Supplementary table S1: Characteristics of the analyzed cohort with primary Sjogren’s

syndrome (pSS) and healthy controls

PSS patients Healthy controls
(n=26) (n=22)
Age, mean +/- SD (range) years 58 +/- 14 58+/-19.13
Female sex (%) 100 100
No antibody (%) 7(27) 100
anti-SSA+ anti SSB- (%) 8(31)
anti-SSA+ anti-SSB+ (%) 11 (42) NA
ESSDAI mean +/- SD (range) 3.5+/-4(0-15) NA
Treatments:
Methotrexate (15mg/week) (%) 1(3) NA
Hydroxychloroquine (400mg/d)
(%) 7(27) NA

Supplementary table S2. List of significantly differentially methylated IFN regulated genes
(IRGs) found in B lymphocytes from seropositive and seronegative pSS patients (red denotes
hypomethylated genes; green hypermethylated genes; blue are genes with both hyper- and
hypomethylated probes). Genes with at least 2 CpG sites significantly differentially
methylated (at least 7% median difference of methylation, p<0.01) were included in the

analysis.
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