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ABSTRACT
Objectives To identify a new disease-modifying
osteoarthritis drug (DMOAD) candidate that can
effectively repair cartilage by promoting chondrogenic
differentiation and halt osteoarthritis (OA) progression by
suppressing aberrant hypertrophy.
Methods We screened 2500 natural and synthetic
small compounds for chondrogenic agents via four steps
using the Col2GFP-ATDC5 system and identified a small
thienoindazole derivative compound, TD-198946, as a
novel DMOAD candidate. We tested its efficacy as a
DMOAD via intra-articular injections directly into the joint
space in a surgically-induced mouse model of OA both at
the onset (prevention model) and 4 weeks after (repair
model) OA induction. The downstream molecules were
screened by microarray analysis. We further investigated
the mechanism of the drug action and its molecular
target using in vitro and in vivo assays.
Results TD-198946 strongly induced chondrogenic
differentiation without promoting hypertrophy in cell and
metatarsal organ cultures. When administered directly
into the joint space, TD-198946 successfully prevented
and repaired degeneration of the articular cartilage. TD-
198946 exerted its effect through the regulation of
Runx1 expression, which was downregulated in both
mouse and human OA cartilage compared with normal
tissue.
Conclusions Our data suggest that TD-198946 is a
novel class of DMOAD candidate, and that targeting
Runx1 will provide a promising new approach in the
development of disease-modifying drugs against OA.

INTRODUCTION
Osteoarthritis (OA), the most common degenera-
tive disorder of the joints, affects nearly half the
elderly population worldwide and represents an
enormous socioeconomic challenge.1 2 The disease
results from an imbalance in the dynamic equilib-
rium between the breakdown and repair of the
joint tissues, often in situations where mechanical
loading exceeds that which can be tolerated by the
joint. However, the exact pathogenesis of OA is
still a subject of debate and research.

During development, mesenchymal progenitors
differentiate into chondrocytes and produce
cartilage-specific matrix proteins such as type II col-
lagen (Col2a1) and glycosaminoglycans (GAGs)
such as aggrecan (Acan)3 under the influence of the
master regulators of chondrogenic differentiation—
the sex-determining region Y-type high mobility

group box protein Sox9 and its cofactors Sox5 and
Sox6. Thereafter, most chondrocytes undergo
hypertrophy, as characterised by the secretion of
type X collagen (Col10a1) which triggers cartilage
degradation and mineralisation via endochondral
ossification. Runx family proteins, runt-related
transcription factors, play crucial roles in this
process.4 Runx1 has been shown to be an important
factor for early chondrogenic differentiation.5

Conversely, chondrocytes at the end of the bone do
not undergo hypertrophy but remain as permanent
cartilage, giving rise to the articular cartilage. In
OA, however, the articular cartilage aberrantly
undergoes hypertrophy and subsequent endochon-
dral ossification, resulting in joint degeneration.2

There is no disease-modifying OA drug
(DMOAD) currently available to patients that can
halt disease progression and reverse the damage
caused by OA.6 7 Commonly prescribed OA medica-
tions include non-steroidal anti-inflammatory
drugs, analgesics, locally administered corticoster-
oids and viscosupplementation, which provide only
symptomatic relief and eventually result in the
need for surgical intervention. To date, most
attempts to develop DMOADs have focused on
stopping or delaying the degeneration of articular
cartilage with little success.1 Indeed, repair of
degenerative articular cartilage may provide a better
therapeutic solution for patients with OA in clinical
applications rather than stopping OA progression.
We have identified a new potential DMOAD candi-
date with strong chondrogenic activity and tested
its efficacy as a DMOAD using an OA animal
model and investigated its mechanism of action.

MATERIALS AND METHODS
OA model
The experimental OA model was performed on
8-week-old male mice, as previously described.8

Briefly, under general anaesthesia, the medial collat-
eral ligament was transected and the medial menis-
cus removed using a surgical microscope. A sham
operation was performed on the contralateral knee
joint using the same approach with no ligament
transection or meniscectomy. Each of the prevention
and repair models had two groups: (1) TD-
198946-treated animals and (2) saline-treated
animals (n=8 mice in each group). In all the mice
tested the left knee joints underwent the operation
and the right knee joints were sham-operated. For
intra-articular injection, TD-198946 was dissolved at
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100 nM in a solution of 45% 2-hydropropyl-b-cyclodextrin (HBC,
Sigma)9 in saline (sterile 0.9% NaCl; Otsuka Pharmaceutical
Factory). Mice were re-anaesthetised and given a 10 ml
intra-articular injection of TD-198946 or saline immediately after
surgery (prevention model) or 4 weeks following surgery (repair
model) every 5 days for 8 or 4 weeks, respectively.

Histological analyses
Eight weeks after surgery the mice were killed and OA severity
was quantified by the OARSI histopathology grading system
(score 0–24)10 by two blinded independent observers. Sections
were stained with safranin O-fast green or methylene blue using
standard protocols. For immunohistochemistry, sections were
incubated with antibodies to Runx1 (H-65; Santa Cruz
Biotechnology), Sox9 (H-90; Santa Cruz Biotechnology),
Sox6 (H-95; Santa Cruz Biotechnology), Sox5 (H-90;
Santa Cruz Biotechnology), Col10a1 (LSL), Col1a1 (Santa
Cruz Biotechnology) and Mmp-13 (Chemicon) diluted 1 : 500 in
blocking reagent and detected with a CSAII Biotin-free
Tyramide Signal Amplication System (Dako). For Col10a1, sec-
tions were treated with hyaluronidase (25 mg/ml in phosphate
buffer saline) for 30 min. Sections were counterstained with
methylgreen.

Other analyses
Construction of expression vectors, cell culture, screening of
small compound libraries, real-time (RT)-PCR analysis, bio-
chemical measurement of glycosaminoglycans, metatarsal
organ culture, staining, microarray analysis, luciferase reporter
assay, electrophoretic mobility shift assay, chromatin immuno-
precipitation (ChIP) assay and animals and materials are
described in the online supplementary materials and methods.

Statistical analysis
Data are reported as the mean±SEM of at least three independ-
ent experiments performed in triplicate. We performed statistical
analyses of experimental data with the unpaired two-tailed
Student t test. p Values <0.05 were considered significant.

RESULTS
Identification of TD-198946 as a strong inducer of
chondrogenic differentiation
We screened 2500 natural (InterBioScreen, Chernogolovka,
Russia) and synthetic small compounds (Takeda Chemical
Industries, Osaka, Japan) as potential chondrogenic agents via
four steps using the Col2GFP-ATDC5 system (see online sup-
plementary figure S1)11 and identified a thienoindazole deriva-
tive (TD-198946) that could potently increase toluidine blue
staining after 7 days (figure 1A). A luciferase assay revealed that
TD-198946 induced stronger COL2A1 promoter activity than
insulin in ATDC5 cells (see online supplementary figure S2A).
In C3H10T1/2 cells, ATDC5 cells and primary mouse chondro-
cytes, TD-198946 (10−10–10−5 M) dose-dependently stimulated
endogenous expression of the chondrocyte markers Col2a1 and
Acan, with maximum effects around 10−7–10−6 M, greater than
the effects seen in combination with Sox5, Sox6 and Sox9 over-
expression (dotted lines, figure 1B). Furthermore, TD-198946
enhanced cartilage matrix synthesis (alcian and toluidine
blue stainings) in cultured C3H10T1/2 cells in both a dose- and
time-dependent manner, and GAG content (figure 1C)
without affecting cell proliferation (see online supplementary
figure S2B).

Inhibitory effects of TD-198946 on hypertrophy
and dedifferentiation
We next examined the effect of TD-198946 on hypertrophy
and dedifferentiation of chondrocytes. In ATDC5 cells,
TD-198946 enhanced chondrogenic differentiation (alcian blue,
toluidine blue stainings and Col2a1 expression) without affect-
ing hypertrophy (alizarin red staining, Col10a1, Alp and Mmp13
expressions) or dedifferentiation (Col1a1 expression) (figure
1D). Contrarily, insulin enhanced all three sets of markers.
These effects were confirmed in an organ culture of metatarsal
limbs derived from mouse embryos (figure 1E) where
TD-198946 delayed the start of the hypertrophic zone. The
hypertrophic zone was compressed with decreased mineralisa-
tion while the proliferative zone was expanded.

The effect of TD-198946 was then compared with other
widely used agents for cartilage regeneration—namely, bone
morphogenetic protein-2 (BMP2) and transforming growth
factor-β1 (TGF-β1). Using dedifferentiated primary mouse
chondrocytes (figure 1F), TD-198946 strongly induced chondro-
genic redifferentiation (alcian blue staining and Col2a1 expres-
sion) throughout 14 days of culture without affecting
hypertrophy or dedifferentiation (alizarin red staining, Col10a1
or Col1a1 expressions). By comparison, BMP2 showed temporal
chondrogenic activity at 7 days and enhanced hypertrophy or
dedifferentiation at 14 days, while TGF-β1 had no positive
effect on chondrogenesis. Overall, TD-198946 is a stronger
chondrogenic agent than BMP2 and TGF-β1 without causing
hypertrophy and dedifferentiation. We further confirmed that
TD-198946 is not involved in the activity of BMP,12 TGF-β13 or
canonical Wnt signals (see online supplementary figure S3).14

Prevention and repair of induced OA by intra-articular injection
of TD-198946
We next examined the effects of TD-198946 in a
surgically-induced OA mouse model. Periodic injections of
TD-198946 or saline were administered into the knee joints
immediately (prevention model) or 4 weeks after surgery (repair
model) for up to 8 weeks. Representative histological sections
and OARSI histopathology grading revealed that
TD-198946-treated joints showed fewer osteoarthritic changes
than untreated joints (figure 2A,B). In addition, TD-198946 had
no influence on the normal mouse knee joint (see online supple-
mentary figure S4).

Identification of Runx1 as a molecular target of TD-198946
The chondrogenic effects of TD-198946 were next assessed
using microarray by expression profiling on mRNA isolated
from C3H10T1/2 cells treated with TD-198946 or vehicle (data
sets S1 and S2 in online supplement). The profiling revealed
196 genes with more than 10-fold upregulation by TD-198946
(dataset S1; see online supplementary figure S5A). Using gene
ontology (GO) analysis of a set of the 196 genes (dataset S2),
the most over-represented term was ‘multicellular organismal
development’ (GO:0007275; p=2.45×10−5) which was asso-
ciated with 59 genes, suggesting that TD-198946 exerted
development- or differentiation-related effects (see online sup-
plementary figure S5B). Runx1 ranked as the top of six
transcription-related genes associated with the GO term (see
online supplementary figure S5C). Sox5 and Sox6 ranked as
second and third, both of which have important roles as a
co-factor of Sox9 during chondrogenesis.
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Figure 2 Effects of TD-198946 treatment on surgically-induced osteoarthritis (OA). (A) Safranin-O stained sections of mouse medial tibial cartilage
obtained from prevention and repair models. (B) Quantification of OA on femoral and tibial cartilage by OARSI histopathology grading. Data are
expressed as mean±SEM (n=8). *p<0.05 vs saline. Scale bar 100 μm.

Figure 1 Identification of TD-198946 as a potent chondrogenic agent. (A) Left: Green fluorescent protein (GFP) fluorescence of Col2GFP-ATDC5 cells
after 2 and 7 days of culture with insulin (10 μg/ml), TD-198946 (10−6 M) or vehicle. BF, bright field. TB, toluidine blue staining. Scale bar 200 μm.
Right: Chemical structure of TD-198946. (B) Dose-dependent effects of TD-198946 on mRNA of Col2a1 and Acan in C3H10T1/2 cells, ATDC5 cells
and primary mouse chondrocytes for 7 days. Adenoviral overexpression in combination with Sox5, Sox6 and Sox9 are compared (dotted lines).
(C) Alcian blue and toluidine blue stainings (left) and quantitatively analysed GAG content (right) in C3H10T1/2 cells for 7 and 14 days of culture with
TD-198946 (10−12, 10−9 and 10−6 M) or the control vehicle (V). *p<0.01 vs vehicle. (D) Alcian blue, toluidine blue and alizarin red stainings and
mRNA of Col2a1, Col10a1, Col1a1, Alp and Mmp13 in ATDC5 cells cultured with TD-198946 (10–7 M), insulin (10 μg/ml) or vehicle for 21 days.
(E) In situ hybridisation of Col10a1 and von Kossa staining of metatarsal limbs derived from mouse embryos (E15.5) cultured with TD-198946
(10–7 M) or vehicle for 7 days. Red, blue and green bars indicate proliferative, hypertrophic and ossified zones, respectively; the percentages of these
zones over the total length of the limbs are shown (graph). (F) Alcian blue and alizarin red stainings and mRNA of Col2a1, Col10a1 and Col1a1 in
mouse dedifferentiated chondrocytes (P3) cultured with TD-198946 (10−7 M), bone morphogenetic protein-2 (BMP2, 100 ng/ml), transforming growth
factor-β1 (TGF-β1, 1 ng/ml) or vehicle for 7 and 14 days. *p<0.01 vs vehicle. Data are expressed as mean±SD (error bars) for 4 wells/group.
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Induction of chondrogenic differentiation by Runx1
Induction of Runx1 mRNA by TD-198946 was identified in
C3H10T1/2 cells (figure 3A). Small interfering RNA (siRNA) of
Runx1 confirmed the role of Runx1 in mediating the chondro-
genic effects of TD-198946 with significant inhibition of
TD-198946-induced Col2a1 in C3H10T1/2 cells (figure 3B).
Furthermore, in primary chondrocytes derived from Runx1fl/fl

mice,15 Cre-mediated deletion of Runx1 cancelled the
TD-198946-stimulated expression of Col2a1, which could be
restored by the adenoviral overexpression of Runx1 (figure 3C).

In normal mouse knee cartilage, Runx1 was strongly
expressed in the superficial and middle zones of cartilage above
the tidemark but not in the mineralised cartilage (figure 3D). In
cultured C3H10T1/2 cells, Runx1 overexpression potently
enhanced Col2a1 expression, GAG content and toluidine blue
staining (figure 3E) but inhibited Col10a1 expression, which
could be restored in primary chondrocytes derived from Runx1fl/
fl mice by Cre-mediated Runx1 knockdown (figure 3F).15 These
data indicate that Runx1 is an inducer of chondrogenic differen-
tiation and a suppressor of the subsequent hypertrophy, which
is true of the effect of TD-198946.

We further examined the mechanism underlying the transacti-
vation of COL2A1 by Runx1. Deletion analyses of the COL2A1
promoter (−1031/+37 used in the Col2GFP-ATDC5 system) pre-
dicted the responsive elements to be located between −724 and
−690 bp, and between −300 and −288 bp, both of which
contain Runx motifs (figure 3G).16 Site-directed mutagenesis in

the downstream Runx motif, but not in the upstream motif,
caused significant suppression, indicating that the −293/−288
site is the core responsive element of Runx1 (figure 3H).
Electrophoretic mobility shift assay (EMSA) revealed the
binding of nuclear extracts of Runx1-overexpressed COS-7 cells
with the −293/−288 oligonucleotide probe (figure 3I). The
binding specificity was verified by cold competition with excess
amounts of the unlabelled wild-type probe, but not with that of
the mutated probe, as well as by the supershift with an anti-
body to Runx1. In vivo binding of exogenous and endogenous
Runx1 to this Runx motif was confirmed using ChIP assay in
Runx1-transfected HeLa cells and primary mouse chondrocytes
(figure 3J), respectively.

To investigate the in vivo role of Runx1 in OA, we examined
Runx1 expression in articular cartilage obtained from
surgically-induced mouse OA prevention and repair models
treated with TD-198946. Immunohistochemistry showed sub-
stantial expression of Runx1 in TD-198946-treated cartilage
but not in saline-treated cartilage (figure 4A,B and online sup-
plementary figure S6), similar to those of Sox9, Sox6 and Sox5.
Sox9, Sox6 and Sox5 expressions were not detected in the
control. Col10a1, Col1a1 and Mmp-13 expressions were not
detected in TD-198946-treated cartilage but upregulated in the
control. Finally, to assess the role of Runx1 in human OA, we
investigated the expression of Runx1, Sox6, Sox9 and Col10a1
in OA and normal cartilage from a patient. Runx1, Sox6, Sox9
and Sox5 were downregulated in OA cartilage whereas Col10a1

Figure 3 Runx1 as a target of TD-198946. (A) Runx1 mRNA levels in C3H10T1/2 cells cultured with TD-198946 (10−7 M) or vehicle for 7 days.
*p<0.01 vs vehicle. (B) Col2a1 mRNA levels in C3H10T1/2 cells cultured with TD-198946 (10−7 M) or vehicle for 2 days after Runx1 siRNA
transfection or the control green fluorescent protein (GFP). *p<0.01 vs siGFP. (C) Col2a1 mRNA levels in primary mouse chondrocytes from
Runx1-floxed (Runx1fl/fl) mice cultured with TD-198946 (10−7 M) or vehicle for 2 days after adenoviral (Ax) infection with GFP, Cre, or Cre+Runx1;
*p<0.01 vs vehicle. (D) Runx1 protein in normal knee cartilage from wild-type 16-week-old mice. Scale bars 100 μm. (E) Col2a1 mRNA, GAG
content and toluidine blue staining in cultured C3H10T1/2 cells adenovirally (Ax)-infected with Runx1 or control GFP. *p<0.01 vs Ax-GFP. (F) Col10a1
mRNA in chondrocytes from Runx1-floxed (Runx1fl/fl) mice in 3-D alginate bead cultures after adenoviral (Ax) infection with GFP, Runx1 or Cre.
*p<0.01 vs Ax-GFP. (G) Deletion analysis using luciferase-reporter constructs containing the 50-flanking sequence from −1031 to +37 of the
COL2A1 gene and deletion fragments in HuH-7 cells transfected with RUNX1 or control GFP; *p<0.01 vs GFP. (H) Site-directed mutagenesis (Mt1
and Mt2) using luciferase-reporter constructs containing the Runx motifs in −724/−690 (left) and −300/−288 (right) of the COL2A1 gene in HuH-7
cells. (I) Electrophoretic mobility shift assay for specific binding (closed arrowhead) of wild-type (WT) oligonucleotide probe (–304/–275) containing
Runx motif above or mutated probe (Mt2) with nuclear extract (NE) of COS-7 cells overexpressing Runx1. Cold competition with 50-fold excess of
unlabelled WT or Mt2 probes and the supershift by α-Runx1 (open arrowhead). ( J) Chromatin immunoprecipitation assay on HeLa cells transfected
with GFP or RUNX1-GFP (top) and primary mouse chondrocytes (bottom). Cell lysates were amplified by primer sets spanning the Runx motif
(−400/−200) or not (−1685/−1467) before (input) and after immunoprecipitation with α-GFP or α-Runx1 antibodies or non-immune IgG. Data are
expressed as mean (bars)±SD (error bars) for 4 wells/group.
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was upregulated compared with normal cartilage (figure 4C
and online supplementary figure S7). We also confirmed that
TD-198946 treatment induced redifferentiation of dedifferen-
tiated human normal chondrocytes and OA-like chondrocytes
in vitro (see online supplementary figures S8 and S9).

DISCUSSION
In this study we identified a novel DMOAD candidate,
TD-198946, which strongly induced chondrogenic differentiation
without promoting hypertrophy. When administered directly
into the joint space, the compound successfully prevented and
repaired the degeneration of articular cartilage in a
surgically-induced mouse model of OA. The compound exerted
its effect by regulating Runx1 expression, an inducer of chondro-
genic differentiation and a suppressor of the subsequent hyper-
trophy, which possibly underlies the therapeutic effect of
TD-198946 on OA.

Several recent reports on new candidate DMOADs have
emerged. However, unlike TD-198946, the major action of
these agents is to block the activation of the degradation
enzyme and/or to inhibit aberrant hypertrophy of articular

cartilage by targeting signalling molecules involved in articular
cartilage catabolism. In a surgically-induced model of OA,
intra-articular injections of antibodies specific for syndecan-4,
which is involved in aggrecan cleavage by ADAMTS-5 (a disin-
tegrin and metalloproteinase with a thrombospondin type 1
motif 5), prevented cartilage destruction.17 Similarly, intraperi-
toneal injections of an inhibitor of Hedgehog (Hh) signalling,
which is activated in OA, reduced the severity of OA by inhi-
biting cartilage destruction, potentially through Runx2 regula-
tion, which in turn regulates ADAMTS-5.18 Furthermore, the
subcutaneous injection of recombinant human parathyroid
hormone (1–34) (teriparatide) immediately or 8 weeks after OA
induction partially reduced the severity of OA by suppressing
inappropriate articular cartilage hypertrophy.19 Moreover,
during the review process of our paper, another small molecule,
kartogenin, was reported to induce chondrogenesis by regulat-
ing the CBFβ-RUNX1 transcriptional programme.20 Runx1
may be a candidate molecule for the treatment of OA.

The major action of TD-198946 is distinct from the actions
of the above strategies: it strongly induces chondrogenic differ-
entiation of progenitors, as evidenced by a marked increase in

Figure 4 Effects of TD-198946 treatment on Runx1, Sox6, Sox9 and Col10a1 expression in osteoarthritis (OA). (A) Methylene blue-stained sections
of the mouse medial tibial cartilage obtained from prevention and repair models. Scale bar 100 μm. (B) Immunostainings of Runx1, Sox6, Sox9 and
Col10a1 from the inset box of (A). Scale bar 50 μm. (C) Safranin-O staining and immunostaining of Runx1, Sox6, Sox9 and Col10a1 in normal and
OA regions of tibial cartilage obtained from a patient who underwent total knee arthroplasty. Scale bar 100 μm.
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the chondrogenic markers type II collagen and aggrecan, and it
does this without promoting hypertrophy, which is often and
undesirably observed with conventional chondrogenic agents
including BMPs,21 TGF-β,13 insulin21 and insulin-like growth
factor-1.22 TD-198946 may help rejuvenate articular cartilage
by shifting the differentiation balance from late differentiation
(hypertrophy) towards early differentiation (chondrogenesis).
TD-198946 is the first small molecule compound to have both
reparative and preventive effects in a mouse degenerative articu-
lar cartilage model. In the clinic, OA is usually diagnosed when
the disease has substantially progressed and, because articular
cartilage has a poor regenerative capacity, stopping or delaying
cartilage degeneration alone is unlikely to treat the disorder
sufficiently.

The target molecule of TD-198946 is distinct; it strongly
induced Runx1, which is known to be a chondrogenic factor.5 15

In both mouse and human, Runx1 is expressed in adult articular
cartilage and its expression is downregulated in OA cartilage. In
our study, Runx1 expression was restored by TD-198946 treat-
ment, and our gain and loss of function experiments revealed
that Runx1 mediated the chondrogenic action of TD-198946.
Runx1 directly enhanced the promoter activity of COL2A1
through specific binding to a Runx motif. In addition, our study
indicates that Runx1 suppresses hypertrophy. On the other
hand, Runx2 and Runx3 are essential for hypertrophy and mat-
uration of chondrocytes.23 We have previously reported that
Runx1 induces Sox5, Sox6 and Sox9 expression during chondro-
genesis.15 TD-198946 seems to induce Sox5 and Sox6 indirectly
via Runx1, judging from the data using chondrocytes from
Runx1 knock-out mice (see online supplementary figure S10).
These transcription factors, which stimulate chondrogenesis
and suppress hypertrophy,24 were also induced by TD-198946,
albeit to a lesser extent. Our findings indicate that, in addition
to its direct effect on chondrogenesis, Runx1 activity may also
be mediated by the Sox transcription factors.

Together, our data suggest that TD-198946 is a novel
DMOAD candidate. Given its unique actions and target mol-
ecule, it can be used alone or synergistically with other agents.
We also show that Runx1 is a promising target for the treat-
ment and development of other DMOADs.
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Probe_ID Probe_nam Base_SignaExp_Signal Base_DetecExp_DetectBase_DetecExp_Detect

Exp/Base
_Signal
Log Ratio Exp/Base_ Exp/Base_ Descriptions

MOE430_2_1418847_at 0.3 25.2 A P 0.66 0.01 6.4 MI 0.002032 gb:NM_009705.1 /DB_XREF=gi:6753109 /GEN=Arg2 /FEA=FLmRNA /CNT=38 /TID=Mm.3506.1 /TIER=FL+Stack /STK=17 /UG=Mm.3506 /LL=11847 /DEF=Mus musculus arginase type II (Arg2), mRNA. /PROD=arginase type II /FL=gb:NM_009705.1 gb:AF032466.1 gb:BC023349.1 gb:U90886.1
MOE430_2_1459661_at 0.3 24.5 A P 0.96 0.02 6.3 I 0.000046 gb:AW492955 /DB_XREF=gi:7063236 /DB_XREF=UI-M-BH3-atx-g-06-0-UI.s1 /CLONE=UI-M-BH3-atx-g-06-0-UI /FEA=EST /CNT=2 /TID=Mm.40495.1 /TIER=ConsEnd /STK=2 /UG=Mm.40495 /LL=105362 /UG_GENE=AW492955 /UG_TITLE=expressed sequence AW492955
MOE430_2_1417917_at 1.3 114.6 A P 0.95 0.00293 6.2 I 0.00002 gb:NM_009922.1 /DB_XREF=gi:6753473 /GEN=Cnn1 /FEA=FLmRNA /CNT=100 /TID=Mm.4356.1 /TIER=FL+Stack /STK=33 /UG=Mm.4356 /LL=12797 /DEF=Mus musculus calponin 1 (Cnn1), mRNA. /PROD=calponin 1 /FL=gb:NM_009922.1
MOE430_2_1444270_at 0.3 10.6 A P 0.78 0.04 6 NC 0.01 gb:BB312129 /DB_XREF=gi:16402767 /DB_XREF=BB312129 /CLONE=B230331L17 /FEA=EST /CNT=5 /TID=Mm.131949.1 /TIER=ConsEnd /STK=2 /UG=Mm.131949 /UG_TITLE=ESTs
MOE430_2_1437964_at 0.4 23.7 A A 0.98 0.21 5.9 I 0.00148 gb:BB169128 /DB_XREF=gi:16269226 /DB_XREF=BB169128 /CLONE=A230004H09 /FEA=EST /CNT=13 /TID=Mm.131616.1 /TIER=Stack /STK=13 /UG=Mm.131616 /UG_TITLE=ESTs
MOE430_2_1440244_at 0.7 44.5 A P 0.95 0.04 5.9 I 0.00002 gb:AV329219 /DB_XREF=gi:16396042 /DB_XREF=AV329219 /CLONE=6330501C04 /FEA=EST /CNT=8 /TID=Mm.184118.1 /TIER=ConsEnd /STK=5 /UG=Mm.184118 /UG_TITLE=ESTs
MOE430_2_1456793_at 10.5 512.9 A P 0.14 0.000244 5.9 I 0.000023 gb:AV264055 /DB_XREF=gi:16389173 /DB_XREF=AV264055 /CLONE=4930443F05 /FEA=EST /CNT=11 /TID=Mm.76407.1 /TIER=ConsEnd /STK=7 /UG=Mm.76407 /UG_TITLE=ESTs
MOE430_2_1446913_at 0.4 17.5 A A 0.94 0.09 5.8 I 0.001201 gb:AU023357 /DB_XREF=gi:3393704 /DB_XREF=AU023357 /CLONE=J0430F08 /FEA=EST /CNT=2 /TID=Mm.173615.1 /TIER=ConsEnd /STK=2 /UG=Mm.173615 /UG_TITLE=ESTs
MOE430_2_1459375_at 0.1 4.8 A A 0.9 0.33 5.8 NC 0.07 gb:BB488555 /DB_XREF=gi:16441661 /DB_XREF=BB488555 /CLONE=D430050M21 /FEA=EST /CNT=2 /TID=Mm.209513.1 /TIER=ConsEnd /STK=2 /UG=Mm.209513 /UG_TITLE=ESTs
MOE430_2_1430209_at 0.1 6.2 A A 0.9 0.5 5.7 NC 0.24 gb:AK015080.1 /DB_XREF=gi:12853284 /FEA=mRNA /CNT=5 /TID=Mm.159067.1 /TIER=ConsEnd /STK=3 /UG=Mm.159067 /LL=73808 /UG_GENE=4930404H21Rik /UG_TITLE=RIKEN cDNA 4930404H21 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930404H21:hypothetical protein, full insert sequence.
MOE430_2_1432932_at 0.4 11.1 A P 0.94 0.01 5.7 I 0.001077 gb:AK016596.1 /DB_XREF=gi:12855421 /FEA=mRNA /CNT=1 /TID=Mm.159202.1 /TIER=ConsEnd /STK=0 /UG=Mm.159202 /LL=74433 /UG_GENE=4933401A11Rik /UG_TITLE=RIKEN cDNA 4933401A11 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4933401A11:unclassifiable transcript, full insert sequence.
MOE430_2_1422798_at 0.8 45.6 A P 0.9 0.00293 5.6 I 0.000052 gb:NM_025771.1 /DB_XREF=gi:13385239 /GEN=Cntnap2 /FEA=FLmRNA /CNT=52 /TID=Mm.45210.1 /TIER=FL+Stack /STK=11 /UG=Mm.45210 /LL=66797 /DEF=Mus musculus contactin associated protein-like 2 (Cntnap2), mRNA. /PROD=contactin associated protein-like 2 /FL=gb:NM_025771.1
MOE430_2_1436203_a_ 0.4 20.5 A P 0.9 0.000732 5.6 I 0.00002 gb:BM730637 /DB_XREF=gi:19051970 /DB_XREF=ih47d03.x1 /CLONE=IMAGE:5680181 /FEA=EST /CNT=28 /TID=Mm.86556.2 /TIER=Stack /STK=10 /UG=Mm.86556 /UG_TITLE=ESTs
MOE430_2_1439995_at 1.2 18.5 A P 0.53 0.01 5.6 NC 0.01 gb:AV251613 /DB_XREF=gi:16387654 /DB_XREF=AV251613 /CLONE=4833432F11 /FEA=EST /CNT=7 /TID=Mm.25081.1 /TIER=ConsEnd /STK=6 /UG=Mm.25081 /LL=97086 /UG_GENE=C80638 /UG_TITLE=expressed sequence C80638
MOE430_2_1429657_at 0.3 21.1 A P 0.98 0.02 5.5 I 0.001651 gb:AK018054.1 /DB_XREF=gi:12857598 /FEA=mRNA /CNT=27 /TID=Mm.48662.1 /TIER=ConsEnd /STK=1 /UG=Mm.48662 /LL=76103 /UG_GENE=5830475F03Rik /UG_TITLE=RIKEN cDNA 5830475F03 gene /DEF=Mus musculus adult male thymus cDNA, RIKEN full-length enriched library, clone:5830475F03:hypothetical protein, full insert sequence.
MOE430_2_1432112_at 0.4 8.7 A A 0.65 0.36 5.5 NC 0.5 gb:AK016374.1 /DB_XREF=gi:12855077 /FEA=mRNA /CNT=1 /TID=Mm.159610.1 /TIER=ConsEnd /STK=0 /UG=Mm.159610 /LL=75879 /UG_GENE=4930589L23Rik /UG_TITLE=RIKEN cDNA 4930589L23 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930589L23:hypothetical protein, full insert sequence.
MOE430_2_1423435_at 0.3 9.9 A A 0.99 0.53 5.4 NC 0.00712 gb:NM_016697.1 /DB_XREF=gi:7710029 /GEN=Gpc3 /FEA=FLmRNA /CNT=193 /TID=Mm.22515.1 /TIER=ConsEnd /STK=0 /UG=Mm.22515 /LL=14734 /DEF=Mus musculus glypican 3 (Gpc3), mRNA. /PROD=glypican 3 /FL=gb:NM_016697.1 gb:AF185614.1
MOE430_2_1424325_at 0.3 6.6 A A 0.9 0.33 5.4 NC 0.005409 gb:BB308198 /DB_XREF=gi:15411382 /DB_XREF=BB308198 /CLONE=B230219C17 /FEA=FLmRNA /CNT=106 /TID=Mm.21177.1 /TIER=Stack /STK=13 /UG=Mm.21177 /UG_TITLE=Mus musculus, clone MGC:11878 IMAGE:3598095, mRNA, complete cds /FL=gb:BC008220.1
MOE430_2_1439505_at 0.3 11.1 A A 0.98 0.06 5.4 MI 0.00249 gb:AA210377 /DB_XREF=gi:1807624 /DB_XREF=mu72d07.r1 /CLONE=IMAGE:644941 /FEA=EST /CNT=11 /TID=Mm.69166.1 /TIER=ConsEnd /STK=7 /UG=Mm.69166 /UG_TITLE=ESTs
MOE430_2_1446097_at 0.2 8.1 A A 0.95 0.08 5.4 I 0.000865 gb:BB346592 /DB_XREF=gi:16405050 /DB_XREF=BB346592 /CLONE=B930062B16 /FEA=EST /CNT=2 /TID=Mm.208717.1 /TIER=ConsEnd /STK=2 /UG=Mm.208717 /UG_TITLE=ESTs, Moderately similar to RBB8_HUMAN RETINOBLASTOMA-BINDING PROTEIN 8 (CTBP INTERACTING PROTEIN) (CTIP) (RETINOBLASTOMA-INTERACTING PROTEIN AND MYOSIN-LIKE) (RIM) (H.sapiens)
MOE430_2_1420213_x_ 0.1 6.7 A A 0.96 0.21 5.3 NC 0.01 gb:AV264531 /DB_XREF=gi:6252465 /DB_XREF=AV264531 /CLONE=4930500F18 /FEA=EST /CNT=1 /TID=Mm.67016.3 /TIER=ConsEnd /STK=1 /UG=Mm.67016 /UG_TITLE=ESTs
MOE430_2_1455498_at 0.3 7.2 A A 0.95 0.63 5.3 NC 0.11 gb:BQ032613 /DB_XREF=gi:19767892 /DB_XREF=UI-1-CF0-aph-b-07-0-UI.s1 /CLONE=UI-1-CF0-aph-b-07-0-UI /FEA=EST /CNT=17 /TID=Mm.33336.1 /TIER=Stack /STK=12 /UG=Mm.33336 /UG_TITLE=ESTs
MOE430_2_1457109_x_ 0.1 5.5 A A 0.94 0.46 5.3 NC 0.03 gb:BB699603 /DB_XREF=gi:16048427 /DB_XREF=BB699603 /CLONE=7420413G06 /FEA=EST /CNT=6 /TID=Mm.17797.1 /TIER=ConsEnd /STK=5 /UG=Mm.17797 /UG_TITLE=ESTs
MOE430_2_1459892_at 0.2 9.1 A A 0.99 0.21 5.3 I 0.000933 gb:AV034276 /DB_XREF=gi:16356607 /DB_XREF=AV034276 /CLONE=1600009D11 /FEA=EST /CNT=3 /TID=Mm.200437.1 /TIER=ConsEnd /STK=1 /UG=Mm.200437 /LL=101438 /UG_GENE=AA408156 /UG_TITLE=expressed sequence AA408156
MOE430_2_1419881_x_ 0.3 12 A A 0.87 0.21 5.2 NC 0.17 gb:AI837271 /DB_XREF=gi:5471449 /DB_XREF=UI-M-AK0-ade-a-10-0-UI.s1 /CLONE=UI-M-AK0-ade-a-10-0-UI /FEA=EST /CNT=1 /TID=Mm.39527.1 /TIER=ConsEnd /STK=0 /UG=Mm.39527 /UG_TITLE=EST
MOE430_2_1423563_at 1.3 19.1 A A 0.63 0.14 5.2 NC 0.004073 gb:AA739053 /DB_XREF=gi:2775859 /DB_XREF=vv60e01.r1 /CLONE=IMAGE:1226808 /FEA=FLmRNA /CNT=29 /TID=Mm.215098.1 /TIER=ConsEnd /STK=0 /UG=Mm.215098 /LL=27693 /UG_GENE=Ly6g5b-pending /UG_TITLE=lymphocyte antigen 6 complex, locus G5B /FL=gb:NM_030890.1
MOE430_2_1431693_a_ 2 104.4 A P 0.8 0.00415 5.2 I 0.000035 gb:AK003506.1 /DB_XREF=gi:12834213 /GEN=Il17b /FEA=mRNA /CNT=3 /TID=Mm.69513.2 /TIER=ConsEnd /STK=0 /UG=Mm.69513 /LL=56069 /UG_TITLE=interleukin 17B /DEF=Mus musculus 18 days embryo whole body cDNA, RIKEN full-length enriched library, clone:1110006O16:interleukin 17b, full insert sequence.
MOE430_2_1451952_at 0.3 5.5 A A 0.88 0.36 5.2 NC 0.18 gb:AF182065.1 /DB_XREF=gi:6524948 /GEN=Bv8 /FEA=FLmRNA /CNT=1 /TID=Mm.87365.3 /TIER=FL /STK=1 /UG=Mm.87365 /LL=50501 /DEF=Mus musculus Bv8 variant 2 precursor (Bv8) mRNA, complete cds. /PROD=Bv8 variant 2 precursor /FL=gb:AF182065.1
MOE430_2_1458759_at 0.3 8.4 A A 0.95 0.19 5.2 NC 0.05 gb:BG068730 /DB_XREF=gi:12551299 /DB_XREF=H3068G01-3 /CLONE=H3068G01 /FEA=EST /CNT=3 /TID=Mm.173651.1 /TIER=ConsEnd /STK=2 /UG=Mm.173651 /UG_TITLE=ESTs
MOE430_2_1459559_at 0.1 8.7 A A 0.8 0.27 5.2 NC 0.03 gb:AU022705 /DB_XREF=gi:3387680 /DB_XREF=AU022705 /CLONE=J0419D11 /FEA=EST /CNT=2 /TID=Mm.173562.1 /TIER=ConsEnd /STK=2 /UG=Mm.173562 /UG_TITLE=ESTs, Weakly similar to I49130 reverse transcriptase - mouse (M.musculus)
MOE430_2_1417504_at 0.3 6.9 A A 0.79 0.43 5.1 NC 0.11 gb:NM_009788.1 /DB_XREF=gi:6753241 /GEN=Calb1 /FEA=FLmRNA /CNT=121 /TID=Mm.354.1 /TIER=FL+Stack /STK=43 /UG=Mm.354 /LL=12307 /DEF=Mus musculus calbindin-28K (Calb1), mRNA. /PROD=calbindin-28K /FL=gb:NM_009788.1 gb:M21531.1 gb:BC016421.1
MOE430_2_1420359_at 0.3 10.7 A A 0.96 0.33 5.1 NC 0.09 gb:NM_009299.1 /DB_XREF=gi:6678186 /GEN=Sva /FEA=FLmRNA /CNT=7 /TID=Mm.4119.1 /TIER=FL /STK=6 /UG=Mm.4119 /LL=20939 /DEF=Mus musculus seminal vesicle antigen (Sva), mRNA. /PROD=seminal vesicle antigen /FL=gb:M94179.1 gb:NM_009299.1
MOE430_2_1427753_at 0.3 9.8 A A 0.82 0.32 5.1 NC 0.03 gb:Z95479.1 /DB_XREF=gi:2108314 /FEA=mRNA /CNT=1 /TID=Mm.220156.1 /TIER=ConsEnd /STK=0 /UG=Mm.220156 /DEF=Mus musculus mRNA for IgG1kappa antibody, scFv48-CK. /PROD=IgG1kappa antibody
MOE430_2_1429734_at 1.2 60.4 A P 0.82 0.03 5.1 I 0.00002 gb:AK014608.1 /DB_XREF=gi:12852569 /FEA=mRNA /CNT=27 /TID=Mm.26468.1 /TIER=Stack /STK=9 /UG=Mm.26468 /LL=74041 /UG_GENE=4632434I11Rik /UG_TITLE=RIKEN cDNA 4632434I11 gene /DEF=Mus musculus 0 day neonate skin cDNA, RIKEN full-length enriched library, clone:4632434I11:homolog to CDNA FLJ13936 FIS, CLONE Y79AA1000802 (FRAGMENT), full insert sequence.
MOE430_2_1436204_at 0.9 46 A P 0.75 0.001953 5.1 I 0.00004 gb:BM730637 /DB_XREF=gi:19051970 /DB_XREF=ih47d03.x1 /CLONE=IMAGE:5680181 /FEA=EST /CNT=28 /TID=Mm.86556.2 /TIER=Stack /STK=10 /UG=Mm.86556 /UG_TITLE=ESTs
MOE430_2_1438850_at 0.2 6.7 A A 0.9 0.14 5.1 NC 0.007788 gb:BB210412 /DB_XREF=gi:8875365 /DB_XREF=BB210412 /CLONE=A430097E17 /FEA=EST /CNT=10 /TID=Mm.33669.3 /TIER=Stack /STK=9 /UG=Mm.33669 /LL=12737 /UG_GENE=Cldn1 /UG_TITLE=claudin 1
MOE430_2_1439807_at 0.4 13.6 A M 0.77 0.05 5.1 NC 0.003355 gb:BB816169 /DB_XREF=gi:16988798 /DB_XREF=BB816169 /CLONE=G730034A16 /FEA=EST /CNT=12 /TID=Mm.41219.1 /TIER=ConsEnd /STK=6 /UG=Mm.41219 /UG_TITLE=ESTs
MOE430_2_1443101_at 0.1 2.5 A A 0.96 0.78 5.1 NC 0.13 gb:BB132288 /DB_XREF=gi:16266465 /DB_XREF=BB132288 /CLONE=9630060K07 /FEA=EST /CNT=3 /TID=Mm.209040.1 /TIER=ConsEnd /STK=3 /UG=Mm.209040 /UG_TITLE=ESTs
MOE430_2_1444745_at 0.2 6.7 A P 0.6 0.005859 5.1 I 0.001651 gb:BB668126 /DB_XREF=gi:16399575 /DB_XREF=BB668126 /CLONE=C920026P12 /FEA=EST /CNT=4 /TID=Mm.211748.1 /TIER=ConsEnd /STK=2 /UG=Mm.211748 /UG_TITLE=ESTs, Weakly similar to S12207 hypothetical protein (M.musculus)
MOE430_2_1447613_at 0.2 9.8 A A 0.5 0.14 5.1 NC 0.5 gb:BB463139 /DB_XREF=gi:9380328 /DB_XREF=BB463139 /CLONE=D130079C13 /FEA=EST /CNT=2 /TID=Mm.168880.1 /TIER=ConsEnd /STK=2 /UG=Mm.168880 /UG_TITLE=ESTs
MOE430_2_1447694_x_ 0.7 27.2 A A 0.72 0.17 5.1 NC 0.05 gb:BB350308 /DB_XREF=gi:9062136 /DB_XREF=BB350308 /CLONE=B930079E19 /FEA=EST /CNT=2 /TID=Mm.132212.1 /TIER=ConsEnd /STK=2 /UG=Mm.132212 /UG_TITLE=ESTs
MOE430_2_1459065_at 0.5 7.4 A M 0.9 0.05 5.1 NC 0.04 gb:BE951193 /DB_XREF=gi:10590290 /DB_XREF=UI-M-BH4-azg-g-10-0-UI.s1 /CLONE=UI-M-BH4-azg-g-10-0-UI /FEA=EST /CNT=3 /TID=Mm.138925.1 /TIER=ConsEnd /STK=2 /UG=Mm.138925 /UG_TITLE=ESTs
MOE430_2_1419893_at 0.3 10.2 A A 0.98 0.39 5 NC 0.01 gb:AI315703 /DB_XREF=gi:4030970 /DB_XREF=uj34a06.x1 /CLONE=IMAGE:1921810 /FEA=EST /CNT=2 /TID=Mm.206959.1 /TIER=ConsEnd /STK=0 /UG=Mm.206959 /LL=103671 /UG_GENE=AI315703 /UG_TITLE=expressed sequence AI315703
MOE430_2_1425710_a_ 0.5 22.3 A A 0.94 0.17 5 I 0.000189 gb:AB019479.1 /DB_XREF=gi:3869098 /GEN=vesl-1 /FEA=FLmRNA /CNT=8 /TID=Mm.30386.3 /TIER=FL /STK=1 /UG=Mm.30386 /LL=26556 /DEF=Mus musculus mRNA for Vesl-1L, complete cds. /PROD=Vesl-1L /FL=gb:AB019479.1
MOE430_2_1444443_at 0.2 10.8 A P 0.97 0.005859 5 I 0.0012 gb:AV228095 /DB_XREF=gi:16385517 /DB_XREF=AV228095 /CLONE=4432412N19 /FEA=EST /CNT=4 /TID=Mm.71498.1 /TIER=ConsEnd /STK=2 /UG=Mm.71498 /UG_TITLE=ESTs
MOE430_2_1445655_at 0.2 10.4 A A 0.97 0.17 5 I 0.001651 gb:BB824242 /DB_XREF=gi:17002485 /DB_XREF=BB824242 /CLONE=G830031N09 /FEA=EST /CNT=3 /TID=Mm.213425.1 /TIER=ConsEnd /STK=2 /UG=Mm.213425 /UG_TITLE=ESTs, Moderately similar to S12207 hypothetical protein (M.musculus)
MOE430_2_1447221_x_ 0.1 4.6 A A 0.96 0.46 5 NC 0.12 gb:BB127905 /DB_XREF=gi:16262389 /DB_XREF=BB127905 /CLONE=9630026J20 /FEA=EST /CNT=2 /TID=Mm.214769.1 /TIER=ConsEnd /STK=2 /UG=Mm.214769 /UG_TITLE=ESTs
MOE430_2_1453683_a_ 0.3 13.2 A A 0.82 0.09 5 I 0.001486 gb:AV126179 /DB_XREF=gi:5312413 /DB_XREF=AV126179 /CLONE=2700032M20 /FEA=mRNA /CNT=4 /TID=Mm.9916.2 /TIER=ConsEnd /STK=1 /UG=Mm.9916 /LL=74107 /UG_GENE=1200008O12Rik /UG_TITLE=RIKEN cDNA 1200008O12 gene
MOE430_2_1458193_at 1.1 27.9 A P 0.85 0.01 5 I 0.000346 gb:AV278565 /DB_XREF=gi:15405693 /DB_XREF=AV278565 /CLONE=4933402K11 /FEA=EST /CNT=3 /TID=Mm.56314.1 /TIER=ConsEnd /STK=3 /UG=Mm.56314 /UG_TITLE=ESTs
MOE430_2_1459777_at 0.1 5.8 A A 0.98 0.29 5 MI 0.002032 gb:BB042417 /DB_XREF=gi:8448803 /DB_XREF=BB042417 /CLONE=6030462M23 /FEA=EST /CNT=2 /TID=Mm.122420.1 /TIER=ConsEnd /STK=2 /UG=Mm.122420 /UG_TITLE=ESTs
MOE430_2_1460431_at 0.2 7.7 A A 0.98 0.36 5 MI 0.00249 gb:AK017462.1 /DB_XREF=gi:12856708 /FEA=mRNA /CNT=115 /TID=Mm.40617.1 /TIER=Stack /STK=93 /UG=Mm.40617 /LL=71444 /UG_GENE=5630400D21Rik /UG_TITLE=RIKEN cDNA 5630400D21 gene /DEF=Mus musculus 6 days embryo whole body cDNA, RIKEN full-length enriched library, clone:5630400D21:unclassifiable transcript, full insert sequence.
MOE430_2_1417940_s_ 1.7 45 A P 0.66 0.03 4.9 I 0.000027 gb:NM_009013.1 /DB_XREF=gi:6679610 /GEN=Rad51ap1 /FEA=FLmRNA /CNT=64 /TID=Mm.8156.1 /TIER=FL /STK=2 /UG=Mm.8156 /LL=19362 /DEF=Mus musculus RAD51 associated protein 1 (Rad51ap1), mRNA. /PROD=RAD51 associated protein 1 /FL=gb:BC003738.1 gb:U93583.1 gb:NM_009013.1
MOE430_2_1418470_at 1 16.5 A A 0.5 0.08 4.9 NC 0.03 gb:BB485666 /DB_XREF=gi:16441294 /DB_XREF=BB485666 /CLONE=D430033A03 /FEA=FLmRNA /CNT=73 /TID=Mm.4558.1 /TIER=Stack /STK=12 /UG=Mm.4558 /LL=22612 /UG_GENE=Yes /UG_TITLE=Yamaguchi sarcoma viral (v-yes) oncogene homolog /FL=gb:NM_009535.1
MOE430_2_1430887_s_ 1.4 34.8 A P 0.53 0.01 4.9 NC 0.01 gb:BB246912 /DB_XREF=gi:8939658 /DB_XREF=BB246912 /CLONE=A730016J09 /FEA=mRNA /CNT=3 /TID=Mm.82791.1 /TIER=ConsEnd /STK=1 /UG=Mm.82791 /LL=76633 /UG_GENE=1700112E06Rik /UG_TITLE=RIKEN cDNA 1700112E06 gene
MOE430_2_1431659_at 0.3 8.6 A A 0.82 0.09 4.9 NC 0.12 gb:AK017890.1 /DB_XREF=gi:12857372 /FEA=mRNA /CNT=2 /TID=Mm.158192.1 /TIER=ConsEnd /STK=1 /UG=Mm.158192 /LL=68255 /UG_GENE=C330014O21Rik /UG_TITLE=RIKEN cDNA C330014O21 gene /DEF=Mus musculus adult male thymus cDNA, RIKEN full-length enriched library, clone:5830402N19:unclassifiable, full insert sequence.
MOE430_2_1433379_at 0.5 14 A P 0.96 0.02 4.9 I 0.00002 gb:AK020425.1 /DB_XREF=gi:12861005 /FEA=mRNA /CNT=1 /TID=Mm.159877.1 /TIER=ConsEnd /STK=0 /UG=Mm.159877 /LL=77250 /UG_GENE=9430019H13Rik /UG_TITLE=RIKEN cDNA 9430019H13 gene /DEF=Mus musculus 12 days embryo embryonic body between diaphragm region and neck cDNA, RIKEN full-length enriched library, clone:9430019H13:unclassifiable, full insert sequence.
MOE430_2_1437195_x_ 0.2 1.5 A A 0.92 0.6 4.9 NC 0.19 gb:BB453775 /DB_XREF=gi:9349268 /DB_XREF=BB453775 /CLONE=D130026N06 /FEA=EST /CNT=23 /TID=Mm.4936.3 /TIER=Stack /STK=23 /UG=Mm.4936 /LL=26414 /UG_GENE=Mapk10 /UG_TITLE=mitogen activated protein kinase 10
MOE430_2_1438851_x_ 0.3 8.2 A P 0.82 0.03 4.9 I 0.000214 gb:BB210412 /DB_XREF=gi:8875365 /DB_XREF=BB210412 /CLONE=A430097E17 /FEA=EST /CNT=10 /TID=Mm.33669.3 /TIER=Stack /STK=9 /UG=Mm.33669 /LL=12737 /UG_GENE=Cldn1 /UG_TITLE=claudin 1
MOE430_2_1441957_x_ 0.3 8.8 A A 0.95 0.08 4.9 NC 0.03 gb:AV216663 /DB_XREF=gi:6157508 /DB_XREF=AV216663 /CLONE=2410165K21 /FEA=EST /CNT=4 /TID=Mm.77007.1 /TIER=ConsEnd /STK=4 /UG=Mm.77007 /UG_TITLE=ESTs
MOE430_2_1442478_at 0.4 11 A A 0.98 0.3 4.9 MI 0.00249 gb:BG068189 /DB_XREF=gi:12550758 /DB_XREF=H3062G02-3 /CLONE=H3062G02 /FEA=EST /CNT=4 /TID=Mm.173512.1 /TIER=ConsEnd /STK=3 /UG=Mm.173512 /UG_TITLE=ESTs
MOE430_2_1443770_x_ 0.2 8.1 A P 0.94 0.04 4.9 NC 0.003353 gb:BB026407 /DB_XREF=gi:8202475 /DB_XREF=BB026407 /CLONE=5330432O04 /FEA=EST /CNT=3 /TID=Mm.127920.1 /TIER=ConsEnd /STK=3 /UG=Mm.127920 /UG_TITLE=ESTs
MOE430_2_1443996_at 0.4 11.5 A P 0.43 0.03 4.9 NC 0.01 gb:BB220625 /DB_XREF=gi:16353520 /DB_XREF=BB220625 /CLONE=A530061A19 /FEA=EST /CNT=7 /TID=Mm.25061.1 /TIER=ConsEnd /STK=2 /UG=Mm.25061 /UG_TITLE=ESTs
MOE430_2_1448595_a_ 0.4 19.6 A P 0.72 0.000732 4.9 I 0.000023 gb:NM_009052.1 /DB_XREF=gi:6677720 /GEN=Rex3 /FEA=FLmRNA /CNT=77 /TID=Mm.14768.1 /TIER=FL+Stack /STK=56 /UG=Mm.14768 /LL=19716 /DEF=Mus musculus reduced expression 3 (Rex3), mRNA. /PROD=reduced expression 3 /FL=gb:AF051347.1 gb:NM_009052.1 gb:AF097438.1
MOE430_2_1450827_at 0.5 11.6 A A 0.91 0.39 4.9 NC 0.24 gb:NM_024245.1 /DB_XREF=gi:13236598 /GEN=Knsl5 /FEA=FLmRNA /CNT=7 /TID=Mm.220197.1 /TIER=FL /STK=0 /UG=Mm.220197 /LL=71819 /DEF=Mus musculus kinesin-like 5 (mitotic kinesin-like protein 1) (Knsl5), mRNA. /PROD=kinesin-like 5 (mitotic kinesin-like protein 1) /FL=gb:NM_024245.1
MOE430_2_1452642_at 0.3 9.5 A A 0.96 0.06 4.9 I 0.000273 gb:BE372017 /DB_XREF=gi:9317380 /DB_XREF=601223607F1 /CLONE=IMAGE:3582145 /FEA=mRNA /CNT=9 /TID=Mm.110602.1 /TIER=ConsEnd /STK=0 /UG=Mm.110602 /UG_TITLE=Mus musculus, clone IMAGE:3582145, mRNA, partial cds
MOE430_2_1453600_at 1 13.5 A A 0.6 0.09 4.9 NC 0.02 gb:AV271182 /DB_XREF=gi:6259219 /DB_XREF=AV271182 /CLONE=4931406J03 /FEA=mRNA /CNT=19 /TID=Mm.72849.1 /TIER=ConsEnd /STK=1 /UG=Mm.72849 /LL=75724 /UG_GENE=4932411G06Rik /UG_TITLE=RIKEN cDNA 4932411G06 gene
MOE430_2_1421639_at 0.3 9.4 A P 0.91 0.04 4.8 MI 0.002032 gb:NM_028564.1 /DB_XREF=gi:13386323 /GEN=1700082M22Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159025.1 /TIER=FL /STK=2 /UG=Mm.159025 /LL=73534 /DEF=Mus musculus RIKEN cDNA 1700082M22 gene (1700082M22Rik), mRNA. /PROD=RIKEN cDNA 1700082M22 /FL=gb:NM_028564.1
MOE430_2_1425468_at 1 14.3 A A 0.87 0.14 4.8 NC 0.005409 gb:M15442.1 /DB_XREF=gi:200410 /FEA=FLmRNA /CNT=272 /TID=Mm.1268.1 /TIER=FL+Stack /STK=10 /UG=Mm.1268 /LL=18823 /UG_GENE=Plp /DEF=Mouse myelin proteolipid protein mRNA, complete cds. /PROD=myelin proteolipid protein /FL=gb:M14674.1 gb:M15442.1 gb:BC027010.1
MOE430_2_1432182_at 1.3 20.3 A A 0.72 0.33 4.8 NC 0.07 gb:AK015021.1 /DB_XREF=gi:12853198 /FEA=mRNA /CNT=1 /TID=Mm.158504.1 /TIER=ConsEnd /STK=0 /UG=Mm.158504 /LL=70954 /UG_GENE=4922502B01Rik /UG_TITLE=RIKEN cDNA 4922502B01 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4922502B01:hypothetical protein, full insert sequence.
MOE430_2_1437178_at 0.3 4.6 A A 0.99 0.39 4.8 NC 0.007788 gb:BM228804 /DB_XREF=gi:17791568 /DB_XREF=K0268C03-3 /CLONE=K0268C03 /FEA=EST /CNT=29 /TID=Mm.7732.1 /TIER=Stack /STK=23 /UG=Mm.7732 /UG_TITLE=ESTs, Weakly similar to RPB1 MOUSE DNA-DIRECTED RNA POLYMERASE II LARGEST SUBUNIT (M.musculus)
MOE430_2_1441420_at 0.8 20 A P 0.78 0.005859 4.8 NC 0.01 gb:AU067686 /DB_XREF=gi:4968423 /DB_XREF=AU067686 /CLONE=MNCb-0407 /FEA=EST /CNT=4 /TID=Mm.132228.1 /TIER=ConsEnd /STK=4 /UG=Mm.132228 /UG_TITLE=ESTs
MOE430_2_1450389_s_ 0.8 15.5 A A 0.91 0.3 4.8 NC 0.02 gb:NM_008846.1 /DB_XREF=gi:6679328 /GEN=Pip5k1a /FEA=FLmRNA /CNT=97 /TID=Mm.1945.1 /TIER=FL+Stack /STK=70 /UG=Mm.1945 /LL=18719 /DEF=Mus musculus phosphatidylinositol-4-phosphate 5-kinase, type 1 alpha (Pip5k1a), mRNA. /PROD=phosphatidylinositol-4-phosphate 5-kinase, type1 alpha /FL=gb:AF048695.1 gb:NM_008846.1 gb:D86176.1
MOE430_2_1451846_at 0.3 8.8 A A 0.85 0.16 4.8 NC 0.01 gb:BC025863.1 /DB_XREF=gi:19484136 /FEA=FLmRNA /CNT=7 /TID=Mm.120298.1 /TIER=FL /STK=1 /UG=Mm.120298 /LL=74103 /UG_GENE=1200007O21Rik /DEF=Mus musculus, RIKEN cDNA 1200007O21 gene, clone MGC:31034 IMAGE:5249766, mRNA, complete cds. /PROD=RIKEN cDNA 1200007O21 gene /FL=gb:BC025863.1
MOE430_2_1459962_at 0.3 11.9 A A 0.98 0.19 4.8 NC 0.01 gb:BM123926 /DB_XREF=gi:17107694 /DB_XREF=L0532G06-3 /CLONE=L0532G06 /FEA=EST /CNT=2 /TID=Mm.218156.1 /TIER=ConsEnd /STK=2 /UG=Mm.218156 /UG_TITLE=ESTs
MOE430_2_1418095_at 0.9 9.5 A A 0.66 0.06 4.7 NC 0.07 gb:NM_025357.1 /DB_XREF=gi:14149751 /GEN=Smpx /FEA=FLmRNA /CNT=56 /TID=Mm.140340.1 /TIER=FL+Stack /STK=30 /UG=Mm.140340 /LL=66106 /DEF=Mus musculus small muscle protein, X-linked (Smpx), mRNA. /PROD=small muscle protein, X-linked /FL=gb:AY026524.1 gb:NM_025357.1 gb:AF364070.1
MOE430_2_1421470_at 0.3 8.9 A A 0.85 0.09 4.7 NC 0.02 gb:NM_008177.1 /DB_XREF=gi:6680110 /GEN=Grpr /FEA=FLmRNA /CNT=6 /TID=Mm.4687.1 /TIER=FL /STK=2 /UG=Mm.4687 /LL=14829 /DEF=Mus musculus gastrin releasing peptide receptor (Grpr), mRNA. /PROD=gastrin releasing peptide receptor /FL=gb:NM_008177.1 gb:M57922.1 gb:M61000.1
MOE430_2_1432613_at 0.4 8.3 A A 0.99 0.43 4.7 NC 0.02 gb:AA110379 /DB_XREF=gi:1662123 /DB_XREF=mp43c01.r1 /CLONE=IMAGE:571968 /FEA=mRNA /CNT=3 /TID=Mm.159230.1 /TIER=ConsEnd /STK=0 /UG=Mm.159230 /LL=74531 /UG_GENE=9030405F24Rik /UG_TITLE=RIKEN cDNA 9030405F24 gene
MOE430_2_1433716_x_ 0.8 18.9 A P 0.75 0.03 4.7 NC 0.006503 gb:BB284482 /DB_XREF=gi:8984931 /DB_XREF=BB284482 /CLONE=A930106A06 /FEA=EST /CNT=69 /TID=Mm.32619.1 /TIER=Stack /STK=68 /UG=Mm.32619 /UG_TITLE=ESTs, Moderately similar to NRTR MOUSE NEURTURIN RECEPTOR ALPHA PRECURSOR (M.musculus)
MOE430_2_1440181_at 0.5 8.3 A P 0.8 0.04 4.7 NC 0.01 gb:AV348660 /DB_XREF=gi:6389719 /DB_XREF=AV348660 /CLONE=6430710D18 /FEA=EST /CNT=6 /TID=Mm.100432.1 /TIER=ConsEnd /STK=6 /UG=Mm.100432 /UG_TITLE=ESTs
MOE430_2_1441609_at 0.3 7.3 A A 0.99 0.46 4.7 MI 0.00225 gb:BG083677 /DB_XREF=gi:12566245 /DB_XREF=H3090H04-5 /CLONE=H3090H04 /FEA=EST /CNT=4 /TID=Mm.11055.1 /TIER=ConsEnd /STK=4 /UG=Mm.11055 /UG_TITLE=ESTs
MOE430_2_1443190_at 1.1 13.3 A A 0.69 0.12 4.7 I 0.000966 gb:BB526881 /DB_XREF=gi:16444391 /DB_XREF=BB526881 /CLONE=D930036L24 /FEA=EST /CNT=3 /TID=Mm.138279.1 /TIER=ConsEnd /STK=3 /UG=Mm.138279 /UG_TITLE=ESTs
MOE430_2_1450546_at 0.2 4.9 A A 0.82 0.5 4.7 NC 0.02 gb:NM_019496.1 /DB_XREF=gi:9506382 /GEN=Ammecr1 /FEA=FLmRNA /CNT=3 /TID=Mm.143724.1 /TIER=FL /STK=1 /UG=Mm.143724 /LL=56068 /DEF=Mus musculus Alport syndrome, mental retardation, midface hypoplasia and elliptocytosis chromosomal region gene 1 homolog (human) (Ammecr1), mRNA. /PROD=AMMECR1 protein /FL=gb:NM_019496.1
MOE430_2_1453443_at 0.2 5.3 A A 0.99 0.3 4.7 I 0.001651 gb:BB264817 /DB_XREF=gi:8961277 /DB_XREF=BB264817 /CLONE=A830016L06 /FEA=mRNA /CNT=5 /TID=Mm.75172.1 /TIER=ConsEnd /STK=3 /UG=Mm.75172 /LL=68516 /UG_GENE=1110015O18Rik /UG_TITLE=RIKEN cDNA 1110015O18 gene
MOE430_2_1454420_at 0.2 8.5 A A 0.91 0.63 4.7 NC 0.15 gb:AK017589.1 /DB_XREF=gi:12856905 /FEA=mRNA /CNT=1 /TID=Mm.158396.1 /TIER=ConsEnd /STK=0 /UG=Mm.158396 /LL=70521 /UG_GENE=5730420F10Rik /UG_TITLE=RIKEN cDNA 5730420F10 gene /DEF=Mus musculus 8 days embryo whole body cDNA, RIKEN full-length enriched library, clone:5730420F10:similar to L1MD-A13 REPETITIVE SEQUENCE, full insert sequence.
MOE430_2_1418588_at 8.5 251.9 A P 0.21 0.000244 4.6 I 0.00002 gb:NM_009513.1 /DB_XREF=gi:6678576 /GEN=Vmp /FEA=FLmRNA /CNT=47 /TID=Mm.4766.1 /TIER=FL+Stack /STK=21 /UG=Mm.4766 /LL=22360 /DEF=Mus musculus vesicular membrain protein p24 (Vmp), mRNA. /PROD=vesicular membrain protein p24 /FL=gb:NM_009513.1 gb:D83206.1
MOE430_2_1420575_at 4.2 19.8 A A 0.6 0.24 4.6 NC 0.27 gb:NM_013603.1 /DB_XREF=gi:7305286 /GEN=Mt3 /FEA=FLmRNA /CNT=6 /TID=Mm.2064.1 /TIER=FL /STK=4 /UG=Mm.2064 /LL=17751 /DEF=Mus musculus metallothionein 3 (Mt3), mRNA. /PROD=metallothionein 3 /FL=gb:NM_013603.1
MOE430_2_1424811_at 0.8 15.9 A A 0.75 0.39 4.6 NC 0.4 gb:BC024605.1 /DB_XREF=gi:19353129 /FEA=FLmRNA /CNT=22 /TID=Mm.46315.1 /TIER=FL+Stack /STK=15 /UG=Mm.46315 /LL=69049 /UG_GENE=Cml5 /DEF=Mus musculus, camello-like 5, clone MGC:25942 IMAGE:4236653, mRNA, complete cds. /PROD=camello-like 5 /FL=gb:BC024605.1
MOE430_2_1431860_at 1.2 19.2 A A 0.72 0.27 4.6 NC 0.003355 gb:BC026513.1 /DB_XREF=gi:20071500 /FEA=mRNA /CNT=1 /TID=Mm.219533.1 /TIER=ConsEnd /STK=0 /UG=Mm.219533 /UG_TITLE=Mus musculus, Similar to RIKEN cDNA 6330576B01 gene, clone IMAGE:4909841, mRNA /DEF=Mus musculus, Similar to RIKEN cDNA 6330576B01 gene, clone IMAGE:4909841, mRNA.
MOE430_2_1432223_at 0.2 12.9 A A 0.94 0.09 4.6 NC 0.01 gb:AK016098.1 /DB_XREF=gi:12854705 /FEA=mRNA /CNT=1 /TID=Mm.159510.1 /TIER=ConsEnd /STK=0 /UG=Mm.159510 /LL=75367 /UG_GENE=4930552N02Rik /UG_TITLE=RIKEN cDNA 4930552N02 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930552N02:unclassifiable, full insert sequence.
MOE430_2_1433787_at 0.2 4.6 A A 0.98 0.6 4.6 NC 0.22 gb:AI841091 /DB_XREF=gi:5475304 /DB_XREF=UI-M-AH0-acz-c-01-0-UI.s1 /CLONE=UI-M-AH0-acz-c-01-0-UI /FEA=EST /CNT=65 /TID=Mm.41712.1 /TIER=Stack /STK=61 /UG=Mm.41712 /UG_TITLE=ESTs
MOE430_2_1435513_at 0.7 6.1 A M 0.72 0.06 4.6 NC 0.11 gb:BQ174268 /DB_XREF=gi:20349759 /DB_XREF=UI-M-DJ2-bvx-h-07-0-UI.s1 /CLONE=UI-M-DJ2-bvx-h-07-0-UI /FEA=EST /CNT=17 /TID=Mm.119143.1 /TIER=Stack /STK=16 /UG=Mm.119143 /UG_TITLE=ESTs
MOE430_2_1435994_at 2.5 21.7 A P 0.6 0.03 4.6 MI 0.002032 gb:BM120185 /DB_XREF=gi:17088211 /DB_XREF=L0936B08-3 /CLONE=L0936B08 /FEA=EST /CNT=14 /TID=Mm.44647.1 /TIER=Stack /STK=12 /UG=Mm.44647 /UG_TITLE=ESTs
MOE430_2_1437403_at 1.1 30.7 A P 0.87 0.04 4.6 I 0.00002 gb:BB308071 /DB_XREF=gi:15411378 /DB_XREF=BB308071 /CLONE=B230218A19 /FEA=EST /CNT=29 /TID=Mm.101115.1 /TIER=Stack /STK=18 /UG=Mm.101115 /UG_TITLE=ESTs, Moderately similar to MAPB MOUSE MICROTUBULE-ASSOCIATED PROTEIN 1B (M.musculus)
MOE430_2_1437826_at 0.2 7.6 A A 0.99 0.39 4.6 NC 0.05 gb:AW541906 /DB_XREF=gi:7184323 /DB_XREF=C0151B07-3 /CLONE=C0151B07 /FEA=EST /CNT=14 /TID=Mm.102679.1 /TIER=Stack /STK=14 /UG=Mm.102679 /UG_TITLE=ESTs
MOE430_2_1439956_at 0.4 9.1 A A 0.88 0.08 4.6 NC 0.003041 gb:BE692425 /DB_XREF=gi:10080049 /DB_XREF=uw11g10.x1 /CLONE=IMAGE:3416418 /FEA=EST /CNT=7 /TID=Mm.123404.1 /TIER=ConsEnd /STK=6 /UG=Mm.123404 /UG_TITLE=ESTs
MOE430_2_1444813_at 0.6 7.7 A A 0.86 0.3 4.6 NC 0.03 gb:BB521324 /DB_XREF=gi:16443496 /DB_XREF=BB521324 /CLONE=D830050G04 /FEA=EST /CNT=3 /TID=Mm.211147.1 /TIER=ConsEnd /STK=2 /UG=Mm.211147 /UG_TITLE=ESTs, Moderately similar to POL2 MOUSE RETROVIRUS-RELATED POL POLYPROTEIN (M.musculus)
MOE430_2_1445171_at 0.3 9.8 A A 0.66 0.33 4.6 NC 0.01 gb:BB182467 /DB_XREF=gi:8841550 /DB_XREF=BB182467 /CLONE=A230098K10 /FEA=EST /CNT=3 /TID=Mm.121577.1 /TIER=ConsEnd /STK=2 /UG=Mm.121577 /UG_TITLE=ESTs, Weakly similar to R27328 2 (H.sapiens)
MOE430_2_1452412_at 0.1 5.6 A A 0.94 0.12 4.6 NC 0.01 gb:BB283726 /DB_XREF=gi:8984175 /DB_XREF=BB283726 /CLONE=A930103C21 /FEA=mRNA /CNT=26 /TID=Mm.6167.1 /TIER=ConsEnd /STK=3 /UG=Mm.6167 /LL=15426 /UG_GENE=Hoxc8 /UG_TITLE=homeo box C8
MOE430_2_1455161_at 0.5 13 A A 0.66 0.14 4.6 NC 0.01 gb:BB202185 /DB_XREF=gi:15409753 /DB_XREF=BB202185 /CLONE=A430045A14 /FEA=EST /CNT=39 /TID=Mm.30640.1 /TIER=Stack /STK=22 /UG=Mm.30640 /LL=99661 /UG_GENE=AI504432 /UG_TITLE=expressed sequence AI504432
MOE430_2_1457317_at 0.3 10.2 A P 0.87 0.02 4.6 NC 0.07 gb:BB306699 /DB_XREF=gi:16402233 /DB_XREF=BB306699 /CLONE=B230209D03 /FEA=EST /CNT=7 /TID=Mm.131878.1 /TIER=ConsEnd /STK=4 /UG=Mm.131878 /UG_TITLE=ESTs
MOE430_2_1458574_at 1.4 27.4 A P 0.46 0.01 4.6 NC 0.06 gb:BB152070 /DB_XREF=gi:16267988 /DB_XREF=BB152070 /CLONE=A130003L05 /FEA=EST /CNT=4 /TID=Mm.207587.1 /TIER=ConsEnd /STK=2 /UG=Mm.207587 /UG_TITLE=ESTs, Weakly similar to A54595 transcription factor E2F-2 (H.sapiens)
MOE430_2_1460503_at 0.3 6.7 A A 0.9 0.24 4.6 NC 0.04 gb:AI549911 /DB_XREF=gi:4482274 /DB_XREF=vw99c06.x1 /CLONE=IMAGE:1263082 /FEA=mRNA /CNT=4 /TID=Mm.158308.1 /TIER=ConsEnd /STK=1 /UG=Mm.158308 /LL=69929 /UG_GENE=2610022C02Rik /UG_TITLE=RIKEN cDNA 2610022C02 gene
MOE430_2_1420790_x_ 0.2 4.8 A A 0.85 0.29 4.5 NC 0.07 gb:NM_013794.3 /DB_XREF=gi:9256548 /GEN=Klra16 /FEA=FLmRNA /CNT=4 /TID=Mm.103658.1 /TIER=FL /STK=3 /UG=Mm.103658 /LL=27424 /DEF=Mus musculus killer cell lectin-like receptor, subfamily A, member 16 (Klra16), mRNA. /PROD=killer cell lectin-like receptor, subfamily A,member 16 /FL=gb:NM_013794.3 gb:AF218080.1 gb:AF074458.1 gb:AF146570.4
MOE430_2_1422084_at 0.6 25 A P 0.91 0.04 4.5 NC 0.01 gb:AF012104.1 /DB_XREF=gi:2293557 /GEN=bmx /FEA=FLmRNA /CNT=12 /TID=Mm.504.1 /TIER=FL /STK=1 /UG=Mm.504 /LL=12169 /DEF=Mus musculus cytoplasmic tyrosine kinase (bmx) mRNA, complete cds. /PROD=cytoplasmic tyrosine kinase /FL=gb:AF012104.1 gb:NM_009759.1 gb:U88091.1
MOE430_2_1422865_at 0.5 25.8 A P 0.69 0.001953 4.5 I 0.000078 gb:BI696226 /DB_XREF=gi:15658855 /DB_XREF=603345882F1 /CLONE=IMAGE:5373284 /FEA=FLmRNA /CNT=40 /TID=Mm.4081.1 /TIER=ConsEnd /STK=0 /UG=Mm.4081 /LL=12394 /UG_GENE=Runx1 /UG_TITLE=runt related transcription factor 1 /FL=gb:D26532.1 gb:NM_009821.1
MOE430_2_1425447_at 0.3 9.1 A A 0.96 0.56 4.5 NC 0.42 gb:BC018400.1 /DB_XREF=gi:17390945 /FEA=FLmRNA /CNT=3 /TID=Mm.157322.1 /TIER=FL /STK=2 /UG=Mm.157322 /DEF=Mus musculus, Similar to dickkopf (Xenopus laevis) homolog 4, clone MGC:25705 IMAGE:3675956, mRNA, complete cds. /PROD=Similar to dickkopf (Xenopus laevis) homolog 4 /FL=gb:BC018400.1
MOE430_2_1429511_at 0.3 6.8 A A 0.78 0.27 4.5 NC 0.06 gb:AK016614.1 /DB_XREF=gi:12855445 /FEA=mRNA /CNT=21 /TID=Mm.85792.1 /TIER=Stack /STK=17 /UG=Mm.85792 /LL=74437 /UG_GENE=4933402E13Rik /UG_TITLE=RIKEN cDNA 4933402E13 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4933402E13:homolog to human MELANOMA-ASSOCIATED ANTIGEN 10 (MAGE-10 ANTIGEN), full insert sequence.
MOE430_2_1435145_at 0.2 1.8 A A 0.9 0.69 4.5 NC 0.08 gb:BB333733 /DB_XREF=gi:16404020 /DB_XREF=BB333733 /CLONE=B830015A07 /FEA=EST /CNT=61 /TID=Mm.129786.1 /TIER=Stack /STK=19 /UG=Mm.129786 /UG_TITLE=ESTs, Weakly similar to Y269_HUMAN HYPOTHETICAL PROLINE-RICH PROTEIN KIAA0269 (H.sapiens)
MOE430_2_1438779_at 0.4 6.5 A A 0.98 0.39 4.5 NC 0.01 gb:AV366831 /DB_XREF=gi:16397686 /DB_XREF=AV366831 /CLONE=8430425B13 /FEA=EST /CNT=11 /TID=Mm.113295.1 /TIER=Stack /STK=9 /UG=Mm.113295 /UG_TITLE=ESTs
MOE430_2_1440002_at 0.7 15.8 A A 0.98 0.36 4.5 NC 0.02 gb:AV324285 /DB_XREF=gi:15406249 /DB_XREF=AV324285 /CLONE=6230421I24 /FEA=EST /CNT=7 /TID=Mm.87129.1 /TIER=ConsEnd /STK=6 /UG=Mm.87129 /UG_TITLE=ESTs
MOE430_2_1441294_at 0.3 5.7 A A 0.93 0.3 4.5 NC 0.01 gb:AU043657 /DB_XREF=gi:3979132 /DB_XREF=AU043657 /CLONE=J0908C04 /FEA=EST /CNT=5 /TID=Mm.17744.1 /TIER=ConsEnd /STK=4 /UG=Mm.17744 /UG_TITLE=ESTs
MOE430_2_1443337_at 0.2 4 A A 0.96 0.36 4.5 NC 0.01 gb:BB531021 /DB_XREF=gi:16445851 /DB_XREF=BB531021 /CLONE=E030012P20 /FEA=EST /CNT=3 /TID=Mm.136625.1 /TIER=ConsEnd /STK=3 /UG=Mm.136625 /UG_TITLE=ESTs
MOE430_2_1443956_at 0.2 9.1 A A 0.96 0.24 4.5 NC 0.04 gb:BB316235 /DB_XREF=gi:16403085 /DB_XREF=BB316235 /CLONE=B230363H04 /FEA=EST /CNT=7 /TID=Mm.125660.1 /TIER=ConsEnd /STK=2 /UG=Mm.125660 /UG_TITLE=ESTs
MOE430_2_1447589_at 0.2 9 A A 0.96 0.14 4.5 I 0.000774 gb:BE979744 /DB_XREF=gi:10646966 /DB_XREF=UI-M-BG2-bbv-h-03-0-UI.s1 /CLONE=UI-M-BG2-bbv-h-03-0-UI /FEA=EST /CNT=2 /TID=Mm.48686.1 /TIER=ConsEnd /STK=2 /UG=Mm.48686 /UG_TITLE=ESTs
MOE430_2_1449469_at 0.4 8.6 A A 0.94 0.17 4.5 NC 0.01 gb:BB706784 /DB_XREF=gi:16055619 /DB_XREF=BB706784 /CLONE=7420493E11 /FEA=FLmRNA /CNT=27 /TID=Mm.202751.1 /TIER=Stack /STK=9 /UG=Mm.202751 /LL=53871 /UG_GENE=Pkd2l2 /UG_TITLE=polycystic kidney disease 2-like 2 /FL=gb:AF182033.1 gb:NM_016927.1
MOE430_2_1451342_at 1.2 10.4 A A 0.72 0.14 4.5 NC 0.08 gb:BC020531.1 /DB_XREF=gi:18088207 /FEA=FLmRNA /CNT=82 /TID=Mm.37938.1 /TIER=FL+Stack /STK=33 /UG=Mm.37938 /DEF=Mus musculus, Similar to spondin 1a, clone MGC:18859 IMAGE:4221758, mRNA, complete cds. /PROD=Similar to spondin 1a /FL=gb:BC020531.1
MOE430_2_1455150_at 0.2 7.8 A A 0.85 0.24 4.5 NC 0.02 gb:BB038506 /DB_XREF=gi:16258493 /DB_XREF=BB038506 /CLONE=5930438H13 /FEA=EST /CNT=24 /TID=Mm.132150.1 /TIER=Stack /STK=23 /UG=Mm.132150 /UG_TITLE=ESTs
MOE430_2_1456440_s_ 0.2 5.6 A A 0.99 0.43 4.5 NC 0.02 gb:AV375081 /DB_XREF=gi:15412275 /DB_XREF=AV375081 /CLONE=9130020J17 /FEA=EST /CNT=19 /TID=Mm.24267.2 /TIER=Stack /STK=10 /UG=Mm.24267 /LL=98897 /UG_GENE=AI314453 /UG_TITLE=expressed sequence AI314453
MOE430_2_1456459_x_ 0.8 13.5 A A 0.69 0.3 4.5 NC 0.06 gb:BM242417 /DB_XREF=gi:17877687 /DB_XREF=K0631G10-3 /CLONE=K0631G10 /FEA=EST /CNT=10 /TID=Mm.3012.3 /TIER=Stack /STK=10 /UG=Mm.3012 /LL=67282 /UG_GENE=2900091E11Rik /UG_TITLE=RIKEN cDNA 2900091E11 gene
MOE430_2_1456720_at 0.3 11.7 A A 0.94 0.17 4.5 NC 0.02 gb:BB698189 /DB_XREF=gi:16047013 /DB_XREF=BB698189 /CLONE=7120498A21 /FEA=EST /CNT=8 /TID=Mm.209918.1 /TIER=Stack /STK=8 /UG=Mm.209918 /UG_TITLE=ESTs
MOE430_2_1457947_at 0.7 12.9 A A 0.96 0.3 4.5 I 0.00006 gb:BB727946 /DB_XREF=gi:16111221 /DB_XREF=BB727946 /CLONE=E860030M02 /FEA=EST /CNT=4 /TID=Mm.211791.1 /TIER=ConsEnd /STK=3 /UG=Mm.211791 /UG_TITLE=ESTs
MOE430_2_1460305_at 1.7 24.8 A A 0.69 0.12 4.5 NC 0.01 gb:NM_013565.1 /DB_XREF=gi:7305188 /GEN=Itga3 /FEA=FLmRNA /CNT=35 /TID=Mm.57035.1 /TIER=FL /STK=1 /UG=Mm.57035 /LL=16400 /DEF=Mus musculus integrin alpha 3 (Itga3), mRNA. /PROD=integrin alpha 3 /FL=gb:NM_013565.1
MOE430_2_1420941_at 0.4 13.6 A A 0.82 0.21 4.4 NC 0.05 gb:AK004165.1 /DB_XREF=gi:12835246 /GEN=Rgs5 /FEA=FLmRNA /CNT=77 /TID=Mm.20954.1 /TIER=Stack /STK=36 /UG=Mm.20954 /LL=19737 /UG_TITLE=regulator of G-protein signaling 5 /DEF=Mus musculus 18 days embryo whole body cDNA, RIKEN full-length enriched library, clone:1110038N04:regulator of G-protein signaling 5, full insert sequence. /FL=gb:U67188.1 gb:NM_009063.1
MOE430_2_1425973_at 0.7 10.2 A A 0.82 0.14 4.4 NC 0.007788 gb:L77884.1 /DB_XREF=gi:17467265 /GEN=Lyst /FEA=FLmRNA /CNT=1 /TID=Mm.1423.2 /TIER=FL /STK=1 /UG=Mm.1423 /LL=17101 /UG_TITLE=lysosomal trafficking regulator /DEF=Mus musculus Lyst (Lyst) mRNA, complete cds. /FL=gb:L77884.1
MOE430_2_1426598_at 0.2 5.2 A A 0.71 0.21 4.4 NC 0.07 gb:BB742957 /DB_XREF=gi:16145962 /DB_XREF=BB742957 /CLONE=F520010C19 /FEA=FLmRNA /CNT=33 /TID=Mm.20477.2 /TIER=Stack /STK=11 /UG=Mm.20477 /LL=22290 /UG_GENE=Uty /UG_TITLE=ubiquitously transcribed tetratricopeptide repeat gene, Y chromosome /FL=gb:AF057367.1
MOE430_2_1433072_at 0.9 6.8 A A 0.82 0.33 4.4 NC 0.09 gb:AK016911.1 /DB_XREF=gi:12855894 /FEA=mRNA /CNT=1 /TID=Mm.158575.1 /TIER=ConsEnd /STK=0 /UG=Mm.158575 /LL=71127 /UG_GENE=4933425E08Rik /UG_TITLE=RIKEN cDNA 4933425E08 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4933425E08:unclassifiable transcript, full insert sequence.
MOE430_2_1440812_at 0.3 6.2 A A 0.75 0.19 4.4 NC 0.15 gb:BB178995 /DB_XREF=gi:8838078 /DB_XREF=BB178995 /CLONE=A230076P07 /FEA=EST /CNT=5 /TID=Mm.126167.1 /TIER=ConsEnd /STK=5 /UG=Mm.126167 /UG_TITLE=ESTs
MOE430_2_1443723_at 0.5 7.7 A A 0.91 0.33 4.4 NC 0.13 gb:BE995087 /DB_XREF=gi:10678978 /DB_XREF=UI-M-CG0p-bil-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bil-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.153103.1 /TIER=ConsEnd /STK=3 /UG=Mm.153103 /UG_TITLE=ESTs
MOE430_2_1444394_at 1.3 18.5 A A 0.8 0.17 4.4 NC 0.009292 gb:BB187759 /DB_XREF=gi:16270579 /DB_XREF=BB187759 /CLONE=A330044D13 /FEA=EST /CNT=4 /TID=Mm.209117.1 /TIER=ConsEnd /STK=2 /UG=Mm.209117 /UG_TITLE=ESTs
MOE430_2_1444872_at 0.6 14.8 A A 0.75 0.09 4.4 I 0.000865 gb:BG069359 /DB_XREF=gi:12552016 /DB_XREF=H3076E03-3 /CLONE=H3076E03 /FEA=EST /CNT=3 /TID=Mm.11498.1 /TIER=ConsEnd /STK=2 /UG=Mm.11498 /LL=51936 /UG_GENE=D3Ertd740e /UG_TITLE=DNA segment, Chr 3, ERATO Doi 740, expressed
MOE430_2_1444926_at 0.3 3.5 A A 0.82 0.27 4.4 NC 0.09 gb:BG071941 /DB_XREF=gi:12554510 /DB_XREF=H3104H09-3 /CLONE=H3104H09 /FEA=EST /CNT=3 /TID=Mm.174043.1 /TIER=ConsEnd /STK=2 /UG=Mm.174043 /UG_TITLE=ESTs
MOE430_2_1447988_at 0.6 12.7 A A 0.93 0.3 4.4 NC 0.02 gb:AW208869 /DB_XREF=gi:6514809 /DB_XREF=uo65a04.x1 /CLONE=IMAGE:2647374 /FEA=EST /CNT=2 /TID=Mm.140027.2 /TIER=ConsEnd /STK=1 /UG=Mm.140027 /UG_TITLE=ESTs
MOE430_2_1448058_s_ 1.1 9.1 A A 0.9 0.43 4.4 NC 0.03 gb:BB654880 /DB_XREF=gi:16488708 /DB_XREF=BB654880 /CLONE=D030073O17 /FEA=EST /CNT=8 /TID=Mm.5674.1 /TIER=ConsEnd /STK=0 /UG=Mm.5674 /LL=97366 /UG_GENE=C78067 /UG_TITLE=expressed sequence C78067
MOE430_2_1453897_at 0.3 7 A A 0.96 0.32 4.4 NC 0.003041 gb:BB356354 /DB_XREF=gi:9068182 /DB_XREF=BB356354 /CLONE=C030014A21 /FEA=mRNA /CNT=3 /TID=Mm.126414.1 /TIER=ConsEnd /STK=2 /UG=Mm.126414 /LL=77528 /UG_GENE=C030014A21Rik /UG_TITLE=RIKEN cDNA C030014A21 gene
MOE430_2_1455358_at 0.7 9.8 A A 0.97 0.6 4.4 NC 0.01 gb:BQ176713 /DB_XREF=gi:20352205 /DB_XREF=UI-M-DJ2-bvz-b-11-0-UI.s1 /CLONE=UI-M-DJ2-bvz-b-11-0-UI /FEA=EST /CNT=18 /TID=Mm.39551.1 /TIER=Stack /STK=15 /UG=Mm.39551 /UG_TITLE=ESTs
MOE430_2_1456863_at 0.2 4.1 A A 0.99 0.53 4.4 NC 0.01 gb:AI385584 /DB_XREF=gi:4199047 /DB_XREF=mb18d08.x1 /CLONE=IMAGE:329775 /FEA=EST /CNT=7 /TID=Mm.200233.1 /TIER=ConsEnd /STK=7 /UG=Mm.200233 /LL=98323 /UG_GENE=AI385584 /UG_TITLE=expressed sequence AI385584
MOE430_2_1457971_at 0.1 3.3 A A 0.87 0.56 4.4 NC 0.48 gb:BM877552 /DB_XREF=gi:19245218 /DB_XREF=if89a04.x1 /CLONE=IMAGE: /FEA=EST /CNT=4 /TID=Mm.194410.1 /TIER=ConsEnd /STK=3 /UG=Mm.194410 /UG_TITLE=ESTs, Weakly similar to TYROSINE-PROTEIN KINASE JAK3 (M.musculus)
MOE430_2_1421199_at 0.7 13.6 A P 0.66 0.03 4.3 NC 0.03 gb:NM_011807.1 /DB_XREF=gi:18702314 /GEN=Dlgh2 /FEA=FLmRNA /CNT=23 /TID=Mm.74640.1 /TIER=FL /STK=2 /UG=Mm.74640 /LL=23859 /DEF=Mus musculus discs, large homolog 2 (Drosophila) (Dlgh2), mRNA. /PROD=chapsyn-110 /FL=gb:NM_011807.1 gb:AF388675.1
MOE430_2_1422520_at 0.2 5.5 A A 0.96 0.21 4.3 NC 0.02 gb:NM_008691.1 /DB_XREF=gi:6679047 /GEN=Nfm /FEA=FLmRNA /CNT=111 /TID=Mm.142140.1 /TIER=FL+Stack /STK=54 /UG=Mm.142140 /LL=18040 /DEF=Mus musculus neurofilament, medium polypeptide (Nfm), mRNA. /PROD=neurofilament, medium polypeptide /FL=gb:NM_008691.1
MOE430_2_1427141_at 0.2 11.6 A P 0.66 0.02 4.3 I 0.000774 gb:BC002320.1 /DB_XREF=gi:12805672 /FEA=mRNA /CNT=18 /TID=Mm.6642.1 /TIER=Stack /STK=14 /UG=Mm.6642 /UG_TITLE=Mus musculus, Similar to highly expressed in cancer, rich in leucine heptad repeats, clone MGC:8311, mRNA, complete cds /DEF=Mus musculus, Similar to RIKEN cDNA 2610020P18 gene, clone IMAGE:3594003, mRNA.
MOE430_2_1427615_at 0.2 8.6 A P 0.99 0.04 4.3 NC 0.004481 gb:X53177.1 /DB_XREF=gi:51270 /FEA=mRNA /CNT=3 /TID=Mm.1346.2 /TIER=ConsEnd /STK=1 /UG=Mm.1346 /LL=16401 /UG_GENE=Itga4 /UG_TITLE=integrin alpha 4 /DEF=Mouse mRNA homologous to human integrin alpha-4.
MOE430_2_1430590_at 1 20.7 A A 0.75 0.12 4.3 NC 0.03 gb:BG228878 /DB_XREF=gi:12716382 /DB_XREF=ux62h12.x1 /CLONE=IMAGE:3515014 /FEA=mRNA /CNT=11 /TID=Mm.135688.1 /TIER=ConsEnd /STK=1 /UG=Mm.135688 /LL=73852 /UG_GENE=4930415G15Rik /UG_TITLE=RIKEN cDNA 4930415G15 gene
MOE430_2_1432982_at 0.5 10.4 A A 0.75 0.21 4.3 NC 0.15 gb:AK015477.1 /DB_XREF=gi:12853837 /FEA=mRNA /CNT=1 /TID=Mm.159353.1 /TIER=ConsEnd /STK=0 /UG=Mm.159353 /LL=74887 /UG_GENE=4930456J16Rik /UG_TITLE=RIKEN cDNA 4930456J16 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930456J16:unclassifiable, full insert sequence.
MOE430_2_1433933_s_ 0.5 9.8 A A 0.79 0.12 4.3 NC 0.05 gb:BB553107 /DB_XREF=gi:16448249 /DB_XREF=BB553107 /CLONE=E330004F04 /FEA=EST /CNT=69 /TID=Mm.27178.1 /TIER=Stack /STK=50 /UG=Mm.27178 /LL=101488 /UG_GENE=AI060904 /UG_TITLE=expressed sequence AI060904
MOE430_2_1435316_at 0.2 10.5 A A 0.96 0.17 4.3 NC 0.01 gb:AA189256 /DB_XREF=gi:1776856 /DB_XREF=mu52h11.r1 /CLONE=IMAGE:643077 /FEA=EST /CNT=18 /TID=Mm.30210.2 /TIER=Stack /STK=18 /UG=Mm.30210 /LL=26443 /UG_GENE=Psma6 /UG_TITLE=proteasome (prosome, macropain) subunit, alpha type 6
MOE430_2_1436872_at 1.1 24.7 A P 0.66 0.04 4.3 I 0.000492 gb:BB787809 /DB_XREF=gi:16956305 /DB_XREF=BB787809 /CLONE=G430119I08 /FEA=EST /CNT=43 /TID=Mm.27836.5 /TIER=Stack /STK=41 /UG=Mm.27836 /LL=21335 /UG_GENE=Tacc3 /UG_TITLE=transforming, acidic coiled-coil containing protein 3
MOE430_2_1438496_a_ 1.1 14.2 A A 0.96 0.24 4.3 NC 0.08 gb:BM239943 /DB_XREF=gi:17875213 /DB_XREF=K0542H03-3 /CLONE=K0542H03 /FEA=EST /CNT=12 /TID=Mm.32498.2 /TIER=Stack /STK=10 /UG=Mm.32498 /UG_TITLE=ESTs
MOE430_2_1441197_at 0.4 7.4 A A 0.98 0.3 4.3 MI 0.00249 gb:AW494454 /DB_XREF=gi:7064735 /DB_XREF=UI-M-BH3-aum-e-08-0-UI.s1 /CLONE=UI-M-BH3-aum-e-08-0-UI /FEA=EST /CNT=5 /TID=Mm.102303.1 /TIER=ConsEnd /STK=4 /UG=Mm.102303 /UG_TITLE=ESTs
MOE430_2_1441313_x_ 0.3 6.9 A A 0.72 0.27 4.3 NC 0.13 gb:BB104635 /DB_XREF=gi:8757203 /DB_XREF=BB104635 /CLONE=9430092F09 /FEA=EST /CNT=5 /TID=Mm.70551.1 /TIER=ConsEnd /STK=4 /UG=Mm.70551 /LL=98737 /UG_GENE=BB104635 /UG_TITLE=expressed sequence BB104635
MOE430_2_1442037_at 1 12.8 A A 0.87 0.11 4.3 I 0.001336 gb:AW489209 /DB_XREF=gi:7059479 /DB_XREF=UI-M-BH3-ask-d-04-0-UI.s1 /CLONE=UI-M-BH3-ask-d-04-0-UI /FEA=EST /CNT=8 /TID=Mm.103461.1 /TIER=ConsEnd /STK=3 /UG=Mm.103461 /UG_TITLE=ESTs
MOE430_2_1445822_at 0.5 13.5 A A 0.99 0.39 4.3 NC 0.05 gb:C87473 /DB_XREF=gi:2919430 /DB_XREF=C87473 /CLONE=J0246D08 /FEA=EST /CNT=3 /TID=Mm.25487.1 /TIER=ConsEnd /STK=2 /UG=Mm.25487 /UG_TITLE=ESTs
MOE430_2_1446064_at 0.3 8.7 A A 0.88 0.17 4.3 NC 0.02 gb:BG068831 /DB_XREF=gi:12551400 /DB_XREF=H3069G08-3 /CLONE=H3069G08 /FEA=EST /CNT=2 /TID=Mm.173679.1 /TIER=ConsEnd /STK=2 /UG=Mm.173679 /UG_TITLE=ESTs
MOE430_2_1446285_at 1.5 13.1 A A 0.5 0.19 4.3 NC 0.23 gb:AW557881 /DB_XREF=gi:7203310 /DB_XREF=L0287G12-3 /CLONE=L0287G12 /FEA=EST /CNT=2 /TID=Mm.103260.1 /TIER=ConsEnd /STK=2 /UG=Mm.103260 /UG_TITLE=ESTs
MOE430_2_1454103_at 0.4 8.2 A A 0.85 0.19 4.3 NC 0.02 gb:AK013574.1 /DB_XREF=gi:12850989 /FEA=mRNA /CNT=1 /TID=Mm.158901.1 /TIER=ConsEnd /STK=0 /UG=Mm.158901 /LL=72882 /UG_GENE=2900022L05Rik /UG_TITLE=RIKEN cDNA 2900022L05 gene /DEF=Mus musculus adult male hippocampus cDNA, RIKEN full-length enriched library, clone:2900022L05:hypothetical protein, full insert sequence.
MOE430_2_1459620_at 0.4 8 A M 0.9 0.05 4.3 NC 0.005409 gb:AW547563 /DB_XREF=gi:7192978 /DB_XREF=L0023H09-3 /CLONE=L0023H09 /FEA=EST /CNT=2 /TID=Mm.102836.1 /TIER=ConsEnd /STK=2 /UG=Mm.102836 /UG_TITLE=ESTs
MOE430_2_1460490_at 0.3 5.5 A A 0.85 0.33 4.3 NC 0.03 gb:AV306676 /DB_XREF=gi:6339190 /DB_XREF=AV306676 /CLONE=5730543M03 /FEA=mRNA /CNT=5 /TID=Mm.29904.2 /TIER=ConsEnd /STK=1 /UG=Mm.29904 /LL=27395 /UG_GENE=Mrpl15 /UG_TITLE=mitochondrial ribosomal protein L15
MOE430_2_1415861_at 0.7 10.7 A P 0.85 0.008057 4.2 MI 0.00249 gb:NM_031202.1 /DB_XREF=gi:13654240 /GEN=Tyrp1 /FEA=FLmRNA /CNT=242 /TID=Mm.30438.1 /TIER=FL+Stack /STK=194 /UG=Mm.30438 /LL=22178 /DEF=Mus musculus tyrosinase-related protein 1 (Tyrp1), mRNA. /PROD=tyrosinase-related protein 1 /FL=gb:NM_031202.1
MOE430_2_1419420_at 0.5 4.4 A A 0.96 0.21 4.2 NC 0.02 gb:AB028840.1 /DB_XREF=gi:6691442 /GEN=ST6GalNAc V /FEA=FLmRNA /CNT=31 /TID=Mm.40915.1 /TIER=FL+Stack /STK=10 /UG=Mm.40915 /LL=26938 /DEF=Mus musculus ST6GalNAc V mRNA for GalNAc alpha-2, 6-sialyltransferase V, complete cds. /PROD=GalNAc alpha-2, 6-sialyltransferase V /FL=gb:AB030836.1 gb:AB028840.1 gb:NM_012028.1
MOE430_2_1421494_at 0.2 6.1 A A 0.96 0.08 4.2 I 0.000692 gb:NM_026807.1 /DB_XREF=gi:13386163 /GEN=1110033F04Rik /FEA=FLmRNA /CNT=5 /TID=Mm.37812.1 /TIER=FL /STK=2 /UG=Mm.37812 /LL=68673 /DEF=Mus musculus RIKEN cDNA 1110033F04 gene (1110033F04Rik), mRNA. /PROD=RIKEN cDNA 1110033F04 /FL=gb:NM_026807.1
MOE430_2_1421576_at 0.7 9.7 A A 0.75 0.08 4.2 NC 0.004481 gb:NM_026262.1 /DB_XREF=gi:13385771 /GEN=4930524B15Rik /FEA=FLmRNA /CNT=9 /TID=Mm.78654.1 /TIER=FL /STK=2 /UG=Mm.78654 /LL=67592 /DEF=Mus musculus RIKEN cDNA 4930524B15 gene (4930524B15Rik), mRNA. /PROD=RIKEN cDNA 4930524B15 /FL=gb:NM_026262.1
MOE430_2_1427767_a_ 0.1 3.4 A A 0.9 0.66 4.2 NC 0.18 gb:X72693.1 /DB_XREF=gi:311629 /GEN=cftr11MT-1 /FEA=mRNA /CNT=1 /TID=Mm.15621.2 /TIER=ConsEnd /STK=0 /UG=Mm.15621 /LL=12638 /DEF=M.musculus cftr11MT1 mRNA for Cystic fibrosis transmembrane conductance regulator. /PROD=Cystic fibrosis transmembrane conductanceregulator
MOE430_2_1429890_at 0.9 21.7 A A 0.97 0.21 4.2 I 0.000273 gb:BE133797 /DB_XREF=gi:8596229 /DB_XREF=ug11c05.x1 /CLONE=IMAGE:1531304 /FEA=mRNA /CNT=17 /TID=Mm.105331.1 /TIER=ConsEnd /STK=6 /UG=Mm.105331 /LL=77789 /UG_GENE=A930007D18Rik /UG_TITLE=RIKEN cDNA A930007D18 gene
MOE430_2_1430456_at 0.3 5.5 A A 0.63 0.56 4.2 NC 0.04 gb:BE630867 /DB_XREF=gi:9913555 /DB_XREF=uu50a12.x1 /CLONE=IMAGE:3375358 /FEA=mRNA /CNT=4 /TID=Mm.138794.1 /TIER=ConsEnd /STK=2 /UG=Mm.138794 /LL=77598 /UG_GENE=5830406C21Rik /UG_TITLE=RIKEN cDNA 5830406C21 gene
MOE430_2_1430600_at 3.8 84.8 A P 0.6 0.000244 4.2 I 0.00006 gb:AK013666.1 /DB_XREF=gi:12851115 /FEA=mRNA /CNT=13 /TID=Mm.41614.1 /TIER=ConsEnd /STK=1 /UG=Mm.41614 /LL=67272 /UG_GENE=2900052H21Rik /UG_TITLE=RIKEN cDNA 2900052H21 gene /DEF=Mus musculus adult male hippocampus cDNA, RIKEN full-length enriched library, clone:2900052H21:homolog to INTESTINAL MEMBRANE A4 PROTEIN (DIFFERENTIATION-DEPENDENT PROTEIN A4) (PROTEOLI
MOE430_2_1431309_at 0.3 5.2 A A 0.93 0.39 4.2 NC 0.06 gb:AK014686.1 /DB_XREF=gi:12852689 /FEA=mRNA /CNT=6 /TID=Mm.42006.1 /TIER=ConsEnd /STK=0 /UG=Mm.42006 /LL=74605 /UG_GENE=4833412E22Rik /UG_TITLE=RIKEN cDNA 4833412E22 gene /DEF=Mus musculus 0 day neonate head cDNA, RIKEN full-length enriched library, clone:4833412E22:hypothetical protein, full insert sequence.
MOE430_2_1431556_at 0.3 5.6 A P 0.9 0.03 4.2 NC 0.009292 gb:AK015326.1 /DB_XREF=gi:12853622 /FEA=mRNA /CNT=2 /TID=Mm.186839.1 /TIER=ConsEnd /STK=1 /UG=Mm.186839 /LL=74651 /UG_GENE=4930435M08Rik /UG_TITLE=RIKEN cDNA 4930435M08 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930435M08:unclassifiable transcript, full insert sequence.
MOE430_2_1431642_at 0.2 3.9 A A 0.85 0.21 4.2 NC 0.06 gb:AV122850 /DB_XREF=gi:5308580 /DB_XREF=AV122850 /CLONE=2610529D04 /FEA=mRNA /CNT=2 /TID=Mm.64751.1 /TIER=ConsEnd /STK=1 /UG=Mm.64751 /UG_TITLE=Mus musculus 10 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2610529D04:eukaryotic translation initiation factor 2, subunit 3, structural gene Y-linked, full insert sequence
MOE430_2_1432335_at 0.2 9 A A 0.53 0.08 4.2 NC 0.004925 gb:AK016096.1 /DB_XREF=gi:12854703 /FEA=mRNA /CNT=1 /TID=Mm.159480.1 /TIER=ConsEnd /STK=0 /UG=Mm.159480 /LL=75263 /UG_GENE=4930551O13Rik /UG_TITLE=RIKEN cDNA 4930551O13 gene /DEF=Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930551O13:unclassifiable, full insert sequence.
MOE430_2_1432467_at 1.4 13.5 A A 0.72 0.19 4.2 NC 0.01 gb:AK008865.1 /DB_XREF=gi:12843315 /FEA=mRNA /CNT=1 /TID=Mm.41036.1 /TIER=ConsEnd /STK=0 /UG=Mm.41036 /LL=70144 /UG_GENE=2210409B11Rik /UG_TITLE=RIKEN cDNA 2210409B11 gene /DEF=Mus musculus adult male stomach cDNA, RIKEN full-length enriched library, clone:2210409B11:hypothetical protein, full insert sequence.
MOE430_2_1433010_at 1 16.2 A A 0.97 0.09 4.2 NC 0.02 gb:AK017428.1 /DB_XREF=gi:12856659 /FEA=mRNA /CNT=1 /TID=Mm.158695.1 /TIER=ConsEnd /STK=0 /UG=Mm.158695 /LL=71420 /UG_GENE=5530400N10Rik /UG_TITLE=RIKEN cDNA 5530400N10 gene /DEF=Mus musculus 10 days neonate head cDNA, RIKEN full-length enriched library, clone:5530400N10:unclassifiable, full insert sequence.
MOE430_2_1433573_x_ 1.3 19.1 A A 0.82 0.33 4.2 NC 0.06 gb:BI713841 /DB_XREF=gi:15689536 /DB_XREF=ic85g09.x1 /CLONE=IMAGE:5660728 /FEA=EST /CNT=427 /TID=Mm.14410.3 /TIER=Stack /STK=89 /UG=Mm.14410 /LL=22072 /UG_GENE=Try2 /UG_TITLE=trypsin 2
MOE430_2_1433837_at 4.6 117.6 A A 0.69 0.11 4.2 I 0.000692 gb:AV365503 /DB_XREF=gi:16397643 /DB_XREF=AV365503 /CLONE=8430408G22 /FEA=EST /CNT=116 /TID=Mm.38231.1 /TIER=Stack /STK=57 /UG=Mm.38231 /UG_TITLE=ESTs, Weakly similar to T46271 hypothetical protein DKFZp564P1263.1 (H.sapiens)
MOE430_2_1435146_s_ 0.2 3.8 A A 0.96 0.56 4.2 NC 0.16 gb:BB333386 /DB_XREF=gi:16403995 /DB_XREF=BB333386 /CLONE=B830010O15 /FEA=EST /CNT=61 /TID=Mm.129786.1 /TIER=Stack /STK=27 /UG=Mm.129786 /UG_TITLE=ESTs, Weakly similar to Y269_HUMAN HYPOTHETICAL PROLINE-RICH PROTEIN KIAA0269 (H.sapiens)
MOE430_2_1437018_at 0.4 5.5 A A 0.91 0.33 4.2 NC 0.01 gb:BG072348 /DB_XREF=gi:12554917 /DB_XREF=H3109E05-3 /CLONE=H3109E05 /FEA=EST /CNT=40 /TID=Mm.40008.1 /TIER=Stack /STK=29 /UG=Mm.40008 /UG_TITLE=ESTs
MOE430_2_1437231_at 0.4 7.6 A A 0.63 0.19 4.2 NC 0.27 gb:AV246497 /DB_XREF=gi:16387108 /DB_XREF=AV246497 /CLONE=4832410J21 /FEA=EST /CNT=22 /TID=Mm.49728.1 /TIER=Stack /STK=22 /UG=Mm.49728 /UG_TITLE=ESTs
MOE430_2_1439228_at 1.2 20 A A 0.85 0.08 4.2 I 0.001336 gb:AV346852 /DB_XREF=gi:15406631 /DB_XREF=AV346852 /CLONE=6430585N13 /FEA=EST /CNT=9 /TID=Mm.133486.1 /TIER=Stack /STK=8 /UG=Mm.133486 /UG_TITLE=ESTs, Weakly similar to unnamed protein product (H.sapiens)
MOE430_2_1440158_x_ 1 11.8 A P 0.27 0.00415 4.2 NC 0.009292 gb:BB209663 /DB_XREF=gi:8874616 /DB_XREF=BB209663 /CLONE=A430093K04 /FEA=EST /CNT=6 /TID=Mm.123037.1 /TIER=ConsEnd /STK=6 /UG=Mm.123037 /UG_TITLE=ESTs
MOE430_2_1440786_x_ 0.3 5 A M 0.96 0.05 4.2 I 0.000966 gb:BB377927 /DB_XREF=gi:9090787 /DB_XREF=BB377927 /CLONE=C130091H20 /FEA=EST /CNT=5 /TID=Mm.153248.1 /TIER=ConsEnd /STK=5 /UG=Mm.153248 /UG_TITLE=ESTs
MOE430_2_1441330_at 0.3 6.2 A A 0.98 0.46 4.2 NC 0.08 gb:BG295465 /DB_XREF=gi:13057127 /DB_XREF=602392781F1 /CLONE=IMAGE:4504244 /FEA=EST /CNT=6 /TID=Mm.101073.1 /TIER=ConsEnd /STK=4 /UG=Mm.101073 /UG_TITLE=ESTs
MOE430_2_1441899_x_ 2.5 33.1 A A 0.6 0.09 4.2 NC 0.008511 gb:BB335613 /DB_XREF=gi:9044376 /DB_XREF=BB335613 /CLONE=B830040E03 /FEA=EST /CNT=4 /TID=Mm.142169.1 /TIER=ConsEnd /STK=4 /UG=Mm.142169 /UG_TITLE=ESTs
MOE430_2_1442092_at 1.1 15.3 A A 0.95 0.06 4.2 NC 0.03 gb:BG063268 /DB_XREF=gi:12545831 /DB_XREF=H3005A11-3 /CLONE=H3005A11 /FEA=EST /CNT=6 /TID=Mm.88713.1 /TIER=ConsEnd /STK=3 /UG=Mm.88713 /UG_TITLE=ESTs
MOE430_2_1442391_at 0.5 12.9 A A 0.78 0.17 4.2 NC 0.02 gb:AV260727 /DB_XREF=gi:16388815 /DB_XREF=AV260727 /CLONE=4930415B03 /FEA=EST /CNT=5 /TID=Mm.179055.1 /TIER=ConsEnd /STK=3 /UG=Mm.179055 /UG_TITLE=ESTs
MOE430_2_1442622_at 0.6 13.5 A A 0.98 0.12 4.2 NC 0.00712 gb:BB165231 /DB_XREF=gi:16268879 /DB_XREF=BB165231 /CLONE=A130082A04 /FEA=EST /CNT=4 /TID=Mm.218768.1 /TIER=ConsEnd /STK=3 /UG=Mm.218768 /UG_TITLE=ESTs
MOE430_2_1445371_at 1 11.2 A A 0.69 0.11 4.2 I 0.001486 gb:BB497994 /DB_XREF=gi:16442018 /DB_XREF=BB497994 /CLONE=D630011J05 /FEA=EST /CNT=3 /TID=Mm.135539.1 /TIER=ConsEnd /STK=2 /UG=Mm.135539 /UG_TITLE=ESTs
MOE430_2_1445603_at 0.8 11.4 A P 0.87 0.01 4.2 I 0.00002 gb:AW125090 /DB_XREF=gi:6100620 /DB_XREF=UI-M-BH2.1-apx-f-08-0-UI.s1 /CLONE=UI-M-BH2.1-apx-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.150991.1 /TIER=ConsEnd /STK=2 /UG=Mm.150991 /UG_TITLE=ESTs
MOE430_2_1446024_at 0.3 5.3 A A 0.99 0.3 4.2 I 0.000692 gb:BG067967 /DB_XREF=gi:12550536 /DB_XREF=H3060C04-3 /CLONE=H3060C04 /FEA=EST /CNT=2 /TID=Mm.173105.1 /TIER=ConsEnd /STK=2 /UG=Mm.173105 /UG_TITLE=ESTs
MOE430_2_1446649_at 0.4 5.1 A A 0.98 0.12 4.2 I 0.000692 gb:BB211194 /DB_XREF=gi:16352639 /DB_XREF=BB211194 /CLONE=A430103M24 /FEA=EST /CNT=2 /TID=Mm.207987.1 /TIER=ConsEnd /STK=2 /UG=Mm.207987 /UG_TITLE=ESTs
MOE430_2_1446882_at 0.8 14.6 A A 0.99 0.09 4.2 I 0.000078 gb:AW546720 /DB_XREF=gi:7192130 /DB_XREF=L0012B05-3 /CLONE=L0012B05 /FEA=EST /CNT=2 /TID=Mm.102817.1 /TIER=ConsEnd /STK=2 /UG=Mm.102817 /UG_TITLE=ESTs
MOE430_2_1447180_at 0.8 14.3 A A 0.88 0.19 4.2 I 0.000692 gb:BE984540 /DB_XREF=gi:10656871 /DB_XREF=UI-M-CG0p-bgf-g-02-0-UI.s1 /CLONE=UI-M-CG0p-bgf-g-02-0-UI /FEA=EST /CNT=2 /TID=Mm.151492.1 /TIER=ConsEnd /STK=2 /UG=Mm.151492 /UG_TITLE=ESTs
MOE430_2_1449775_x_ 0.4 14.3 A A 0.56 0.08 4.2 NC 0.14 gb:AV144937 /DB_XREF=gi:5349070 /DB_XREF=AV144937 /CLONE=2810440C15 /FEA=EST /CNT=1 /TID=Mm.178062.2 /TIER=ConsEnd /STK=1 /UG=Mm.178062 /UG_TITLE=ESTs
MOE430_2_1457023_at 0.6 11.5 A A 0.85 0.14 4.2 NC 0.02 gb:BB352962 /DB_XREF=gi:9064790 /DB_XREF=BB352962 /CLONE=B930091N15 /FEA=EST /CNT=6 /TID=Mm.133633.1 /TIER=ConsEnd /STK=6 /UG=Mm.133633 /UG_TITLE=ESTs
MOE430_2_1457656_s_ 0.2 3.1 A A 0.79 0.66 4.2 NC 0.2 gb:BB235011 /DB_XREF=gi:8914788 /DB_XREF=BB235011 /CLONE=A630052G08 /FEA=EST /CNT=4 /TID=Mm.131344.1 /TIER=ConsEnd /STK=4 /UG=Mm.131344 /UG_TITLE=ESTs
MOE430_2_1457892_at 0.7 11.5 A A 0.75 0.24 4.2 NC 0.49 gb:BE952660 /DB_XREF=gi:10593273 /DB_XREF=UI-M-BH4-azi-a-09-0-UI.s1 /CLONE=UI-M-BH4-azi-a-09-0-UI /FEA=EST /CNT=4 /TID=Mm.71047.1 /TIER=ConsEnd /STK=3 /UG=Mm.71047 /UG_TITLE=ESTs
MOE430_2_1458036_at 0.9 17.1 A P 0.85 0.01 4.2 I 0.000389 gb:BG071004 /DB_XREF=gi:12553573 /DB_XREF=H3093F07-3 /CLONE=H3093F07 /FEA=EST /CNT=3 /TID=Mm.154830.1 /TIER=ConsEnd /STK=3 /UG=Mm.154830 /UG_TITLE=ESTs, Weakly similar to GNMSLL retrovirus-related reverse transcriptase homolog - mouse retrotransposon (M.musculus)
MOE430_2_1458258_at 0.2 5.4 A A 0.95 0.19 4.2 NC 0.004925 gb:AU043103 /DB_XREF=gi:3957338 /DB_XREF=AU043103 /CLONE=J1043H08 /FEA=EST /CNT=3 /TID=Mm.216136.1 /TIER=ConsEnd /STK=3 /UG=Mm.216136 /UG_TITLE=ESTs
MOE430_2_1458402_at 0.3 9.1 A A 0.35 0.17 4.2 NC 0.75 gb:BE456535 /DB_XREF=gi:9477706 /DB_XREF=ut10c11.x1 /CLONE=IMAGE:3327476 /FEA=EST /CNT=9 /TID=Mm.31727.1 /TIER=ConsEnd /STK=2 /UG=Mm.31727 /UG_TITLE=ESTs, Weakly similar to PTPS RAT 6-PYRUVOYL TETRAHYDROBIOPTERIN SYNTHASE PRECURSOR (R.norvegicus)



IPID PROTEIN 2), full insert sequence.



Probe_ID Probe_nam Base_SignaExp_Signal Base_Dete Exp_DetectBase_Dete Exp_Detect
Exp/Base_Signal
Log Ratio Exp/Base_ Exp/Base_ Descriptions

MOE430_2_1418847_at 0.3 25.2 A P 0.66 0.01 6.4 MI 0.002032 gb:NM_009705.1 /DB_XREF=gi:6753109 /GEN=Arg2 /FEA=FLmRNA /CNT=38 /TID=Mm.3506.1 /TIER=FL+Stack /STK=17 /UG=Mm.3506 /LL=11847 /DEF=
MOE430_2_1459661_at 0.3 24.5 A P 0.96 0.02 6.3 I 0.000046 gb:AW492955 /DB_XREF=gi:7063236 /DB_XREF=UI-M-BH3-atx-g-06-0-UI.s1 /CLONE=UI-M-BH3-atx-g-06-0-UI /FEA=EST /CNT=2 /TID=Mm.40495.1 /
MOE430_2_1417917_at 1.3 114.6 A P 0.95 0.00293 6.2 I 0.00002 gb:NM_009922.1 /DB_XREF=gi:6753473 /GEN=Cnn1 /FEA=FLmRNA /CNT=100 /TID=Mm.4356.1 /TIER=FL+Stack /STK=33 /UG=Mm.4356 /LL=12797 /DEF
MOE430_2_1444270_at 0.3 10.6 A P 0.78 0.04 6 NC 0.01 gb:BB312129 /DB_XREF=gi:16402767 /DB_XREF=BB312129 /CLONE=B230331L17 /FEA=EST /CNT=5 /TID=Mm.131949.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1437964_at 0.4 23.7 A A 0.98 0.21 5.9 I 0.00148 gb:BB169128 /DB_XREF=gi:16269226 /DB_XREF=BB169128 /CLONE=A230004H09 /FEA=EST /CNT=13 /TID=Mm.131616.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1440244_at 0.7 44.5 A P 0.95 0.04 5.9 I 0.00002 gb:AV329219 /DB_XREF=gi:16396042 /DB_XREF=AV329219 /CLONE=6330501C04 /FEA=EST /CNT=8 /TID=Mm.184118.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1456793_at 10.5 512.9 A P 0.14 0.000244 5.9 I 0.000023 gb:AV264055 /DB_XREF=gi:16389173 /DB_XREF=AV264055 /CLONE=4930443F05 /FEA=EST /CNT=11 /TID=Mm.76407.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1446913_at 0.4 17.5 A A 0.94 0.09 5.8 I 0.001201 gb:AU023357 /DB_XREF=gi:3393704 /DB_XREF=AU023357 /CLONE=J0430F08 /FEA=EST /CNT=2 /TID=Mm.173615.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459375_at 0.1 4.8 A A 0.9 0.33 5.8 NC 0.07 gb:BB488555 /DB_XREF=gi:16441661 /DB_XREF=BB488555 /CLONE=D430050M21 /FEA=EST /CNT=2 /TID=Mm.209513.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430209_at 0.1 6.2 A A 0.9 0.5 5.7 NC 0.24 gb:AK015080.1 /DB_XREF=gi:12853284 /FEA=mRNA /CNT=5 /TID=Mm.159067.1 /TIER=ConsEnd /STK=3 /UG=Mm.159067 /LL=73808 /UG_GENE=493040
MOE430_2_1432932_at 0.4 11.1 A P 0.94 0.01 5.7 I 0.001077 gb:AK016596.1 /DB_XREF=gi:12855421 /FEA=mRNA /CNT=1 /TID=Mm.159202.1 /TIER=ConsEnd /STK=0 /UG=Mm.159202 /LL=74433 /UG_GENE=493340
MOE430_2_1422798_at 0.8 45.6 A P 0.9 0.00293 5.6 I 0.000052 gb:NM_025771.1 /DB_XREF=gi:13385239 /GEN=Cntnap2 /FEA=FLmRNA /CNT=52 /TID=Mm.45210.1 /TIER=FL+Stack /STK=11 /UG=Mm.45210 /LL=66797
MOE430_2_1436203_a_ 0.4 20.5 A P 0.9 0.000732 5.6 I 0.00002 gb:BM730637 /DB_XREF=gi:19051970 /DB_XREF=ih47d03.x1 /CLONE=IMAGE:5680181 /FEA=EST /CNT=28 /TID=Mm.86556.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1439995_at 1.2 18.5 A P 0.53 0.01 5.6 NC 0.01 gb:AV251613 /DB_XREF=gi:16387654 /DB_XREF=AV251613 /CLONE=4833432F11 /FEA=EST /CNT=7 /TID=Mm.25081.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1429657_at 0.3 21.1 A P 0.98 0.02 5.5 I 0.001651 gb:AK018054.1 /DB_XREF=gi:12857598 /FEA=mRNA /CNT=27 /TID=Mm.48662.1 /TIER=ConsEnd /STK=1 /UG=Mm.48662 /LL=76103 /UG_GENE=5830475
MOE430_2_1432112_at 0.4 8.7 A A 0.65 0.36 5.5 NC 0.5 gb:AK016374.1 /DB_XREF=gi:12855077 /FEA=mRNA /CNT=1 /TID=Mm.159610.1 /TIER=ConsEnd /STK=0 /UG=Mm.159610 /LL=75879 /UG_GENE=493058
MOE430_2_1423435_at 0.3 9.9 A A 0.99 0.53 5.4 NC 0.00712 gb:NM_016697.1 /DB_XREF=gi:7710029 /GEN=Gpc3 /FEA=FLmRNA /CNT=193 /TID=Mm.22515.1 /TIER=ConsEnd /STK=0 /UG=Mm.22515 /LL=14734 /DE
MOE430_2_1424325_at 0.3 6.6 A A 0.9 0.33 5.4 NC 0.005409 gb:BB308198 /DB_XREF=gi:15411382 /DB_XREF=BB308198 /CLONE=B230219C17 /FEA=FLmRNA /CNT=106 /TID=Mm.21177.1 /TIER=Stack /STK=13 /U
MOE430_2_1439505_at 0.3 11.1 A A 0.98 0.06 5.4 MI 0.00249 gb:AA210377 /DB_XREF=gi:1807624 /DB_XREF=mu72d07.r1 /CLONE=IMAGE:644941 /FEA=EST /CNT=11 /TID=Mm.69166.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1446097_at 0.2 8.1 A A 0.95 0.08 5.4 I 0.000865 gb:BB346592 /DB_XREF=gi:16405050 /DB_XREF=BB346592 /CLONE=B930062B16 /FEA=EST /CNT=2 /TID=Mm.208717.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1420213_x_ 0.1 6.7 A A 0.96 0.21 5.3 NC 0.01 gb:AV264531 /DB_XREF=gi:6252465 /DB_XREF=AV264531 /CLONE=4930500F18 /FEA=EST /CNT=1 /TID=Mm.67016.3 /TIER=ConsEnd /STK=1 /UG=Mm.
MOE430_2_1455498_at 0.3 7.2 A A 0.95 0.63 5.3 NC 0.11 gb:BQ032613 /DB_XREF=gi:19767892 /DB_XREF=UI-1-CF0-aph-b-07-0-UI.s1 /CLONE=UI-1-CF0-aph-b-07-0-UI /FEA=EST /CNT=17 /TID=Mm.33336.1
MOE430_2_1457109_x_ 0.1 5.5 A A 0.94 0.46 5.3 NC 0.03 gb:BB699603 /DB_XREF=gi:16048427 /DB_XREF=BB699603 /CLONE=7420413G06 /FEA=EST /CNT=6 /TID=Mm.17797.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1459892_at 0.2 9.1 A A 0.99 0.21 5.3 I 0.000933 gb:AV034276 /DB_XREF=gi:16356607 /DB_XREF=AV034276 /CLONE=1600009D11 /FEA=EST /CNT=3 /TID=Mm.200437.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419881_x_ 0.3 12 A A 0.87 0.21 5.2 NC 0.17 gb:AI837271 /DB_XREF=gi:5471449 /DB_XREF=UI-M-AK0-ade-a-10-0-UI.s1 /CLONE=UI-M-AK0-ade-a-10-0-UI /FEA=EST /CNT=1 /TID=Mm.39527.1 /T
MOE430_2_1423563_at 1.3 19.1 A A 0.63 0.14 5.2 NC 0.004073 gb:AA739053 /DB_XREF=gi:2775859 /DB_XREF=vv60e01.r1 /CLONE=IMAGE:1226808 /FEA=FLmRNA /CNT=29 /TID=Mm.215098.1 /TIER=ConsEnd /STK=
MOE430_2_1431693_a_ 2 104.4 A P 0.8 0.00415 5.2 I 0.000035 gb:AK003506.1 /DB_XREF=gi:12834213 /GEN=Il17b /FEA=mRNA /CNT=3 /TID=Mm.69513.2 /TIER=ConsEnd /STK=0 /UG=Mm.69513 /LL=56069 /UG_TITL
MOE430_2_1451952_at 0.3 5.5 A A 0.88 0.36 5.2 NC 0.18 gb:AF182065.1 /DB_XREF=gi:6524948 /GEN=Bv8 /FEA=FLmRNA /CNT=1 /TID=Mm.87365.3 /TIER=FL /STK=1 /UG=Mm.87365 /LL=50501 /DEF=Mus mus
MOE430_2_1458759_at 0.3 8.4 A A 0.95 0.19 5.2 NC 0.05 gb:BG068730 /DB_XREF=gi:12551299 /DB_XREF=H3068G01-3 /CLONE=H3068G01 /FEA=EST /CNT=3 /TID=Mm.173651.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459559_at 0.1 8.7 A A 0.8 0.27 5.2 NC 0.03 gb:AU022705 /DB_XREF=gi:3387680 /DB_XREF=AU022705 /CLONE=J0419D11 /FEA=EST /CNT=2 /TID=Mm.173562.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1417504_at 0.3 6.9 A A 0.79 0.43 5.1 NC 0.11 gb:NM_009788.1 /DB_XREF=gi:6753241 /GEN=Calb1 /FEA=FLmRNA /CNT=121 /TID=Mm.354.1 /TIER=FL+Stack /STK=43 /UG=Mm.354 /LL=12307 /DEF=
MOE430_2_1420359_at 0.3 10.7 A A 0.96 0.33 5.1 NC 0.09 gb:NM_009299.1 /DB_XREF=gi:6678186 /GEN=Sva /FEA=FLmRNA /CNT=7 /TID=Mm.4119.1 /TIER=FL /STK=6 /UG=Mm.4119 /LL=20939 /DEF=Mus musc
MOE430_2_1427753_at 0.3 9.8 A A 0.82 0.32 5.1 NC 0.03 gb:Z95479.1 /DB_XREF=gi:2108314 /FEA=mRNA /CNT=1 /TID=Mm.220156.1 /TIER=ConsEnd /STK=0 /UG=Mm.220156 /DEF=Mus musculus mRNA for IgG
MOE430_2_1429734_at 1.2 60.4 A P 0.82 0.03 5.1 I 0.00002 gb:AK014608.1 /DB_XREF=gi:12852569 /FEA=mRNA /CNT=27 /TID=Mm.26468.1 /TIER=Stack /STK=9 /UG=Mm.26468 /LL=74041 /UG_GENE=4632434I11R
MOE430_2_1436204_at 0.9 46 A P 0.75 0.001953 5.1 I 0.00004 gb:BM730637 /DB_XREF=gi:19051970 /DB_XREF=ih47d03.x1 /CLONE=IMAGE:5680181 /FEA=EST /CNT=28 /TID=Mm.86556.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1438850_at 0.2 6.7 A A 0.9 0.14 5.1 NC 0.007788 gb:BB210412 /DB_XREF=gi:8875365 /DB_XREF=BB210412 /CLONE=A430097E17 /FEA=EST /CNT=10 /TID=Mm.33669.3 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1439807_at 0.4 13.6 A M 0.77 0.05 5.1 NC 0.003355 gb:BB816169 /DB_XREF=gi:16988798 /DB_XREF=BB816169 /CLONE=G730034A16 /FEA=EST /CNT=12 /TID=Mm.41219.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1443101_at 0.1 2.5 A A 0.96 0.78 5.1 NC 0.13 gb:BB132288 /DB_XREF=gi:16266465 /DB_XREF=BB132288 /CLONE=9630060K07 /FEA=EST /CNT=3 /TID=Mm.209040.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444745_at 0.2 6.7 A P 0.6 0.005859 5.1 I 0.001651 gb:BB668126 /DB_XREF=gi:16399575 /DB_XREF=BB668126 /CLONE=C920026P12 /FEA=EST /CNT=4 /TID=Mm.211748.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447613_at 0.2 9.8 A A 0.5 0.14 5.1 NC 0.5 gb:BB463139 /DB_XREF=gi:9380328 /DB_XREF=BB463139 /CLONE=D130079C13 /FEA=EST /CNT=2 /TID=Mm.168880.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447694_x_ 0.7 27.2 A A 0.72 0.17 5.1 NC 0.05 gb:BB350308 /DB_XREF=gi:9062136 /DB_XREF=BB350308 /CLONE=B930079E19 /FEA=EST /CNT=2 /TID=Mm.132212.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459065_at 0.5 7.4 A M 0.9 0.05 5.1 NC 0.04 gb:BE951193 /DB_XREF=gi:10590290 /DB_XREF=UI-M-BH4-azg-g-10-0-UI.s1 /CLONE=UI-M-BH4-azg-g-10-0-UI /FEA=EST /CNT=3 /TID=Mm.138925.1
MOE430_2_1419893_at 0.3 10.2 A A 0.98 0.39 5 NC 0.01 gb:AI315703 /DB_XREF=gi:4030970 /DB_XREF=uj34a06.x1 /CLONE=IMAGE:1921810 /FEA=EST /CNT=2 /TID=Mm.206959.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1425710_a_ 0.5 22.3 A A 0.94 0.17 5 I 0.000189 gb:AB019479.1 /DB_XREF=gi:3869098 /GEN=vesl-1 /FEA=FLmRNA /CNT=8 /TID=Mm.30386.3 /TIER=FL /STK=1 /UG=Mm.30386 /LL=26556 /DEF=Mus m
MOE430_2_1444443_at 0.2 10.8 A P 0.97 0.005859 5 I 0.0012 gb:AV228095 /DB_XREF=gi:16385517 /DB_XREF=AV228095 /CLONE=4432412N19 /FEA=EST /CNT=4 /TID=Mm.71498.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445655_at 0.2 10.4 A A 0.97 0.17 5 I 0.001651 gb:BB824242 /DB_XREF=gi:17002485 /DB_XREF=BB824242 /CLONE=G830031N09 /FEA=EST /CNT=3 /TID=Mm.213425.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447221_x_ 0.1 4.6 A A 0.96 0.46 5 NC 0.12 gb:BB127905 /DB_XREF=gi:16262389 /DB_XREF=BB127905 /CLONE=9630026J20 /FEA=EST /CNT=2 /TID=Mm.214769.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453683_a_ 0.3 13.2 A A 0.82 0.09 5 I 0.001486 gb:AV126179 /DB_XREF=gi:5312413 /DB_XREF=AV126179 /CLONE=2700032M20 /FEA=mRNA /CNT=4 /TID=Mm.9916.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1458193_at 1.1 27.9 A P 0.85 0.01 5 I 0.000346 gb:AV278565 /DB_XREF=gi:15405693 /DB_XREF=AV278565 /CLONE=4933402K11 /FEA=EST /CNT=3 /TID=Mm.56314.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1459777_at 0.1 5.8 A A 0.98 0.29 5 MI 0.002032 gb:BB042417 /DB_XREF=gi:8448803 /DB_XREF=BB042417 /CLONE=6030462M23 /FEA=EST /CNT=2 /TID=Mm.122420.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460431_at 0.2 7.7 A A 0.98 0.36 5 MI 0.00249 gb:AK017462.1 /DB_XREF=gi:12856708 /FEA=mRNA /CNT=115 /TID=Mm.40617.1 /TIER=Stack /STK=93 /UG=Mm.40617 /LL=71444 /UG_GENE=5630400D
MOE430_2_1417940_s_ 1.7 45 A P 0.66 0.03 4.9 I 0.000027 gb:NM_009013.1 /DB_XREF=gi:6679610 /GEN=Rad51ap1 /FEA=FLmRNA /CNT=64 /TID=Mm.8156.1 /TIER=FL /STK=2 /UG=Mm.8156 /LL=19362 /DEF=Mu
MOE430_2_1418470_at 1 16.5 A A 0.5 0.08 4.9 NC 0.03 gb:BB485666 /DB_XREF=gi:16441294 /DB_XREF=BB485666 /CLONE=D430033A03 /FEA=FLmRNA /CNT=73 /TID=Mm.4558.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1430887_s_ 1.4 34.8 A P 0.53 0.01 4.9 NC 0.01 gb:BB246912 /DB_XREF=gi:8939658 /DB_XREF=BB246912 /CLONE=A730016J09 /FEA=mRNA /CNT=3 /TID=Mm.82791.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431659_at 0.3 8.6 A A 0.82 0.09 4.9 NC 0.12 gb:AK017890.1 /DB_XREF=gi:12857372 /FEA=mRNA /CNT=2 /TID=Mm.158192.1 /TIER=ConsEnd /STK=1 /UG=Mm.158192 /LL=68255 /UG_GENE=C33001
MOE430_2_1433379_at 0.5 14 A P 0.96 0.02 4.9 I 0.00002 gb:AK020425.1 /DB_XREF=gi:12861005 /FEA=mRNA /CNT=1 /TID=Mm.159877.1 /TIER=ConsEnd /STK=0 /UG=Mm.159877 /LL=77250 /UG_GENE=943001
MOE430_2_1437195_x_ 0.2 1.5 A A 0.92 0.6 4.9 NC 0.19 gb:BB453775 /DB_XREF=gi:9349268 /DB_XREF=BB453775 /CLONE=D130026N06 /FEA=EST /CNT=23 /TID=Mm.4936.3 /TIER=Stack /STK=23 /UG=Mm.4
MOE430_2_1438851_x_ 0.3 8.2 A P 0.82 0.03 4.9 I 0.000214 gb:BB210412 /DB_XREF=gi:8875365 /DB_XREF=BB210412 /CLONE=A430097E17 /FEA=EST /CNT=10 /TID=Mm.33669.3 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1441957_x_ 0.3 8.8 A A 0.95 0.08 4.9 NC 0.03 gb:AV216663 /DB_XREF=gi:6157508 /DB_XREF=AV216663 /CLONE=2410165K21 /FEA=EST /CNT=4 /TID=Mm.77007.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442478_at 0.4 11 A A 0.98 0.3 4.9 MI 0.00249 gb:BG068189 /DB_XREF=gi:12550758 /DB_XREF=H3062G02-3 /CLONE=H3062G02 /FEA=EST /CNT=4 /TID=Mm.173512.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443770_x_ 0.2 8.1 A P 0.94 0.04 4.9 NC 0.003353 gb:BB026407 /DB_XREF=gi:8202475 /DB_XREF=BB026407 /CLONE=5330432O04 /FEA=EST /CNT=3 /TID=Mm.127920.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443996_at 0.4 11.5 A P 0.43 0.03 4.9 NC 0.01 gb:BB220625 /DB_XREF=gi:16353520 /DB_XREF=BB220625 /CLONE=A530061A19 /FEA=EST /CNT=7 /TID=Mm.25061.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448595_a_ 0.4 19.6 A P 0.72 0.000732 4.9 I 0.000023 gb:NM_009052.1 /DB_XREF=gi:6677720 /GEN=Rex3 /FEA=FLmRNA /CNT=77 /TID=Mm.14768.1 /TIER=FL+Stack /STK=56 /UG=Mm.14768 /LL=19716 /DE
MOE430_2_1450827_at 0.5 11.6 A A 0.91 0.39 4.9 NC 0.24 gb:NM_024245.1 /DB_XREF=gi:13236598 /GEN=Knsl5 /FEA=FLmRNA /CNT=7 /TID=Mm.220197.1 /TIER=FL /STK=0 /UG=Mm.220197 /LL=71819 /DEF=Mu
MOE430_2_1452642_at 0.3 9.5 A A 0.96 0.06 4.9 I 0.000273 gb:BE372017 /DB_XREF=gi:9317380 /DB_XREF=601223607F1 /CLONE=IMAGE:3582145 /FEA=mRNA /CNT=9 /TID=Mm.110602.1 /TIER=ConsEnd /STK=0 
MOE430_2_1453600_at 1 13.5 A A 0.6 0.09 4.9 NC 0.02 gb:AV271182 /DB_XREF=gi:6259219 /DB_XREF=AV271182 /CLONE=4931406J03 /FEA=mRNA /CNT=19 /TID=Mm.72849.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1421639_at 0.3 9.4 A P 0.91 0.04 4.8 MI 0.002032 gb:NM_028564.1 /DB_XREF=gi:13386323 /GEN=1700082M22Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159025.1 /TIER=FL /STK=2 /UG=Mm.159025 /LL=73534
MOE430_2_1425468_at 1 14.3 A A 0.87 0.14 4.8 NC 0.005409 gb:M15442.1 /DB_XREF=gi:200410 /FEA=FLmRNA /CNT=272 /TID=Mm.1268.1 /TIER=FL+Stack /STK=10 /UG=Mm.1268 /LL=18823 /UG_GENE=Plp /DEF=
MOE430_2_1432182_at 1.3 20.3 A A 0.72 0.33 4.8 NC 0.07 gb:AK015021.1 /DB_XREF=gi:12853198 /FEA=mRNA /CNT=1 /TID=Mm.158504.1 /TIER=ConsEnd /STK=0 /UG=Mm.158504 /LL=70954 /UG_GENE=492250
MOE430_2_1437178_at 0.3 4.6 A A 0.99 0.39 4.8 NC 0.007788 gb:BM228804 /DB_XREF=gi:17791568 /DB_XREF=K0268C03-3 /CLONE=K0268C03 /FEA=EST /CNT=29 /TID=Mm.7732.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1441420_at 0.8 20 A P 0.78 0.005859 4.8 NC 0.01 gb:AU067686 /DB_XREF=gi:4968423 /DB_XREF=AU067686 /CLONE=MNCb-0407 /FEA=EST /CNT=4 /TID=Mm.132228.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1450389_s_ 0.8 15.5 A A 0.91 0.3 4.8 NC 0.02 gb:NM_008846.1 /DB_XREF=gi:6679328 /GEN=Pip5k1a /FEA=FLmRNA /CNT=97 /TID=Mm.1945.1 /TIER=FL+Stack /STK=70 /UG=Mm.1945 /LL=18719 /DE
MOE430_2_1451846_at 0.3 8.8 A A 0.85 0.16 4.8 NC 0.01 gb:BC025863.1 /DB_XREF=gi:19484136 /FEA=FLmRNA /CNT=7 /TID=Mm.120298.1 /TIER=FL /STK=1 /UG=Mm.120298 /LL=74103 /UG_GENE=1200007O2
MOE430_2_1459962_at 0.3 11.9 A A 0.98 0.19 4.8 NC 0.01 gb:BM123926 /DB_XREF=gi:17107694 /DB_XREF=L0532G06-3 /CLONE=L0532G06 /FEA=EST /CNT=2 /TID=Mm.218156.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1418095_at 0.9 9.5 A A 0.66 0.06 4.7 NC 0.07 gb:NM_025357.1 /DB_XREF=gi:14149751 /GEN=Smpx /FEA=FLmRNA /CNT=56 /TID=Mm.140340.1 /TIER=FL+Stack /STK=30 /UG=Mm.140340 /LL=66106 
MOE430_2_1421470_at 0.3 8.9 A A 0.85 0.09 4.7 NC 0.02 gb:NM_008177.1 /DB_XREF=gi:6680110 /GEN=Grpr /FEA=FLmRNA /CNT=6 /TID=Mm.4687.1 /TIER=FL /STK=2 /UG=Mm.4687 /LL=14829 /DEF=Mus musc
MOE430_2_1432613_at 0.4 8.3 A A 0.99 0.43 4.7 NC 0.02 gb:AA110379 /DB_XREF=gi:1662123 /DB_XREF=mp43c01.r1 /CLONE=IMAGE:571968 /FEA=mRNA /CNT=3 /TID=Mm.159230.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1433716_x_ 0.8 18.9 A P 0.75 0.03 4.7 NC 0.006503 gb:BB284482 /DB_XREF=gi:8984931 /DB_XREF=BB284482 /CLONE=A930106A06 /FEA=EST /CNT=69 /TID=Mm.32619.1 /TIER=Stack /STK=68 /UG=Mm.
MOE430_2_1440181_at 0.5 8.3 A P 0.8 0.04 4.7 NC 0.01 gb:AV348660 /DB_XREF=gi:6389719 /DB_XREF=AV348660 /CLONE=6430710D18 /FEA=EST /CNT=6 /TID=Mm.100432.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1441609_at 0.3 7.3 A A 0.99 0.46 4.7 MI 0.00225 gb:BG083677 /DB_XREF=gi:12566245 /DB_XREF=H3090H04-5 /CLONE=H3090H04 /FEA=EST /CNT=4 /TID=Mm.11055.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1443190_at 1.1 13.3 A A 0.69 0.12 4.7 I 0.000966 gb:BB526881 /DB_XREF=gi:16444391 /DB_XREF=BB526881 /CLONE=D930036L24 /FEA=EST /CNT=3 /TID=Mm.138279.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1450546_at 0.2 4.9 A A 0.82 0.5 4.7 NC 0.02 gb:NM_019496.1 /DB_XREF=gi:9506382 /GEN=Ammecr1 /FEA=FLmRNA /CNT=3 /TID=Mm.143724.1 /TIER=FL /STK=1 /UG=Mm.143724 /LL=56068 /DEF=
MOE430_2_1453443_at 0.2 5.3 A A 0.99 0.3 4.7 I 0.001651 gb:BB264817 /DB_XREF=gi:8961277 /DB_XREF=BB264817 /CLONE=A830016L06 /FEA=mRNA /CNT=5 /TID=Mm.75172.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1454420_at 0.2 8.5 A A 0.91 0.63 4.7 NC 0.15 gb:AK017589.1 /DB_XREF=gi:12856905 /FEA=mRNA /CNT=1 /TID=Mm.158396.1 /TIER=ConsEnd /STK=0 /UG=Mm.158396 /LL=70521 /UG_GENE=573042
MOE430_2_1418588_at 8.5 251.9 A P 0.21 0.000244 4.6 I 0.00002 gb:NM_009513.1 /DB_XREF=gi:6678576 /GEN=Vmp /FEA=FLmRNA /CNT=47 /TID=Mm.4766.1 /TIER=FL+Stack /STK=21 /UG=Mm.4766 /LL=22360 /DEF=
MOE430_2_1420575_at 4.2 19.8 A A 0.6 0.24 4.6 NC 0.27 gb:NM_013603.1 /DB_XREF=gi:7305286 /GEN=Mt3 /FEA=FLmRNA /CNT=6 /TID=Mm.2064.1 /TIER=FL /STK=4 /UG=Mm.2064 /LL=17751 /DEF=Mus musc
MOE430_2_1424811_at 0.8 15.9 A A 0.75 0.39 4.6 NC 0.4 gb:BC024605.1 /DB_XREF=gi:19353129 /FEA=FLmRNA /CNT=22 /TID=Mm.46315.1 /TIER=FL+Stack /STK=15 /UG=Mm.46315 /LL=69049 /UG_GENE=Cml
MOE430_2_1431860_at 1.2 19.2 A A 0.72 0.27 4.6 NC 0.003355 gb:BC026513.1 /DB_XREF=gi:20071500 /FEA=mRNA /CNT=1 /TID=Mm.219533.1 /TIER=ConsEnd /STK=0 /UG=Mm.219533 /UG_TITLE=Mus musculus, Sim
MOE430_2_1432223_at 0.2 12.9 A A 0.94 0.09 4.6 NC 0.01 gb:AK016098.1 /DB_XREF=gi:12854705 /FEA=mRNA /CNT=1 /TID=Mm.159510.1 /TIER=ConsEnd /STK=0 /UG=Mm.159510 /LL=75367 /UG_GENE=493055
MOE430_2_1433787_at 0.2 4.6 A A 0.98 0.6 4.6 NC 0.22 gb:AI841091 /DB_XREF=gi:5475304 /DB_XREF=UI-M-AH0-acz-c-01-0-UI.s1 /CLONE=UI-M-AH0-acz-c-01-0-UI /FEA=EST /CNT=65 /TID=Mm.41712.1 /
MOE430_2_1435513_at 0.7 6.1 A M 0.72 0.06 4.6 NC 0.11 gb:BQ174268 /DB_XREF=gi:20349759 /DB_XREF=UI-M-DJ2-bvx-h-07-0-UI.s1 /CLONE=UI-M-DJ2-bvx-h-07-0-UI /FEA=EST /CNT=17 /TID=Mm.119143
MOE430_2_1435994_at 2.5 21.7 A P 0.6 0.03 4.6 MI 0.002032 gb:BM120185 /DB_XREF=gi:17088211 /DB_XREF=L0936B08-3 /CLONE=L0936B08 /FEA=EST /CNT=14 /TID=Mm.44647.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1437403_at 1.1 30.7 A P 0.87 0.04 4.6 I 0.00002 gb:BB308071 /DB_XREF=gi:15411378 /DB_XREF=BB308071 /CLONE=B230218A19 /FEA=EST /CNT=29 /TID=Mm.101115.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437826_at 0.2 7.6 A A 0.99 0.39 4.6 NC 0.05 gb:AW541906 /DB_XREF=gi:7184323 /DB_XREF=C0151B07-3 /CLONE=C0151B07 /FEA=EST /CNT=14 /TID=Mm.102679.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1439956_at 0.4 9.1 A A 0.88 0.08 4.6 NC 0.003041 gb:BE692425 /DB_XREF=gi:10080049 /DB_XREF=uw11g10.x1 /CLONE=IMAGE:3416418 /FEA=EST /CNT=7 /TID=Mm.123404.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1444813_at 0.6 7.7 A A 0.86 0.3 4.6 NC 0.03 gb:BB521324 /DB_XREF=gi:16443496 /DB_XREF=BB521324 /CLONE=D830050G04 /FEA=EST /CNT=3 /TID=Mm.211147.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445171_at 0.3 9.8 A A 0.66 0.33 4.6 NC 0.01 gb:BB182467 /DB_XREF=gi:8841550 /DB_XREF=BB182467 /CLONE=A230098K10 /FEA=EST /CNT=3 /TID=Mm.121577.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1452412_at 0.1 5.6 A A 0.94 0.12 4.6 NC 0.01 gb:BB283726 /DB_XREF=gi:8984175 /DB_XREF=BB283726 /CLONE=A930103C21 /FEA=mRNA /CNT=26 /TID=Mm.6167.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1455161_at 0.5 13 A A 0.66 0.14 4.6 NC 0.01 gb:BB202185 /DB_XREF=gi:15409753 /DB_XREF=BB202185 /CLONE=A430045A14 /FEA=EST /CNT=39 /TID=Mm.30640.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1457317_at 0.3 10.2 A P 0.87 0.02 4.6 NC 0.07 gb:BB306699 /DB_XREF=gi:16402233 /DB_XREF=BB306699 /CLONE=B230209D03 /FEA=EST /CNT=7 /TID=Mm.131878.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1458574_at 1.4 27.4 A P 0.46 0.01 4.6 NC 0.06 gb:BB152070 /DB_XREF=gi:16267988 /DB_XREF=BB152070 /CLONE=A130003L05 /FEA=EST /CNT=4 /TID=Mm.207587.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460503_at 0.3 6.7 A A 0.9 0.24 4.6 NC 0.04 gb:AI549911 /DB_XREF=gi:4482274 /DB_XREF=vw99c06.x1 /CLONE=IMAGE:1263082 /FEA=mRNA /CNT=4 /TID=Mm.158308.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1420790_x_ 0.2 4.8 A A 0.85 0.29 4.5 NC 0.07 gb:NM_013794.3 /DB_XREF=gi:9256548 /GEN=Klra16 /FEA=FLmRNA /CNT=4 /TID=Mm.103658.1 /TIER=FL /STK=3 /UG=Mm.103658 /LL=27424 /DEF=Mu
MOE430_2_1422084_at 0.6 25 A P 0.91 0.04 4.5 NC 0.01 gb:AF012104.1 /DB_XREF=gi:2293557 /GEN=bmx /FEA=FLmRNA /CNT=12 /TID=Mm.504.1 /TIER=FL /STK=1 /UG=Mm.504 /LL=12169 /DEF=Mus musculu
MOE430_2_1422865_at 0.5 25.8 A P 0.69 0.001953 4.5 I 0.000078 gb:BI696226 /DB_XREF=gi:15658855 /DB_XREF=603345882F1 /CLONE=IMAGE:5373284 /FEA=FLmRNA /CNT=40 /TID=Mm.4081.1 /TIER=ConsEnd /STK=
MOE430_2_1425447_at 0.3 9.1 A A 0.96 0.56 4.5 NC 0.42 gb:BC018400.1 /DB_XREF=gi:17390945 /FEA=FLmRNA /CNT=3 /TID=Mm.157322.1 /TIER=FL /STK=2 /UG=Mm.157322 /DEF=Mus musculus, Similar to dic
MOE430_2_1429511_at 0.3 6.8 A A 0.78 0.27 4.5 NC 0.06 gb:AK016614.1 /DB_XREF=gi:12855445 /FEA=mRNA /CNT=21 /TID=Mm.85792.1 /TIER=Stack /STK=17 /UG=Mm.85792 /LL=74437 /UG_GENE=4933402E1
MOE430_2_1435145_at 0.2 1.8 A A 0.9 0.69 4.5 NC 0.08 gb:BB333733 /DB_XREF=gi:16404020 /DB_XREF=BB333733 /CLONE=B830015A07 /FEA=EST /CNT=61 /TID=Mm.129786.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1438779_at 0.4 6.5 A A 0.98 0.39 4.5 NC 0.01 gb:AV366831 /DB_XREF=gi:16397686 /DB_XREF=AV366831 /CLONE=8430425B13 /FEA=EST /CNT=11 /TID=Mm.113295.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1440002_at 0.7 15.8 A A 0.98 0.36 4.5 NC 0.02 gb:AV324285 /DB_XREF=gi:15406249 /DB_XREF=AV324285 /CLONE=6230421I24 /FEA=EST /CNT=7 /TID=Mm.87129.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1441294_at 0.3 5.7 A A 0.93 0.3 4.5 NC 0.01 gb:AU043657 /DB_XREF=gi:3979132 /DB_XREF=AU043657 /CLONE=J0908C04 /FEA=EST /CNT=5 /TID=Mm.17744.1 /TIER=ConsEnd /STK=4 /UG=Mm.17
MOE430_2_1443337_at 0.2 4 A A 0.96 0.36 4.5 NC 0.01 gb:BB531021 /DB_XREF=gi:16445851 /DB_XREF=BB531021 /CLONE=E030012P20 /FEA=EST /CNT=3 /TID=Mm.136625.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443956_at 0.2 9.1 A A 0.96 0.24 4.5 NC 0.04 gb:BB316235 /DB_XREF=gi:16403085 /DB_XREF=BB316235 /CLONE=B230363H04 /FEA=EST /CNT=7 /TID=Mm.125660.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447589_at 0.2 9 A A 0.96 0.14 4.5 I 0.000774 gb:BE979744 /DB_XREF=gi:10646966 /DB_XREF=UI-M-BG2-bbv-h-03-0-UI.s1 /CLONE=UI-M-BG2-bbv-h-03-0-UI /FEA=EST /CNT=2 /TID=Mm.48686.1
MOE430_2_1449469_at 0.4 8.6 A A 0.94 0.17 4.5 NC 0.01 gb:BB706784 /DB_XREF=gi:16055619 /DB_XREF=BB706784 /CLONE=7420493E11 /FEA=FLmRNA /CNT=27 /TID=Mm.202751.1 /TIER=Stack /STK=9 /UG
MOE430_2_1451342_at 1.2 10.4 A A 0.72 0.14 4.5 NC 0.08 gb:BC020531.1 /DB_XREF=gi:18088207 /FEA=FLmRNA /CNT=82 /TID=Mm.37938.1 /TIER=FL+Stack /STK=33 /UG=Mm.37938 /DEF=Mus musculus, Simila
MOE430_2_1455150_at 0.2 7.8 A A 0.85 0.24 4.5 NC 0.02 gb:BB038506 /DB_XREF=gi:16258493 /DB_XREF=BB038506 /CLONE=5930438H13 /FEA=EST /CNT=24 /TID=Mm.132150.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1456440_s_ 0.2 5.6 A A 0.99 0.43 4.5 NC 0.02 gb:AV375081 /DB_XREF=gi:15412275 /DB_XREF=AV375081 /CLONE=9130020J17 /FEA=EST /CNT=19 /TID=Mm.24267.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456459_x_ 0.8 13.5 A A 0.69 0.3 4.5 NC 0.06 gb:BM242417 /DB_XREF=gi:17877687 /DB_XREF=K0631G10-3 /CLONE=K0631G10 /FEA=EST /CNT=10 /TID=Mm.3012.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456720_at 0.3 11.7 A A 0.94 0.17 4.5 NC 0.02 gb:BB698189 /DB_XREF=gi:16047013 /DB_XREF=BB698189 /CLONE=7120498A21 /FEA=EST /CNT=8 /TID=Mm.209918.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1457947_at 0.7 12.9 A A 0.96 0.3 4.5 I 0.00006 gb:BB727946 /DB_XREF=gi:16111221 /DB_XREF=BB727946 /CLONE=E860030M02 /FEA=EST /CNT=4 /TID=Mm.211791.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460305_at 1.7 24.8 A A 0.69 0.12 4.5 NC 0.01 gb:NM_013565.1 /DB_XREF=gi:7305188 /GEN=Itga3 /FEA=FLmRNA /CNT=35 /TID=Mm.57035.1 /TIER=FL /STK=1 /UG=Mm.57035 /LL=16400 /DEF=Mus m
MOE430_2_1420941_at 0.4 13.6 A A 0.82 0.21 4.4 NC 0.05 gb:AK004165.1 /DB_XREF=gi:12835246 /GEN=Rgs5 /FEA=FLmRNA /CNT=77 /TID=Mm.20954.1 /TIER=Stack /STK=36 /UG=Mm.20954 /LL=19737 /UG_TIT
MOE430_2_1425973_at 0.7 10.2 A A 0.82 0.14 4.4 NC 0.007788 gb:L77884.1 /DB_XREF=gi:17467265 /GEN=Lyst /FEA=FLmRNA /CNT=1 /TID=Mm.1423.2 /TIER=FL /STK=1 /UG=Mm.1423 /LL=17101 /UG_TITLE=lysoso
MOE430_2_1426598_at 0.2 5.2 A A 0.71 0.21 4.4 NC 0.07 gb:BB742957 /DB_XREF=gi:16145962 /DB_XREF=BB742957 /CLONE=F520010C19 /FEA=FLmRNA /CNT=33 /TID=Mm.20477.2 /TIER=Stack /STK=11 /UG
MOE430_2_1433072_at 0.9 6.8 A A 0.82 0.33 4.4 NC 0.09 gb:AK016911.1 /DB_XREF=gi:12855894 /FEA=mRNA /CNT=1 /TID=Mm.158575.1 /TIER=ConsEnd /STK=0 /UG=Mm.158575 /LL=71127 /UG_GENE=493342
MOE430_2_1440812_at 0.3 6.2 A A 0.75 0.19 4.4 NC 0.15 gb:BB178995 /DB_XREF=gi:8838078 /DB_XREF=BB178995 /CLONE=A230076P07 /FEA=EST /CNT=5 /TID=Mm.126167.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1443723_at 0.5 7.7 A A 0.91 0.33 4.4 NC 0.13 gb:BE995087 /DB_XREF=gi:10678978 /DB_XREF=UI-M-CG0p-bil-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bil-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.153103.
MOE430_2_1444394_at 1.3 18.5 A A 0.8 0.17 4.4 NC 0.009292 gb:BB187759 /DB_XREF=gi:16270579 /DB_XREF=BB187759 /CLONE=A330044D13 /FEA=EST /CNT=4 /TID=Mm.209117.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444872_at 0.6 14.8 A A 0.75 0.09 4.4 I 0.000865 gb:BG069359 /DB_XREF=gi:12552016 /DB_XREF=H3076E03-3 /CLONE=H3076E03 /FEA=EST /CNT=3 /TID=Mm.11498.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444926_at 0.3 3.5 A A 0.82 0.27 4.4 NC 0.09 gb:BG071941 /DB_XREF=gi:12554510 /DB_XREF=H3104H09-3 /CLONE=H3104H09 /FEA=EST /CNT=3 /TID=Mm.174043.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447988_at 0.6 12.7 A A 0.93 0.3 4.4 NC 0.02 gb:AW208869 /DB_XREF=gi:6514809 /DB_XREF=uo65a04.x1 /CLONE=IMAGE:2647374 /FEA=EST /CNT=2 /TID=Mm.140027.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1448058_s_ 1.1 9.1 A A 0.9 0.43 4.4 NC 0.03 gb:BB654880 /DB_XREF=gi:16488708 /DB_XREF=BB654880 /CLONE=D030073O17 /FEA=EST /CNT=8 /TID=Mm.5674.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1453897_at 0.3 7 A A 0.96 0.32 4.4 NC 0.003041 gb:BB356354 /DB_XREF=gi:9068182 /DB_XREF=BB356354 /CLONE=C030014A21 /FEA=mRNA /CNT=3 /TID=Mm.126414.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1455358_at 0.7 9.8 A A 0.97 0.6 4.4 NC 0.01 gb:BQ176713 /DB_XREF=gi:20352205 /DB_XREF=UI-M-DJ2-bvz-b-11-0-UI.s1 /CLONE=UI-M-DJ2-bvz-b-11-0-UI /FEA=EST /CNT=18 /TID=Mm.39551.
MOE430_2_1456863_at 0.2 4.1 A A 0.99 0.53 4.4 NC 0.01 gb:AI385584 /DB_XREF=gi:4199047 /DB_XREF=mb18d08.x1 /CLONE=IMAGE:329775 /FEA=EST /CNT=7 /TID=Mm.200233.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1457971_at 0.1 3.3 A A 0.87 0.56 4.4 NC 0.48 gb:BM877552 /DB_XREF=gi:19245218 /DB_XREF=if89a04.x1 /CLONE=IMAGE: /FEA=EST /CNT=4 /TID=Mm.194410.1 /TIER=ConsEnd /STK=3 /UG=Mm.19
MOE430_2_1421199_at 0.7 13.6 A P 0.66 0.03 4.3 NC 0.03 gb:NM_011807.1 /DB_XREF=gi:18702314 /GEN=Dlgh2 /FEA=FLmRNA /CNT=23 /TID=Mm.74640.1 /TIER=FL /STK=2 /UG=Mm.74640 /LL=23859 /DEF=Mus
MOE430_2_1422520_at 0.2 5.5 A A 0.96 0.21 4.3 NC 0.02 gb:NM_008691.1 /DB_XREF=gi:6679047 /GEN=Nfm /FEA=FLmRNA /CNT=111 /TID=Mm.142140.1 /TIER=FL+Stack /STK=54 /UG=Mm.142140 /LL=18040 /
MOE430_2_1427141_at 0.2 11.6 A P 0.66 0.02 4.3 I 0.000774 gb:BC002320.1 /DB_XREF=gi:12805672 /FEA=mRNA /CNT=18 /TID=Mm.6642.1 /TIER=Stack /STK=14 /UG=Mm.6642 /UG_TITLE=Mus musculus, Similar to
MOE430_2_1427615_at 0.2 8.6 A P 0.99 0.04 4.3 NC 0.004481 gb:X53177.1 /DB_XREF=gi:51270 /FEA=mRNA /CNT=3 /TID=Mm.1346.2 /TIER=ConsEnd /STK=1 /UG=Mm.1346 /LL=16401 /UG_GENE=Itga4 /UG_TITLE=i
MOE430_2_1430590_at 1 20.7 A A 0.75 0.12 4.3 NC 0.03 gb:BG228878 /DB_XREF=gi:12716382 /DB_XREF=ux62h12.x1 /CLONE=IMAGE:3515014 /FEA=mRNA /CNT=11 /TID=Mm.135688.1 /TIER=ConsEnd /STK=1
MOE430_2_1432982_at 0.5 10.4 A A 0.75 0.21 4.3 NC 0.15 gb:AK015477.1 /DB_XREF=gi:12853837 /FEA=mRNA /CNT=1 /TID=Mm.159353.1 /TIER=ConsEnd /STK=0 /UG=Mm.159353 /LL=74887 /UG_GENE=493045
MOE430_2_1433933_s_ 0.5 9.8 A A 0.79 0.12 4.3 NC 0.05 gb:BB553107 /DB_XREF=gi:16448249 /DB_XREF=BB553107 /CLONE=E330004F04 /FEA=EST /CNT=69 /TID=Mm.27178.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1435316_at 0.2 10.5 A A 0.96 0.17 4.3 NC 0.01 gb:AA189256 /DB_XREF=gi:1776856 /DB_XREF=mu52h11.r1 /CLONE=IMAGE:643077 /FEA=EST /CNT=18 /TID=Mm.30210.2 /TIER=Stack /STK=18 /UG=M
MOE430_2_1436872_at 1.1 24.7 A P 0.66 0.04 4.3 I 0.000492 gb:BB787809 /DB_XREF=gi:16956305 /DB_XREF=BB787809 /CLONE=G430119I08 /FEA=EST /CNT=43 /TID=Mm.27836.5 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1438496_a_ 1.1 14.2 A A 0.96 0.24 4.3 NC 0.08 gb:BM239943 /DB_XREF=gi:17875213 /DB_XREF=K0542H03-3 /CLONE=K0542H03 /FEA=EST /CNT=12 /TID=Mm.32498.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1441197_at 0.4 7.4 A A 0.98 0.3 4.3 MI 0.00249 gb:AW494454 /DB_XREF=gi:7064735 /DB_XREF=UI-M-BH3-aum-e-08-0-UI.s1 /CLONE=UI-M-BH3-aum-e-08-0-UI /FEA=EST /CNT=5 /TID=Mm.102303
MOE430_2_1441313_x_ 0.3 6.9 A A 0.72 0.27 4.3 NC 0.13 gb:BB104635 /DB_XREF=gi:8757203 /DB_XREF=BB104635 /CLONE=9430092F09 /FEA=EST /CNT=5 /TID=Mm.70551.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442037_at 1 12.8 A A 0.87 0.11 4.3 I 0.001336 gb:AW489209 /DB_XREF=gi:7059479 /DB_XREF=UI-M-BH3-ask-d-04-0-UI.s1 /CLONE=UI-M-BH3-ask-d-04-0-UI /FEA=EST /CNT=8 /TID=Mm.103461.1
MOE430_2_1445822_at 0.5 13.5 A A 0.99 0.39 4.3 NC 0.05 gb:C87473 /DB_XREF=gi:2919430 /DB_XREF=C87473 /CLONE=J0246D08 /FEA=EST /CNT=3 /TID=Mm.25487.1 /TIER=ConsEnd /STK=2 /UG=Mm.25487 /
MOE430_2_1446064_at 0.3 8.7 A A 0.88 0.17 4.3 NC 0.02 gb:BG068831 /DB_XREF=gi:12551400 /DB_XREF=H3069G08-3 /CLONE=H3069G08 /FEA=EST /CNT=2 /TID=Mm.173679.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446285_at 1.5 13.1 A A 0.5 0.19 4.3 NC 0.23 gb:AW557881 /DB_XREF=gi:7203310 /DB_XREF=L0287G12-3 /CLONE=L0287G12 /FEA=EST /CNT=2 /TID=Mm.103260.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1454103_at 0.4 8.2 A A 0.85 0.19 4.3 NC 0.02 gb:AK013574.1 /DB_XREF=gi:12850989 /FEA=mRNA /CNT=1 /TID=Mm.158901.1 /TIER=ConsEnd /STK=0 /UG=Mm.158901 /LL=72882 /UG_GENE=290002
MOE430_2_1459620_at 0.4 8 A M 0.9 0.05 4.3 NC 0.005409 gb:AW547563 /DB_XREF=gi:7192978 /DB_XREF=L0023H09-3 /CLONE=L0023H09 /FEA=EST /CNT=2 /TID=Mm.102836.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460490_at 0.3 5.5 A A 0.85 0.33 4.3 NC 0.03 gb:AV306676 /DB_XREF=gi:6339190 /DB_XREF=AV306676 /CLONE=5730543M03 /FEA=mRNA /CNT=5 /TID=Mm.29904.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1415861_at 0.7 10.7 A P 0.85 0.008057 4.2 MI 0.00249 gb:NM_031202.1 /DB_XREF=gi:13654240 /GEN=Tyrp1 /FEA=FLmRNA /CNT=242 /TID=Mm.30438.1 /TIER=FL+Stack /STK=194 /UG=Mm.30438 /LL=22178
MOE430_2_1419420_at 0.5 4.4 A A 0.96 0.21 4.2 NC 0.02 gb:AB028840.1 /DB_XREF=gi:6691442 /GEN=ST6GalNAc V /FEA=FLmRNA /CNT=31 /TID=Mm.40915.1 /TIER=FL+Stack /STK=10 /UG=Mm.40915 /LL=26
MOE430_2_1421494_at 0.2 6.1 A A 0.96 0.08 4.2 I 0.000692 gb:NM_026807.1 /DB_XREF=gi:13386163 /GEN=1110033F04Rik /FEA=FLmRNA /CNT=5 /TID=Mm.37812.1 /TIER=FL /STK=2 /UG=Mm.37812 /LL=68673 /D
MOE430_2_1421576_at 0.7 9.7 A A 0.75 0.08 4.2 NC 0.004481 gb:NM_026262.1 /DB_XREF=gi:13385771 /GEN=4930524B15Rik /FEA=FLmRNA /CNT=9 /TID=Mm.78654.1 /TIER=FL /STK=2 /UG=Mm.78654 /LL=67592 /
MOE430_2_1427767_a_ 0.1 3.4 A A 0.9 0.66 4.2 NC 0.18 gb:X72693.1 /DB_XREF=gi:311629 /GEN=cftr11MT-1 /FEA=mRNA /CNT=1 /TID=Mm.15621.2 /TIER=ConsEnd /STK=0 /UG=Mm.15621 /LL=12638 /DEF=M



MOE430_2_1429890_at 0.9 21.7 A A 0.97 0.21 4.2 I 0.000273 gb:BE133797 /DB_XREF=gi:8596229 /DB_XREF=ug11c05.x1 /CLONE=IMAGE:1531304 /FEA=mRNA /CNT=17 /TID=Mm.105331.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1430456_at 0.3 5.5 A A 0.63 0.56 4.2 NC 0.04 gb:BE630867 /DB_XREF=gi:9913555 /DB_XREF=uu50a12.x1 /CLONE=IMAGE:3375358 /FEA=mRNA /CNT=4 /TID=Mm.138794.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1430600_at 3.8 84.8 A P 0.6 0.000244 4.2 I 0.00006 gb:AK013666.1 /DB_XREF=gi:12851115 /FEA=mRNA /CNT=13 /TID=Mm.41614.1 /TIER=ConsEnd /STK=1 /UG=Mm.41614 /LL=67272 /UG_GENE=2900052
MOE430_2_1431309_at 0.3 5.2 A A 0.93 0.39 4.2 NC 0.06 gb:AK014686.1 /DB_XREF=gi:12852689 /FEA=mRNA /CNT=6 /TID=Mm.42006.1 /TIER=ConsEnd /STK=0 /UG=Mm.42006 /LL=74605 /UG_GENE=4833412E
MOE430_2_1431556_at 0.3 5.6 A P 0.9 0.03 4.2 NC 0.009292 gb:AK015326.1 /DB_XREF=gi:12853622 /FEA=mRNA /CNT=2 /TID=Mm.186839.1 /TIER=ConsEnd /STK=1 /UG=Mm.186839 /LL=74651 /UG_GENE=493043
MOE430_2_1431642_at 0.2 3.9 A A 0.85 0.21 4.2 NC 0.06 gb:AV122850 /DB_XREF=gi:5308580 /DB_XREF=AV122850 /CLONE=2610529D04 /FEA=mRNA /CNT=2 /TID=Mm.64751.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432335_at 0.2 9 A A 0.53 0.08 4.2 NC 0.004925 gb:AK016096.1 /DB_XREF=gi:12854703 /FEA=mRNA /CNT=1 /TID=Mm.159480.1 /TIER=ConsEnd /STK=0 /UG=Mm.159480 /LL=75263 /UG_GENE=493055
MOE430_2_1432467_at 1.4 13.5 A A 0.72 0.19 4.2 NC 0.01 gb:AK008865.1 /DB_XREF=gi:12843315 /FEA=mRNA /CNT=1 /TID=Mm.41036.1 /TIER=ConsEnd /STK=0 /UG=Mm.41036 /LL=70144 /UG_GENE=2210409B
MOE430_2_1433010_at 1 16.2 A A 0.97 0.09 4.2 NC 0.02 gb:AK017428.1 /DB_XREF=gi:12856659 /FEA=mRNA /CNT=1 /TID=Mm.158695.1 /TIER=ConsEnd /STK=0 /UG=Mm.158695 /LL=71420 /UG_GENE=553040
MOE430_2_1433573_x_ 1.3 19.1 A A 0.82 0.33 4.2 NC 0.06 gb:BI713841 /DB_XREF=gi:15689536 /DB_XREF=ic85g09.x1 /CLONE=IMAGE:5660728 /FEA=EST /CNT=427 /TID=Mm.14410.3 /TIER=Stack /STK=89 /UG=
MOE430_2_1433837_at 4.6 117.6 A A 0.69 0.11 4.2 I 0.000692 gb:AV365503 /DB_XREF=gi:16397643 /DB_XREF=AV365503 /CLONE=8430408G22 /FEA=EST /CNT=116 /TID=Mm.38231.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1435146_s_ 0.2 3.8 A A 0.96 0.56 4.2 NC 0.16 gb:BB333386 /DB_XREF=gi:16403995 /DB_XREF=BB333386 /CLONE=B830010O15 /FEA=EST /CNT=61 /TID=Mm.129786.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1437018_at 0.4 5.5 A A 0.91 0.33 4.2 NC 0.01 gb:BG072348 /DB_XREF=gi:12554917 /DB_XREF=H3109E05-3 /CLONE=H3109E05 /FEA=EST /CNT=40 /TID=Mm.40008.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437231_at 0.4 7.6 A A 0.63 0.19 4.2 NC 0.27 gb:AV246497 /DB_XREF=gi:16387108 /DB_XREF=AV246497 /CLONE=4832410J21 /FEA=EST /CNT=22 /TID=Mm.49728.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1439228_at 1.2 20 A A 0.85 0.08 4.2 I 0.001336 gb:AV346852 /DB_XREF=gi:15406631 /DB_XREF=AV346852 /CLONE=6430585N13 /FEA=EST /CNT=9 /TID=Mm.133486.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1440158_x_ 1 11.8 A P 0.27 0.00415 4.2 NC 0.009292 gb:BB209663 /DB_XREF=gi:8874616 /DB_XREF=BB209663 /CLONE=A430093K04 /FEA=EST /CNT=6 /TID=Mm.123037.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440786_x_ 0.3 5 A M 0.96 0.05 4.2 I 0.000966 gb:BB377927 /DB_XREF=gi:9090787 /DB_XREF=BB377927 /CLONE=C130091H20 /FEA=EST /CNT=5 /TID=Mm.153248.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441330_at 0.3 6.2 A A 0.98 0.46 4.2 NC 0.08 gb:BG295465 /DB_XREF=gi:13057127 /DB_XREF=602392781F1 /CLONE=IMAGE:4504244 /FEA=EST /CNT=6 /TID=Mm.101073.1 /TIER=ConsEnd /STK=4 
MOE430_2_1441899_x_ 2.5 33.1 A A 0.6 0.09 4.2 NC 0.008511 gb:BB335613 /DB_XREF=gi:9044376 /DB_XREF=BB335613 /CLONE=B830040E03 /FEA=EST /CNT=4 /TID=Mm.142169.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442092_at 1.1 15.3 A A 0.95 0.06 4.2 NC 0.03 gb:BG063268 /DB_XREF=gi:12545831 /DB_XREF=H3005A11-3 /CLONE=H3005A11 /FEA=EST /CNT=6 /TID=Mm.88713.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442391_at 0.5 12.9 A A 0.78 0.17 4.2 NC 0.02 gb:AV260727 /DB_XREF=gi:16388815 /DB_XREF=AV260727 /CLONE=4930415B03 /FEA=EST /CNT=5 /TID=Mm.179055.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442622_at 0.6 13.5 A A 0.98 0.12 4.2 NC 0.00712 gb:BB165231 /DB_XREF=gi:16268879 /DB_XREF=BB165231 /CLONE=A130082A04 /FEA=EST /CNT=4 /TID=Mm.218768.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1445371_at 1 11.2 A A 0.69 0.11 4.2 I 0.001486 gb:BB497994 /DB_XREF=gi:16442018 /DB_XREF=BB497994 /CLONE=D630011J05 /FEA=EST /CNT=3 /TID=Mm.135539.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445603_at 0.8 11.4 A P 0.87 0.01 4.2 I 0.00002 gb:AW125090 /DB_XREF=gi:6100620 /DB_XREF=UI-M-BH2.1-apx-f-08-0-UI.s1 /CLONE=UI-M-BH2.1-apx-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.15099
MOE430_2_1446024_at 0.3 5.3 A A 0.99 0.3 4.2 I 0.000692 gb:BG067967 /DB_XREF=gi:12550536 /DB_XREF=H3060C04-3 /CLONE=H3060C04 /FEA=EST /CNT=2 /TID=Mm.173105.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446649_at 0.4 5.1 A A 0.98 0.12 4.2 I 0.000692 gb:BB211194 /DB_XREF=gi:16352639 /DB_XREF=BB211194 /CLONE=A430103M24 /FEA=EST /CNT=2 /TID=Mm.207987.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446882_at 0.8 14.6 A A 0.99 0.09 4.2 I 0.000078 gb:AW546720 /DB_XREF=gi:7192130 /DB_XREF=L0012B05-3 /CLONE=L0012B05 /FEA=EST /CNT=2 /TID=Mm.102817.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447180_at 0.8 14.3 A A 0.88 0.19 4.2 I 0.000692 gb:BE984540 /DB_XREF=gi:10656871 /DB_XREF=UI-M-CG0p-bgf-g-02-0-UI.s1 /CLONE=UI-M-CG0p-bgf-g-02-0-UI /FEA=EST /CNT=2 /TID=Mm.15149
MOE430_2_1449775_x_ 0.4 14.3 A A 0.56 0.08 4.2 NC 0.14 gb:AV144937 /DB_XREF=gi:5349070 /DB_XREF=AV144937 /CLONE=2810440C15 /FEA=EST /CNT=1 /TID=Mm.178062.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1457023_at 0.6 11.5 A A 0.85 0.14 4.2 NC 0.02 gb:BB352962 /DB_XREF=gi:9064790 /DB_XREF=BB352962 /CLONE=B930091N15 /FEA=EST /CNT=6 /TID=Mm.133633.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457656_s_ 0.2 3.1 A A 0.79 0.66 4.2 NC 0.2 gb:BB235011 /DB_XREF=gi:8914788 /DB_XREF=BB235011 /CLONE=A630052G08 /FEA=EST /CNT=4 /TID=Mm.131344.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457892_at 0.7 11.5 A A 0.75 0.24 4.2 NC 0.49 gb:BE952660 /DB_XREF=gi:10593273 /DB_XREF=UI-M-BH4-azi-a-09-0-UI.s1 /CLONE=UI-M-BH4-azi-a-09-0-UI /FEA=EST /CNT=4 /TID=Mm.71047.1 /
MOE430_2_1458036_at 0.9 17.1 A P 0.85 0.01 4.2 I 0.000389 gb:BG071004 /DB_XREF=gi:12553573 /DB_XREF=H3093F07-3 /CLONE=H3093F07 /FEA=EST /CNT=3 /TID=Mm.154830.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458258_at 0.2 5.4 A A 0.95 0.19 4.2 NC 0.004925 gb:AU043103 /DB_XREF=gi:3957338 /DB_XREF=AU043103 /CLONE=J1043H08 /FEA=EST /CNT=3 /TID=Mm.216136.1 /TIER=ConsEnd /STK=3 /UG=Mm.2
MOE430_2_1458402_at 0.3 9.1 A A 0.35 0.17 4.2 NC 0.75 gb:BE456535 /DB_XREF=gi:9477706 /DB_XREF=ut10c11.x1 /CLONE=IMAGE:3327476 /FEA=EST /CNT=9 /TID=Mm.31727.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1417812_a_ 1.4 27.8 A A 0.82 0.14 4.1 NC 0.003355 gb:NM_008484.1 /DB_XREF=gi:6678659 /GEN=Lamb3 /FEA=FLmRNA /CNT=58 /TID=Mm.4732.1 /TIER=FL+Stack /STK=36 /UG=Mm.4732 /LL=16780 /DEF
MOE430_2_1419306_at 1.1 18.6 A A 0.6 0.06 4.1 NC 0.02 gb:NM_025725.1 /DB_XREF=gi:13385185 /GEN=4921513E08Rik /FEA=FLmRNA /CNT=25 /TID=Mm.42368.1 /TIER=FL+Stack /STK=11 /UG=Mm.42368 /LL
MOE430_2_1419792_at 0.1 1.9 A A 0.99 0.66 4.1 NC 0.009292 gb:AI661196 /DB_XREF=gi:4764779 /DB_XREF=va05b01.x1 /CLONE=IMAGE:721993 /FEA=EST /CNT=3 /TID=Mm.38105.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1422837_at 0.4 9.3 A A 0.6 0.27 4.1 NC 0.02 gb:NM_022886.1 /DB_XREF=gi:12584977 /GEN=Scel /FEA=FLmRNA /CNT=23 /TID=Mm.852.1 /TIER=FL+Stack /STK=10 /UG=Mm.852 /LL=64929 /DEF=M
MOE430_2_1423010_at 1.2 21.2 A A 0.6 0.11 4.1 I 0.001336 gb:NM_015788.1 /DB_XREF=gi:7657535 /GEN=Sacs /FEA=FLmRNA /CNT=11 /TID=Mm.103675.1 /TIER=FL /STK=0 /UG=Mm.103675 /LL=50720 /DEF=Mu
MOE430_2_1423635_at 0.4 7 A P 0.93 0.03 4.1 NC 0.02 gb:AV239587 /DB_XREF=gi:6192094 /DB_XREF=AV239587 /CLONE=4732434O21 /FEA=FLmRNA /CNT=28 /TID=Mm.7486.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1426028_a_ 0.9 18.3 A P 0.66 0.03 4.1 I 0.001832 gb:AF086823.1 /DB_XREF=gi:3599506 /GEN=Crik-sk /FEA=FLmRNA /CNT=1 /TID=Mm.8321.3 /TIER=FL /STK=1 /UG=Mm.8321 /LL=12704 /DEF=Mus mu
MOE430_2_1427427_at 0.4 6.1 A A 0.87 0.27 4.1 NC 0.01 gb:AV238793 /DB_XREF=gi:6191303 /DB_XREF=AV238793 /CLONE=4732429F16 /FEA=mRNA /CNT=10 /TID=Mm.3441.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1427488_a_ 0.9 15.3 A P 0.6 0.01 4.1 NC 0.05 gb:BC026990.1 /DB_XREF=gi:20071952 /FEA=mRNA /CNT=9 /TID=Mm.12921.2 /TIER=ConsEnd /STK=0 /UG=Mm.12921 /LL=12211 /UG_GENE=Birc6 /UG
MOE430_2_1428680_at 0.8 8 A A 0.98 0.3 4.1 NC 0.01 gb:AK014670.1 /DB_XREF=gi:12852667 /FEA=mRNA /CNT=41 /TID=Mm.46764.1 /TIER=Stack /STK=26 /UG=Mm.46764 /LL=74596 /UG_GENE=4833409J1
MOE430_2_1432082_at 0.3 10.6 A M 0.94 0.05 4.1 I 0.000346 gb:AK016047.1 /DB_XREF=gi:12854633 /FEA=mRNA /CNT=1 /TID=Mm.159460.1 /TIER=ConsEnd /STK=0 /UG=Mm.159460 /LL=75201 /UG_GENE=493054
MOE430_2_1436386_x_ 0.2 3.4 A A 0.6 0.21 4.1 NC 0.31 gb:BG072059 /DB_XREF=gi:12554628 /DB_XREF=H3106C04-3 /CLONE=H3106C04 /FEA=EST /CNT=13 /TID=Mm.37397.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438288_x_ 1.8 18 A A 0.82 0.17 4.1 NC 0.004073 gb:BB766817 /DB_XREF=gi:16194225 /DB_XREF=BB766817 /CLONE=G370067N10 /FEA=EST /CNT=13 /TID=Mm.86556.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1440351_at 0.2 4.6 A A 0.94 0.3 4.1 NC 0.03 gb:BG064527 /DB_XREF=gi:12547090 /DB_XREF=H3020G07-3 /CLONE=H3020G07 /FEA=EST /CNT=8 /TID=Mm.102770.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440631_at 0.7 12.4 A A 0.69 0.19 4.1 NC 0.24 gb:BB233162 /DB_XREF=gi:16354580 /DB_XREF=BB233162 /CLONE=A630042F01 /FEA=EST /CNT=5 /TID=Mm.208985.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440970_at 1 13.8 A A 0.85 0.27 4.1 NC 0.004925 gb:BM218863 /DB_XREF=gi:17778513 /DB_XREF=C0916H07-3 /CLONE=C0916H07 /FEA=EST /CNT=9 /TID=Mm.82274.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441207_at 0.4 6.5 A A 0.97 0.39 4.1 NC 0.11 gb:BB129813 /DB_XREF=gi:15408322 /DB_XREF=BB129813 /CLONE=9630041N07 /FEA=EST /CNT=5 /TID=Mm.191846.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441410_at 1.2 15.4 A A 0.94 0.5 4.1 NC 0.05 gb:BG073480 /DB_XREF=gi:12556049 /DB_XREF=H3123A10-3 /CLONE=H3123A10 /FEA=EST /CNT=4 /TID=Mm.117073.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1443017_at 0.2 13.6 A P 0.75 0.01 4.1 I 0.000167 gb:BB235708 /DB_XREF=gi:15410404 /DB_XREF=BB235708 /CLONE=A630055H10 /FEA=EST /CNT=3 /TID=Mm.210381.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443102_at 0.5 9.9 A A 0.94 0.38 4.1 I 0.001832 gb:BB431420 /DB_XREF=gi:16424160 /DB_XREF=BB431420 /CLONE=C630038H19 /FEA=EST /CNT=3 /TID=Mm.209139.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443118_at 0.4 8.8 A A 0.97 0.27 4.1 NC 0.03 gb:AV376596 /DB_XREF=gi:16398081 /DB_XREF=AV376596 /CLONE=9130211K07 /FEA=EST /CNT=3 /TID=Mm.45319.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444392_at 1.6 24.8 A A 0.8 0.11 4.1 I 0.001077 gb:BB497102 /DB_XREF=gi:16441924 /DB_XREF=BB497102 /CLONE=D630006H09 /FEA=EST /CNT=4 /TID=Mm.169515.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445066_at 0.3 10.1 A A 0.9 0.16 4.1 NC 0.01 gb:BG069398 /DB_XREF=gi:12552055 /DB_XREF=H3076H07-3 /CLONE=H3076H07 /FEA=EST /CNT=3 /TID=Mm.103991.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446306_at 0.2 7.2 A P 0.75 0.03 4.1 NC 0.05 gb:BG068989 /DB_XREF=gi:12551558 /DB_XREF=H3071E05-3 /CLONE=H3071E05 /FEA=EST /CNT=2 /TID=Mm.173726.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446535_at 1.4 11.1 A M 0.6 0.05 4.1 NC 0.02 gb:BB442503 /DB_XREF=gi:16424815 /DB_XREF=BB442503 /CLONE=D030034B01 /FEA=EST /CNT=2 /TID=Mm.209178.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448022_at 0.2 7.3 A A 0.93 0.14 4.1 NC 0.05 gb:BG963792 /DB_XREF=gi:14351429 /DB_XREF=602831441F1 /CLONE=IMAGE:4985770 /FEA=EST /CNT=11 /TID=Mm.24810.1 /TIER=ConsEnd /STK=0 
MOE430_2_1448730_at 1.3 23.8 A A 0.78 0.21 4.1 NC 0.004073 gb:NM_007753.1 /DB_XREF=gi:6680998 /GEN=Cpa3 /FEA=FLmRNA /CNT=62 /TID=Mm.1135.1 /TIER=FL+Stack /STK=44 /UG=Mm.1135 /LL=12873 /DEF=
MOE430_2_1452482_at 0.8 9 A A 0.98 0.53 4.1 NC 0.02 gb:BI251855 /DB_XREF=gi:14801738 /DB_XREF=602995319F1 /CLONE=IMAGE:5150981 /FEA=mRNA /CNT=4 /TID=Mm.57112.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1453657_at 0.5 9.3 A A 0.9 0.27 4.1 NC 0.005933 gb:AK010044.1 /DB_XREF=gi:12845214 /FEA=mRNA /CNT=5 /TID=Mm.162554.1 /TIER=ConsEnd /STK=1 /UG=Mm.162554 /LL=74184 /UG_GENE=231006
MOE430_2_1454333_at 1.2 11.1 A P 0.33 0.01 4.1 NC 0.09 gb:BB541886 /DB_XREF=gi:9613109 /DB_XREF=BB541886 /CLONE=E130116M23 /FEA=mRNA /CNT=2 /TID=Mm.160263.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454385_at 0.3 9.5 A A 0.88 0.46 4.1 NC 0.08 gb:AK006097.1 /DB_XREF=gi:12839018 /FEA=mRNA /CNT=2 /TID=Mm.158991.1 /TIER=ConsEnd /STK=0 /UG=Mm.158991 /LL=73330 /UG_GENE=170001
MOE430_2_1456501_at 0.7 12.6 A M 0.53 0.05 4.1 I 0.000078 gb:BB270728 /DB_XREF=gi:8967743 /DB_XREF=BB270728 /CLONE=A830049M17 /FEA=EST /CNT=14 /TID=Mm.29679.1 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1457183_at 0.7 12 A A 0.75 0.19 4.1 NC 0.07 gb:BB546734 /DB_XREF=gi:16447481 /DB_XREF=BB546734 /CLONE=E130314A22 /FEA=EST /CNT=5 /TID=Mm.40580.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457226_at 0.3 8.7 A A 0.56 0.24 4.1 NC 0.06 gb:AV229527 /DB_XREF=gi:16385652 /DB_XREF=AV229527 /CLONE=4631413B14 /FEA=EST /CNT=5 /TID=Mm.213333.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457725_at 1.6 20.2 A A 0.53 0.09 4.1 NC 0.26 gb:BB221406 /DB_XREF=gi:16353607 /DB_XREF=BB221406 /CLONE=A530066O14 /FEA=EST /CNT=8 /TID=Mm.23860.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458137_at 0.9 15.7 A A 0.88 0.36 4.1 NC 0.02 gb:AW539672 /DB_XREF=gi:7182089 /DB_XREF=C0122H09-3 /CLONE=C0122H09 /FEA=EST /CNT=3 /TID=Mm.196869.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458262_at 0.4 7 A A 0.88 0.21 4.1 NC 0.08 gb:BG069927 /DB_XREF=gi:12552496 /DB_XREF=H3081F06-3 /CLONE=H3081F06 /FEA=EST /CNT=3 /TID=Mm.26255.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458554_at 0.4 5.2 A A 0.82 0.19 4.1 NC 0.07 gb:BB081431 /DB_XREF=gi:16260653 /DB_XREF=BB081431 /CLONE=9330169B04 /FEA=EST /CNT=4 /TID=Mm.118133.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458808_at 0.2 5 A A 0.84 0.6 4.1 NC 0.5 gb:BG068777 /DB_XREF=gi:12551346 /DB_XREF=H3069B12-3 /CLONE=H3069B12 /FEA=EST /CNT=3 /TID=Mm.173664.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458910_at 1.7 25.8 A A 0.6 0.24 4.1 NC 0.12 gb:BB167439 /DB_XREF=gi:16269068 /DB_XREF=BB167439 /CLONE=A130093K11 /FEA=EST /CNT=3 /TID=Mm.210517.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459940_at 0.3 5.3 A A 0.9 0.27 4.1 NC 0.006503 gb:BB320205 /DB_XREF=gi:16403298 /DB_XREF=BB320205 /CLONE=B230384K14 /FEA=EST /CNT=2 /TID=Mm.213481.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460267_at 0.5 10.7 A A 0.98 0.6 4.1 NC 0.26 gb:AV157113 /DB_XREF=gi:5400748 /DB_XREF=AV157113 /CLONE=3002004E13 /FEA=EST /CNT=1 /TID=Mm.62785.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1416710_at 1.6 16.6 A A 0.85 0.27 4 NC 0.08 gb:NM_026239.1 /DB_XREF=gi:13385743 /GEN=9030603L14Rik /FEA=FLmRNA /CNT=102 /TID=Mm.41489.1 /TIER=FL+Stack /STK=73 /UG=Mm.41489 /LL
MOE430_2_1417051_at 0.2 7.1 A A 0.91 0.52 4 NC 0.02 gb:NM_021543.1 /DB_XREF=gi:10946979 /GEN=Pcdh8 /FEA=FLmRNA /CNT=67 /TID=Mm.103811.1 /TIER=FL+Stack /STK=59 /UG=Mm.103811 /LL=18530
MOE430_2_1418804_at 0.5 7.3 A A 0.75 0.36 4 NC 0.06 gb:NM_032400.1 /DB_XREF=gi:14161703 /GEN=Gpr91 /FEA=FLmRNA /CNT=26 /TID=Mm.125110.1 /TIER=FL+Stack /STK=18 /UG=Mm.125110 /LL=84112
MOE430_2_1418913_at 0.3 7.1 A A 0.99 0.08 4 MI 0.00225 gb:NM_022884.1 /DB_XREF=gi:12584973 /GEN=Bhmt2 /FEA=FLmRNA /CNT=50 /TID=Mm.29981.1 /TIER=FL+Stack /STK=16 /UG=Mm.29981 /LL=64918 /
MOE430_2_1419019_a_ 0.6 11.4 A A 0.96 0.3 4 I 0.001651 gb:U07423.1 /DB_XREF=gi:497158 /FEA=FLmRNA /CNT=20 /TID=Mm.1498.1 /TIER=FL+Stack /STK=15 /UG=Mm.1498 /LL=11643 /UG_GENE=Akap4 /DEF
MOE430_2_1419511_at 0.6 7.8 A A 0.97 0.56 4 NC 0.03 gb:AF178957.1 /DB_XREF=gi:16416650 /GEN=Msh4 /FEA=FLmRNA /CNT=19 /TID=Mm.11942.1 /TIER=FL+Stack /STK=9 /UG=Mm.11942 /LL=55993 /DEF
MOE430_2_1419772_at 0.3 3.3 A A 0.98 0.6 4 NC 0.008511 gb:AA185333 /DB_XREF=gi:1768998 /DB_XREF=mt88f07.r1 /CLONE=IMAGE:636997 /FEA=EST /CNT=3 /TID=Mm.1818.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1420069_at 0.5 7.7 A A 0.79 0.39 4 NC 0.29 gb:AA545222 /DB_XREF=gi:2306296 /DB_XREF=vj93f11.r1 /CLONE=IMAGE:944685 /FEA=EST /CNT=1 /TID=Mm.4399.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1421187_at 0.3 7.2 A A 0.95 0.3 4 NC 0.002753 gb:U47035.1 /DB_XREF=gi:1237133 /FEA=FLmRNA /CNT=31 /TID=Mm.6272.1 /TIER=FL /STK=1 /UG=Mm.6272 /LL=12772 /UG_GENE=Cmkbr2 /DEF=Mus
MOE430_2_1421511_at 1.2 21.1 A A 0.9 0.33 4 I 0.000052 gb:NM_016780.1 /DB_XREF=gi:7949056 /GEN=Itgb3 /FEA=FLmRNA /CNT=6 /TID=Mm.8013.1 /TIER=FL /STK=2 /UG=Mm.8013 /LL=16416 /DEF=Mus mus
MOE430_2_1422256_at 1.8 21.3 A A 0.72 0.14 4 NC 0.01 gb:NM_009217.1 /DB_XREF=gi:6678038 /GEN=Smstr2 /FEA=FLmRNA /CNT=2 /TID=Mm.4375.1 /TIER=FL /STK=1 /UG=Mm.4375 /LL=20606 /DEF=Mus m
MOE430_2_1422724_at 0.5 9.2 A A 0.98 0.56 4 NC 0.02 gb:NM_008547.1 /DB_XREF=gi:6678785 /GEN=Mak /FEA=FLmRNA /CNT=58 /TID=Mm.8149.1 /TIER=FL+Stack /STK=16 /UG=Mm.8149 /LL=17152 /DEF=M
MOE430_2_1425839_at 1 10.9 A M 0.6 0.06 4 NC 0.02 gb:BC021345.1 /DB_XREF=gi:18203938 /FEA=FLmRNA /CNT=3 /TID=Mm.215262.1 /TIER=FL /STK=1 /UG=Mm.215262 /DEF=Mus musculus, Similar to RIK
MOE430_2_1426318_at 0.8 19.2 A P 0.8 0.03 4 NC 0.002753 gb:AF426025.1 /DB_XREF=gi:18034365 /GEN=Serpinb1b /FEA=FLmRNA /CNT=7 /TID=Mm.92685.1 /TIER=FL /STK=3 /UG=Mm.92685 /LL=76168 /DEF=M
MOE430_2_1427293_a_ 0.6 8.8 A A 0.8 0.09 4 NC 0.26 gb:AW556180 /DB_XREF=gi:7201609 /DB_XREF=L0264H04-3 /CLONE=L0264H04 /FEA=mRNA /CNT=46 /TID=Mm.37850.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1428157_at 0.3 7.8 A A 0.99 0.56 4 NC 0.13 gb:AV021455 /DB_XREF=gi:16356378 /DB_XREF=AV021455 /CLONE=1190023B04 /FEA=mRNA /CNT=110 /TID=Mm.41737.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1431014_at 0.6 11.3 A A 0.72 0.14 4 NC 0.01 gb:AK013061.1 /DB_XREF=gi:12850192 /GEN=Cecr2 /FEA=mRNA /CNT=31 /TID=Mm.31215.1 /TIER=ConsEnd /STK=0 /UG=Mm.31215 /LL=76549 /UG_TI
MOE430_2_1433361_at 0.3 4.4 A A 0.97 0.43 4 NC 0.003355 gb:AK015915.1 /DB_XREF=gi:12854439 /FEA=mRNA /CNT=1 /TID=Mm.78924.1 /TIER=ConsEnd /STK=0 /UG=Mm.78924 /LL=75167 /UG_GENE=4930527F
MOE430_2_1437899_at 0.7 12.1 A A 0.88 0.33 4 NC 0.24 gb:AV234966 /DB_XREF=gi:16386170 /DB_XREF=AV234966 /CLONE=4732401I07 /FEA=EST /CNT=18 /TID=Mm.34185.1 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1440196_at 0.8 12.8 A A 0.9 0.46 4 NC 0.14 gb:BB207611 /DB_XREF=gi:8872564 /DB_XREF=BB207611 /CLONE=A430083F22 /FEA=EST /CNT=13 /TID=Mm.120410.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440730_at 0.3 3.8 A A 0.98 0.56 4 NC 0.02 gb:BB284266 /DB_XREF=gi:8984715 /DB_XREF=BB284266 /CLONE=A930105E14 /FEA=EST /CNT=5 /TID=Mm.132451.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441202_at 0.6 7.6 A A 0.99 0.6 4 NC 0.004925 gb:BB199857 /DB_XREF=gi:16271354 /DB_XREF=BB199857 /CLONE=A430017M09 /FEA=EST /CNT=5 /TID=Mm.185044.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1443038_at 0.5 12.3 A A 0.82 0.3 4 NC 0.003355 gb:BB222041 /DB_XREF=gi:16353674 /DB_XREF=BB222041 /CLONE=A530073D18 /FEA=EST /CNT=3 /TID=Mm.193924.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443253_at 2.2 23.6 A P 0.3 0.008057 4 NC 0.01 gb:BI076661 /DB_XREF=gi:14515318 /DB_XREF=L0067G07-3 /CLONE=L0067G07 /FEA=EST /CNT=3 /TID=Mm.197255.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443795_at 0.3 16.6 A A 0.72 0.09 4 NC 0.003355 gb:BB095965 /DB_XREF=gi:8740999 /DB_XREF=BB095965 /CLONE=9430053H12 /FEA=EST /CNT=3 /TID=Mm.137267.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444186_at 1.2 9.9 A A 0.36 0.19 4 NC 0.16 gb:BB519728 /DB_XREF=gi:16443357 /DB_XREF=BB519728 /CLONE=D830038A09 /FEA=EST /CNT=5 /TID=Mm.136107.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445337_at 1.5 23 A A 0.82 0.06 4 NC 0.005933 gb:BM218262 /DB_XREF=gi:17777718 /DB_XREF=C0908D12-3 /CLONE=C0908D12 /FEA=EST /CNT=3 /TID=Mm.217830.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445652_at 0.4 6 A A 0.91 0.27 4 NC 0.17 gb:BB750374 /DB_XREF=gi:16154610 /DB_XREF=BB750374 /CLONE=G130003E18 /FEA=EST /CNT=3 /TID=Mm.209199.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445669_at 1 16 A A 0.75 0.27 4 NC 0.11 gb:BB080456 /DB_XREF=gi:16260602 /DB_XREF=BB080456 /CLONE=9330162O16 /FEA=EST /CNT=3 /TID=Mm.161888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445799_at 0.9 9.7 A A 0.78 0.19 4 NC 0.21 gb:BB015879 /DB_XREF=gi:16257427 /DB_XREF=BB015879 /CLONE=4930556K22 /FEA=EST /CNT=3 /TID=Mm.207114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446549_at 0.5 7 A A 0.85 0.24 4 NC 0.18 gb:BB173234 /DB_XREF=gi:16269430 /DB_XREF=BB173234 /CLONE=A230044M22 /FEA=EST /CNT=2 /TID=Mm.42420.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447455_at 0.4 10.3 A A 0.56 0.09 4 NC 0.01 gb:AA408425 /DB_XREF=gi:2067810 /DB_XREF=EST02895 /CLONE=C0027F02 /FEA=EST /CNT=2 /TID=Mm.33417.1 /TIER=ConsEnd /STK=2 /UG=Mm.33
MOE430_2_1447655_x_ 0.7 15.5 A A 0.93 0.21 4 I 0.000492 gb:BB257593 /DB_XREF=gi:8950426 /DB_XREF=BB257593 /CLONE=A730080J01 /FEA=EST /CNT=2 /TID=Mm.129472.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1452513_a_ 2.1 25.7 A A 0.82 0.08 4 I 0.000492 gb:AF208119.1 /DB_XREF=gi:7576737 /FEA=mRNA /CNT=1 /TID=Mm.6536.2 /TIER=ConsEnd /STK=0 /UG=Mm.6536 /LL=14087 /UG_GENE=Fanca /UG_TI
MOE430_2_1452555_at 0.6 8.2 A A 0.88 0.19 4 NC 0.03 gb:AF037046.1 /DB_XREF=gi:4104624 /FEA=mRNA /CNT=2 /TID=Mm.143873.1 /TIER=ConsEnd /STK=0 /UG=Mm.143873 /UG_TITLE=Mus musculus strain
MOE430_2_1452950_at 1.4 6.4 A A 0.46 0.27 4 NC 0.5 gb:AK002682.1 /DB_XREF=gi:12832844 /FEA=mRNA /CNT=26 /TID=Mm.32460.1 /TIER=Stack /STK=18 /UG=Mm.32460 /LL=76894 /UG_GENE=0610027B0
MOE430_2_1453791_at 0.9 11.7 A A 0.75 0.21 4 NC 0.03 gb:BB648310 /DB_XREF=gi:16482566 /DB_XREF=BB648310 /CLONE=C130007N19 /FEA=mRNA /CNT=8 /TID=Mm.53761.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454137_s_ 0.7 12.2 A A 0.97 0.39 4 I 0.001651 gb:AK009636.1 /DB_XREF=gi:12844551 /FEA=mRNA /CNT=1 /TID=Mm.171314.2 /TIER=ConsEnd /STK=0 /UG=Mm.171314 /LL=69585 /UG_GENE=231003
MOE430_2_1456031_at 0.2 4.8 A A 0.93 0.43 4 NC 0.13 gb:AV047644 /DB_XREF=gi:4867309 /DB_XREF=AV047644 /CLONE=1700069J10 /FEA=EST /CNT=20 /TID=Mm.21840.4 /TIER=Stack /STK=19 /UG=Mm.2
MOE430_2_1458229_at 0.2 4 A A 0.9 0.3 4 NC 0.04 gb:BB366379 /DB_XREF=gi:16406430 /DB_XREF=BB366379 /CLONE=C130033H03 /FEA=EST /CNT=3 /TID=Mm.213321.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458421_at 1.2 7 A A 0.5 0.27 4 NC 0.15 gb:AW494964 /DB_XREF=gi:7065245 /DB_XREF=UI-M-BH3-auq-f-01-0-UI.s1 /CLONE=UI-M-BH3-auq-f-01-0-UI /FEA=EST /CNT=6 /TID=Mm.102395.1 
MOE430_2_1458581_at 0.5 9.9 A A 0.82 0.27 4 NC 0.26 gb:BG068064 /DB_XREF=gi:12550633 /DB_XREF=H3061D02-3 /CLONE=H3061D02 /FEA=EST /CNT=4 /TID=Mm.173478.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459616_at 1.5 18.4 A A 0.53 0.09 4 NC 0.04 gb:BF465796 /DB_XREF=gi:11534979 /DB_XREF=UI-M-CG0p-bqn-a-09-0-UI.s1 /CLONE=UI-M-CG0p-bqn-a-09-0-UI /FEA=EST /CNT=2 /TID=Mm.19204
MOE430_2_1460044_at 0.2 3.8 A A 0.8 0.21 4 NC 0.05 gb:BB389395 /DB_XREF=gi:16408719 /DB_XREF=BB389395 /CLONE=C230062K19 /FEA=EST /CNT=5 /TID=Mm.125983.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1460734_at 2.6 84 A P 0.8 0.000244 4 I 0.00002 gb:BG074456 /DB_XREF=gi:12557025 /DB_XREF=H3135D05-3 /CLONE=H3135D05 /FEA=mRNA /CNT=62 /TID=Mm.141312.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1416640_at 0.8 10.1 A A 0.93 0.24 3.9 I 0.000652 gb:NM_021487.1 /DB_XREF=gi:10946897 /GEN=Kcne1l /FEA=FLmRNA /CNT=94 /TID=Mm.58507.1 /TIER=FL+Stack /STK=77 /UG=Mm.58507 /LL=66240 /
MOE430_2_1416776_at 1 31 A A 0.72 0.06 3.9 I 0.000101 gb:NM_016669.1 /DB_XREF=gi:7710011 /GEN=Crym /FEA=FLmRNA /CNT=91 /TID=Mm.9114.1 /TIER=FL+Stack /STK=70 /UG=Mm.9114 /LL=12971 /DEF=
MOE430_2_1418086_at 0.5 8.1 A A 0.85 0.39 3.9 NC 0.27 gb:NM_026731.1 /DB_XREF=gi:15284150 /GEN=Ppp1r14a /FEA=FLmRNA /CNT=43 /TID=Mm.46581.1 /TIER=FL+Stack /STK=30 /UG=Mm.46581 /LL=6845
MOE430_2_1419957_at 0.9 14.1 A A 0.8 0.43 3.9 NC 0.02 gb:C77144 /DB_XREF=gi:2517474 /DB_XREF=C77144 /CLONE=J0026F01 /FEA=EST /CNT=1 /TID=Mm.5580.1 /TIER=ConsEnd /STK=0 /UG=Mm.5580 /LL
MOE430_2_1420224_at 0.5 6.4 A A 0.69 0.33 3.9 NC 0.04 gb:AV090440 /DB_XREF=gi:5237988 /DB_XREF=AV090440 /CLONE=2310050F14 /FEA=EST /CNT=1 /TID=Mm.64458.1 /TIER=ConsEnd /STK=1 /UG=Mm.
MOE430_2_1420234_at 0.3 4.5 A A 0.99 0.33 3.9 I 0.001077 gb:AV372861 /DB_XREF=gi:6420508 /DB_XREF=AV372861 /CLONE=9030613F08 /FEA=EST /CNT=1 /TID=Mm.190401.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1421611_at 0.9 11.9 A A 0.6 0.11 3.9 NC 0.04 gb:NM_021404.1 /DB_XREF=gi:10946755 /GEN=AB041806 /FEA=FLmRNA /CNT=4 /TID=Mm.117116.1 /TIER=FL /STK=2 /UG=Mm.117116 /LL=58213 /DE
MOE430_2_1422080_at 0.4 10.9 A A 0.95 0.19 3.9 I 0.000774 gb:NM_008371.1 /DB_XREF=gi:6680432 /GEN=Il7 /FEA=FLmRNA /CNT=15 /TID=Mm.3825.1 /TIER=FL /STK=1 /UG=Mm.3825 /LL=16196 /DEF=Mus musc
MOE430_2_1422114_at 1.6 12.6 A A 0.87 0.33 3.9 NC 0.01 gb:NM_010155.1 /DB_XREF=gi:6753771 /GEN=Erf /FEA=FLmRNA /CNT=11 /TID=Mm.8068.1 /TIER=FL /STK=1 /UG=Mm.8068 /LL=13875 /DEF=Mus musc
MOE430_2_1422586_at 1.2 14.6 A A 0.85 0.08 3.9 NC 0.11 gb:NM_021306.1 /DB_XREF=gi:10946605 /GEN=Ecel1 /FEA=FLmRNA /CNT=48 /TID=Mm.140765.1 /TIER=FL+Stack /STK=31 /UG=Mm.140765 /LL=13599 
MOE430_2_1422689_at 0.2 5 A A 0.88 0.5 3.9 NC 0.1 gb:NM_026652.1 /DB_XREF=gi:13386139 /GEN=4930547C10Rik /FEA=FLmRNA /CNT=29 /TID=Mm.85045.1 /TIER=FL+Stack /STK=19 /UG=Mm.85045 /LL
MOE430_2_1422864_at 1 21.5 A P 0.72 0.04 3.9 NC 0.02 gb:NM_009821.1 /DB_XREF=gi:6753297 /GEN=Runx1 /FEA=FLmRNA /CNT=40 /TID=Mm.4081.1 /TIER=FL+Stack /STK=9 /UG=Mm.4081 /LL=12394 /DEF=
MOE430_2_1425093_at 1.5 23.5 A A 0.85 0.14 3.9 I 0.000492 gb:BC023089.1 /DB_XREF=gi:18606217 /FEA=FLmRNA /CNT=12 /TID=Mm.210176.1 /TIER=FL /STK=7 /UG=Mm.210176 /DEF=Mus musculus, clone MGC:
MOE430_2_1427856_a_ 0.2 4.3 A A 0.85 0.06 3.9 NC 0.02 gb:M18237.1 /DB_XREF=gi:197007 /FEA=mRNA /CNT=1 /TID=Mm.104747.24 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /U
MOE430_2_1429074_at 0.3 6.2 A A 0.93 0.21 3.9 NC 0.08 gb:AK006375.1 /DB_XREF=gi:12839443 /FEA=mRNA /CNT=18 /TID=Mm.17649.1 /TIER=Stack /STK=13 /UG=Mm.17649 /LL=75556 /UG_GENE=1700026D0
MOE430_2_1430216_at 0.7 9.7 A A 0.75 0.24 3.9 NC 0.05 gb:AK017652.1 /DB_XREF=gi:12856999 /FEA=mRNA /CNT=8 /TID=Mm.158410.1 /TIER=ConsEnd /STK=3 /UG=Mm.158410 /LL=70578 /UG_GENE=573045
MOE430_2_1431323_at 0.9 14.2 A A 0.6 0.06 3.9 NC 0.04 gb:AK018072.1 /DB_XREF=gi:12857624 /FEA=mRNA /CNT=5 /TID=Mm.39928.1 /TIER=ConsEnd /STK=0 /UG=Mm.39928 /LL=74508 /UG_GENE=6130400H
MOE430_2_1431513_at 0.4 10.2 A A 0.8 0.14 3.9 I 0.000464 gb:AK015473.1 /DB_XREF=gi:12853831 /FEA=mRNA /CNT=4 /TID=Mm.158160.1 /TIER=ConsEnd /STK=1 /UG=Mm.158160 /LL=70952 /UG_GENE=492153
MOE430_2_1432157_at 0.6 10.3 A A 0.87 0.3 3.9 NC 0.1 gb:AK015795.1 /DB_XREF=gi:12854270 /FEA=mRNA /CNT=1 /TID=Mm.159424.1 /TIER=ConsEnd /STK=0 /UG=Mm.159424 /LL=75098 /UG_GENE=493051
MOE430_2_1432283_at 1.8 14.3 A A 0.8 0.06 3.9 NC 0.004925 gb:AK015158.1 /DB_XREF=gi:12853385 /FEA=mRNA /CNT=1 /TID=Mm.159339.1 /TIER=ConsEnd /STK=0 /UG=Mm.159339 /LL=74855 /UG_GENE=493041
MOE430_2_1432477_at 1.2 13.5 A A 0.46 0.17 3.9 NC 0.01 gb:AK015117.1 /DB_XREF=gi:12853335 /FEA=mRNA /CNT=1 /TID=Mm.159093.1 /TIER=ConsEnd /STK=0 /UG=Mm.159093 /LL=73934 /UG_GENE=493041
MOE430_2_1432813_at 1 13.2 A A 0.53 0.09 3.9 NC 0.01 gb:AV154628 /DB_XREF=gi:5370729 /DB_XREF=AV154628 /CLONE=2900064F13 /FEA=mRNA /CNT=2 /TID=Mm.58840.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432953_at 0.2 4.7 A A 0.74 0.46 3.9 NC 0.12 gb:AK014928.1 /DB_XREF=gi:12853051 /FEA=mRNA /CNT=1 /TID=Mm.159830.1 /TIER=ConsEnd /STK=0 /UG=Mm.159830 /LL=77028 /UG_GENE=492152
MOE430_2_1434595_at 1.3 28.1 A P 0.3 0.008057 3.9 NC 0.03 gb:BQ174474 /DB_XREF=gi:20349965 /DB_XREF=UI-M-DJ2-bvy-o-15-0-UI.s1 /CLONE=UI-M-DJ2-bvy-o-15-0-UI /FEA=EST /CNT=30 /TID=Mm.76764.
MOE430_2_1435621_at 0.2 5.4 A A 0.94 0.11 3.9 NC 0.003699 gb:BQ175346 /DB_XREF=gi:20350838 /DB_XREF=UI-M-DJ2-bwc-h-11-0-UI.s1 /CLONE=UI-M-DJ2-bwc-h-11-0-UI /FEA=EST /CNT=15 /TID=Mm.44957
MOE430_2_1436239_at 0.7 11 A P 0.53 0.02 3.9 NC 0.00712 gb:BB328706 /DB_XREF=gi:16403862 /DB_XREF=BB328706 /CLONE=B530001E20 /FEA=EST /CNT=14 /TID=Mm.69011.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436658_at 0.3 6.7 A A 0.9 0.75 3.9 NC 0.02 gb:AI132334 /DB_XREF=gi:3602350 /DB_XREF=ue23h01.x1 /CLONE=IMAGE:1481233 /FEA=EST /CNT=9 /TID=Mm.1125.3 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1436837_at 0.6 8.2 A A 0.72 0.21 3.9 NC 0.28 gb:AV279061 /DB_XREF=gi:16391228 /DB_XREF=AV279061 /CLONE=4933405K18 /FEA=EST /CNT=46 /TID=Mm.26189.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1438970_x_ 0.5 5.1 A A 0.97 0.33 3.9 NC 0.07 gb:AV044319 /DB_XREF=gi:4863984 /DB_XREF=AV044319 /CLONE=1700034F02 /FEA=EST /CNT=9 /TID=Mm.69388.1 /TIER=Stack /STK=9 /UG=Mm.693
MOE430_2_1439543_at 1 13.4 A A 0.87 0.33 3.9 NC 0.005409 gb:BF180451 /DB_XREF=gi:11058593 /DB_XREF=601805242F1 /CLONE=IMAGE:4036162 /FEA=EST /CNT=9 /TID=Mm.69566.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1441510_at 0.6 9.5 A A 0.82 0.14 3.9 NC 0.004481 gb:BB157359 /DB_XREF=gi:16268380 /DB_XREF=BB157359 /CLONE=A130035O14 /FEA=EST /CNT=4 /TID=Mm.207642.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441542_at 0.6 13.6 A A 0.95 0.3 3.9 NC 0.01 gb:BB083824 /DB_XREF=gi:15407646 /DB_XREF=BB083824 /CLONE=9330185F14 /FEA=EST /CNT=4 /TID=Mm.121662.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441924_x_ 1 17.5 A P 0.94 0.01 3.9 I 0.000088 gb:BB535528 /DB_XREF=gi:9591028 /DB_XREF=BB535528 /CLONE=E030044F15 /FEA=EST /CNT=4 /TID=Mm.138315.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442748_at 1.1 8.3 A A 0.8 0.19 3.9 NC 0.12 gb:BG792981 /DB_XREF=gi:14128551 /DB_XREF=UTSW_H7B10 /CLONE=UTSW_H7B10 /FEA=EST /CNT=4 /TID=Mm.194324.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442769_at 1 17.6 A A 0.63 0.14 3.9 NC 0.12 gb:AW743000 /DB_XREF=gi:7654807 /DB_XREF=up55a08.x1 /CLONE=IMAGE:2779958 /FEA=EST /CNT=4 /TID=Mm.139254.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443965_at 0.5 8.4 A A 0.85 0.12 3.9 NC 0.03 gb:BB703775 /DB_XREF=gi:16052610 /DB_XREF=BB703775 /CLONE=7420456G03 /FEA=EST /CNT=7 /TID=Mm.212954.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444759_at 1 11.4 A A 0.46 0.17 3.9 NC 0.16 gb:BB045906 /DB_XREF=gi:16259385 /DB_XREF=BB045906 /CLONE=6030497D18 /FEA=EST /CNT=4 /TID=Mm.161133.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444917_at 0.4 8.7 A A 0.78 0.06 3.9 NC 0.07 gb:BG071402 /DB_XREF=gi:12553971 /DB_XREF=H3098E04-3 /CLONE=H3098E04 /FEA=EST /CNT=3 /TID=Mm.172186.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445978_at 0.9 12 A A 0.72 0.56 3.9 NC 0.5 gb:BG073201 /DB_XREF=gi:12555770 /DB_XREF=H3119H08-3 /CLONE=H3119H08 /FEA=EST /CNT=2 /TID=Mm.182641.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446316_at 0.5 8.1 A A 0.94 0.33 3.9 NC 0.06 gb:BB378708 /DB_XREF=gi:16407752 /DB_XREF=BB378708 /CLONE=C130095G16 /FEA=EST /CNT=2 /TID=Mm.208908.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446458_at 0.7 9.8 A A 0.85 0.3 3.9 NC 0.004073 gb:BB551645 /DB_XREF=gi:16448067 /DB_XREF=BB551645 /CLONE=E230029I04 /FEA=EST /CNT=2 /TID=Mm.210290.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447838_x_ 0.2 15.4 A P 0.46 0.01 3.9 NC 0.23 gb:BB359162 /DB_XREF=gi:9070990 /DB_XREF=BB359162 /CLONE=C030036G09 /FEA=EST /CNT=2 /TID=Mm.167266.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1448015_at 0.2 8.7 A A 0.98 0.56 3.9 NC 0.06 gb:BE533243 /DB_XREF=gi:9761888 /DB_XREF=601234564F1 /CLONE=IMAGE:3598334 /FEA=EST /CNT=17 /TID=Mm.86668.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1451235_at 0.9 18.6 A P 0.88 0.008057 3.9 I 0.000241 gb:BC023032.1 /DB_XREF=gi:18606190 /FEA=FLmRNA /CNT=68 /TID=Mm.87027.2 /TIER=FL+Stack /STK=54 /UG=Mm.87027 /LL=57754 /UG_GENE=Bm8
MOE430_2_1453158_at 0.5 7.8 A A 0.9 0.06 3.9 I 0.001832 gb:AK004048.1 /DB_XREF=gi:12835071 /FEA=mRNA /CNT=22 /TID=Mm.200734.1 /TIER=Stack /STK=19 /UG=Mm.200734 /LL=68674 /UG_GENE=1110033
MOE430_2_1453214_at 1.6 23.1 A A 0.75 0.14 3.9 NC 0.05 gb:AK017350.1 /DB_XREF=gi:12856543 /FEA=mRNA /CNT=21 /TID=Mm.89299.1 /TIER=Stack /STK=12 /UG=Mm.89299 /LL=74488 /UG_GENE=5430427N1
MOE430_2_1454691_at 0.8 9.8 A A 0.75 0.21 3.9 NC 0.01 gb:BB336165 /DB_XREF=gi:16404145 /DB_XREF=BB336165 /CLONE=B830047J17 /FEA=EST /CNT=76 /TID=Mm.33720.1 /TIER=Stack /STK=71 /UG=Mm
MOE430_2_1455290_at 3 24.1 A P 0.87 0.04 3.9 I 0.000346 gb:BG071922 /DB_XREF=gi:12554491 /DB_XREF=H3104F12-3 /CLONE=H3104F12 /FEA=EST /CNT=23 /TID=Mm.28920.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456840_at 1.1 8.8 A A 0.78 0.36 3.9 NC 0.27 gb:BB053540 /DB_XREF=gi:16259685 /DB_XREF=BB053540 /CLONE=6720464D04 /FEA=EST /CNT=7 /TID=Mm.183745.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1458001_at 0.2 5.6 A A 0.9 0.12 3.9 NC 0.008511 gb:BG071775 /DB_XREF=gi:12554344 /DB_XREF=H3103A11-3 /CLONE=H3103A11 /FEA=EST /CNT=4 /TID=Mm.174014.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1459036_at 0.9 8.9 A A 0.72 0.36 3.9 NC 0.19 gb:BE691704 /DB_XREF=gi:10079328 /DB_XREF=uv65e07.x1 /CLONE=IMAGE:3412068 /FEA=EST /CNT=3 /TID=Mm.77736.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459186_at 1.2 9.5 A A 0.6 0.06 3.9 NC 0.05 gb:BG066734 /DB_XREF=gi:12549303 /DB_XREF=H3046C12-3 /CLONE=H3046C12 /FEA=EST /CNT=2 /TID=Mm.172821.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459417_at 0.8 9.9 A A 0.85 0.09 3.9 NC 0.04 gb:BG076149 /DB_XREF=gi:12558718 /DB_XREF=H3156C01-3 /CLONE=H3156C01 /FEA=EST /CNT=2 /TID=Mm.197303.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459717_at 0.2 1.9 A A 0.93 0.3 3.9 I 0.001201 gb:AW045505 /DB_XREF=gi:5906034 /DB_XREF=UI-M-BH1-aks-a-03-0-UI.s1 /CLONE=UI-M-BH1-aks-a-03-0-UI /FEA=EST /CNT=2 /TID=Mm.44917.1 /
MOE430_2_1416658_at 3.5 62.5 A P 0.72 0.00415 3.8 I 0.000189 gb:NM_011356.1 /DB_XREF=gi:6755475 /GEN=Frzb /FEA=FLmRNA /CNT=130 /TID=Mm.3246.1 /TIER=FL+Stack /STK=75 /UG=Mm.3246 /LL=20378 /DEF
MOE430_2_1418499_a_ 0.4 5.5 A A 0.5 0.23 3.8 NC 0.5 gb:NM_020574.1 /DB_XREF=gi:10181219 /GEN=Kcne3 /FEA=FLmRNA /CNT=28 /TID=Mm.18733.1 /TIER=FL+Stack /STK=23 /UG=Mm.18733 /LL=57442 /
MOE430_2_1419704_at 0.3 3.2 A A 0.9 0.43 3.8 NC 0.22 gb:NM_017396.1 /DB_XREF=gi:8393234 /GEN=Cyp3a41 /FEA=FLmRNA /CNT=23 /TID=Mm.133179.1 /TIER=FL /STK=7 /UG=Mm.133179 /LL=53973 /DEF=
MOE430_2_1421192_a_ 1 14.6 A A 0.87 0.62 3.8 NC 0.21 gb:NM_010587.1 /DB_XREF=gi:6754391 /GEN=Itsn /FEA=FLmRNA /CNT=26 /TID=Mm.40546.1 /TIER=FL /STK=2 /UG=Mm.40546 /LL=16443 /DEF=Mus m
MOE430_2_1421920_a_ 0.3 6.5 A A 0.69 0.21 3.8 NC 0.1 gb:BB724314 /DB_XREF=gi:16107589 /DB_XREF=BB724314 /CLONE=C920025M10 /FEA=FLmRNA /CNT=48 /TID=Mm.42258.1 /TIER=Stack /STK=23 /UG
MOE430_2_1422288_at 4.3 33.1 A A 0.33 0.19 3.8 NC 0.5 gb:NM_010482.1 /DB_XREF=gi:6754257 /GEN=Htr1b /FEA=FLmRNA /CNT=2 /TID=Mm.57047.1 /TIER=FL /STK=1 /UG=Mm.57047 /LL=15551 /DEF=Mus m
MOE430_2_1422534_at 1.2 23.2 A A 0.72 0.17 3.8 NC 0.11 gb:BE859846 /DB_XREF=gi:10376186 /DB_XREF=UI-M-AO0-aca-h-12-0-UI.r1 /CLONE=UI-M-AO0-aca-h-12-0-UI /FEA=FLmRNA /CNT=202 /TID=Mm.1
MOE430_2_1426058_a_ 1.5 11.8 A A 0.96 0.65 3.8 NC 0.04 gb:AF065162.1 /DB_XREF=gi:11093517 /FEA=FLmRNA /CNT=1 /TID=Mm.10080.2 /TIER=FL /STK=1 /UG=Mm.10080 /LL=16527 /UG_GENE=Kcnk3 /DEF=
MOE430_2_1426142_a_ 0.3 3.8 A A 0.86 0.36 3.8 NC 0.13 gb:AF223417.1 /DB_XREF=gi:17026313 /FEA=FLmRNA /CNT=1 /TID=Mm.55320.3 /TIER=FL /STK=1 /UG=Mm.55320 /LL=76757 /UG_GENE=Trdn /DEF=M
MOE430_2_1428977_at 0.6 19.9 A P 0.8 0.04 3.8 I 0.000774 gb:AK005217.1 /DB_XREF=gi:12837623 /FEA=mRNA /CNT=25 /TID=Mm.29380.1 /TIER=Stack /STK=15 /UG=Mm.29380 /LL=68947 /UG_GENE=Chst8 /UG
MOE430_2_1429262_at 0.9 11.2 A A 0.98 0.46 3.8 MI 0.00249 gb:AK005472.1 /DB_XREF=gi:12838051 /FEA=mRNA /CNT=23 /TID=Mm.30172.1 /TIER=Stack /STK=8 /UG=Mm.30172 /LL=73246 /UG_GENE=1600016B17
MOE430_2_1432671_at 0.7 9.4 A A 0.99 0.24 3.8 NC 0.01 gb:AV279347 /DB_XREF=gi:6267384 /DB_XREF=AV279347 /CLONE=4933407A17 /FEA=mRNA /CNT=2 /TID=Mm.61179.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1433267_at 2.7 23 A A 0.9 0.14 3.8 NC 0.03 gb:AK011594.1 /DB_XREF=gi:12847820 /FEA=mRNA /CNT=1 /TID=Mm.195538.1 /TIER=ConsEnd /STK=0 /UG=Mm.195538 /LL=69244 /UG_GENE=261002
MOE430_2_1437809_x_ 0.3 11.2 A P 0.75 0.01 3.8 I 0.000774 gb:AV296703 /DB_XREF=gi:6328722 /DB_XREF=AV296703 /CLONE=5730443A19 /FEA=EST /CNT=15 /TID=Mm.106979.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437842_at 0.6 6.8 A A 0.95 0.33 3.8 NC 0.06 gb:BB311508 /DB_XREF=gi:9012213 /DB_XREF=BB311508 /CLONE=B230325J01 /FEA=EST /CNT=14 /TID=Mm.133794.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437894_at 0.2 3.2 A A 0.78 0.43 3.8 NC 0.09 gb:BE994433 /DB_XREF=gi:10677667 /DB_XREF=UI-M-BZ1-bjn-c-03-0-UI.s1 /CLONE=UI-M-BZ1-bjn-c-03-0-UI /FEA=EST /CNT=20 /TID=Mm.132579.1
MOE430_2_1438542_at 0.3 5.2 A A 0.8 0.06 3.8 NC 0.1 gb:BB199080 /DB_XREF=gi:16271258 /DB_XREF=BB199080 /CLONE=A430010P05 /FEA=EST /CNT=11 /TID=Mm.132333.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1440137_at 1.4 13.4 A A 0.69 0.5 3.8 NC 0.23 gb:BM243068 /DB_XREF=gi:17878338 /DB_XREF=K0641D03-3 /CLONE=K0641D03 /FEA=EST /CNT=6 /TID=Mm.215514.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440710_at 0.7 13 A A 0.93 0.12 3.8 NC 0.03 gb:C77232 /DB_XREF=gi:2517562 /DB_XREF=C77232 /CLONE=J0027G08 /FEA=EST /CNT=5 /TID=Mm.200313.1 /TIER=ConsEnd /STK=5 /UG=Mm.20031
MOE430_2_1442393_at 0.4 1 A A 0.99 0.66 3.8 NC 0.06 gb:BB488200 /DB_XREF=gi:16441615 /DB_XREF=BB488200 /CLONE=D430048E20 /FEA=EST /CNT=5 /TID=Mm.122524.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442798_x_ 0.5 17.7 A A 0.66 0.3 3.8 NC 0.5 gb:BB324660 /DB_XREF=gi:9032974 /DB_XREF=BB324660 /CLONE=B430110M20 /FEA=EST /CNT=4 /TID=Mm.154523.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442979_at 0.9 7.7 A A 0.77 0.17 3.8 NC 0.03 gb:BG074150 /DB_XREF=gi:12556730 /DB_XREF=H3131F01-3 /CLONE=H3131F01 /FEA=EST /CNT=3 /TID=Mm.103001.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443297_at 1.4 15.9 A A 0.85 0.39 3.8 NC 0.22 gb:AV344371 /DB_XREF=gi:16397024 /DB_XREF=AV344371 /CLONE=6430544I08 /FEA=EST /CNT=3 /TID=Mm.132205.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443555_at 0.3 6 A A 0.95 0.27 3.8 NC 0.007788 gb:BB766876 /DB_XREF=gi:16194277 /DB_XREF=BB766876 /CLONE=G370068E13 /FEA=EST /CNT=3 /TID=Mm.186645.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443600_at 0.2 5.4 A A 0.8 0.46 3.8 NC 0.25 gb:AA414992 /DB_XREF=gi:2075119 /DB_XREF=vc50a05.r1 /CLONE=IMAGE:777968 /FEA=EST /CNT=3 /TID=Mm.208545.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1446480_at 0.2 9.2 A A 0.94 0.46 3.8 NC 0.04 gb:BB484462 /DB_XREF=gi:16441156 /DB_XREF=BB484462 /CLONE=D430025M03 /FEA=EST /CNT=2 /TID=Mm.209485.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446589_at 0.7 11 A A 0.78 0.17 3.8 NC 0.01 gb:BB363201 /DB_XREF=gi:16406107 /DB_XREF=BB363201 /CLONE=C130016D22 /FEA=EST /CNT=2 /TID=Mm.126672.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446710_at 0.9 11.1 A P 0.69 0.01 3.8 NC 0.05 gb:BG065720 /DB_XREF=gi:12548283 /DB_XREF=H3034D12-3 /CLONE=H3034D12 /FEA=EST /CNT=2 /TID=Mm.172596.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447316_at 1.7 17.9 A A 0.75 0.06 3.8 NC 0.1 gb:BE943757 /DB_XREF=gi:10521516 /DB_XREF=UI-M-BH3-avm-h-09-0-UI.s1 /CLONE=UI-M-BH3-avm-h-09-0-UI /FEA=EST /CNT=2 /TID=Mm.150092
MOE430_2_1447813_x_ 0.2 3.9 A A 0.99 0.3 3.8 NC 0.03 gb:AV247013 /DB_XREF=gi:6234472 /DB_XREF=AV247013 /CLONE=4832423H02 /FEA=EST /CNT=2 /TID=Mm.83830.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448978_at 2.6 24.5 A A 0.88 0.36 3.8 I 0.000774 gb:NM_019867.1 /DB_XREF=gi:9845276 /GEN=Ngef /FEA=FLmRNA /CNT=51 /TID=Mm.143717.1 /TIER=FL+Stack /STK=29 /UG=Mm.143717 /LL=53972 /D
MOE430_2_1449401_at 0.5 9.2 A A 0.98 0.43 3.8 I 0.000147 gb:NM_007574.1 /DB_XREF=gi:6671651 /GEN=C1qc /FEA=FLmRNA /CNT=46 /TID=Mm.3453.1 /TIER=FL+Stack /STK=11 /UG=Mm.3453 /LL=12262 /DEF=
MOE430_2_1450188_s_ 0.6 8.3 A A 0.78 0.21 3.8 NC 0.01 gb:BC020991.1 /DB_XREF=gi:18088153 /FEA=FLmRNA /CNT=10 /TID=Mm.89954.1 /TIER=FL /STK=1 /UG=Mm.89954 /LL=16891 /UG_GENE=Lipg /DEF=M
MOE430_2_1451757_at 0.3 9.2 A P 0.69 0.008057 3.8 NC 0.004481 gb:BC003883.1 /DB_XREF=gi:13278054 /FEA=FLmRNA /CNT=14 /TID=Mm.190623.1 /TIER=FL /STK=1 /UG=Mm.190623 /DEF=Mus musculus, Similar to R
MOE430_2_1454020_at 1 12.9 A A 0.93 0.12 3.8 MI 0.00225 gb:AK019764.1 /DB_XREF=gi:12860096 /FEA=mRNA /CNT=1 /TID=Mm.159962.1 /TIER=ConsEnd /STK=0 /UG=Mm.159962 /LL=77631 /UG_GENE=493055
MOE430_2_1454445_at 0.8 11.5 A A 0.75 0.21 3.8 NC 0.004481 gb:AK017366.1 /DB_XREF=gi:12856568 /FEA=mRNA /CNT=1 /TID=Mm.158671.1 /TIER=ConsEnd /STK=0 /UG=Mm.158671 /LL=71335 /UG_GENE=543043
MOE430_2_1457227_at 0.7 8 A A 0.8 0.17 3.8 NC 0.04 gb:AI843755 /DB_XREF=gi:5477968 /DB_XREF=UI-M-AN1-afc-a-11-0-UI.s1 /CLONE=UI-M-AN1-afc-a-11-0-UI /FEA=EST /CNT=5 /TID=Mm.41666.1 /T
MOE430_2_1457519_at 2.2 15.9 A A 0.56 0.19 3.8 NC 0.4 gb:BB210962 /DB_XREF=gi:16352607 /DB_XREF=BB210962 /CLONE=A430101O17 /FEA=EST /CNT=4 /TID=Mm.122963.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457585_at 0.9 15 A A 0.88 0.27 3.8 NC 0.06 gb:BB244040 /DB_XREF=gi:15410547 /DB_XREF=BB244040 /CLONE=A630099D02 /FEA=EST /CNT=4 /TID=Mm.131421.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1459228_at 0.2 3.1 A A 0.82 0.08 3.8 NC 0.04 gb:BB282891 /DB_XREF=gi:16401388 /DB_XREF=BB282891 /CLONE=A930041A11 /FEA=EST /CNT=2 /TID=Mm.134428.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459526_at 2.6 12.8 A A 0.72 0.46 3.8 NC 0.08 gb:BI076722 /DB_XREF=gi:14515379 /DB_XREF=L0227E07-3 /CLONE=L0227E07 /FEA=EST /CNT=2 /TID=Mm.197269.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460120_at 0.4 6.6 A A 0.98 0.78 3.8 NC 0.29 gb:AV079770 /DB_XREF=gi:5211218 /DB_XREF=AV079770 /CLONE=2210411C18 /FEA=EST /CNT=3 /TID=Mm.45661.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1416326_at 3 19.2 A A 0.5 0.39 3.7 NC 0.39 gb:NM_007763.1 /DB_XREF=gi:6681014 /GEN=Crip /FEA=FLmRNA /CNT=167 /TID=Mm.22049.1 /TIER=FL+Stack /STK=97 /UG=Mm.22049 /LL=12925 /DE
MOE430_2_1416777_at 0.6 4.7 A A 0.9 0.21 3.7 NC 0.01 gb:NM_026087.1 /DB_XREF=gi:13385587 /GEN=Ceacam12 /FEA=FLmRNA /CNT=79 /TID=Mm.46089.1 /TIER=FL+Stack /STK=70 /UG=Mm.46089 /LL=673
MOE430_2_1417853_at 0.4 8.1 A P 0.6 0.02 3.7 NC 0.03 gb:BB157729 /DB_XREF=gi:16268396 /DB_XREF=BB157729 /CLONE=A130037K01 /FEA=FLmRNA /CNT=64 /TID=Mm.136780.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1417958_at 0.7 15 A A 0.75 0.21 3.7 NC 0.05 gb:AV371704 /DB_XREF=gi:16397861 /DB_XREF=AV371704 /CLONE=9030418M05 /FEA=FLmRNA /CNT=80 /TID=Mm.45994.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1417991_at 0.2 8.5 A A 0.87 0.39 3.7 NC 0.42 gb:NM_007860.1 /DB_XREF=gi:6681186 /GEN=Dio1 /FEA=FLmRNA /CNT=53 /TID=Mm.2774.1 /TIER=FL+Stack /STK=32 /UG=Mm.2774 /LL=13370 /DEF=
MOE430_2_1419117_at 0.9 14.8 A A 0.96 0.36 3.7 NC 0.02 gb:NM_013667.1 /DB_XREF=gi:7305498 /GEN=Slc22a2 /FEA=FLmRNA /CNT=40 /TID=Mm.17322.1 /TIER=FL+Stack /STK=13 /UG=Mm.17322 /LL=20518 /
MOE430_2_1419607_at 1.6 21.7 A A 0.88 0.24 3.7 NC 0.2 gb:NM_013693.1 /DB_XREF=gi:7305584 /GEN=Tnf /FEA=FLmRNA /CNT=14 /TID=Mm.1293.1 /TIER=FL+Stack /STK=8 /UG=Mm.1293 /LL=21926 /DEF=Mu
MOE430_2_1419722_at 1.7 14.5 A A 0.78 0.19 3.7 NC 0.03 gb:NM_008940.1 /DB_XREF=gi:6679486 /GEN=Klk8 /FEA=FLmRNA /CNT=11 /TID=Mm.5193.2 /TIER=FL /STK=7 /UG=Mm.5193 /LL=16624 /DEF=Mus mus
MOE430_2_1420066_s_ 0.9 12.8 A A 0.75 0.26 3.7 NC 0.06 gb:AU045688 /DB_XREF=gi:3981871 /DB_XREF=AU045688 /CLONE=J0939H05 /FEA=EST /CNT=1 /TID=Mm.198621.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420257_at 0.9 9.2 A A 0.91 0.66 3.7 NC 0.5 gb:AV258486 /DB_XREF=gi:6245945 /DB_XREF=AV258486 /CLONE=4923102K03 /FEA=EST /CNT=1 /TID=Mm.84175.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1421559_at 0.7 8.4 A A 0.97 0.36 3.7 MI 0.002032 gb:NM_030718.1 /DB_XREF=gi:13507667 /GEN=Abo /FEA=FLmRNA /CNT=4 /TID=Mm.160386.1 /TIER=FL /STK=2 /UG=Mm.160386 /LL=80908 /DEF=Mus
MOE430_2_1421580_at 0.4 8.3 A A 0.93 0.14 3.7 NC 0.003699 gb:NM_016782.1 /DB_XREF=gi:7949099 /GEN=Cntnap1 /FEA=FLmRNA /CNT=5 /TID=Mm.8021.1 /TIER=FL /STK=2 /UG=Mm.8021 /LL=53321 /DEF=Mus m
MOE430_2_1422198_a_ 3.2 35.9 A A 0.78 0.5 3.7 NC 0.007788 gb:NM_009171.1 /DB_XREF=gi:6677942 /GEN=Shmt1 /FEA=FLmRNA /CNT=4 /TID=Mm.3379.1 /TIER=FL /STK=1 /UG=Mm.3379 /LL=20425 /DEF=Mus mu
MOE430_2_1422951_at 1.2 11.2 A A 0.88 0.5 3.7 NC 0.34 gb:NM_053129.1 /DB_XREF=gi:18087778 /GEN=Pcdhb4 /FEA=FLmRNA /CNT=6 /TID=Mm.196711.1 /TIER=FL /STK=1 /UG=Mm.196711 /LL=93875 /DEF=M
MOE430_2_1423510_at 0.6 10.5 A A 0.66 0.11 3.7 NC 0.02 gb:BM569571 /DB_XREF=gi:18851533 /DB_XREF=ih97a01.x1 /CLONE=IMAGE:5939977 /FEA=FLmRNA /CNT=60 /TID=Mm.415.1 /TIER=Stack /STK=14 /U
MOE430_2_1425657_at 0.5 10 A A 0.9 0.3 3.7 NC 0.009292 gb:AY026045.1 /DB_XREF=gi:12829953 /FEA=FLmRNA /CNT=9 /TID=Mm.23033.1 /TIER=FL /STK=1 /UG=Mm.23033 /LL=76413 /UG_GENE=1700016D06R
MOE430_2_1426941_at 0.6 7.1 A A 0.63 0.12 3.7 NC 0.01 gb:BC020027.1 /DB_XREF=gi:18043224 /FEA=mRNA /CNT=162 /TID=Mm.32566.1 /TIER=Stack /STK=35 /UG=Mm.32566 /UG_TITLE=Mus musculus, clone
MOE430_2_1427133_s_ 0.7 14.1 A P 0.82 0.03 3.7 I 0.000214 gb:BM119915 /DB_XREF=gi:17087941 /DB_XREF=L0932D03-3 /CLONE=L0932D03 /FEA=mRNA /CNT=75 /TID=Mm.23847.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1427431_at 0.9 7.5 A A 0.85 0.14 3.7 NC 0.005409 gb:BC008189.1 /DB_XREF=gi:14198258 /FEA=mRNA /CNT=8 /TID=Mm.196681.1 /TIER=ConsEnd /STK=1 /UG=Mm.196681 /DEF=Mus musculus, clone IMA
MOE430_2_1429978_at 0.4 5.1 A A 0.62 0.21 3.7 NC 0.05 gb:BB238321 /DB_XREF=gi:8920798 /DB_XREF=BB238321 /CLONE=A630071C11 /FEA=mRNA /CNT=9 /TID=Mm.132679.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1430580_at 0.3 5.9 A A 0.91 0.3 3.7 NC 0.25 gb:BB444450 /DB_XREF=gi:16424951 /DB_XREF=BB444450 /CLONE=D030046B15 /FEA=mRNA /CNT=15 /TID=Mm.48185.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430794_at 0.5 7.4 A A 0.87 0.27 3.7 NC 0.28 gb:AK016935.1 /DB_XREF=gi:12855932 /FEA=mRNA /CNT=5 /TID=Mm.158590.1 /TIER=ConsEnd /STK=1 /UG=Mm.158590 /LL=71154 /UG_GENE=493342
MOE430_2_1432107_at 0.4 6.1 A A 0.98 0.36 3.7 I 0.001077 gb:AK009281.1 /DB_XREF=gi:12843983 /FEA=mRNA /CNT=1 /TID=Mm.220998.1 /TIER=ConsEnd /STK=0 /UG=Mm.220998 /LL=69576 /UG_GENE=231001
MOE430_2_1432555_at 1.2 17.9 A A 0.46 0.19 3.7 NC 0.16 gb:AK021254.1 /DB_XREF=gi:12862086 /FEA=mRNA /CNT=1 /TID=Mm.139168.1 /TIER=ConsEnd /STK=0 /UG=Mm.139168 /LL=77624 /UG_GENE=C43004
MOE430_2_1432729_at 0.6 6 A A 0.88 0.5 3.7 NC 0.07 gb:AV313996 /DB_XREF=gi:6279248 /DB_XREF=AV313996 /CLONE=5830415G21 /FEA=mRNA /CNT=2 /TID=Mm.79262.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1433069_at 0.3 7.3 A A 0.9 0.36 3.7 NC 0.13 gb:AK017612.1 /DB_XREF=gi:12856942 /FEA=mRNA /CNT=1 /TID=Mm.206820.1 /TIER=ConsEnd /STK=0 /UG=Mm.206820 /LL=70545 /UG_GENE=573043
MOE430_2_1434083_a_ 0.9 12.9 A P 0.6 0.005859 3.7 NC 0.02 gb:BI738305 /DB_XREF=gi:15715305 /DB_XREF=603361543F1 /CLONE=IMAGE:5368690 /FEA=EST /CNT=51 /TID=Mm.206252.1 /TIER=Stack /STK=43 /U
MOE430_2_1435477_s_ 0.6 6.1 A P 0.93 0.03 3.7 NC 0.01 gb:BM224327 /DB_XREF=gi:17785551 /DB_XREF=K0149H01-3 /CLONE=K0149H01 /FEA=EST /CNT=25 /TID=Mm.10809.6 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437855_at 0.4 3.9 A A 0.88 0.46 3.7 NC 0.14 gb:BB280360 /DB_XREF=gi:16401247 /DB_XREF=BB280360 /CLONE=A930026A03 /FEA=EST /CNT=106 /TID=Mm.12625.3 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438621_x_ 0.1 6 A A 0.79 0.12 3.7 NC 0.26 gb:BB498381 /DB_XREF=gi:9473334 /DB_XREF=BB498381 /CLONE=D630014E08 /FEA=EST /CNT=10 /TID=Mm.4128.2 /TIER=Stack /STK=10 /UG=Mm.4
MOE430_2_1439624_at 0.5 5.5 A A 0.94 0.46 3.7 NC 0.24 gb:AA572504 /DB_XREF=gi:2345699 /DB_XREF=vl84a10.r1 /CLONE=IMAGE:987354 /FEA=EST /CNT=8 /TID=Mm.100151.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439814_at 2.5 22.3 A M 0.55 0.05 3.7 MI 0.002032 gb:BM246630 /DB_XREF=gi:17881900 /DB_XREF=K0740H02-3 /CLONE=K0740H02 /FEA=EST /CNT=10 /TID=Mm.215642.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1440293_at 1.2 22.6 A A 0.56 0.09 3.7 NC 0.003699 gb:BB821275 /DB_XREF=gi:16993904 /DB_XREF=BB821275 /CLONE=G830011B07 /FEA=EST /CNT=7 /TID=Mm.138089.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440598_at 0.2 4.2 A A 0.91 0.11 3.7 NC 0.04 gb:BB308395 /DB_XREF=gi:16402389 /DB_XREF=BB308395 /CLONE=B230220O13 /FEA=EST /CNT=5 /TID=Mm.126491.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440616_at 1.2 7.5 A A 0.43 0.5 3.7 NC 0.45 gb:BB209673 /DB_XREF=gi:16352486 /DB_XREF=BB209673 /CLONE=A430093K16 /FEA=EST /CNT=5 /TID=Mm.17662.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440837_at 0.3 3.5 A A 0.99 0.55 3.7 NC 0.05 gb:BG144448 /DB_XREF=gi:12647848 /DB_XREF=ut65b05.x1 /CLONE=IMAGE:3332673 /FEA=EST /CNT=21 /TID=Mm.138636.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1440840_at 0.3 4.3 A A 0.94 0.27 3.7 NC 0.06 gb:BB335455 /DB_XREF=gi:16404108 /DB_XREF=BB335455 /CLONE=B830038I09 /FEA=EST /CNT=18 /TID=Mm.101911.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441215_at 1.3 23.1 A A 0.63 0.11 3.7 NC 0.31 gb:BB001762 /DB_XREF=gi:15389253 /DB_XREF=BB001762 /CLONE=4631409B11 /FEA=EST /CNT=5 /TID=Mm.207554.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441689_at 0.7 12.3 A A 0.9 0.39 3.7 NC 0.06 gb:BB120384 /DB_XREF=gi:16261979 /DB_XREF=BB120384 /CLONE=9530076H17 /FEA=EST /CNT=4 /TID=Mm.208354.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442898_at 1.4 16.8 A A 0.87 0.43 3.7 NC 0.01 gb:AW122454 /DB_XREF=gi:6097974 /DB_XREF=UI-M-BH2.2-aou-a-12-0-UI.s1 /CLONE=UI-M-BH2.2-aou-a-12-0-UI /FEA=EST /CNT=4 /TID=Mm.70952
MOE430_2_1443254_at 0.8 11.3 A A 0.56 0.19 3.7 NC 0.07 gb:BB448273 /DB_XREF=gi:16425259 /DB_XREF=BB448273 /CLONE=D030065O14 /FEA=EST /CNT=3 /TID=Mm.208154.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443343_at 0.9 13.8 A A 0.96 0.5 3.7 NC 0.01 gb:BB204232 /DB_XREF=gi:16351803 /DB_XREF=BB204232 /CLONE=A430056P18 /FEA=EST /CNT=3 /TID=Mm.212070.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1446302_at 0.8 8.8 A A 0.75 0.6 3.7 NC 0.41 gb:BB519015 /DB_XREF=gi:16443302 /DB_XREF=BB519015 /CLONE=D830033C12 /FEA=EST /CNT=2 /TID=Mm.216089.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446446_at 0.7 12 A A 0.99 0.17 3.7 NC 0.003699 gb:BB555401 /DB_XREF=gi:16448552 /DB_XREF=BB555401 /CLONE=E330019D12 /FEA=EST /CNT=2 /TID=Mm.37357.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447185_at 1.1 14.6 A A 0.91 0.14 3.7 NC 0.005409 gb:AU024700 /DB_XREF=gi:3395047 /DB_XREF=AU024700 /CLONE=J0458F04 /FEA=EST /CNT=2 /TID=Mm.173780.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447497_at 0.4 8.4 A A 0.93 0.43 3.7 NC 0.03 gb:BB777524 /DB_XREF=gi:16938224 /DB_XREF=BB777524 /CLONE=G430040K17 /FEA=EST /CNT=2 /TID=Mm.152327.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447633_x_ 0.4 7.8 A A 0.72 0.11 3.7 NC 0.12 gb:AV121537 /DB_XREF=gi:5307251 /DB_XREF=AV121537 /CLONE=2610507G01 /FEA=EST /CNT=2 /TID=Mm.45914.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449598_at 0.9 12.2 A A 0.98 0.27 3.7 NC 0.07 gb:AA517134 /DB_XREF=gi:2256519 /DB_XREF=vh83d12.r1 /CLONE=IMAGE:893591 /FEA=EST /CNT=2 /TID=Mm.13170.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1449612_x_ 0.9 7.8 A M 0.78 0.05 3.7 NC 0.06 gb:AI661196 /DB_XREF=gi:4764779 /DB_XREF=va05b01.x1 /CLONE=IMAGE:721993 /FEA=EST /CNT=3 /TID=Mm.38105.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449798_at 0 0.1 A A 0.9 0.87 3.7 NC 0.41 gb:AV331558 /DB_XREF=gi:6371610 /DB_XREF=AV331558 /CLONE=6330524K18 /FEA=EST /CNT=1 /TID=Mm.86233.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1451593_at 1.8 24.1 A A 0.85 0.33 3.7 NC 0.005933 gb:BC018402.1 /DB_XREF=gi:17390948 /FEA=FLmRNA /CNT=13 /TID=Mm.214762.1 /TIER=FL /STK=6 /UG=Mm.214762 /DEF=Mus musculus, Similar to h
MOE430_2_1451788_at 0.7 10.9 A A 0.82 0.16 3.7 NC 0.02 gb:AF356627.1 /DB_XREF=gi:13811664 /FEA=FLmRNA /CNT=16 /TID=Mm.33326.1 /TIER=FL /STK=1 /UG=Mm.33326 /LL=72031 /UG_GENE=1600027G01
MOE430_2_1452257_at 4.8 58.1 A P 0.5 0.008057 3.7 I 0.000167 gb:BF322712 /DB_XREF=gi:11272161 /DB_XREF=maa32c03.x1 /CLONE=IMAGE:3812717 /FEA=mRNA /CNT=109 /TID=Mm.29884.1 /TIER=Stack /STK=13 
MOE430_2_1452263_at 0.3 5.3 A A 0.96 0.39 3.7 NC 0.009292 gb:AB041538.1 /DB_XREF=gi:7670341 /FEA=mRNA /CNT=39 /TID=Mm.33318.1 /TIER=Stack /STK=31 /UG=Mm.33318 /UG_TITLE=Mus musculus brain cD
MOE430_2_1454163_at 0.9 12.2 A A 0.91 0.5 3.7 NC 0.02 gb:AK017586.1 /DB_XREF=gi:12856900 /FEA=mRNA /CNT=1 /TID=Mm.158398.1 /TIER=ConsEnd /STK=0 /UG=Mm.158398 /LL=70523 /UG_GENE=573042
MOE430_2_1455382_at 0.3 5.7 A A 0.87 0.53 3.7 NC 0.01 gb:AV130073 /DB_XREF=gi:5316308 /DB_XREF=AV130073 /CLONE=2700073M03 /FEA=EST /CNT=15 /TID=Mm.38994.4 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1455660_at 0.4 5.5 A A 0.8 0.46 3.7 NC 0.04 gb:BB769628 /DB_XREF=gi:16212170 /DB_XREF=BB769628 /CLONE=G370098G23 /FEA=EST /CNT=15 /TID=Mm.202716.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456157_at 0.6 10.4 A A 0.88 0.19 3.7 NC 0.06 gb:AI452290 /DB_XREF=gi:4300888 /DB_XREF=mp90c12.x1 /CLONE=IMAGE:576502 /FEA=EST /CNT=18 /TID=Mm.46678.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456512_at 0.5 9.7 A P 0.9 0.01 3.7 I 0.000346 gb:AV174487 /DB_XREF=gi:15404726 /DB_XREF=AV174487 /CLONE=5730410K02 /FEA=EST /CNT=12 /TID=Mm.94537.1 /TIER=Stack /STK=9 /UG=Mm.9
MOE430_2_1456668_at 1 12.9 A P 0.78 0.03 3.7 NC 0.006503 gb:BB554044 /DB_XREF=gi:9640410 /DB_XREF=BB554044 /CLONE=E330010I10 /FEA=EST /CNT=10 /TID=Mm.122581.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1457443_at 0.8 14.1 A A 0.75 0.17 3.7 NC 0.06 gb:BB311369 /DB_XREF=gi:16402696 /DB_XREF=BB311369 /CLONE=B230324F10 /FEA=EST /CNT=6 /TID=Mm.147229.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457598_at 1.4 19.1 A A 0.63 0.19 3.7 NC 0.02 gb:BE979944 /DB_XREF=gi:10647390 /DB_XREF=UI-M-BG2-bcp-c-04-0-UI.s1 /CLONE=UI-M-BG2-bcp-c-04-0-UI /FEA=EST /CNT=4 /TID=Mm.70996.1
MOE430_2_1458543_at 0.5 6.9 A A 0.98 0.27 3.7 I 0.001077 gb:AI585995 /DB_XREF=gi:4571892 /DB_XREF=vs37b09.x1 /CLONE=IMAGE:1148441 /FEA=EST /CNT=5 /TID=Mm.174351.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458937_at 1.2 12.7 A A 0.75 0.27 3.7 NC 0.06 gb:AV032508 /DB_XREF=gi:4832056 /DB_XREF=AV032508 /CLONE=1500035K21 /FEA=EST /CNT=3 /TID=Mm.214492.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458982_at 0.9 6.4 A A 0.85 0.39 3.7 NC 0.06 gb:BG070141 /DB_XREF=gi:12552710 /DB_XREF=H3084B05-3 /CLONE=H3084B05 /FEA=EST /CNT=3 /TID=Mm.173197.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459076_at 0.7 8.7 A A 0.82 0.14 3.7 NC 0.11 gb:BG069034 /DB_XREF=gi:12551603 /DB_XREF=H3072A05-3 /CLONE=H3072A05 /FEA=EST /CNT=3 /TID=Mm.173743.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459214_at 0.9 11.8 A A 0.9 0.11 3.7 NC 0.03 gb:BB321618 /DB_XREF=gi:16403384 /DB_XREF=BB321618 /CLONE=B230399H08 /FEA=EST /CNT=2 /TID=Mm.216224.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459553_at 0.4 5.4 A A 0.99 0.19 3.7 NC 0.009292 gb:BG068521 /DB_XREF=gi:12551090 /DB_XREF=H3066E01-3 /CLONE=H3066E01 /FEA=EST /CNT=2 /TID=Mm.172145.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459953_at 0.3 5.7 A A 0.95 0.33 3.7 I 0.001077 gb:BB477142 /DB_XREF=gi:16440264 /DB_XREF=BB477142 /CLONE=D330023B03 /FEA=EST /CNT=2 /TID=Mm.209444.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460608_at 1.6 17.9 A P 0.69 0.005859 3.7 I 0.000389 gb:AV326040 /DB_XREF=gi:16395535 /DB_XREF=AV326040 /CLONE=6330407J15 /FEA=EST /CNT=11 /TID=Mm.91991.1 /TIER=Stack /STK=8 /UG=Mm.9
MOE430_2_1415983_at 1.2 14.6 A A 0.63 0.21 3.6 NC 0.11 gb:BC022943.1 /DB_XREF=gi:18605748 /FEA=FLmRNA /CNT=302 /TID=Mm.153911.1 /TIER=FL+Stack /STK=154 /UG=Mm.153911 /LL=18826 /UG_GENE=
MOE430_2_1417804_at 1.1 11.5 A P 0.75 0.04 3.6 NC 0.003699 gb:NM_011242.1 /DB_XREF=gi:6755289 /GEN=Rasgrp2 /FEA=FLmRNA /CNT=55 /TID=Mm.20884.1 /TIER=FL+Stack /STK=36 /UG=Mm.20884 /LL=19395 /
MOE430_2_1419016_at 1.5 9.2 A P 0.59 0.01 3.6 NC 0.01 gb:NM_028494.1 /DB_XREF=gi:13386311 /GEN=1700034I23Rik /FEA=FLmRNA /CNT=20 /TID=Mm.50207.1 /TIER=FL+Stack /STK=15 /UG=Mm.50207 /LL=
MOE430_2_1419388_at 0.4 9.4 A A 0.95 0.39 3.6 NC 0.03 gb:NM_025453.1 /DB_XREF=gi:13384857 /GEN=1810018L02Rik /FEA=FLmRNA /CNT=35 /TID=Mm.46325.1 /TIER=FL+Stack /STK=10 /UG=Mm.46325 /LL=
MOE430_2_1420045_at 1.7 18 A A 0.6 0.09 3.6 NC 0.08 gb:BB826262 /DB_XREF=gi:17004505 /DB_XREF=BB826262 /CLONE=G830042B06 /FEA=EST /CNT=1 /TID=Mm.213961.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420230_at 0.4 8.9 A M 0.77 0.05 3.6 NC 0.01 gb:AA414993 /DB_XREF=gi:2075120 /DB_XREF=vc50a06.r1 /CLONE=IMAGE:777970 /FEA=EST /CNT=1 /TID=Mm.24531.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1421168_at 0.6 12.5 A A 0.96 0.3 3.6 NC 0.008511 gb:BB467427 /DB_XREF=gi:16427366 /DB_XREF=BB467427 /CLONE=D230014K03 /FEA=FLmRNA /CNT=28 /TID=Mm.100671.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1421684_at 0.5 8.2 A A 0.85 0.46 3.6 NC 0.5 gb:NM_027344.1 /DB_XREF=gi:13386223 /GEN=2310051M13Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158337.1 /TIER=FL /STK=2 /UG=Mm.158337 /LL=70202
MOE430_2_1421778_at 0.2 3.1 A A 0.99 0.53 3.6 NC 0.08 gb:NM_011911.1 /DB_XREF=gi:6755950 /GEN=V1rb2 /FEA=FLmRNA /CNT=2 /TID=Mm.89985.1 /TIER=FL /STK=2 /UG=Mm.89985 /LL=24112 /DEF=Mus m
MOE430_2_1422350_at 0.9 11.1 A A 0.96 0.12 3.6 NC 0.01 gb:NM_008040.1 /DB_XREF=gi:6679854 /GEN=Fpr-rs3 /FEA=FLmRNA /CNT=1 /TID=Mm.57143.1 /TIER=FL /STK=1 /UG=Mm.57143 /LL=14290 /DEF=Mus
MOE430_2_1426173_at 1.7 13.6 A A 0.8 0.33 3.6 NC 0.5 gb:AF039839.1 /DB_XREF=gi:4092864 /GEN=Arr /FEA=FLmRNA /CNT=1 /TID=Mm.42081.1 /TIER=FL /STK=1 /UG=Mm.42081 /DEF=Mus musculus adriam
MOE430_2_1430566_at 1.3 9.9 A A 0.63 0.24 3.6 NC 0.1 gb:BM249924 /DB_XREF=gi:17885194 /DB_XREF=K0841D01-3 /CLONE=K0841D01 /FEA=mRNA /CNT=12 /TID=Mm.83528.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1431237_at 0.4 10.1 A A 0.98 0.46 3.6 I 0.000692 gb:AI930197 /DB_XREF=gi:5666161 /DB_XREF=ul61a11.x1 /CLONE=IMAGE:2123516 /FEA=mRNA /CNT=6 /TID=Mm.158143.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431325_at 0.6 8 A A 0.96 0.06 3.6 NC 0.01 gb:BE380915 /DB_XREF=gi:9326280 /DB_XREF=601271646F1 /CLONE=IMAGE:3600923 /FEA=mRNA /CNT=5 /TID=Mm.131125.1 /TIER=ConsEnd /STK=0 
MOE430_2_1431681_at 1.7 17.8 A A 0.63 0.14 3.6 NC 0.01 gb:AK004807.1 /DB_XREF=gi:12836265 /FEA=mRNA /CNT=4 /TID=Mm.159074.1 /TIER=ConsEnd /STK=0 /UG=Mm.159074 /LL=73832 /UG_GENE=120001
MOE430_2_1432355_at 0.6 5.3 A A 0.78 0.39 3.6 NC 0.18 gb:AK008780.1 /DB_XREF=gi:12843183 /FEA=mRNA /CNT=1 /TID=Mm.219773.1 /TIER=ConsEnd /STK=0 /UG=Mm.219773 /LL=73644 /UG_GENE=221003
MOE430_2_1432775_at 0.8 8 A P 0.66 0.03 3.6 NC 0.01 gb:BB103471 /DB_XREF=gi:8756039 /DB_XREF=BB103471 /CLONE=9430087J23 /FEA=mRNA /CNT=2 /TID=Mm.159912.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1433018_at 0.4 5.3 A A 0.68 0.23 3.6 NC 0.18 gb:AK016186.1 /DB_XREF=gi:12854819 /FEA=mRNA /CNT=1 /TID=Mm.219778.1 /TIER=ConsEnd /STK=0 /UG=Mm.219778 /LL=75838 /UG_GENE=493056
MOE430_2_1433144_at 1.5 13.4 A A 0.78 0.33 3.6 NC 0.21 gb:AK003764.1 /DB_XREF=gi:12834628 /FEA=mRNA /CNT=1 /TID=Mm.22218.3 /TIER=ConsEnd /STK=0 /UG=Mm.22218 /LL=56737 /UG_GENE=1300013N
MOE430_2_1433329_at 1.2 14.6 A A 0.53 0.14 3.6 NC 0.16 gb:AK016287.1 /DB_XREF=gi:12854959 /FEA=mRNA /CNT=1 /TID=Mm.159607.1 /TIER=ConsEnd /STK=0 /UG=Mm.159607 /LL=75866 /UG_GENE=493057
MOE430_2_1434429_at 0.1 3.9 A A 0.95 0.46 3.6 NC 0.42 gb:AV348245 /DB_XREF=gi:16397110 /DB_XREF=AV348245 /CLONE=6430703N11 /FEA=EST /CNT=35 /TID=Mm.39419.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1435200_at 0.9 7.6 A A 0.88 0.19 3.6 NC 0.02 gb:AV327542 /DB_XREF=gi:16395660 /DB_XREF=AV327542 /CLONE=6330419J24 /FEA=EST /CNT=24 /TID=Mm.40848.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1436398_at 0.5 17.5 A A 0.75 0.14 3.6 NC 0.02 gb:BB033554 /DB_XREF=gi:16258246 /DB_XREF=BB033554 /CLONE=5830482C20 /FEA=EST /CNT=17 /TID=Mm.130709.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1437268_at 0.6 11 A A 0.8 0.3 3.6 NC 0.25 gb:BB811311 /DB_XREF=gi:16983940 /DB_XREF=BB811311 /CLONE=G730009J17 /FEA=EST /CNT=25 /TID=Mm.132357.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437292_at 0.8 9.1 A A 0.78 0.33 3.6 NC 0.35 gb:BB431052 /DB_XREF=gi:16424135 /DB_XREF=BB431052 /CLONE=C630036G12 /FEA=EST /CNT=89 /TID=Mm.94461.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1438436_at 0.8 10.8 A P 0.82 0.04 3.6 NC 0.007788 gb:BE979968 /DB_XREF=gi:10647456 /DB_XREF=UI-M-BG2-bcp-e-08-0-UI.s1 /CLONE=UI-M-BG2-bcp-e-08-0-UI /FEA=EST /CNT=17 /TID=Mm.87020
MOE430_2_1439208_at 1.2 9.7 A A 0.63 0.19 3.6 NC 0.02 gb:BB298208 /DB_XREF=gi:16402042 /DB_XREF=BB298208 /CLONE=B130066B08 /FEA=EST /CNT=9 /TID=Mm.212953.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439215_at 0.4 11.9 A P 0.36 0.008057 3.6 NC 0.01 gb:AV340006 /DB_XREF=gi:16396815 /DB_XREF=AV340006 /CLONE=6430512F19 /FEA=EST /CNT=9 /TID=Mm.153302.2 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439954_at 0.7 11.6 A A 0.69 0.36 3.6 NC 0.04 gb:AI849139 /DB_XREF=gi:5493045 /DB_XREF=UI-M-AJ1-agy-c-02-0-UI.s1 /CLONE=UI-M-AJ1-agy-c-02-0-UI /FEA=EST /CNT=7 /TID=Mm.40515.1 /T
MOE430_2_1440109_at 0.2 3.1 A A 0.97 0.39 3.6 NC 0.07 gb:BB021958 /DB_XREF=gi:16257727 /DB_XREF=BB021958 /CLONE=5330408E05 /FEA=EST /CNT=6 /TID=Mm.155687.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440135_at 0.9 7.9 A A 0.5 0.27 3.6 NC 0.28 gb:BG063495 /DB_XREF=gi:12546058 /DB_XREF=H3007H08-3 /CLONE=H3007H08 /FEA=EST /CNT=6 /TID=Mm.215779.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440588_at 1.5 11.6 A A 0.75 0.36 3.6 NC 0.07 gb:BB047746 /DB_XREF=gi:16259456 /DB_XREF=BB047746 /CLONE=6430562A12 /FEA=EST /CNT=5 /TID=Mm.194459.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440794_x_ 0.4 5.5 A P 0.75 0.01 3.6 NC 0.00593 gb:AV205680 /DB_XREF=gi:6146533 /DB_XREF=AV205680 /CLONE=1700081H16 /FEA=EST /CNT=5 /TID=Mm.67177.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440847_at 0.6 6.4 A A 0.97 0.27 3.6 I 0.001651 gb:BB326749 /DB_XREF=gi:16403690 /DB_XREF=BB326749 /CLONE=B430212B02 /FEA=EST /CNT=14 /TID=Mm.88885.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440924_at 0.2 6.1 A A 0.98 0.12 3.6 I 0.000618 gb:BM239553 /DB_XREF=gi:17874811 /DB_XREF=K0536C10-3 /CLONE=K0536C10 /FEA=EST /CNT=10 /TID=Mm.49800.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441153_at 0.4 5.4 A A 0.91 0.52 3.6 NC 0.23 gb:AW541437 /DB_XREF=gi:7183854 /DB_XREF=C0145B11-3 /CLONE=C0145B11 /FEA=EST /CNT=5 /TID=Mm.102667.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441214_at 1.1 6.7 A A 0.87 0.33 3.6 NC 0.01 gb:BQ176550 /DB_XREF=gi:20352042 /DB_XREF=UI-M-DJ2-bvy-b-08-0-UI.s1 /CLONE=UI-M-DJ2-bvy-b-08-0-UI /FEA=EST /CNT=5 /TID=Mm.108598.
MOE430_2_1441561_at 1.1 5.2 A A 0.92 0.46 3.6 NC 0.02 gb:BM239451 /DB_XREF=gi:17874721 /DB_XREF=K0534F09-3 /CLONE=K0534F09 /FEA=EST /CNT=4 /TID=Mm.214746.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441826_x_ 0.7 10.6 A A 0.82 0.46 3.6 NC 0.01 gb:BB550000 /DB_XREF=gi:9621428 /DB_XREF=BB550000 /CLONE=E230019N20 /FEA=EST /CNT=4 /TID=Mm.138365.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442390_at 1.5 14 A A 0.87 0.5 3.6 NC 0.02 gb:BE980518 /DB_XREF=gi:10648583 /DB_XREF=UI-M-BG2-bck-a-10-0-UI.s1 /CLONE=UI-M-BG2-bck-a-10-0-UI /FEA=EST /CNT=5 /TID=Mm.151171.



MOE430_2_1443972_at 0.3 6.3 A A 0.66 0.09 3.6 NC 0.22 gb:AI661897 /DB_XREF=gi:4765480 /DB_XREF=mz58d02.x1 /CLONE=IMAGE:717603 /FEA=EST /CNT=7 /TID=Mm.33979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444175_at 0.4 6.9 A P 0.74 0.02 3.6 NC 0.04 gb:BM203048 /DB_XREF=gi:17757483 /DB_XREF=C0248E09-3 /CLONE=C0248E09 /FEA=EST /CNT=5 /TID=Mm.33862.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444439_at 2.2 18.4 A A 0.63 0.12 3.6 NC 0.01 gb:BB280096 /DB_XREF=gi:15411072 /DB_XREF=BB280096 /CLONE=A930023E16 /FEA=EST /CNT=4 /TID=Mm.162423.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444835_at 0.4 8.6 A A 0.72 0.14 3.6 NC 0.05 gb:BB183694 /DB_XREF=gi:16270271 /DB_XREF=BB183694 /CLONE=A230108M20 /FEA=EST /CNT=3 /TID=Mm.184867.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444937_at 0.3 17.8 A P 0.56 0.03 3.6 MI 0.002032 gb:BG073921 /DB_XREF=gi:12556490 /DB_XREF=H3128G05-3 /CLONE=H3128G05 /FEA=EST /CNT=3 /TID=Mm.170660.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444967_at 1.2 18 A P 0.78 0.04 3.6 NC 0.005933 gb:BG071014 /DB_XREF=gi:12553583 /DB_XREF=H3093G06-3 /CLONE=H3093G06 /FEA=EST /CNT=3 /TID=Mm.13803.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445378_at 0.4 2.9 A A 0.69 0.27 3.6 NC 0.14 gb:BG070157 /DB_XREF=gi:12552726 /DB_XREF=H3084C10-3 /CLONE=H3084C10 /FEA=EST /CNT=3 /TID=Mm.173199.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445490_at 1.6 12.1 A A 0.53 0.17 3.6 NC 0.36 gb:C77805 /DB_XREF=gi:2518135 /DB_XREF=C77805 /CLONE=J0037H04 /FEA=EST /CNT=3 /TID=Mm.166448.1 /TIER=ConsEnd /STK=2 /UG=Mm.16644
MOE430_2_1445721_at 0.3 11.3 A A 0.75 0.12 3.6 NC 0.01 gb:BB265715 /DB_XREF=gi:16400305 /DB_XREF=BB265715 /CLONE=A830021M18 /FEA=EST /CNT=4 /TID=Mm.208427.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445755_at 0.3 6.7 A A 0.95 0.3 3.6 NC 0.06 gb:BG069620 /DB_XREF=gi:12552189 /DB_XREF=H3078C11-3 /CLONE=H3078C11 /FEA=EST /CNT=3 /TID=Mm.173427.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446135_at 0.7 7.6 A A 0.72 0.11 3.6 NC 0.01 gb:BB445605 /DB_XREF=gi:16425022 /DB_XREF=BB445605 /CLONE=D030051J21 /FEA=EST /CNT=2 /TID=Mm.209198.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446267_at 0.6 2.6 A A 0.87 0.63 3.6 NC 0.08 gb:BG070247 /DB_XREF=gi:12552816 /DB_XREF=H3085C06-3 /CLONE=H3085C06 /FEA=EST /CNT=2 /TID=Mm.25907.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446396_at 1.7 19.7 A A 0.87 0.24 3.6 I 0.000492 gb:BB554891 /DB_XREF=gi:16448488 /DB_XREF=BB554891 /CLONE=E330015O06 /FEA=EST /CNT=2 /TID=Mm.210027.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446768_at 2.1 10.3 A A 0.65 0.46 3.6 NC 0.01 gb:BE653578 /DB_XREF=gi:9979487 /DB_XREF=UI-M-AP1-agg-a-05-0-UI.r1 /CLONE=UI-M-AP1-agg-a-05-0-UI /FEA=EST /CNT=2 /TID=Mm.190881.1 /
MOE430_2_1447089_at 0.5 10.1 A A 0.8 0.06 3.6 NC 0.02 gb:AU019749 /DB_XREF=gi:3375333 /DB_XREF=AU019749 /CLONE=J0521H10 /FEA=EST /CNT=2 /TID=Mm.200679.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447154_at 0.3 7.1 A A 0.6 0.3 3.6 NC 0.44 gb:BB128798 /DB_XREF=gi:16266149 /DB_XREF=BB128798 /CLONE=9630033O20 /FEA=EST /CNT=2 /TID=Mm.209748.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1452025_a_ 0.5 9 A M 0.66 0.05 3.6 NC 0.03 gb:AF483521.1 /DB_XREF=gi:19548795 /FEA=FLmRNA /CNT=4 /TID=Mm.4958.2 /TIER=FL /STK=0 /UG=Mm.4958 /LL=22678 /UG_GENE=Zfp2 /DEF=Mus
MOE430_2_1453703_at 1.1 18.3 A A 0.85 0.27 3.6 NC 0.16 gb:AK012661.1 /DB_XREF=gi:12849554 /FEA=mRNA /CNT=3 /TID=Mm.53645.1 /TIER=ConsEnd /STK=1 /UG=Mm.53645 /LL=69926 /UG_GENE=2810003K
MOE430_2_1454159_a_ 20.9 218.8 P P 0.03 0.000244 3.6 I 0.00002 gb:AK011784.1 /DB_XREF=gi:12848127 /FEA=mRNA /CNT=1 /TID=Mm.141936.2 /TIER=ConsEnd /STK=0 /UG=Mm.141936 /LL=16008 /UG_GENE=Igfbp2 /
MOE430_2_1454294_at 0.4 11.1 A P 0.56 0.04 3.6 NC 0.01 gb:BB105009 /DB_XREF=gi:16261460 /DB_XREF=BB105009 /CLONE=9430093N11 /FEA=mRNA /CNT=3 /TID=Mm.158369.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1455684_at 1 11.3 A A 0.46 0.24 3.6 NC 0.27 gb:BQ175363 /DB_XREF=gi:20350855 /DB_XREF=UI-M-DJ2-bwc-j-21-0-UI.s1 /CLONE=UI-M-DJ2-bwc-j-21-0-UI /FEA=EST /CNT=14 /TID=Mm.127924
MOE430_2_1456821_at 0.4 13.1 A P 0.6 0.00415 3.6 NC 0.004925 gb:BG075117 /DB_XREF=gi:12557686 /DB_XREF=H3143E04-3 /CLONE=H3143E04 /FEA=EST /CNT=7 /TID=Mm.103137.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457554_at 0.9 11.4 A A 0.91 0.39 3.6 NC 0.04 gb:BM251092 /DB_XREF=gi:17886362 /DB_XREF=K0859E03-3 /CLONE=K0859E03 /FEA=EST /CNT=4 /TID=Mm.214778.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1458757_at 0.3 3 A A 0.69 0.53 3.6 NC 0.5 gb:BM238998 /DB_XREF=gi:17874268 /DB_XREF=K0527B05-3 /CLONE=K0527B05 /FEA=EST /CNT=3 /TID=Mm.217271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459629_at 0.3 9.2 A A 0.87 0.11 3.6 NC 0.02 gb:BG067188 /DB_XREF=gi:12549757 /DB_XREF=H3051E11-3 /CLONE=H3051E11 /FEA=EST /CNT=2 /TID=Mm.9591.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459923_at 0.3 3.5 A A 0.77 0.72 3.6 NC 0.53 gb:AA185889 /DB_XREF=gi:1772288 /DB_XREF=mt35c08.r1 /CLONE=IMAGE:623054 /FEA=EST /CNT=5 /TID=Mm.24058.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1417629_at 0.5 12 A A 0.66 0.3 3.5 NC 0.26 gb:NM_011172.1 /DB_XREF=gi:6755177 /GEN=Prodh /FEA=FLmRNA /CNT=77 /TID=Mm.28456.1 /TIER=FL+Stack /STK=40 /UG=Mm.28456 /LL=19125 /D
MOE430_2_1419788_at 0.5 4.9 A A 0.8 0.39 3.5 NC 0.03 gb:AI413389 /DB_XREF=gi:4256893 /DB_XREF=md04d07.x1 /CLONE=IMAGE:367405 /FEA=EST /CNT=3 /TID=Mm.22784.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419843_at 0.5 10.6 A A 0.91 0.11 3.5 NC 0.003041 gb:AA189517 /DB_XREF=gi:1777099 /DB_XREF=mt87g11.r1 /CLONE=IMAGE:636932 /FEA=EST /CNT=3 /TID=Mm.1925.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420947_at 0.4 8.3 A A 0.85 0.46 3.5 NC 0.26 gb:BM225096 /DB_XREF=gi:17786581 /DB_XREF=K0206C03-3 /CLONE=K0206C03 /FEA=FLmRNA /CNT=165 /TID=Mm.10141.1 /TIER=Stack /STK=9 /UG
MOE430_2_1421592_at 0.7 7.7 A A 0.97 0.39 3.5 NC 0.1 gb:NM_010954.1 /DB_XREF=gi:6754919 /GEN=Ncam2 /FEA=FLmRNA /CNT=4 /TID=Mm.30313.1 /TIER=FL /STK=2 /UG=Mm.30313 /LL=17968 /DEF=Mus 
MOE430_2_1421630_at 2.6 15.7 A A 0.56 0.33 3.5 NC 0.5 gb:NM_009570.1 /DB_XREF=gi:6677634 /GEN=Zfy1 /FEA=FLmRNA /CNT=3 /TID=Mm.87839.1 /TIER=FL /STK=2 /UG=Mm.87839 /LL=22767 /DEF=Mus mu
MOE430_2_1421723_at 0.4 3.4 A A 0.97 0.6 3.5 NC 0.28 gb:NM_053143.1 /DB_XREF=gi:18087796 /GEN=Pcdhb18 /FEA=FLmRNA /CNT=2 /TID=Mm.196852.1 /TIER=FL /STK=2 /UG=Mm.196852 /LL=93889 /DEF=
MOE430_2_1422398_at 1 9.1 A A 0.9 0.3 3.5 NC 0.01 gb:NM_015787.1 /DB_XREF=gi:13430889 /GEN=H1f4 /FEA=FLmRNA /CNT=1 /TID=Mm.14101.1 /TIER=FL /STK=1 /UG=Mm.14101 /LL=50709 /DEF=Mus m
MOE430_2_1422908_at 0.5 7.8 A A 0.93 0.08 3.5 NC 0.004481 gb:NM_133690.1 /DB_XREF=gi:19526859 /GEN=1110020B02Rik /FEA=FLmRNA /CNT=22 /TID=Mm.60134.1 /TIER=FL+Stack /STK=8 /UG=Mm.60134 /LL=
MOE430_2_1423284_at 1.3 11.5 A A 0.69 0.17 3.5 NC 0.07 gb:AK002644.1 /DB_XREF=gi:12832780 /FEA=FLmRNA /CNT=66 /TID=Mm.57648.1 /TIER=Stack /STK=18 /UG=Mm.57648 /LL=67729 /UG_GENE=9130403
MOE430_2_1424903_at 0.5 7.1 A P 0.69 0.04 3.5 NC 0.05 gb:AF127244.1 /DB_XREF=gi:5823128 /GEN=Smcy /FEA=FLmRNA /CNT=26 /TID=Mm.1064.1 /TIER=FL+Stack /STK=12 /UG=Mm.1064 /LL=20592 /DEF=
MOE430_2_1425298_a_ 1.1 11.9 A A 0.46 0.11 3.5 NC 0.19 gb:AF135491.1 /DB_XREF=gi:5932009 /GEN=Naip /FEA=FLmRNA /CNT=6 /TID=Mm.6898.2 /TIER=FL /STK=3 /UG=Mm.6898 /LL=17940 /DEF=Mus muscu
MOE430_2_1426166_at 2 25.2 A P 0.3 0.01 3.5 NC 0.09 gb:M16360.1 /DB_XREF=gi:199884 /FEA=FLmRNA /CNT=1 /TID=Mm.197701.1 /TIER=FL /STK=1 /UG=Mm.197701 /LL=17844 /UG_GENE=Mup5 /DEF=Mo
MOE430_2_1426514_at 1.6 12.6 A A 0.8 0.46 3.5 NC 0.34 gb:AK019474.1 /DB_XREF=gi:12859701 /FEA=FLmRNA /CNT=106 /TID=Mm.19291.1 /TIER=Stack /STK=61 /UG=Mm.19291 /LL=77590 /UG_GENE=463142
MOE430_2_1427677_a_ 0.9 11.7 A A 0.88 0.27 3.5 NC 0.03 gb:AJ010605.1 /DB_XREF=gi:3702611 /GEN=Sox6 /FEA=mRNA /CNT=1 /TID=Mm.4656.3 /TIER=ConsEnd /STK=0 /UG=Mm.4656 /LL=20679 /DEF=Mus m
MOE430_2_1429319_at 1.1 11.3 A A 0.72 0.14 3.5 NC 0.02 gb:BM243660 /DB_XREF=gi:17878930 /DB_XREF=K0700A02-3 /CLONE=K0700A02 /FEA=mRNA /CNT=72 /TID=Mm.20323.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1429660_s_ 0.5 13.2 A A 0.66 0.12 3.5 NC 0.009292 gb:BI684556 /DB_XREF=gi:15647172 /DB_XREF=603306933F1 /CLONE=IMAGE:5342865 /FEA=mRNA /CNT=34 /TID=Mm.177462.1 /TIER=ConsEnd /STK=
MOE430_2_1430096_at 0.5 12 A A 0.75 0.12 3.5 NC 0.08 gb:AK013544.1 /DB_XREF=gi:12850947 /FEA=mRNA /CNT=6 /TID=Mm.17681.1 /TIER=ConsEnd /STK=4 /UG=Mm.17681 /LL=72915 /UG_GENE=2900017F
MOE430_2_1430487_at 0.5 7.3 A A 0.85 0.39 3.5 NC 0.05 gb:AV310182 /DB_XREF=gi:6363217 /DB_XREF=AV310182 /CLONE=5730588O03 /FEA=mRNA /CNT=3 /TID=Mm.2733.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1430761_at 0.8 8.7 A A 0.82 0.63 3.5 NC 0.45 gb:AK002842.1 /DB_XREF=gi:12833122 /FEA=mRNA /CNT=5 /TID=Mm.202344.1 /TIER=ConsEnd /STK=1 /UG=Mm.202344 /LL=68386 /UG_GENE=061003
MOE430_2_1431600_at 0.3 6.1 A A 0.93 0.14 3.5 NC 0.004925 gb:AK016217.1 /DB_XREF=gi:12854863 /FEA=mRNA /CNT=2 /TID=Mm.108831.1 /TIER=ConsEnd /STK=1 /UG=Mm.108831 /LL=75341 /UG_GENE=493056
MOE430_2_1431605_at 0.3 11.4 A A 0.78 0.17 3.5 MI 0.00225 gb:AK020027.1 /DB_XREF=gi:12860484 /FEA=mRNA /CNT=2 /TID=Mm.159851.1 /TIER=ConsEnd /STK=1 /UG=Mm.159851 /LL=77109 /UG_GENE=593040
MOE430_2_1433052_at 0.5 10 A A 0.92 0.6 3.5 NC 0.08 gb:AK014085.1 /DB_XREF=gi:12851735 /FEA=mRNA /CNT=1 /TID=Mm.3823.3 /TIER=ConsEnd /STK=0 /UG=Mm.3823 /LL=15569 /UG_GENE=Elavl2 /UG_T
MOE430_2_1433303_at 0.4 10.6 A A 0.88 0.14 3.5 NC 0.03 gb:AK015612.1 /DB_XREF=gi:12854012 /FEA=mRNA /CNT=1 /TID=Mm.159362.1 /TIER=ConsEnd /STK=0 /UG=Mm.159362 /LL=74907 /UG_GENE=493048
MOE430_2_1437548_at 0.2 3.7 A A 0.96 0.19 3.5 NC 0.03 gb:AV367839 /DB_XREF=gi:16397715 /DB_XREF=AV367839 /CLONE=8430438G19 /FEA=EST /CNT=28 /TID=Mm.132482.3 /TIER=Stack /STK=16 /UG=M
MOE430_2_1438841_s_ 1.2 13.7 A P 0.5 0.03 3.5 NC 0.01 gb:AV002218 /DB_XREF=gi:4779068 /DB_XREF=AV002218 /CLONE=0610015O04 /FEA=EST /CNT=10 /TID=Mm.6577.3 /TIER=Stack /STK=9 /UG=Mm.65
MOE430_2_1439118_at 1.2 10.8 A A 0.8 0.39 3.5 NC 0.45 gb:BF467479 /DB_XREF=gi:11536662 /DB_XREF=UI-M-CG0p-brl-c-04-0-UI.s1 /CLONE=UI-M-CG0p-brl-c-04-0-UI /FEA=EST /CNT=13 /TID=Mm.10242
MOE430_2_1439280_at 0.9 5.3 A A 0.93 0.5 3.5 NC 0.21 gb:BB321076 /DB_XREF=gi:16403342 /DB_XREF=BB321076 /CLONE=B230396O12 /FEA=EST /CNT=10 /TID=Mm.131837.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1440172_s_ 0.4 5.1 A A 0.75 0.08 3.5 NC 0.009292 gb:AV210811 /DB_XREF=gi:6151291 /DB_XREF=AV210811 /CLONE=1700126I04 /FEA=EST /CNT=6 /TID=Mm.78423.1 /TIER=ConsEnd /STK=6 /UG=Mm.7
MOE430_2_1440394_at 0.9 6.8 A A 0.71 0.27 3.5 NC 0.03 gb:BG073195 /DB_XREF=gi:12555764 /DB_XREF=H3119H01-3 /CLONE=H3119H01 /FEA=EST /CNT=6 /TID=Mm.102874.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440410_at 0.6 8.4 A A 0.69 0.36 3.5 NC 0.13 gb:AV206142 /DB_XREF=gi:16384442 /DB_XREF=AV206142 /CLONE=1700084L17 /FEA=EST /CNT=6 /TID=Mm.189040.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441147_at 0.3 7.1 A A 0.98 0.53 3.5 NC 0.02 gb:C79038 /DB_XREF=gi:2519368 /DB_XREF=C79038 /CLONE=J0059D11 /FEA=EST /CNT=5 /TID=Mm.34940.1 /TIER=ConsEnd /STK=4 /UG=Mm.34940 /
MOE430_2_1441235_at 1 24.4 A A 0.69 0.24 3.5 NC 0.008511 gb:BM942872 /DB_XREF=gi:19402735 /DB_XREF=UI-M-BZ1-bec-c-02-0-UI.r1 /CLONE=UI-M-BZ1-bec-c-02-0-UI /FEA=EST /CNT=5 /TID=Mm.150847.
MOE430_2_1441399_at 0.2 9.5 A M 0.65 0.05 3.5 NC 0.24 gb:BG069629 /DB_XREF=gi:12552198 /DB_XREF=H3078D08-3 /CLONE=H3078D08 /FEA=EST /CNT=4 /TID=Mm.26198.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441402_at 1.1 9 A A 0.93 0.11 3.5 NC 0.06 gb:BG064958 /DB_XREF=gi:12547521 /DB_XREF=H3025G08-3 /CLONE=H3025G08 /FEA=EST /CNT=4 /TID=Mm.100533.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441471_at 1.2 12.6 A P 0.72 0.03 3.5 NC 0.008511 gb:BG075185 /DB_XREF=gi:12557754 /DB_XREF=H3144C07-3 /CLONE=H3144C07 /FEA=EST /CNT=4 /TID=Mm.103146.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441650_at 0.7 9 A P 0.43 0.03 3.5 NC 0.14 gb:BM222798 /DB_XREF=gi:17783526 /DB_XREF=K0126G09-3 /CLONE=K0126G09 /FEA=EST /CNT=4 /TID=Mm.214678.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442032_at 0.4 8 A A 0.87 0.27 3.5 NC 0.01 gb:AV328055 /DB_XREF=gi:16395780 /DB_XREF=AV328055 /CLONE=6330438J09 /FEA=EST /CNT=9 /TID=Mm.39244.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442584_at 0.5 6.8 A A 0.91 0.46 3.5 NC 0.11 gb:BB076411 /DB_XREF=gi:15406893 /DB_XREF=BB076411 /CLONE=9330121J05 /FEA=EST /CNT=4 /TID=Mm.117861.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442791_x_ 0.9 16 A A 0.93 0.46 3.5 NC 0.04 gb:BF459282 /DB_XREF=gi:11525451 /DB_XREF=UI-M-BZ1-bmb-e-12-0-UI.s1 /CLONE=UI-M-BZ1-bmb-e-12-0-UI /FEA=EST /CNT=4 /TID=Mm.161283
MOE430_2_1443320_at 0.7 7.5 A A 0.99 0.49 3.5 NC 0.01 gb:BB308080 /DB_XREF=gi:16402352 /DB_XREF=BB308080 /CLONE=B230218C05 /FEA=EST /CNT=3 /TID=Mm.210162.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444457_at 1.2 17.5 A A 0.56 0.17 3.5 NC 0.09 gb:AV268519 /DB_XREF=gi:16389684 /DB_XREF=AV268519 /CLONE=4930535J16 /FEA=EST /CNT=4 /TID=Mm.38413.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445254_at 0.6 12.4 A A 0.9 0.33 3.5 NC 0.12 gb:BB151417 /DB_XREF=gi:16267935 /DB_XREF=BB151417 /CLONE=A030012O09 /FEA=EST /CNT=3 /TID=Mm.207236.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445686_at 0.2 4.5 A A 0.97 0.69 3.5 NC 0.03 gb:AV205055 /DB_XREF=gi:16384421 /DB_XREF=AV205055 /CLONE=1700061L08 /FEA=EST /CNT=3 /TID=Mm.66964.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446500_at 0.3 5.2 A A 0.8 0.24 3.5 NC 0.09 gb:BB369537 /DB_XREF=gi:16406776 /DB_XREF=BB369537 /CLONE=C130048M12 /FEA=EST /CNT=2 /TID=Mm.130962.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447130_at 0.3 11.4 A A 0.82 0.53 3.5 NC 0.13 gb:BG062935 /DB_XREF=gi:12545498 /DB_XREF=H3001A10-3 /CLONE=H3001A10 /FEA=EST /CNT=2 /TID=Mm.24458.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447430_at 0.4 6.8 A A 0.8 0.21 3.5 NC 0.09 gb:AI849256 /DB_XREF=gi:5493162 /DB_XREF=UI-M-AJ1-agz-f-01-0-UI.s1 /CLONE=UI-M-AJ1-agz-f-01-0-UI /FEA=EST /CNT=2 /TID=Mm.155919.1 /T
MOE430_2_1449625_at 4 29.2 A P 0.56 0.03 3.5 I 0.000189 gb:AA619999 /DB_XREF=gi:2523875 /DB_XREF=vl76e01.r1 /CLONE=IMAGE:978168 /FEA=EST /CNT=1 /TID=Mm.5398.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1450131_a_ 1.5 11.2 A A 0.85 0.33 3.5 NC 0.07 gb:NM_138653.1 /DB_XREF=gi:20149729 /GEN=Bspry-pending /FEA=FLmRNA /CNT=30 /TID=Mm.29808.1 /TIER=FL /STK=2 /UG=Mm.29808 /LL=192120 
MOE430_2_1452576_at 1 6.7 A A 0.72 0.29 3.5 NC 0.5 gb:X88902.1 /DB_XREF=gi:895869 /FEA=mRNA /CNT=1 /TID=Mm.196085.14 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /DEF
MOE430_2_1453219_a_ 1 10 A A 0.87 0.3 3.5 NC 0.5 gb:AK010386.1 /DB_XREF=gi:12845792 /FEA=mRNA /CNT=13 /TID=Mm.47904.1 /TIER=Stack /STK=12 /UG=Mm.47904 /LL=71981 /UG_GENE=2410004F0
MOE430_2_1453335_a_ 6.4 18.2 A A 0.3 0.12 3.5 NC 0.34 gb:AK005880.1 /DB_XREF=gi:12838690 /FEA=mRNA /CNT=9 /TID=Mm.196313.2 /TIER=ConsEnd /STK=6 /UG=Mm.196313 /LL=70060 /UG_GENE=170002
MOE430_2_1453518_at 1.3 11.1 A A 0.53 0.08 3.5 NC 0.00712 gb:AI429425 /DB_XREF=gi:4275351 /DB_XREF=mo01f12.x1 /CLONE=IMAGE:552335 /FEA=mRNA /CNT=6 /TID=Mm.23570.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1453666_at 0.9 17.7 A A 0.72 0.35 3.5 NC 0.11 gb:AW018385 /DB_XREF=gi:5871915 /DB_XREF=ul95d03.x1 /CLONE=IMAGE:2159813 /FEA=mRNA /CNT=4 /TID=Mm.87352.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1454557_at 0.5 7.6 A A 0.8 0.5 3.5 NC 0.41 gb:AK020125.1 /DB_XREF=gi:12860613 /FEA=mRNA /CNT=1 /TID=Mm.160014.1 /TIER=ConsEnd /STK=0 /UG=Mm.160014 /LL=77887 /UG_GENE=672045
MOE430_2_1454591_at 1.8 13 A A 0.82 0.17 3.5 NC 0.23 gb:AK015170.1 /DB_XREF=gi:12853405 /FEA=mRNA /CNT=1 /TID=Mm.101107.1 /TIER=ConsEnd /STK=0 /UG=Mm.101107 /LL=71635 /UG_GENE=493042
MOE430_2_1455474_at 0.6 9.8 A A 0.92 0.43 3.5 NC 0.09 gb:BM197316 /DB_XREF=gi:17749456 /DB_XREF=C0347F08-3 /CLONE=C0347F08 /FEA=EST /CNT=14 /TID=Mm.28524.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456810_at 1.1 18 A P 0.6 0.04 3.5 NC 0.02 gb:BB468447 /DB_XREF=gi:16427517 /DB_XREF=BB468447 /CLONE=D230019H19 /FEA=EST /CNT=8 /TID=Mm.210440.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457019_s_ 2 11.4 A A 0.8 0.39 3.5 NC 0.31 gb:BB241474 /DB_XREF=gi:8934220 /DB_XREF=BB241474 /CLONE=A630086N19 /FEA=EST /CNT=6 /TID=Mm.130729.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457729_at 0.5 7.1 A A 0.87 0.43 3.5 NC 0.2 gb:AW492805 /DB_XREF=gi:7063086 /DB_XREF=UI-M-BH3-atm-a-09-0-UI.s1 /CLONE=UI-M-BH3-atm-a-09-0-UI /FEA=EST /CNT=7 /TID=Mm.102127.1
MOE430_2_1458045_at 0.6 8.3 A A 0.93 0.19 3.5 NC 0.05 gb:BB046190 /DB_XREF=gi:15403971 /DB_XREF=BB046190 /CLONE=6030498H07 /FEA=EST /CNT=3 /TID=Mm.207312.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458611_at 0.4 8.7 A A 0.9 0.43 3.5 NC 0.01 gb:BI872156 /DB_XREF=gi:16045831 /DB_XREF=603396470F1 /CLONE=IMAGE:5400329 /FEA=EST /CNT=4 /TID=Mm.211874.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1459334_at 0.8 13.8 A M 0.69 0.05 3.5 I 0.001651 gb:BG073495 /DB_XREF=gi:12556064 /DB_XREF=H3123C05-3 /CLONE=H3123C05 /FEA=EST /CNT=2 /TID=Mm.182657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459675_at 0.6 6.4 A A 0.69 0.39 3.5 NC 0.35 gb:BG060627 /DB_XREF=gi:12529307 /DB_XREF=L0905G09-3 /CLONE=L0905G09 /FEA=EST /CNT=2 /TID=Mm.125186.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460258_at 19.7 215.3 P P 0.01 0.000244 3.5 I 0.00002 gb:NM_010701.1 /DB_XREF=gi:6754527 /GEN=Lect1 /FEA=FLmRNA /CNT=18 /TID=Mm.46561.1 /TIER=FL+Stack /STK=10 /UG=Mm.46561 /LL=16840 /D
MOE430_2_1415862_at 1.6 7 A A 0.63 0.27 3.4 NC 0.15 gb:BB762957 /DB_XREF=gi:16207904 /DB_XREF=BB762957 /CLONE=G370017M16 /FEA=FLmRNA /CNT=242 /TID=Mm.30438.1 /TIER=Stack /STK=32 /U
MOE430_2_1417776_at 0.7 10.8 A A 0.9 0.3 3.4 NC 0.04 gb:NM_013478.1 /DB_XREF=gi:7304910 /GEN=Azgp1 /FEA=FLmRNA /CNT=98 /TID=Mm.30061.1 /TIER=FL+Stack /STK=36 /UG=Mm.30061 /LL=12007 /D
MOE430_2_1418681_at 1.3 16.4 A P 0.6 0.005859 3.4 I 0.000214 gb:NM_026247.1 /DB_XREF=gi:13385753 /GEN=4833435D08Rik /FEA=FLmRNA /CNT=40 /TID=Mm.33295.1 /TIER=FL+Stack /STK=20 /UG=Mm.33295 /LL
MOE430_2_1418998_at 0.5 11.3 A A 0.78 0.09 3.4 I 0.001651 gb:NM_133809.1 /DB_XREF=gi:19527029 /GEN=AI046660 /FEA=FLmRNA /CNT=39 /TID=Mm.27217.1 /TIER=FL+Stack /STK=15 /UG=Mm.27217 /LL=9825
MOE430_2_1419050_at 0.5 6.1 A A 0.91 0.56 3.4 NC 0.02 gb:NM_025376.1 /DB_XREF=gi:13384749 /GEN=1110002H13Rik /FEA=FLmRNA /CNT=54 /TID=Mm.140604.1 /TIER=FL+Stack /STK=14 /UG=Mm.140604 /
MOE430_2_1419517_at 0.7 10.3 A A 0.85 0.5 3.4 NC 0.13 gb:NM_028408.1 /DB_XREF=gi:13386309 /GEN=2900075G08Rik /FEA=FLmRNA /CNT=17 /TID=Mm.76645.1 /TIER=FL+Stack /STK=9 /UG=Mm.76645 /LL=
MOE430_2_1420676_at 0.3 12.1 A A 0.82 0.27 3.4 NC 0.01 gb:NM_025984.1 /DB_XREF=gi:13385485 /GEN=Sprrl3 /FEA=FLmRNA /CNT=15 /TID=Mm.158140.1 /TIER=FL /STK=3 /UG=Mm.158140 /LL=67127 /DEF=M
MOE430_2_1421040_a_ 2.7 22.5 A A 0.82 0.27 3.4 NC 0.005933 gb:NM_008182.1 /DB_XREF=gi:6680118 /GEN=Gsta2 /FEA=FLmRNA /CNT=20 /TID=Mm.197422.1 /TIER=FL /STK=2 /UG=Mm.197422 /LL=14858 /DEF=M
MOE430_2_1421552_at 0.3 3.1 A A 0.91 0.82 3.4 NC 0.29 gb:NM_007674.1 /DB_XREF=gi:6680913 /GEN=Cdx4 /FEA=FLmRNA /CNT=4 /TID=Mm.4353.1 /TIER=FL /STK=2 /UG=Mm.4353 /LL=12592 /DEF=Mus mus
MOE430_2_1421669_at 0.5 5 A A 0.9 0.14 3.4 NC 0.07 gb:NM_020565.1 /DB_XREF=gi:10181193 /GEN=Sult-x2 /FEA=FLmRNA /CNT=3 /TID=Mm.6590.1 /TIER=FL /STK=2 /UG=Mm.6590 /LL=57430 /DEF=Mus m
MOE430_2_1422340_a_ 89.6 628.2 P P 0.02 0.000732 3.4 I 0.00006 gb:NM_009610.1 /DB_XREF=gi:6752951 /GEN=Actg2 /FEA=FLmRNA /CNT=1 /TID=Mm.16562.1 /TIER=FL /STK=1 /UG=Mm.16562 /LL=11468 /DEF=Mus m
MOE430_2_1422597_at 1.1 22.1 A A 0.72 0.09 3.4 NC 0.005409 gb:NM_008609.1 /DB_XREF=gi:6678899 /GEN=Mmp15 /FEA=FLmRNA /CNT=85 /TID=Mm.7283.1 /TIER=FL+Stack /STK=29 /UG=Mm.7283 /LL=17388 /DE
MOE430_2_1423500_a_ 1.2 15.4 A P 0.93 0.04 3.4 I 0.000389 gb:AI528773 /DB_XREF=gi:4442908 /DB_XREF=mr68g12.x1 /CLONE=IMAGE:602662 /FEA=FLmRNA /CNT=26 /TID=Mm.1752.1 /TIER=Stack /STK=15 /UG
MOE430_2_1424485_at 0.3 5.6 A A 0.99 0.3 3.4 NC 0.02 gb:BC019491.1 /DB_XREF=gi:18044500 /FEA=FLmRNA /CNT=73 /TID=Mm.28341.1 /TIER=FL+Stack /STK=29 /UG=Mm.28341 /LL=30924 /UG_GENE=Ang
MOE430_2_1425092_at 21.8 202.3 P P 0.01 0.000244 3.4 I 0.00002 gb:AF183946.1 /DB_XREF=gi:18369836 /FEA=FLmRNA /CNT=12 /TID=Mm.40247.1 /TIER=FL /STK=7 /UG=Mm.40247 /LL=12551 /UG_GENE=Cdh10 /DEF
MOE430_2_1425325_at 0.6 4.9 A A 0.93 0.56 3.4 NC 0.05 gb:AF354929.1 /DB_XREF=gi:15778229 /FEA=FLmRNA /CNT=5 /TID=Mm.202324.1 /TIER=FL /STK=3 /UG=Mm.202324 /LL=107200 /UG_GENE=AI463180 
MOE430_2_1425782_at 1 14.1 A A 0.63 0.27 3.4 NC 0.07 gb:U85714.1 /DB_XREF=gi:4099296 /FEA=FLmRNA /CNT=5 /TID=Mm.42083.3 /TIER=FL /STK=1 /UG=Mm.42083 /LL=18795 /UG_GENE=Plcb1 /DEF=Mus 
MOE430_2_1426182_a_ 0.8 12.3 A A 0.87 0.56 3.4 NC 0.44 gb:AF106009.1 /DB_XREF=gi:5114111 /FEA=FLmRNA /CNT=1 /TID=Mm.56899.3 /TIER=FL /STK=1 /UG=Mm.56899 /LL=16641 /UG_GENE=Klrc1 /DEF=Mu
MOE430_2_1426328_a_ 0.4 9.6 A A 0.97 0.69 3.4 NC 0.35 gb:AY049036.1 /DB_XREF=gi:15822811 /FEA=FLmRNA /CNT=9 /TID=Mm.45097.1 /TIER=FL /STK=0 /UG=Mm.45097 /DEF=Mus musculus brain and heart 
MOE430_2_1427649_at 0.7 10 A A 0.93 0.17 3.4 NC 0.009292 gb:BC027227.1 /DB_XREF=gi:20072643 /FEA=mRNA /CNT=2 /TID=Mm.219528.1 /TIER=ConsEnd /STK=0 /UG=Mm.219528 /UG_TITLE=Mus musculus, clon
MOE430_2_1427655_a_ 0.9 7.2 A A 0.95 0.23 3.4 NC 0.04 gb:M37694.1 /DB_XREF=gi:293824 /FEA=mRNA /CNT=2 /TID=Mm.3888.2 /TIER=ConsEnd /STK=0 /UG=Mm.3888 /DEF=Mouse (clone RAD11) T-cell recep
MOE430_2_1429894_a_ 1 11.6 A A 0.69 0.18 3.4 NC 0.05 gb:AK008018.1 /DB_XREF=gi:12841943 /GEN=Mtap7 /FEA=mRNA /CNT=11 /TID=Mm.20928.3 /TIER=ConsEnd /STK=6 /UG=Mm.20928 /LL=17761 /UG_TI
MOE430_2_1430001_at 0.3 4.6 A A 0.96 0.63 3.4 NC 0.36 gb:AK005939.1 /DB_XREF=gi:12838779 /FEA=mRNA /CNT=7 /TID=Mm.75049.1 /TIER=ConsEnd /STK=5 /UG=Mm.75049 /LL=76399 /UG_GENE=1700013B
MOE430_2_1430273_at 1.5 15.5 A A 0.43 0.09 3.4 NC 0.07 gb:AV101854 /DB_XREF=gi:5249402 /DB_XREF=AV101854 /CLONE=2410079K19 /FEA=mRNA /CNT=4 /TID=Mm.159050.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430524_at 1.4 9.8 A A 0.66 0.33 3.4 NC 0.5 gb:AK006180.1 /DB_XREF=gi:12839136 /FEA=mRNA /CNT=3 /TID=Mm.159530.1 /TIER=ConsEnd /STK=2 /UG=Mm.159530 /LL=75509 /UG_GENE=170002
MOE430_2_1430629_at 2.2 18.8 A A 0.78 0.5 3.4 NC 0.07 gb:AK003423.1 /DB_XREF=gi:12834086 /FEA=mRNA /CNT=9 /TID=Mm.158754.1 /TIER=ConsEnd /STK=1 /UG=Mm.158754 /LL=71781 /UG_GENE=111000
MOE430_2_1430860_at 0.4 7.6 A A 0.91 0.39 3.4 NC 0.13 gb:AK014752.1 /DB_XREF=gi:12852784 /FEA=mRNA /CNT=3 /TID=Mm.122073.1 /TIER=ConsEnd /STK=1 /UG=Mm.122073 /LL=75768 /UG_GENE=483342
MOE430_2_1431901_a_ 0.3 3.4 A A 0.91 0.5 3.4 NC 0.04 gb:AK016729.1 /DB_XREF=gi:12855623 /GEN=Pfkfb2 /FEA=mRNA /CNT=1 /TID=Mm.4255.2 /TIER=ConsEnd /STK=0 /UG=Mm.4255 /LL=18640 /UG_TITLE
MOE430_2_1432098_a_ 1.4 25.5 A A 0.82 0.27 3.4 NC 0.01 gb:AK017036.1 /DB_XREF=gi:12856091 /FEA=mRNA /CNT=1 /TID=Mm.159186.2 /TIER=ConsEnd /STK=0 /UG=Mm.159186 /LL=66786 /UG_GENE=493343
MOE430_2_1432168_at 1.5 16.3 A A 0.46 0.17 3.4 NC 0.17 gb:AK021341.1 /DB_XREF=gi:12862203 /FEA=mRNA /CNT=1 /TID=Mm.213087.1 /TIER=ConsEnd /STK=0 /UG=Mm.213087 /LL=77855 /UG_GENE=D73004
MOE430_2_1432700_at 0.6 10.4 A A 0.88 0.24 3.4 NC 0.04 gb:AK012918.1 /DB_XREF=gi:12849970 /FEA=mRNA /CNT=2 /TID=Mm.158860.1 /TIER=ConsEnd /STK=0 /UG=Mm.158860 /LL=72666 /UG_GENE=281004
MOE430_2_1433031_at 1.7 10.6 A A 0.78 0.17 3.4 NC 0.25 gb:AK013751.1 /DB_XREF=gi:12851236 /FEA=mRNA /CNT=1 /TID=Mm.215196.1 /TIER=ConsEnd /STK=0 /UG=Mm.215196 /LL=72976 /UG_GENE=290006
MOE430_2_1433229_at 0.8 7.6 A A 0.95 0.36 3.4 I 0.000966 gb:AK020451.1 /DB_XREF=gi:12861040 /FEA=mRNA /CNT=1 /TID=Mm.159892.1 /TIER=ConsEnd /STK=0 /UG=Mm.159892 /LL=77301 /UG_GENE=943003
MOE430_2_1433863_at 0.5 7 A P 0.63 0.03 3.4 NC 0.006503 gb:AW556975 /DB_XREF=gi:7202404 /DB_XREF=L0275G05-3 /CLONE=L0275G05 /FEA=EST /CNT=60 /TID=Mm.1538.2 /TIER=Stack /STK=56 /UG=Mm.1
MOE430_2_1436455_at 0.3 6.7 A A 0.8 0.3 3.4 NC 0.26 gb:BQ176256 /DB_XREF=gi:20351748 /DB_XREF=UI-M-DJ2-bwg-f-13-0-UI.s1 /CLONE=UI-M-DJ2-bwg-f-13-0-UI /FEA=EST /CNT=20 /TID=Mm.139245
MOE430_2_1437810_a_ 1.2 12.2 A A 0.79 0.4 3.4 NC 0.2 gb:AV311770 /DB_XREF=gi:6364805 /DB_XREF=AV311770 /CLONE=5730600E01 /FEA=EST /CNT=15 /TID=Mm.196718.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1438272_at 0.7 9.5 A A 0.85 0.18 3.4 NC 0.03 gb:BB315073 /DB_XREF=gi:9015778 /DB_XREF=BB315073 /CLONE=B230352N08 /FEA=EST /CNT=16 /TID=Mm.91418.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438364_x_ 1.8 23.8 A P 0.43 0.00415 3.4 I 0.000214 gb:AV060923 /DB_XREF=gi:5160670 /DB_XREF=AV060923 /CLONE=1810066B06 /FEA=EST /CNT=11 /TID=Mm.46298.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438564_at 2.1 14.9 A A 0.53 0.17 3.4 NC 0.16 gb:BM507943 /DB_XREF=gi:18679086 /DB_XREF=ih30g12.x1 /CLONE=IMAGE:5678806 /FEA=EST /CNT=24 /TID=Mm.25.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1439067_at 0.7 6.1 A A 0.85 0.21 3.4 NC 0.007788 gb:BB667693 /DB_XREF=gi:16399142 /DB_XREF=BB667693 /CLONE=C730033L13 /FEA=EST /CNT=17 /TID=Mm.36394.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439715_at 0.7 6.4 A A 0.99 0.33 3.4 NC 0.06 gb:BB208506 /DB_XREF=gi:16352351 /DB_XREF=BB208506 /CLONE=A430088H05 /FEA=EST /CNT=7 /TID=Mm.185144.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439844_at 2.6 12.8 A A 0.56 0.5 3.4 NC 0.5 gb:BE628126 /DB_XREF=gi:9908574 /DB_XREF=uu29c08.x1 /CLONE=IMAGE:3373358 /FEA=EST /CNT=11 /TID=Mm.85459.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1439870_at 1.5 10.9 A A 0.63 0.09 3.4 NC 0.02 gb:BB129921 /DB_XREF=gi:16266239 /DB_XREF=BB129921 /CLONE=9630042H09 /FEA=EST /CNT=8 /TID=Mm.119488.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440469_at 1.4 16.5 A A 0.8 0.21 3.4 NC 0.02 gb:BB615907 /DB_XREF=gi:16456123 /DB_XREF=BB615907 /CLONE=4930571K11 /FEA=EST /CNT=6 /TID=Mm.178995.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440889_at 0.4 10.7 A A 0.8 0.12 3.4 NC 0.002753 gb:BI155197 /DB_XREF=gi:14615198 /DB_XREF=602903180F1 /CLONE=IMAGE:5032963 /FEA=EST /CNT=10 /TID=Mm.115854.1 /TIER=ConsEnd /STK=4 
MOE430_2_1441359_at 0.9 8.6 A A 0.8 0.17 3.4 NC 0.06 gb:AV381417 /DB_XREF=gi:16398314 /DB_XREF=AV381417 /CLONE=9230115F04 /FEA=EST /CNT=5 /TID=Mm.120876.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441394_at 0.9 9.3 A A 0.87 0.39 3.4 NC 0.06 gb:BG065701 /DB_XREF=gi:12548264 /DB_XREF=H3034C04-3 /CLONE=H3034C04 /FEA=EST /CNT=4 /TID=Mm.5507.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441606_at 0.4 3.9 A A 0.5 0.63 3.4 NC 0.35 gb:BB307964 /DB_XREF=gi:16402347 /DB_XREF=BB307964 /CLONE=B230217G14 /FEA=EST /CNT=4 /TID=Mm.117827.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442225_at 0.8 16.6 A A 0.63 0.21 3.4 NC 0.26 gb:BE952870 /DB_XREF=gi:10593774 /DB_XREF=UI-M-BH4-azm-a-06-0-UI.s1 /CLONE=UI-M-BH4-azm-a-06-0-UI /FEA=EST /CNT=5 /TID=Mm.48721.1
MOE430_2_1442282_at 0.3 2.1 A A 0.96 0.63 3.4 NC 0.06 gb:BB232180 /DB_XREF=gi:16354507 /DB_XREF=BB232180 /CLONE=A630036H11 /FEA=EST /CNT=5 /TID=Mm.165096.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442770_at 0.6 5.4 A A 0.98 0.66 3.4 NC 0.05 gb:BE692249 /DB_XREF=gi:10079873 /DB_XREF=ut26h05.x1 /CLONE=IMAGE:3329049 /FEA=EST /CNT=4 /TID=Mm.120791.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442925_at 0.9 8.7 A A 0.72 0.12 3.4 NC 0.11 gb:C80870 /DB_XREF=gi:2521200 /DB_XREF=C80870 /CLONE=J0089H02 /FEA=EST /CNT=4 /TID=Mm.131002.1 /TIER=ConsEnd /STK=3 /UG=Mm.13100
MOE430_2_1442985_at 0.4 4.7 A A 0.66 0.19 3.4 NC 0.11 gb:BG072039 /DB_XREF=gi:12554608 /DB_XREF=H3106A05-3 /CLONE=H3106A05 /FEA=EST /CNT=3 /TID=Mm.88606.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443031_at 1.9 21 A A 0.82 0.27 3.4 NC 0.05 gb:BB526962 /DB_XREF=gi:16444408 /DB_XREF=BB526962 /CLONE=D930037E02 /FEA=EST /CNT=3 /TID=Mm.209766.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443560_at 5 52 A A 0.56 0.24 3.4 I 0.000438 gb:BB283805 /DB_XREF=gi:8984254 /DB_XREF=BB283805 /CLONE=A930103G16 /FEA=EST /CNT=3 /TID=Mm.67056.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443804_at 0.8 16.3 A A 0.96 0.11 3.4 NC 0.01 gb:AW455905 /DB_XREF=gi:7026122 /DB_XREF=UI-M-BH3-aqp-c-03-0-UI.s1 /CLONE=UI-M-BH3-aqp-c-03-0-UI /FEA=EST /CNT=3 /TID=Mm.44129.1 
MOE430_2_1443818_at 0.5 6.7 A A 0.82 0.33 3.4 NC 0.02 gb:BB211956 /DB_XREF=gi:8876909 /DB_XREF=BB211956 /CLONE=A430107L17 /FEA=EST /CNT=3 /TID=Mm.106146.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443889_at 2.1 15.5 A M 0.78 0.05 3.4 NC 0.03 gb:AI789751 /DB_XREF=gi:5337467 /DB_XREF=ui53d05.x1 /CLONE=IMAGE:1886121 /FEA=EST /CNT=9 /TID=Mm.38909.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444017_at 0.5 11 A A 0.69 0.17 3.4 NC 0.02 gb:BE692322 /DB_XREF=gi:10079946 /DB_XREF=uw10b08.x1 /CLONE=IMAGE:3416247 /FEA=EST /CNT=6 /TID=Mm.139118.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444955_at 0.9 4.2 A A 0.66 0.43 3.4 NC 0.13 gb:BG067586 /DB_XREF=gi:12550155 /DB_XREF=H3056A06-3 /CLONE=H3056A06 /FEA=EST /CNT=3 /TID=Mm.155151.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445195_at 0.4 8.1 A A 0.8 0.14 3.4 NC 0.04 gb:C77631 /DB_XREF=gi:2517961 /DB_XREF=C77631 /CLONE=J0035A08 /FEA=EST /CNT=3 /TID=Mm.172651.1 /TIER=ConsEnd /STK=2 /UG=Mm.17265
MOE430_2_1445298_at 0.8 18.7 A P 0.46 0.007568 3.4 I 0.000307 gb:AV323315 /DB_XREF=gi:16395252 /DB_XREF=AV323315 /CLONE=6230408M08 /FEA=EST /CNT=3 /TID=Mm.85388.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445427_at 0.5 4.7 A A 0.8 0.27 3.4 NC 0.02 gb:BB636266 /DB_XREF=gi:16472166 /DB_XREF=BB636266 /CLONE=A430107H14 /FEA=EST /CNT=3 /TID=Mm.150859.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446243_at 0.7 8 A A 0.53 0.09 3.4 NC 0.03 gb:BG074949 /DB_XREF=gi:12557518 /DB_XREF=H3141C12-3 /CLONE=H3141C12 /FEA=EST /CNT=2 /TID=Mm.182754.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446739_at 0.6 5.9 A A 0.91 0.56 3.4 NC 0.06 gb:BB195596 /DB_XREF=gi:16270953 /DB_XREF=BB195596 /CLONE=A330089M16 /FEA=EST /CNT=2 /TID=Mm.207801.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447135_at 0.4 7.7 A A 0.93 0.14 3.4 I 0.001486 gb:BB284562 /DB_XREF=gi:8985011 /DB_XREF=BB284562 /CLONE=A930106E08 /FEA=EST /CNT=2 /TID=Mm.125553.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447173_at 0.2 0.9 A A 0.95 0.62 3.4 NC 0.15 gb:BB704012 /DB_XREF=gi:16052847 /DB_XREF=BB704012 /CLONE=7420459A20 /FEA=EST /CNT=2 /TID=Mm.216695.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447577_x_ 1.1 11.3 A A 0.46 0.11 3.4 NC 0.35 gb:BB131756 /DB_XREF=gi:8786146 /DB_XREF=BB131756 /CLONE=9630055E09 /FEA=EST /CNT=2 /TID=Mm.119536.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447629_at 0.3 6 A A 0.93 0.11 3.4 NC 0.02 gb:BB388670 /DB_XREF=gi:9111510 /DB_XREF=BB388670 /CLONE=C230058F08 /FEA=EST /CNT=2 /TID=Mm.127603.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449240_at 0.3 7.4 A A 0.6 0.19 3.4 NC 0.07 gb:BC026822.1 /DB_XREF=gi:20071168 /FEA=FLmRNA /CNT=28 /TID=Mm.42096.1 /TIER=FL+Stack /STK=18 /UG=Mm.42096 /LL=19051 /UG_GENE=Gsb
MOE430_2_1449631_at 2 19.1 A A 0.6 0.11 3.4 NC 0.09 gb:AW047018 /DB_XREF=gi:5907547 /DB_XREF=UI-M-BH1-alp-h-06-0-UI.s1 /CLONE=UI-M-BH1-alp-h-06-0-UI /FEA=EST /CNT=1 /TID=Mm.44276.1 /T
MOE430_2_1449787_at 2.1 30.3 A P 0.56 0.03 3.4 I 0.00013 gb:AV372861 /DB_XREF=gi:6420508 /DB_XREF=AV372861 /CLONE=9030613F08 /FEA=EST /CNT=1 /TID=Mm.190401.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1450348_at 0.6 4.7 A A 0.99 0.6 3.4 NC 0.08 gb:NM_030556.1 /DB_XREF=gi:13385307 /GEN=Slc19a3 /FEA=FLmRNA /CNT=2 /TID=Mm.160173.1 /TIER=FL /STK=2 /UG=Mm.160173 /LL=80721 /DEF=



MOE430_2_1450946_at 1.2 10.9 A A 0.85 0.39 3.4 NC 0.01 gb:BG298773 /DB_XREF=gi:13063762 /DB_XREF=602396508F1 /CLONE=IMAGE:4511449 /FEA=FLmRNA /CNT=58 /TID=Mm.20422.1 /TIER=Stack /STK=1
MOE430_2_1453969_at 0.2 0.8 A A 0.99 0.5 3.4 NC 0.02 gb:AK014414.1 /DB_XREF=gi:12852250 /FEA=mRNA /CNT=3 /TID=Mm.215193.1 /TIER=ConsEnd /STK=0 /UG=Mm.215193 /LL=73244 /UG_GENE=160001
MOE430_2_1454102_at 0.9 11 A A 0.9 0.6 3.4 NC 0.09 gb:AK017143.1 /DB_XREF=gi:12856251 /FEA=mRNA /CNT=1 /TID=Mm.159638.1 /TIER=ConsEnd /STK=0 /UG=Mm.159638 /LL=75977 /UG_GENE=503142
MOE430_2_1454328_at 0.2 3.1 A A 0.8 0.43 3.4 NC 0.49 gb:AV154271 /DB_XREF=gi:5359477 /DB_XREF=AV154271 /CLONE=2900060K15 /FEA=mRNA /CNT=2 /TID=Mm.158931.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454515_at 0.5 9.4 A A 0.91 0.27 3.4 NC 0.06 gb:AK017335.1 /DB_XREF=gi:12856520 /FEA=mRNA /CNT=1 /TID=Mm.158692.1 /TIER=ConsEnd /STK=0 /UG=Mm.158692 /LL=71410 /UG_GENE=543042
MOE430_2_1454529_at 1.1 13.2 A M 0.46 0.05 3.4 NC 0.11 gb:AK015821.1 /DB_XREF=gi:12854306 /FEA=mRNA /CNT=1 /TID=Mm.158138.1 /TIER=ConsEnd /STK=0 /UG=Mm.158138 /LL=66833 /UG_GENE=493051
MOE430_2_1456046_at 0.7 8.6 A A 0.85 0.09 3.4 I 0.001651 gb:AV319144 /DB_XREF=gi:16394810 /DB_XREF=AV319144 /CLONE=6030404G09 /FEA=EST /CNT=36 /TID=Mm.69004.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456685_at 0.4 6.1 A A 0.96 0.53 3.4 NC 0.1 gb:BB227199 /DB_XREF=gi:16354084 /DB_XREF=BB227199 /CLONE=A630002O18 /FEA=EST /CNT=9 /TID=Mm.90375.1 /TIER=Stack /STK=8 /UG=Mm.9
MOE430_2_1456858_at 22.2 211.6 P P 0.001221 0.000244 3.4 I 0.000023 gb:BB075339 /DB_XREF=gi:16260279 /DB_XREF=BB075339 /CLONE=9330106M09 /FEA=EST /CNT=7 /TID=Mm.213476.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457323_at 0.6 9.6 A P 0.6 0.005859 3.4 NC 0.03 gb:AI846508 /DB_XREF=gi:5490414 /DB_XREF=UI-M-AN1-aff-d-04-0-UI.s1 /CLONE=UI-M-AN1-aff-d-04-0-UI /FEA=EST /CNT=12 /TID=Mm.101874.1 /
MOE430_2_1458516_at 0.2 3.6 A A 0.99 0.43 3.4 I 0.001336 gb:BB201389 /DB_XREF=gi:16271568 /DB_XREF=BB201389 /CLONE=A430036P15 /FEA=EST /CNT=5 /TID=Mm.207850.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459195_at 0.8 8.1 A A 0.69 0.24 3.4 NC 0.01 gb:BB304693 /DB_XREF=gi:16402119 /DB_XREF=BB304693 /CLONE=B230114C20 /FEA=EST /CNT=2 /TID=Mm.215764.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459784_x_ 13.7 73.5 A A 0.27 0.24 3.4 NC 0.74 gb:BB521298 /DB_XREF=gi:9572756 /DB_XREF=BB521298 /CLONE=D830050E01 /FEA=EST /CNT=2 /TID=Mm.136169.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459935_at 1.6 6 A A 0.8 0.33 3.4 NC 0.38 gb:AA516937 /DB_XREF=gi:2256396 /DB_XREF=vh85a09.r1 /CLONE=IMAGE:893752 /FEA=EST /CNT=3 /TID=Mm.36562.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460280_at 0.7 6.1 A A 0.82 0.12 3.4 NC 0.03 gb:NM_010815.1 /DB_XREF=gi:6754721 /GEN=Mona /FEA=FLmRNA /CNT=15 /TID=Mm.12947.1 /TIER=FL /STK=2 /UG=Mm.12947 /LL=17444 /DEF=Mus 
MOE430_2_1460459_at 0.7 18 A A 0.98 0.3 3.4 I 0.001201 gb:AK002481.1 /DB_XREF=gi:12832496 /FEA=mRNA /CNT=47 /TID=Mm.41387.1 /TIER=Stack /STK=27 /UG=Mm.41387 /LL=74090 /UG_GENE=0610010I15
MOE430_2_AFFX-r2-B 0.8 9.2 A A 0.86 0.6 3.4 NC 0.22 B. subtilis  GEN=thrC, thrB  DB_XREF=gb:X04603.1  NOTE=SIF corresponding to nucleotides 1045-1556 of gb:X04603.1  DEF=B. subtilis thrB and thrC gene
MOE430_2_1417159_at 2.1 15.6 A A 0.66 0.33 3.3 NC 0.14 gb:BB238025 /DB_XREF=gi:16354926 /DB_XREF=BB238025 /CLONE=A630068C15 /FEA=FLmRNA /CNT=154 /TID=Mm.100116.1 /TIER=ConsEnd /STK=2
MOE430_2_1417787_at 1.2 13.4 A A 0.97 0.6 3.3 NC 0.03 gb:NM_015789.1 /DB_XREF=gi:7657555 /GEN=Sgy1-pending /FEA=FLmRNA /CNT=71 /TID=Mm.27287.1 /TIER=FL+Stack /STK=36 /UG=Mm.27287 /LL=50
MOE430_2_1419349_a_ 1.3 17.5 A A 0.8 0.24 3.3 NC 0.08 gb:BC010593.1 /DB_XREF=gi:14714876 /FEA=FLmRNA /CNT=127 /TID=Mm.104363.1 /TIER=FL+Stack /STK=10 /UG=Mm.104363 /LL=13105 /UG_GENE=C
MOE430_2_1419440_at 1.7 11.5 A A 0.84 0.19 3.3 NC 0.15 gb:NM_021447.1 /DB_XREF=gi:10946823 /GEN=Rnf30 /FEA=FLmRNA /CNT=10 /TID=Mm.143796.1 /TIER=FL+Stack /STK=10 /UG=Mm.143796 /LL=58522
MOE430_2_1420027_at 1 11.1 A A 0.91 0.39 3.3 I 0.000326 gb:C80171 /DB_XREF=gi:2520501 /DB_XREF=C80171 /CLONE=J0077E09 /FEA=EST /CNT=1 /TID=Mm.25064.1 /TIER=ConsEnd /STK=0 /UG=Mm.25064 /
MOE430_2_1421685_at 0.9 8.8 A A 0.3 0.12 3.3 NC 0.26 gb:NM_027218.1 /DB_XREF=gi:13386213 /GEN=1810046I24Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158298.1 /TIER=FL /STK=2 /UG=Mm.158298 /LL=69810 
MOE430_2_1421705_at 0.4 8.5 A A 0.94 0.19 3.3 NC 0.05 gb:NM_018732.1 /DB_XREF=gi:9055329 /GEN=Scn3a /FEA=FLmRNA /CNT=2 /TID=Mm.1309.1 /TIER=FL /STK=2 /UG=Mm.1309 /LL=20269 /DEF=Mus mu
MOE430_2_1422210_at 1.8 17.7 A A 0.82 0.33 3.3 NC 0.02 gb:U41047.1 /DB_XREF=gi:1184710 /FEA=FLmRNA /CNT=6 /TID=Mm.4758.1 /TIER=FL /STK=1 /UG=Mm.4758 /LL=15221 /UG_GENE=Foxd3 /DEF=Mus m
MOE430_2_1422947_at 0.3 2.5 A A 0.87 0.43 3.3 NC 0.5 gb:NM_013550.1 /DB_XREF=gi:7305140 /GEN=Hist4 /FEA=FLmRNA /CNT=9 /TID=Mm.193557.1 /TIER=FL /STK=1 /UG=Mm.193557 /LL=15269 /DEF=Mus
MOE430_2_1423359_at 1 9.8 A A 0.53 0.14 3.3 NC 0.07 gb:BB214268 /DB_XREF=gi:15410101 /DB_XREF=BB214268 /CLONE=A530019M10 /FEA=FLmRNA /CNT=193 /TID=Mm.34145.1 /TIER=Stack /STK=10 /U
MOE430_2_1423464_at 5.4 70.8 A A 0.53 0.08 3.3 I 0.000307 gb:BB762058 /DB_XREF=gi:16207371 /DB_XREF=BB762058 /CLONE=G370001H19 /FEA=FLmRNA /CNT=92 /TID=Mm.11516.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1423471_at 1.1 16.5 A M 0.72 0.05 3.3 NC 0.04 gb:BB076855 /DB_XREF=gi:15406909 /DB_XREF=BB076855 /CLONE=9330129J19 /FEA=FLmRNA /CNT=281 /TID=Mm.29966.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1425219_x_ 0.7 5 A A 0.63 0.33 3.3 NC 0.03 gb:BC025929.1 /DB_XREF=gi:19684132 /FEA=FLmRNA /CNT=10 /TID=Mm.95398.2 /TIER=FL /STK=4 /UG=Mm.95398 /LL=14699 /UG_GENE=Gng1 /DEF=
MOE430_2_1427327_at 0.9 14 A A 0.6 0.19 3.3 NC 0.16 gb:BB775785 /DB_XREF=gi:16936465 /DB_XREF=BB775785 /CLONE=G430027G11 /FEA=mRNA /CNT=17 /TID=Mm.23164.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427356_at 1.7 12.1 A A 0.9 0.5 3.3 NC 0.005933 gb:BC023460.1 /DB_XREF=gi:19484002 /FEA=mRNA /CNT=7 /TID=Mm.116817.1 /TIER=ConsEnd /STK=6 /UG=Mm.116817 /DEF=Mus musculus, clone IMA
MOE430_2_1427430_at 2.4 44.5 A P 0.46 0.00415 3.3 I 0.000027 gb:BB148987 /DB_XREF=gi:8803924 /DB_XREF=BB148987 /CLONE=9930117C13 /FEA=mRNA /CNT=12 /TID=Mm.170002.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1427750_at 1.6 7.5 A A 0.82 0.43 3.3 NC 0.13 gb:Z95478.1 /DB_XREF=gi:2108312 /FEA=mRNA /CNT=1 /TID=Mm.220155.1 /TIER=ConsEnd /STK=0 /UG=Mm.220155 /DEF=Mus musculus mRNA for IgG
MOE430_2_1429342_s_ 2.9 34.3 A A 0.66 0.09 3.3 I 0.000966 gb:AK009441.1 /DB_XREF=gi:12844239 /FEA=mRNA /CNT=50 /TID=Mm.140317.1 /TIER=Stack /STK=36 /UG=Mm.140317 /LL=67135 /UG_GENE=2310021
MOE430_2_1429934_at 0.8 8 A A 0.8 0.36 3.3 NC 0.24 gb:AK015678.1 /DB_XREF=gi:12854101 /FEA=mRNA /CNT=7 /TID=Mm.67045.1 /TIER=ConsEnd /STK=6 /UG=Mm.67045 /LL=75013 /UG_GENE=4930502E
MOE430_2_1430217_at 1.2 8.4 A A 0.63 0.24 3.3 NC 0.14 gb:AK014976.1 /DB_XREF=gi:12853123 /FEA=mRNA /CNT=7 /TID=Mm.127952.1 /TIER=ConsEnd /STK=3 /UG=Mm.127952 /LL=74354 /UG_GENE=492152
MOE430_2_1430606_at 2.4 22 A A 0.6 0.3 3.3 NC 0.5 gb:AI415066 /DB_XREF=gi:4258570 /DB_XREF=mb91e08.x1 /CLONE=IMAGE:336806 /FEA=mRNA /CNT=9 /TID=Mm.29229.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430781_at 0.6 10.2 A A 0.75 0.21 3.3 MI 0.002032 gb:AV256298 /DB_XREF=gi:16388300 /DB_XREF=AV256298 /CLONE=4921526N12 /FEA=mRNA /CNT=7 /TID=Mm.59172.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430796_at 0.5 8.7 A A 0.94 0.39 3.3 NC 0.07 gb:BB057112 /DB_XREF=gi:8464260 /DB_XREF=BB057112 /CLONE=7120453I15 /FEA=mRNA /CNT=5 /TID=Mm.114813.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431089_at 1 17 A P 0.63 0.008057 3.3 I 0.000046 gb:BI649218 /DB_XREF=gi:15563454 /DB_XREF=603277433F1 /CLONE=IMAGE:5317545 /FEA=mRNA /CNT=29 /TID=Mm.196115.1 /TIER=ConsEnd /STK=
MOE430_2_1431340_a_ 0.9 8.5 A A 0.72 0.17 3.3 NC 0.02 gb:AK010048.1 /DB_XREF=gi:12845220 /FEA=mRNA /CNT=4 /TID=Mm.196252.2 /TIER=ConsEnd /STK=0 /UG=Mm.196252 /LL=66360 /UG_GENE=231000
MOE430_2_1431439_at 0.5 9.9 A A 0.82 0.18 3.3 NC 0.04 gb:AK018062.1 /DB_XREF=gi:12857611 /FEA=mRNA /CNT=3 /TID=Mm.159682.1 /TIER=ConsEnd /STK=0 /UG=Mm.159682 /LL=76118 /UG_GENE=583048
MOE430_2_1431945_at 0.7 7.6 A A 0.82 0.3 3.3 NC 0.003041 gb:AK016872.1 /DB_XREF=gi:12855840 /FEA=mRNA /CNT=1 /TID=Mm.159203.1 /TIER=ConsEnd /STK=0 /UG=Mm.159203 /LL=74448 /UG_GENE=493342
MOE430_2_1432627_at 0.3 5.2 A A 0.85 0.3 3.3 NC 0.07 gb:BB657886 /DB_XREF=gi:16491712 /DB_XREF=BB657886 /CLONE=D230019N01 /FEA=mRNA /CNT=3 /TID=Mm.158418.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1433067_at 0.9 5.5 A A 0.8 0.36 3.3 NC 0.01 gb:AK018259.1 /DB_XREF=gi:12857883 /FEA=mRNA /CNT=1 /TID=Mm.215199.1 /TIER=ConsEnd /STK=0 /UG=Mm.215199 /LL=76878 /UG_GENE=633058
MOE430_2_1433292_at 0.8 7.5 A A 0.93 0.5 3.3 NC 0.11 gb:AK005350.1 /DB_XREF=gi:12837836 /FEA=mRNA /CNT=1 /TID=Mm.158231.1 /TIER=ConsEnd /STK=0 /UG=Mm.158231 /LL=69027 /UG_GENE=150003
MOE430_2_1434582_at 1.8 8.4 A A 0.5 0.36 3.3 NC 0.16 gb:AV173869 /DB_XREF=gi:15404686 /DB_XREF=AV173869 /CLONE=5730407D20 /FEA=EST /CNT=38 /TID=Mm.32667.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434913_at 0.8 9.5 A A 0.88 0.17 3.3 NC 0.03 gb:BF471959 /DB_XREF=gi:11541142 /DB_XREF=UI-M-BH3-awu-c-01-0-UI.r1 /CLONE=UI-M-BH3-awu-c-01-0-UI /FEA=EST /CNT=25 /TID=Mm.82306
MOE430_2_1435420_at 0.9 7.6 A A 0.91 0.33 3.3 NC 0.004481 gb:BB405006 /DB_XREF=gi:15411868 /DB_XREF=BB405006 /CLONE=C330038O13 /FEA=EST /CNT=17 /TID=Mm.204806.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437502_x_ 16.2 158.2 P P 0.000244 0.000244 3.3 I 0.00002 gb:BB560574 /DB_XREF=gi:9646940 /DB_XREF=BB560574 /CLONE=E530111O22 /FEA=EST /CNT=19 /TID=Mm.6417.2 /TIER=Stack /STK=17 /UG=Mm.6
MOE430_2_1438210_at 8.5 87.2 A P 0.19 0.000244 3.3 I 0.00002 gb:BB126999 /DB_XREF=gi:16262318 /DB_XREF=BB126999 /CLONE=9630018L10 /FEA=EST /CNT=25 /TID=Mm.95181.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438791_at 0.3 3.8 A A 0.95 0.21 3.3 NC 0.01 gb:AI036784 /DB_XREF=gi:3260475 /DB_XREF=uh21c01.r1 /CLONE=IMAGE:1746048 /FEA=EST /CNT=11 /TID=Mm.177847.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438872_at 0.6 4.8 A A 0.95 0.5 3.3 NC 0.08 gb:AV278675 /DB_XREF=gi:16391197 /DB_XREF=AV278675 /CLONE=4933403D14 /FEA=EST /CNT=10 /TID=Mm.64542.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1439133_at 1 11.7 A A 0.75 0.27 3.3 NC 0.2 gb:AV267216 /DB_XREF=gi:6255253 /DB_XREF=AV267216 /CLONE=4930524J20 /FEA=EST /CNT=11 /TID=Mm.40107.2 /TIER=Stack /STK=8 /UG=Mm.40
MOE430_2_1440550_at 0.2 2.2 A A 0.95 0.27 3.3 NC 0.08 gb:BB310018 /DB_XREF=gi:16402583 /DB_XREF=BB310018 /CLONE=B230313K13 /FEA=EST /CNT=5 /TID=Mm.131979.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440552_at 0.4 4.9 A A 0.9 0.19 3.3 NC 0.009292 gb:BG070526 /DB_XREF=gi:12553095 /DB_XREF=H3088C09-3 /CLONE=H3088C09 /FEA=EST /CNT=5 /TID=Mm.130929.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441111_at 1.3 6.3 A A 0.9 0.46 3.3 NC 0.04 gb:AV364387 /DB_XREF=gi:16397609 /DB_XREF=AV364387 /CLONE=8230401F05 /FEA=EST /CNT=7 /TID=Mm.60041.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441421_at 0.7 3.2 A A 0.46 0.5 3.3 NC 0.16 gb:BG066902 /DB_XREF=gi:12549471 /DB_XREF=H3048D02-3 /CLONE=H3048D02 /FEA=EST /CNT=4 /TID=Mm.34947.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441799_at 0.2 4.8 A A 0.85 0.3 3.3 NC 0.41 gb:AI098139 /DB_XREF=gi:3447664 /DB_XREF=ue27a06.x1 /CLONE=IMAGE:1481554 /FEA=EST /CNT=4 /TID=Mm.38027.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1442179_at 0.5 4.8 A A 0.88 0.3 3.3 NC 0.002753 gb:BB363943 /DB_XREF=gi:16406178 /DB_XREF=BB363943 /CLONE=C130019G03 /FEA=EST /CNT=6 /TID=Mm.185693.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442411_at 0.5 7.1 A A 0.94 0.27 3.3 I 0.001077 gb:BF318509 /DB_XREF=gi:11267020 /DB_XREF=ux10g08.x1 /CLONE=IMAGE:3471134 /FEA=EST /CNT=5 /TID=Mm.157580.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442566_at 0.3 6.9 A A 0.75 0.43 3.3 NC 0.15 gb:BG066292 /DB_XREF=gi:12548861 /DB_XREF=H3041C03-3 /CLONE=H3041C03 /FEA=EST /CNT=4 /TID=Mm.24999.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442575_at 0.5 5.4 A A 0.97 0.66 3.3 NC 0.26 gb:BB219727 /DB_XREF=gi:16353442 /DB_XREF=BB219727 /CLONE=A530056I24 /FEA=EST /CNT=4 /TID=Mm.208097.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442812_at 0.8 9.5 A P 0.66 0.04 3.3 NC 0.08 gb:BB155332 /DB_XREF=gi:15409038 /DB_XREF=BB155332 /CLONE=A130024J23 /FEA=EST /CNT=5 /TID=Mm.115442.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442966_at 0.5 9.5 A A 0.9 0.24 3.3 NC 0.01 gb:BG075061 /DB_XREF=gi:12557630 /DB_XREF=H3142G10-3 /CLONE=H3142G10 /FEA=EST /CNT=3 /TID=Mm.103129.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443175_at 1 6.3 A A 0.59 0.12 3.3 NC 0.23 gb:BB466434 /DB_XREF=gi:16427234 /DB_XREF=BB466434 /CLONE=D230009B02 /FEA=EST /CNT=3 /TID=Mm.208474.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443207_at 1.6 9.3 A A 0.66 0.43 3.3 NC 0.36 gb:BB084839 /DB_XREF=gi:16260813 /DB_XREF=BB084839 /CLONE=9330196A19 /FEA=EST /CNT=3 /TID=Mm.184269.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443441_x_ 2 16.9 A P 0.33 0.01 3.3 NC 0.02 gb:AW547688 /DB_XREF=gi:7193104 /DB_XREF=L0025E04-3 /CLONE=L0025E04 /FEA=EST /CNT=3 /TID=Mm.102840.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443611_at 0.5 8 A A 0.78 0.27 3.3 NC 0.19 gb:AW491340 /DB_XREF=gi:7061661 /DB_XREF=UI-M-BH3-atr-g-01-0-UI.s1 /CLONE=UI-M-BH3-atr-g-01-0-UI /FEA=EST /CNT=3 /TID=Mm.101935.1 /
MOE430_2_1443675_at 0.7 8.2 A A 0.82 0.39 3.3 NC 0.25 gb:BM118780 /DB_XREF=gi:17086806 /DB_XREF=L0916B01-3 /CLONE=L0916B01 /FEA=EST /CNT=3 /TID=Mm.214537.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443907_at 0.2 7.7 A A 0.77 0.14 3.3 I 0.001336 gb:BB009703 /DB_XREF=gi:16257151 /DB_XREF=BB009703 /CLONE=4732490P18 /FEA=EST /CNT=10 /TID=Mm.172256.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444146_at 1.5 7.7 A A 0.77 0.27 3.3 NC 0.1 gb:BB270342 /DB_XREF=gi:16400611 /DB_XREF=BB270342 /CLONE=A830047I20 /FEA=EST /CNT=5 /TID=Mm.137999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444554_at 2 16.2 A A 0.6 0.3 3.3 NC 0.5 gb:AI429326 /DB_XREF=gi:4275252 /DB_XREF=mn92g05.x1 /CLONE=IMAGE:551576 /FEA=EST /CNT=4 /TID=Mm.35099.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444941_at 0.2 6.6 A A 0.69 0.27 3.3 NC 0.26 gb:BG069001 /DB_XREF=gi:12551570 /DB_XREF=H3071F06-3 /CLONE=H3071F06 /FEA=EST /CNT=3 /TID=Mm.173731.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444943_at 0.8 11.5 A A 0.69 0.12 3.3 NC 0.02 gb:C77776 /DB_XREF=gi:2518106 /DB_XREF=C77776 /CLONE=J0037D08 /FEA=EST /CNT=3 /TID=Mm.5650.1 /TIER=ConsEnd /STK=2 /UG=Mm.5650 /U
MOE430_2_1445277_at 1 14.1 A A 0.63 0.17 3.3 NC 0.02 gb:BB152459 /DB_XREF=gi:16268026 /DB_XREF=BB152459 /CLONE=A130006J10 /FEA=EST /CNT=3 /TID=Mm.210284.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445580_at 0.7 8.9 A A 0.93 0.39 3.3 NC 0.19 gb:BI076523 /DB_XREF=gi:14515180 /DB_XREF=C0114H06-3 /CLONE=C0114H06 /FEA=EST /CNT=3 /TID=Mm.196872.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445783_at 1 11.7 A A 0.91 0.27 3.3 NC 0.08 gb:BG069608 /DB_XREF=gi:12552177 /DB_XREF=H3078B10-3 /CLONE=H3078B10 /FEA=EST /CNT=3 /TID=Mm.221141.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445920_at 0.4 2.9 A A 0.99 0.8 3.3 NC 0.01 gb:BG071898 /DB_XREF=gi:12554467 /DB_XREF=H3104D08-3 /CLONE=H3104D08 /FEA=EST /CNT=2 /TID=Mm.174036.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445992_at 0.5 6.1 A A 0.88 0.63 3.3 NC 0.1 gb:BG069003 /DB_XREF=gi:12551572 /DB_XREF=H3071F09-3 /CLONE=H3071F09 /FEA=EST /CNT=2 /TID=Mm.26427.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446063_at 1 7.9 A A 0.99 0.53 3.3 NC 0.01 gb:BB667700 /DB_XREF=gi:16399149 /DB_XREF=BB667700 /CLONE=C730034F03 /FEA=EST /CNT=2 /TID=Mm.208758.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446192_at 1.2 13 A A 0.88 0.3 3.3 NC 0.4 gb:BB076251 /DB_XREF=gi:16260347 /DB_XREF=BB076251 /CLONE=9330119H12 /FEA=EST /CNT=2 /TID=Mm.207289.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446246_at 1.2 7.4 A A 0.98 0.56 3.3 NC 0.05 gb:BB151545 /DB_XREF=gi:16267943 /DB_XREF=BB151545 /CLONE=A030014C17 /FEA=EST /CNT=2 /TID=Mm.208522.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446266_at 0.3 5.8 A A 0.96 0.39 3.3 NC 0.02 gb:BB409798 /DB_XREF=gi:15411955 /DB_XREF=BB409798 /CLONE=C430015H15 /FEA=EST /CNT=2 /TID=Mm.215909.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446646_at 1 9.4 A A 0.77 0.3 3.3 NC 0.01 gb:BB499178 /DB_XREF=gi:16442163 /DB_XREF=BB499178 /CLONE=D630019C10 /FEA=EST /CNT=2 /TID=Mm.86343.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446658_at 2 16 A A 0.66 0.36 3.3 NC 0.39 gb:AW546034 /DB_XREF=gi:7191333 /DB_XREF=L0001D03-3 /CLONE=L0001D03 /FEA=EST /CNT=2 /TID=Mm.102798.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447245_at 0.7 13.1 A P 0.55 0.04 3.3 NC 0.09 gb:BE946960 /DB_XREF=gi:10524719 /DB_XREF=UI-M-BH3-axg-c-04-0-UI.s1 /CLONE=UI-M-BH3-axg-c-04-0-UI /FEA=EST /CNT=2 /TID=Mm.39580.1 
MOE430_2_1447491_at 2 25.7 A A 0.56 0.09 3.3 I 0.000307 gb:BE987722 /DB_XREF=gi:10663367 /DB_XREF=UI-M-CG0p-bhr-h-07-0-UI.s1 /CLONE=UI-M-CG0p-bhr-h-07-0-UI /FEA=EST /CNT=2 /TID=Mm.15752
MOE430_2_1447554_at 0.3 2.5 A A 0.65 0.43 3.3 NC 0.48 gb:BB121078 /DB_XREF=gi:8773646 /DB_XREF=BB121078 /CLONE=9530080F23 /FEA=EST /CNT=2 /TID=Mm.143561.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447872_at 0.4 4.1 A A 0.91 0.53 3.3 NC 0.36 gb:BE981034 /DB_XREF=gi:10649732 /DB_XREF=UI-M-CG0-bct-f-04-0-UI.s1 /CLONE=UI-M-CG0-bct-f-04-0-UI /FEA=EST /CNT=2 /TID=Mm.156107.1
MOE430_2_1449320_at 0.3 6.6 A A 0.78 0.11 3.3 NC 0.18 gb:NM_017471.1 /DB_XREF=gi:8567371 /GEN=Pbsn /FEA=FLmRNA /CNT=15 /TID=Mm.8034.1 /TIER=FL+Stack /STK=15 /UG=Mm.8034 /LL=54192 /DEF=
MOE430_2_1449426_a_ 1.1 5.2 A A 0.72 0.43 3.3 NC 0.09 gb:NM_011922.1 /DB_XREF=gi:6753057 /GEN=Anxa10 /FEA=FLmRNA /CNT=17 /TID=Mm.42179.1 /TIER=FL+Stack /STK=11 /UG=Mm.42179 /LL=26359 /
MOE430_2_1449767_x_ 0.4 6.2 A A 0.66 0.5 3.3 NC 0.23 gb:AV165454 /DB_XREF=gi:5371891 /DB_XREF=AV165454 /CLONE=3110037A08 /FEA=EST /CNT=1 /TID=Mm.45188.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1450222_x_ 0.5 7 A A 0.94 0.6 3.3 NC 0.42 gb:NM_010915.1 /DB_XREF=gi:8659571 /GEN=Ngfa /FEA=FLmRNA /CNT=7 /TID=Mm.16730.1 /TIER=FL /STK=2 /UG=Mm.16730 /LL=18048 /DEF=Mus mu
MOE430_2_1450782_at 1.6 21.9 A A 0.69 0.24 3.3 NC 0.07 gb:NM_009523.1 /DB_XREF=gi:6678594 /GEN=Wnt4 /FEA=FLmRNA /CNT=38 /TID=Mm.20355.1 /TIER=FL+Stack /STK=9 /UG=Mm.20355 /LL=22417 /DEF
MOE430_2_1450988_at 1.5 15.6 A A 0.66 0.36 3.3 NC 0.02 gb:BB751088 /DB_XREF=gi:16155324 /DB_XREF=BB751088 /CLONE=G130203O08 /FEA=FLmRNA /CNT=38 /TID=Mm.42103.1 /TIER=Stack /STK=29 /UG
MOE430_2_1453079_at 2.4 27.3 A A 0.5 0.06 3.3 I 0.000307 gb:AV328158 /DB_XREF=gi:6368210 /DB_XREF=AV328158 /CLONE=6330439H22 /FEA=mRNA /CNT=22 /TID=Mm.42709.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1453178_at 0.4 4.9 A A 0.88 0.66 3.3 NC 0.08 gb:AV260593 /DB_XREF=gi:6248052 /DB_XREF=AV260593 /CLONE=4930414G13 /FEA=mRNA /CNT=31 /TID=Mm.50683.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1453552_at 0.6 10.5 A A 0.55 0.09 3.3 NC 0.01 gb:AK009336.1 /DB_XREF=gi:12844072 /FEA=mRNA /CNT=3 /TID=Mm.47678.1 /TIER=ConsEnd /STK=2 /UG=Mm.47678 /LL=69631 /UG_GENE=2310014F
MOE430_2_1453577_at 1.7 15.9 A A 0.85 0.43 3.3 I 0.000966 gb:BB399635 /DB_XREF=gi:16413122 /DB_XREF=BB399635 /CLONE=C330015A02 /FEA=mRNA /CNT=23 /TID=Mm.53469.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453887_a_ 2.7 14 A A 0.78 0.3 3.3 NC 0.05 gb:AK017465.1 /DB_XREF=gi:12856712 /FEA=mRNA /CNT=3 /TID=Mm.1211.2 /TIER=ConsEnd /STK=2 /UG=Mm.1211 /LL=21844 /UG_GENE=Tiam1 /UG_T
MOE430_2_1453905_at 1.8 19.6 A P 0.8 0.04 3.3 I 0.000438 gb:AI450583 /DB_XREF=gi:4298017 /DB_XREF=mq86b07.x1 /CLONE=IMAGE:585589 /FEA=mRNA /CNT=4 /TID=Mm.159640.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1454062_at 0.8 7.9 A A 0.93 0.39 3.3 I 0.001832 gb:AK016612.1 /DB_XREF=gi:12855442 /FEA=mRNA /CNT=1 /TID=Mm.159197.1 /TIER=ConsEnd /STK=0 /UG=Mm.159197 /LL=74426 /UG_GENE=493340
MOE430_2_1454556_at 1.3 9.1 A P 0.6 0.03 3.3 NC 0.1 gb:AK012449.1 /DB_XREF=gi:12849199 /FEA=mRNA /CNT=1 /TID=Mm.159827.1 /TIER=ConsEnd /STK=0 /UG=Mm.159827 /LL=77024 /UG_GENE=270005
MOE430_2_1454590_at 1.3 15 A P 0.43 0.02 3.3 NC 0.01 gb:AK020873.1 /DB_XREF=gi:12861590 /FEA=mRNA /CNT=1 /TID=Mm.159997.1 /TIER=ConsEnd /STK=0 /UG=Mm.159997 /LL=77817 /UG_GENE=A93001
MOE430_2_1455240_x_ 0.8 8.2 A A 0.56 0.12 3.3 NC 0.01 gb:BG066901 /DB_XREF=gi:12549470 /DB_XREF=H3048D01-3 /CLONE=H3048D01 /FEA=EST /CNT=22 /TID=Mm.27910.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1455790_at 1.8 16.8 A P 0.78 0.01 3.3 I 0.000023 gb:BB543028 /DB_XREF=gi:15412390 /DB_XREF=BB543028 /CLONE=E130207A07 /FEA=EST /CNT=155 /TID=Mm.100478.1 /TIER=Stack /STK=135 /UG=
MOE430_2_1455843_at 0.7 9.2 A A 0.88 0.12 3.3 NC 0.03 gb:AV309809 /DB_XREF=gi:15406028 /DB_XREF=AV309809 /CLONE=5730585L05 /FEA=EST /CNT=48 /TID=Mm.63450.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1456124_x_ 0.6 8.4 A A 0.97 0.53 3.3 NC 0.34 gb:BB799136 /DB_XREF=gi:16968759 /DB_XREF=BB799136 /CLONE=G630021J08 /FEA=EST /CNT=18 /TID=Mm.140154.5 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456558_s_ 0.5 8.5 A A 0.93 0.06 3.3 I 0.001077 gb:BM227750 /DB_XREF=gi:17790144 /DB_XREF=K0248D12-3 /CLONE=K0248D12 /FEA=EST /CNT=9 /TID=Mm.206845.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456693_at 0.6 5.2 A A 0.75 0.11 3.3 NC 0.08 gb:AV208162 /DB_XREF=gi:6149014 /DB_XREF=AV208162 /CLONE=1700105F04 /FEA=EST /CNT=9 /TID=Mm.54297.1 /TIER=Stack /STK=8 /UG=Mm.542
MOE430_2_1457110_at 1.6 14.1 A A 0.5 0.19 3.3 NC 0.15 gb:BB440150 /DB_XREF=gi:16424628 /DB_XREF=BB440150 /CLONE=D030020H07 /FEA=EST /CNT=6 /TID=Mm.129337.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457129_at 0.5 6.4 A A 0.72 0.21 3.3 NC 0.02 gb:BI076816 /DB_XREF=gi:14515473 /DB_XREF=L0274H09-3 /CLONE=L0274H09 /FEA=EST /CNT=6 /TID=Mm.134621.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457295_at 3.8 22.2 A A 0.8 0.21 3.3 NC 0.01 gb:AW494245 /DB_XREF=gi:7064526 /DB_XREF=UI-M-BH3-auk-c-05-0-UI.s1 /CLONE=UI-M-BH3-auk-c-05-0-UI /FEA=EST /CNT=8 /TID=Mm.102305.1
MOE430_2_1457327_at 0.2 1.3 A A 0.98 0.69 3.3 NC 0.03 gb:BB282220 /DB_XREF=gi:15411145 /DB_XREF=BB282220 /CLONE=A930036A03 /FEA=EST /CNT=6 /TID=Mm.12116.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457469_at 2.4 15.8 A A 0.66 0.17 3.3 NC 0.006503 gb:BB353000 /DB_XREF=gi:16405506 /DB_XREF=BB353000 /CLONE=B930092A07 /FEA=EST /CNT=5 /TID=Mm.126238.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457597_at 0.4 12.8 A A 0.8 0.12 3.3 NC 0.005933 gb:AW121529 /DB_XREF=gi:6096862 /DB_XREF=UI-M-BH2.2-aop-d-03-0-UI.s1 /CLONE=UI-M-BH2.2-aop-d-03-0-UI /FEA=EST /CNT=4 /TID=Mm.65353
MOE430_2_1458256_at 1.1 11.6 A A 0.39 0.24 3.3 NC 0.39 gb:AI647966 /DB_XREF=gi:4726644 /DB_XREF=uk38e04.x1 /CLONE=IMAGE:1971294 /FEA=EST /CNT=3 /TID=Mm.181070.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458332_x_ 0.7 12.7 A A 0.75 0.33 3.3 NC 0.15 gb:AV226663 /DB_XREF=gi:6178330 /DB_XREF=AV226663 /CLONE=4021402F18 /FEA=EST /CNT=3 /TID=Mm.140916.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458579_at 0.9 6.5 A A 0.78 0.36 3.3 NC 0.003355 gb:BE982174 /DB_XREF=gi:10652058 /DB_XREF=UI-M-CG0p-bcy-h-11-0-UI.s1 /CLONE=UI-M-CG0p-bcy-h-11-0-UI /FEA=EST /CNT=4 /TID=Mm.15130
MOE430_2_1458744_at 0.5 3.7 A A 0.36 0.33 3.3 NC 0.53 gb:BG066582 /DB_XREF=gi:12549239 /DB_XREF=H3045F06-3 /CLONE=H3045F06 /FEA=EST /CNT=3 /TID=Mm.103865.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459150_at 1 15.4 A A 0.6 0.09 3.3 NC 0.3 gb:AW909485 /DB_XREF=gi:8074722 /DB_XREF=ur75g09.x1 /CLONE=IMAGE:3156160 /FEA=EST /CNT=3 /TID=Mm.140149.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459164_at 0.3 1.3 A A 0.94 0.69 3.3 NC 0.01 gb:BG069968 /DB_XREF=gi:12552625 /DB_XREF=H3083B07-3 /CLONE=H3083B07 /FEA=EST /CNT=2 /TID=Mm.203206.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459828_at 2.6 17.1 A A 0.36 0.08 3.3 NC 0.5 gb:BB254130 /DB_XREF=gi:8946876 /DB_XREF=BB254130 /CLONE=A730060J22 /FEA=EST /CNT=2 /TID=Mm.180706.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459852_x_ 0.1 2.8 A A 0.97 0.75 3.3 NC 0.008511 gb:BB343914 /DB_XREF=gi:9053635 /DB_XREF=BB343914 /CLONE=B930047C06 /FEA=EST /CNT=2 /TID=Mm.125615.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1416034_at 42.5 314.6 P P 0.00293 0.000244 3.2 I 0.00002 gb:BF123439 /DB_XREF=gi:10962479 /DB_XREF=601760641F1 /CLONE=IMAGE:4023467 /FEA=FLmRNA /CNT=468 /TID=Mm.6417.1 /TIER=Stack /STK=3
MOE430_2_1416178_a_ 2 16.9 A A 0.5 0.06 3.2 NC 0.01 gb:NM_013746.1 /DB_XREF=gi:7305378 /GEN=Phret1 /FEA=FLmRNA /CNT=146 /TID=Mm.26633.1 /TIER=FL+Stack /STK=118 /UG=Mm.26633 /LL=27276 
MOE430_2_1416688_at 0.6 6.4 A A 0.9 0.14 3.2 NC 0.03 gb:NM_013669.1 /DB_XREF=gi:7305506 /GEN=Snap91 /FEA=FLmRNA /CNT=101 /TID=Mm.4870.1 /TIER=FL+Stack /STK=74 /UG=Mm.4870 /LL=20616 /D
MOE430_2_1417954_at 1.3 22.6 A A 0.88 0.3 3.2 NC 0.002753 gb:NM_009215.1 /DB_XREF=gi:6678034 /GEN=Smst /FEA=FLmRNA /CNT=58 /TID=Mm.2453.1 /TIER=FL+Stack /STK=32 /UG=Mm.2453 /LL=20604 /DEF=
MOE430_2_1419620_at 1.9 16 A A 0.8 0.24 3.2 I 0.001832 gb:NM_013917.1 /DB_XREF=gi:7305426 /GEN=Pttg1 /FEA=FLmRNA /CNT=15 /TID=Mm.6856.1 /TIER=FL+Stack /STK=8 /UG=Mm.6856 /LL=30939 /DEF=
MOE430_2_1419632_at 1.8 12.7 A A 0.66 0.17 3.2 NC 0.05 gb:NM_009347.1 /DB_XREF=gi:6678276 /GEN=Tecta /FEA=FLmRNA /CNT=8 /TID=Mm.42209.1 /TIER=FL+Stack /STK=8 /UG=Mm.42209 /LL=21683 /DEF
MOE430_2_1420075_at 1.2 13.9 A A 0.56 0.09 3.2 NC 0.11 gb:AI645547 /DB_XREF=gi:4724022 /DB_XREF=vt97b07.x1 /CLONE=IMAGE:1179061 /FEA=EST /CNT=1 /TID=Mm.35777.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420184_at 1.3 8.1 A A 0.6 0.69 3.2 NC 0.5 gb:AI036317 /DB_XREF=gi:3260008 /DB_XREF=ue20e01.x1 /CLONE=IMAGE:1480920 /FEA=EST /CNT=1 /TID=Mm.198493.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1420190_at 0.2 5.5 A A 0.84 0.66 3.2 NC 0.26 gb:AV210911 /DB_XREF=gi:6151375 /DB_XREF=AV210911 /CLONE=1700127F01 /FEA=EST /CNT=1 /TID=Mm.177909.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420199_at 1 8.5 A A 0.5 0.27 3.2 NC 0.41 gb:AV144937 /DB_XREF=gi:5349070 /DB_XREF=AV144937 /CLONE=2810440C15 /FEA=EST /CNT=1 /TID=Mm.178062.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420527_s_ 0.9 16 A A 0.56 0.12 3.2 NC 0.11 gb:NM_011553.1 /DB_XREF=gi:6755743 /GEN=Tcp10b /FEA=FLmRNA /CNT=22 /TID=Mm.197472.1 /TIER=FL /STK=4 /UG=Mm.197472 /LL=21461 /DEF=M
MOE430_2_1420708_at 1.3 13.8 A A 0.88 0.33 3.2 NC 0.008511 gb:AK012948.1 /DB_XREF=gi:12850018 /GEN=Traip /FEA=FLmRNA /CNT=11 /TID=Mm.416.1 /TIER=ConsEnd /STK=4 /UG=Mm.416 /LL=22036 /UG_TITLE
MOE430_2_1421258_a_ 1.1 12.7 A A 0.72 0.3 3.2 NC 0.03 gb:NM_013631.1 /DB_XREF=gi:8567389 /GEN=Pklr /FEA=FLmRNA /CNT=11 /TID=Mm.8359.1 /TIER=FL /STK=2 /UG=Mm.8359 /LL=18770 /DEF=Mus mus
MOE430_2_1421638_at 0.6 5.8 A A 0.82 0.36 3.2 NC 0.48 gb:NM_007677.1 /DB_XREF=gi:6679494 /GEN=Psg17 /FEA=FLmRNA /CNT=3 /TID=Mm.5056.1 /TIER=FL /STK=2 /UG=Mm.5056 /LL=26437 /DEF=Mus mu
MOE430_2_1422019_at 0.9 7.5 A A 0.53 0.21 3.2 NC 0.08 gb:NM_009371.1 /DB_XREF=gi:6678324 /GEN=Tgfbr2 /FEA=FLmRNA /CNT=22 /TID=Mm.1377.1 /TIER=FL /STK=1 /UG=Mm.1377 /LL=21813 /DEF=Mus m
MOE430_2_1422175_at 0.5 4.8 A A 0.97 0.33 3.2 NC 0.01 gb:NM_032006.1 /DB_XREF=gi:14030784 /GEN=Mcola-pending /FEA=FLmRNA /CNT=5 /TID=Mm.156952.1 /TIER=FL /STK=1 /UG=Mm.156952 /LL=83995 
MOE430_2_1422543_at 1.9 21.6 A P 0.8 0.01 3.2 NC 0.01 gb:NM_030744.1 /DB_XREF=gi:13507709 /GEN=Rppn-pending /FEA=FLmRNA /CNT=46 /TID=Mm.23515.1 /TIER=FL+Stack /STK=41 /UG=Mm.23515 /LL=7
MOE430_2_1422667_at 29.4 331.5 A P 0.08 0.001221 3.2 I 0.000027 gb:NM_008469.1 /DB_XREF=gi:6680601 /GEN=Krt1-15 /FEA=FLmRNA /CNT=52 /TID=Mm.38498.1 /TIER=FL+Stack /STK=20 /UG=Mm.38498 /LL=16665 /
MOE430_2_1422760_at 0.8 6.4 A A 0.9 0.36 3.2 NC 0.19 gb:NM_011061.1 /DB_XREF=gi:6755017 /GEN=Pdi4 /FEA=FLmRNA /CNT=34 /TID=Mm.20874.1 /TIER=FL+Stack /STK=14 /UG=Mm.20874 /LL=18602 /DE
MOE430_2_1423001_at 2.7 18.3 A A 0.5 0.24 3.2 NC 0.06 gb:NM_033523.1 /DB_XREF=gi:15743555 /GEN=Spred2-pending /FEA=FLmRNA /CNT=13 /TID=Mm.206532.1 /TIER=FL /STK=0 /UG=Mm.206532 /LL=1147
MOE430_2_1423328_at 1 10.5 A A 0.87 0.33 3.2 NC 0.03 gb:AK020672.1 /DB_XREF=gi:12861324 /FEA=FLmRNA /CNT=65 /TID=Mm.18218.1 /TIER=Stack /STK=15 /UG=Mm.18218 /LL=14545 /UG_GENE=Gdap1 /
MOE430_2_1423437_at 0.4 5.1 A A 0.9 0.17 3.2 NC 0.02 gb:AI172943 /DB_XREF=gi:3720523 /DB_XREF=ud62f01.x1 /CLONE=IMAGE:1450489 /FEA=FLmRNA /CNT=121 /TID=Mm.14719.1 /TIER=ConsEnd /STK=2
MOE430_2_1424867_a_ 0.3 5.4 A A 0.99 0.53 3.2 NC 0.02 gb:BC010799.1 /DB_XREF=gi:14789822 /FEA=FLmRNA /CNT=36 /TID=Mm.39974.1 /TIER=FL+Stack /STK=13 /UG=Mm.39974 /DEF=Mus musculus, clone 
MOE430_2_1425303_at 1.5 8.6 A A 0.87 0.53 3.2 NC 0.2 gb:L38990.1 /DB_XREF=gi:886343 /FEA=FLmRNA /CNT=7 /TID=Mm.220358.2 /TIER=FL /STK=3 /UG=Mm.220358 /LL=103988 /UG_GENE=Gck /DEF=Mus
MOE430_2_1425339_at 2.3 28 A P 0.66 0.04 3.2 I 0.001651 gb:BB224034 /DB_XREF=gi:8892646 /DB_XREF=BB224034 /CLONE=A530084N02 /FEA=FLmRNA /CNT=51 /TID=Mm.132097.1 /TIER=Stack /STK=12 /UG
MOE430_2_1425744_a_ 0.8 7.6 A A 0.85 0.17 3.2 I 0.001651 gb:AF474155.1 /DB_XREF=gi:18997008 /GEN=Mgat5 /FEA=FLmRNA /CNT=10 /TID=Mm.218791.1 /TIER=FL /STK=1 /UG=Mm.218791 /DEF=Mus musculus
MOE430_2_1426126_a_ 3.1 21.3 A A 0.63 0.19 3.2 NC 0.00712 gb:BC019733.1 /DB_XREF=gi:18043861 /FEA=FLmRNA /CNT=1 /TID=Mm.200816.1 /TIER=FL /STK=1 /UG=Mm.200816 /DEF=Mus musculus, Similar to hy
MOE430_2_1426619_at 0.8 8.6 A P 0.46 0.03 3.2 NC 0.005409 gb:BE685969 /DB_XREF=gi:10073604 /DB_XREF=uv72b10.x1 /CLONE=IMAGE:3412699 /FEA=FLmRNA /CNT=12 /TID=Mm.68327.1 /TIER=Stack /STK=9 /
MOE430_2_1427438_at 0.4 2.2 A A 0.94 0.63 3.2 NC 0.49 gb:BB143008 /DB_XREF=gi:16267525 /DB_XREF=BB143008 /CLONE=9930018M24 /FEA=mRNA /CNT=4 /TID=Mm.207042.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427673_a_ 0.4 7.9 A A 0.78 0.3 3.2 NC 0.01 gb:Z93948.1 /DB_XREF=gi:1934966 /GEN=msemaHv /FEA=mRNA /CNT=1 /TID=Mm.3730.3 /TIER=ConsEnd /STK=0 /UG=Mm.3730 /LL=20349 /DEF=M.mu
MOE430_2_1427801_at 0.7 6.9 A A 0.63 0.19 3.2 NC 0.16 gb:AA930779 /DB_XREF=gi:3080167 /DB_XREF=vs57e11.r1 /CLONE=IMAGE:1150412 /FEA=mRNA /CNT=2 /TID=Mm.215251.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427817_at 1 5.4 A A 0.8 0.5 3.2 NC 0.25 gb:M11024.1 /DB_XREF=gi:193080 /FEA=mRNA /CNT=1 /TID=Mm.1232.4 /TIER=ConsEnd /STK=0 /UG=Mm.1232 /UG_TITLE=Mus musculus, clone MGC:80
MOE430_2_1427852_x_ 2.3 16.2 A A 0.46 0.17 3.2 NC 0.5 gb:AF065325.1 /DB_XREF=gi:4234746 /GEN=Vh186.2Jh2 /FEA=mRNA /CNT=1 /TID=Mm.157783.12 /TIER=ConsEnd /STK=0 /UG=Mm.157783 /LL=104911
MOE430_2_1429668_at 0.8 4.7 A A 0.8 0.24 3.2 NC 0.17 gb:BB465134 /DB_XREF=gi:16427056 /DB_XREF=BB465134 /CLONE=D130096P12 /FEA=mRNA /CNT=32 /TID=Mm.132990.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1430391_a_ 1.2 15.7 A A 0.91 0.39 3.2 NC 0.06 gb:AK003690.1 /DB_XREF=gi:12834512 /GEN=Siat8d /FEA=mRNA /CNT=6 /TID=Mm.10701.3 /TIER=ConsEnd /STK=2 /UG=Mm.10701 /LL=20452 /UG_TIT
MOE430_2_1430716_at 1 12.4 A P 0.39 0.03 3.2 NC 0.08 gb:AK019901.1 /DB_XREF=gi:12860294 /FEA=mRNA /CNT=7 /TID=Mm.127775.1 /TIER=ConsEnd /STK=1 /UG=Mm.127775 /LL=78286 /UG_GENE=533042
MOE430_2_1430826_s_ 0.7 9.1 A A 0.75 0.27 3.2 NC 0.09 gb:AK019924.1 /DB_XREF=gi:12860326 /FEA=mRNA /CNT=4 /TID=Mm.23803.2 /TIER=ConsEnd /STK=1 /UG=Mm.23803 /LL=14538 /UG_GENE=Gcnt2 /U
MOE430_2_1431687_at 0.5 4.3 A A 0.93 0.63 3.2 NC 0.04 gb:AK013970.1 /DB_XREF=gi:12851564 /GEN=Gmfb /FEA=mRNA /CNT=3 /TID=Mm.87312.3 /TIER=ConsEnd /STK=0 /UG=Mm.87312 /LL=63985 /UG_TITL



MOE430_2_1432365_a_ 1.3 13.5 A A 0.97 0.53 3.2 NC 0.03 gb:AK016389.1 /DB_XREF=gi:12855095 /FEA=mRNA /CNT=1 /TID=Mm.195735.2 /TIER=ConsEnd /STK=0 /UG=Mm.195735 /LL=75283 /UG_GENE=493055
MOE430_2_1432402_at 0.7 4.2 A A 0.46 0.33 3.2 NC 0.5 gb:AK015048.1 /DB_XREF=gi:12853237 /FEA=mRNA /CNT=1 /TID=Mm.159063.1 /TIER=ConsEnd /STK=0 /UG=Mm.159063 /LL=73796 /UG_GENE=493040
MOE430_2_1432658_at 0.3 4 A A 0.85 0.33 3.2 NC 0.09 gb:AK019485.1 /DB_XREF=gi:12859722 /FEA=mRNA /CNT=2 /TID=Mm.160066.1 /TIER=ConsEnd /STK=0 /UG=Mm.160066 /LL=78259 /UG_GENE=463241
MOE430_2_1433224_at 0.9 6.9 A A 0.86 0.5 3.2 NC 0.13 gb:AK017983.1 /DB_XREF=gi:12857497 /FEA=mRNA /CNT=1 /TID=Mm.159664.1 /TIER=ConsEnd /STK=0 /UG=Mm.159664 /LL=76059 /UG_GENE=583044
MOE430_2_1433422_at 2.6 22.8 A A 0.63 0.24 3.2 NC 0.5 gb:AK008679.1 /DB_XREF=gi:12843019 /FEA=mRNA /CNT=1 /TID=Mm.159743.1 /TIER=ConsEnd /STK=0 /UG=Mm.159743 /LL=76579 /UG_GENE=221000
MOE430_2_1435667_at 1.2 9.7 A A 0.69 0.21 3.2 NC 0.01 gb:BQ044278 /DB_XREF=gi:19794687 /DB_XREF=UI-M-EF0-bum-o-20-0-UI.r1 /CLONE=IMAGE:5684203 /FEA=EST /CNT=22 /TID=Mm.40425.1 /TIER=St
MOE430_2_1437387_at 0.5 8.8 A A 0.9 0.19 3.2 NC 0.03 gb:AV226398 /DB_XREF=gi:16385326 /DB_XREF=AV226398 /CLONE=3930402D03 /FEA=EST /CNT=19 /TID=Mm.184472.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1438324_at 0.5 5.8 A A 0.87 0.24 3.2 NC 0.3 gb:AW550882 /DB_XREF=gi:7196310 /DB_XREF=L0070F05-3 /CLONE=L0070F05 /FEA=EST /CNT=15 /TID=Mm.102938.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438698_at 0.9 13.4 A A 0.72 0.19 3.2 NC 0.34 gb:AV305379 /DB_XREF=gi:16393691 /DB_XREF=AV305379 /CLONE=5730528C17 /FEA=EST /CNT=40 /TID=Mm.77839.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1438704_at 1.1 7 A A 0.85 0.23 3.2 NC 0.27 gb:BG817292 /DB_XREF=gi:14188272 /DB_XREF=UTSW_H20F11 /CLONE=UTSW_H20F11 /FEA=EST /CNT=18 /TID=Mm.211381.1 /TIER=Stack /STK=9 /U
MOE430_2_1438879_at 1 8.9 A A 0.43 0.27 3.2 NC 0.21 gb:BM214132 /DB_XREF=gi:17772208 /DB_XREF=C0846D06-3 /CLONE=C0846D06 /FEA=EST /CNT=9 /TID=Mm.215899.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438916_x_ 1.6 19.3 A A 0.72 0.3 3.2 NC 0.03 gb:AI452037 /DB_XREF=gi:4299118 /DB_XREF=mq59c07.x1 /CLONE=IMAGE:583020 /FEA=EST /CNT=9 /TID=Mm.200922.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439670_at 0.7 5.4 A A 0.87 0.11 3.2 NC 0.01 gb:BG070847 /DB_XREF=gi:12553504 /DB_XREF=H3092H02-3 /CLONE=H3092H02 /FEA=EST /CNT=7 /TID=Mm.26058.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439708_at 1.1 12.2 A A 0.75 0.3 3.2 NC 0.03 gb:AW553161 /DB_XREF=gi:7198584 /DB_XREF=L0222G10-3 /CLONE=L0222G10 /FEA=EST /CNT=7 /TID=Mm.66385.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439736_at 0.6 7.1 A A 0.56 0.33 3.2 NC 0.36 gb:BM242442 /DB_XREF=gi:17877712 /DB_XREF=K0632D10-3 /CLONE=K0632D10 /FEA=EST /CNT=7 /TID=Mm.214673.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1440629_at 1.3 8.4 A A 0.72 0.08 3.2 NC 0.1 gb:BB176386 /DB_XREF=gi:16269745 /DB_XREF=BB176386 /CLONE=A230061J20 /FEA=EST /CNT=5 /TID=Mm.131120.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440645_at 0.5 6 A A 0.66 0.12 3.2 NC 0.00712 gb:BB277291 /DB_XREF=gi:16400960 /DB_XREF=BB277291 /CLONE=A930003L21 /FEA=EST /CNT=5 /TID=Mm.99118.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440694_at 0.9 7.1 A A 0.72 0.43 3.2 NC 0.31 gb:BB523556 /DB_XREF=gi:16443840 /DB_XREF=BB523556 /CLONE=D930015F04 /FEA=EST /CNT=5 /TID=Mm.131537.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440806_x_ 0.4 3.1 A A 0.84 0.43 3.2 NC 0.31 gb:AV305197 /DB_XREF=gi:6337711 /DB_XREF=AV305197 /CLONE=5730526G10 /FEA=EST /CNT=5 /TID=Mm.132447.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441087_at 1.6 13.9 A A 0.87 0.39 3.2 NC 0.09 gb:BB311645 /DB_XREF=gi:16402720 /DB_XREF=BB311645 /CLONE=B230326M03 /FEA=EST /CNT=6 /TID=Mm.59162.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441122_at 1.3 11.6 A A 0.6 0.12 3.2 NC 0.41 gb:AU024342 /DB_XREF=gi:3394689 /DB_XREF=AU024342 /CLONE=J0451C09 /FEA=EST /CNT=6 /TID=Mm.12079.1 /TIER=ConsEnd /STK=4 /UG=Mm.12
MOE430_2_1441142_at 1.6 31.9 A P 0.5 0.03 3.2 I 0.000865 gb:BE944567 /DB_XREF=gi:10522326 /DB_XREF=UI-M-BH3-avv-d-04-0-UI.s1 /CLONE=UI-M-BH3-avv-d-04-0-UI /FEA=EST /CNT=6 /TID=Mm.24382.1 
MOE430_2_1441171_at 0.6 12.5 A A 0.9 0.3 3.2 NC 0.1 gb:BF467254 /DB_XREF=gi:11536437 /DB_XREF=UI-M-CG0p-brq-e-06-0-UI.s1 /CLONE=UI-M-CG0p-brq-e-06-0-UI /FEA=EST /CNT=5 /TID=Mm.11708
MOE430_2_1441289_at 1.8 16.5 A P 0.78 0.02 3.2 NC 0.08 gb:BM933567 /DB_XREF=gi:19392719 /DB_XREF=UI-M-BZ1-bft-m-02-0-UI.r2 /CLONE=UI-M-BZ1-bft-m-02-0-UI /FEA=EST /CNT=5 /TID=Mm.139941.1
MOE430_2_1441296_at 1.4 7.6 A A 0.93 0.6 3.2 NC 0.48 gb:BE957244 /DB_XREF=gi:10602598 /DB_XREF=UI-M-BG2-bcd-h-10-0-UI.s1 /CLONE=UI-M-BG2-bcd-h-10-0-UI /FEA=EST /CNT=5 /TID=Mm.151039
MOE430_2_1441562_at 0.4 7.7 A A 0.9 0.36 3.2 NC 0.14 gb:BE980190 /DB_XREF=gi:10647898 /DB_XREF=UI-M-BG2-bcq-g-02-0-UI.s1 /CLONE=UI-M-BG2-bcq-g-02-0-UI /FEA=EST /CNT=4 /TID=Mm.76751.1
MOE430_2_1441632_at 0.7 10 A A 0.63 0.07 3.2 NC 0.33 gb:BB375259 /DB_XREF=gi:16407380 /DB_XREF=BB375259 /CLONE=C130079B09 /FEA=EST /CNT=4 /TID=Mm.88458.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442728_at 0.7 5.9 A A 0.85 0.24 3.2 NC 0.12 gb:BE991183 /DB_XREF=gi:10670436 /DB_XREF=UI-M-BZ1-bdr-h-12-0-UI.s1 /CLONE=UI-M-BZ1-bdr-h-12-0-UI /FEA=EST /CNT=4 /TID=Mm.101901.1
MOE430_2_1443052_at 0.2 2.9 A A 0.98 0.21 3.2 I 0.001831 gb:BB400711 /DB_XREF=gi:15411790 /DB_XREF=BB400711 /CLONE=C330019L16 /FEA=EST /CNT=3 /TID=Mm.128133.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443209_at 0.8 12.2 A A 0.69 0.33 3.2 NC 0.13 gb:BB183296 /DB_XREF=gi:16270223 /DB_XREF=BB183296 /CLONE=A230106B19 /FEA=EST /CNT=3 /TID=Mm.207731.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444151_at 3.2 17.4 A A 0.43 0.21 3.2 NC 0.31 gb:BE980492 /DB_XREF=gi:10648508 /DB_XREF=UI-M-BG2-bcj-f-06-0-UI.s1 /CLONE=UI-M-BG2-bcj-f-06-0-UI /FEA=EST /CNT=5 /TID=Mm.69007.1 /
MOE430_2_1445034_at 1.8 9.9 A A 0.72 0.24 3.2 NC 0.07 gb:BB253252 /DB_XREF=gi:16356222 /DB_XREF=BB253252 /CLONE=A730056L09 /FEA=EST /CNT=3 /TID=Mm.172381.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445167_at 1 10.2 A A 0.82 0.5 3.2 NC 0.18 gb:BM899023 /DB_XREF=gi:19381811 /DB_XREF=UI-M-DJ1-bto-h-07-0-UI.s1 /CLONE=UI-M-DJ1-bto-h-07-0-UI /FEA=EST /CNT=3 /TID=Mm.99725.1 
MOE430_2_1445187_at 0.3 4.1 A A 0.93 0.39 3.2 NC 0.004073 gb:BG070052 /DB_XREF=gi:12552544 /DB_XREF=H3082B12-3 /CLONE=H3082B12 /FEA=EST /CNT=3 /TID=Mm.157383.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445204_at 0.3 10.5 A A 0.84 0.3 3.2 NC 0.04 gb:BB393368 /DB_XREF=gi:9116342 /DB_XREF=BB393368 /CLONE=C230083G24 /FEA=EST /CNT=3 /TID=Mm.136996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445262_at 0.8 6.7 A A 0.8 0.33 3.2 NC 0.02 gb:AV283843 /DB_XREF=gi:15405759 /DB_XREF=AV283843 /CLONE=4933437I09 /FEA=EST /CNT=3 /TID=Mm.63523.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445453_at 1.5 10.6 A A 0.66 0.12 3.2 NC 0.003699 gb:BF472508 /DB_XREF=gi:11541691 /DB_XREF=UI-M-BH3-axe-b-07-0-UI.r1 /CLONE=UI-M-BH3-axe-b-07-0-UI /FEA=EST /CNT=3 /TID=Mm.150403.1
MOE430_2_1445601_at 2 13.6 A A 0.9 0.36 3.2 MI 0.002032 gb:BB741204 /DB_XREF=gi:16144209 /DB_XREF=BB741204 /CLONE=F430214H02 /FEA=EST /CNT=3 /TID=Mm.211578.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445876_at 1.5 18.8 A A 0.69 0.24 3.2 NC 0.002753 gb:BG068350 /DB_XREF=gi:12550919 /DB_XREF=H3064E07-3 /CLONE=H3064E07 /FEA=EST /CNT=3 /TID=Mm.173559.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446277_at 0.6 6.2 A A 0.99 0.17 3.2 I 0.000774 gb:BG068837 /DB_XREF=gi:12551406 /DB_XREF=H3069H03-3 /CLONE=H3069H03 /FEA=EST /CNT=2 /TID=Mm.173680.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446478_at 0.3 6.1 A A 0.68 0.33 3.2 NC 0.46 gb:BB350835 /DB_XREF=gi:16405329 /DB_XREF=BB350835 /CLONE=B930082A18 /FEA=EST /CNT=2 /TID=Mm.126163.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447417_at 0.6 7.2 A A 0.96 0.53 3.2 NC 0.02 gb:BB733926 /DB_XREF=gi:16133076 /DB_XREF=BB733926 /CLONE=F420005A04 /FEA=EST /CNT=2 /TID=Mm.213865.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448147_at 1.9 10.5 A A 0.63 0.09 3.2 NC 0.01 gb:NM_013869.2 /DB_XREF=gi:14389428 /GEN=Tnfrsf19 /FEA=FLmRNA /CNT=220 /TID=Mm.21526.1 /TIER=FL+Stack /STK=169 /UG=Mm.21526 /LL=298
MOE430_2_1449601_x_ 2.6 15.5 A P 0.33 0.01 3.2 NC 0.02 gb:AV348780 /DB_XREF=gi:6389839 /DB_XREF=AV348780 /CLONE=6430711G14 /FEA=EST /CNT=2 /TID=Mm.86760.3 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449931_at 1.1 8.2 A A 0.63 0.17 3.2 NC 0.07 gb:NM_026252.1 /DB_XREF=gi:13385759 /GEN=4930447D24Rik /FEA=FLmRNA /CNT=161 /TID=Mm.23178.1 /TIER=FL /STK=3 /UG=Mm.23178 /LL=67579
MOE430_2_1450197_at 2 18 A A 0.8 0.33 3.2 NC 0.16 gb:NM_029987.1 /DB_XREF=gi:19920337 /GEN=Rpe65 /FEA=FLmRNA /CNT=8 /TID=Mm.131708.1 /TIER=FL /STK=2 /UG=Mm.131708 /LL=19892 /DEF=M
MOE430_2_1451461_a_ 1.1 9.5 A A 0.75 0.53 3.2 NC 0.02 gb:BC008184.1 /DB_XREF=gi:14198248 /FEA=FLmRNA /CNT=69 /TID=Mm.7729.1 /TIER=FL+Stack /STK=18 /UG=Mm.7729 /LL=11676 /UG_GENE=Aldo3 
MOE430_2_1451690_a_ 1 8.8 A A 0.93 0.53 3.2 NC 0.04 gb:BC024948.1 /DB_XREF=gi:19353147 /FEA=FLmRNA /CNT=16 /TID=Mm.22804.1 /TIER=FL /STK=2 /UG=Mm.22804 /LL=71740 /UG_GENE=Pvrl4 /DEF=
MOE430_2_1452494_s_ 0.9 9.1 A A 0.82 0.09 3.2 NC 0.01 gb:AF250912.1 /DB_XREF=gi:8347611 /GEN=Slc21A6 /FEA=mRNA /CNT=3 /TID=Mm.195169.1 /TIER=ConsEnd /STK=0 /UG=Mm.195169 /LL=28249 /DEF
MOE430_2_1452572_at 1.4 16.7 A A 0.56 0.17 3.2 NC 0.01 gb:M16206.1 /DB_XREF=gi:200360 /FEA=mRNA /CNT=1 /TID=Mm.2951.3 /TIER=ConsEnd /STK=0 /UG=Mm.2951 /LL=12326 /UG_GENE=Camk4 /UG_TITL
MOE430_2_1453979_at 1 11.6 A A 0.71 0.27 3.2 NC 0.07 gb:AK013872.1 /DB_XREF=gi:12851401 /FEA=mRNA /CNT=2 /TID=Mm.31826.1 /TIER=ConsEnd /STK=0 /UG=Mm.31826 /LL=72397 /UG_GENE=3000004N
MOE430_2_1454454_at 2.6 27.7 A M 0.63 0.05 3.2 NC 0.004925 gb:AK014085.1 /DB_XREF=gi:12851735 /FEA=mRNA /CNT=1 /TID=Mm.3823.3 /TIER=ConsEnd /STK=0 /UG=Mm.3823 /LL=15569 /UG_GENE=Elavl2 /UG_T
MOE430_2_1454883_at 0.3 2.4 A A 0.94 0.43 3.2 NC 0.01 gb:AV375328 /DB_XREF=gi:15412285 /DB_XREF=AV375328 /CLONE=9130023H10 /FEA=EST /CNT=43 /TID=Mm.27632.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1454942_at 1.5 14.3 A A 0.66 0.27 3.2 NC 0.16 gb:AW554191 /DB_XREF=gi:7199614 /DB_XREF=L0237A11-3 /CLONE=L0237A11 /FEA=EST /CNT=59 /TID=Mm.23983.1 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1455888_at 0.7 11.7 A A 0.69 0.21 3.2 NC 0.01 gb:BB125202 /DB_XREF=gi:16262168 /DB_XREF=BB125202 /CLONE=9630003M05 /FEA=EST /CNT=37 /TID=Mm.132507.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1456007_at 1.8 13.5 A A 0.69 0.5 3.2 NC 0.21 gb:AI987871 /DB_XREF=gi:5819665 /DB_XREF=um08b09.x1 /CLONE=IMAGE:2182457 /FEA=EST /CNT=21 /TID=Mm.30412.3 /TIER=Stack /STK=20 /UG=M
MOE430_2_1456637_at 1 14 A A 0.8 0.21 3.2 NC 0.05 gb:BB333692 /DB_XREF=gi:15411554 /DB_XREF=BB333692 /CLONE=B830014K09 /FEA=EST /CNT=14 /TID=Mm.18962.4 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456742_x_ 0.8 7.3 A A 0.85 0.09 3.2 NC 0.01 gb:AV277974 /DB_XREF=gi:6266011 /DB_XREF=AV277974 /CLONE=4932703E01 /FEA=EST /CNT=8 /TID=Mm.84867.1 /TIER=Stack /STK=8 /UG=Mm.848
MOE430_2_1457286_at 1.6 11.2 A A 0.91 0.43 3.2 NC 0.34 gb:BF464027 /DB_XREF=gi:11533210 /DB_XREF=UI-M-CG0p-bnv-d-10-0-UI.s1 /CLONE=UI-M-CG0p-bnv-d-10-0-UI /FEA=EST /CNT=11 /TID=Mm.1390
MOE430_2_1457937_at 1 5.2 A P 0.75 0.02 3.2 NC 0.003699 gb:BB163558 /DB_XREF=gi:16268768 /DB_XREF=BB163558 /CLONE=A130073C13 /FEA=EST /CNT=4 /TID=Mm.132439.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458018_at 1.5 12.8 A A 0.6 0.33 3.2 NC 0.03 gb:BB504342 /DB_XREF=gi:16442705 /DB_XREF=BB504342 /CLONE=D630047M14 /FEA=EST /CNT=4 /TID=Mm.207589.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458222_at 2.6 24.7 A A 0.63 0.09 3.2 NC 0.004925 gb:BM120453 /DB_XREF=gi:17088479 /DB_XREF=L0940A07-3 /CLONE=L0940A07 /FEA=EST /CNT=3 /TID=Mm.133451.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458539_at 1 5.2 A A 0.78 0.16 3.2 NC 0.5 gb:BB462088 /DB_XREF=gi:16426728 /DB_XREF=BB462088 /CLONE=D130074O18 /FEA=EST /CNT=5 /TID=Mm.208449.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458846_at 0.5 4.6 A A 0.72 0.19 3.2 NC 0.02 gb:C79456 /DB_XREF=gi:2519786 /DB_XREF=C79456 /CLONE=J0066F03 /FEA=EST /CNT=3 /TID=Mm.25033.1 /TIER=ConsEnd /STK=2 /UG=Mm.25033 /
MOE430_2_1459321_at 0.6 9.5 A A 0.91 0.43 3.2 NC 0.17 gb:BB075541 /DB_XREF=gi:16260295 /DB_XREF=BB075541 /CLONE=9330109G15 /FEA=EST /CNT=2 /TID=Mm.207275.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459672_at 0.4 14.3 A A 0.46 0.09 3.2 NC 0.33 gb:BG797387 /DB_XREF=gi:14144113 /DB_XREF=ic14g06.x1 /FEA=EST /CNT=2 /TID=Mm.194402.1 /TIER=ConsEnd /STK=2 /UG=Mm.194402 /UG_TITLE=
MOE430_2_1460515_at 0.2 4.5 A A 0.66 0.33 3.2 NC 0.007788 gb:AK018427.1 /DB_XREF=gi:12858121 /FEA=mRNA /CNT=1 /TID=Mm.159228.1 /TIER=ConsEnd /STK=0 /UG=Mm.159228 /LL=74518 /UG_GENE=843041
MOE430_2_1460607_at 1.9 14.8 A A 0.5 0.17 3.2 NC 0.09 gb:BM899311 /DB_XREF=gi:19382099 /DB_XREF=UI-M-DJ1-btz-e-01-0-UI.s1 /CLONE=UI-M-DJ1-btz-e-01-0-UI /FEA=EST /CNT=18 /TID=Mm.151375
MOE430_2_1417063_at 1.6 11.8 A A 0.66 0.23 3.1 NC 0.26 gb:NM_009777.1 /DB_XREF=gi:6753219 /GEN=C1qb /FEA=FLmRNA /CNT=149 /TID=Mm.2570.1 /TIER=FL+Stack /STK=58 /UG=Mm.2570 /LL=12260 /DEF
MOE430_2_1417489_at 0.4 3.7 A A 0.93 0.72 3.1 NC 0.25 gb:NM_008731.1 /DB_XREF=gi:6679121 /GEN=Npy2r /FEA=FLmRNA /CNT=47 /TID=Mm.1433.1 /TIER=FL+Stack /STK=44 /UG=Mm.1433 /LL=18167 /DEF
MOE430_2_1418106_at 4.2 24.3 A P 0.6 0.005859 3.1 I 0.000147 gb:NM_013904.1 /DB_XREF=gi:7305158 /GEN=Hey2 /FEA=FLmRNA /CNT=40 /TID=Mm.103573.1 /TIER=FL+Stack /STK=30 /UG=Mm.103573 /LL=15214 /
MOE430_2_1418299_at 2 28.4 A A 0.78 0.24 3.1 NC 0.004073 gb:NM_011993.1 /DB_XREF=gi:6753677 /GEN=Dpysl4 /FEA=FLmRNA /CNT=51 /TID=Mm.6173.1 /TIER=FL /STK=1 /UG=Mm.6173 /LL=26757 /DEF=Mus m
MOE430_2_1420019_at 1.7 5.5 A A 0.72 0.42 3.1 NC 0.36 gb:C76990 /DB_XREF=gi:2517320 /DB_XREF=C76990 /CLONE=J0023H05 /FEA=EST /CNT=1 /TID=Mm.219820.1 /TIER=ConsEnd /STK=0 /UG=Mm.21982
MOE430_2_1420071_at 1.5 11.5 A A 0.39 0.19 3.1 NC 0.28 gb:AI506527 /DB_XREF=gi:4404378 /DB_XREF=vn38d12.x1 /CLONE=IMAGE:1023479 /FEA=EST /CNT=1 /TID=Mm.107302.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420076_at 0.7 6 A A 0.85 0.69 3.1 NC 0.37 gb:AI645547 /DB_XREF=gi:4724022 /DB_XREF=vt97b07.x1 /CLONE=IMAGE:1179061 /FEA=EST /CNT=1 /TID=Mm.35777.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420249_s_ 1.3 14.9 A A 0.43 0.06 3.1 NC 0.01 gb:AV084904 /DB_XREF=gi:5216352 /DB_XREF=AV084904 /CLONE=2310009A22 /FEA=EST /CNT=1 /TID=Mm.218266.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420444_at 1.7 15.6 A A 0.63 0.3 3.1 NC 0.01 gb:NM_011395.1 /DB_XREF=gi:6755537 /GEN=Slc22a3 /FEA=FLmRNA /CNT=9 /TID=Mm.99252.1 /TIER=FL /STK=5 /UG=Mm.99252 /LL=20519 /DEF=Mus
MOE430_2_1420573_at 0.3 7.1 A A 0.69 0.14 3.1 NC 0.11 gb:NM_010467.1 /DB_XREF=gi:6912415 /GEN=Hoxd1 /FEA=FLmRNA /CNT=6 /TID=Mm.4932.1 /TIER=FL /STK=4 /UG=Mm.4932 /LL=15429 /DEF=Mus mu
MOE430_2_1421008_at 2.1 14.4 A A 0.39 0.08 3.1 NC 0.01 gb:NM_021384.1 /DB_XREF=gi:10946723 /GEN=Vig1-pending /FEA=FLmRNA /CNT=44 /TID=Mm.24045.1 /TIER=FL /STK=2 /UG=Mm.24045 /LL=58185 /D
MOE430_2_1421190_at 0.8 6.7 A A 0.82 0.27 3.1 NC 0.21 gb:BB367779 /DB_XREF=gi:16406582 /DB_XREF=BB367779 /CLONE=C130039H11 /FEA=FLmRNA /CNT=28 /TID=Mm.8004.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1422069_at 1.5 13.1 A A 0.69 0.3 3.1 NC 0.03 gb:NM_008559.1 /DB_XREF=gi:6678817 /GEN=Mc1r /FEA=FLmRNA /CNT=8 /TID=Mm.4983.1 /TIER=FL /STK=1 /UG=Mm.4983 /LL=17199 /DEF=Mus mus
MOE430_2_1422277_at 1.6 11.1 A M 0.69 0.05 3.1 NC 0.27 gb:NM_020492.1 /DB_XREF=gi:10048409 /GEN=Glra1 /FEA=FLmRNA /CNT=2 /TID=Mm.89320.1 /TIER=FL /STK=1 /UG=Mm.89320 /LL=14654 /DEF=Mus 
MOE430_2_1422657_at 0.2 2 A A 0.98 0.85 3.1 NC 0.04 gb:NM_023746.1 /DB_XREF=gi:12963812 /GEN=1600013P04Rik /FEA=FLmRNA /CNT=27 /TID=Mm.155058.1 /TIER=FL+Stack /STK=21 /UG=Mm.155058 /
MOE430_2_1424627_at 0.8 5.9 A A 0.6 0.3 3.1 NC 0.23 gb:AF440737.1 /DB_XREF=gi:16904367 /FEA=FLmRNA /CNT=27 /TID=Mm.18549.1 /TIER=FL+Stack /STK=22 /UG=Mm.18549 /LL=69362 /UG_GENE=1700
MOE430_2_1425122_at 1 8.3 A A 0.85 0.27 3.1 I 0.000966 gb:AF360358.1 /DB_XREF=gi:17046300 /GEN=C21orf11 /FEA=FLmRNA /CNT=10 /TID=Mm.52977.1 /TIER=FL /STK=6 /UG=Mm.52977 /LL=57386 /DEF=M
MOE430_2_1425316_at 0.5 3.7 A A 0.92 0.53 3.1 NC 0.05 gb:BC023052.1 /DB_XREF=gi:18605916 /FEA=FLmRNA /CNT=5 /TID=Mm.145783.1 /TIER=FL /STK=3 /UG=Mm.145783 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425398_at 1.3 11.9 A P 0.53 0.04 3.1 NC 0.00712 gb:BC011440.1 /DB_XREF=gi:15030325 /FEA=FLmRNA /CNT=6 /TID=Mm.21579.2 /TIER=FL /STK=2 /UG=Mm.21579 /LL=68024 /UG_GENE=H2bfs /DEF=
MOE430_2_1425418_at 1.5 14 A A 0.78 0.24 3.1 NC 0.07 gb:BC019734.1 /DB_XREF=gi:18043976 /FEA=FLmRNA /CNT=4 /TID=Mm.218273.1 /TIER=FL /STK=2 /UG=Mm.218273 /DEF=Mus musculus, Similar to sec
MOE430_2_1425663_at 138.5 1144 P P 0.000244 0.000244 3.1 I 0.00002 gb:AV233864 /DB_XREF=gi:16386083 /DB_XREF=AV233864 /CLONE=4632427H17 /FEA=FLmRNA /CNT=16 /TID=Mm.882.2 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1425799_at 1.7 11.7 A A 0.87 0.46 3.1 MI 0.00225 gb:AF461145.1 /DB_XREF=gi:18252633 /FEA=FLmRNA /CNT=4 /TID=Mm.215258.1 /TIER=FL /STK=1 /UG=Mm.215258 /DEF=Mus musculus flavin-contain
MOE430_2_1425986_a_ 1.8 12.4 A P 0.8 0.01 3.1 I 0.000438 gb:AF198092.1 /DB_XREF=gi:6166506 /FEA=FLmRNA /CNT=1 /TID=Mm.30127.1 /TIER=FL /STK=1 /UG=Mm.30127 /LL=54339 /UG_GENE=Tes3-ps /DEF
MOE430_2_1426119_at 0.7 7.3 A A 0.69 0.17 3.1 NC 0.01 gb:M30774.1 /DB_XREF=gi:200561 /FEA=FLmRNA /CNT=1 /TID=Mm.195085.1 /TIER=FL /STK=1 /UG=Mm.195085 /LL=22172 /UG_GENE=Tyms-ps /UG_T
MOE430_2_1427455_x_ 0.8 9.7 A A 0.9 0.39 3.1 NC 0.26 gb:BI107286 /DB_XREF=gi:14558179 /DB_XREF=602894285F1 /CLONE=IMAGE:5039325 /FEA=mRNA /CNT=15 /TID=Mm.104747.15 /TIER=ConsEnd /STK
MOE430_2_1427482_a_ 4.1 26.6 A P 0.43 0.00415 3.1 I 0.000346 gb:X61397.1 /DB_XREF=gi:50286 /FEA=mRNA /CNT=10 /TID=Mm.156583.2 /TIER=ConsEnd /STK=0 /UG=Mm.156583 /LL=12319 /UG_GENE=Cals1 /DEF=
MOE430_2_1427945_at 0.4 4.8 A A 0.6 0.39 3.1 NC 0.5 gb:BC028831.1 /DB_XREF=gi:20381137 /FEA=mRNA /CNT=29 /TID=Mm.27907.1 /TIER=Stack /STK=14 /UG=Mm.27907 /DEF=Mus musculus, Similar to dih
MOE430_2_1428638_at 0.7 13.2 A A 0.85 0.39 3.1 NC 0.12 gb:BE956904 /DB_XREF=gi:10601916 /DB_XREF=UI-M-BG2-bbp-f-02-0-UI.s1 /CLONE=UI-M-BG2-bbp-f-02-0-UI /FEA=mRNA /CNT=39 /TID=Mm.66672
MOE430_2_1429182_at 0.8 7.7 A A 0.75 0.24 3.1 NC 0.18 gb:AK017243.1 /DB_XREF=gi:12856382 /FEA=mRNA /CNT=11 /TID=Mm.51393.1 /TIER=Stack /STK=10 /UG=Mm.51393 /LL=71339 /UG_GENE=5430400D1
MOE430_2_1429289_at 1.1 7.3 A A 0.82 0.3 3.1 I 0.000492 gb:BB241583 /DB_XREF=gi:8934329 /DB_XREF=BB241583 /CLONE=A630087L22 /FEA=mRNA /CNT=90 /TID=Mm.153201.1 /TIER=Stack /STK=88 /UG=M
MOE430_2_1429896_at 6.4 74.4 A P 0.09 0.000732 3.1 I 0.000035 gb:BE135996 /DB_XREF=gi:8598496 /DB_XREF=ug22f06.x1 /CLONE=IMAGE:1532387 /FEA=mRNA /CNT=18 /TID=Mm.108588.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1430380_at 1.2 7.9 A A 0.85 0.3 3.1 NC 0.11 gb:AK012019.1 /DB_XREF=gi:12848500 /FEA=mRNA /CNT=7 /TID=Mm.37708.1 /TIER=ConsEnd /STK=2 /UG=Mm.37708 /LL=67768 /UG_GENE=5830445C
MOE430_2_1430426_at 0.7 6.8 A M 0.35 0.05 3.1 NC 0.04 gb:AK016012.1 /DB_XREF=gi:12854587 /FEA=mRNA /CNT=6 /TID=Mm.49920.1 /TIER=ConsEnd /STK=2 /UG=Mm.49920 /LL=112414 /UG_GENE=4930540
MOE430_2_1430505_at 1.2 11 A A 0.9 0.21 3.1 NC 0.05 gb:AK013646.1 /DB_XREF=gi:12851084 /FEA=mRNA /CNT=3 /TID=Mm.195651.1 /TIER=ConsEnd /STK=2 /UG=Mm.195651 /LL=72921 /UG_GENE=290004
MOE430_2_1430534_at 1 7.9 A A 0.78 0.21 3.1 NC 0.12 gb:AW825994 /DB_XREF=gi:7919071 /DB_XREF=us19f07.x1 /CLONE=IMAGE:3167557 /FEA=mRNA /CNT=34 /TID=Mm.103835.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1430637_at 1.6 11.9 A A 0.66 0.27 3.1 NC 0.5 gb:BB515259 /DB_XREF=gi:16442995 /DB_XREF=BB515259 /CLONE=D830007I17 /FEA=mRNA /CNT=7 /TID=Mm.18168.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430678_at 0.8 4.9 A A 0.78 0.56 3.1 NC 0.42 gb:BB039251 /DB_XREF=gi:15403782 /DB_XREF=BB039251 /CLONE=6030441H14 /FEA=mRNA /CNT=8 /TID=Mm.158412.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430722_at 1.5 7.9 A A 0.63 0.46 3.1 NC 0.42 gb:AK014900.1 /DB_XREF=gi:12853011 /FEA=mRNA /CNT=6 /TID=Mm.158124.1 /TIER=ConsEnd /STK=1 /UG=Mm.158124 /LL=66715 /UG_GENE=492151
MOE430_2_1431256_at 0.7 7.6 A A 0.91 0.43 3.1 NC 0.5 gb:BB567883 /DB_XREF=gi:11458791 /DB_XREF=BB567883 /CLONE=3022401C08 /FEA=mRNA /CNT=9 /TID=Mm.182279.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432088_at 2.3 15.7 A A 0.5 0.17 3.1 NC 0.06 gb:AK013398.1 /DB_XREF=gi:12850731 /FEA=mRNA /CNT=1 /TID=Mm.158883.1 /TIER=ConsEnd /STK=0 /UG=Mm.158883 /LL=72789 /UG_GENE=281047
MOE430_2_1432356_at 1.1 10.3 A A 0.87 0.43 3.1 NC 0.13 gb:AK006816.1 /DB_XREF=gi:12840084 /FEA=mRNA /CNT=1 /TID=Mm.159003.1 /TIER=ConsEnd /STK=0 /UG=Mm.159003 /LL=73392 /UG_GENE=170005
MOE430_2_1432496_at 0.9 13.8 A A 0.88 0.6 3.1 NC 0.16 gb:AK007241.1 /DB_XREF=gi:12840664 /FEA=mRNA /CNT=1 /TID=Mm.159755.1 /TIER=ConsEnd /STK=0 /UG=Mm.159755 /LL=76651 /UG_GENE=170012
MOE430_2_1432536_at 1.1 8.3 A A 0.87 0.3 3.1 NC 0.2 gb:AK006802.1 /DB_XREF=gi:12840062 /FEA=mRNA /CNT=1 /TID=Mm.159005.1 /TIER=ConsEnd /STK=0 /UG=Mm.159005 /LL=73407 /UG_GENE=170005
MOE430_2_1432596_at 1.6 12 A A 0.85 0.3 3.1 NC 0.05 gb:BB020381 /DB_XREF=gi:8192432 /DB_XREF=BB020381 /CLONE=4930599N24 /FEA=mRNA /CNT=4 /TID=Mm.159517.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432707_at 1 16.3 A A 0.43 0.06 3.1 NC 0.05 gb:AV259262 /DB_XREF=gi:6246721 /DB_XREF=AV259262 /CLONE=4930404C15 /FEA=mRNA /CNT=2 /TID=Mm.160308.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1433060_at 0.6 5.7 A A 0.65 0.27 3.1 NC 0.08 gb:AK018099.1 /DB_XREF=gi:12857659 /FEA=mRNA /CNT=1 /TID=Mm.159693.1 /TIER=ConsEnd /STK=0 /UG=Mm.159693 /LL=76143 /UG_GENE=623042
MOE430_2_1433190_at 2 12.8 A A 0.39 0.35 3.1 NC 0.39 gb:AK017047.1 /DB_XREF=gi:12856105 /FEA=mRNA /CNT=1 /TID=Mm.158638.1 /TIER=ConsEnd /STK=0 /UG=Mm.158638 /LL=71252 /UG_GENE=493343
MOE430_2_1434573_at 2.7 21.8 A P 0.53 0.01 3.1 NC 0.02 gb:BE986588 /DB_XREF=gi:10661071 /DB_XREF=UI-M-CG0p-bew-c-09-0-UI.s1 /CLONE=UI-M-CG0p-bew-c-09-0-UI /FEA=EST /CNT=47 /TID=Mm.709
MOE430_2_1435533_s_ 1.1 13.7 A A 0.9 0.5 3.1 NC 0.02 gb:AV271892 /DB_XREF=gi:16390079 /DB_XREF=AV271892 /CLONE=4931417E21 /FEA=EST /CNT=42 /TID=Mm.23804.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1436162_at 0.8 4.4 A A 0.78 0.36 3.1 NC 0.08 gb:BB667865 /DB_XREF=gi:16399314 /DB_XREF=BB667865 /CLONE=C730048C13 /FEA=EST /CNT=58 /TID=Mm.24053.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1437824_at 0.4 4.2 A A 0.99 0.72 3.1 NC 0.11 gb:BB334542 /DB_XREF=gi:16404067 /DB_XREF=BB334542 /CLONE=B830023M06 /FEA=EST /CNT=14 /TID=Mm.131503.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437967_at 0.5 5.4 A A 0.75 0.09 3.1 NC 0.06 gb:AV365582 /DB_XREF=gi:15406733 /DB_XREF=AV365582 /CLONE=8430408N19 /FEA=EST /CNT=13 /TID=Mm.105572.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438909_at 2.2 14.5 A A 0.6 0.24 3.1 I 0.000865 gb:BB709277 /DB_XREF=gi:16062446 /DB_XREF=BB709277 /CLONE=A930104O19 /FEA=EST /CNT=9 /TID=Mm.136458.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439303_at 0.4 6.3 A A 0.91 0.09 3.1 NC 0.02 gb:BB126186 /DB_XREF=gi:16262261 /DB_XREF=BB126186 /CLONE=9630012D08 /FEA=EST /CNT=8 /TID=Mm.127148.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439559_at 0.9 8.2 A A 0.63 0.14 3.1 NC 0.08 gb:AV260432 /DB_XREF=gi:6247891 /DB_XREF=AV260432 /CLONE=4930413D15 /FEA=EST /CNT=9 /TID=Mm.87305.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439692_at 0.5 5.2 A A 0.69 0.33 3.1 NC 0.08 gb:BB473586 /DB_XREF=gi:16439733 /DB_XREF=BB473586 /CLONE=D330001L21 /FEA=EST /CNT=7 /TID=Mm.132275.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439913_at 2.1 18.4 A M 0.6 0.05 3.1 NC 0.04 gb:AW490498 /DB_XREF=gi:7060769 /DB_XREF=UI-M-BH3-ass-g-07-0-UI.s1 /CLONE=UI-M-BH3-ass-g-07-0-UI /FEA=EST /CNT=8 /TID=Mm.82301.1 /
MOE430_2_1439939_at 0.5 6.4 A A 0.88 0.5 3.1 NC 0.01 gb:BM202564 /DB_XREF=gi:17756790 /DB_XREF=C0241E09-3 /CLONE=C0241E09 /FEA=EST /CNT=7 /TID=Mm.136295.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440370_at 1.3 10.2 A A 0.74 0.24 3.1 NC 0.01 gb:BB277120 /DB_XREF=gi:16400938 /DB_XREF=BB277120 /CLONE=A930002G16 /FEA=EST /CNT=7 /TID=Mm.39270.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440520_a_ 3 20.4 A A 0.5 0.06 3.1 NC 0.18 gb:BB117906 /DB_XREF=gi:16261907 /DB_XREF=BB117906 /CLONE=9530063L15 /FEA=EST /CNT=6 /TID=Mm.59331.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440633_at 1.6 13.9 A P 0.8 0.01 3.1 I 0.000147 gb:AV316939 /DB_XREF=gi:15406088 /DB_XREF=AV316939 /CLONE=5832402A02 /FEA=EST /CNT=5 /TID=Mm.133384.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440949_at 0.7 9.4 A A 0.39 0.36 3.1 NC 0.33 gb:AW823483 /DB_XREF=gi:7916560 /DB_XREF=uf62g01.x1 /CLONE=IMAGE:1515984 /FEA=EST /CNT=7 /TID=Mm.116779.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441246_s_ 0.4 9.4 A A 0.78 0.43 3.1 NC 0.16 gb:BB381260 /DB_XREF=gi:16407978 /DB_XREF=BB381260 /CLONE=C230011O14 /FEA=EST /CNT=5 /TID=Mm.131511.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441816_at 2.5 16.2 A P 0.14 0.03 3.1 NC 0.27 gb:AV153660 /DB_XREF=gi:5358866 /DB_XREF=AV153660 /CLONE=2900056M20 /FEA=EST /CNT=4 /TID=Mm.133163.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441858_at 1.2 11.3 A A 0.56 0.14 3.1 NC 0.18 gb:BB315798 /DB_XREF=gi:9022833 /DB_XREF=BB315798 /CLONE=B230361B15 /FEA=EST /CNT=4 /TID=Mm.131939.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442275_at 0.9 7.1 A A 0.99 0.39 3.1 I 0.000241 gb:AV267735 /DB_XREF=gi:16389589 /DB_XREF=AV267735 /CLONE=4930528D23 /FEA=EST /CNT=5 /TID=Mm.212913.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442563_at 1 7.2 A A 0.8 0.43 3.1 NC 0.01 gb:BE949428 /DB_XREF=gi:10527187 /DB_XREF=UI-M-BH3-avi-g-08-0-UI.s1 /CLONE=UI-M-BH3-avi-g-08-0-UI /FEA=EST /CNT=4 /TID=Mm.135648.1 
MOE430_2_1442570_at 1.8 11.3 A A 0.88 0.39 3.1 NC 0.009292 gb:BB306845 /DB_XREF=gi:16402245 /DB_XREF=BB306845 /CLONE=B230209M13 /FEA=EST /CNT=4 /TID=Mm.138044.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442836_at 0.8 6.8 A A 0.82 0.33 3.1 NC 0.11 gb:BB210294 /DB_XREF=gi:16352539 /DB_XREF=BB210294 /CLONE=A430096J21 /FEA=EST /CNT=4 /TID=Mm.152987.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442987_at 1 8.5 A A 0.53 0.12 3.1 NC 0.02 gb:BG068057 /DB_XREF=gi:12550626 /DB_XREF=H3061C07-3 /CLONE=H3061C07 /FEA=EST /CNT=3 /TID=Mm.173500.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443383_at 0.6 6.9 A A 0.88 0.08 3.1 NC 0.00712 gb:BB156986 /DB_XREF=gi:16268360 /DB_XREF=BB156986 /CLONE=A130034D15 /FEA=EST /CNT=3 /TID=Mm.207566.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443633_at 1 11.8 A A 0.39 0.09 3.1 NC 0.04 gb:BE134248 /DB_XREF=gi:8596748 /DB_XREF=ug08f08.x1 /CLONE=IMAGE:1531047 /FEA=EST /CNT=3 /TID=Mm.48776.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443758_at 0.5 12.9 A P 0.56 0.008057 3.1 NC 0.05 gb:BB247472 /DB_XREF=gi:8940218 /DB_XREF=BB247472 /CLONE=A730019G16 /FEA=EST /CNT=3 /TID=Mm.167926.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443828_x_ 1.6 9.6 A A 0.8 0.39 3.1 NC 0.02 gb:BB533709 /DB_XREF=gi:9585638 /DB_XREF=BB533709 /CLONE=E030031H22 /FEA=EST /CNT=3 /TID=Mm.138301.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444122_at 1.4 9 A M 0.39 0.05 3.1 NC 0.17 gb:AW556894 /DB_XREF=gi:7202323 /DB_XREF=L0274F09-3 /CLONE=L0274F09 /FEA=EST /CNT=5 /TID=Mm.103203.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444248_at 1.3 12.6 A A 0.46 0.43 3.1 NC 0.04 gb:AV175094 /DB_XREF=gi:15404756 /DB_XREF=AV175094 /CLONE=5730415M04 /FEA=EST /CNT=6 /TID=Mm.133149.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444251_x_ 1.7 14.6 A A 0.53 0.33 3.1 NC 0.2 gb:C77843 /DB_XREF=gi:2518173 /DB_XREF=C77843 /CLONE=J0038E06 /FEA=EST /CNT=6 /TID=Mm.155173.1 /TIER=ConsEnd /STK=2 /UG=Mm.15517
MOE430_2_1444494_at 1 15 A A 0.59 0.08 3.1 NC 0.007853 gb:W09692 /DB_XREF=gi:1284036 /DB_XREF=ma48e04.r1 /CLONE=IMAGE:313950 /FEA=EST /CNT=4 /TID=Mm.216085.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444733_at 0.6 7.7 A A 0.95 0.27 3.1 NC 0.05 gb:BE944361 /DB_XREF=gi:10522120 /DB_XREF=UI-M-BH3-awe-b-03-0-UI.s2 /CLONE=UI-M-BH3-awe-b-03-0-UI /FEA=EST /CNT=4 /TID=Mm.103549
MOE430_2_1444735_at 1 11.8 A A 0.75 0.19 3.1 NC 0.05 gb:BM221751 /DB_XREF=gi:17782196 /DB_XREF=K0109B12-3 /CLONE=K0109B12 /FEA=EST /CNT=4 /TID=Mm.218422.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444812_at 0.3 5.1 A A 0.95 0.33 3.1 NC 0.08 gb:BG068625 /DB_XREF=gi:12551194 /DB_XREF=H3067E12-3 /CLONE=H3067E12 /FEA=EST /CNT=3 /TID=Mm.173621.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444846_at 0.3 2.8 A A 0.8 0.5 3.1 NC 0.5 gb:BG068216 /DB_XREF=gi:12550785 /DB_XREF=H3063A05-3 /CLONE=H3063A05 /FEA=EST /CNT=3 /TID=Mm.155189.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444997_at 0.8 9.3 A A 0.85 0.36 3.1 NC 0.008511 gb:BG071964 /DB_XREF=gi:12554533 /DB_XREF=H3105B09-3 /CLONE=H3105B09 /FEA=EST /CNT=3 /TID=Mm.174049.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445318_at 0.2 2.5 A A 0.88 0.39 3.1 NC 0.22 gb:BM251136 /DB_XREF=gi:17886406 /DB_XREF=K0860B05-3 /CLONE=K0860B05 /FEA=EST /CNT=3 /TID=Mm.216024.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445488_at 0.8 8.5 A A 0.9 0.39 3.1 NC 0.02 gb:BI790170 /DB_XREF=gi:15817895 /DB_XREF=ic94d06.x1 /CLONE=IMAGE:5661347 /FEA=EST /CNT=3 /TID=Mm.205775.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445495_at 0.4 10.3 A P 0.71 0.008057 3.1 I 0.001201 gb:BG078657 /DB_XREF=gi:12561225 /DB_XREF=H3030D02-5 /CLONE=H3030D02 /FEA=EST /CNT=3 /TID=Mm.197213.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445692_x_ 2.3 14.8 A A 0.6 0.21 3.1 NC 0.00712 gb:BG068097 /DB_XREF=gi:12550666 /DB_XREF=H3061G02-3 /CLONE=H3061G02 /FEA=EST /CNT=3 /TID=Mm.38709.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445817_at 0.4 4.4 A A 0.98 0.66 3.1 NC 0.08 gb:BB450331 /DB_XREF=gi:16425441 /DB_XREF=BB450331 /CLONE=D130002C06 /FEA=EST /CNT=3 /TID=Mm.132617.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445994_at 0.4 2.8 A A 0.9 0.63 3.1 NC 0.04 gb:BG068265 /DB_XREF=gi:12550834 /DB_XREF=H3063E08-3 /CLONE=H3063E08 /FEA=EST /CNT=2 /TID=Mm.173530.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446749_at 0.8 7.3 A A 0.85 0.19 3.1 NC 0.01 gb:BB167565 /DB_XREF=gi:16269083 /DB_XREF=BB167565 /CLONE=A130094E24 /FEA=EST /CNT=2 /TID=Mm.208854.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446792_at 0.1 1.3 A A 0.98 0.69 3.1 NC 0.01 gb:BB065885 /DB_XREF=gi:16259897 /DB_XREF=BB065885 /CLONE=8030446M23 /FEA=EST /CNT=2 /TID=Mm.116025.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446859_at 0.5 4.4 A A 0.46 0.24 3.1 NC 0.49 gb:AU043212 /DB_XREF=gi:3978687 /DB_XREF=AU043212 /CLONE=J0901F04 /FEA=EST /CNT=2 /TID=Mm.173977.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447013_at 1.1 10.5 A A 0.6 0.36 3.1 NC 0.21 gb:AW553412 /DB_XREF=gi:7198835 /DB_XREF=L0226G11-3 /CLONE=L0226G11 /FEA=EST /CNT=2 /TID=Mm.182722.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447057_at 2.9 30.2 A A 0.36 0.06 3.1 NC 0.008511 gb:BB343027 /DB_XREF=gi:16404608 /DB_XREF=BB343027 /CLONE=B930041O05 /FEA=EST /CNT=2 /TID=Mm.102173.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447123_at 0.2 3.2 A A 0.86 0.42 3.1 NC 0.27 gb:AU022045 /DB_XREF=gi:3387004 /DB_XREF=AU022045 /CLONE=J0407E11 /FEA=EST /CNT=2 /TID=Mm.221072.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447247_at 3.5 23.8 A A 0.69 0.3 3.1 NC 0.5 gb:BE957311 /DB_XREF=gi:10602732 /DB_XREF=UI-M-BG2-bce-g-02-0-UI.s1 /CLONE=UI-M-BG2-bce-g-02-0-UI /FEA=EST /CNT=2 /TID=Mm.151043.



MOE430_2_1447457_at 1.1 5.8 A A 0.86 0.17 3.1 NC 0.003355 gb:AW121199 /DB_XREF=gi:6096532 /DB_XREF=UI-M-BH2.3-aok-c-03-0-UI.s1 /CLONE=UI-M-BH2.3-aok-c-03-0-UI /FEA=EST /CNT=2 /TID=Mm.54166
MOE430_2_1447493_at 2.1 11.1 A A 0.46 0.12 3.1 NC 0.46 gb:AI413840 /DB_XREF=gi:4257344 /DB_XREF=mf05e11.x1 /CLONE=IMAGE:404204 /FEA=EST /CNT=2 /TID=Mm.22854.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447740_at 0.5 3.6 A A 0.84 0.56 3.1 NC 0.27 gb:AV039131 /DB_XREF=gi:4858796 /DB_XREF=AV039131 /CLONE=1700003B13 /FEA=EST /CNT=2 /TID=Mm.72506.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449057_at 1.8 14 A A 0.6 0.17 3.1 NC 0.009292 gb:NM_032540.1 /DB_XREF=gi:14211537 /GEN=Kel /FEA=FLmRNA /CNT=38 /TID=Mm.19958.1 /TIER=FL+Stack /STK=25 /UG=Mm.19958 /LL=23925 /DE
MOE430_2_1449074_at 0.3 4.8 A A 0.9 0.66 3.1 NC 0.11 gb:NM_025953.1 /DB_XREF=gi:13385443 /GEN=1700019N12Rik /FEA=FLmRNA /CNT=42 /TID=Mm.46130.1 /TIER=FL+Stack /STK=24 /UG=Mm.46130 /LL
MOE430_2_1449388_at 3.8 61.6 A P 0.35 0.01 3.1 I 0.000114 gb:NM_011582.1 /DB_XREF=gi:6755780 /GEN=Thbs4 /FEA=FLmRNA /CNT=38 /TID=Mm.20865.1 /TIER=FL+Stack /STK=12 /UG=Mm.20865 /LL=21828 /D
MOE430_2_1449565_at 0.3 4.4 A A 0.82 0.6 3.1 NC 0.02 gb:NM_013809.1 /DB_XREF=gi:7304990 /GEN=Cyp2g1 /FEA=FLmRNA /CNT=11 /TID=Mm.102312.1 /TIER=FL /STK=7 /UG=Mm.102312 /LL=13108 /DEF=M
MOE430_2_1450193_at 2.5 23.2 A A 0.53 0.08 3.1 NC 0.02 gb:NM_010408.1 /DB_XREF=gi:6754167 /GEN=Hcn1 /FEA=FLmRNA /CNT=9 /TID=Mm.8010.1 /TIER=FL /STK=2 /UG=Mm.8010 /LL=15165 /DEF=Mus mus
MOE430_2_1452630_at 2.9 27.5 A A 0.82 0.14 3.1 NC 0.01 gb:AK017256.1 /DB_XREF=gi:12856402 /FEA=mRNA /CNT=17 /TID=Mm.90177.1 /TIER=Stack /STK=10 /UG=Mm.90177 /LL=71326 /UG_GENE=5430401J1
MOE430_2_1455918_at 1.6 13.2 A A 0.95 0.5 3.1 NC 0.007788 gb:BB224790 /DB_XREF=gi:8893402 /DB_XREF=BB224790 /CLONE=A530088E06 /FEA=EST /CNT=29 /TID=Mm.212992.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455989_at 1.1 10.6 A A 0.87 0.19 3.1 NC 0.006503 gb:BF467630 /DB_XREF=gi:11536813 /DB_XREF=UI-M-CG0p-brg-a-12-0-UI.s1 /CLONE=UI-M-CG0p-brg-a-12-0-UI /FEA=EST /CNT=23 /TID=Mm.4001
MOE430_2_1456944_at 0.9 7.4 A A 0.95 0.27 3.1 NC 0.01 gb:BB529153 /DB_XREF=gi:16445546 /DB_XREF=BB529153 /CLONE=D930050D15 /FEA=EST /CNT=11 /TID=Mm.39204.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456966_at 0.7 6.2 A A 0.91 0.36 3.1 NC 0.02 gb:BB668091 /DB_XREF=gi:16399540 /DB_XREF=BB668091 /CLONE=C920021L13 /FEA=EST /CNT=6 /TID=Mm.35824.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457740_at 2 14.5 A A 0.63 0.12 3.1 NC 0.01 gb:BB199284 /DB_XREF=gi:15409659 /DB_XREF=BB199284 /CLONE=A430013N05 /FEA=EST /CNT=6 /TID=Mm.137945.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457809_at 0.9 8.2 A A 0.78 0.36 3.1 NC 0.21 gb:BM115172 /DB_XREF=gi:17078190 /DB_XREF=L0816F04-3 /CLONE=L0816F04 /FEA=EST /CNT=5 /TID=Mm.157779.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457978_at 0.4 8.2 A A 0.78 0.14 3.1 I 0.000774 gb:BE989426 /DB_XREF=gi:10666795 /DB_XREF=UI-M-BZ1-bfr-b-24-0-UI.s1 /CLONE=UI-M-BZ1-bfr-b-24-0-UI /FEA=EST /CNT=4 /TID=Mm.102433.1 
MOE430_2_1458114_at 0.6 7.3 A A 0.66 0.43 3.1 NC 0.36 gb:AV347618 /DB_XREF=gi:15406641 /DB_XREF=AV347618 /CLONE=6430605L05 /FEA=EST /CNT=3 /TID=Mm.208953.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458143_at 0.4 3.8 A A 0.78 0.36 3.1 NC 0.22 gb:AV328511 /DB_XREF=gi:16395891 /DB_XREF=AV328511 /CLONE=6330442E02 /FEA=EST /CNT=3 /TID=Mm.181231.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458427_at 1.4 9.5 A A 0.85 0.17 3.1 NC 0.18 gb:BG071758 /DB_XREF=gi:12554327 /DB_XREF=H3102H05-3 /CLONE=H3102H05 /FEA=EST /CNT=6 /TID=Mm.161527.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458463_at 0.7 10.3 A A 0.66 0.33 3.1 NC 0.23 gb:AW492552 /DB_XREF=gi:7062833 /DB_XREF=UI-M-BH3-atg-g-08-0-UI.s1 /CLONE=UI-M-BH3-atg-g-08-0-UI /FEA=EST /CNT=6 /TID=Mm.150142.1 
MOE430_2_1459100_at 0.8 8.6 A A 0.69 0.3 3.1 NC 0.35 gb:BG070231 /DB_XREF=gi:12552800 /DB_XREF=H3085B02-3 /CLONE=H3085B02 /FEA=EST /CNT=3 /TID=Mm.172170.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459146_at 0.7 6.2 A A 0.71 0.24 3.1 NC 0.04 gb:BB282686 /DB_XREF=gi:16401377 /DB_XREF=BB282686 /CLONE=A930039J04 /FEA=EST /CNT=3 /TID=Mm.152457.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459263_at 1.3 10.5 A A 0.74 0.27 3.1 NC 0.26 gb:BG069123 /DB_XREF=gi:12551692 /DB_XREF=H3073A03-3 /CLONE=H3073A03 /FEA=EST /CNT=2 /TID=Mm.173776.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459543_at 0.9 8.5 A P 0.69 0.03 3.1 NC 0.05 gb:BG063160 /DB_XREF=gi:12545723 /DB_XREF=H3003G05-3 /CLONE=H3003G05 /FEA=EST /CNT=2 /TID=Mm.171796.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460095_at 0.6 7.8 A A 0.59 0.27 3.1 I 0.001832 gb:BB347515 /DB_XREF=gi:9059343 /DB_XREF=BB347515 /CLONE=B930066B05 /FEA=EST /CNT=4 /TID=Mm.96275.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1460715_x_ 0.4 5.1 A A 0.98 0.53 3.1 NC 0.11 gb:BF303285 /DB_XREF=gi:11249873 /DB_XREF=602030395F1 /CLONE=IMAGE:4165462 /FEA=EST /CNT=7 /TID=Mm.36566.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1460719_a_ 0.9 7.9 A A 0.88 0.5 3.1 NC 0.01 gb:NM_008771.1 /DB_XREF=gi:6679190 /GEN=P2rx1 /FEA=FLmRNA /CNT=44 /TID=Mm.25722.1 /TIER=FL+Stack /STK=20 /UG=Mm.25722 /LL=18436 /D
MOE430_2_1415809_at 0.5 4.5 A A 0.87 0.46 3 NC 0.03 gb:AV204308 /DB_XREF=gi:16384405 /DB_XREF=AV204308 /CLONE=1620401J06 /FEA=FLmRNA /CNT=346 /TID=Mm.2372.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1417217_at 0.9 17.8 A M 0.66 0.05 3 NC 0.02 gb:NM_013779.1 /DB_XREF=gi:7363434 /GEN=Magel2 /FEA=FLmRNA /CNT=61 /TID=Mm.45207.1 /TIER=FL+Stack /STK=53 /UG=Mm.45207 /LL=27385 /D
MOE430_2_1417549_at 3.6 32 A P 0.18 0.01 3 I 0.000078 gb:BM247506 /DB_XREF=gi:17882776 /DB_XREF=K0803A08-3 /CLONE=K0803A08 /FEA=FLmRNA /CNT=89 /TID=Mm.27575.1 /TIER=Stack /STK=27 /UG
MOE430_2_1417924_at 3.7 26 A M 0.46 0.05 3 I 0.001486 gb:BQ174935 /DB_XREF=gi:20350427 /DB_XREF=UI-M-DJ2-bwb-b-02-0-UI.s1 /CLONE=UI-M-DJ2-bwb-b-02-0-UI /FEA=FLmRNA /CNT=51 /TID=Mm.3
MOE430_2_1418058_at 2.3 13.2 A A 0.56 0.3 3 NC 0.09 gb:NM_133222.1 /DB_XREF=gi:18875377 /GEN=ETL1 /FEA=FLmRNA /CNT=65 /TID=Mm.27242.1 /TIER=FL+Stack /STK=31 /UG=Mm.27242 /LL=170757 /
MOE430_2_1418613_at 0.9 4.6 A A 0.85 0.66 3 NC 0.1 gb:BC020525.1 /DB_XREF=gi:18088198 /FEA=FLmRNA /CNT=30 /TID=Mm.153837.1 /TIER=FL+Stack /STK=21 /UG=Mm.153837 /LL=56379 /UG_GENE=K
MOE430_2_1418741_at 2.6 21 A A 0.69 0.33 3 NC 0.42 gb:NM_013566.1 /DB_XREF=gi:7305192 /GEN=Itgb7 /FEA=FLmRNA /CNT=40 /TID=Mm.58.1 /TIER=FL+Stack /STK=19 /UG=Mm.58 /LL=16421 /DEF=Mus 
MOE430_2_1418832_at 1.5 12.5 A A 0.82 0.43 3 NC 0.12 gb:AW475993 /DB_XREF=gi:7046099 /DB_XREF=uq74f12.x1 /CLONE=IMAGE:2936879 /FEA=FLmRNA /CNT=100 /TID=Mm.29603.1 /TIER=Stack /STK=9 /
MOE430_2_1419344_at 0.5 6.6 A A 0.53 0.14 3 NC 0.03 gb:NM_013688.1 /DB_XREF=gi:7305566 /GEN=Tcte1 /FEA=FLmRNA /CNT=14 /TID=Mm.1290.1 /TIER=FL+Stack /STK=11 /UG=Mm.1290 /LL=21645 /DEF
MOE430_2_1419807_at 2.5 20.4 A A 0.46 0.27 3 NC 0.5 gb:C80868 /DB_XREF=gi:2521198 /DB_XREF=C80868 /CLONE=J0089G07 /FEA=EST /CNT=1 /TID=Mm.25091.1 /TIER=ConsEnd /STK=1 /UG=Mm.25091 /
MOE430_2_1420102_at 1.3 9.3 A A 0.72 0.06 3 NC 0.003355 gb:C78858 /DB_XREF=gi:2519188 /DB_XREF=C78858 /CLONE=J0056D12 /FEA=EST /CNT=1 /TID=Mm.25004.1 /TIER=ConsEnd /STK=0 /UG=Mm.25004 /
MOE430_2_1420551_at 3.5 18 A A 0.75 0.21 3 NC 0.02 gb:NM_026509.1 /DB_XREF=gi:13385999 /GEN=2310039E09Rik /FEA=FLmRNA /CNT=11 /TID=Mm.133444.1 /TIER=FL /STK=4 /UG=Mm.133444 /LL=6801
MOE430_2_1421159_at 0.4 5.2 A A 0.91 0.36 3 NC 0.11 gb:BI692137 /DB_XREF=gi:15654766 /DB_XREF=603311913F1 /CLONE=IMAGE:5351906 /FEA=FLmRNA /CNT=17 /TID=Mm.87428.1 /TIER=ConsEnd /STK
MOE430_2_1421703_at 1.1 9.7 A A 0.75 0.11 3 NC 0.03 gb:NM_011762.2 /DB_XREF=gi:18491006 /GEN=Zfp59 /FEA=FLmRNA /CNT=2 /TID=MmAffx.1.2 /TIER=FL /STK=2 /NOTE=sequence(s) not in UniGene /DE
MOE430_2_1421710_at 1.2 22.7 A A 0.72 0.27 3 NC 0.004073 gb:NM_009566.1 /DB_XREF=gi:6677626 /GEN=Zfp92 /FEA=FLmRNA /CNT=2 /TID=Mm.5060.1 /TIER=FL /STK=2 /UG=Mm.5060 /LL=22754 /DEF=Mus mus
MOE430_2_1422053_at 3.3 50.6 A P 0.43 0.03 3 NC 0.01 gb:NM_008380.1 /DB_XREF=gi:6680450 /GEN=Inhba /FEA=FLmRNA /CNT=12 /TID=Mm.8042.1 /TIER=FL /STK=1 /UG=Mm.8042 /LL=16323 /DEF=Mus mu
MOE430_2_1422101_at 0.8 11.8 A A 0.63 0.09 3 NC 0.04 gb:NM_024290.1 /DB_XREF=gi:13195695 /GEN=Tnfrsf23 /FEA=FLmRNA /CNT=8 /TID=Mm.157724.1 /TIER=FL /STK=1 /UG=Mm.157724 /LL=79201 /DEF=
MOE430_2_1422244_at 0.7 9.7 A A 0.82 0.17 3 NC 0.01 gb:NM_011105.1 /DB_XREF=gi:6755085 /GEN=Pkdrej /FEA=FLmRNA /CNT=2 /TID=Mm.89965.1 /TIER=FL /STK=1 /UG=Mm.89965 /LL=18766 /DEF=Mus 
MOE430_2_1422389_at 0.2 4.2 A A 0.93 0.43 3 NC 0.009292 gb:NM_020501.1 /DB_XREF=gi:10048425 /GEN=T2r5 /FEA=FLmRNA /CNT=1 /TID=Mm.103801.1 /TIER=FL /STK=1 /UG=Mm.103801 /LL=57252 /DEF=Mu
MOE430_2_1422651_at 37.1 207.4 P P 0.000244 0.000244 3 I 0.00002 gb:NM_009605.1 /DB_XREF=gi:18373300 /GEN=Acrp30 /FEA=FLmRNA /CNT=91 /TID=Mm.3969.1 /TIER=FL+Stack /STK=21 /UG=Mm.3969 /LL=11450 /D
MOE430_2_1422701_at 1.2 9.9 A A 0.95 0.53 3 NC 0.06 gb:NM_009539.1 /DB_XREF=gi:6678622 /GEN=Zap70 /FEA=FLmRNA /CNT=26 /TID=Mm.8038.1 /TIER=FL+Stack /STK=18 /UG=Mm.8038 /LL=22637 /DEF
MOE430_2_1422840_at 0.2 3.1 A A 0.91 0.66 3 NC 0.02 gb:NM_028502.1 /DB_XREF=gi:13386313 /GEN=1700013N18Rik /FEA=FLmRNA /CNT=20 /TID=Mm.45616.1 /TIER=FL+Stack /STK=10 /UG=Mm.45616 /LL
MOE430_2_1422961_at 0.3 8.1 A A 0.85 0.63 3 NC 0.16 gb:NM_008674.1 /DB_XREF=gi:6679015 /GEN=Nat3 /FEA=FLmRNA /CNT=3 /TID=Mm.57193.1 /TIER=FL /STK=1 /UG=Mm.57193 /LL=17962 /DEF=Mus m
MOE430_2_1424482_at 0.8 6.3 A A 0.72 0.11 3 NC 0.01 gb:AF343877.1 /DB_XREF=gi:15420377 /FEA=FLmRNA /CNT=41 /TID=Mm.3439.2 /TIER=FL+Stack /STK=30 /UG=Mm.3439 /LL=54126 /UG_GENE=Arhgef
MOE430_2_1425199_a_ 1.1 19.5 A P 0.72 0.001953 3 MI 0.00249 gb:BC011476.1 /DB_XREF=gi:15079278 /FEA=FLmRNA /CNT=30 /TID=Mm.46829.2 /TIER=FL /STK=4 /UG=Mm.46829 /DEF=Mus musculus, clone MGC:18
MOE430_2_1425284_a_ 0 0.6 A A 0.96 0.78 3 NC 0.03 gb:BC009656.1 /DB_XREF=gi:16307137 /FEA=FLmRNA /CNT=11 /TID=Mm.34867.2 /TIER=FL /STK=3 /UG=Mm.34867 /LL=11891 /UG_GENE=Rab27a /DE
MOE430_2_1425294_at 0.4 6.8 A A 0.95 0.42 3 NC 0.03 gb:BC024587.1 /DB_XREF=gi:19354042 /FEA=FLmRNA /CNT=9 /TID=Mm.179812.1 /TIER=FL /STK=3 /UG=Mm.179812 /LL=74748 /UG_GENE=5830408F0
MOE430_2_1427365_at 0.5 4.6 A A 0.91 0.63 3 NC 0.01 gb:X99143.1 /DB_XREF=gi:1903237 /GEN=mHb6 /FEA=mRNA /CNT=45 /TID=Mm.157460.2 /TIER=ConsEnd /STK=4 /UG=Mm.157460 /LL=16679 /DEF=M.
MOE430_2_1427414_at 5.1 27.7 P P 0.03 0.005859 3 NC 0.01 gb:AV112640 /DB_XREF=gi:5266720 /DB_XREF=AV112640 /CLONE=2610014E02 /FEA=mRNA /CNT=23 /TID=Mm.3176.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1427592_at 3.4 11 A A 0.5 0.27 3 NC 0.33 gb:BE647243 /DB_XREF=gi:9973025 /DB_XREF=UI-M-BH1-alr-c-08-0-UI.r1 /CLONE=UI-M-BH1-alr-c-08-0-UI /FEA=mRNA /CNT=4 /TID=Mm.11964.2 /
MOE430_2_1427715_a_ 1.4 12.3 A A 0.56 0.19 3 NC 0.4 gb:AF356186.1 /DB_XREF=gi:13774962 /GEN=Airp /FEA=mRNA /CNT=1 /TID=Mm.50897.2 /TIER=ConsEnd /STK=0 /UG=Mm.50897 /LL=70881 /DEF=Mus
MOE430_2_1428268_at 1 8.6 A A 0.78 0.33 3 NC 0.49 gb:AK018116.1 /DB_XREF=gi:12857685 /FEA=mRNA /CNT=77 /TID=Mm.56742.1 /TIER=Stack /STK=64 /UG=Mm.56742 /LL=74002 /UG_GENE=6330404E2
MOE430_2_1428504_at 0.9 10.1 A P 0.66 0.005859 3 I 0.001077 gb:AW558771 /DB_XREF=gi:7204200 /DB_XREF=L0299H05-3 /CLONE=L0299H05 /FEA=mRNA /CNT=41 /TID=Mm.182957.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1429977_at 1.2 6.8 A A 0.66 0.24 3 NC 0.03 gb:BG797916 /DB_XREF=gi:14145106 /DB_XREF=ic08d02.x1 /FEA=mRNA /CNT=9 /TID=Mm.182037.1 /TIER=ConsEnd /STK=5 /UG=Mm.182037 /LL=7453
MOE430_2_1430095_at 2.5 11.9 A A 0.69 0.21 3 NC 0.42 gb:BB137354 /DB_XREF=gi:8792291 /DB_XREF=BB137354 /CLONE=9830141O06 /FEA=mRNA /CNT=6 /TID=Mm.119759.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430466_at 0.4 3.2 A A 0.97 0.5 3 NC 0.02 gb:AK009173.1 /DB_XREF=gi:12843805 /FEA=mRNA /CNT=4 /TID=Mm.58105.1 /TIER=ConsEnd /STK=2 /UG=Mm.58105 /LL=69457 /UG_GENE=2310005G
MOE430_2_1430695_at 0.3 4.2 A A 0.66 0.12 3 NC 0.01 gb:AV230010 /DB_XREF=gi:6182526 /DB_XREF=AV230010 /CLONE=4631423H05 /FEA=mRNA /CNT=6 /TID=Mm.171352.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430823_at 1.5 17.3 A A 0.46 0.08 3 NC 0.003699 gb:BE335894 /DB_XREF=gi:9209670 /DB_XREF=us24c03.x1 /CLONE=IMAGE:3168004 /FEA=mRNA /CNT=4 /TID=Mm.176709.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430960_at 0.3 2.3 A A 0.91 0.53 3 NC 0.2 gb:AK017133.1 /DB_XREF=gi:12856237 /FEA=mRNA /CNT=3 /TID=Mm.148880.1 /TIER=ConsEnd /STK=1 /UG=Mm.148880 /LL=71321 /UG_GENE=493344
MOE430_2_1431129_at 1.3 12.8 A A 0.33 0.33 3 NC 0.5 gb:BG861783 /DB_XREF=gi:14212321 /DB_XREF=602795182F2 /CLONE=IMAGE:4916300 /FEA=mRNA /CNT=16 /TID=Mm.122538.1 /TIER=ConsEnd /STK
MOE430_2_1431271_at 1.2 11.8 A A 0.63 0.33 3 NC 0.44 gb:AK013182.1 /DB_XREF=gi:12850382 /FEA=mRNA /CNT=6 /TID=Mm.111360.1 /TIER=ConsEnd /STK=0 /UG=Mm.111360 /LL=67058 /UG_GENE=281042
MOE430_2_1431571_at 0.7 12 A A 0.96 0.21 3 I 0.000966 gb:AV283841 /DB_XREF=gi:6276590 /DB_XREF=AV283841 /CLONE=4933437I04 /FEA=mRNA /CNT=2 /TID=Mm.195612.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432001_at 2.8 21 A A 0.56 0.17 3 NC 0.01 gb:AK014794.1 /DB_XREF=gi:12852849 /FEA=mRNA /CNT=1 /TID=Mm.66638.1 /TIER=ConsEnd /STK=0 /UG=Mm.66638 /LL=74843 /UG_GENE=4833444M
MOE430_2_1432432_a_ 0.2 5.9 A A 0.69 0.5 3 NC 0.23 gb:AK012468.1 /DB_XREF=gi:12849233 /GEN=Rab3c /FEA=mRNA /CNT=1 /TID=Mm.46735.3 /TIER=ConsEnd /STK=0 /UG=Mm.46735 /LL=67295 /UG_TIT
MOE430_2_1432606_at 0.8 7.1 A A 0.98 0.75 3 NC 0.48 gb:AV112413 /DB_XREF=gi:5266493 /DB_XREF=AV112413 /CLONE=2610012C04 /FEA=mRNA /CNT=3 /TID=Mm.158354.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432759_at 1.2 7.7 A A 0.85 0.39 3 NC 0.03 gb:AV335343 /DB_XREF=gi:6375395 /DB_XREF=AV335343 /CLONE=6330571C24 /FEA=mRNA /CNT=2 /TID=Mm.93388.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432927_at 0.6 5.9 A A 0.87 0.14 3 NC 0.1 gb:AK014836.1 /DB_XREF=gi:12852908 /FEA=mRNA /CNT=1 /TID=Mm.159550.1 /TIER=ConsEnd /STK=0 /UG=Mm.159550 /LL=75716 /UG_GENE=492150
MOE430_2_1433165_at 1.2 9.6 A A 0.82 0.21 3 NC 0.007788 gb:AK016262.1 /DB_XREF=gi:12854922 /FEA=mRNA /CNT=1 /TID=Mm.159628.1 /TIER=ConsEnd /STK=0 /UG=Mm.159628 /LL=75938 /UG_GENE=493057
MOE430_2_1433189_at 0.6 10 A A 0.56 0.11 3 NC 0.02 gb:AK017047.1 /DB_XREF=gi:12856105 /FEA=mRNA /CNT=1 /TID=Mm.158638.1 /TIER=ConsEnd /STK=0 /UG=Mm.158638 /LL=71252 /UG_GENE=493343
MOE430_2_1433288_at 0.7 9 A A 0.82 0.24 3 NC 0.05 gb:AK018792.1 /DB_XREF=gi:12858694 /FEA=mRNA /CNT=1 /TID=Mm.159967.1 /TIER=ConsEnd /STK=0 /UG=Mm.159967 /LL=77661 /UG_GENE=152040
MOE430_2_1434467_at 0.4 4.8 A A 0.91 0.33 3 NC 0.02 gb:AI852423 /DB_XREF=gi:5496294 /DB_XREF=UI-M-BH0-ajo-f-05-0-UI.s1 /CLONE=UI-M-BH0-ajo-f-05-0-UI /FEA=EST /CNT=161 /TID=Mm.142380.3 
MOE430_2_1436466_at 1.1 11.5 A A 0.72 0.27 3 I 0.000865 gb:BE948809 /DB_XREF=gi:10526568 /DB_XREF=UI-M-BH3-avj-h-04-0-UI.s1 /CLONE=UI-M-BH3-avj-h-04-0-UI /FEA=EST /CNT=10 /TID=Mm.154274.
MOE430_2_1436652_at 1.5 16.7 A A 0.63 0.19 3 NC 0.16 gb:AU045767 /DB_XREF=gi:3981950 /DB_XREF=AU045767 /CLONE=J0941A06 /FEA=EST /CNT=12 /TID=Mm.17870.1 /TIER=Stack /STK=8 /UG=Mm.178
MOE430_2_1437053_x_ 0.3 7.3 A P 0.6 0.01 3 I 0.001077 gb:BB813983 /DB_XREF=gi:16986612 /DB_XREF=BB813983 /CLONE=G730021N04 /FEA=EST /CNT=28 /TID=Mm.692.2 /TIER=Stack /STK=28 /UG=Mm.6
MOE430_2_1437530_at 0.2 2.5 A A 0.96 0.43 3 NC 0.003699 gb:BM237858 /DB_XREF=gi:17873128 /DB_XREF=K0508B09-3 /CLONE=K0508B09 /FEA=EST /CNT=17 /TID=Mm.217289.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437953_at 0.3 11 A A 0.3 0.06 3 NC 0.26 gb:BM246706 /DB_XREF=gi:17881976 /DB_XREF=K0741G09-3 /CLONE=K0741G09 /FEA=EST /CNT=16 /TID=Mm.61100.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438734_at 1.6 15.6 A A 0.82 0.27 3 NC 0.15 gb:BB222714 /DB_XREF=gi:8891326 /DB_XREF=BB222714 /CLONE=A530079C22 /FEA=EST /CNT=14 /TID=Mm.123055.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438782_at 0.4 4.6 A A 0.9 0.46 3 NC 0.01 gb:AW553181 /DB_XREF=gi:7198604 /DB_XREF=L0223B04-3 /CLONE=L0223B04 /FEA=EST /CNT=11 /TID=Mm.103038.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438927_x_ 0.2 5.6 A A 0.3 0.12 3 NC 0.5 gb:AV110822 /DB_XREF=gi:5264902 /DB_XREF=AV110822 /CLONE=2600014J20 /FEA=EST /CNT=9 /TID=Mm.22723.5 /TIER=Stack /STK=9 /UG=Mm.227
MOE430_2_1439290_at 1.7 9 A A 0.85 0.39 3 NC 0.00712 gb:BM213145 /DB_XREF=gi:17770935 /DB_XREF=C0832C03-3 /CLONE=C0832C03 /FEA=EST /CNT=9 /TID=Mm.218143.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439532_s_ 3.2 20.8 A A 0.39 0.06 3 NC 0.15 gb:AV277094 /DB_XREF=gi:16390923 /DB_XREF=AV277094 /CLONE=4932439H05 /FEA=EST /CNT=11 /TID=Mm.153975.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439560_x_ 2.3 12.3 A A 0.66 0.17 3 NC 0.01 gb:AV066667 /DB_XREF=gi:5186495 /DB_XREF=AV066667 /CLONE=2010110J12 /FEA=EST /CNT=9 /TID=Mm.46293.1 /TIER=ConsEnd /STK=7 /UG=Mm.
MOE430_2_1439829_at 0.4 11.2 A A 0.46 0.14 3 NC 0.07 gb:BE946363 /DB_XREF=gi:10524122 /DB_XREF=UI-M-BH3-awk-b-11-0-UI.s1 /CLONE=UI-M-BH3-awk-b-11-0-UI /FEA=EST /CNT=9 /TID=Mm.41137.1
MOE430_2_1439935_at 0.6 3.8 A A 0.77 0.66 3 NC 0.16 gb:BG067944 /DB_XREF=gi:12550513 /DB_XREF=H3059H12-3 /CLONE=H3059H12 /FEA=EST /CNT=7 /TID=Mm.26881.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440074_at 0.3 1.3 A A 0.97 0.82 3 NC 0.39 gb:BI734150 /DB_XREF=gi:15711163 /DB_XREF=603351425F1 /CLONE=IMAGE:5358630 /FEA=EST /CNT=6 /TID=Mm.79527.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1440276_at 2.7 18.9 A A 0.6 0.36 3 NC 0.18 gb:BG070936 /DB_XREF=gi:12553428 /DB_XREF=H3091H10-3 /CLONE=H3091H10 /FEA=EST /CNT=8 /TID=Mm.33341.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440405_at 0.8 8.7 A A 0.96 0.5 3 MI 0.00225 gb:BB053882 /DB_XREF=gi:16259695 /DB_XREF=BB053882 /CLONE=6720466N13 /FEA=EST /CNT=6 /TID=Mm.208558.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440408_at 0.5 5.6 A A 0.75 0.17 3 NC 0.05 gb:BB333215 /DB_XREF=gi:16403988 /DB_XREF=BB333215 /CLONE=B830008J18 /FEA=EST /CNT=6 /TID=Mm.202579.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441347_at 1.3 13.8 A A 0.72 0.19 3 I 0.001336 gb:BB153954 /DB_XREF=gi:16268131 /DB_XREF=BB153954 /CLONE=A130018N09 /FEA=EST /CNT=5 /TID=Mm.210656.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441425_at 0.9 7 A A 0.56 0.3 3 NC 0.51 gb:BM202580 /DB_XREF=gi:17756812 /DB_XREF=C0241G03-3 /CLONE=C0241G03 /FEA=EST /CNT=4 /TID=Mm.205603.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1442361_at 0.5 6.7 A A 0.69 0.43 3 NC 0.14 gb:BG070866 /DB_XREF=gi:12553523 /DB_XREF=H3093B01-3 /CLONE=H3093B01 /FEA=EST /CNT=6 /TID=Mm.174323.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442541_at 2.4 21.4 A A 0.65 0.21 3 NC 0.009292 gb:BG070986 /DB_XREF=gi:12553555 /DB_XREF=H3093D10-3 /CLONE=H3093D10 /FEA=EST /CNT=4 /TID=Mm.116749.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442556_at 0.9 7.1 A A 0.75 0.36 3 NC 0.05 gb:BB051562 /DB_XREF=gi:16259592 /DB_XREF=BB051562 /CLONE=6720430M22 /FEA=EST /CNT=4 /TID=Mm.161226.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442855_at 0.9 8 A A 0.85 0.24 3 NC 0.01 gb:BB536138 /DB_XREF=gi:16446633 /DB_XREF=BB536138 /CLONE=E030048A10 /FEA=EST /CNT=4 /TID=Mm.210850.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442913_at 0.3 2.2 A A 0.91 0.66 3 NC 0.39 gb:BB456875 /DB_XREF=gi:16426097 /DB_XREF=BB456875 /CLONE=D130048N24 /FEA=EST /CNT=4 /TID=Mm.130019.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443044_at 0.6 7.9 A A 0.91 0.16 3 NC 0.01 gb:BB275118 /DB_XREF=gi:16400827 /DB_XREF=BB275118 /CLONE=A830091E24 /FEA=EST /CNT=3 /TID=Mm.125500.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443200_at 1.3 10 A A 0.5 0.17 3 NC 0.03 gb:BB278528 /DB_XREF=gi:16401077 /DB_XREF=BB278528 /CLONE=A930011G24 /FEA=EST /CNT=3 /TID=Mm.185950.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443326_at 0.5 7.7 A P 0.5 0.04 3 NC 0.02 gb:C76677 /DB_XREF=gi:2517007 /DB_XREF=C76677 /CLONE=J0016E03 /FEA=EST /CNT=3 /TID=Mm.24916.1 /TIER=ConsEnd /STK=3 /UG=Mm.24916 /
MOE430_2_1443332_at 1 7.7 A A 0.39 0.24 3 NC 0.5 gb:BB157520 /DB_XREF=gi:16268386 /DB_XREF=BB157520 /CLONE=A130036J24 /FEA=EST /CNT=3 /TID=Mm.207532.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443643_at 0.5 4 A A 0.78 0.3 3 NC 0.01 gb:BB787201 /DB_XREF=gi:16955697 /DB_XREF=BB787201 /CLONE=G430115H24 /FEA=EST /CNT=3 /TID=Mm.214423.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443817_x_ 2.3 18.9 A A 0.82 0.5 3 NC 0.02 gb:AV044239 /DB_XREF=gi:4863904 /DB_XREF=AV044239 /CLONE=1700034A03 /FEA=EST /CNT=3 /TID=Mm.45305.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444205_at 1.3 10.9 A A 0.66 0.24 3 NC 0.1 gb:BB663238 /DB_XREF=gi:16496992 /DB_XREF=BB663238 /CLONE=D930036I15 /FEA=EST /CNT=5 /TID=Mm.209764.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444230_at 0.8 9.2 A A 0.63 0.23 3 NC 0.09 gb:BB279920 /DB_XREF=gi:8976943 /DB_XREF=BB279920 /CLONE=A930021M13 /FEA=EST /CNT=5 /TID=Mm.125511.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444278_at 1.1 13.8 A A 0.85 0.43 3 NC 0.13 gb:AI645472 /DB_XREF=gi:4723947 /DB_XREF=vt88e09.x1 /CLONE=IMAGE:1178248 /FEA=EST /CNT=5 /TID=Mm.33011.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444627_at 1.2 6.1 A A 0.9 0.72 3 NC 0.04 gb:BB273517 /DB_XREF=gi:16400761 /DB_XREF=BB273517 /CLONE=A830083P21 /FEA=EST /CNT=5 /TID=Mm.125495.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444718_at 1.5 9.2 A A 0.82 0.75 3 NC 0.63 gb:AV140744 /DB_XREF=gi:16382882 /DB_XREF=AV140744 /CLONE=2810405L24 /FEA=EST /CNT=4 /TID=Mm.46608.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444757_at 1.1 9.5 A A 0.8 0.27 3 NC 0.08 gb:BG230349 /DB_XREF=gi:12717853 /DB_XREF=mac31g08.x1 /CLONE=IMAGE:4001486 /FEA=EST /CNT=4 /TID=Mm.90171.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444801_at 0.9 6.8 A A 0.72 0.36 3 NC 0.16 gb:BB177655 /DB_XREF=gi:16269828 /DB_XREF=BB177655 /CLONE=A230068I06 /FEA=EST /CNT=3 /TID=Mm.212543.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445075_at 0.7 5.9 A A 0.74 0.11 3 NC 0.03 gb:BG070604 /DB_XREF=gi:12553173 /DB_XREF=H3089B05-3 /CLONE=H3089B05 /FEA=EST /CNT=3 /TID=Mm.173278.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445098_at 0.6 5.1 A A 0.87 0.39 3 NC 0.34 gb:AU022706 /DB_XREF=gi:3387681 /DB_XREF=AU022706 /CLONE=J0419D12 /FEA=EST /CNT=3 /TID=Mm.173563.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445149_at 1.2 9.3 A A 0.72 0.06 3 NC 0.02 gb:BB474318 /DB_XREF=gi:16439840 /DB_XREF=BB474318 /CLONE=D330005O17 /FEA=EST /CNT=3 /TID=Mm.207591.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445272_at 0.2 1.9 A A 0.97 0.69 3 NC 0.04 gb:BB729850 /DB_XREF=gi:16113125 /DB_XREF=BB729850 /CLONE=E860113L08 /FEA=EST /CNT=3 /TID=Mm.210615.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445328_at 1.3 7.1 A A 0.85 0.5 3 NC 0.3 gb:BB530633 /DB_XREF=gi:16445801 /DB_XREF=BB530633 /CLONE=E030011A16 /FEA=EST /CNT=3 /TID=Mm.40253.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445542_at 2.4 17.6 A A 0.78 0.09 3 I 0.000346 gb:BB012661 /DB_XREF=gi:16257297 /DB_XREF=BB012661 /CLONE=4930452E19 /FEA=EST /CNT=3 /TID=Mm.50085.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445614_at 2.1 25.7 A A 0.6 0.3 3 NC 0.03 gb:BG071907 /DB_XREF=gi:12554476 /DB_XREF=H3104E05-3 /CLONE=H3104E05 /FEA=EST /CNT=3 /TID=Mm.17848.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445779_at 2.3 12 A A 0.66 0.21 3 NC 0.34 gb:BB471595 /DB_XREF=gi:16427940 /DB_XREF=BB471595 /CLONE=D230039N22 /FEA=EST /CNT=3 /TID=Mm.156272.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445964_at 0.6 5.4 A A 0.94 0.33 3 NC 0.005409 gb:BG067899 /DB_XREF=gi:12550468 /DB_XREF=H3059E01-3 /CLONE=H3059E01 /FEA=EST /CNT=2 /TID=Mm.173097.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446185_at 2.4 13.8 A A 0.66 0.53 3 NC 0.5 gb:BB469140 /DB_XREF=gi:16427595 /DB_XREF=BB469140 /CLONE=D230022O05 /FEA=EST /CNT=2 /TID=Mm.209370.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446782_at 1.6 11.3 A A 0.53 0.14 3 NC 0.4 gb:BB275502 /DB_XREF=gi:16400847 /DB_XREF=BB275502 /CLONE=A830093E13 /FEA=EST /CNT=2 /TID=Mm.165813.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446868_at 2.2 22 A M 0.53 0.05 3 I 0.000438 gb:BI076782 /DB_XREF=gi:14515439 /DB_XREF=L0260B09-3 /CLONE=L0260B09 /FEA=EST /CNT=2 /TID=Mm.197287.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447202_at 3.7 27 A A 0.66 0.11 3 NC 0.01 gb:BE853190 /DB_XREF=gi:10311529 /DB_XREF=uw30g02.x1 /CLONE=IMAGE:3418226 /FEA=EST /CNT=2 /TID=Mm.139847.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447398_at 0.3 5.8 A A 0.82 0.36 3 NC 0.01 gb:AU041341 /DB_XREF=gi:3955576 /DB_XREF=AU041341 /CLONE=J0830F08 /FEA=EST /CNT=2 /TID=Mm.173897.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447427_at 0.9 6.6 A A 0.98 0.66 3 NC 0.008511 gb:BB710313 /DB_XREF=gi:16063482 /DB_XREF=BB710313 /CLONE=B020011E17 /FEA=EST /CNT=2 /TID=Mm.6125.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447876_x_ 0.3 5.6 A A 0.78 0.39 3 NC 0.51 gb:BB048406 /DB_XREF=gi:8455554 /DB_XREF=BB048406 /CLONE=6430584J18 /FEA=EST /CNT=2 /TID=Mm.161167.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448136_at 143.1 1090.3 P P 0.005859 0.000244 3 I 0.00002 gb:BC003264.1 /DB_XREF=gi:13096936 /FEA=FLmRNA /CNT=373 /TID=Mm.28107.1 /TIER=FL+Stack /STK=178 /UG=Mm.28107 /LL=18606 /UG_GENE=E
MOE430_2_1448481_at 1.8 13.8 A A 0.63 0.46 3 NC 0.58 gb:AI649303 /DB_XREF=gi:4730137 /DB_XREF=uk30d11.x1 /CLONE=IMAGE:1970517 /FEA=FLmRNA /CNT=217 /TID=Mm.8856.1 /TIER=ConsEnd /STK=2 
MOE430_2_1448573_a_ 0.5 3.8 A A 0.94 0.32 3 NC 0.04 gb:NM_007675.1 /DB_XREF=gi:6671731 /GEN=Ceacam10 /FEA=FLmRNA /CNT=89 /TID=Mm.30300.1 /TIER=FL+Stack /STK=58 /UG=Mm.30300 /LL=2636
MOE430_2_1449005_at 0.9 13.8 A A 0.96 0.39 3 NC 0.01 gb:NM_030696.1 /DB_XREF=gi:13507629 /GEN=MCT4 /FEA=FLmRNA /CNT=72 /TID=Mm.28632.1 /TIER=FL+Stack /STK=27 /UG=Mm.28632 /LL=80879 /D
MOE430_2_1449101_at 2.5 19.7 A A 0.75 0.12 3 I 0.001077 gb:U82441.1 /DB_XREF=gi:3757777 /GEN=EBF-2 /FEA=FLmRNA /CNT=35 /TID=Mm.179.1 /TIER=FL /STK=1 /UG=Mm.179 /LL=13592 /DEF=Mus musculu
MOE430_2_1449395_at 1.3 9.9 A A 0.78 0.24 3 NC 0.27 gb:NM_025732.1 /DB_XREF=gi:13385191 /GEN=4921520G13Rik /FEA=FLmRNA /CNT=17 /TID=Mm.158125.1 /TIER=FL+Stack /STK=12 /UG=Mm.158125 /
MOE430_2_1449754_at 1.3 4.8 A A 0.79 0.66 3 NC 0.5 gb:AA511261 /DB_XREF=gi:2249115 /DB_XREF=vh78d01.r1 /CLONE=IMAGE:893089 /FEA=EST /CNT=1 /TID=Mm.4196.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1450304_at 1 6 A A 0.87 0.69 3 NC 0.66 gb:NM_010653.1 /DB_XREF=gi:6754467 /GEN=Klrc2 /FEA=FLmRNA /CNT=4 /TID=Mm.196410.1 /TIER=FL /STK=2 /UG=Mm.196410 /LL=16642 /DEF=Mus
MOE430_2_1450682_at 0.3 4.1 A A 0.71 0.39 3 NC 0.12 gb:NM_008375.1 /DB_XREF=gi:6680440 /GEN=Fabp6 /FEA=FLmRNA /CNT=34 /TID=Mm.142716.1 /TIER=FL+Stack /STK=29 /UG=Mm.142716 /LL=16204 /
MOE430_2_1451718_at 9.2 74 A P 0.24 0.001221 3 I 0.000027 gb:BB768495 /DB_XREF=gi:16211037 /DB_XREF=BB768495 /CLONE=G370085M24 /FEA=FLmRNA /CNT=272 /TID=Mm.1268.1 /TIER=Stack /STK=9 /UG
MOE430_2_1453959_at 2.1 12.4 A A 0.85 0.36 3 NC 0.1 gb:AK006897.1 /DB_XREF=gi:12840194 /FEA=mRNA /CNT=2 /TID=Mm.159015.1 /TIER=ConsEnd /STK=1 /UG=Mm.159015 /LL=73451 /UG_GENE=170006
MOE430_2_1454225_s_ 1.1 12.6 A A 0.75 0.09 3 NC 0.004481 gb:AK012700.1 /DB_XREF=gi:12849623 /FEA=mRNA /CNT=1 /TID=Mm.29006.1 /TIER=ConsEnd /STK=0 /UG=Mm.29006 /LL=69946 /UG_GENE=2810009O
MOE430_2_1454387_at 0.5 2.7 A A 0.96 0.56 3 NC 0.01 gb:AK014690.1 /DB_XREF=gi:12852694 /FEA=mRNA /CNT=2 /TID=Mm.158741.1 /TIER=ConsEnd /STK=0 /UG=Mm.158741 /LL=71631 /UG_GENE=483341
MOE430_2_1454493_at 2.6 13.8 A A 0.6 0.33 3 NC 0.22 gb:AK017191.1 /DB_XREF=gi:12856310 /FEA=mRNA /CNT=1 /TID=Mm.159322.1 /TIER=ConsEnd /STK=0 /UG=Mm.159322 /LL=74733 /UG_GENE=503342
MOE430_2_1454504_at 0.6 6.9 A A 0.84 0.33 3 NC 0.46 gb:AK013657.1 /DB_XREF=gi:12851101 /FEA=mRNA /CNT=1 /TID=Mm.39745.2 /TIER=ConsEnd /STK=0 /UG=Mm.39745 /LL=70357 /UG_GENE=Kcnip1 /U
MOE430_2_1455136_at 1.4 9.6 A A 0.53 0.33 3 NC 0.22 gb:BQ175915 /DB_XREF=gi:20351407 /DB_XREF=UI-M-DJ2-bwf-f-18-0-UI.s1 /CLONE=UI-M-DJ2-bwf-f-18-0-UI /FEA=EST /CNT=82 /TID=Mm.193539.
MOE430_2_1456460_at 1.8 16.6 A A 0.87 0.17 3 MI 0.00249 gb:BB409996 /DB_XREF=gi:15411961 /DB_XREF=BB409996 /CLONE=C430016G14 /FEA=EST /CNT=10 /TID=Mm.213378.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456922_at 1.2 12.3 A A 0.84 0.43 3 NC 0.04 gb:AW552074 /DB_XREF=gi:7197497 /DB_XREF=L0208A01-3 /CLONE=L0208A01 /FEA=EST /CNT=7 /TID=Mm.109817.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457086_at 3 27.7 A A 0.66 0.19 3 NC 0.18 gb:AW123201 /DB_XREF=gi:6098771 /DB_XREF=UI-M-BH2.1-apg-c-08-0-UI.s1 /CLONE=UI-M-BH2.1-apg-c-08-0-UI /FEA=EST /CNT=7 /TID=Mm.59171
MOE430_2_1457194_at 1.1 9.8 A A 0.95 0.33 3 NC 0.11 gb:BB087681 /DB_XREF=gi:16260949 /DB_XREF=BB087681 /CLONE=9430012B12 /FEA=EST /CNT=5 /TID=Mm.214742.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457204_at 0.7 11.2 A A 0.79 0.33 3 I 0.000618 gb:AV337827 /DB_XREF=gi:16396580 /DB_XREF=AV337827 /CLONE=6430404P04 /FEA=EST /CNT=5 /TID=Mm.133601.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457219_at 0.4 9.2 A A 0.35 0.09 3 NC 0.34 gb:BB227996 /DB_XREF=gi:16354162 /DB_XREF=BB227996 /CLONE=A630008H02 /FEA=EST /CNT=5 /TID=Mm.125848.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457238_at 1.3 8.6 A A 0.8 0.5 3 NC 0.02 gb:BB211101 /DB_XREF=gi:16352627 /DB_XREF=BB211101 /CLONE=A430103D04 /FEA=EST /CNT=5 /TID=Mm.144509.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457416_at 1.8 13.8 A A 0.36 0.06 3 NC 0.2 gb:BB466083 /DB_XREF=gi:9383272 /DB_XREF=BB466083 /CLONE=D230007C16 /FEA=EST /CNT=5 /TID=Mm.209064.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457546_at 1 9 A M 0.78 0.06 3 NC 0.09 gb:BB486963 /DB_XREF=gi:16441448 /DB_XREF=BB486963 /CLONE=D430039I05 /FEA=EST /CNT=4 /TID=Mm.169302.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457840_at 2 14.3 A A 0.69 0.36 3 NC 0.19 gb:BG073521 /DB_XREF=gi:12556090 /DB_XREF=H3123F01-3 /CLONE=H3123F01 /FEA=EST /CNT=5 /TID=Mm.102915.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457906_at 0.6 4 A A 0.82 0.56 3 NC 0.41 gb:BB012065 /DB_XREF=gi:16257275 /DB_XREF=BB012065 /CLONE=4930407A10 /FEA=EST /CNT=4 /TID=Mm.183344.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458012_at 0.1 3.3 A A 0.88 0.33 3 NC 0.02 gb:BB175077 /DB_XREF=gi:16269645 /DB_XREF=BB175077 /CLONE=A230055B21 /FEA=EST /CNT=4 /TID=Mm.130056.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458093_at 0.4 5 A A 0.98 0.56 3 NC 0.19 gb:BB132997 /DB_XREF=gi:16266507 /DB_XREF=BB132997 /CLONE=9830004M21 /FEA=EST /CNT=3 /TID=Mm.119574.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458122_at 0.2 3.5 A A 0.9 0.59 3 NC 0.11 gb:BB246778 /DB_XREF=gi:16355504 /DB_XREF=BB246778 /CLONE=A730016A03 /FEA=EST /CNT=3 /TID=Mm.165212.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458288_at 0.8 8.4 A A 0.94 0.56 3 NC 0.01 gb:BF020595 /DB_XREF=gi:10751927 /DB_XREF=ux22a02.x1 /CLONE=IMAGE:3472202 /FEA=EST /CNT=3 /TID=Mm.153558.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1458301_x_ 0.4 3 A A 0.9 0.17 3 NC 0.21 gb:AW123423 /DB_XREF=gi:6098953 /DB_XREF=UI-M-BH2.1-apj-c-04-0-UI.s1 /CLONE=UI-M-BH2.1-apj-c-04-0-UI /FEA=EST /CNT=3 /TID=Mm.65382.
MOE430_2_1458504_at 1 9.5 A A 0.69 0.08 3 NC 0.01 gb:BB508669 /DB_XREF=gi:16442852 /DB_XREF=BB508669 /CLONE=D730019B10 /FEA=EST /CNT=7 /TID=Mm.140055.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1458563_at 2.4 16.3 A A 0.63 0.24 3 NC 0.15 gb:BB203300 /DB_XREF=gi:16351686 /DB_XREF=BB203300 /CLONE=A430051C16 /FEA=EST /CNT=4 /TID=Mm.207872.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458635_at 1.3 7 A A 0.69 0.43 3 NC 0.16 gb:AV026232 /DB_XREF=gi:4803224 /DB_XREF=AV026232 /CLONE=1200019A08 /FEA=EST /CNT=4 /TID=Mm.176190.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458673_at 0.9 8.6 A A 0.9 0.36 3 NC 0.01 gb:BE985521 /DB_XREF=gi:10658915 /DB_XREF=UI-M-CG0p-ben-e-07-0-UI.s1 /CLONE=UI-M-CG0p-ben-e-07-0-UI /FEA=EST /CNT=5 /TID=Mm.1011
MOE430_2_1458766_at 1.6 11.1 A A 0.72 0.11 3 NC 0.02 gb:AW546510 /DB_XREF=gi:7191919 /DB_XREF=L0009B11-3 /CLONE=L0009B11 /FEA=EST /CNT=3 /TID=Mm.182602.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459030_at 0.3 5.5 A A 0.94 0.17 3 I 0.000692 gb:AI874739 /DB_XREF=gi:5548726 /DB_XREF=ul22g04.x1 /CLONE=IMAGE:2088342 /FEA=EST /CNT=3 /TID=Mm.40249.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459401_at 0.2 4.2 A A 0.97 0.39 3 MI 0.00249 gb:BB483229 /DB_XREF=gi:16441011 /DB_XREF=BB483229 /CLONE=D430019F07 /FEA=EST /CNT=2 /TID=Mm.134973.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459795_at 0.4 3.1 A A 0.87 0.32 3 NC 0.12 gb:BB083632 /DB_XREF=gi:8648829 /DB_XREF=BB083632 /CLONE=9330184D03 /FEA=EST /CNT=2 /TID=Mm.167625.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460093_at 0.5 6.1 A A 0.99 0.46 3 NC 0.02 gb:BB541393 /DB_XREF=gi:16447203 /DB_XREF=BB541393 /CLONE=E130113P17 /FEA=EST /CNT=4 /TID=Mm.135739.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460682_s_ 0.9 12.2 A A 0.88 0.27 3 NC 0.3 gb:BC024320.1 /DB_XREF=gi:19354223 /FEA=FLmRNA /CNT=67 /TID=Mm.155711.2 /TIER=FL+Stack /STK=13 /UG=Mm.155711 /LL=26367 /UG_GENE=C
MOE430_2_1418769_at 1.3 10 A A 0.82 0.33 2.9 NC 0.04 gb:NM_021503.1 /DB_XREF=gi:10946915 /GEN=Myoz2 /FEA=FLmRNA /CNT=33 /TID=Mm.141157.1 /TIER=FL+Stack /STK=18 /UG=Mm.141157 /LL=59006
MOE430_2_1419311_at 1.1 7.4 A A 0.6 0.14 2.9 NC 0.06 gb:NM_011280.1 /DB_XREF=gi:6755339 /GEN=Trim10 /FEA=FLmRNA /CNT=22 /TID=Mm.20159.1 /TIER=FL+Stack /STK=11 /UG=Mm.20159 /LL=19824 /D
MOE430_2_1419427_at 0.5 15 A A 0.8 0.17 2.9 NC 0.005933 gb:NM_009971.1 /DB_XREF=gi:6753535 /GEN=Csf3 /FEA=FLmRNA /CNT=12 /TID=Mm.1238.1 /TIER=FL+Stack /STK=10 /UG=Mm.1238 /LL=12985 /DEF=
MOE430_2_1419593_at 1 6.8 A A 0.88 0.36 2.9 NC 0.05 gb:NM_015764.1 /DB_XREF=gi:7656872 /GEN=5730583K22Rik /FEA=FLmRNA /CNT=24 /TID=Mm.117022.1 /TIER=FL+Stack /STK=8 /UG=Mm.117022 /LL
MOE430_2_1419695_at 1.1 11.6 A A 0.78 0.14 2.9 NC 0.01 gb:NM_011374.1 /DB_XREF=gi:6755515 /GEN=Siat8a /FEA=FLmRNA /CNT=30 /TID=Mm.12826.1 /TIER=ConsEnd /STK=0 /UG=Mm.12826 /LL=20449 /DE
MOE430_2_1420072_s_ 0.2 2.5 A A 0.82 0.63 2.9 NC 0.21 gb:C78041 /DB_XREF=gi:2518371 /DB_XREF=C78041 /CLONE=J0041H05 /FEA=EST /CNT=1 /TID=Mm.24980.1 /TIER=ConsEnd /STK=1 /UG=Mm.24980 /
MOE430_2_1420120_at 0.8 6.4 A A 0.53 0.36 2.9 NC 0.33 gb:AU020177 /DB_XREF=gi:3375761 /DB_XREF=AU020177 /CLONE=J0528D07 /FEA=EST /CNT=1 /TID=Mm.198140.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420253_at 2 16.1 A P 0.36 0.03 2.9 NC 0.007788 gb:C77692 /DB_XREF=gi:2518022 /DB_XREF=C77692 /CLONE=J0036B08 /FEA=EST /CNT=1 /TID=Mm.24965.1 /TIER=ConsEnd /STK=1 /UG=Mm.24965 /
MOE430_2_1420689_at 0.6 4.9 A A 0.82 0.56 2.9 NC 0.24 gb:NM_025746.1 /DB_XREF=gi:13385207 /GEN=4933415F23Rik /FEA=FLmRNA /CNT=11 /TID=Mm.46142.1 /TIER=FL /STK=3 /UG=Mm.46142 /LL=66755 /
MOE430_2_1421157_at 2 24.4 A A 0.52 0.14 2.9 NC 0.05 gb:NM_021458.1 /DB_XREF=gi:10946845 /GEN=Fzd3 /FEA=FLmRNA /CNT=18 /TID=Mm.43568.1 /TIER=FL /STK=2 /UG=Mm.43568 /LL=14365 /DEF=Mus
MOE430_2_1421556_at 1.4 13.2 A A 0.63 0.11 2.9 NC 0.005409 gb:NM_028740.1 /DB_XREF=gi:13386341 /GEN=4933406L18Rik /FEA=FLmRNA /CNT=4 /TID=Mm.159128.1 /TIER=FL /STK=2 /UG=Mm.159128 /LL=74069
MOE430_2_1421700_at 0.3 6.9 A A 0.88 0.5 2.9 NC 0.16 gb:NM_031382.1 /DB_XREF=gi:13878206 /GEN=Tex16 /FEA=FLmRNA /CNT=2 /TID=Mm.190608.1 /TIER=FL /STK=2 /UG=Mm.190608 /LL=83556 /DEF=M
MOE430_2_1421912_at 0.7 7.4 A A 0.46 0.3 2.9 NC 0.5 gb:BC013528.1 /DB_XREF=gi:15488788 /FEA=FLmRNA /CNT=58 /TID=Mm.22702.1 /TIER=FL /STK=1 /UG=Mm.22702 /LL=20522 /UG_GENE=Slc23a2 /DE
MOE430_2_1422415_at 5.6 26.1 A A 0.56 0.08 2.9 I 0.000774 gb:NM_007449.1 /DB_XREF=gi:6671546 /GEN=Angrp /FEA=FLmRNA /CNT=1 /TID=Mm.57058.1 /TIER=FL /STK=1 /UG=Mm.57058 /LL=11731 /DEF=Mus m
MOE430_2_1423258_at 0.5 3.6 A A 0.77 0.6 2.9 NC 0.72 gb:BB559861 /DB_XREF=gi:16449048 /DB_XREF=BB559861 /CLONE=E530001D22 /FEA=FLmRNA /CNT=34 /TID=Mm.45211.1 /TIER=Stack /STK=22 /UG
MOE430_2_1423340_at 1 11.4 A A 0.78 0.24 2.9 NC 0.01 gb:AV334599 /DB_XREF=gi:16396301 /DB_XREF=AV334599 /CLONE=6330562E04 /FEA=FLmRNA /CNT=34 /TID=Mm.4795.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1423397_at 0.5 2.4 A A 0.66 0.66 2.9 NC 0.23 gb:AI118428 /DB_XREF=gi:3518752 /DB_XREF=ue40e09.x1 /CLONE=IMAGE:1482856 /FEA=FLmRNA /CNT=146 /TID=Mm.200167.1 /TIER=Stack /STK=8 /
MOE430_2_1423505_at 68.4 558.8 P P 0.000244 0.000244 2.9 I 0.00002 gb:BB114067 /DB_XREF=gi:8766635 /DB_XREF=BB114067 /CLONE=9530043O07 /FEA=FLmRNA /CNT=185 /TID=Mm.2006.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1424400_a_ 2 17.2 A P 0.33 0.04 2.9 NC 0.04 gb:BC025939.1 /DB_XREF=gi:19684150 /FEA=FLmRNA /CNT=116 /TID=Mm.30035.1 /TIER=FL+Stack /STK=34 /UG=Mm.30035 /LL=70374 /UG_GENE=18
MOE430_2_1424998_at 1.2 6.2 A A 0.63 0.23 2.9 NC 0.14 gb:AY032690.1 /DB_XREF=gi:15528828 /FEA=FLmRNA /CNT=22 /TID=Mm.210497.1 /TIER=FL /STK=1 /UG=Mm.210497 /LL=52614 /UG_GENE=D17Ertd47
MOE430_2_1425083_at 69.9 397.1 P P 0.001953 0.000244 2.9 I 0.00002 gb:AF243504.1 /DB_XREF=gi:11991841 /GEN=Fdp /FEA=FLmRNA /CNT=10 /TID=Mm.157751.1 /TIER=FL /STK=7 /UG=Mm.157751 /LL=57329 /DEF=Mus
MOE430_2_1425116_a_ 2.4 17.8 A A 0.63 0.19 2.9 NC 0.02 gb:AY032655.1 /DB_XREF=gi:16117404 /FEA=FLmRNA /CNT=17 /TID=Mm.156959.1 /TIER=FL /STK=6 /UG=Mm.156959 /LL=80297 /UG_GENE=Spnb4 /D
MOE430_2_1425433_a_ 0.9 9.6 A A 0.46 0.14 2.9 NC 0.15 gb:AF022856.1 /DB_XREF=gi:2547123 /FEA=FLmRNA /CNT=4 /TID=Mm.30314.1 /TIER=FL /STK=2 /UG=Mm.30314 /LL=18187 /UG_GENE=Nrp2 /DEF=Mu
MOE430_2_1426161_at 0.3 4.1 A A 0.94 0.09 2.9 NC 0.003181 gb:AB036341.1 /DB_XREF=gi:6635259 /GEN=CN 8 /FEA=FLmRNA /CNT=1 /TID=Mm.220176.1 /TIER=FL /STK=1 /UG=Mm.220176 /DEF=Mus musculus m
MOE430_2_1426185_at 0.8 2.3 A A 0.94 0.66 2.9 NC 0.07 gb:AF247140.1 /DB_XREF=gi:15553130 /GEN=Cacna2d2 /FEA=FLmRNA /CNT=1 /TID=Mm.100236.2 /TIER=FL /STK=1 /UG=Mm.100236 /LL=56808 /DEF=
MOE430_2_1426201_at 1.4 9.6 A A 0.53 0.24 2.9 NC 0.54 gb:AY058906.1 /DB_XREF=gi:16902037 /FEA=FLmRNA /CNT=1 /TID=Mm.220163.1 /TIER=FL /STK=1 /UG=Mm.220163 /DEF=Mus musculus anti-human C
MOE430_2_1426876_at 0.9 3.5 A A 0.85 0.43 2.9 NC 0.27 gb:BC025830.1 /DB_XREF=gi:19387946 /FEA=mRNA /CNT=87 /TID=Mm.23844.1 /TIER=Stack /STK=46 /UG=Mm.23844 /DEF=Mus musculus, clone IMAGE
MOE430_2_1426980_s_ 3.7 35.8 A P 0.71 0.008057 2.9 I 0.000023 gb:BC006054.1 /DB_XREF=gi:13543810 /FEA=mRNA /CNT=46 /TID=Mm.24506.1 /TIER=Stack /STK=30 /UG=Mm.24506 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427025_at 1.5 8.7 A A 0.6 0.43 2.9 NC 0.5 gb:AV094609 /DB_XREF=gi:16381629 /DB_XREF=AV094609 /CLONE=2410001O12 /FEA=mRNA /CNT=44 /TID=Mm.20253.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1427784_at 1.4 12.5 A A 0.74 0.14 2.9 NC 0.01 gb:AJ437649.1 /DB_XREF=gi:19171623 /GEN=defb13 /FEA=mRNA /CNT=1 /TID=Mm.219548.1 /TIER=ConsEnd /STK=0 /UG=Mm.219548 /LL=246083 /DE
MOE430_2_1427837_at 0.6 5.1 A A 0.88 0.63 2.9 NC 0.45 gb:U25103.1 /DB_XREF=gi:1815613 /FEA=mRNA /CNT=1 /TID=Mm.104747.23 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /
MOE430_2_1428007_at 1.9 13.7 A A 0.6 0.06 2.9 NC 0.02 gb:BC027551.1 /DB_XREF=gi:20380383 /FEA=mRNA /CNT=17 /TID=Mm.206668.1 /TIER=ConsEnd /STK=0 /UG=Mm.206668 /DEF=Mus musculus, similar t
MOE430_2_1428867_at 1.1 5.8 A A 0.82 0.39 2.9 NC 0.14 gb:AK016842.1 /DB_XREF=gi:12855791 /FEA=mRNA /CNT=33 /TID=Mm.27281.1 /TIER=Stack /STK=19 /UG=Mm.27281 /LL=74463 /UG_GENE=4933417E0
MOE430_2_1429105_at 0.6 12.5 A A 0.6 0.3 2.9 NC 0.16 gb:AA967641 /DB_XREF=gi:3141534 /DB_XREF=uh02c04.r1 /CLONE=IMAGE:1616742 /FEA=mRNA /CNT=85 /TID=Mm.41897.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1429346_a_ 0.7 9.8 A A 0.82 0.46 2.9 NC 0.06 gb:BB733638 /DB_XREF=gi:16132788 /DB_XREF=BB733638 /CLONE=F420002G13 /FEA=mRNA /CNT=53 /TID=Mm.73234.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1429646_at 2.5 12.4 A A 0.72 0.39 2.9 NC 0.03 gb:AK007173.1 /DB_XREF=gi:12840570 /FEA=mRNA /CNT=13 /TID=Mm.87419.1 /TIER=Stack /STK=12 /UG=Mm.87419 /LL=74306 /UG_GENE=1700112C1
MOE430_2_1429659_at 1.2 6.7 A A 0.78 0.39 2.9 NC 0.48 gb:BI684556 /DB_XREF=gi:15647172 /DB_XREF=603306933F1 /CLONE=IMAGE:5342865 /FEA=mRNA /CNT=34 /TID=Mm.177462.1 /TIER=ConsEnd /STK=
MOE430_2_1429744_at 1.1 8.6 A A 0.82 0.27 2.9 NC 0.04 gb:BB667158 /DB_XREF=gi:16398607 /DB_XREF=BB667158 /CLONE=4922502J23 /FEA=mRNA /CNT=14 /TID=Mm.200353.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1430079_at 0.7 3.9 A A 0.94 0.53 2.9 NC 0.23 gb:AK020272.1 /DB_XREF=gi:12860808 /FEA=mRNA /CNT=9 /TID=Mm.98331.1 /TIER=ConsEnd /STK=4 /UG=Mm.98331 /LL=77675 /UG_GENE=9130204G
MOE430_2_1430148_at 0.9 8.9 A A 0.9 0.56 2.9 NC 0.13 gb:BM241400 /DB_XREF=gi:17876670 /DB_XREF=K0616D02-3 /CLONE=K0616D02 /FEA=mRNA /CNT=11 /TID=Mm.123866.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1430411_at 0.6 6.3 A A 0.91 0.53 2.9 NC 0.09 gb:AV331703 /DB_XREF=gi:6371755 /DB_XREF=AV331703 /CLONE=6330525I24 /FEA=mRNA /CNT=4 /TID=Mm.159699.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430501_at 2.2 8.4 A A 0.87 0.43 2.9 NC 0.15 gb:AK021157.1 /DB_XREF=gi:12861948 /FEA=mRNA /CNT=3 /TID=Mm.159957.1 /TIER=ConsEnd /STK=2 /UG=Mm.159957 /LL=77618 /UG_GENE=C03004
MOE430_2_1430589_at 0.5 5.7 A A 0.5 0.21 2.9 NC 0.08 gb:AK020902.1 /DB_XREF=gi:12861630 /FEA=mRNA /CNT=11 /TID=Mm.157666.1 /TIER=ConsEnd /STK=1 /UG=Mm.157666 /LL=77819 /UG_GENE=A9300
MOE430_2_1430755_at 1.1 6.6 A A 0.82 0.33 2.9 NC 0.06 gb:BF018617 /DB_XREF=gi:10749949 /DB_XREF=ux96a02.x1 /CLONE=IMAGE:3656330 /FEA=mRNA /CNT=5 /TID=Mm.107775.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1432071_at 1.3 6.8 A A 0.8 0.53 2.9 NC 0.13 gb:AK018205.1 /DB_XREF=gi:12857814 /FEA=mRNA /CNT=1 /TID=Mm.159776.1 /TIER=ConsEnd /STK=0 /UG=Mm.159776 /LL=76734 /UG_GENE=633043
MOE430_2_1432084_at 1.1 11.1 A A 0.87 0.39 2.9 NC 0.12 gb:AK014899.1 /DB_XREF=gi:12853010 /FEA=mRNA /CNT=1 /TID=Mm.158485.1 /TIER=ConsEnd /STK=0 /UG=Mm.158485 /LL=70904 /UG_GENE=492151
MOE430_2_1432299_at 1.6 9.8 A A 0.69 0.36 2.9 NC 0.13 gb:AK014883.1 /DB_XREF=gi:12852984 /FEA=mRNA /CNT=1 /TID=Mm.158474.1 /TIER=ConsEnd /STK=0 /UG=Mm.158474 /LL=70875 /UG_GENE=492151
MOE430_2_1432493_at 1.4 7.2 A A 0.72 0.46 2.9 NC 0.16 gb:AK006176.1 /DB_XREF=gi:12839131 /FEA=mRNA /CNT=1 /TID=Mm.69341.1 /TIER=ConsEnd /STK=0 /UG=Mm.69341 /LL=109011 /UG_GENE=1700020
MOE430_2_1432523_at 0.5 7.3 A A 0.78 0.43 2.9 NC 0.5 gb:AK019821.1 /DB_XREF=gi:12860171 /GEN=Hipk2 /FEA=mRNA /CNT=1 /TID=Mm.220133.1 /TIER=ConsEnd /STK=0 /UG=Mm.220133 /UG_TITLE=Mus m
MOE430_2_1432652_at 0.6 5.3 A A 0.87 0.43 2.9 NC 0.45 gb:AV039706 /DB_XREF=gi:4859371 /DB_XREF=AV039706 /CLONE=1700008H02 /FEA=mRNA /CNT=3 /TID=Mm.193487.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432667_at 1.3 11.1 A A 0.79 0.33 2.9 NC 0.23 gb:AV079827 /DB_XREF=gi:5211275 /DB_XREF=AV079827 /CLONE=2210411G17 /FEA=mRNA /CNT=2 /TID=Mm.158813.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432978_at 0.8 11.2 A A 0.78 0.33 2.9 NC 0.23 gb:AK018540.1 /DB_XREF=gi:12858291 /FEA=mRNA /CNT=1 /TID=Mm.159558.1 /TIER=ConsEnd /STK=0 /UG=Mm.159558 /LL=75754 /UG_GENE=903060
MOE430_2_1433335_at 0.9 7 A A 0.91 0.08 2.9 I 0.000492 gb:AK015097.1 /DB_XREF=gi:12853307 /FEA=mRNA /CNT=1 /TID=Mm.159061.1 /TIER=ConsEnd /STK=0 /UG=Mm.159061 /LL=73793 /UG_GENE=493040
MOE430_2_1433362_at 0.5 10.2 A A 0.86 0.33 2.9 NC 0.36 gb:AK015915.1 /DB_XREF=gi:12854439 /FEA=mRNA /CNT=1 /TID=Mm.78924.1 /TIER=ConsEnd /STK=0 /UG=Mm.78924 /LL=75167 /UG_GENE=4930527F
MOE430_2_1433435_at 1.7 15.2 A A 0.75 0.11 2.9 I 0.000438 gb:AV220682 /DB_XREF=gi:16384676 /DB_XREF=AV220682 /CLONE=3222402N16 /FEA=EST /CNT=250 /TID=Mm.18421.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1434594_at 1.2 7.4 A A 0.91 0.43 2.9 NC 0.008511 gb:BB497449 /DB_XREF=gi:16441962 /DB_XREF=BB497449 /CLONE=D630008O05 /FEA=EST /CNT=31 /TID=Mm.101811.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1434810_a_ 0.4 2.5 A A 0.75 0.69 2.9 NC 0.44 gb:AI449799 /DB_XREF=gi:4292531 /DB_XREF=mr72d12.x1 /CLONE=IMAGE:602999 /FEA=EST /CNT=26 /TID=Mm.23506.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1435305_at 0.5 6 A A 0.88 0.43 2.9 NC 0.03 gb:AI848316 /DB_XREF=gi:5492222 /DB_XREF=UI-M-AH1-ago-a-08-0-UI.s1 /CLONE=UI-M-AH1-ago-a-08-0-UI /FEA=EST /CNT=21 /TID=Mm.38456.1 /
MOE430_2_1435392_at 0.6 4.7 A A 0.75 0.21 2.9 NC 0.02 gb:BB277182 /DB_XREF=gi:15410925 /DB_XREF=BB277182 /CLONE=A930002M15 /FEA=EST /CNT=19 /TID=Mm.95281.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1436720_s_ 0.3 4 A A 0.75 0.17 2.9 NC 0.16 gb:BM225195 /DB_XREF=gi:17786708 /DB_XREF=K0207G10-3 /CLONE=K0207G10 /FEA=EST /CNT=111 /TID=Mm.28722.1 /TIER=Stack /STK=99 /UG=M
MOE430_2_1436895_at 0.4 10 A A 0.46 0.19 2.9 NC 0.11 gb:BB182934 /DB_XREF=gi:15409427 /DB_XREF=BB182934 /CLONE=A230102O17 /FEA=EST /CNT=41 /TID=Mm.132151.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1438421_at 5.7 29.5 A A 0.36 0.19 2.9 NC 0.16 gb:BI134275 /DB_XREF=gi:14584523 /DB_XREF=UI-M-BH3-brr-b-08-0-UI.s1 /CLONE=UI-M-BH3-brr-b-08-0-UI /FEA=EST /CNT=45 /TID=Mm.35979.2 /
MOE430_2_1438743_at 1.5 11.7 A A 0.33 0.14 2.9 NC 0.07 gb:BB667338 /DB_XREF=gi:16398787 /DB_XREF=BB667338 /CLONE=C730003A10 /FEA=EST /CNT=18 /TID=Mm.57029.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1440017_at 0.7 8.7 A A 0.9 0.24 2.9 NC 0.05 gb:BB280013 /DB_XREF=gi:16401214 /DB_XREF=BB280013 /CLONE=A930022I09 /FEA=EST /CNT=6 /TID=Mm.138014.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440103_at 0.7 16.3 A A 0.6 0.17 2.9 NC 0.06 gb:AV351137 /DB_XREF=gi:16397164 /DB_XREF=AV351137 /CLONE=6620402M05 /FEA=EST /CNT=6 /TID=Mm.133499.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1441184_at 0.6 4.3 A A 0.91 0.33 2.9 NC 0.08 gb:BE956039 /DB_XREF=gi:10600183 /DB_XREF=UI-M-BH4-bav-c-02-0-UI.s1 /CLONE=UI-M-BH4-bav-c-02-0-UI /FEA=EST /CNT=5 /TID=Mm.153074.
MOE430_2_1441978_at 1.1 10.4 A A 0.8 0.36 2.9 NC 0.39 gb:AI956846 /DB_XREF=gi:5749555 /DB_XREF=ul79e09.x1 /CLONE=IMAGE:2136808 /FEA=EST /CNT=11 /TID=Mm.40333.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442177_at 1 8.4 A A 0.94 0.27 2.9 NC 0.01 gb:BQ176194 /DB_XREF=gi:20351686 /DB_XREF=UI-M-DJ2-bwg-i-14-0-UI.s1 /CLONE=UI-M-DJ2-bwg-i-14-0-UI /FEA=EST /CNT=6 /TID=Mm.122205.1
MOE430_2_1442439_at 0.5 5.9 A A 0.99 0.66 2.9 NC 0.007788 gb:AI450072 /DB_XREF=gi:4294443 /DB_XREF=mr96c01.x1 /CLONE=IMAGE:605280 /FEA=EST /CNT=5 /TID=Mm.34265.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442481_at 0.9 8 A A 0.8 0.36 2.9 NC 0.09 gb:BB503726 /DB_XREF=gi:16442645 /DB_XREF=BB503726 /CLONE=D630044N08 /FEA=EST /CNT=4 /TID=Mm.213356.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442823_at 0.6 9.6 A A 0.88 0.27 2.9 I 0.000618 gb:BB536648 /DB_XREF=gi:16446684 /DB_XREF=BB536648 /CLONE=E130001F20 /FEA=EST /CNT=5 /TID=Mm.125347.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442930_at 0.8 11.7 A A 0.75 0.3 2.9 NC 0.5 gb:AW061147 /DB_XREF=gi:6008898 /DB_XREF=UI-M-BH1-anc-a-12-0-UI.s1 /CLONE=UI-M-BH1-anc-a-12-0-UI /FEA=EST /CNT=4 /TID=Mm.44797.1 /
MOE430_2_1443229_at 1.5 12.6 A A 0.75 0.27 2.9 I 0.001651 gb:AV319821 /DB_XREF=gi:15406151 /DB_XREF=AV319821 /CLONE=6030413I17 /FEA=EST /CNT=3 /TID=Mm.79403.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443349_at 0.2 4.9 A A 0.63 0.12 2.9 NC 0.1 gb:BB211894 /DB_XREF=gi:15410034 /DB_XREF=BB211894 /CLONE=A430107H22 /FEA=EST /CNT=3 /TID=Mm.208531.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443868_at 4.1 31.5 A P 0.36 0.02 2.9 I 0.001336 gb:BB229327 /DB_XREF=gi:16354291 /DB_XREF=BB229327 /CLONE=A630020N12 /FEA=EST /CNT=12 /TID=Mm.40689.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444261_at 0.6 5.5 A A 0.85 0.24 2.9 NC 0.04 gb:BB244079 /DB_XREF=gi:8936825 /DB_XREF=BB244079 /CLONE=A630099F22 /FEA=EST /CNT=6 /TID=Mm.117153.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444293_at 1.4 11.2 A A 0.85 0.24 2.9 NC 0.01 gb:BB204970 /DB_XREF=gi:16351916 /DB_XREF=BB204970 /CLONE=A430061G18 /FEA=EST /CNT=5 /TID=Mm.185378.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445078_at 0.6 8.1 A A 0.85 0.6 2.9 NC 0.09 gb:AU022234 /DB_XREF=gi:3387193 /DB_XREF=AU022234 /CLONE=J0410F09 /FEA=EST /CNT=3 /TID=Mm.155581.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445416_at 1 11.5 A A 0.72 0.14 2.9 NC 0.24 gb:AW123867 /DB_XREF=gi:6099397 /DB_XREF=UI-M-BH2.1-app-c-12-0-UI.s1 /CLONE=UI-M-BH2.1-app-c-12-0-UI /FEA=EST /CNT=3 /TID=Mm.65389
MOE430_2_1445720_at 1.1 6.3 A A 0.88 0.27 2.9 NC 0.01 gb:BB206801 /DB_XREF=gi:16352177 /DB_XREF=BB206801 /CLONE=A430078B01 /FEA=EST /CNT=4 /TID=Mm.209866.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445985_at 2.2 13 A A 0.5 0.09 2.9 NC 0.31 gb:BG067120 /DB_XREF=gi:12549689 /DB_XREF=H3050G11-3 /CLONE=H3050G11 /FEA=EST /CNT=2 /TID=Mm.172964.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446198_at 1.2 11.2 A A 0.19 0.24 2.9 NC 0.26 gb:BB198174 /DB_XREF=gi:15409631 /DB_XREF=BB198174 /CLONE=A330107M01 /FEA=EST /CNT=2 /TID=Mm.207818.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446379_at 0.5 3.7 A A 0.53 0.53 2.9 NC 0.27 gb:BG066476 /DB_XREF=gi:12549045 /DB_XREF=H3043D10-3 /CLONE=H3043D10 /FEA=EST /CNT=2 /TID=Mm.5816.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446702_at 0.5 9.3 A A 0.99 0.75 2.9 NC 0.006503 gb:BB442009 /DB_XREF=gi:16424774 /DB_XREF=BB442009 /CLONE=D030029M01 /FEA=EST /CNT=2 /TID=Mm.210041.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446729_at 2 17.3 A A 0.69 0.33 2.9 NC 0.18 gb:BB179083 /DB_XREF=gi:15409374 /DB_XREF=BB179083 /CLONE=A230077G12 /FEA=EST /CNT=2 /TID=Mm.184329.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446815_at 1.6 15 A M 0.5 0.05 2.9 NC 0.17 gb:BB208683 /DB_XREF=gi:16352370 /DB_XREF=BB208683 /CLONE=A430089C16 /FEA=EST /CNT=2 /TID=Mm.215584.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446848_at 0.3 4.4 A A 0.8 0.43 2.9 NC 0.07 gb:C77955 /DB_XREF=gi:2518285 /DB_XREF=C77955 /CLONE=J0040D11 /FEA=EST /CNT=2 /TID=Mm.172673.1 /TIER=ConsEnd /STK=2 /UG=Mm.17267
MOE430_2_1447045_at 0.7 7.2 A A 0.66 0.19 2.9 NC 0.16 gb:BB389904 /DB_XREF=gi:16408769 /DB_XREF=BB389904 /CLONE=C230065P16 /FEA=EST /CNT=2 /TID=Mm.186869.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447213_at 3.3 17.6 A A 0.6 0.39 2.9 NC 0.11 gb:BE853515 /DB_XREF=gi:10311854 /DB_XREF=uw32g06.x1 /CLONE=IMAGE:3418426 /FEA=EST /CNT=2 /TID=Mm.139955.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447333_at 1 5.6 A A 0.69 0.19 2.9 NC 0.5 gb:BG071291 /DB_XREF=gi:12553860 /DB_XREF=H3097B03-3 /CLONE=H3097B03 /FEA=EST /CNT=2 /TID=Mm.36460.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447686_at 1.1 7.1 A A 0.5 0.14 2.9 NC 0.25 gb:AI427549 /DB_XREF=gi:4273475 /DB_XREF=mm10g11.x1 /CLONE=IMAGE:521156 /FEA=EST /CNT=2 /TID=Mm.37911.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447875_x_ 0.6 4.7 A A 0.93 0.5 2.9 NC 0.05 gb:BB332055 /DB_XREF=gi:9040818 /DB_XREF=BB332055 /CLONE=B730043J04 /FEA=EST /CNT=2 /TID=Mm.153551.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447885_x_ 2.9 10.6 A A 0.63 0.14 2.9 NC 0.15 gb:BB450608 /DB_XREF=gi:9311643 /DB_XREF=BB450608 /CLONE=D130004L04 /FEA=EST /CNT=2 /TID=Mm.129755.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448506_at 1.6 9.1 A A 0.8 0.39 2.9 NC 0.26 gb:NM_007618.1 /DB_XREF=gi:6680855 /GEN=Cbg /FEA=FLmRNA /CNT=151 /TID=Mm.2874.1 /TIER=FL+Stack /STK=65 /UG=Mm.2874 /LL=12401 /DEF=
MOE430_2_1448932_at 1.2 9.6 A A 0.56 0.36 2.9 NC 0.5 gb:NM_008470.1 /DB_XREF=gi:6680603 /GEN=Krt1-16 /FEA=FLmRNA /CNT=45 /TID=Mm.19889.1 /TIER=FL+Stack /STK=31 /UG=Mm.19889 /LL=16666 /
MOE430_2_1449146_at 1.2 18.4 A P 0.53 0.01 2.9 NC 0.04 gb:NM_010929.1 /DB_XREF=gi:6754873 /GEN=Notch4 /FEA=FLmRNA /CNT=45 /TID=Mm.173813.1 /TIER=FL+Stack /STK=21 /UG=Mm.173813 /LL=18132
MOE430_2_1449212_at 22.3 167.5 P P 0.008057 0.000244 2.9 I 0.00002 gb:NM_008843.1 /DB_XREF=gi:6679326 /GEN=Pip /FEA=FLmRNA /CNT=38 /TID=Mm.1278.1 /TIER=FL+Stack /STK=18 /UG=Mm.1278 /LL=18716 /DEF=M
MOE430_2_1449421_a_ 1.5 21.8 A P 0.53 0.01 2.9 I 0.000214 gb:NM_134110.1 /DB_XREF=gi:19882204 /GEN=2200002I16Rik /FEA=FLmRNA /CNT=17 /TID=Mm.156736.1 /TIER=FL+Stack /STK=11 /UG=Mm.156736 /L
MOE430_2_1449567_at 1.6 11.8 A P 0.53 0.03 2.9 I 0.001201 gb:NM_031379.1 /DB_XREF=gi:13878200 /GEN=Tktl1 /FEA=FLmRNA /CNT=10 /TID=Mm.25057.1 /TIER=FL /STK=7 /UG=Mm.25057 /LL=83553 /DEF=Mus
MOE430_2_1449666_at 2.9 23.4 A A 0.46 0.12 2.9 NC 0.11 gb:AW555641 /DB_XREF=gi:7201064 /DB_XREF=L0257C07-3 /CLONE=L0257C07 /FEA=EST /CNT=1 /TID=Mm.202133.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449768_at 3.1 24.3 A A 0.53 0.06 2.9 NC 0.03 gb:AV034993 /DB_XREF=gi:4854658 /DB_XREF=AV034993 /CLONE=1600013E21 /FEA=EST /CNT=1 /TID=Mm.52490.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1450160_at 0.6 6.1 A A 0.72 0.39 2.9 NC 0.46 gb:AF065917.1 /DB_XREF=gi:3169665 /GEN=Lif /FEA=FLmRNA /CNT=18 /TID=Mm.4964.1 /TIER=FL /STK=2 /UG=Mm.4964 /LL=16878 /DEF=Mus muscu
MOE430_2_1450179_at 0.8 8.6 A P 0.75 0.01 2.9 NC 0.01 gb:BB212560 /DB_XREF=gi:16352794 /DB_XREF=BB212560 /CLONE=A530001M15 /FEA=FLmRNA /CNT=15 /TID=Mm.159224.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1450246_at 1.1 6.5 A A 0.69 0.66 2.9 NC 0.23 gb:NM_018876.1 /DB_XREF=gi:9256540 /GEN=Fut2 /FEA=FLmRNA /CNT=6 /TID=Mm.57090.1 /TIER=FL /STK=2 /UG=Mm.57090 /LL=14344 /DEF=Mus mu
MOE430_2_1450511_at 1.2 10.1 A A 0.82 0.33 2.9 NC 0.27 gb:U37709.1 /DB_XREF=gi:1017828 /FEA=FLmRNA /CNT=5 /TID=Mm.16148.1 /TIER=FL /STK=1 /UG=Mm.16148 /LL=18198 /UG_GENE=Musk /DEF=Mus 
MOE430_2_1450648_s_ 1.7 12.5 A A 0.8 0.36 2.9 NC 0.16 gb:NM_010379.1 /DB_XREF=gi:6754115 /GEN=H2-Ab1 /FEA=FLmRNA /CNT=82 /TID=Mm.6716.1 /TIER=FL+Stack /STK=42 /UG=Mm.6716 /LL=14961 /DE
MOE430_2_1450673_at 0.8 8.2 A A 0.75 0.17 2.9 NC 0.1 gb:NM_007741.1 /DB_XREF=gi:6680977 /GEN=Col9a2 /FEA=FLmRNA /CNT=56 /TID=Mm.3277.1 /TIER=FL+Stack /STK=30 /UG=Mm.3277 /LL=12840 /DE
MOE430_2_1450991_at 0.8 3.6 A A 0.93 0.63 2.9 NC 0.15 gb:BF319385 /DB_XREF=gi:11268106 /DB_XREF=uy58c01.x1 /CLONE=IMAGE:3663744 /FEA=FLmRNA /CNT=41 /TID=Mm.87433.1 /TIER=Stack /STK=26 
MOE430_2_1451320_at 1.4 11.8 A A 0.97 0.36 2.9 NC 0.003699 gb:BC010306.1 /DB_XREF=gi:16307519 /FEA=FLmRNA /CNT=59 /TID=Mm.23652.1 /TIER=FL+Stack /STK=37 /UG=Mm.23652 /LL=73167 /UG_GENE=3110
MOE430_2_1451331_at 38.7 267.6 A P 0.09 0.000732 2.9 I 0.00002 gb:BC026568.1 /DB_XREF=gi:20072025 /FEA=FLmRNA /CNT=85 /TID=Mm.28497.1 /TIER=FL+Stack /STK=36 /UG=Mm.28497 /DEF=Mus musculus, clone 
MOE430_2_1451664_x_ 1 11.5 A A 0.75 0.24 2.9 NC 0.5 gb:AF283248.1 /DB_XREF=gi:9965808 /GEN=Ly49G /FEA=FLmRNA /CNT=4 /TID=Mm.193478.2 /TIER=FL /STK=3 /UG=Mm.193478 /LL=16638 /DEF=Mus
MOE430_2_1451706_a_ 0.3 7.2 A A 0.88 0.33 2.9 NC 0.02 gb:AF256198.1 /DB_XREF=gi:11055260 /GEN=Gabra6 /FEA=FLmRNA /CNT=4 /TID=Mm.4915.2 /TIER=FL /STK=2 /UG=Mm.4915 /LL=14399 /DEF=Mus m
MOE430_2_1451709_at 0.6 10.9 A A 0.66 0.39 2.9 NC 0.04 gb:AF167567.1 /DB_XREF=gi:18026694 /FEA=FLmRNA /CNT=3 /TID=Mm.4191.3 /TIER=FL /STK=1 /UG=Mm.4191 /LL=18390 /UG_GENE=Oprm /DEF=Mu
MOE430_2_1452212_at 6 24.4 A A 0.46 0.27 2.9 NC 0.03 gb:AK003174.1 /DB_XREF=gi:12833674 /GEN=Lmna /FEA=mRNA /CNT=65 /TID=Mm.3438.3 /TIER=ConsEnd /STK=1 /UG=Mm.3438 /LL=16905 /UG_TITLE
MOE430_2_1452470_at 0.7 11.8 A A 0.9 0.24 2.9 NC 0.09 gb:BC019716.1 /DB_XREF=gi:18044321 /FEA=mRNA /CNT=9 /TID=Mm.210407.1 /TIER=ConsEnd /STK=0 /UG=Mm.210407 /UG_TITLE=Mus musculus, clon
MOE430_2_1452914_at 1.3 11.3 A A 0.6 0.27 2.9 NC 0.5 gb:AK010587.1 /DB_XREF=gi:12846138 /FEA=mRNA /CNT=47 /TID=Mm.220888.1 /TIER=Stack /STK=21 /UG=Mm.220888 /LL=70229 /UG_GENE=2410024
MOE430_2_1453076_at 2.1 11.3 A A 0.82 0.39 2.9 NC 0.05 gb:AK020278.1 /DB_XREF=gi:12860815 /FEA=mRNA /CNT=14 /TID=Mm.6922.1 /TIER=Stack /STK=8 /UG=Mm.6922 /LL=78241 /UG_GENE=9130211I03Rik
MOE430_2_1453407_at 1 7.5 A A 0.85 0.43 2.9 NC 0.19 gb:AK006092.1 /DB_XREF=gi:12839010 /FEA=mRNA /CNT=5 /TID=Mm.45304.1 /TIER=ConsEnd /STK=4 /UG=Mm.45304 /LL=75528 /UG_GENE=1700018L
MOE430_2_1453809_at 2.1 9.2 A A 0.91 0.14 2.9 MI 0.00225 gb:AK008654.1 /DB_XREF=gi:12842977 /FEA=mRNA /CNT=7 /TID=Mm.32861.1 /TIER=ConsEnd /STK=0 /UG=Mm.32861 /LL=76942 /UG_GENE=2210003I0
MOE430_2_1453944_at 0.6 10.5 A A 0.5 0.21 2.9 NC 0.5 gb:AK017398.1 /DB_XREF=gi:12856618 /FEA=mRNA /CNT=2 /TID=Mm.79676.1 /TIER=ConsEnd /STK=1 /UG=Mm.79676 /LL=71357 /UG_GENE=5430435K
MOE430_2_1454207_at 0.2 6.3 A A 0.87 0.43 2.9 NC 0.01 gb:AK021247.1 /DB_XREF=gi:12862075 /FEA=mRNA /CNT=1 /TID=Mm.159959.1 /TIER=ConsEnd /STK=0 /UG=Mm.159959 /LL=77623 /UG_GENE=C43003
MOE430_2_1454379_at 1.2 9.6 A A 0.69 0.39 2.9 NC 0.35 gb:AK017499.1 /DB_XREF=gi:12856766 /FEA=mRNA /CNT=2 /TID=Mm.53976.1 /TIER=ConsEnd /STK=0 /UG=Mm.53976 /LL=70488 /UG_GENE=5730405O
MOE430_2_1454533_at 1 10.9 A A 0.93 0.45 2.9 NC 0.29 gb:AK020505.1 /DB_XREF=gi:12861109 /FEA=mRNA /CNT=1 /TID=Mm.159908.1 /TIER=ConsEnd /STK=0 /UG=Mm.159908 /LL=77375 /UG_GENE=943008
MOE430_2_1454555_at 1.9 6.2 A A 0.69 0.33 2.9 NC 0.06 gb:AK015560.1 /DB_XREF=gi:12853950 /FEA=mRNA /CNT=1 /TID=Mm.159370.1 /TIER=ConsEnd /STK=0 /UG=Mm.159370 /LL=74920 /UG_GENE=493047
MOE430_2_1455140_at 1.5 16.1 A A 0.75 0.27 2.9 NC 0.41 gb:AV376568 /DB_XREF=gi:15412300 /DB_XREF=AV376568 /CLONE=9130211A20 /FEA=EST /CNT=28 /TID=Mm.33118.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455516_at 0.3 3.6 A A 0.96 0.63 2.9 NC 0.17 gb:BG065199 /DB_XREF=gi:12547762 /DB_XREF=H3028D07-3 /CLONE=H3028D07 /FEA=EST /CNT=15 /TID=Mm.102025.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456269_at 1.8 11.9 A A 0.53 0.46 2.9 NC 0.5 gb:AU018904 /DB_XREF=gi:3374394 /DB_XREF=AU018904 /CLONE=J0509G08 /FEA=EST /CNT=15 /TID=Mm.21815.1 /TIER=Stack /STK=12 /UG=Mm.21
MOE430_2_1456299_at 0.7 5.9 A A 0.72 0.27 2.9 NC 0.19 gb:BB554217 /DB_XREF=gi:16448402 /DB_XREF=BB554217 /CLONE=E330012B07 /FEA=EST /CNT=12 /TID=Mm.170402.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456335_at 0.5 7.9 A A 0.91 0.72 2.9 NC 0.3 gb:BB258317 /DB_XREF=gi:8951150 /DB_XREF=BB258317 /CLONE=A730084B09 /FEA=EST /CNT=14 /TID=Mm.131665.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1457660_x_ 0.5 3.1 A A 0.53 0.12 2.9 NC 0.31 gb:BB224233 /DB_XREF=gi:8892845 /DB_XREF=BB224233 /CLONE=A530085L18 /FEA=EST /CNT=4 /TID=Mm.137426.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1458331_x_ 1.4 9.7 A A 0.62 0.3 2.9 NC 0.41 gb:BB081581 /DB_XREF=gi:8646641 /DB_XREF=BB081581 /CLONE=9330170A04 /FEA=EST /CNT=3 /TID=Mm.200622.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458458_at 1.9 13.6 A P 0.56 0.01 2.9 NC 0.01 gb:BB198799 /DB_XREF=gi:15409646 /DB_XREF=BB198799 /CLONE=A430007E02 /FEA=EST /CNT=6 /TID=Mm.208029.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458655_at 3 9.5 A A 0.72 0.12 2.9 NC 0.008511 gb:AU018221 /DB_XREF=gi:3373711 /DB_XREF=AU018221 /CLONE=J0750D08 /FEA=EST /CNT=4 /TID=Mm.35266.1 /TIER=ConsEnd /STK=2 /UG=Mm.35
MOE430_2_1458870_x_ 1.8 14.1 A A 0.46 0.11 2.9 NC 0.29 gb:BG083658 /DB_XREF=gi:12566226 /DB_XREF=H3090F08-5 /CLONE=H3090F08 /FEA=EST /CNT=3 /TID=Mm.173297.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458915_at 1.1 8.1 A A 0.72 0.3 2.9 NC 0.31 gb:C77949 /DB_XREF=gi:2518279 /DB_XREF=C77949 /CLONE=J0040D03 /FEA=EST /CNT=3 /TID=Mm.172672.1 /TIER=ConsEnd /STK=2 /UG=Mm.17267
MOE430_2_1459114_at 1.1 9.4 A A 0.79 0.24 2.9 NC 0.09 gb:BG072345 /DB_XREF=gi:12554914 /DB_XREF=H3109E02-3 /CLONE=H3109E02 /FEA=EST /CNT=3 /TID=Mm.173943.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459865_x_ 5.8 71.9 A M 0.14 0.05 2.9 NC 0.29 gb:AV278384 /DB_XREF=gi:6266421 /DB_XREF=AV278384 /CLONE=4933401L14 /FEA=EST /CNT=2 /TID=Mm.200622.3 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460640_at 1.1 6.6 A A 0.8 0.46 2.9 NC 0.06 gb:NM_009720.1 /DB_XREF=gi:6753135 /GEN=Atox1 /FEA=FLmRNA /CNT=114 /TID=Mm.9703.1 /TIER=FL+Stack /STK=96 /UG=Mm.9703 /LL=11927 /DE
MOE430_2_1415931_at 1.7 9.9 A M 0.82 0.05 2.8 I 0.001077 gb:M14951.1 /DB_XREF=gi:193484 /FEA=FLmRNA /CNT=323 /TID=Mm.3862.1 /TIER=FL /STK=1 /UG=Mm.3862 /LL=16002 /UG_GENE=Igf2 /UG_TITLE=in
MOE430_2_1416271_at 7.4 44.5 A P 0.17 0.000732 2.8 I 0.00002 gb:NM_022032.1 /DB_XREF=gi:11528519 /GEN=Perp-pending /FEA=FLmRNA /CNT=250 /TID=Mm.28209.1 /TIER=FL+Stack /STK=103 /UG=Mm.28209 /LL
MOE430_2_1417160_s_ 561.3 3548.7 P P 0.000244 0.000244 2.8 I 0.00002 gb:NM_007969.1 /DB_XREF=gi:6679716 /GEN=Expi /FEA=FLmRNA /CNT=81 /TID=Mm.1650.1 /TIER=FL+Stack /STK=54 /UG=Mm.1650 /LL=14038 /DEF=M
MOE430_2_1417347_at 0.7 4.4 A A 0.9 0.5 2.8 NC 0.39 gb:BG084230 /DB_XREF=gi:12566794 /DB_XREF=H3097H07-5 /CLONE=H3097H07 /FEA=FLmRNA /CNT=83 /TID=Mm.24163.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1417589_at 0.6 5 A A 0.78 0.6 2.8 NC 0.31 gb:AK019995.1 /DB_XREF=gi:12860437 /FEA=FLmRNA /CNT=92 /TID=Mm.38441.1 /TIER=ConsEnd /STK=2 /UG=Mm.38441 /LL=14425 /UG_GENE=Galnt3
MOE430_2_1418139_at 1.2 12.6 A P 0.53 0.01 2.8 NC 0.01 gb:AB011678.1 /DB_XREF=gi:3641670 /FEA=FLmRNA /CNT=90 /TID=Mm.12871.1 /TIER=FL+Stack /STK=29 /UG=Mm.12871 /LL=13193 /UG_GENE=Dcx /
MOE430_2_1418438_at 2.4 7.2 A A 0.6 0.42 2.8 NC 0.36 gb:NM_007980.1 /DB_XREF=gi:6679736 /GEN=Fabp2 /FEA=FLmRNA /CNT=87 /TID=Mm.28398.1 /TIER=FL+Stack /STK=23 /UG=Mm.28398 /LL=14079 /D
MOE430_2_1419197_x_ 1.9 14.6 A A 0.66 0.24 2.8 NC 0.06 gb:NM_032541.1 /DB_XREF=gi:14211541 /GEN=Hamp /FEA=FLmRNA /CNT=18 /TID=Mm.23995.1 /TIER=FL+Stack /STK=12 /UG=Mm.23995 /LL=84506 /D
MOE430_2_1419643_s_ 1.4 10.9 A P 0.43 0.04 2.8 NC 0.29 gb:NM_026336.1 /DB_XREF=gi:13385839 /GEN=2310057J18Rik /FEA=FLmRNA /CNT=96 /TID=Mm.28281.1 /TIER=FL /STK=7 /UG=Mm.28281 /LL=67719 /
MOE430_2_1419707_at 1 10.3 A A 0.49 0.08 2.8 NC 0.004073 gb:NM_013707.1 /DB_XREF=gi:8567365 /GEN=Krtap14 /FEA=FLmRNA /CNT=18 /TID=Mm.3502.1 /TIER=FL /STK=7 /UG=Mm.3502 /LL=23927 /DEF=Mus 
MOE430_2_1420065_at 1.3 8.1 A A 0.82 0.82 2.8 NC 0.51 gb:C79967 /DB_XREF=gi:2520297 /DB_XREF=C79967 /CLONE=J0074E08 /FEA=EST /CNT=1 /TID=Mm.197887.1 /TIER=ConsEnd /STK=0 /UG=Mm.19788
MOE430_2_1420079_at 0.5 5.1 A P 0.8 0.01 2.8 NC 0.04 gb:AI326092 /DB_XREF=gi:4060521 /DB_XREF=ms85h09.x1 /CLONE=IMAGE:618401 /FEA=EST /CNT=1 /TID=Mm.20074.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420135_at 1.8 12.6 A A 0.66 0.46 2.8 NC 0.17 gb:AI174045 /DB_XREF=gi:3720187 /DB_XREF=ud67a11.x1 /CLONE=IMAGE:1450940 /FEA=EST /CNT=1 /TID=Mm.48708.3 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420169_at 0.2 1.8 A A 0.99 0.75 2.8 NC 0.02 gb:AA517841 /DB_XREF=gi:2257365 /DB_XREF=vh82b08.r1 /CLONE=IMAGE:893463 /FEA=EST /CNT=1 /TID=Mm.204204.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420285_at 0.5 4.3 A A 0.99 0.39 2.8 NC 0.008511 gb:BB087707 /DB_XREF=gi:8653494 /DB_XREF=BB087707 /CLONE=9430012D23 /FEA=EST /CNT=1 /TID=Mm.119215.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1421370_a_ 0.9 11.1 A M 0.72 0.05 2.8 NC 0.09 gb:NM_019451.1 /DB_XREF=gi:9506806 /GEN=Il1f5 /FEA=FLmRNA /CNT=7 /TID=Mm.29261.1 /TIER=FL /STK=2 /UG=Mm.29261 /LL=54450 /DEF=Mus mu
MOE430_2_1421532_at 1.3 7.7 A A 0.6 0.24 2.8 MI 0.00225 gb:NM_080468.1 /DB_XREF=gi:17978287 /GEN=Gpr106 /FEA=FLmRNA /CNT=5 /TID=Mm.207064.1 /TIER=FL /STK=2 /UG=Mm.207064 /LL=140498 /DEF=



MOE430_2_1421656_at 1.3 12.6 A A 0.53 0.11 2.8 NC 0.18 gb:NM_011897.1 /DB_XREF=gi:6755651 /GEN=Spry2 /FEA=FLmRNA /CNT=3 /TID=Mm.89982.1 /TIER=FL /STK=2 /UG=Mm.89982 /LL=24064 /DEF=Mus m
MOE430_2_1421769_at 2.3 12.9 A A 0.66 0.11 2.8 NC 0.25 gb:NM_010725.1 /DB_XREF=gi:6754561 /GEN=Lmx1b /FEA=FLmRNA /CNT=2 /TID=Mm.57111.1 /TIER=FL /STK=2 /UG=Mm.57111 /LL=16917 /DEF=Mus 
MOE430_2_1422542_at 0.4 3.5 A A 0.95 0.6 2.8 NC 0.1 gb:NM_011823.1 /DB_XREF=gi:6754053 /GEN=Gpr34 /FEA=FLmRNA /CNT=58 /TID=Mm.89979.1 /TIER=FL+Stack /STK=41 /UG=Mm.89979 /LL=23890 /D
MOE430_2_1422652_at 1.2 7.7 A A 0.78 0.5 2.8 NC 0.01 gb:NM_007774.1 /DB_XREF=gi:6724316 /GEN=Cryga /FEA=FLmRNA /CNT=38 /TID=Mm.20176.1 /TIER=FL+Stack /STK=21 /UG=Mm.20176 /LL=12964 /D
MOE430_2_1422741_a_ 0.8 11.3 A A 0.6 0.09 2.8 NC 0.07 gb:AV255109 /DB_XREF=gi:15405315 /DB_XREF=AV255109 /CLONE=4921516O12 /FEA=FLmRNA /CNT=81 /TID=Mm.181039.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423017_a_ 478.8 3594.7 P P 0.000244 0.000244 2.8 I 0.00002 gb:NM_031167.1 /DB_XREF=gi:13624316 /GEN=Il1rn /FEA=FLmRNA /CNT=4 /TID=Mm.882.1 /TIER=FL /STK=0 /UG=Mm.882 /LL=16181 /DEF=Mus muscu
MOE430_2_1423226_at 1.1 6.7 A A 0.75 0.21 2.8 NC 0.009292 gb:BE686578 /DB_XREF=gi:10074202 /DB_XREF=uw01b08.x1 /CLONE=IMAGE:3415383 /FEA=FLmRNA /CNT=141 /TID=Mm.4046.1 /TIER=Stack /STK=34 
MOE430_2_1424162_at 3.1 20.6 A A 0.43 0.09 2.8 NC 0.13 gb:BC027353.1 /DB_XREF=gi:20071234 /FEA=FLmRNA /CNT=76 /TID=Mm.28419.1 /TIER=FL+Stack /STK=48 /UG=Mm.28419 /LL=72169 /UG_GENE=Trim
MOE430_2_1424221_at 2.3 10.6 A A 0.3 0.33 2.8 NC 0.5 gb:BC021842.1 /DB_XREF=gi:18256869 /FEA=FLmRNA /CNT=57 /TID=Mm.82624.1 /TIER=FL+Stack /STK=45 /UG=Mm.82624 /DEF=Mus musculus, clone 
MOE430_2_1424295_at 0.8 7.4 A A 0.82 0.46 2.8 NC 0.5 gb:AY082485.1 /DB_XREF=gi:20086232 /FEA=FLmRNA /CNT=80 /TID=Mm.27982.1 /TIER=FL+Stack /STK=39 /UG=Mm.27982 /LL=73708 /UG_GENE=2410
MOE430_2_1424402_at 0.6 11.6 A A 0.63 0.06 2.8 I 0.000552 gb:BC017648.1 /DB_XREF=gi:17160983 /FEA=FLmRNA /CNT=88 /TID=Mm.37819.1 /TIER=FL+Stack /STK=34 /UG=Mm.37819 /LL=70731 /UG_GENE=6330
MOE430_2_1424633_at 43.1 222 P P 0.03 0.000244 2.8 I 0.00002 gb:AF428262.1 /DB_XREF=gi:16755793 /GEN=Camk1g /FEA=FLmRNA /CNT=31 /TID=Mm.40329.1 /TIER=FL+Stack /STK=22 /UG=Mm.40329 /DEF=Mus m
MOE430_2_1424793_a_ 1.1 4.7 A A 0.94 0.56 2.8 NC 0.01 gb:AF307146.1 /DB_XREF=gi:16973444 /FEA=FLmRNA /CNT=22 /TID=Mm.20109.1 /TIER=FL+Stack /STK=16 /UG=Mm.20109 /LL=76400 /UG_GENE=1700
MOE430_2_1425233_at 1.8 12.3 A A 0.85 0.21 2.8 NC 0.14 gb:BC019553.1 /DB_XREF=gi:18044138 /FEA=FLmRNA /CNT=8 /TID=Mm.58038.1 /TIER=FL /STK=4 /UG=Mm.58038 /DEF=Mus musculus, Similar to Solut
MOE430_2_1425655_at 0.3 2.9 A A 0.96 0.69 2.8 NC 0.2 gb:AF345291.1 /DB_XREF=gi:14030400 /GEN=Krtap16.1 /FEA=FLmRNA /CNT=10 /TID=Mm.196827.1 /TIER=FL /STK=1 /UG=Mm.196827 /LL=170651 /DE
MOE430_2_1425945_at 0.8 7.2 A A 0.88 0.3 2.8 NC 0.28 gb:BC024577.1 /DB_XREF=gi:19353761 /FEA=FLmRNA /CNT=2 /TID=Mm.219542.1 /TIER=FL /STK=1 /UG=Mm.219542 /DEF=Mus musculus, clone MGC:3
MOE430_2_1426032_at 3.1 14.9 A A 0.75 0.5 2.8 NC 0.03 gb:AF289078.1 /DB_XREF=gi:13936688 /FEA=FLmRNA /CNT=1 /TID=Mm.116802.4 /TIER=FL /STK=1 /UG=Mm.116802 /LL=18019 /UG_GENE=Nfatc2 /DE
MOE430_2_1426324_at 1.6 10.2 A A 0.78 0.39 2.8 NC 0.5 gb:M33151.1 /DB_XREF=gi:199556 /FEA=FLmRNA /CNT=66 /TID=Mm.196214.2 /TIER=FL /STK=0 /UG=Mm.196214 /LL=14980 /UG_GENE=H2-L /UG_TIT
MOE430_2_1426412_at 0.6 4.5 A A 0.72 0.53 2.8 NC 0.5 gb:AK005073.1 /DB_XREF=gi:12836749 /GEN=Neurod1 /FEA=FLmRNA /CNT=71 /TID=Mm.4636.1 /TIER=Stack /STK=26 /UG=Mm.4636 /LL=18012 /UG_T
MOE430_2_1427007_at 0.8 9.6 A A 0.46 0.3 2.8 NC 0.5 gb:AK004734.1 /DB_XREF=gi:12836129 /FEA=mRNA /CNT=48 /TID=Mm.31363.1 /TIER=Stack /STK=26 /UG=Mm.31363 /LL=74131 /UG_GENE=1200013B0
MOE430_2_1427184_at 0.5 8.7 A A 0.97 0.24 2.8 NC 0.06 gb:BF318536 /DB_XREF=gi:11267047 /DB_XREF=ux11b06.x1 /CLONE=IMAGE:3471155 /FEA=mRNA /CNT=24 /TID=Mm.154149.1 /TIER=Stack /STK=11 /
MOE430_2_1427215_at 0.5 9 A A 0.78 0.26 2.8 NC 0.31 gb:BC021774.1 /DB_XREF=gi:18255717 /FEA=mRNA /CNT=22 /TID=Mm.200551.1 /TIER=Stack /STK=8 /UG=Mm.200551 /LL=101523 /UG_GENE=AI31561
MOE430_2_1427419_x_ 0.7 3.7 A A 0.8 0.16 2.8 NC 0.03 gb:AJ131357.2 /DB_XREF=gi:7159931 /GEN=CCR9 /FEA=mRNA /CNT=12 /TID=Mm.42258.2 /TIER=ConsEnd /STK=1 /UG=Mm.42258 /LL=12769 /DEF=M
MOE430_2_1427667_s_ 1.4 12.7 A A 0.69 0.08 2.8 NC 0.02 gb:AI021643 /DB_XREF=gi:3235979 /DB_XREF=ub13h01.r1 /CLONE=IMAGE:1366897 /FEA=mRNA /CNT=2 /TID=Mm.196320.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427747_a_ 0.3 7.6 A A 0.56 0.11 2.8 NC 0.01 gb:X14607.1 /DB_XREF=gi:49710 /FEA=mRNA /CNT=1 /TID=Mm.9537.1 /TIER=ConsEnd /STK=0 /UG=Mm.9537 /LL=16819 /UG_GENE=Lcn2 /UG_TITLE=l
MOE430_2_1427769_x_ 0.9 10.5 A A 0.78 0.6 2.8 NC 0.12 gb:X67685.1 /DB_XREF=gi:53299 /GEN=Mylc /FEA=mRNA /CNT=1 /TID=Mm.197678.1 /TIER=ConsEnd /STK=0 /UG=Mm.197678 /LL=17897 /DEF=M.musc
MOE430_2_1429067_at 1.5 8.7 A A 0.72 0.75 2.8 NC 0.64 gb:AK009171.1 /DB_XREF=gi:12843801 /FEA=mRNA /CNT=23 /TID=Mm.38081.1 /TIER=Stack /STK=13 /UG=Mm.38081 /LL=69543 /UG_GENE=2310005G0
MOE430_2_1429536_at 2.4 10.6 A A 0.56 0.39 2.8 NC 0.5 gb:AV234038 /DB_XREF=gi:16386109 /DB_XREF=AV234038 /CLONE=4632428L22 /FEA=mRNA /CNT=53 /TID=Mm.33622.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1429571_a_ 0.4 4.8 A A 0.93 0.46 2.8 NC 0.23 gb:AK006187.1 /DB_XREF=gi:12839147 /FEA=mRNA /CNT=18 /TID=Mm.55848.1 /TIER=Stack /STK=14 /UG=Mm.55848 /LL=67652 /UG_GENE=4930540L0
MOE430_2_1430213_at 1.8 12.6 A A 0.78 0.5 2.8 NC 0.09 gb:AK017287.1 /DB_XREF=gi:12856451 /FEA=mRNA /CNT=9 /TID=Mm.156911.1 /TIER=ConsEnd /STK=3 /UG=Mm.156911 /LL=71330 /UG_GENE=543040
MOE430_2_1430382_at 2.8 14.8 A A 0.46 0.27 2.8 NC 0.29 gb:AI464127 /DB_XREF=gi:4318157 /DB_XREF=vc31a05.x1 /CLONE=IMAGE:776144 /FEA=mRNA /CNT=6 /TID=Mm.33844.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430622_at 1.8 11.8 A A 0.56 0.17 2.8 NC 0.33 gb:AW764291 /DB_XREF=gi:7696243 /DB_XREF=ur74b12.x1 /CLONE=IMAGE:3155999 /FEA=mRNA /CNT=10 /TID=Mm.80613.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430707_s_ 1 10.5 A A 0.56 0.14 2.8 NC 0.005409 gb:AK006750.1 /DB_XREF=gi:12839990 /FEA=mRNA /CNT=6 /TID=Mm.196072.1 /TIER=ConsEnd /STK=1 /UG=Mm.196072 /LL=73384 /UG_GENE=170005
MOE430_2_1430802_at 2.4 10.1 A A 0.9 0.6 2.8 NC 0.17 gb:AK013097.1 /DB_XREF=gi:12850245 /GEN=H2-Q8 /FEA=mRNA /CNT=5 /TID=Mm.212538.1 /TIER=ConsEnd /STK=1 /UG=Mm.212538 /LL=15019 /UG_
MOE430_2_1431227_at 5.6 25.3 A A 0.75 0.3 2.8 NC 0.08 gb:BB652443 /DB_XREF=gi:16486389 /DB_XREF=BB652443 /CLONE=C430019H13 /FEA=mRNA /CNT=7 /TID=Mm.21966.3 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431444_at 0.6 6.7 A A 0.97 0.75 2.8 NC 0.21 gb:BB073296 /DB_XREF=gi:16260181 /DB_XREF=BB073296 /CLONE=9230104E06 /FEA=mRNA /CNT=8 /TID=Mm.160060.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1431649_at 0.6 8 A A 0.87 0.46 2.8 NC 0.04 gb:AK016859.1 /DB_XREF=gi:12855819 /FEA=mRNA /CNT=2 /TID=Mm.195600.1 /TIER=ConsEnd /STK=1 /UG=Mm.195600 /LL=71156 /UG_GENE=493342
MOE430_2_1432070_at 0.5 6.2 A A 0.87 0.46 2.8 NC 0.09 gb:AK014864.1 /DB_XREF=gi:12852954 /FEA=mRNA /CNT=1 /TID=Mm.158496.1 /TIER=ConsEnd /STK=0 /UG=Mm.158496 /LL=70924 /UG_GENE=492151
MOE430_2_1432191_at 1.9 13.1 A A 0.66 0.5 2.8 NC 0.35 gb:AK016058.1 /DB_XREF=gi:12854646 /GEN=Clcn4-2 /FEA=mRNA /CNT=1 /TID=Mm.220138.1 /TIER=ConsEnd /STK=0 /UG=Mm.220138 /UG_TITLE=Mu
MOE430_2_1432725_at 0.9 8.3 A A 0.87 0.36 2.8 NC 0.14 gb:AK015390.1 /DB_XREF=gi:12853713 /FEA=mRNA /CNT=2 /TID=Mm.78492.1 /TIER=ConsEnd /STK=0 /UG=Mm.78492 /LL=74658 /UG_GENE=4930445G
MOE430_2_1432831_at 1.4 9.4 A A 0.85 0.33 2.8 NC 0.05 gb:BB268526 /DB_XREF=gi:16400498 /DB_XREF=BB268526 /CLONE=A830035J16 /FEA=mRNA /CNT=2 /TID=Mm.211744.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432926_at 1.3 12.6 A A 0.69 0.3 2.8 NC 0.5 gb:AK013759.1 /DB_XREF=gi:12851246 /FEA=mRNA /CNT=1 /TID=Mm.158930.1 /TIER=ConsEnd /STK=0 /UG=Mm.158930 /LL=73039 /UG_GENE=290006
MOE430_2_1433092_at 0.6 5.1 A A 0.6 0.43 2.8 NC 0.36 gb:AK014233.1 /DB_XREF=gi:12851953 /FEA=mRNA /CNT=1 /TID=Mm.158965.1 /TIER=ConsEnd /STK=0 /UG=Mm.158965 /LL=73188 /UG_GENE=311006
MOE430_2_1433172_at 1.2 5.1 A A 0.63 0.42 2.8 NC 0.11 gb:AK014197.1 /DB_XREF=gi:12851897 /FEA=mRNA /CNT=1 /TID=Mm.158970.1 /TIER=ConsEnd /STK=0 /UG=Mm.158970 /LL=73238 /UG_GENE=311004
MOE430_2_1433270_at 1.8 15.6 A A 0.6 0.24 2.8 NC 0.02 gb:AK020543.1 /DB_XREF=gi:12861155 /FEA=mRNA /CNT=1 /TID=Mm.159913.1 /TIER=ConsEnd /STK=0 /UG=Mm.159913 /LL=77406 /UG_GENE=953000
MOE430_2_1433392_at 0.4 3.1 A A 0.91 0.66 2.8 NC 0.05 gb:AK014370.1 /DB_XREF=gi:12852175 /FEA=mRNA /CNT=1 /TID=Mm.158818.1 /TIER=ConsEnd /STK=0 /UG=Mm.158818 /LL=72411 /UG_GENE=330000
MOE430_2_1436176_at 0.9 7 A A 0.71 0.3 2.8 NC 0.13 gb:BB464622 /DB_XREF=gi:16427009 /DB_XREF=BB464622 /CLONE=D130093F21 /FEA=EST /CNT=19 /TID=Mm.220906.4 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436638_at 1.9 10.9 A A 0.87 0.39 2.8 NC 0.11 gb:BB768054 /DB_XREF=gi:16210632 /DB_XREF=BB768054 /CLONE=G370081D09 /FEA=EST /CNT=9 /TID=Mm.200922.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436931_at 0.4 3.8 A A 0.78 0.33 2.8 NC 0.14 gb:AV255458 /DB_XREF=gi:16388202 /DB_XREF=AV255458 /CLONE=4921520G02 /FEA=EST /CNT=44 /TID=Mm.32654.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1437173_at 2.9 19.4 A A 0.56 0.06 2.8 NC 0.02 gb:BB532532 /DB_XREF=gi:16446113 /DB_XREF=BB532532 /CLONE=E030025H16 /FEA=EST /CNT=219 /TID=Mm.136736.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1438950_x_ 4.6 38.2 A A 0.33 0.09 2.8 NC 0.5 gb:BB533403 /DB_XREF=gi:9585332 /DB_XREF=BB533403 /CLONE=E030030A10 /FEA=EST /CNT=9 /TID=Mm.34315.7 /TIER=Stack /STK=9 /UG=Mm.34
MOE430_2_1439134_s_ 1.9 11.4 A A 0.6 0.06 2.8 NC 0.01 gb:AV267216 /DB_XREF=gi:6255253 /DB_XREF=AV267216 /CLONE=4930524J20 /FEA=EST /CNT=11 /TID=Mm.40107.2 /TIER=Stack /STK=8 /UG=Mm.40
MOE430_2_1439351_at 1.2 8.5 A A 0.66 0.21 2.8 NC 0.35 gb:BB130655 /DB_XREF=gi:16266303 /DB_XREF=BB130655 /CLONE=9630046H06 /FEA=EST /CNT=8 /TID=Mm.208445.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439402_at 0.4 2.8 A A 0.72 0.69 2.8 NC 0.72 gb:AV258073 /DB_XREF=gi:6245532 /DB_XREF=AV258073 /CLONE=4922501L11 /FEA=EST /CNT=8 /TID=Mm.87044.1 /TIER=Stack /STK=8 /UG=Mm.870
MOE430_2_1439625_at 1 14.3 A M 0.74 0.05 2.8 NC 0.09 gb:AI558108 /DB_XREF=gi:4508346 /DB_XREF=vw05a10.x1 /CLONE=IMAGE:1242906 /FEA=EST /CNT=8 /TID=Mm.7053.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1440610_at 0.6 14.2 A A 0.86 0.09 2.8 NC 0.04 gb:BB265532 /DB_XREF=gi:16400291 /DB_XREF=BB265532 /CLONE=A830020P03 /FEA=EST /CNT=5 /TID=Mm.208704.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440993_at 0.5 3.4 A A 0.98 0.85 2.8 NC 0.37 gb:BB667477 /DB_XREF=gi:16398926 /DB_XREF=BB667477 /CLONE=C730016I12 /FEA=EST /CNT=7 /TID=Mm.36341.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441034_at 4.5 26.9 A A 0.75 0.43 2.8 NC 0.04 gb:BB184062 /DB_XREF=gi:16270308 /DB_XREF=BB184062 /CLONE=A330005P19 /FEA=EST /CNT=6 /TID=Mm.208729.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441223_at 3.1 14.1 A A 0.5 0.24 2.8 NC 0.15 gb:BB260801 /DB_XREF=gi:16399932 /DB_XREF=BB260801 /CLONE=A730096A09 /FEA=EST /CNT=5 /TID=Mm.114825.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441337_at 2.2 12.4 A A 0.72 0.39 2.8 NC 0.1 gb:BE948900 /DB_XREF=gi:10526659 /DB_XREF=UI-M-BH3-avk-h-07-0-UI.s1 /CLONE=UI-M-BH3-avk-h-07-0-UI /FEA=EST /CNT=6 /TID=Mm.150514.
MOE430_2_1441853_at 0.1 1.8 A A 0.91 0.75 2.8 NC 0.04 gb:BB238853 /DB_XREF=gi:8921316 /DB_XREF=BB238853 /CLONE=A630074C19 /FEA=EST /CNT=4 /TID=Mm.121187.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442211_at 1.3 7.7 A A 0.91 0.24 2.8 NC 0.03 gb:C78893 /DB_XREF=gi:2519223 /DB_XREF=C78893 /CLONE=J0057A02 /FEA=EST /CNT=5 /TID=Mm.43904.1 /TIER=ConsEnd /STK=3 /UG=Mm.43904 /
MOE430_2_1442433_at 0.8 10.4 A P 0.66 0.01 2.8 NC 0.003041 gb:AI464159 /DB_XREF=gi:4318189 /DB_XREF=vc40g10.x1 /CLONE=IMAGE:777090 /FEA=EST /CNT=5 /TID=Mm.36624.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442631_at 0.4 5.5 A A 0.46 0.24 2.8 NC 0.5 gb:BM935306 /DB_XREF=gi:19394458 /DB_XREF=UI-M-BH3-ari-f-09-0-UI.r1 /CLONE=UI-M-BH3-ari-f-09-0-UI /FEA=EST /CNT=4 /TID=Mm.186112.1 /
MOE430_2_1442677_at 0.5 5.6 A P 0.82 0.03 2.8 NC 0.04 gb:AU017542 /DB_XREF=gi:3373032 /DB_XREF=AU017542 /CLONE=J0740E11 /FEA=EST /CNT=4 /TID=Mm.13504.1 /TIER=ConsEnd /STK=3 /UG=Mm.13
MOE430_2_1442813_at 1 6.5 A A 0.77 0.19 2.8 NC 0.03 gb:BB266350 /DB_XREF=gi:16400344 /DB_XREF=BB266350 /CLONE=A830025D24 /FEA=EST /CNT=5 /TID=Mm.125464.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442846_at 1 8.2 A A 0.8 0.33 2.8 NC 0.03 gb:BB469592 /DB_XREF=gi:16427667 /DB_XREF=BB469592 /CLONE=D230026G23 /FEA=EST /CNT=4 /TID=Mm.207350.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442868_at 0.6 10.3 A A 0.96 0.46 2.8 MI 0.00225 gb:BB632665 /DB_XREF=gi:16469234 /DB_XREF=BB632665 /CLONE=A230073N08 /FEA=EST /CNT=4 /TID=Mm.193276.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443140_at 0.6 5.4 A A 0.6 0.3 2.8 NC 0.15 gb:BB155514 /DB_XREF=gi:16268263 /DB_XREF=BB155514 /CLONE=A130026H04 /FEA=EST /CNT=3 /TID=Mm.213256.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443851_at 0.7 10.4 A A 0.56 0.14 2.8 NC 0.06 gb:BE980275 /DB_XREF=gi:10647983 /DB_XREF=UI-M-BG2-bcg-d-01-0-UI.s1 /CLONE=UI-M-BG2-bcg-d-01-0-UI /FEA=EST /CNT=3 /TID=Mm.151153.
MOE430_2_1443892_at 0.2 0.7 A A 0.99 0.82 2.8 NC 0.05 gb:BM216855 /DB_XREF=gi:17775816 /DB_XREF=C0887C01-3 /CLONE=C0887C01 /FEA=EST /CNT=9 /TID=Mm.24535.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444105_at 7 30.1 A P 0.24 0.001953 2.8 I 0.000346 gb:AW214292 /DB_XREF=gi:6520778 /DB_XREF=uo45h07.x2 /CLONE=IMAGE:2645533 /FEA=EST /CNT=6 /TID=Mm.118522.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444177_at 0.4 5.4 A A 0.53 0.39 2.8 NC 0.27 gb:AI451538 /DB_XREF=gi:4304700 /DB_XREF=mu45h10.x1 /CLONE=IMAGE:642403 /FEA=EST /CNT=5 /TID=Mm.31556.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444210_at 2.7 21.5 A A 0.9 0.46 2.8 NC 0.06 gb:BE986975 /DB_XREF=gi:10661849 /DB_XREF=UI-M-CG0p-bha-d-10-0-UI.s1 /CLONE=UI-M-CG0p-bha-d-10-0-UI /FEA=EST /CNT=5 /TID=Mm.15178
MOE430_2_1444425_at 1 9.3 A A 0.72 0.33 2.8 NC 0.11 gb:BE994902 /DB_XREF=gi:10678606 /DB_XREF=UI-M-CG0p-bhb-h-06-0-UI.s1 /CLONE=UI-M-CG0p-bhb-h-06-0-UI /FEA=EST /CNT=4 /TID=Mm.1519
MOE430_2_1444546_at 0.8 8.7 A A 0.72 0.19 2.8 NC 0.34 gb:BE133443 /DB_XREF=gi:8595943 /DB_XREF=ug33c02.y1 /CLONE=IMAGE:1533410 /FEA=EST /CNT=4 /TID=Mm.131356.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444769_at 0.9 11.2 A P 0.6 0.01 2.8 NC 0.02 gb:BB428851 /DB_XREF=gi:16423951 /DB_XREF=BB428851 /CLONE=C630023P15 /FEA=EST /CNT=4 /TID=Mm.147464.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444888_at 1.5 9.7 A A 0.75 0.3 2.8 NC 0.08 gb:BG068424 /DB_XREF=gi:12550993 /DB_XREF=H3065D01-3 /CLONE=H3065D01 /FEA=EST /CNT=3 /TID=Mm.172141.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444981_at 1.8 16.3 A A 0.72 0.17 2.8 NC 0.24 gb:BG067286 /DB_XREF=gi:12549855 /DB_XREF=H3052F07-3 /CLONE=H3052F07 /FEA=EST /CNT=3 /TID=Mm.172996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444996_at 1.1 8.9 A A 0.63 0.21 2.8 I 0.000346 gb:BG067666 /DB_XREF=gi:12550235 /DB_XREF=H3056H04-3 /CLONE=H3056H04 /FEA=EST /CNT=3 /TID=Mm.155138.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445176_at 0.7 4.3 A A 0.96 0.6 2.8 NC 0.01 gb:AU023281 /DB_XREF=gi:3393628 /DB_XREF=AU023281 /CLONE=J0429A08 /FEA=EST /CNT=3 /TID=Mm.173608.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445269_at 1.7 14.2 A A 0.5 0.12 2.8 NC 0.11 gb:BB158104 /DB_XREF=gi:16268416 /DB_XREF=BB158104 /CLONE=A130039D16 /FEA=EST /CNT=3 /TID=Mm.120582.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445276_at 0.5 2.9 A A 0.98 0.66 2.8 NC 0.04 gb:BG066730 /DB_XREF=gi:12549299 /DB_XREF=H3046C08-3 /CLONE=H3046C08 /FEA=EST /CNT=3 /TID=Mm.172819.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445356_at 0.8 6.7 A A 0.96 0.53 2.8 NC 0.01 gb:BE994268 /DB_XREF=gi:10677417 /DB_XREF=UI-M-CG0p-bij-f-03-0-UI.s1 /CLONE=UI-M-CG0p-bij-f-03-0-UI /FEA=EST /CNT=3 /TID=Mm.152356.1
MOE430_2_1445468_at 1.8 9.2 A A 0.85 0.39 2.8 NC 0.01 gb:BB812219 /DB_XREF=gi:16984848 /DB_XREF=BB812219 /CLONE=G730013J02 /FEA=EST /CNT=3 /TID=Mm.170531.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445567_at 1.4 15.4 A A 0.85 0.21 2.8 NC 0.01 gb:AV144114 /DB_XREF=gi:16382990 /DB_XREF=AV144114 /CLONE=2810433N03 /FEA=EST /CNT=3 /TID=Mm.208424.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445833_at 2.6 16 A A 0.56 0.33 2.8 NC 0.28 gb:BB476149 /DB_XREF=gi:16440123 /DB_XREF=BB476149 /CLONE=D330016L10 /FEA=EST /CNT=3 /TID=Mm.134657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445873_at 2.5 8.4 A A 0.78 0.56 2.8 NC 0.2 gb:BB156236 /DB_XREF=gi:16268314 /DB_XREF=BB156236 /CLONE=A130029O08 /FEA=EST /CNT=3 /TID=Mm.207517.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445917_at 0.7 10.9 A A 0.87 0.27 2.8 NC 0.09 gb:BG066991 /DB_XREF=gi:12549560 /DB_XREF=H3049D02-3 /CLONE=H3049D02 /FEA=EST /CNT=2 /TID=Mm.172885.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446088_at 1 12 A A 0.6 0.36 2.8 NC 0.5 gb:BB102291 /DB_XREF=gi:16261380 /DB_XREF=BB102291 /CLONE=9430081I23 /FEA=EST /CNT=2 /TID=Mm.215371.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446173_at 1.1 9.6 A A 0.63 0.29 2.8 NC 0.17 gb:BG075794 /DB_XREF=gi:12558363 /DB_XREF=H3151H02-3 /CLONE=H3151H02 /FEA=EST /CNT=2 /TID=Mm.103220.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446213_at 0.4 7.5 A A 0.66 0.24 2.8 NC 0.27 gb:BB366055 /DB_XREF=gi:16406397 /DB_XREF=BB366055 /CLONE=C130032A04 /FEA=EST /CNT=2 /TID=Mm.208948.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446271_at 0.2 1.3 A A 0.98 0.63 2.8 NC 0.42 gb:BB200921 /DB_XREF=gi:16271502 /DB_XREF=BB200921 /CLONE=A430032A01 /FEA=EST /CNT=2 /TID=Mm.207844.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446279_at 0.8 5.4 A A 0.42 0.21 2.8 NC 0.5 gb:BB281489 /DB_XREF=gi:16401323 /DB_XREF=BB281489 /CLONE=A930031L16 /FEA=EST /CNT=2 /TID=Mm.208503.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446419_at 1 7.6 A A 0.85 0.5 2.8 NC 0.01 gb:BB224531 /DB_XREF=gi:16353896 /DB_XREF=BB224531 /CLONE=A530087A06 /FEA=EST /CNT=2 /TID=Mm.208086.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446492_at 1.4 5.8 A A 0.56 0.66 2.8 NC 0.72 gb:BB396896 /DB_XREF=gi:16411474 /DB_XREF=BB396896 /CLONE=C230099M17 /FEA=EST /CNT=2 /TID=Mm.209050.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446601_at 2 10.8 A A 0.56 0.17 2.8 NC 0.5 gb:BG067696 /DB_XREF=gi:12550265 /DB_XREF=H3057B10-3 /CLONE=H3057B10 /FEA=EST /CNT=2 /TID=Mm.173060.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446816_at 0.9 6.4 A A 0.8 0.33 2.8 NC 0.01 gb:BG074384 /DB_XREF=gi:12556953 /DB_XREF=H3134D12-3 /CLONE=H3134D12 /FEA=EST /CNT=2 /TID=Mm.103036.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446993_at 1.8 11.7 A A 0.78 0.43 2.8 NC 0.06 gb:BG065200 /DB_XREF=gi:12547763 /DB_XREF=H3028D08-3 /CLONE=H3028D08 /FEA=EST /CNT=2 /TID=Mm.197211.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447191_at 1.4 8.3 A A 0.85 0.12 2.8 NC 0.008511 gb:AI875120 /DB_XREF=gi:5549169 /DB_XREF=ul29g01.x1 /CLONE=IMAGE:2099760 /FEA=EST /CNT=2 /TID=Mm.139154.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447798_at 0.4 3.5 A A 0.94 0.42 2.8 NC 0.01 gb:AV044128 /DB_XREF=gi:4863793 /DB_XREF=AV044128 /CLONE=1700031M04 /FEA=EST /CNT=2 /TID=Mm.52605.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448973_at 1.1 7 A A 0.87 0.42 2.8 NC 0.09 gb:NM_016771.1 /DB_XREF=gi:7949145 /GEN=Sultn /FEA=FLmRNA /CNT=100 /TID=Mm.6824.1 /TIER=FL+Stack /STK=29 /UG=Mm.6824 /LL=53315 /DEF
MOE430_2_1449067_at 0.6 5.4 A A 0.98 0.53 2.8 NC 0.05 gb:NM_031197.1 /DB_XREF=gi:13654261 /GEN=Slc2a2 /FEA=FLmRNA /CNT=63 /TID=Mm.18443.1 /TIER=FL+Stack /STK=24 /UG=Mm.18443 /LL=20526 /
MOE430_2_1449468_at 0.7 5.7 A A 0.99 0.24 2.8 NC 0.004073 gb:NM_012028.1 /DB_XREF=gi:6755513 /GEN=Siat7e /FEA=FLmRNA /CNT=31 /TID=Mm.40915.1 /TIER=FL /STK=5 /UG=Mm.40915 /LL=26938 /DEF=Mus
MOE430_2_1450785_at 2.4 11.7 A P 0.33 0.03 2.8 NC 0.07 gb:AV350958 /DB_XREF=gi:15406687 /DB_XREF=AV350958 /CLONE=6620401G20 /FEA=FLmRNA /CNT=80 /TID=Mm.27462.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1451008_at 1.4 12.8 A A 0.75 0.66 2.8 NC 0.5 gb:BB360510 /DB_XREF=gi:9072338 /DB_XREF=BB360510 /CLONE=C030047J18 /FEA=FLmRNA /CNT=44 /TID=Mm.41726.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1451701_x_ 0.7 7.2 A A 0.95 0.66 2.8 NC 0.02 gb:BC012650.1 /DB_XREF=gi:15215060 /FEA=FLmRNA /CNT=4 /TID=Mm.28921.2 /TIER=FL /STK=2 /UG=Mm.28921 /LL=12739 /UG_GENE=Cldn3 /DEF=
MOE430_2_1451937_at 1.6 9.9 A A 0.56 0.36 2.8 NC 0.01 gb:AF462147.1 /DB_XREF=gi:18448710 /GEN=Glra4 /FEA=FLmRNA /CNT=1 /TID=Mm.215168.1 /TIER=FL /STK=1 /UG=Mm.215168 /LL=14657 /DEF=Mus
MOE430_2_1452561_at 0.5 1.6 A A 0.85 0.63 2.8 NC 0.1 gb:BC010480.1 /DB_XREF=gi:14714678 /FEA=mRNA /CNT=1 /TID=Mm.207086.1 /TIER=ConsEnd /STK=0 /UG=Mm.207086 /UG_TITLE=Mus musculus, clon
MOE430_2_1453337_at 1.4 11 A A 0.72 0.19 2.8 NC 0.01 gb:AK005945.1 /DB_XREF=gi:12838789 /FEA=mRNA /CNT=8 /TID=Mm.170673.1 /TIER=ConsEnd /STK=6 /UG=Mm.170673 /LL=71845 /UG_GENE=170001
MOE430_2_1453491_at 3 22 A A 0.36 0.27 2.8 NC 0.46 gb:AK014668.1 /DB_XREF=gi:12852663 /FEA=mRNA /CNT=8 /TID=Mm.99199.1 /TIER=ConsEnd /STK=2 /UG=Mm.99199 /LL=74580 /UG_GENE=4833409A
MOE430_2_1453613_at 1.7 10.4 A A 0.69 0.08 2.8 NC 0.06 gb:BB152453 /DB_XREF=gi:16268024 /DB_XREF=BB152453 /CLONE=A130006I12 /FEA=mRNA /CNT=7 /TID=Mm.161501.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453803_at 0.8 15.7 A A 0.93 0.12 2.8 NC 0.003355 gb:AK009914.1 /DB_XREF=gi:12845004 /FEA=mRNA /CNT=9 /TID=Mm.156851.1 /TIER=ConsEnd /STK=0 /UG=Mm.156851 /LL=67108 /UG_GENE=231005
MOE430_2_1453827_at 1.4 16.8 A A 0.87 0.09 2.8 I 0.001486 gb:AI450336 /DB_XREF=gi:4296290 /DB_XREF=mu27g11.x1 /CLONE=IMAGE:640676 /FEA=mRNA /CNT=7 /TID=Mm.2089.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453857_at 0.6 6.6 A A 0.72 0.5 2.8 NC 0.13 gb:AK013941.1 /DB_XREF=gi:12851515 /FEA=mRNA /CNT=5 /TID=Mm.158758.1 /TIER=ConsEnd /STK=0 /UG=Mm.158758 /LL=71816 /UG_GENE=311000
MOE430_2_1454164_at 1.4 7.2 A A 0.87 0.46 2.8 NC 0.04 gb:AK014951.1 /DB_XREF=gi:12853085 /FEA=mRNA /CNT=1 /TID=Mm.158490.1 /TIER=ConsEnd /STK=0 /UG=Mm.158490 /LL=70913 /UG_GENE=492152
MOE430_2_1454435_at 0.7 7.4 A A 0.93 0.66 2.8 NC 0.03 gb:AK017428.1 /DB_XREF=gi:12856659 /FEA=mRNA /CNT=1 /TID=Mm.158695.1 /TIER=ConsEnd /STK=0 /UG=Mm.158695 /LL=71420 /UG_GENE=553040
MOE430_2_1454535_at 1.2 10.2 A P 0.69 0.01 2.8 NC 0.08 gb:AK020789.1 /DB_XREF=gi:12861483 /FEA=mRNA /CNT=1 /TID=Mm.159994.1 /TIER=ConsEnd /STK=0 /UG=Mm.159994 /LL=77788 /UG_GENE=A43011
MOE430_2_1455865_at 0.3 2.6 A A 0.82 0.39 2.8 NC 0.1 gb:BB468410 /DB_XREF=gi:16427512 /DB_XREF=BB468410 /CLONE=D230019F12 /FEA=EST /CNT=34 /TID=Mm.77063.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1455917_at 0.8 8.6 A A 0.93 0.39 2.8 NC 0.15 gb:BB456963 /DB_XREF=gi:16426105 /DB_XREF=BB456963 /CLONE=D130049D16 /FEA=EST /CNT=31 /TID=Mm.133606.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1456458_at 0.6 6 A A 0.85 0.63 2.8 NC 0.18 gb:BM242417 /DB_XREF=gi:17877687 /DB_XREF=K0631G10-3 /CLONE=K0631G10 /FEA=EST /CNT=10 /TID=Mm.3012.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456636_at 1.2 7.5 A A 0.88 0.63 2.8 NC 0.02 gb:BB667914 /DB_XREF=gi:16399363 /DB_XREF=BB667914 /CLONE=C920006B11 /FEA=EST /CNT=15 /TID=Mm.29815.7 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456804_at 2.3 8.7 A A 0.88 0.66 2.8 NC 0.19 gb:AV380908 /DB_XREF=gi:16398247 /DB_XREF=AV380908 /CLONE=9230103M23 /FEA=EST /CNT=8 /TID=Mm.99441.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456934_at 0.2 2 A A 0.96 0.63 2.8 NC 0.22 gb:BB177770 /DB_XREF=gi:16269838 /DB_XREF=BB177770 /CLONE=A230069C23 /FEA=EST /CNT=7 /TID=Mm.121403.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457000_at 1.2 6.3 A A 0.82 0.11 2.8 NC 0.09 gb:BE952917 /DB_XREF=gi:10593889 /DB_XREF=UI-M-BH4-azm-e-06-0-UI.s1 /CLONE=UI-M-BH4-azm-e-06-0-UI /FEA=EST /CNT=6 /TID=Mm.62702.
MOE430_2_1457012_at 1.2 16.2 A A 0.66 0.33 2.8 NC 0.28 gb:AI426026 /DB_XREF=gi:4271957 /DB_XREF=mg47f12.x1 /CLONE=IMAGE:426959 /FEA=EST /CNT=6 /TID=Mm.23130.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457015_at 0.2 4.2 A A 0.91 0.11 2.8 NC 0.06 gb:BB258427 /DB_XREF=gi:8951260 /DB_XREF=BB258427 /CLONE=A730084J22 /FEA=EST /CNT=6 /TID=Mm.92477.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457044_at 0.3 3.7 A A 0.96 0.39 2.8 NC 0.34 gb:BB007136 /DB_XREF=gi:15390226 /DB_XREF=BB007136 /CLONE=4732474O15 /FEA=EST /CNT=14 /TID=Mm.31376.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457299_at 2.4 17.7 A A 0.63 0.08 2.8 NC 0.03 gb:BM941191 /DB_XREF=gi:19400343 /DB_XREF=UI-M-BZ1-bjh-h-09-0-UI.r1 /CLONE=UI-M-BZ1-bjh-h-09-0-UI /FEA=EST /CNT=12 /TID=Mm.101988.
MOE430_2_1457395_at 5.5 16.6 A A 0.75 0.36 2.8 NC 0.4 gb:AW553048 /DB_XREF=gi:7198471 /DB_XREF=L0221B12-3 /CLONE=L0221B12 /FEA=EST /CNT=5 /TID=Mm.103026.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457509_at 1.2 9 A A 0.85 0.43 2.8 NC 0.21 gb:BB147192 /DB_XREF=gi:16267696 /DB_XREF=BB147192 /CLONE=9930038D24 /FEA=EST /CNT=4 /TID=Mm.209452.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457747_at 0.8 3.4 A A 0.96 0.72 2.8 NC 0.27 gb:BB180676 /DB_XREF=gi:8839759 /DB_XREF=BB180676 /CLONE=A230085P09 /FEA=EST /CNT=6 /TID=Mm.102211.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458228_at 0.6 5.8 A A 0.69 0.1 2.8 NC 0.08 gb:BB244358 /DB_XREF=gi:16355307 /DB_XREF=BB244358 /CLONE=A730001K16 /FEA=EST /CNT=3 /TID=Mm.208324.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458362_at 1.7 9 A A 0.88 0.63 2.8 NC 0.12 gb:BE630376 /DB_XREF=gi:9913064 /DB_XREF=uu19h07.x1 /CLONE=IMAGE:3372445 /FEA=EST /CNT=26 /TID=Mm.104698.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458881_at 0.4 6.9 A A 0.96 0.39 2.8 NC 0.05 gb:BB106562 /DB_XREF=gi:16261507 /DB_XREF=BB106562 /CLONE=9530001P21 /FEA=EST /CNT=3 /TID=Mm.207338.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458991_at 1.5 8.9 A A 0.72 0.36 2.8 NC 0.02 gb:BG079873 /DB_XREF=gi:12562441 /DB_XREF=H3046B05-5 /CLONE=H3046B05 /FEA=EST /CNT=3 /TID=Mm.172815.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458993_at 1.1 7.8 A A 0.69 0.27 2.8 NC 0.2 gb:AU022882 /DB_XREF=gi:3393229 /DB_XREF=AU022882 /CLONE=J0422A04 /FEA=EST /CNT=3 /TID=Mm.173576.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459035_at 0.6 7.1 A A 0.88 0.36 2.8 NC 0.35 gb:BG085060 /DB_XREF=gi:12567624 /DB_XREF=H3108B09-5 /CLONE=H3108B09 /FEA=EST /CNT=3 /TID=Mm.173923.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459061_at 0.8 6.8 A A 0.96 0.53 2.8 NC 0.31 gb:BM117148 /DB_XREF=gi:17080166 /DB_XREF=L0846H02-3 /CLONE=L0846H02 /FEA=EST /CNT=3 /TID=Mm.218652.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459084_at 0.6 5.9 A A 0.72 0.27 2.8 NC 0.31 gb:BB534251 /DB_XREF=gi:16446367 /DB_XREF=BB534251 /CLONE=E030034H13 /FEA=EST /CNT=3 /TID=Mm.136777.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459115_at 1 8.7 A A 0.72 0.3 2.8 NC 0.5 gb:BG070107 /DB_XREF=gi:12552676 /DB_XREF=H3083G03-3 /CLONE=H3083G03 /FEA=EST /CNT=3 /TID=Mm.25880.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459140_at 0.3 5.7 A A 0.66 0.27 2.8 NC 0.12 gb:BB425118 /DB_XREF=gi:16423563 /DB_XREF=BB425118 /CLONE=C530045E09 /FEA=EST /CNT=3 /TID=Mm.209729.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459142_at 0.3 2.5 A A 0.99 0.56 2.8 NC 0.11 gb:BB484590 /DB_XREF=gi:16441169 /DB_XREF=BB484590 /CLONE=D430026H14 /FEA=EST /CNT=3 /TID=Mm.122572.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459374_at 0.6 5.3 A A 0.6 0.39 2.8 NC 0.4 gb:BB133363 /DB_XREF=gi:16266533 /DB_XREF=BB133363 /CLONE=9830103F04 /FEA=EST /CNT=2 /TID=Mm.208157.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459459_at 0.9 4 A A 0.5 0.3 2.8 NC 0.36 gb:BB255893 /DB_XREF=gi:16398503 /DB_XREF=BB255893 /CLONE=A730070J23 /FEA=EST /CNT=2 /TID=Mm.215667.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459538_at 0.4 4.7 A A 0.87 0.46 2.8 NC 0.1 gb:AW549116 /DB_XREF=gi:7194456 /DB_XREF=L0045B05-3 /CLONE=L0045B05 /FEA=EST /CNT=2 /TID=Mm.182645.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459615_at 1.3 7.9 A A 0.6 0.12 2.8 NC 0.17 gb:BB297163 /DB_XREF=gi:16401960 /DB_XREF=BB297163 /CLONE=B130052P14 /FEA=EST /CNT=2 /TID=Mm.90081.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459781_x_ 0.4 6.2 A A 0.85 0.46 2.8 NC 0.03 gb:BB346914 /DB_XREF=gi:9058742 /DB_XREF=BB346914 /CLONE=B930063H16 /FEA=EST /CNT=2 /TID=Mm.126002.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459960_at 0.3 2.2 A A 0.91 0.39 2.8 NC 0.03 gb:BG070619 /DB_XREF=gi:12553188 /DB_XREF=H3089C08-3 /CLONE=H3089C08 /FEA=EST /CNT=2 /TID=Mm.25991.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460291_at 0.9 7.1 A A 0.88 0.56 2.8 NC 0.3 gb:NM_009873.1 /DB_XREF=gi:14149636 /GEN=Cdk6 /FEA=FLmRNA /CNT=27 /TID=Mm.88747.1 /TIER=FL /STK=2 /UG=Mm.88747 /LL=12571 /DEF=Mus
MOE430_2_1418063_at 15.7 67.1 A P 0.21 0.000244 2.7 I 0.00002 gb:NM_008438.1 /DB_XREF=gi:6680553 /GEN=Kera /FEA=FLmRNA /CNT=34 /TID=Mm.6228.1 /TIER=FL+Stack /STK=31 /UG=Mm.6228 /LL=16545 /DEF=
MOE430_2_1418537_at 1.1 9.9 A A 0.85 0.33 2.7 NC 0.03 gb:NM_026158.1 /DB_XREF=gi:13385661 /GEN=0610042E07Rik /FEA=FLmRNA /CNT=40 /TID=Mm.41385.1 /TIER=FL+Stack /STK=22 /UG=Mm.41385 /LL
MOE430_2_1418812_a_ 2 13.7 A A 0.46 0.24 2.7 NC 0.5 gb:NM_019446.1 /DB_XREF=gi:9506422 /GEN=Barhl1 /FEA=FLmRNA /CNT=31 /TID=Mm.21390.1 /TIER=FL /STK=1 /UG=Mm.21390 /LL=54422 /DEF=Mus
MOE430_2_1419518_at 1.8 12.1 A A 0.87 0.69 2.7 NC 0.08 gb:NM_017379.1 /DB_XREF=gi:8394492 /GEN=Tuba8 /FEA=FLmRNA /CNT=31 /TID=Mm.32884.1 /TIER=FL+Stack /STK=9 /UG=Mm.32884 /LL=53857 /DE
MOE430_2_1419848_x_ 0.6 4 A A 0.96 0.39 2.7 NC 0.13 gb:AI604175 /DB_XREF=gi:4613337 /DB_XREF=mt04c04.y1 /CLONE=IMAGE:620070 /FEA=EST /CNT=3 /TID=Mm.23979.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420218_at 1.1 8.4 A A 0.91 0.17 2.7 I 0.000966 gb:BB556127 /DB_XREF=gi:9642493 /DB_XREF=BB556127 /CLONE=E330022K16 /FEA=EST /CNT=1 /TID=Mm.188053.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420246_at 1.3 5.3 A A 0.82 0.66 2.7 NC 0.41 gb:AV230283 /DB_XREF=gi:6182798 /DB_XREF=AV230283 /CLONE=4631427L14 /FEA=EST /CNT=1 /TID=Mm.189129.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420459_at 0.8 3.5 A A 0.6 0.3 2.7 NC 0.21 gb:NM_133229.1 /DB_XREF=gi:18875389 /GEN=Dscr6 /FEA=FLmRNA /CNT=7 /TID=Mm.42604.1 /TIER=FL /STK=5 /UG=Mm.42604 /LL=170765 /DEF=Mu
MOE430_2_1420581_at 1.1 8.9 A A 0.6 0.43 2.7 NC 0.28 gb:U63918.1 /DB_XREF=gi:1667403 /GEN=OA1 /FEA=FLmRNA /CNT=8 /TID=Mm.5157.1 /TIER=FL /STK=4 /UG=Mm.5157 /LL=18241 /DEF=Mus musculu
MOE430_2_1420737_at 1.8 11.8 A A 0.56 0.24 2.7 NC 0.09 gb:NM_019938.1 /DB_XREF=gi:9910569 /GEN=Stap-pending /FEA=FLmRNA /CNT=8 /TID=Mm.42166.1 /TIER=FL /STK=3 /UG=Mm.42166 /LL=56523 /DEF
MOE430_2_1420988_at 1.2 12 A A 0.8 0.11 2.7 NC 0.01 gb:AB037184.1 /DB_XREF=gi:8918408 /GEN=mXPV /FEA=FLmRNA /CNT=33 /TID=Mm.155615.1 /TIER=Stack /STK=26 /UG=Mm.155615 /LL=80905 /DEF
MOE430_2_1421041_s_ 12.3 101.1 P P 0.000244 0.000244 2.7 I 0.00002 gb:NM_008182.1 /DB_XREF=gi:6680118 /GEN=Gsta2 /FEA=FLmRNA /CNT=20 /TID=Mm.197422.1 /TIER=FL /STK=2 /UG=Mm.197422 /LL=14858 /DEF=M
MOE430_2_1421605_a_ 2.1 18.6 A A 0.75 0.21 2.7 NC 0.17 gb:NM_022026.1 /DB_XREF=gi:11528511 /GEN=Aqp9 /FEA=FLmRNA /CNT=4 /TID=Mm.22477.1 /TIER=FL /STK=2 /UG=Mm.22477 /LL=64008 /DEF=Mus m
MOE430_2_1421668_x_ 2.4 16.8 A P 0.53 0.03 2.7 NC 0.4 gb:NM_027650.1 /DB_XREF=gi:13386245 /GEN=4933405P08Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158536.1 /TIER=FL /STK=2 /UG=Mm.158536 /LL=71026



MOE430_2_1421831_at 0.9 7.4 A A 0.82 0.5 2.7 NC 0.02 gb:NM_009647.1 /DB_XREF=gi:6753021 /GEN=Ak4 /FEA=FLmRNA /CNT=131 /TID=Mm.42040.1 /TIER=ConsEnd /STK=0 /UG=Mm.42040 /LL=11639 /DEF
MOE430_2_1422412_x_ 0.4 4.6 A A 0.69 0.24 2.7 NC 0.01 gb:NM_017388.1 /DB_XREF=gi:8393282 /GEN=Ear3 /FEA=FLmRNA /CNT=1 /TID=Mm.195444.1 /TIER=FL /STK=1 /UG=Mm.195444 /LL=53876 /DEF=Mus 
MOE430_2_1423322_at 1.1 7.2 A A 0.69 0.46 2.7 NC 0.06 gb:AV026879 /DB_XREF=gi:15431473 /DB_XREF=AV026879 /CLONE=1300003D10 /FEA=FLmRNA /CNT=164 /TID=Mm.18555.1 /TIER=Stack /STK=15 /U
MOE430_2_1423935_x_ 0.9 9.7 A A 0.9 0.39 2.7 NC 0.008511 gb:BC011074.1 /DB_XREF=gi:15029716 /FEA=FLmRNA /CNT=173 /TID=Mm.6974.1 /TIER=FL+Stack /STK=76 /UG=Mm.6974 /LL=16664 /UG_GENE=Krt1-
MOE430_2_1424965_at 2.4 9.8 A A 0.5 0.11 2.7 NC 0.06 gb:BC026563.1 /DB_XREF=gi:20071681 /FEA=FLmRNA /CNT=26 /TID=Mm.72243.1 /TIER=FL+Stack /STK=10 /UG=Mm.72243 /LL=107321 /UG_GENE=AV
MOE430_2_1425407_s_ 1 5.7 A A 0.6 0.3 2.7 NC 0.11 gb:BC006623.1 /DB_XREF=gi:13879297 /FEA=FLmRNA /CNT=4 /TID=Mm.158298.2 /TIER=FL /STK=2 /UG=Mm.158298 /LL=69810 /UG_GENE=1810046I24
MOE430_2_1425961_at 0.9 6.8 A A 0.69 0.12 2.7 NC 0.31 gb:BC016548.1 /DB_XREF=gi:16741461 /FEA=FLmRNA /CNT=2 /TID=Mm.213210.1 /TIER=FL /STK=1 /UG=Mm.213210 /DEF=Mus musculus, Similar to RIK
MOE430_2_1426127_x_ 5.2 25.9 A A 0.5 0.24 2.7 NC 0.01 gb:AF288377.1 /DB_XREF=gi:9716699 /FEA=FLmRNA /CNT=1 /TID=Mm.16749.1 /TIER=FL /STK=1 /UG=Mm.16749 /LL=93970 /UG_GENE=Klra18 /DEF=M
MOE430_2_1426712_at 1.6 9.5 A A 0.5 0.17 2.7 NC 0.07 gb:BB129409 /DB_XREF=gi:16266202 /DB_XREF=BB129409 /CLONE=9630038L04 /FEA=mRNA /CNT=113 /TID=Mm.4327.1 /TIER=Stack /STK=96 /UG=M
MOE430_2_1427628_at 0.7 14.4 A A 0.63 0.21 2.7 NC 0.06 gb:BF658725 /DB_XREF=gi:11923859 /DB_XREF=maa99h05.y1 /CLONE=IMAGE:3825248 /FEA=mRNA /CNT=4 /TID=Mm.1312.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427648_at 0.4 7.7 A A 0.96 0.53 2.7 NC 0.01 gb:BC016545.1 /DB_XREF=gi:16741454 /FEA=mRNA /CNT=2 /TID=Mm.213211.1 /TIER=ConsEnd /STK=0 /UG=Mm.213211 /UG_TITLE=Mus musculus, clon
MOE430_2_1428946_at 2.8 32 A P 0.53 0.02 2.7 I 0.000114 gb:BB417360 /DB_XREF=gi:16423372 /DB_XREF=BB417360 /CLONE=C530001N05 /FEA=mRNA /CNT=106 /TID=Mm.34012.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429640_at 0.2 2.7 A A 0.98 0.78 2.7 NC 0.13 gb:AK006335.1 /DB_XREF=gi:12839381 /FEA=mRNA /CNT=14 /TID=Mm.48860.1 /TIER=Stack /STK=12 /UG=Mm.48860 /LL=69416 /UG_GENE=1700025F2
MOE430_2_1429957_at 2.2 14.7 A A 0.72 0.5 2.7 NC 0.01 gb:AK009086.1 /DB_XREF=gi:12843657 /FEA=mRNA /CNT=11 /TID=Mm.30967.1 /TIER=ConsEnd /STK=5 /UG=Mm.30967 /LL=69533 /UG_GENE=2310002
MOE430_2_1430111_a_ 6 25.2 A A 0.6 0.5 2.7 NC 0.09 gb:AK012821.1 /DB_XREF=gi:12849818 /FEA=mRNA /CNT=5 /TID=Mm.4606.3 /TIER=ConsEnd /STK=4 /UG=Mm.4606 /LL=12035 /UG_GENE=Bcat1 /UG_T
MOE430_2_1430693_at 2.2 26.2 A P 0.35 0.01 2.7 NC 0.003699 gb:AV250770 /DB_XREF=gi:6238229 /DB_XREF=AV250770 /CLONE=4833426H19 /FEA=mRNA /CNT=6 /TID=Mm.159565.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430952_at 0.2 1.6 A A 0.82 0.63 2.7 NC 0.57 gb:AV165800 /DB_XREF=gi:5372237 /DB_XREF=AV165800 /CLONE=3110039C02 /FEA=mRNA /CNT=3 /TID=Mm.158952.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431210_at 3 13.5 A A 0.69 0.09 2.7 NC 0.03 gb:BG145107 /DB_XREF=gi:12648512 /DB_XREF=ut75g06.y1 /CLONE=IMAGE:3333707 /FEA=mRNA /CNT=10 /TID=Mm.154155.2 /TIER=ConsEnd /STK=0
MOE430_2_1431361_at 1.3 7 A A 0.85 0.33 2.7 NC 0.07 gb:AK011816.1 /DB_XREF=gi:12848178 /FEA=mRNA /CNT=4 /TID=Mm.158375.1 /TIER=ConsEnd /STK=0 /UG=Mm.158375 /LL=70429 /UG_GENE=261010
MOE430_2_1431371_at 1.1 6.4 A A 0.91 0.14 2.7 NC 0.01 gb:BQ228391 /DB_XREF=gi:20409791 /DB_XREF=AGENCOURT_7578160 /CLONE=IMAGE:6051701 /FEA=mRNA /CNT=4 /TID=Mm.97440.1 /TIER=ConsEn
MOE430_2_1431447_at 1.9 14.9 A A 0.5 0.19 2.7 NC 0.5 gb:AK015291.1 /DB_XREF=gi:12853570 /FEA=mRNA /CNT=6 /TID=Mm.84605.1 /TIER=ConsEnd /STK=4 /UG=Mm.84605 /LL=73779 /UG_GENE=4930432K
MOE430_2_1431470_a_ 0.6 10.2 A A 0.66 0.39 2.7 NC 0.13 gb:AK016566.1 /DB_XREF=gi:12855367 /FEA=mRNA /CNT=3 /TID=Mm.84567.1 /TIER=ConsEnd /STK=2 /UG=Mm.84567 /LL=74408 /UG_GENE=4933401E
MOE430_2_1431862_x_ 2.7 19.3 A A 0.82 0.46 2.7 NC 0.07 gb:AK016726.1 /DB_XREF=gi:12855619 /FEA=mRNA /CNT=1 /TID=Mm.25030.3 /TIER=ConsEnd /STK=0 /UG=Mm.25030 /LL=66699 /UG_GENE=4733401D
MOE430_2_1432138_at 0.9 4.9 A A 0.69 0.27 2.7 NC 0.03 gb:AK016735.1 /DB_XREF=gi:12855631 /FEA=mRNA /CNT=1 /TID=Mm.158552.1 /TIER=ConsEnd /STK=0 /UG=Mm.158552 /LL=71068 /UG_GENE=493340
MOE430_2_1432248_at 1 10.3 A A 0.82 0.09 2.7 NC 0.01 gb:AK017263.1 /DB_XREF=gi:12856413 /FEA=mRNA /CNT=1 /TID=Mm.158670.1 /TIER=ConsEnd /STK=0 /UG=Mm.158670 /LL=71327 /UG_GENE=543040
MOE430_2_1432330_at 0.9 4.9 A A 0.78 0.14 2.7 NC 0.09 gb:AK015277.1 /DB_XREF=gi:12853553 /FEA=mRNA /CNT=1 /TID=Mm.160306.1 /TIER=ConsEnd /STK=0 /UG=Mm.160306 /UG_TITLE=Mus musculus adul
MOE430_2_1432370_at 1.7 13.6 A A 0.9 0.21 2.7 NC 0.11 gb:AK016767.1 /DB_XREF=gi:12855677 /FEA=mRNA /CNT=1 /TID=Mm.159130.1 /TIER=ConsEnd /STK=0 /UG=Mm.159130 /LL=74077 /UG_GENE=493341
MOE430_2_1432516_at 0 0.3 A A 0.99 0.77 2.7 NC 0.06 gb:AK015402.1 /DB_XREF=gi:12853732 /FEA=mRNA /CNT=1 /TID=Mm.159343.1 /TIER=ConsEnd /STK=0 /UG=Mm.159343 /LL=74862 /UG_GENE=493044
MOE430_2_1432872_at 0.7 6.3 A A 0.9 0.33 2.7 NC 0.09 gb:AK016579.1 /DB_XREF=gi:12855392 /FEA=mRNA /CNT=1 /TID=Mm.159192.1 /TIER=ConsEnd /STK=0 /UG=Mm.159192 /LL=74418 /UG_GENE=493270
MOE430_2_1432930_at 3.1 16.7 A A 0.6 0.14 2.7 NC 0.14 gb:AK014799.1 /DB_XREF=gi:12852856 /FEA=mRNA /CNT=1 /TID=Mm.158455.1 /TIER=ConsEnd /STK=0 /UG=Mm.158455 /LL=70820 /UG_GENE=492150
MOE430_2_1434099_at 2.9 50.6 A P 0.29 0.00415 2.7 I 0.000052 gb:BB752393 /DB_XREF=gi:16200835 /DB_XREF=BB752393 /CLONE=G270014M20 /FEA=EST /CNT=43 /TID=Mm.35687.3 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434632_at 2.5 9.4 A M 0.66 0.05 2.7 NC 0.02 gb:AV230978 /DB_XREF=gi:16385800 /DB_XREF=AV230978 /CLONE=4632403H02 /FEA=EST /CNT=31 /TID=Mm.77425.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1436998_at 0.7 5.9 A A 0.69 0.39 2.7 NC 0.23 gb:BB428991 /DB_XREF=gi:16423965 /DB_XREF=BB428991 /CLONE=C630024L23 /FEA=EST /CNT=111 /TID=Mm.145208.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1437323_a_ 0.3 2 A A 0.98 0.5 2.7 NC 0.02 gb:BB434117 /DB_XREF=gi:9273844 /DB_XREF=BB434117 /CLONE=C820005F24 /FEA=EST /CNT=21 /TID=Mm.415.2 /TIER=Stack /STK=20 /UG=Mm.41
MOE430_2_1437786_at 0.4 4.4 A A 0.96 0.66 2.7 NC 0.48 gb:BG069933 /DB_XREF=gi:12552590 /DB_XREF=H3082G03-3 /CLONE=H3082G03 /FEA=EST /CNT=21 /TID=Mm.11746.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1438018_at 0.7 5.5 A A 0.66 0.3 2.7 NC 0.11 gb:BB463518 /DB_XREF=gi:16426905 /DB_XREF=BB463518 /CLONE=D130081A22 /FEA=EST /CNT=78 /TID=Mm.49994.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438114_x_ 1.3 7.9 A A 0.69 0.21 2.7 NC 0.07 gb:BB168690 /DB_XREF=gi:8824631 /DB_XREF=BB168690 /CLONE=A130099O15 /FEA=EST /CNT=13 /TID=Mm.28543.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1439205_at 1.7 5.3 A A 0.66 0.5 2.7 NC 0.29 gb:BM122872 /DB_XREF=gi:17106640 /DB_XREF=L0516C03-3 /CLONE=L0516C03 /FEA=EST /CNT=10 /TID=Mm.37999.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439288_at 3.4 21.5 A A 0.6 0.09 2.7 I 0.001336 gb:BB197516 /DB_XREF=gi:16271060 /DB_XREF=BB197516 /CLONE=A330099J15 /FEA=EST /CNT=9 /TID=Mm.212872.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439384_at 0.8 7.3 A A 0.6 0.09 2.7 NC 0.2 gb:BB497755 /DB_XREF=gi:9472029 /DB_XREF=BB497755 /CLONE=D630010F17 /FEA=EST /CNT=8 /TID=Mm.27473.5 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1439695_a_ 6.1 37.7 A P 0.12 0.000244 2.7 I 0.000167 gb:BB200034 /DB_XREF=gi:15409678 /DB_XREF=BB200034 /CLONE=A430019I08 /FEA=EST /CNT=7 /TID=Mm.38105.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439924_x_ 0.5 2.9 A A 0.72 0.12 2.7 NC 0.28 gb:BB278779 /DB_XREF=gi:16401108 /DB_XREF=BB278779 /CLONE=A930013G23 /FEA=EST /CNT=7 /TID=Mm.134163.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440344_at 0.3 1.8 A A 0.9 0.42 2.7 NC 0.09 gb:BB535821 /DB_XREF=gi:16446593 /DB_XREF=BB535821 /CLONE=E030046B19 /FEA=EST /CNT=11 /TID=Mm.32316.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440377_at 0.9 10.2 A A 0.72 0.33 2.7 NC 0.25 gb:BI134710 /DB_XREF=gi:14584958 /DB_XREF=UI-M-BH3-bsv-g-11-0-UI.s1 /CLONE=UI-M-BH3-bsv-g-11-0-UI /FEA=EST /CNT=7 /TID=Mm.101807.1
MOE430_2_1440409_at 0.4 7.2 A A 0.85 0.18 2.7 NC 0.008511 gb:BG069270 /DB_XREF=gi:12551839 /DB_XREF=H3074E11-3 /CLONE=H3074E11 /FEA=EST /CNT=6 /TID=Mm.26127.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440907_at 1.5 11.6 A A 0.56 0.14 2.7 NC 0.01 gb:BE692038 /DB_XREF=gi:10079662 /DB_XREF=uv70f11.x1 /CLONE=IMAGE:3412557 /FEA=EST /CNT=17 /TID=Mm.139204.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441068_at 3.8 15.3 A A 0.43 0.53 2.7 NC 0.66 gb:BB631473 /DB_XREF=gi:16468220 /DB_XREF=BB631473 /CLONE=A130079G03 /FEA=EST /CNT=6 /TID=Mm.184578.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441360_at 0.6 7.5 A A 0.68 0.12 2.7 NC 0.11 gb:AW546661 /DB_XREF=gi:7192071 /DB_XREF=L0011C07-3 /CLONE=L0011C07 /FEA=EST /CNT=5 /TID=Mm.102815.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441552_at 1.5 9.3 A A 0.72 0.21 2.7 NC 0.3 gb:BB032962 /DB_XREF=gi:16258231 /DB_XREF=BB032962 /CLONE=5830474E17 /FEA=EST /CNT=4 /TID=Mm.213223.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441744_at 2 13 A A 0.63 0.24 2.7 NC 0.003699 gb:BM122132 /DB_XREF=gi:17105900 /DB_XREF=L0505H11-3 /CLONE=L0505H11 /FEA=EST /CNT=4 /TID=Mm.215341.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442196_at 1.4 11.6 A P 0.6 0.03 2.7 NC 0.01 gb:BB174109 /DB_XREF=gi:16269485 /DB_XREF=BB174109 /CLONE=A230049K01 /FEA=EST /CNT=6 /TID=Mm.184759.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442341_at 0.2 1.1 A A 0.99 0.85 2.7 NC 0.1 gb:AA607476 /DB_XREF=gi:2456369 /DB_XREF=vm61e07.r1 /CLONE=IMAGE:1002756 /FEA=EST /CNT=5 /TID=Mm.31081.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442672_at 1.5 13.4 A A 0.82 0.53 2.7 NC 0.49 gb:BB196580 /DB_XREF=gi:16271010 /DB_XREF=BB196580 /CLONE=A330095A16 /FEA=EST /CNT=4 /TID=Mm.142684.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442723_at 1.9 10.3 A A 0.5 0.17 2.7 NC 0.09 gb:BE993160 /DB_XREF=gi:10675052 /DB_XREF=UI-M-BZ1-bjo-c-07-0-UI.s1 /CLONE=UI-M-BZ1-bjo-c-07-0-UI /FEA=EST /CNT=4 /TID=Mm.101019.1 
MOE430_2_1442784_at 1.7 11.1 A A 0.72 0.33 2.7 NC 0.09 gb:BE994562 /DB_XREF=gi:10677925 /DB_XREF=UI-M-BZ1-bjv-h-03-0-UI.s1 /CLONE=UI-M-BZ1-bjv-h-03-0-UI /FEA=EST /CNT=4 /TID=Mm.152379.1 
MOE430_2_1443039_at 1.5 9.2 A A 0.66 0.27 2.7 NC 0.05 gb:BB235498 /DB_XREF=gi:15410393 /DB_XREF=BB235498 /CLONE=A630054G03 /FEA=EST /CNT=3 /TID=Mm.38397.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443136_at 1.1 8.2 A A 0.75 0.36 2.7 NC 0.37 gb:BB409688 /DB_XREF=gi:16423199 /DB_XREF=BB409688 /CLONE=C430015A10 /FEA=EST /CNT=3 /TID=Mm.172822.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443172_at 9.3 36.1 A A 0.6 0.27 2.7 NC 0.05 gb:BB210535 /DB_XREF=gi:15409994 /DB_XREF=BB210535 /CLONE=A430098A15 /FEA=EST /CNT=3 /TID=Mm.164373.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443211_at 1.2 7.8 A A 0.78 0.43 2.7 NC 0.07 gb:BB464520 /DB_XREF=gi:16426997 /DB_XREF=BB464520 /CLONE=D130092I09 /FEA=EST /CNT=3 /TID=Mm.209330.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443215_at 0.5 4.3 A A 0.78 0.36 2.7 NC 0.02 gb:BB389017 /DB_XREF=gi:16408685 /DB_XREF=BB389017 /CLONE=C230059L07 /FEA=EST /CNT=3 /TID=Mm.132311.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443351_at 2.1 8.4 A A 0.8 0.5 2.7 NC 0.09 gb:BG069154 /DB_XREF=gi:12551723 /DB_XREF=H3073C11-3 /CLONE=H3073C11 /FEA=EST /CNT=3 /TID=Mm.173786.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443373_at 1.5 12.8 A A 0.82 0.46 2.7 NC 0.02 gb:BM207264 /DB_XREF=gi:17763016 /DB_XREF=C0610D04-3 /CLONE=C0610D04 /FEA=EST /CNT=3 /TID=Mm.218081.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443374_at 0.8 17.7 A A 0.63 0.19 2.7 NC 0.41 gb:BB366710 /DB_XREF=gi:16406466 /DB_XREF=BB366710 /CLONE=C130034L19 /FEA=EST /CNT=3 /TID=Mm.192853.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443453_at 2.5 11 A A 0.53 0.21 2.7 NC 0.13 gb:BB446376 /DB_XREF=gi:16425100 /DB_XREF=BB446376 /CLONE=D030055M19 /FEA=EST /CNT=3 /TID=Mm.129605.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443903_at 2.4 12.3 A A 0.78 0.69 2.7 NC 0.35 gb:BF471867 /DB_XREF=gi:11541050 /DB_XREF=UI-M-BH3-awu-b-12-0-UI.r1 /CLONE=UI-M-BH3-awu-b-12-0-UI /FEA=EST /CNT=10 /TID=Mm.15030
MOE430_2_1444102_at 1.1 9 A A 0.91 0.19 2.7 NC 0.04 gb:BF019988 /DB_XREF=gi:10751320 /DB_XREF=ux05h03.x1 /CLONE=IMAGE:3470645 /FEA=EST /CNT=6 /TID=Mm.139277.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444249_at 0.9 5.4 A A 0.66 0.27 2.7 NC 0.02 gb:BG068689 /DB_XREF=gi:12551258 /DB_XREF=H3068C07-3 /CLONE=H3068C07 /FEA=EST /CNT=6 /TID=Mm.71912.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444325_at 0.3 4.5 A A 0.88 0.5 2.7 NC 0.02 gb:BM943059 /DB_XREF=gi:19402922 /DB_XREF=UI-M-CG0p-ben-c-10-0-UI.r1 /CLONE=UI-M-CG0p-ben-c-10-0-UI /FEA=EST /CNT=5 /TID=Mm.3424
MOE430_2_1444649_at 2.1 19 A A 0.63 0.21 2.7 NC 0.26 gb:AF253414 /DB_XREF=gi:7789750 /DB_XREF=AF253414 /FEA=EST /CNT=4 /TID=Mm.55485.1 /TIER=ConsEnd /STK=2 /UG=Mm.55485 /UG_TITLE=EST
MOE430_2_1444661_at 0.8 8.2 A A 0.96 0.6 2.7 NC 0.02 gb:BB247791 /DB_XREF=gi:15410608 /DB_XREF=BB247791 /CLONE=A730021D22 /FEA=EST /CNT=4 /TID=Mm.124696.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444672_at 0.9 7.2 A A 0.78 0.66 2.7 NC 0.46 gb:BG069027 /DB_XREF=gi:12551596 /DB_XREF=H3071H10-3 /CLONE=H3071H10 /FEA=EST /CNT=4 /TID=Mm.13817.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444983_at 1.5 7.9 A M 0.59 0.05 2.7 NC 0.02 gb:BG069944 /DB_XREF=gi:12552601 /DB_XREF=H3082H04-3 /CLONE=H3082H04 /FEA=EST /CNT=3 /TID=Mm.173185.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445077_at 0.6 3.6 A A 0.91 0.36 2.7 I 0.000966 gb:BG067122 /DB_XREF=gi:12549691 /DB_XREF=H3050H01-3 /CLONE=H3050H01 /FEA=EST /CNT=3 /TID=Mm.172966.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445384_at 0.4 4.3 A A 0.82 0.72 2.7 NC 0.5 gb:BM200917 /DB_XREF=gi:17754429 /DB_XREF=C0217G08-3 /CLONE=C0217G08 /FEA=EST /CNT=3 /TID=Mm.215853.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445592_at 0.4 6.3 A A 0.85 0.3 2.7 NC 0.06 gb:AI504240 /DB_XREF=gi:4402091 /DB_XREF=vk97c03.x1 /CLONE=IMAGE:962596 /FEA=EST /CNT=3 /TID=Mm.33469.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445976_at 1 9.8 A P 0.66 0.005859 2.7 NC 0.07 gb:BG066771 /DB_XREF=gi:12549340 /DB_XREF=H3046G04-3 /CLONE=H3046G04 /FEA=EST /CNT=2 /TID=Mm.172833.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446008_at 0.9 4.6 A A 0.72 0.46 2.7 NC 0.02 gb:BG066496 /DB_XREF=gi:12549065 /DB_XREF=H3043F06-3 /CLONE=H3043F06 /FEA=EST /CNT=2 /TID=Mm.5824.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446171_at 0.9 8.1 A M 0.63 0.05 2.7 NC 0.01 gb:BB537031 /DB_XREF=gi:16446737 /DB_XREF=BB537031 /CLONE=E130003N19 /FEA=EST /CNT=2 /TID=Mm.82927.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446174_at 0.4 3.9 A A 0.96 0.6 2.7 NC 0.19 gb:BB429596 /DB_XREF=gi:16424003 /DB_XREF=BB429596 /CLONE=C630029B14 /FEA=EST /CNT=2 /TID=Mm.128938.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446360_at 1.1 9 A A 0.46 0.46 2.7 NC 0.26 gb:AW552822 /DB_XREF=gi:7198245 /DB_XREF=L0218A05-3 /CLONE=L0218A05 /FEA=EST /CNT=2 /TID=Mm.182709.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446823_at 0.5 5 A A 0.66 0.43 2.7 NC 0.2 gb:C77277 /DB_XREF=gi:2517607 /DB_XREF=C77277 /CLONE=J0028D07 /FEA=EST /CNT=2 /TID=Mm.154747.1 /TIER=ConsEnd /STK=2 /UG=Mm.15474
MOE430_2_1446900_at 0.3 0.8 A A 0.99 0.88 2.7 NC 0.05 gb:C78942 /DB_XREF=gi:2519272 /DB_XREF=C78942 /CLONE=J0057F12 /FEA=EST /CNT=2 /TID=Mm.155145.1 /TIER=ConsEnd /STK=2 /UG=Mm.15514
MOE430_2_1447015_at 1.7 13.6 A A 0.56 0.36 2.7 NC 0.5 gb:BF462687 /DB_XREF=gi:11531870 /DB_XREF=UI-M-CG0p-bng-e-03-0-UI.s1 /CLONE=UI-M-CG0p-bng-e-03-0-UI /FEA=EST /CNT=2 /TID=Mm.19683
MOE430_2_1447040_at 0.4 11.3 A A 0.84 0.27 2.7 NC 0.14 gb:AU041266 /DB_XREF=gi:3955501 /DB_XREF=AU041266 /CLONE=J0828F02 /FEA=EST /CNT=2 /TID=Mm.173892.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447367_at 2 14.7 A A 0.63 0.21 2.7 I 0.001486 gb:BB750313 /DB_XREF=gi:16154549 /DB_XREF=BB750313 /CLONE=G130002P10 /FEA=EST /CNT=2 /TID=Mm.124490.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447795_at 0.3 3.9 A A 0.91 0.75 2.7 NC 0.37 gb:AV101881 /DB_XREF=gi:5249429 /DB_XREF=AV101881 /CLONE=2410083A22 /FEA=EST /CNT=2 /TID=Mm.179710.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447799_x_ 1.3 7.2 A A 0.66 0.46 2.7 NC 0.33 gb:AV208702 /DB_XREF=gi:6149554 /DB_XREF=AV208702 /CLONE=1700110A12 /FEA=EST /CNT=2 /TID=Mm.87303.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448094_at 2.2 11.1 A A 0.78 0.43 2.7 NC 0.14 gb:AU256942 /DB_XREF=gi:20321075 /DB_XREF=AU256942 /CLONE=BED0009362 /FEA=EST /CNT=2 /TID=Mm.181731.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448424_at 4 27.3 A P 0.39 0.001953 2.7 I 0.000618 gb:U91905.1 /DB_XREF=gi:1917010 /GEN=mfiz /FEA=FLmRNA /CNT=130 /TID=Mm.3246.1 /TIER=FL /STK=1 /UG=Mm.3246 /LL=20378 /DEF=Mus muscu
MOE430_2_1448675_at 2.6 23.9 A A 0.43 0.14 2.7 NC 0.3 gb:NM_026187.1 /DB_XREF=gi:13385697 /GEN=1300008P06Rik /FEA=FLmRNA /CNT=90 /TID=Mm.23118.1 /TIER=FL+Stack /STK=48 /UG=Mm.23118 /LL
MOE430_2_1448700_at 98.3 552.7 P P 0.000244 0.000244 2.7 I 0.00002 gb:NM_008059.1 /DB_XREF=gi:6679888 /GEN=G0s2 /FEA=FLmRNA /CNT=99 /TID=Mm.3283.1 /TIER=FL+Stack /STK=45 /UG=Mm.3283 /LL=14373 /DEF=
MOE430_2_1448827_s_ 1 6.6 A A 0.8 0.5 2.7 NC 0.25 gb:BB481540 /DB_XREF=gi:9399149 /DB_XREF=BB481540 /CLONE=D430004I11 /FEA=FLmRNA /CNT=118 /TID=Mm.221164.1 /TIER=Stack /STK=8 /UG
MOE430_2_1449613_at 1.3 18.2 A A 0.87 0.46 2.7 NC 0.11 gb:AI848086 /DB_XREF=gi:5491992 /DB_XREF=UI-M-AP1-agk-c-06-0-UI.s1 /CLONE=UI-M-AP1-agk-c-06-0-UI /FEA=EST /CNT=2 /TID=Mm.39613.2 /T
MOE430_2_1450281_a_ 0.1 3.1 A A 0.72 0.46 2.7 NC 0.5 gb:NM_023064.1 /DB_XREF=gi:13095919 /GEN=1700021K02Rik /FEA=FLmRNA /CNT=4 /TID=Mm.30227.1 /TIER=FL /STK=2 /UG=Mm.30227 /LL=65971 /D
MOE430_2_1450538_s_ 1.1 9.6 A A 0.9 0.3 2.7 NC 0.01 gb:AY007568.1 /DB_XREF=gi:12000366 /FEA=FLmRNA /CNT=4 /TID=Mm.14213.1 /TIER=FL /STK=1 /UG=Mm.14213 /LL=17233 /UG_GENE=Mcptl /DEF=M
MOE430_2_1450680_at 0.7 7.6 A A 0.33 0.14 2.7 NC 0.5 gb:NM_009019.1 /DB_XREF=gi:6679622 /GEN=Rag1 /FEA=FLmRNA /CNT=39 /TID=Mm.828.1 /TIER=FL+Stack /STK=29 /UG=Mm.828 /LL=19373 /DEF=M
MOE430_2_1450803_at 0.7 9.9 A A 0.93 0.14 2.7 NC 0.15 gb:NM_008742.1 /DB_XREF=gi:6679143 /GEN=Ntf3 /FEA=FLmRNA /CNT=5 /TID=Mm.216303.1 /TIER=FL /STK=2 /UG=Mm.216303 /LL=18205 /DEF=Mus 
MOE430_2_1450974_at 2.9 18.9 A A 0.53 0.17 2.7 NC 0.02 gb:BI788452 /DB_XREF=gi:15816177 /DB_XREF=ie39a02.x1 /FEA=FLmRNA /CNT=306 /TID=Mm.36851.1 /TIER=Stack /STK=95 /UG=Mm.36851 /LL=11059
MOE430_2_1451548_at 0.1 2.3 A A 0.91 0.55 2.7 NC 0.03 gb:BC027189.1 /DB_XREF=gi:20071297 /FEA=FLmRNA /CNT=22 /TID=Mm.200370.1 /TIER=FL+Stack /STK=10 /UG=Mm.200370 /LL=76654 /UG_GENE=17
MOE430_2_1451694_at 2.7 8.7 A A 0.69 0.36 2.7 NC 0.07 gb:BC006830.1 /DB_XREF=gi:13905089 /FEA=FLmRNA /CNT=5 /TID=Mm.106570.1 /TIER=FL /STK=2 /UG=Mm.106570 /DEF=Mus musculus, Similar to DK
MOE430_2_1451949_at 2 10.1 A A 0.63 0.3 2.7 NC 0.16 gb:S69212.1 /DB_XREF=gi:545338 /GEN=Ig VH /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.23 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=M
MOE430_2_1451951_at 1.8 11 A A 0.69 0.39 2.7 NC 0.05 gb:U62386.1 /DB_XREF=gi:1480721 /FEA=FLmRNA /CNT=1 /TID=Mm.220175.1 /TIER=FL /STK=1 /UG=Mm.220175 /DEF=Mus musculus immunoglobulin he
MOE430_2_1452019_at 0.7 4.7 A A 0.87 0.36 2.7 NC 0.28 gb:AF442733.1 /DB_XREF=gi:17064177 /GEN=Cyyr1 /FEA=FLmRNA /CNT=6 /TID=Mm.213203.1 /TIER=FL /STK=1 /UG=Mm.213203 /DEF=Mus musculus 
MOE430_2_1452459_at 3.5 18.3 A P 0.39 0.001953 2.7 I 0.001832 gb:BB648052 /DB_XREF=gi:16482308 /DB_XREF=BB648052 /CLONE=C130045N17 /FEA=mRNA /CNT=11 /TID=Mm.168523.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452478_at 1.3 11.7 A A 0.78 0.5 2.7 NC 0.18 gb:AY044451.1 /DB_XREF=gi:15430295 /FEA=mRNA /CNT=7 /TID=Mm.207070.1 /TIER=ConsEnd /STK=0 /UG=Mm.207070 /DEF=Mus musculus heart alph
MOE430_2_1453075_at 1.1 9.7 A A 0.56 0.14 2.7 NC 0.04 gb:AK005436.1 /DB_XREF=gi:12837983 /FEA=mRNA /CNT=17 /TID=Mm.23138.1 /TIER=Stack /STK=8 /UG=Mm.23138 /LL=72025 /UG_GENE=1600012P17
MOE430_2_1453157_at 2.3 16.2 A A 0.63 0.19 2.7 NC 0.01 gb:AK006230.1 /DB_XREF=gi:12839215 /FEA=mRNA /CNT=24 /TID=Mm.87446.1 /TIER=Stack /STK=19 /UG=Mm.87446 /LL=72252 /UG_GENE=1700022A2
MOE430_2_1453625_at 0.2 3 A A 0.66 0.56 2.7 NC 0.16 gb:AV169581 /DB_XREF=gi:5376018 /DB_XREF=AV169581 /CLONE=3110086F14 /FEA=mRNA /CNT=5 /TID=Mm.158184.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453812_at 0.6 3.1 A A 0.6 0.39 2.7 NC 0.35 gb:AK018295.1 /DB_XREF=gi:12857934 /FEA=mRNA /CNT=6 /TID=Mm.165340.1 /TIER=ConsEnd /STK=0 /UG=Mm.165340 /LL=76217 /UG_GENE=643070
MOE430_2_1453820_at 0.4 2.9 A A 0.95 0.6 2.7 NC 0.21 gb:AK020810.1 /DB_XREF=gi:12861510 /FEA=mRNA /CNT=5 /TID=Mm.87229.2 /TIER=ConsEnd /STK=0 /UG=Mm.87229 /LL=77936 /UG_GENE=A930005F
MOE430_2_1454127_at 0.4 2.6 A A 0.98 0.6 2.7 NC 0.01 gb:AK003123.1 /DB_XREF=gi:12833587 /FEA=mRNA /CNT=1 /TID=Mm.158209.1 /TIER=ConsEnd /STK=0 /UG=Mm.158209 /LL=68433 /UG_GENE=101000
MOE430_2_1454191_at 0.3 2.9 A A 0.98 0.39 2.7 I 0.000692 gb:AK020699.1 /DB_XREF=gi:12861361 /FEA=mRNA /CNT=1 /TID=Mm.195794.1 /TIER=ConsEnd /STK=0 /UG=Mm.195794 /LL=77215 /UG_GENE=A03000
MOE430_2_1454429_at 3 27 A P 0.27 0.02 2.7 NC 0.01 gb:AK018030.1 /DB_XREF=gi:12857565 /FEA=mRNA /CNT=1 /TID=Mm.159680.1 /TIER=ConsEnd /STK=0 /UG=Mm.159680 /LL=76110 /UG_GENE=583046
MOE430_2_1454564_at 1.3 6 A A 0.46 0.21 2.7 NC 0.26 gb:AK016604.1 /DB_XREF=gi:12855433 /FEA=mRNA /CNT=1 /TID=Mm.206822.1 /TIER=ConsEnd /STK=0 /UG=Mm.206822 /LL=71042 /UG_GENE=493340
MOE430_2_1454742_at 1 6.1 A A 0.74 0.36 2.7 NC 0.16 gb:BB003229 /DB_XREF=gi:15389399 /DB_XREF=BB003229 /CLONE=4732452O09 /FEA=EST /CNT=62 /TID=Mm.87466.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1455332_x_ 1.4 8.1 A A 0.6 0.53 2.7 NC 0.39 gb:BM224327 /DB_XREF=gi:17785551 /DB_XREF=K0149H01-3 /CLONE=K0149H01 /FEA=EST /CNT=25 /TID=Mm.10809.6 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455404_at 2.8 17.2 A A 0.87 0.3 2.7 NC 0.007788 gb:BG870711 /DB_XREF=gi:14221251 /DB_XREF=602792105F1 /CLONE=IMAGE:4923361 /FEA=EST /CNT=27 /TID=Mm.34459.1 /TIER=Stack /STK=14 /U
MOE430_2_1455535_at 2.7 9.5 A A 0.63 0.09 2.7 NC 0.01 gb:BB561008 /DB_XREF=gi:9647374 /DB_XREF=BB561008 /CLONE=E530119C23 /FEA=EST /CNT=32 /TID=Mm.96057.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1455686_at 1.4 14.4 A P 0.3 0.04 2.7 NC 0.5 gb:BB077342 /DB_XREF=gi:16260407 /DB_XREF=BB077342 /CLONE=9330137C05 /FEA=EST /CNT=12 /TID=Mm.131615.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455708_at 1.9 16.9 A A 0.46 0.17 2.7 NC 0.4 gb:BB749726 /DB_XREF=gi:16153962 /DB_XREF=BB749726 /CLONE=G030201D08 /FEA=EST /CNT=10 /TID=Mm.40073.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455714_at 3.5 13.2 A A 0.33 0.24 2.7 NC 0.05 gb:BQ174072 /DB_XREF=gi:20349563 /DB_XREF=UI-M-DJ2-bvv-d-10-0-UI.s1 /CLONE=UI-M-DJ2-bvv-d-10-0-UI /FEA=EST /CNT=12 /TID=Mm.37462.
MOE430_2_1455771_at 1.8 9.5 A A 0.43 0.06 2.7 NC 0.01 gb:BB467799 /DB_XREF=gi:16427421 /DB_XREF=BB467799 /CLONE=D230016K05 /FEA=EST /CNT=10 /TID=Mm.130359.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455948_x_ 11.4 20.2 P P 0.04 0.02 2.7 I 0.001077 gb:AV009181 /DB_XREF=gi:4786168 /DB_XREF=AV009181 /CLONE=1110017G05 /FEA=EST /CNT=24 /TID=Mm.72113.1 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1456656_at 0.9 7.3 A A 0.53 0.35 2.7 NC 0.5 gb:AI848705 /DB_XREF=gi:5492611 /DB_XREF=UI-M-AH1-agv-h-06-0-UI.s1 /CLONE=UI-M-AH1-agv-h-06-0-UI /FEA=EST /CNT=10 /TID=Mm.40698.1 /
MOE430_2_1457046_s_ 0.2 2.5 A A 0.96 0.53 2.7 NC 0.03 gb:BB545241 /DB_XREF=gi:15412404 /DB_XREF=BB545241 /CLONE=E130303F15 /FEA=EST /CNT=10 /TID=Mm.24953.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457113_at 3.5 18.2 A A 0.6 0.33 2.7 NC 0.05 gb:BG069191 /DB_XREF=gi:12551760 /DB_XREF=H3073G03-3 /CLONE=H3073G03 /FEA=EST /CNT=6 /TID=Mm.36110.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457334_at 2.3 13.7 A A 0.63 0.09 2.7 NC 0.01 gb:BB371179 /DB_XREF=gi:16406940 /DB_XREF=BB371179 /CLONE=C130057M05 /FEA=EST /CNT=6 /TID=Mm.38083.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457460_at 1 11.6 A A 0.6 0.19 2.7 NC 0.02 gb:BB011474 /DB_XREF=gi:15403286 /DB_XREF=BB011474 /CLONE=4831445C21 /FEA=EST /CNT=5 /TID=Mm.183334.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457624_at 0.3 2.5 A A 0.96 0.36 2.7 I 0.000068 gb:AV213532 /DB_XREF=gi:6152983 /DB_XREF=AV213532 /CLONE=2410128F13 /FEA=EST /CNT=4 /TID=Mm.162811.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457898_at 0.8 3.9 A A 0.39 0.33 2.7 NC 0.41 gb:BM243944 /DB_XREF=gi:17879214 /DB_XREF=K0704C08-3 /CLONE=K0704C08 /FEA=EST /CNT=4 /TID=Mm.185569.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457916_at 1.2 10.4 A P 0.35 0.02 2.7 NC 0.18 gb:AU021836 /DB_XREF=gi:3386795 /DB_XREF=AU021836 /CLONE=J0402H03 /FEA=EST /CNT=4 /TID=Mm.26280.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1458138_at 0.5 8.1 A A 0.63 0.3 2.7 NC 0.03 gb:AV330389 /DB_XREF=gi:15406371 /DB_XREF=AV330389 /CLONE=6330513F11 /FEA=EST /CNT=3 /TID=Mm.39144.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458148_at 1.5 5.3 A A 0.69 0.27 2.7 NC 0.02 gb:BB466171 /DB_XREF=gi:16427209 /DB_XREF=BB466171 /CLONE=D230007K08 /FEA=EST /CNT=3 /TID=Mm.215994.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458589_at 0.5 5 A A 0.91 0.27 2.7 NC 0.09 gb:BB485297 /DB_XREF=gi:16441254 /DB_XREF=BB485297 /CLONE=D430030N05 /FEA=EST /CNT=4 /TID=Mm.207498.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459031_at 1.2 7.4 A A 0.78 0.33 2.7 NC 0.18 gb:AW123777 /DB_XREF=gi:6099307 /DB_XREF=UI-M-BH2.1-apm-c-07-0-UI.s1 /CLONE=UI-M-BH2.1-apm-c-07-0-UI /FEA=EST /CNT=3 /TID=Mm.7104
MOE430_2_1459235_at 0.2 5.2 A A 0.94 0.36 2.7 NC 0.02 gb:BB522668 /DB_XREF=gi:16443707 /DB_XREF=BB522668 /CLONE=D930008N22 /FEA=EST /CNT=2 /TID=Mm.209697.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459371_at 0.9 6.3 A A 0.85 0.46 2.7 NC 0.13 gb:BB458938 /DB_XREF=gi:16426343 /DB_XREF=BB458938 /CLONE=D130059E04 /FEA=EST /CNT=2 /TID=Mm.209281.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459456_at 0.6 9.5 A A 0.88 0.24 2.7 NC 0.17 gb:BB005564 /DB_XREF=gi:15389939 /DB_XREF=BB005564 /CLONE=4732467B11 /FEA=EST /CNT=2 /TID=Mm.209778.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459486_at 0.5 5.2 A A 0.93 0.65 2.7 NC 0.02 gb:AU022240 /DB_XREF=gi:3387199 /DB_XREF=AU022240 /CLONE=J0410G08 /FEA=EST /CNT=2 /TID=Mm.173509.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459535_at 1.3 14.2 A A 0.46 0.14 2.7 NC 0.36 gb:BG066467 /DB_XREF=gi:12549036 /DB_XREF=H3043D01-3 /CLONE=H3043D01 /FEA=EST /CNT=2 /TID=Mm.172763.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459968_at 1.5 10.2 A A 0.87 0.17 2.7 NC 0.00712 gb:AW742677 /DB_XREF=gi:7654473 /DB_XREF=up58b05.x1 /CLONE=IMAGE:2780241 /FEA=EST /CNT=2 /TID=Mm.170575.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1460012_at 15.9 136 P P 0.000244 0.000244 2.7 I 0.00002 gb:BE987647 /DB_XREF=gi:10663211 /DB_XREF=UI-M-CG0p-bhr-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bhr-a-06-0-UI /FEA=EST /CNT=29 /TID=Mm.3562
MOE430_2_1460729_at 3.9 28.6 A P 0.53 0.01 2.7 I 0.000114 gb:BI662863 /DB_XREF=gi:15577096 /DB_XREF=603286605F1 /CLONE=IMAGE:5320801 /FEA=FLmRNA /CNT=213 /TID=Mm.6710.1 /TIER=Stack /STK=19
MOE430_2_AFFX-ThrX 1.3 8 A A 0.58 0.22 2.7 NC 0.01 Bacillus subtilis /REF=X04603 /DEF=B subtilis thrC, thrB genes corresponding to nucleotides 248-2229 of X04603 /LEN=2073 (-5, -M, -3 represent transc
MOE430_2_1417335_at 0.8 9.8 A A 0.8 0.45 2.6 NC 0.41 gb:NM_017465.1 /DB_XREF=gi:8567407 /GEN=Sult2b1 /FEA=FLmRNA /CNT=59 /TID=Mm.7316.1 /TIER=FL+Stack /STK=48 /UG=Mm.7316 /LL=54200 /DE
MOE430_2_1417641_at 0.6 5.6 A A 0.8 0.24 2.6 NC 0.09 gb:NM_026449.1 /DB_XREF=gi:13385945 /GEN=1700021B12Rik /FEA=FLmRNA /CNT=45 /TID=Mm.141471.1 /TIER=FL+Stack /STK=40 /UG=Mm.141471 /
MOE430_2_1418205_at 1.3 7.9 A P 0.63 0.04 2.6 NC 0.01 gb:BB418472 /DB_XREF=gi:16423414 /DB_XREF=BB418472 /CLONE=C530010H06 /FEA=FLmRNA /CNT=61 /TID=Mm.32067.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1418903_at 4.7 14.5 A A 0.56 0.36 2.6 NC 0.37 gb:BC019966.1 /DB_XREF=gi:18043562 /FEA=FLmRNA /CNT=47 /TID=Mm.20206.1 /TIER=FL+Stack /STK=16 /UG=Mm.20206 /LL=11827 /UG_GENE=Aqp
MOE430_2_1419144_at 1 7.1 A A 0.69 0.3 2.6 NC 0.04 gb:NM_053094.1 /DB_XREF=gi:16716384 /GEN=Cd163 /FEA=FLmRNA /CNT=22 /TID=Mm.30679.1 /TIER=FL+Stack /STK=13 /UG=Mm.30679 /LL=93671 /
MOE430_2_1419186_a_ 1 8.6 A A 0.66 0.36 2.6 NC 0.21 gb:NM_009183.1 /DB_XREF=gi:6677968 /GEN=Siat8d /FEA=FLmRNA /CNT=24 /TID=Mm.10701.1 /TIER=FL+Stack /STK=12 /UG=Mm.10701 /LL=20452 /D
MOE430_2_1419570_at 1.4 11.4 A A 0.66 0.06 2.6 I 0.001651 gb:NM_022317.1 /DB_XREF=gi:11612494 /GEN=Slc28a3 /FEA=FLmRNA /CNT=61 /TID=Mm.18188.1 /TIER=FL+Stack /STK=8 /UG=Mm.18188 /LL=114304 
MOE430_2_1420318_at 0.5 17.9 A P 0.27 0.02 2.6 NC 0.5 gb:AA139561 /DB_XREF=gi:1701765 /DB_XREF=mq03f01.r1 /CLONE=IMAGE:577657 /FEA=EST /CNT=1 /TID=Mm.33640.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420408_a_ 0.5 5.7 A A 0.85 0.21 2.6 NC 0.006503 gb:NM_021043.1 /DB_XREF=gi:11038667 /GEN=Abcc9 /FEA=FLmRNA /CNT=20 /TID=Mm.35670.1 /TIER=FL /STK=5 /UG=Mm.35670 /LL=20928 /DEF=Mu
MOE430_2_1420553_x_ 0.2 3.5 A A 0.82 0.66 2.6 NC 0.13 gb:NM_009243.1 /DB_XREF=gi:6678078 /GEN=Spi1-1 /FEA=FLmRNA /CNT=10 /TID=Mm.218230.1 /TIER=FL /STK=4 /UG=Mm.218230 /LL=20700 /DEF=M
MOE430_2_1420756_at 2.1 18.2 A A 0.66 0.46 2.6 NC 0.14 gb:NM_013524.1 /DB_XREF=gi:7305072 /GEN=Fut7 /FEA=FLmRNA /CNT=6 /TID=Mm.1203.1 /TIER=FL /STK=3 /UG=Mm.1203 /LL=14347 /DEF=Mus musc
MOE430_2_1421114_a_ 66 390.7 P P 0.001953 0.000244 2.6 I 0.00002 gb:NM_007884.1 /DB_XREF=gi:6681230 /GEN=Dspg3 /FEA=FLmRNA /CNT=17 /TID=Mm.5150.1 /TIER=FL /STK=2 /UG=Mm.5150 /LL=13516 /DEF=Mus m
MOE430_2_1421446_at 2.3 15.7 A M 0.43 0.05 2.6 NC 0.003699 gb:NM_011102.1 /DB_XREF=gi:6755079 /GEN=Prkcc /FEA=FLmRNA /CNT=9 /TID=Mm.7980.1 /TIER=FL /STK=2 /UG=Mm.7980 /LL=18752 /DEF=Mus mu
MOE430_2_1421496_at 0.6 3.5 A A 0.98 0.69 2.6 NC 0.01 gb:NM_028605.1 /DB_XREF=gi:13386331 /GEN=2410116I05Rik /FEA=FLmRNA /CNT=5 /TID=Mm.153278.1 /TIER=FL /STK=2 /UG=Mm.153278 /LL=73682 
MOE430_2_1421577_at 3.2 23.1 A A 0.56 0.33 2.6 NC 0.37 gb:NM_007967.1 /DB_XREF=gi:6679712 /GEN=Evx2 /FEA=FLmRNA /CNT=6 /TID=Mm.25365.1 /TIER=FL /STK=2 /UG=Mm.25365 /LL=14029 /DEF=Mus m
MOE430_2_1421674_at 3.1 19 A A 0.85 0.36 2.6 NC 0.007788 gb:NM_027719.1 /DB_XREF=gi:13386253 /GEN=4933436E20Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158614.1 /TIER=FL /STK=2 /UG=Mm.158614 /LL=71202
MOE430_2_1421800_at 3.2 22.7 A A 0.39 0.11 2.6 NC 0.4 gb:NM_011080.1 /DB_XREF=gi:6755055 /GEN=Phxr1 /FEA=FLmRNA /CNT=2 /TID=Mm.41987.1 /TIER=FL /STK=2 /UG=Mm.41987 /LL=18686 /DEF=Mus m
MOE430_2_1421885_at 1.1 10.2 A A 0.6 0.53 2.6 NC 0.24 gb:BG065298 /DB_XREF=gi:12547861 /DB_XREF=H3029E04-3 /CLONE=H3029E04 /FEA=FLmRNA /CNT=91 /TID=Mm.6357.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1422040_at 1.3 7.9 A A 0.75 0.27 2.6 NC 0.03 gb:AF176670.1 /DB_XREF=gi:5823360 /GEN=CDw108 /FEA=FLmRNA /CNT=11 /TID=Mm.42028.1 /TIER=FL /STK=1 /UG=Mm.42028 /LL=20361 /DEF=Mu
MOE430_2_1422158_at 2.5 16.1 A A 0.5 0.19 2.6 NC 0.39 gb:NM_022319.1 /DB_XREF=gi:11612486 /GEN=Clstn2 /FEA=FLmRNA /CNT=8 /TID=Mm.32095.1 /TIER=FL /STK=1 /UG=Mm.32095 /LL=64085 /DEF=Mus



MOE430_2_1422260_x_ 1.6 12.6 A A 0.94 0.46 2.6 NC 0.19 gb:X94151.1 /DB_XREF=gi:1419628 /FEA=FLmRNA /CNT=2 /TID=Mm.14302.1 /TIER=ConsEnd /STK=0 /UG=Mm.14302 /LL=12774 /UG_GENE=Cmkbr5 /D
MOE430_2_1422304_at 0.7 3.6 A A 0.91 0.3 2.6 NC 0.04 gb:NM_010695.1 /DB_XREF=gi:6754515 /GEN=Lcn4 /FEA=FLmRNA /CNT=2 /TID=Mm.5069.1 /TIER=FL /STK=1 /UG=Mm.5069 /LL=16821 /DEF=Mus mus
MOE430_2_1422444_at 10.8 68.7 P P 0.03 0.000244 2.6 I 0.00002 gb:NM_008397.1 /DB_XREF=gi:7110658 /GEN=Itga6 /FEA=FLmRNA /CNT=336 /TID=Mm.25232.1 /TIER=FL+Stack /STK=112 /UG=Mm.25232 /LL=16403 /
MOE430_2_1422617_at 0.2 6.3 A A 0.85 0.14 2.6 NC 0.07 gb:NM_009529.1 /DB_XREF=gi:6678606 /GEN=Xmr /FEA=FLmRNA /CNT=32 /TID=Mm.14300.1 /TIER=FL+Stack /STK=26 /UG=Mm.14300 /LL=22526 /DEF
MOE430_2_1423006_at 2.4 15.7 A M 0.56 0.05 2.6 NC 0.03 gb:NM_008842.1 /DB_XREF=gi:9506972 /GEN=Pim1 /FEA=FLmRNA /CNT=9 /TID=Mm.2322.1 /TIER=FL /STK=0 /UG=Mm.2322 /LL=18712 /DEF=Mus mus
MOE430_2_1423175_s_ 1 5.1 A A 0.88 0.53 2.6 NC 0.12 gb:BE953582 /DB_XREF=gi:10595243 /DB_XREF=UI-M-CC1-bac-e-07-0-UI.s1 /CLONE=UI-M-CC1-bac-e-07-0-UI /FEA=FLmRNA /CNT=70 /TID=Mm.33
MOE430_2_1423638_at 2.9 23.4 A A 0.78 0.39 2.6 NC 0.05 gb:BI152634 /DB_XREF=gi:14612635 /DB_XREF=602918320F1 /CLONE=IMAGE:5068828 /FEA=FLmRNA /CNT=22 /TID=Mm.56991.1 /TIER=ConsEnd /STK
MOE430_2_1424754_at 1.5 6.5 A A 0.69 0.53 2.6 NC 0.28 gb:BC024402.1 /DB_XREF=gi:19354433 /FEA=FLmRNA /CNT=35 /TID=Mm.193094.1 /TIER=FL+Stack /STK=17 /UG=Mm.193094 /LL=71596 /UG_GENE=9
MOE430_2_1424856_at 2.2 10.9 A P 0.49 0.005859 2.6 NC 0.04 gb:BC020177.1 /DB_XREF=gi:18044917 /FEA=FLmRNA /CNT=95 /TID=Mm.44101.1 /TIER=FL+Stack /STK=13 /UG=Mm.44101 /DEF=Mus musculus, ATPas
MOE430_2_1425365_a_ 0.4 3 A A 0.93 0.5 2.6 NC 0.21 gb:BC018344.1 /DB_XREF=gi:17390803 /FEA=FLmRNA /CNT=13 /TID=Mm.46933.1 /TIER=FL /STK=2 /UG=Mm.46933 /LL=68444 /UG_GENE=1300007K12
MOE430_2_1425835_a_ 3 12.8 A A 0.75 0.24 2.6 NC 0.002753 gb:AF454944.1 /DB_XREF=gi:18087411 /GEN=Bbx /FEA=FLmRNA /CNT=3 /TID=Mm.181039.2 /TIER=FL /STK=1 /UG=Mm.181039 /LL=70508 /DEF=Mus m
MOE430_2_1426018_a_ 1.1 3 A A 0.43 0.14 2.6 NC 0.03 gb:D61689.1 /DB_XREF=gi:927212 /FEA=FLmRNA /CNT=1 /TID=Mm.4656.2 /TIER=FL /STK=1 /UG=Mm.4656 /LL=20679 /UG_GENE=Sox6 /DEF=Mouse m
MOE430_2_1427204_at 0.8 12.2 A A 0.85 0.17 2.6 NC 0.01 gb:AK014383.1 /DB_XREF=gi:12852195 /FEA=mRNA /CNT=23 /TID=Mm.103712.1 /TIER=ConsEnd /STK=3 /UG=Mm.103712 /LL=74023 /UG_GENE=33224
MOE430_2_1427515_at 1.8 6.9 A A 0.63 0.08 2.6 I 0.000438 gb:BB637972 /DB_XREF=gi:16473703 /DB_XREF=BB637972 /CLONE=A630092B02 /FEA=mRNA /CNT=8 /TID=Mm.216477.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427561_a_ 2.5 13.1 A A 0.6 0.5 2.6 NC 0.37 gb:BC026681.1 /DB_XREF=gi:20072385 /FEA=mRNA /CNT=5 /TID=Mm.29117.2 /TIER=ConsEnd /STK=0 /UG=Mm.29117 /DEF=Mus musculus, clone IMAG
MOE430_2_1427632_x_ 0.2 1.7 A A 0.8 0.63 2.6 NC 0.72 gb:AI326546 /DB_XREF=gi:4060975 /DB_XREF=ml63g06.y1 /CLONE=IMAGE:516730 /FEA=mRNA /CNT=3 /TID=Mm.103757.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427644_at 0.5 1.4 A A 0.92 0.85 2.6 NC 0.13 gb:AV154423 /DB_XREF=gi:5370524 /DB_XREF=AV154423 /CLONE=2900062F06 /FEA=mRNA /CNT=2 /TID=Mm.45982.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1427806_at 2.5 10.1 A A 0.6 0.19 2.6 NC 0.03 gb:M33036.1 /DB_XREF=gi:1110431 /FEA=mRNA /CNT=1 /TID=Mm.28973.2 /TIER=ConsEnd /STK=0 /UG=Mm.28973 /LL=15894 /UG_GENE=Icam1 /DEF=
MOE430_2_1430285_at 5.1 22.1 A A 0.63 0.08 2.6 NC 0.02 gb:AK013448.1 /DB_XREF=gi:12850809 /FEA=mRNA /CNT=4 /TID=Mm.45223.1 /TIER=ConsEnd /STK=3 /UG=Mm.45223 /LL=72819 /UG_GENE=2810487F
MOE430_2_1430394_a_ 4.7 31.2 A A 0.46 0.11 2.6 NC 0.01 gb:AK020749.1 /DB_XREF=gi:12861431 /GEN=Abcb9 /FEA=mRNA /CNT=6 /TID=Mm.41213.2 /TIER=ConsEnd /STK=2 /UG=Mm.41213 /LL=56325 /UG_TIT
MOE430_2_1430682_at 0.8 5.2 A A 0.96 0.66 2.6 NC 0.07 gb:AK019766.1 /DB_XREF=gi:12860098 /FEA=mRNA /CNT=7 /TID=Mm.160137.1 /TIER=ConsEnd /STK=1 /UG=Mm.160137 /LL=78806 /UG_GENE=493055
MOE430_2_1430715_at 6 29.6 A A 0.66 0.39 2.6 NC 0.01 gb:AK009344.1 /DB_XREF=gi:12844085 /FEA=mRNA /CNT=7 /TID=Mm.159811.1 /TIER=ConsEnd /STK=1 /UG=Mm.159811 /LL=76948 /UG_GENE=231001
MOE430_2_1430727_at 1 8 A A 0.5 0.09 2.6 NC 0.2 gb:AK015297.1 /DB_XREF=gi:12853579 /FEA=mRNA /CNT=6 /TID=Mm.26540.1 /TIER=ConsEnd /STK=1 /UG=Mm.26540 /LL=74670 /UG_GENE=4930432O
MOE430_2_1430733_at 1.1 8.4 A A 0.8 0.46 2.6 NC 0.33 gb:AV277374 /DB_XREF=gi:6265411 /DB_XREF=AV277374 /CLONE=4932441P12 /FEA=mRNA /CNT=5 /TID=Mm.159185.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430866_at 2.3 14.7 A P 0.5 0.03 2.6 NC 0.5 gb:BB432681 /DB_XREF=gi:16424239 /DB_XREF=BB432681 /CLONE=C630047E11 /FEA=mRNA /CNT=3 /TID=Mm.133460.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430973_at 2.2 11.9 A A 0.85 0.21 2.6 NC 0.04 gb:AK005691.1 /DB_XREF=gi:12838397 /FEA=mRNA /CNT=3 /TID=Mm.52517.1 /TIER=ConsEnd /STK=1 /UG=Mm.52517 /LL=72230 /UG_GENE=1700007A
MOE430_2_1431401_at 0.7 5.3 A A 0.5 0.12 2.6 NC 0.009288 gb:AI036135 /DB_XREF=gi:3259826 /DB_XREF=ub63g08.r1 /CLONE=IMAGE:1382462 /FEA=mRNA /CNT=3 /TID=Mm.25795.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431508_at 2 16.2 A A 0.56 0.17 2.6 NC 0.12 gb:AK015191.1 /DB_XREF=gi:12853430 /FEA=mRNA /CNT=7 /TID=Mm.159080.1 /TIER=ConsEnd /STK=1 /UG=Mm.159080 /LL=73872 /UG_GENE=493042
MOE430_2_1431536_at 0.5 3.9 A A 0.68 0.56 2.6 NC 0.18 gb:AK015302.1 /DB_XREF=gi:12853585 /FEA=mRNA /CNT=2 /TID=Mm.159572.1 /TIER=ConsEnd /STK=1 /UG=Mm.159572 /LL=75793 /UG_GENE=493043
MOE430_2_1431633_x_ 0.4 2.4 A A 0.9 0.39 2.6 NC 0.02 gb:AK015905.1 /DB_XREF=gi:12854425 /FEA=mRNA /CNT=2 /TID=Mm.84525.1 /TIER=ConsEnd /STK=1 /UG=Mm.84525 /LL=75138 /UG_GENE=4930526L
MOE430_2_1432061_at 0.8 6.5 A A 0.53 0.17 2.6 NC 0.006503 gb:AK016680.1 /DB_XREF=gi:12855550 /FEA=mRNA /CNT=1 /TID=Mm.158542.1 /TIER=ConsEnd /STK=0 /UG=Mm.158542 /LL=71040 /UG_GENE=493340
MOE430_2_1432063_at 4.1 25.3 A P 0.27 0.03 2.6 NC 0.01 gb:AK014779.1 /DB_XREF=gi:12852827 /FEA=mRNA /CNT=1 /TID=Mm.159254.1 /TIER=ConsEnd /STK=0 /UG=Mm.159254 /LL=74601 /UG_GENE=483342
MOE430_2_1432193_at 2.1 15.1 A A 0.6 0.3 2.6 NC 0.05 gb:AK015122.1 /DB_XREF=gi:12853341 /FEA=mRNA /CNT=1 /TID=Mm.159096.1 /TIER=ConsEnd /STK=0 /UG=Mm.159096 /LL=73941 /UG_GENE=493041
MOE430_2_1432323_at 26.9 181.8 P P 0.001953 0.000244 2.6 I 0.00002 gb:AK018465.1 /DB_XREF=gi:12858178 /FEA=mRNA /CNT=1 /TID=Mm.158711.1 /TIER=ConsEnd /STK=0 /UG=Mm.158711 /LL=71510 /UG_GENE=843043
MOE430_2_1432455_a_ 1.2 6.9 A A 0.77 0.53 2.6 NC 0.34 gb:AK005485.1 /DB_XREF=gi:12838073 /FEA=mRNA /CNT=1 /TID=Mm.215193.2 /TIER=ConsEnd /STK=0 /UG=Mm.215193 /LL=73244 /UG_GENE=160001
MOE430_2_1432812_at 0.6 6.1 A A 0.8 0.66 2.6 NC 0.35 gb:BB015570 /DB_XREF=gi:8138773 /DB_XREF=BB015570 /CLONE=4930554P06 /FEA=mRNA /CNT=2 /TID=Mm.108514.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432903_at 0.7 5.9 A A 0.98 0.56 2.6 NC 0.39 gb:AK019801.1 /DB_XREF=gi:12860141 /FEA=mRNA /CNT=1 /TID=Mm.158195.2 /TIER=ConsEnd /STK=0 /UG=Mm.158195 /LL=68308 /UG_GENE=493057
MOE430_2_1432989_at 1.3 7.2 A A 0.53 0.14 2.6 NC 0.45 gb:AK013525.1 /DB_XREF=gi:12850926 /FEA=mRNA /CNT=1 /TID=Mm.158905.1 /TIER=ConsEnd /STK=0 /UG=Mm.158905 /LL=72901 /UG_GENE=290001
MOE430_2_1432996_at 0.3 7.1 A A 0.66 0.27 2.6 NC 0.06 gb:AK018031.1 /DB_XREF=gi:12857566 /FEA=mRNA /CNT=1 /TID=Mm.159676.1 /TIER=ConsEnd /STK=0 /UG=Mm.159676 /LL=76098 /UG_GENE=583046
MOE430_2_1433036_at 2.1 6.9 A A 0.9 0.43 2.6 NC 0.01 gb:AK016215.1 /DB_XREF=gi:12854860 /FEA=mRNA /CNT=1 /TID=Mm.159600.1 /TIER=ConsEnd /STK=0 /UG=Mm.159600 /LL=75843 /UG_GENE=493056
MOE430_2_1433160_at 0.2 1.7 A A 0.99 0.82 2.6 NC 0.01 gb:AK005783.1 /DB_XREF=gi:12838535 /FEA=mRNA /CNT=1 /TID=Mm.159525.1 /TIER=ConsEnd /STK=0 /UG=Mm.159525 /LL=75449 /UG_GENE=170000
MOE430_2_1433177_at 0.7 4.9 A A 0.91 0.6 2.6 NC 0.18 gb:AK016944.1 /DB_XREF=gi:12855948 /FEA=mRNA /CNT=1 /TID=Mm.158621.1 /TIER=ConsEnd /STK=0 /UG=Mm.158621 /LL=71216 /UG_GENE=493342
MOE430_2_1433197_at 1.1 10.1 A A 0.74 0.3 2.6 NC 0.14 gb:AK015386.1 /DB_XREF=gi:12853707 /FEA=mRNA /CNT=1 /TID=Mm.159346.1 /TIER=ConsEnd /STK=0 /UG=Mm.159346 /LL=74867 /UG_GENE=493044
MOE430_2_1433198_at 2 9.5 A A 0.82 0.43 2.6 NC 0.13 gb:AK015386.1 /DB_XREF=gi:12853707 /FEA=mRNA /CNT=1 /TID=Mm.159346.1 /TIER=ConsEnd /STK=0 /UG=Mm.159346 /LL=74867 /UG_GENE=493044
MOE430_2_1433327_at 0.5 3.8 A A 0.97 0.63 2.6 NC 0.08 gb:AK007074.1 /DB_XREF=gi:12840438 /FEA=mRNA /CNT=1 /TID=Mm.158157.1 /TIER=ConsEnd /STK=0 /UG=Mm.158157 /LL=67524 /UG_GENE=170009
MOE430_2_1433375_at 1 6.4 A A 0.8 0.3 2.6 NC 0.01 gb:AK021311.1 /DB_XREF=gi:12862162 /FEA=mRNA /CNT=1 /TID=Mm.160099.1 /TIER=ConsEnd /STK=0 /UG=Mm.160099 /LL=78573 /UG_GENE=D53003
MOE430_2_1434929_at 1.6 10.3 A A 0.42 0.09 2.6 NC 0.5 gb:BI076809 /DB_XREF=gi:14515454 /DB_XREF=L0267D08-3 /CLONE=L0267D08 /FEA=EST /CNT=32 /TID=Mm.30745.1 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1435840_x_ 1 5.2 A A 0.53 0.5 2.6 NC 0.5 gb:AI452166 /DB_XREF=gi:4300020 /DB_XREF=mp81f07.x1 /CLONE=IMAGE:575653 /FEA=EST /CNT=14 /TID=Mm.10758.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435987_x_ 4.7 21.6 A P 0.17 0.001953 2.6 I 0.000189 gb:BM570681 /DB_XREF=gi:18852658 /DB_XREF=ii01d02.x1 /CLONE=IMAGE:5940506 /FEA=EST /CNT=13 /TID=Mm.86556.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1436127_at 0.5 4.6 A A 0.8 0.39 2.6 NC 0.11 gb:AI854101 /DB_XREF=gi:5498007 /DB_XREF=UI-M-BH0-ajw-c-04-0-UI.s1 /CLONE=UI-M-BH0-ajw-c-04-0-UI /FEA=EST /CNT=13 /TID=Mm.40241.1 /
MOE430_2_1436171_at 2.5 14.7 A A 0.69 0.46 2.6 NC 0.09 gb:BM244999 /DB_XREF=gi:17880269 /DB_XREF=K0718E08-3 /CLONE=K0718E08 /FEA=EST /CNT=32 /TID=Mm.24099.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436288_at 0.9 8.6 A A 0.96 0.39 2.6 NC 0.24 gb:AV205574 /DB_XREF=gi:16384428 /DB_XREF=AV205574 /CLONE=1700080N10 /FEA=EST /CNT=10 /TID=Mm.142735.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436295_at 0.8 6.4 A A 0.72 0.43 2.6 NC 0.5 gb:BB803143 /DB_XREF=gi:16975772 /DB_XREF=BB803143 /CLONE=G630052N24 /FEA=EST /CNT=10 /TID=Mm.188970.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436345_at 1.9 12.1 A A 0.69 0.36 2.6 NC 0.11 gb:BF580053 /DB_XREF=gi:11653765 /DB_XREF=602095253F1 /CLONE=IMAGE:4209517 /FEA=EST /CNT=22 /TID=Mm.36763.1 /TIER=Stack /STK=9 /UG
MOE430_2_1436464_at 1 11.2 A A 0.56 0.09 2.6 NC 0.02 gb:BE943617 /DB_XREF=gi:10521341 /DB_XREF=UI-M-BH3-awd-h-04-0-UI.s1 /CLONE=UI-M-BH3-awd-h-04-0-UI /FEA=EST /CNT=10 /TID=Mm.94529
MOE430_2_1436975_at 1.1 13.8 A A 0.72 0.5 2.6 NC 0.5 gb:AV254386 /DB_XREF=gi:15405299 /DB_XREF=AV254386 /CLONE=4921509H23 /FEA=EST /CNT=33 /TID=Mm.56177.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1437472_at 0.8 6.1 A A 0.75 0.3 2.6 NC 0.16 gb:BB429098 /DB_XREF=gi:16423974 /DB_XREF=BB429098 /CLONE=C630025L14 /FEA=EST /CNT=33 /TID=Mm.184314.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437482_at 1.3 4.1 A A 0.63 0.24 2.6 NC 0.17 gb:BB476639 /DB_XREF=gi:16440191 /DB_XREF=BB476639 /CLONE=D330020H20 /FEA=EST /CNT=29 /TID=Mm.129498.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437631_at 5.5 30.9 A P 0.36 0.03 2.6 I 0.000114 gb:BB188374 /DB_XREF=gi:8848945 /DB_XREF=BB188374 /CLONE=A330048L07 /FEA=EST /CNT=49 /TID=Mm.46073.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1438567_at 0.6 12.2 A A 0.6 0.11 2.6 NC 0.16 gb:BB704902 /DB_XREF=gi:16053737 /DB_XREF=BB704902 /CLONE=7420470H03 /FEA=EST /CNT=13 /TID=Mm.129534.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438923_at 1.1 8.4 A A 0.88 0.53 2.6 NC 0.16 gb:AV208097 /DB_XREF=gi:6148949 /DB_XREF=AV208097 /CLONE=1700104H13 /FEA=EST /CNT=9 /TID=Mm.41785.3 /TIER=Stack /STK=9 /UG=Mm.417
MOE430_2_1439390_at 0.9 5.6 A A 0.8 0.62 2.6 NC 0.11 gb:BB140503 /DB_XREF=gi:8795440 /DB_XREF=BB140503 /CLONE=9830169J03 /FEA=EST /CNT=8 /TID=Mm.45134.3 /TIER=Stack /STK=8 /UG=Mm.451
MOE430_2_1439833_at 0.6 16.7 A P 0.24 0.00415 2.6 MI 0.00225 gb:BQ176645 /DB_XREF=gi:20352137 /DB_XREF=UI-M-DJ2-bvz-c-24-0-UI.s1 /CLONE=UI-M-DJ2-bvz-c-24-0-UI /FEA=EST /CNT=9 /TID=Mm.41813.1 
MOE430_2_1440042_at 0.1 0.5 A A 0.88 0.94 2.6 NC 0.62 gb:BB427897 /DB_XREF=gi:16423862 /DB_XREF=BB427897 /CLONE=C630015A19 /FEA=EST /CNT=6 /TID=Mm.127452.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440073_at 0.7 5 A A 0.69 0.5 2.6 NC 0.5 gb:BB417348 /DB_XREF=gi:16423371 /DB_XREF=BB417348 /CLONE=C530001L22 /FEA=EST /CNT=6 /TID=Mm.209088.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440162_x_ 0.5 7 A A 0.76 0.51 2.6 NC 0.27 gb:BB446560 /DB_XREF=gi:9289172 /DB_XREF=BB446560 /CLONE=D030056I02 /FEA=EST /CNT=6 /TID=Mm.86332.1 /TIER=ConsEnd /STK=6 /UG=Mm.
MOE430_2_1440374_at 1.2 9.1 A A 0.43 0.17 2.6 NC 0.36 gb:BB384086 /DB_XREF=gi:16408237 /DB_XREF=BB384086 /CLONE=C230032E05 /FEA=EST /CNT=7 /TID=Mm.36166.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440526_at 0.9 7.8 A A 0.53 0.43 2.6 NC 0.53 gb:BB454170 /DB_XREF=gi:16425839 /DB_XREF=BB454170 /CLONE=D130029J02 /FEA=EST /CNT=6 /TID=Mm.43894.2 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440937_at 1.6 12.8 A A 0.8 0.39 2.6 NC 0.06 gb:BB477207 /DB_XREF=gi:16440273 /DB_XREF=BB477207 /CLONE=D330023I21 /FEA=EST /CNT=7 /TID=Mm.132559.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441357_at 1.2 7.8 A A 0.8 0.66 2.6 NC 0.05 gb:AW494250 /DB_XREF=gi:7064531 /DB_XREF=UI-M-BH3-auk-c-10-0-UI.s1 /CLONE=UI-M-BH3-auk-c-10-0-UI /FEA=EST /CNT=5 /TID=Mm.102307.1
MOE430_2_1441456_at 1.5 6.5 A A 0.72 0.32 2.6 NC 0.34 gb:BB335489 /DB_XREF=gi:16404113 /DB_XREF=BB335489 /CLONE=B830038N14 /FEA=EST /CNT=4 /TID=Mm.188313.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441611_at 1.8 9.7 A A 0.87 0.53 2.6 NC 0.04 gb:BM250081 /DB_XREF=gi:17885351 /DB_XREF=K0844A10-3 /CLONE=K0844A10 /FEA=EST /CNT=4 /TID=Mm.214946.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441752_at 0.6 5.5 A A 0.85 0.39 2.6 NC 0.05 gb:BB214143 /DB_XREF=gi:16352941 /DB_XREF=BB214143 /CLONE=A530018G09 /FEA=EST /CNT=4 /TID=Mm.133535.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441923_s_ 0.9 9.1 A A 0.96 0.19 2.6 MI 0.00249 gb:BB535528 /DB_XREF=gi:9591028 /DB_XREF=BB535528 /CLONE=E030044F15 /FEA=EST /CNT=4 /TID=Mm.138315.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442106_at 2.8 19 A A 0.5 0.19 2.6 NC 0.5 gb:BB667730 /DB_XREF=gi:16399179 /DB_XREF=BB667730 /CLONE=C730036B14 /FEA=EST /CNT=6 /TID=Mm.163649.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442213_at 1.3 7.4 A A 0.72 0.17 2.6 NC 0.16 gb:BB344065 /DB_XREF=gi:16404832 /DB_XREF=BB344065 /CLONE=B930048L16 /FEA=EST /CNT=5 /TID=Mm.166937.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442354_at 0.2 4.9 A A 0.5 0.24 2.6 NC 0.11 gb:BB205414 /DB_XREF=gi:16351974 /DB_XREF=BB205414 /CLONE=A430065E24 /FEA=EST /CNT=7 /TID=Mm.32145.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442588_at 1.5 15.9 A A 0.66 0.17 2.6 NC 0.08 gb:BB117375 /DB_XREF=gi:16261885 /DB_XREF=BB117375 /CLONE=9530060I07 /FEA=EST /CNT=4 /TID=Mm.108566.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442589_at 0.9 5.7 A A 0.8 0.19 2.6 NC 0.19 gb:BE980162 /DB_XREF=gi:10647842 /DB_XREF=UI-M-BG2-bcq-d-09-0-UI.s1 /CLONE=UI-M-BG2-bcq-d-09-0-UI /FEA=EST /CNT=4 /TID=Mm.150751.
MOE430_2_1442670_at 1.1 16.7 A A 0.53 0.24 2.6 NC 0.02 gb:BE957030 /DB_XREF=gi:10602170 /DB_XREF=UI-M-BG2-bcb-a-12-0-UI.s1 /CLONE=UI-M-BG2-bcb-a-12-0-UI /FEA=EST /CNT=4 /TID=Mm.153319.
MOE430_2_1442984_at 1.1 8 A A 0.69 0.24 2.6 NC 0.006503 gb:BG066695 /DB_XREF=gi:12549264 /DB_XREF=H3045H08-3 /CLONE=H3045H08 /FEA=EST /CNT=3 /TID=Mm.25090.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443266_at 1.7 9.9 A A 0.66 0.36 2.6 NC 0.08 gb:BB556874 /DB_XREF=gi:16448739 /DB_XREF=BB556874 /CLONE=E330025L06 /FEA=EST /CNT=3 /TID=Mm.207397.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443308_at 0.4 5.8 A A 0.77 0.53 2.6 NC 0.5 gb:AV231882 /DB_XREF=gi:15405000 /DB_XREF=AV231882 /CLONE=4632410H01 /FEA=EST /CNT=3 /TID=Mm.189138.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443497_at 1.6 7 A A 0.39 0.43 2.6 NC 0.5 gb:BB235073 /DB_XREF=gi:16354738 /DB_XREF=BB235073 /CLONE=A630052K11 /FEA=EST /CNT=3 /TID=Mm.208190.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444002_at 1.9 15.7 A A 0.6 0.14 2.6 NC 0.05 gb:BE981335 /DB_XREF=gi:10650335 /DB_XREF=UI-M-CG0p-bdb-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bdb-a-07-0-UI /FEA=EST /CNT=7 /TID=Mm.15123
MOE430_2_1444277_at 0.7 5.7 A A 0.95 0.56 2.6 NC 0.05 gb:BB667588 /DB_XREF=gi:16399037 /DB_XREF=BB667588 /CLONE=C730026F15 /FEA=EST /CNT=5 /TID=Mm.211660.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444314_at 3.7 19.5 A P 0.36 0.005859 2.6 MI 0.002032 gb:BB204425 /DB_XREF=gi:16351836 /DB_XREF=BB204425 /CLONE=A430057M23 /FEA=EST /CNT=5 /TID=Mm.122628.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444407_at 1.4 9 A A 0.66 0.3 2.6 NC 0.51 gb:BE992305 /DB_XREF=gi:10673146 /DB_XREF=UI-M-BZ1-bef-e-10-0-UI.s1 /CLONE=UI-M-BZ1-bef-e-10-0-UI /FEA=EST /CNT=4 /TID=Mm.152203.1
MOE430_2_1444526_at 1.3 7 A A 0.79 0.33 2.6 NC 0.06 gb:BF463841 /DB_XREF=gi:11533024 /DB_XREF=UI-M-CG0p-bnt-d-04-0-UI.s1 /CLONE=UI-M-CG0p-bnt-d-04-0-UI /FEA=EST /CNT=4 /TID=Mm.13263
MOE430_2_1444561_at 0.1 3.3 A A 0.97 0.85 2.6 NC 0.23 gb:BE944805 /DB_XREF=gi:10522564 /DB_XREF=UI-M-BH3-awh-c-08-0-UI.s1 /CLONE=UI-M-BH3-awh-c-08-0-UI /FEA=EST /CNT=4 /TID=Mm.125568
MOE430_2_1444730_at 1 6.5 A A 0.78 0.43 2.6 NC 0.14 gb:BB297867 /DB_XREF=gi:15411223 /DB_XREF=BB297867 /CLONE=B130064I06 /FEA=EST /CNT=4 /TID=Mm.136511.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444921_at 1.1 2.4 A A 0.72 0.72 2.6 NC 0.5 gb:C86800 /DB_XREF=gi:2918757 /DB_XREF=C86800 /CLONE=J0233B11 /FEA=EST /CNT=3 /TID=Mm.18212.1 /TIER=ConsEnd /STK=2 /UG=Mm.18212 /
MOE430_2_1444990_at 1.5 6.2 A A 0.66 0.39 2.6 NC 0.55 gb:BG067074 /DB_XREF=gi:12549643 /DB_XREF=H3050C07-3 /CLONE=H3050C07 /FEA=EST /CNT=3 /TID=Mm.172954.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445126_at 1 8.5 A A 0.63 0.27 2.6 NC 0.29 gb:BG071666 /DB_XREF=gi:12554235 /DB_XREF=H3101G09-3 /CLONE=H3101G09 /FEA=EST /CNT=3 /TID=Mm.173999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445633_at 1.1 5.3 A A 0.63 0.72 2.6 NC 0.69 gb:BG071937 /DB_XREF=gi:12554506 /DB_XREF=H3104H05-3 /CLONE=H3104H05 /FEA=EST /CNT=3 /TID=Mm.174041.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445714_at 0.5 3.9 A A 0.9 0.43 2.6 NC 0.14 gb:BB343145 /DB_XREF=gi:16404762 /DB_XREF=BB343145 /CLONE=B930042K01 /FEA=EST /CNT=4 /TID=Mm.125803.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445763_at 0.2 0.9 A A 0.99 0.88 2.6 NC 0.29 gb:BG069737 /DB_XREF=gi:12552306 /DB_XREF=H3079E10-3 /CLONE=H3079E10 /FEA=EST /CNT=3 /TID=Mm.11631.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445843_at 3.2 15.9 A A 0.27 0.39 2.6 NC 0.5 gb:BE199465 /DB_XREF=gi:8711634 /DB_XREF=us72c05.x1 /CLONE=IMAGE:3256712 /FEA=EST /CNT=3 /TID=Mm.214974.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445925_at 0.7 7.4 A A 0.88 0.43 2.6 NC 0.08 gb:BG068027 /DB_XREF=gi:12550596 /DB_XREF=H3060H12-3 /CLONE=H3060H12 /FEA=EST /CNT=2 /TID=Mm.155222.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446154_at 1.4 9.2 A A 0.82 0.33 2.6 NC 0.009292 gb:BB131186 /DB_XREF=gi:16266352 /DB_XREF=BB131186 /CLONE=9630050E20 /FEA=EST /CNT=2 /TID=Mm.23127.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446254_at 2 16.5 A A 0.72 0.46 2.6 NC 0.5 gb:BB116559 /DB_XREF=gi:16261857 /DB_XREF=BB116559 /CLONE=9530056G21 /FEA=EST /CNT=2 /TID=Mm.149067.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446312_at 1.4 10.1 A A 0.8 0.33 2.6 NC 0.09 gb:BB273243 /DB_XREF=gi:16400751 /DB_XREF=BB273243 /CLONE=A830082H14 /FEA=EST /CNT=2 /TID=Mm.125494.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446398_at 1 4.1 A A 0.69 0.33 2.6 NC 0.37 gb:BB001973 /DB_XREF=gi:16214705 /DB_XREF=BB001973 /CLONE=4631411J20 /FEA=EST /CNT=2 /TID=Mm.105412.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446523_at 0.3 3.8 A A 0.78 0.45 2.6 NC 0.5 gb:AV382158 /DB_XREF=gi:16398376 /DB_XREF=AV382158 /CLONE=9330104A10 /FEA=EST /CNT=2 /TID=Mm.213233.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446604_at 2 11.1 A A 0.72 0.08 2.6 NC 0.01 gb:BB219601 /DB_XREF=gi:16353426 /DB_XREF=BB219601 /CLONE=A530055N03 /FEA=EST /CNT=2 /TID=Mm.194346.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446742_at 0.2 4.2 A A 0.96 0.29 2.6 NC 0.03 gb:BB462268 /DB_XREF=gi:16426743 /DB_XREF=BB462268 /CLONE=D130075K07 /FEA=EST /CNT=2 /TID=Mm.209315.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446841_at 2.6 20.4 A A 0.78 0.46 2.6 NC 0.21 gb:BB460179 /DB_XREF=gi:16426500 /DB_XREF=BB460179 /CLONE=D130065L21 /FEA=EST /CNT=2 /TID=Mm.130123.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446912_at 0.4 2.2 A A 0.93 0.69 2.6 NC 0.23 gb:AU023096 /DB_XREF=gi:3393443 /DB_XREF=AU023096 /CLONE=J0425G02 /FEA=EST /CNT=2 /TID=Mm.173594.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447178_at 1.3 3.3 A A 0.91 0.27 2.6 NC 0.02 gb:BB173057 /DB_XREF=gi:16269426 /DB_XREF=BB173057 /CLONE=A230044A15 /FEA=EST /CNT=2 /TID=Mm.121192.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447428_at 0.3 6.6 A A 0.68 0.39 2.6 NC 0.16 gb:AW123295 /DB_XREF=gi:6098825 /DB_XREF=UI-M-BH2.1-apg-h-03-0-UI.s1 /CLONE=UI-M-BH2.1-apg-h-03-0-UI /FEA=EST /CNT=2 /TID=Mm.15119
MOE430_2_1447458_at 0.6 10.6 A A 0.8 0.08 2.6 I 0.000865 gb:BE954474 /DB_XREF=gi:10597041 /DB_XREF=UI-M-CE1-bam-a-10-0-UI.s1 /CLONE=UI-M-CE1-bam-a-10-0-UI /FEA=EST /CNT=2 /TID=Mm.167829
MOE430_2_1447492_at 1 7.3 A A 0.63 0.75 2.6 NC 0.37 gb:BB614956 /DB_XREF=gi:16455277 /DB_XREF=BB614956 /CLONE=4930408P11 /FEA=EST /CNT=2 /TID=Mm.212721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448710_at 0.8 7.7 A A 0.8 0.17 2.6 I 0.001651 gb:D87747.1 /DB_XREF=gi:1772445 /GEN=murine CXCR-4 /FEA=FLmRNA /CNT=79 /TID=Mm.1401.1 /TIER=FL+Stack /STK=45 /UG=Mm.1401 /LL=12767
MOE430_2_1449170_at 1.6 14.4 A M 0.39 0.05 2.6 NC 0.06 gb:NM_021308.1 /DB_XREF=gi:10946609 /GEN=Piwil2 /FEA=FLmRNA /CNT=35 /TID=Mm.85253.1 /TIER=FL+Stack /STK=20 /UG=Mm.85253 /LL=57746 /D
MOE430_2_1450271_at 0.7 4.6 A A 0.86 0.23 2.6 NC 0.07 gb:NM_009184.1 /DB_XREF=gi:6677970 /GEN=Ptk6 /FEA=FLmRNA /CNT=5 /TID=Mm.4497.1 /TIER=FL /STK=2 /UG=Mm.4497 /LL=20459 /DEF=Mus musc
MOE430_2_1450278_at 1.1 15.2 A A 0.53 0.19 2.6 NC 0.14 gb:NM_021382.1 /DB_XREF=gi:10946719 /GEN=Tacr3 /FEA=FLmRNA /CNT=4 /TID=Mm.103810.1 /TIER=FL /STK=2 /UG=Mm.103810 /LL=21338 /DEF=M
MOE430_2_1450494_x_ 3.8 23.2 A A 0.5 0.17 2.6 NC 0.18 gb:NM_011926.1 /DB_XREF=gi:13937380 /GEN=Ceacam1 /FEA=FLmRNA /CNT=7 /TID=Mm.14114.1 /TIER=FL /STK=1 /UG=Mm.14114 /LL=26365 /DEF=M
MOE430_2_1450531_at 2.2 13.2 A A 0.3 0.27 2.6 NC 0.5 gb:NM_008199.1 /DB_XREF=gi:6680144 /GEN=H2-Bl /FEA=FLmRNA /CNT=3 /TID=Mm.34289.1 /TIER=FL /STK=1 /UG=Mm.34289 /LL=14963 /DEF=Mus m
MOE430_2_1450758_at 1.6 5.8 A A 0.78 0.5 2.6 NC 0.07 gb:AU079588 /DB_XREF=gi:6084343 /DB_XREF=AU079588 /CLONE=MNCb-4512 /FEA=FLmRNA /CNT=52 /TID=Mm.45210.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452090_a_ 3.9 18.4 A P 0.72 0.008057 2.6 I 0.00004 gb:BB667895 /DB_XREF=gi:16399344 /DB_XREF=BB667895 /CLONE=C730049P07 /FEA=FLmRNA /CNT=124 /TID=Mm.54183.2 /TIER=Stack /STK=65 /U
MOE430_2_1452345_at 0.4 2.6 A A 0.93 0.69 2.6 NC 0.07 gb:AF237628.1 /DB_XREF=gi:12656195 /FEA=mRNA /CNT=19 /TID=Mm.27616.1 /TIER=Stack /STK=11 /UG=Mm.27616 /LL=93677 /UG_GENE=Lmod2 /DE
MOE430_2_1452794_x_ 0.2 1.3 A A 0.97 0.87 2.6 NC 0.06 gb:AK014925.1 /DB_XREF=gi:12853047 /FEA=mRNA /CNT=49 /TID=Mm.46103.1 /TIER=Stack /STK=40 /UG=Mm.46103 /LL=70896 /UG_GENE=4921519H0
MOE430_2_1452906_at 5.1 20.2 A A 0.6 0.5 2.6 NC 0.09 gb:BE990468 /DB_XREF=gi:10668912 /DB_XREF=UI-M-BZ1-bfw-e-17-0-UI.s1 /CLONE=UI-M-BZ1-bfw-e-17-0-UI /FEA=mRNA /CNT=32 /TID=Mm.4189
MOE430_2_1453004_at 26.7 88.7 P P 0.02 0.000244 2.6 I 0.000035 gb:BM234253 /DB_XREF=gi:17869523 /DB_XREF=K0347E03-3 /CLONE=K0347E03 /FEA=mRNA /CNT=49 /TID=Mm.23932.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1453132_a_ 2 10.4 A A 0.66 0.43 2.6 NC 0.29 gb:AK007451.1 /DB_XREF=gi:12841010 /FEA=mRNA /CNT=28 /TID=Mm.46446.2 /TIER=Stack /STK=26 /UG=Mm.46446 /LL=66284 /UG_GENE=1810036H0
MOE430_2_1453204_at 1.6 15.6 A A 0.46 0.17 2.6 NC 0.21 gb:BB762387 /DB_XREF=gi:16207554 /DB_XREF=BB762387 /CLONE=G370008P09 /FEA=mRNA /CNT=17 /TID=Mm.50181.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1453828_at 2.1 10.7 A A 0.56 0.17 2.6 NC 0.03 gb:AK016534.1 /DB_XREF=gi:12855318 /FEA=mRNA /CNT=6 /TID=Mm.41183.1 /TIER=ConsEnd /STK=0 /UG=Mm.41183 /LL=74366 /UG_GENE=4932422M
MOE430_2_1454069_at 2.7 19.9 A A 0.46 0.11 2.6 NC 0.37 gb:AK018495.1 /DB_XREF=gi:12858222 /FEA=mRNA /CNT=1 /TID=Mm.159231.1 /TIER=ConsEnd /STK=0 /UG=Mm.159231 /LL=74536 /UG_GENE=903040
MOE430_2_1454381_at 0.8 4.3 A A 0.95 0.5 2.6 NC 0.03 gb:AK017200.1 /DB_XREF=gi:12856323 /FEA=mRNA /CNT=2 /TID=Mm.159320.1 /TIER=ConsEnd /STK=0 /UG=Mm.159320 /LL=74728 /UG_GENE=503342
MOE430_2_1454417_at 1.3 8.6 A A 0.87 0.21 2.6 NC 0.2 gb:AK016741.1 /DB_XREF=gi:12855639 /FEA=mRNA /CNT=1 /TID=Mm.195704.1 /TIER=ConsEnd /STK=0 /UG=Mm.195704 /LL=74449 /UG_GENE=493340
MOE430_2_1454471_at 0.4 5.1 A A 0.75 0.35 2.6 NC 0.45 gb:AK014233.1 /DB_XREF=gi:12851953 /FEA=mRNA /CNT=1 /TID=Mm.158965.1 /TIER=ConsEnd /STK=0 /UG=Mm.158965 /LL=73188 /UG_GENE=311006
MOE430_2_1454522_at 2.1 14.5 A A 0.62 0.09 2.6 NC 0.003699 gb:AK016289.1 /DB_XREF=gi:12854961 /FEA=mRNA /CNT=1 /TID=Mm.159606.1 /TIER=ConsEnd /STK=0 /UG=Mm.159606 /LL=75864 /UG_GENE=493057
MOE430_2_1454578_at 1.4 8.2 A A 0.46 0.21 2.6 NC 0.21 gb:AK020073.1 /DB_XREF=gi:12860541 /FEA=mRNA /CNT=1 /TID=Mm.159978.1 /TIER=ConsEnd /STK=0 /UG=Mm.159978 /LL=77719 /UG_GENE=603045
MOE430_2_1454584_at 1 10.5 A A 0.75 0.46 2.6 NC 0.35 gb:AK012854.1 /DB_XREF=gi:12849872 /FEA=mRNA /CNT=1 /TID=Mm.158859.1 /TIER=ConsEnd /STK=0 /UG=Mm.158859 /LL=72663 /UG_GENE=281003
MOE430_2_1455537_at 1.3 6.1 A A 0.82 0.56 2.6 NC 0.19 gb:BI734045 /DB_XREF=gi:15711058 /DB_XREF=603355582F1 /CLONE=IMAGE:5362892 /FEA=EST /CNT=51 /TID=Mm.156164.1 /TIER=Stack /STK=11 /U
MOE430_2_1456034_at 2.5 18.3 A A 0.53 0.19 2.6 NC 0.29 gb:AV255263 /DB_XREF=gi:16388176 /DB_XREF=AV255263 /CLONE=4921518C22 /FEA=EST /CNT=19 /TID=Mm.84931.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456136_at 1.1 5.3 A A 0.82 0.43 2.6 NC 0.008511 gb:BG067065 /DB_XREF=gi:12549634 /DB_XREF=H3050B08-3 /CLONE=H3050B08 /FEA=EST /CNT=16 /TID=Mm.34949.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456276_at 0.5 6.9 A A 0.88 0.39 2.6 NC 0.34 gb:BB751277 /DB_XREF=gi:16155513 /DB_XREF=BB751277 /CLONE=G130204M11 /FEA=EST /CNT=14 /TID=Mm.213068.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456583_x_ 2.3 19.1 A A 0.75 0.6 2.6 NC 0.16 gb:BB272245 /DB_XREF=gi:8969264 /DB_XREF=BB272245 /CLONE=A830067A10 /FEA=EST /CNT=9 /TID=Mm.46635.3 /TIER=Stack /STK=9 /UG=Mm.46
MOE430_2_1456709_at 0.7 6 A A 0.88 0.19 2.6 NC 0.21 gb:BB185093 /DB_XREF=gi:15409459 /DB_XREF=BB185093 /CLONE=A330019G01 /FEA=EST /CNT=9 /TID=Mm.132197.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456859_at 2.2 19.3 A P 0.36 0.04 2.6 I 0.000241 gb:BI133590 /DB_XREF=gi:14583838 /DB_XREF=UI-M-BH3-brz-b-09-0-UI.s1 /CLONE=UI-M-BH3-brz-b-09-0-UI /FEA=EST /CNT=7 /TID=Mm.119200.1 
MOE430_2_1457361_at 0.9 8.7 A A 0.91 0.19 2.6 NC 0.13 gb:BB628626 /DB_XREF=gi:16466011 /DB_XREF=BB628626 /CLONE=9630020E17 /FEA=EST /CNT=7 /TID=Mm.210502.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457403_at 0.7 5.7 A A 0.66 0.5 2.6 NC 0.35 gb:AV378018 /DB_XREF=gi:16398167 /DB_XREF=AV378018 /CLONE=9130409I23 /FEA=EST /CNT=5 /TID=Mm.175679.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457732_at 0.8 4.6 A A 0.63 0.09 2.6 NC 0.07 gb:BG261527 /DB_XREF=gi:12771343 /DB_XREF=602373280F1 /CLONE=IMAGE:4481130 /FEA=EST /CNT=7 /TID=Mm.36913.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1458174_at 0.9 4.7 A A 0.63 0.33 2.6 NC 0.2 gb:BM120390 /DB_XREF=gi:17088416 /DB_XREF=L0939C03-3 /CLONE=L0939C03 /FEA=EST /CNT=3 /TID=Mm.215883.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458537_at 2.4 18.8 A M 0.53 0.05 2.6 NC 0.003041 gb:BB449824 /DB_XREF=gi:16425394 /DB_XREF=BB449824 /CLONE=D030073L13 /FEA=EST /CNT=5 /TID=Mm.209217.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458676_at 2 12.2 A P 0.74 0.01 2.6 I 0.000966 gb:BB712791 /DB_XREF=gi:16065960 /DB_XREF=BB712791 /CLONE=B020037G23 /FEA=EST /CNT=5 /TID=Mm.211734.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458815_at 0.7 5.1 A A 0.69 0.43 2.6 NC 0.5 gb:BG068077 /DB_XREF=gi:12550646 /DB_XREF=H3061E03-3 /CLONE=H3061E03 /FEA=EST /CNT=3 /TID=Mm.26286.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458878_at 0.1 6.1 A A 0.8 0.17 2.6 NC 0.01 gb:AV347842 /DB_XREF=gi:6388901 /DB_XREF=AV347842 /CLONE=6430628D01 /FEA=EST /CNT=3 /TID=Mm.133490.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458906_at 1 9.5 A A 0.8 0.39 2.6 NC 0.01 gb:BI465649 /DB_XREF=gi:15278527 /DB_XREF=ie17d12.x1 /FEA=EST /CNT=3 /TID=Mm.202177.1 /TIER=ConsEnd /STK=2 /UG=Mm.202177 /UG_TITLE=E
MOE430_2_1458957_at 1.9 11.5 A A 0.53 0.36 2.6 NC 0.11 gb:AU024454 /DB_XREF=gi:3394801 /DB_XREF=AU024454 /CLONE=J0453G04 /FEA=EST /CNT=3 /TID=Mm.173740.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1458981_at 0.9 7.6 A A 0.63 0.19 2.6 NC 0.22 gb:BI465746 /DB_XREF=gi:15278624 /DB_XREF=ie19d04.x1 /FEA=EST /CNT=3 /TID=Mm.197648.1 /TIER=ConsEnd /STK=2 /UG=Mm.197648 /UG_TITLE=E
MOE430_2_1459137_at 0.6 6.1 A A 0.72 0.14 2.6 NC 0.22 gb:BM220776 /DB_XREF=gi:17780983 /DB_XREF=C0945E04-3 /CLONE=C0945E04 /FEA=EST /CNT=3 /TID=Mm.138861.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459275_at 0.9 6 A A 0.85 0.6 2.6 NC 0.28 gb:BQ030930 /DB_XREF=gi:19766209 /DB_XREF=UI-1-CF0-alr-e-07-0-UI.s1 /CLONE=UI-1-CF0-alr-e-07-0-UI /FEA=EST /CNT=2 /TID=Mm.217744.1 /
MOE430_2_1459467_at 2 11.3 A A 0.53 0.33 2.6 NC 0.5 gb:BM249399 /DB_XREF=gi:17884669 /DB_XREF=K0832G11-3 /CLONE=K0832G11 /FEA=EST /CNT=2 /TID=Mm.204213.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459596_at 0.7 5.9 A A 0.94 0.46 2.6 NC 0.08 gb:AU040259 /DB_XREF=gi:3954079 /DB_XREF=AU040259 /CLONE=J0802H03 /FEA=EST /CNT=2 /TID=Mm.173858.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1460105_at 2.9 11.8 A A 0.82 0.27 2.6 NC 0.009292 gb:BB284249 /DB_XREF=gi:16401421 /DB_XREF=BB284249 /CLONE=A930105D20 /FEA=EST /CNT=3 /TID=Mm.186070.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460137_at 1.2 6.4 A A 0.85 0.27 2.6 NC 0.15 gb:BB344289 /DB_XREF=gi:16404856 /DB_XREF=BB344289 /CLONE=B930050F23 /FEA=EST /CNT=4 /TID=Mm.29575.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460657_at 2.4 15.2 A A 0.72 0.46 2.6 NC 0.18 gb:NM_009518.1 /DB_XREF=gi:6678586 /GEN=Wnt10a /FEA=FLmRNA /CNT=12 /TID=Mm.5130.1 /TIER=FL+Stack /STK=8 /UG=Mm.5130 /LL=22409 /DEF
MOE430_2_AFFX-LysX 1.5 8.8 A P 0.84 0.02 2.6 NC 0.004558 Bacillus subtilis /REF=X17013 /DEF=B subtilis lys gene for diaminopimelate decarboxylase corresponding to nucleotides 350-1345 of X17013 /LEN=1108 (-
MOE430_2_AFFX-r2-B 0.8 5.8 A A 0.94 0.39 2.6 NC 0.26 B. subtilis  GEN=dapB, jojF  DB_XREF=gb:L38424.1  NOTE=SIF corresponding to nucleotides 2055-2578 of gb:L38424.1, not 100% identical  DEF=Bacillus sub
MOE430_2_AFFX-r2-B 0.4 5.6 A A 0.91 0.6 2.6 NC 0.13 B. subtilis  GEN=lys  DB_XREF=gb:X17013.1  NOTE=SIF corresponding to nucleotides 673-1002 of gb:X17013.1, not 100% identical  DEF=B subtilis lys gene f
MOE430_2_1416711_at 1 6.4 A A 0.6 0.56 2.5 NC 0.45 gb:NM_009322.1 /DB_XREF=gi:6678226 /GEN=Tbr1 /FEA=FLmRNA /CNT=84 /TID=Mm.14158.1 /TIER=FL+Stack /STK=73 /UG=Mm.14158 /LL=21375 /DE
MOE430_2_1418944_at 0.9 5.5 A A 0.72 0.27 2.5 NC 0.28 gb:NM_021476.1 /DB_XREF=gi:10946875 /GEN=Cysltr1-pending /FEA=FLmRNA /CNT=27 /TID=Mm.40339.1 /TIER=FL+Stack /STK=16 /UG=Mm.40339 /LL



MOE430_2_1419670_at 1 9.4 A A 0.78 0.46 2.5 NC 0.5 gb:NM_080845.1 /DB_XREF=gi:18252783 /GEN=Ftcd /FEA=FLmRNA /CNT=38 /TID=Mm.36278.1 /TIER=FL /STK=7 /UG=Mm.36278 /LL=14317 /DEF=Mus 
MOE430_2_1419676_at 4 26.6 A A 0.56 0.27 2.5 I 0.000438 gb:BC007127.1 /DB_XREF=gi:13938021 /FEA=FLmRNA /CNT=37 /TID=Mm.14157.1 /TIER=FL /STK=7 /UG=Mm.14157 /LL=17858 /UG_GENE=Mx2 /DEF=M
MOE430_2_1420128_s_ 5.5 24.5 A A 0.5 0.14 2.5 NC 0.004073 gb:C85100 /DB_XREF=gi:2917057 /DB_XREF=C85100 /CLONE=J0202D05 /FEA=EST /CNT=1 /TID=Mm.195293.1 /TIER=ConsEnd /STK=0 /UG=Mm.19529
MOE430_2_1420281_at 0.7 3.4 A A 0.53 0.6 2.5 NC 0.5 gb:AV291496 /DB_XREF=gi:6305527 /DB_XREF=AV291496 /CLONE=5430405B04 /FEA=EST /CNT=1 /TID=Mm.133904.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420286_at 2.4 15.3 A A 0.78 0.43 2.5 NC 0.14 gb:R75193 /DB_XREF=gi:850124 /DB_XREF=MDB1137 /FEA=EST /CNT=1 /TID=Mm.5306.1 /TIER=ConsEnd /STK=1 /UG=Mm.5306 /UG_TITLE=EST
MOE430_2_1420403_at 2 5.5 A A 0.63 0.5 2.5 NC 0.18 gb:BB873703 /DB_XREF=gi:17119913 /DB_XREF=BB873703 /CLONE=G630049K21 /FEA=FLmRNA /CNT=26 /TID=Mm.20441.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1420693_at 1.9 13.4 A A 0.63 0.39 2.5 NC 0.5 gb:NM_010867.1 /DB_XREF=gi:6754787 /GEN=Myom1 /FEA=FLmRNA /CNT=18 /TID=Mm.4103.1 /TIER=FL /STK=3 /UG=Mm.4103 /LL=17929 /DEF=Mus m
MOE430_2_1420695_at 2 11.4 A A 0.71 0.27 2.5 NC 0.05 gb:BB522228 /DB_XREF=gi:16443624 /DB_XREF=BB522228 /CLONE=D930006N02 /FEA=FLmRNA /CNT=16 /TID=Mm.12885.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1420739_at 0.5 3 A A 0.96 0.56 2.5 NC 0.14 gb:NM_008779.1 /DB_XREF=gi:6679206 /GEN=Cntn3 /FEA=FLmRNA /CNT=7 /TID=Mm.2968.1 /TIER=FL /STK=3 /UG=Mm.2968 /LL=18488 /DEF=Mus mu
MOE430_2_1421211_a_ 1.4 8.9 A A 0.78 0.17 2.5 NC 0.04 gb:AF042158.1 /DB_XREF=gi:3335107 /FEA=FLmRNA /CNT=17 /TID=Mm.1619.1 /TIER=FL /STK=1 /UG=Mm.1619 /LL=12265 /UG_GENE=C2ta /DEF=Mus
MOE430_2_1421607_at 1.4 12.5 A A 0.87 0.53 2.5 NC 0.01 gb:NM_133251.1 /DB_XREF=gi:18875429 /GEN=LOC170828 /FEA=FLmRNA /CNT=4 /TID=Mm.190616.1 /TIER=FL /STK=2 /UG=Mm.190616 /LL=170828 /
MOE430_2_1421626_at 1.8 9.1 A A 0.59 0.27 2.5 NC 0.31 gb:NM_028953.1 /DB_XREF=gi:20127391 /GEN=Tmc1 /FEA=FLmRNA /CNT=3 /TID=Mm.219585.1 /TIER=FL /STK=2 /UG=Mm.219585 /LL=13409 /DEF=Mu
MOE430_2_1422174_at 1.1 8.7 A A 0.88 0.17 2.5 NC 0.18 gb:AK020261.1 /DB_XREF=gi:12860790 /GEN=Pdx1 /FEA=FLmRNA /CNT=5 /TID=Mm.4949.1 /TIER=ConsEnd /STK=1 /UG=Mm.4949 /LL=18609 /UG_TITL
MOE430_2_1422227_at 4.2 19 A A 0.63 0.14 2.5 NC 0.01 gb:NM_010636.1 /DB_XREF=gi:6754451 /GEN=Klf12 /FEA=FLmRNA /CNT=3 /TID=Mm.42225.1 /TIER=FL /STK=1 /UG=Mm.42225 /LL=16597 /DEF=Mus m
MOE430_2_1422248_at 2.4 17.6 A A 0.63 0.33 2.5 NC 0.11 gb:NM_010572.1 /DB_XREF=gi:6754371 /GEN=Irs4 /FEA=FLmRNA /CNT=2 /TID=Mm.89951.1 /TIER=FL /STK=1 /UG=Mm.89951 /LL=16370 /DEF=Mus mu
MOE430_2_1422318_at 1.5 8.5 A A 0.75 0.27 2.5 NC 0.04 gb:NM_008022.1 /DB_XREF=gi:6679840 /GEN=Foxd4 /FEA=FLmRNA /CNT=1 /TID=Mm.30349.1 /TIER=FL /STK=1 /UG=Mm.30349 /LL=14237 /DEF=Mus m
MOE430_2_1422351_at 0.8 8.1 A A 0.75 0.49 2.5 NC 0.46 gb:NM_020291.1 /DB_XREF=gi:9938015 /GEN=Ors25 /FEA=FLmRNA /CNT=1 /TID=Mm.103735.1 /TIER=FL /STK=1 /UG=Mm.103735 /LL=56861 /DEF=Mu
MOE430_2_1423553_at 0.6 4.2 A A 0.85 0.14 2.5 NC 0.15 gb:AK005688.1 /DB_XREF=gi:12838391 /GEN=Dnajb3 /FEA=FLmRNA /CNT=66 /TID=Mm.3075.1 /TIER=Stack /STK=11 /UG=Mm.3075 /LL=15504 /UG_TIT
MOE430_2_1424245_at 2.5 12.5 A A 0.46 0.3 2.5 NC 0.5 gb:BC015290.1 /DB_XREF=gi:15929733 /FEA=FLmRNA /CNT=109 /TID=Mm.28191.1 /TIER=FL+Stack /STK=43 /UG=Mm.28191 /DEF=Mus musculus, Simil
MOE430_2_1424260_at 2.2 7.5 A A 0.63 0.09 2.5 NC 0.23 gb:U20973.1 /DB_XREF=gi:1079516 /GEN=NKCC2 /FEA=FLmRNA /CNT=106 /TID=Mm.3914.2 /TIER=FL+Stack /STK=42 /UG=Mm.3914 /LL=20495 /DEF=
MOE430_2_1425546_a_ 0.8 8 A A 0.96 0.66 2.5 NC 0.005409 gb:AF440692.1 /DB_XREF=gi:17046470 /FEA=FLmRNA /CNT=23 /TID=Mm.37214.2 /TIER=FL /STK=1 /UG=Mm.37214 /LL=22041 /UG_GENE=Trf /DEF=M
MOE430_2_1425849_at 3 16.6 A A 0.46 0.12 2.5 NC 0.5 gb:AF492840.1 /DB_XREF=gi:20136399 /GEN=Chrnb4 /FEA=FLmRNA /CNT=3 /TID=Mm.219524.1 /TIER=FL /STK=1 /UG=Mm.219524 /DEF=Mus musculus
MOE430_2_1426094_at 3.8 17.5 A A 0.75 0.11 2.5 NC 0.009292 gb:BC021549.1 /DB_XREF=gi:18203869 /FEA=FLmRNA /CNT=1 /TID=Mm.40907.1 /TIER=FL /STK=1 /UG=Mm.40907 /DEF=Mus musculus, Similar to rhom
MOE430_2_1426112_a_ 1.8 13.4 A A 0.6 0.17 2.5 NC 0.03 gb:BC003824.1 /DB_XREF=gi:13277905 /FEA=FLmRNA /CNT=1 /TID=Mm.88200.2 /TIER=FL /STK=1 /UG=Mm.88200 /LL=12517 /UG_GENE=Cd72 /DEF=M
MOE430_2_1426772_x_ 1.9 13 A A 0.75 0.6 2.5 NC 0.18 gb:M11456.1 /DB_XREF=gi:201321 /FEA=mRNA /CNT=81 /TID=Mm.157012.7 /TIER=Stack /STK=71 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /U
MOE430_2_1427355_at 1 6 A A 0.93 0.21 2.5 I 0.000307 gb:X97991.1 /DB_XREF=gi:1644303 /FEA=mRNA /CNT=13 /TID=Mm.4361.2 /TIER=ConsEnd /STK=6 /UG=Mm.4361 /LL=12310 /UG_GENE=Calca /DEF=M
MOE430_2_1427443_at 1.3 5.6 A A 0.75 0.19 2.5 NC 0.00712 gb:BF162286 /DB_XREF=gi:11042494 /DB_XREF=601770984F1 /CLONE=IMAGE:3990189 /FEA=mRNA /CNT=55 /TID=Mm.220839.1 /TIER=ConsEnd /STK=
MOE430_2_1427749_at 1.1 12.8 A A 0.6 0.12 2.5 NC 0.17 gb:BC003765.1 /DB_XREF=gi:13277737 /FEA=mRNA /CNT=1 /TID=Mm.190622.1 /TIER=ConsEnd /STK=0 /UG=Mm.190622 /DEF=Mus musculus, clone IMA
MOE430_2_1427868_x_ 0.6 3.5 A P 0.8 0.01 2.5 NC 0.005933 gb:AJ002522.1 /DB_XREF=gi:4582679 /FEA=mRNA /CNT=1 /TID=Mm.42156.2 /TIER=ConsEnd /STK=0 /UG=Mm.42156 /LL=17879 /UG_GENE=Myh1 /DEF
MOE430_2_1428240_at 0.9 17 A A 0.8 0.33 2.5 NC 0.01 gb:AK017578.1 /DB_XREF=gi:12856884 /GEN=Nrxn1 /FEA=mRNA /CNT=78 /TID=Mm.57400.1 /TIER=Stack /STK=68 /UG=Mm.57400 /LL=18189 /UG_TITL
MOE430_2_1428283_at 0.9 11.2 A A 0.75 0.17 2.5 NC 0.13 gb:AK004699.1 /DB_XREF=gi:12836062 /FEA=mRNA /CNT=102 /TID=Mm.23710.1 /TIER=Stack /STK=61 /UG=Mm.23710 /LL=74134 /UG_GENE=1200011C
MOE430_2_1428951_at 2.5 15.3 A A 0.63 0.09 2.5 NC 0.01 gb:AV273443 /DB_XREF=gi:15405530 /DB_XREF=AV273443 /CLONE=4932411D22 /FEA=mRNA /CNT=61 /TID=Mm.12648.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429324_at 1.2 8.2 A A 0.69 0.39 2.5 NC 0.13 gb:AK005886.1 /DB_XREF=gi:12838702 /FEA=mRNA /CNT=50 /TID=Mm.49460.1 /TIER=Stack /STK=42 /UG=Mm.49460 /LL=71836 /UG_GENE=1700012A1
MOE430_2_1429757_at 0.6 6.1 A A 0.8 0.33 2.5 NC 0.5 gb:AK018926.1 /DB_XREF=gi:12858896 /FEA=mRNA /CNT=10 /TID=Mm.116871.1 /TIER=Stack /STK=9 /UG=Mm.116871 /LL=78634 /UG_GENE=1700094C
MOE430_2_1429820_at 0.5 3.5 A A 0.95 0.6 2.5 NC 0.01 gb:AK010756.1 /DB_XREF=gi:12846423 /FEA=mRNA /CNT=11 /TID=Mm.129321.1 /TIER=Stack /STK=8 /UG=Mm.129321 /LL=73697 /UG_GENE=2410098H
MOE430_2_1429904_at 4.3 21.8 A M 0.6 0.05 2.5 NC 0.006503 gb:BB494194 /DB_XREF=gi:9452821 /DB_XREF=BB494194 /CLONE=D530037O17 /FEA=mRNA /CNT=8 /TID=Mm.55849.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1430080_at 3.8 19.2 A A 0.53 0.14 2.5 NC 0.22 gb:AK010913.1 /DB_XREF=gi:12846682 /FEA=mRNA /CNT=9 /TID=Mm.182935.1 /TIER=ConsEnd /STK=4 /UG=Mm.182935 /LL=14134 /UG_GENE=Fcnb /U
MOE430_2_1430231_a_ 1.7 14.2 A M 0.88 0.05 2.5 NC 0.11 gb:AK021095.1 /DB_XREF=gi:12861875 /FEA=mRNA /CNT=6 /TID=Mm.18879.2 /TIER=ConsEnd /STK=3 /UG=Mm.18879 /LL=68121 /UG_GENE=C030018L
MOE430_2_1430371_x_ 1.6 8.2 A A 0.46 0.3 2.5 NC 0.05 gb:AK010397.1 /DB_XREF=gi:12845810 /GEN=Eif2ak3 /FEA=mRNA /CNT=6 /TID=Mm.23375.2 /TIER=ConsEnd /STK=2 /UG=Mm.23375 /LL=13666 /UG_TI
MOE430_2_1430484_at 1.3 6.8 A A 0.91 0.5 2.5 NC 0.06 gb:AK018447.1 /DB_XREF=gi:12858150 /FEA=mRNA /CNT=3 /TID=Mm.96521.1 /TIER=ConsEnd /STK=2 /UG=Mm.96521 /LL=74534 /UG_GENE=8430428J
MOE430_2_1430703_at 0.8 3.3 A A 0.68 0.65 2.5 NC 0.36 gb:AK017437.1 /DB_XREF=gi:12856671 /GEN=Krtap9-1 /FEA=mRNA /CNT=6 /TID=Mm.200122.1 /TIER=ConsEnd /STK=1 /UG=Mm.200122 /UG_TITLE=Mu
MOE430_2_1430714_at 0.9 2.5 A A 0.87 0.8 2.5 NC 0.49 gb:BG072204 /DB_XREF=gi:12554773 /DB_XREF=H3107H11-3 /CLONE=H3107H11 /FEA=mRNA /CNT=7 /TID=Mm.38634.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431124_at 2.3 12.6 A A 0.87 0.53 2.5 NC 0.01 gb:BE291203 /DB_XREF=gi:9172767 /DB_XREF=601086594F1 /CLONE=IMAGE:3500711 /FEA=mRNA /CNT=10 /TID=Mm.2733.3 /TIER=ConsEnd /STK=0 /
MOE430_2_1431379_a_ 0.5 5.5 A A 0.62 0.19 2.5 NC 0.08 gb:AK005153.1 /DB_XREF=gi:12836879 /FEA=mRNA /CNT=4 /TID=Mm.19299.2 /TIER=ConsEnd /STK=0 /UG=Mm.19299 /LL=55961 /UG_GENE=Slc13a1 /
MOE430_2_1431713_at 4.8 19.6 A A 0.36 0.11 2.5 NC 0.29 gb:AK015885.1 /DB_XREF=gi:12854397 /GEN=Sufu /FEA=mRNA /CNT=2 /TID=Mm.206672.1 /TIER=ConsEnd /STK=0 /UG=Mm.206672 /UG_TITLE=Mus m
MOE430_2_1431881_at 0.4 4.7 A A 0.66 0.5 2.5 NC 0.17 gb:AK010580.1 /DB_XREF=gi:12846128 /FEA=mRNA /CNT=1 /TID=Mm.159046.1 /TIER=ConsEnd /STK=0 /UG=Mm.159046 /LL=73650 /UG_GENE=241002
MOE430_2_1432134_at 0.3 2 A A 0.78 0.3 2.5 NC 0.41 gb:AK016064.1 /DB_XREF=gi:12854655 /FEA=mRNA /CNT=1 /TID=Mm.206830.1 /TIER=ConsEnd /STK=0 /UG=Mm.206830 /LL=75331 /UG_GENE=493054
MOE430_2_1432151_at 0.8 2.5 A A 0.91 0.53 2.5 NC 0.2 gb:AK012998.1 /DB_XREF=gi:12850086 /FEA=mRNA /CNT=1 /TID=Mm.22661.3 /TIER=ConsEnd /STK=0 /UG=Mm.22661 /LL=67059 /UG_GENE=2810409H
MOE430_2_1432388_at 0.8 8.8 A A 0.6 0.43 2.5 NC 0.18 gb:AK017418.1 /DB_XREF=gi:12856644 /FEA=mRNA /CNT=1 /TID=Mm.158679.1 /TIER=ConsEnd /STK=0 /UG=Mm.158679 /LL=71362 /UG_GENE=543044
MOE430_2_1432545_at 1.8 7.2 A A 0.66 0.43 2.5 NC 0.03 gb:AK020737.1 /DB_XREF=gi:12861414 /FEA=mRNA /CNT=1 /TID=Mm.164013.1 /TIER=ConsEnd /STK=0 /UG=Mm.164013 /LL=77772 /UG_GENE=A33010
MOE430_2_1432618_at 0.6 7.4 A A 0.95 0.53 2.5 NC 0.04 gb:AV165549 /DB_XREF=gi:5371986 /DB_XREF=AV165549 /CLONE=3110037L02 /FEA=mRNA /CNT=3 /TID=Mm.158955.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432818_at 0.5 3.3 A A 0.98 0.46 2.5 NC 0.15 gb:BB102909 /DB_XREF=gi:8755477 /DB_XREF=BB102909 /CLONE=9430085A19 /FEA=mRNA /CNT=2 /TID=Mm.159906.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432992_at 1.2 6.3 A A 0.85 0.53 2.5 NC 0.08 gb:AK015066.1 /DB_XREF=gi:12853265 /FEA=mRNA /CNT=1 /TID=Mm.159567.1 /TIER=ConsEnd /STK=0 /UG=Mm.159567 /LL=75774 /UG_GENE=493040
MOE430_2_1433094_at 1 6.7 A A 0.82 0.36 2.5 NC 0.07 gb:AK016933.1 /DB_XREF=gi:12855929 /FEA=mRNA /CNT=1 /TID=Mm.160289.1 /TIER=ConsEnd /STK=0 /UG=Mm.160289 /UG_TITLE=Mus musculus adul
MOE430_2_1433372_at 2.7 10.2 A A 0.63 0.14 2.5 NC 0.19 gb:AK019908.1 /DB_XREF=gi:12860302 /FEA=mRNA /CNT=1 /TID=Mm.159839.1 /TIER=ConsEnd /STK=0 /UG=Mm.159839 /LL=77063 /UG_GENE=533042
MOE430_2_1434572_at 1.1 8.1 A A 0.78 0.27 2.5 NC 0.03 gb:BB750646 /DB_XREF=gi:16154882 /DB_XREF=BB750646 /CLONE=G130201G13 /FEA=EST /CNT=32 /TID=Mm.33178.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1435064_a_ 0.7 3.7 A A 0.72 0.3 2.5 NC 0.01 gb:AI314694 /DB_XREF=gi:4029961 /DB_XREF=uj27f01.x1 /CLONE=IMAGE:1921177 /FEA=EST /CNT=21 /TID=Mm.143766.2 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435773_at 43.3 227.2 P P 0.001221 0.000244 2.5 I 0.00002 gb:BM205349 /DB_XREF=gi:17760478 /DB_XREF=C0282E01-3 /CLONE=C0282E01 /FEA=EST /CNT=31 /TID=Mm.200361.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1436178_at 60.7 341.1 A P 0.09 0.001953 2.5 I 0.00002 gb:AW553532 /DB_XREF=gi:7198955 /DB_XREF=L0228D09-3 /CLONE=L0228D09 /FEA=EST /CNT=26 /TID=Mm.38028.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1436772_at 0.6 3.5 A A 0.66 0.63 2.5 NC 0.31 gb:BB330347 /DB_XREF=gi:9039110 /DB_XREF=BB330347 /CLONE=B730012F16 /FEA=EST /CNT=58 /TID=Mm.66284.1 /TIER=Stack /STK=57 /UG=Mm.
MOE430_2_1437531_at 0.6 4.2 A A 0.98 0.78 2.5 NC 0.3 gb:BB772425 /DB_XREF=gi:16214116 /DB_XREF=BB772425 /CLONE=G370142J11 /FEA=EST /CNT=17 /TID=Mm.38875.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1438111_at 0.6 6.6 A A 0.87 0.5 2.5 NC 0.13 gb:BF467558 /DB_XREF=gi:11536741 /DB_XREF=UI-M-CG0p-brf-b-09-0-UI.s1 /CLONE=UI-M-CG0p-brf-b-09-0-UI /FEA=EST /CNT=13 /TID=Mm.35979
MOE430_2_1438193_at 1.2 8.3 A A 0.78 0.06 2.5 NC 0.06 gb:BB379256 /DB_XREF=gi:9092142 /DB_XREF=BB379256 /CLONE=C130098E21 /FEA=EST /CNT=75 /TID=Mm.126578.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438258_at 1.5 7.5 A A 0.8 0.56 2.5 NC 0.09 gb:BE647363 /DB_XREF=gi:9973151 /DB_XREF=UI-M-BH1-amh-d-05-0-UI.r1 /CLONE=UI-M-BH1-amh-d-05-0-UI /FEA=EST /CNT=15 /TID=Mm.38836.1
MOE430_2_1438748_at 0.7 5.6 A A 0.88 0.24 2.5 NC 0.02 gb:BB410295 /DB_XREF=gi:15411976 /DB_XREF=BB410295 /CLONE=C430017K04 /FEA=EST /CNT=14 /TID=Mm.31319.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438785_at 0.4 10.1 A A 0.69 0.36 2.5 NC 0.13 gb:BB333372 /DB_XREF=gi:16403993 /DB_XREF=BB333372 /CLONE=B830010K19 /FEA=EST /CNT=11 /TID=Mm.132106.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439621_at 3.9 20.9 A P 0.5 0.01 2.5 I 0.000966 gb:BE943696 /DB_XREF=gi:10521455 /DB_XREF=UI-M-BH3-avm-c-06-0-UI.s1 /CLONE=UI-M-BH3-avm-c-06-0-UI /FEA=EST /CNT=8 /TID=Mm.106046
MOE430_2_1439973_at 0.3 5.7 A A 0.63 0.33 2.5 NC 0.11 gb:BG066784 /DB_XREF=gi:12549353 /DB_XREF=H3046H07-3 /CLONE=H3046H07 /FEA=EST /CNT=10 /TID=Mm.21147.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440199_at 0.3 4.5 A A 0.59 0.3 2.5 NC 0.11 gb:AU042494 /DB_XREF=gi:3956729 /DB_XREF=AU042494 /CLONE=J1021B03 /FEA=EST /CNT=12 /TID=Mm.17670.1 /TIER=ConsEnd /STK=5 /UG=Mm.1
MOE430_2_1440566_at 1.3 9 A A 0.75 0.53 2.5 NC 0.5 gb:BM119270 /DB_XREF=gi:17087296 /DB_XREF=L0923B12-3 /CLONE=L0923B12 /FEA=EST /CNT=5 /TID=Mm.216017.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440592_at 2.9 17.5 A P 0.59 0.01 2.5 I 0.000774 gb:BQ175573 /DB_XREF=gi:20351065 /DB_XREF=UI-M-DJ2-bvx-e-20-0-UI.s1 /CLONE=UI-M-DJ2-bvx-e-20-0-UI /FEA=EST /CNT=5 /TID=Mm.130877.
MOE430_2_1440827_x_ 0.3 3.8 A A 0.78 0.24 2.5 NC 0.02 gb:BB018032 /DB_XREF=gi:8189527 /DB_XREF=BB018032 /CLONE=4930572C18 /FEA=EST /CNT=5 /TID=Mm.61309.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441027_at 0.9 7.8 A A 0.66 0.09 2.5 NC 0.05 gb:AI503636 /DB_XREF=gi:4401487 /DB_XREF=vk42e09.x1 /CLONE=IMAGE:949288 /FEA=EST /CNT=6 /TID=Mm.83622.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441678_at 2.3 5.6 A A 0.52 0.46 2.5 NC 0.48 gb:AU022137 /DB_XREF=gi:3387096 /DB_XREF=AU022137 /CLONE=J0409B03 /FEA=EST /CNT=4 /TID=Mm.35643.1 /TIER=ConsEnd /STK=4 /UG=Mm.35
MOE430_2_1441793_at 0.6 8.4 A M 0.36 0.05 2.5 NC 0.31 gb:BB824091 /DB_XREF=gi:17002334 /DB_XREF=BB824091 /CLONE=G830031A11 /FEA=EST /CNT=4 /TID=Mm.117140.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441897_at 1 4.5 A A 0.46 0.17 2.5 I 0.000692 gb:BB561086 /DB_XREF=gi:9647452 /DB_XREF=BB561086 /CLONE=E530119K03 /FEA=EST /CNT=4 /TID=Mm.138542.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442356_at 2.4 7 A A 0.56 0.21 2.5 NC 0.06 gb:BB494975 /DB_XREF=gi:16441784 /DB_XREF=BB494975 /CLONE=D530044H19 /FEA=EST /CNT=7 /TID=Mm.216404.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442709_at 3.7 15 A A 0.43 0.09 2.5 NC 0.2 gb:BF147024 /DB_XREF=gi:11028419 /DB_XREF=us42c01.x1 /CLONE=IMAGE:3169728 /FEA=EST /CNT=4 /TID=Mm.152549.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442887_at 22.9 82.6 P P 0.03 0.00293 2.5 I 0.000078 gb:BQ175060 /DB_XREF=gi:20350552 /DB_XREF=UI-M-DJ2-bwd-k-15-0-UI.s1 /CLONE=UI-M-DJ2-bwd-k-15-0-UI /FEA=EST /CNT=4 /TID=Mm.41836.1
MOE430_2_1442973_at 0.3 2.8 A A 0.99 0.66 2.5 NC 0.06 gb:BG066833 /DB_XREF=gi:12549402 /DB_XREF=H3047E01-3 /CLONE=H3047E01 /FEA=EST /CNT=3 /TID=Mm.172851.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443020_at 0.8 8.4 A A 0.82 0.46 2.5 NC 0.13 gb:BB027719 /DB_XREF=gi:16258037 /DB_XREF=BB027719 /CLONE=5330438L16 /FEA=EST /CNT=3 /TID=Mm.130674.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443169_at 2.7 8.3 A A 0.53 0.27 2.5 NC 0.2 gb:BB533394 /DB_XREF=gi:16446245 /DB_XREF=BB533394 /CLONE=E030029P08 /FEA=EST /CNT=3 /TID=Mm.209402.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443185_at 5.5 26.1 A P 0.36 0.03 2.5 NC 0.03 gb:BB555180 /DB_XREF=gi:16448522 /DB_XREF=BB555180 /CLONE=E330017K18 /FEA=EST /CNT=3 /TID=Mm.212881.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443424_at 0.3 3.3 A A 0.85 0.56 2.5 NC 0.03 gb:AU021197 /DB_XREF=gi:3376781 /DB_XREF=AU021197 /CLONE=J0544A03 /FEA=EST /CNT=3 /TID=Mm.173458.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1444486_at 1.5 8.7 A A 0.78 0.14 2.5 NC 0.07 gb:BB807192 /DB_XREF=gi:16979821 /DB_XREF=BB807192 /CLONE=G630079M01 /FEA=EST /CNT=4 /TID=Mm.26758.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444499_at 1 5.3 A A 0.6 0.09 2.5 NC 0.05 gb:BE994554 /DB_XREF=gi:10677909 /DB_XREF=UI-M-BZ1-bjv-g-06-0-UI.s1 /CLONE=UI-M-BZ1-bjv-g-06-0-UI /FEA=EST /CNT=4 /TID=Mm.100972.1 
MOE430_2_1444501_at 2.3 10.8 A A 0.5 0.27 2.5 NC 0.5 gb:AI853202 /DB_XREF=gi:5497108 /DB_XREF=UI-M-BH0-ajh-e-05-0-UI.s1 /CLONE=UI-M-BH0-ajh-e-05-0-UI /FEA=EST /CNT=4 /TID=Mm.40018.1 /T
MOE430_2_1444754_at 2.2 13.6 A A 0.66 0.33 2.5 NC 0.03 gb:BB761239 /DB_XREF=gi:16207009 /DB_XREF=BB761239 /CLONE=G270138N18 /FEA=EST /CNT=4 /TID=Mm.118844.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445128_at 1.1 5.8 A A 0.94 0.66 2.5 NC 0.23 gb:BQ176646 /DB_XREF=gi:20352138 /DB_XREF=UI-M-DJ2-bvz-e-02-0-UI.s1 /CLONE=UI-M-DJ2-bvz-e-02-0-UI /FEA=EST /CNT=3 /TID=Mm.99973.1 
MOE430_2_1445233_at 0.4 4.4 A A 0.91 0.3 2.5 NC 0.01 gb:BM120331 /DB_XREF=gi:17088357 /DB_XREF=L0938B03-3 /CLONE=L0938B03 /FEA=EST /CNT=3 /TID=Mm.218618.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445327_at 1.1 8.5 A A 0.88 0.78 2.5 NC 0.55 gb:BB559411 /DB_XREF=gi:16448998 /DB_XREF=BB559411 /CLONE=E330038L21 /FEA=EST /CNT=3 /TID=Mm.37249.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445771_at 1.5 7.5 A A 0.39 0.27 2.5 NC 0.5 gb:BG070182 /DB_XREF=gi:12552751 /DB_XREF=H3084F01-3 /CLONE=H3084F01 /FEA=EST /CNT=3 /TID=Mm.173209.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446203_at 0.7 5.6 A A 0.82 0.66 2.5 NC 0.6 gb:BG070410 /DB_XREF=gi:12552979 /DB_XREF=H3087A09-3 /CLONE=H3087A09 /FEA=EST /CNT=2 /TID=Mm.215231.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446260_at 1.3 5.6 A A 0.56 0.24 2.5 NC 0.05 gb:BB282393 /DB_XREF=gi:16401357 /DB_XREF=BB282393 /CLONE=A930037I21 /FEA=EST /CNT=2 /TID=Mm.131693.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446502_at 0.5 2.3 A A 0.85 0.6 2.5 NC 0.16 gb:BI076506 /DB_XREF=gi:14515163 /DB_XREF=C0103F07-3 /CLONE=C0103F07 /FEA=EST /CNT=2 /TID=Mm.197215.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447033_at 0.9 5.3 A A 0.72 0.36 2.5 NC 0.5 gb:BB770404 /DB_XREF=gi:16197018 /DB_XREF=BB770404 /CLONE=G370109B19 /FEA=EST /CNT=2 /TID=Mm.211307.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447077_at 3 6.7 A A 0.71 0.21 2.5 NC 0.07 gb:BM218923 /DB_XREF=gi:17778578 /DB_XREF=C0917G02-3 /CLONE=C0917G02 /FEA=EST /CNT=2 /TID=Mm.217851.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447083_at 0.7 5.1 A A 0.94 0.56 2.5 NC 0.06 gb:BG067854 /DB_XREF=gi:12550423 /DB_XREF=H3058H11-3 /CLONE=H3058H11 /FEA=EST /CNT=2 /TID=Mm.173088.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447129_at 1 6.6 A A 0.91 0.6 2.5 NC 0.25 gb:BG066054 /DB_XREF=gi:12548617 /DB_XREF=H3038D04-3 /CLONE=H3038D04 /FEA=EST /CNT=2 /TID=Mm.172666.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447475_at 0.6 4.9 A A 0.96 0.27 2.5 NC 0.01 gb:AW457804 /DB_XREF=gi:7028021 /DB_XREF=UI-M-BH3-aro-e-07-0-UI.s1 /CLONE=UI-M-BH3-aro-e-07-0-UI /FEA=EST /CNT=2 /TID=Mm.101265.1 
MOE430_2_1447605_at 0.3 5 A A 0.63 0.3 2.5 NC 0.24 gb:AI642696 /DB_XREF=gi:4721171 /DB_XREF=vw03g09.x1 /CLONE=IMAGE:1230880 /FEA=EST /CNT=2 /TID=Mm.90448.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447941_x_ 0.6 4.2 A A 0.72 0.46 2.5 NC 0.33 gb:BB327307 /DB_XREF=gi:9036070 /DB_XREF=BB327307 /CLONE=B430216K04 /FEA=EST /CNT=25 /TID=Mm.32876.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448010_at 3.9 15.9 A A 0.69 0.11 2.5 NC 0.39 gb:AA254104 /DB_XREF=gi:1888688 /DB_XREF=va08f05.r1 /CLONE=IMAGE:722337 /FEA=EST /CNT=15 /TID=Mm.1891.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448040_at 1.1 12.6 A A 0.24 0.06 2.5 NC 0.37 gb:AI662265 /DB_XREF=gi:4765848 /DB_XREF=mq67h11.x1 /CLONE=IMAGE:583845 /FEA=EST /CNT=8 /TID=Mm.200153.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448182_a_ 87.5 517.7 P P 0.000244 0.000244 2.5 I 0.00002 gb:NM_009846.1 /DB_XREF=gi:6753341 /GEN=Cd24a /FEA=FLmRNA /CNT=468 /TID=Mm.6417.1 /TIER=FL+Stack /STK=140 /UG=Mm.6417 /LL=12484 /D
MOE430_2_1449016_at 2.2 15.4 A A 0.6 0.46 2.5 NC 0.11 gb:NM_011775.1 /DB_XREF=gi:6756080 /GEN=Zp2 /FEA=FLmRNA /CNT=31 /TID=Mm.6510.1 /TIER=FL+Stack /STK=27 /UG=Mm.6510 /LL=22787 /DEF=M
MOE430_2_1449234_at 3.3 15.2 A A 0.8 0.53 2.5 NC 0.07 gb:NM_030558.1 /DB_XREF=gi:13385333 /GEN=Car15 /FEA=FLmRNA /CNT=36 /TID=Mm.33466.1 /TIER=FL+Stack /STK=18 /UG=Mm.33466 /LL=80733 /D
MOE430_2_1449606_at 4 16.5 A A 0.82 0.56 2.5 NC 0.15 gb:AI662823 /DB_XREF=gi:4766406 /DB_XREF=vb27a08.x1 /CLONE=IMAGE:750134 /FEA=EST /CNT=3 /TID=Mm.38397.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449823_at 0.9 7 A A 0.72 0.3 2.5 NC 0.37 gb:NM_033605.1 /DB_XREF=gi:15809023 /GEN=Dach2 /FEA=FLmRNA /CNT=13 /TID=Mm.79760.1 /TIER=FL /STK=6 /UG=Mm.79760 /LL=93837 /DEF=Mu
MOE430_2_1449948_at 1.5 12.9 A A 0.55 0.46 2.5 NC 0.09 gb:NM_026184.1 /DB_XREF=gi:13385695 /GEN=1300013B24Rik /FEA=FLmRNA /CNT=26 /TID=Mm.45324.1 /TIER=FL /STK=3 /UG=Mm.45324 /LL=67475 /
MOE430_2_1449965_at 1.4 7 A A 0.82 0.36 2.5 NC 0.01 gb:NM_008572.1 /DB_XREF=gi:6678839 /GEN=Mcpt8 /FEA=FLmRNA /CNT=6 /TID=Mm.41979.1 /TIER=FL /STK=3 /UG=Mm.41979 /LL=17231 /DEF=Mus m
MOE430_2_1450236_at 1.4 15.2 A A 0.66 0.39 2.5 NC 0.29 gb:NM_019740.1 /DB_XREF=gi:9789950 /GEN=Foxo3 /FEA=FLmRNA /CNT=8 /TID=Mm.38161.1 /TIER=FL /STK=2 /UG=Mm.38161 /LL=56484 /DEF=Mus m
MOE430_2_1450289_at 1.5 14.6 A A 0.75 0.66 2.5 NC 0.4 gb:NM_008593.1 /DB_XREF=gi:6679838 /GEN=Foxd2 /FEA=FLmRNA /CNT=4 /TID=Mm.7997.1 /TIER=FL /STK=2 /UG=Mm.7997 /LL=17301 /DEF=Mus mu
MOE430_2_1450369_at 1.2 13.6 A A 0.74 0.09 2.5 NC 0.01 gb:NM_012013.1 /DB_XREF=gi:6753875 /GEN=Figla /FEA=FLmRNA /CNT=2 /TID=Mm.8024.1 /TIER=FL /STK=2 /UG=Mm.8024 /LL=26910 /DEF=Mus musc
MOE430_2_1450779_at 1.7 7.3 A A 0.69 0.39 2.5 NC 0.01 gb:NM_021272.1 /DB_XREF=gi:10946571 /GEN=Fabp7 /FEA=FLmRNA /CNT=58 /TID=Mm.3644.1 /TIER=FL+Stack /STK=9 /UG=Mm.3644 /LL=12140 /DEF
MOE430_2_1452115_a_ 2.9 22 A P 0.33 0.008057 2.5 NC 0.003355 gb:BB706079 /DB_XREF=gi:16054914 /DB_XREF=BB706079 /CLONE=7420486C08 /FEA=FLmRNA /CNT=112 /TID=Mm.3794.2 /TIER=Stack /STK=13 /UG
MOE430_2_1453332_at 1.4 8.2 A A 0.6 0.27 2.5 NC 0.12 gb:AK012141.1 /DB_XREF=gi:12848702 /FEA=mRNA /CNT=10 /TID=Mm.76059.1 /TIER=ConsEnd /STK=6 /UG=Mm.76059 /LL=69905 /UG_GENE=2610524
MOE430_2_1453566_at 1.8 12.3 A A 0.75 0.33 2.5 NC 0.00712 gb:AK014289.1 /DB_XREF=gi:12852035 /FEA=mRNA /CNT=23 /TID=Mm.40351.1 /TIER=ConsEnd /STK=1 /UG=Mm.40351 /LL=72420 /UG_GENE=3200001
MOE430_2_1453580_at 6.8 30.1 A P 0.5 0.03 2.5 I 0.000307 gb:AK017470.1 /DB_XREF=gi:12856719 /FEA=mRNA /CNT=12 /TID=Mm.158701.1 /TIER=ConsEnd /STK=1 /UG=Mm.158701 /LL=71449 /UG_GENE=56304
MOE430_2_1453659_at 2.6 15.1 A A 0.72 0.43 2.5 NC 0.1 gb:AK018444.1 /DB_XREF=gi:12858146 /FEA=mRNA /CNT=5 /TID=Mm.70546.2 /TIER=ConsEnd /STK=1 /UG=Mm.70546 /LL=104819 /UG_GENE=AI448222
MOE430_2_1453734_at 7.6 39.9 A P 0.06 0.008057 2.5 I 0.000774 gb:BF165715 /DB_XREF=gi:11046067 /DB_XREF=601777133F1 /CLONE=IMAGE:4018472 /FEA=mRNA /CNT=38 /TID=Mm.200390.1 /TIER=ConsEnd /STK=
MOE430_2_1454253_at 2.7 12.3 A A 0.6 0.12 2.5 NC 0.18 gb:AK007812.1 /DB_XREF=gi:12841602 /FEA=mRNA /CNT=1 /TID=Mm.200451.1 /TIER=ConsEnd /STK=0 /UG=Mm.200451 /LL=69817 /UG_GENE=181004
MOE430_2_1454290_at 1.6 8.3 A A 0.78 0.33 2.5 NC 0.35 gb:AW912387 /DB_XREF=gi:8077995 /DB_XREF=uf44e05.y1 /CLONE=IMAGE:1514240 /FEA=mRNA /CNT=4 /TID=Mm.173163.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1455754_at 2.1 11.4 A A 0.88 0.5 2.5 NC 0.02 gb:BQ043839 /DB_XREF=gi:19793922 /DB_XREF=UI-M-EF0-buk-l-19-0-UI.r1 /CLONE=IMAGE:5683362 /FEA=EST /CNT=11 /TID=Mm.44814.1 /TIER=Sta
MOE430_2_1456234_at 3 13.4 A A 0.66 0.33 2.5 NC 0.5 gb:BB335843 /DB_XREF=gi:16404135 /DB_XREF=BB335843 /CLONE=B830043E07 /FEA=EST /CNT=13 /TID=Mm.132058.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456481_at 2.6 13.1 A A 0.75 0.36 2.5 NC 0.02 gb:BB525078 /DB_XREF=gi:16444082 /DB_XREF=BB525078 /CLONE=D930024E11 /FEA=EST /CNT=36 /TID=Mm.6407.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1456539_at 1.2 12.4 A A 0.85 0.43 2.5 NC 0.03 gb:AV020412 /DB_XREF=gi:4797404 /DB_XREF=AV020412 /CLONE=1190017H02 /FEA=EST /CNT=10 /TID=Mm.35390.1 /TIER=Stack /STK=9 /UG=Mm.35
MOE430_2_1456546_at 2.1 11.2 A A 0.9 0.36 2.5 NC 0.03 gb:BE852123 /DB_XREF=gi:10310552 /DB_XREF=uw23d06.x1 /CLONE=IMAGE:3417515 /FEA=EST /CNT=11 /TID=Mm.2799.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1456549_at 1.2 8.9 A A 0.66 0.21 2.5 NC 0.21 gb:BF319483 /DB_XREF=gi:11268231 /DB_XREF=uy59f05.x1 /CLONE=IMAGE:3663873 /FEA=EST /CNT=10 /TID=Mm.66843.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1456708_at 1 4.8 A A 0.91 0.72 2.5 NC 0.34 gb:BB390562 /DB_XREF=gi:16408837 /DB_XREF=BB390562 /CLONE=C230070C12 /FEA=EST /CNT=9 /TID=Mm.112888.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1457340_at 1.4 9.4 A A 0.69 0.14 2.5 NC 0.04 gb:BM935512 /DB_XREF=gi:19394664 /DB_XREF=UI-M-BH3-aro-c-02-0-UI.r1 /CLONE=UI-M-BH3-aro-c-02-0-UI /FEA=EST /CNT=6 /TID=Mm.101195.1
MOE430_2_1457523_at 1 8 A A 0.72 0.63 2.5 NC 0.5 gb:BB125017 /DB_XREF=gi:16262156 /DB_XREF=BB125017 /CLONE=9630002I21 /FEA=EST /CNT=4 /TID=Mm.188979.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457558_at 2.3 9.5 A A 0.69 0.6 2.5 NC 0.04 gb:AV325555 /DB_XREF=gi:16395493 /DB_XREF=AV325555 /CLONE=6330404I10 /FEA=EST /CNT=4 /TID=Mm.214566.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1458160_at 0.5 3.2 A A 0.99 0.63 2.5 NC 0.02 gb:AV278231 /DB_XREF=gi:16391117 /DB_XREF=AV278231 /CLONE=4933400K21 /FEA=EST /CNT=3 /TID=Mm.189649.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458477_at 1.1 7.5 A A 0.69 0.17 2.5 NC 0.009292 gb:AW826164 /DB_XREF=gi:7919241 /DB_XREF=us22f09.x1 /CLONE=IMAGE:3167849 /FEA=EST /CNT=5 /TID=Mm.116720.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458568_at 0.4 4.4 A A 0.79 0.17 2.5 NC 0.5 gb:BB427942 /DB_XREF=gi:16423869 /DB_XREF=BB427942 /CLONE=C630015D11 /FEA=EST /CNT=4 /TID=Mm.210087.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458641_at 3.2 12.1 A A 0.63 0.21 2.5 NC 0.5 gb:BM217816 /DB_XREF=gi:17777149 /DB_XREF=C0902E02-3 /CLONE=C0902E02 /FEA=EST /CNT=4 /TID=Mm.32876.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458862_at 1.4 6.5 A A 0.75 0.24 2.5 NC 0.01 gb:BG066282 /DB_XREF=gi:12548851 /DB_XREF=H3041B04-3 /CLONE=H3041B04 /FEA=EST /CNT=3 /TID=Mm.5740.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459102_at 0.6 3.7 A A 0.69 0.36 2.5 NC 0.46 gb:BG068811 /DB_XREF=gi:12551380 /DB_XREF=H3069E11-3 /CLONE=H3069E11 /FEA=EST /CNT=3 /TID=Mm.173673.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459274_at 2.2 25.4 A P 0.43 0.04 2.5 NC 0.06 gb:AV221890 /DB_XREF=gi:16384810 /DB_XREF=AV221890 /CLONE=3632431N23 /FEA=EST /CNT=2 /TID=Mm.214523.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459792_at 1.8 8 A A 0.82 0.46 2.5 NC 0.01 gb:AI844315 /DB_XREF=gi:5488221 /DB_XREF=UI-M-AL1-ahm-e-12-0-UI.s1 /CLONE=UI-M-AL1-ahm-e-12-0-UI /FEA=EST /CNT=2 /TID=Mm.44845.1 /
MOE430_2_1459971_at 0.3 2.1 A A 0.59 0.72 2.5 NC 0.37 gb:AV133559 /DB_XREF=gi:5319289 /DB_XREF=AV133559 /CLONE=2810001B17 /FEA=EST /CNT=2 /TID=Mm.53643.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460232_s_ 1 6.6 A A 0.72 0.33 2.5 NC 0.34 gb:NM_013821.1 /DB_XREF=gi:7305166 /GEN=Hsd3b6 /FEA=FLmRNA /CNT=29 /TID=Mm.14435.1 /TIER=FL+Stack /STK=24 /UG=Mm.14435 /LL=15497 /
MOE430_2_1460746_at 1.7 9.5 A P 0.91 0.02 2.5 I 0.000618 gb:AA266298 /DB_XREF=gi:1902420 /DB_XREF=mz63a12.r1 /CLONE=IMAGE:718078 /FEA=EST /CNT=5 /TID=Mm.2972.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1418126_at 7.6 45.8 A P 0.36 0.02 2.4 I 0.000052 gb:NM_013653.1 /DB_XREF=gi:7305460 /GEN=Scya5 /FEA=FLmRNA /CNT=40 /TID=Mm.3370.1 /TIER=FL+Stack /STK=29 /UG=Mm.3370 /LL=20304 /DEF
MOE430_2_1418221_at 2.5 10.4 A A 0.45 0.23 2.4 NC 0.5 gb:NM_009973.1 /DB_XREF=gi:7106272 /GEN=Csnd /FEA=FLmRNA /CNT=237 /TID=Mm.4886.1 /TIER=FL+Stack /STK=27 /UG=Mm.4886 /LL=12992 /DEF
MOE430_2_1418267_at 1.7 9.7 A A 0.87 0.69 2.4 NC 0.27 gb:NM_008243.1 /DB_XREF=gi:6680214 /GEN=Hgfl /FEA=FLmRNA /CNT=43 /TID=Mm.8369.1 /TIER=FL+Stack /STK=27 /UG=Mm.8369 /LL=15235 /DEF=M
MOE430_2_1419200_at 3 15.7 A A 0.72 0.39 2.4 NC 0.5 gb:NM_022007.1 /DB_XREF=gi:11612660 /GEN=Fxyd7 /FEA=FLmRNA /CNT=25 /TID=Mm.41770.1 /TIER=FL+Stack /STK=12 /UG=Mm.41770 /LL=57780 /D
MOE430_2_1419629_at 4.3 24.1 A A 0.36 0.08 2.4 NC 0.01 gb:NM_008589.1 /DB_XREF=gi:6678863 /GEN=Mesp2 /FEA=FLmRNA /CNT=14 /TID=Mm.31472.1 /TIER=FL+Stack /STK=8 /UG=Mm.31472 /LL=17293 /DE
MOE430_2_1419778_at 0.6 2.9 A A 0.97 0.43 2.4 NC 0.02 gb:AA517021 /DB_XREF=gi:2256610 /DB_XREF=vh85f03.r1 /CLONE=IMAGE:893789 /FEA=EST /CNT=2 /TID=Mm.24691.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1420432_at 0.9 6.8 A A 0.87 0.66 2.4 NC 0.01 gb:NM_031867.1 /DB_XREF=gi:13994191 /GEN=Tas1r1 /FEA=FLmRNA /CNT=9 /TID=Mm.29232.1 /TIER=FL /STK=5 /UG=Mm.29232 /LL=110326 /DEF=Mu
MOE430_2_1421078_at 0.9 4.8 A A 0.99 0.78 2.4 NC 0.01 gb:NM_053085.1 /DB_XREF=gi:16716368 /GEN=Tcf23 /FEA=FLmRNA /CNT=20 /TID=Mm.57874.1 /TIER=FL /STK=2 /UG=Mm.57874 /LL=69852 /DEF=Mus
MOE430_2_1421240_at 7.6 39.3 A M 0.46 0.05 2.4 NC 0.02 gb:NM_023913.2 /DB_XREF=gi:15284149 /GEN=Ern1 /FEA=FLmRNA /CNT=17 /TID=Mm.11168.1 /TIER=FL /STK=2 /UG=Mm.11168 /LL=78943 /DEF=Mus 
MOE430_2_1421672_at 2.3 13.4 A A 0.6 0.09 2.4 NC 0.004073 gb:NM_010552.1 /DB_XREF=gi:6754323 /GEN=Il17 /FEA=FLmRNA /CNT=3 /TID=Mm.5419.1 /TIER=FL /STK=2 /UG=Mm.5419 /LL=16171 /DEF=Mus musc
MOE430_2_1421837_at 1.1 13.4 A A 0.65 0.11 2.4 NC 0.11 gb:NM_138946.1 /DB_XREF=gi:20336729 /GEN=Rps18 /FEA=FLmRNA /CNT=79 /TID=Mm.42790.2 /TIER=FL /STK=1 /UG=Mm.42790 /LL=20084 /DEF=Mu
MOE430_2_1421838_at 0.9 7.5 A A 0.53 0.27 2.4 NC 0.15 gb:AV167774 /DB_XREF=gi:5374211 /DB_XREF=AV167774 /CLONE=3110057B17 /FEA=FLmRNA /CNT=79 /TID=Mm.42790.2 /TIER=Stack /STK=69 /UG=
MOE430_2_1422046_at 0.3 4.4 A A 0.72 0.32 2.4 NC 0.16 gb:NM_008401.1 /DB_XREF=gi:6680483 /GEN=Itgam /FEA=FLmRNA /CNT=16 /TID=Mm.4967.1 /TIER=FL /STK=1 /UG=Mm.4967 /LL=16409 /DEF=Mus mu
MOE430_2_1422071_at 1.3 8.2 A A 0.66 0.09 2.4 NC 0.03 gb:AF026794.1 /DB_XREF=gi:3335390 /GEN=Lgals6 /FEA=FLmRNA /CNT=8 /TID=Mm.210336.1 /TIER=FL /STK=1 /UG=Mm.210336 /LL=16857 /DEF=Mus
MOE430_2_1422148_at 8.5 41.6 A P 0.24 0.005859 2.4 I 0.000088 gb:NM_010770.1 /DB_XREF=gi:6754647 /GEN=Matn3 /FEA=FLmRNA /CNT=5 /TID=Mm.42226.1 /TIER=FL /STK=1 /UG=Mm.42226 /LL=17182 /DEF=Mus m
MOE430_2_1422151_at 3.6 12.5 A A 0.6 0.11 2.4 NC 0.05 gb:NM_030719.1 /DB_XREF=gi:13507669 /GEN=Gats /FEA=FLmRNA /CNT=5 /TID=Mm.160250.1 /TIER=FL /STK=1 /UG=Mm.160250 /LL=80909 /DEF=Mu
MOE430_2_1422236_at 1.5 9.5 A A 0.82 0.52 2.4 NC 0.06 gb:NM_026351.1 /DB_XREF=gi:13385851 /GEN=4930560E09Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158172.1 /TIER=FL /STK=1 /UG=Mm.158172 /LL=67737
MOE430_2_1422353_at 0.5 8.8 A A 0.43 0.14 2.4 NC 0.24 gb:NM_138945.1 /DB_XREF=gi:21070953 /GEN=Pou4f3 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.5 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /D
MOE430_2_1422610_s_ 6.5 40.6 A A 0.5 0.14 2.4 NC 0.07 gb:NM_023670.1 /DB_XREF=gi:12963778 /GEN=Igf2bp3 /FEA=FLmRNA /CNT=88 /TID=Mm.18496.1 /TIER=FL+Stack /STK=27 /UG=Mm.18496 /LL=140488
MOE430_2_1423170_at 1.2 11.6 A A 0.63 0.21 2.4 NC 0.02 gb:AV213552 /DB_XREF=gi:6154695 /DB_XREF=AV213552 /CLONE=2410128H03 /FEA=FLmRNA /CNT=65 /TID=Mm.12001.1 /TIER=Stack /STK=9 /UG=M



MOE430_2_1423607_at 109 1057.3 P P 0.000244 0.000244 2.4 I 0.00002 gb:AK014312.1 /DB_XREF=gi:12852076 /GEN=Lum /FEA=FLmRNA /CNT=266 /TID=Mm.18888.1 /TIER=Stack /STK=8 /UG=Mm.18888 /LL=17022 /UG_TIT
MOE430_2_1424035_at 0.8 7.8 A A 0.78 0.43 2.4 NC 0.005409 gb:BI660199 /DB_XREF=gi:15574538 /DB_XREF=603302126F1 /CLONE=IMAGE:5347903 /FEA=FLmRNA /CNT=81 /TID=Mm.8858.2 /TIER=ConsEnd /STK=
MOE430_2_1424357_at 0.8 7 A A 0.6 0.17 2.4 NC 0.15 gb:BC026654.1 /DB_XREF=gi:20071860 /FEA=FLmRNA /CNT=59 /TID=Mm.31552.1 /TIER=FL+Stack /STK=36 /UG=Mm.31552 /DEF=Mus musculus, clone 
MOE430_2_1425063_at 0.6 2.9 A A 0.8 0.56 2.4 NC 0.06 gb:BF163263 /DB_XREF=gi:11043512 /DB_XREF=601771996F1 /CLONE=IMAGE:3991174 /FEA=FLmRNA /CNT=32 /TID=Mm.123525.1 /TIER=ConsEnd /ST
MOE430_2_1425224_at 3.8 12 A A 0.56 0.21 2.4 NC 0.36 gb:BC019561.1 /DB_XREF=gi:18043529 /FEA=FLmRNA /CNT=10 /TID=Mm.152528.1 /TIER=FL /STK=4 /UG=Mm.152528 /DEF=Mus musculus, clone MGC:
MOE430_2_1425226_x_ 2.8 18.6 A A 0.69 0.43 2.4 NC 0.14 gb:M16120.1 /DB_XREF=gi:201353 /FEA=FLmRNA /CNT=9 /TID=Mm.157012.3 /TIER=FL /STK=4 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /UG_T
MOE430_2_1425434_a_ 3.7 19.5 A A 0.8 0.39 2.4 NC 0.01 gb:L04274.1 /DB_XREF=gi:293745 /FEA=FLmRNA /CNT=4 /TID=Mm.1227.2 /TIER=FL /STK=2 /UG=Mm.1227 /LL=20288 /UG_GENE=Msr1 /DEF=Mus mus
MOE430_2_1425793_a_ 2.2 11.1 A A 0.66 0.24 2.4 NC 0.25 gb:AJ132394.1 /DB_XREF=gi:4186076 /GEN=ROR gamma T /FEA=FLmRNA /CNT=4 /TID=Mm.4372.2 /TIER=ConsEnd /STK=0 /UG=Mm.4372 /LL=19885 /
MOE430_2_1426202_at 1.1 3.8 A A 0.33 0.21 2.4 NC 0.009292 gb:M26296.1 /DB_XREF=gi:199308 /GEN=E-alpha-f /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.29 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DE
MOE430_2_1426919_at 1.5 6.3 A A 0.65 0.14 2.4 NC 0.5 gb:BG976463 /DB_XREF=gi:14364100 /DB_XREF=602846288F1 /CLONE=IMAGE:4976900 /FEA=mRNA /CNT=385 /TID=Mm.4712.1 /TIER=ConsEnd /STK=
MOE430_2_1427378_at 1.2 9.7 A A 0.87 0.27 2.4 MI 0.002032 gb:AF343088.1 /DB_XREF=gi:13272553 /GEN=Krt2-6hf /FEA=mRNA /CNT=17 /TID=Mm.106868.1 /TIER=ConsEnd /STK=3 /UG=Mm.106868 /LL=170937 /
MOE430_2_1427445_a_ 1.1 6.4 A A 0.8 0.43 2.4 NC 0.14 gb:BC025840.1 /DB_XREF=gi:19388003 /FEA=mRNA /CNT=36 /TID=Mm.46242.1 /TIER=ConsEnd /STK=0 /UG=Mm.46242 /LL=66856 /UG_GENE=1100001
MOE430_2_1427514_at 1 6 A A 0.82 0.6 2.4 MI 0.00225 gb:BC019591.1 /DB_XREF=gi:18044323 /FEA=mRNA /CNT=10 /TID=Mm.156929.1 /TIER=ConsEnd /STK=0 /UG=Mm.156929 /DEF=Mus musculus, clone IM
MOE430_2_1427719_s_ 1.1 5.8 A A 0.85 0.21 2.4 NC 0.007788 gb:AF312019.1 /DB_XREF=gi:11321333 /FEA=mRNA /CNT=1 /TID=Mm.34290.1 /TIER=ConsEnd /STK=0 /UG=Mm.34290 /LL=64819 /UG_GENE=Krt2-ps1 
MOE430_2_1427818_at 0.9 5.1 A A 0.6 0.43 2.4 NC 0.5 gb:BC027249.1 /DB_XREF=gi:20071051 /FEA=mRNA /CNT=1 /TID=Mm.219534.1 /TIER=ConsEnd /STK=0 /UG=Mm.219534 /UG_TITLE=Mus musculus, clon
MOE430_2_1428834_at 5.9 36.3 A P 0.46 0.02 2.4 I 0.00002 gb:AK012530.1 /DB_XREF=gi:12849333 /FEA=mRNA /CNT=60 /TID=Mm.153803.1 /TIER=Stack /STK=20 /UG=Mm.153803 /LL=70236 /UG_GENE=2700078
MOE430_2_1429354_at 1.6 11.4 A A 0.6 0.27 2.4 NC 0.08 gb:AK003517.1 /DB_XREF=gi:12834228 /FEA=mRNA /CNT=34 /TID=Mm.140947.1 /TIER=Stack /STK=32 /UG=Mm.140947 /LL=68547 /UG_GENE=1110007
MOE430_2_1429437_at 2.7 20 A P 0.17 0.000244 2.4 NC 0.04 gb:BB626803 /DB_XREF=gi:16464680 /DB_XREF=BB626803 /CLONE=9430028D14 /FEA=mRNA /CNT=57 /TID=Mm.181345.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1429664_at 1.1 10.5 A A 0.87 0.43 2.4 NC 0.06 gb:BB501945 /DB_XREF=gi:9490739 /DB_XREF=BB501945 /CLONE=D630036P11 /FEA=mRNA /CNT=27 /TID=Mm.132325.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429746_at 0.7 6.6 A A 0.53 0.11 2.4 NC 0.03 gb:AK005716.1 /DB_XREF=gi:12838435 /FEA=mRNA /CNT=11 /TID=Mm.203965.1 /TIER=Stack /STK=9 /UG=Mm.203965 /LL=69306 /UG_GENE=1700007I0
MOE430_2_1429808_at 1 4.7 A A 0.66 0.56 2.4 NC 0.42 gb:AK003848.1 /DB_XREF=gi:12834763 /FEA=mRNA /CNT=10 /TID=Mm.56216.1 /TIER=Stack /STK=8 /UG=Mm.56216 /LL=68625 /UG_GENE=1110020C03
MOE430_2_1429812_at 3.8 35.3 A P 0.39 0.03 2.4 I 0.001077 gb:AK011279.1 /DB_XREF=gi:12847296 /FEA=mRNA /CNT=15 /TID=Mm.141592.1 /TIER=Stack /STK=8 /UG=Mm.141592 /LL=69885 /UG_GENE=2610002D
MOE430_2_1429970_at 1.8 9.6 A A 0.85 0.53 2.4 NC 0.02 gb:AK006357.1 /DB_XREF=gi:12839414 /FEA=mRNA /CNT=7 /TID=Mm.26988.1 /TIER=ConsEnd /STK=5 /UG=Mm.26988 /LL=75622 /UG_GENE=1700025M
MOE430_2_1430012_at 3.1 12.8 A P 0.46 0.03 2.4 NC 0.05 gb:AK004221.1 /DB_XREF=gi:12835326 /FEA=mRNA /CNT=6 /TID=Mm.158223.1 /TIER=ConsEnd /STK=5 /UG=Mm.158223 /LL=68790 /UG_GENE=111005
MOE430_2_1430085_at 1.1 8.9 A A 0.43 0.3 2.4 NC 0.44 gb:AV281791 /DB_XREF=gi:6269828 /DB_XREF=AV281791 /CLONE=4933426H23 /FEA=mRNA /CNT=7 /TID=Mm.108594.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1430256_at 2.8 12.1 A A 0.56 0.12 2.4 NC 0.06 gb:AK009597.1 /DB_XREF=gi:12844488 /FEA=mRNA /CNT=5 /TID=Mm.34403.1 /TIER=ConsEnd /STK=3 /UG=Mm.34403 /LL=69553 /UG_GENE=2310033K
MOE430_2_1430342_at 1 5.6 A A 0.6 0.21 2.4 NC 0.11 gb:BF011273 /DB_XREF=gi:10711616 /DB_XREF=uy03h05.x1 /CLONE=IMAGE:3656985 /FEA=mRNA /CNT=10 /TID=Mm.23356.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1430788_at 1.9 11.5 A P 0.82 0.005859 2.4 I 0.000438 gb:AK019605.1 /DB_XREF=gi:12859901 /FEA=mRNA /CNT=5 /TID=Mm.160135.1 /TIER=ConsEnd /STK=1 /UG=Mm.160135 /LL=78799 /UG_GENE=493044
MOE430_2_1430871_at 1.3 4.8 A A 0.72 0.56 2.4 NC 0.5 gb:BB283066 /DB_XREF=gi:8983515 /DB_XREF=BB283066 /CLONE=A930041M04 /FEA=mRNA /CNT=3 /TID=Mm.160000.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431358_at 30.1 153.1 P P 0.000244 0.000244 2.4 I 0.00002 gb:BM877490 /DB_XREF=gi:19245156 /DB_XREF=if95f11.y1 /CLONE=IMAGE: /FEA=mRNA /CNT=4 /TID=Mm.179378.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1431493_at 3.4 12.2 A A 0.27 0.09 2.4 NC 0.24 gb:AK020596.1 /DB_XREF=gi:12861222 /FEA=mRNA /CNT=3 /TID=Mm.118615.1 /TIER=ConsEnd /STK=2 /UG=Mm.118615 /LL=78421 /UG_GENE=953004
MOE430_2_1431512_at 1.2 5.4 A A 0.56 0.43 2.4 NC 0.3 gb:AV283813 /DB_XREF=gi:6276562 /DB_XREF=AV283813 /CLONE=4933437F24 /FEA=mRNA /CNT=4 /TID=Mm.158133.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431574_at 1.6 15 A A 0.63 0.09 2.4 NC 0.02 gb:BB013354 /DB_XREF=gi:8136505 /DB_XREF=BB013354 /CLONE=4930465M20 /FEA=mRNA /CNT=2 /TID=Mm.107950.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431783_at 2.8 11 A A 0.6 0.43 2.4 NC 0.16 gb:AK005840.1 /DB_XREF=gi:12838623 /FEA=mRNA /CNT=2 /TID=Mm.52530.1 /TIER=ConsEnd /STK=0 /UG=Mm.52530 /LL=69333 /UG_GENE=1700010L
MOE430_2_1431884_at 1.3 10 A M 0.8 0.05 2.4 NC 0.01 gb:AK003805.1 /DB_XREF=gi:12834692 /FEA=mRNA /CNT=1 /TID=Mm.158216.1 /TIER=ConsEnd /STK=0 /UG=Mm.158216 /LL=68529 /UG_GENE=111001
MOE430_2_1431969_at 1.4 6.9 A A 0.75 0.39 2.4 NC 0.04 gb:AK015045.1 /DB_XREF=gi:12853233 /FEA=mRNA /CNT=1 /TID=Mm.159336.1 /TIER=ConsEnd /STK=0 /UG=Mm.159336 /LL=74852 /UG_GENE=493040
MOE430_2_1432291_at 2.1 13 A A 0.75 0.66 2.4 NC 0.28 gb:AK002748.1 /DB_XREF=gi:12832955 /FEA=mRNA /CNT=1 /TID=Mm.159136.1 /TIER=ConsEnd /STK=0 /UG=Mm.159136 /LL=74093 /UG_GENE=061003
MOE430_2_1432487_at 3 8.8 A A 0.43 0.09 2.4 NC 0.19 gb:AK015098.1 /DB_XREF=gi:12853308 /FEA=mRNA /CNT=1 /TID=Mm.159072.1 /TIER=ConsEnd /STK=0 /UG=Mm.159072 /LL=73818 /UG_GENE=493040
MOE430_2_1432802_at 1.1 6.5 A M 0.6 0.05 2.4 NC 0.07 gb:AV380998 /DB_XREF=gi:6430075 /DB_XREF=AV380998 /CLONE=9230106L01 /FEA=mRNA /CNT=2 /TID=Mm.99596.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432943_at 0.6 5.7 A A 0.68 0.36 2.4 NC 0.33 gb:AK013658.1 /DB_XREF=gi:12851103 /FEA=mRNA /CNT=1 /TID=Mm.158927.1 /TIER=ConsEnd /STK=0 /UG=Mm.158927 /LL=73027 /UG_GENE=290004
MOE430_2_1433075_at 1.7 10.8 A A 0.75 0.19 2.4 NC 0.35 gb:AK016451.1 /DB_XREF=gi:12855189 /FEA=mRNA /CNT=1 /TID=Mm.158527.1 /TIER=ConsEnd /STK=0 /UG=Mm.158527 /LL=70995 /UG_GENE=493141
MOE430_2_1433132_at 3.2 7.6 A A 0.53 0.33 2.4 NC 0.58 gb:AK018047.1 /DB_XREF=gi:12857588 /FEA=mRNA /CNT=1 /TID=Mm.219779.1 /TIER=ConsEnd /STK=0 /UG=Mm.219779 /LL=76079 /UG_GENE=583046
MOE430_2_1433579_at 0.3 3.8 A A 0.93 0.16 2.4 NC 0.03 gb:BG068678 /DB_XREF=gi:12551247 /DB_XREF=H3068B08-3 /CLONE=H3068B08 /FEA=EST /CNT=142 /TID=Mm.28958.1 /TIER=Stack /STK=87 /UG=M
MOE430_2_1434249_s_ 0.1 0.3 A A 0.82 0.95 2.4 NC 0.44 gb:BB083438 /DB_XREF=gi:15407634 /DB_XREF=BB083438 /CLONE=9330182J15 /FEA=EST /CNT=38 /TID=Mm.40472.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434449_at 0.3 2 A A 0.94 0.5 2.4 NC 0.25 gb:BB193413 /DB_XREF=gi:16270835 /DB_XREF=BB193413 /CLONE=A330077C20 /FEA=EST /CNT=49 /TID=Mm.184351.5 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434510_at 82.1 483.3 P P 0.000244 0.000244 2.4 I 0.000023 gb:BF780807 /DB_XREF=gi:12085840 /DB_XREF=602103086F1 /CLONE=IMAGE:4221452 /FEA=EST /CNT=63 /TID=Mm.203916.1 /TIER=Stack /STK=30 /
MOE430_2_1434780_at 1.3 8.2 A A 0.87 0.69 2.4 NC 0.06 gb:AU067634 /DB_XREF=gi:4968371 /DB_XREF=AU067634 /CLONE=MNCb-0069 /FEA=EST /CNT=31 /TID=Mm.24566.1 /TIER=Stack /STK=25 /UG=Mm.2
MOE430_2_1436246_at 1.3 5.7 A A 0.5 0.06 2.4 NC 0.07 gb:AI849504 /DB_XREF=gi:5493410 /DB_XREF=UI-M-AH1-agt-e-02-0-UI.s1 /CLONE=UI-M-AH1-agt-e-02-0-UI /FEA=EST /CNT=12 /TID=Mm.40873.1 /
MOE430_2_1436387_at 5.9 42.7 A P 0.33 0.001953 2.4 I 0.000023 gb:BB398124 /DB_XREF=gi:16412367 /DB_XREF=BB398124 /CLONE=C330006P03 /FEA=EST /CNT=12 /TID=Mm.131563.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436458_at 1.1 7.7 A A 0.85 0.43 2.4 NC 0.14 gb:AI606937 /DB_XREF=gi:4616104 /DB_XREF=vw30h08.x1 /CLONE=IMAGE:1245375 /FEA=EST /CNT=14 /TID=Mm.28054.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436598_at 1.3 7.2 A A 0.75 0.26 2.4 NC 0.16 gb:AV313923 /DB_XREF=gi:15406057 /DB_XREF=AV313923 /CLONE=5830414M16 /FEA=EST /CNT=12 /TID=Mm.34314.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436734_at 0.4 3.2 A A 0.94 0.72 2.4 NC 0.26 gb:BB523550 /DB_XREF=gi:16443838 /DB_XREF=BB523550 /CLONE=D930015E10 /FEA=EST /CNT=114 /TID=Mm.40013.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1436948_a_ 0.6 4.6 A A 0.78 0.56 2.4 NC 0.5 gb:BB520013 /DB_XREF=gi:9571471 /DB_XREF=BB520013 /CLONE=D830039H20 /FEA=EST /CNT=34 /TID=Mm.72979.1 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1437599_at 2.5 14.4 A P 0.3 0.01 2.4 NC 0.07 gb:BM246546 /DB_XREF=gi:17881816 /DB_XREF=K0739F10-3 /CLONE=K0739F10 /FEA=EST /CNT=16 /TID=Mm.214718.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437614_x_ 49 291 P P 0.000244 0.000244 2.4 I 0.00002 gb:AV223474 /DB_XREF=gi:6172852 /DB_XREF=AV223474 /CLONE=3830411J16 /FEA=EST /CNT=16 /TID=Mm.22338.2 /TIER=Stack /STK=16 /UG=Mm.2
MOE430_2_1438124_at 0.8 4.4 A A 0.63 0.43 2.4 NC 0.4 gb:BM240983 /DB_XREF=gi:17876253 /DB_XREF=K0610B11-3 /CLONE=K0610B11 /FEA=EST /CNT=13 /TID=Mm.215962.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438248_at 0.4 4.2 A A 0.85 0.39 2.4 NC 0.22 gb:BB041089 /DB_XREF=gi:8447475 /DB_XREF=BB041089 /CLONE=6030453M05 /FEA=EST /CNT=15 /TID=Mm.3401.3 /TIER=Stack /STK=11 /UG=Mm.3
MOE430_2_1438297_at 0.3 3.9 A A 0.85 0.6 2.4 NC 0.21 gb:BG069097 /DB_XREF=gi:12551666 /DB_XREF=H3072F12-3 /CLONE=H3072F12 /FEA=EST /CNT=14 /TID=Mm.4397.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438619_x_ 64.7 349.5 P P 0.000244 0.000244 2.4 I 0.00002 gb:BB318221 /DB_XREF=gi:9025256 /DB_XREF=BB318221 /CLONE=B230373N11 /FEA=EST /CNT=10 /TID=Mm.22338.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438903_at 1.4 10.9 A A 0.46 0.06 2.4 NC 0.49 gb:BB759169 /DB_XREF=gi:16190484 /DB_XREF=BB759169 /CLONE=G270109L22 /FEA=EST /CNT=9 /TID=Mm.38306.2 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438975_x_ 46.5 271.9 P P 0.001221 0.001221 2.4 I 0.000046 gb:AV361868 /DB_XREF=gi:6409515 /DB_XREF=AV361868 /CLONE=7630402M06 /FEA=EST /CNT=9 /TID=Mm.22338.7 /TIER=Stack /STK=9 /UG=Mm.22
MOE430_2_1439346_at 2.5 12.9 A A 0.46 0.09 2.4 NC 0.004925 gb:BF467674 /DB_XREF=gi:11536857 /DB_XREF=UI-M-CG0p-brg-f-06-0-UI.s1 /CLONE=UI-M-CG0p-brg-f-06-0-UI /FEA=EST /CNT=8 /TID=Mm.101540
MOE430_2_1439510_at 10.5 64 A P 0.08 0.005859 2.4 I 0.000189 gb:BB410537 /DB_XREF=gi:16423248 /DB_XREF=BB410537 /CLONE=C430018M14 /FEA=EST /CNT=12 /TID=Mm.188453.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439635_at 1.5 8.2 A A 0.66 0.24 2.4 NC 0.27 gb:BB500298 /DB_XREF=gi:16442291 /DB_XREF=BB500298 /CLONE=D630026G22 /FEA=EST /CNT=11 /TID=Mm.131515.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439769_at 2.2 10 A A 0.63 0.33 2.4 NC 0.03 gb:BB056248 /DB_XREF=gi:15404188 /DB_XREF=BB056248 /CLONE=6720489L02 /FEA=EST /CNT=8 /TID=Mm.114672.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439933_at 1.1 8.1 A A 0.82 0.36 2.4 NC 0.21 gb:BB328402 /DB_XREF=gi:16403840 /DB_XREF=BB328402 /CLONE=B430316J06 /FEA=EST /CNT=7 /TID=Mm.86256.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440053_at 1.1 4.7 A A 0.85 0.56 2.4 NC 0.07 gb:BB488048 /DB_XREF=gi:16441599 /DB_XREF=BB488048 /CLONE=D430047G03 /FEA=EST /CNT=6 /TID=Mm.153380.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440472_at 0.4 1.9 A A 0.99 0.5 2.4 NC 0.1 gb:BF318702 /DB_XREF=gi:11267315 /DB_XREF=uy05b02.x1 /CLONE=IMAGE:3657099 /FEA=EST /CNT=6 /TID=Mm.157881.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440487_at 2.3 11 A P 0.35 0.00415 2.4 NC 0.004481 gb:BE824778 /DB_XREF=gi:10257012 /DB_XREF=C0504F12-3 /CLONE=C0504F12 /FEA=EST /CNT=7 /TID=Mm.139854.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440508_at 3.1 11.6 A A 0.46 0.12 2.4 NC 0.09 gb:BB430574 /DB_XREF=gi:16424089 /DB_XREF=BB430574 /CLONE=C630033O16 /FEA=EST /CNT=6 /TID=Mm.187120.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440583_at 1.7 14.2 A A 0.71 0.33 2.4 NC 0.12 gb:AW545077 /DB_XREF=gi:7187590 /DB_XREF=C0190E04-3 /CLONE=C0190E04 /FEA=EST /CNT=5 /TID=Mm.103388.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440864_at 0.6 3.7 A A 0.94 0.3 2.4 NC 0.01 gb:BB456416 /DB_XREF=gi:16426052 /DB_XREF=BB456416 /CLONE=D130046J21 /FEA=EST /CNT=10 /TID=Mm.40388.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441045_at 0.7 4.8 A A 0.82 0.43 2.4 NC 0.45 gb:BB037235 /DB_XREF=gi:16258413 /DB_XREF=BB037235 /CLONE=5930424O19 /FEA=EST /CNT=6 /TID=Mm.63503.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441317_x_ 4.7 19.8 A A 0.53 0.33 2.4 NC 0.41 gb:BB316060 /DB_XREF=gi:9023095 /DB_XREF=BB316060 /CLONE=B230362J06 /FEA=EST /CNT=5 /TID=Mm.131980.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441327_a_ 9.2 48.9 A P 0.09 0.00293 2.4 I 0.000966 gb:AV325051 /DB_XREF=gi:16395396 /DB_XREF=AV325051 /CLONE=6330400D04 /FEA=EST /CNT=7 /TID=Mm.39607.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441387_at 3 10.9 A A 0.46 0.43 2.4 NC 0.2 gb:BB182811 /DB_XREF=gi:16270163 /DB_XREF=BB182811 /CLONE=A230101I21 /FEA=EST /CNT=5 /TID=Mm.40095.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441475_at 1.3 9.3 A A 0.68 0.36 2.4 NC 0.28 gb:BB121627 /DB_XREF=gi:16262029 /DB_XREF=BB121627 /CLONE=9530082N06 /FEA=EST /CNT=4 /TID=Mm.209213.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441706_at 1.5 5.3 A A 0.78 0.12 2.4 NC 0.04 gb:BB239540 /DB_XREF=gi:15410475 /DB_XREF=BB239540 /CLONE=A630077L15 /FEA=EST /CNT=4 /TID=Mm.124327.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442215_at 0.3 2.7 A A 0.99 0.72 2.4 NC 0.22 gb:BB544194 /DB_XREF=gi:16447314 /DB_XREF=BB544194 /CLONE=E130215L21 /FEA=EST /CNT=5 /TID=Mm.130559.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442272_at 0.5 2.6 A A 0.98 0.72 2.4 NC 0.005406 gb:BF472737 /DB_XREF=gi:11541920 /DB_XREF=UI-M-BZ0-axj-g-06-0-UI.r1 /CLONE=UI-M-BZ0-axj-g-06-0-UI /FEA=EST /CNT=5 /TID=Mm.48354.1 /T
MOE430_2_1442633_at 1 5.8 A A 0.85 0.11 2.4 NC 0.003355 gb:BB497195 /DB_XREF=gi:16441938 /DB_XREF=BB497195 /CLONE=D630007E15 /FEA=EST /CNT=4 /TID=Mm.133545.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442655_at 1.9 10.1 A A 0.43 0.12 2.4 NC 0.29 gb:BB202790 /DB_XREF=gi:16271762 /DB_XREF=BB202790 /CLONE=A430048N11 /FEA=EST /CNT=4 /TID=Mm.122539.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442921_at 1.9 11.6 A A 0.75 0.72 2.4 NC 0.33 gb:AV335829 /DB_XREF=gi:16396359 /DB_XREF=AV335829 /CLONE=6330576J21 /FEA=EST /CNT=4 /TID=Mm.93504.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443186_at 0.7 4.3 A A 0.88 0.75 2.4 NC 0.35 gb:BB549725 /DB_XREF=gi:16447843 /DB_XREF=BB549725 /CLONE=E230017D19 /FEA=EST /CNT=3 /TID=Mm.216135.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443461_at 3 11.5 A A 0.63 0.14 2.4 NC 0.009292 gb:BG066405 /DB_XREF=gi:12548974 /DB_XREF=H3042F06-3 /CLONE=H3042F06 /FEA=EST /CNT=3 /TID=Mm.25012.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443488_at 0.7 7 A A 0.43 0.14 2.4 NC 0.36 gb:BB260131 /DB_XREF=gi:16399877 /DB_XREF=BB260131 /CLONE=A730093C03 /FEA=EST /CNT=3 /TID=Mm.208384.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443644_at 0.5 5.2 A A 0.63 0.12 2.4 NC 0.19 gb:AI114948 /DB_XREF=gi:3515272 /DB_XREF=ui45h03.x1 /CLONE=IMAGE:1885397 /FEA=EST /CNT=3 /TID=Mm.133411.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443776_at 0.6 7.3 A A 0.87 0.26 2.4 NC 0.01 gb:BB242023 /DB_XREF=gi:8934769 /DB_XREF=BB242023 /CLONE=A630089P16 /FEA=EST /CNT=3 /TID=Mm.130862.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443800_at 1.5 5.3 A A 0.53 0.3 2.4 NC 0.01 gb:BM202761 /DB_XREF=gi:17757089 /DB_XREF=C0244D05-3 /CLONE=C0244D05 /FEA=EST /CNT=3 /TID=Mm.171087.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443826_x_ 5.6 35.3 A A 0.53 0.3 2.4 NC 0.23 gb:BB269348 /DB_XREF=gi:8965818 /DB_XREF=BB269348 /CLONE=A830039I22 /FEA=EST /CNT=3 /TID=Mm.166390.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443845_x_ 0.3 2.6 A A 0.91 0.24 2.4 NC 0.05 gb:AV210142 /DB_XREF=gi:6150763 /DB_XREF=AV210142 /CLONE=1700122P07 /FEA=EST /CNT=3 /TID=Mm.48842.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443886_at 0.8 2.9 A A 0.94 0.59 2.4 NC 0.18 gb:BG143376 /DB_XREF=gi:12646839 /DB_XREF=mab57c04.x1 /CLONE=IMAGE:3974383 /FEA=EST /CNT=10 /TID=Mm.29448.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444053_at 1.5 5.8 A A 0.88 0.5 2.4 NC 0.36 gb:BB435780 /DB_XREF=gi:9275507 /DB_XREF=BB435780 /CLONE=C820015H06 /FEA=EST /CNT=6 /TID=Mm.33703.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444084_at 3.3 18 A P 0.24 0.03 2.4 NC 0.04 gb:BB175323 /DB_XREF=gi:16269663 /DB_XREF=BB175323 /CLONE=A230056D01 /FEA=EST /CNT=6 /TID=Mm.102543.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444167_at 4.8 13 A A 0.66 0.39 2.4 NC 0.13 gb:BE457768 /DB_XREF=gi:9480255 /DB_XREF=us97a03.x1 /CLONE=IMAGE:3326284 /FEA=EST /CNT=5 /TID=Mm.135682.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444209_at 0.4 2.9 A A 0.93 0.46 2.4 NC 0.02 gb:AU019113 /DB_XREF=gi:3374697 /DB_XREF=AU019113 /CLONE=J0513A12 /FEA=EST /CNT=5 /TID=Mm.196467.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444214_at 1.5 11.1 A A 0.43 0.17 2.4 NC 0.5 gb:AW493179 /DB_XREF=gi:7063460 /DB_XREF=UI-M-BH3-auf-d-01-0-UI.s1 /CLONE=UI-M-BH3-auf-d-01-0-UI /FEA=EST /CNT=5 /TID=Mm.45285.1 /
MOE430_2_1444285_at 0.7 8.4 A A 0.56 0.06 2.4 NC 0.003355 gb:BG070957 /DB_XREF=gi:12553449 /DB_XREF=H3092B09-3 /CLONE=H3092B09 /FEA=EST /CNT=5 /TID=Mm.173324.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444329_at 1.2 5.1 A A 0.78 0.63 2.4 NC 0.34 gb:BB533749 /DB_XREF=gi:16446296 /DB_XREF=BB533749 /CLONE=E030031M15 /FEA=EST /CNT=4 /TID=Mm.170041.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444421_at 3 16.1 A P 0.39 0.02 2.4 NC 0.29 gb:BB214299 /DB_XREF=gi:16352950 /DB_XREF=BB214299 /CLONE=A530020A01 /FEA=EST /CNT=4 /TID=Mm.164675.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444479_at 9.2 66 A P 0.11 0.000244 2.4 I 0.00002 gb:AW540004 /DB_XREF=gi:7182421 /DB_XREF=C0127C12-3 /CLONE=C0127C12 /FEA=EST /CNT=4 /TID=Mm.102618.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444540_at 2.6 13.7 A A 0.56 0.19 2.4 NC 0.13 gb:BF462741 /DB_XREF=gi:11531924 /DB_XREF=UI-M-CG0p-bnh-b-01-0-UI.s1 /CLONE=UI-M-CG0p-bnh-b-01-0-UI /FEA=EST /CNT=4 /TID=Mm.1566
MOE430_2_1444580_at 1.5 6.9 A A 0.69 0.3 2.4 NC 0.02 gb:AI315285 /DB_XREF=gi:4030552 /DB_XREF=uj33c06.x1 /CLONE=IMAGE:1921738 /FEA=EST /CNT=4 /TID=Mm.19308.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444616_x_ 2.9 24.9 A A 0.66 0.27 2.4 NC 0.005409 gb:AV074978 /DB_XREF=gi:5194806 /DB_XREF=AV074978 /CLONE=2210011J18 /FEA=EST /CNT=4 /TID=Mm.29305.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1444678_at 1.1 5.6 A A 0.46 0.3 2.4 NC 0.46 gb:BG070868 /DB_XREF=gi:12553525 /DB_XREF=H3093B03-3 /CLONE=H3093B03 /FEA=EST /CNT=4 /TID=Mm.26063.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444767_at 1.3 5.4 A A 0.75 0.39 2.4 NC 0.08 gb:AV253089 /DB_XREF=gi:16387876 /DB_XREF=AV253089 /CLONE=4833445A15 /FEA=EST /CNT=4 /TID=Mm.83999.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444885_at 0.3 3.7 A A 0.85 0.6 2.4 NC 0.12 gb:BG071763 /DB_XREF=gi:12554332 /DB_XREF=H3102H10-3 /CLONE=H3102H10 /FEA=EST /CNT=3 /TID=Mm.17808.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444922_at 0.6 5.7 A A 0.72 0.36 2.4 NC 0.5 gb:BG067983 /DB_XREF=gi:12550552 /DB_XREF=H3060D10-3 /CLONE=H3060D10 /FEA=EST /CNT=3 /TID=Mm.173110.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445555_at 0.4 3.3 A A 0.9 0.63 2.4 NC 0.46 gb:AW125244 /DB_XREF=gi:6100774 /DB_XREF=UI-M-BH2.1-aps-f-02-0-UI.s1 /CLONE=UI-M-BH2.1-aps-f-02-0-UI /FEA=EST /CNT=3 /TID=Mm.48730.
MOE430_2_1445576_at 1 6 A A 0.85 0.39 2.4 NC 0.02 gb:AI413817 /DB_XREF=gi:4257321 /DB_XREF=mf03b03.x1 /CLONE=IMAGE:403949 /FEA=EST /CNT=3 /TID=Mm.22851.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445616_at 0.9 4.3 A A 0.87 0.68 2.4 NC 0.13 gb:BM234751 /DB_XREF=gi:17870021 /DB_XREF=K0405H06-3 /CLONE=K0405H06 /FEA=EST /CNT=3 /TID=Mm.138887.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445741_at 2.6 9.6 A A 0.36 0.21 2.4 NC 0.13 gb:BE986922 /DB_XREF=gi:10661743 /DB_XREF=UI-M-CG0p-bfa-g-01-0-UI.s1 /CLONE=UI-M-CG0p-bfa-g-01-0-UI /FEA=EST /CNT=3 /TID=Mm.15177
MOE430_2_1445943_at 0.8 5.9 A A 0.69 0.5 2.4 NC 0.27 gb:BG071766 /DB_XREF=gi:12554335 /DB_XREF=H3103A01-3 /CLONE=H3103A01 /FEA=EST /CNT=2 /TID=Mm.174011.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446107_at 1.4 3.4 A A 0.63 0.5 2.4 NC 0.09 gb:AW553216 /DB_XREF=gi:7198639 /DB_XREF=L0223G04-3 /CLONE=L0223G04 /FEA=EST /CNT=2 /TID=Mm.182717.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446115_at 0.8 4.1 A A 0.8 0.36 2.4 NC 0.11 gb:BB134882 /DB_XREF=gi:16266615 /DB_XREF=BB134882 /CLONE=9830119L21 /FEA=EST /CNT=2 /TID=Mm.207434.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446159_at 1.2 7.4 A A 0.8 0.6 2.4 NC 0.62 gb:BB044011 /DB_XREF=gi:16259276 /DB_XREF=BB044011 /CLONE=6030481C12 /FEA=EST /CNT=2 /TID=Mm.214564.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446272_at 1.4 10.7 A A 0.72 0.11 2.4 NC 0.11 gb:BB200545 /DB_XREF=gi:16271450 /DB_XREF=BB200545 /CLONE=A430025F06 /FEA=EST /CNT=2 /TID=Mm.208161.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446381_at 0.5 3.4 A A 0.93 0.69 2.4 NC 0.5 gb:BB074547 /DB_XREF=gi:16260253 /DB_XREF=BB074547 /CLONE=9330018P16 /FEA=EST /CNT=2 /TID=Mm.207313.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446431_at 1.7 8.5 A A 0.5 0.08 2.4 NC 0.03 gb:BB503565 /DB_XREF=gi:16442625 /DB_XREF=BB503565 /CLONE=D630044A15 /FEA=EST /CNT=2 /TID=Mm.209609.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446459_at 0.8 7.4 A P 0.69 0.03 2.4 NC 0.01 gb:BG076222 /DB_XREF=gi:12558791 /DB_XREF=H3157B01-3 /CLONE=H3157B01 /FEA=EST /CNT=2 /TID=Mm.218692.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446469_at 1.1 5.9 A M 0.9 0.05 2.4 I 0.000101 gb:BB150713 /DB_XREF=gi:16267895 /DB_XREF=BB150713 /CLONE=A030008J09 /FEA=EST /CNT=2 /TID=Mm.207476.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446581_at 0.2 2.9 A A 0.85 0.24 2.4 NC 0.5 gb:BG067658 /DB_XREF=gi:12550227 /DB_XREF=H3056G08-3 /CLONE=H3056G08 /FEA=EST /CNT=2 /TID=Mm.173053.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446681_at 2 9.9 A P 0.43 0.02 2.4 NC 0.06 gb:AV327329 /DB_XREF=gi:16395615 /DB_XREF=AV327329 /CLONE=6330418A15 /FEA=EST /CNT=2 /TID=Mm.184283.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446828_at 0.9 5.2 A A 0.9 0.6 2.4 NC 0.26 gb:C76257 /DB_XREF=gi:2516587 /DB_XREF=C76257 /CLONE=J0007B09 /FEA=EST /CNT=2 /TID=Mm.24899.1 /TIER=ConsEnd /STK=2 /UG=Mm.24899 /
MOE430_2_1447512_at 0.7 2.9 A A 0.88 0.33 2.4 MI 0.002032 gb:BM219442 /DB_XREF=gi:17779258 /DB_XREF=C0925C01-3 /CLONE=C0925C01 /FEA=EST /CNT=2 /TID=Mm.218544.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447730_at 1.4 6.5 A A 0.91 0.36 2.4 NC 0.003355 gb:BB140656 /DB_XREF=gi:8795593 /DB_XREF=BB140656 /CLONE=9830170G11 /FEA=EST /CNT=2 /TID=Mm.119858.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448012_at 1 6 A A 0.85 0.66 2.4 NC 0.35 gb:BG078932 /DB_XREF=gi:12561500 /DB_XREF=H3033G05-5 /CLONE=H3033G05 /FEA=EST /CNT=14 /TID=Mm.24836.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449105_at 2.1 12.3 A A 0.78 0.5 2.4 NC 0.24 gb:NM_021309.1 /DB_XREF=gi:11496242 /GEN=Sh2d2a /FEA=FLmRNA /CNT=28 /TID=Mm.86361.1 /TIER=FL+Stack /STK=23 /UG=Mm.86361 /LL=27371 
MOE430_2_1449634_a_ 1.2 4.7 A A 0.87 0.33 2.4 NC 0.03 gb:AW046296 /DB_XREF=gi:5906825 /DB_XREF=UI-M-BH1-ale-a-09-0-UI.s1 /CLONE=UI-M-BH1-ale-a-09-0-UI /FEA=EST /CNT=1 /TID=Mm.156528.2 /
MOE430_2_1449829_at 1.6 11.5 A A 0.78 0.3 2.4 NC 0.07 gb:NM_008405.1 /DB_XREF=gi:6680491 /GEN=Itgb2l /FEA=FLmRNA /CNT=9 /TID=Mm.12872.1 /TIER=FL /STK=6 /UG=Mm.12872 /LL=16415 /DEF=Mus m
MOE430_2_1449832_at 0.4 5.6 A A 0.91 0.3 2.4 NC 0.16 gb:NM_028570.1 /DB_XREF=gi:13386325 /GEN=1700091H14Rik /FEA=FLmRNA /CNT=7 /TID=Mm.84356.1 /TIER=FL /STK=6 /UG=Mm.84356 /LL=73553 /
MOE430_2_1450094_at 2.1 13 A A 0.53 0.11 2.4 NC 0.01 gb:NM_023146.1 /DB_XREF=gi:13249348 /GEN=Ranbp17 /FEA=FLmRNA /CNT=29 /TID=Mm.70954.1 /TIER=FL /STK=2 /UG=Mm.70954 /LL=66011 /DEF=M
MOE430_2_1450165_at 5 18.2 A A 0.53 0.14 2.4 NC 0.00712 gb:NM_011408.1 /DB_XREF=gi:6755569 /GEN=Slfn2 /FEA=FLmRNA /CNT=15 /TID=Mm.42124.1 /TIER=FL /STK=2 /UG=Mm.42124 /LL=20556 /DEF=Mus m
MOE430_2_1450427_at 0.9 3.9 A A 0.9 0.56 2.4 NC 0.003041 gb:AW048864 /DB_XREF=gi:5909393 /DB_XREF=UI-M-BH1-amf-c-10-0-UI.s1 /CLONE=UI-M-BH1-amf-c-10-0-UI /FEA=FLmRNA /CNT=24 /TID=Mm.88
MOE430_2_1450580_at 1.7 11 A A 0.63 0.46 2.4 NC 0.5 gb:NM_053107.1 /DB_XREF=gi:16716402 /GEN=Gpr45 /FEA=FLmRNA /CNT=1 /TID=Mm.213089.1 /TIER=FL /STK=1 /UG=Mm.213089 /LL=93690 /DEF=M
MOE430_2_1451453_at 2 7.2 A A 0.66 0.11 2.4 NC 0.03 gb:BC022165.1 /DB_XREF=gi:18381096 /FEA=FLmRNA /CNT=35 /TID=Mm.41755.1 /TIER=FL+Stack /STK=19 /UG=Mm.41755 /LL=13143 /UG_GENE=Dap
MOE430_2_1451686_x_ 3.4 15 A A 0.63 0.39 2.4 NC 0.04 gb:D31768.1 /DB_XREF=gi:1321650 /GEN=MAME /FEA=FLmRNA /CNT=11 /TID=Mm.172556.2 /TIER=FL /STK=2 /UG=Mm.172556 /LL=11704 /DEF=Mous
MOE430_2_1451759_at 1.3 5.8 A A 0.56 0.5 2.4 NC 0.48 gb:BC013893.1 /DB_XREF=gi:15530224 /FEA=FLmRNA /CNT=25 /TID=Mm.3539.2 /TIER=FL /STK=1 /UG=Mm.3539 /LL=17175 /UG_GENE=Masp2 /DEF=M
MOE430_2_1451774_at 0.7 7.6 A A 0.39 0.12 2.4 NC 0.03 gb:BC016249.1 /DB_XREF=gi:16740752 /FEA=FLmRNA /CNT=12 /TID=Mm.213444.1 /TIER=FL /STK=1 /UG=Mm.213444 /DEF=Mus musculus, Similar to R
MOE430_2_1451798_at 611.1 3440.5 P P 0.000244 0.000244 2.4 I 0.00002 gb:M57525.1 /DB_XREF=gi:198298 /GEN=IL1RA /FEA=FLmRNA /CNT=16 /TID=Mm.882.2 /TIER=FL /STK=1 /UG=Mm.882 /LL=16181 /DEF=Mouse interle
MOE430_2_1451858_at 3.4 13.9 A A 0.5 0.29 2.4 NC 0.5 gb:AY042192.1 /DB_XREF=gi:15546024 /GEN=MrgA2 /FEA=FLmRNA /CNT=3 /TID=Mm.119803.1 /TIER=FL /STK=1 /UG=Mm.119803 /DEF=Mus musculus
MOE430_2_1452260_at 1.5 4.6 A A 0.94 0.5 2.4 NC 0.05 gb:BB221402 /DB_XREF=gi:16353605 /DB_XREF=BB221402 /CLONE=A530066M24 /FEA=mRNA /CNT=71 /TID=Mm.10026.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1452389_at 0.2 2.9 A A 0.96 0.56 2.4 NC 0.03 gb:L24495.1 /DB_XREF=gi:403146 /FEA=mRNA /CNT=19 /TID=Mm.121.1 /TIER=Stack /STK=10 /UG=Mm.121 /LL=21940 /UG_GENE=Tnfrsf7 /UG_TITLE=t
MOE430_2_1452537_at 1.8 12.4 A P 0.72 0.01 2.4 NC 0.005933 gb:Z95477.1 /DB_XREF=gi:2108310 /FEA=mRNA /CNT=1 /TID=Mm.104747.20 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /D
MOE430_2_1453984_at 2 8.9 A A 0.72 0.46 2.4 NC 0.75 gb:BG801705 /DB_XREF=gi:17948584 /DB_XREF=0113-68 /FEA=mRNA /CNT=2 /TID=Mm.195756.1 /TIER=ConsEnd /STK=0 /UG=Mm.195756 /LL=76163 
MOE430_2_1454478_at 1.3 6.4 A A 0.8 0.56 2.4 NC 0.03 gb:AK013917.1 /DB_XREF=gi:12851475 /FEA=mRNA /CNT=1 /TID=Mm.159524.1 /TIER=ConsEnd /STK=0 /UG=Mm.159524 /LL=75428 /UG_GENE=310000
MOE430_2_1454486_at 1.5 7.2 A A 0.75 0.66 2.4 NC 0.16 gb:AK020537.1 /DB_XREF=gi:12861147 /FEA=mRNA /CNT=1 /TID=Mm.133270.1 /TIER=ConsEnd /STK=0 /UG=Mm.133270 /LL=77366 /UG_GENE=953000
MOE430_2_1454583_at 2.5 12 A A 0.75 0.33 2.4 NC 0.3 gb:AK012854.1 /DB_XREF=gi:12849872 /FEA=mRNA /CNT=1 /TID=Mm.158859.1 /TIER=ConsEnd /STK=0 /UG=Mm.158859 /LL=72663 /UG_GENE=281003
MOE430_2_1454877_at 107.9 664.5 P P 0.000244 0.000244 2.4 I 0.00002 gb:BQ174721 /DB_XREF=gi:20350213 /DB_XREF=UI-M-DJ2-bwb-e-14-0-UI.s1 /CLONE=UI-M-DJ2-bwb-e-14-0-UI /FEA=EST /CNT=84 /TID=Mm.22806
MOE430_2_1455151_at 1.2 6.3 A P 0.46 0.02 2.4 NC 0.22 gb:C79026 /DB_XREF=gi:2519356 /DB_XREF=C79026 /CLONE=J0059C09 /FEA=EST /CNT=23 /TID=Mm.46044.1 /TIER=Stack /STK=23 /UG=Mm.46044 /
MOE430_2_1455267_at 5.5 32.6 A P 0.66 0.01 2.4 I 0.000088 gb:BM120846 /DB_XREF=gi:17088872 /DB_XREF=L0944G10-3 /CLONE=L0944G10 /FEA=EST /CNT=33 /TID=Mm.23206.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456268_at 1.2 2.8 A A 0.71 0.56 2.4 NC 0.14 gb:BF466055 /DB_XREF=gi:11535238 /DB_XREF=UI-M-CG0p-bqt-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bqt-a-07-0-UI /FEA=EST /CNT=19 /TID=Mm.7475
MOE430_2_1456327_at 1.2 10.7 A A 0.88 0.11 2.4 NC 0.01 gb:AV256906 /DB_XREF=gi:15405342 /DB_XREF=AV256906 /CLONE=4921531N05 /FEA=EST /CNT=16 /TID=Mm.25663.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456337_at 1.1 7.6 A A 0.78 0.11 2.4 NC 0.16 gb:AV291818 /DB_XREF=gi:15405824 /DB_XREF=AV291818 /CLONE=5430410J15 /FEA=EST /CNT=14 /TID=Mm.133440.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456364_at 3.5 24.9 A A 0.56 0.66 2.4 NC 0.33 gb:BB049107 /DB_XREF=gi:16259512 /DB_XREF=BB049107 /CLONE=6530403A22 /FEA=EST /CNT=12 /TID=Mm.183721.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456372_at 3.6 12 A A 0.5 0.36 2.4 NC 0.11 gb:BM250494 /DB_XREF=gi:17885764 /DB_XREF=K0850G01-3 /CLONE=K0850G01 /FEA=EST /CNT=11 /TID=Mm.217483.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456666_at 1.1 8.2 A A 0.9 0.66 2.4 NC 0.11 gb:BB008064 /DB_XREF=gi:16257082 /DB_XREF=BB008064 /CLONE=4732480M16 /FEA=EST /CNT=13 /TID=Mm.126028.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456795_at 0.8 8.1 A A 0.72 0.3 2.4 NC 0.002753 gb:BB449568 /DB_XREF=gi:16425368 /DB_XREF=BB449568 /CLONE=D030072J23 /FEA=EST /CNT=10 /TID=Mm.33554.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456827_at 4.4 27.2 A P 0.56 0.00415 2.4 I 0.001077 gb:BB131790 /DB_XREF=gi:15408400 /DB_XREF=BB131790 /CLONE=9630055G16 /FEA=EST /CNT=7 /TID=Mm.138283.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456971_at 2.6 11.6 A A 0.36 0.36 2.4 NC 0.2 gb:BB280296 /DB_XREF=gi:15411079 /DB_XREF=BB280296 /CLONE=A930025C02 /FEA=EST /CNT=6 /TID=Mm.134468.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457289_at 1.6 10.9 A A 0.82 0.39 2.4 NC 0.36 gb:BB280339 /DB_XREF=gi:8977362 /DB_XREF=BB280339 /CLONE=A930025I21 /FEA=EST /CNT=8 /TID=Mm.180553.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457428_at 2.8 17.2 A A 0.69 0.43 2.4 NC 0.16 gb:AW457821 /DB_XREF=gi:7028038 /DB_XREF=UI-M-BH3-aro-g-01-0-UI.s1 /CLONE=UI-M-BH3-aro-g-01-0-UI /FEA=EST /CNT=5 /TID=Mm.101246.1 
MOE430_2_1457989_at 2.8 14.4 A A 0.65 0.1 2.4 NC 0.07 gb:BB498904 /DB_XREF=gi:16442131 /DB_XREF=BB498904 /CLONE=D630017G07 /FEA=EST /CNT=5 /TID=Mm.210543.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458026_at 1.8 7.7 A A 0.88 0.43 2.4 NC 0.11 gb:BG073454 /DB_XREF=gi:12556023 /DB_XREF=H3122G07-3 /CLONE=H3122G07 /FEA=EST /CNT=4 /TID=Mm.102904.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1458120_at 1.1 7.2 A A 0.72 0.59 2.4 NC 0.6 gb:BG069814 /DB_XREF=gi:12552383 /DB_XREF=H3080D09-3 /CLONE=H3080D09 /FEA=EST /CNT=3 /TID=Mm.26238.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458360_at 4.5 20.4 A A 0.69 0.19 2.4 NC 0.06 gb:BF465152 /DB_XREF=gi:11534335 /DB_XREF=UI-M-CG0p-bqj-c-11-0-UI.s1 /CLONE=UI-M-CG0p-bqj-c-11-0-UI /FEA=EST /CNT=3 /TID=Mm.44912.
MOE430_2_1459089_at 1.8 11.5 A A 0.82 0.53 2.4 NC 0.5 gb:BG070130 /DB_XREF=gi:12552699 /DB_XREF=H3084A05-3 /CLONE=H3084A05 /FEA=EST /CNT=3 /TID=Mm.28381.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459306_at 2 9.9 A A 0.72 0.46 2.4 NC 0.5 gb:BB200000 /DB_XREF=gi:16271373 /DB_XREF=BB200000 /CLONE=A430019C16 /FEA=EST /CNT=2 /TID=Mm.209564.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459455_at 0.6 4.4 A A 0.8 0.72 2.4 NC 0.17 gb:BG076039 /DB_XREF=gi:12558608 /DB_XREF=H3154H05-3 /CLONE=H3154H05 /FEA=EST /CNT=2 /TID=Mm.182854.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459973_x_ 0.9 8.2 A A 0.88 0.43 2.4 NC 0.03 gb:BB228059 /DB_XREF=gi:8898704 /DB_XREF=BB228059 /CLONE=A630008L19 /FEA=EST /CNT=2 /TID=Mm.117272.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460038_at 1.2 7.7 A A 0.43 0.5 2.4 NC 0.08 gb:BG065255 /DB_XREF=gi:12547818 /DB_XREF=H3029A04-3 /CLONE=H3029A04 /FEA=EST /CNT=13 /TID=Mm.116727.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1460068_at 1.1 8.1 A A 0.46 0.3 2.4 NC 0.63 gb:BB042567 /DB_XREF=gi:16258739 /DB_XREF=BB042567 /CLONE=6030463O13 /FEA=EST /CNT=4 /TID=Mm.112796.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460140_at 0.9 3.8 A A 0.8 0.33 2.4 NC 0.23 gb:BG066259 /DB_XREF=gi:12548828 /DB_XREF=H3040H03-3 /CLONE=H3040H03 /FEA=EST /CNT=4 /TID=Mm.182631.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460693_a_ 16.9 40.7 A P 0.17 0.001221 2.4 I 0.000046 gb:BG074456 /DB_XREF=gi:12557025 /DB_XREF=H3135D05-3 /CLONE=H3135D05 /FEA=mRNA /CNT=62 /TID=Mm.141312.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1416934_at 2.8 10.9 A P 0.53 0.03 2.3 NC 0.02 gb:NM_019926.1 /DB_XREF=gi:9910455 /GEN=Mtm1 /FEA=FLmRNA /CNT=82 /TID=Mm.28580.1 /TIER=FL+Stack /STK=63 /UG=Mm.28580 /LL=17772 /DE
MOE430_2_1416953_at 61.8 305.4 P P 0.000244 0.000244 2.3 I 0.00002 gb:NM_010217.1 /DB_XREF=gi:6753877 /GEN=Ctgf /FEA=FLmRNA /CNT=139 /TID=Mm.1810.1 /TIER=FL+Stack /STK=62 /UG=Mm.1810 /LL=14219 /DEF=
MOE430_2_1416966_at 1.5 7 A A 0.95 0.36 2.3 NC 0.1 gb:BC014762.1 /DB_XREF=gi:15928574 /FEA=FLmRNA /CNT=107 /TID=Mm.20839.1 /TIER=FL+Stack /STK=62 /UG=Mm.20839 /LL=19879 /UG_GENE=Ro
MOE430_2_1417700_at 4.8 11.5 A P 0.32 0.03 2.3 NC 0.5 gb:NM_028238.4 /DB_XREF=gi:21105856 /GEN=Rab38 /FEA=FLmRNA /CNT=46 /TID=Mm.17985.1 /TIER=FL+Stack /STK=38 /UG=Mm.17985 /LL=72433 /
MOE430_2_1418271_at 1.9 8.4 A A 0.19 0.24 2.3 NC 0.5 gb:NM_021560.1 /DB_XREF=gi:10947003 /GEN=Bhlhb5 /FEA=FLmRNA /CNT=43 /TID=Mm.143811.1 /TIER=FL+Stack /STK=27 /UG=Mm.143811 /LL=5905
MOE430_2_1418309_at 25.8 111 A P 0.06 0.01 2.3 I 0.000023 gb:NM_008764.1 /DB_XREF=gi:6679173 /GEN=Tnfrsf11b /FEA=FLmRNA /CNT=50 /TID=Mm.15383.1 /TIER=FL /STK=2 /UG=Mm.15383 /LL=18383 /DEF=M
MOE430_2_1418921_at 6.1 20.1 A A 0.5 0.43 2.3 NC 0.5 gb:NM_053199.1 /DB_XREF=gi:16716502 /GEN=Necl1-pending /FEA=FLmRNA /CNT=56 /TID=Mm.39283.1 /TIER=FL+Stack /STK=16 /UG=Mm.39283 /LL=
MOE430_2_1419001_at 1 5.4 A A 0.8 0.72 2.3 NC 0.26 gb:NM_007519.1 /DB_XREF=gi:6680761 /GEN=Baat /FEA=FLmRNA /CNT=33 /TID=Mm.2859.1 /TIER=FL+Stack /STK=15 /UG=Mm.2859 /LL=12012 /DEF=
MOE430_2_1419124_at 1 6.2 A A 0.62 0.46 2.3 NC 0.44 gb:NM_133829.1 /DB_XREF=gi:19527045 /GEN=AW212394 /FEA=FLmRNA /CNT=41 /TID=Mm.198191.1 /TIER=FL+Stack /STK=13 /UG=Mm.198191 /LL=9
MOE430_2_1419328_at 2.5 10 A A 0.72 0.5 2.3 NC 0.5 gb:AB021291.1 /DB_XREF=gi:4519447 /FEA=FLmRNA /CNT=26 /TID=Mm.42035.1 /TIER=FL+Stack /STK=11 /UG=Mm.42035 /LL=20355 /UG_GENE=Sema
MOE430_2_1419393_at 0.4 5.3 A A 0.87 0.43 2.3 NC 0.22 gb:NM_031884.1 /DB_XREF=gi:14141177 /GEN=Abcg5 /FEA=FLmRNA /CNT=25 /TID=Mm.34004.1 /TIER=FL+Stack /STK=10 /UG=Mm.34004 /LL=27409 /
MOE430_2_1419725_at 2.4 12.4 A A 0.77 0.33 2.3 NC 0.01 gb:NM_011867.1 /DB_XREF=gi:6755021 /GEN=Slc26a4 /FEA=FLmRNA /CNT=9 /TID=Mm.100187.1 /TIER=FL /STK=7 /UG=Mm.100187 /LL=23985 /DEF=M
MOE430_2_1419942_at 3.3 18 A A 0.91 0.53 2.3 NC 0.03 gb:AW488194 /DB_XREF=gi:7058464 /DB_XREF=UI-M-BH3-ars-g-05-0-UI.s1 /CLONE=UI-M-BH3-ars-g-05-0-UI /FEA=EST /CNT=1 /TID=Mm.202882.1 
MOE430_2_1420107_at 2.7 16.3 A A 0.43 0.36 2.3 NC 0.4 gb:C86773 /DB_XREF=gi:2918730 /DB_XREF=C86773 /CLONE=J0232G04 /FEA=EST /CNT=1 /TID=Mm.200714.1 /TIER=ConsEnd /STK=0 /UG=Mm.20071
MOE430_2_1420112_at 1.2 5.1 A A 0.82 0.46 2.3 NC 0.08 gb:AI503516 /DB_XREF=gi:4401367 /DB_XREF=vq88h02.x1 /CLONE=IMAGE:1109427 /FEA=EST /CNT=1 /TID=Mm.216136.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420392_at 2 11.1 A A 0.43 0.14 2.3 NC 0.33 gb:AV047686 /DB_XREF=gi:4867351 /DB_XREF=AV047686 /CLONE=1700069M21 /FEA=FLmRNA /CNT=23 /TID=Mm.55982.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1420413_at 1.7 7.3 A A 0.39 0.12 2.3 NC 0.09 gb:NM_011990.1 /DB_XREF=gi:6756010 /GEN=Slc7a11 /FEA=FLmRNA /CNT=12 /TID=Mm.42036.1 /TIER=FL /STK=5 /UG=Mm.42036 /LL=26570 /DEF=Mu
MOE430_2_1420577_at 1.5 8 A A 0.75 0.21 2.3 NC 0.09 gb:NM_009645.1 /DB_XREF=gi:6753017 /GEN=Aicda /FEA=FLmRNA /CNT=10 /TID=Mm.32398.1 /TIER=FL /STK=4 /UG=Mm.32398 /LL=11628 /DEF=Mus 
MOE430_2_1421195_at 0.8 7 A A 0.82 0.5 2.3 NC 0.19 gb:BC020534.1 /DB_XREF=gi:18088213 /FEA=FLmRNA /CNT=25 /TID=Mm.3521.1 /TIER=FL /STK=2 /UG=Mm.3521 /LL=12425 /UG_GENE=Cckar /DEF=M
MOE430_2_1421299_a_ 3.7 22.2 A P 0.3 0.00415 2.3 NC 0.00712 gb:NM_010703.1 /DB_XREF=gi:6754531 /GEN=Lef1 /FEA=FLmRNA /CNT=12 /TID=Mm.200634.1 /TIER=FL /STK=2 /UG=Mm.200634 /LL=16842 /DEF=Mus
MOE430_2_1421353_at 2.5 7.4 A A 0.3 0.27 2.3 NC 0.5 gb:BB427369 /DB_XREF=gi:16423801 /DB_XREF=BB427369 /CLONE=C630010J24 /FEA=FLmRNA /CNT=9 /TID=Mm.100580.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1421363_at 1.6 6.6 A A 0.66 0.6 2.3 NC 0.71 gb:NM_010003.1 /DB_XREF=gi:6857776 /GEN=Cyp2c39 /FEA=FLmRNA /CNT=8 /TID=Mm.42101.1 /TIER=FL /STK=2 /UG=Mm.42101 /LL=13098 /DEF=Mu
MOE430_2_1421550_a_ 4.8 25.5 A A 0.33 0.27 2.3 NC 0.22 gb:NM_030684.1 /DB_XREF=gi:13507606 /GEN=Trim34 /FEA=FLmRNA /CNT=4 /TID=Mm.219657.1 /TIER=FL /STK=2 /UG=Mm.219657 /LL=94094 /DEF=M
MOE430_2_1421603_a_ 1.4 12.5 A A 0.78 0.6 2.3 NC 0.6 gb:NM_007543.1 /DB_XREF=gi:6671733 /GEN=Ceacam2 /FEA=FLmRNA /CNT=4 /TID=Mm.155711.1 /TIER=FL /STK=2 /UG=Mm.155711 /LL=26367 /DEF=
MOE430_2_1421944_a_ 1.1 16.3 A A 0.72 0.17 2.3 I 0.000389 gb:U09362.1 /DB_XREF=gi:488075 /GEN=MHL-1 /FEA=FLmRNA /CNT=22 /TID=Mm.6559.1 /TIER=FL /STK=1 /UG=Mm.6559 /LL=11889 /DEF=Mus muscu
MOE430_2_1422153_a_ 1.8 3.6 A A 0.8 0.53 2.3 NC 0.06 gb:NM_026853.1 /DB_XREF=gi:17105325 /GEN=Asb11 /FEA=FLmRNA /CNT=5 /TID=Mm.33225.1 /TIER=FL /STK=1 /UG=Mm.33225 /LL=68854 /DEF=Mus
MOE430_2_1422233_at 2.4 15.8 A A 0.78 0.3 2.3 NC 0.02 gb:NM_007923.1 /DB_XREF=gi:6679632 /GEN=Elk4 /FEA=FLmRNA /CNT=3 /TID=Mm.195050.1 /TIER=FL /STK=1 /UG=Mm.195050 /LL=13714 /DEF=Mus 
MOE430_2_1422606_at 2 12.3 A P 0.33 0.00415 2.3 MI 0.00225 gb:NM_030888.1 /DB_XREF=gi:13562097 /GEN=Cors-pending /FEA=FLmRNA /CNT=79 /TID=Mm.19310.1 /TIER=FL+Stack /STK=28 /UG=Mm.19310 /LL=8
MOE430_2_1423619_at 2.5 10.6 A A 0.75 0.3 2.3 NC 0.18 gb:BB217136 /DB_XREF=gi:16353165 /DB_XREF=BB217136 /CLONE=A530041A17 /FEA=FLmRNA /CNT=76 /TID=Mm.3903.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1424146_at 2.5 9.3 A A 0.69 0.27 2.3 NC 0.01 gb:AB016602.1 /DB_XREF=gi:3395384 /FEA=FLmRNA /CNT=61 /TID=Mm.12860.1 /TIER=FL+Stack /STK=50 /UG=Mm.12860 /LL=171469 /UG_GENE=Gpr3
MOE430_2_1425639_at 1.6 6.9 A A 0.5 0.33 2.3 NC 0.5 gb:AI746322 /DB_XREF=gi:5124586 /DB_XREF=ul05e01.x1 /CLONE=IMAGE:2065176 /FEA=FLmRNA /CNT=19 /TID=Mm.38776.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1426137_at 1 4.4 A A 0.94 0.63 2.3 NC 0.5 gb:AF051348.1 /DB_XREF=gi:3510644 /FEA=FLmRNA /CNT=1 /TID=Mm.20870.1 /TIER=FL /STK=1 /UG=Mm.20870 /LL=19715 /UG_GENE=Rex2 /DEF=Mu
MOE430_2_1426251_at 2 8 A A 0.75 0.53 2.3 NC 0.1 gb:AF356844.1 /DB_XREF=gi:19879980 /FEA=FLmRNA /CNT=31 /TID=Mm.108557.1 /TIER=FL+Stack /STK=24 /UG=Mm.108557 /DEF=Mus musculus carb
MOE430_2_1427019_at 123 379 P P 0.001953 0.000244 2.3 I 0.000114 gb:AI849305 /DB_XREF=gi:5493211 /DB_XREF=UI-M-AJ1-aha-b-10-0-UI.s1 /CLONE=UI-M-AJ1-aha-b-10-0-UI /FEA=mRNA /CNT=48 /TID=Mm.41639.1
MOE430_2_1427072_at 41.3 281.1 P P 0.005859 0.000732 2.3 I 0.00002 gb:BM119481 /DB_XREF=gi:17087507 /DB_XREF=L0925H02-3 /CLONE=L0925H02 /FEA=mRNA /CNT=42 /TID=Mm.30775.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1427450_x_ 84.7 311.3 P P 0.001953 0.000732 2.3 I 0.00003 gb:BI080370 /DB_XREF=gi:14498700 /DB_XREF=602876822F1 /CLONE=IMAGE:5008637 /FEA=mRNA /CNT=46 /TID=Mm.3390.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1427668_at 1.2 7.9 A A 0.75 0.3 2.3 NC 0.006503 gb:Z36233.1 /DB_XREF=gi:557249 /FEA=mRNA /CNT=1 /TID=Mm.1374.2 /TIER=ConsEnd /STK=0 /UG=Mm.1374 /LL=20612 /UG_GENE=Sn /DEF=M.musc
MOE430_2_1427850_x_ 1.1 6.2 A A 0.55 0.56 2.3 NC 0.5 gb:AF065324.1 /DB_XREF=gi:4234744 /GEN=Vh186.2Jh2 /FEA=mRNA /CNT=1 /TID=Mm.157783.11 /TIER=ConsEnd /STK=0 /UG=Mm.157783 /LL=104911
MOE430_2_1428459_at 0.7 4.7 A A 0.94 0.63 2.3 NC 0.07 gb:AK019795.1 /DB_XREF=gi:12860134 /FEA=mRNA /CNT=48 /TID=Mm.31283.1 /TIER=Stack /STK=41 /UG=Mm.31283 /LL=77632 /UG_GENE=4930569K1
MOE430_2_1429232_at 0.4 3 A A 0.75 0.21 2.3 NC 0.01 gb:AK012160.1 /DB_XREF=gi:12848732 /FEA=mRNA /CNT=12 /TID=Mm.70971.1 /TIER=Stack /STK=9 /UG=Mm.70971 /LL=70042 /UG_GENE=2610528B01
MOE430_2_1429404_at 6.9 54 A P 0.39 0.01 2.3 I 0.000114 gb:AK008577.1 /DB_XREF=gi:12842846 /FEA=mRNA /CNT=62 /TID=Mm.87568.1 /TIER=Stack /STK=24 /UG=Mm.87568 /LL=72080 /UG_GENE=2010317E2
MOE430_2_1429439_at 2.4 10 A A 0.39 0.24 2.3 NC 0.16 gb:BB380720 /DB_XREF=gi:16407940 /DB_XREF=BB380720 /CLONE=C230008H15 /FEA=mRNA /CNT=54 /TID=Mm.46510.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1429685_at 1.2 5.3 A A 0.63 0.33 2.3 NC 0.63 gb:BB313857 /DB_XREF=gi:9014562 /DB_XREF=BB313857 /CLONE=B230344B08 /FEA=mRNA /CNT=20 /TID=Mm.133218.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1430099_at 1.2 4.1 A A 0.56 0.43 2.3 NC 0.39 gb:AK015733.1 /DB_XREF=gi:12854179 /FEA=mRNA /CNT=6 /TID=Mm.103103.1 /TIER=ConsEnd /STK=4 /UG=Mm.103103 /LL=75115 /UG_GENE=493050
MOE430_2_1430101_at 3.1 12.1 A A 0.8 0.66 2.3 NC 0.58 gb:BQ174423 /DB_XREF=gi:20349914 /DB_XREF=UI-M-DJ2-bvy-e-11-0-UI.s1 /CLONE=UI-M-DJ2-bvy-e-11-0-UI /FEA=mRNA /CNT=6 /TID=Mm.15591
MOE430_2_1430108_at 0.5 4.3 A A 0.95 0.66 2.3 NC 0.05 gb:AV071544 /DB_XREF=gi:5191372 /DB_XREF=AV071544 /CLONE=2124002A07 /FEA=mRNA /CNT=5 /TID=Mm.159235.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1430143_at 2 9.7 A A 0.72 0.18 2.3 NC 0.22 gb:AK015205.1 /DB_XREF=gi:12853449 /FEA=mRNA /CNT=10 /TID=Mm.37653.1 /TIER=ConsEnd /STK=3 /UG=Mm.37653 /LL=74644 /UG_GENE=4930426
MOE430_2_1430225_at 0.8 5.7 A A 0.88 0.12 2.3 NC 0.004481 gb:AK017635.1 /DB_XREF=gi:12856976 /FEA=mRNA /CNT=6 /TID=Mm.158405.1 /TIER=ConsEnd /STK=3 /UG=Mm.158405 /LL=70554 /UG_GENE=573044
MOE430_2_1430312_at 2.1 9.7 A A 0.6 0.08 2.3 I 0.000774 gb:AK021091.1 /DB_XREF=gi:12861870 /GEN=Wrb /FEA=mRNA /CNT=11 /TID=Mm.153845.1 /TIER=ConsEnd /STK=2 /UG=Mm.153845 /LL=93958 /UG_TI
MOE430_2_1430319_at 0.7 5.2 A A 0.63 0.43 2.3 NC 0.18 gb:BB667652 /DB_XREF=gi:16399101 /DB_XREF=BB667652 /CLONE=C730030E06 /FEA=mRNA /CNT=11 /TID=Mm.139075.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430396_at 1.3 8.5 A A 0.66 0.09 2.3 NC 0.02 gb:AK017485.1 /DB_XREF=gi:12856744 /FEA=mRNA /CNT=5 /TID=Mm.58958.1 /TIER=ConsEnd /STK=2 /UG=Mm.58958 /LL=70487 /UG_GENE=5730403I0
MOE430_2_1430709_at 3.4 15.2 A A 0.46 0.3 2.3 NC 0.42 gb:BM226284 /DB_XREF=gi:17788139 /DB_XREF=K0225F08-3 /CLONE=K0225F08 /FEA=mRNA /CNT=5 /TID=Mm.212694.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431077_at 1.4 5.7 A A 0.6 0.36 2.3 NC 0.15 gb:BF584390 /DB_XREF=gi:11658108 /DB_XREF=602096576F1 /CLONE=IMAGE:4216386 /FEA=mRNA /CNT=16 /TID=Mm.58068.1 /TIER=ConsEnd /STK=0
MOE430_2_1431122_at 1.4 12.4 A A 0.52 0.19 2.3 NC 0.31 gb:AK014450.1 /DB_XREF=gi:12852310 /FEA=mRNA /CNT=10 /TID=Mm.196521.2 /TIER=ConsEnd /STK=0 /UG=Mm.196521 /LL=78795 /UG_GENE=49304
MOE430_2_1431281_at 1.2 5.3 A A 0.91 0.78 2.3 NC 0.19 gb:AK004064.1 /DB_XREF=gi:12835095 /FEA=mRNA /CNT=6 /TID=Mm.46477.1 /TIER=ConsEnd /STK=0 /UG=Mm.46477 /LL=68701 /UG_GENE=1110033I1
MOE430_2_1431912_at 1.8 12.9 A A 0.96 0.6 2.3 NC 0.005933 gb:AK012591.1 /DB_XREF=gi:12849433 /FEA=mRNA /CNT=1 /TID=Mm.158854.1 /TIER=ConsEnd /STK=0 /UG=Mm.158854 /LL=72647 /UG_GENE=270008
MOE430_2_1431927_at 0.4 11.1 A A 0.93 0.33 2.3 NC 0.002753 gb:AK018199.1 /DB_XREF=gi:12857806 /FEA=mRNA /CNT=1 /TID=Mm.195580.1 /TIER=ConsEnd /STK=0 /UG=Mm.195580 /LL=70764 /UG_GENE=633041
MOE430_2_1431999_at 2 9.9 A A 0.56 0.1 2.3 NC 0.07 gb:AK013084.1 /DB_XREF=gi:12850225 /FEA=mRNA /CNT=1 /TID=Mm.219768.1 /TIER=ConsEnd /STK=0 /UG=Mm.219768 /LL=70408 /UG_GENE=281041
MOE430_2_1432024_at 3.3 19.2 A A 0.43 0.17 2.3 NC 0.5 gb:AK009368.1 /DB_XREF=gi:12844123 /FEA=mRNA /CNT=1 /TID=Mm.158287.1 /TIER=ConsEnd /STK=0 /UG=Mm.158287 /LL=69545 /UG_GENE=231001
MOE430_2_1432036_at 0.9 8.5 A A 0.78 0.36 2.3 I 0.000774 gb:AK017082.1 /DB_XREF=gi:12856159 /FEA=mRNA /CNT=1 /TID=Mm.158630.1 /TIER=ConsEnd /STK=0 /UG=Mm.158630 /LL=71244 /UG_GENE=493343
MOE430_2_1432149_at 1.3 8.6 A A 0.72 0.06 2.3 NC 0.01 gb:AK015645.1 /DB_XREF=gi:12854054 /FEA=mRNA /CNT=1 /TID=Mm.159392.1 /TIER=ConsEnd /STK=0 /UG=Mm.159392 /LL=74993 /UG_GENE=493048
MOE430_2_1432429_at 0.4 1.7 A A 0.62 0.46 2.3 NC 0.45 gb:AK018473.1 /DB_XREF=gi:12858189 /FEA=mRNA /CNT=1 /TID=Mm.158727.1 /TIER=ConsEnd /STK=0 /UG=Mm.158727 /LL=71561 /UG_GENE=843043
MOE430_2_1432556_a_ 0.6 3.2 A A 0.95 0.66 2.3 NC 0.01 gb:AK013920.1 /DB_XREF=gi:12851479 /FEA=mRNA /CNT=1 /TID=Mm.148740.1 /TIER=ConsEnd /STK=0 /UG=Mm.148740 /LL=75429 /UG_GENE=310000
MOE430_2_1432600_at 1.9 10.8 A A 0.6 0.24 2.3 NC 0.13 gb:AV091192 /DB_XREF=gi:5238740 /DB_XREF=AV091192 /CLONE=2310061A09 /FEA=mRNA /CNT=3 /TID=Mm.158369.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432619_at 2.1 9.6 A A 0.82 0.66 2.3 NC 0.5 gb:AK014136.1 /DB_XREF=gi:12851812 /FEA=mRNA /CNT=3 /TID=Mm.158955.1 /TIER=ConsEnd /STK=0 /UG=Mm.158955 /LL=73145 /UG_GENE=311003
MOE430_2_1432788_at 0.4 1.9 A A 0.97 0.6 2.3 NC 0.008511 gb:AK020112.1 /DB_XREF=gi:12860595 /FEA=mRNA /CNT=2 /TID=Mm.159842.1 /TIER=ConsEnd /STK=0 /UG=Mm.159842 /LL=77072 /UG_GENE=672042
MOE430_2_1432952_at 1.9 9.6 A A 0.66 0.5 2.3 NC 0.36 gb:AK015416.1 /DB_XREF=gi:12853751 /FEA=mRNA /CNT=1 /TID=Mm.159295.1 /TIER=ConsEnd /STK=0 /UG=Mm.159295 /LL=74681 /UG_GENE=493044
MOE430_2_1432998_at 0.8 4.4 A A 0.99 0.75 2.3 NC 0.34 gb:AK018030.1 /DB_XREF=gi:12857565 /FEA=mRNA /CNT=1 /TID=Mm.159680.1 /TIER=ConsEnd /STK=0 /UG=Mm.159680 /LL=76110 /UG_GENE=583046
MOE430_2_1433203_at 0.4 6.3 A A 0.82 0.19 2.3 NC 0.03 gb:AK020045.1 /DB_XREF=gi:12860507 /FEA=mRNA /CNT=1 /TID=Mm.159840.1 /TIER=ConsEnd /STK=0 /UG=Mm.159840 /LL=77069 /UG_GENE=603040
MOE430_2_1433207_at 1.8 5.7 A A 0.82 0.24 2.3 NC 0.11 gb:AK017208.1 /DB_XREF=gi:12856334 /FEA=mRNA /CNT=1 /TID=Mm.159646.1 /TIER=ConsEnd /STK=0 /UG=Mm.159646 /LL=76004 /UG_GENE=503343
MOE430_2_1433427_at 0.9 7.5 A A 0.96 0.72 2.3 NC 0.44 gb:AK007167.1 /DB_XREF=gi:12840560 /FEA=mRNA /CNT=1 /TID=Mm.159034.1 /TIER=ConsEnd /STK=0 /UG=Mm.159034 /LL=73595 /UG_GENE=170011
MOE430_2_1434100_x_ 9.9 41.1 P P 0.01 0.001221 2.3 I 0.000101 gb:BB752393 /DB_XREF=gi:16200835 /DB_XREF=BB752393 /CLONE=G270014M20 /FEA=EST /CNT=43 /TID=Mm.35687.3 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434240_at 6.5 12.5 A P 0.39 0.01 2.3 I 0.001832 gb:BB463610 /DB_XREF=gi:16426914 /DB_XREF=BB463610 /CLONE=D130082E03 /FEA=EST /CNT=43 /TID=Mm.26468.2 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434484_at 57.6 256.5 P P 0.008057 0.000244 2.3 I 0.00002 gb:AV006463 /DB_XREF=gi:4783450 /DB_XREF=AV006463 /CLONE=1100001G20 /FEA=EST /CNT=39 /TID=Mm.902.1 /TIER=Stack /STK=31 /UG=Mm.90
MOE430_2_1434700_at 6.5 27.8 A P 0.3 0.005859 2.3 I 0.000088 gb:BM123748 /DB_XREF=gi:17107516 /DB_XREF=L0529F09-3 /CLONE=L0529F09 /FEA=EST /CNT=91 /TID=Mm.31352.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1435354_at 0.4 2.4 A A 0.72 0.8 2.3 NC 0.58 gb:BB533892 /DB_XREF=gi:16446315 /DB_XREF=BB533892 /CLONE=E030032H15 /FEA=EST /CNT=29 /TID=Mm.202281.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435404_at 1.2 9.4 A A 0.63 0.36 2.3 NC 0.12 gb:BB023743 /DB_XREF=gi:16257843 /DB_XREF=BB023743 /CLONE=5330416L22 /FEA=EST /CNT=20 /TID=Mm.39785.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435807_at 1.7 5.1 A A 0.8 0.19 2.3 NC 0.09 gb:BF467211 /DB_XREF=gi:11536394 /DB_XREF=UI-M-CG0p-brq-a-06-0-UI.s1 /CLONE=UI-M-CG0p-brq-a-06-0-UI /FEA=EST /CNT=21 /TID=Mm.1022
MOE430_2_1435894_at 2.2 12.2 A A 0.46 0.06 2.3 NC 0.09 gb:BB303080 /DB_XREF=gi:9003785 /DB_XREF=BB303080 /CLONE=B230102B10 /FEA=EST /CNT=18 /TID=Mm.54201.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1436625_at 1.4 6.2 A A 0.46 0.19 2.3 NC 0.13 gb:BB075261 /DB_XREF=gi:15406866 /DB_XREF=BB075261 /CLONE=9330106D12 /FEA=EST /CNT=10 /TID=Mm.144456.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436650_at 0.8 13.6 A A 0.93 0.39 2.3 NC 0.08 gb:AV241894 /DB_XREF=gi:16386694 /DB_XREF=AV241894 /CLONE=4831401G08 /FEA=EST /CNT=12 /TID=Mm.23049.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1437168_at 0.7 2.9 A A 0.69 0.66 2.3 NC 0.27 gb:BB335578 /DB_XREF=gi:15411586 /DB_XREF=BB335578 /CLONE=B830039L16 /FEA=EST /CNT=24 /TID=Mm.113126.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1437197_at 2.2 17.5 A P 0.53 0.00415 2.3 I 0.001077 gb:BB251748 /DB_XREF=gi:8944494 /DB_XREF=BB251748 /CLONE=A730047N06 /FEA=EST /CNT=171 /TID=Mm.32247.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437312_at 0.6 2.8 A A 0.87 0.6 2.3 NC 0.09 gb:BB698679 /DB_XREF=gi:16047503 /DB_XREF=BB698679 /CLONE=7420404F23 /FEA=EST /CNT=24 /TID=Mm.33974.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437432_a_ 1 3.5 A A 0.63 0.3 2.3 NC 0.39 gb:BM244351 /DB_XREF=gi:17879621 /DB_XREF=K0710B11-3 /CLONE=K0710B11 /FEA=EST /CNT=19 /TID=Mm.26466.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437493_at 0.7 5.9 A A 0.75 0.24 2.3 NC 0.008511 gb:BG066117 /DB_XREF=gi:12548680 /DB_XREF=H3039B05-3 /CLONE=H3039B05 /FEA=EST /CNT=22 /TID=Mm.80638.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437949_x_ 3.6 19.7 A A 0.36 0.21 2.3 NC 0.49 gb:AV216903 /DB_XREF=gi:6157747 /DB_XREF=AV216903 /CLONE=2410168J11 /FEA=EST /CNT=14 /TID=Mm.22225.3 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1438980_x_ 0.9 6.5 A A 0.78 0.33 2.3 NC 0.3 gb:BB027848 /DB_XREF=gi:8205780 /DB_XREF=BB027848 /CLONE=5330439E18 /FEA=EST /CNT=9 /TID=Mm.23844.2 /TIER=Stack /STK=9 /UG=Mm.238
MOE430_2_1439146_s_ 5.8 26 A A 0.53 0.27 2.3 NC 0.21 gb:AA867167 /DB_XREF=gi:2962612 /DB_XREF=vx24b09.r1 /CLONE=IMAGE:1265369 /FEA=EST /CNT=11 /TID=Mm.179809.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439149_s_ 1.4 6.6 A A 0.66 0.5 2.3 NC 0.5 gb:AA138616 /DB_XREF=gi:1700837 /DB_XREF=mr62c10.r1 /CLONE=IMAGE:602034 /FEA=EST /CNT=11 /TID=Mm.87296.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439286_at 0.6 2.6 A A 0.87 0.6 2.3 NC 0.04 gb:BB075484 /DB_XREF=gi:16260286 /DB_XREF=BB075484 /CLONE=9330108P16 /FEA=EST /CNT=9 /TID=Mm.186486.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439498_at 2.5 10.6 A A 0.66 0.63 2.3 NC 0.48 gb:BG093601 /DB_XREF=gi:12576164 /DB_XREF=mab46h01.x1 /CLONE=IMAGE:3973488 /FEA=EST /CNT=20 /TID=Mm.41529.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1439523_at 1.7 12.2 A A 0.82 0.39 2.3 NC 0.15 gb:AA821862 /DB_XREF=gi:2891730 /DB_XREF=vp75h02.r1 /CLONE=IMAGE:1082547 /FEA=EST /CNT=10 /TID=Mm.101339.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1439684_at 0.6 5 A A 0.63 0.19 2.3 NC 0.3 gb:BB428007 /DB_XREF=gi:16423877 /DB_XREF=BB428007 /CLONE=C630015G22 /FEA=EST /CNT=7 /TID=Mm.119326.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439706_at 3.7 13.7 A A 0.63 0.17 2.3 NC 0.02 gb:BB198070 /DB_XREF=gi:16271115 /DB_XREF=BB198070 /CLONE=A330106F07 /FEA=EST /CNT=7 /TID=Mm.185024.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439863_at 0.9 5.3 A A 0.69 0.3 2.3 NC 0.34 gb:AI449585 /DB_XREF=gi:4291032 /DB_XREF=mq05d09.x1 /CLONE=IMAGE:577841 /FEA=EST /CNT=8 /TID=Mm.133238.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439959_at 1.8 7.2 A A 0.82 0.56 2.3 NC 0.31 gb:AW488620 /DB_XREF=gi:7058890 /DB_XREF=UI-M-BH3-aru-g-03-0-UI.s1 /CLONE=UI-M-BH3-aru-g-03-0-UI /FEA=EST /CNT=7 /TID=Mm.22896.1 /
MOE430_2_1440134_at 1.2 8.7 A A 0.56 0.14 2.3 NC 0.28 gb:AI647584 /DB_XREF=gi:4726262 /DB_XREF=uk41e06.x1 /CLONE=IMAGE:1971586 /FEA=EST /CNT=6 /TID=Mm.43841.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1440322_at 0.7 4.5 A A 0.91 0.53 2.3 NC 0.008511 gb:BB612042 /DB_XREF=gi:16453121 /DB_XREF=BB612042 /CLONE=4022436C20 /FEA=EST /CNT=7 /TID=Mm.103559.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440326_at 0.4 5.3 A A 0.75 0.39 2.3 NC 0.45 gb:AV312674 /DB_XREF=gi:16394340 /DB_XREF=AV312674 /CLONE=5830404K15 /FEA=EST /CNT=7 /TID=Mm.182299.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440590_at 1.9 13.7 A P 0.43 0.001953 2.3 NC 0.02 gb:BB237434 /DB_XREF=gi:16354891 /DB_XREF=BB237434 /CLONE=A630065B11 /FEA=EST /CNT=5 /TID=Mm.131360.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440916_at 2.9 11.4 A A 0.53 0.11 2.3 NC 0.19 gb:BE200006 /DB_XREF=gi:8712175 /DB_XREF=ug56f04.x1 /CLONE=IMAGE:1546399 /FEA=EST /CNT=11 /TID=Mm.133694.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441098_at 2.3 8.8 A A 0.66 0.33 2.3 NC 0.04 gb:BG298178 /DB_XREF=gi:13062389 /DB_XREF=602396322F1 /CLONE=IMAGE:4507924 /FEA=EST /CNT=8 /TID=Mm.38273.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1441303_at 1.9 5.7 A A 0.78 0.24 2.3 NC 0.03 gb:AW912607 /DB_XREF=gi:8078226 /DB_XREF=uf54a03.x1 /CLONE=IMAGE:1515148 /FEA=EST /CNT=5 /TID=Mm.105358.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441478_at 1 7.2 A A 0.87 0.36 2.3 NC 0.5 gb:BB142076 /DB_XREF=gi:16267482 /DB_XREF=BB142076 /CLONE=9930013L23 /FEA=EST /CNT=4 /TID=Mm.210039.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441597_at 1.4 13.6 A P 0.19 0.04 2.3 NC 0.09 gb:BB084168 /DB_XREF=gi:16260780 /DB_XREF=BB084168 /CLONE=9330187G23 /FEA=EST /CNT=4 /TID=Mm.119089.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441697_at 1.9 7.4 A A 0.69 0.24 2.3 NC 0.21 gb:BB323441 /DB_XREF=gi:16403457 /DB_XREF=BB323441 /CLONE=B430005K18 /FEA=EST /CNT=4 /TID=Mm.149570.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441702_at 0.4 1 A A 0.9 0.6 2.3 NC 0.01 gb:BB363174 /DB_XREF=gi:16406103 /DB_XREF=BB363174 /CLONE=C130016C06 /FEA=EST /CNT=4 /TID=Mm.208817.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441739_at 3.3 13.5 A A 0.91 0.6 2.3 NC 0.46 gb:BM939009 /DB_XREF=gi:19398161 /DB_XREF=UI-M-BZ1-bjx-a-03-0-UI.r1 /CLONE=UI-M-BZ1-bjx-a-03-0-UI /FEA=EST /CNT=4 /TID=Mm.188410.1 
MOE430_2_1442034_at 1.4 9.2 A A 0.95 0.33 2.3 NC 0.01 gb:BE957020 /DB_XREF=gi:10602149 /DB_XREF=UI-M-BG2-bcb-a-02-0-UI.s1 /CLONE=UI-M-BG2-bcb-a-02-0-UI /FEA=EST /CNT=9 /TID=Mm.11678.1
MOE430_2_1442234_at 2.4 13.6 A P 0.21 0.008057 2.3 NC 0.003355 gb:BB770422 /DB_XREF=gi:16197026 /DB_XREF=BB770422 /CLONE=G370109F02 /FEA=EST /CNT=5 /TID=Mm.212446.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442249_at 0.6 10.6 A A 0.63 0.19 2.3 NC 0.24 gb:BB283887 /DB_XREF=gi:16401406 /DB_XREF=BB283887 /CLONE=A930103L05 /FEA=EST /CNT=5 /TID=Mm.134465.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442307_at 0.4 10.5 A A 0.8 0.17 2.3 NC 0.03 gb:BB303372 /DB_XREF=gi:9004077 /DB_XREF=BB303372 /CLONE=B230104B08 /FEA=EST /CNT=5 /TID=Mm.101817.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442419_at 2.6 7.9 A A 0.53 0.21 2.3 NC 0.24 gb:AU067700 /DB_XREF=gi:4968437 /DB_XREF=AU067700 /CLONE=MNCb-0535 /FEA=EST /CNT=5 /TID=Mm.38565.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442598_at 2.3 20.2 A A 0.33 0.08 2.3 NC 0.04 gb:AV324577 /DB_XREF=gi:6294494 /DB_XREF=AV324577 /CLONE=6230425G12 /FEA=EST /CNT=4 /TID=Mm.202502.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442759_at 2.3 13.5 A A 0.75 0.43 2.3 NC 0.34 gb:BE952690 /DB_XREF=gi:10593409 /DB_XREF=UI-M-BH4-azj-a-03-0-UI.s1 /CLONE=UI-M-BH4-azj-a-03-0-UI /FEA=EST /CNT=4 /TID=Mm.196809.1 
MOE430_2_1442830_at 0.6 5.5 A A 0.86 0.56 2.3 NC 0.41 gb:BM936379 /DB_XREF=gi:19395531 /DB_XREF=UI-M-BH3-arc-e-04-0-UI.r1 /CLONE=UI-M-BH3-arc-e-04-0-UI /FEA=EST /CNT=5 /TID=Mm.198298.1
MOE430_2_1442929_at 0.3 4.5 A A 0.9 0.46 2.3 NC 0.35 gb:BE945789 /DB_XREF=gi:10523548 /DB_XREF=UI-M-BZ0-axq-b-11-0-UI.s1 /CLONE=UI-M-BZ0-axq-b-11-0-UI /FEA=EST /CNT=4 /TID=Mm.156644.1
MOE430_2_1443301_at 0.2 0.6 A A 0.99 0.84 2.3 NC 0.01 gb:BB183574 /DB_XREF=gi:16270255 /DB_XREF=BB183574 /CLONE=A230107K04 /FEA=EST /CNT=3 /TID=Mm.125534.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444211_at 1.7 6.2 A A 0.82 0.43 2.3 NC 0.06 gb:BB637410 /DB_XREF=gi:16473195 /DB_XREF=BB637410 /CLONE=A530074N20 /FEA=EST /CNT=5 /TID=Mm.208088.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444399_at 4.1 7.3 A A 0.82 0.19 2.3 NC 0.01 gb:AI506429 /DB_XREF=gi:4404280 /DB_XREF=vm55c12.x1 /CLONE=IMAGE:1002166 /FEA=EST /CNT=4 /TID=Mm.33559.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444632_at 2.8 13.7 A P 0.33 0.008057 2.3 MI 0.00249 gb:BF658882 /DB_XREF=gi:11924016 /DB_XREF=maa97g08.x1 /CLONE=IMAGE:3824846 /FEA=EST /CNT=5 /TID=Mm.73307.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444668_at 1 4.8 A A 0.9 0.5 2.3 NC 0.37 gb:AV268386 /DB_XREF=gi:16389670 /DB_XREF=AV268386 /CLONE=4930534N17 /FEA=EST /CNT=4 /TID=Mm.87338.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444956_at 1.7 10.7 A A 0.46 0.36 2.3 NC 0.22 gb:BB113018 /DB_XREF=gi:16261732 /DB_XREF=BB113018 /CLONE=9530038D15 /FEA=EST /CNT=3 /TID=Mm.184203.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444977_at 1.2 7.5 A A 0.6 0.5 2.3 NC 0.5 gb:BG064549 /DB_XREF=gi:12547112 /DB_XREF=H3021A08-3 /CLONE=H3021A08 /FEA=EST /CNT=3 /TID=Mm.182584.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445200_at 1.7 13 A A 0.72 0.21 2.3 NC 0.02 gb:BF120013 /DB_XREF=gi:10959053 /DB_XREF=601756703F1 /CLONE=IMAGE:3985920 /FEA=EST /CNT=3 /TID=Mm.216209.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445504_at 2.8 12.8 A A 0.5 0.43 2.3 NC 0.19 gb:BB049966 /DB_XREF=gi:16259530 /DB_XREF=BB049966 /CLONE=6530421L15 /FEA=EST /CNT=3 /TID=Mm.23126.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445595_at 0.5 2 A A 0.98 0.53 2.3 NC 0.01 gb:BB633160 /DB_XREF=gi:16469640 /DB_XREF=BB633160 /CLONE=A330013J15 /FEA=EST /CNT=3 /TID=Mm.121677.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445656_at 0.6 3.8 A A 0.77 0.69 2.3 NC 0.37 gb:AW060425 /DB_XREF=gi:6008176 /DB_XREF=UI-M-BH1-anj-c-10-0-UI.s1 /CLONE=UI-M-BH1-anj-c-10-0-UI /FEA=EST /CNT=3 /TID=Mm.59121.1 /T
MOE430_2_1445793_at 0.8 3.9 A A 0.74 0.53 2.3 NC 0.16 gb:BG068455 /DB_XREF=gi:12551024 /DB_XREF=H3065F12-3 /CLONE=H3065F12 /FEA=EST /CNT=3 /TID=Mm.173581.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445836_at 2.8 11.7 A A 0.5 0.11 2.3 NC 0.27 gb:BG068560 /DB_XREF=gi:12551129 /DB_XREF=H3066H05-3 /CLONE=H3066H05 /FEA=EST /CNT=3 /TID=Mm.173606.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445951_at 1.1 6.5 A A 0.72 0.09 2.3 NC 0.03 gb:BG067437 /DB_XREF=gi:12550006 /DB_XREF=H3054D09-3 /CLONE=H3054D09 /FEA=EST /CNT=2 /TID=Mm.173027.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446132_at 0.5 1.6 A A 0.98 0.69 2.3 NC 0.01 gb:BB531514 /DB_XREF=gi:16445932 /DB_XREF=BB531514 /CLONE=E030017H21 /FEA=EST /CNT=2 /TID=Mm.209815.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446141_at 25.6 111.3 A P 0.21 0.00415 2.3 I 0.00002 gb:BB296763 /DB_XREF=gi:16401922 /DB_XREF=BB296763 /CLONE=B130049J04 /FEA=EST /CNT=2 /TID=Mm.125583.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446427_at 3.2 14.8 A A 0.75 0.21 2.3 NC 0.16 gb:BB484081 /DB_XREF=gi:16441116 /DB_XREF=BB484081 /CLONE=D430023J15 /FEA=EST /CNT=2 /TID=Mm.102955.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446434_at 1.5 9.7 A A 0.78 0.14 2.3 I 0.000774 gb:BM239023 /DB_XREF=gi:17874305 /DB_XREF=K0527G02-3 /CLONE=K0527G02 /FEA=EST /CNT=2 /TID=Mm.216109.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446541_at 4 22.2 A A 0.27 0.06 2.3 NC 0.04 gb:BB536995 /DB_XREF=gi:16446733 /DB_XREF=BB536995 /CLONE=E130003L02 /FEA=EST /CNT=2 /TID=Mm.136919.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447037_at 0.7 2.6 A A 0.69 0.08 2.3 NC 0.004925 gb:BM218981 /DB_XREF=gi:17778652 /DB_XREF=C0918E04-3 /CLONE=C0918E04 /FEA=EST /CNT=2 /TID=Mm.132762.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447039_at 0.7 6.6 A A 0.63 0.39 2.3 NC 0.42 gb:BG068380 /DB_XREF=gi:12550949 /DB_XREF=H3064H01-3 /CLONE=H3064H01 /FEA=EST /CNT=2 /TID=Mm.173566.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447572_at 0.7 4 A A 0.8 0.53 2.3 NC 0.5 gb:AV206601 /DB_XREF=gi:6147454 /DB_XREF=AV206601 /CLONE=1700088D18 /FEA=EST /CNT=2 /TID=Mm.60877.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447651_x_ 0.5 11 A A 0.27 0.14 2.3 NC 0.5 gb:BB293163 /DB_XREF=gi:8993655 /DB_XREF=BB293163 /CLONE=B130017A22 /FEA=EST /CNT=2 /TID=Mm.125574.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448990_a_ 44.6 250.3 P P 0.000244 0.000244 2.3 I 0.00002 gb:AI255256 /DB_XREF=gi:3862781 /DB_XREF=ui89g08.x1 /CLONE=IMAGE:1889630 /FEA=FLmRNA /CNT=120 /TID=Mm.3390.1 /TIER=Stack /STK=34 /U
MOE430_2_1449220_at 3 15.6 A A 0.53 0.43 2.3 NC 0.58 gb:NM_031247.1 /DB_XREF=gi:13752570 /GEN=Ian4 /FEA=FLmRNA /CNT=42 /TID=Mm.34232.1 /TIER=FL+Stack /STK=18 /UG=Mm.34232 /LL=83408 /DE
MOE430_2_1449828_at 6.8 21.4 A A 0.46 0.08 2.3 I 0.001832 gb:BB266936 /DB_XREF=gi:16400389 /DB_XREF=BB266936 /CLONE=A830028A03 /FEA=FLmRNA /CNT=15 /TID=Mm.4170.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1449988_at 1 5.8 A A 0.82 0.36 2.3 NC 0.19 gb:NM_008376.1 /DB_XREF=gi:6680442 /GEN=Imap38 /FEA=FLmRNA /CNT=4 /TID=Mm.197478.1 /TIER=FL /STK=3 /UG=Mm.197478 /LL=16205 /DEF=M
MOE430_2_1450009_at 2.3 14.8 A A 0.46 0.27 2.3 NC 0.02 gb:NM_008522.1 /DB_XREF=gi:6678735 /GEN=Ltf /FEA=FLmRNA /CNT=361 /TID=Mm.7612.1 /TIER=FL /STK=2 /UG=Mm.7612 /LL=17002 /DEF=Mus mus
MOE430_2_1450014_at 2.3 15 A P 0.6 0.03 2.3 I 0.001651 gb:NM_016674.1 /DB_XREF=gi:7710001 /GEN=Cldn1 /FEA=FLmRNA /CNT=226 /TID=Mm.33669.1 /TIER=FL /STK=2 /UG=Mm.33669 /LL=12737 /DEF=Mus
MOE430_2_1450475_at 3.9 13.4 A A 0.36 0.08 2.3 NC 0.09 gb:U79738.1 /DB_XREF=gi:1718494 /FEA=FLmRNA /CNT=15 /TID=Mm.5194.1 /TIER=ConsEnd /STK=7 /UG=Mm.5194 /LL=13393 /UG_GENE=Dlx3 /DEF=M
MOE430_2_1451711_at 1.2 7.2 A A 0.78 0.3 2.3 NC 0.5 gb:AB073819.1 /DB_XREF=gi:18181916 /GEN=Wnt14b /FEA=FLmRNA /CNT=3 /TID=Mm.215161.1 /TIER=FL /STK=2 /UG=Mm.215161 /LL=22412 /DEF=M
MOE430_2_1451844_at 1 4.7 A A 0.66 0.63 2.3 NC 0.25 gb:M22959.1 /DB_XREF=gi:200481 /FEA=FLmRNA /CNT=4 /TID=Mm.2752.2 /TIER=FL /STK=1 /UG=Mm.2752 /LL=19116 /UG_GENE=Prlr /UG_TITLE=prol
MOE430_2_1451945_at 0.2 0.7 A A 0.98 0.96 2.3 NC 0.2 gb:M93663.1 /DB_XREF=gi:1220415 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.22 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mouse RNA-d
MOE430_2_1451961_a_ 6.6 25.5 A A 0.36 0.43 2.3 NC 0.5 gb:L07509.1 /DB_XREF=gi:193588 /GEN=Golli-mbp /FEA=FLmRNA /CNT=1 /TID=Mm.2992.5 /TIER=FL /STK=1 /UG=Mm.2992 /LL=17196 /UG_TITLE=mye
MOE430_2_1452136_at 1.2 1.5 A A 0.99 0.96 2.3 NC 0.46 gb:BB010989 /DB_XREF=gi:15403276 /DB_XREF=BB010989 /CLONE=4732499A01 /FEA=FLmRNA /CNT=35 /TID=Mm.26630.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1452474_a_ 0.4 15.8 A A 0.65 0.09 2.3 NC 0.21 gb:AJ311773.1 /DB_XREF=gi:20067375 /GEN=art3 /FEA=mRNA /CNT=7 /TID=Mm.28637.2 /TIER=ConsEnd /STK=0 /UG=Mm.28637 /LL=75898 /DEF=Mus



MOE430_2_1452510_at 2.3 11.1 A A 0.82 0.14 2.3 NC 0.02 gb:AF254422.2 /DB_XREF=gi:13277510 /GEN=Pax7 /FEA=mRNA /CNT=1 /TID=Mm.218760.1 /TIER=ConsEnd /STK=0 /UG=Mm.218760 /LL=18509 /DEF=M
MOE430_2_1452900_at 1.8 6.2 A A 0.69 0.21 2.3 NC 0.009292 gb:AK019346.1 /DB_XREF=gi:12859501 /GEN=Dgcr6 /FEA=mRNA /CNT=45 /TID=Mm.27155.2 /TIER=ConsEnd /STK=0 /UG=Mm.27155 /LL=13353 /UG_TI
MOE430_2_1452926_at 2.8 15.8 A A 0.75 0.3 2.3 NC 0.004481 gb:BB176193 /DB_XREF=gi:15409317 /DB_XREF=BB176193 /CLONE=A230060L21 /FEA=mRNA /CNT=100 /TID=Mm.87673.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1453248_at 2 22.3 A A 0.66 0.3 2.3 NC 0.01 gb:AK012887.1 /DB_XREF=gi:12849927 /FEA=mRNA /CNT=14 /TID=Mm.45347.1 /TIER=Stack /STK=10 /UG=Mm.45347 /LL=72665 /UG_GENE=2810039B1
MOE430_2_1453664_at 2.7 14.7 A A 0.66 0.53 2.3 NC 0.13 gb:AV374917 /DB_XREF=gi:6422564 /DB_XREF=AV374917 /CLONE=9130017K11 /FEA=mRNA /CNT=4 /TID=Mm.145615.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453694_at 1.3 10.2 A A 0.36 0.12 2.3 NC 0.5 gb:AK014508.1 /DB_XREF=gi:12852412 /FEA=mRNA /CNT=3 /TID=Mm.158448.1 /TIER=ConsEnd /STK=1 /UG=Mm.158448 /LL=70793 /UG_GENE=463140
MOE430_2_1453985_at 2.3 7.7 A A 0.56 0.17 2.3 NC 0.03 gb:AK002307.1 /DB_XREF=gi:12832192 /FEA=mRNA /CNT=2 /TID=Mm.101095.2 /TIER=ConsEnd /STK=0 /UG=Mm.101095 /LL=76251 /UG_GENE=061000
MOE430_2_1454098_at 0.4 2.9 A A 0.94 0.69 2.3 NC 0.09 gb:AK016338.1 /DB_XREF=gi:12855027 /FEA=mRNA /CNT=1 /TID=Mm.159619.1 /TIER=ConsEnd /STK=0 /UG=Mm.159619 /LL=75911 /UG_GENE=493058
MOE430_2_1454209_at 1.8 11.4 A A 0.63 0.33 2.3 NC 0.28 gb:AK020734.1 /DB_XREF=gi:12861410 /FEA=mRNA /CNT=1 /TID=Mm.159993.1 /TIER=ConsEnd /STK=0 /UG=Mm.159993 /LL=77785 /UG_GENE=A33010
MOE430_2_1454511_at 2.8 9.3 A A 0.6 0.27 2.3 NC 0.42 gb:AK020423.1 /DB_XREF=gi:12861003 /FEA=mRNA /CNT=1 /TID=Mm.159881.1 /TIER=ConsEnd /STK=0 /UG=Mm.159881 /LL=77267 /UG_GENE=943001
MOE430_2_1454537_at 1.4 7.6 A A 0.68 0.5 2.3 NC 0.37 gb:AK016139.1 /DB_XREF=gi:12854757 /FEA=mRNA /CNT=1 /TID=Mm.206831.1 /TIER=ConsEnd /STK=0 /UG=Mm.206831 /LL=75333 /UG_GENE=493055
MOE430_2_1455426_at 1.6 4.8 A A 0.78 0.46 2.3 NC 0.31 gb:AV226618 /DB_XREF=gi:16385351 /DB_XREF=AV226618 /CLONE=4021401M04 /FEA=EST /CNT=17 /TID=Mm.101902.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455984_at 1.8 11.5 A A 0.72 0.46 2.3 NC 0.5 gb:BE981178 /DB_XREF=gi:10650015 /DB_XREF=UI-M-CG0p-bcz-c-05-0-UI.s1 /CLONE=UI-M-CG0p-bcz-c-05-0-UI /FEA=EST /CNT=40 /TID=Mm.3027
MOE430_2_1456589_x_ 1 5.1 A A 0.72 0.46 2.3 NC 0.18 gb:AV263744 /DB_XREF=gi:6251667 /DB_XREF=AV263744 /CLONE=4930440M13 /FEA=EST /CNT=9 /TID=Mm.84927.1 /TIER=Stack /STK=9 /UG=Mm.84
MOE430_2_1456927_at 0.4 4.6 A A 0.56 0.09 2.3 NC 0.17 gb:BB367890 /DB_XREF=gi:16406589 /DB_XREF=BB367890 /CLONE=C130039O07 /FEA=EST /CNT=7 /TID=Mm.87251.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457225_at 4.2 25.5 A A 0.6 0.12 2.3 NC 0.01 gb:C86694 /DB_XREF=gi:2918651 /DB_XREF=C86694 /CLONE=J0231D03 /FEA=EST /CNT=5 /TID=Mm.31301.1 /TIER=ConsEnd /STK=5 /UG=Mm.31301 /
MOE430_2_1457235_at 0.9 4.5 A A 0.56 0.39 2.3 NC 0.48 gb:BB129193 /DB_XREF=gi:16266186 /DB_XREF=BB129193 /CLONE=9630037F04 /FEA=EST /CNT=5 /TID=Mm.208322.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457236_at 1.8 9.1 A A 0.72 0.12 2.3 NC 0.45 gb:AW493195 /DB_XREF=gi:7063476 /DB_XREF=UI-M-BH3-auf-e-06-0-UI.s1 /CLONE=UI-M-BH3-auf-e-06-0-UI /FEA=EST /CNT=5 /TID=Mm.44120.1 /
MOE430_2_1457766_at 2.2 16.1 A A 0.79 0.32 2.3 I 0.001657 gb:AV378987 /DB_XREF=gi:16398204 /DB_XREF=AV378987 /CLONE=9230001F10 /FEA=EST /CNT=5 /TID=Mm.190439.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457786_at 0.4 2.3 A A 0.96 0.66 2.3 NC 0.1 gb:BB360680 /DB_XREF=gi:16405872 /DB_XREF=BB360680 /CLONE=C030049A22 /FEA=EST /CNT=5 /TID=Mm.163950.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457967_at 2.3 14.5 A P 0.53 0.008057 2.3 NC 0.04 gb:AI597067 /DB_XREF=gi:4606115 /DB_XREF=vj44e05.x1 /CLONE=IMAGE:931904 /FEA=EST /CNT=4 /TID=Mm.86331.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458153_at 2.1 7.6 A A 0.78 0.39 2.3 NC 0.01 gb:BB023692 /DB_XREF=gi:15403418 /DB_XREF=BB023692 /CLONE=5330416I12 /FEA=EST /CNT=3 /TID=Mm.208347.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458178_at 1.5 8.2 A A 0.46 0.46 2.3 NC 0.49 gb:BG074686 /DB_XREF=gi:12557255 /DB_XREF=H3138A11-3 /CLONE=H3138A11 /FEA=EST /CNT=3 /TID=Mm.103079.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458354_x_ 1.3 6.6 A A 0.71 0.39 2.3 NC 0.27 gb:AV294218 /DB_XREF=gi:6326235 /DB_XREF=AV294218 /CLONE=5530402H11 /FEA=EST /CNT=3 /TID=Mm.73766.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458791_at 0.8 15.1 A A 0.86 0.33 2.3 NC 0.01 gb:BG070395 /DB_XREF=gi:12552964 /DB_XREF=H3086H06-3 /CLONE=H3086H06 /FEA=EST /CNT=3 /TID=Mm.173240.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458817_at 1.3 10.3 A A 0.5 0.33 2.3 NC 0.29 gb:BG067581 /DB_XREF=gi:12550150 /DB_XREF=H3056A01-3 /CLONE=H3056A01 /FEA=EST /CNT=3 /TID=Mm.173046.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459105_at 5.1 22.6 A P 0.36 0.000244 2.3 NC 0.003041 gb:BB102018 /DB_XREF=gi:16261371 /DB_XREF=BB102018 /CLONE=9430079O13 /FEA=EST /CNT=3 /TID=Mm.130775.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459175_at 0.4 4.4 A A 0.96 0.65 2.3 NC 0.03 gb:BG068988 /DB_XREF=gi:12551557 /DB_XREF=H3071E04-3 /CLONE=H3071E04 /FEA=EST /CNT=2 /TID=Mm.173725.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459176_at 2.3 6.1 A A 0.5 0.27 2.3 NC 0.5 gb:BG068983 /DB_XREF=gi:12551552 /DB_XREF=H3071D11-3 /CLONE=H3071D11 /FEA=EST /CNT=2 /TID=Mm.173721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459184_at 0.8 4.6 A A 0.82 0.5 2.3 NC 0.37 gb:BG071075 /DB_XREF=gi:12553644 /DB_XREF=H3094D10-3 /CLONE=H3094D10 /FEA=EST /CNT=2 /TID=Mm.173364.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459308_at 1.2 14.8 A A 0.75 0.27 2.3 NC 0.05 gb:BB076244 /DB_XREF=gi:16260346 /DB_XREF=BB076244 /CLONE=9330119G07 /FEA=EST /CNT=2 /TID=Mm.194355.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459606_at 0.2 3 A A 0.94 0.63 2.3 NC 0.09 gb:BB752953 /DB_XREF=gi:16183393 /DB_XREF=BB752953 /CLONE=G270024I07 /FEA=EST /CNT=2 /TID=Mm.211438.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460159_at 1.8 24.6 A P 0.53 0.008057 2.3 I 0.000774 gb:BB372805 /DB_XREF=gi:16407107 /DB_XREF=BB372805 /CLONE=C130067A03 /FEA=EST /CNT=3 /TID=Mm.208868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460214_at 9.1 72.4 A P 0.27 0.005859 2.3 I 0.001832 gb:NM_008791.1 /DB_XREF=gi:6679226 /GEN=Pcp4 /FEA=FLmRNA /CNT=43 /TID=Mm.5023.1 /TIER=FL+Stack /STK=38 /UG=Mm.5023 /LL=18546 /DEF=
MOE430_2_1460427_a_ 0.7 4.8 A A 0.82 0.36 2.3 NC 0.04 gb:AV380671 /DB_XREF=gi:6429748 /DB_XREF=AV380671 /CLONE=9230028O17 /FEA=mRNA /CNT=2 /TID=Mm.157910.3 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1460533_at 0.8 5.9 A A 0.72 0.46 2.3 NC 0.16 gb:AK017135.1 /DB_XREF=gi:12856240 /FEA=mRNA /CNT=1 /TID=Mm.158655.1 /TIER=ConsEnd /STK=0 /UG=Mm.158655 /LL=71288 /UG_GENE=493344
MOE430_2_1460601_at 2.3 10 A P 0.3 0.04 2.3 NC 0.004481 gb:BB429683 /DB_XREF=gi:16424011 /DB_XREF=BB429683 /CLONE=C630029J04 /FEA=EST /CNT=13 /TID=Mm.40827.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1460683_at 2 11.2 A A 0.56 0.11 2.3 NC 0.06 gb:D87966.1 /DB_XREF=gi:1648833 /FEA=FLmRNA /CNT=23 /TID=Mm.14774.1 /TIER=FL+Stack /STK=9 /UG=Mm.14774 /LL=21679 /UG_GENE=Tead4 /D
MOE430_2_AFFX-Dap 0.4 3.3 A A 0.63 0.31 2.3 NC 0.03 Bacillus subtilis /REF=L38424 /DEF=B subtilis dapB, jojF, jojG genes corresponding to nucleotides 1358-3197 of L38424 /LEN=1931 (-5, -M, -3 represent t
MOE430_2_1415994_at 4.1 15.8 A P 0.53 0.03 2.2 MI 0.002032 gb:NM_021282.1 /DB_XREF=gi:11276064 /GEN=Cyp2e1 /FEA=FLmRNA /CNT=381 /TID=Mm.21758.1 /TIER=FL+Stack /STK=151 /UG=Mm.21758 /LL=1310
MOE430_2_1416025_at 1.2 6 A A 0.87 0.46 2.2 NC 0.06 gb:NM_133862.1 /DB_XREF=gi:19527077 /GEN=AI256424 /FEA=FLmRNA /CNT=301 /TID=Mm.16422.1 /TIER=FL+Stack /STK=143 /UG=Mm.16422 /LL=99
MOE430_2_1416155_at 66.7 317.4 P P 0.000244 0.000244 2.2 I 0.00002 gb:NM_008253.1 /DB_XREF=gi:6680230 /GEN=Hmgb3 /FEA=FLmRNA /CNT=213 /TID=Mm.340.1 /TIER=FL+Stack /STK=120 /UG=Mm.340 /LL=15354 /DE
MOE430_2_1417025_at 4.4 13.4 A A 0.72 0.46 2.2 NC 0.09 gb:NM_010382.1 /DB_XREF=gi:6912403 /GEN=H2-Eb1 /FEA=FLmRNA /CNT=183 /TID=Mm.22564.1 /TIER=FL+Stack /STK=59 /UG=Mm.22564 /LL=14969 
MOE430_2_1417184_s_ 3.7 28.5 A A 0.6 0.33 2.2 NC 0.02 gb:BC027434.1 /DB_XREF=gi:20071755 /FEA=FLmRNA /CNT=126 /TID=Mm.206691.1 /TIER=FL+Stack /STK=53 /UG=Mm.206691 /LL=15130 /UG_GENE=H
MOE430_2_1417837_at 5.8 26.3 A A 0.63 0.33 2.2 NC 0.01 gb:NM_009434.1 /DB_XREF=gi:6678446 /GEN=Tssc3 /FEA=FLmRNA /CNT=50 /TID=Mm.23697.1 /TIER=FL+Stack /STK=35 /UG=Mm.23697 /LL=22113 /D
MOE430_2_1417906_at 1.5 7.8 A A 0.53 0.17 2.2 NC 0.48 gb:NM_027940.1 /DB_XREF=gi:13386269 /GEN=1700001F09Rik /FEA=FLmRNA /CNT=36 /TID=Mm.46155.1 /TIER=FL+Stack /STK=34 /UG=Mm.46155 /LL=
MOE430_2_1418787_at 0.9 9.2 A A 0.69 0.27 2.2 NC 0.16 gb:NM_010776.1 /DB_XREF=gi:6754655 /GEN=Mbl2 /FEA=FLmRNA /CNT=39 /TID=Mm.30045.1 /TIER=FL+Stack /STK=18 /UG=Mm.30045 /LL=17195 /DE
MOE430_2_1418853_at 3.7 18.4 A P 0.55 0.02 2.2 I 0.000114 gb:NM_133996.1 /DB_XREF=gi:19527213 /GEN=AI195275 /FEA=FLmRNA /CNT=34 /TID=Mm.30121.1 /TIER=FL+Stack /STK=17 /UG=Mm.30121 /LL=1031
MOE430_2_1418937_at 1.1 6.8 A A 0.72 0.19 2.2 NC 0.06 gb:NM_010050.1 /DB_XREF=gi:6753637 /GEN=Dio2 /FEA=FLmRNA /CNT=27 /TID=Mm.21389.1 /TIER=FL+Stack /STK=16 /UG=Mm.21389 /LL=13371 /DE
MOE430_2_1419215_at 1.2 6.2 A A 0.43 0.14 2.2 NC 0.06 gb:NM_023631.1 /DB_XREF=gi:12963760 /GEN=2310003G12Rik /FEA=FLmRNA /CNT=18 /TID=Mm.22909.1 /TIER=FL+Stack /STK=12 /UG=Mm.22909 /LL
MOE430_2_1419534_at 0.4 5 A A 0.4 0.14 2.2 NC 0.46 gb:NM_138648.1 /DB_XREF=gi:20149719 /GEN=Olr1 /FEA=FLmRNA /CNT=13 /TID=Mm.5330.1 /TIER=FL+Stack /STK=9 /UG=Mm.5330 /LL=108078 /DEF=
MOE430_2_1419859_at 0.2 0.3 A A 0.99 0.9 2.2 NC 0.04 gb:AI662793 /DB_XREF=gi:4766376 /DB_XREF=vb24e02.x1 /CLONE=IMAGE:749882 /FEA=EST /CNT=2 /TID=Mm.24432.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419982_s_ 1.8 6.3 A A 0.6 0.46 2.2 NC 0.34 gb:C77112 /DB_XREF=gi:2517442 /DB_XREF=C77112 /CLONE=J0026B10 /FEA=EST /CNT=1 /TID=Mm.5574.1 /TIER=ConsEnd /STK=1 /UG=Mm.5574 /U
MOE430_2_1420289_at 0.7 5 A A 0.78 0.3 2.2 NC 0.004481 gb:T25656 /DB_XREF=gi:562977 /DB_XREF=EST00525 /CLONE=A0001E02 /FEA=EST /CNT=1 /TID=Mm.5226.1 /TIER=ConsEnd /STK=0 /UG=Mm.5226 /L
MOE430_2_1420290_at 0.9 5.4 A A 0.88 0.5 2.2 NC 0.5 gb:AA420337 /DB_XREF=gi:2080894 /DB_XREF=vc51d03.r1 /CLONE=IMAGE:778085 /FEA=EST /CNT=1 /TID=Mm.6761.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420775_at 0.9 4.6 A A 0.82 0.56 2.2 NC 0.5 gb:NM_026108.1 /DB_XREF=gi:13385611 /GEN=1700121L12Rik /FEA=FLmRNA /CNT=8 /TID=Mm.158150.1 /TIER=FL /STK=3 /UG=Mm.158150 /LL=67365
MOE430_2_1421075_s_ 1 8.1 A A 0.53 0.33 2.2 NC 0.5 gb:NM_007825.1 /DB_XREF=gi:6681126 /GEN=Cyp7b1 /FEA=FLmRNA /CNT=26 /TID=Mm.4781.1 /TIER=FL /STK=2 /UG=Mm.4781 /LL=13123 /DEF=Mus m
MOE430_2_1421475_at 0.8 4.4 A A 0.91 0.56 2.2 NC 0.01 gb:NM_013516.1 /DB_XREF=gi:7305048 /GEN=Ms4a1 /FEA=FLmRNA /CNT=6 /TID=Mm.2544.1 /TIER=FL /STK=2 /UG=Mm.2544 /LL=14126 /DEF=Mus mu
MOE430_2_1421637_at 1.7 5.5 A A 0.6 0.36 2.2 NC 0.36 gb:NM_133184.1 /DB_XREF=gi:18875319 /GEN=Slc5a4a /FEA=FLmRNA /CNT=3 /TID=Mm.154797.1 /TIER=FL /STK=2 /UG=Mm.154797 /LL=64452 /DEF=
MOE430_2_1421788_x_ 3.6 21 A A 0.75 0.27 2.2 NC 0.15 gb:NM_010115.1 /DB_XREF=gi:6753733 /GEN=Klk13 /FEA=FLmRNA /CNT=2 /TID=Mm.193443.1 /TIER=FL /STK=2 /UG=Mm.193443 /LL=13647 /DEF=Mus
MOE430_2_1421806_at 0.9 3.1 A A 0.96 0.6 2.2 NC 0.08 gb:NM_013756.1 /DB_XREF=gi:7304996 /GEN=Defb3 /FEA=FLmRNA /CNT=2 /TID=Mm.103651.1 /TIER=FL /STK=2 /UG=Mm.103651 /LL=27358 /DEF=Mu
MOE430_2_1421913_at 0.6 5.1 A A 0.6 0.36 2.2 NC 0.18 gb:NM_026490.1 /DB_XREF=gi:13385975 /GEN=9030416F12Rik /FEA=FLmRNA /CNT=47 /TID=Mm.116736.1 /TIER=FL /STK=1 /UG=Mm.116736 /LL=6798
MOE430_2_1421987_at 74.3 354.7 P P 0.001221 0.000244 2.2 I 0.00002 gb:AF085144.1 /DB_XREF=gi:4038345 /GEN=Atpsk2 /FEA=FLmRNA /CNT=17 /TID=Mm.27646.1 /TIER=FL /STK=1 /UG=Mm.27646 /LL=23972 /DEF=Mus 
MOE430_2_1422165_at 0.5 5.4 A A 0.98 0.36 2.2 NC 0.08 gb:X66603.1 /DB_XREF=gi:53763 /FEA=FLmRNA /CNT=6 /TID=Mm.56946.1 /TIER=ConsEnd /STK=2 /UG=Mm.56946 /LL=18994 /UG_GENE=Pou3f4 /UG_T
MOE430_2_1422435_at 2.7 8.6 A A 0.75 0.39 2.2 NC 0.05 gb:NM_023333.1 /DB_XREF=gi:12963644 /GEN=2210010C04Rik /FEA=FLmRNA /CNT=382 /TID=Mm.153729.1 /TIER=FL+Stack /STK=128 /UG=Mm.153729
MOE430_2_1422445_at 26.9 100.8 A P 0.06 0.000732 2.2 I 0.00004 gb:BM935811 /DB_XREF=gi:19394963 /DB_XREF=UI-M-CG0p-bdj-a-01-0-UI.r1 /CLONE=UI-M-CG0p-bdj-a-01-0-UI /FEA=FLmRNA /CNT=336 /TID=Mm
MOE430_2_1422564_at 2.5 14 A A 0.39 0.12 2.2 NC 0.5 gb:NM_031404.1 /DB_XREF=gi:13937392 /GEN=Actl6 /FEA=FLmRNA /CNT=48 /TID=Mm.31646.1 /TIER=FL+Stack /STK=35 /UG=Mm.31646 /LL=83766 /D
MOE430_2_1422833_at 2.1 7.9 A A 0.69 0.39 2.2 NC 0.35 gb:NM_010446.1 /DB_XREF=gi:6753897 /GEN=Foxa2 /FEA=FLmRNA /CNT=25 /TID=Mm.938.1 /TIER=FL+Stack /STK=10 /UG=Mm.938 /LL=15376 /DEF=M
MOE430_2_1422835_at 0.5 1.3 A A 0.88 0.65 2.2 NC 0.14 gb:AW555701 /DB_XREF=gi:7201124 /DB_XREF=L0258C03-3 /CLONE=L0258C03 /FEA=FLmRNA /CNT=51 /TID=Mm.132309.1 /TIER=Stack /STK=11 /UG
MOE430_2_1422940_x_ 0.6 4.2 A A 0.75 0.23 2.2 NC 0.02 gb:NM_009126.1 /DB_XREF=gi:6677858 /GEN=Scca2 /FEA=FLmRNA /CNT=8 /TID=Mm.194916.1 /TIER=FL /STK=2 /UG=Mm.194916 /LL=20248 /DEF=Mu
MOE430_2_1422952_at 1.6 9.1 A A 0.63 0.19 2.2 NC 0.05 gb:NM_023893.1 /DB_XREF=gi:12963856 /GEN=Bat8 /FEA=FLmRNA /CNT=6 /TID=Mm.214512.1 /TIER=FL /STK=1 /UG=Mm.214512 /LL=110147 /DEF=M
MOE430_2_1423788_at 2.3 10.2 A A 0.69 0.27 2.2 NC 0.02 gb:BI872112 /DB_XREF=gi:16045787 /DB_XREF=603396419F1 /CLONE=IMAGE:5400173 /FEA=FLmRNA /CNT=168 /TID=Mm.68427.1 /TIER=ConsEnd /ST
MOE430_2_1424046_at 44.6 187.9 P P 0.000244 0.000244 2.2 I 0.00003 gb:AF002823.1 /DB_XREF=gi:2150135 /GEN=Bub1 /FEA=FLmRNA /CNT=91 /TID=Mm.2185.1 /TIER=FL+Stack /STK=59 /UG=Mm.2185 /LL=12235 /DEF=M
MOE430_2_1424214_at 1 5.5 A A 0.94 0.63 2.2 NC 0.005933 gb:BC006604.1 /DB_XREF=gi:14919412 /FEA=FLmRNA /CNT=96 /TID=Mm.44208.1 /TIER=FL+Stack /STK=45 /UG=Mm.44208 /DEF=Mus musculus, Simila
MOE430_2_1424292_at 17.6 55.1 P P 0.000244 0.000732 2.2 I 0.00006 gb:BC005799.1 /DB_XREF=gi:13543262 /FEA=FLmRNA /CNT=61 /TID=Mm.46681.1 /TIER=FL+Stack /STK=40 /UG=Mm.46681 /LL=76131 /UG_GENE=5830
MOE430_2_1424560_at 1 4.9 A A 0.8 0.53 2.2 NC 0.01 gb:U87814.1 /DB_XREF=gi:1857711 /FEA=FLmRNA /CNT=34 /TID=Mm.2534.1 /TIER=FL+Stack /STK=25 /UG=Mm.2534 /LL=19200 /UG_GENE=Pstpip1 /D
MOE430_2_1424890_at 6.4 25.6 P P 0.03 0.001953 2.2 I 0.000346 gb:U88064.1 /DB_XREF=gi:2408218 /FEA=FLmRNA /CNT=24 /TID=Mm.6110.1 /TIER=FL+Stack /STK=12 /UG=Mm.6110 /LL=12173 /UG_GENE=Bnc /DEF=
MOE430_2_1425243_at 1.5 5.2 A A 0.96 0.53 2.2 NC 0.04 gb:AY026050.1 /DB_XREF=gi:18476094 /FEA=FLmRNA /CNT=7 /TID=Mm.136079.1 /TIER=FL /STK=4 /UG=Mm.136079 /DEF=Mus musculus langerin mRNA
MOE430_2_1425377_at 1.8 5.4 A A 0.82 0.56 2.2 NC 0.23 gb:BC005449.1 /DB_XREF=gi:13529430 /FEA=FLmRNA /CNT=9 /TID=Mm.1123.1 /TIER=FL /STK=2 /UG=Mm.1123 /LL=22408 /UG_GENE=Wnt1 /DEF=Mus
MOE430_2_1425809_at 1.3 5.4 A A 0.6 0.46 2.2 NC 0.5 gb:BC018558.1 /DB_XREF=gi:17391328 /FEA=FLmRNA /CNT=6 /TID=Mm.214644.1 /TIER=FL /STK=1 /UG=Mm.214644 /DEF=Mus musculus, Similar to fat
MOE430_2_1425941_a_ 1.3 5.1 A A 0.72 0.33 2.2 NC 0.5 gb:BC025462.1 /DB_XREF=gi:19343776 /FEA=FLmRNA /CNT=2 /TID=Mm.219586.1 /TIER=FL /STK=1 /UG=Mm.219586 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425949_at 0.3 2.8 A A 0.82 0.6 2.2 NC 0.37 gb:BC022676.1 /DB_XREF=gi:18490952 /FEA=FLmRNA /CNT=2 /TID=Mm.41116.2 /TIER=FL /STK=1 /UG=Mm.41116 /LL=67554 /UG_GENE=4933433D23R
MOE430_2_1427195_at 18.2 86.9 A P 0.09 0.000244 2.2 I 0.00002 gb:W91587 /DB_XREF=gi:1407860 /DB_XREF=MTA.C08.092.A /CLONE=MTA.C08.092 /FEA=mRNA /CNT=20 /TID=Mm.100628.1 /TIER=Stack /STK=10 /UG
MOE430_2_1427308_at 0.4 5.5 A A 0.85 0.33 2.2 NC 0.02 gb:BB644109 /DB_XREF=gi:15402238 /DB_XREF=BB644109 /CLONE=B230215P06 /FEA=mRNA /CNT=30 /TID=Mm.18527.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427331_at 1.6 9.7 A A 0.63 0.43 2.2 NC 0.28 gb:BB518868 /DB_XREF=gi:9570326 /DB_XREF=BB518868 /CLONE=D830032G05 /FEA=mRNA /CNT=69 /TID=Mm.44603.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427485_at 10.7 41.6 A A 0.43 0.14 2.2 NC 0.01 gb:AF237627.1 /DB_XREF=gi:12656193 /FEA=mRNA /CNT=14 /TID=Mm.180124.1 /TIER=ConsEnd /STK=0 /UG=Mm.180124 /LL=93689 /UG_GENE=Lmod1
MOE430_2_1427836_at 1.2 5.6 A A 0.82 0.72 2.2 NC 0.3 gb:AJ250191.1 /DB_XREF=gi:10178972 /GEN=sr278 /FEA=mRNA /CNT=1 /TID=Mm.45349.2 /TIER=ConsEnd /STK=0 /UG=Mm.45349 /LL=69403 /DEF=Mu
MOE430_2_1428114_at 4.1 16.2 A P 0.36 0.000732 2.2 I 0.000273 gb:AW556396 /DB_XREF=gi:7201825 /DB_XREF=L0267G02-3 /CLONE=L0267G02 /FEA=mRNA /CNT=128 /TID=Mm.33832.1 /TIER=Stack /STK=108 /UG=
MOE430_2_1428284_at 26.1 79.3 A P 0.09 0.001221 2.2 I 0.000346 gb:BM120675 /DB_XREF=gi:17088701 /DB_XREF=L0942G07-3 /CLONE=L0942G07 /FEA=mRNA /CNT=119 /TID=Mm.60166.1 /TIER=Stack /STK=61 /UG=
MOE430_2_1428285_at 10.5 49.6 A A 0.53 0.09 2.2 NC 0.004481 gb:AK018446.1 /DB_XREF=gi:12858149 /FEA=mRNA /CNT=119 /TID=Mm.60166.1 /TIER=Stack /STK=27 /UG=Mm.60166 /LL=71515 /UG_GENE=8430427H
MOE430_2_1428965_at 0.6 1.4 A A 0.96 0.82 2.2 NC 0.14 gb:AK005741.1 /DB_XREF=gi:12838474 /FEA=mRNA /CNT=19 /TID=Mm.50982.1 /TIER=Stack /STK=16 /UG=Mm.50982 /LL=69339 /UG_GENE=1700007N1
MOE430_2_1429195_at 5.4 26.2 A A 0.53 0.39 2.2 NC 0.17 gb:AK010208.1 /DB_XREF=gi:12845483 /FEA=mRNA /CNT=33 /TID=Mm.34173.1 /TIER=Stack /STK=9 /UG=Mm.34173 /LL=71939 /UG_GENE=2310076O14
MOE430_2_1429208_at 1.2 4.9 A A 0.75 0.69 2.2 NC 0.16 gb:BB257344 /DB_XREF=gi:15410737 /DB_XREF=BB257344 /CLONE=A730079E17 /FEA=mRNA /CNT=14 /TID=Mm.27503.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1429841_at 45.2 181.2 P P 0.008057 0.000244 2.2 I 0.00002 gb:AK013855.1 /DB_XREF=gi:12851377 /FEA=mRNA /CNT=16 /TID=Mm.37725.1 /TIER=ConsEnd /STK=7 /UG=Mm.37725 /LL=70417 /UG_GENE=3000002
MOE430_2_1429967_at 2.4 14.2 A A 0.78 0.24 2.2 NC 0.07 gb:BI465735 /DB_XREF=gi:15278613 /DB_XREF=ie19b11.x1 /FEA=mRNA /CNT=8 /TID=Mm.36663.1 /TIER=ConsEnd /STK=5 /UG=Mm.36663 /LL=72343 /
MOE430_2_1430334_at 1.5 9.4 A A 0.87 0.36 2.2 NC 0.08 gb:AK011044.1 /DB_XREF=gi:12846905 /GEN=Zfp192 /FEA=mRNA /CNT=8 /TID=Mm.220854.1 /TIER=ConsEnd /STK=2 /UG=Mm.220854 /LL=93681 /UG_
MOE430_2_1430448_at 1.1 4.8 A A 0.82 0.39 2.2 NC 0.25 gb:BB392953 /DB_XREF=gi:9115921 /DB_XREF=BB392953 /CLONE=C230081E16 /FEA=mRNA /CNT=5 /TID=Mm.127780.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430742_a_ 5.6 7.1 A A 0.66 0.39 2.2 NC 0.02 gb:AV254593 /DB_XREF=gi:6242052 /DB_XREF=AV254593 /CLONE=4921511F01 /FEA=mRNA /CNT=5 /TID=Mm.189367.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430748_at 4.6 21.6 A M 0.27 0.05 2.2 NC 0.07 gb:BB015143 /DB_XREF=gi:8138337 /DB_XREF=BB015143 /CLONE=4930488P03 /FEA=mRNA /CNT=5 /TID=Mm.159385.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430859_at 1.1 8.1 A A 0.8 0.14 2.2 NC 0.03 gb:BB130068 /DB_XREF=gi:16266251 /DB_XREF=BB130068 /CLONE=9630043I15 /FEA=mRNA /CNT=3 /TID=Mm.160070.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430954_at 1.8 9.5 A A 0.78 0.6 2.2 NC 0.004073 gb:AK011000.1 /DB_XREF=gi:12846824 /FEA=mRNA /CNT=3 /TID=Mm.196109.1 /TIER=ConsEnd /STK=1 /UG=Mm.196109 /LL=70293 /UG_GENE=251002
MOE430_2_1431491_at 1.7 10.3 A P 0.69 0.02 2.2 NC 0.01 gb:BB103682 /DB_XREF=gi:8756250 /DB_XREF=BB103682 /CLONE=9430088G07 /FEA=mRNA /CNT=3 /TID=Mm.118233.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431509_at 1.7 8 A A 0.5 0.09 2.2 NC 0.007788 gb:AV278869 /DB_XREF=gi:6266906 /DB_XREF=AV278869 /CLONE=4933404G15 /FEA=mRNA /CNT=6 /TID=Mm.61161.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431569_a_ 113 512.3 P P 0.000244 0.000244 2.2 I 0.000023 gb:AK012406.1 /DB_XREF=gi:12849129 /FEA=mRNA /CNT=2 /TID=Mm.32727.2 /TIER=ConsEnd /STK=1 /UG=Mm.32727 /LL=72585 /UG_GENE=2700050C
MOE430_2_1431580_at 1.5 8.1 A A 0.72 0.46 2.2 NC 0.28 gb:AK014746.1 /DB_XREF=gi:12852775 /FEA=mRNA /CNT=2 /TID=Mm.72177.1 /TIER=ConsEnd /STK=1 /UG=Mm.72177 /LL=74594 /UG_GENE=4833421K
MOE430_2_1431982_at 2.8 13.2 A A 0.66 0.19 2.2 NC 0.06 gb:AK016763.1 /DB_XREF=gi:12855671 /FEA=mRNA /CNT=1 /TID=Mm.158557.1 /TIER=ConsEnd /STK=0 /UG=Mm.158557 /LL=71085 /UG_GENE=493341
MOE430_2_1432015_a_ 0.4 3 A A 0.8 0.66 2.2 NC 0.36 gb:AK014702.1 /DB_XREF=gi:12852714 /FEA=mRNA /CNT=1 /TID=Mm.196226.2 /TIER=ConsEnd /STK=0 /UG=Mm.196226 /LL=74589 /UG_GENE=483341
MOE430_2_1432090_at 1.7 7.1 A A 0.85 0.36 2.2 NC 0.06 gb:AK016080.1 /DB_XREF=gi:12854680 /FEA=mRNA /CNT=1 /TID=Mm.195737.2 /TIER=ConsEnd /STK=0 /UG=Mm.195737 /LL=75338 /UG_GENE=493055
MOE430_2_1432160_at 2.7 11.6 A A 0.82 0.11 2.2 NC 0.003699 gb:AK017943.1 /DB_XREF=gi:12857449 /GEN=Git2 /FEA=mRNA /CNT=1 /TID=Mm.195632.2 /TIER=ConsEnd /STK=0 /UG=Mm.195632 /LL=26431 /UG_TIT
MOE430_2_1432214_at 1.2 3 A A 0.69 0.46 2.2 NC 0.05 gb:AK006056.1 /DB_XREF=gi:12838956 /FEA=mRNA /CNT=1 /TID=Mm.158268.1 /TIER=ConsEnd /STK=0 /UG=Mm.158268 /LL=69369 /UG_GENE=170001
MOE430_2_1432329_a_ 1 11 A A 0.75 0.3 2.2 NC 0.1 gb:AK018182.1 /DB_XREF=gi:12857784 /FEA=mRNA /CNT=1 /TID=Mm.2918.4 /TIER=ConsEnd /STK=0 /UG=Mm.2918 /LL=17179 /UG_GENE=Matk /UG_T
MOE430_2_1432373_at 1.9 8.3 A A 0.82 0.56 2.2 NC 0.03 gb:AK015951.1 /DB_XREF=gi:12854495 /FEA=mRNA /CNT=1 /TID=Mm.159446.1 /TIER=ConsEnd /STK=0 /UG=Mm.159446 /LL=75166 /UG_GENE=493053
MOE430_2_1432398_at 1.5 6.3 A A 0.88 0.62 2.2 NC 0.44 gb:AK006993.1 /DB_XREF=gi:12840330 /FEA=mRNA /CNT=1 /TID=Mm.195668.1 /TIER=ConsEnd /STK=0 /UG=Mm.195668 /LL=73486 /UG_GENE=170008
MOE430_2_1432762_at 0.7 7.7 A A 0.63 0.19 2.2 NC 0.3 gb:BB110543 /DB_XREF=gi:8763111 /DB_XREF=BB110543 /CLONE=9530025H10 /FEA=mRNA /CNT=2 /TID=Mm.118486.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432792_at 1.3 7 A A 0.39 0.19 2.2 NC 0.21 gb:AV258608 /DB_XREF=gi:6246067 /DB_XREF=AV258608 /CLONE=4930401B11 /FEA=mRNA /CNT=2 /TID=Mm.195680.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432841_at 2.3 16 A A 0.43 0.3 2.2 NC 0.5 gb:AK021392.1 /DB_XREF=gi:12862269 /FEA=mRNA /CNT=2 /TID=Mm.200764.1 /TIER=ConsEnd /STK=0 /UG=Mm.200764 /LL=77870 /UG_GENE=E13011
MOE430_2_1432873_at 0.5 3.8 A A 0.9 0.56 2.2 NC 0.06 gb:AK016579.1 /DB_XREF=gi:12855392 /FEA=mRNA /CNT=1 /TID=Mm.159192.1 /TIER=ConsEnd /STK=0 /UG=Mm.159192 /LL=74418 /UG_GENE=493270
MOE430_2_1433131_at 2 10.4 A A 0.82 0.3 2.2 NC 0.02 gb:AK017191.1 /DB_XREF=gi:12856310 /FEA=mRNA /CNT=1 /TID=Mm.159322.1 /TIER=ConsEnd /STK=0 /UG=Mm.159322 /LL=74733 /UG_GENE=503342
MOE430_2_1433947_at 1.1 9.9 A A 0.66 0.12 2.2 NC 0.11 gb:BB433704 /DB_XREF=gi:16424301 /DB_XREF=BB433704 /CLONE=C820003E14 /FEA=EST /CNT=51 /TID=Mm.44462.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1433963_a_ 1.1 6.8 A A 0.66 0.17 2.2 NC 0.33 gb:BG066664 /DB_XREF=gi:12549156 /DB_XREF=H3044F08-3 /CLONE=H3044F08 /FEA=EST /CNT=93 /TID=Mm.29670.2 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1434525_at 5.4 39.3 A A 0.5 0.14 2.2 NC 0.02 gb:BE447438 /DB_XREF=gi:9447015 /DB_XREF=ut33c08.x1 /CLONE=IMAGE:3329678 /FEA=EST /CNT=34 /TID=Mm.80646.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1434767_at 11.9 45.3 A P 0.11 0.000244 2.2 I 0.00002 gb:BE951628 /DB_XREF=gi:10591173 /DB_XREF=UI-M-CC0-ayc-h-09-0-UI.s1 /CLONE=UI-M-CC0-ayc-h-09-0-UI /FEA=EST /CNT=46 /TID=Mm.21144.
MOE430_2_1434819_at 1.1 7.9 A A 0.66 0.24 2.2 NC 0.05 gb:BB709312 /DB_XREF=gi:16062481 /DB_XREF=BB709312 /CLONE=A930105O19 /FEA=EST /CNT=25 /TID=Mm.83662.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1435115_at 3.8 13.6 A A 0.53 0.33 2.2 NC 0.3 gb:AW556555 /DB_XREF=gi:7201984 /DB_XREF=L0270B02-3 /CLONE=L0270B02 /FEA=EST /CNT=34 /TID=Mm.29639.1 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1435190_at 0.3 2.3 A A 0.66 0.35 2.2 NC 0.08 gb:BB378591 /DB_XREF=gi:16407735 /DB_XREF=BB378591 /CLONE=C130094O17 /FEA=EST /CNT=25 /TID=Mm.32332.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435612_at 0.2 4.4 A A 0.66 0.19 2.2 NC 0.42 gb:AV328011 /DB_XREF=gi:16395768 /DB_XREF=AV328011 /CLONE=6330437O21 /FEA=EST /CNT=16 /TID=Mm.39634.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435654_at 3.6 17.5 A A 0.66 0.24 2.2 NC 0.005933 gb:AV173207 /DB_XREF=gi:16383741 /DB_XREF=AV173207 /CLONE=5730402A17 /FEA=EST /CNT=27 /TID=Mm.95229.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1436140_at 2.9 11.6 A A 0.6 0.36 2.2 NC 0.31 gb:AV272104 /DB_XREF=gi:16390122 /DB_XREF=AV272104 /CLONE=4931420H18 /FEA=EST /CNT=11 /TID=Mm.74318.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436285_at 1 6.6 A A 0.63 0.14 2.2 NC 0.5 gb:AV279772 /DB_XREF=gi:16391317 /DB_XREF=AV279772 /CLONE=4933409I22 /FEA=EST /CNT=10 /TID=Mm.41312.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1436367_at 0.3 6.2 A A 0.46 0.27 2.2 NC 0.25 gb:BB119527 /DB_XREF=gi:16261957 /DB_XREF=BB119527 /CLONE=9530071L19 /FEA=EST /CNT=23 /TID=Mm.38030.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436435_at 1.9 7.4 A A 0.63 0.17 2.2 NC 0.13 gb:BB277190 /DB_XREF=gi:16400952 /DB_XREF=BB277190 /CLONE=A930002N16 /FEA=EST /CNT=12 /TID=Mm.131838.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1437347_at 2.2 8.3 A A 0.75 0.21 2.2 NC 0.33 gb:BF100813 /DB_XREF=gi:10883339 /DB_XREF=601753748F1 /CLONE=IMAGE:3981539 /FEA=EST /CNT=143 /TID=Mm.129235.1 /TIER=Stack /STK=19 
MOE430_2_1437597_at 4.2 5.5 A A 0.66 0.21 2.2 NC 0.01 gb:BB182944 /DB_XREF=gi:16270180 /DB_XREF=BB182944 /CLONE=A230103A05 /FEA=EST /CNT=17 /TID=Mm.131924.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437800_at 0.6 2.9 A A 0.9 0.46 2.2 NC 0.11 gb:BB160562 /DB_XREF=gi:8816502 /DB_XREF=BB160562 /CLONE=A130053O05 /FEA=EST /CNT=15 /TID=Mm.138195.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437886_at 2.2 10 A A 0.66 0.46 2.2 NC 0.13 gb:BM247104 /DB_XREF=gi:17882374 /DB_XREF=K0747C03-3 /CLONE=K0747C03 /FEA=EST /CNT=21 /TID=Mm.86699.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437939_s_ 0.5 2.4 A A 0.91 0.56 2.2 NC 0.05 gb:BM237633 /DB_XREF=gi:17872903 /DB_XREF=K0504E12-3 /CLONE=K0504E12 /FEA=EST /CNT=14 /TID=Mm.77399.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438061_at 2.3 23.2 A P 0.46 0.00415 2.2 NC 0.008511 gb:AV272196 /DB_XREF=gi:16390141 /DB_XREF=AV272196 /CLONE=4931421K18 /FEA=EST /CNT=19 /TID=Mm.32156.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438355_at 2.1 7.9 A A 0.66 0.36 2.2 NC 0.44 gb:AI414870 /DB_XREF=gi:4258374 /DB_XREF=mb50b02.x1 /CLONE=IMAGE:332811 /FEA=EST /CNT=11 /TID=Mm.37507.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438641_x_ 1 8.3 A A 0.63 0.36 2.2 NC 0.5 gb:BB391156 /DB_XREF=gi:9114104 /DB_XREF=BB391156 /CLONE=C230073G08 /FEA=EST /CNT=10 /TID=Mm.62181.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438811_at 7.8 33.3 A P 0.14 0.02 2.2 I 0.001336 gb:BB132734 /DB_XREF=gi:16266497 /DB_XREF=BB132734 /CLONE=9830002L24 /FEA=EST /CNT=11 /TID=Mm.132188.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438933_x_ 1.2 3.4 A A 0.43 0.24 2.2 NC 0.13 gb:BE688720 /DB_XREF=gi:10076344 /DB_XREF=uw38c03.x1 /CLONE=IMAGE:3418948 /FEA=EST /CNT=9 /TID=Mm.20884.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1439345_at 0.4 3.3 A A 0.71 0.46 2.2 NC 0.21 gb:BB113177 /DB_XREF=gi:16261736 /DB_XREF=BB113177 /CLONE=9530038P20 /FEA=EST /CNT=8 /TID=Mm.214415.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439418_x_ 0.5 3.9 A A 0.63 0.56 2.2 NC 0.69 gb:BB005317 /DB_XREF=gi:8094752 /DB_XREF=BB005317 /CLONE=4732465N17 /FEA=EST /CNT=8 /TID=Mm.38801.2 /TIER=Stack /STK=8 /UG=Mm.388
MOE430_2_1439661_at 1.6 7.8 A A 0.75 0.43 2.2 NC 0.01 gb:BB426676 /DB_XREF=gi:16423713 /DB_XREF=BB426676 /CLONE=C630003C14 /FEA=EST /CNT=8 /TID=Mm.132493.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439761_x_ 0.2 3.2 A A 0.91 0.56 2.2 NC 0.4 gb:BB377658 /DB_XREF=gi:9090495 /DB_XREF=BB377658 /CLONE=C130090D04 /FEA=EST /CNT=7 /TID=Mm.97647.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1440569_at 0.5 1.4 A A 0.9 0.72 2.2 NC 0.07 gb:BB667628 /DB_XREF=gi:16399077 /DB_XREF=BB667628 /CLONE=C730029B01 /FEA=EST /CNT=5 /TID=Mm.184330.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440929_at 0.6 3 A A 0.45 0.56 2.2 NC 0.84 gb:BB134815 /DB_XREF=gi:16266611 /DB_XREF=BB134815 /CLONE=9830119A11 /FEA=EST /CNT=8 /TID=Mm.131227.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441118_at 3.6 10.8 A A 0.69 0.3 2.2 NC 0.5 gb:BB389461 /DB_XREF=gi:16408728 /DB_XREF=BB389461 /CLONE=C230063C12 /FEA=EST /CNT=6 /TID=Mm.170641.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441165_s_ 3 12.9 A A 0.5 0.24 2.2 NC 0.08 gb:AI448973 /DB_XREF=gi:4286746 /DB_XREF=ms54g04.x1 /CLONE=IMAGE:615414 /FEA=EST /CNT=5 /TID=Mm.200177.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441247_at 3.9 14.4 A A 0.5 0.33 2.2 NC 0.35 gb:BE952586 /DB_XREF=gi:10593193 /DB_XREF=UI-M-BH4-azh-e-12-0-UI.s1 /CLONE=UI-M-BH4-azh-e-12-0-UI /FEA=EST /CNT=5 /TID=Mm.138912.
MOE430_2_1441344_at 1.6 8.2 A A 0.78 0.36 2.2 NC 0.34 gb:BG066747 /DB_XREF=gi:12549316 /DB_XREF=H3046E01-3 /CLONE=H3046E01 /FEA=EST /CNT=5 /TID=Mm.34946.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441422_at 1.6 12.9 A A 0.69 0.33 2.2 NC 0.03 gb:BG067128 /DB_XREF=gi:12549697 /DB_XREF=H3050H07-3 /CLONE=H3050H07 /FEA=EST /CNT=4 /TID=Mm.36315.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441514_at 2.1 8.5 A A 0.56 0.12 2.2 NC 0.06 gb:BB280460 /DB_XREF=gi:16401257 /DB_XREF=BB280460 /CLONE=A930026I10 /FEA=EST /CNT=4 /TID=Mm.185990.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441638_at 0.4 3.2 A A 0.66 0.6 2.2 NC 0.5 gb:BB228454 /DB_XREF=gi:16354223 /DB_XREF=BB228454 /CLONE=A630014C17 /FEA=EST /CNT=4 /TID=Mm.23012.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441681_at 0.6 4.1 A A 0.69 0.39 2.2 NC 0.21 gb:C79645 /DB_XREF=gi:2519975 /DB_XREF=C79645 /CLONE=J0069G11 /FEA=EST /CNT=4 /TID=Mm.200928.1 /TIER=ConsEnd /STK=4 /UG=Mm.20092
MOE430_2_1441704_at 4.4 17 A A 0.27 0.27 2.2 NC 0.4 gb:BB369657 /DB_XREF=gi:16406790 /DB_XREF=BB369657 /CLONE=C130049F20 /FEA=EST /CNT=4 /TID=Mm.209752.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441761_at 4 10.2 A P 0.43 0.03 2.2 NC 0.03 gb:AI451480 /DB_XREF=gi:4304293 /DB_XREF=mu42b11.x1 /CLONE=IMAGE:642045 /FEA=EST /CNT=4 /TID=Mm.37451.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442169_at 1.2 3.6 A A 0.43 0.33 2.2 NC 0.19 gb:BG063333 /DB_XREF=gi:12545896 /DB_XREF=H3005H08-3 /CLONE=H3005H08 /FEA=EST /CNT=7 /TID=Mm.202246.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442261_at 1.1 2.2 A A 0.63 0.33 2.2 NC 0.2 gb:BB354676 /DB_XREF=gi:16405635 /DB_XREF=BB354676 /CLONE=C030001A19 /FEA=EST /CNT=5 /TID=Mm.167172.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442300_at 1.6 9.6 A A 0.6 0.43 2.2 NC 0.02 gb:AI481368 /DB_XREF=gi:4374594 /DB_XREF=vf81a11.x1 /CLONE=IMAGE:850172 /FEA=EST /CNT=5 /TID=Mm.30910.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442301_at 1.1 8.5 A A 0.87 0.43 2.2 NC 0.06 gb:AW046255 /DB_XREF=gi:5906784 /DB_XREF=UI-M-BH1-ala-d-09-0-UI.s1 /CLONE=UI-M-BH1-ala-d-09-0-UI /FEA=EST /CNT=5 /TID=Mm.44264.1 /T
MOE430_2_1442501_at 0.7 3.6 A A 0.95 0.46 2.2 NC 0.009292 gb:BB177733 /DB_XREF=gi:16269833 /DB_XREF=BB177733 /CLONE=A230068P09 /FEA=EST /CNT=4 /TID=Mm.152811.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442551_at 1.9 4.5 A A 0.59 0.17 2.2 NC 0.03 gb:BB345778 /DB_XREF=gi:9057561 /DB_XREF=BB345778 /CLONE=B930058I16 /FEA=EST /CNT=4 /TID=Mm.132104.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442610_at 2.7 11.3 A A 0.43 0.27 2.2 NC 0.36 gb:AV316492 /DB_XREF=gi:15406082 /DB_XREF=AV316492 /CLONE=5830436L05 /FEA=EST /CNT=4 /TID=Mm.138457.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1442779_at 1.3 4.2 A A 0.46 0.3 2.2 NC 0.68 gb:AI448406 /DB_XREF=gi:4282382 /DB_XREF=mo98h09.x1 /CLONE=IMAGE:567809 /FEA=EST /CNT=4 /TID=Mm.46035.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442912_at 1.3 7.8 A A 0.43 0.3 2.2 NC 0.24 gb:BB098564 /DB_XREF=gi:16261269 /DB_XREF=BB098564 /CLONE=9430064I24 /FEA=EST /CNT=4 /TID=Mm.65362.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442949_at 1.4 7.4 A A 0.9 0.45 2.2 NC 0.01 gb:BG068088 /DB_XREF=gi:12550657 /DB_XREF=H3061F05-3 /CLONE=H3061F05 /FEA=EST /CNT=3 /TID=Mm.35043.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443103_at 1.7 9.1 A A 0.88 0.35 2.2 NC 0.09 gb:BB535531 /DB_XREF=gi:16446559 /DB_XREF=BB535531 /CLONE=E030044G01 /FEA=EST /CNT=3 /TID=Mm.209852.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443306_at 2 5.6 A A 0.75 0.52 2.2 NC 0.00712 gb:BB380163 /DB_XREF=gi:16407890 /DB_XREF=BB380163 /CLONE=C230004E12 /FEA=EST /CNT=3 /TID=Mm.80674.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443380_at 1.1 7.8 A A 0.9 0.39 2.2 NC 0.05 gb:BB232404 /DB_XREF=gi:16354523 /DB_XREF=BB232404 /CLONE=A630038G01 /FEA=EST /CNT=3 /TID=Mm.208176.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443397_at 2.2 8.5 A A 0.6 0.06 2.2 NC 0.15 gb:BB126957 /DB_XREF=gi:15408240 /DB_XREF=BB126957 /CLONE=9630018F04 /FEA=EST /CNT=3 /TID=Mm.130838.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443765_at 2 8.3 A A 0.66 0.56 2.2 NC 0.13 gb:BQ287036 /DB_XREF=gi:20657170 /DB_XREF=ii61e03.y1 /CLONE=IMAGE:5946316 /FEA=EST /CNT=3 /TID=Mm.57848.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1444047_at 0.2 5.8 A A 0.72 0.39 2.2 NC 0.5 gb:AI429565 /DB_XREF=gi:4275491 /DB_XREF=mf52d04.x1 /CLONE=IMAGE:408679 /FEA=EST /CNT=6 /TID=Mm.37910.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444279_at 3.6 14 A P 0.43 0.03 2.2 NC 0.01 gb:BB531571 /DB_XREF=gi:16445940 /DB_XREF=BB531571 /CLONE=E030017N06 /FEA=EST /CNT=5 /TID=Mm.67947.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444280_at 0.9 5.3 A A 0.88 0.56 2.2 NC 0.16 gb:BF464243 /DB_XREF=gi:11533426 /DB_XREF=UI-M-CG0p-bnu-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bnu-a-07-0-UI /FEA=EST /CNT=5 /TID=Mm.15636
MOE430_2_1444538_at 2.2 10.7 A A 0.53 0.21 2.2 NC 0.25 gb:AW551743 /DB_XREF=gi:7197166 /DB_XREF=L0203C08-3 /CLONE=L0203C08 /FEA=EST /CNT=4 /TID=Mm.182679.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444832_at 1.1 4.7 A A 0.98 0.59 2.2 NC 0.5 gb:BG066139 /DB_XREF=gi:12548702 /DB_XREF=H3039D05-3 /CLONE=H3039D05 /FEA=EST /CNT=3 /TID=Mm.172689.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444913_at 1.3 12.7 A A 0.63 0.3 2.2 NC 0.16 gb:BG074735 /DB_XREF=gi:12557304 /DB_XREF=H3138F07-3 /CLONE=H3138F07 /FEA=EST /CNT=3 /TID=Mm.197276.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444999_at 0.8 4.5 A A 0.82 0.39 2.2 NC 0.11 gb:C77651 /DB_XREF=gi:2517981 /DB_XREF=C77651 /CLONE=J0035E03 /FEA=EST /CNT=3 /TID=Mm.172654.1 /TIER=ConsEnd /STK=2 /UG=Mm.17265
MOE430_2_1445028_at 1 5.7 A A 0.9 0.43 2.2 NC 0.19 gb:BE993069 /DB_XREF=gi:10674825 /DB_XREF=UI-M-BZ1-bjq-a-06-0-UI.s1 /CLONE=UI-M-BZ1-bjq-a-06-0-UI /FEA=EST /CNT=3 /TID=Mm.152270.1 
MOE430_2_1445059_at 0.2 9.8 A A 0.6 0.21 2.2 NC 0.25 gb:BG066809 /DB_XREF=gi:12549378 /DB_XREF=H3047B09-3 /CLONE=H3047B09 /FEA=EST /CNT=3 /TID=Mm.172843.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445120_at 1.3 7.4 A A 0.78 0.39 2.2 NC 0.12 gb:BG068102 /DB_XREF=gi:12550671 /DB_XREF=H3061G07-3 /CLONE=H3061G07 /FEA=EST /CNT=3 /TID=Mm.173488.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445164_at 1.4 10.1 A A 0.78 0.36 2.2 NC 0.27 gb:AI448729 /DB_XREF=gi:4284964 /DB_XREF=ms30d09.x1 /CLONE=IMAGE:608465 /FEA=EST /CNT=3 /TID=Mm.32065.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445181_at 0.7 4.5 A A 0.3 0.24 2.2 NC 0.21 gb:BM225233 /DB_XREF=gi:17786750 /DB_XREF=K0208D11-3 /CLONE=K0208D11 /FEA=EST /CNT=3 /TID=Mm.216343.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445205_at 1.9 4.3 A A 0.69 0.5 2.2 NC 0.14 gb:BM122392 /DB_XREF=gi:17106160 /DB_XREF=L0509C12-3 /CLONE=L0509C12 /FEA=EST /CNT=3 /TID=Mm.218112.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445467_at 0.7 4.9 A A 0.63 0.39 2.2 NC 0.72 gb:BE996557 /DB_XREF=gi:10681406 /DB_XREF=UI-M-CG0p-big-g-07-0-UI.s1 /CLONE=UI-M-CG0p-big-g-07-0-UI /FEA=EST /CNT=3 /TID=Mm.152529
MOE430_2_1445527_at 0.2 0.3 A A 0.97 0.72 2.2 NC 0.33 gb:BB247601 /DB_XREF=gi:16355571 /DB_XREF=BB247601 /CLONE=A730020E10 /FEA=EST /CNT=3 /TID=Mm.185603.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445572_at 1.8 3.5 A A 0.5 0.43 2.2 NC 0.01 gb:BB223880 /DB_XREF=gi:16353834 /DB_XREF=BB223880 /CLONE=A530084C06 /FEA=EST /CNT=3 /TID=Mm.150114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445685_at 1.8 8.6 A A 0.72 0.53 2.2 NC 0.01 gb:AI837851 /DB_XREF=gi:5472064 /DB_XREF=UI-M-AP0-abk-d-02-0-UI.s1 /CLONE=UI-M-AP0-abk-d-02-0-UI /FEA=EST /CNT=3 /TID=Mm.40338.1 /T
MOE430_2_1445908_at 0.8 9.3 A A 0.92 0.33 2.2 NC 0.003699 gb:BG067005 /DB_XREF=gi:12549574 /DB_XREF=H3049E05-3 /CLONE=H3049E05 /FEA=EST /CNT=2 /TID=Mm.172126.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446691_at 0.2 2.7 A A 0.84 0.66 2.2 NC 0.12 gb:BB549027 /DB_XREF=gi:16447762 /DB_XREF=BB549027 /CLONE=E230013J01 /FEA=EST /CNT=2 /TID=Mm.209967.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446956_at 1.6 5.3 A A 0.85 0.6 2.2 NC 0.01 gb:C81621 /DB_XREF=gi:2521951 /DB_XREF=C81621 /CLONE=J0102E01 /FEA=EST /CNT=2 /TID=Mm.200132.1 /TIER=ConsEnd /STK=2 /UG=Mm.20013
MOE430_2_1446962_at 0.6 4.5 A A 0.74 0.46 2.2 NC 0.35 gb:BB132284 /DB_XREF=gi:16266464 /DB_XREF=BB132284 /CLONE=9630060J24 /FEA=EST /CNT=2 /TID=Mm.207429.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447100_s_ 0.9 9.4 A A 0.65 0.06 2.2 NC 0.02 gb:C80506 /DB_XREF=gi:2520836 /DB_XREF=C80506 /CLONE=J0083B11 /FEA=EST /CNT=2 /TID=Mm.200204.1 /TIER=ConsEnd /STK=2 /UG=Mm.20020
MOE430_2_1447183_at 0.8 4.3 A A 0.63 0.36 2.2 NC 0.5 gb:AW125829 /DB_XREF=gi:6101359 /DB_XREF=UI-M-BH2.2-aqk-b-12-0-UI.s1 /CLONE=UI-M-BH2.2-aqk-b-12-0-UI /FEA=EST /CNT=2 /TID=Mm.71071
MOE430_2_1447536_at 0.3 2.6 A A 0.85 0.46 2.2 NC 0.24 gb:AI846432 /DB_XREF=gi:5490338 /DB_XREF=UI-M-AQ1-aee-d-08-0-UI.s1 /CLONE=UI-M-AQ1-aee-d-08-0-UI /FEA=EST /CNT=2 /TID=Mm.150427.1 
MOE430_2_1447551_x_ 7.9 58.3 A P 0.27 0.00415 2.2 MI 0.002032 gb:BB274232 /DB_XREF=gi:8971253 /DB_XREF=BB274232 /CLONE=A830087C05 /FEA=EST /CNT=2 /TID=Mm.138064.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447782_x_ 0.2 0.4 A A 0.98 0.88 2.2 NC 0.22 gb:AV360594 /DB_XREF=gi:6407882 /DB_XREF=AV360594 /CLONE=7530414N07 /FEA=EST /CNT=2 /TID=Mm.100353.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447979_at 1.2 10.5 A A 0.91 0.53 2.2 NC 0.12 gb:AA408781 /DB_XREF=gi:2068167 /DB_XREF=EST03252 /CLONE=C0033A03 /FEA=EST /CNT=3 /TID=Mm.34664.1 /TIER=ConsEnd /STK=1 /UG=Mm.34
MOE430_2_1448662_at 2.6 11.9 A A 0.53 0.24 2.2 NC 0.5 gb:NM_008056.1 /DB_XREF=gi:6679882 /GEN=Fzd6 /FEA=FLmRNA /CNT=68 /TID=Mm.4769.1 /TIER=FL /STK=2 /UG=Mm.4769 /LL=14368 /DEF=Mus mu
MOE430_2_1448982_at 3 11.5 A A 0.66 0.56 2.2 NC 0.09 gb:NM_011177.1 /DB_XREF=gi:6755179 /GEN=Prss18 /FEA=FLmRNA /CNT=34 /TID=Mm.3944.1 /TIER=FL+Stack /STK=29 /UG=Mm.3944 /LL=19144 /DE
MOE430_2_1449033_at 42.9 205.5 P P 0.000244 0.000244 2.2 I 0.00002 gb:AB013898.1 /DB_XREF=gi:3142238 /FEA=FLmRNA /CNT=50 /TID=Mm.15383.1 /TIER=FL+Stack /STK=26 /UG=Mm.15383 /LL=18383 /UG_GENE=Tnfrs
MOE430_2_1449273_at 0.8 5 A A 0.9 0.5 2.2 NC 0.2 gb:NM_133769.1 /DB_XREF=gi:19526987 /GEN=6430511D02Rik /FEA=FLmRNA /CNT=54 /TID=Mm.154358.1 /TIER=FL+Stack /STK=16 /UG=Mm.154358 /
MOE430_2_1449394_at 0.7 3.4 A A 0.97 0.63 2.2 NC 0.07 gb:NM_020495.1 /DB_XREF=gi:14547898 /GEN=Slc21a10 /FEA=FLmRNA /CNT=31 /TID=Mm.24074.1 /TIER=FL+Stack /STK=12 /UG=Mm.24074 /LL=28253
MOE430_2_1449487_at 1 6.5 A A 0.85 0.33 2.2 NC 0.03 gb:NM_026459.1 /DB_XREF=gi:13385953 /GEN=1700112P19Rik /FEA=FLmRNA /CNT=16 /TID=Mm.60688.1 /TIER=FL+Stack /STK=9 /UG=Mm.60688 /LL=
MOE430_2_1449780_at 0.4 3.7 A A 0.98 0.33 2.2 NC 0.00712 gb:BB182666 /DB_XREF=gi:8841749 /DB_XREF=BB182666 /CLONE=A230099J04 /FEA=EST /CNT=1 /TID=Mm.121583.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1450042_at 0.3 0.5 A A 0.99 0.98 2.2 NC 0.01 gb:BB322201 /DB_XREF=gi:9030515 /DB_XREF=BB322201 /CLONE=B330013H10 /FEA=FLmRNA /CNT=65 /TID=Mm.51819.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1450125_at 1.1 7.5 A A 0.87 0.46 2.2 NC 0.04 gb:NM_008093.1 /DB_XREF=gi:7110596 /GEN=Gata5 /FEA=FLmRNA /CNT=16 /TID=Mm.2527.1 /TIER=FL /STK=2 /UG=Mm.2527 /LL=14464 /DEF=Mus m
MOE430_2_1450245_at 0.6 2.4 A A 0.69 0.85 2.2 NC 0.5 gb:NM_011388.1 /DB_XREF=gi:6755529 /GEN=Slc10a2 /FEA=FLmRNA /CNT=6 /TID=Mm.3500.1 /TIER=FL /STK=2 /UG=Mm.3500 /LL=20494 /DEF=Mus m
MOE430_2_1450318_a_ 2.6 16.4 A A 0.85 0.24 2.2 NC 0.03 gb:NM_008773.1 /DB_XREF=gi:6679194 /GEN=P2ry2 /FEA=FLmRNA /CNT=3 /TID=Mm.3000.1 /TIER=FL /STK=2 /UG=Mm.3000 /LL=18442 /DEF=Mus mu
MOE430_2_1450430_at 1.6 5.5 A A 0.29 0.16 2.2 NC 0.5 gb:NM_008625.1 /DB_XREF=gi:6678931 /GEN=Mrc1 /FEA=FLmRNA /CNT=33 /TID=Mm.2019.1 /TIER=FL /STK=1 /UG=Mm.2019 /LL=17533 /DEF=Mus mu
MOE430_2_1450567_a_ 249.5 1061.3 P P 0.000244 0.000244 2.2 I 0.00002 gb:NM_031163.1 /DB_XREF=gi:13624304 /GEN=Col2a1 /FEA=FLmRNA /CNT=1 /TID=Mm.2423.1 /TIER=FL /STK=1 /UG=Mm.2423 /LL=12824 /DEF=Mus m
MOE430_2_1450775_at 1.7 9.6 A A 0.56 0.53 2.2 NC 0.31 gb:NM_020021.1 /DB_XREF=gi:9910443 /GEN=Mos /FEA=FLmRNA /CNT=12 /TID=Mm.26262.1 /TIER=FL+Stack /STK=10 /UG=Mm.26262 /LL=17451 /DEF
MOE430_2_1450800_at 1.7 17.7 A A 0.8 0.21 2.2 NC 0.01 gb:NM_018802.1 /DB_XREF=gi:9055365 /GEN=Syt8 /FEA=FLmRNA /CNT=10 /TID=Mm.45235.1 /TIER=FL /STK=2 /UG=Mm.45235 /LL=55925 /DEF=Mus m
MOE430_2_1451287_s_ 12.1 62 A P 0.09 0.001953 2.2 I 0.00002 gb:BC024599.1 /DB_XREF=gi:19354045 /FEA=FLmRNA /CNT=127 /TID=Mm.24838.1 /TIER=FL+Stack /STK=42 /UG=Mm.24838 /DEF=Mus musculus, clone
MOE430_2_1451646_at 5.8 32.1 A P 0.43 0.03 2.2 I 0.001201 gb:AA739402 /DB_XREF=gi:2775588 /DB_XREF=vv53a12.r1 /CLONE=IMAGE:1226110 /FEA=FLmRNA /CNT=29 /TID=Mm.22778.1 /TIER=ConsEnd /STK=0
MOE430_2_1452121_at 3.5 31.8 A A 0.3 0.09 2.2 NC 0.02 gb:BB756840 /DB_XREF=gi:16203167 /DB_XREF=BB756840 /CLONE=G270079C04 /FEA=FLmRNA /CNT=112 /TID=Mm.90890.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1452533_at 1.5 8.2 A A 0.6 0.21 2.2 NC 0.11 gb:X83934.1 /DB_XREF=gi:639816 /GEN=RYR3 /FEA=mRNA /CNT=1 /TID=Mm.3441.2 /TIER=ConsEnd /STK=0 /UG=Mm.3441 /LL=20192 /DEF=M.musculu
MOE430_2_1452558_at 0.7 4.6 A A 0.56 0.46 2.2 NC 0.24 gb:AA119055 /DB_XREF=gi:1676609 /DB_XREF=mp66b01.r1 /CLONE=IMAGE:574153 /FEA=mRNA /CNT=2 /TID=Mm.1289.5 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1452707_at 0.5 3.8 A A 0.94 0.33 2.2 NC 0.008511 gb:AK014532.1 /DB_XREF=gi:12852447 /FEA=mRNA /CNT=85 /TID=Mm.68617.1 /TIER=Stack /STK=67 /UG=Mm.68617 /LL=70788 /UG_GENE=4631423F0
MOE430_2_1452944_at 6.6 19.6 A A 0.36 0.19 2.2 NC 0.5 gb:AK004030.1 /DB_XREF=gi:12835044 /GEN=Syngr2 /FEA=mRNA /CNT=53 /TID=Mm.30192.1 /TIER=Stack /STK=18 /UG=Mm.30192 /UG_TITLE=Mus mu
MOE430_2_1453060_at 0.5 5.3 A A 0.9 0.3 2.2 NC 0.009292 gb:AK018337.1 /DB_XREF=gi:12857995 /FEA=mRNA /CNT=17 /TID=Mm.42823.1 /TIER=Stack /STK=10 /UG=Mm.42823 /LL=67792 /UG_GENE=6530413N0
MOE430_2_1453309_at 2.2 9.7 A A 0.66 0.12 2.2 NC 0.01 gb:BB749938 /DB_XREF=gi:16154174 /DB_XREF=BB749938 /CLONE=G130001C13 /FEA=mRNA /CNT=10 /TID=Mm.40568.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1453325_at 1.9 6.9 A A 0.75 0.33 2.2 NC 0.05 gb:BB478311 /DB_XREF=gi:16440423 /DB_XREF=BB478311 /CLONE=D330029L08 /FEA=mRNA /CNT=18 /TID=Mm.154555.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1453636_at 4.6 10.6 A M 0.3 0.05 2.2 NC 0.07 gb:AV312852 /DB_XREF=gi:6278104 /DB_XREF=AV312852 /CLONE=5830406C17 /FEA=mRNA /CNT=5 /TID=Mm.152866.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453710_at 2.1 5.9 A A 0.75 0.63 2.2 NC 0.21 gb:AV266190 /DB_XREF=gi:6254227 /DB_XREF=AV266190 /CLONE=4930513P12 /FEA=mRNA /CNT=3 /TID=Mm.159924.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453727_at 3.4 12.2 A P 0.63 0.03 2.2 NC 0.004073 gb:BB612598 /DB_XREF=gi:15395181 /DB_XREF=BB612598 /CLONE=4632428F10 /FEA=mRNA /CNT=32 /TID=Mm.200476.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1454105_at 0.5 4.5 A A 0.82 0.17 2.2 NC 0.04 gb:AK017327.1 /DB_XREF=gi:12856510 /FEA=mRNA /CNT=1 /TID=Mm.158681.1 /TIER=ConsEnd /STK=0 /UG=Mm.158681 /LL=71366 /UG_GENE=543042
MOE430_2_1454244_at 2.1 8.3 A A 0.6 0.33 2.2 NC 0.34 gb:AK021211.1 /DB_XREF=gi:12862024 /FEA=mRNA /CNT=1 /TID=Mm.171319.1 /TIER=ConsEnd /STK=0 /UG=Mm.171319 /LL=78530 /UG_GENE=C33001
MOE430_2_1454491_at 2.4 10.3 A A 0.5 0.27 2.2 NC 0.07 gb:AK013628.1 /DB_XREF=gi:12851062 /FEA=mRNA /CNT=1 /TID=Mm.158914.1 /TIER=ConsEnd /STK=0 /UG=Mm.158914 /LL=72956 /UG_GENE=290004
MOE430_2_1454499_at 3 15 A A 0.72 0.11 2.2 NC 0.39 gb:AK017001.1 /DB_XREF=gi:12856038 /FEA=mRNA /CNT=1 /TID=Mm.158668.1 /TIER=ConsEnd /STK=0 /UG=Mm.158668 /LL=71322 /UG_GENE=493343
MOE430_2_1454618_at 1.9 14.8 A A 0.85 0.66 2.2 NC 0.06 gb:AU016322 /DB_XREF=gi:3371326 /DB_XREF=AU016322 /CLONE=J0723E08 /FEA=EST /CNT=201 /TID=Mm.22314.1 /TIER=Stack /STK=137 /UG=Mm.2
MOE430_2_1454949_at 11.5 90.7 A A 0.53 0.19 2.2 I 0.000273 gb:BB354576 /DB_XREF=gi:16405631 /DB_XREF=BB354576 /CLONE=B930099F18 /FEA=EST /CNT=210 /TID=Mm.24870.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455200_at 1.1 7.7 A A 0.66 0.56 2.2 NC 0.5 gb:BB818370 /DB_XREF=gi:16990999 /DB_XREF=BB818370 /CLONE=G730044L20 /FEA=EST /CNT=23 /TID=Mm.59693.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455302_at 0.6 2.9 A A 0.75 0.53 2.2 NC 0.19 gb:AW553039 /DB_XREF=gi:7198462 /DB_XREF=L0221B02-3 /CLONE=L0221B02 /FEA=EST /CNT=18 /TID=Mm.28356.2 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1455808_at 0.3 1.6 A A 0.68 0.5 2.2 NC 0.5 gb:AV258142 /DB_XREF=gi:16388483 /DB_XREF=AV258142 /CLONE=4922502D21 /FEA=EST /CNT=64 /TID=Mm.46114.1 /TIER=Stack /STK=61 /UG=Mm
MOE430_2_1456197_x_ 0.6 5.5 A A 0.96 0.78 2.2 NC 0.5 gb:BB342782 /DB_XREF=gi:9052495 /DB_XREF=BB342782 /CLONE=B930040B04 /FEA=EST /CNT=14 /TID=Mm.68539.1 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1456266_at 1.3 6.7 A P 0.53 0.03 2.2 NC 0.006503 gb:BB283415 /DB_XREF=gi:8983864 /DB_XREF=BB283415 /CLONE=A930102D01 /FEA=EST /CNT=28 /TID=Mm.3487.3 /TIER=Stack /STK=12 /UG=Mm.3
MOE430_2_1456556_at 0.8 5 A A 0.82 0.46 2.2 NC 0.1 gb:BB310935 /DB_XREF=gi:16402661 /DB_XREF=BB310935 /CLONE=B230319K13 /FEA=EST /CNT=9 /TID=Mm.186347.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456632_at 1.4 3.6 A A 0.63 0.27 2.2 NC 0.02 gb:BB424718 /DB_XREF=gi:16423525 /DB_XREF=BB424718 /CLONE=C530043A01 /FEA=EST /CNT=20 /TID=Mm.138182.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1457118_at 15.2 61.8 A P 0.19 0.001953 2.2 I 0.000114 gb:AV353605 /DB_XREF=gi:16397305 /DB_XREF=AV353605 /CLONE=7120410F09 /FEA=EST /CNT=6 /TID=Mm.190005.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457315_at 6 17.7 A A 0.53 0.11 2.2 NC 0.33 gb:AV274000 /DB_XREF=gi:16390416 /DB_XREF=AV274000 /CLONE=4932415N16 /FEA=EST /CNT=7 /TID=Mm.37973.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457540_at 1.7 6.7 A A 0.72 0.53 2.2 NC 0.07 gb:BB455557 /DB_XREF=gi:16425955 /DB_XREF=BB455557 /CLONE=D130038L12 /FEA=EST /CNT=4 /TID=Mm.164269.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457629_at 2 10.8 A M 0.39 0.05 2.2 NC 0.29 gb:BB251009 /DB_XREF=gi:8943755 /DB_XREF=BB251009 /CLONE=A730044C07 /FEA=EST /CNT=4 /TID=Mm.152911.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457715_at 4.4 14.5 A A 0.72 0.53 2.2 NC 0.33 gb:AW987535 /DB_XREF=gi:8182454 /DB_XREF=uf25f11.x1 /CLONE=IMAGE:1512429 /FEA=EST /CNT=7 /TID=Mm.57625.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457727_at 6.6 20.1 A A 0.56 0.33 2.2 NC 0.06 gb:AV369309 /DB_XREF=gi:16397749 /DB_XREF=AV369309 /CLONE=9030018K07 /FEA=EST /CNT=8 /TID=Mm.33166.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457859_at 0.8 5.1 A A 0.6 0.24 2.2 NC 0.09 gb:AW455582 /DB_XREF=gi:7009317 /DB_XREF=UI-M-BH2.3-aqg-h-09-0-UI.s1 /CLONE=UI-M-BH2.3-aqg-h-09-0-UI /FEA=EST /CNT=4 /TID=Mm.15100
MOE430_2_1457970_at 0.9 3.8 A A 0.56 0.43 2.2 NC 0.03 gb:W91599 /DB_XREF=gi:1408025 /DB_XREF=MTA.G06.076.B /CLONE=MTA.G06.076 /FEA=EST /CNT=4 /TID=Mm.38487.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458107_at 2.3 12.4 A A 0.46 0.43 2.2 NC 0.13 gb:BB310489 /DB_XREF=gi:16402626 /DB_XREF=BB310489 /CLONE=B230315M17 /FEA=EST /CNT=3 /TID=Mm.166647.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458165_at 3.7 18.1 A A 0.53 0.24 2.2 NC 0.01 gb:BB009636 /DB_XREF=gi:16257145 /DB_XREF=BB009636 /CLONE=4732490L03 /FEA=EST /CNT=3 /TID=Mm.173438.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458649_at 2 8.9 A A 0.72 0.36 2.2 NC 0.18 gb:AI662245 /DB_XREF=gi:4765828 /DB_XREF=mz99d02.x1 /CLONE=IMAGE:721539 /FEA=EST /CNT=4 /TID=Mm.37734.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458704_at 3.8 12.1 A A 0.6 0.21 2.2 NC 0.17 gb:AI452119 /DB_XREF=gi:4299690 /DB_XREF=mp62c11.x1 /CLONE=IMAGE:573812 /FEA=EST /CNT=4 /TID=Mm.31757.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459067_at 2.2 8.3 A A 0.95 0.6 2.2 NC 0.31 gb:BG101496 /DB_XREF=gi:12596813 /DB_XREF=uu98e10.x1 /CLONE=IMAGE:3384667 /FEA=EST /CNT=3 /TID=Mm.80529.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459256_at 7.4 38.2 A A 0.43 0.11 2.2 MI 0.00225 gb:BB328920 /DB_XREF=gi:16403888 /DB_XREF=BB328920 /CLONE=B530004H16 /FEA=EST /CNT=2 /TID=Mm.216239.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459332_at 1.3 8.3 A A 0.33 0.12 2.2 NC 0.09 gb:BM197626 /DB_XREF=gi:17749867 /DB_XREF=C0302E05-3 /CLONE=C0302E05 /FEA=EST /CNT=2 /TID=Mm.217558.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459366_at 2.7 12.7 A A 0.69 0.46 2.2 NC 0.26 gb:AV235481 /DB_XREF=gi:16386221 /DB_XREF=AV235481 /CLONE=4732404M06 /FEA=EST /CNT=2 /TID=Mm.83331.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459431_at 1 8.4 A A 0.63 0.09 2.2 NC 0.13 gb:BB155062 /DB_XREF=gi:16268227 /DB_XREF=BB155062 /CLONE=A130023H13 /FEA=EST /CNT=2 /TID=Mm.149987.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459679_s_ 50.2 233.7 P P 0.000732 0.000244 2.2 I 0.00002 gb:AA406997 /DB_XREF=gi:2066918 /DB_XREF=EST02003 /CLONE=C0016E06 /FEA=EST /CNT=2 /TID=Mm.200345.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1459730_at 0.7 12 A A 0.56 0.43 2.2 NC 0.03 gb:AW121193 /DB_XREF=gi:6096526 /DB_XREF=UI-M-BH2.3-aok-b-09-0-UI.s1 /CLONE=UI-M-BH2.3-aok-b-09-0-UI /FEA=EST /CNT=2 /TID=Mm.65348
MOE430_2_1459862_at 2.2 5.2 A A 0.88 0.36 2.2 NC 0.41 gb:BE955314 /DB_XREF=gi:10598732 /DB_XREF=UI-M-BH4-bbh-a-10-0-UI.s1 /CLONE=UI-M-BH4-bbh-a-10-0-UI /FEA=EST /CNT=2 /TID=Mm.155483.
MOE430_2_1459921_at 0.7 5 A A 0.95 0.5 2.2 NC 0.009292 gb:BQ042959 /DB_XREF=gi:19792379 /DB_XREF=UI-M-EM0-bvm-p-15-0-UI.r1 /CLONE=IMAGE:5694206 /FEA=EST /CNT=5 /TID=Mm.132481.1 /TIER=C
MOE430_2_1459944_at 2.8 21.7 A A 0.53 0.21 2.2 NC 0.01 gb:BB465563 /DB_XREF=gi:16427107 /DB_XREF=BB465563 /CLONE=D230003M04 /FEA=EST /CNT=2 /TID=Mm.209340.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460336_at 7.6 38.1 A P 0.19 0.03 2.2 I 0.000966 gb:BB745167 /DB_XREF=gi:16148106 /DB_XREF=BB745167 /CLONE=F530007A20 /FEA=FLmRNA /CNT=43 /TID=Mm.10707.1 /TIER=Stack /STK=16 /UG
MOE430_2_1460485_at 0.9 2.7 A A 0.85 0.56 2.2 NC 0.07 gb:AV169955 /DB_XREF=gi:5376392 /DB_XREF=AV169955 /CLONE=3110090D18 /FEA=mRNA /CNT=3 /TID=Mm.58906.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460538_at 4.7 22.5 A P 0.11 0.000732 2.2 I 0.000167 gb:AK021064.1 /DB_XREF=gi:12861837 /FEA=mRNA /CNT=1 /TID=Mm.159897.1 /TIER=ConsEnd /STK=0 /UG=Mm.159897 /LL=77320 /UG_GENE=C03001
MOE430_2_1416784_at 0.7 3.5 A A 0.85 0.53 2.1 NC 0.05 gb:NM_031190.1 /DB_XREF=gi:13654248 /GEN=Pgk2 /FEA=FLmRNA /CNT=82 /TID=Mm.717.1 /TIER=FL+Stack /STK=70 /UG=Mm.717 /LL=18663 /DEF=M
MOE430_2_1416889_at 2.2 10.4 A A 0.69 0.33 2.1 NC 0.03 gb:NM_009405.1 /DB_XREF=gi:6678390 /GEN=Tnni2 /FEA=FLmRNA /CNT=87 /TID=Mm.39469.1 /TIER=FL+Stack /STK=65 /UG=Mm.39469 /LL=21953 /DE
MOE430_2_1416896_at 3.5 22.9 A A 0.43 0.09 2.1 NC 0.009292 gb:NM_009097.1 /DB_XREF=gi:6677810 /GEN=Rps6ka1 /FEA=FLmRNA /CNT=127 /TID=Mm.29910.1 /TIER=FL+Stack /STK=65 /UG=Mm.29910 /LL=20111
MOE430_2_1417215_at 2 7.7 A A 0.56 0.5 2.1 NC 0.5 gb:BB121269 /DB_XREF=gi:8773837 /DB_XREF=BB121269 /CLONE=9530081E16 /FEA=FLmRNA /CNT=87 /TID=Mm.190553.1 /TIER=Stack /STK=15 /UG
MOE430_2_1417231_at 2 14.6 A A 0.66 0.36 2.1 NC 0.06 gb:BC015252.1 /DB_XREF=gi:15929633 /FEA=FLmRNA /CNT=105 /TID=Mm.117068.1 /TIER=FL+Stack /STK=52 /UG=Mm.117068 /LL=12738 /UG_GENE=C
MOE430_2_1417266_at 16 69.5 A P 0.21 0.00415 2.1 I 0.000552 gb:BC002073.1 /DB_XREF=gi:12805224 /FEA=FLmRNA /CNT=111 /TID=Mm.137.1 /TIER=FL+Stack /STK=50 /UG=Mm.137 /LL=20305 /UG_GENE=Scya6 /
MOE430_2_1417355_at 7.1 31.7 A P 0.43 0.01 2.1 MI 0.00225 gb:AB003040.1 /DB_XREF=gi:18958238 /GEN=Peg3 /FEA=FLmRNA /CNT=138 /TID=Mm.7952.1 /TIER=FL+Stack /STK=47 /UG=Mm.7952 /LL=18616 /DEF
MOE430_2_1417553_at 416.5 1728.5 P P 0.000244 0.000244 2.1 I 0.00002 gb:AF250838.1 /DB_XREF=gi:8917576 /FEA=FLmRNA /CNT=51 /TID=Mm.154979.1 /TIER=FL+Stack /STK=42 /UG=Mm.154979 /LL=56096 /UG_GENE=Pla
MOE430_2_1417638_at 2.3 13.1 A A 0.78 0.33 2.1 MI 0.002032 gb:NM_010094.1 /DB_XREF=gi:6753701 /GEN=Ebaf /FEA=FLmRNA /CNT=56 /TID=Mm.1120.1 /TIER=FL+Stack /STK=40 /UG=Mm.1120 /LL=13590 /DEF=
MOE430_2_1417993_at 2.2 6 A A 0.33 0.3 2.1 NC 0.5 gb:NM_021363.1 /DB_XREF=gi:10946689 /GEN=Svs3 /FEA=FLmRNA /CNT=57 /TID=Mm.118769.1 /TIER=FL+Stack /STK=32 /UG=Mm.118769 /LL=64335 /
MOE430_2_1418104_at 3.1 11.9 A A 0.39 0.14 2.1 NC 0.17 gb:BB278601 /DB_XREF=gi:15411007 /DB_XREF=BB278601 /CLONE=A930011M23 /FEA=FLmRNA /CNT=67 /TID=Mm.80051.1 /TIER=Stack /STK=17 /UG
MOE430_2_1418556_at 0.5 2.7 A A 0.94 0.69 2.1 NC 0.2 gb:NM_007605.1 /DB_XREF=gi:6671673 /GEN=Cappa3 /FEA=FLmRNA /CNT=28 /TID=Mm.12817.1 /TIER=FL+Stack /STK=22 /UG=Mm.12817 /LL=12344 /
MOE430_2_1418724_at 2.7 10.1 A A 0.5 0.21 2.1 NC 0.17 gb:NM_007686.1 /DB_XREF=gi:6671743 /GEN=Cfi /FEA=FLmRNA /CNT=48 /TID=Mm.117180.1 /TIER=FL+Stack /STK=19 /UG=Mm.117180 /LL=12630 /DE
MOE430_2_1418791_at 0.4 4 A A 0.95 0.56 2.1 NC 0.13 gb:BC018385.1 /DB_XREF=gi:17390905 /FEA=FLmRNA /CNT=57 /TID=Mm.143603.1 /TIER=FL+Stack /STK=18 /UG=Mm.143603 /LL=20404 /UG_GENE=S
MOE430_2_1418879_at 2.5 14.5 A A 0.66 0.39 2.1 NC 0.12 gb:BC019466.1 /DB_XREF=gi:18044113 /FEA=FLmRNA /CNT=33 /TID=Mm.29103.1 /TIER=FL+Stack /STK=17 /UG=Mm.29103 /LL=104943 /UG_GENE=AU
MOE430_2_1418919_at 28.1 124.7 A P 0.11 0.00293 2.1 I 0.00002 gb:NM_028232.1 /DB_XREF=gi:13386293 /GEN=3300001M08Rik /FEA=FLmRNA /CNT=45 /TID=Mm.153202.1 /TIER=FL+Stack /STK=16 /UG=Mm.153202 /
MOE430_2_1419020_at 1 6 A A 0.94 0.43 2.1 NC 0.24 gb:NM_008118.1 /DB_XREF=gi:6679998 /GEN=Gif /FEA=FLmRNA /CNT=18 /TID=Mm.456.1 /TIER=FL+Stack /STK=15 /UG=Mm.456 /LL=14603 /DEF=Mus
MOE430_2_1419542_at 1.1 5.5 A A 0.8 0.39 2.1 NC 0.02 gb:AK014854.1 /DB_XREF=gi:12852938 /GEN=Dazl /FEA=FLmRNA /CNT=268 /TID=Mm.15050.1 /TIER=Stack /STK=243 /UG=Mm.15050 /LL=13164 /UG_T
MOE430_2_1419793_at 1.4 8.3 A A 0.56 0.11 2.1 NC 0.11 gb:BG069991 /DB_XREF=gi:12552648 /DB_XREF=H3083D07-3 /CLONE=H3083D07 /FEA=EST /CNT=2 /TID=Mm.25872.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420108_at 0.8 2.8 A A 0.69 0.27 2.1 NC 0.5 gb:BG074689 /DB_XREF=gi:12557258 /DB_XREF=H3138B02-3 /CLONE=H3138B02 /FEA=EST /CNT=1 /TID=Mm.172079.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420137_at 0.8 5.3 A A 0.66 0.36 2.1 NC 0.16 gb:AI427540 /DB_XREF=gi:4273466 /DB_XREF=mm09d03.x1 /CLONE=IMAGE:520997 /FEA=EST /CNT=1 /TID=Mm.174122.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420149_at 1.2 6.6 A A 0.72 0.36 2.1 NC 0.48 gb:AA673515 /DB_XREF=gi:2646797 /DB_XREF=vp49h12.r1 /CLONE=IMAGE:1080071 /FEA=EST /CNT=1 /TID=Mm.6159.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420338_at 0.8 3.4 A A 0.82 0.5 2.1 NC 0.04 gb:L34570.1 /DB_XREF=gi:509607 /FEA=FLmRNA /CNT=16 /TID=Mm.4584.1 /TIER=FL /STK=6 /UG=Mm.4584 /LL=11687 /UG_GENE=Alox15 /DEF=Mouse
MOE430_2_1420545_a_ 1.1 7 A A 0.36 0.14 2.1 NC 0.04 gb:NM_029716.1 /DB_XREF=gi:13386435 /GEN=1700112L09Rik /FEA=FLmRNA /CNT=12 /TID=Mm.41190.1 /TIER=FL /STK=4 /UG=Mm.41190 /LL=76724 /
MOE430_2_1420983_at 6.8 16.3 A A 0.5 0.24 2.1 NC 0.05 gb:NM_008796.1 /DB_XREF=gi:6679234 /GEN=Pctp /FEA=FLmRNA /CNT=38 /TID=Mm.5062.1 /TIER=FL /STK=2 /UG=Mm.5062 /LL=18559 /DEF=Mus mu
MOE430_2_1421092_at 1.6 12.9 A A 0.75 0.12 2.1 NC 0.009292 gb:AK014346.1 /DB_XREF=gi:12852133 /FEA=FLmRNA /CNT=23 /TID=Mm.20286.1 /TIER=Stack /STK=10 /UG=Mm.20286 /LL=68054 /UG_GENE=4632419
MOE430_2_1421304_at 1.6 9.5 A P 0.3 0.04 2.1 NC 0.17 gb:NM_008462.1 /DB_XREF=gi:6680587 /GEN=Klra2 /FEA=FLmRNA /CNT=12 /TID=Mm.4783.1 /TIER=FL /STK=2 /UG=Mm.4783 /LL=16633 /DEF=Mus mu
MOE430_2_1421356_at 2.7 10.6 A A 0.72 0.17 2.1 NC 0.006503 gb:NM_009359.1 /DB_XREF=gi:6678300 /GEN=Tex9 /FEA=FLmRNA /CNT=9 /TID=Mm.14485.1 /TIER=FL /STK=2 /UG=Mm.14485 /LL=21778 /DEF=Mus m
MOE430_2_1421613_at 1.9 9.1 A A 0.56 0.09 2.1 NC 0.04 gb:NM_026230.1 /DB_XREF=gi:13385733 /GEN=4933432H23Rik /FEA=FLmRNA /CNT=4 /TID=Mm.46719.1 /TIER=FL /STK=2 /UG=Mm.46719 /LL=67552 /
MOE430_2_1421629_at 1.9 6.5 A A 0.56 0.12 2.1 NC 0.06 gb:NM_017369.1 /DB_XREF=gi:8393395 /GEN=Gabre /FEA=FLmRNA /CNT=3 /TID=Mm.40371.1 /TIER=FL /STK=2 /UG=Mm.40371 /LL=14404 /DEF=Mus m
MOE430_2_1421758_at 4.1 14.5 A A 0.66 0.43 2.1 NC 0.01 gb:NM_008673.1 /DB_XREF=gi:6679013 /GEN=Nat1 /FEA=FLmRNA /CNT=2 /TID=Mm.14125.1 /TIER=FL /STK=2 /UG=Mm.14125 /LL=17960 /DEF=Mus m
MOE430_2_1421795_s_ 2.7 12 A A 0.43 0.06 2.1 NC 0.005409 gb:NM_021378.1 /DB_XREF=gi:10946713 /GEN=Klrc3 /FEA=FLmRNA /CNT=2 /TID=Mm.103786.1 /TIER=FL /STK=2 /UG=Mm.103786 /LL=58179 /DEF=Mu
MOE430_2_1422099_a_ 0.6 9 A A 0.79 0.3 2.1 NC 0.004925 gb:AF126469.1 /DB_XREF=gi:18000076 /FEA=FLmRNA /CNT=8 /TID=Mm.2991.1 /TIER=FL /STK=1 /UG=Mm.2991 /LL=18389 /UG_GENE=Oprl /DEF=Mus 
MOE430_2_1422378_at 0.6 5.5 A A 0.82 0.21 2.1 NC 0.01 gb:NM_053228.1 /DB_XREF=gi:16716538 /GEN=V1rb7 /FEA=FLmRNA /CNT=1 /TID=Mm.213178.1 /TIER=FL /STK=1 /UG=Mm.213178 /LL=113855 /DEF=M
MOE430_2_1422905_s_ 2.4 11 A A 0.75 0.46 2.1 NC 0.13 gb:NM_018881.1 /DB_XREF=gi:9256538 /GEN=Fmo2 /FEA=FLmRNA /CNT=43 /TID=Mm.10929.1 /TIER=FL+Stack /STK=8 /UG=Mm.10929 /LL=55990 /DE
MOE430_2_1424030_at 4.5 5.9 A A 0.33 0.33 2.1 NC 0.37 gb:BC013080.1 /DB_XREF=gi:15341815 /FEA=FLmRNA /CNT=113 /TID=Mm.25552.1 /TIER=FL+Stack /STK=60 /UG=Mm.25552 /LL=195733 /UG_GENE=M
MOE430_2_1424107_at 4.5 39.9 A P 0.09 0.00293 2.1 I 0.000046 gb:BC016095.1 /DB_XREF=gi:16359264 /FEA=FLmRNA /CNT=93 /TID=Mm.26441.1 /TIER=FL+Stack /STK=53 /UG=Mm.26441 /DEF=Mus musculus, Simila
MOE430_2_1424153_s_ 1.7 6.6 A A 0.6 0.12 2.1 NC 0.05 gb:BG064756 /DB_XREF=gi:12547319 /DB_XREF=H3023E05-3 /CLONE=H3023E05 /FEA=FLmRNA /CNT=79 /TID=Mm.28388.1 /TIER=Stack /STK=11 /UG
MOE430_2_1424383_at 5.2 13.9 A A 0.5 0.43 2.1 NC 0.5 gb:BC003277.1 /DB_XREF=gi:13096963 /FEA=FLmRNA /CNT=61 /TID=Mm.27587.1 /TIER=FL+Stack /STK=35 /UG=Mm.27587 /DEF=Mus musculus, Simila
MOE430_2_1425408_a_ 0.9 2.8 A A 0.78 0.5 2.1 NC 0.01 gb:BC024774.1 /DB_XREF=gi:19353722 /FEA=FLmRNA /CNT=4 /TID=Mm.179408.1 /TIER=FL /STK=2 /UG=Mm.179408 /LL=69239 /UG_GENE=2610034M1
MOE430_2_1425470_at 0.5 3.5 A A 0.86 0.87 2.1 NC 0.5 gb:BC003855.1 /DB_XREF=gi:13277980 /FEA=FLmRNA /CNT=238 /TID=Mm.1232.1 /TIER=FL /STK=1 /UG=Mm.1232 /DEF=Mus musculus, clone MGC:643
MOE430_2_1426766_at 0.9 2.9 A A 0.8 0.39 2.1 NC 0.01 gb:AK018106.1 /DB_XREF=gi:12857669 /FEA=mRNA /CNT=137 /TID=Mm.27768.1 /TIER=Stack /STK=72 /UG=Mm.27768 /LL=103712 /UG_GENE=6330403
MOE430_2_1426938_at 2.8 10.5 A A 0.63 0.53 2.1 NC 0.1 gb:BM205191 /DB_XREF=gi:17760267 /DB_XREF=C0280B07-3 /CLONE=C0280B07 /FEA=mRNA /CNT=53 /TID=Mm.103793.1 /TIER=Stack /STK=36 /UG=
MOE430_2_1427307_a_ 2.2 9.9 A A 0.39 0.3 2.1 NC 0.5 gb:Y08380.1 /DB_XREF=gi:1771279 /GEN=mdab1 /FEA=mRNA /CNT=30 /TID=Mm.18527.2 /TIER=Stack /STK=11 /UG=Mm.18527 /LL=13131 /DEF=M.mus
MOE430_2_1427426_at 0.2 2.3 A A 0.75 0.6 2.1 NC 0.38 gb:AV362204 /DB_XREF=gi:16397539 /DB_XREF=AV362204 /CLONE=7730402H11 /FEA=mRNA /CNT=11 /TID=Mm.39371.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1427489_at 12.1 54.8 A P 0.12 0.001953 2.1 I 0.00002 gb:BB623587 /DB_XREF=gi:15398188 /DB_XREF=BB623587 /CLONE=6720490N21 /FEA=mRNA /CNT=21 /TID=Mm.220860.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427507_at 0.8 5.4 A A 0.96 0.39 2.1 NC 0.03 gb:AI385992 /DB_XREF=gi:4199455 /DB_XREF=ml53d09.y1 /CLONE=IMAGE:515729 /FEA=mRNA /CNT=8 /TID=Mm.179733.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427787_at 0.9 5.3 A A 0.69 0.43 2.1 NC 0.44 gb:AA438081 /DB_XREF=gi:2142995 /DB_XREF=vd22b02.s1 /CLONE=IMAGE:793227 /FEA=mRNA /CNT=5 /TID=Mm.155621.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427828_at 3 12.3 A P 0.36 0.00293 2.1 NC 0.11 gb:AF014454.1 /DB_XREF=gi:2897088 /FEA=mRNA /CNT=1 /TID=Mm.23794.1 /TIER=ConsEnd /STK=0 /UG=Mm.23794 /UG_TITLE=Mus musculus murine r
MOE430_2_1428206_at 4.7 20.2 A A 0.36 0.24 2.1 NC 0.5 gb:AK008760.1 /DB_XREF=gi:12843153 /FEA=mRNA /CNT=78 /TID=Mm.22361.1 /TIER=Stack /STK=72 /UG=Mm.22361 /LL=74259 /UG_GENE=2210021E0
MOE430_2_1428671_at 3.2 11.3 A A 0.36 0.21 2.1 NC 0.36 gb:AK008617.1 /DB_XREF=gi:12842910 /FEA=mRNA /CNT=44 /TID=Mm.46332.1 /TIER=Stack /STK=26 /UG=Mm.46332 /LL=72275 /UG_GENE=2200002D0
MOE430_2_1429102_at 2.2 9.7 A A 0.53 0.39 2.1 NC 0.62 gb:AK005944.1 /DB_XREF=gi:12838787 /FEA=mRNA /CNT=14 /TID=Mm.78390.1 /TIER=Stack /STK=12 /UG=Mm.78390 /LL=76920 /UG_GENE=1700013E0
MOE430_2_1429499_at 28.4 98.4 P P 0.01 0.000244 2.1 I 0.00002 gb:AK011820.1 /DB_XREF=gi:12848185 /GEN=Fbxo31 /FEA=mRNA /CNT=66 /TID=Mm.197520.1 /TIER=Stack /STK=17 /UG=Mm.197520 /LL=67141 /UG_T
MOE430_2_1429718_at 0.3 2 A A 0.96 0.78 2.1 NC 0.01 gb:BB782729 /DB_XREF=gi:16943429 /DB_XREF=BB782729 /CLONE=G430083B06 /FEA=mRNA /CNT=39 /TID=Mm.38122.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429764_at 133.7 515.8 P P 0.000732 0.000244 2.1 I 0.00002 gb:BG065731 /DB_XREF=gi:12548294 /DB_XREF=H3034F01-3 /CLONE=H3034F01 /FEA=mRNA /CNT=52 /TID=Mm.34131.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1430331_at 1.2 9.1 A A 0.88 0.63 2.1 NC 0.03 gb:AK016897.1 /DB_XREF=gi:12855875 /FEA=mRNA /CNT=9 /TID=Mm.200744.1 /TIER=ConsEnd /STK=2 /UG=Mm.200744 /LL=71115 /UG_GENE=493342
MOE430_2_1430362_at 3.1 10.1 A A 0.66 0.19 2.1 NC 0.02 gb:AI606154 /DB_XREF=gi:4615321 /DB_XREF=vo14d01.x1 /CLONE=IMAGE:1049857 /FEA=mRNA /CNT=7 /TID=Mm.177375.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1430405_at 1.4 6.7 A P 0.36 0.005859 2.1 NC 0.009292 gb:AK006854.1 /DB_XREF=gi:12840131 /FEA=mRNA /CNT=4 /TID=Mm.158997.1 /TIER=ConsEnd /STK=2 /UG=Mm.158997 /LL=73362 /UG_GENE=170006
MOE430_2_1430967_at 1.1 4.1 A A 0.91 0.46 2.1 NC 0.07 gb:AV169086 /DB_XREF=gi:5375523 /DB_XREF=AV169086 /CLONE=3110080O07 /FEA=mRNA /CNT=3 /TID=Mm.158972.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431140_at 1.1 6.3 A A 0.78 0.43 2.1 NC 0.06 gb:AK014834.1 /DB_XREF=gi:12852905 /FEA=mRNA /CNT=11 /TID=Mm.218218.1 /TIER=ConsEnd /STK=0 /UG=Mm.218218 /LL=75778 /UG_GENE=49215
MOE430_2_1431162_a_ 2.2 11.3 A A 0.5 0.11 2.1 NC 0.05 gb:AK020248.1 /DB_XREF=gi:12860771 /GEN=Enah /FEA=mRNA /CNT=8 /TID=Mm.87759.5 /TIER=ConsEnd /STK=0 /UG=Mm.87759 /LL=13800 /UG_TITL
MOE430_2_1431185_at 0.6 2.7 A A 0.99 0.91 2.1 NC 0.11 gb:AK015685.1 /DB_XREF=gi:12854110 /FEA=mRNA /CNT=8 /TID=Mm.87368.1 /TIER=ConsEnd /STK=0 /UG=Mm.87368 /LL=75015 /UG_GENE=4930483N
MOE430_2_1431899_at 2.7 6.2 A A 0.63 0.27 2.1 NC 0.13 gb:AK018683.1 /DB_XREF=gi:12858512 /FEA=mRNA /CNT=1 /TID=Mm.159240.1 /TIER=ConsEnd /STK=0 /UG=Mm.159240 /LL=74561 /UG_GENE=913041



MOE430_2_1431925_at 1.9 6.6 A A 0.75 0.27 2.1 NC 0.02 gb:AK017043.1 /DB_XREF=gi:12856099 /FEA=mRNA /CNT=1 /TID=Mm.159215.1 /TIER=ConsEnd /STK=0 /UG=Mm.159215 /LL=74473 /UG_GENE=493343
MOE430_2_1432213_at 2.1 10 A A 0.66 0.63 2.1 NC 0.6 gb:AK020597.1 /DB_XREF=gi:12861223 /FEA=mRNA /CNT=1 /TID=Mm.160087.1 /TIER=ConsEnd /STK=0 /UG=Mm.160087 /LL=78419 /UG_GENE=953004
MOE430_2_1432602_at 1 7.6 A A 0.36 0.14 2.1 NC 0.5 gb:BB187157 /DB_XREF=gi:8847728 /DB_XREF=BB187157 /CLONE=A330040K13 /FEA=mRNA /CNT=3 /TID=Mm.195887.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432685_at 1.2 7.7 A A 0.8 0.33 2.1 NC 0.21 gb:AK014935.1 /DB_XREF=gi:12853061 /FEA=mRNA /CNT=2 /TID=Mm.158481.1 /TIER=ConsEnd /STK=0 /UG=Mm.158481 /LL=70888 /UG_GENE=492152
MOE430_2_1432933_at 1.7 6 A A 0.66 0.17 2.1 NC 0.09 gb:AK015244.1 /DB_XREF=gi:12853504 /FEA=mRNA /CNT=1 /TID=Mm.159270.1 /TIER=ConsEnd /STK=0 /UG=Mm.159270 /LL=74639 /UG_GENE=493042
MOE430_2_1432999_at 2.5 7.6 A A 0.66 0.56 2.1 NC 0.05 gb:AK018171.1 /DB_XREF=gi:12857768 /FEA=mRNA /CNT=1 /TID=Mm.159774.1 /TIER=ConsEnd /STK=0 /UG=Mm.159774 /LL=76732 /UG_GENE=633041
MOE430_2_1433048_at 3.2 11.5 A A 0.72 0.08 2.1 NC 0.008511 gb:AK016970.1 /DB_XREF=gi:12855991 /FEA=mRNA /CNT=1 /TID=Mm.158623.1 /TIER=ConsEnd /STK=0 /UG=Mm.158623 /LL=71218 /UG_GENE=493342
MOE430_2_1433232_at 3.3 12.5 A P 0.3 0.03 2.1 NC 0.19 gb:AK016932.1 /DB_XREF=gi:12855928 /FEA=mRNA /CNT=1 /TID=Mm.158611.1 /TIER=ConsEnd /STK=0 /UG=Mm.158611 /LL=71189 /UG_GENE=493342
MOE430_2_1433423_at 2.9 13.1 A M 0.53 0.05 2.1 I 0.001651 gb:AK008679.1 /DB_XREF=gi:12843019 /FEA=mRNA /CNT=1 /TID=Mm.159743.1 /TIER=ConsEnd /STK=0 /UG=Mm.159743 /LL=76579 /UG_GENE=221000
MOE430_2_1434984_at 3.1 13.6 A A 0.53 0.36 2.1 NC 0.45 gb:AI844658 /DB_XREF=gi:5488564 /DB_XREF=UI-M-AL1-ahr-d-04-0-UI.s1 /CLONE=UI-M-AL1-ahr-d-04-0-UI /FEA=EST /CNT=23 /TID=Mm.17613.1 /
MOE430_2_1436090_at 0.9 5.1 A A 0.75 0.5 2.1 NC 0.23 gb:BB129371 /DB_XREF=gi:16266199 /DB_XREF=BB129371 /CLONE=9630038I02 /FEA=EST /CNT=13 /TID=Mm.131962.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436139_at 0.8 5.4 A A 0.42 0.63 2.1 NC 0.71 gb:AV328974 /DB_XREF=gi:16396003 /DB_XREF=AV328974 /CLONE=6330445K22 /FEA=EST /CNT=11 /TID=Mm.115096.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436304_at 2.1 7.4 A A 0.45 0.43 2.1 NC 0.5 gb:BB025239 /DB_XREF=gi:15403454 /DB_XREF=BB025239 /CLONE=5330427D20 /FEA=EST /CNT=46 /TID=Mm.127233.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436381_at 7.1 27.6 A A 0.46 0.39 2.1 NC 0.5 gb:BQ175774 /DB_XREF=gi:20351266 /DB_XREF=UI-M-DJ2-bwe-l-14-0-UI.s1 /CLONE=UI-M-DJ2-bwe-l-14-0-UI /FEA=EST /CNT=14 /TID=Mm.32754.1
MOE430_2_1436565_at 0.9 3.5 A A 0.66 0.3 2.1 NC 0.13 gb:BB506121 /DB_XREF=gi:9515083 /DB_XREF=BB506121 /CLONE=D730006F21 /FEA=EST /CNT=12 /TID=Mm.30300.2 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436790_a_ 0.2 2.2 A A 0.63 0.56 2.1 NC 0.5 gb:BG072739 /DB_XREF=gi:12555308 /DB_XREF=H3114D07-3 /CLONE=H3114D07 /FEA=EST /CNT=75 /TID=Mm.6238.2 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1437430_at 4.8 20.3 A A 0.56 0.21 2.1 NC 0.04 gb:BB010894 /DB_XREF=gi:16257215 /DB_XREF=BB010894 /CLONE=4732498E12 /FEA=EST /CNT=19 /TID=Mm.138278.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437751_at 15 53.5 P P 0.02 0.00293 2.1 I 0.000027 gb:AV337619 /DB_XREF=gi:16396513 /DB_XREF=AV337619 /CLONE=6430402E12 /FEA=EST /CNT=39 /TID=Mm.10707.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1438135_at 0.8 3.7 A A 0.94 0.33 2.1 NC 0.004925 gb:BB541573 /DB_XREF=gi:16447211 /DB_XREF=BB541573 /CLONE=E130114P18 /FEA=EST /CNT=12 /TID=Mm.138083.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438434_at 26.6 127.3 P P 0.000732 0.001221 2.1 I 0.00013 gb:AV349116 /DB_XREF=gi:16397134 /DB_XREF=AV349116 /CLONE=6530401L14 /FEA=EST /CNT=19 /TID=Mm.45753.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438701_at 1.8 5.8 A A 0.46 0.3 2.1 NC 0.36 gb:BB130665 /DB_XREF=gi:16266304 /DB_XREF=BB130665 /CLONE=9630046I24 /FEA=EST /CNT=21 /TID=Mm.117982.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439916_at 3.3 7 A A 0.59 0.24 2.1 NC 0.05 gb:BB333106 /DB_XREF=gi:16403984 /DB_XREF=BB333106 /CLONE=B830007H12 /FEA=EST /CNT=7 /TID=Mm.210242.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440208_at 0.7 3.9 A A 0.6 0.43 2.1 NC 0.44 gb:BE691393 /DB_XREF=gi:10079017 /DB_XREF=ut16b09.x1 /CLONE=IMAGE:3328025 /FEA=EST /CNT=14 /TID=Mm.33212.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1441019_at 7.9 12.3 A A 0.3 0.14 2.1 NC 0.41 gb:BB012129 /DB_XREF=gi:16257282 /DB_XREF=BB012129 /CLONE=4930407I20 /FEA=EST /CNT=6 /TID=Mm.48733.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441211_at 1.1 7.5 A A 0.69 0.27 2.1 NC 0.09 gb:BE865070 /DB_XREF=gi:10386746 /DB_XREF=UI-M-BH2.1-apn-e-11-0-UI.r1 /CLONE=UI-M-BH2.1-apn-e-11-0-UI /FEA=EST /CNT=5 /TID=Mm.7104
MOE430_2_1441232_at 5 17.9 A P 0.27 0.03 2.1 NC 0.19 gb:BE957315 /DB_XREF=gi:10602740 /DB_XREF=UI-M-BG2-bce-g-06-0-UI.s1 /CLONE=UI-M-BG2-bce-g-06-0-UI /FEA=EST /CNT=5 /TID=Mm.82607.1
MOE430_2_1441452_at 2.5 9.2 A A 0.6 0.24 2.1 NC 0.01 gb:BB372680 /DB_XREF=gi:16407098 /DB_XREF=BB372680 /CLONE=C130066G14 /FEA=EST /CNT=4 /TID=Mm.155540.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441730_at 1.2 4.7 A A 0.72 0.39 2.1 NC 0.5 gb:AI893572 /DB_XREF=gi:5599474 /DB_XREF=mq03h07.x1 /CLONE=IMAGE:577693 /FEA=EST /CNT=4 /TID=Mm.137935.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1442010_at 4.8 28.4 A A 0.5 0.36 2.1 NC 0.5 gb:BF462703 /DB_XREF=gi:11531886 /DB_XREF=UI-M-CG0p-bng-f-07-0-UI.s1 /CLONE=UI-M-CG0p-bng-f-07-0-UI /FEA=EST /CNT=10 /TID=Mm.1506
MOE430_2_1442268_a_ 4.3 13.1 A A 0.6 0.27 2.1 NC 0.004481 gb:BB749041 /DB_XREF=gi:16153277 /DB_XREF=BB749041 /CLONE=G030102G19 /FEA=EST /CNT=5 /TID=Mm.22782.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442289_at 1.3 14.5 A M 0.78 0.06 2.1 I 0.000272 gb:AV296729 /DB_XREF=gi:16392863 /DB_XREF=AV296729 /CLONE=5730443E18 /FEA=EST /CNT=5 /TID=Mm.180329.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442612_at 0.1 1.9 A A 0.53 0.27 2.1 NC 0.01 gb:BB283688 /DB_XREF=gi:8984137 /DB_XREF=BB283688 /CLONE=A930103A20 /FEA=EST /CNT=4 /TID=Mm.33432.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442694_at 2.7 14.1 A A 0.66 0.39 2.1 NC 0.41 gb:BG066676 /DB_XREF=gi:12549168 /DB_XREF=H3044G09-3 /CLONE=H3044G09 /FEA=EST /CNT=4 /TID=Mm.25046.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442821_at 0.9 5.3 A A 0.79 0.49 2.1 NC 0.13 gb:BB204438 /DB_XREF=gi:16351839 /DB_XREF=BB204438 /CLONE=A430057N19 /FEA=EST /CNT=5 /TID=Mm.44061.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442842_at 1.4 5.2 A A 0.82 0.78 2.1 NC 0.09 gb:BB165102 /DB_XREF=gi:16268870 /DB_XREF=BB165102 /CLONE=A130081F14 /FEA=EST /CNT=4 /TID=Mm.102158.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442945_at 2.3 8.8 A A 0.6 0.19 2.1 I 0.001832 gb:BG072448 /DB_XREF=gi:12555017 /DB_XREF=H3110F05-3 /CLONE=H3110F05 /FEA=EST /CNT=3 /TID=Mm.45647.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443011_at 2.9 5.7 A A 0.5 0.27 2.1 NC 0.09 gb:BB534788 /DB_XREF=gi:16446448 /DB_XREF=BB534788 /CLONE=E030038O15 /FEA=EST /CNT=3 /TID=Mm.136809.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443028_at 1.5 8.2 A A 0.63 0.12 2.1 NC 0.2 gb:BB125580 /DB_XREF=gi:15408205 /DB_XREF=BB125580 /CLONE=9630006B12 /FEA=EST /CNT=3 /TID=Mm.44546.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443405_at 1.9 11.8 A A 0.36 0.27 2.1 NC 0.5 gb:BB201852 /DB_XREF=gi:16271635 /DB_XREF=BB201852 /CLONE=A430042C01 /FEA=EST /CNT=3 /TID=Mm.165812.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443541_at 1.2 6.2 A A 0.39 0.21 2.1 NC 0.31 gb:BB504875 /DB_XREF=gi:16442759 /DB_XREF=BB504875 /CLONE=D630050G19 /FEA=EST /CNT=3 /TID=Mm.137941.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443623_a_ 1.5 7 A A 0.82 0.5 2.1 NC 0.36 gb:BE951181 /DB_XREF=gi:10590266 /DB_XREF=UI-M-BH4-azg-f-10-0-UI.s1 /CLONE=UI-M-BH4-azg-f-10-0-UI /FEA=EST /CNT=3 /TID=Mm.71039.1 /
MOE430_2_1443994_at 0.2 2.9 A A 0.91 0.72 2.1 NC 0.13 gb:BB038825 /DB_XREF=gi:16258511 /DB_XREF=BB038825 /CLONE=6030407O03 /FEA=EST /CNT=7 /TID=Mm.101687.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444081_at 0.9 6.4 A A 0.75 0.36 2.1 NC 0.11 gb:BB298274 /DB_XREF=gi:16402048 /DB_XREF=BB298274 /CLONE=B130066H10 /FEA=EST /CNT=6 /TID=Mm.155364.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444163_at 2.4 11.9 A A 0.72 0.21 2.1 NC 0.11 gb:BB049667 /DB_XREF=gi:16259526 /DB_XREF=BB049667 /CLONE=6530411J22 /FEA=EST /CNT=5 /TID=Mm.113940.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444190_at 2.4 11.6 A A 0.75 0.6 2.1 NC 0.2 gb:BM939316 /DB_XREF=gi:19398468 /DB_XREF=UI-M-BZ1-bkn-h-12-0-UI.r1 /CLONE=UI-M-BZ1-bkn-h-12-0-UI /FEA=EST /CNT=5 /TID=Mm.131126.
MOE430_2_1444440_at 1.5 10.8 A A 0.69 0.11 2.1 NC 0.07 gb:BB532764 /DB_XREF=gi:16446149 /DB_XREF=BB532764 /CLONE=E030026K04 /FEA=EST /CNT=4 /TID=Mm.34999.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444571_at 3.4 14.7 A P 0.39 0.008057 2.1 NC 0.00712 gb:AI480799 /DB_XREF=gi:4374025 /DB_XREF=ve52a07.x1 /CLONE=IMAGE:821748 /FEA=EST /CNT=4 /TID=Mm.179843.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444613_at 1.3 11.1 A A 0.63 0.46 2.1 NC 0.22 gb:BG229621 /DB_XREF=gi:12717125 /DB_XREF=uu97b12.x1 /CLONE=IMAGE:3384526 /FEA=EST /CNT=4 /TID=Mm.171306.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444650_at 3.8 13.4 A A 0.69 0.46 2.1 NC 0.5 gb:BF151040 /DB_XREF=gi:11032435 /DB_XREF=uy91h07.x1 /CLONE=IMAGE:3666973 /FEA=EST /CNT=4 /TID=Mm.125848.2 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444676_at 2.6 8.7 A A 0.63 0.17 2.1 NC 0.15 gb:BB205578 /DB_XREF=gi:16351995 /DB_XREF=BB205578 /CLONE=A430066N02 /FEA=EST /CNT=4 /TID=Mm.122707.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444771_at 1.5 10 A P 0.33 0.03 2.1 NC 0.18 gb:BB228490 /DB_XREF=gi:15410238 /DB_XREF=BB228490 /CLONE=A630014I05 /FEA=EST /CNT=4 /TID=Mm.208131.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444909_at 5.5 22.6 A A 0.63 0.14 2.1 I 0.000346 gb:AV251302 /DB_XREF=gi:16387611 /DB_XREF=AV251302 /CLONE=4833430I08 /FEA=EST /CNT=3 /TID=Mm.101739.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444979_at 0.5 3.2 A A 0.86 0.39 2.1 NC 0.02 gb:BG071830 /DB_XREF=gi:12554399 /DB_XREF=H3103F07-3 /CLONE=H3103F07 /FEA=EST /CNT=3 /TID=Mm.174026.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445013_at 0.8 3.7 A A 0.63 0.46 2.1 NC 0.5 gb:BG067370 /DB_XREF=gi:12549939 /DB_XREF=H3053F07-3 /CLONE=H3053F07 /FEA=EST /CNT=3 /TID=Mm.173015.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445054_at 3.4 10.4 A A 0.69 0.66 2.1 NC 0.5 gb:BG068663 /DB_XREF=gi:12551232 /DB_XREF=H3068A05-3 /CLONE=H3068A05 /FEA=EST /CNT=3 /TID=Mm.173630.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445085_at 1.9 6.6 A A 0.6 0.27 2.1 NC 0.05 gb:BG072331 /DB_XREF=gi:12554900 /DB_XREF=H3109C12-3 /CLONE=H3109C12 /FEA=EST /CNT=3 /TID=Mm.218084.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445230_at 2.2 11.5 A P 0.56 0.01 2.1 NC 0.02 gb:BM224192 /DB_XREF=gi:17785371 /DB_XREF=K0147D08-3 /CLONE=K0147D08 /FEA=EST /CNT=3 /TID=Mm.217948.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445491_at 4.2 23.1 A A 0.56 0.17 2.1 NC 0.25 gb:BG066670 /DB_XREF=gi:12549162 /DB_XREF=H3044G02-3 /CLONE=H3044G02 /FEA=EST /CNT=3 /TID=Mm.172789.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445800_at 0.4 2.9 A A 0.72 0.46 2.1 NC 0.28 gb:BG069101 /DB_XREF=gi:12551670 /DB_XREF=H3072G04-3 /CLONE=H3072G04 /FEA=EST /CNT=3 /TID=Mm.173767.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445807_at 0.9 4.2 A A 0.8 0.62 2.1 NC 0.22 gb:BB051025 /DB_XREF=gi:16259564 /DB_XREF=BB051025 /CLONE=6720422P08 /FEA=EST /CNT=3 /TID=Mm.190965.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446027_at 1.3 7.8 A A 0.56 0.14 2.1 NC 0.5 gb:BG069132 /DB_XREF=gi:12551701 /DB_XREF=H3073B01-3 /CLONE=H3073B01 /FEA=EST /CNT=2 /TID=Mm.143959.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446600_at 0.6 3.8 A A 0.88 0.5 2.1 NC 0.3 gb:BB169534 /DB_XREF=gi:16269253 /DB_XREF=BB169534 /CLONE=A230010G09 /FEA=EST /CNT=2 /TID=Mm.126122.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446832_at 0.2 0.6 A A 0.99 0.88 2.1 NC 0.17 gb:BG064650 /DB_XREF=gi:12547213 /DB_XREF=H3022C09-3 /CLONE=H3022C09 /FEA=EST /CNT=2 /TID=Mm.182587.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446884_at 1.5 6.4 A A 0.75 0.39 2.1 NC 0.26 gb:BG068311 /DB_XREF=gi:12550880 /DB_XREF=H3064A11-3 /CLONE=H3064A11 /FEA=EST /CNT=2 /TID=Mm.173543.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446905_at 0.3 2.6 A A 0.85 0.46 2.1 NC 0.02 gb:AU043549 /DB_XREF=gi:3979024 /DB_XREF=AU043549 /CLONE=J0906G02 /FEA=EST /CNT=2 /TID=Mm.17737.1 /TIER=ConsEnd /STK=2 /UG=Mm.17
MOE430_2_1447111_at 0.6 4.8 A A 0.96 0.6 2.1 NC 0.12 gb:BG071357 /DB_XREF=gi:12553926 /DB_XREF=H3097H02-3 /CLONE=H3097H02 /FEA=EST /CNT=2 /TID=Mm.173879.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447137_at 0.4 1.1 A A 0.9 0.39 2.1 NC 0.42 gb:AU019639 /DB_XREF=gi:3375223 /DB_XREF=AU019639 /CLONE=J0520E01 /FEA=EST /CNT=2 /TID=Mm.26176.1 /TIER=ConsEnd /STK=2 /UG=Mm.26
MOE430_2_1447147_at 2.6 12.8 A A 0.63 0.11 2.1 NC 0.03 gb:AI747732 /DB_XREF=gi:5125996 /DB_XREF=ul21e12.x1 /CLONE=IMAGE:2088238 /FEA=EST /CNT=2 /TID=Mm.52829.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447230_at 1.6 4.1 A A 0.75 0.21 2.1 NC 0.12 gb:BE954466 /DB_XREF=gi:10597024 /DB_XREF=UI-M-CE1-bam-a-02-0-UI.s1 /CLONE=UI-M-CE1-bam-a-02-0-UI /FEA=EST /CNT=2 /TID=Mm.101551
MOE430_2_1447402_at 0.9 6.2 A A 0.66 0.35 2.1 NC 0.41 gb:AI849052 /DB_XREF=gi:5492958 /DB_XREF=UI-M-AH1-agw-b-12-0-UI.s1 /CLONE=UI-M-AH1-agw-b-12-0-UI /FEA=EST /CNT=2 /TID=Mm.39622.1 /
MOE430_2_1447689_at 1.9 11 A A 0.33 0.27 2.1 NC 0.29 gb:AV221773 /DB_XREF=gi:6170950 /DB_XREF=AV221773 /CLONE=3526402H01 /FEA=EST /CNT=2 /TID=Mm.180744.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447722_at 0.6 4.4 A A 0.91 0.6 2.1 NC 0.5 gb:BE951141 /DB_XREF=gi:10590184 /DB_XREF=UI-M-BH4-azg-c-01-0-UI.s1 /CLONE=UI-M-BH4-azg-c-01-0-UI /FEA=EST /CNT=2 /TID=Mm.71050.1 
MOE430_2_1447834_at 2.2 9.4 A A 0.72 0.5 2.1 NC 0.18 gb:AV327327 /DB_XREF=gi:6367379 /DB_XREF=AV327327 /CLONE=6330418A09 /FEA=EST /CNT=2 /TID=Mm.181200.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447968_at 0.1 0.6 A A 0.91 0.87 2.1 NC 0.21 gb:BG066610 /DB_XREF=gi:12549102 /DB_XREF=H3044A11-3 /CLONE=H3044A11 /FEA=EST /CNT=4 /TID=Mm.25048.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448532_at 0.3 1.5 A A 0.95 0.3 2.1 NC 0.11 gb:AF158744.1 /DB_XREF=gi:15029140 /FEA=FLmRNA /CNT=68 /TID=Mm.46091.1 /TIER=FL+Stack /STK=63 /UG=Mm.46091 /LL=67310 /UG_GENE=1600
MOE430_2_1448854_s_ 1.2 7.5 A A 0.8 0.11 2.1 NC 0.006503 gb:NM_008645.1 /DB_XREF=gi:6678963 /GEN=Mug1 /FEA=FLmRNA /CNT=127 /TID=Mm.1311.1 /TIER=FL+Stack /STK=35 /UG=Mm.1311 /LL=17836 /DEF
MOE430_2_1448974_at 0.6 7.3 A A 0.66 0.12 2.1 NC 0.22 gb:BB418548 /DB_XREF=gi:16423418 /DB_XREF=BB418548 /CLONE=C530010N06 /FEA=FLmRNA /CNT=90 /TID=Mm.12871.1 /TIER=Stack /STK=10 /UG
MOE430_2_1449393_at 0.3 2.3 A A 0.82 0.66 2.1 NC 0.27 gb:NM_011364.1 /DB_XREF=gi:6755493 /GEN=Sh2d1a /FEA=FLmRNA /CNT=19 /TID=Mm.20880.1 /TIER=FL+Stack /STK=12 /UG=Mm.20880 /LL=20400 /
MOE430_2_1449707_at 0.9 4.9 A A 0.72 0.78 2.1 NC 0.5 gb:C80272 /DB_XREF=gi:2520602 /DB_XREF=C80272 /CLONE=J0079A06 /FEA=EST /CNT=1 /TID=Mm.196653.1 /TIER=ConsEnd /STK=0 /UG=Mm.19665
MOE430_2_1449953_at 4 17.8 A P 0.36 0.03 2.1 NC 0.01 gb:BB293820 /DB_XREF=gi:16401719 /DB_XREF=BB293820 /CLONE=B130020O19 /FEA=FLmRNA /CNT=21 /TID=Mm.64982.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1450142_a_ 2.9 9.5 A A 0.75 0.39 2.1 NC 0.14 gb:NM_130886.1 /DB_XREF=gi:18700027 /GEN=Bimp2 /FEA=FLmRNA /CNT=22 /TID=Mm.130832.1 /TIER=FL /STK=2 /UG=Mm.130832 /LL=170720 /DEF=
MOE430_2_1450143_at 1.5 4.6 A A 0.53 0.27 2.1 NC 0.13 gb:BB354696 /DB_XREF=gi:16405639 /DB_XREF=BB354696 /CLONE=C030001F11 /FEA=FLmRNA /CNT=20 /TID=Mm.42150.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450144_at 1.8 9.2 A P 0.43 0.03 2.1 NC 0.31 gb:NM_008867.1 /DB_XREF=gi:6679364 /GEN=Pla2g1br /FEA=FLmRNA /CNT=16 /TID=Mm.5092.1 /TIER=FL /STK=2 /UG=Mm.5092 /LL=18779 /DEF=Mus
MOE430_2_1450677_at 6.2 18 A P 0.14 0.001221 2.1 NC 0.009292 gb:NM_007691.1 /DB_XREF=gi:6680929 /GEN=Chek1 /FEA=FLmRNA /CNT=139 /TID=Mm.16753.1 /TIER=FL+Stack /STK=29 /UG=Mm.16753 /LL=12649 /
MOE430_2_1451009_at 2.1 12.6 A A 0.72 0.46 2.1 NC 0.5 gb:AK005854.1 /DB_XREF=gi:12838647 /FEA=FLmRNA /CNT=23 /TID=Mm.46159.1 /TIER=Stack /STK=17 /UG=Mm.46159 /LL=67504 /UG_GENE=1700010
MOE430_2_1451546_s_ 0.9 7.2 A A 0.91 0.69 2.1 NC 0.01 gb:BC019416.1 /DB_XREF=gi:18044441 /FEA=FLmRNA /CNT=23 /TID=Mm.29739.1 /TIER=FL+Stack /STK=10 /UG=Mm.29739 /DEF=Mus musculus, Simila
MOE430_2_1451647_at 0.9 5.5 A A 0.82 0.56 2.1 NC 0.17 gb:BC016094.1 /DB_XREF=gi:16359261 /FEA=FLmRNA /CNT=28 /TID=Mm.156243.1 /TIER=FL /STK=3 /UG=Mm.156243 /DEF=Mus musculus, Similar to so
MOE430_2_1451820_at 3.6 18.8 A A 0.63 0.39 2.1 NC 0.5 gb:BQ042613 /DB_XREF=gi:19791773 /DB_XREF=UI-M-EM0-bvf-l-20-0-UI.r1 /CLONE=IMAGE:5691427 /FEA=FLmRNA /CNT=9 /TID=Mm.44995.1 /TIER=
MOE430_2_1451883_at 3.4 12.7 A A 0.27 0.08 2.1 NC 0.5 gb:BC002189.1 /DB_XREF=gi:12805432 /FEA=FLmRNA /CNT=2 /TID=Mm.160366.1 /TIER=FL /STK=1 /UG=Mm.160366 /DEF=Mus musculus, clone MGC:7
MOE430_2_1451955_a_ 2 12.5 A A 0.56 0.43 2.1 NC 0.68 gb:AF247140.1 /DB_XREF=gi:15553130 /GEN=Cacna2d2 /FEA=FLmRNA /CNT=1 /TID=Mm.100236.2 /TIER=FL /STK=1 /UG=Mm.100236 /LL=56808 /DEF=
MOE430_2_1452284_at 180.9 809.6 P P 0.000244 0.000244 2.1 I 0.00002 gb:BC002298.1 /DB_XREF=gi:12805634 /FEA=mRNA /CNT=48 /TID=Mm.41639.1 /TIER=Stack /STK=25 /UG=Mm.41639 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452530_a_ 4.5 20.9 A A 0.69 0.5 2.1 NC 0.44 gb:X97306.1 /DB_XREF=gi:1934953 /GEN=CBFA2 /FEA=mRNA /CNT=1 /TID=Mm.4081.3 /TIER=ConsEnd /STK=0 /UG=Mm.4081 /LL=12394 /UG_TITLE=r
MOE430_2_1452968_at 1.3 5.9 A A 0.69 0.11 2.1 NC 0.16 gb:AK003674.1 /DB_XREF=gi:12834485 /FEA=mRNA /CNT=22 /TID=Mm.41556.1 /TIER=Stack /STK=17 /UG=Mm.41556 /LL=68588 /UG_GENE=1110014B0
MOE430_2_1452993_at 1 4 A A 0.88 0.53 2.1 NC 0.35 gb:AK017317.1 /DB_XREF=gi:12856497 /FEA=mRNA /CNT=21 /TID=Mm.33063.1 /TIER=Stack /STK=14 /UG=Mm.33063 /LL=71406 /UG_GENE=5430416O0
MOE430_2_1453085_at 1.3 9.4 A A 0.72 0.43 2.1 NC 0.21 gb:AK002574.1 /DB_XREF=gi:12832655 /FEA=mRNA /CNT=19 /TID=Mm.20149.1 /TIER=Stack /STK=8 /UG=Mm.20149 /LL=68348 /UG_GENE=0610012A11
MOE430_2_1453130_at 6.4 24.9 A P 0.21 0.008057 2.1 NC 0.06 gb:AK006168.1 /DB_XREF=gi:12839120 /FEA=mRNA /CNT=41 /TID=Mm.46049.1 /TIER=Stack /STK=27 /UG=Mm.46049 /LL=75560 /UG_GENE=1700020J0
MOE430_2_1453147_at 7.1 22.7 A A 0.72 0.46 2.1 NC 0.12 gb:AV251549 /DB_XREF=gi:16387642 /DB_XREF=AV251549 /CLONE=4833431M21 /FEA=mRNA /CNT=79 /TID=Mm.30605.2 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1453330_at 0.7 3.5 A A 0.93 0.78 2.1 NC 0.11 gb:AK002458.1 /DB_XREF=gi:12832456 /FEA=mRNA /CNT=9 /TID=Mm.45291.1 /TIER=ConsEnd /STK=6 /UG=Mm.45291 /LL=68339 /UG_GENE=0610010D
MOE430_2_1453439_at 1.7 8.6 A A 0.82 0.56 2.1 NC 0.5 gb:AK017352.1 /DB_XREF=gi:12856547 /FEA=mRNA /CNT=6 /TID=Mm.79700.1 /TIER=ConsEnd /STK=3 /UG=Mm.79700 /LL=71421 /UG_GENE=5430427O
MOE430_2_1453442_at 2.3 10.2 A A 0.6 0.08 2.1 NC 0.07 gb:AK009785.1 /DB_XREF=gi:12844796 /FEA=mRNA /CNT=5 /TID=Mm.158775.1 /TIER=ConsEnd /STK=3 /UG=Mm.158775 /LL=71930 /UG_GENE=231004
MOE430_2_1453544_at 1.9 8.1 A A 0.82 0.43 2.1 NC 0.28 gb:AK016891.1 /DB_XREF=gi:12855866 /FEA=mRNA /CNT=3 /TID=Mm.50914.1 /TIER=ConsEnd /STK=2 /UG=Mm.50914 /LL=71083 /UG_GENE=4933424F
MOE430_2_1453653_at 1.2 4.6 A A 0.96 0.6 2.1 NC 0.09 gb:AV335753 /DB_XREF=gi:6375805 /DB_XREF=AV335753 /CLONE=6330576A10 /FEA=mRNA /CNT=7 /TID=Mm.65360.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453807_at 0.3 2.7 A A 0.71 0.66 2.1 NC 0.5 gb:BI730484 /DB_XREF=gi:15707497 /DB_XREF=603350830F1 /CLONE=IMAGE:5358463 /FEA=mRNA /CNT=7 /TID=Mm.152954.1 /TIER=ConsEnd /STK=0
MOE430_2_1454086_a_ 1.7 6.4 A A 0.85 0.56 2.1 NC 0.09 gb:AK013416.1 /DB_XREF=gi:12850762 /GEN=Lmo2 /FEA=mRNA /CNT=1 /TID=Mm.29266.2 /TIER=ConsEnd /STK=0 /UG=Mm.29266 /LL=16909 /UG_TITL
MOE430_2_1454169_a_ 0.4 2.4 A A 0.98 0.75 2.1 NC 0.22 gb:AK017174.1 /DB_XREF=gi:12856288 /FEA=mRNA /CNT=1 /TID=Mm.68134.2 /TIER=ConsEnd /STK=0 /UG=Mm.68134 /LL=75988 /UG_GENE=5033415K
MOE430_2_1454241_at 1.6 5.6 A A 0.75 0.21 2.1 NC 0.09 gb:AK012504.1 /DB_XREF=gi:12849294 /FEA=mRNA /CNT=1 /TID=Mm.195640.1 /TIER=ConsEnd /STK=0 /UG=Mm.195640 /LL=72586 /UG_GENE=270006
MOE430_2_1454247_a_ 1.7 5.8 A A 0.56 0.18 2.1 NC 0.006503 gb:AK008784.1 /DB_XREF=gi:12843189 /GEN=Gpa33 /FEA=mRNA /CNT=1 /TID=Mm.46357.3 /TIER=ConsEnd /STK=0 /UG=Mm.46357 /LL=59290 /UG_TIT
MOE430_2_1454311_at 1.9 9.1 A A 0.6 0.5 2.1 NC 0.5 gb:BB029361 /DB_XREF=gi:8384112 /DB_XREF=BB029361 /CLONE=5830443G21 /FEA=mRNA /CNT=3 /TID=Mm.130735.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454366_at 5.6 23.9 A P 0.5 0.04 2.1 NC 0.01 gb:AV249817 /DB_XREF=gi:6237276 /DB_XREF=AV249817 /CLONE=4833419A21 /FEA=mRNA /CNT=2 /TID=Mm.66567.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454788_at 79 425.1 P P 0.01 0.000732 2.1 I 0.00002 gb:BQ176306 /DB_XREF=gi:20351798 /DB_XREF=UI-M-DJ2-bwg-p-01-0-UI.s1 /CLONE=UI-M-DJ2-bwg-p-01-0-UI /FEA=EST /CNT=79 /TID=Mm.27968
MOE430_2_1454854_at 2.9 19.7 A P 0.5 0.03 2.1 NC 0.11 gb:AV000952 /DB_XREF=gi:4777802 /DB_XREF=AV000952 /CLONE=0610010E22 /FEA=EST /CNT=46 /TID=Mm.35827.1 /TIER=Stack /STK=41 /UG=Mm.3
MOE430_2_1454999_at 3 8.7 A A 0.85 0.6 2.1 NC 0.5 gb:BB322180 /DB_XREF=gi:15411415 /DB_XREF=BB322180 /CLONE=B330013D18 /FEA=EST /CNT=34 /TID=Mm.101022.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1455074_at 1.3 11.7 A A 0.5 0.08 2.1 NC 0.28 gb:AV307860 /DB_XREF=gi:16393982 /DB_XREF=AV307860 /CLONE=5730555P05 /FEA=EST /CNT=39 /TID=Mm.17544.4 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455233_at 2.1 6.2 A A 0.75 0.53 2.1 NC 0.009292 gb:BE952357 /DB_XREF=gi:10592737 /DB_XREF=UI-M-CD0-ayl-g-09-0-UI.s1 /CLONE=UI-M-CD0-ayl-g-09-0-UI /FEA=EST /CNT=22 /TID=Mm.28378.2 
MOE430_2_1455664_at 2.1 10 A A 0.5 0.33 2.1 NC 0.5 gb:BE996483 /DB_XREF=gi:10681331 /DB_XREF=UI-M-CG0p-bif-h-06-0-UI.s1 /CLONE=UI-M-CG0p-bif-h-06-0-UI /FEA=EST /CNT=17 /TID=Mm.34378
MOE430_2_1455879_at 4.8 22.5 A A 0.6 0.3 2.1 NC 0.05 gb:BB818980 /DB_XREF=gi:16991609 /DB_XREF=BB818980 /CLONE=G730047F02 /FEA=EST /CNT=33 /TID=Mm.153383.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1456180_at 1 5 A A 0.8 0.66 2.1 NC 0.37 gb:AV333298 /DB_XREF=gi:16396251 /DB_XREF=AV333298 /CLONE=6330546B05 /FEA=EST /CNT=14 /TID=Mm.39720.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456238_at 2.6 15.9 A A 0.69 0.5 2.1 NC 0.16 gb:BB800442 /DB_XREF=gi:16970065 /DB_XREF=BB800442 /CLONE=G630029P17 /FEA=EST /CNT=13 /TID=Mm.152805.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456453_at 1.2 8.6 A A 0.94 0.52 2.1 I 0.000389 gb:BG075874 /DB_XREF=gi:12558443 /DB_XREF=H3152H03-3 /CLONE=H3152H03 /FEA=EST /CNT=10 /TID=Mm.103239.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456535_at 2.2 9.4 A A 0.72 0.56 2.1 NC 0.5 gb:AV372341 /DB_XREF=gi:16397883 /DB_XREF=AV372341 /CLONE=9030605B16 /FEA=EST /CNT=12 /TID=Mm.97651.1 /TIER=Stack /STK=9 /UG=Mm.9
MOE430_2_1456564_at 7.4 34.5 A A 0.56 0.27 2.1 NC 0.22 gb:BB765277 /DB_XREF=gi:16193398 /DB_XREF=BB765277 /CLONE=G370046P22 /FEA=EST /CNT=9 /TID=Mm.41419.2 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1456842_at 0.7 2.5 A A 0.75 0.63 2.1 NC 0.45 gb:BQ174097 /DB_XREF=gi:20349588 /DB_XREF=UI-M-DJ2-bvv-h-14-0-UI.s1 /CLONE=UI-M-DJ2-bvv-h-14-0-UI /FEA=EST /CNT=7 /TID=Mm.72267.1 
MOE430_2_1456968_at 1.3 2.9 A A 0.75 0.46 2.1 NC 0.08 gb:BM238187 /DB_XREF=gi:17873457 /DB_XREF=K0513D12-3 /CLONE=K0513D12 /FEA=EST /CNT=6 /TID=Mm.37638.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457008_at 1.1 6.3 A A 0.82 0.33 2.1 NC 0.21 gb:AW456706 /DB_XREF=gi:7026923 /DB_XREF=UI-M-BH3-aqv-c-09-0-UI.s1 /CLONE=UI-M-BH3-aqv-c-09-0-UI /FEA=EST /CNT=6 /TID=Mm.32694.1 /
MOE430_2_1457051_at 7.4 29.5 A P 0.11 0.00415 2.1 I 0.000101 gb:AV322565 /DB_XREF=gi:15406220 /DB_XREF=AV322565 /CLONE=6230400K21 /FEA=EST /CNT=8 /TID=Mm.32492.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457081_at 3.4 13.8 A A 0.39 0.12 2.1 NC 0.08 gb:BB502187 /DB_XREF=gi:16442502 /DB_XREF=BB502187 /CLONE=D630038D15 /FEA=EST /CNT=7 /TID=Mm.138054.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457241_at 0.8 1.6 A A 0.96 0.8 2.1 NC 0.03 gb:AW495604 /DB_XREF=gi:7065885 /DB_XREF=UI-M-BH3-avc-d-01-0-UI.s1 /CLONE=UI-M-BH3-avc-d-01-0-UI /FEA=EST /CNT=5 /TID=Mm.133570.1
MOE430_2_1457377_at 1.1 8.5 A A 0.62 0.36 2.1 NC 0.04 gb:BB253657 /DB_XREF=gi:16356243 /DB_XREF=BB253657 /CLONE=A730058H08 /FEA=EST /CNT=6 /TID=Mm.131490.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457527_at 0.4 3.1 A A 0.93 0.53 2.1 NC 0.007788 gb:BB326150 /DB_XREF=gi:16403633 /DB_XREF=BB326150 /CLONE=B430204L07 /FEA=EST /CNT=4 /TID=Mm.149318.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457551_at 2.7 12.4 A A 0.56 0.3 2.1 NC 0.5 gb:BB524771 /DB_XREF=gi:16444041 /DB_XREF=BB524771 /CLONE=D930022F08 /FEA=EST /CNT=4 /TID=Mm.210253.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457633_x_ 3.4 8.3 A A 0.82 0.69 2.1 NC 0.25 gb:AV005759 /DB_XREF=gi:4782609 /DB_XREF=AV005759 /CLONE=1010001P05 /FEA=EST /CNT=4 /TID=Mm.117162.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457894_at 2 5.7 A A 0.71 0.19 2.1 NC 0.39 gb:BB284616 /DB_XREF=gi:8985065 /DB_XREF=BB284616 /CLONE=A930106G20 /FEA=EST /CNT=4 /TID=Mm.125554.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458028_at 3.4 22.2 A P 0.39 0.03 2.1 NC 0.16 gb:BQ175436 /DB_XREF=gi:20350928 /DB_XREF=UI-M-DJ2-bwc-h-20-0-UI.s1 /CLONE=UI-M-DJ2-bwc-h-20-0-UI /FEA=EST /CNT=4 /TID=Mm.150131
MOE430_2_1458041_at 1.3 6 A A 0.53 0.53 2.1 NC 0.6 gb:BG066800 /DB_XREF=gi:12549369 /DB_XREF=H3047A12-3 /CLONE=H3047A12 /FEA=EST /CNT=3 /TID=Mm.5932.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458251_at 0.4 1.3 A A 0.98 0.78 2.1 NC 0.16 gb:AU022067 /DB_XREF=gi:3387026 /DB_XREF=AU022067 /CLONE=J0407H02 /FEA=EST /CNT=3 /TID=Mm.26298.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1458533_at 0.5 4.7 A A 0.78 0.46 2.1 NC 0.49 gb:BB350820 /DB_XREF=gi:16405327 /DB_XREF=BB350820 /CLONE=B930081P09 /FEA=EST /CNT=5 /TID=Mm.122371.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458534_at 1.2 3.8 A A 0.75 0.19 2.1 NC 0.18 gb:BB281929 /DB_XREF=gi:15411132 /DB_XREF=BB281929 /CLONE=A930034F15 /FEA=EST /CNT=5 /TID=Mm.44348.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458588_at 1 6.5 A A 0.39 0.39 2.1 NC 0.03 gb:BB091802 /DB_XREF=gi:16261090 /DB_XREF=BB091802 /CLONE=9430031L01 /FEA=EST /CNT=4 /TID=Mm.149012.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458672_at 1.5 7.5 A P 0.56 0.01 2.1 NC 0.01 gb:BB275292 /DB_XREF=gi:16400834 /DB_XREF=BB275292 /CLONE=A830092C01 /FEA=EST /CNT=5 /TID=Mm.139246.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459045_at 0.7 6.3 A A 0.56 0.33 2.1 NC 0.46 gb:BM942873 /DB_XREF=gi:19402736 /DB_XREF=UI-M-BZ1-bec-c-07-0-UI.r1 /CLONE=UI-M-BZ1-bec-c-07-0-UI /FEA=EST /CNT=3 /TID=Mm.153219.
MOE430_2_1459266_at 4.2 13.3 A A 0.5 0.11 2.1 NC 0.02 gb:AV352957 /DB_XREF=gi:16397282 /DB_XREF=AV352957 /CLONE=7030417P12 /FEA=EST /CNT=2 /TID=Mm.218538.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459322_at 1.3 8.4 A A 0.69 0.17 2.1 NC 0.13 gb:BB104577 /DB_XREF=gi:16261440 /DB_XREF=BB104577 /CLONE=9430092B11 /FEA=EST /CNT=2 /TID=Mm.215374.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459510_at 1.3 6.6 A A 0.63 0.46 2.1 NC 0.2 gb:BM250339 /DB_XREF=gi:17885609 /DB_XREF=K0848A07-3 /CLONE=K0848A07 /FEA=EST /CNT=2 /TID=Mm.214940.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459600_at 0.9 4.3 A A 0.91 0.5 2.1 NC 0.04 gb:BB108652 /DB_XREF=gi:16261603 /DB_XREF=BB108652 /CLONE=9530013I23 /FEA=EST /CNT=2 /TID=Mm.207326.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459631_at 3.2 15.5 A A 0.3 0.14 2.1 NC 0.08 gb:BM195005 /DB_XREF=gi:17746283 /DB_XREF=L0704F06-3 /CLONE=L0704F06 /FEA=EST /CNT=2 /TID=Mm.217497.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459716_at 2.4 9.7 A A 0.63 0.39 2.1 NC 0.02 gb:AI835735 /DB_XREF=gi:5469948 /DB_XREF=UI-M-AI0-aan-e-06-0-UI.s1 /CLONE=UI-M-AI0-aan-e-06-0-UI /FEA=EST /CNT=2 /TID=Mm.40733.1 /TI
MOE430_2_1459812_x_ 0.6 1.7 A A 0.5 0.56 2.1 NC 0.25 gb:AV338566 /DB_XREF=gi:6378618 /DB_XREF=AV338566 /CLONE=6430411D22 /FEA=EST /CNT=2 /TID=Mm.181535.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460160_at 1.7 9.3 A A 0.72 0.46 2.1 NC 0.48 gb:BB615512 /DB_XREF=gi:16455769 /DB_XREF=BB615512 /CLONE=4930520J05 /FEA=EST /CNT=3 /TID=Mm.72674.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460598_at 3.3 14.3 A A 0.6 0.24 2.1 NC 0.03 gb:AW212870 /DB_XREF=gi:6519015 /DB_XREF=uo68f05.x1 /CLONE=IMAGE:2647713 /FEA=EST /CNT=19 /TID=Mm.79307.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1460727_at 19.5 44.1 A A 0.24 0.09 2.1 NC 0.5 gb:AK004652.1 /DB_XREF=gi:12835974 /GEN=Ercc2 /FEA=FLmRNA /CNT=143 /TID=Mm.56990.1 /TIER=Stack /STK=101 /UG=Mm.56990 /LL=13871 /UG
MOE430_2_1416441_at 3.1 9.8 A A 0.63 0.35 2 NC 0.23 gb:NM_018755.1 /DB_XREF=gi:9055233 /GEN=Pgcp-pending /FEA=FLmRNA /CNT=151 /TID=Mm.14894.1 /TIER=FL+Stack /STK=89 /UG=Mm.14894 /LL=5
MOE430_2_1417089_a_ 2.8 11.4 A A 0.56 0.19 2 NC 0.55 gb:NM_009897.1 /DB_XREF=gi:6753427 /GEN=Ckmt1 /FEA=FLmRNA /CNT=113 /TID=Mm.970.1 /TIER=FL+Stack /STK=57 /UG=Mm.970 /LL=12716 /DEF=
MOE430_2_1417979_at 767.6 2763.4 P P 0.000244 0.000244 2 I 0.00002 gb:AF291655.1 /DB_XREF=gi:15077273 /FEA=FLmRNA /CNT=54 /TID=Mm.46221.1 /TIER=FL+Stack /STK=32 /UG=Mm.46221 /LL=64103 /UG_GENE=Tnm
MOE430_2_1418027_at 8.7 41 A P 0.19 0.001221 2 I 0.00002 gb:BE986864 /DB_XREF=gi:10661625 /DB_XREF=UI-M-CG0p-bez-f-11-0-UI.s1 /CLONE=UI-M-CG0p-bez-f-11-0-UI /FEA=FLmRNA /CNT=86 /TID=Mm.
MOE430_2_1418682_at 1 3.1 A A 0.21 0.33 2 NC 0.23 gb:NM_009350.1 /DB_XREF=gi:6678282 /GEN=Tenr /FEA=FLmRNA /CNT=27 /TID=Mm.8122.1 /TIER=FL+Stack /STK=20 /UG=Mm.8122 /LL=21744 /DEF=
MOE430_2_1418683_at 4.5 14.6 A A 0.63 0.43 2 NC 0.27 gb:NM_011698.1 /DB_XREF=gi:6755970 /GEN=Veli2-pending /FEA=FLmRNA /CNT=25 /TID=Mm.20472.1 /TIER=FL+Stack /STK=20 /UG=Mm.20472 /LL=22
MOE430_2_1418950_at 1.2 5.8 A A 0.9 0.39 2 NC 0.03 gb:NM_010077.1 /DB_XREF=gi:6753679 /GEN=Drd2 /FEA=FLmRNA /CNT=18 /TID=Mm.41970.1 /TIER=FL+Stack /STK=16 /UG=Mm.41970 /LL=13489 /DE
MOE430_2_1419192_at 1.7 10.3 A A 0.82 0.36 2 NC 0.48 gb:NM_010215.1 /DB_XREF=gi:6753871 /GEN=Fig1 /FEA=FLmRNA /CNT=23 /TID=Mm.2565.1 /TIER=FL+Stack /STK=12 /UG=Mm.2565 /LL=14204 /DEF=M
MOE430_2_1419519_at 649.2 2597.4 P P 0.000732 0.000732 2 I 0.00003 gb:BC012409.1 /DB_XREF=gi:15214568 /FEA=FLmRNA /CNT=29 /TID=Mm.2770.1 /TIER=FL /STK=1 /UG=Mm.2770 /LL=16000 /UG_GENE=Igf1 /DEF=Mus
MOE430_2_1419692_a_ 3.3 16.3 A A 0.75 0.24 2 I 0.001077 gb:NM_008521.1 /DB_XREF=gi:6678733 /GEN=Ltc4s /FEA=FLmRNA /CNT=16 /TID=Mm.4088.1 /TIER=FL /STK=7 /UG=Mm.4088 /LL=17001 /DEF=Mus mu
MOE430_2_1419750_at 2.2 6.4 A A 0.72 0.27 2 NC 0.03 gb:BB010597 /DB_XREF=gi:15403260 /DB_XREF=BB010597 /CLONE=4732496H19 /FEA=FLmRNA /CNT=25 /TID=Mm.6979.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1419764_at 0.4 2 A A 0.95 0.63 2 NC 0.002753 gb:NM_009892.1 /DB_XREF=gi:6753415 /GEN=Chi3l3 /FEA=FLmRNA /CNT=19 /TID=Mm.4571.1 /TIER=FL /STK=6 /UG=Mm.4571 /LL=12655 /DEF=Mus m
MOE430_2_1419992_x_ 0.3 1.2 A A 0.98 0.85 2 NC 0.25 gb:C76746 /DB_XREF=gi:2517076 /DB_XREF=C76746 /CLONE=J0018D06 /FEA=EST /CNT=1 /TID=Mm.219839.1 /TIER=ConsEnd /STK=1 /UG=Mm.21983
MOE430_2_1420212_at 0.2 0.6 A A 0.96 0.88 2 NC 0.19 gb:AV264531 /DB_XREF=gi:6252465 /DB_XREF=AV264531 /CLONE=4930500F18 /FEA=EST /CNT=1 /TID=Mm.67016.3 /TIER=ConsEnd /STK=1 /UG=Mm.



MOE430_2_1420232_at 0.8 9.7 A A 0.69 0.43 2 NC 0.5 gb:BB261287 /DB_XREF=gi:8957739 /DB_XREF=BB261287 /CLONE=A730098C13 /FEA=EST /CNT=1 /TID=Mm.145149.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420409_at 2.6 5.3 A A 0.75 0.53 2 NC 0.36 gb:NM_016880.1 /DB_XREF=gi:8393683 /GEN=Krt1-24 /FEA=FLmRNA /CNT=20 /TID=Mm.37952.1 /TIER=FL /STK=5 /UG=Mm.37952 /LL=53617 /DEF=Mu
MOE430_2_1420677_x_ 0.6 3.5 A A 0.75 0.46 2 NC 0.33 gb:NM_025984.1 /DB_XREF=gi:13385485 /GEN=Sprrl3 /FEA=FLmRNA /CNT=15 /TID=Mm.158140.1 /TIER=FL /STK=3 /UG=Mm.158140 /LL=67127 /DEF=M
MOE430_2_1420847_a_ 83.7 368.9 P P 0.000244 0.000244 2 I 0.00002 gb:NM_010207.1 /DB_XREF=gi:6753857 /GEN=Fgfr2 /FEA=FLmRNA /CNT=214 /TID=Mm.16340.1 /TIER=FL /STK=2 /UG=Mm.16340 /LL=14183 /DEF=Mus
MOE430_2_1421279_at 1.6 8.1 A A 0.77 0.66 2 NC 0.1 gb:NM_008485.2 /DB_XREF=gi:19115955 /GEN=Lamc2 /FEA=FLmRNA /CNT=21 /TID=Mm.4717.1 /TIER=FL /STK=2 /UG=Mm.4717 /LL=16782 /DEF=Mus 
MOE430_2_1421350_a_ 2.2 14.6 A A 0.39 0.11 2 NC 0.5 gb:NM_130891.1 /DB_XREF=gi:19263333 /GEN=4931400F03Rik /FEA=FLmRNA /CNT=10 /TID=Mm.196692.1 /TIER=FL /STK=2 /UG=Mm.196692 /LL=7405
MOE430_2_1421366_at 0.9 3.9 A A 0.62 0.3 2 NC 0.37 gb:NM_021364.1 /DB_XREF=gi:10946691 /GEN=Clecsf5 /FEA=FLmRNA /CNT=8 /TID=Mm.103765.1 /TIER=FL /STK=2 /UG=Mm.103765 /LL=23845 /DEF=
MOE430_2_1421478_a_ 6.4 32.1 A P 0.27 0.008057 2 I 0.000346 gb:NM_021346.1 /DB_XREF=gi:10946663 /GEN=Zfp318 /FEA=FLmRNA /CNT=5 /TID=Mm.116965.1 /TIER=FL /STK=2 /UG=Mm.116965 /LL=57908 /DEF=M
MOE430_2_1421566_at 1.8 7.4 A M 0.43 0.05 2 NC 0.48 gb:NM_008821.1 /DB_XREF=gi:6679280 /GEN=Pet2 /FEA=FLmRNA /CNT=4 /TID=Mm.3086.1 /TIER=FL /STK=2 /UG=Mm.3086 /LL=18630 /DEF=Mus mus
MOE430_2_1421881_a_ 17.4 64.1 P P 0.01 0.001953 2 I 0.000692 gb:AY035380.1 /DB_XREF=gi:15020257 /FEA=FLmRNA /CNT=104 /TID=Mm.3823.1 /TIER=FL /STK=1 /UG=Mm.3823 /LL=15569 /UG_GENE=Elavl2 /DEF=
MOE430_2_1421931_at 0.6 3.7 A A 0.99 0.78 2 NC 0.3 gb:AB023132.1 /DB_XREF=gi:5360712 /FEA=FLmRNA /CNT=33 /TID=Mm.42044.1 /TIER=FL+Stack /STK=19 /UG=Mm.42044 /LL=54167 /UG_GENE=Icos /
MOE430_2_1422122_at 0.2 2.1 A A 0.91 0.72 2 NC 0.08 gb:M99371.1 /DB_XREF=gi:193245 /GEN=Fc-epsilon RII /FEA=FLmRNA /CNT=7 /TID=Mm.1233.1 /TIER=FL /STK=1 /UG=Mm.1233 /LL=14128 /DEF=Mus 
MOE430_2_1422211_a_ 0.8 2.8 A A 0.98 0.9 2 NC 0.12 gb:AY037785.1 /DB_XREF=gi:14595988 /GEN=B3gnt3 /FEA=FLmRNA /CNT=5 /TID=Mm.28856.1 /TIER=FL /STK=1 /UG=Mm.28856 /LL=72297 /DEF=Mus 
MOE430_2_1422281_at 1.5 5.4 A A 0.63 0.3 2 NC 0.44 gb:NM_009219.1 /DB_XREF=gi:6678042 /GEN=Smstr4 /FEA=FLmRNA /CNT=2 /TID=Mm.57026.1 /TIER=FL /STK=1 /UG=Mm.57026 /LL=20608 /DEF=Mus 
MOE430_2_1422430_at 50 168.9 P P 0.005859 0.000244 2 I 0.00002 gb:NM_021891.1 /DB_XREF=gi:11230793 /GEN=Fignl1 /FEA=FLmRNA /CNT=217 /TID=Mm.20315.1 /TIER=FL+Stack /STK=170 /UG=Mm.20315 /LL=60530
MOE430_2_1422945_a_ 2.4 8.7 A A 0.8 0.24 2 NC 0.04 gb:AI844677 /DB_XREF=gi:5488583 /DB_XREF=UI-M-AL1-ahr-f-01-0-UI.s1 /CLONE=UI-M-AL1-ahr-f-01-0-UI /FEA=FLmRNA /CNT=21 /TID=Mm.41576
MOE430_2_1423988_at 2.2 15.1 A A 0.46 0.14 2 NC 0.5 gb:BE373450 /DB_XREF=gi:9318813 /DB_XREF=601225818F1 /CLONE=IMAGE:3584188 /FEA=FLmRNA /CNT=132 /TID=Mm.29189.2 /TIER=ConsEnd /ST
MOE430_2_1424279_at 1.3 4.3 A A 0.6 0.46 2 NC 0.5 gb:BC005467.1 /DB_XREF=gi:13529484 /FEA=FLmRNA /CNT=168 /TID=Mm.88793.1 /TIER=FL+Stack /STK=40 /UG=Mm.88793 /LL=14161 /UG_GENE=Fga
MOE430_2_1424549_at 0.7 8.4 A A 0.78 0.46 2 NC 0.09 gb:AF466377.1 /DB_XREF=gi:20147517 /FEA=FLmRNA /CNT=47 /TID=Mm.7114.1 /TIER=FL+Stack /STK=25 /UG=Mm.7114 /LL=70059 /UG_GENE=221000
MOE430_2_1425008_a_ 3.2 11.3 A P 0.65 0.02 2 NC 0.07 gb:L14559.1 /DB_XREF=gi:293378 /FEA=FLmRNA /CNT=15 /TID=Mm.18530.2 /TIER=ConsEnd /STK=0 /UG=Mm.18530 /LL=15950 /UG_GENE=Ifi203 /UG_
MOE430_2_1425157_x_ 2.4 8.3 A A 0.46 0.33 2 NC 0.33 gb:BC024685.1 /DB_XREF=gi:19354366 /FEA=FLmRNA /CNT=21 /TID=Mm.28655.1 /TIER=FL /STK=5 /UG=Mm.28655 /LL=71762 /UG_GENE=1300010A20
MOE430_2_1425162_at 1.9 8.7 A A 0.69 0.46 2 NC 0.3 gb:BC024842.1 /DB_XREF=gi:19353675 /FEA=FLmRNA /CNT=10 /TID=Mm.131678.1 /TIER=FL /STK=5 /UG=Mm.131678 /DEF=Mus musculus, clone MGC:
MOE430_2_1425402_at 0.9 5.6 A A 0.9 0.56 2 NC 0.02 gb:BC003211.1 /DB_XREF=gi:13096833 /FEA=FLmRNA /CNT=5 /TID=Mm.220316.1 /TIER=FL /STK=2 /UG=Mm.220316 /DEF=Mus musculus, Similar to thi
MOE430_2_1425417_x_ 0.3 2.5 A A 0.96 0.56 2 NC 0.08 gb:U12889.1 /DB_XREF=gi:602407 /GEN=Ly49H /FEA=FLmRNA /CNT=4 /TID=Mm.87782.1 /TIER=FL /STK=2 /UG=Mm.87782 /LL=16639 /UG_TITLE=killer
MOE430_2_1425430_at 0.6 2.6 A A 0.86 0.3 2 NC 0.08 gb:AF345295.1 /DB_XREF=gi:14030408 /GEN=Krtap16.5 /FEA=FLmRNA /CNT=9 /TID=Mm.28425.1 /TIER=FL /STK=2 /UG=Mm.28425 /LL=77918 /DEF=M
MOE430_2_1425870_a_ 2.5 10.1 A A 0.63 0.06 2 NC 0.15 gb:AF439339.1 /DB_XREF=gi:16930768 /GEN=Kcnip2 /FEA=FLmRNA /CNT=3 /TID=Mm.213204.1 /TIER=FL /STK=1 /UG=Mm.213204 /DEF=Mus musculus
MOE430_2_1426054_at 2.6 15.3 A A 0.45 0.21 2 NC 0.07 gb:D63819.1 /DB_XREF=gi:961479 /FEA=FLmRNA /CNT=1 /TID=Mm.5112.2 /TIER=FL /STK=1 /UG=Mm.5112 /LL=18166 /UG_GENE=Npy1r /DEF=Mouse m
MOE430_2_1426438_at 0.3 1.4 A A 0.88 0.72 2 NC 0.25 gb:BB667072 /DB_XREF=gi:16398521 /DB_XREF=BB667072 /CLONE=2610028H19 /FEA=FLmRNA /CNT=123 /TID=Mm.20950.1 /TIER=Stack /STK=19 /U
MOE430_2_1426439_at 1.1 8.7 A P 0.69 0.04 2 NC 0.16 gb:AJ007376.1 /DB_XREF=gi:3790185 /GEN=dby /FEA=FLmRNA /CNT=123 /TID=Mm.20950.1 /TIER=Stack /STK=28 /UG=Mm.20950 /LL=26900 /DEF=Mu
MOE430_2_1426729_at 3.7 10.7 A A 0.69 0.56 2 NC 0.5 gb:BC003957.1 /DB_XREF=gi:13278249 /FEA=mRNA /CNT=117 /TID=Mm.196512.1 /TIER=Stack /STK=87 /UG=Mm.196512 /LL=78408 /UG_GENE=290004
MOE430_2_1427118_at 6.2 18.1 A A 0.24 0.3 2 NC 0.48 gb:M92088.1 /DB_XREF=gi:198283 /FEA=mRNA /CNT=82 /TID=Mm.157460.1 /TIER=Stack /STK=15 /UG=Mm.157460 /LL=16679 /UG_GENE=Krt2-10 /DE
MOE430_2_1427509_at 2.7 12.6 A A 0.5 0.27 2 NC 0.06 gb:BC022659.1 /DB_XREF=gi:18490483 /FEA=mRNA /CNT=12 /TID=Mm.180687.2 /TIER=ConsEnd /STK=0 /UG=Mm.180687 /LL=68327 /UG_GENE=06100
MOE430_2_1427791_a_ 1.8 10.2 A P 0.5 0.01 2 NC 0.16 gb:U22056.1 /DB_XREF=gi:965009 /GEN=ADAM 1 /FEA=mRNA /CNT=3 /TID=Mm.1453.1 /TIER=ConsEnd /STK=0 /UG=Mm.1453 /LL=11493 /DEF=Mus m
MOE430_2_1427869_at 1.6 5 A A 0.87 0.56 2 NC 0.5 gb:K00686.1 /DB_XREF=gi:195126 /FEA=mRNA /CNT=1 /TID=Mm.196085.15 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /UG_
MOE430_2_1428156_at 1.3 6.6 A A 0.75 0.36 2 NC 0.17 gb:AK003394.1 /DB_XREF=gi:12834036 /FEA=mRNA /CNT=110 /TID=Mm.41737.1 /TIER=Stack /STK=89 /UG=Mm.41737 /LL=76292 /UG_GENE=1110003P
MOE430_2_1428175_at 4 20.4 A P 0.14 0.03 2 NC 0.005933 gb:BM206565 /DB_XREF=gi:17762086 /DB_XREF=C0299D02-3 /CLONE=C0299D02 /FEA=mRNA /CNT=102 /TID=Mm.33424.1 /TIER=Stack /STK=81 /UG=
MOE430_2_1428547_at 1.6 4.6 A A 0.78 0.33 2 NC 0.06 gb:AV273591 /DB_XREF=gi:15405538 /DB_XREF=AV273591 /CLONE=4932412C08 /FEA=mRNA /CNT=48 /TID=Mm.31676.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1428613_at 3 11 A A 0.63 0.3 2 NC 0.21 gb:BI143420 /DB_XREF=gi:14603293 /DB_XREF=602907786F1 /CLONE=IMAGE:5064741 /FEA=mRNA /CNT=188 /TID=Mm.27589.1 /TIER=Stack /STK=29 
MOE430_2_1428835_at 6.6 9.3 A A 0.66 0.43 2 NC 0.28 gb:AK010278.1 /DB_XREF=gi:12845599 /FEA=mRNA /CNT=31 /TID=Mm.7124.1 /TIER=Stack /STK=20 /UG=Mm.7124 /LL=71960 /UG_GENE=2400004E04R
MOE430_2_1429030_at 0.6 3 A A 0.87 0.66 2 NC 0.24 gb:AV366874 /DB_XREF=gi:16397689 /DB_XREF=AV366874 /CLONE=8430425G24 /FEA=mRNA /CNT=21 /TID=Mm.33391.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429845_at 2 8.5 A M 0.3 0.05 2 NC 0.39 gb:AK006127.1 /DB_XREF=gi:12839061 /FEA=mRNA /CNT=10 /TID=Mm.20066.1 /TIER=ConsEnd /STK=7 /UG=Mm.20066 /LL=66529 /UG_GENE=2210013
MOE430_2_1429928_at 1.1 3.6 A A 0.9 0.69 2 NC 0.12 gb:AK006526.1 /DB_XREF=gi:12839674 /FEA=mRNA /CNT=8 /TID=Mm.45791.1 /TIER=ConsEnd /STK=6 /UG=Mm.45791 /LL=70062 /UG_GENE=1700030B
MOE430_2_1430246_at 0.4 3.6 A A 0.46 0.33 2 NC 0.5 gb:AK016682.1 /DB_XREF=gi:12855553 /FEA=mRNA /CNT=5 /TID=Mm.50114.1 /TIER=ConsEnd /STK=3 /UG=Mm.50114 /LL=74076 /UG_GENE=4933406C
MOE430_2_1430390_x_ 3.7 13.2 A P 0.36 0.02 2 NC 0.08 gb:AV262227 /DB_XREF=gi:16389030 /DB_XREF=AV262227 /CLONE=4930428M12 /FEA=mRNA /CNT=6 /TID=Mm.206720.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430439_at 2.8 7.9 A A 0.66 0.39 2 NC 0.13 gb:AK013379.1 /DB_XREF=gi:12850700 /FEA=mRNA /CNT=5 /TID=Mm.160129.1 /TIER=ConsEnd /STK=2 /UG=Mm.160129 /LL=78771 /UG_GENE=281046
MOE430_2_1430570_at 1.2 7.2 A A 0.8 0.6 2 NC 0.11 gb:AV227891 /DB_XREF=gi:6180410 /DB_XREF=AV227891 /CLONE=4432411A05 /FEA=mRNA /CNT=22 /TID=Mm.105278.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430929_at 1.8 4.6 A A 0.75 0.36 2 NC 0.11 gb:BB102433 /DB_XREF=gi:8755001 /DB_XREF=BB102433 /CLONE=9430082L08 /FEA=mRNA /CNT=3 /TID=Mm.159907.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431435_at 1.3 5.1 A A 0.72 0.33 2 NC 0.08 gb:AK018213.1 /DB_XREF=gi:12857825 /FEA=mRNA /CNT=3 /TID=Mm.23009.2 /TIER=ConsEnd /STK=0 /UG=Mm.23009 /LL=76142 /UG_GENE=Ppp1r14c 
MOE430_2_1431473_at 0.6 3.2 A A 0.75 0.39 2 NC 0.06 gb:BB026256 /DB_XREF=gi:8202130 /DB_XREF=BB026256 /CLONE=5330432E14 /FEA=mRNA /CNT=3 /TID=Mm.160806.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1431608_at 0.2 3 A A 0.88 0.53 2 NC 0.08 gb:BB100488 /DB_XREF=gi:8753056 /DB_XREF=BB100488 /CLONE=9430073A21 /FEA=mRNA /CNT=2 /TID=Mm.159889.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431718_at 3.5 11.2 A A 0.53 0.14 2 NC 0.11 gb:AK014461.1 /DB_XREF=gi:12852329 /FEA=mRNA /CNT=2 /TID=Mm.195581.1 /TIER=ConsEnd /STK=0 /UG=Mm.195581 /LL=70765 /UG_GENE=393040
MOE430_2_1431919_at 3.3 7.9 A P 0.63 0.03 2 NC 0.01 gb:AK015013.1 /DB_XREF=gi:12853183 /FEA=mRNA /CNT=1 /TID=Mm.158508.1 /TIER=ConsEnd /STK=0 /UG=Mm.158508 /LL=70959 /UG_GENE=492153
MOE430_2_1432065_at 2.5 14.5 A A 0.43 0.19 2 NC 0.5 gb:AK013927.1 /DB_XREF=gi:12851491 /FEA=mRNA /CNT=1 /TID=Mm.158942.1 /TIER=ConsEnd /STK=0 /UG=Mm.158942 /LL=73099 /UG_GENE=310000
MOE430_2_1432067_at 3.1 9.7 A A 0.69 0.43 2 NC 0.13 gb:AK015568.1 /DB_XREF=gi:12853962 /FEA=mRNA /CNT=1 /TID=Mm.159401.1 /TIER=ConsEnd /STK=0 /UG=Mm.159401 /LL=75025 /UG_GENE=493047
MOE430_2_1432189_a_ 2.9 15.6 A A 0.87 0.33 2 I 0.000692 gb:AK015212.1 /DB_XREF=gi:12853459 /GEN=Sox5 /FEA=mRNA /CNT=1 /TID=Mm.1752.4 /TIER=ConsEnd /STK=0 /UG=Mm.1752 /LL=20678 /UG_TITLE=
MOE430_2_1432298_at 1 6.7 A A 0.9 0.56 2 NC 0.09 gb:AK014845.1 /DB_XREF=gi:12852923 /FEA=mRNA /CNT=1 /TID=Mm.158460.1 /TIER=ConsEnd /STK=0 /UG=Mm.158460 /LL=70844 /UG_GENE=492150
MOE430_2_1432385_a_ 2.2 20.7 A A 0.53 0.06 2 NC 0.07 gb:AK015394.1 /DB_XREF=gi:12853719 /FEA=mRNA /CNT=1 /TID=Mm.45991.2 /TIER=ConsEnd /STK=0 /UG=Mm.45991 /LL=67269 /UG_GENE=2900054O
MOE430_2_1432485_at 1.6 6.8 A A 0.8 0.69 2 NC 0.27 gb:AK009813.1 /DB_XREF=gi:12844838 /FEA=mRNA /CNT=1 /TID=Mm.219760.1 /TIER=ConsEnd /STK=0 /UG=Mm.219760 /LL=68218 /UG_GENE=311005
MOE430_2_1432896_at 1.7 15.3 A A 0.55 0.24 2 NC 0.09 gb:AK018498.1 /DB_XREF=gi:12858227 /FEA=mRNA /CNT=1 /TID=Mm.159232.1 /TIER=ConsEnd /STK=0 /UG=Mm.159232 /LL=74538 /UG_GENE=903040
MOE430_2_1432908_at 0.4 3.4 A A 0.8 0.46 2 NC 0.39 gb:AK013077.1 /DB_XREF=gi:12850217 /FEA=mRNA /CNT=1 /TID=Mm.158873.1 /TIER=ConsEnd /STK=0 /UG=Mm.158873 /LL=72731 /UG_GENE=281041
MOE430_2_1433077_at 0.6 2.7 A A 0.97 0.66 2 NC 0.03 gb:AK012529.1 /DB_XREF=gi:12849332 /FEA=mRNA /CNT=1 /TID=Mm.158848.1 /TIER=ConsEnd /STK=0 /UG=Mm.158848 /LL=72626 /UG_GENE=270007
MOE430_2_1433314_at 2.2 12.1 A A 0.39 0.14 2 NC 0.5 gb:AK015629.1 /DB_XREF=gi:12854034 /FEA=mRNA /CNT=1 /TID=Mm.159396.1 /TIER=ConsEnd /STK=0 /UG=Mm.159396 /LL=75006 /UG_GENE=493048
MOE430_2_1433826_at 3.4 12.6 A A 0.52 0.27 2 NC 0.28 gb:AV325152 /DB_XREF=gi:16395441 /DB_XREF=AV325152 /CLONE=6330400P04 /FEA=EST /CNT=63 /TID=Mm.33210.1 /TIER=Stack /STK=58 /UG=Mm
MOE430_2_1434606_at 10.5 42.6 M P 0.06 0.000244 2 I 0.00002 gb:BF140685 /DB_XREF=gi:10979725 /DB_XREF=601786935F1 /CLONE=IMAGE:4014705 /FEA=EST /CNT=53 /TID=Mm.29023.1 /TIER=Stack /STK=28 /U
MOE430_2_1434722_at 0.5 5 A A 0.88 0.33 2 NC 0.03 gb:AW146181 /DB_XREF=gi:6167917 /DB_XREF=um38e09.x1 /CLONE=IMAGE:2247592 /FEA=EST /CNT=32 /TID=Mm.141687.1 /TIER=Stack /STK=26 /UG
MOE430_2_1434877_at 5.8 18.3 A P 0.19 0.00293 2 MI 0.002032 gb:AI152800 /DB_XREF=gi:3681269 /DB_XREF=ud91c07.r1 /CLONE=IMAGE:1478220 /FEA=EST /CNT=27 /TID=Mm.5142.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1435239_at 3.5 14 A A 0.78 0.24 2 MI 0.002032 gb:BQ175316 /DB_XREF=gi:20350808 /DB_XREF=UI-M-DJ2-bwc-b-13-0-UI.s1 /CLONE=UI-M-DJ2-bwc-b-13-0-UI /FEA=EST /CNT=45 /TID=Mm.41612
MOE430_2_1435583_at 0.9 4.5 A A 0.95 0.36 2 NC 0.01 gb:AU067633 /DB_XREF=gi:4968370 /DB_XREF=AU067633 /CLONE=MNCb-0062 /FEA=EST /CNT=19 /TID=Mm.70969.1 /TIER=Stack /STK=15 /UG=Mm.7
MOE430_2_1436418_at 0.2 1.4 A A 0.91 0.5 2 NC 0.01 gb:BB318064 /DB_XREF=gi:9025099 /DB_XREF=BB318064 /CLONE=B230373A14 /FEA=EST /CNT=11 /TID=Mm.200296.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436502_at 1.4 6.4 A A 0.82 0.5 2 NC 0.14 gb:BB747681 /DB_XREF=gi:16150618 /DB_XREF=BB747681 /CLONE=F530205I18 /FEA=EST /CNT=113 /TID=Mm.200266.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436671_at 1.9 10.3 A A 0.66 0.3 2 NC 0.25 gb:BB151200 /DB_XREF=gi:16267927 /DB_XREF=BB151200 /CLONE=A030011M19 /FEA=EST /CNT=8 /TID=Mm.71940.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1437011_x_ 2.1 8.5 A A 0.78 0.56 2 NC 0.33 gb:BF319714 /DB_XREF=gi:11268508 /DB_XREF=uy63a02.x1 /CLONE=IMAGE:3664202 /FEA=EST /CNT=31 /TID=Mm.141358.2 /TIER=Stack /STK=30 /UG
MOE430_2_1437351_at 6.7 28.7 A P 0.24 0.03 2 MI 0.002032 gb:BM114956 /DB_XREF=gi:17077974 /DB_XREF=L0813F01-3 /CLONE=L0813F01 /FEA=EST /CNT=41 /TID=Mm.39384.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437517_x_ 3.9 7.4 A A 0.46 0.56 2 NC 0.5 gb:BB699605 /DB_XREF=gi:16048429 /DB_XREF=BB699605 /CLONE=7420413G09 /FEA=EST /CNT=17 /TID=Mm.188782.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437726_x_ 0.5 3 A A 0.91 0.72 2 NC 0.55 gb:BB111335 /DB_XREF=gi:8763903 /DB_XREF=BB111335 /CLONE=9530029K06 /FEA=EST /CNT=15 /TID=Mm.2570.3 /TIER=Stack /STK=15 /UG=Mm.25
MOE430_2_1437881_at 0.6 6.2 A A 0.6 0.53 2 NC 0.5 gb:AV376276 /DB_XREF=gi:16398065 /DB_XREF=AV376276 /CLONE=9130207C03 /FEA=EST /CNT=20 /TID=Mm.98395.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438373_at 0.7 4.8 A A 0.56 0.27 2 NC 0.34 gb:AV348729 /DB_XREF=gi:6389788 /DB_XREF=AV348729 /CLONE=6430710O10 /FEA=EST /CNT=11 /TID=Mm.15571.7 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438374_x_ 3.3 16 A A 0.39 0.06 2 NC 0.01 gb:AV348729 /DB_XREF=gi:6389788 /DB_XREF=AV348729 /CLONE=6430710O10 /FEA=EST /CNT=11 /TID=Mm.15571.7 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438482_at 42.5 251.5 P P 0.01 0.000244 2 I 0.00002 gb:BM244014 /DB_XREF=gi:17879284 /DB_XREF=K0705C11-3 /CLONE=K0705C11 /FEA=EST /CNT=17 /TID=Mm.139177.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438498_at 0.6 2.9 A A 0.69 0.43 2 NC 0.5 gb:AI662455 /DB_XREF=gi:4766038 /DB_XREF=mt26g10.x1 /CLONE=IMAGE:622242 /FEA=EST /CNT=12 /TID=Mm.37467.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438770_at 0.5 4.2 A A 0.9 0.56 2 NC 0.12 gb:BE981159 /DB_XREF=gi:10649977 /DB_XREF=UI-M-CG0p-bcz-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bcz-a-07-0-UI /FEA=EST /CNT=13 /TID=Mm.8191
MOE430_2_1439291_at 2.9 9.5 A A 0.56 0.11 2 NC 0.01 gb:BB354792 /DB_XREF=gi:16405648 /DB_XREF=BB354792 /CLONE=C030002G09 /FEA=EST /CNT=9 /TID=Mm.102035.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439468_at 3.4 11.4 A A 0.5 0.19 2 NC 0.5 gb:BM239035 /DB_XREF=gi:17874293 /DB_XREF=K0527E09-3 /CLONE=K0527E09 /FEA=EST /CNT=8 /TID=Mm.217284.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439512_at 1.4 9.4 A A 0.72 0.17 2 NC 0.15 gb:BB029399 /DB_XREF=gi:16258128 /DB_XREF=BB029399 /CLONE=5830444B04 /FEA=EST /CNT=11 /TID=Mm.118689.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439701_at 0.3 2.5 A A 0.75 0.36 2 NC 0.06 gb:BB079359 /DB_XREF=gi:16260514 /DB_XREF=BB079359 /CLONE=9330157M01 /FEA=EST /CNT=7 /TID=Mm.118933.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439734_at 4.6 20.4 A P 0.39 0.03 2 I 0.000618 gb:BB767109 /DB_XREF=gi:16194449 /DB_XREF=BB767109 /CLONE=G370069N21 /FEA=EST /CNT=7 /TID=Mm.217116.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439742_at 0.4 7.6 A A 0.75 0.53 2 NC 0.13 gb:BM116255 /DB_XREF=gi:17079273 /DB_XREF=L0833C10-3 /CLONE=L0833C10 /FEA=EST /CNT=7 /TID=Mm.214501.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439773_at 3.5 14.4 A A 0.72 0.06 2 NC 0.003355 gb:BI408205 /DB_XREF=gi:15169128 /DB_XREF=602961194F1 /CLONE=IMAGE:5116942 /FEA=EST /CNT=22 /TID=Mm.45974.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1440121_at 1.1 13.2 A P 0.3 0.03 2 NC 0.09 gb:BM238086 /DB_XREF=gi:17873356 /DB_XREF=K0511H01-3 /CLONE=K0511H01 /FEA=EST /CNT=6 /TID=Mm.214702.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440298_at 0.4 2.7 A A 0.95 0.91 2 NC 0.28 gb:BB155992 /DB_XREF=gi:16268295 /DB_XREF=BB155992 /CLONE=A130028N20 /FEA=EST /CNT=7 /TID=Mm.32446.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440428_at 1 5.2 A A 0.26 0.24 2 NC 0.31 gb:BB176829 /DB_XREF=gi:16269770 /DB_XREF=BB176829 /CLONE=A230063N01 /FEA=EST /CNT=6 /TID=Mm.207717.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440482_at 2.1 11 A A 0.56 0.6 2 NC 0.5 gb:AV276280 /DB_XREF=gi:16390814 /DB_XREF=AV276280 /CLONE=4932433M16 /FEA=EST /CNT=8 /TID=Mm.189618.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440759_at 2.3 10.7 A A 0.3 0.11 2 NC 0.51 gb:BB321369 /DB_XREF=gi:9029683 /DB_XREF=BB321369 /CLONE=B230398E24 /FEA=EST /CNT=5 /TID=Mm.101554.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440951_x_ 1.2 3.7 A A 0.8 0.56 2 NC 0.34 gb:AW123067 /DB_XREF=gi:6098597 /DB_XREF=UI-M-BH2.1-apc-b-05-0-UI.s1 /CLONE=UI-M-BH2.1-apc-b-05-0-UI /FEA=EST /CNT=7 /TID=Mm.45145
MOE430_2_1441175_at 3.7 11.4 A A 0.53 0.43 2 NC 0.11 gb:BB069848 /DB_XREF=gi:15404277 /DB_XREF=BB069848 /CLONE=8030486M05 /FEA=EST /CNT=5 /TID=Mm.212864.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441310_at 4 21.7 A A 0.46 0.12 2 NC 0.18 gb:AW491018 /DB_XREF=gi:7061295 /DB_XREF=UI-M-BH3-asr-f-12-0-UI.s1 /CLONE=UI-M-BH3-asr-f-12-0-UI /FEA=EST /CNT=5 /TID=Mm.101688.1 /
MOE430_2_1441543_at 1.7 8.6 A A 0.53 0.08 2 NC 0.16 gb:BB455050 /DB_XREF=gi:16425920 /DB_XREF=BB455050 /CLONE=D130035N21 /FEA=EST /CNT=4 /TID=Mm.209324.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441852_x_ 2.1 7.4 A A 0.23 0.12 2 NC 0.05 gb:BB038346 /DB_XREF=gi:8444732 /DB_XREF=BB038346 /CLONE=5930436O03 /FEA=EST /CNT=4 /TID=Mm.180705.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441909_s_ 1.4 5.1 A A 0.82 0.39 2 NC 0.06 gb:AV235983 /DB_XREF=gi:6188496 /DB_XREF=AV235983 /CLONE=4732408I01 /FEA=EST /CNT=4 /TID=Mm.140951.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441999_at 6 28.4 A A 0.3 0.14 2 NC 0.37 gb:BG296858 /DB_XREF=gi:13059930 /DB_XREF=602394653F1 /CLONE=IMAGE:4506349 /FEA=EST /CNT=9 /TID=Mm.28945.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442233_at 1.2 3.4 A A 0.46 0.39 2 NC 0.39 gb:BE853428 /DB_XREF=gi:10311767 /DB_XREF=uw31e07.x1 /CLONE=IMAGE:3418308 /FEA=EST /CNT=5 /TID=Mm.38121.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442330_at 0.9 1.7 A A 0.93 0.36 2 NC 0.08 gb:BE199719 /DB_XREF=gi:8711888 /DB_XREF=ug52f12.x1 /CLONE=IMAGE:1546031 /FEA=EST /CNT=5 /TID=Mm.130934.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442373_at 5.2 17.6 A A 0.69 0.3 2 NC 0.003699 gb:BG072382 /DB_XREF=gi:12554951 /DB_XREF=H3109H07-3 /CLONE=H3109H07 /FEA=EST /CNT=5 /TID=Mm.169872.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442500_at 1.8 3.3 A A 0.53 0.06 2 NC 0.03 gb:C77406 /DB_XREF=gi:2517736 /DB_XREF=C77406 /CLONE=J0030E09 /FEA=EST /CNT=4 /TID=Mm.172632.1 /TIER=ConsEnd /STK=3 /UG=Mm.17263
MOE430_2_1442574_at 2.5 14 A A 0.56 0.14 2 NC 0.06 gb:AV145238 /DB_XREF=gi:5349371 /DB_XREF=AV145238 /CLONE=2810441M07 /FEA=EST /CNT=4 /TID=Mm.133309.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442629_at 2.5 18.4 A P 0.3 0.03 2 NC 0.17 gb:AU017183 /DB_XREF=gi:3372280 /DB_XREF=AU017183 /CLONE=J0735E09 /FEA=EST /CNT=4 /TID=Mm.26028.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1442653_at 1.1 5.3 A A 0.53 0.14 2 NC 0.26 gb:BG068044 /DB_XREF=gi:12550613 /DB_XREF=H3061B05-3 /CLONE=H3061B05 /FEA=EST /CNT=4 /TID=Mm.36586.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442675_at 3.7 15 A P 0.3 0.000732 2 I 0.000147 gb:BM229155 /DB_XREF=gi:17791995 /DB_XREF=K0274C12-3 /CLONE=K0274C12 /FEA=EST /CNT=4 /TID=Mm.218063.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442771_at 4.8 25.7 A A 0.53 0.21 2 NC 0.01 gb:BB799477 /DB_XREF=gi:16969100 /DB_XREF=BB799477 /CLONE=G630023I19 /FEA=EST /CNT=4 /TID=Mm.214479.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442878_at 0.8 10 A A 0.8 0.12 2 I 0.001651 gb:AW319648 /DB_XREF=gi:6749192 /DB_XREF=un01b10.x1 /CLONE=IMAGE:2352955 /FEA=EST /CNT=4 /TID=Mm.133722.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442937_at 0.9 10.3 A A 0.69 0.36 2 NC 0.2 gb:BG065805 /DB_XREF=gi:12548368 /DB_XREF=H3035E02-3 /CLONE=H3035E02 /FEA=EST /CNT=3 /TID=Mm.172622.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443061_at 1.5 7 A A 0.6 0.39 2 NC 0.12 gb:AV310073 /DB_XREF=gi:16394205 /DB_XREF=AV310073 /CLONE=5730588E13 /FEA=EST /CNT=3 /TID=Mm.208851.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443146_at 5.5 19.2 A A 0.72 0.5 2 NC 0.13 gb:BB446402 /DB_XREF=gi:16425102 /DB_XREF=BB446402 /CLONE=D030055O11 /FEA=EST /CNT=3 /TID=Mm.214676.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443236_at 3.1 14.8 A A 0.43 0.24 2 NC 0.37 gb:BB459917 /DB_XREF=gi:16426477 /DB_XREF=BB459917 /CLONE=D130064J02 /FEA=EST /CNT=3 /TID=Mm.124982.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443389_at 2.1 8.1 A A 0.66 0.33 2 NC 0.05 gb:BB160042 /DB_XREF=gi:16268528 /DB_XREF=BB160042 /CLONE=A130050I12 /FEA=EST /CNT=3 /TID=Mm.212098.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443450_at 6.5 19 A A 0.56 0.27 2 NC 0.18 gb:BB258836 /DB_XREF=gi:16399793 /DB_XREF=BB258836 /CLONE=A730086M21 /FEA=EST /CNT=3 /TID=Mm.101433.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443472_at 0.4 2 A A 0.66 0.36 2 NC 0.16 gb:C77902 /DB_XREF=gi:2518232 /DB_XREF=C77902 /CLONE=J0039D11 /FEA=EST /CNT=3 /TID=Mm.24964.1 /TIER=ConsEnd /STK=3 /UG=Mm.24964 /
MOE430_2_1443518_at 0.9 3.5 A A 0.75 0.63 2 NC 0.3 gb:BM122385 /DB_XREF=gi:17106153 /DB_XREF=L0509C04-3 /CLONE=L0509C04 /FEA=EST /CNT=3 /TID=Mm.213228.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443612_at 2.9 10.8 A A 0.6 0.3 2 NC 0.35 gb:AW123199 /DB_XREF=gi:6098769 /DB_XREF=UI-M-BH2.1-apg-c-06-0-UI.s1 /CLONE=UI-M-BH2.1-apg-c-06-0-UI /FEA=EST /CNT=3 /TID=Mm.15106
MOE430_2_1443876_at 1.1 8.1 A A 0.53 0.33 2 NC 0.02 gb:BI134439 /DB_XREF=gi:14584687 /DB_XREF=UI-M-BH3-bsk-f-08-0-UI.s1 /CLONE=UI-M-BH3-bsk-f-08-0-UI /FEA=EST /CNT=10 /TID=Mm.131530.1
MOE430_2_1443908_at 2.3 9.1 A A 0.72 0.43 2 NC 0.09 gb:BB205833 /DB_XREF=gi:16352030 /DB_XREF=BB205833 /CLONE=A430069K07 /FEA=EST /CNT=9 /TID=Mm.215578.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444469_at 2.7 12.3 A A 0.46 0.33 2 NC 0.37 gb:AV310023 /DB_XREF=gi:16394203 /DB_XREF=AV310023 /CLONE=5730588A09 /FEA=EST /CNT=4 /TID=Mm.212948.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444471_at 2.1 7.1 A A 0.69 0.09 2 NC 0.05 gb:BB451000 /DB_XREF=gi:16425508 /DB_XREF=BB451000 /CLONE=D130007D15 /FEA=EST /CNT=4 /TID=Mm.32627.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444536_at 2.5 8.6 A A 0.43 0.17 2 NC 0.003699 gb:AI462171 /DB_XREF=gi:4316201 /DB_XREF=ub70h04.x1 /CLONE=IMAGE:1383127 /FEA=EST /CNT=4 /TID=Mm.200315.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444869_at 1.1 1.1 A A 0.82 0.82 2 NC 0.5 gb:BG075322 /DB_XREF=gi:12557891 /DB_XREF=H3145H06-3 /CLONE=H3145H06 /FEA=EST /CNT=3 /TID=Mm.182789.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444923_at 1.7 6.5 A A 0.6 0.3 2 NC 0.23 gb:BE979939 /DB_XREF=gi:10647378 /DB_XREF=UI-M-BG2-bcp-b-11-0-UI.s1 /CLONE=UI-M-BG2-bcp-b-11-0-UI /FEA=EST /CNT=3 /TID=Mm.151124.
MOE430_2_1445016_at 0.6 4.6 A A 0.56 0.33 2 NC 0.48 gb:BG069036 /DB_XREF=gi:12551605 /DB_XREF=H3072A07-3 /CLONE=H3072A07 /FEA=EST /CNT=3 /TID=Mm.173744.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445083_at 0.7 4.4 A A 0.93 0.56 2 NC 0.005933 gb:BE954489 /DB_XREF=gi:10597071 /DB_XREF=UI-M-CE1-bam-c-01-0-UI.s1 /CLONE=UI-M-CE1-bam-c-01-0-UI /FEA=EST /CNT=3 /TID=Mm.157523
MOE430_2_1445140_at 2.3 8.9 A A 0.69 0.08 2 NC 0.19 gb:BG068405 /DB_XREF=gi:12550974 /DB_XREF=H3065B04-3 /CLONE=H3065B04 /FEA=EST /CNT=3 /TID=Mm.173570.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445147_at 1.8 7.3 A A 0.36 0.06 2 NC 0.22 gb:BB226416 /DB_XREF=gi:8897061 /DB_XREF=BB226416 /CLONE=A530097C07 /FEA=EST /CNT=3 /TID=Mm.131295.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445255_at 1.1 4.2 A A 0.85 0.56 2 NC 0.06 gb:BB536074 /DB_XREF=gi:16446623 /DB_XREF=BB536074 /CLONE=E030047K08 /FEA=EST /CNT=3 /TID=Mm.208325.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445290_at 1.3 10.9 A A 0.87 0.5 2 NC 0.17 gb:BB073651 /DB_XREF=gi:16260232 /DB_XREF=BB073651 /CLONE=9230112I12 /FEA=EST /CNT=3 /TID=Mm.215346.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445990_at 0.5 2.5 A A 0.63 0.56 2 NC 0.63 gb:BG069640 /DB_XREF=gi:12552209 /DB_XREF=H3078E07-3 /CLONE=H3078E07 /FEA=EST /CNT=2 /TID=Mm.173432.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446074_at 3.4 18 A A 0.36 0.19 2 NC 0.05 gb:BB667876 /DB_XREF=gi:16399325 /DB_XREF=BB667876 /CLONE=C730048M01 /FEA=EST /CNT=2 /TID=Mm.212414.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446077_at 1.7 4.6 A A 0.82 0.39 2 NC 0.04 gb:BG068726 /DB_XREF=gi:12551295 /DB_XREF=H3068F09-3 /CLONE=H3068F09 /FEA=EST /CNT=2 /TID=Mm.173649.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446133_at 0.3 3.6 A A 0.86 0.5 2 NC 0.46 gb:BB125729 /DB_XREF=gi:16262209 /DB_XREF=BB125729 /CLONE=9630008E13 /FEA=EST /CNT=2 /TID=Mm.36481.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446181_at 0.4 3.4 A A 0.94 0.66 2 NC 0.05 gb:BG067253 /DB_XREF=gi:12549822 /DB_XREF=H3052C07-3 /CLONE=H3052C07 /FEA=EST /CNT=2 /TID=Mm.172989.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446300_at 2.2 7.5 A A 0.72 0.5 2 NC 0.29 gb:BB141554 /DB_XREF=gi:16267464 /DB_XREF=BB141554 /CLONE=9930010F05 /FEA=EST /CNT=2 /TID=Mm.209621.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446402_at 0.3 1.9 A A 0.98 0.82 2 NC 0.44 gb:BB554176 /DB_XREF=gi:16448395 /DB_XREF=BB554176 /CLONE=E330011K24 /FEA=EST /CNT=2 /TID=Mm.135227.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446641_at 1.8 5.9 A A 0.91 0.63 2 NC 0.05 gb:AW549913 /DB_XREF=gi:7195341 /DB_XREF=L0057D03-3 /CLONE=L0057D03 /FEA=EST /CNT=2 /TID=Mm.182654.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446776_at 0.9 6.6 A A 0.78 0.72 2 NC 0.66 gb:C77581 /DB_XREF=gi:2517911 /DB_XREF=C77581 /CLONE=J0034A10 /FEA=EST /CNT=2 /TID=Mm.172645.1 /TIER=ConsEnd /STK=2 /UG=Mm.17264
MOE430_2_1446811_at 1.1 7.4 A A 0.82 0.6 2 NC 0.2 gb:BB175537 /DB_XREF=gi:16269685 /DB_XREF=BB175537 /CLONE=A230057D19 /FEA=EST /CNT=2 /TID=Mm.210010.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446869_at 0.7 3.2 A A 0.99 0.62 2 NC 0.01 gb:BM226798 /DB_XREF=gi:17788861 /DB_XREF=K0233F08-3 /CLONE=K0233F08 /FEA=EST /CNT=2 /TID=Mm.211979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447019_at 3.6 9.9 A A 0.82 0.53 2 NC 0.28 gb:BB207504 /DB_XREF=gi:15409904 /DB_XREF=BB207504 /CLONE=A430082J01 /FEA=EST /CNT=2 /TID=Mm.207942.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447117_at 1.2 6.6 A A 0.78 0.53 2 NC 0.49 gb:BG073826 /DB_XREF=gi:12556395 /DB_XREF=H3127F01-3 /CLONE=H3127F01 /FEA=EST /CNT=2 /TID=Mm.182673.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447168_at 1.7 9 A A 0.72 0.36 2 NC 0.39 gb:AW493579 /DB_XREF=gi:7063860 /DB_XREF=UI-M-BH3-aud-h-05-0-UI.s1 /CLONE=UI-M-BH3-aud-h-05-0-UI /FEA=EST /CNT=2 /TID=Mm.102231.1
MOE430_2_1447267_at 1.4 5.9 A A 0.66 0.69 2 NC 0.37 gb:BG067153 /DB_XREF=gi:12549722 /DB_XREF=H3051B10-3 /CLONE=H3051B10 /FEA=EST /CNT=2 /TID=Mm.172967.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447292_at 1.4 10 A A 0.36 0.27 2 NC 0.16 gb:BB815306 /DB_XREF=gi:16987935 /DB_XREF=BB815306 /CLONE=G730028F24 /FEA=EST /CNT=2 /TID=Mm.198127.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447460_at 1.5 8.1 A A 0.6 0.36 2 NC 0.03 gb:AI551249 /DB_XREF=gi:4483612 /DB_XREF=vo68a08.x1 /CLONE=IMAGE:1055030 /FEA=EST /CNT=2 /TID=Mm.35238.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447641_at 4 14.4 A A 0.65 0.53 2 NC 0.18 gb:AV354897 /DB_XREF=gi:6395954 /DB_XREF=AV354897 /CLONE=7330402O03 /FEA=EST /CNT=2 /TID=Mm.163727.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447685_x_ 56.4 205.2 A P 0.12 0.03 2 I 0.000966 gb:BB416434 /DB_XREF=gi:9237789 /DB_XREF=BB416434 /CLONE=C430046M06 /FEA=EST /CNT=2 /TID=Mm.147688.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447741_x_ 5.3 24.6 A A 0.5 0.3 2 NC 0.08 gb:BB216520 /DB_XREF=gi:8881473 /DB_XREF=BB216520 /CLONE=A530032L23 /FEA=EST /CNT=2 /TID=Mm.144576.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447940_a_ 3.7 24.7 A P 0.14 0.01 2 NC 0.03 gb:BB327307 /DB_XREF=gi:9036070 /DB_XREF=BB327307 /CLONE=B430216K04 /FEA=EST /CNT=25 /TID=Mm.32876.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448327_at 2.1 6.3 A A 0.82 0.53 2 NC 0.07 gb:NM_033268.1 /DB_XREF=gi:15149486 /GEN=Actn2 /FEA=FLmRNA /CNT=173 /TID=Mm.195067.1 /TIER=FL+Stack /STK=91 /UG=Mm.195067 /LL=1147
MOE430_2_1449447_at 0.6 5.7 A A 0.88 0.72 2 NC 0.29 gb:NM_021405.1 /DB_XREF=gi:10946757 /GEN=Cst10 /FEA=FLmRNA /CNT=33 /TID=Mm.117117.1 /TIER=FL+Stack /STK=10 /UG=Mm.117117 /LL=58214
MOE430_2_1449693_at 3.2 14 A A 0.63 0.32 2 NC 0.006503 gb:C87327 /DB_XREF=gi:2919284 /DB_XREF=C87327 /CLONE=J0243G09 /FEA=EST /CNT=1 /TID=Mm.197604.1 /TIER=ConsEnd /STK=0 /UG=Mm.19760
MOE430_2_1449781_at 0.8 7.1 A A 0.53 0.36 2 NC 0.5 gb:AA517650 /DB_XREF=gi:2257174 /DB_XREF=vh81d05.r1 /CLONE=IMAGE:893385 /FEA=EST /CNT=1 /TID=Mm.204126.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449795_at 1.7 9.1 A A 0.63 0.33 2 NC 0.45 gb:C77692 /DB_XREF=gi:2518022 /DB_XREF=C77692 /CLONE=J0036B08 /FEA=EST /CNT=1 /TID=Mm.24965.1 /TIER=ConsEnd /STK=0 /UG=Mm.24965 /
MOE430_2_1449971_a_ 2 12.8 A A 0.69 0.36 2 NC 0.003041 gb:NM_026956.1 /DB_XREF=gi:13386187 /GEN=1810029C22Rik /FEA=FLmRNA /CNT=6 /TID=Mm.171061.1 /TIER=FL /STK=3 /UG=Mm.171061 /LL=69142
MOE430_2_1450808_at 0.6 5.8 A A 0.75 0.5 2 NC 0.37 gb:NM_013521.1 /DB_XREF=gi:7305064 /GEN=Fpr1 /FEA=FLmRNA /CNT=4 /TID=Mm.56951.1 /TIER=FL /STK=1 /UG=Mm.56951 /LL=14293 /DEF=Mus mu
MOE430_2_1450822_at 1.7 5.8 A A 0.43 0.46 2 NC 0.63 gb:NM_013590.1 /DB_XREF=gi:7305246 /GEN=Lzp-s /FEA=FLmRNA /CNT=10 /TID=Mm.177539.1 /TIER=FL /STK=0 /UG=Mm.177539 /LL=17110 /DEF=M
MOE430_2_1451029_at 3.9 15.5 A A 0.36 0.39 2 NC 0.5 gb:BB485989 /DB_XREF=gi:16441331 /DB_XREF=BB485989 /CLONE=D430034F05 /FEA=FLmRNA /CNT=106 /TID=Mm.6967.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1451033_a_ 2.4 7.8 A A 0.82 0.53 2 NC 0.16 gb:BB271442 /DB_XREF=gi:16400660 /DB_XREF=BB271442 /CLONE=A830054N02 /FEA=FLmRNA /CNT=34 /TID=Mm.10100.1 /TIER=Stack /STK=10 /UG
MOE430_2_1451263_a_ 1.2 20.9 A P 0.33 0.03 2 I 0.001832 gb:BC002148.1 /DB_XREF=gi:12805356 /FEA=FLmRNA /CNT=59 /TID=Mm.582.2 /TIER=FL+Stack /STK=49 /UG=Mm.582 /LL=11770 /UG_GENE=Fabp4 /D



MOE430_2_1451506_at 6.1 19.6 A A 0.36 0.08 2 I 0.000492 gb:BC026841.1 /DB_XREF=gi:20070855 /FEA=FLmRNA /CNT=127 /TID=Mm.24001.2 /TIER=FL+Stack /STK=13 /UG=Mm.24001 /LL=17260 /UG_GENE=Me
MOE430_2_1451716_at 1.8 5.6 A A 0.63 0.5 2 NC 0.51 gb:AW412521 /DB_XREF=gi:6938339 /DB_XREF=uq41h10.x1 /CLONE=IMAGE:2812003 /FEA=FLmRNA /CNT=162 /TID=Mm.67919.1 /TIER=Stack /STK=11
MOE430_2_1451921_a_ 2 6.3 A A 0.53 0.19 2 NC 0.3 gb:AF228705.1 /DB_XREF=gi:8777834 /GEN=Nfatz1 /FEA=FLmRNA /CNT=1 /TID=Mm.34530.5 /TIER=FL /STK=1 /UG=Mm.34530 /LL=54446 /DEF=Mus m
MOE430_2_1452554_at 2.8 7.7 A A 0.5 0.24 2 NC 0.04 gb:AF037046.1 /DB_XREF=gi:4104624 /FEA=mRNA /CNT=2 /TID=Mm.143873.1 /TIER=ConsEnd /STK=0 /UG=Mm.143873 /UG_TITLE=Mus musculus strain
MOE430_2_1453188_at 8 30.7 A P 0.39 0.02 2 MI 0.00225 gb:AI553459 /DB_XREF=gi:4485822 /DB_XREF=vw56c06.x1 /CLONE=IMAGE:1247818 /FEA=mRNA /CNT=31 /TID=Mm.44168.1 /TIER=Stack /STK=15 /UG
MOE430_2_1453331_at 0.6 4.5 A A 0.69 0.42 2 NC 0.17 gb:AK005953.1 /DB_XREF=gi:12838803 /FEA=mRNA /CNT=8 /TID=Mm.116929.1 /TIER=ConsEnd /STK=6 /UG=Mm.116929 /LL=75514 /UG_GENE=170001
MOE430_2_1453396_at 2.4 12.4 A A 0.82 0.39 2 NC 0.37 gb:AK007246.1 /DB_XREF=gi:12840672 /FEA=mRNA /CNT=6 /TID=Mm.159754.1 /TIER=ConsEnd /STK=4 /UG=Mm.159754 /LL=76646 /UG_GENE=170012
MOE430_2_1453509_at 1.1 6 A A 0.95 0.78 2 NC 0.27 gb:AK002226.1 /DB_XREF=gi:12832057 /FEA=mRNA /CNT=5 /TID=Mm.33746.1 /TIER=ConsEnd /STK=2 /UG=Mm.33746 /LL=68311 /UG_GENE=0610005K
MOE430_2_1453517_at 0.5 1.5 A A 0.99 0.91 2 NC 0.18 gb:AK014118.1 /DB_XREF=gi:12851787 /FEA=mRNA /CNT=6 /TID=Mm.27075.3 /TIER=ConsEnd /STK=2 /UG=Mm.27075 /LL=66559 /UG_GENE=Metapl1 /
MOE430_2_1453535_at 0.3 5.8 A A 0.56 0.12 2 NC 0.33 gb:AK014616.1 /DB_XREF=gi:12852581 /FEA=mRNA /CNT=4 /TID=Mm.158454.1 /TIER=ConsEnd /STK=2 /UG=Mm.158454 /LL=70818 /UG_GENE=463340
MOE430_2_1454032_at 7.8 45.2 A P 0.21 0.008057 2 I 0.000078 gb:AK017458.1 /DB_XREF=gi:12856701 /FEA=mRNA /CNT=1 /TID=Mm.133446.1 /TIER=ConsEnd /STK=0 /UG=Mm.133446 /LL=74513 /UG_GENE=553060
MOE430_2_1454073_at 2.5 12.8 A A 0.53 0.21 2 NC 0.14 gb:AK015461.1 /DB_XREF=gi:12853815 /FEA=mRNA /CNT=1 /TID=Mm.159574.1 /TIER=ConsEnd /STK=0 /UG=Mm.159574 /LL=75795 /UG_GENE=493045
MOE430_2_1454095_at 0.6 3.9 A A 0.66 0.29 2 NC 0.49 gb:AK016323.1 /DB_XREF=gi:12855011 /FEA=mRNA /CNT=1 /TID=Mm.159603.1 /TIER=ConsEnd /STK=0 /UG=Mm.159603 /LL=75855 /UG_GENE=493057
MOE430_2_1454267_a_ 2.9 9.8 A A 0.66 0.3 2 NC 0.31 gb:AK008023.1 /DB_XREF=gi:12841952 /FEA=mRNA /CNT=1 /TID=Mm.27402.2 /TIER=ConsEnd /STK=0 /UG=Mm.27402 /LL=69814 /UG_GENE=2010001P
MOE430_2_1454330_at 1.8 10.3 A A 0.75 0.3 2 NC 0.2 gb:AK016822.1 /DB_XREF=gi:12855764 /FEA=mRNA /CNT=2 /TID=Mm.79094.1 /TIER=ConsEnd /STK=0 /UG=Mm.79094 /LL=71172 /UG_GENE=4933415J
MOE430_2_1454392_at 2 6.6 A A 0.75 0.39 2 NC 0.13 gb:BB174628 /DB_XREF=gi:16269613 /DB_XREF=BB174628 /CLONE=A230052I24 /FEA=mRNA /CNT=2 /TID=Mm.159986.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454461_at 4.1 11.2 A A 0.46 0.33 2 NC 0.25 gb:AK017968.1 /DB_XREF=gi:12857480 /FEA=mRNA /CNT=1 /TID=Mm.159660.1 /TIER=ConsEnd /STK=0 /UG=Mm.159660 /LL=76047 /UG_GENE=583043
MOE430_2_1454551_at 0.5 4.2 A A 0.82 0.33 2 NC 0.23 gb:AK020585.1 /DB_XREF=gi:12861206 /FEA=mRNA /CNT=1 /TID=Mm.160086.1 /TIER=ConsEnd /STK=0 /UG=Mm.160086 /LL=78417 /UG_GENE=953003
MOE430_2_1454558_at 2.3 11 A A 0.63 0.26 2 NC 0.06 gb:AK017313.1 /DB_XREF=gi:12856492 /FEA=mRNA /CNT=1 /TID=Mm.158697.1 /TIER=ConsEnd /STK=0 /UG=Mm.158697 /LL=71430 /UG_GENE=543041
MOE430_2_1454972_at 1.5 9.2 A A 0.98 0.72 2 NC 0.21 gb:BQ042885 /DB_XREF=gi:19792252 /DB_XREF=UI-M-EM0-bvm-b-21-0-UI.r1 /CLONE=IMAGE:5693876 /FEA=EST /CNT=161 /TID=Mm.142380.3 /TIER=
MOE430_2_1455620_at 1 4.8 A A 0.63 0.21 2 NC 0.39 gb:BQ177219 /DB_XREF=gi:20352711 /DB_XREF=UI-M-DJ2-bwa-p-08-0-UI.s1 /CLONE=UI-M-DJ2-bwa-p-08-0-UI /FEA=EST /CNT=18 /TID=Mm.40210
MOE430_2_1455846_at 2 6.8 A A 0.63 0.53 2 NC 0.16 gb:AV274889 /DB_XREF=gi:16390612 /DB_XREF=AV274889 /CLONE=4932423E06 /FEA=EST /CNT=42 /TID=Mm.29756.2 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1456342_at 0.7 5.3 A A 0.91 0.6 2 NC 0.08 gb:BF465758 /DB_XREF=gi:11534941 /DB_XREF=UI-M-CG0p-bqr-d-12-0-UI.s1 /CLONE=UI-M-CG0p-bqr-d-12-0-UI /FEA=EST /CNT=13 /TID=Mm.3608
MOE430_2_1456603_at 178.9 510.2 P P 0.000732 0.000244 2 I 0.00002 gb:BG070087 /DB_XREF=gi:12552579 /DB_XREF=H3082F04-3 /CLONE=H3082F04 /FEA=EST /CNT=54 /TID=Mm.29116.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456921_at 2.4 11.2 A A 0.5 0.33 2 NC 0.5 gb:BE956991 /DB_XREF=gi:10602091 /DB_XREF=UI-M-BG2-bbq-f-02-0-UI.s1 /CLONE=UI-M-BG2-bbq-f-02-0-UI /FEA=EST /CNT=7 /TID=Mm.151095.1
MOE430_2_1457033_at 2.9 8.7 A A 0.36 0.06 2 NC 0.09 gb:BM198753 /DB_XREF=gi:17751352 /DB_XREF=C0406G09-3 /CLONE=C0406G09 /FEA=EST /CNT=13 /TID=Mm.131747.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457105_at 1.8 7.6 A A 0.69 0.17 2 NC 0.1 gb:BB332752 /DB_XREF=gi:16403955 /DB_XREF=BB332752 /CLONE=B830002B15 /FEA=EST /CNT=6 /TID=Mm.197682.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457405_at 0.5 5 A A 0.6 0.46 2 NC 0.5 gb:BB266218 /DB_XREF=gi:8962680 /DB_XREF=BB266218 /CLONE=A830024F07 /FEA=EST /CNT=5 /TID=Mm.122196.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457562_at 0.8 5 A A 0.75 0.46 2 NC 0.01 gb:BB195657 /DB_XREF=gi:15409590 /DB_XREF=BB195657 /CLONE=A330090C14 /FEA=EST /CNT=4 /TID=Mm.200418.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457909_at 1.7 8.2 A A 0.94 0.53 2 NC 0.03 gb:BG067931 /DB_XREF=gi:12550500 /DB_XREF=H3059G10-3 /CLONE=H3059G10 /FEA=EST /CNT=4 /TID=Mm.25523.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457935_at 0.6 3.5 A A 0.98 0.8 2 NC 0.02 gb:AV246339 /DB_XREF=gi:16387087 /DB_XREF=AV246339 /CLONE=4832408C21 /FEA=EST /CNT=4 /TID=Mm.220206.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458500_at 2.2 12.3 A P 0.46 0.04 2 NC 0.33 gb:BG069877 /DB_XREF=gi:12552446 /DB_XREF=H3081B01-3 /CLONE=H3081B01 /FEA=EST /CNT=8 /TID=Mm.127107.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458585_at 13.1 48.8 P P 0.00293 0.000732 2 I 0.000027 gb:AI506321 /DB_XREF=gi:4404172 /DB_XREF=vq57h06.x1 /CLONE=IMAGE:1106459 /FEA=EST /CNT=4 /TID=Mm.33549.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458653_at 3.6 14.5 A P 0.39 0.03 2 NC 0.02 gb:AI553556 /DB_XREF=gi:4485919 /DB_XREF=vw41c08.x1 /CLONE=IMAGE:1246382 /FEA=EST /CNT=4 /TID=Mm.35542.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458670_at 0.3 2.2 A A 0.96 0.53 2 NC 0.16 gb:BE994109 /DB_XREF=gi:10677019 /DB_XREF=UI-M-CG0p-bih-a-02-0-UI.s1 /CLONE=UI-M-CG0p-bih-a-02-0-UI /FEA=EST /CNT=5 /TID=Mm.151785
MOE430_2_1458707_at 2.8 6.5 A A 0.6 0.46 2 NC 0.11 gb:BB235014 /DB_XREF=gi:15410379 /DB_XREF=BB235014 /CLONE=A630052G14 /FEA=EST /CNT=4 /TID=Mm.30972.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458717_at 1.4 6.2 A A 0.88 0.56 2 NC 0.04 gb:AI481380 /DB_XREF=gi:4374606 /DB_XREF=vg09b08.x1 /CLONE=IMAGE:860823 /FEA=EST /CNT=4 /TID=Mm.33067.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458740_at 0.7 6.4 A A 0.75 0.33 2 NC 0.02 gb:BG075844 /DB_XREF=gi:12558413 /DB_XREF=H3152E03-3 /CLONE=H3152E03 /FEA=EST /CNT=3 /TID=Mm.182832.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458772_at 0.6 2.4 A A 0.63 0.56 2 NC 0.24 gb:BB456450 /DB_XREF=gi:16426059 /DB_XREF=BB456450 /CLONE=D130046M09 /FEA=EST /CNT=3 /TID=Mm.209266.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458796_at 2.6 7.3 A A 0.5 0.27 2 NC 0.008511 gb:C87349 /DB_XREF=gi:2919306 /DB_XREF=C87349 /CLONE=J0244E08 /FEA=EST /CNT=3 /TID=Mm.173074.1 /TIER=ConsEnd /STK=2 /UG=Mm.17307
MOE430_2_1458829_at 5.8 20.6 A A 0.6 0.14 2 NC 0.05 gb:BB496845 /DB_XREF=gi:16441897 /DB_XREF=BB496845 /CLONE=D630004O11 /FEA=EST /CNT=3 /TID=Mm.194507.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458867_at 1.1 5 A A 0.69 0.39 2 NC 0.3 gb:BG071949 /DB_XREF=gi:12554518 /DB_XREF=H3105A06-3 /CLONE=H3105A06 /FEA=EST /CNT=3 /TID=Mm.174046.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458968_at 2.7 7.1 A A 0.69 0.5 2 NC 0.03 gb:BG066774 /DB_XREF=gi:12549343 /DB_XREF=H3046G07-3 /CLONE=H3046G07 /FEA=EST /CNT=3 /TID=Mm.172834.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459011_at 1.9 11.2 A A 0.85 0.6 2 NC 0.19 gb:BM248857 /DB_XREF=gi:17884127 /DB_XREF=K0823F04-3 /CLONE=K0823F04 /FEA=EST /CNT=3 /TID=Mm.215476.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459097_at 1.1 7.1 A A 0.93 0.6 2 NC 0.06 gb:BG069183 /DB_XREF=gi:12551752 /DB_XREF=H3073F06-3 /CLONE=H3073F06 /FEA=EST /CNT=3 /TID=Mm.172161.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459167_at 6.9 16.5 A A 0.5 0.27 2 NC 0.15 gb:BG073151 /DB_XREF=gi:12555720 /DB_XREF=H3119C11-3 /CLONE=H3119C11 /FEA=EST /CNT=2 /TID=Mm.102868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459285_at 6.5 22.2 A A 0.8 0.14 2 I 0.000346 gb:BB554612 /DB_XREF=gi:16448450 /DB_XREF=BB554612 /CLONE=E330014J08 /FEA=EST /CNT=2 /TID=Mm.137596.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459311_at 0.2 0.8 A A 0.96 0.75 2 NC 0.2 gb:BB255824 /DB_XREF=gi:16398496 /DB_XREF=BB255824 /CLONE=A730070B13 /FEA=EST /CNT=2 /TID=Mm.210629.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459344_at 0.5 9.8 A A 0.36 0.3 2 NC 0.5 gb:BB456107 /DB_XREF=gi:16426012 /DB_XREF=BB456107 /CLONE=D130045C05 /FEA=EST /CNT=2 /TID=Mm.218534.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459555_at 2.2 9 A A 0.69 0.5 2 NC 0.19 gb:BG073852 /DB_XREF=gi:12556421 /DB_XREF=H3127H05-3 /CLONE=H3127H05 /FEA=EST /CNT=2 /TID=Mm.182678.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459580_at 1.1 4.8 A A 0.88 0.5 2 NC 0.18 gb:BB771417 /DB_XREF=gi:16213189 /DB_XREF=BB771417 /CLONE=G370129C06 /FEA=EST /CNT=2 /TID=Mm.211379.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459763_at 1.1 4.1 A A 0.69 0.08 2 NC 0.16 gb:AV205260 /DB_XREF=gi:6146113 /DB_XREF=AV205260 /CLONE=1700074D10 /FEA=EST /CNT=2 /TID=Mm.82712.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459819_at 1.8 12.5 A A 0.53 0.46 2 NC 0.5 gb:BB667306 /DB_XREF=gi:16398755 /DB_XREF=BB667306 /CLONE=7120470D16 /FEA=EST /CNT=2 /TID=Mm.207140.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459891_at 0.8 4.6 A A 0.95 0.33 2 NC 0.01 gb:BG066204 /DB_XREF=gi:12548767 /DB_XREF=H3040B08-3 /CLONE=H3040B08 /FEA=EST /CNT=3 /TID=Mm.24992.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1460516_at 2.2 6.8 A P 0.53 0.03 2 NC 0.00712 gb:AK014011.1 /DB_XREF=gi:12851626 /FEA=mRNA /CNT=1 /TID=Mm.158937.1 /TIER=ConsEnd /STK=0 /UG=Mm.158937 /LL=73071 /UG_GENE=311000
MOE430_2_1460529_at 1.8 9.9 A A 0.36 0.17 2 NC 0.42 gb:AK019632.1 /DB_XREF=gi:12859934 /FEA=mRNA /CNT=1 /TID=Mm.160152.1 /TIER=ConsEnd /STK=0 /UG=Mm.160152 /LL=78918 /UG_GENE=493045
MOE430_2_1460537_at 1.5 7.4 A A 0.55 0.36 2 NC 0.17 gb:AK020505.1 /DB_XREF=gi:12861109 /FEA=mRNA /CNT=1 /TID=Mm.159908.1 /TIER=ConsEnd /STK=0 /UG=Mm.159908 /LL=77375 /UG_GENE=943008
MOE430_2_AFFX-Dap 0.9 4.4 A A 0.67 0.6 2 NC 0.5 Bacillus subtilis /REF=L38424 /DEF=B subtilis dapB, jojF, jojG genes corresponding to nucleotides 1358-3197 of L38424 /LEN=1931 (-5, -M, -3 represent t
MOE430_2_1415844_at 0.8 5 A A 0.59 0.6 1.9 NC 0.48 gb:NM_009308.2 /DB_XREF=gi:20357581 /GEN=Syt4 /FEA=FLmRNA /CNT=317 /TID=Mm.2446.1 /TIER=FL+Stack /STK=214 /UG=Mm.2446 /LL=20983 /D
MOE430_2_1416268_at 477.6 1797.8 P P 0.000244 0.000244 1.9 I 0.00002 gb:BC005486.1 /DB_XREF=gi:13529535 /FEA=FLmRNA /CNT=210 /TID=Mm.22365.1 /TIER=FL+Stack /STK=105 /UG=Mm.22365 /LL=23872 /UG_GENE=Et
MOE430_2_1416309_at 48.1 152.3 P P 0.00415 0.000732 1.9 I 0.00002 gb:NM_133851.1 /DB_XREF=gi:19527067 /GEN=AW547774 /FEA=FLmRNA /CNT=136 /TID=Mm.27584.1 /TIER=FL+Stack /STK=100 /UG=Mm.27584 /LL=9
MOE430_2_1416310_at 5.2 16.9 A P 0.24 0.008057 1.9 NC 0.00712 gb:BC009096.1 /DB_XREF=gi:14318597 /FEA=FLmRNA /CNT=136 /TID=Mm.27584.1 /TIER=ConsEnd /STK=5 /UG=Mm.27584 /LL=99396 /UG_GENE=AW5
MOE430_2_1416357_a_ 1 6.2 A A 0.99 0.43 1.9 I 0.001651 gb:NM_023061.1 /DB_XREF=gi:12746443 /GEN=Mcam /FEA=FLmRNA /CNT=152 /TID=Mm.39103.1 /TIER=FL+Stack /STK=95 /UG=Mm.39103 /LL=84004 /
MOE430_2_1416537_at 3 12.9 A A 0.87 0.72 1.9 NC 0.5 gb:NM_133930.1 /DB_XREF=gi:19527147 /GEN=AI843811 /FEA=FLmRNA /CNT=148 /TID=Mm.41593.1 /TIER=FL+Stack /STK=83 /UG=Mm.41593 /LL=101
MOE430_2_1416564_at 1 3.8 A A 0.82 0.43 1.9 NC 0.5 gb:NM_011446.1 /DB_XREF=gi:6755611 /GEN=Sox7 /FEA=FLmRNA /CNT=83 /TID=Mm.42162.1 /TIER=FL+Stack /STK=82 /UG=Mm.42162 /LL=20680 /DE
MOE430_2_1416757_at 24.6 101.7 P P 0.00415 0.000244 1.9 I 0.00002 gb:BC027435.1 /DB_XREF=gi:20071624 /FEA=FLmRNA /CNT=101 /TID=Mm.44082.1 /TIER=FL+Stack /STK=71 /UG=Mm.44082 /LL=68014 /UG_GENE=23
MOE430_2_1416761_at 21.4 81.3 A P 0.17 0.01 1.9 I 0.000307 gb:BC014753.1 /DB_XREF=gi:15928555 /FEA=FLmRNA /CNT=88 /TID=Mm.5079.1 /TIER=FL+Stack /STK=71 /UG=Mm.5079 /LL=15484 /UG_GENE=Hsd11
MOE430_2_1416969_at 64.7 216.7 A P 0.06 0.001953 1.9 I 0.00002 gb:NM_013882.1 /DB_XREF=gi:7305118 /GEN=Gtse1 /FEA=FLmRNA /CNT=83 /TID=Mm.20858.1 /TIER=FL+Stack /STK=62 /UG=Mm.20858 /LL=29870 /D
MOE430_2_1417484_at 0.4 2.1 A A 0.87 0.72 1.9 NC 0.5 gb:NM_008318.1 /DB_XREF=gi:6680334 /GEN=Ibsp /FEA=FLmRNA /CNT=54 /TID=Mm.4987.1 /TIER=FL+Stack /STK=44 /UG=Mm.4987 /LL=15891 /DEF=M
MOE430_2_1418193_at 2.2 9.8 A A 0.36 0.24 1.9 NC 0.04 gb:NM_010813.1 /DB_XREF=gi:6754717 /GEN=Mnt /FEA=FLmRNA /CNT=72 /TID=Mm.3759.1 /TIER=FL /STK=1 /UG=Mm.3759 /LL=17428 /DEF=Mus mus
MOE430_2_1418293_at 39.5 84.9 P P 0.001953 0.000244 1.9 I 0.00002 gb:NM_008332.1 /DB_XREF=gi:6680362 /GEN=Ifit2 /FEA=FLmRNA /CNT=58 /TID=Mm.2036.1 /TIER=FL+Stack /STK=26 /UG=Mm.2036 /LL=15958 /DEF=M
MOE430_2_1418776_at 0.9 5.6 A A 0.63 0.43 1.9 NC 0.4 gb:NM_029509.1 /DB_XREF=gi:13386409 /GEN=5830443L24Rik /FEA=FLmRNA /CNT=35 /TID=Mm.23991.1 /TIER=FL+Stack /STK=18 /UG=Mm.23991 /LL=
MOE430_2_1419324_at 5 19.7 A P 0.39 0.03 1.9 NC 0.29 gb:NM_010714.1 /DB_XREF=gi:6754541 /GEN=Lhx9 /FEA=FLmRNA /CNT=16 /TID=Mm.79380.1 /TIER=FL+Stack /STK=11 /UG=Mm.79380 /LL=16876 /DE
MOE430_2_1420087_at 1.6 6.1 A A 0.82 0.66 1.9 NC 0.53 gb:AU020229 /DB_XREF=gi:3375813 /DB_XREF=AU020229 /CLONE=J0529B09 /FEA=EST /CNT=1 /TID=Mm.201534.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420179_at 1 4.3 A A 0.88 0.72 1.9 NC 0.36 gb:BB452423 /DB_XREF=gi:9347878 /DB_XREF=BB452423 /CLONE=D130017F15 /FEA=EST /CNT=1 /TID=Mm.215968.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420428_at 2.4 9 A A 0.78 0.5 1.9 NC 0.14 gb:NM_007425.1 /DB_XREF=gi:6671524 /GEN=Ager /FEA=FLmRNA /CNT=12 /TID=Mm.3383.1 /TIER=FL /STK=5 /UG=Mm.3383 /LL=11596 /DEF=Mus mu
MOE430_2_1420560_at 2.3 9 A A 0.56 0.39 1.9 NC 0.3 gb:NM_009603.1 /DB_XREF=gi:6752949 /GEN=Chrne /FEA=FLmRNA /CNT=8 /TID=Mm.4980.1 /TIER=FL /STK=4 /UG=Mm.4980 /LL=11448 /DEF=Mus mu
MOE430_2_1420703_at 2.2 9.3 A P 0.69 0.001221 1.9 NC 0.003041 gb:NM_009970.1 /DB_XREF=gi:6753533 /GEN=Csf2ra /FEA=FLmRNA /CNT=20 /TID=Mm.156264.1 /TIER=FL /STK=3 /UG=Mm.156264 /LL=12982 /DEF=M
MOE430_2_1420721_at 0.7 3.5 A A 0.88 0.56 1.9 NC 0.11 gb:NM_026150.1 /DB_XREF=gi:13385653 /GEN=4921536K21Rik /FEA=FLmRNA /CNT=10 /TID=Mm.45467.1 /TIER=FL /STK=3 /UG=Mm.45467 /LL=67430 /
MOE430_2_1420778_at 2.2 6.1 A A 0.85 0.46 1.9 NC 0.07 gb:NM_031872.1 /DB_XREF=gi:13994200 /GEN=Tas1r3 /FEA=FLmRNA /CNT=6 /TID=Mm.190611.1 /TIER=FL /STK=3 /UG=Mm.190611 /LL=83771 /DEF=M
MOE430_2_1420910_at 3.4 11.1 A A 0.82 0.39 1.9 NC 0.05 gb:NM_015817.1 /DB_XREF=gi:7657470 /GEN=Ppap2c /FEA=FLmRNA /CNT=66 /TID=Mm.28873.1 /TIER=FL /STK=2 /UG=Mm.28873 /LL=50784 /DEF=Mu
MOE430_2_1421172_at 129 410.8 P P 0.00415 0.000732 1.9 I 0.000307 gb:BI964347 /DB_XREF=gi:16338752 /DB_XREF=id39e05.x1 /CLONE=IMAGE:5665617 /FEA=FLmRNA /CNT=23 /TID=Mm.41158.1 /TIER=ConsEnd /STK=3
MOE430_2_1421251_at 0.6 1.3 A A 0.96 0.78 1.9 NC 0.04 gb:NM_009555.1 /DB_XREF=gi:6677612 /GEN=Zfp40 /FEA=FLmRNA /CNT=13 /TID=Mm.21025.1 /TIER=FL /STK=2 /UG=Mm.21025 /LL=22700 /DEF=Mus 
MOE430_2_1421294_at 2.2 16.4 A A 0.69 0.17 1.9 NC 0.12 gb:AF180109.1 /DB_XREF=gi:9957559 /GEN=Hrp1 /FEA=FLmRNA /CNT=14 /TID=Mm.7411.1 /TIER=ConsEnd /STK=0 /UG=Mm.7411 /LL=15192 /DEF=Mu
MOE430_2_1421423_at 1.2 5.2 A A 0.43 0.72 1.9 NC 0.63 gb:NM_026206.1 /DB_XREF=gi:13385713 /GEN=1600017N11Rik /FEA=FLmRNA /CNT=7 /TID=Mm.49048.1 /TIER=FL /STK=2 /UG=Mm.49048 /LL=67505 /
MOE430_2_1421558_at 4.4 17.1 A A 0.46 0.14 1.9 NC 0.07 gb:NM_013682.1 /DB_XREF=gi:7305536 /GEN=T2 /FEA=FLmRNA /CNT=4 /TID=Mm.12880.1 /TIER=FL /STK=2 /UG=Mm.12880 /LL=21331 /DEF=Mus mus
MOE430_2_1421921_at 0.6 2.2 A A 0.8 0.53 1.9 NC 0.29 gb:BC011158.1 /DB_XREF=gi:15029869 /FEA=FLmRNA /CNT=38 /TID=Mm.14274.1 /TIER=FL /STK=1 /UG=Mm.14274 /LL=20717 /UG_GENE=Spi2-rs1 /D
MOE430_2_1421989_s_ 23.9 64.9 A A 0.36 0.19 1.9 MI 0.002032 gb:BF786072 /DB_XREF=gi:12091108 /DB_XREF=602110642F1 /CLONE=IMAGE:4238914 /FEA=FLmRNA /CNT=17 /TID=Mm.27646.1 /TIER=ConsEnd /ST
MOE430_2_1422016_a_ 19.8 97.7 P P 0.000732 0.000244 1.9 I 0.00002 gb:BC025084.1 /DB_XREF=gi:19263861 /FEA=FLmRNA /CNT=11 /TID=Mm.181792.1 /TIER=FL /STK=1 /UG=Mm.181792 /LL=26886 /UG_GENE=Cenph /D
MOE430_2_1422290_at 3.7 14.5 A A 0.63 0.43 1.9 NC 0.42 gb:NM_008309.1 /DB_XREF=gi:6680318 /GEN=Htr1d /FEA=FLmRNA /CNT=2 /TID=Mm.57096.1 /TIER=FL /STK=1 /UG=Mm.57096 /LL=15552 /DEF=Mus m
MOE430_2_1422410_at 2.4 7.8 A P 0.12 0.01 1.9 NC 0.07 gb:NM_033522.1 /DB_XREF=gi:15743551 /GEN=Nato3-pending /FEA=FLmRNA /CNT=1 /TID=Mm.204643.1 /TIER=FL /STK=1 /UG=Mm.204643 /LL=114712
MOE430_2_1422535_at 40.5 162.9 P P 0.000244 0.000732 1.9 I 0.000068 gb:AF091432.1 /DB_XREF=gi:3769611 /FEA=FLmRNA /CNT=81 /TID=Mm.35867.1 /TIER=FL+Stack /STK=42 /UG=Mm.35867 /LL=12448 /UG_GENE=Ccne
MOE430_2_1422552_at 4.5 23.4 A A 0.39 0.09 1.9 NC 0.07 gb:NM_023396.1 /DB_XREF=gi:12963660 /GEN=2410012A13Rik /FEA=FLmRNA /CNT=64 /TID=Mm.27086.1 /TIER=FL+Stack /STK=38 /UG=Mm.27086 /LL
MOE430_2_1422602_a_ 119.4 421.9 P P 0.000244 0.000244 1.9 I 0.00002 gb:NM_009525.1 /DB_XREF=gi:6678598 /GEN=Wnt5b /FEA=FLmRNA /CNT=48 /TID=Mm.22622.1 /TIER=FL+Stack /STK=29 /UG=Mm.22622 /LL=22419 /D
MOE430_2_1422921_at 3.6 16.1 A A 0.5 0.33 1.9 NC 0.74 gb:NM_009514.1 /DB_XREF=gi:6678578 /GEN=Vpreb3 /FEA=FLmRNA /CNT=12 /TID=Mm.955.1 /TIER=FL /STK=6 /UG=Mm.955 /LL=22364 /DEF=Mus mu
MOE430_2_1422928_at 3.3 10 A A 0.5 0.46 1.9 NC 0.44 gb:NM_015779.1 /DB_XREF=gi:7657059 /GEN=EL2 /FEA=FLmRNA /CNT=7 /TID=Mm.4151.1 /TIER=FL /STK=4 /UG=Mm.4151 /LL=50701 /DEF=Mus musc
MOE430_2_1424266_s_ 2.7 18.3 A A 0.33 0.09 1.9 NC 0.009292 gb:BC013479.1 /DB_XREF=gi:15488663 /FEA=FLmRNA /CNT=96 /TID=Mm.29110.1 /TIER=FL+Stack /STK=42 /UG=Mm.29110 /DEF=Mus musculus, clone 
MOE430_2_1424853_s_ 1.1 5.2 A A 0.63 0.46 1.9 NC 0.27 gb:BC010747.1 /DB_XREF=gi:14789623 /FEA=FLmRNA /CNT=51 /TID=Mm.10742.1 /TIER=FL+Stack /STK=13 /UG=Mm.10742 /LL=13117 /UG_GENE=Cyp
MOE430_2_1424866_at 3.6 11.7 A A 0.33 0.08 1.9 NC 0.01 gb:BB831130 /DB_XREF=gi:17009373 /DB_XREF=BB831130 /CLONE=G930015E07 /FEA=FLmRNA /CNT=43 /TID=Mm.140060.1 /TIER=Stack /STK=8 /UG
MOE430_2_1425102_a_ 4.9 25.2 A P 0.39 0.03 1.9 I 0.000438 gb:AB053181.1 /DB_XREF=gi:13517092 /GEN=ACE2 /FEA=FLmRNA /CNT=53 /TID=Mm.13451.1 /TIER=FL /STK=6 /UG=Mm.13451 /LL=70008 /DEF=Mus 
MOE430_2_1425110_at 3.5 20.7 A A 0.46 0.06 1.9 NC 0.005409 gb:AF276314.1 /DB_XREF=gi:17224455 /GEN=SorCS3 /FEA=FLmRNA /CNT=26 /TID=Mm.70980.1 /TIER=FL /STK=6 /UG=Mm.70980 /LL=66673 /DEF=Mu
MOE430_2_1425260_at 1.2 4.3 A A 0.75 0.3 1.9 NC 0.03 gb:BC024643.1 /DB_XREF=gi:19353305 /FEA=FLmRNA /CNT=244 /TID=Mm.16773.1 /TIER=FL /STK=3 /UG=Mm.16773 /LL=11657 /UG_GENE=Alb1 /DEF=
MOE430_2_1425522_at 1.2 4 A A 0.6 0.46 1.9 NC 0.37 gb:BC010792.1 /DB_XREF=gi:14789794 /FEA=FLmRNA /CNT=49 /TID=Mm.220915.1 /TIER=FL /STK=1 /UG=Mm.220915 /LL=70221 /UG_GENE=2610015J
MOE430_2_1425587_a_ 3.4 6.7 A A 0.46 0.46 1.9 NC 0.21 gb:D45212.1 /DB_XREF=gi:1208432 /GEN=byp /FEA=FLmRNA /CNT=20 /TID=Mm.5046.2 /TIER=FL /STK=1 /UG=Mm.5046 /LL=19271 /DEF=Mouse mRNA
MOE430_2_1425612_at 2 9.9 A P 0.43 0.04 1.9 NC 0.05 gb:AA023906 /DB_XREF=gi:1488806 /DB_XREF=mh95e01.r1 /CLONE=IMAGE:458712 /FEA=FLmRNA /CNT=19 /TID=Mm.34465.2 /TIER=ConsEnd /STK=0 
MOE430_2_1425890_at 2.1 12.7 A A 0.56 0.08 1.9 NC 0.01 gb:AF232024.1 /DB_XREF=gi:8809769 /GEN=Ly-6I /FEA=FLmRNA /CNT=3 /TID=Mm.103741.1 /TIER=FL /STK=1 /UG=Mm.103741 /LL=57248 /DEF=Mus 
MOE430_2_1425950_at 3.7 15.8 A A 0.53 0.19 1.9 NC 0.29 gb:BC019537.1 /DB_XREF=gi:18044539 /FEA=FLmRNA /CNT=2 /TID=Mm.215153.1 /TIER=FL /STK=1 /UG=Mm.215153 /DEF=Mus musculus, clone MGC:2
MOE430_2_1426086_a_ 14.7 60.6 A M 0.36 0.05 1.9 I 0.000774 gb:AF461114.1 /DB_XREF=gi:18252629 /FEA=FLmRNA /CNT=1 /TID=Mm.3451.2 /TIER=FL /STK=1 /UG=Mm.3451 /LL=14265 /UG_GENE=Fmr1 /DEF=Mus
MOE430_2_1426498_at 1.8 9.8 A A 0.65 0.17 1.9 NC 0.37 gb:AK011577.1 /DB_XREF=gi:12847792 /GEN=Smcx /FEA=FLmRNA /CNT=72 /TID=Mm.142655.1 /TIER=Stack /STK=21 /UG=Mm.142655 /LL=20591 /UG_
MOE430_2_1426807_at 2.6 11.3 A A 0.43 0.24 1.9 NC 0.22 gb:BE687981 /DB_XREF=gi:10075605 /DB_XREF=uw41d05.x1 /CLONE=IMAGE:3419241 /FEA=mRNA /CNT=70 /TID=Mm.218564.1 /TIER=Stack /STK=62 /
MOE430_2_1427056_at 15.8 69.3 A P 0.11 0.000732 1.9 I 0.000214 gb:AV228731 /DB_XREF=gi:16385577 /DB_XREF=AV228731 /CLONE=4631401M01 /FEA=mRNA /CNT=40 /TID=Mm.65867.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1427420_at 0.8 5.4 A A 0.72 0.63 1.9 NC 0.5 gb:AK008173.1 /DB_XREF=gi:12842196 /FEA=mRNA /CNT=11 /TID=Mm.28308.1 /TIER=ConsEnd /STK=1 /UG=Mm.28308 /LL=14912 /UG_GENE=Nkx6-2 /
MOE430_2_1427422_at 0.5 5.4 A A 0.72 0.46 1.9 NC 0.05 gb:BM122014 /DB_XREF=gi:17105782 /DB_XREF=L0504D12-3 /CLONE=L0504D12 /FEA=mRNA /CNT=9 /TID=Mm.218041.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427736_a_ 2.7 12.4 A A 0.46 0.19 1.9 NC 0.53 gb:AJ318863.1 /DB_XREF=gi:15886862 /GEN=CCR11 /FEA=mRNA /CNT=1 /TID=Mm.7336.4 /TIER=ConsEnd /STK=0 /UG=Mm.7336 /LL=54199 /DEF=Mu
MOE430_2_1427760_s_ 57.5 199 P P 0.02 0.000732 1.9 I 0.000114 gb:X75557.1 /DB_XREF=gi:587481 /GEN=mrpplf /FEA=mRNA /CNT=1 /TID=Mm.22777.2 /TIER=ConsEnd /STK=0 /UG=Mm.22777 /LL=18811 /DEF=M.mus
MOE430_2_1428018_a_ 6.6 15.5 A P 0.21 0.00293 1.9 NC 0.19 gb:AF251705.1 /DB_XREF=gi:20330547 /GEN=Pigr5 /FEA=mRNA /CNT=6 /TID=Mm.2699.2 /TIER=ConsEnd /STK=0 /UG=Mm.2699 /LL=140497 /DEF=Mus
MOE430_2_1428042_at 2.9 12.2 A A 0.63 0.19 1.9 NC 0.02 gb:BC028536.1 /DB_XREF=gi:20306484 /FEA=mRNA /CNT=3 /TID=Mm.105321.1 /TIER=ConsEnd /STK=0 /UG=Mm.105321 /DEF=Mus musculus, Similar to
MOE430_2_1428577_at 2.5 3.9 A A 0.85 0.5 1.9 NC 0.15 gb:AV344893 /DB_XREF=gi:16397033 /DB_XREF=AV344893 /CLONE=6430548E24 /FEA=mRNA /CNT=58 /TID=Mm.40566.1 /TIER=Stack /STK=31 /UG=M
MOE430_2_1428705_at 15.3 51.1 A P 0.11 0.001221 1.9 I 0.000101 gb:AK005731.1 /DB_XREF=gi:12838458 /FEA=mRNA /CNT=30 /TID=Mm.46470.1 /TIER=Stack /STK=25 /UG=Mm.46470 /LL=69327 /UG_GENE=1700007K1
MOE430_2_1429090_at 1.8 6.9 A A 0.82 0.3 1.9 NC 0.01 gb:BE848165 /DB_XREF=gi:10306504 /DB_XREF=uw36a03.y1 /CLONE=IMAGE:3418732 /FEA=mRNA /CNT=33 /TID=Mm.27337.1 /TIER=ConsEnd /STK=0 
MOE430_2_1429095_at 39.7 200.2 P P 0.000244 0.000244 1.9 I 0.00002 gb:AK006234.1 /DB_XREF=gi:12839219 /FEA=mRNA /CNT=24 /TID=Mm.41534.1 /TIER=Stack /STK=12 /UG=Mm.41534 /LL=66336 /UG_GENE=1700022C0
MOE430_2_1429225_at 0.5 3.9 A A 0.85 0.75 1.9 NC 0.44 gb:AI847460 /DB_XREF=gi:5491366 /DB_XREF=UI-M-AI1-afs-d-04-0-UI.s1 /CLONE=UI-M-AI1-afs-d-04-0-UI /FEA=mRNA /CNT=14 /TID=Mm.40857.1 /
MOE430_2_1429293_at 0.4 2.6 A A 0.69 0.5 1.9 NC 0.5 gb:AK010515.1 /DB_XREF=gi:12846018 /FEA=mRNA /CNT=80 /TID=Mm.77066.1 /TIER=Stack /STK=71 /UG=Mm.77066 /LL=71951 /UG_GENE=2410016G0
MOE430_2_1429490_at 1.6 10.1 A P 0.33 0.03 1.9 NC 0.003355 gb:AK018316.1 /DB_XREF=gi:12857965 /FEA=mRNA /CNT=57 /TID=Mm.27568.1 /TIER=Stack /STK=18 /UG=Mm.27568 /LL=76244 /UG_GENE=6530403D0
MOE430_2_1429626_at 1 2.9 A A 0.75 0.66 1.9 NC 0.21 gb:AV024301 /DB_XREF=gi:16356398 /DB_XREF=AV024301 /CLONE=1200002B09 /FEA=mRNA /CNT=46 /TID=Mm.46062.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429765_at 29.8 122.2 A P 0.3 0.03 1.9 MI 0.002032 gb:BF101721 /DB_XREF=gi:10884247 /DB_XREF=601753455F1 /CLONE=IMAGE:3981133 /FEA=mRNA /CNT=52 /TID=Mm.34131.1 /TIER=ConsEnd /STK=0
MOE430_2_1429848_at 3.8 15.8 A M 0.39 0.05 1.9 NC 0.08 gb:AK014446.1 /DB_XREF=gi:12852302 /FEA=mRNA /CNT=17 /TID=Mm.134436.2 /TIER=ConsEnd /STK=7 /UG=Mm.134436 /LL=70704 /UG_GENE=38304
MOE430_2_1429982_at 1.1 4.4 A A 0.95 0.56 1.9 NC 0.22 gb:AK016936.1 /DB_XREF=gi:12855933 /FEA=mRNA /CNT=9 /TID=Mm.23804.1 /TIER=ConsEnd /STK=5 /UG=Mm.23804 /LL=71075 /UG_GENE=4933426K
MOE430_2_1430054_at 0.6 4.4 A A 0.69 0.12 1.9 NC 0.21 gb:AK006542.1 /DB_XREF=gi:12839699 /FEA=mRNA /CNT=8 /TID=Mm.45587.1 /TIER=ConsEnd /STK=4 /UG=Mm.45587 /LL=72277 /UG_GENE=1700030F
MOE430_2_1430280_at 2.9 16.1 A A 0.78 0.43 1.9 NC 0.13 gb:AK007933.1 /DB_XREF=gi:12841805 /FEA=mRNA /CNT=4 /TID=Mm.55317.1 /TIER=ConsEnd /STK=3 /UG=Mm.55317 /LL=72282 /UG_GENE=1810062G
MOE430_2_1430403_at 2.3 8.1 A A 0.46 0.27 1.9 NC 0.28 gb:BF227850 /DB_XREF=gi:11135893 /DB_XREF=uz34h12.x1 /CLONE=IMAGE:3671015 /FEA=mRNA /CNT=5 /TID=Mm.178524.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1430468_at 1.1 10.3 A A 0.53 0.06 1.9 NC 0.3 gb:AI465509 /DB_XREF=gi:4319539 /DB_XREF=mu89h02.x1 /CLONE=IMAGE:652755 /FEA=mRNA /CNT=4 /TID=Mm.32857.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430553_at 0.4 5.6 A A 0.65 0.27 1.9 NC 0.19 gb:AV268106 /DB_XREF=gi:16389624 /DB_XREF=AV268106 /CLONE=4930533E24 /FEA=mRNA /CNT=24 /TID=Mm.66893.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430603_at 3 10.9 A P 0.27 0.005859 1.9 NC 0.008511 gb:AK016329.1 /DB_XREF=gi:12855018 /FEA=mRNA /CNT=10 /TID=Mm.117473.1 /TIER=ConsEnd /STK=1 /UG=Mm.117473 /LL=75881 /UG_GENE=49305
MOE430_2_1430720_at 4.9 17.4 A P 0.36 0.03 1.9 NC 0.08 gb:AK011890.1 /DB_XREF=gi:12848293 /FEA=mRNA /CNT=6 /TID=Mm.214560.1 /TIER=ConsEnd /STK=1 /UG=Mm.214560 /UG_TITLE=Mus musculus 10 d
MOE430_2_1430751_at 0.5 5.2 A A 0.69 0.5 1.9 NC 0.5 gb:AK019935.1 /DB_XREF=gi:12860344 /FEA=mRNA /CNT=5 /TID=Mm.194525.1 /TIER=ConsEnd /STK=1 /UG=Mm.194525 /UG_TITLE=Mus musculus adul
MOE430_2_1430832_at 0.4 4.4 A A 0.65 0.33 1.9 NC 0.03 gb:BB055339 /DB_XREF=gi:8462487 /DB_XREF=BB055339 /CLONE=6720480K08 /FEA=mRNA /CNT=4 /TID=Mm.159844.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430914_at 4.8 13 A A 0.63 0.21 1.9 NC 0.37 gb:BB025171 /DB_XREF=gi:8199625 /DB_XREF=BB025171 /CLONE=5330426L24 /FEA=mRNA /CNT=3 /TID=Mm.160080.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430924_at 0.8 5 A A 0.53 0.21 1.9 NC 0.5 gb:AK017137.1 /DB_XREF=gi:12856243 /FEA=mRNA /CNT=3 /TID=Mm.158618.1 /TIER=ConsEnd /STK=1 /UG=Mm.158618 /LL=71208 /UG_GENE=493344
MOE430_2_1431156_at 0.2 0.3 A A 0.9 0.96 1.9 NC 0.75 gb:BF119437 /DB_XREF=gi:10958477 /DB_XREF=601758363F1 /CLONE=IMAGE:3992654 /FEA=mRNA /CNT=8 /TID=Mm.170749.1 /TIER=ConsEnd /STK=0
MOE430_2_1431392_at 3.4 17.3 A P 0.33 0.01 1.9 NC 0.01 gb:AK019990.1 /DB_XREF=gi:12860429 /FEA=mRNA /CNT=3 /TID=Mm.159945.1 /TIER=ConsEnd /STK=0 /UG=Mm.159945 /LL=77580 /UG_GENE=573059
MOE430_2_1431496_at 2 13.4 A A 0.66 0.56 1.9 NC 0.22 gb:BB303425 /DB_XREF=gi:9004130 /DB_XREF=BB303425 /CLONE=B230104F01 /FEA=mRNA /CNT=3 /TID=Mm.166513.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431504_at 7.3 32.6 A A 0.43 0.21 1.9 NC 0.01 gb:AK010010.1 /DB_XREF=gi:12845157 /FEA=mRNA /CNT=3 /TID=Mm.58243.1 /TIER=ConsEnd /STK=2 /UG=Mm.58243 /LL=69661 /UG_GENE=2310061N
MOE430_2_1431911_at 0.6 3.3 A A 0.75 0.53 1.9 NC 0.19 gb:AK016475.1 /DB_XREF=gi:12855225 /FEA=mRNA /CNT=1 /TID=Mm.158519.1 /TIER=ConsEnd /STK=0 /UG=Mm.158519 /LL=70981 /UG_GENE=493142
MOE430_2_1431966_at 0.5 2.5 A A 0.77 0.39 1.9 NC 0.02 gb:AK013677.1 /DB_XREF=gi:12851129 /FEA=mRNA /CNT=1 /TID=Mm.32703.1 /TIER=ConsEnd /STK=0 /UG=Mm.32703 /LL=72974 /UG_GENE=2900053G
MOE430_2_1432013_a_ 8.8 42.4 A P 0.17 0.001221 1.9 I 0.00002 gb:AK016786.1 /DB_XREF=gi:12855708 /FEA=mRNA /CNT=1 /TID=Mm.34156.2 /TIER=ConsEnd /STK=0 /UG=Mm.34156 /LL=71804 /UG_GENE=2610016C
MOE430_2_1432056_at 21.1 73.3 A P 0.08 0.008057 1.9 I 0.001201 gb:AK017087.1 /DB_XREF=gi:12856167 /FEA=mRNA /CNT=1 /TID=Mm.158654.1 /TIER=ConsEnd /STK=0 /UG=Mm.158654 /LL=71287 /UG_GENE=493343
MOE430_2_1432345_at 4.8 14.1 A A 0.53 0.19 1.9 NC 0.5 gb:AK006725.1 /DB_XREF=gi:12839953 /FEA=mRNA /CNT=1 /TID=Mm.159004.1 /TIER=ConsEnd /STK=0 /UG=Mm.159004 /LL=73396 /UG_GENE=170004
MOE430_2_1432456_at 1.1 2.4 A A 0.85 0.39 1.9 NC 0.14 gb:AK015952.1 /DB_XREF=gi:12854496 /FEA=mRNA /CNT=1 /TID=Mm.159447.1 /TIER=ConsEnd /STK=0 /UG=Mm.159447 /LL=75168 /UG_GENE=493053
MOE430_2_1432635_a_ 6.3 27.8 A A 0.6 0.36 1.9 NC 0.04 gb:BB866840 /DB_XREF=gi:17113050 /DB_XREF=BB866840 /CLONE=G4D0004F10 /FEA=mRNA /CNT=3 /TID=Mm.200980.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432642_at 0.1 0.4 A A 0.9 0.85 1.9 NC 0.5 gb:AK016768.1 /DB_XREF=gi:12855678 /FEA=mRNA /CNT=3 /TID=Mm.213061.1 /TIER=ConsEnd /STK=0 /UG=Mm.213061 /LL=71181 /UG_GENE=493341
MOE430_2_1432674_at 0.9 4.3 A A 0.8 0.6 1.9 NC 0.5 gb:AK009054.1 /DB_XREF=gi:12843613 /FEA=mRNA /CNT=2 /TID=Mm.158767.1 /TIER=ConsEnd /STK=0 /UG=Mm.158767 /LL=71875 /UG_GENE=230001
MOE430_2_1432781_at 10.9 12.3 A A 0.69 0.46 1.9 NC 0.13 gb:AK020350.1 /DB_XREF=gi:12860915 /FEA=mRNA /CNT=2 /TID=Mm.99754.1 /TIER=ConsEnd /STK=0 /UG=Mm.99754 /LL=77903 /UG_GENE=9230116I0
MOE430_2_1432784_at 2.6 9.7 A A 0.53 0.27 1.9 NC 0.4 gb:AK019768.1 /DB_XREF=gi:12860101 /FEA=mRNA /CNT=2 /TID=Mm.160042.1 /TIER=ConsEnd /STK=0 /UG=Mm.160042 /LL=78044 /UG_GENE=493055
MOE430_2_1432954_at 1.8 9.6 A A 0.9 0.6 1.9 NC 0.12 gb:AK014928.1 /DB_XREF=gi:12853051 /FEA=mRNA /CNT=1 /TID=Mm.159830.1 /TIER=ConsEnd /STK=0 /UG=Mm.159830 /LL=77028 /UG_GENE=492152
MOE430_2_1433000_at 3.3 11.6 A A 0.56 0.36 1.9 NC 0.05 gb:AK006130.1 /DB_XREF=gi:12839066 /FEA=mRNA /CNT=1 /TID=Mm.158797.1 /TIER=ConsEnd /STK=0 /UG=Mm.158797 /LL=72226 /UG_GENE=170001
MOE430_2_1433225_at 1.2 7.3 A A 0.63 0.36 1.9 NC 0.53 gb:AK018109.1 /DB_XREF=gi:12857674 /FEA=mRNA /CNT=1 /TID=Mm.218164.1 /TIER=ConsEnd /STK=0 /UG=Mm.218164 /LL=70735 /UG_GENE=633040
MOE430_2_1433243_at 0.6 2.5 A A 0.8 0.5 1.9 NC 0.07 gb:AK013121.1 /DB_XREF=gi:12850285 /FEA=mRNA /CNT=1 /TID=Mm.158875.1 /TIER=ConsEnd /STK=0 /UG=Mm.158875 /LL=72740 /UG_GENE=281042
MOE430_2_1433249_at 0.3 2.6 A A 0.94 0.63 1.9 NC 0.17 gb:AK016446.1 /DB_XREF=gi:12855180 /FEA=mRNA /CNT=1 /TID=Mm.158520.1 /TIER=ConsEnd /STK=0 /UG=Mm.158520 /LL=70983 /UG_GENE=493140
MOE430_2_1433313_at 3 10.7 A A 0.33 0.14 1.9 NC 0.48 gb:AK020125.1 /DB_XREF=gi:12860613 /FEA=mRNA /CNT=1 /TID=Mm.160014.1 /TIER=ConsEnd /STK=0 /UG=Mm.160014 /LL=77887 /UG_GENE=672045
MOE430_2_1433489_s_ 111 327.8 P P 0.000732 0.000244 1.9 I 0.00002 gb:BG873440 /DB_XREF=gi:14223980 /DB_XREF=602791052F1 /CLONE=IMAGE:4922172 /FEA=EST /CNT=174 /TID=Mm.7043.3 /TIER=Stack /STK=132 /
MOE430_2_1433870_at 1.3 16.5 A A 0.36 0.27 1.9 NC 0.25 gb:AV288135 /DB_XREF=gi:16392137 /DB_XREF=AV288135 /CLONE=5033403O03 /FEA=EST /CNT=92 /TID=Mm.38886.1 /TIER=Stack /STK=55 /UG=Mm
MOE430_2_1433956_at 1.5 8.6 A A 0.53 0.14 1.9 NC 0.01 gb:AW543698 /DB_XREF=gi:7186115 /DB_XREF=C0173A11-3 /CLONE=C0173A11 /FEA=EST /CNT=70 /TID=Mm.135114.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1434096_at 30 90 P P 0.01 0.000244 1.9 I 0.00002 gb:BB283443 /DB_XREF=gi:8983892 /DB_XREF=BB283443 /CLONE=A930102E07 /FEA=EST /CNT=51 /TID=Mm.41044.1 /TIER=Stack /STK=43 /UG=Mm.



MOE430_2_1434319_at 3.6 13 A A 0.66 0.43 1.9 NC 0.06 gb:AI608477 /DB_XREF=gi:4617644 /DB_XREF=mb20c04.x1 /CLONE=IMAGE:329958 /FEA=EST /CNT=38 /TID=Mm.3156.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1434685_at 0.1 0.7 A A 0.96 0.72 1.9 NC 0.17 gb:BQ175587 /DB_XREF=gi:20351079 /DB_XREF=UI-M-DJ2-bvx-i-02-0-UI.s1 /CLONE=UI-M-DJ2-bvx-i-02-0-UI /FEA=EST /CNT=31 /TID=Mm.76716.1 
MOE430_2_1434889_at 1.6 5.6 A A 0.78 0.63 1.9 NC 0.5 gb:BI905111 /DB_XREF=gi:16167586 /DB_XREF=603169475F1 /CLONE=IMAGE:5257363 /FEA=EST /CNT=55 /TID=Mm.3741.1 /TIER=Stack /STK=23 /UG
MOE430_2_1435005_at 12.7 50.5 A P 0.19 0.000732 1.9 I 0.000023 gb:BG916502 /DB_XREF=gi:14296978 /DB_XREF=602814734F1 /CLONE=IMAGE:4937024 /FEA=EST /CNT=36 /TID=Mm.28496.1 /TIER=Stack /STK=21 /U
MOE430_2_1435309_at 1.3 6.2 A A 0.5 0.39 1.9 NC 0.36 gb:AV030795 /DB_XREF=gi:16356555 /DB_XREF=AV030795 /CLONE=1500015M16 /FEA=EST /CNT=18 /TID=Mm.174615.2 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435388_at 21.6 69.8 A P 0.19 0.000732 1.9 I 0.000774 gb:BM210177 /DB_XREF=gi:17766924 /DB_XREF=C0660B12-3 /CLONE=C0660B12 /FEA=EST /CNT=24 /TID=Mm.36904.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435412_at 1.4 5 A A 0.75 0.56 1.9 NC 0.44 gb:BF018978 /DB_XREF=gi:10750310 /DB_XREF=ux99f02.x1 /CLONE=IMAGE:3656667 /FEA=EST /CNT=18 /TID=Mm.45462.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1435981_at 25.5 65.5 P P 0.01 0.000244 1.9 I 0.000189 gb:BM118398 /DB_XREF=gi:17086424 /DB_XREF=L0910E01-3 /CLONE=L0910E01 /FEA=EST /CNT=13 /TID=Mm.44883.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436144_at 0.6 3.9 A A 0.95 0.63 1.9 NC 0.05 gb:BG802091 /DB_XREF=gi:17948959 /DB_XREF=0124-31 /FEA=EST /CNT=11 /TID=Mm.29982.4 /TIER=Stack /STK=11 /UG=Mm.29982 /LL=114641 /UG
MOE430_2_1436231_at 0.6 2.4 A A 0.75 0.46 1.9 NC 0.44 gb:AU067665 /DB_XREF=gi:4968402 /DB_XREF=AU067665 /CLONE=MNCb-0277 /FEA=EST /CNT=13 /TID=Mm.32699.1 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1436410_at 1.3 9.8 A A 0.8 0.27 1.9 NC 0.006503 gb:BB346846 /DB_XREF=gi:9058674 /DB_XREF=BB346846 /CLONE=B930063D20 /FEA=EST /CNT=12 /TID=Mm.133735.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436512_at 65.3 242.9 P P 0.000244 0.000244 1.9 I 0.000027 gb:BI964400 /DB_XREF=gi:16338805 /DB_XREF=id40f06.x1 /CLONE=IMAGE:5665690 /FEA=EST /CNT=47 /TID=Mm.3388.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436570_at 21.8 89 P P 0.01 0.000244 1.9 I 0.00002 gb:BG143461 /DB_XREF=gi:12646785 /DB_XREF=mab56d07.x1 /CLONE=IMAGE:3974436 /FEA=EST /CNT=16 /TID=Mm.23897.1 /TIER=Stack /STK=8 /UG
MOE430_2_1436602_x_ 4 11.8 A P 0.21 0.02 1.9 I 0.000966 gb:AV326040 /DB_XREF=gi:16395535 /DB_XREF=AV326040 /CLONE=6330407J15 /FEA=EST /CNT=11 /TID=Mm.91991.1 /TIER=Stack /STK=8 /UG=Mm.9
MOE430_2_1436629_at 3.8 8.1 A A 0.56 0.12 1.9 NC 0.07 gb:AI852766 /DB_XREF=gi:5496672 /DB_XREF=UI-M-BH0-aiy-c-07-0-UI.s1 /CLONE=UI-M-BH0-aiy-c-07-0-UI /FEA=EST /CNT=10 /TID=Mm.40935.1 /T
MOE430_2_1437702_at 3.2 8.9 A A 0.66 0.39 1.9 NC 0.5 gb:BB151226 /DB_XREF=gi:16267928 /DB_XREF=BB151226 /CLONE=A030011P16 /FEA=EST /CNT=15 /TID=Mm.83437.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437721_at 0.5 2.9 A A 0.93 0.66 1.9 NC 0.23 gb:BB543398 /DB_XREF=gi:9614621 /DB_XREF=BB543398 /CLONE=E130209N04 /FEA=EST /CNT=15 /TID=Mm.200372.4 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437870_at 0.2 0.5 A A 0.88 0.78 1.9 NC 0.09 gb:AV024403 /DB_XREF=gi:16356406 /DB_XREF=AV024403 /CLONE=1200003B07 /FEA=EST /CNT=24 /TID=Mm.11662.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437932_a_ 7.8 19.9 A P 0.46 0.00293 1.9 I 0.000389 gb:AV227581 /DB_XREF=gi:15404909 /DB_XREF=AV227581 /CLONE=4432406G21 /FEA=EST /CNT=14 /TID=Mm.33669.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437935_at 0.2 0.9 A A 0.99 0.79 1.9 NC 0.002753 gb:BB821151 /DB_XREF=gi:16993780 /DB_XREF=BB821151 /CLONE=G830010I22 /FEA=EST /CNT=14 /TID=Mm.94819.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438137_at 1.5 6 A A 0.9 0.32 1.9 NC 0.26 gb:BB478562 /DB_XREF=gi:16440456 /DB_XREF=BB478562 /CLONE=D330032J06 /FEA=EST /CNT=12 /TID=Mm.214912.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438303_at 73.6 291.9 P P 0.000244 0.000244 1.9 I 0.00002 gb:AV246759 /DB_XREF=gi:16387140 /DB_XREF=AV246759 /CLONE=4832418A13 /FEA=EST /CNT=13 /TID=Mm.49560.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438408_at 1.1 4.5 A A 0.72 0.46 1.9 NC 0.29 gb:BB131927 /DB_XREF=gi:16266419 /DB_XREF=BB131927 /CLONE=9630056F23 /FEA=EST /CNT=28 /TID=Mm.76746.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438444_at 17.2 62 A P 0.27 0.03 1.9 I 0.00002 gb:AV381832 /DB_XREF=gi:16398365 /DB_XREF=AV381832 /CLONE=9230119C07 /FEA=EST /CNT=17 /TID=Mm.99812.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438712_at 1.7 9.2 A A 0.63 0.36 1.9 NC 0.09 gb:AV372648 /DB_XREF=gi:15406832 /DB_XREF=AV372648 /CLONE=9030611G16 /FEA=EST /CNT=25 /TID=Mm.14816.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438858_x_ 3.6 13.5 A A 0.5 0.21 1.9 NC 0.08 gb:AV018723 /DB_XREF=gi:4795715 /DB_XREF=AV018723 /CLONE=1190006J17 /FEA=EST /CNT=10 /TID=Mm.46334.1 /TIER=Stack /STK=9 /UG=Mm.46
MOE430_2_1438886_at 3 10.5 A A 0.35 0.3 1.9 NC 0.16 gb:BB310549 /DB_XREF=gi:16402629 /DB_XREF=BB310549 /CLONE=B230316A09 /FEA=EST /CNT=9 /TID=Mm.103615.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438898_at 1.1 2.8 A A 0.46 0.46 1.9 NC 0.5 gb:BB309301 /DB_XREF=gi:16402492 /DB_XREF=BB309301 /CLONE=B230310B10 /FEA=EST /CNT=9 /TID=Mm.131970.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439002_s_ 1.6 5.8 A A 0.91 0.5 1.9 NC 0.22 gb:BB414739 /DB_XREF=gi:9236094 /DB_XREF=BB414739 /CLONE=C430038N23 /FEA=EST /CNT=9 /TID=Mm.30271.2 /TIER=Stack /STK=9 /UG=Mm.30
MOE430_2_1439084_at 1.5 11 A A 0.72 0.43 1.9 NC 0.00712 gb:BE986839 /DB_XREF=gi:10661574 /DB_XREF=UI-M-CG0p-bez-d-07-0-UI.s1 /CLONE=UI-M-CG0p-bez-d-07-0-UI /FEA=EST /CNT=16 /TID=Mm.3946
MOE430_2_1439112_at 9.7 22.3 P P 0.005371 0.00415 1.9 I 0.001651 gb:BE456545 /DB_XREF=gi:9477726 /DB_XREF=ut10d12.x1 /CLONE=IMAGE:3327479 /FEA=EST /CNT=14 /TID=Mm.111813.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439157_at 3.3 8 A A 0.39 0.11 1.9 NC 0.5 gb:BB326394 /DB_XREF=gi:16403661 /DB_XREF=BB326394 /CLONE=B430208I01 /FEA=EST /CNT=15 /TID=Mm.130787.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439222_at 1.8 4.3 A A 0.66 0.56 1.9 NC 0.37 gb:BF319013 /DB_XREF=gi:11267705 /DB_XREF=uy07f07.x1 /CLONE=IMAGE:3657349 /FEA=EST /CNT=9 /TID=Mm.157765.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439231_at 1.9 7.5 A A 0.87 0.07 1.9 NC 0.03 gb:BG228852 /DB_XREF=gi:12716356 /DB_XREF=ux62e05.x1 /CLONE=IMAGE:3514856 /FEA=EST /CNT=9 /TID=Mm.133155.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1439282_at 4.5 14 A A 0.6 0.27 1.9 NC 0.05 gb:BB055532 /DB_XREF=gi:16259772 /DB_XREF=BB055532 /CLONE=6720482C12 /FEA=EST /CNT=9 /TID=Mm.132693.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439489_at 1.8 6.7 A A 0.69 0.5 1.9 NC 0.5 gb:AV025152 /DB_XREF=gi:15431435 /DB_XREF=AV025152 /CLONE=1200010P16 /FEA=EST /CNT=14 /TID=Mm.35288.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439707_at 3.5 12.2 A P 0.32 0.01 1.9 NC 0.007117 gb:BB384528 /DB_XREF=gi:16408264 /DB_XREF=BB384528 /CLONE=C230034O21 /FEA=EST /CNT=7 /TID=Mm.127488.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439729_at 1.2 4.6 A A 0.96 0.72 1.9 NC 0.16 gb:BB463084 /DB_XREF=gi:16426836 /DB_XREF=BB463084 /CLONE=D130078O11 /FEA=EST /CNT=7 /TID=Mm.101257.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439876_at 5.2 25.9 A P 0.39 0.02 1.9 NC 0.003041 gb:BB747588 /DB_XREF=gi:16150525 /DB_XREF=BB747588 /CLONE=F530204N04 /FEA=EST /CNT=8 /TID=Mm.156429.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439888_at 25.5 113.5 P P 0.01 0.000244 1.9 I 0.00002 gb:BB271581 /DB_XREF=gi:8968597 /DB_XREF=BB271581 /CLONE=A830055J22 /FEA=EST /CNT=14 /TID=Mm.101533.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439923_at 0.9 5.8 A A 0.72 0.46 1.9 NC 0.4 gb:BB278779 /DB_XREF=gi:16401108 /DB_XREF=BB278779 /CLONE=A930013G23 /FEA=EST /CNT=7 /TID=Mm.134163.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439931_at 16.4 60.8 A P 0.27 0.04 1.9 NC 0.07 gb:BI076660 /DB_XREF=gi:14515317 /DB_XREF=L0067D05-3 /CLONE=L0067D05 /FEA=EST /CNT=7 /TID=Mm.154401.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440081_at 2.8 14.4 A P 0.46 0.00415 1.9 I 0.00004 gb:BB154962 /DB_XREF=gi:16268218 /DB_XREF=BB154962 /CLONE=A130023B02 /FEA=EST /CNT=6 /TID=Mm.130978.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440623_at 1.3 6.6 A A 0.75 0.36 1.9 NC 0.24 gb:BB128997 /DB_XREF=gi:16266165 /DB_XREF=BB128997 /CLONE=9630036A11 /FEA=EST /CNT=5 /TID=Mm.208740.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440761_at 2.7 9.5 A A 0.63 0.24 1.9 NC 0.09 gb:AI481332 /DB_XREF=gi:4374558 /DB_XREF=vf78a02.x1 /CLONE=IMAGE:849866 /FEA=EST /CNT=5 /TID=Mm.163422.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440981_at 0.5 0.4 A A 0.95 0.85 1.9 NC 0.13 gb:BB266045 /DB_XREF=gi:16400324 /DB_XREF=BB266045 /CLONE=A830023E23 /FEA=EST /CNT=8 /TID=Mm.131572.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441096_at 4 11 A A 0.75 0.46 1.9 NC 0.16 gb:BB373192 /DB_XREF=gi:16407151 /DB_XREF=BB373192 /CLONE=C130069F04 /FEA=EST /CNT=8 /TID=Mm.127006.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441109_at 1.4 5.4 A A 0.87 0.36 1.9 NC 0.04 gb:BG070250 /DB_XREF=gi:12552819 /DB_XREF=H3085C09-3 /CLONE=H3085C09 /FEA=EST /CNT=7 /TID=Mm.44091.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441110_at 1 6.2 A A 0.69 0.72 1.9 NC 0.5 gb:BB280837 /DB_XREF=gi:15411100 /DB_XREF=BB280837 /CLONE=A930028G01 /FEA=EST /CNT=7 /TID=Mm.37907.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441353_at 0.4 1.1 A A 0.98 0.78 1.9 NC 0.2 gb:BB093903 /DB_XREF=gi:16261150 /DB_XREF=BB093903 /CLONE=9430044G02 /FEA=EST /CNT=5 /TID=Mm.38602.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441423_at 1.4 4.7 A A 0.82 0.36 1.9 NC 0.15 gb:BB344763 /DB_XREF=gi:16404890 /DB_XREF=BB344763 /CLONE=B930053B19 /FEA=EST /CNT=4 /TID=Mm.125953.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441548_at 0.7 3.5 A A 0.87 0.6 1.9 NC 0.5 gb:BM119551 /DB_XREF=gi:17087577 /DB_XREF=L0926H09-3 /CLONE=L0926H09 /FEA=EST /CNT=4 /TID=Mm.139174.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441628_at 1.8 9.7 A A 0.8 0.66 1.9 NC 0.08 gb:BB201495 /DB_XREF=gi:16271578 /DB_XREF=BB201495 /CLONE=A430039H08 /FEA=EST /CNT=4 /TID=Mm.192258.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441807_s_ 0.9 2.5 A A 0.85 0.69 1.9 NC 0.09 gb:AI851474 /DB_XREF=gi:5495380 /DB_XREF=UI-M-BH0-akj-h-04-0-UI.s1 /CLONE=UI-M-BH0-akj-h-04-0-UI /FEA=EST /CNT=4 /TID=Mm.184898.1 /T
MOE430_2_1441962_at 5 20.4 A A 0.46 0.21 1.9 NC 0.13 gb:BB079625 /DB_XREF=gi:15406999 /DB_XREF=BB079625 /CLONE=9330158O15 /FEA=EST /CNT=21 /TID=Mm.41072.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442172_at 3.5 12.3 A A 0.56 0.3 1.9 NC 0.5 gb:AW050354 /DB_XREF=gi:5910883 /DB_XREF=UI-M-BH1-ang-e-01-0-UI.s1 /CLONE=UI-M-BH1-ang-e-01-0-UI /FEA=EST /CNT=7 /TID=Mm.44730.1 /
MOE430_2_1442283_at 3.7 13 A A 0.6 0.39 1.9 NC 0.18 gb:BB455702 /DB_XREF=gi:16425976 /DB_XREF=BB455702 /CLONE=D130040I03 /FEA=EST /CNT=5 /TID=Mm.138129.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442345_at 0.3 0.6 A A 0.99 0.9 1.9 NC 0.05 gb:AV044120 /DB_XREF=gi:4863785 /DB_XREF=AV044120 /CLONE=1700031L13 /FEA=EST /CNT=5 /TID=Mm.87058.1 /TIER=ConsEnd /STK=3 /UG=Mm.
MOE430_2_1442445_at 0.8 8.2 A A 0.66 0.21 1.9 NC 0.07 gb:AI593945 /DB_XREF=gi:4602993 /DB_XREF=vo43g05.y1 /CLONE=IMAGE:1052696 /FEA=EST /CNT=5 /TID=Mm.188832.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442761_at 6.6 22.1 P P 0.01 0.01 1.9 NC 0.05 gb:BI499916 /DB_XREF=gi:15339260 /DB_XREF=ie12b08.x1 /FEA=EST /CNT=4 /TID=Mm.152148.1 /TIER=ConsEnd /STK=3 /UG=Mm.152148 /UG_TITLE=E
MOE430_2_1442833_at 1.6 7.4 A A 0.53 0.46 1.9 NC 0.53 gb:BG065715 /DB_XREF=gi:12548278 /DB_XREF=H3034D07-3 /CLONE=H3034D07 /FEA=EST /CNT=4 /TID=Mm.5519.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442947_x_ 1.3 9.1 A A 0.36 0.27 1.9 NC 0.26 gb:BG069857 /DB_XREF=gi:12552426 /DB_XREF=H3080H05-3 /CLONE=H3080H05 /FEA=EST /CNT=3 /TID=Mm.221044.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443181_at 3.8 20.9 A A 0.39 0.11 1.9 NC 0.01 gb:BB456373 /DB_XREF=gi:16426046 /DB_XREF=BB456373 /CLONE=D130046G19 /FEA=EST /CNT=3 /TID=Mm.130000.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443364_at 0.2 4.9 A A 0.96 0.29 1.9 NC 0.00712 gb:BF467092 /DB_XREF=gi:11536275 /DB_XREF=UI-M-CG0p-bre-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bre-e-07-0-UI /FEA=EST /CNT=3 /TID=Mm.13115
MOE430_2_1443440_at 2.1 12 A A 0.62 0.11 1.9 NC 0.15 gb:AU022221 /DB_XREF=gi:3387180 /DB_XREF=AU022221 /CLONE=J0410E08 /FEA=EST /CNT=3 /TID=Mm.173617.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443444_at 6.6 24.2 A P 0.3 0.008057 1.9 I 0.000241 gb:AW544330 /DB_XREF=gi:7186747 /DB_XREF=C0180E03-3 /CLONE=C0180E03 /FEA=EST /CNT=3 /TID=Mm.102737.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443663_at 1.1 3.2 A A 0.63 0.6 1.9 NC 0.5 gb:BQ268415 /DB_XREF=gi:20493481 /DB_XREF=ii53a05.x1 /CLONE=IMAGE:5945360 /FEA=EST /CNT=3 /TID=Mm.153077.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443904_at 0.2 3.5 A A 0.66 0.39 1.9 NC 0.06 gb:BE996238 /DB_XREF=gi:10681086 /DB_XREF=UI-M-BZ1-biu-a-01-0-UI.s1 /CLONE=UI-M-BZ1-biu-a-01-0-UI /FEA=EST /CNT=10 /TID=Mm.153961.1
MOE430_2_1443982_at 2.6 4.1 A A 0.63 0.36 1.9 NC 0.37 gb:BB078699 /DB_XREF=gi:16260484 /DB_XREF=BB078699 /CLONE=9330154M02 /FEA=EST /CNT=9 /TID=Mm.121236.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444147_at 0.7 3.6 A A 0.6 0.56 1.9 NC 0.5 gb:BB357975 /DB_XREF=gi:9069803 /DB_XREF=BB357975 /CLONE=C030025K23 /FEA=EST /CNT=5 /TID=Mm.202444.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444563_at 6.9 16.6 A A 0.45 0.21 1.9 NC 0.04 gb:AW494124 /DB_XREF=gi:7064405 /DB_XREF=UI-M-BH3-aui-h-09-0-UI.s1 /CLONE=UI-M-BH3-aui-h-09-0-UI /FEA=EST /CNT=4 /TID=Mm.157561.1 /
MOE430_2_1444778_at 0.9 6.1 A A 0.74 0.36 1.9 NC 0.5 gb:BB028677 /DB_XREF=gi:15403538 /DB_XREF=BB028677 /CLONE=5430412N19 /FEA=EST /CNT=4 /TID=Mm.208989.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444940_at 1.7 4.8 A A 0.78 0.21 1.9 NC 0.003041 gb:C76411 /DB_XREF=gi:2516741 /DB_XREF=C76411 /CLONE=J0010B06 /FEA=EST /CNT=3 /TID=Mm.172586.1 /TIER=ConsEnd /STK=2 /UG=Mm.17258
MOE430_2_1444972_at 0.3 0.9 A A 0.94 0.82 1.9 NC 0.36 gb:BG065987 /DB_XREF=gi:12548550 /DB_XREF=H3037F05-3 /CLONE=H3037F05 /FEA=EST /CNT=3 /TID=Mm.172650.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445044_at 1.4 5.9 A A 0.75 0.43 1.9 NC 0.18 gb:BG071055 /DB_XREF=gi:12553624 /DB_XREF=H3094C01-3 /CLONE=H3094C01 /FEA=EST /CNT=3 /TID=Mm.173359.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445060_at 3.3 10.2 A A 0.87 0.5 1.9 NC 0.3 gb:BG067592 /DB_XREF=gi:12550161 /DB_XREF=H3056A12-3 /CLONE=H3056A12 /FEA=EST /CNT=3 /TID=Mm.25451.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445118_at 1.6 7.2 A A 0.82 0.6 1.9 NC 0.5 gb:BG066330 /DB_XREF=gi:12548899 /DB_XREF=H3041F12-3 /CLONE=H3041F12 /FEA=EST /CNT=3 /TID=Mm.172730.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445224_at 2.4 10.2 A A 0.59 0.17 1.9 NC 0.07 gb:BI134892 /DB_XREF=gi:14585140 /DB_XREF=UI-M-BH3-bsq-h-08-0-UI.s1 /CLONE=UI-M-BH3-bsq-h-08-0-UI /FEA=EST /CNT=3 /TID=Mm.191943.1
MOE430_2_1445279_at 0.7 0.6 A A 0.79 0.85 1.9 NC 0.5 gb:BB225402 /DB_XREF=gi:8894013 /DB_XREF=BB225402 /CLONE=A530092D01 /FEA=EST /CNT=3 /TID=Mm.133424.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445296_at 0.6 3 A A 0.63 0.39 1.9 NC 0.23 gb:BB077252 /DB_XREF=gi:16260402 /DB_XREF=BB077252 /CLONE=9330134F22 /FEA=EST /CNT=3 /TID=Mm.210704.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445320_at 1.4 5.2 A A 0.56 0.53 1.9 NC 0.5 gb:BB454719 /DB_XREF=gi:16425889 /DB_XREF=BB454719 /CLONE=D130033J21 /FEA=EST /CNT=3 /TID=Mm.129938.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445369_at 0.6 3.7 A A 0.75 0.63 1.9 NC 0.5 gb:BB204106 /DB_XREF=gi:16351786 /DB_XREF=BB204106 /CLONE=A430056G09 /FEA=EST /CNT=3 /TID=Mm.213272.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445529_at 1.4 5.4 A A 0.46 0.19 1.9 NC 0.5 gb:BG063637 /DB_XREF=gi:12546200 /DB_XREF=H3009F10-3 /CLONE=H3009F10 /FEA=EST /CNT=3 /TID=Mm.133750.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445970_at 4.2 16.1 A A 0.5 0.43 1.9 NC 0.5 gb:BG068300 /DB_XREF=gi:12550869 /DB_XREF=H3063H11-3 /CLONE=H3063H11 /FEA=EST /CNT=2 /TID=Mm.173539.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446165_at 7.6 25.6 A A 0.46 0.17 1.9 NC 0.004481 gb:BB372041 /DB_XREF=gi:16407037 /DB_XREF=BB372041 /CLONE=C130062I06 /FEA=EST /CNT=2 /TID=Mm.208865.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446290_at 3.1 11.8 A P 0.35 0.04 1.9 NC 0.01 gb:BB349413 /DB_XREF=gi:16405217 /DB_XREF=BB349413 /CLONE=B930075B08 /FEA=EST /CNT=2 /TID=Mm.191402.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446517_at 0.7 4.4 A A 0.8 0.6 1.9 NC 0.06 gb:BG066158 /DB_XREF=gi:12548721 /DB_XREF=H3039F03-3 /CLONE=H3039F03 /FEA=EST /CNT=2 /TID=Mm.172696.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446579_at 1.8 10.2 A A 0.72 0.23 1.9 NC 0.09 gb:BM211273 /DB_XREF=gi:17768425 /DB_XREF=C0803D02-3 /CLONE=C0803D02 /FEA=EST /CNT=2 /TID=Mm.218101.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446674_at 7.6 19.1 A P 0.36 0.008057 1.9 NC 0.01 gb:BM238571 /DB_XREF=gi:17873841 /DB_XREF=K0519G08-3 /CLONE=K0519G08 /FEA=EST /CNT=2 /TID=Mm.218099.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446708_at 1.5 6.3 A A 0.9 0.46 1.9 NC 0.03 gb:BB486740 /DB_XREF=gi:16441422 /DB_XREF=BB486740 /CLONE=D430038E12 /FEA=EST /CNT=2 /TID=Mm.135110.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446800_at 1.5 5.7 A A 0.56 0.36 1.9 NC 0.09 gb:BB540292 /DB_XREF=gi:16447117 /DB_XREF=BB540292 /CLONE=E130104O17 /FEA=EST /CNT=2 /TID=Mm.216124.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446948_at 1.9 6.9 A A 0.72 0.56 1.9 NC 0.14 gb:BI076804 /DB_XREF=gi:14515449 /DB_XREF=L0264G09-3 /CLONE=L0264G09 /FEA=EST /CNT=2 /TID=Mm.197290.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447140_at 3.8 8.8 A A 0.53 0.36 1.9 NC 0.31 gb:BB375206 /DB_XREF=gi:16407371 /DB_XREF=BB375206 /CLONE=C130078N14 /FEA=EST /CNT=2 /TID=Mm.165727.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447561_at 0.6 4.2 A A 0.78 0.36 1.9 NC 0.26 gb:BE952998 /DB_XREF=gi:10594051 /DB_XREF=UI-M-BH4-azo-d-12-0-UI.s1 /CLONE=UI-M-BH4-azo-d-12-0-UI /FEA=EST /CNT=2 /TID=Mm.150762.
MOE430_2_1447675_x_ 0.5 2.3 A A 0.6 0.63 1.9 NC 0.5 gb:BB521568 /DB_XREF=gi:9573026 /DB_XREF=BB521568 /CLONE=D930002C06 /FEA=EST /CNT=2 /TID=Mm.136386.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447831_s_ 0.2 1.9 A A 0.98 0.63 1.9 NC 0.05 gb:BB431693 /DB_XREF=gi:9271420 /DB_XREF=BB431693 /CLONE=C630040D22 /FEA=EST /CNT=2 /TID=Mm.160796.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448061_at 1.7 3.8 A A 0.72 0.66 1.9 NC 0.41 gb:AA183642 /DB_XREF=gi:1767802 /DB_XREF=mt31d02.r1 /CLONE=IMAGE:622659 /FEA=EST /CNT=7 /TID=Mm.59652.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448766_at 2.6 9.7 A A 0.6 0.53 1.9 NC 0.57 gb:BC026833.1 /DB_XREF=gi:20073041 /FEA=FLmRNA /CNT=131 /TID=Mm.21198.1 /TIER=FL+Stack /STK=41 /UG=Mm.21198 /LL=14618 /UG_GENE=Gjb
MOE430_2_1448989_a_ 63.3 254.1 P P 0.000732 0.000244 1.9 I 0.00002 gb:NM_010863.1 /DB_XREF=gi:6754781 /GEN=Myo1b /FEA=FLmRNA /CNT=120 /TID=Mm.3390.1 /TIER=FL+Stack /STK=28 /UG=Mm.3390 /LL=17912 /DE
MOE430_2_1449031_at 19.5 93.6 A P 0.11 0.008057 1.9 I 0.00002 gb:U65091.1 /DB_XREF=gi:1854000 /GEN=msg1 /FEA=FLmRNA /CNT=47 /TID=Mm.2390.1 /TIER=FL+Stack /STK=26 /UG=Mm.2390 /LL=12705 /DEF=Mu
MOE430_2_1449292_at 5.8 17.3 A P 0.43 0.03 1.9 NC 0.05 gb:BE570980 /DB_XREF=gi:9814700 /DB_XREF=601328846F1 /CLONE=IMAGE:3602843 /FEA=FLmRNA /CNT=178 /TID=Mm.141567.1 /TIER=Stack /STK=
MOE430_2_1449293_a_ 23.7 132.1 A P 0.11 0.03 1.9 I 0.00004 gb:AV259620 /DB_XREF=gi:6247079 /DB_XREF=AV259620 /CLONE=4930405J03 /FEA=FLmRNA /CNT=103 /TID=Mm.35584.1 /TIER=Stack /STK=16 /UG
MOE430_2_1449533_at 0.6 4 A A 0.9 0.63 1.9 NC 0.08 gb:NM_026433.1 /DB_XREF=gi:13385927 /GEN=1810057C19Rik /FEA=FLmRNA /CNT=18 /TID=Mm.103393.1 /TIER=FL+Stack /STK=8 /UG=Mm.103393 /L
MOE430_2_1449704_at 1.9 6.6 A A 0.63 0.39 1.9 NC 0.5 gb:C80171 /DB_XREF=gi:2520501 /DB_XREF=C80171 /CLONE=J0077E09 /FEA=EST /CNT=1 /TID=Mm.25064.1 /TIER=ConsEnd /STK=1 /UG=Mm.25064 /
MOE430_2_1449970_at 3.7 10.8 A A 0.46 0.39 1.9 NC 0.5 gb:NM_021894.1 /DB_XREF=gi:11230799 /GEN=Capn12 /FEA=FLmRNA /CNT=7 /TID=Mm.81144.1 /TIER=FL /STK=3 /UG=Mm.81144 /LL=60594 /DEF=Mu
MOE430_2_1449974_at 1.8 12.4 A A 0.53 0.3 1.9 NC 0.33 gb:M60978.1 /DB_XREF=gi:193425 /GEN=Gapd-S /FEA=FLmRNA /CNT=7 /TID=Mm.1729.1 /TIER=FL /STK=3 /UG=Mm.1729 /LL=14447 /DEF=Mus muscu
MOE430_2_1449991_at 1.1 4.5 A A 0.85 0.56 1.9 NC 0.02 gb:NM_018729.1 /DB_XREF=gi:9055153 /GEN=Nmrk /FEA=FLmRNA /CNT=5 /TID=Mm.2299.1 /TIER=FL /STK=3 /UG=Mm.2299 /LL=18106 /DEF=Mus mus
MOE430_2_1450055_at 0.5 6.5 A A 0.36 0.43 1.9 NC 0.54 gb:NM_012038.1 /DB_XREF=gi:6755982 /GEN=Vsnl1 /FEA=FLmRNA /CNT=79 /TID=Mm.27005.1 /TIER=FL /STK=2 /UG=Mm.27005 /LL=26950 /DEF=Mus 
MOE430_2_1450064_at 1 4.9 A A 0.66 0.36 1.9 NC 0.46 gb:BM228488 /DB_XREF=gi:17791142 /DB_XREF=K0262A12-3 /CLONE=K0262A12 /FEA=FLmRNA /CNT=53 /TID=Mm.41105.1 /TIER=Stack /STK=32 /UG
MOE430_2_1450595_at 4.8 5 A A 0.63 0.6 1.9 NC 0.5 gb:NM_053231.1 /DB_XREF=gi:16716544 /GEN=V1rc1 /FEA=FLmRNA /CNT=1 /TID=Mm.213181.1 /TIER=FL /STK=1 /UG=Mm.213181 /LL=113858 /DEF=M
MOE430_2_1450754_at 1 5.3 A A 0.87 0.6 1.9 NC 0.19 gb:AF247139.1 /DB_XREF=gi:12044401 /GEN=Cacna2d2 /FEA=FLmRNA /CNT=29 /TID=Mm.100236.1 /TIER=FL+Stack /STK=12 /UG=Mm.100236 /LL=568
MOE430_2_1450783_at 199.6 794.4 P P 0.000244 0.000244 1.9 I 0.00002 gb:NM_008331.1 /DB_XREF=gi:6680360 /GEN=Ifit1 /FEA=FLmRNA /CNT=73 /TID=Mm.6718.1 /TIER=FL+Stack /STK=9 /UG=Mm.6718 /LL=15957 /DEF=M
MOE430_2_1451375_at 5 20.2 A P 0.3 0.01 1.9 MI 0.002032 gb:BC006789.1 /DB_XREF=gi:13905013 /FEA=FLmRNA /CNT=81 /TID=Mm.10724.2 /TIER=FL+Stack /STK=28 /UG=Mm.10724 /LL=13661 /UG_GENE=Ehf 
MOE430_2_1451511_at 3.1 16 A P 0.36 0.005615 1.9 NC 0.02 gb:BC026437.1 /DB_XREF=gi:20071740 /FEA=FLmRNA /CNT=39 /TID=Mm.25250.1 /TIER=FL+Stack /STK=13 /UG=Mm.25250 /DEF=Mus musculus, Simila
MOE430_2_1451766_at 1.5 6.6 A A 0.8 0.39 1.9 I 0.001336 gb:BC019782.1 /DB_XREF=gi:18043194 /FEA=FLmRNA /CNT=25 /TID=Mm.101230.1 /TIER=FL /STK=1 /UG=Mm.101230 /DEF=Mus musculus, Similar to 3
MOE430_2_1451810_at 1.1 5.7 A A 0.8 0.5 1.9 NC 0.37 gb:AY033899.1 /DB_XREF=gi:17061769 /GEN=C21orf7 /FEA=FLmRNA /CNT=9 /TID=Mm.194466.1 /TIER=FL /STK=1 /UG=Mm.194466 /DEF=Mus musculu
MOE430_2_1451854_a_ 4.1 12.5 A A 0.46 0.24 1.9 NC 0.1 gb:AF199422.1 /DB_XREF=gi:6467991 /FEA=FLmRNA /CNT=3 /TID=Mm.46014.2 /TIER=FL /STK=1 /UG=Mm.46014 /LL=27428 /UG_GENE=shrm /DEF=Mu
MOE430_2_1451915_at 0.5 5.5 A A 0.72 0.56 1.9 NC 0.22 gb:L20509.1 /DB_XREF=gi:347838 /FEA=FLmRNA /CNT=1 /TID=Mm.3576.2 /TIER=FL /STK=1 /UG=Mm.3576 /LL=12462 /UG_GENE=Cct3 /DEF=Mus mus
MOE430_2_1452135_at 2.1 10.2 A A 0.63 0.27 1.9 NC 0.5 gb:AV001252 /DB_XREF=gi:4778102 /DB_XREF=AV001252 /CLONE=0610011I13 /FEA=FLmRNA /CNT=24 /TID=Mm.46195.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452315_at 12.7 33.6 A P 0.21 0.000244 1.9 I 0.00002 gb:BB827235 /DB_XREF=gi:17005478 /DB_XREF=BB827235 /CLONE=G830046N01 /FEA=mRNA /CNT=86 /TID=Mm.42203.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452502_at 1.3 14.2 A M 0.43 0.05 1.9 NC 0.33 gb:BC001981.1 /DB_XREF=gi:12805048 /FEA=mRNA /CNT=2 /TID=Mm.1749.2 /TIER=ConsEnd /STK=0 /UG=Mm.1749 /LL=20365 /UG_GENE=Serf1 /DEF=
MOE430_2_1452912_at 27.8 120.5 P P 0.00293 0.000244 1.9 I 0.00002 gb:AK011162.1 /DB_XREF=gi:12847107 /FEA=mRNA /CNT=26 /TID=Mm.195626.1 /TIER=Stack /STK=22 /UG=Mm.195626 /LL=72107 /UG_GENE=2600005
MOE430_2_1452963_at 9.6 39.4 A P 0.21 0.01 1.9 I 0.001651 gb:AK003384.1 /DB_XREF=gi:12834019 /FEA=mRNA /CNT=25 /TID=Mm.46201.1 /TIER=Stack /STK=17 /UG=Mm.46201 /LL=68486 /UG_GENE=1110003N1
MOE430_2_1453487_at 2.6 4.9 A A 0.75 0.66 1.9 NC 0.13 gb:AK005050.1 /DB_XREF=gi:12836705 /FEA=mRNA /CNT=14 /TID=Mm.34208.1 /TIER=ConsEnd /STK=2 /UG=Mm.34208 /LL=71755 /UG_GENE=1300018
MOE430_2_1453647_at 1.2 4.3 A A 0.87 0.63 1.9 NC 0.12 gb:AK013893.1 /DB_XREF=gi:12851437 /GEN=Vamp1 /FEA=mRNA /CNT=4 /TID=Mm.32321.2 /TIER=ConsEnd /STK=1 /UG=Mm.32321 /LL=22317 /UG_TIT
MOE430_2_1453691_at 2.3 10.2 A A 0.56 0.06 1.9 NC 0.004925 gb:AK014978.1 /DB_XREF=gi:12853127 /FEA=mRNA /CNT=3 /TID=Mm.159833.1 /TIER=ConsEnd /STK=1 /UG=Mm.159833 /LL=77049 /UG_GENE=492152
MOE430_2_1453859_at 1 3.5 A A 0.75 0.46 1.9 NC 0.41 gb:BB612685 /DB_XREF=gi:15395275 /DB_XREF=BB612685 /CLONE=4732403A21 /FEA=mRNA /CNT=4 /TID=Mm.158827.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453940_at 12.2 61.4 M P 0.05 0.00415 1.9 I 0.000214 gb:AK012985.1 /DB_XREF=gi:12850067 /FEA=mRNA /CNT=2 /TID=Mm.58693.1 /TIER=ConsEnd /STK=1 /UG=Mm.58693 /LL=69966 /UG_GENE=2810404M
MOE430_2_1453980_at 2.2 7.2 A A 0.46 0.36 1.9 NC 0.16 gb:BB650926 /DB_XREF=gi:16485180 /DB_XREF=BB650926 /CLONE=C230043C02 /FEA=mRNA /CNT=2 /TID=Mm.160069.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1454017_at 1.7 8.3 A A 0.6 0.46 1.9 NC 0.5 gb:AK014856.1 /DB_XREF=gi:12852941 /FEA=mRNA /CNT=1 /TID=Mm.158493.1 /TIER=ConsEnd /STK=0 /UG=Mm.158493 /LL=70917 /UG_GENE=492150
MOE430_2_1454091_at 2.4 10.4 A A 0.53 0.21 1.9 NC 0.5 gb:AK005540.1 /DB_XREF=gi:12838166 /FEA=mRNA /CNT=1 /TID=Mm.195564.3 /TIER=ConsEnd /STK=0 /UG=Mm.195564 /LL=72242 /UG_GENE=160001
MOE430_2_1454293_at 3 15.4 A A 0.63 0.27 1.9 NC 0.19 gb:AK011956.1 /DB_XREF=gi:12848398 /FEA=mRNA /CNT=3 /TID=Mm.195637.1 /TIER=ConsEnd /STK=0 /UG=Mm.195637 /LL=72489 /UG_GENE=261030
MOE430_2_1454319_at 0.5 4.1 A A 0.82 0.33 1.9 NC 0.03 gb:AK019557.1 /DB_XREF=gi:12859835 /FEA=mRNA /CNT=2 /TID=Mm.160134.1 /TIER=ConsEnd /STK=0 /UG=Mm.160134 /LL=78794 /UG_GENE=493040
MOE430_2_1454321_at 4 9 A A 0.56 0.08 1.9 NC 0.09 gb:AV029466 /DB_XREF=gi:4829014 /DB_XREF=AV029466 /CLONE=1500005C15 /FEA=mRNA /CNT=2 /TID=Mm.69208.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454415_at 3.5 9.4 A A 0.78 0.63 1.9 NC 0.15 gb:AK019904.1 /DB_XREF=gi:12860297 /FEA=mRNA /CNT=1 /TID=Mm.160071.1 /TIER=ConsEnd /STK=0 /UG=Mm.160071 /LL=78272 /UG_GENE=533042
MOE430_2_1454523_at 0.6 1.7 A A 0.96 0.78 1.9 NC 0.02 gb:AK021269.1 /DB_XREF=gi:12862106 /FEA=mRNA /CNT=1 /TID=Mm.159960.1 /TIER=ConsEnd /STK=0 /UG=Mm.159960 /LL=77625 /UG_GENE=C53000
MOE430_2_1454525_at 0.9 4.1 A A 0.63 0.53 1.9 NC 0.2 gb:AK020415.1 /DB_XREF=gi:12860994 /FEA=mRNA /CNT=1 /TID=Mm.159878.1 /TIER=ConsEnd /STK=0 /UG=Mm.159878 /LL=77255 /UG_GENE=943001
MOE430_2_1454559_at 3.5 12.8 A A 0.52 0.08 1.9 NC 0.01 gb:AK017399.1 /DB_XREF=gi:12856619 /FEA=mRNA /CNT=1 /TID=Mm.158694.1 /TIER=ConsEnd /STK=0 /UG=Mm.158694 /LL=71415 /UG_GENE=543043
MOE430_2_1454567_at 3.4 7 A A 0.46 0.43 1.9 NC 0.5 gb:AK016653.1 /DB_XREF=gi:12855508 /FEA=mRNA /CNT=1 /TID=Mm.158535.1 /TIER=ConsEnd /STK=0 /UG=Mm.158535 /LL=71018 /UG_GENE=493340
MOE430_2_1454768_at 0.2 2.6 A A 0.98 0.78 1.9 NC 0.14 gb:AV337635 /DB_XREF=gi:15406468 /DB_XREF=AV337635 /CLONE=6430402F24 /FEA=EST /CNT=56 /TID=Mm.40173.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1454995_at 66.6 270.2 P P 0.000244 0.000244 1.9 I 0.00002 gb:AW556888 /DB_XREF=gi:7202317 /DB_XREF=L0274F03-3 /CLONE=L0274F03 /FEA=EST /CNT=67 /TID=Mm.119073.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455195_at 26 63.3 P P 0.001953 0.000244 1.9 I 0.000035 gb:BM119287 /DB_XREF=gi:17087313 /DB_XREF=L0923D09-3 /CLONE=L0923D09 /FEA=EST /CNT=34 /TID=Mm.16775.6 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455431_at 1.5 6.2 A A 0.29 0.14 1.9 NC 0.19 gb:AV371434 /DB_XREF=gi:16397853 /DB_XREF=AV371434 /CLONE=9030416A10 /FEA=EST /CNT=23 /TID=Mm.25237.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455569_at 3 15.4 A M 0.6 0.05 1.9 NC 0.11 gb:BM239992 /DB_XREF=gi:17875262 /DB_XREF=K0543F05-3 /CLONE=K0543F05 /FEA=EST /CNT=13 /TID=Mm.103182.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1455852_at 12.1 54.1 P P 0.01 0.000244 1.9 I 0.00002 gb:BM206988 /DB_XREF=gi:17762681 /DB_XREF=C0606B10-3 /CLONE=C0606B10 /FEA=EST /CNT=46 /TID=Mm.32504.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1455920_x_ 1.4 6.8 A A 0.82 0.5 1.9 NC 0.5 gb:AI326034 /DB_XREF=gi:4060463 /DB_XREF=mr65f01.x1 /CLONE=IMAGE:602329 /FEA=EST /CNT=26 /TID=Mm.20070.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1456697_x_ 4.3 11.2 A A 0.39 0.09 1.9 NC 0.15 gb:BB248138 /DB_XREF=gi:8940884 /DB_XREF=BB248138 /CLONE=A730023L23 /FEA=EST /CNT=9 /TID=Mm.22480.3 /TIER=Stack /STK=8 /UG=Mm.22
MOE430_2_1456926_at 6.1 19.9 A P 0.43 0.005859 1.9 MI 0.00225 gb:BB049544 /DB_XREF=gi:16259521 /DB_XREF=BB049544 /CLONE=6530406L02 /FEA=EST /CNT=7 /TID=Mm.31191.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456936_at 1.3 4.3 A A 0.46 0.39 1.9 NC 0.4 gb:BF461761 /DB_XREF=gi:11530944 /DB_XREF=UI-M-CG0p-bnf-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bnf-a-07-0-UI /FEA=EST /CNT=7 /TID=Mm.70121
MOE430_2_1457038_at 1.1 5.5 A A 0.88 0.66 1.9 NC 0.07 gb:BM201912 /DB_XREF=gi:17755813 /DB_XREF=C0232C01-3 /CLONE=C0232C01 /FEA=EST /CNT=14 /TID=Mm.38378.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457157_at 4.9 22.2 A A 0.19 0.08 1.9 NC 0.31 gb:BB247624 /DB_XREF=gi:16355574 /DB_XREF=BB247624 /CLONE=A730020G09 /FEA=EST /CNT=6 /TID=Mm.215653.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457362_at 2.7 10.1 A A 0.56 0.27 1.9 NC 0.02 gb:BE852749 /DB_XREF=gi:10311088 /DB_XREF=uw27g08.x1 /CLONE=IMAGE:3417950 /FEA=EST /CNT=7 /TID=Mm.102233.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457417_at 2.2 7.9 A A 0.69 0.39 1.9 NC 0.11 gb:BB307346 /DB_XREF=gi:16402288 /DB_XREF=BB307346 /CLONE=B230214B21 /FEA=EST /CNT=5 /TID=Mm.163127.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457533_at 0.9 3.7 A A 0.72 0.39 1.9 NC 0.04 gb:AV266023 /DB_XREF=gi:16389414 /DB_XREF=AV266023 /CLONE=4930512O10 /FEA=EST /CNT=4 /TID=Mm.213631.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457584_at 3.9 7.1 A A 0.6 0.24 1.9 NC 0.03 gb:AV377565 /DB_XREF=gi:16398137 /DB_XREF=AV377565 /CLONE=9130232A11 /FEA=EST /CNT=4 /TID=Mm.127029.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457697_at 0.3 0.5 A A 0.99 0.9 1.9 NC 0.07 gb:AV255758 /DB_XREF=gi:15405331 /DB_XREF=AV255758 /CLONE=4921522J06 /FEA=EST /CNT=11 /TID=Mm.49985.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457928_at 0.7 3.5 A A 0.88 0.6 1.9 NC 0.14 gb:AV280630 /DB_XREF=gi:16391452 /DB_XREF=AV280630 /CLONE=4933416B22 /FEA=EST /CNT=4 /TID=Mm.80983.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458004_at 1.1 4.2 A A 0.72 0.46 1.9 NC 0.09 gb:BB171061 /DB_XREF=gi:16269335 /DB_XREF=BB171061 /CLONE=A230024N07 /FEA=EST /CNT=4 /TID=Mm.210001.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458010_at 0.4 3 A A 0.43 0.3 1.9 NC 0.14 gb:BG074974 /DB_XREF=gi:12557543 /DB_XREF=H3141F07-3 /CLONE=H3141F07 /FEA=EST /CNT=4 /TID=Mm.182757.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458025_at 6 27.8 A A 0.5 0.12 1.9 NC 0.26 gb:BB519333 /DB_XREF=gi:16443328 /DB_XREF=BB519333 /CLONE=D830035I11 /FEA=EST /CNT=4 /TID=Mm.136094.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458113_at 1.4 8.2 A A 0.56 0.27 1.9 NC 0.16 gb:BB109562 /DB_XREF=gi:16261623 /DB_XREF=BB109562 /CLONE=9530019H20 /FEA=EST /CNT=3 /TID=Mm.103156.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458151_at 1.5 7.5 A A 0.53 0.33 1.9 NC 0.5 gb:AV253033 /DB_XREF=gi:16387860 /DB_XREF=AV253033 /CLONE=4833444G19 /FEA=EST /CNT=3 /TID=Mm.212705.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458336_at 0.4 2.3 A A 0.88 0.86 1.9 NC 0.69 gb:BB166643 /DB_XREF=gi:8822584 /DB_XREF=BB166643 /CLONE=A130089H08 /FEA=EST /CNT=3 /TID=Mm.171075.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458462_at 2.5 5.2 A A 0.78 0.69 1.9 NC 0.13 gb:AI447596 /DB_XREF=gi:4305094 /DB_XREF=mr28c12.x1 /CLONE=IMAGE:598774 /FEA=EST /CNT=6 /TID=Mm.216422.1 /TIER=ConsEnd /STK=2 /UG=



MOE430_2_1458540_at 2.1 7.7 A A 0.72 0.39 1.9 NC 0.09 gb:AW457371 /DB_XREF=gi:7027588 /DB_XREF=UI-M-BH3-arg-g-08-0-UI.s1 /CLONE=UI-M-BH3-arg-g-08-0-UI /FEA=EST /CNT=5 /TID=Mm.101180.1 
MOE430_2_1458584_at 1.9 7.5 A A 0.71 0.63 1.9 NC 0.29 gb:BE948494 /DB_XREF=gi:10526253 /DB_XREF=UI-M-BH3-awr-d-04-0-UI.s1 /CLONE=UI-M-BH3-awr-d-04-0-UI /FEA=EST /CNT=4 /TID=Mm.126172.
MOE430_2_1458732_at 0.6 4.5 A A 0.96 0.5 1.9 NC 0.45 gb:C85546 /DB_XREF=gi:2917503 /DB_XREF=C85546 /CLONE=J0209H07 /FEA=EST /CNT=3 /TID=Mm.172129.1 /TIER=ConsEnd /STK=2 /UG=Mm.17212
MOE430_2_1458734_at 1 6.7 A A 0.82 0.21 1.9 NC 0.11 gb:BG066130 /DB_XREF=gi:12548693 /DB_XREF=H3039C07-3 /CLONE=H3039C07 /FEA=EST /CNT=3 /TID=Mm.172684.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458793_at 1.9 11.3 A A 0.9 0.72 1.9 NC 0.06 gb:BG076186 /DB_XREF=gi:12558755 /DB_XREF=H3156F05-3 /CLONE=H3156F05 /FEA=EST /CNT=3 /TID=Mm.182870.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458811_at 0.4 1.4 A A 0.97 0.63 1.9 NC 0.01 gb:BB462600 /DB_XREF=gi:16426787 /DB_XREF=BB462600 /CLONE=D130077A04 /FEA=EST /CNT=3 /TID=Mm.207752.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458851_at 0.5 2.2 A A 0.82 0.43 1.9 NC 0.009292 gb:BG070299 /DB_XREF=gi:12552868 /DB_XREF=H3085H01-3 /CLONE=H3085H01 /FEA=EST /CNT=3 /TID=Mm.25919.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459014_at 1.4 8.8 A A 0.82 0.66 1.9 NC 0.39 gb:BE956864 /DB_XREF=gi:10601835 /DB_XREF=UI-M-BG2-bbp-b-09-0-UI.s1 /CLONE=UI-M-BG2-bbp-b-09-0-UI /FEA=EST /CNT=3 /TID=Mm.151017.
MOE430_2_1459033_at 0.8 3.4 A A 0.8 0.53 1.9 NC 0.2 gb:BE945649 /DB_XREF=gi:10523408 /DB_XREF=UI-M-BZ0-axo-e-06-0-UI.s1 /CLONE=UI-M-BZ0-axo-e-06-0-UI /FEA=EST /CNT=3 /TID=Mm.156643.1
MOE430_2_1459080_at 1.9 7.1 A A 0.85 0.78 1.9 NC 0.5 gb:BG070621 /DB_XREF=gi:12553190 /DB_XREF=H3089C11-3 /CLONE=H3089C11 /FEA=EST /CNT=3 /TID=Mm.173282.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459158_at 1 4.5 A A 0.9 0.46 1.9 NC 0.02 gb:BG067318 /DB_XREF=gi:12549887 /DB_XREF=H3053A09-3 /CLONE=H3053A09 /FEA=EST /CNT=2 /TID=Mm.173005.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459169_at 3 8.2 A A 0.46 0.14 1.9 NC 0.13 gb:BG067880 /DB_XREF=gi:12550449 /DB_XREF=H3059C01-3 /CLONE=H3059C01 /FEA=EST /CNT=2 /TID=Mm.173093.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459278_at 2 9.6 A A 0.56 0.27 1.9 NC 0.2 gb:BG075786 /DB_XREF=gi:12558355 /DB_XREF=H3151G04-3 /CLONE=H3151G04 /FEA=EST /CNT=2 /TID=Mm.197299.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459747_at 0.4 1.1 A A 0.98 0.85 1.9 NC 0.03 gb:AI836671 /DB_XREF=gi:5470884 /DB_XREF=UI-M-AP0-abh-f-10-0-UI.s1 /CLONE=UI-M-AP0-abh-f-10-0-UI /FEA=EST /CNT=2 /TID=Mm.194625.1 /
MOE430_2_1459750_s_ 1.6 5.6 A A 0.3 0.43 1.9 NC 0.5 gb:AU015577 /DB_XREF=gi:3370368 /DB_XREF=AU015577 /CLONE=J0713G04 /FEA=EST /CNT=2 /TID=Mm.195308.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459974_x_ 2.6 13.2 A A 0.85 0.46 1.9 NC 0.04 gb:BB134413 /DB_XREF=gi:8788803 /DB_XREF=BB134413 /CLONE=9830115D11 /FEA=EST /CNT=2 /TID=Mm.132736.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460011_at 34.1 159.3 A P 0.43 0.005859 1.9 I 0.000068 gb:AW049789 /DB_XREF=gi:5910318 /DB_XREF=UI-M-BH1-anm-e-08-0-UI.s1 /CLONE=UI-M-BH1-anm-e-08-0-UI /FEA=EST /CNT=87 /TID=Mm.49236
MOE430_2_1460083_at 1.4 5.2 A A 0.82 0.6 1.9 NC 0.16 gb:AW552781 /DB_XREF=gi:7198204 /DB_XREF=L0217D12-3 /CLONE=L0217D12 /FEA=EST /CNT=5 /TID=Mm.103544.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1460297_at 2.1 10.6 A A 0.6 0.24 1.9 NC 0.22 gb:NM_130456.1 /DB_XREF=gi:18485513 /GEN=Nphs2 /FEA=FLmRNA /CNT=9 /TID=Mm.32024.1 /TIER=FL /STK=2 /UG=Mm.32024 /LL=170484 /DEF=Mu
MOE430_2_1460451_at 2.9 13.6 A A 0.66 0.6 1.9 NC 0.5 gb:AK009779.1 /DB_XREF=gi:12844785 /FEA=mRNA /CNT=22 /TID=Mm.45401.1 /TIER=Stack /STK=17 /UG=Mm.45401 /LL=69671 /UG_GENE=2310043I08
MOE430_2_1415921_a_ 2.9 7.9 A P 0.43 0.03 1.8 NC 0.08 gb:AF167552.1 /DB_XREF=gi:8071637 /FEA=FLmRNA /CNT=220 /TID=Mm.21526.1 /TIER=FL /STK=1 /UG=Mm.21526 /LL=29820 /UG_GENE=Tnfrsf19 /DE
MOE430_2_1416003_at 1.9 4.2 A A 0.53 0.33 1.8 NC 0.03 gb:NM_008770.1 /DB_XREF=gi:6679185 /GEN=Cldn11 /FEA=FLmRNA /CNT=173 /TID=Mm.4425.1 /TIER=FL+Stack /STK=148 /UG=Mm.4425 /LL=18417 /D
MOE430_2_1416007_at 0.2 2.4 A A 0.87 0.56 1.8 NC 0.11 gb:NM_009122.1 /DB_XREF=gi:6677850 /GEN=Satb1 /FEA=FLmRNA /CNT=265 /TID=Mm.4381.1 /TIER=FL+Stack /STK=146 /UG=Mm.4381 /LL=20230 /D
MOE430_2_1416382_at 1.7 8.8 A A 0.56 0.6 1.8 NC 0.44 gb:NM_009982.1 /DB_XREF=gi:6753553 /GEN=Ctsc /FEA=FLmRNA /CNT=280 /TID=Mm.684.1 /TIER=FL+Stack /STK=93 /UG=Mm.684 /LL=13032 /DEF=M
MOE430_2_1416560_at 3.1 10 A A 0.5 0.36 1.8 NC 0.5 gb:NM_054055.1 /DB_XREF=gi:16905090 /GEN=Slc13a3 /FEA=FLmRNA /CNT=122 /TID=Mm.27473.1 /TIER=FL+Stack /STK=82 /UG=Mm.27473 /LL=11464
MOE430_2_1416594_at 190.6 620.6 P P 0.000244 0.000244 1.8 I 0.00002 gb:BC024495.1 /DB_XREF=gi:19353577 /FEA=FLmRNA /CNT=135 /TID=Mm.3171.1 /TIER=FL /STK=1 /UG=Mm.3171 /LL=20377 /UG_GENE=Sfrp1 /DEF=M
MOE430_2_1416996_at 2.4 13.3 A A 0.53 0.27 1.8 NC 0.16 gb:BC005421.1 /DB_XREF=gi:13529346 /FEA=FLmRNA /CNT=111 /TID=Mm.104771.1 /TIER=FL+Stack /STK=61 /UG=Mm.104771 /LL=54610 /UG_GENE=V
MOE430_2_1417597_at 2.8 5.6 A A 0.69 0.66 1.8 NC 0.5 gb:NM_007642.1 /DB_XREF=gi:6680873 /GEN=Cd28 /FEA=FLmRNA /CNT=49 /TID=Mm.1060.1 /TIER=FL+Stack /STK=41 /UG=Mm.1060 /LL=12487 /DEF=
MOE430_2_1417680_at 0.5 2 A A 0.9 0.75 1.8 NC 0.34 gb:NM_008419.1 /DB_XREF=gi:6680517 /GEN=Kcna5 /FEA=FLmRNA /CNT=47 /TID=Mm.1241.1 /TIER=FL+Stack /STK=39 /UG=Mm.1241 /LL=16493 /DEF
MOE430_2_1417896_at 3.1 7.1 A A 0.24 0.43 1.8 NC 0.5 gb:NM_013769.1 /DB_XREF=gi:7305582 /GEN=Tjp3 /FEA=FLmRNA /CNT=67 /TID=Mm.27984.1 /TIER=FL+Stack /STK=34 /UG=Mm.27984 /LL=27375 /DE
MOE430_2_1418024_at 9.9 39.9 A P 0.08 0.00415 1.8 I 0.000189 gb:BG067031 /DB_XREF=gi:12549600 /DB_XREF=H3049G08-3 /CLONE=H3049G08 /FEA=FLmRNA /CNT=123 /TID=Mm.28256.1 /TIER=Stack /STK=9 /UG
MOE430_2_1418179_at 1 5 A A 0.8 0.66 1.8 NC 0.5 gb:NM_026402.1 /DB_XREF=gi:13385889 /GEN=2610016C12Rik /FEA=FLmRNA /CNT=72 /TID=Mm.41775.1 /TIER=FL /STK=2 /UG=Mm.41775 /LL=67841 
MOE430_2_1418264_at 84.8 304.9 P P 0.005859 0.000244 1.8 I 0.00002 gb:NM_021790.1 /DB_XREF=gi:11140826 /GEN=Solt /FEA=FLmRNA /CNT=42 /TID=Mm.334.1 /TIER=FL+Stack /STK=27 /UG=Mm.334 /LL=60411 /DEF=M
MOE430_2_1418306_at 4.1 15.7 A A 0.66 0.53 1.8 NC 0.28 gb:NM_023695.1 /DB_XREF=gi:12963788 /GEN=Crybb1 /FEA=FLmRNA /CNT=41 /TID=Mm.29488.1 /TIER=FL+Stack /STK=26 /UG=Mm.29488 /LL=12960 /
MOE430_2_1418689_at 0.2 1.2 A A 0.98 0.91 1.8 NC 0.11 gb:NM_021445.1 /DB_XREF=gi:10946819 /GEN=Cts6 /FEA=FLmRNA /CNT=23 /TID=Mm.143794.1 /TIER=FL+Stack /STK=20 /UG=Mm.143794 /LL=58518 /
MOE430_2_1419175_a_ 9.5 22.1 A P 0.19 0.001953 1.8 I 0.000966 gb:NM_013483.1 /DB_XREF=gi:7304934 /GEN=Btn1a1 /FEA=FLmRNA /CNT=53 /TID=Mm.1420.1 /TIER=FL+Stack /STK=12 /UG=Mm.1420 /LL=12231 /DE
MOE430_2_1419387_s_ 2.4 14.2 A P 0.39 0.008057 1.8 NC 0.008511 gb:NM_010739.1 /DB_XREF=gi:6754575 /GEN=Ly64 /FEA=FLmRNA /CNT=59 /TID=Mm.3177.1 /TIER=FL+Stack /STK=10 /UG=Mm.3177 /LL=17063 /DEF=
MOE430_2_1419474_a_ 5 18.7 A P 0.27 0.001953 1.8 I 0.000492 gb:NM_007914.1 /DB_XREF=gi:6681286 /GEN=Ehf /FEA=FLmRNA /CNT=66 /TID=Mm.10724.1 /TIER=FL+Stack /STK=9 /UG=Mm.10724 /LL=13661 /DEF=
MOE430_2_1419751_x_ 0.2 1.3 A A 0.66 0.43 1.8 NC 0.5 gb:NM_134256.1 /DB_XREF=gi:19527421 /GEN=mOAT6-L /FEA=FLmRNA /CNT=20 /TID=Mm.187584.1 /TIER=FL /STK=6 /UG=Mm.187584 /LL=171405 /D
MOE430_2_1420152_at 3.4 12.7 A A 0.5 0.12 1.8 NC 0.02 gb:AV206800 /DB_XREF=gi:6147653 /DB_XREF=AV206800 /CLONE=1700090K22 /FEA=EST /CNT=1 /TID=Mm.76865.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420222_at 1 4.2 A A 0.68 0.33 1.8 NC 0.29 gb:T25554 /DB_XREF=gi:562875 /DB_XREF=EST00587 /CLONE=B0001C09 /FEA=EST /CNT=1 /TID=Mm.23757.1 /TIER=ConsEnd /STK=1 /UG=Mm.23757
MOE430_2_1420332_x_ 3.7 3.8 A A 0.56 0.5 1.8 NC 0.5 gb:NM_027137.1 /DB_XREF=gi:13386199 /GEN=Sprrl7 /FEA=FLmRNA /CNT=13 /TID=Mm.176243.1 /TIER=FL /STK=6 /UG=Mm.176243 /LL=69611 /DEF=M
MOE430_2_1420653_at 0.8 14.2 A A 0.53 0.17 1.8 NC 0.22 gb:NM_011577.1 /DB_XREF=gi:6755774 /GEN=Tgfb1 /FEA=FLmRNA /CNT=32 /TID=Mm.9154.1 /TIER=FL /STK=3 /UG=Mm.9154 /LL=21803 /DEF=Mus mu
MOE430_2_1420679_a_ 7.5 20.2 A A 0.43 0.06 1.8 NC 0.06 gb:NM_025446.1 /DB_XREF=gi:13384847 /GEN=1500031O19Rik /FEA=FLmRNA /CNT=13 /TID=Mm.45755.1 /TIER=FL /STK=3 /UG=Mm.45755 /LL=66253 
MOE430_2_1420779_at 1.7 13 A A 0.53 0.27 1.8 NC 0.19 gb:NM_010213.1 /DB_XREF=gi:6753867 /GEN=Fhl3 /FEA=FLmRNA /CNT=6 /TID=Mm.100241.1 /TIER=FL /STK=3 /UG=Mm.100241 /LL=14201 /DEF=Mus 
MOE430_2_1421201_a_ 35.2 121.7 A P 0.17 0.00415 1.8 I 0.00002 gb:AF241244.1 /DB_XREF=gi:13123463 /GEN=Tro /FEA=FLmRNA /CNT=19 /TID=Mm.3597.1 /TIER=FL /STK=2 /UG=Mm.3597 /LL=56191 /DEF=Mus musc
MOE430_2_1421238_a_ 1.2 3.6 A A 0.78 0.75 1.8 NC 0.05 gb:AF162857.1 /DB_XREF=gi:9049511 /FEA=FLmRNA /CNT=23 /TID=Mm.29220.1 /TIER=FL /STK=2 /UG=Mm.29220 /LL=19281 /UG_GENE=Ptprt /DEF=M
MOE430_2_1421275_s_ 0.6 4.6 A A 0.66 0.33 1.8 NC 0.5 gb:AK014988.1 /DB_XREF=gi:12853144 /FEA=FLmRNA /CNT=23 /TID=Mm.11030.1 /TIER=ConsEnd /STK=5 /UG=Mm.11030 /LL=67296 /UG_GENE=31100
MOE430_2_1422726_x_ 2 8 A A 0.5 0.09 1.8 NC 0.31 gb:NM_029376.1 /DB_XREF=gi:13386391 /GEN=1700027N01Rik /FEA=FLmRNA /CNT=24 /TID=Mm.61720.1 /TIER=FL+Stack /STK=16 /UG=Mm.61720 /LL
MOE430_2_1423238_at 1.6 7.3 A A 0.93 0.66 1.8 NC 0.04 gb:AK003906.1 /DB_XREF=gi:12834856 /GEN=Itgb1bp2 /FEA=FLmRNA /CNT=45 /TID=Mm.46232.1 /TIER=Stack /STK=24 /UG=Mm.46232 /LL=26549 /UG
MOE430_2_1423250_a_ 431.8 1313.8 P P 0.000732 0.000244 1.8 I 0.00002 gb:AI323791 /DB_XREF=gi:4058220 /DB_XREF=mm47e08.x1 /CLONE=IMAGE:524678 /FEA=FLmRNA /CNT=136 /TID=Mm.18213.1 /TIER=Stack /STK=17 /
MOE430_2_1423555_a_ 49.1 125.1 P P 0.001953 0.000244 1.8 I 0.00002 gb:BB329808 /DB_XREF=gi:15411519 /DB_XREF=BB329808 /CLONE=B630019O10 /FEA=FLmRNA /CNT=51 /TID=Mm.30756.1 /TIER=Stack /STK=11 /UG
MOE430_2_1423920_at 66.3 243.2 P P 0.001221 0.000732 1.8 I 0.000027 gb:BC021499.1 /DB_XREF=gi:18204542 /FEA=FLmRNA /CNT=131 /TID=Mm.29786.1 /TIER=FL+Stack /STK=79 /UG=Mm.29786 /DEF=Mus musculus, clone
MOE430_2_1424826_s_ 2.4 5.3 A A 0.75 0.33 1.8 NC 0.004481 gb:AA250031 /DB_XREF=gi:1882177 /DB_XREF=mz59h12.r1 /CLONE=IMAGE:717767 /FEA=FLmRNA /CNT=94 /TID=Mm.220818.1 /TIER=ConsEnd /STK=0
MOE430_2_1424855_at 1.7 8 A A 0.56 0.3 1.8 NC 0.5 gb:BC025001.1 /DB_XREF=gi:19484176 /FEA=FLmRNA /CNT=34 /TID=Mm.13808.1 /TIER=FL+Stack /STK=13 /UG=Mm.13808 /DEF=Mus musculus, Simila
MOE430_2_1425158_at 1.2 1.4 A A 0.82 0.39 1.8 NC 0.01 gb:AF306667.1 /DB_XREF=gi:12082749 /GEN=Tbx20 /FEA=FLmRNA /CNT=19 /TID=Mm.31452.2 /TIER=FL /STK=5 /UG=Mm.31452 /LL=57246 /DEF=Mus
MOE430_2_1425230_at 5.4 13 A A 0.36 0.46 1.8 NC 0.09 gb:AF462069.1 /DB_XREF=gi:19338691 /GEN=Nags /FEA=FLmRNA /CNT=12 /TID=Mm.31686.1 /TIER=FL /STK=4 /UG=Mm.31686 /DEF=Mus musculus N-
MOE430_2_1425376_at 1.2 5.9 A A 0.88 0.53 1.8 NC 0.35 gb:BC015253.1 /DB_XREF=gi:15929636 /FEA=FLmRNA /CNT=12 /TID=Mm.6332.1 /TIER=FL /STK=2 /UG=Mm.6332 /LL=11688 /UG_GENE=Alox15b /DEF=
MOE430_2_1425469_a_ 9.3 45 A A 0.75 0.3 1.8 NC 0.33 gb:BC003855.1 /DB_XREF=gi:13277980 /FEA=FLmRNA /CNT=238 /TID=Mm.1232.1 /TIER=FL /STK=1 /UG=Mm.1232 /DEF=Mus musculus, clone MGC:643
MOE430_2_1425721_at 3.1 11.3 A P 0.43 0.005859 1.8 NC 0.01 gb:AF310251.1 /DB_XREF=gi:12007335 /FEA=FLmRNA /CNT=16 /TID=Mm.54737.1 /TIER=FL /STK=1 /UG=Mm.54737 /LL=83946 /UG_GENE=Phip /DEF=M
MOE430_2_1425729_at 3.1 6.5 A A 0.75 0.39 1.8 NC 0.01 gb:BC019528.1 /DB_XREF=gi:18044530 /FEA=FLmRNA /CNT=9 /TID=Mm.215154.1 /TIER=FL /STK=1 /UG=Mm.215154 /DEF=Mus musculus, Similar to hy
MOE430_2_1425847_a_ 6.9 33.7 A P 0.12 0.001221 1.8 I 0.000035 gb:AB049732.1 /DB_XREF=gi:10798809 /GEN=mltk /FEA=FLmRNA /CNT=3 /TID=Mm.33127.2 /TIER=FL /STK=1 /UG=Mm.33127 /LL=65964 /DEF=Mus mu
MOE430_2_1425982_a_ 5.9 26.4 A A 0.46 0.12 1.8 NC 0.008511 gb:U97045.1 /DB_XREF=gi:2645408 /GEN=WRN /FEA=FLmRNA /CNT=1 /TID=Mm.15446.3 /TIER=FL /STK=1 /UG=Mm.15446 /LL=22427 /DEF=Mus musc
MOE430_2_1427123_s_ 3.9 11.1 A A 0.5 0.19 1.8 NC 0.28 gb:BE653037 /DB_XREF=gi:9978903 /DB_XREF=UI-M-AN1-afj-a-01-0-UI.r1 /CLONE=UI-M-AN1-afj-a-01-0-UI /FEA=mRNA /CNT=31 /TID=Mm.22891.1 
MOE430_2_1427541_x_ 15.6 60.1 P P 0.02 0.001953 1.8 I 0.000189 gb:X64550.1 /DB_XREF=gi:1495185 /GEN=RHAMM /FEA=mRNA /CNT=5 /TID=Mm.116997.3 /TIER=ConsEnd /STK=0 /UG=Mm.116997 /LL=15366 /DEF=M
MOE430_2_1428020_at 1.6 4.4 A A 0.88 0.46 1.8 NC 0.14 gb:BC028802.1 /DB_XREF=gi:20381022 /FEA=mRNA /CNT=5 /TID=Mm.28128.1 /TIER=ConsEnd /STK=0 /UG=Mm.28128 /LL=70285 /UG_GENE=2310066N
MOE430_2_1428625_a_ 11.2 46.3 A P 0.3 0.01 1.8 NC 0.005933 gb:BM221034 /DB_XREF=gi:17781289 /DB_XREF=C0948H04-3 /CLONE=C0948H04 /FEA=mRNA /CNT=54 /TID=Mm.27207.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1428846_at 9.2 24.6 A P 0.21 0.001953 1.8 I 0.000552 gb:AV277743 /DB_XREF=gi:16391051 /DB_XREF=AV277743 /CLONE=4932443P06 /FEA=mRNA /CNT=100 /TID=Mm.87673.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1429426_at 5.2 21.8 A P 0.39 0.02 1.8 NC 0.03 gb:AK016137.1 /DB_XREF=gi:12854755 /FEA=mRNA /CNT=153 /TID=Mm.28481.1 /TIER=ConsEnd /STK=1 /UG=Mm.28481 /LL=75841 /UG_GENE=493055
MOE430_2_1429620_at 3.2 13.8 A A 0.43 0.33 1.8 NC 0.19 gb:BB040330 /DB_XREF=gi:16258596 /DB_XREF=BB040330 /CLONE=6030448G16 /FEA=mRNA /CNT=61 /TID=Mm.28233.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1429827_at 4.7 12 A A 0.39 0.27 1.8 NC 0.5 gb:AK005811.1 /DB_XREF=gi:12838577 /FEA=mRNA /CNT=9 /TID=Mm.47117.1 /TIER=Stack /STK=8 /UG=Mm.47117 /LL=75485 /UG_GENE=1700010B08R
MOE430_2_1429920_at 1.6 10.3 A A 0.82 0.53 1.8 NC 0.11 gb:AK016641.1 /DB_XREF=gi:12855487 /FEA=mRNA /CNT=9 /TID=Mm.33198.1 /TIER=ConsEnd /STK=6 /UG=Mm.33198 /LL=74071 /UG_GENE=4933403M
MOE430_2_1430119_at 9.3 14.6 A A 0.53 0.24 1.8 NC 0.03 gb:AK004226.1 /DB_XREF=gi:12835332 /FEA=mRNA /CNT=5 /TID=Mm.195526.1 /TIER=ConsEnd /STK=4 /UG=Mm.195526 /LL=68807 /UG_GENE=111005
MOE430_2_1430198_at 1 3.5 A A 0.46 0.56 1.8 NC 0.57 gb:AK014028.1 /DB_XREF=gi:12851653 /FEA=mRNA /CNT=5 /TID=Mm.158145.1 /TIER=ConsEnd /STK=3 /UG=Mm.158145 /LL=67280 /UG_GENE=311000
MOE430_2_1430268_at 1.4 7.4 A A 0.56 0.36 1.8 NC 0.57 gb:BB528135 /DB_XREF=gi:16444594 /DB_XREF=BB528135 /CLONE=D930045A10 /FEA=mRNA /CNT=4 /TID=Mm.160123.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430812_at 0.6 2.4 A A 0.6 0.21 1.8 NC 0.23 gb:BB019816 /DB_XREF=gi:16257625 /DB_XREF=BB019816 /CLONE=4930590O19 /FEA=mRNA /CNT=4 /TID=Mm.67064.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430891_at 9 27.9 A P 0.39 0.03 1.8 NC 0.007788 gb:AK010841.1 /DB_XREF=gi:12846562 /GEN=Dusp12 /FEA=mRNA /CNT=3 /TID=Mm.34365.3 /TIER=ConsEnd /STK=1 /UG=Mm.34365 /LL=80915 /UG_TI
MOE430_2_1430953_at 0.5 1.3 A A 0.85 0.39 1.8 NC 0.1 gb:AV170803 /DB_XREF=gi:5377240 /DB_XREF=AV170803 /CLONE=3200001G23 /FEA=mRNA /CNT=3 /TID=Mm.158255.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431274_a_ 20.4 104.5 A P 0.12 0.008057 1.8 I 0.000078 gb:AA543265 /DB_XREF=gi:2291742 /DB_XREF=vj80f09.r1 /CLONE=IMAGE:935369 /FEA=mRNA /CNT=6 /TID=Mm.2849.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1431410_at 1.1 3.1 A A 0.53 0.52 1.8 NC 0.55 gb:AK005829.1 /DB_XREF=gi:12838606 /FEA=mRNA /CNT=3 /TID=Mm.158265.1 /TIER=ConsEnd /STK=0 /UG=Mm.158265 /LL=69342 /UG_GENE=170001
MOE430_2_1431780_at 2.4 7.5 A A 0.63 0.39 1.8 NC 0.35 gb:AK006216.1 /DB_XREF=gi:12839193 /FEA=mRNA /CNT=2 /TID=Mm.158276.1 /TIER=ConsEnd /STK=0 /UG=Mm.158276 /LL=69398 /UG_GENE=170002
MOE430_2_1431872_at 2.7 10.5 A A 0.63 0.18 1.8 NC 0.05 gb:AK015427.1 /DB_XREF=gi:12853764 /FEA=mRNA /CNT=1 /TID=Mm.159289.1 /TIER=ConsEnd /STK=0 /UG=Mm.159289 /LL=74672 /UG_GENE=493044
MOE430_2_1432087_at 2.6 6.9 A A 0.39 0.36 1.8 NC 0.04 gb:AK016692.1 /DB_XREF=gi:12855568 /FEA=mRNA /CNT=1 /TID=Mm.159124.1 /TIER=ConsEnd /STK=0 /UG=Mm.159124 /LL=74059 /UG_GENE=493340
MOE430_2_1432198_at 2.7 9.3 A A 0.3 0.19 1.8 NC 0.44 gb:AK018172.1 /DB_XREF=gi:12857769 /FEA=mRNA /CNT=1 /TID=Mm.41243.1 /TIER=ConsEnd /STK=0 /UG=Mm.41243 /LL=70722 /UG_GENE=6330414G
MOE430_2_1432205_a_ 1 13.7 A A 0.78 0.22 1.8 NC 0.007788 gb:AK002529.1 /DB_XREF=gi:12832577 /FEA=mRNA /CNT=1 /TID=Mm.100354.3 /TIER=ConsEnd /STK=0 /UG=Mm.100354 /LL=77521 /UG_GENE=573059
MOE430_2_1432518_at 1.2 6.8 A A 0.72 0.36 1.8 NC 0.11 gb:AK019589.1 /DB_XREF=gi:12859879 /FEA=mRNA /CNT=1 /TID=Mm.160048.1 /TIER=ConsEnd /STK=0 /UG=Mm.160048 /LL=78109 /UG_GENE=493043
MOE430_2_1432614_at 4 17.9 A A 0.46 0.08 1.8 NC 0.006503 gb:AV280718 /DB_XREF=gi:6268755 /DB_XREF=AV280718 /CLONE=4933417A01 /FEA=mRNA /CNT=3 /TID=Mm.84958.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432636_at 4.8 10.4 A A 0.46 0.19 1.8 NC 0.35 gb:BF787830 /DB_XREF=gi:12092866 /DB_XREF=602113606F1 /CLONE=IMAGE:4241809 /FEA=mRNA /CNT=3 /TID=Mm.159738.1 /TIER=ConsEnd /STK=0
MOE430_2_1432994_at 0.9 3.4 A A 0.9 0.6 1.8 NC 0.14 gb:AK013716.1 /DB_XREF=gi:12851185 /FEA=mRNA /CNT=1 /TID=Mm.158925.1 /TIER=ConsEnd /STK=0 /UG=Mm.158925 /LL=73021 /UG_GENE=290005
MOE430_2_1433146_at 0.9 6.4 A A 0.84 0.66 1.8 NC 0.07 gb:AK014755.1 /DB_XREF=gi:12852789 /FEA=mRNA /CNT=1 /TID=Mm.219775.1 /TIER=ConsEnd /STK=0 /UG=Mm.219775 /LL=73913 /UG_GENE=483342
MOE430_2_1433742_at 37 146.1 P P 0.001221 0.000244 1.8 I 0.00002 gb:BQ032773 /DB_XREF=gi:19768052 /DB_XREF=UI-1-CF0-axa-g-11-0-UI.s1 /CLONE=UI-1-CF0-axa-g-11-0-UI /FEA=EST /CNT=87 /TID=Mm.25891.1 
MOE430_2_1433762_at 25 84.4 P P 0.00415 0.000244 1.8 I 0.00002 gb:BB182501 /DB_XREF=gi:16270138 /DB_XREF=BB182501 /CLONE=A230098M10 /FEA=EST /CNT=67 /TID=Mm.37541.1 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1433885_at 30.4 98.8 P P 0.01 0.000244 1.8 I 0.00002 gb:BM240173 /DB_XREF=gi:17875443 /DB_XREF=K0547E10-3 /CLONE=K0547E10 /FEA=EST /CNT=90 /TID=Mm.38878.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1434519_at 3.6 9.3 A A 0.36 0.27 1.8 NC 0.5 gb:BB772527 /DB_XREF=gi:16214218 /DB_XREF=BB772527 /CLONE=G370144G15 /FEA=EST /CNT=67 /TID=Mm.119073.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1434641_x_ 3.1 9.6 A A 0.53 0.33 1.8 NC 0.16 gb:AW121511 /DB_XREF=gi:6096844 /DB_XREF=UI-M-BH2.2-aop-b-09-0-UI.s1 /CLONE=UI-M-BH2.2-aop-b-09-0-UI /FEA=EST /CNT=28 /TID=Mm.2047
MOE430_2_1434678_at 23.5 69.4 P P 0.00293 0.000244 1.8 I 0.000052 gb:AV306759 /DB_XREF=gi:16393867 /DB_XREF=AV306759 /CLONE=5730544M13 /FEA=EST /CNT=38 /TID=Mm.38287.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434693_at 0.4 2.5 A A 0.85 0.33 1.8 NC 0.2 gb:BE952823 /DB_XREF=gi:10593691 /DB_XREF=UI-M-BH4-azk-e-05-0-UI.s1 /CLONE=UI-M-BH4-azk-e-05-0-UI /FEA=EST /CNT=28 /TID=Mm.32998.1
MOE430_2_1435192_at 1.6 10.4 A A 0.91 0.43 1.8 NC 0.36 gb:AV306664 /DB_XREF=gi:16393855 /DB_XREF=AV306664 /CLONE=5730543H16 /FEA=EST /CNT=24 /TID=Mm.35784.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435495_at 2.5 8.3 A A 0.69 0.24 1.8 NC 0.5 gb:BE630294 /DB_XREF=gi:9912982 /DB_XREF=uu18f06.x1 /CLONE=IMAGE:3372323 /FEA=EST /CNT=18 /TID=Mm.200230.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1435510_at 2.3 12.3 A A 0.72 0.24 1.8 NC 0.01 gb:BB283101 /DB_XREF=gi:16401393 /DB_XREF=BB283101 /CLONE=A930041O08 /FEA=EST /CNT=33 /TID=Mm.134443.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435597_at 11.7 45.3 P P 0.01 0.000732 1.8 I 0.000088 gb:BB431627 /DB_XREF=gi:16424173 /DB_XREF=BB431627 /CLONE=C630039M04 /FEA=EST /CNT=17 /TID=Mm.89551.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435765_at 2.4 8.8 A A 0.42 0.06 1.8 NC 0.44 gb:BF464487 /DB_XREF=gi:11533670 /DB_XREF=UI-M-CG0p-bpz-b-09-0-UI.s1 /CLONE=UI-M-CG0p-bpz-b-09-0-UI /FEA=EST /CNT=29 /TID=Mm.3281
MOE430_2_1435848_at 2 7.9 A A 0.75 0.27 1.8 NC 0.02 gb:AU067644 /DB_XREF=gi:4968381 /DB_XREF=AU067644 /CLONE=MNCb-0133 /FEA=EST /CNT=13 /TID=Mm.38564.1 /TIER=Stack /STK=13 /UG=Mm.3
MOE430_2_1435891_x_ 2.6 5.6 A A 0.53 0.5 1.8 NC 0.13 gb:BQ175465 /DB_XREF=gi:20350957 /DB_XREF=UI-M-DJ2-bwc-n-12-0-UI.s1 /CLONE=UI-M-DJ2-bwc-n-12-0-UI /FEA=EST /CNT=28 /TID=Mm.18001
MOE430_2_1436133_at 8.6 32.5 P P 0.02 0.000244 1.8 I 0.000023 gb:BB361173 /DB_XREF=gi:16405914 /DB_XREF=BB361173 /CLONE=C130002N06 /FEA=EST /CNT=11 /TID=Mm.101586.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436392_s_ 1.1 2.6 A A 0.66 0.53 1.8 NC 0.5 gb:BB550860 /DB_XREF=gi:9637226 /DB_XREF=BB550860 /CLONE=E230024L19 /FEA=EST /CNT=12 /TID=Mm.3629.2 /TIER=Stack /STK=9 /UG=Mm.362
MOE430_2_1436789_at 1.8 5.3 A A 0.82 0.36 1.8 NC 0.06 gb:BM120177 /DB_XREF=gi:17088203 /DB_XREF=L0936A04-3 /CLONE=L0936A04 /FEA=EST /CNT=57 /TID=Mm.62983.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1437363_at 30.6 147.9 P P 0.001953 0.000732 1.8 I 0.00002 gb:BQ043238 /DB_XREF=gi:19792867 /DB_XREF=UI-M-EG0p-bux-f-04-0-UI.r1 /CLONE=IMAGE:5688195 /FEA=EST /CNT=32 /TID=Mm.133785.1 /TIER=
MOE430_2_1437827_s_ 1.2 4.7 A A 0.66 0.19 1.8 NC 0.03 gb:AW541906 /DB_XREF=gi:7184323 /DB_XREF=C0151B07-3 /CLONE=C0151B07 /FEA=EST /CNT=14 /TID=Mm.102679.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1438066_at 1.9 10.6 A A 0.66 0.27 1.8 NC 0.08 gb:BB038377 /DB_XREF=gi:16258483 /DB_XREF=BB038377 /CLONE=5930437C20 /FEA=EST /CNT=16 /TID=Mm.138220.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438169_a_ 6.5 22.6 A P 0.12 0.001953 1.8 MI 0.00225 gb:BB009122 /DB_XREF=gi:8129479 /DB_XREF=BB009122 /CLONE=4732488B06 /FEA=EST /CNT=12 /TID=Mm.27789.3 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438333_at 0.6 4.9 A A 0.74 0.78 1.8 NC 0.5 gb:AW537978 /DB_XREF=gi:7180395 /DB_XREF=C0101F07-3 /CLONE=C0101F07 /FEA=EST /CNT=12 /TID=Mm.103497.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438833_at 0.2 2.1 A A 0.82 0.63 1.8 NC 0.28 gb:BB818947 /DB_XREF=gi:16991576 /DB_XREF=BB818947 /CLONE=G730047C21 /FEA=EST /CNT=10 /TID=Mm.81624.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438901_at 5.6 21.9 A A 0.5 0.24 1.8 MI 0.00249 gb:BM248134 /DB_XREF=gi:17883404 /DB_XREF=K0812A11-3 /CLONE=K0812A11 /FEA=EST /CNT=9 /TID=Mm.214953.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439006_x_ 0.5 0.7 A A 0.85 0.62 1.8 NC 0.02 gb:BB093996 /DB_XREF=gi:8677245 /DB_XREF=BB093996 /CLONE=9430044M03 /FEA=EST /CNT=176 /TID=Mm.72979.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439309_at 2.6 6.7 A A 0.78 0.43 1.8 NC 0.04 gb:AV317704 /DB_XREF=gi:15406111 /DB_XREF=AV317704 /CLONE=5832434K17 /FEA=EST /CNT=8 /TID=Mm.87478.1 /TIER=Stack /STK=8 /UG=Mm.87
MOE430_2_1439353_x_ 0.2 0.9 A A 0.96 0.72 1.8 NC 0.09 gb:BB768133 /DB_XREF=gi:16196853 /DB_XREF=BB768133 /CLONE=G370081N12 /FEA=EST /CNT=8 /TID=Mm.23325.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439641_at 5.2 15.6 A P 0.53 0.01 1.8 I 0.000167 gb:BB772788 /DB_XREF=gi:16195129 /DB_XREF=BB772788 /CLONE=G370147P11 /FEA=EST /CNT=10 /TID=Mm.55455.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439700_at 0.9 2.6 A A 0.66 0.8 1.8 NC 0.49 gb:BB667160 /DB_XREF=gi:16398609 /DB_XREF=BB667160 /CLONE=4922502O05 /FEA=EST /CNT=7 /TID=Mm.73034.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439903_at 3 11.9 A A 0.39 0.43 1.8 NC 0.5 gb:BF466107 /DB_XREF=gi:11535290 /DB_XREF=UI-M-CG0p-bqt-f-02-0-UI.s1 /CLONE=UI-M-CG0p-bqt-f-02-0-UI /FEA=EST /CNT=8 /TID=Mm.151389
MOE430_2_1439922_at 3.2 18 A A 0.63 0.17 1.8 NC 0.02 gb:BB481914 /DB_XREF=gi:16440865 /DB_XREF=BB481914 /CLONE=D430006H08 /FEA=EST /CNT=7 /TID=Mm.167837.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440189_at 4.2 9.9 A A 0.72 0.5 1.8 NC 0.5 gb:BE852777 /DB_XREF=gi:10311116 /DB_XREF=uw34b07.x1 /CLONE=IMAGE:3418549 /FEA=EST /CNT=17 /TID=Mm.44144.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440247_at 3.7 16.1 A P 0.33 0.00293 1.8 NC 0.00712 gb:BB036856 /DB_XREF=gi:16258391 /DB_XREF=BB036856 /CLONE=5930420N08 /FEA=EST /CNT=8 /TID=Mm.90452.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440429_at 0.9 3 A A 0.75 0.36 1.8 NC 0.48 gb:BB667952 /DB_XREF=gi:16399401 /DB_XREF=BB667952 /CLONE=C920018C16 /FEA=EST /CNT=6 /TID=Mm.211760.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440581_at 1 4.8 A A 0.88 0.53 1.8 NC 0.11 gb:BB451134 /DB_XREF=gi:16425521 /DB_XREF=BB451134 /CLONE=D130007O05 /FEA=EST /CNT=5 /TID=Mm.209283.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440810_x_ 0.7 3.1 A A 0.78 0.27 1.8 NC 0.04 gb:BB246383 /DB_XREF=gi:8939129 /DB_XREF=BB246383 /CLONE=A730014E23 /FEA=EST /CNT=5 /TID=Mm.86760.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440988_at 1.1 3.8 A A 0.9 0.66 1.8 NC 0.05 gb:BB375207 /DB_XREF=gi:16407372 /DB_XREF=BB375207 /CLONE=C130078N15 /FEA=EST /CNT=7 /TID=Mm.127661.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441065_at 2.5 5 A A 0.43 0.39 1.8 NC 0.07 gb:BB305753 /DB_XREF=gi:16402169 /DB_XREF=BB305753 /CLONE=B230204J04 /FEA=EST /CNT=6 /TID=Mm.131870.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441491_at 0.6 4.5 A A 0.6 0.24 1.8 NC 0.04 gb:BB246530 /DB_XREF=gi:15410587 /DB_XREF=BB246530 /CLONE=A730014N23 /FEA=EST /CNT=4 /TID=Mm.131228.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441551_at 2.1 7.5 A A 0.63 0.66 1.8 NC 0.42 gb:BB196537 /DB_XREF=gi:16271007 /DB_XREF=BB196537 /CLONE=A330094N09 /FEA=EST /CNT=4 /TID=Mm.208459.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441915_s_ 2.7 8.7 A A 0.46 0.3 1.8 NC 0.5 gb:BB717485 /DB_XREF=gi:16070654 /DB_XREF=BB717485 /CLONE=C730006B20 /FEA=EST /CNT=4 /TID=Mm.185311.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442039_at 56.9 178.4 P P 0.001953 0.000244 1.8 I 0.00003 gb:BF020502 /DB_XREF=gi:10751834 /DB_XREF=ux20b09.x1 /CLONE=IMAGE:3472025 /FEA=EST /CNT=8 /TID=Mm.40629.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442075_at 0.9 5.1 A A 0.96 0.56 1.8 NC 0.5 gb:BE991175 /DB_XREF=gi:10670412 /DB_XREF=UI-M-BZ1-bdr-h-03-0-UI.s1 /CLONE=UI-M-BZ1-bdr-h-03-0-UI /FEA=EST /CNT=8 /TID=Mm.19269.1 /
MOE430_2_1442217_at 1.7 8.9 A A 0.33 0.3 1.8 NC 0.5 gb:AV367267 /DB_XREF=gi:16397699 /DB_XREF=AV367267 /CLONE=8430429M01 /FEA=EST /CNT=5 /TID=Mm.154556.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442333_a_ 0.2 0.8 A A 0.93 0.87 1.8 NC 0.36 gb:AI549833 /DB_XREF=gi:4482196 /DB_XREF=ve83f11.y1 /CLONE=IMAGE:832845 /FEA=EST /CNT=5 /TID=Mm.40146.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442335_at 1.2 8.2 A A 0.6 0.24 1.8 NC 0.12 gb:AW494156 /DB_XREF=gi:7064437 /DB_XREF=UI-M-BH3-auj-c-07-0-UI.s1 /CLONE=UI-M-BH3-auj-c-07-0-UI /FEA=EST /CNT=5 /TID=Mm.117746.1 /
MOE430_2_1442444_at 3.1 4.9 A A 0.75 0.19 1.8 NC 0.02 gb:BE979183 /DB_XREF=gi:10645818 /DB_XREF=UI-M-BG2-bbw-a-08-0-UI.s1 /CLONE=UI-M-BG2-bbw-a-08-0-UI /FEA=EST /CNT=5 /TID=Mm.153648
MOE430_2_1442495_at 2.7 11.7 A A 0.78 0.19 1.8 NC 0.15 gb:BG071331 /DB_XREF=gi:12553900 /DB_XREF=H3097E12-3 /CLONE=H3097E12 /FEA=EST /CNT=4 /TID=Mm.38687.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442605_at 2 7.1 A A 0.56 0.3 1.8 NC 0.31 gb:BB455937 /DB_XREF=gi:16425997 /DB_XREF=BB455937 /CLONE=D130043E12 /FEA=EST /CNT=4 /TID=Mm.168782.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442815_at 2.2 13.2 A A 0.46 0.3 1.8 NC 0.23 gb:BG070612 /DB_XREF=gi:12553181 /DB_XREF=H3089C01-3 /CLONE=H3089C01 /FEA=EST /CNT=5 /TID=Mm.33686.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442897_at 2.4 8.5 A A 0.69 0.36 1.8 NC 0.25 gb:BB556313 /DB_XREF=gi:16448677 /DB_XREF=BB556313 /CLONE=E330023G15 /FEA=EST /CNT=4 /TID=Mm.202432.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443026_at 2.4 10.7 A A 0.66 0.39 1.8 NC 0.5 gb:BB337104 /DB_XREF=gi:16404221 /DB_XREF=BB337104 /CLONE=B930006H01 /FEA=EST /CNT=3 /TID=Mm.216249.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443463_at 2.6 13.6 A P 0.39 0.01 1.8 NC 0.09 gb:AU042760 /DB_XREF=gi:3956995 /DB_XREF=AU042760 /CLONE=J1029D05 /FEA=EST /CNT=3 /TID=Mm.17687.1 /TIER=ConsEnd /STK=3 /UG=Mm.17
MOE430_2_1443579_s_ 29.8 58.8 P P 0.00293 0.000732 1.8 I 0.000273 gb:AI957118 /DB_XREF=gi:5749827 /DB_XREF=ul75g02.x1 /CLONE=IMAGE:2136434 /FEA=EST /CNT=3 /TID=Mm.220905.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443607_at 2.2 8.8 A A 0.87 0.33 1.8 NC 0.06 gb:BG069797 /DB_XREF=gi:12552366 /DB_XREF=H3080C03-3 /CLONE=H3080C03 /FEA=EST /CNT=3 /TID=Mm.26204.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443864_at 2.5 18.2 A A 0.6 0.17 1.8 NC 0.01 gb:BG070404 /DB_XREF=gi:12552973 /DB_XREF=H3087A03-3 /CLONE=H3087A03 /FEA=EST /CNT=16 /TID=Mm.52266.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444024_at 11 45 A P 0.08 0.005859 1.8 I 0.000346 gb:BB831617 /DB_XREF=gi:17009860 /DB_XREF=BB831617 /CLONE=G930018D04 /FEA=EST /CNT=6 /TID=Mm.209443.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444256_at 2.2 10.8 A A 0.5 0.06 1.8 NC 0.02 gb:BB184435 /DB_XREF=gi:16270338 /DB_XREF=BB184435 /CLONE=A330012C11 /FEA=EST /CNT=6 /TID=Mm.210355.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444296_a_ 1.3 7.2 A A 0.63 0.27 1.8 NC 0.1 gb:BF383739 /DB_XREF=gi:11365044 /DB_XREF=602044648F1 /CLONE=IMAGE:4194299 /FEA=EST /CNT=5 /TID=Mm.90033.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444333_at 3.6 10.9 A P 0.46 0.008057 1.8 I 0.000307 gb:BB485260 /DB_XREF=gi:16441247 /DB_XREF=BB485260 /CLONE=D430030L04 /FEA=EST /CNT=4 /TID=Mm.216315.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444502_at 4.7 10.1 A A 0.53 0.5 1.8 NC 0.18 gb:BG068580 /DB_XREF=gi:12551149 /DB_XREF=H3067B01-3 /CLONE=H3067B01 /FEA=EST /CNT=4 /TID=Mm.43991.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444525_at 0.7 3.5 A A 0.53 0.36 1.8 NC 0.02 gb:BM238996 /DB_XREF=gi:17874266 /DB_XREF=K0527B01-3 /CLONE=K0527B01 /FEA=EST /CNT=4 /TID=Mm.218142.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444568_at 0.4 2.4 A A 0.99 0.63 1.8 NC 0.22 gb:BE980624 /DB_XREF=gi:10648825 /DB_XREF=UI-M-BG2-bcl-c-02-0-UI.s1 /CLONE=UI-M-BG2-bcl-c-02-0-UI /FEA=EST /CNT=4 /TID=Mm.219416.1
MOE430_2_1444575_at 2.4 8.7 A A 0.56 0.36 1.8 NC 0.15 gb:AI536476 /DB_XREF=gi:4450611 /DB_XREF=vu58f12.x1 /CLONE=IMAGE:1195631 /FEA=EST /CNT=4 /TID=Mm.33770.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444766_at 6.4 18.4 A A 0.33 0.11 1.8 NC 0.1 gb:AV274704 /DB_XREF=gi:16390587 /DB_XREF=AV274704 /CLONE=4932422A07 /FEA=EST /CNT=4 /TID=Mm.78893.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445122_at 0.3 3 A A 0.78 0.3 1.8 NC 0.11 gb:BE979354 /DB_XREF=gi:10646161 /DB_XREF=UI-M-BG2-bbx-b-02-0-UI.s1 /CLONE=UI-M-BG2-bbx-b-02-0-UI /FEA=EST /CNT=3 /TID=Mm.126082.
MOE430_2_1445423_at 1.3 3.3 A A 0.9 0.5 1.8 NC 0.34 gb:BG066696 /DB_XREF=gi:12549265 /DB_XREF=H3045H09-3 /CLONE=H3045H09 /FEA=EST /CNT=3 /TID=Mm.172813.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445429_at 1.4 4 A A 0.85 0.53 1.8 NC 0.22 gb:BG066674 /DB_XREF=gi:12549166 /DB_XREF=H3044G07-3 /CLONE=H3044G07 /FEA=EST /CNT=3 /TID=Mm.172792.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445526_at 0.5 7.8 A A 0.75 0.18 1.8 NC 0.15 gb:AU045440 /DB_XREF=gi:3981623 /DB_XREF=AU045440 /CLONE=J0934G06 /FEA=EST /CNT=3 /TID=Mm.26887.1 /TIER=ConsEnd /STK=2 /UG=Mm.26
MOE430_2_1445575_at 3.8 11.1 A P 0.56 0.03 1.8 NC 0.05 gb:BE957099 /DB_XREF=gi:10602309 /DB_XREF=UI-M-BG2-bcb-h-02-0-UI.s1 /CLONE=UI-M-BG2-bcb-h-02-0-UI /FEA=EST /CNT=3 /TID=Mm.151025
MOE430_2_1445744_at 3 12 A A 0.53 0.39 1.8 NC 0.31 gb:BG069738 /DB_XREF=gi:12552307 /DB_XREF=H3079E11-3 /CLONE=H3079E11 /FEA=EST /CNT=3 /TID=Mm.173444.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445789_at 1.9 6.4 A A 0.5 0.27 1.8 NC 0.26 gb:BB504085 /DB_XREF=gi:16442685 /DB_XREF=BB504085 /CLONE=D630046H12 /FEA=EST /CNT=3 /TID=Mm.187661.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445950_at 1.4 7.7 A A 0.39 0.33 1.8 NC 0.59 gb:BG067908 /DB_XREF=gi:12550477 /DB_XREF=H3059E10-3 /CLONE=H3059E10 /FEA=EST /CNT=2 /TID=Mm.25519.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446044_at 1.8 5.8 A A 0.69 0.56 1.8 NC 0.5 gb:BG070319 /DB_XREF=gi:12552888 /DB_XREF=H3086A10-3 /CLONE=H3086A10 /FEA=EST /CNT=2 /TID=Mm.173226.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1446252_at 0.2 2.5 A A 0.68 0.39 1.8 NC 0.5 gb:BB281055 /DB_XREF=gi:16401296 /DB_XREF=BB281055 /CLONE=A930029I05 /FEA=EST /CNT=2 /TID=Mm.31903.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446477_at 4.2 19.2 A M 0.21 0.05 1.8 NC 0.5 gb:BB038030 /DB_XREF=gi:16258467 /DB_XREF=BB038030 /CLONE=5930434H01 /FEA=EST /CNT=2 /TID=Mm.112205.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446498_at 3.3 9.4 A A 0.39 0.27 1.8 NC 0.34 gb:BB551879 /DB_XREF=gi:16448101 /DB_XREF=BB551879 /CLONE=E230031K19 /FEA=EST /CNT=2 /TID=Mm.213379.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446540_at 6.6 19.2 A P 0.46 0.03 1.8 NC 0.05 gb:BB528534 /DB_XREF=gi:16445448 /DB_XREF=BB528534 /CLONE=D930047B11 /FEA=EST /CNT=2 /TID=Mm.136493.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446764_at 0.4 2.2 A A 0.97 0.75 1.8 NC 0.03 gb:BG065843 /DB_XREF=gi:12548406 /DB_XREF=H3035H04-3 /CLONE=H3035H04 /FEA=EST /CNT=2 /TID=Mm.172618.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446770_at 1.9 9.6 A A 0.82 0.3 1.8 NC 0.15 gb:BB233467 /DB_XREF=gi:15410337 /DB_XREF=BB233467 /CLONE=A630043M06 /FEA=EST /CNT=2 /TID=Mm.212520.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447276_at 1.3 5.5 A A 0.72 0.5 1.8 NC 0.17 gb:C77383 /DB_XREF=gi:2517713 /DB_XREF=C77383 /CLONE=J0030C02 /FEA=EST /CNT=2 /TID=Mm.43952.1 /TIER=ConsEnd /STK=2 /UG=Mm.43952 /
MOE430_2_1447488_at 5.6 12.2 A A 0.3 0.11 1.8 NC 0.06 gb:BM878297 /DB_XREF=gi:19245963 /DB_XREF=if40g03.x1 /CLONE=IMAGE: /FEA=EST /CNT=2 /TID=Mm.202447.1 /TIER=ConsEnd /STK=2 /UG=Mm.20
MOE430_2_1447489_at 6.2 16.2 A A 0.66 0.46 1.8 NC 0.15 gb:AI841294 /DB_XREF=gi:5475507 /DB_XREF=UI-M-AM0-adu-g-04-0-UI.s1 /CLONE=UI-M-AM0-adu-g-04-0-UI /FEA=EST /CNT=2 /TID=Mm.41240.1 /
MOE430_2_1447642_x_ 2.6 7.7 A A 0.6 0.14 1.8 NC 0.11 gb:AV354897 /DB_XREF=gi:6395954 /DB_XREF=AV354897 /CLONE=7330402O03 /FEA=EST /CNT=2 /TID=Mm.163727.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447690_at 1.8 7 A A 0.78 0.53 1.8 NC 0.12 gb:BB004798 /DB_XREF=gi:8094246 /DB_XREF=BB004798 /CLONE=4732462N12 /FEA=EST /CNT=2 /TID=Mm.183130.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447981_at 0.8 4.2 A A 0.66 0.43 1.8 NC 0.08 gb:BG066203 /DB_XREF=gi:12548766 /DB_XREF=H3040B07-3 /CLONE=H3040B07 /FEA=EST /CNT=3 /TID=Mm.34945.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448137_at 1.4 9 A A 0.46 0.18 1.8 NC 0.06 gb:BF471915 /DB_XREF=gi:11541098 /DB_XREF=UI-M-BH3-awp-b-09-0-UI.r1 /CLONE=UI-M-BH3-awp-b-09-0-UI /FEA=FLmRNA /CNT=262 /TID=Mm.
MOE430_2_1448386_a_ 4.8 12.4 A A 0.53 0.27 1.8 NC 0.26 gb:NM_011709.1 /DB_XREF=gi:6755988 /GEN=Wap /FEA=FLmRNA /CNT=243 /TID=Mm.3992.1 /TIER=FL+Stack /STK=80 /UG=Mm.3992 /LL=22373 /DEF=
MOE430_2_1448635_at 89.6 296.7 P P 0.000732 0.000244 1.8 I 0.00002 gb:NM_008017.1 /DB_XREF=gi:6679798 /GEN=Fin16 /FEA=FLmRNA /CNT=110 /TID=Mm.2999.1 /TIER=FL+Stack /STK=51 /UG=Mm.2999 /LL=14211 /DEF
MOE430_2_1449171_at 22.5 77.6 P P 0.01 0.001221 1.8 I 0.000214 gb:NM_009445.1 /DB_XREF=gi:6678462 /GEN=Ttk /FEA=FLmRNA /CNT=33 /TID=Mm.1904.1 /TIER=FL+Stack /STK=20 /UG=Mm.1904 /LL=22137 /DEF=M
MOE430_2_1449251_at 6.2 14.2 A A 0.56 0.39 1.8 NC 0.01 gb:NM_010883.1 /DB_XREF=gi:6754807 /GEN=Ndph /FEA=FLmRNA /CNT=23 /TID=Mm.5014.1 /TIER=FL+Stack /STK=17 /UG=Mm.5014 /LL=17986 /DEF=
MOE430_2_1449379_at 4.1 10.9 A A 0.39 0.3 1.8 NC 0.26 gb:NM_010612.1 /DB_XREF=gi:6754439 /GEN=Kdr /FEA=FLmRNA /CNT=53 /TID=Mm.285.1 /TIER=FL+Stack /STK=12 /UG=Mm.285 /LL=16542 /DEF=Mus
MOE430_2_1449484_at 1.4 6.3 A A 0.63 0.36 1.8 NC 0.07 gb:AF031035.1 /DB_XREF=gi:4104012 /GEN=Stc2 /FEA=FLmRNA /CNT=30 /TID=Mm.12904.1 /TIER=FL+Stack /STK=9 /UG=Mm.12904 /LL=20856 /DEF=
MOE430_2_1450132_at 0.6 9.4 A A 0.55 0.39 1.8 NC 0.5 gb:NM_010657.1 /DB_XREF=gi:6754477 /GEN=Krc /FEA=FLmRNA /CNT=27 /TID=Mm.1274.1 /TIER=FL /STK=2 /UG=Mm.1274 /LL=16656 /DEF=Mus musc
MOE430_2_1450272_at 5.6 29.5 A A 0.24 0.06 1.8 NC 0.27 gb:NM_009403.1 /DB_XREF=gi:6678386 /GEN=Tnfsf8 /FEA=FLmRNA /CNT=5 /TID=Mm.4664.1 /TIER=FL /STK=2 /UG=Mm.4664 /LL=21949 /DEF=Mus mu
MOE430_2_1450322_s_ 0.4 0.7 A A 0.96 0.87 1.8 NC 0.3 gb:NM_011409.1 /DB_XREF=gi:6755571 /GEN=Slfn3 /FEA=FLmRNA /CNT=3 /TID=Mm.42125.1 /TIER=FL /STK=2 /UG=Mm.42125 /LL=20557 /DEF=Mus m
MOE430_2_1450345_at 1 6.1 A A 0.95 0.6 1.8 NC 0.01 gb:NM_019509.1 /DB_XREF=gi:9507224 /GEN=Ubqln1 /FEA=FLmRNA /CNT=2 /TID=Mm.200405.1 /TIER=FL /STK=2 /UG=Mm.200405 /LL=56085 /DEF=Mu
MOE430_2_1450530_at 1.4 7.6 A A 0.66 0.36 1.8 NC 0.5 gb:NM_020283.1 /DB_XREF=gi:9937981 /GEN=B3galt1 /FEA=FLmRNA /CNT=3 /TID=Mm.57041.1 /TIER=FL /STK=1 /UG=Mm.57041 /LL=26877 /DEF=Mus
MOE430_2_1450599_at 0.1 0.7 A A 0.95 0.87 1.8 NC 0.31 gb:NM_053226.1 /DB_XREF=gi:16716534 /GEN=V1rb3 /FEA=FLmRNA /CNT=1 /TID=Mm.213176.1 /TIER=FL /STK=1 /UG=Mm.213176 /LL=113853 /DEF=M
MOE430_2_1450761_s_ 4.4 18.2 A A 0.36 0.06 1.8 NC 0.04 gb:NM_053271.1 /DB_XREF=gi:16716606 /GEN=Serg2 /FEA=FLmRNA /CNT=40 /TID=Mm.125521.1 /TIER=FL+Stack /STK=11 /UG=Mm.125521 /LL=11683
MOE430_2_1450821_at 3.7 10.7 A A 0.56 0.56 1.8 NC 0.74 gb:NM_020005.1 /DB_XREF=gi:9910479 /GEN=Pcaf /FEA=FLmRNA /CNT=23 /TID=Mm.38756.1 /TIER=FL /STK=0 /UG=Mm.38756 /LL=18519 /DEF=Mus m
MOE430_2_1450825_at 1.1 5 A A 0.72 0.3 1.8 NC 0.01 gb:NM_134162.1 /DB_XREF=gi:19527395 /GEN=AF347023 /FEA=FLmRNA /CNT=10 /TID=Mm.218784.1 /TIER=FL /STK=0 /UG=Mm.218784 /LL=171168 /D
MOE430_2_1450923_at 522.4 1713.9 P P 0.000244 0.000732 1.8 I 0.00003 gb:BF144658 /DB_XREF=gi:10983698 /DB_XREF=601791518F1 /CLONE=IMAGE:4021972 /FEA=FLmRNA /CNT=136 /TID=Mm.18213.1 /TIER=ConsEnd /ST
MOE430_2_1451021_a_ 128.5 368.5 P P 0.000244 0.000244 1.8 I 0.00002 gb:BI465857 /DB_XREF=gi:15278735 /DB_XREF=ie21c10.x1 /FEA=FLmRNA /CNT=35 /TID=Mm.30262.1 /TIER=Stack /STK=11 /UG=Mm.30262 /LL=12224 
MOE430_2_1451698_at 1.1 5.2 A A 0.69 0.39 1.8 NC 0.5 gb:BC008994.1 /DB_XREF=gi:14290457 /FEA=FLmRNA /CNT=4 /TID=Mm.196677.1 /TIER=FL /STK=2 /UG=Mm.196677 /DEF=Mus musculus, clone MGC:7
MOE430_2_1451733_at 1.8 4.5 A A 0.66 0.63 1.8 NC 0.5 gb:AB037596.1 /DB_XREF=gi:9650953 /GEN=IGnT B /FEA=FLmRNA /CNT=61 /TID=Mm.26734.1 /TIER=FL /STK=1 /UG=Mm.26734 /LL=170754 /DEF=Mu
MOE430_2_1451801_at 0.1 0.9 A A 0.99 0.69 1.8 NC 0.03 gb:AF223416.1 /DB_XREF=gi:17026311 /FEA=FLmRNA /CNT=9 /TID=Mm.55320.1 /TIER=FL /STK=1 /UG=Mm.55320 /LL=76757 /UG_GENE=Trdn /DEF=M
MOE430_2_1451812_at 4.4 10.7 A A 0.66 0.24 1.8 NC 0.28 gb:AB009674.1 /DB_XREF=gi:5736625 /FEA=FLmRNA /CNT=7 /TID=Mm.44784.1 /TIER=FL /STK=1 /UG=Mm.44784 /LL=11496 /UG_GENE=Adam22 /DEF=
MOE430_2_1451900_at 0.9 3 A A 0.75 0.5 1.8 NC 0.02 gb:AY028170.1 /DB_XREF=gi:19879233 /FEA=FLmRNA /CNT=1 /TID=Mm.220167.1 /TIER=FL /STK=1 /UG=Mm.220167 /DEF=Mus musculus mitochondrial 
MOE430_2_1452014_a_ 1223.8 3587 P P 0.000244 0.000244 1.8 I 0.00002 gb:AF440694.1 /DB_XREF=gi:17046474 /FEA=FLmRNA /CNT=37 /TID=Mm.2770.2 /TIER=FL+Stack /STK=8 /UG=Mm.2770 /LL=16000 /UG_GENE=Igf1 /DE
MOE430_2_1452027_a_ 10.5 32.5 P P 0.01 0.000244 1.8 I 0.000438 gb:AF075434.1 /DB_XREF=gi:3695089 /FEA=FLmRNA /CNT=3 /TID=Mm.20894.3 /TIER=FL /STK=0 /UG=Mm.20894 /LL=22061 /UG_GENE=Trp63 /DEF=M
MOE430_2_1452337_at 11.6 52.2 M P 0.05 0.008057 1.8 I 0.00004 gb:AV261925 /DB_XREF=gi:16389002 /DB_XREF=AV261925 /CLONE=4930427A07 /FEA=mRNA /CNT=34 /TID=Mm.90118.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1452381_at 731.7 2702.5 P P 0.000244 0.000244 1.8 I 0.00002 gb:AV021105 /DB_XREF=gi:16356372 /DB_XREF=AV021105 /CLONE=1190021J06 /FEA=mRNA /CNT=78 /TID=Mm.169929.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1452663_at 2.3 5.1 A A 0.66 0.39 1.8 NC 0.22 gb:AK003981.1 /DB_XREF=gi:12834965 /FEA=mRNA /CNT=155 /TID=Mm.29292.1 /TIER=Stack /STK=117 /UG=Mm.29292 /LL=68666 /UG_GENE=1110030
MOE430_2_1453026_at 1.9 5.2 A A 0.33 0.33 1.8 NC 0.5 gb:AK016459.1 /DB_XREF=gi:12855200 /FEA=mRNA /CNT=14 /TID=Mm.21840.2 /TIER=Stack /STK=12 /UG=Mm.21840 /LL=68222 /UG_GENE=4930542G0
MOE430_2_1453041_at 1.4 4 A A 0.66 0.72 1.8 NC 0.46 gb:AK017334.1 /DB_XREF=gi:12856519 /FEA=mRNA /CNT=16 /TID=Mm.37539.1 /TIER=Stack /STK=11 /UG=Mm.37539 /LL=71345 /UG_GENE=5430425C0
MOE430_2_1453254_at 2.1 5.9 A A 0.69 0.53 1.8 NC 0.5 gb:AK006606.1 /DB_XREF=gi:12839790 /FEA=mRNA /CNT=11 /TID=Mm.63832.1 /TIER=Stack /STK=10 /UG=Mm.63832 /LL=76606 /UG_GENE=1700034O1
MOE430_2_1453474_at 2.7 13.4 A A 0.46 0.19 1.8 NC 0.33 gb:AI467583 /DB_XREF=gi:4320920 /DB_XREF=ve38h09.x1 /CLONE=IMAGE:820481 /FEA=mRNA /CNT=24 /TID=Mm.45752.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453759_at 1.2 8.8 A A 0.94 0.66 1.8 NC 0.25 gb:AK019597.1 /DB_XREF=gi:12859891 /FEA=mRNA /CNT=10 /TID=Mm.22941.1 /TIER=ConsEnd /STK=0 /UG=Mm.22941 /LL=78925 /UG_GENE=4930435
MOE430_2_1453788_at 0.9 12 A A 0.72 0.46 1.8 NC 0.07 gb:AK018038.1 /DB_XREF=gi:12857576 /GEN=Lef1 /FEA=mRNA /CNT=12 /TID=Mm.200634.3 /TIER=ConsEnd /STK=0 /UG=Mm.200634 /LL=16842 /UG_T
MOE430_2_1453798_at 2.7 9.4 A A 0.82 0.53 1.8 NC 0.09 gb:AK014621.1 /DB_XREF=gi:12852588 /FEA=mRNA /CNT=7 /TID=Mm.220822.1 /TIER=ConsEnd /STK=0 /UG=Mm.220822 /LL=70829 /UG_GENE=463340
MOE430_2_1453926_at 0.6 2.9 A A 0.88 0.56 1.8 NC 0.01 gb:AK017045.1 /DB_XREF=gi:12856102 /GEN=Rad54l /FEA=mRNA /CNT=2 /TID=Mm.85054.1 /TIER=ConsEnd /STK=1 /UG=Mm.85054 /UG_TITLE=Mus mu
MOE430_2_1453989_at 2.7 7.3 A A 0.72 0.63 1.8 NC 0.5 gb:AK012293.1 /DB_XREF=gi:12848946 /GEN=Stxbp4 /FEA=mRNA /CNT=2 /TID=Mm.88498.2 /TIER=ConsEnd /STK=0 /UG=Mm.88498 /LL=20913 /UG_TIT
MOE430_2_1454029_at 0.6 1.7 A A 0.75 0.66 1.8 NC 0.03 gb:AK015267.1 /DB_XREF=gi:12853538 /FEA=mRNA /CNT=1 /TID=Mm.215198.1 /TIER=ConsEnd /STK=0 /UG=Mm.215198 /LL=75783 /UG_GENE=493043
MOE430_2_1454156_at 4.1 15.7 A A 0.63 0.33 1.8 NC 0.11 gb:AK020712.1 /DB_XREF=gi:12861380 /FEA=mRNA /CNT=1 /TID=Mm.159989.1 /TIER=ConsEnd /STK=0 /UG=Mm.159989 /LL=77759 /UG_GENE=A23010
MOE430_2_1454359_at 0.9 3.4 A A 0.6 0.53 1.8 NC 0.57 gb:AK020568.1 /DB_XREF=gi:12861186 /FEA=mRNA /CNT=2 /TID=Mm.160104.1 /TIER=ConsEnd /STK=0 /UG=Mm.160104 /LL=78613 /UG_GENE=953002
MOE430_2_1454447_at 2.5 9 A A 0.6 0.43 1.8 NC 0.35 gb:AK017969.1 /DB_XREF=gi:12857481 /FEA=mRNA /CNT=1 /TID=Mm.220999.1 /TIER=ConsEnd /STK=0 /UG=Mm.220999 /LL=76034 /UG_GENE=583043
MOE430_2_1454694_a_ 202.5 701.7 P P 0.000244 0.000244 1.8 I 0.00002 gb:BM211413 /DB_XREF=gi:17768606 /DB_XREF=C0806B06-3 /CLONE=C0806B06 /FEA=EST /CNT=83 /TID=Mm.4237.3 /TIER=Stack /STK=70 /UG=Mm
MOE430_2_1454728_s_ 0.4 3 A A 0.65 0.66 1.8 NC 0.25 gb:AW610650 /DB_XREF=gi:7315466 /DB_XREF=up35d10.x1 /CLONE=IMAGE:2698963 /FEA=EST /CNT=69 /TID=Mm.200366.1 /TIER=Stack /STK=58 /UG
MOE430_2_1454744_at 10.1 26.1 M P 0.05 0.005859 1.8 NC 0.003041 gb:BG073400 /DB_XREF=gi:12555969 /DB_XREF=H3122B09-3 /CLONE=H3122B09 /FEA=EST /CNT=61 /TID=Mm.35653.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1454780_at 32.1 123.1 P P 0.001221 0.000244 1.8 I 0.00002 gb:AV238718 /DB_XREF=gi:16386450 /DB_XREF=AV238718 /CLONE=4732428N24 /FEA=EST /CNT=58 /TID=Mm.23070.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1454884_at 13 12.4 A A 0.43 0.39 1.8 NC 0.29 gb:BG073185 /DB_XREF=gi:12555754 /DB_XREF=H3119G02-3 /CLONE=H3119G02 /FEA=EST /CNT=43 /TID=Mm.56581.3 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1455147_at 0.5 2.3 A A 0.94 0.56 1.8 NC 0.12 gb:BB177828 /DB_XREF=gi:16269844 /DB_XREF=BB177828 /CLONE=A230069H07 /FEA=EST /CNT=26 /TID=Mm.86422.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455624_at 2.8 15.9 A A 0.72 0.56 1.8 NC 0.24 gb:BM114403 /DB_XREF=gi:17077421 /DB_XREF=L0804C05-3 /CLONE=L0804C05 /FEA=EST /CNT=12 /TID=Mm.186740.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455783_at 3.1 17.9 A A 0.39 0.17 1.8 NC 0.16 gb:AV361804 /DB_XREF=gi:16397514 /DB_XREF=AV361804 /CLONE=7630402D21 /FEA=EST /CNT=9 /TID=Mm.102241.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455796_x_ 2.9 11.6 A P 0.43 0.04 1.8 NC 0.01 gb:BB549310 /DB_XREF=gi:9620738 /DB_XREF=BB549310 /CLONE=E230015A21 /FEA=EST /CNT=90 /TID=Mm.43278.5 /TIER=Stack /STK=82 /UG=Mm.
MOE430_2_1455830_s_ 0.4 2 A A 0.66 0.36 1.8 NC 0.5 gb:BM228829 /DB_XREF=gi:17791600 /DB_XREF=K0268F12-3 /CLONE=K0268F12 /FEA=EST /CNT=128 /TID=Mm.7786.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1455837_at 2.3 8.6 A A 0.69 0.43 1.8 NC 0.5 gb:AV270622 /DB_XREF=gi:6258659 /DB_XREF=AV270622 /CLONE=4930550I19 /FEA=EST /CNT=42 /TID=Mm.87336.1 /TIER=Stack /STK=40 /UG=Mm.8
MOE430_2_1456395_at 15.8 73.4 A P 0.08 0.000244 1.8 I 0.00002 gb:BM120569 /DB_XREF=gi:17088595 /DB_XREF=L0941D07-3 /CLONE=L0941D07 /FEA=EST /CNT=21 /TID=Mm.10707.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456457_at 2.1 10.6 A A 0.53 0.36 1.8 NC 0.49 gb:AI839048 /DB_XREF=gi:5473266 /DB_XREF=UI-M-AK0-adi-b-09-0-UI.s1 /CLONE=UI-M-AK0-adi-b-09-0-UI /FEA=EST /CNT=10 /TID=Mm.7444.2 /TI
MOE430_2_1456800_a_ 3.8 9.7 A A 0.5 0.43 1.8 NC 0.5 gb:BE685813 /DB_XREF=gi:10073437 /DB_XREF=uu58e05.x1 /CLONE=IMAGE:3376160 /FEA=EST /CNT=9 /TID=Mm.43894.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1456847_at 0.1 0.4 A A 0.99 0.94 1.8 NC 0.01 gb:BM226282 /DB_XREF=gi:17788136 /DB_XREF=K0225F03-3 /CLONE=K0225F03 /FEA=EST /CNT=7 /TID=Mm.34693.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1457104_at 10.4 18 A A 0.33 0.09 1.8 NC 0.33 gb:BB310026 /DB_XREF=gi:16402585 /DB_XREF=BB310026 /CLONE=B230313L14 /FEA=EST /CNT=6 /TID=Mm.131941.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457414_at 1.8 2.1 A A 0.68 0.66 1.8 NC 0.42 gb:BE957024 /DB_XREF=gi:10602157 /DB_XREF=UI-M-BG2-bcb-a-06-0-UI.s1 /CLONE=UI-M-BG2-bcb-a-06-0-UI /FEA=EST /CNT=5 /TID=Mm.82597.1
MOE430_2_1457604_x_ 1 5.7 A A 0.72 0.55 1.8 NC 0.04 gb:BM200878 /DB_XREF=gi:17754374 /DB_XREF=C0217C08-3 /CLONE=C0217C08 /FEA=EST /CNT=4 /TID=Mm.217665.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457925_at 1.5 5.5 A A 0.5 0.43 1.8 NC 0.03 gb:BB425924 /DB_XREF=gi:16423633 /DB_XREF=BB425924 /CLONE=C530049I24 /FEA=EST /CNT=4 /TID=Mm.169673.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458109_at 1.5 5.4 A A 0.56 0.12 1.8 NC 0.009288 gb:BB524001 /DB_XREF=gi:16443911 /DB_XREF=BB524001 /CLONE=D930017J05 /FEA=EST /CNT=3 /TID=Mm.216095.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458232_at 0.3 1.7 A A 0.85 0.66 1.8 NC 0.35 gb:BM208422 /DB_XREF=gi:17764598 /DB_XREF=C0627D12-3 /CLONE=C0627D12 /FEA=EST /CNT=3 /TID=Mm.214717.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458449_at 4.2 11.7 A A 0.69 0.53 1.8 NC 0.34 gb:BB243897 /DB_XREF=gi:8936643 /DB_XREF=BB243897 /CLONE=A630098I16 /FEA=EST /CNT=7 /TID=Mm.210513.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458560_at 2.9 10.5 A A 0.32 0.12 1.8 NC 0.06 gb:BB825704 /DB_XREF=gi:17003947 /DB_XREF=BB825704 /CLONE=G830039D22 /FEA=EST /CNT=4 /TID=Mm.213402.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458614_at 2.1 4.9 A A 0.88 0.53 1.8 NC 0.09 gb:BB344277 /DB_XREF=gi:16404855 /DB_XREF=BB344277 /CLONE=B930050E02 /FEA=EST /CNT=4 /TID=Mm.157693.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458799_at 0.3 1 A A 0.66 0.72 1.8 NC 0.51 gb:BG067329 /DB_XREF=gi:12549898 /DB_XREF=H3053B10-3 /CLONE=H3053B10 /FEA=EST /CNT=3 /TID=Mm.173009.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458814_at 1.8 6.8 A A 0.8 0.5 1.8 NC 0.15 gb:BG071277 /DB_XREF=gi:12553846 /DB_XREF=H3096H09-3 /CLONE=H3096H09 /FEA=EST /CNT=3 /TID=Mm.173871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458923_at 0.8 3.2 A A 0.99 0.6 1.8 NC 0.02 gb:AU023366 /DB_XREF=gi:3393713 /DB_XREF=AU023366 /CLONE=J0430H02 /FEA=EST /CNT=3 /TID=Mm.173618.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459088_at 6.7 18.7 A A 0.21 0.11 1.8 NC 0.2 gb:BG066625 /DB_XREF=gi:12549117 /DB_XREF=H3044C05-3 /CLONE=H3044C05 /FEA=EST /CNT=3 /TID=Mm.172122.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459357_at 1.9 9.2 A A 0.75 0.56 1.8 NC 0.5 gb:BB387126 /DB_XREF=gi:16408495 /DB_XREF=BB387126 /CLONE=C230050D12 /FEA=EST /CNT=2 /TID=Mm.215874.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459517_at 2 8.2 A A 0.69 0.14 1.8 I 0.001486 gb:BG065916 /DB_XREF=gi:12548479 /DB_XREF=H3036G09-3 /CLONE=H3036G09 /FEA=EST /CNT=2 /TID=Mm.172631.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459576_at 4.7 15.3 A A 0.36 0.26 1.8 NC 0.49 gb:BG068923 /DB_XREF=gi:12551492 /DB_XREF=H3070G06-3 /CLONE=H3070G06 /FEA=EST /CNT=2 /TID=Mm.173704.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459578_at 3.2 5.4 A A 0.39 0.06 1.8 NC 0.39 gb:BG063140 /DB_XREF=gi:12545703 /DB_XREF=H3003E08-3 /CLONE=H3003E08 /FEA=EST /CNT=2 /TID=Mm.171795.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459803_x_ 5.3 9.1 P A 0.03 0.12 1.8 NC 0.04 gb:BB374084 /DB_XREF=gi:9086578 /DB_XREF=BB374084 /CLONE=C130073H18 /FEA=EST /CNT=2 /TID=Mm.178983.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459932_at 0.5 3.2 A A 0.63 0.66 1.8 NC 0.19 gb:C76612 /DB_XREF=gi:2516942 /DB_XREF=C76612 /CLONE=J0014G09 /FEA=EST /CNT=6 /TID=Mm.219138.1 /TIER=ConsEnd /STK=6 /UG=Mm.21913
MOE430_2_1460033_at 2.3 10.9 A A 0.46 0.56 1.8 NC 0.5 gb:BF469399 /DB_XREF=gi:11538582 /DB_XREF=UI-M-BH3-aui-b-04-0-UI.r1 /CLONE=UI-M-BH3-aui-b-04-0-UI /FEA=EST /CNT=6 /TID=Mm.99905.1 /
MOE430_2_1460070_at 2.1 7.2 A A 0.82 0.46 1.8 NC 0.5 gb:BB177017 /DB_XREF=gi:16269781 /DB_XREF=BB177017 /CLONE=A230064M17 /FEA=EST /CNT=4 /TID=Mm.71026.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460076_x_ 14.2 27.8 A A 0.53 0.27 1.8 NC 0.08 gb:BB319870 /DB_XREF=gi:9026905 /DB_XREF=BB319870 /CLONE=B230383B14 /FEA=EST /CNT=4 /TID=Mm.186432.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460630_at 5.1 24.4 A M 0.33 0.05 1.8 I 0.000552 gb:AV337193 /DB_XREF=gi:16396437 /DB_XREF=AV337193 /CLONE=6332417E24 /FEA=EST /CNT=15 /TID=Mm.95911.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1415927_at 4.9 15.4 A P 0.27 0.02 1.7 NC 0.03 gb:NM_009608.1 /DB_XREF=gi:14192921 /GEN=Actc1 /FEA=FLmRNA /CNT=375 /TID=Mm.686.1 /TIER=FL+Stack /STK=166 /UG=Mm.686 /LL=11464 /DE
MOE430_2_1415999_at 9.9 31.2 A A 0.53 0.17 1.7 NC 0.003041 gb:NM_010423.1 /DB_XREF=gi:6754187 /GEN=Hey1 /FEA=FLmRNA /CNT=223 /TID=Mm.29581.1 /TIER=FL+Stack /STK=149 /UG=Mm.29581 /LL=15213 /
MOE430_2_1416299_at 48.6 250.9 P P 0.000244 0.000244 1.7 I 0.000023 gb:NM_011369.1 /DB_XREF=gi:6755507 /GEN=Shcbp1 /FEA=FLmRNA /CNT=126 /TID=Mm.37801.1 /TIER=FL+Stack /STK=101 /UG=Mm.37801 /LL=20419
MOE430_2_1416714_at 1.3 5 A A 0.69 0.3 1.7 NC 0.16 gb:BC005450.1 /DB_XREF=gi:13529433 /FEA=FLmRNA /CNT=157 /TID=Mm.3182.1 /TIER=FL+Stack /STK=72 /UG=Mm.3182 /LL=15900 /UG_GENE=Icsbp
MOE430_2_1416752_at 3.6 12.1 A A 0.56 0.39 1.7 NC 0.16 gb:NM_011918.1 /DB_XREF=gi:6756042 /GEN=Ldb3 /FEA=FLmRNA /CNT=97 /TID=Mm.29733.1 /TIER=FL+Stack /STK=71 /UG=Mm.29733 /LL=24131 /DE
MOE430_2_1416930_at 2.6 8.4 A A 0.63 0.6 1.7 NC 0.29 gb:NM_010742.1 /DB_XREF=gi:6754583 /GEN=Ly6d /FEA=FLmRNA /CNT=93 /TID=Mm.878.1 /TIER=FL+Stack /STK=63 /UG=Mm.878 /LL=17068 /DEF=Mu
MOE430_2_1417076_at 1.7 3.5 A A 0.75 0.69 1.7 NC 0.09 gb:NM_027281.1 /DB_XREF=gi:13386215 /GEN=1700007P10Rik /FEA=FLmRNA /CNT=64 /TID=Mm.26654.1 /TIER=FL+Stack /STK=58 /UG=Mm.26654 /LL
MOE430_2_1417232_at 2.3 7.3 A A 0.5 0.5 1.7 NC 0.5 gb:NM_016675.1 /DB_XREF=gi:7710003 /GEN=Cldn2 /FEA=FLmRNA /CNT=105 /TID=Mm.117068.1 /TIER=FL /STK=2 /UG=Mm.117068 /LL=12738 /DEF=M
MOE430_2_1417450_a_ 67.9 187.7 P P 0.000244 0.000244 1.7 I 0.00002 gb:NM_011524.1 /DB_XREF=gi:6755709 /GEN=Tacc3 /FEA=FLmRNA /CNT=54 /TID=Mm.27836.1 /TIER=FL+Stack /STK=45 /UG=Mm.27836 /LL=21335 /D
MOE430_2_1417614_at 3 8.3 A A 0.8 0.63 1.7 NC 0.13 gb:NM_007710.1 /DB_XREF=gi:6671761 /GEN=Ckmm /FEA=FLmRNA /CNT=129 /TID=Mm.2375.1 /TIER=FL+Stack /STK=40 /UG=Mm.2375 /LL=12715 /DE
MOE430_2_1417708_at 2.1 9.6 A A 0.36 0.21 1.7 NC 0.06 gb:D45858.1 /DB_XREF=gi:1321654 /GEN=MsytIII /FEA=FLmRNA /CNT=49 /TID=Mm.4824.1 /TIER=FL+Stack /STK=38 /UG=Mm.4824 /LL=20981 /DEF=M
MOE430_2_1418026_at 30.7 85.1 P P 0.008057 0.000244 1.7 I 0.00002 gb:NM_012012.1 /DB_XREF=gi:6753787 /GEN=Exo1 /FEA=FLmRNA /CNT=86 /TID=Mm.34988.1 /TIER=FL+Stack /STK=31 /UG=Mm.34988 /LL=26909 /DE
MOE430_2_1418440_at 20.6 61.2 A P 0.08 0.000244 1.7 I 0.000346 gb:NM_007739.1 /DB_XREF=gi:6680973 /GEN=Col8a1 /FEA=FLmRNA /CNT=73 /TID=Mm.86813.1 /TIER=FL+Stack /STK=23 /UG=Mm.86813 /LL=12837 /D
MOE430_2_1418690_at 8.3 54.8 P P 0.008057 0.000244 1.7 I 0.000023 gb:NM_011219.1 /DB_XREF=gi:6755249 /GEN=Ptprz /FEA=FLmRNA /CNT=48 /TID=Mm.40277.1 /TIER=FL+Stack /STK=20 /UG=Mm.40277 /LL=19283 /DE
MOE430_2_1418744_s_ 1.5 7 A A 0.87 0.46 1.7 NC 0.006503 gb:NM_021344.1 /DB_XREF=gi:10946661 /GEN=Tesc-pending /FEA=FLmRNA /CNT=31 /TID=Mm.26378.1 /TIER=FL+Stack /STK=19 /UG=Mm.26378 /LL=5
MOE430_2_1418750_at 4.9 16.7 A A 0.53 0.24 1.7 NC 0.19 gb:NM_019587.1 /DB_XREF=gi:9625024 /GEN=Plxnb3 /FEA=FLmRNA /CNT=29 /TID=Mm.32387.1 /TIER=FL+Stack /STK=19 /UG=Mm.32387 /LL=140571 /
MOE430_2_1418833_at 8 18.2 A A 0.43 0.08 1.7 NC 0.01 gb:NM_016702.1 /DB_XREF=gi:7709977 /GEN=Agxt /FEA=FLmRNA /CNT=54 /TID=Mm.7457.1 /TIER=FL+Stack /STK=17 /UG=Mm.7457 /LL=11611 /DEF=
MOE430_2_1419276_at 37.8 100.3 P P 0.000244 0.000244 1.7 I 0.00002 gb:AF339910.1 /DB_XREF=gi:15099944 /GEN=Enpp1 /FEA=FLmRNA /CNT=52 /TID=Mm.27254.1 /TIER=FL+Stack /STK=11 /UG=Mm.27254 /LL=18605 /D
MOE430_2_1419307_at 2.4 11.1 A A 0.27 0.3 1.7 NC 0.5 gb:NM_028075.1 /DB_XREF=gi:16306480 /GEN=Tnfrsf13c /FEA=FLmRNA /CNT=24 /TID=Mm.131257.1 /TIER=FL+Stack /STK=11 /UG=Mm.131257 /LL=72
MOE430_2_1419669_at 21.4 62.3 A P 0.17 0.005859 1.7 I 0.00004 gb:U97073.1 /DB_XREF=gi:2105431 /GEN=Prtn3 /FEA=FLmRNA /CNT=30 /TID=Mm.2364.1 /TIER=FL /STK=7 /UG=Mm.2364 /LL=19152 /DEF=Mus muscu
MOE430_2_1419828_at 2.6 5.6 A A 0.53 0.69 1.7 NC 0.71 gb:AI848649 /DB_XREF=gi:5492520 /DB_XREF=UI-M-AM1-aga-h-01-0-UI.s2 /CLONE=UI-M-AM1-aga-h-01-0-UI /FEA=EST /CNT=1 /TID=Mm.171183.2 
MOE430_2_1419838_s_ 57 175 P P 0.000244 0.000244 1.7 I 0.00002 gb:AI385771 /DB_XREF=gi:4199234 /DB_XREF=mg90f01.x1 /CLONE=IMAGE:440281 /FEA=EST /CNT=1 /TID=Mm.198533.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420241_at 5.6 19.7 A A 0.63 0.21 1.7 NC 0.003355 gb:AV314213 /DB_XREF=gi:6279465 /DB_XREF=AV314213 /CLONE=5830417A21 /FEA=EST /CNT=1 /TID=Mm.79266.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420270_at 8.3 20.9 A A 0.27 0.08 1.7 NC 0.008511 gb:AV089248 /DB_XREF=gi:5220696 /DB_XREF=AV089248 /CLONE=2310043C05 /FEA=EST /CNT=1 /TID=Mm.47747.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420385_at 3.5 15.4 A A 0.39 0.14 1.7 NC 0.13 gb:AV101562 /DB_XREF=gi:16381823 /DB_XREF=AV101562 /CLONE=2410076E07 /FEA=FLmRNA /CNT=42 /TID=Mm.22322.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1421175_at 0.3 1.7 A A 0.88 0.69 1.7 NC 0.58 gb:NM_008666.1 /DB_XREF=gi:6678999 /GEN=Myt1l /FEA=FLmRNA /CNT=21 /TID=Mm.2523.1 /TIER=FL /STK=2 /UG=Mm.2523 /LL=17933 /DEF=Mus mu
MOE430_2_1421764_at 1.3 5.6 A A 0.78 0.46 1.7 NC 0.37 gb:NM_030735.1 /DB_XREF=gi:13507693 /GEN=V3R9 /FEA=FLmRNA /CNT=2 /TID=Mm.160375.1 /TIER=FL /STK=2 /UG=Mm.160375 /LL=81010 /DEF=Mu
MOE430_2_1421882_a_ 57.8 171.1 P P 0.001953 0.000732 1.7 I 0.000027 gb:BG069102 /DB_XREF=gi:12551671 /DB_XREF=H3072G05-3 /CLONE=H3072G05 /FEA=FLmRNA /CNT=104 /TID=Mm.3823.1 /TIER=Stack /STK=28 /UG
MOE430_2_1421883_at 54.6 166.2 P P 0.001221 0.001221 1.7 I 0.00004 gb:BB105998 /DB_XREF=gi:8758566 /DB_XREF=BB105998 /CLONE=9430098E08 /FEA=FLmRNA /CNT=104 /TID=Mm.3823.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1421969_a_ 24.9 95.1 P P 0.02 0.001953 1.7 I 0.000774 gb:U82536.1 /DB_XREF=gi:2149157 /FEA=FLmRNA /CNT=18 /TID=Mm.2915.1 /TIER=FL /STK=1 /UG=Mm.2915 /LL=14073 /UG_GENE=Faah /DEF=Mus m
MOE430_2_1422125_at 1.3 5.6 A A 0.56 0.43 1.7 NC 0.35 gb:NM_008311.1 /DB_XREF=gi:6680322 /GEN=Htr2b /FEA=FLmRNA /CNT=6 /TID=Mm.197698.1 /TIER=FL /STK=1 /UG=Mm.197698 /LL=15559 /DEF=Mus
MOE430_2_1423369_at 246.9 967.1 P P 0.000244 0.000244 1.7 I 0.00003 gb:BG172150 /DB_XREF=gi:12678853 /DB_XREF=602333283F1 /CLONE=IMAGE:4456341 /FEA=FLmRNA /CNT=118 /TID=Mm.3451.1 /TIER=Stack /STK=1
MOE430_2_1423411_at 1.5 7.1 A A 0.14 0.21 1.7 NC 0.35 gb:AI648121 /DB_XREF=gi:4726799 /DB_XREF=uk35e08.x1 /CLONE=IMAGE:1971014 /FEA=FLmRNA /CNT=122 /TID=Mm.36863.1 /TIER=Stack /STK=64 /
MOE430_2_1423525_at 8.6 39.2 A P 0.21 0.000732 1.7 I 0.000027 gb:BF021309 /DB_XREF=gi:10752722 /DB_XREF=ux57b04.x1 /CLONE=IMAGE:3514351 /FEA=FLmRNA /CNT=58 /TID=Mm.26322.1 /TIER=ConsEnd /STK=
MOE430_2_1423775_s_ 97.5 276.1 P P 0.000244 0.000244 1.7 I 0.00002 gb:BC005475.1 /DB_XREF=gi:13529505 /FEA=FLmRNA /CNT=175 /TID=Mm.27529.1 /TIER=FL+Stack /STK=116 /UG=Mm.27529 /DEF=Mus musculus, Sim
MOE430_2_1425057_at 3.1 12.7 A A 0.3 0.33 1.7 NC 0.5 gb:BC019997.1 /DB_XREF=gi:18044105 /FEA=FLmRNA /CNT=38 /TID=Mm.104960.1 /TIER=FL /STK=7 /UG=Mm.104960 /LL=68371 /UG_GENE=0610038K
MOE430_2_1425081_at 1.5 7 A A 0.63 0.39 1.7 NC 0.06 gb:BE651907 /DB_XREF=gi:9977743 /DB_XREF=UI-M-AQ0-aac-f-09-0-UI.r1 /CLONE=UI-M-AQ0-aac-f-09-0-UI /FEA=FLmRNA /CNT=14 /TID=Mm.1685
MOE430_2_1425524_at 1.9 6.6 A A 0.63 0.09 1.7 NC 0.11 gb:BI106967 /DB_XREF=gi:14557860 /DB_XREF=602894773F1 /CLONE=IMAGE:5039539 /FEA=FLmRNA /CNT=49 /TID=Mm.220915.1 /TIER=ConsEnd /ST
MOE430_2_1425718_a_ 213.8 625.2 P P 0.000244 0.000244 1.7 I 0.00002 gb:BC004092.1 /DB_XREF=gi:13278614 /FEA=FLmRNA /CNT=7 /TID=Mm.179252.3 /TIER=FL /STK=1 /UG=Mm.179252 /LL=117198 /UG_GENE=Nd1-pend
MOE430_2_1425748_at 3 12.2 A A 0.66 0.33 1.7 NC 0.05 gb:AY059640.1 /DB_XREF=gi:16508173 /GEN=Gbts1 /FEA=FLmRNA /CNT=9 /TID=Mm.44995.1 /TIER=FL /STK=1 /UG=Mm.44995 /DEF=Mus musculus sm
MOE430_2_1426121_at 0.7 6.6 A A 0.63 0.43 1.7 NC 0.28 gb:AY042193.1 /DB_XREF=gi:15546026 /GEN=MrgA3 /FEA=FLmRNA /CNT=1 /TID=Mm.207058.1 /TIER=FL /STK=1 /UG=Mm.207058 /DEF=Mus musculus
MOE430_2_1426959_at 4.6 16.6 A P 0.43 0.005859 1.7 I 0.000307 gb:BC027063.1 /DB_XREF=gi:20071588 /FEA=mRNA /CNT=109 /TID=Mm.29884.1 /TIER=Stack /STK=33 /UG=Mm.29884 /LL=71911 /UG_GENE=2310032J
MOE430_2_1427161_at 30.6 78.4 P P 0.01 0.000244 1.7 I 0.00002 gb:BB049243 /DB_XREF=gi:16259516 /DB_XREF=BB049243 /CLONE=6530404A22 /FEA=mRNA /CNT=61 /TID=Mm.19980.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1427167_at 49.7 131.4 P P 0.000244 0.000244 1.7 I 0.00002 gb:BE865094 /DB_XREF=gi:10386794 /DB_XREF=UI-M-BH2.1-apn-e-10-0-UI.r1 /CLONE=UI-M-BH2.1-apn-e-10-0-UI /FEA=mRNA /CNT=23 /TID=Mm.3
MOE430_2_1427276_at 17.7 71.4 P P 0.00293 0.001953 1.7 I 0.000692 gb:BI665568 /DB_XREF=gi:15579801 /DB_XREF=603287844F1 /CLONE=IMAGE:5321915 /FEA=mRNA /CNT=93 /TID=Mm.192224.2 /TIER=ConsEnd /STK=
MOE430_2_1427633_a_ 26.5 91.8 P P 0.00293 0.000244 1.7 I 0.000023 gb:AF439513.1 /DB_XREF=gi:20148856 /FEA=mRNA /CNT=2 /TID=Mm.103481.2 /TIER=ConsEnd /STK=0 /UG=Mm.103481 /LL=18491 /UG_GENE=Pappa /
MOE430_2_1427799_x_ 0.2 1 A A 0.98 0.98 1.7 NC 0.41 gb:BF159226 /DB_XREF=gi:11039324 /DB_XREF=601766681F1 /CLONE=IMAGE:3982389 /FEA=mRNA /CNT=2 /TID=Mm.104747.22 /TIER=ConsEnd /STK=
MOE430_2_1428136_at 254.7 797.9 P P 0.000244 0.000244 1.7 I 0.00002 gb:AK008943.1 /DB_XREF=gi:12843437 /FEA=mRNA /CNT=131 /TID=Mm.49407.1 /TIER=Stack /STK=100 /UG=Mm.49407 /LL=72362 /UG_GENE=2210415
MOE430_2_1428242_at 0.9 6.9 A A 0.39 0.46 1.7 NC 0.42 gb:AK018130.1 /DB_XREF=gi:12857706 /FEA=mRNA /CNT=86 /TID=Mm.5202.1 /TIER=Stack /STK=68 /UG=Mm.5202 /LL=70719 /UG_GENE=6330406L22R
MOE430_2_1429009_at 13.9 32.2 A A 0.46 0.19 1.7 NC 0.06 gb:AK012272.1 /DB_XREF=gi:12848909 /FEA=mRNA /CNT=50 /TID=Mm.216386.1 /TIER=Stack /STK=14 /UG=Mm.216386 /LL=72592 /UG_GENE=2700022
MOE430_2_1429013_at 9.1 30.7 P P 0.03 0.005859 1.7 I 0.001486 gb:AK021126.1 /DB_XREF=gi:12861910 /FEA=mRNA /CNT=28 /TID=Mm.28902.1 /TIER=Stack /STK=14 /UG=Mm.28902 /LL=77641 /UG_GENE=C030036K0
MOE430_2_1429214_at 1.6 6.3 A A 0.82 0.46 1.7 NC 0.005409 gb:AK020831.1 /DB_XREF=gi:12861534 /FEA=mRNA /CNT=13 /TID=Mm.33172.1 /TIER=Stack /STK=9 /UG=Mm.33172 /LL=77794 /UG_GENE=A930008K15
MOE430_2_1429283_at 2.8 12.9 A A 0.5 0.27 1.7 NC 0.5 gb:AK005301.1 /DB_XREF=gi:12837758 /FEA=mRNA /CNT=13 /TID=Mm.45262.1 /TIER=Stack /STK=8 /UG=Mm.45262 /LL=68997 /UG_GENE=1500026J14
MOE430_2_1429761_at 3.2 8.5 A A 0.66 0.5 1.7 NC 0.04 gb:BF455257 /DB_XREF=gi:11521426 /DB_XREF=UI-M-BZ1-bkb-f-12-0-UI.s1 /CLONE=UI-M-BZ1-bkb-f-12-0-UI /FEA=mRNA /CNT=164 /TID=Mm.2907
MOE430_2_1429922_at 0.8 1.8 A A 0.95 0.75 1.7 NC 0.3 gb:AK020721.1 /DB_XREF=gi:12861392 /FEA=mRNA /CNT=9 /TID=Mm.131978.1 /TIER=ConsEnd /STK=6 /UG=Mm.131978 /UG_TITLE=Mus musculus adul
MOE430_2_1430212_at 2.9 10 A A 0.39 0.09 1.7 NC 0.07 gb:BB278024 /DB_XREF=gi:15410974 /DB_XREF=BB278024 /CLONE=A930009A02 /FEA=mRNA /CNT=10 /TID=Mm.160062.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430442_at 0.9 4.6 A A 0.8 0.46 1.7 NC 0.02 gb:AK018149.1 /DB_XREF=gi:12857734 /FEA=mRNA /CNT=5 /TID=Mm.158438.1 /TIER=ConsEnd /STK=2 /UG=Mm.158438 /LL=70729 /UG_GENE=633040
MOE430_2_1430734_at 13.8 20.7 A A 0.46 0.12 1.7 NC 0.05 gb:AK010858.1 /DB_XREF=gi:12846590 /FEA=mRNA /CNT=5 /TID=Mm.22560.3 /TIER=ConsEnd /STK=1 /UG=Mm.22560 /LL=109754 /UG_GENE=Dia1 /UG
MOE430_2_1430903_at 3.5 13.2 A A 0.36 0.33 1.7 NC 0.35 gb:AK016836.1 /DB_XREF=gi:12855783 /FEA=mRNA /CNT=4 /TID=Mm.158159.1 /TIER=ConsEnd /STK=1 /UG=Mm.158159 /LL=67550 /UG_GENE=493341
MOE430_2_1430969_at 3 10.2 A P 0.27 0.005859 1.7 NC 0.03 gb:AK016000.1 /DB_XREF=gi:12854571 /FEA=mRNA /CNT=3 /TID=Mm.159472.1 /TIER=ConsEnd /STK=1 /UG=Mm.159472 /LL=75232 /UG_GENE=493053
MOE430_2_1431159_at 1.1 3.3 A A 0.78 0.5 1.7 NC 0.17 gb:AK013491.1 /DB_XREF=gi:12850872 /FEA=mRNA /CNT=8 /TID=Mm.158904.1 /TIER=ConsEnd /STK=0 /UG=Mm.158904 /LL=72899 /UG_GENE=290000
MOE430_2_1431332_a_ 2.4 7.7 A A 0.27 0.11 1.7 NC 0.41 gb:BG142548 /DB_XREF=gi:12645945 /DB_XREF=ia75b08.y1 /CLONE=IMAGE:5643998 /FEA=mRNA /CNT=5 /TID=Mm.4306.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431442_at 4.9 21.1 A A 0.52 0.21 1.7 NC 0.09 gb:AK014010.1 /DB_XREF=gi:12851624 /FEA=mRNA /CNT=3 /TID=Mm.46647.2 /TIER=ConsEnd /STK=0 /UG=Mm.46647 /LL=66962 /UG_GENE=2310047B
MOE430_2_1431543_at 1.4 5.1 A A 0.8 0.6 1.7 NC 0.57 gb:AK018581.1 /DB_XREF=gi:12858360 /FEA=mRNA /CNT=2 /TID=Mm.158731.1 /TIER=ConsEnd /STK=1 /UG=Mm.158731 /LL=71575 /UG_GENE=913000
MOE430_2_1431637_at 1.8 5.2 A A 0.8 0.53 1.7 NC 0.007788 gb:AK007113.1 /DB_XREF=gi:12840488 /FEA=mRNA /CNT=2 /TID=Mm.200413.1 /TIER=ConsEnd /STK=1 /UG=Mm.200413 /LL=73541 /UG_GENE=170010
MOE430_2_1431730_at 1.1 6.5 A A 0.8 0.39 1.7 NC 0.13 gb:AK014828.1 /DB_XREF=gi:12852897 /FEA=mRNA /CNT=2 /TID=Mm.158462.1 /TIER=ConsEnd /STK=0 /UG=Mm.158462 /LL=70846 /UG_GENE=492150
MOE430_2_1431740_at 2.7 9.1 A A 0.52 0.33 1.7 NC 0.5 gb:AK002431.1 /DB_XREF=gi:12832411 /FEA=mRNA /CNT=2 /TID=Mm.173833.2 /TIER=ConsEnd /STK=0 /UG=Mm.173833 /LL=74087 /UG_GENE=061000
MOE430_2_1431891_at 5.2 16.6 A A 0.72 0.45 1.7 NC 0.04 gb:AK016928.1 /DB_XREF=gi:12855921 /FEA=mRNA /CNT=1 /TID=Mm.159212.1 /TIER=ConsEnd /STK=0 /UG=Mm.159212 /LL=74464 /UG_GENE=493342
MOE430_2_1431953_at 3.9 10.1 A P 0.36 0.04 1.7 NC 0.02 gb:AK016508.1 /DB_XREF=gi:12855277 /GEN=Atp8a2 /FEA=mRNA /CNT=1 /TID=Mm.220136.1 /TIER=ConsEnd /STK=0 /UG=Mm.220136 /UG_TITLE=Mus
MOE430_2_1432095_at 2.7 10.1 A A 0.43 0.33 1.7 NC 0.18 gb:AK014999.1 /DB_XREF=gi:12853161 /FEA=mRNA /CNT=1 /TID=Mm.158126.1 /TIER=ConsEnd /STK=0 /UG=Mm.158126 /LL=66737 /UG_GENE=492153
MOE430_2_1432106_at 3.9 15.7 A A 0.8 0.43 1.7 NC 0.01 gb:AK018320.1 /DB_XREF=gi:12857970 /FEA=mRNA /CNT=1 /TID=Mm.159714.1 /TIER=ConsEnd /STK=0 /UG=Mm.159714 /LL=76212 /UG_GENE=653040
MOE430_2_1432117_at 0.7 4.7 A A 0.78 0.46 1.7 NC 0.06 gb:AK016867.1 /DB_XREF=gi:12855832 /FEA=mRNA /CNT=1 /TID=Mm.158577.1 /TIER=ConsEnd /STK=0 /UG=Mm.158577 /LL=71133 /UG_GENE=493342
MOE430_2_1432286_at 1 4.8 A A 0.88 0.33 1.7 NC 0.03 gb:AK017956.1 /DB_XREF=gi:12857466 /FEA=mRNA /CNT=1 /TID=Mm.195753.1 /TIER=ConsEnd /STK=0 /UG=Mm.195753 /LL=76037 /UG_GENE=583043



MOE430_2_1432361_a_ 53.4 125.2 P P 0.000732 0.000244 1.7 I 0.00002 gb:AK014919.1 /DB_XREF=gi:12853038 /FEA=mRNA /CNT=1 /TID=Mm.41534.2 /TIER=ConsEnd /STK=0 /UG=Mm.41534 /LL=66336 /UG_GENE=1700022C
MOE430_2_1432381_a_ 0.1 1.3 A A 0.98 0.75 1.7 NC 0.11 gb:AK005924.1 /DB_XREF=gi:12838757 /FEA=mRNA /CNT=1 /TID=Mm.85046.2 /TIER=ConsEnd /STK=0 /UG=Mm.85046 /LL=71313 /UG_GENE=4933432K
MOE430_2_1432434_at 1.2 2.8 A A 0.8 0.43 1.7 NC 0.15 gb:AK015871.1 /DB_XREF=gi:12854376 /FEA=mRNA /CNT=1 /TID=Mm.159423.1 /TIER=ConsEnd /STK=0 /UG=Mm.159423 /LL=75094 /UG_GENE=493052
MOE430_2_1432513_a_ 1.4 9.1 A A 0.85 0.21 1.7 I 0.000966 gb:AK005574.1 /DB_XREF=gi:12838223 /FEA=mRNA /CNT=1 /TID=Mm.22956.1 /TIER=ConsEnd /STK=0 /UG=Mm.22956 /LL=75434 /UG_GENE=1700001C
MOE430_2_1432615_at 5.4 19.8 A P 0.27 0.01 1.7 MI 0.00225 gb:BB597421 /DB_XREF=gi:11506022 /DB_XREF=BB597421 /CLONE=C530001K03 /FEA=mRNA /CNT=3 /TID=Mm.84958.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432656_at 3.7 6.4 A A 0.43 0.5 1.7 NC 0.5 gb:AK014321.1 /DB_XREF=gi:12852093 /FEA=mRNA /CNT=2 /TID=Mm.159115.1 /TIER=ConsEnd /STK=0 /UG=Mm.159115 /LL=74021 /UG_GENE=322240
MOE430_2_1432739_at 0.5 0.9 A A 0.93 0.9 1.7 NC 0.07 gb:AK013735.1 /DB_XREF=gi:12851215 /FEA=mRNA /CNT=2 /TID=Mm.158931.1 /TIER=ConsEnd /STK=0 /UG=Mm.158931 /LL=73041 /UG_GENE=290006
MOE430_2_1432867_at 1.3 3.8 A A 0.66 0.56 1.7 NC 0.5 gb:AK020339.1 /DB_XREF=gi:12860899 /FEA=mRNA /CNT=2 /TID=Mm.159986.1 /TIER=ConsEnd /STK=0 /UG=Mm.159986 /LL=77749 /UG_GENE=923011
MOE430_2_1432923_at 2.3 15.3 A A 0.63 0.39 1.7 NC 0.09 gb:AK012984.1 /DB_XREF=gi:12850066 /FEA=mRNA /CNT=1 /TID=Mm.159812.1 /TIER=ConsEnd /STK=0 /UG=Mm.159812 /LL=76949 /UG_GENE=281040
MOE430_2_1433086_at 4 8 A A 0.09 0.17 1.7 NC 0.18 gb:AK020038.1 /DB_XREF=gi:12860497 /FEA=mRNA /CNT=1 /TID=Mm.159852.1 /TIER=ConsEnd /STK=0 /UG=Mm.159852 /LL=77112 /UG_GENE=593042
MOE430_2_1433340_at 2.4 8.4 A A 0.66 0.72 1.7 NC 0.51 gb:AK015601.1 /DB_XREF=gi:12854000 /FEA=mRNA /CNT=1 /TID=Mm.159373.1 /TIER=ConsEnd /STK=0 /UG=Mm.159373 /LL=74935 /UG_GENE=493048
MOE430_2_1433610_at 11.6 22.8 A P 0.12 0.01 1.7 NC 0.19 gb:BB522283 /DB_XREF=gi:16443638 /DB_XREF=BB522283 /CLONE=D930007B14 /FEA=EST /CNT=95 /TID=Mm.136207.1 /TIER=Stack /STK=83 /UG=M
MOE430_2_1433683_at 1 6.2 A A 0.85 0.43 1.7 NC 0.41 gb:BF124648 /DB_XREF=gi:10963688 /DB_XREF=601761005F1 /CLONE=IMAGE:4024033 /FEA=EST /CNT=131 /TID=Mm.3107.3 /TIER=Stack /STK=72 /U
MOE430_2_1433889_at 5.3 12.9 A A 0.56 0.17 1.7 NC 0.01 gb:BI793804 /DB_XREF=gi:15821529 /DB_XREF=ie38f02.x1 /FEA=EST /CNT=60 /TID=Mm.205999.1 /TIER=Stack /STK=54 /UG=Mm.205999 /UG_TITLE=ES
MOE430_2_1434025_at 162.2 520.5 P P 0.000244 0.000244 1.7 I 0.00002 gb:BG069607 /DB_XREF=gi:12552176 /DB_XREF=H3078B09-3 /CLONE=H3078B09 /FEA=EST /CNT=73 /TID=Mm.30262.3 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1434390_at 8.8 32.7 A P 0.5 0.04 1.7 I 0.000189 gb:BB667237 /DB_XREF=gi:16398686 /DB_XREF=BB667237 /CLONE=6820437I23 /FEA=EST /CNT=120 /TID=Mm.28927.2 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434748_at 93 389.5 P P 0.00415 0.000732 1.7 I 0.00003 gb:BM208103 /DB_XREF=gi:17764192 /DB_XREF=C0622E03-3 /CLONE=C0622E03 /FEA=EST /CNT=51 /TID=Mm.22448.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434906_at 2.9 10.7 A A 0.72 0.3 1.7 NC 0.004925 gb:AI182092 /DB_XREF=gi:3732730 /DB_XREF=ud75h12.x1 /CLONE=IMAGE:1451783 /FEA=EST /CNT=43 /TID=Mm.200459.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1435722_at 5 11.3 A A 0.39 0.21 1.7 NC 0.2 gb:BB130399 /DB_XREF=gi:15408348 /DB_XREF=BB130399 /CLONE=9630045B04 /FEA=EST /CNT=15 /TID=Mm.39835.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435815_at 3.5 11 A P 0.46 0.04 1.7 NC 0.01 gb:AW541598 /DB_XREF=gi:7184015 /DB_XREF=C0147A07-3 /CLONE=C0147A07 /FEA=EST /CNT=15 /TID=Mm.23468.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1436260_at 6.2 24.8 A A 0.39 0.19 1.7 NC 0.37 gb:BB131085 /DB_XREF=gi:16266340 /DB_XREF=BB131085 /CLONE=9630048N20 /FEA=EST /CNT=12 /TID=Mm.69052.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436419_a_ 0.9 3.7 A A 0.36 0.12 1.7 NC 0.04 gb:AA266367 /DB_XREF=gi:1902463 /DB_XREF=mz64g09.r1 /CLONE=IMAGE:718240 /FEA=EST /CNT=11 /TID=Mm.2799.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436465_at 1.7 5.8 A A 0.71 0.63 1.7 NC 0.39 gb:BE947032 /DB_XREF=gi:10524791 /DB_XREF=UI-M-BH3-awm-a-10-0-UI.s1 /CLONE=UI-M-BH3-awm-a-10-0-UI /FEA=EST /CNT=10 /TID=Mm.7079
MOE430_2_1436749_at 4.1 9.8 A A 0.5 0.63 1.7 NC 0.5 gb:BM211306 /DB_XREF=gi:17768471 /DB_XREF=C0804A12-3 /CLONE=C0804A12 /FEA=EST /CNT=67 /TID=Mm.217766.1 /TIER=Stack /STK=66 /UG=M
MOE430_2_1436800_at 1.1 5.6 A A 0.69 0.46 1.7 NC 0.15 gb:AV376318 /DB_XREF=gi:16398067 /DB_XREF=AV376318 /CLONE=9130207J01 /FEA=EST /CNT=52 /TID=Mm.66401.1 /TIER=Stack /STK=51 /UG=Mm
MOE430_2_1437056_x_ 11.4 43.8 A P 0.43 0.01 1.7 I 0.000078 gb:BB558800 /DB_XREF=gi:9645166 /DB_XREF=BB558800 /CLONE=E330035O11 /FEA=EST /CNT=28 /TID=Mm.133711.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437487_at 1.4 9.3 A A 0.6 0.27 1.7 NC 0.25 gb:BB387748 /DB_XREF=gi:16408545 /DB_XREF=BB387748 /CLONE=C230052P16 /FEA=EST /CNT=27 /TID=Mm.102521.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437522_x_ 1.4 7.1 A A 0.66 0.46 1.7 NC 0.21 gb:BB025253 /DB_XREF=gi:8199816 /DB_XREF=BB025253 /CLONE=5330427F16 /FEA=EST /CNT=17 /TID=Mm.1240.5 /TIER=Stack /STK=17 /UG=Mm.12
MOE430_2_1438380_at 0.1 2.2 A A 0.63 0.63 1.7 NC 0.5 gb:BB305306 /DB_XREF=gi:9006011 /DB_XREF=BB305306 /CLONE=B230119B04 /FEA=EST /CNT=11 /TID=Mm.27649.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438522_at 1.9 10.1 A A 0.72 0.09 1.7 NC 0.03 gb:AI507590 /DB_XREF=gi:4405441 /DB_XREF=vi72a07.x1 /CLONE=IMAGE:917748 /FEA=EST /CNT=12 /TID=Mm.33646.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438576_x_ 5.6 23.1 A P 0.09 0.01 1.7 NC 0.02 gb:BG143413 /DB_XREF=gi:12646876 /DB_XREF=mab57g11.x1 /CLONE=IMAGE:3974589 /FEA=EST /CNT=11 /TID=Mm.68870.1 /TIER=Stack /STK=10 /U
MOE430_2_1438687_at 0.8 2.1 A A 0.72 0.55 1.7 NC 0.35 gb:BE630983 /DB_XREF=gi:9913660 /DB_XREF=uu51g09.x1 /CLONE=IMAGE:3375520 /FEA=EST /CNT=27 /TID=Mm.36534.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438942_x_ 1.3 5.7 A A 0.69 0.53 1.7 NC 0.1 gb:BB096462 /DB_XREF=gi:8741496 /DB_XREF=BB096462 /CLONE=9430055E13 /FEA=EST /CNT=9 /TID=Mm.18843.8 /TIER=Stack /STK=9 /UG=Mm.188
MOE430_2_1438978_x_ 1.5 7.3 A A 0.39 0.17 1.7 NC 0.69 gb:BB522483 /DB_XREF=gi:9573941 /DB_XREF=BB522483 /CLONE=D930007O20 /FEA=EST /CNT=9 /TID=Mm.7089.7 /TIER=Stack /STK=9 /UG=Mm.708
MOE430_2_1439416_x_ 3 17.8 A A 0.24 0.11 1.7 NC 0.36 gb:BB133120 /DB_XREF=gi:8787510 /DB_XREF=BB133120 /CLONE=9830005L10 /FEA=EST /CNT=8 /TID=Mm.21840.9 /TIER=Stack /STK=8 /UG=Mm.218
MOE430_2_1439662_at 14.7 55.3 M P 0.05 0.01 1.7 I 0.000692 gb:BM124609 /DB_XREF=gi:17108365 /DB_XREF=L0542C09-3 /CLONE=L0542C09 /FEA=EST /CNT=8 /TID=Mm.133337.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1440100_at 3.4 7.6 A A 0.72 0.36 1.7 NC 0.02 gb:BB022843 /DB_XREF=gi:16257781 /DB_XREF=BB022843 /CLONE=5330412P10 /FEA=EST /CNT=6 /TID=Mm.131845.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440227_at 38.4 123.4 P P 0.03 0.001221 1.7 I 0.00002 gb:AV245536 /DB_XREF=gi:16387019 /DB_XREF=AV245536 /CLONE=4831440M03 /FEA=EST /CNT=12 /TID=Mm.30730.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440248_at 3.5 8.7 A M 0.43 0.05 1.7 MI 0.00249 gb:BB238478 /DB_XREF=gi:8920932 /DB_XREF=BB238478 /CLONE=A630071M09 /FEA=EST /CNT=8 /TID=Mm.170955.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440591_at 1.1 3.7 A A 0.94 0.72 1.7 NC 0.02 gb:BG066592 /DB_XREF=gi:12549249 /DB_XREF=H3045G05-3 /CLONE=H3045G05 /FEA=EST /CNT=5 /TID=Mm.25071.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440655_at 0.3 1.9 A A 0.78 0.72 1.7 NC 0.16 gb:BB076281 /DB_XREF=gi:16260350 /DB_XREF=BB076281 /CLONE=9330119M18 /FEA=EST /CNT=5 /TID=Mm.125923.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440857_at 14.1 41.8 P P 0.03 0.008057 1.7 NC 0.006503 gb:BE980696 /DB_XREF=gi:10649007 /DB_XREF=UI-M-BG2-bcm-a-06-0-UI.s1 /CLONE=UI-M-BG2-bcm-a-06-0-UI /FEA=EST /CNT=17 /TID=Mm.80681
MOE430_2_1440947_at 8.7 16.8 A P 0.11 0.005859 1.7 NC 0.01 gb:BB481861 /DB_XREF=gi:16440856 /DB_XREF=BB481861 /CLONE=D430005P07 /FEA=EST /CNT=7 /TID=Mm.32647.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441080_at 1.8 7.3 A A 0.72 0.5 1.7 NC 0.5 gb:BE947082 /DB_XREF=gi:10524841 /DB_XREF=UI-M-BH3-awm-e-12-0-UI.s1 /CLONE=UI-M-BH3-awm-e-12-0-UI /FEA=EST /CNT=6 /TID=Mm.40743
MOE430_2_1441120_at 1.5 14 A M 0.66 0.05 1.7 NC 0.005933 gb:BB268577 /DB_XREF=gi:16400501 /DB_XREF=BB268577 /CLONE=A830035N18 /FEA=EST /CNT=6 /TID=Mm.193143.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441302_at 1.5 9.5 A A 0.46 0.3 1.7 NC 0.5 gb:BB270688 /DB_XREF=gi:8967703 /DB_XREF=BB270688 /CLONE=A830049J17 /FEA=EST /CNT=5 /TID=Mm.165753.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441322_at 2.3 8.3 A A 0.6 0.24 1.7 NC 0.03 gb:BB498007 /DB_XREF=gi:16442020 /DB_XREF=BB498007 /CLONE=D630011J23 /FEA=EST /CNT=8 /TID=Mm.130927.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441429_at 5.3 24.9 A P 0.36 0.01 1.7 NC 0.01 gb:BB295945 /DB_XREF=gi:16401861 /DB_XREF=BB295945 /CLONE=B130042P22 /FEA=EST /CNT=4 /TID=Mm.146397.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441851_x_ 10.4 25.5 A A 0.33 0.14 1.7 NC 0.09 gb:AV093357 /DB_XREF=gi:5240905 /DB_XREF=AV093357 /CLONE=2310081K16 /FEA=EST /CNT=4 /TID=Mm.46400.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442280_at 37.1 118.2 P P 0.000244 0.000244 1.7 I 0.000052 gb:BM251033 /DB_XREF=gi:17886303 /DB_XREF=K0858F11-3 /CLONE=K0858F11 /FEA=EST /CNT=5 /TID=Mm.207430.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442287_at 8.3 16.6 A A 0.39 0.17 1.7 NC 0.08 gb:BB483068 /DB_XREF=gi:16440988 /DB_XREF=BB483068 /CLONE=D430018G16 /FEA=EST /CNT=5 /TID=Mm.132791.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442304_at 1 5 A A 0.8 0.69 1.7 NC 0.07 gb:BB520468 /DB_XREF=gi:16443408 /DB_XREF=BB520468 /CLONE=D830044D09 /FEA=EST /CNT=5 /TID=Mm.74650.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442720_at 2.8 10.6 A A 0.6 0.46 1.7 NC 0.29 gb:BM249382 /DB_XREF=gi:17884652 /DB_XREF=K0832E06-3 /CLONE=K0832E06 /FEA=EST /CNT=4 /TID=Mm.157510.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442956_at 1.6 11.4 A A 0.6 0.24 1.7 NC 0.4 gb:BG075869 /DB_XREF=gi:12558438 /DB_XREF=H3152G10-3 /CLONE=H3152G10 /FEA=EST /CNT=3 /TID=Mm.171047.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443095_at 0.4 1 A A 0.93 0.78 1.7 NC 0.5 gb:BB373598 /DB_XREF=gi:16407192 /DB_XREF=BB373598 /CLONE=C130071C21 /FEA=EST /CNT=3 /TID=Mm.127026.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443329_at 2.3 6.6 A A 0.6 0.72 1.7 NC 0.46 gb:BB474297 /DB_XREF=gi:16439836 /DB_XREF=BB474297 /CLONE=D330005M23 /FEA=EST /CNT=3 /TID=Mm.208670.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443697_at 3.8 15.6 A P 0.33 0.01 1.7 NC 0.01 gb:BM117114 /DB_XREF=gi:17080132 /DB_XREF=L0846D10-3 /CLONE=L0846D10 /FEA=EST /CNT=3 /TID=Mm.214313.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443731_at 2.3 11 A M 0.33 0.05 1.7 NC 0.03 gb:BE955983 /DB_XREF=gi:10600070 /DB_XREF=UI-M-BH4-baz-e-02-0-UI.s1 /CLONE=UI-M-BH4-baz-e-02-0-UI /FEA=EST /CNT=3 /TID=Mm.150966.
MOE430_2_1443774_at 32.1 104.9 P P 0.04 0.000732 1.7 I 0.00002 gb:AV165539 /DB_XREF=gi:5371976 /DB_XREF=AV165539 /CLONE=3110037K02 /FEA=EST /CNT=3 /TID=Mm.45520.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443791_at 2.4 2.4 A A 0.5 0.46 1.7 NC 0.49 gb:BB087495 /DB_XREF=gi:8653282 /DB_XREF=BB087495 /CLONE=9430010I08 /FEA=EST /CNT=3 /TID=Mm.125627.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443809_at 0.2 0.9 A A 0.94 0.69 1.7 NC 0.06 gb:AW122203 /DB_XREF=gi:6097662 /DB_XREF=UI-M-BH2.2-aov-c-02-0-UI.s1 /CLONE=UI-M-BH2.2-aov-c-02-0-UI /FEA=EST /CNT=3 /TID=Mm.15106
MOE430_2_1444078_at 2.5 8.2 A A 0.39 0.17 1.7 NC 0.18 gb:BB154331 /DB_XREF=gi:15409009 /DB_XREF=BB154331 /CLONE=A130020I07 /FEA=EST /CNT=7 /TID=Mm.130932.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444082_at 0.7 2 A A 0.78 0.5 1.7 NC 0.21 gb:BB372609 /DB_XREF=gi:16407092 /DB_XREF=BB372609 /CLONE=C130066B05 /FEA=EST /CNT=6 /TID=Mm.209711.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444118_at 1.2 4.3 A A 0.8 0.6 1.7 NC 0.42 gb:BG070184 /DB_XREF=gi:12552753 /DB_XREF=H3084F03-3 /CLONE=H3084F03 /FEA=EST /CNT=5 /TID=Mm.173210.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444404_at 1.4 4.1 A A 0.85 0.6 1.7 NC 0.5 gb:BF462159 /DB_XREF=gi:11531342 /DB_XREF=UI-M-CG0p-bnd-c-03-0-UI.s1 /CLONE=UI-M-CG0p-bnd-c-03-0-UI /FEA=EST /CNT=4 /TID=Mm.1562
MOE430_2_1444619_x_ 0.5 4.4 A A 0.9 0.5 1.7 NC 0.5 gb:AV068122 /DB_XREF=gi:5187950 /DB_XREF=AV068122 /CLONE=2010301J23 /FEA=EST /CNT=4 /TID=Mm.180191.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444670_at 0.3 4.4 A A 0.39 0.26 1.7 NC 0.12 gb:BB203756 /DB_XREF=gi:16351735 /DB_XREF=BB203756 /CLONE=A430054C11 /FEA=EST /CNT=4 /TID=Mm.207960.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444741_at 3.3 13.3 A A 0.75 0.46 1.7 NC 0.09 gb:AV317246 /DB_XREF=gi:15406098 /DB_XREF=AV317246 /CLONE=5832415J16 /FEA=EST /CNT=4 /TID=Mm.45258.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444852_at 0.4 2.2 A A 0.85 0.39 1.7 NC 0.19 gb:BG068235 /DB_XREF=gi:12550804 /DB_XREF=H3063B12-3 /CLONE=H3063B12 /FEA=EST /CNT=3 /TID=Mm.155164.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444856_at 7.5 18.2 A P 0.09 0.000244 1.7 I 0.000389 gb:AW060274 /DB_XREF=gi:6008065 /DB_XREF=UI-M-BH1-amv-h-04-0-UI.s1 /CLONE=UI-M-BH1-amv-h-04-0-UI /FEA=EST /CNT=3 /TID=Mm.99991.1
MOE430_2_1444867_at 0.3 4.8 A A 0.78 0.36 1.7 NC 0.5 gb:BG065741 /DB_XREF=gi:12548304 /DB_XREF=H3034F11-3 /CLONE=H3034F11 /FEA=EST /CNT=3 /TID=Mm.172600.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445041_at 2.3 4.7 A A 0.63 0.5 1.7 NC 0.18 gb:C76316 /DB_XREF=gi:2516646 /DB_XREF=C76316 /CLONE=J0008E12 /FEA=EST /CNT=3 /TID=Mm.150863.1 /TIER=ConsEnd /STK=2 /UG=Mm.15086
MOE430_2_1445107_at 7.4 32.8 A A 0.39 0.08 1.7 NC 0.01 gb:BB221206 /DB_XREF=gi:16353576 /DB_XREF=BB221206 /CLONE=A530064N14 /FEA=EST /CNT=3 /TID=Mm.38140.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445267_at 2.2 10.7 A P 0.56 0.03 1.7 I 0.001651 gb:BE691716 /DB_XREF=gi:10079340 /DB_XREF=uv65f09.x1 /CLONE=IMAGE:3412073 /FEA=EST /CNT=3 /TID=Mm.170589.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445302_at 5.3 23.5 A A 0.39 0.09 1.7 NC 0.13 gb:BG070512 /DB_XREF=gi:12553081 /DB_XREF=H3088B07-3 /CLONE=H3088B07 /FEA=EST /CNT=3 /TID=Mm.11091.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445479_at 1.6 5 A A 0.66 0.5 1.7 NC 0.5 gb:AI839084 /DB_XREF=gi:5473297 /DB_XREF=UI-M-AK0-adi-f-05-0-UI.s1 /CLONE=UI-M-AK0-adi-f-05-0-UI /FEA=EST /CNT=3 /TID=Mm.39542.1 /TIE
MOE430_2_1445591_at 4 13.6 A A 0.69 0.6 1.7 NC 0.46 gb:AI314018 /DB_XREF=gi:4029189 /DB_XREF=uj24e12.x1 /CLONE=IMAGE:1920910 /FEA=EST /CNT=3 /TID=Mm.36657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445752_at 0.4 3.5 A A 0.53 0.43 1.7 NC 0.5 gb:BG067601 /DB_XREF=gi:12550170 /DB_XREF=H3056B10-3 /CLONE=H3056B10 /FEA=EST /CNT=3 /TID=Mm.172132.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446046_at 1.9 8 A A 0.75 0.53 1.7 NC 0.23 gb:BG066486 /DB_XREF=gi:12549055 /DB_XREF=H3043E08-3 /CLONE=H3043E08 /FEA=EST /CNT=2 /TID=Mm.172765.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446432_at 3.5 14.6 A A 0.46 0.3 1.7 NC 0.07 gb:BB261988 /DB_XREF=gi:16400022 /DB_XREF=BB261988 /CLONE=A830002I07 /FEA=EST /CNT=2 /TID=Mm.210209.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446538_at 1.2 5.3 A A 0.46 0.24 1.7 NC 0.03 gb:BB442717 /DB_XREF=gi:16424831 /DB_XREF=BB442717 /CLONE=D030035N14 /FEA=EST /CNT=2 /TID=Mm.215942.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446638_at 0.6 4.5 A A 0.69 0.46 1.7 NC 0.33 gb:BB355074 /DB_XREF=gi:15411609 /DB_XREF=BB355074 /CLONE=C030004E09 /FEA=EST /CNT=2 /TID=Mm.126349.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446647_at 0.8 3.5 A A 0.5 0.46 1.7 NC 0.5 gb:BG069137 /DB_XREF=gi:12551706 /DB_XREF=H3073B06-3 /CLONE=H3073B06 /FEA=EST /CNT=2 /TID=Mm.173781.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446653_at 3.1 21.4 A P 0.27 0.03 1.7 NC 0.05 gb:BI076483 /DB_XREF=gi:14515140 /DB_XREF=G0108D01-3 /CLONE=G0108D01 /FEA=EST /CNT=2 /TID=Mm.197210.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446665_at 1.7 6.6 A A 0.5 0.24 1.7 NC 0.33 gb:BG066907 /DB_XREF=gi:12549476 /DB_XREF=H3048D07-3 /CLONE=H3048D07 /FEA=EST /CNT=2 /TID=Mm.172871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446686_at 1.8 6.4 A A 0.56 0.33 1.7 NC 0.09 gb:AW536762 /DB_XREF=gi:7179179 /DB_XREF=G0108E01-3 /CLONE=G0108E01 /FEA=EST /CNT=2 /TID=Mm.102512.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446724_at 0.3 1.5 A A 0.9 0.69 1.7 NC 0.29 gb:AW545018 /DB_XREF=gi:7187435 /DB_XREF=C0188F08-3 /CLONE=C0188F08 /FEA=EST /CNT=2 /TID=Mm.102777.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446946_at 5.5 17.8 A A 0.36 0.33 1.7 NC 0.5 gb:BM217698 /DB_XREF=gi:17776976 /DB_XREF=C0900H05-3 /CLONE=C0900H05 /FEA=EST /CNT=2 /TID=Mm.216360.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446976_at 2.1 5.2 A A 0.36 0.39 1.7 NC 0.5 gb:BG069562 /DB_XREF=gi:12552131 /DB_XREF=H3077F11-3 /CLONE=H3077F11 /FEA=EST /CNT=2 /TID=Mm.157999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447036_at 1 2.9 A A 0.53 0.43 1.7 NC 0.5 gb:BB214913 /DB_XREF=gi:16352996 /DB_XREF=BB214913 /CLONE=A530023M13 /FEA=EST /CNT=2 /TID=Mm.123153.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447061_at 0.3 1.5 A A 0.46 0.49 1.7 NC 0.5 gb:C87687 /DB_XREF=gi:2919644 /DB_XREF=C87687 /CLONE=J0249D11 /FEA=EST /CNT=2 /TID=Mm.221139.1 /TIER=ConsEnd /STK=2 /UG=Mm.22113
MOE430_2_1447363_s_ 94.4 290.7 P P 0.001221 0.000732 1.7 I 0.000023 gb:AU045529 /DB_XREF=gi:3981712 /DB_XREF=AU045529 /CLONE=J0937A07 /FEA=EST /CNT=2 /TID=Mm.200255.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447841_x_ 10 32.4 A A 0.36 0.12 1.7 NC 0.04 gb:BB532866 /DB_XREF=gi:9584795 /DB_XREF=BB532866 /CLONE=E030027C15 /FEA=EST /CNT=2 /TID=Mm.170020.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448152_at 90.6 252.4 P P 0.01 0.000244 1.7 I 0.00002 gb:NM_010514.1 /DB_XREF=gi:6754309 /GEN=Igf2 /FEA=FLmRNA /CNT=323 /TID=Mm.3862.1 /TIER=FL+Stack /STK=166 /UG=Mm.3862 /LL=16002 /DEF
MOE430_2_1448906_at 3.8 8.2 A A 0.27 0.27 1.7 NC 0.36 gb:NM_007663.1 /DB_XREF=gi:6680899 /GEN=Cdh16 /FEA=FLmRNA /CNT=101 /TID=Mm.19423.1 /TIER=FL+Stack /STK=32 /UG=Mm.19423 /LL=12556 /
MOE430_2_1449454_at 0.8 2.1 A A 0.95 0.63 1.7 NC 0.06 gb:AI647987 /DB_XREF=gi:4726665 /DB_XREF=uk38g08.x1 /CLONE=IMAGE:1971326 /FEA=FLmRNA /CNT=38 /TID=Mm.24612.1 /TIER=Stack /STK=8 /UG
MOE430_2_1449482_at 2 9.9 A A 0.56 0.56 1.7 NC 0.5 gb:NM_030082.1 /DB_XREF=gi:13386451 /GEN=1500011O09Rik /FEA=FLmRNA /CNT=23 /TID=Mm.28022.1 /TIER=FL+Stack /STK=9 /UG=Mm.28022 /LL=
MOE430_2_1449539_at 0.7 2.2 A A 0.6 0.63 1.7 NC 0.37 gb:NM_022431.1 /DB_XREF=gi:11967958 /GEN=Ms4a11 /FEA=FLmRNA /CNT=11 /TID=Mm.178726.1 /TIER=FL+Stack /STK=8 /UG=Mm.178726 /LL=64382
MOE430_2_1449599_at 0.6 2.1 A A 0.8 0.63 1.7 NC 0.33 gb:AA517032 /DB_XREF=gi:2256621 /DB_XREF=vh85h05.r1 /CLONE=IMAGE:893817 /FEA=EST /CNT=2 /TID=Mm.36563.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1449699_s_ 18.3 50.8 P P 0.01 0.001953 1.7 I 0.000088 gb:AU018569 /DB_XREF=gi:3374059 /DB_XREF=AU018569 /CLONE=J0505A12 /FEA=EST /CNT=1 /TID=Mm.201776.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449760_at 1.7 7.1 A A 0.39 0.33 1.7 NC 0.5 gb:BB452423 /DB_XREF=gi:9347878 /DB_XREF=BB452423 /CLONE=D130017F15 /FEA=EST /CNT=1 /TID=Mm.215968.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449782_at 5.6 18.3 A P 0.46 0.005859 1.7 I 0.000068 gb:AA517650 /DB_XREF=gi:2257174 /DB_XREF=vh81d05.r1 /CLONE=IMAGE:893385 /FEA=EST /CNT=1 /TID=Mm.204126.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449848_at 5.1 19.6 A P 0.35 0.02 1.7 I 0.000618 gb:NM_008137.1 /DB_XREF=gi:6680034 /GEN=Gna14 /FEA=FLmRNA /CNT=42 /TID=Mm.22322.1 /TIER=FL /STK=5 /UG=Mm.22322 /LL=14675 /DEF=Mus
MOE430_2_1449854_at 7.4 15 A A 0.82 0.43 1.7 NC 0.003355 gb:BC019540.1 /DB_XREF=gi:18043451 /FEA=FLmRNA /CNT=16 /TID=Mm.34209.1 /TIER=FL /STK=5 /UG=Mm.34209 /LL=23957 /UG_GENE=Nr0b2 /DEF
MOE430_2_1450254_at 2.9 11.7 A A 0.36 0.11 1.7 NC 0.07 gb:NM_009354.1 /DB_XREF=gi:6678290 /GEN=Tert /FEA=FLmRNA /CNT=8 /TID=Mm.10109.1 /TIER=FL /STK=2 /UG=Mm.10109 /LL=21752 /DEF=Mus mu
MOE430_2_1450282_at 7.4 21.5 A A 0.46 0.14 1.7 NC 0.04 gb:NM_010202.1 /DB_XREF=gi:6753851 /GEN=Fgf4 /FEA=FLmRNA /CNT=4 /TID=Mm.4956.1 /TIER=FL /STK=2 /UG=Mm.4956 /LL=14175 /DEF=Mus musc
MOE430_2_1450311_at 2.2 12.4 A A 0.56 0.46 1.7 NC 0.29 gb:NM_080440.1 /DB_XREF=gi:17978253 /GEN=Slc8a3 /FEA=FLmRNA /CNT=3 /TID=Mm.214758.1 /TIER=FL /STK=2 /UG=Mm.214758 /LL=110893 /DEF=
MOE430_2_1450484_a_ 1.1 4.3 A A 0.69 0.53 1.7 NC 0.44 gb:AK004595.1 /DB_XREF=gi:12835870 /GEN=Tyki /FEA=FLmRNA /CNT=9 /TID=Mm.1676.1 /TIER=ConsEnd /STK=0 /UG=Mm.1676 /LL=22169 /UG_TITL
MOE430_2_1450514_at 4.3 10.7 A A 0.53 0.63 1.7 NC 0.79 gb:NM_009553.1 /DB_XREF=gi:6677606 /GEN=Zfp29 /FEA=FLmRNA /CNT=5 /TID=Mm.5010.1 /TIER=FL /STK=1 /UG=Mm.5010 /LL=22691 /DEF=Mus mus
MOE430_2_1450545_a_ 1.2 8.6 A A 0.75 0.53 1.7 NC 0.27 gb:AF316014.1 /DB_XREF=gi:12802440 /GEN=Tdt /FEA=FLmRNA /CNT=3 /TID=Mm.25620.1 /TIER=FL /STK=1 /UG=Mm.25620 /LL=21673 /DEF=Mus mu
MOE430_2_1450617_at 4 16.3 A A 0.27 0.12 1.7 NC 0.27 gb:NM_020624.1 /DB_XREF=gi:10181177 /GEN=LOC57391 /FEA=FLmRNA /CNT=1 /TID=Mm.23800.1 /TIER=FL /STK=1 /UG=Mm.23800 /LL=57391 /DEF=
MOE430_2_1450850_at 47.3 117.7 P P 0.000244 0.000244 1.7 I 0.00002 gb:BM119387 /DB_XREF=gi:17087413 /DB_XREF=L0924F12-3 /CLONE=L0924F12 /FEA=FLmRNA /CNT=491 /TID=Mm.4551.1 /TIER=Stack /STK=91 /UG
MOE430_2_1450862_at 39 128.2 P P 0.000244 0.000244 1.7 I 0.00002 gb:AV310220 /DB_XREF=gi:16394216 /DB_XREF=AV310220 /CLONE=5730589C10 /FEA=FLmRNA /CNT=77 /TID=Mm.3655.1 /TIER=Stack /STK=48 /UG=
MOE430_2_1450920_at 312.8 1059.8 P P 0.000244 0.000244 1.7 I 0.00002 gb:AK013312.1 /DB_XREF=gi:12850599 /GEN=Ccnb2 /FEA=FLmRNA /CNT=126 /TID=Mm.22592.1 /TIER=Stack /STK=23 /UG=Mm.22592 /LL=12442 /UG_
MOE430_2_1451059_at 4.6 15.9 A A 0.24 0.17 1.7 NC 0.5 gb:AK007266.1 /DB_XREF=gi:12840705 /FEA=FLmRNA /CNT=22 /TID=Mm.50930.1 /TIER=Stack /STK=8 /UG=Mm.50930 /LL=66758 /UG_GENE=4933409D
MOE430_2_1451348_at 34.3 128.3 P P 0.000244 0.000244 1.7 I 0.00002 gb:BC004774.1 /DB_XREF=gi:13435848 /FEA=FLmRNA /CNT=67 /TID=Mm.152666.1 /TIER=FL+Stack /STK=33 /UG=Mm.152666 /DEF=Mus musculus, Sim
MOE430_2_1451549_at 3.4 10.2 A A 0.43 0.21 1.7 NC 0.08 gb:BC016201.1 /DB_XREF=gi:16740639 /FEA=FLmRNA /CNT=20 /TID=Mm.206230.1 /TIER=FL+Stack /STK=10 /UG=Mm.206230 /DEF=Mus musculus, Sim
MOE430_2_1451682_at 3.7 13.1 A P 0.43 0.02 1.7 NC 0.06 gb:BI527020 /DB_XREF=gi:15351812 /DB_XREF=602927307F1 /CLONE=IMAGE:5059777 /FEA=FLmRNA /CNT=34 /TID=Mm.207298.1 /TIER=ConsEnd /ST
MOE430_2_1451763_at 2.5 5.4 A A 0.6 0.6 1.7 NC 0.5 gb:U19717.1 /DB_XREF=gi:885885 /FEA=FLmRNA /CNT=17 /TID=Mm.23793.1 /TIER=FL /STK=1 /UG=Mm.23793 /LL=12788 /UG_GENE=Cncg /DEF=Mus 
MOE430_2_1452126_at 25.2 91.4 P P 0.03 0.001221 1.7 I 0.00002 gb:BB329288 /DB_XREF=gi:16403919 /DB_XREF=BB329288 /CLONE=B630006C04 /FEA=FLmRNA /CNT=70 /TID=Mm.30519.1 /TIER=Stack /STK=10 /UG
MOE430_2_1452314_at 17.7 48.7 P P 0.04 0.000244 1.7 I 0.00003 gb:BM248514 /DB_XREF=gi:17883784 /DB_XREF=K0818A04-3 /CLONE=K0818A04 /FEA=mRNA /CNT=86 /TID=Mm.42203.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1452334_at 4.7 25.3 A P 0.43 0.03 1.7 NC 0.009292 gb:BE848253 /DB_XREF=gi:10306582 /DB_XREF=uw36h04.y1 /CLONE=IMAGE:3418807 /FEA=mRNA /CNT=61 /TID=Mm.19980.1 /TIER=ConsEnd /STK=0 
MOE430_2_1452966_at 1 7.8 A A 0.49 0.14 1.7 NC 0.13 gb:AK020296.1 /DB_XREF=gi:12860840 /FEA=mRNA /CNT=27 /TID=Mm.32475.1 /TIER=Stack /STK=17 /UG=Mm.32475 /LL=77672 /UG_GENE=9130430L1
MOE430_2_1453056_at 1.2 8.3 A A 0.5 0.19 1.7 NC 0.008511 gb:AK005699.1 /DB_XREF=gi:12838412 /FEA=mRNA /CNT=37 /TID=Mm.93266.1 /TIER=Stack /STK=10 /UG=Mm.93266 /LL=69309 /UG_GENE=1700007D0
MOE430_2_1453073_at 0.5 2.7 A A 0.9 0.69 1.7 NC 0.41 gb:AK017891.1 /DB_XREF=gi:12857374 /FEA=mRNA /CNT=13 /TID=Mm.32317.1 /TIER=Stack /STK=8 /UG=Mm.32317 /LL=74743 /UG_GENE=5830403F22
MOE430_2_1453161_at 2.4 8.4 A A 0.72 0.66 1.7 NC 0.12 gb:BB244704 /DB_XREF=gi:16355333 /DB_XREF=BB244704 /CLONE=A730004B16 /FEA=mRNA /CNT=91 /TID=Mm.142352.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453213_at 4.2 12.3 A P 0.14 0.005859 1.7 NC 0.05 gb:AK006554.1 /DB_XREF=gi:12839718 /FEA=mRNA /CNT=14 /TID=Mm.78464.1 /TIER=Stack /STK=12 /UG=Mm.78464 /LL=75571 /UG_GENE=1700030K0
MOE430_2_1454019_at 0.7 6.3 A A 0.6 0.3 1.7 NC 0.5 gb:AK016549.1 /DB_XREF=gi:12855339 /GEN=Ap2a2 /FEA=mRNA /CNT=1 /TID=Mm.160293.1 /TIER=ConsEnd /STK=0 /UG=Mm.160293 /UG_TITLE=Mus 
MOE430_2_1454322_at 2.2 7.8 A A 0.74 0.53 1.7 NC 0.5 gb:AK016655.1 /DB_XREF=gi:12855511 /FEA=mRNA /CNT=2 /TID=Mm.56326.1 /TIER=ConsEnd /STK=0 /UG=Mm.56326 /LL=74404 /UG_GENE=4933404M
MOE430_2_1454378_at 13.9 55.5 A A 0.27 0.09 1.7 NC 0.5 gb:AK012300.1 /DB_XREF=gi:12848954 /FEA=mRNA /CNT=2 /TID=Mm.195774.1 /TIER=ConsEnd /STK=0 /UG=Mm.195774 /LL=76805 /UG_GENE=270002
MOE430_2_1454476_at 2.1 7.4 A A 0.6 0.66 1.7 NC 0.42 gb:AK016971.1 /DB_XREF=gi:12855992 /FEA=mRNA /CNT=1 /TID=Mm.158665.1 /TIER=ConsEnd /STK=0 /UG=Mm.158665 /LL=71311 /UG_GENE=493342
MOE430_2_1454530_at 2.1 5 A A 0.75 0.43 1.7 NC 0.07 gb:AK015656.1 /DB_XREF=gi:12854072 /FEA=mRNA /CNT=1 /TID=Mm.195723.1 /TIER=ConsEnd /STK=0 /UG=Mm.195723 /LL=74990 /UG_GENE=493050
MOE430_2_1454541_at 1.3 6.9 A A 0.56 0.46 1.7 NC 0.5 gb:AK014943.1 /DB_XREF=gi:12853074 /FEA=mRNA /CNT=1 /TID=Mm.158486.1 /TIER=ConsEnd /STK=0 /UG=Mm.158486 /LL=70906 /UG_GENE=492152
MOE430_2_1454701_at 15.2 48.6 P P 0.001953 0.005859 1.7 NC 0.003355 gb:BB296152 /DB_XREF=gi:16401879 /DB_XREF=BB296152 /CLONE=B130044M04 /FEA=EST /CNT=103 /TID=Mm.87470.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1454842_a_ 18 32.2 P P 0.01 0.000732 1.7 I 0.000068 gb:AI853240 /DB_XREF=gi:5497146 /DB_XREF=UI-M-BH0-ajl-a-04-0-UI.s1 /CLONE=UI-M-BH0-ajl-a-04-0-UI /FEA=EST /CNT=46 /TID=Mm.21686.1 /TI
MOE430_2_1454954_at 9.6 31.5 M P 0.05 0.000244 1.7 I 0.000618 gb:BF730671 /DB_XREF=gi:12048535 /DB_XREF=mab67d04.x1 /CLONE=IMAGE:3975223 /FEA=EST /CNT=33 /TID=Mm.28437.2 /TIER=Stack /STK=33 /U
MOE430_2_1455983_at 50.8 167.8 P P 0.01 0.001221 1.7 I 0.000865 gb:BG065056 /DB_XREF=gi:12547619 /DB_XREF=H3026H04-3 /CLONE=H3026H04 /FEA=EST /CNT=80 /TID=Mm.33831.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455990_at 46.1 144.4 P P 0.008057 0.000244 1.7 I 0.00004 gb:AW986176 /DB_XREF=gi:8180749 /DB_XREF=uf73h02.x1 /CLONE=IMAGE:1527795 /FEA=EST /CNT=66 /TID=Mm.28386.2 /TIER=Stack /STK=20 /UG=
MOE430_2_1456248_at 3.2 10.7 A A 0.53 0.33 1.7 NC 0.49 gb:AV076385 /DB_XREF=gi:5196213 /DB_XREF=AV076385 /CLONE=2210017P08 /FEA=EST /CNT=13 /TID=Mm.46390.1 /TIER=Stack /STK=13 /UG=Mm.4
MOE430_2_1456408_x_ 1.2 3.1 A A 0.8 0.56 1.7 NC 0.41 gb:AV205521 /DB_XREF=gi:6146374 /DB_XREF=AV205521 /CLONE=1700080I02 /FEA=EST /CNT=16 /TID=Mm.17353.4 /TIER=Stack /STK=10 /UG=Mm.1
MOE430_2_1456446_at 0.8 7.1 A A 0.63 0.43 1.7 NC 0.28 gb:BM246687 /DB_XREF=gi:17881957 /DB_XREF=K0741E12-3 /CLONE=K0741E12 /FEA=EST /CNT=10 /TID=Mm.171518.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456684_at 13.4 49.4 P P 0.04 0.001221 1.7 I 0.00002 gb:BB710790 /DB_XREF=gi:16063959 /DB_XREF=BB710790 /CLONE=B020018B05 /FEA=EST /CNT=9 /TID=Mm.184359.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456870_at 2.3 8.6 A A 0.5 0.23 1.7 NC 0.5 gb:AI481597 /DB_XREF=gi:4374823 /DB_XREF=vh22f08.x1 /CLONE=IMAGE:876231 /FEA=EST /CNT=20 /TID=Mm.34162.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456941_at 3.2 8.1 A P 0.33 0.005859 1.7 NC 0.02 gb:BB400861 /DB_XREF=gi:16414287 /DB_XREF=BB400861 /CLONE=C330020G14 /FEA=EST /CNT=7 /TID=Mm.38000.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457278_at 3.6 16.2 A P 0.39 0.00293 1.7 I 0.000692 gb:BB076796 /DB_XREF=gi:15406905 /DB_XREF=BB076796 /CLONE=9330128I06 /FEA=EST /CNT=13 /TID=Mm.204700.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457463_at 2.8 8.9 A A 0.66 0.35 1.7 NC 0.5 gb:AW048129 /DB_XREF=gi:5908658 /DB_XREF=UI-M-BH1-alq-f-04-0-UI.s1 /CLONE=UI-M-BH1-alq-f-04-0-UI /FEA=EST /CNT=5 /TID=Mm.140759.1 /
MOE430_2_1457530_at 1.2 13.4 A A 0.39 0.06 1.7 NC 0.37 gb:BB023986 /DB_XREF=gi:16257859 /DB_XREF=BB023986 /CLONE=5330418I18 /FEA=EST /CNT=4 /TID=Mm.183540.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457603_at 3.2 11.6 A A 0.39 0.17 1.7 NC 0.44 gb:BB748939 /DB_XREF=gi:16153175 /DB_XREF=BB748939 /CLONE=G030101N11 /FEA=EST /CNT=4 /TID=Mm.181117.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457963_at 1.9 6.2 A A 0.6 0.5 1.7 NC 0.5 gb:BF458368 /DB_XREF=gi:11524537 /DB_XREF=UI-M-BZ1-blq-a-04-0-UI.s1 /CLONE=UI-M-BZ1-blq-a-04-0-UI /FEA=EST /CNT=4 /TID=Mm.152325.1 
MOE430_2_1457996_at 2.5 8 A A 0.75 0.29 1.7 NC 0.02 gb:BB471687 /DB_XREF=gi:16427955 /DB_XREF=BB471687 /CLONE=D230040E02 /FEA=EST /CNT=5 /TID=Mm.187358.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458008_at 3.4 12 A A 0.63 0.24 1.7 NC 0.13 gb:BB311627 /DB_XREF=gi:16402719 /DB_XREF=BB311627 /CLONE=B230326J17 /FEA=EST /CNT=4 /TID=Mm.149108.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458488_at 2.6 10.9 A A 0.5 0.14 1.7 NC 0.02 gb:BB391050 /DB_XREF=gi:16408891 /DB_XREF=BB391050 /CLONE=C230072O15 /FEA=EST /CNT=5 /TID=Mm.153434.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458529_at 3.6 10.9 A A 0.46 0.07 1.7 NC 0.15 gb:BB278264 /DB_XREF=gi:16401058 /DB_XREF=BB278264 /CLONE=A930010C09 /FEA=EST /CNT=5 /TID=Mm.185947.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458784_at 0.6 9.8 A A 0.5 0.27 1.7 NC 0.5 gb:BG066135 /DB_XREF=gi:12548698 /DB_XREF=H3039D01-3 /CLONE=H3039D01 /FEA=EST /CNT=3 /TID=Mm.172686.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458825_at 9.7 18.2 A A 0.46 0.36 1.7 NC 0.34 gb:BG069333 /DB_XREF=gi:12551990 /DB_XREF=H3076B11-3 /CLONE=H3076B11 /FEA=EST /CNT=3 /TID=Mm.173403.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458837_at 1.7 5.4 A A 0.56 0.43 1.7 NC 0.5 gb:BB184173 /DB_XREF=gi:15409446 /DB_XREF=BB184173 /CLONE=A330008G13 /FEA=EST /CNT=3 /TID=Mm.121658.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458936_at 0.9 4.4 A A 0.69 0.56 1.7 NC 0.44 gb:C77580 /DB_XREF=gi:2517910 /DB_XREF=C77580 /CLONE=J0034A08 /FEA=EST /CNT=3 /TID=Mm.172644.1 /TIER=ConsEnd /STK=2 /UG=Mm.17264
MOE430_2_1459254_at 1.5 4.9 A A 0.66 0.5 1.7 NC 0.33 gb:BB035360 /DB_XREF=gi:15403659 /DB_XREF=BB035360 /CLONE=5930403H17 /FEA=EST /CNT=2 /TID=Mm.215297.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459349_at 2.4 11.1 A A 0.69 0.11 1.7 NC 0.00712 gb:BB278527 /DB_XREF=gi:16401076 /DB_XREF=BB278527 /CLONE=A930011G23 /FEA=EST /CNT=2 /TID=Mm.208483.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459436_at 4.3 13.4 A A 0.63 0.43 1.7 NC 0.01 gb:BG067293 /DB_XREF=gi:12549862 /DB_XREF=H3052G04-3 /CLONE=H3052G04 /FEA=EST /CNT=2 /TID=Mm.172999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459488_at 8.7 26.2 M P 0.05 0.00415 1.7 NC 0.21 gb:BM249225 /DB_XREF=gi:17884495 /DB_XREF=K0830B09-3 /CLONE=K0830B09 /FEA=EST /CNT=2 /TID=Mm.218124.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459560_at 3.5 14 A P 0.21 0.01 1.7 NC 0.04 gb:BM116703 /DB_XREF=gi:17079721 /DB_XREF=L0840A09-3 /CLONE=L0840A09 /FEA=EST /CNT=2 /TID=Mm.213316.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459665_s_ 11 33.4 A A 0.53 0.11 1.7 NC 0.01 gb:BB800078 /DB_XREF=gi:16969701 /DB_XREF=BB800078 /CLONE=G630027I05 /FEA=EST /CNT=2 /TID=Mm.203318.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459864_at 2.7 6.6 A A 0.27 0.16 1.7 NC 0.64 gb:BB520532 /DB_XREF=gi:9571990 /DB_XREF=BB520532 /CLONE=D830044J05 /FEA=EST /CNT=2 /TID=Mm.169778.1 /TIER=ConsEnd /STK=2 /UG=Mm



MOE430_2_1459918_at 3.1 11.3 A A 0.36 0.19 1.7 NC 0.13 gb:BB654880 /DB_XREF=gi:16488708 /DB_XREF=BB654880 /CLONE=D030073O17 /FEA=EST /CNT=8 /TID=Mm.5674.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1460066_at 4.4 13.8 A A 0.53 0.08 1.7 NC 0.02 gb:BG066441 /DB_XREF=gi:12549010 /DB_XREF=H3043A08-3 /CLONE=H3043A08 /FEA=EST /CNT=4 /TID=Mm.172838.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460217_at 0.2 1.2 A A 0.94 0.75 1.7 NC 0.11 gb:NM_011120.1 /DB_XREF=gi:6755101 /GEN=Plfr /FEA=FLmRNA /CNT=43 /TID=Mm.3258.1 /TIER=FL+Stack /STK=35 /UG=Mm.3258 /LL=18814 /DEF=M
MOE430_2_1460289_at 4.1 17.6 A A 0.43 0.5 1.7 NC 0.29 gb:NM_008734.1 /DB_XREF=gi:6679127 /GEN=Nrg3 /FEA=FLmRNA /CNT=39 /TID=Mm.6213.1 /TIER=FL /STK=2 /UG=Mm.6213 /LL=18183 /DEF=Mus mu
MOE430_2_1460419_a_ 2.6 5.9 A A 0.43 0.36 1.7 NC 0.21 gb:X59274.1 /DB_XREF=gi:50185 /FEA=mRNA /CNT=1 /TID=Mm.4182.2 /TIER=ConsEnd /STK=0 /UG=Mm.4182 /LL=18751 /UG_GENE=Prkcb /UG_TITLE=
MOE430_2_1415894_at 55.9 136.8 P P 0.00415 0.001953 1.6 I 0.000552 gb:AW125230 /DB_XREF=gi:6100760 /DB_XREF=UI-M-BH2.1-aps-d-09-0-UI.s1 /CLONE=UI-M-BH2.1-aps-d-09-0-UI /FEA=FLmRNA /CNT=373 /TID=Mm
MOE430_2_1415945_at 170.2 497.3 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_008566.1 /DB_XREF=gi:6678829 /GEN=Mcmd5 /FEA=FLmRNA /CNT=278 /TID=Mm.5048.1 /TIER=FL+Stack /STK=163 /UG=Mm.5048 /LL=17218 /D
MOE430_2_1416237_at 2 8 A A 0.72 0.43 1.6 NC 0.5 gb:NM_007962.1 /DB_XREF=gi:7106306 /GEN=Eva /FEA=FLmRNA /CNT=154 /TID=Mm.33240.1 /TIER=FL /STK=2 /UG=Mm.33240 /LL=14012 /DEF=Mus m
MOE430_2_1416802_a_ 176.6 594.1 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_026410.1 /DB_XREF=gi:13385901 /GEN=2610036L13Rik /FEA=FLmRNA /CNT=97 /TID=Mm.23526.1 /TIER=FL+Stack /STK=69 /UG=Mm.23526 /LL=
MOE430_2_1416805_at 126.7 401.4 P P 0.000732 0.000732 1.6 I 0.000027 gb:NM_133187.1 /DB_XREF=gi:18875327 /GEN=1110032E23Rik /FEA=FLmRNA /CNT=89 /TID=Mm.33946.1 /TIER=FL+Stack /STK=69 /UG=Mm.33946 /LL
MOE430_2_1416872_at 184.8 628.1 P P 0.000244 0.000244 1.6 I 0.00002 gb:BC003733.1 /DB_XREF=gi:13277644 /FEA=FLmRNA /CNT=174 /TID=Mm.46701.1 /TIER=FL+Stack /STK=66 /UG=Mm.46701 /LL=56496 /UG_GENE=Tm
MOE430_2_1416961_at 117.3 218.3 P P 0.01 0.000244 1.6 I 0.00002 gb:NM_009773.1 /DB_XREF=gi:6753211 /GEN=Bub1b /FEA=FLmRNA /CNT=92 /TID=Mm.29133.1 /TIER=FL+Stack /STK=62 /UG=Mm.29133 /LL=12236 /D
MOE430_2_1417019_a_ 42.6 140.8 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_011799.1 /DB_XREF=gi:6753367 /GEN=Cdc6 /FEA=FLmRNA /CNT=94 /TID=Mm.20912.1 /TIER=FL+Stack /STK=60 /UG=Mm.20912 /LL=23834 /DE
MOE430_2_1417273_at 309.9 968.3 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_013743.1 /DB_XREF=gi:7305374 /GEN=Pdk4 /FEA=FLmRNA /CNT=83 /TID=Mm.10283.1 /TIER=FL+Stack /STK=50 /UG=Mm.10283 /LL=27273 /DE
MOE430_2_1417488_at 4.8 18 A A 0.33 0.27 1.6 NC 0.03 gb:U34245.1 /DB_XREF=gi:998347 /GEN=Fra-1 /FEA=FLmRNA /CNT=51 /TID=Mm.6215.1 /TIER=FL /STK=1 /UG=Mm.6215 /LL=14283 /DEF=Mus muscul
MOE430_2_1417701_at 3.9 18.1 A M 0.49 0.05 1.6 NC 0.01 gb:NM_133485.1 /DB_XREF=gi:19311013 /GEN=Ppp1r14c /FEA=FLmRNA /CNT=66 /TID=Mm.23009.1 /TIER=FL+Stack /STK=38 /UG=Mm.23009 /LL=7614
MOE430_2_1417836_at 2.7 9.8 A A 0.75 0.43 1.6 NC 0.2 gb:NM_024198.1 /DB_XREF=gi:13195625 /GEN=3110050F08Rik /FEA=FLmRNA /CNT=60 /TID=Mm.20164.1 /TIER=FL+Stack /STK=35 /UG=Mm.20164 /LL=
MOE430_2_1417909_at 4.2 14.3 A A 0.21 0.08 1.6 NC 0.11 gb:BC019447.1 /DB_XREF=gi:18044464 /FEA=FLmRNA /CNT=196 /TID=Mm.30025.1 /TIER=FL+Stack /STK=33 /UG=Mm.30025 /LL=11905 /UG_GENE=Se
MOE430_2_1417926_at 19.1 59.1 P P 0.008057 0.000244 1.6 I 0.000052 gb:NM_133762.1 /DB_XREF=gi:19526973 /GEN=5830426I05Rik /FEA=FLmRNA /CNT=91 /TID=Mm.21516.1 /TIER=FL+Stack /STK=33 /UG=Mm.21516 /LL=
MOE430_2_1418054_at 0.4 0.9 A A 0.93 0.88 1.6 NC 0.26 gb:NM_007501.1 /DB_XREF=gi:6671586 /GEN=Neurod4 /FEA=FLmRNA /CNT=44 /TID=Mm.10695.1 /TIER=FL+Stack /STK=31 /UG=Mm.10695 /LL=11923 /
MOE430_2_1418090_at 3.1 9 A A 0.66 0.46 1.6 NC 0.13 gb:NM_032398.1 /DB_XREF=gi:14161697 /GEN=Plvap /FEA=FLmRNA /CNT=70 /TID=Mm.34112.1 /TIER=FL+Stack /STK=30 /UG=Mm.34112 /LL=84094 /D
MOE430_2_1418215_at 0.7 1.9 A A 0.99 0.9 1.6 NC 0.14 gb:NM_008586.1 /DB_XREF=gi:6678861 /GEN=Mep1b /FEA=FLmRNA /CNT=54 /TID=Mm.2682.1 /TIER=FL+Stack /STK=28 /UG=Mm.2682 /LL=17288 /DEF
MOE430_2_1418281_at 139.7 355.4 P P 0.000732 0.000244 1.6 I 0.00002 gb:NM_011234.1 /DB_XREF=gi:6755275 /GEN=Rad51 /FEA=FLmRNA /CNT=95 /TID=Mm.231.1 /TIER=FL+Stack /STK=26 /UG=Mm.231 /LL=19361 /DEF=M
MOE430_2_1418580_at 336.7 921.2 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_023386.1 /DB_XREF=gi:12963656 /GEN=5830458K16Rik /FEA=FLmRNA /CNT=64 /TID=Mm.180157.1 /TIER=FL+Stack /STK=21 /UG=Mm.180157 /
MOE430_2_1418922_at 0.2 1.9 A A 0.98 0.78 1.6 NC 0.22 gb:NM_053199.1 /DB_XREF=gi:16716502 /GEN=Necl1-pending /FEA=FLmRNA /CNT=56 /TID=Mm.39283.1 /TIER=ConsEnd /STK=0 /UG=Mm.39283 /LL=94
MOE430_2_1419253_at 74.8 206.5 P P 0.00293 0.000732 1.6 I 0.000035 gb:NM_008638.1 /DB_XREF=gi:6678951 /GEN=Mthfd2 /FEA=FLmRNA /CNT=167 /TID=Mm.443.1 /TIER=FL+Stack /STK=11 /UG=Mm.443 /LL=17768 /DEF
MOE430_2_1419729_at 1.8 8.1 A P 0.5 0.04 1.6 NC 0.11 gb:NM_031384.1 /DB_XREF=gi:13878210 /GEN=Tex11 /FEA=FLmRNA /CNT=11 /TID=Mm.134024.1 /TIER=FL /STK=7 /UG=Mm.134024 /LL=83558 /DEF=M
MOE430_2_1419755_at 11.9 61.7 A P 0.11 0.000732 1.6 I 0.00006 gb:NM_013900.1 /DB_XREF=gi:13994139 /GEN=Mfi2 /FEA=FLmRNA /CNT=39 /TID=Mm.30988.1 /TIER=FL /STK=6 /UG=Mm.30988 /LL=30060 /DEF=Mus 
MOE430_2_1419785_at 1.1 13.2 A A 0.78 0.36 1.6 NC 0.08 gb:AA517724 /DB_XREF=gi:2257248 /DB_XREF=vh79g01.r1 /CLONE=IMAGE:893232 /FEA=EST /CNT=2 /TID=Mm.13168.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1420006_at 3.2 5.5 A A 0.6 0.08 1.6 NC 0.5 gb:AU015375 /DB_XREF=gi:3370166 /DB_XREF=AU015375 /CLONE=J0711B09 /FEA=EST /CNT=1 /TID=Mm.203513.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420061_s_ 4.8 14.4 A P 0.39 0.02 1.6 NC 0.08 gb:AI593684 /DB_XREF=gi:4602732 /DB_XREF=vl58b03.x1 /CLONE=IMAGE:976397 /FEA=EST /CNT=1 /TID=Mm.203105.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420081_s_ 76.1 238.9 P P 0.000732 0.000244 1.6 I 0.00002 gb:AU019491 /DB_XREF=gi:3375075 /DB_XREF=AU019491 /CLONE=J0518E07 /FEA=EST /CNT=1 /TID=Mm.195223.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420248_at 1 3.5 A A 0.56 0.46 1.6 NC 0.24 gb:AV329014 /DB_XREF=gi:6369066 /DB_XREF=AV329014 /CLONE=6330445O06 /FEA=EST /CNT=1 /TID=Mm.142348.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420334_at 2.6 7.3 A A 0.56 0.24 1.6 NC 0.83 gb:NM_134251.1 /DB_XREF=gi:19527413 /GEN=CCC9 /FEA=FLmRNA /CNT=21 /TID=Mm.35253.1 /TIER=FL /STK=6 /UG=Mm.35253 /LL=171286 /DEF=M
MOE430_2_1420425_at 3.7 12 A P 0.19 0.03 1.6 NC 0.16 gb:NM_007548.1 /DB_XREF=gi:6680783 /GEN=Prdm1 /FEA=FLmRNA /CNT=16 /TID=Mm.4800.1 /TIER=FL /STK=5 /UG=Mm.4800 /LL=12142 /DEF=Mus m
MOE430_2_1420463_at 1.6 11.9 A A 0.63 0.3 1.6 NC 0.01 gb:NM_013748.1 /DB_XREF=gi:7304964 /GEN=Clnk-pending /FEA=FLmRNA /CNT=6 /TID=Mm.103649.1 /TIER=FL /STK=5 /UG=Mm.103649 /LL=27278 /D
MOE430_2_1420518_a_ 6.7 22.7 A A 0.46 0.12 1.6 NC 0.01 gb:AF317839.1 /DB_XREF=gi:17224903 /GEN=Igsf9 /FEA=FLmRNA /CNT=37 /TID=Mm.214530.1 /TIER=FL /STK=4 /UG=Mm.214530 /LL=93842 /DEF=Mu
MOE430_2_1420552_s_ 1.2 7.9 A A 0.8 0.46 1.6 NC 0.5 gb:NM_021898.1 /DB_XREF=gi:11230807 /GEN=Halapx-pending /FEA=FLmRNA /CNT=11 /TID=Mm.143832.1 /TIER=FL /STK=4 /UG=Mm.143832 /LL=6060
MOE430_2_1420579_s_ 1.1 8 A A 0.43 0.27 1.6 NC 0.5 gb:NM_021050.1 /DB_XREF=gi:14141184 /GEN=Cftr /FEA=FLmRNA /CNT=8 /TID=Mm.15621.1 /TIER=FL /STK=4 /UG=Mm.15621 /LL=12638 /DEF=Mus m
MOE430_2_1420637_at 51.6 146.5 P P 0.01 0.00293 1.6 I 0.000046 gb:NM_026662.1 /DB_XREF=gi:13386145 /GEN=2610101M19Rik /FEA=FLmRNA /CNT=44 /TID=Mm.44199.1 /TIER=FL /STK=3 /UG=Mm.44199 /LL=68297 
MOE430_2_1420638_at 43.6 111.6 P P 0.03 0.00415 1.6 I 0.000273 gb:BC024942.1 /DB_XREF=gi:19354189 /FEA=FLmRNA /CNT=44 /TID=Mm.44199.1 /TIER=FL /STK=2 /UG=Mm.44199 /LL=68297 /UG_GENE=2610101M19
MOE430_2_1420889_at 186.3 537.3 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_008222.1 /DB_XREF=gi:6680180 /GEN=Hccs /FEA=FLmRNA /CNT=100 /TID=Mm.10001.1 /TIER=FL /STK=2 /UG=Mm.10001 /LL=15159 /DEF=Mus
MOE430_2_1420964_at 60.7 158.7 P P 0.01 0.00415 1.6 I 0.000101 gb:NM_007930.1 /DB_XREF=gi:6679644 /GEN=Enc1 /FEA=FLmRNA /CNT=116 /TID=Mm.30502.1 /TIER=FL /STK=2 /UG=Mm.30502 /LL=13803 /DEF=Mus
MOE430_2_1420991_at 2.5 8 A A 0.66 0.53 1.6 NC 0.44 gb:NM_013468.1 /DB_XREF=gi:7304882 /GEN=Crap /FEA=FLmRNA /CNT=57 /TID=Mm.10279.1 /TIER=FL /STK=2 /UG=Mm.10279 /LL=107765 /DEF=Mus 
MOE430_2_1421125_at 2.4 5.1 A A 0.75 0.53 1.6 NC 0.42 gb:NM_009261.1 /DB_XREF=gi:6678108 /GEN=Spnr /FEA=FLmRNA /CNT=25 /TID=Mm.30670.1 /TIER=FL /STK=2 /UG=Mm.30670 /LL=20744 /DEF=Mus m
MOE430_2_1421206_at 4.6 11 A A 0.6 0.56 1.6 NC 0.14 gb:NM_008501.1 /DB_XREF=gi:6678693 /GEN=Lif /FEA=FLmRNA /CNT=18 /TID=Mm.4964.1 /TIER=FL /STK=1 /UG=Mm.4964 /LL=16878 /DEF=Mus musc
MOE430_2_1421429_a_ 4.8 14.7 A P 0.75 0.04 1.6 MI 0.002032 gb:NM_033525.1 /DB_XREF=gi:15795192 /GEN=Npnt /FEA=FLmRNA /CNT=6 /TID=Mm.205021.1 /TIER=FL /STK=2 /UG=Mm.205021 /LL=114249 /DEF=M
MOE430_2_1421540_at 2.7 7.3 A A 0.78 0.6 1.6 NC 0.13 gb:NM_029467.1 /DB_XREF=gi:13899216 /GEN=Tcam1 /FEA=FLmRNA /CNT=5 /TID=Mm.159608.1 /TIER=FL /STK=2 /UG=Mm.159608 /LL=75870 /DEF=M
MOE430_2_1421653_a_ 2.6 10.3 A A 0.88 0.53 1.6 NC 0.01 gb:NM_134051.1 /DB_XREF=gi:19527267 /GEN=AI893585 /FEA=FLmRNA /CNT=3 /TID=Mm.157783.1 /TIER=FL /STK=2 /UG=Mm.157783 /LL=104911 /DE
MOE430_2_1421680_at 5 12.4 A A 0.56 0.3 1.6 NC 0.05 gb:NM_030006.1 /DB_XREF=gi:13386449 /GEN=A030005L19Rik /FEA=FLmRNA /CNT=3 /TID=Mm.160024.1 /TIER=FL /STK=2 /UG=Mm.160024 /LL=77922
MOE430_2_1422021_at 0.9 0.5 A A 0.88 0.69 1.6 NC 0.07 gb:BG070168 /DB_XREF=gi:12552737 /DB_XREF=H3084D11-3 /CLONE=H3084D11 /FEA=FLmRNA /CNT=22 /TID=Mm.42038.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1422089_at 0.6 6.3 A A 0.85 0.43 1.6 NC 0.48 gb:NM_010746.1 /DB_XREF=gi:6754589 /GEN=Ly94 /FEA=FLmRNA /CNT=11 /TID=Mm.41980.1 /TIER=FL /STK=1 /UG=Mm.41980 /LL=17086 /DEF=Mus m
MOE430_2_1422124_a_ 1 3.5 A A 0.63 0.36 1.6 NC 0.59 gb:NM_011210.1 /DB_XREF=gi:6755243 /GEN=Ptprc /FEA=FLmRNA /CNT=6 /TID=Mm.143846.1 /TIER=FL /STK=1 /UG=Mm.143846 /LL=19264 /DEF=Mus
MOE430_2_1422319_at 2.2 5.7 A A 0.36 0.3 1.6 NC 0.01 gb:NM_010245.1 /DB_XREF=gi:6857788 /GEN=Fv4 /FEA=FLmRNA /CNT=1 /TID=Mm.213078.1 /TIER=FL /STK=1 /UG=Mm.213078 /LL=14352 /DEF=Mus m
MOE430_2_1422337_at 0.4 0.8 A A 0.98 0.94 1.6 NC 0.2 gb:NM_019474.1 /DB_XREF=gi:11276076 /GEN=Olfr37b /FEA=FLmRNA /CNT=1 /TID=Mm.88842.1 /TIER=FL /STK=1 /UG=Mm.88842 /LL=29846 /DEF=Mu
MOE430_2_1422639_at 3 14.7 A P 0.27 0.01 1.6 NC 0.01 gb:NM_054084.1 /DB_XREF=gi:16930814 /GEN=Calcb /FEA=FLmRNA /CNT=28 /TID=Mm.20022.1 /TIER=FL+Stack /STK=23 /UG=Mm.20022 /LL=116903 /
MOE430_2_1422751_at 99.6 299.3 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_011599.1 /DB_XREF=gi:6755802 /GEN=Tle1 /FEA=FLmRNA /CNT=165 /TID=Mm.12823.1 /TIER=FL+Stack /STK=14 /UG=Mm.12823 /LL=21885 /DE
MOE430_2_1422911_at 5.6 10.9 A A 0.11 0.17 1.6 NC 0.5 gb:NM_019820.1 /DB_XREF=gi:9789902 /GEN=Cbln3 /FEA=FLmRNA /CNT=19 /TID=Mm.97163.1 /TIER=FL+Stack /STK=8 /UG=Mm.97163 /LL=56410 /DE
MOE430_2_1423037_at 2 7.5 A A 0.53 0.36 1.6 NC 0.54 gb:BB533323 /DB_XREF=gi:16446226 /DB_XREF=BB533323 /CLONE=E030029G24 /FEA=FLmRNA /CNT=160 /TID=Mm.29368.1 /TIER=Stack /STK=135 /
MOE430_2_1423091_a_ 193.8 529.2 P P 0.000732 0.000244 1.6 I 0.00002 gb:AK016567.1 /DB_XREF=gi:12855369 /GEN=Gpm6b /FEA=FLmRNA /CNT=197 /TID=Mm.41791.1 /TIER=Stack /STK=57 /UG=Mm.41791 /LL=14758 /UG
MOE430_2_1423325_at 8.5 32 A P 0.17 0.03 1.6 I 0.000692 gb:BF721477 /DB_XREF=gi:12022479 /DB_XREF=mab17d12.x1 /CLONE=IMAGE:3970607 /FEA=FLmRNA /CNT=140 /TID=Mm.22347.1 /TIER=Stack /STK=
MOE430_2_1423463_a_ 41.6 105.5 P P 0.03 0.000244 1.6 I 0.000023 gb:AK012148.1 /DB_XREF=gi:12848713 /FEA=FLmRNA /CNT=92 /TID=Mm.11516.1 /TIER=Stack /STK=18 /UG=Mm.11516 /LL=67853 /UG_GENE=1700025
MOE430_2_1423668_at 19.7 71 P P 0.00415 0.000244 1.6 I 0.000023 gb:BC021423.1 /DB_XREF=gi:18204114 /FEA=FLmRNA /CNT=197 /TID=Mm.22338.1 /TIER=FL+Stack /STK=176 /UG=Mm.22338 /DEF=Mus musculus, Sim
MOE430_2_1424173_at 68 173.6 P P 0.000244 0.000244 1.6 I 0.00002 gb:AA260189 /DB_XREF=gi:1896675 /DB_XREF=va52h12.r1 /CLONE=IMAGE:735047 /FEA=FLmRNA /CNT=89 /TID=Mm.220364.1 /TIER=ConsEnd /STK=0
MOE430_2_1425084_at 2.1 9.2 A A 0.5 0.08 1.6 NC 0.14 gb:BC026200.1 /DB_XREF=gi:20073030 /FEA=FLmRNA /CNT=14 /TID=Mm.32411.1 /TIER=FL /STK=7 /UG=Mm.32411 /DEF=Mus musculus, similar to hypo
MOE430_2_1425132_at 5 14 A A 0.56 0.39 1.6 NC 0.5 gb:AF448840.1 /DB_XREF=gi:20269723 /FEA=FLmRNA /CNT=12 /TID=Mm.133483.1 /TIER=FL /STK=6 /UG=Mm.133483 /DEF=Mus musculus neuropilin an
MOE430_2_1425232_x_ 0.6 2.3 A A 0.69 0.17 1.6 NC 0.11 gb:BC017145.1 /DB_XREF=gi:16877824 /FEA=FLmRNA /CNT=9 /TID=Mm.156960.2 /TIER=FL /STK=4 /UG=Mm.156960 /LL=170735 /UG_GENE=Arr3 /DEF
MOE430_2_1425302_at 2.5 12.9 A A 0.8 0.24 1.6 NC 0.07 gb:BC024997.1 /DB_XREF=gi:19483878 /FEA=FLmRNA /CNT=9 /TID=Mm.131205.1 /TIER=FL /STK=3 /UG=Mm.131205 /DEF=Mus musculus, similar to hyp
MOE430_2_1425435_at 0.7 2.9 A A 0.69 0.53 1.6 NC 0.23 gb:L04274.1 /DB_XREF=gi:293745 /FEA=FLmRNA /CNT=4 /TID=Mm.1227.2 /TIER=FL /STK=2 /UG=Mm.1227 /LL=20288 /UG_GENE=Msr1 /DEF=Mus mus
MOE430_2_1425727_at 15.5 57.8 A P 0.11 0.03 1.6 I 0.000052 gb:AF486651.1 /DB_XREF=gi:20148964 /FEA=FLmRNA /CNT=10 /TID=Mm.130701.1 /TIER=FL /STK=1 /UG=Mm.130701 /DEF=Mus musculus claudin 19 m
MOE430_2_1425753_a_ 28.6 86.2 P P 0.000244 0.000244 1.6 I 0.00004 gb:BC004037.1 /DB_XREF=gi:13278470 /FEA=FLmRNA /CNT=7 /TID=Mm.1393.3 /TIER=FL /STK=1 /UG=Mm.1393 /LL=22256 /UG_GENE=Ung /DEF=Mus 
MOE430_2_1425815_a_ 66.5 172.6 P P 0.000244 0.000732 1.6 I 0.000035 gb:BC021427.1 /DB_XREF=gi:18204752 /FEA=FLmRNA /CNT=5 /TID=Mm.116997.2 /TIER=FL /STK=1 /UG=Mm.116997 /LL=15366 /UG_GENE=Hmmr /DE
MOE430_2_1425846_a_ 0.7 0.6 A A 0.93 0.33 1.6 NC 0.06 gb:AF282251.1 /DB_XREF=gi:13183339 /GEN=Caln1 /FEA=FLmRNA /CNT=3 /TID=Mm.100980.2 /TIER=FL /STK=1 /UG=Mm.100980 /LL=140904 /DEF=Mu
MOE430_2_1425898_x_ 6.8 14.4 A P 0.09 0.01 1.6 MI 0.00225 gb:AF442824.1 /DB_XREF=gi:19386929 /FEA=FLmRNA /CNT=2 /TID=Mm.54183.1 /TIER=FL /STK=1 /UG=Mm.54183 /DEF=Mus musculus optimedin form B
MOE430_2_1426016_a_ 46.2 119.8 P P 0.001953 0.000244 1.6 NC 0.003355 gb:AF288606.1 /DB_XREF=gi:13123515 /FEA=FLmRNA /CNT=1 /TID=Mm.3597.4 /TIER=FL /STK=1 /UG=Mm.3597 /LL=56191 /UG_GENE=Maged3 /DEF=M
MOE430_2_1426176_a_ 5.5 11 A P 0.27 0.02 1.6 NC 0.13 gb:AF182065.1 /DB_XREF=gi:6524948 /GEN=Bv8 /FEA=FLmRNA /CNT=1 /TID=Mm.87365.3 /TIER=FL /STK=1 /UG=Mm.87365 /LL=50501 /DEF=Mus mus
MOE430_2_1426319_at 7.7 27.9 A P 0.14 0.000244 1.6 I 0.00002 gb:AF335583.1 /DB_XREF=gi:13774333 /FEA=FLmRNA /CNT=11 /TID=Mm.69511.1 /TIER=FL /STK=1 /UG=Mm.69511 /LL=71785 /UG_GENE=Pdgfd /DEF=
MOE430_2_1426817_at 80.4 236.5 P P 0.00415 0.000244 1.6 I 0.00002 gb:X82786.1 /DB_XREF=gi:1177527 /GEN=Ki-67 /FEA=mRNA /CNT=123 /TID=Mm.4078.1 /TIER=Stack /STK=59 /UG=Mm.4078 /LL=17345 /UG_TITLE=an
MOE430_2_1427092_at 1.2 3.6 A A 0.66 0.71 1.6 NC 0.39 gb:L33768.1 /DB_XREF=gi:508533 /FEA=mRNA /CNT=47 /TID=Mm.4181.4 /TIER=ConsEnd /STK=0 /UG=Mm.4181 /LL=16453 /UG_GENE=Jak3 /DEF=Mus
MOE430_2_1427198_at 59.9 162 P P 0.000244 0.000244 1.6 I 0.000068 gb:BC022960.1 /DB_XREF=gi:18605942 /FEA=mRNA /CNT=12 /TID=Mm.103303.1 /TIER=Stack /STK=10 /UG=Mm.103303 /DEF=Mus musculus, clone IMA
MOE430_2_1427237_at 2.4 5.4 A A 0.24 0.27 1.6 NC 0.5 gb:BG062064 /DB_XREF=gi:12532186 /DB_XREF=L0956C07-3 /CLONE=L0956C07 /FEA=mRNA /CNT=52 /TID=Mm.220849.1 /TIER=Stack /STK=47 /UG=
MOE430_2_1427417_at 7.6 16.7 A P 0.46 0.00415 1.6 MI 0.00225 gb:BB212066 /DB_XREF=gi:16352743 /DB_XREF=BB212066 /CLONE=A430108E06 /FEA=mRNA /CNT=18 /TID=Mm.98731.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427498_a_ 15.9 50.3 P P 0.03 0.000244 1.6 I 0.00006 gb:X81633.1 /DB_XREF=gi:563530 /GEN=s17 /FEA=mRNA /CNT=12 /TID=Mm.24250.1 /TIER=ConsEnd /STK=0 /UG=Mm.24250 /LL=54141 /UG_TITLE=sp
MOE430_2_1428062_at 19.3 74.1 A P 0.3 0.02 1.6 I 0.00002 gb:AK003088.1 /DB_XREF=gi:12833526 /FEA=mRNA /CNT=490 /TID=Mm.25377.1 /TIER=Stack /STK=240 /UG=Mm.25377 /LL=66097 /UG_GENE=0910001
MOE430_2_1428069_at 96.4 232.7 P P 0.001221 0.000244 1.6 I 0.00002 gb:AK011289.1 /DB_XREF=gi:12847312 /FEA=mRNA /CNT=231 /TID=Mm.29164.1 /TIER=Stack /STK=169 /UG=Mm.29164 /LL=66953 /UG_GENE=2310021
MOE430_2_1428305_at 0.8 2 A A 0.78 0.69 1.6 NC 0.63 gb:AK018159.1 /DB_XREF=gi:12857750 /FEA=mRNA /CNT=71 /TID=Mm.39546.1 /TIER=Stack /STK=57 /UG=Mm.39546 /LL=70759 /UG_GENE=6330411F2
MOE430_2_1428786_at 5.3 13.4 A A 0.46 0.24 1.6 NC 0.16 gb:AV273495 /DB_XREF=gi:16390331 /DB_XREF=AV273495 /CLONE=4932411J10 /FEA=mRNA /CNT=76 /TID=Mm.30805.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1429295_s_ 46.7 135.1 P P 0.000244 0.001221 1.6 I 0.000189 gb:AK010336.1 /DB_XREF=gi:12845702 /FEA=mRNA /CNT=97 /TID=Mm.6960.1 /TIER=Stack /STK=66 /UG=Mm.6960 /LL=69716 /UG_GENE=Trip13 /UG_T
MOE430_2_1429298_at 158.8 461.5 P P 0.005859 0.000732 1.6 I 0.00002 gb:AK010430.1 /DB_XREF=gi:12845867 /GEN=Ddah1 /FEA=mRNA /CNT=104 /TID=Mm.30203.1 /TIER=Stack /STK=60 /UG=Mm.30203 /LL=69219 /UG_TIT
MOE430_2_1429299_at 14.2 51.6 A P 0.21 0.001953 1.6 I 0.000023 gb:BE283964 /DB_XREF=gi:9160576 /DB_XREF=601101995F1 /CLONE=IMAGE:3494590 /FEA=mRNA /CNT=104 /TID=Mm.30203.1 /TIER=ConsEnd /STK=0
MOE430_2_1429482_at 4.2 12.1 A A 0.27 0.09 1.6 NC 0.11 gb:AK005639.1 /DB_XREF=gi:12838318 /FEA=mRNA /CNT=21 /TID=Mm.46144.1 /TIER=Stack /STK=19 /UG=Mm.46144 /LL=76387 /UG_GENE=1700003H0
MOE430_2_1429557_at 10.8 48.7 P P 0.000244 0.000244 1.6 I 0.000492 gb:AK010365.1 /DB_XREF=gi:12845755 /FEA=mRNA /CNT=47 /TID=Mm.45710.1 /TIER=Stack /STK=14 /UG=Mm.45710 /LL=66634 /UG_GENE=5730432L0
MOE430_2_1429892_at 1.5 9.6 A A 0.33 0.06 1.6 NC 0.004073 gb:AK006002.1 /DB_XREF=gi:12838875 /FEA=mRNA /CNT=12 /TID=Mm.34841.1 /TIER=ConsEnd /STK=6 /UG=Mm.34841 /LL=69401 /UG_GENE=1700015
MOE430_2_1429956_at 3 10 A A 0.72 0.5 1.6 NC 0.5 gb:AK006213.1 /DB_XREF=gi:12839189 /FEA=mRNA /CNT=11 /TID=Mm.30227.4 /TIER=ConsEnd /STK=5 /UG=Mm.30227 /LL=65971 /UG_GENE=1700021
MOE430_2_1429962_at 7 23.1 A P 0.39 0.02 1.6 NC 0.02 gb:AK017537.1 /DB_XREF=gi:12856824 /FEA=mRNA /CNT=12 /TID=Mm.181765.1 /TIER=ConsEnd /STK=5 /UG=Mm.181765 /UG_TITLE=Mus musculus 8 d
MOE430_2_1429998_at 0.4 0.8 A A 0.93 0.66 1.6 NC 0.06 gb:AV330789 /DB_XREF=gi:6370841 /DB_XREF=AV330789 /CLONE=6330516O20 /FEA=mRNA /CNT=7 /TID=Mm.92322.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1430141_at 3.1 8.9 A A 0.53 0.3 1.6 NC 0.06 gb:BB709285 /DB_XREF=gi:16062454 /DB_XREF=BB709285 /CLONE=A930104P17 /FEA=mRNA /CNT=13 /TID=Mm.195796.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430263_at 2.6 8.4 A A 0.69 0.46 1.6 NC 0.33 gb:AK006878.1 /DB_XREF=gi:12840169 /FEA=mRNA /CNT=4 /TID=Mm.159009.1 /TIER=ConsEnd /STK=3 /UG=Mm.159009 /LL=73429 /UG_GENE=170006
MOE430_2_1430309_at 9.5 32.8 P P 0.04 0.008057 1.6 NC 0.005409 gb:BC025455.1 /DB_XREF=gi:19343663 /FEA=mRNA /CNT=16 /TID=Mm.29384.1 /TIER=ConsEnd /STK=2 /UG=Mm.29384 /LL=71175 /UG_GENE=4933421
MOE430_2_1430339_at 11.2 58.4 P P 0.04 0.005859 1.6 I 0.000273 gb:AK011507.1 /DB_XREF=gi:12847676 /FEA=mRNA /CNT=12 /TID=Mm.87719.1 /TIER=ConsEnd /STK=2 /UG=Mm.87719 /LL=78767 /UG_GENE=2610021
MOE430_2_1430357_at 12.7 33.1 A P 0.09 0.00415 1.6 NC 0.03 gb:BM241237 /DB_XREF=gi:17876507 /DB_XREF=K0614B01-3 /CLONE=K0614B01 /FEA=mRNA /CNT=8 /TID=Mm.214774.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430424_at 1.5 6.3 A A 0.69 0.43 1.6 NC 0.5 gb:BM207011 /DB_XREF=gi:17762713 /DB_XREF=C0606E08-3 /CLONE=C0606E08 /FEA=mRNA /CNT=7 /TID=Mm.176944.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430583_at 3.9 11.1 A A 0.26 0.06 1.6 NC 0.46 gb:BB064688 /DB_XREF=gi:8522102 /DB_XREF=BB064688 /CLONE=7530405I02 /FEA=mRNA /CNT=14 /TID=Mm.139130.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430759_at 1 2.4 A A 0.85 0.36 1.6 NC 0.23 gb:AV267070 /DB_XREF=gi:6255107 /DB_XREF=AV267070 /CLONE=4930523C07 /FEA=mRNA /CNT=5 /TID=Mm.171518.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430815_at 6.2 11.2 A P 0.56 0.03 1.6 NC 0.01 gb:AK017333.1 /DB_XREF=gi:12856518 /FEA=mRNA /CNT=4 /TID=Mm.158686.1 /TIER=ConsEnd /STK=1 /UG=Mm.158686 /LL=71387 /UG_GENE=543042
MOE430_2_1430949_at 2 6.1 A A 0.78 0.8 1.6 NC 0.13 gb:AV377484 /DB_XREF=gi:6426493 /DB_XREF=AV377484 /CLONE=9130231A04 /FEA=mRNA /CNT=3 /TID=Mm.159970.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431403_a_ 1.5 7 A A 0.72 0.27 1.6 NC 0.27 gb:AK019929.1 /DB_XREF=gi:12860336 /FEA=mRNA /CNT=3 /TID=Mm.160079.2 /TIER=ConsEnd /STK=0 /UG=Mm.160079 /LL=78283 /UG_GENE=533043
MOE430_2_1431698_at 3.1 12.3 A A 0.78 0.53 1.6 NC 0.17 gb:AK020009.1 /DB_XREF=gi:12860457 /FEA=mRNA /CNT=2 /TID=Mm.160142.1 /TIER=ConsEnd /STK=0 /UG=Mm.160142 /LL=78824 /UG_GENE=583041
MOE430_2_1431898_at 9.5 21.2 A A 0.3 0.39 1.6 NC 0.35 gb:AK015063.1 /DB_XREF=gi:12853259 /FEA=mRNA /CNT=1 /TID=Mm.159566.1 /TIER=ConsEnd /STK=0 /UG=Mm.159566 /LL=75773 /UG_GENE=493040
MOE430_2_1432020_at 2.5 5.5 A A 0.56 0.27 1.6 NC 0.08 gb:AK018156.1 /DB_XREF=gi:12857746 /FEA=mRNA /CNT=1 /TID=Mm.158437.1 /TIER=ConsEnd /STK=0 /UG=Mm.158437 /LL=70725 /UG_GENE=633041
MOE430_2_1432127_at 6.2 22.5 A A 0.21 0.09 1.6 NC 0.34 gb:AK016606.1 /DB_XREF=gi:12855435 /FEA=mRNA /CNT=1 /TID=Mm.158545.1 /TIER=ConsEnd /STK=0 /UG=Mm.158545 /LL=71051 /UG_GENE=493340
MOE430_2_1432297_at 1.5 5 A A 0.82 0.43 1.6 NC 0.08 gb:AK007205.1 /DB_XREF=gi:12840615 /FEA=mRNA /CNT=1 /TID=Mm.159751.1 /TIER=ConsEnd /STK=0 /UG=Mm.159751 /LL=76637 /UG_GENE=170011
MOE430_2_1432405_a_ 3.2 7.4 A P 0.46 0.01 1.6 NC 0.01 gb:AK005949.1 /DB_XREF=gi:12838796 /GEN=Cappa3 /FEA=mRNA /CNT=1 /TID=Mm.50808.2 /TIER=ConsEnd /STK=0 /UG=Mm.50808 /LL=114875 /UG_T
MOE430_2_1432573_at 4.1 12.2 A P 0.39 0.04 1.6 NC 0.09 gb:AV265301 /DB_XREF=gi:6253328 /DB_XREF=AV265301 /CLONE=4930506C02 /FEA=mRNA /CNT=5 /TID=Mm.159425.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1432583_at 2.7 8.5 A A 0.33 0.19 1.6 NC 0.5 gb:AV155658 /DB_XREF=gi:5427075 /DB_XREF=AV155658 /CLONE=2900083C24 /FEA=mRNA /CNT=4 /TID=Mm.70651.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432586_at 0.7 2.3 A A 0.87 0.72 1.6 NC 0.41 gb:AV311346 /DB_XREF=gi:6364381 /DB_XREF=AV311346 /CLONE=5730596P11 /FEA=mRNA /CNT=4 /TID=Mm.181112.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432638_at 6.6 20.7 A A 0.53 0.3 1.6 NC 0.12 gb:BE627821 /DB_XREF=gi:9908213 /DB_XREF=uu54g06.y1 /CLONE=IMAGE:3375802 /FEA=mRNA /CNT=5 /TID=Mm.212595.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432673_at 0.5 2.1 A A 0.82 0.63 1.6 NC 0.26 gb:AV083045 /DB_XREF=gi:5214493 /DB_XREF=AV083045 /CLONE=2300010F08 /FEA=mRNA /CNT=2 /TID=Mm.158767.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432769_at 1.2 3.1 A A 0.74 0.5 1.6 NC 0.09 gb:AV249596 /DB_XREF=gi:6237055 /DB_XREF=AV249596 /CLONE=4833416H08 /FEA=mRNA /CNT=2 /TID=Mm.159055.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432825_at 7.2 14.4 A A 0.39 0.24 1.6 NC 0.5 gb:AK013552.1 /DB_XREF=gi:12850957 /FEA=mRNA /CNT=3 /TID=Mm.158896.1 /TIER=ConsEnd /STK=0 /UG=Mm.158896 /LL=72864 /UG_GENE=290001
MOE430_2_1433136_at 1.9 5.6 A A 0.36 0.27 1.6 NC 0.21 gb:AK015287.1 /DB_XREF=gi:12853564 /FEA=mRNA /CNT=1 /TID=Mm.159058.1 /TIER=ConsEnd /STK=0 /UG=Mm.159058 /LL=73781 /UG_GENE=493043
MOE430_2_1433168_x_ 1.6 3.1 A A 0.39 0.39 1.6 NC 0.24 gb:AK018017.1 /DB_XREF=gi:12857547 /FEA=mRNA /CNT=1 /TID=Mm.159679.1 /TIER=ConsEnd /STK=0 /UG=Mm.159679 /LL=76105 /UG_GENE=583045
MOE430_2_1433176_at 1.6 5.8 A A 0.69 0.6 1.6 NC 0.5 gb:AK016204.1 /DB_XREF=gi:12854845 /FEA=mRNA /CNT=1 /TID=Mm.158167.1 /TIER=ConsEnd /STK=0 /UG=Mm.158167 /LL=67658 /UG_GENE=493056
MOE430_2_1433278_at 2.4 10.6 A A 0.69 0.43 1.6 NC 0.09 gb:AK017981.1 /DB_XREF=gi:12857495 /FEA=mRNA /CNT=1 /TID=Mm.159662.1 /TIER=ConsEnd /STK=0 /UG=Mm.159662 /LL=76050 /UG_GENE=583044
MOE430_2_1433827_at 2.1 5.9 A A 0.69 0.33 1.6 NC 0.36 gb:AW610650 /DB_XREF=gi:7315466 /DB_XREF=up35d10.x1 /CLONE=IMAGE:2698963 /FEA=EST /CNT=69 /TID=Mm.200366.1 /TIER=Stack /STK=58 /UG
MOE430_2_1433888_at 3.7 14.8 A A 0.39 0.09 1.6 NC 0.2 gb:AV343478 /DB_XREF=gi:16397000 /DB_XREF=AV343478 /CLONE=6430537M22 /FEA=EST /CNT=66 /TID=Mm.20441.2 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1433892_at 28.8 89.7 P P 0.001221 0.000244 1.6 I 0.00002 gb:BM208112 /DB_XREF=gi:17764201 /DB_XREF=C0622F04-3 /CLONE=C0622F04 /FEA=EST /CNT=75 /TID=Mm.24250.2 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1433968_a_ 32.9 86.6 P P 0.00293 0.000244 1.6 I 0.00002 gb:BQ174710 /DB_XREF=gi:20350202 /DB_XREF=UI-M-DJ2-bwb-c-14-0-UI.s1 /CLONE=UI-M-DJ2-bwb-c-14-0-UI /FEA=EST /CNT=50 /TID=Mm.28686
MOE430_2_1434110_x_ 11.4 54.3 A P 0.17 0.03 1.6 NC 0.75 gb:BF322785 /DB_XREF=gi:11272246 /DB_XREF=maa33e10.x1 /CLONE=IMAGE:3812850 /FEA=EST /CNT=51 /TID=Mm.196051.2 /TIER=Stack /STK=42 /U
MOE430_2_1434259_at 1.8 7 A A 0.75 0.56 1.6 NC 0.34 gb:AV267027 /DB_XREF=gi:16389523 /DB_XREF=AV267027 /CLONE=4930522J09 /FEA=EST /CNT=48 /TID=Mm.46781.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434413_at 1264.6 3642.2 P P 0.000244 0.000244 1.6 I 0.00002 gb:BG092677 /DB_XREF=gi:12575240 /DB_XREF=mac15d01.x1 /CLONE=IMAGE:3999792 /FEA=EST /CNT=56 /TID=Mm.45770.1 /TIER=Stack /STK=33 /U
MOE430_2_1434695_at 24.6 87.1 P P 0.01 0.00293 1.6 I 0.000101 gb:AV270035 /DB_XREF=gi:16389826 /DB_XREF=AV270035 /CLONE=4930546N03 /FEA=EST /CNT=58 /TID=Mm.189102.2 /TIER=Stack /STK=26 /UG=M
MOE430_2_1435599_at 2.4 8.1 A A 0.66 0.44 1.6 NC 0.08 gb:AV174401 /DB_XREF=gi:15404719 /DB_XREF=AV174401 /CLONE=5730409P07 /FEA=EST /CNT=17 /TID=Mm.54005.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1436074_at 4 19.7 A A 0.43 0.06 1.6 NC 0.19 gb:AW495632 /DB_XREF=gi:7065913 /DB_XREF=UI-M-BH3-avc-f-10-0-UI.s1 /CLONE=UI-M-BH3-avc-f-10-0-UI /FEA=EST /CNT=16 /TID=Mm.86375.1 
MOE430_2_1436271_at 2.6 6 A A 0.69 0.24 1.6 NC 0.008511 gb:BE687174 /DB_XREF=gi:10074798 /DB_XREF=uv99h10.x1 /CLONE=IMAGE:3415363 /FEA=EST /CNT=15 /TID=Mm.32407.1 /TIER=Stack /STK=10 /UG
MOE430_2_1436370_at 2.5 9.7 A A 0.3 0.19 1.6 NC 0.5 gb:AI893437 /DB_XREF=gi:5599339 /DB_XREF=mf09c10.x1 /CLONE=IMAGE:404562 /FEA=EST /CNT=14 /TID=Mm.25283.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436469_at 5 15.5 M P 0.05 0.008057 1.6 NC 0.002753 gb:BB022341 /DB_XREF=gi:16257754 /DB_XREF=BB022341 /CLONE=5330410K07 /FEA=EST /CNT=9 /TID=Mm.183524.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436493_at 6.7 25.8 A A 0.36 0.12 1.6 NC 0.04 gb:BM936011 /DB_XREF=gi:19395163 /DB_XREF=UI-M-BZ1-bds-e-02-0-UI.r1 /CLONE=UI-M-BZ1-bds-e-02-0-UI /FEA=EST /CNT=9 /TID=Mm.74409.1 
MOE430_2_1436530_at 16.2 64 A A 0.43 0.27 1.6 NC 0.002753 gb:AA666504 /DB_XREF=gi:2625205 /DB_XREF=vm48f01.r1 /CLONE=IMAGE:1001497 /FEA=EST /CNT=16 /TID=Mm.24097.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436786_at 6.4 21.7 A M 0.33 0.05 1.6 NC 0.09 gb:AV024133 /DB_XREF=gi:4801125 /DB_XREF=AV024133 /CLONE=1200001A08 /FEA=EST /CNT=57 /TID=Mm.46347.1 /TIER=Stack /STK=54 /UG=Mm.4
MOE430_2_1436904_at 4.9 14.6 A P 0.53 0.04 1.6 NC 0.04 gb:BB667559 /DB_XREF=gi:16399008 /DB_XREF=BB667559 /CLONE=C730025H15 /FEA=EST /CNT=37 /TID=Mm.132461.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1437186_at 7 52.8 P P 0.01 0.000732 1.6 I 0.000241 gb:AV132065 /DB_XREF=gi:16382635 /DB_XREF=AV132065 /CLONE=2700087I24 /FEA=EST /CNT=25 /TID=Mm.28152.3 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1437187_at 57.7 180 P P 0.005859 0.001221 1.6 I 0.00002 gb:BG069355 /DB_XREF=gi:12552012 /DB_XREF=H3076D11-3 /CLONE=H3076D11 /FEA=EST /CNT=29 /TID=Mm.11747.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437251_at 81.1 257.4 P P 0.008057 0.000732 1.6 I 0.00002 gb:AV120209 /DB_XREF=gi:16382404 /DB_XREF=AV120209 /CLONE=2610311M19 /FEA=EST /CNT=80 /TID=Mm.33831.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437396_at 188.2 626.2 P P 0.001221 0.000732 1.6 I 0.00002 gb:BB230757 /DB_XREF=gi:16354403 /DB_XREF=BB230757 /CLONE=A630029B16 /FEA=EST /CNT=36 /TID=Mm.169929.2 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437444_at 17.2 86.3 P P 0.001953 0.000244 1.6 I 0.000035 gb:BB479976 /DB_XREF=gi:16440634 /DB_XREF=BB479976 /CLONE=D330042F05 /FEA=EST /CNT=18 /TID=Mm.127344.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437567_at 4.8 18.7 A P 0.33 0.01 1.6 I 0.000618 gb:BB772341 /DB_XREF=gi:16214032 /DB_XREF=BB772341 /CLONE=G370141K18 /FEA=EST /CNT=19 /TID=Mm.33610.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437878_s_ 6.6 22.9 A P 0.27 0.02 1.6 NC 0.004073 gb:BB711506 /DB_XREF=gi:16064675 /DB_XREF=BB711506 /CLONE=B020024M07 /FEA=EST /CNT=26 /TID=Mm.26219.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438080_at 4.3 11.8 A P 0.55 0.01 1.6 NC 0.01 gb:AI327383 /DB_XREF=gi:4061812 /DB_XREF=mp96c10.x1 /CLONE=IMAGE:577074 /FEA=EST /CNT=16 /TID=Mm.28494.4 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438388_at 0.2 1.1 A A 0.82 0.66 1.6 NC 0.08 gb:BB078029 /DB_XREF=gi:8643089 /DB_XREF=BB078029 /CLONE=9330151B21 /FEA=EST /CNT=11 /TID=Mm.93969.1 /TIER=Stack /STK=11 /UG=Mm.9
MOE430_2_1438437_a_ 1.2 8.4 A A 0.75 0.3 1.6 NC 0.28 gb:AV205521 /DB_XREF=gi:6146374 /DB_XREF=AV205521 /CLONE=1700080I02 /FEA=EST /CNT=16 /TID=Mm.17353.4 /TIER=Stack /STK=10 /UG=Mm.1
MOE430_2_1438457_at 0.6 4.9 A A 0.85 0.43 1.6 NC 0.29 gb:BE980110 /DB_XREF=gi:10647737 /DB_XREF=UI-M-CG0-bcs-f-11-0-UI.s1 /CLONE=UI-M-CG0-bcs-f-11-0-UI /FEA=EST /CNT=14 /TID=Mm.44232.2
MOE430_2_1438648_x_ 6.7 19.7 A A 0.53 0.27 1.6 NC 0.16 gb:AV069898 /DB_XREF=gi:5189726 /DB_XREF=AV069898 /CLONE=2010313H18 /FEA=EST /CNT=10 /TID=Mm.46387.1 /TIER=Stack /STK=10 /UG=Mm.4
MOE430_2_1438662_at 4.3 10.8 A A 0.24 0.09 1.6 NC 0.03 gb:AW123234 /DB_XREF=gi:6098729 /DB_XREF=UI-M-BH2.1-apd-g-10-0-UI.s1 /CLONE=UI-M-BH2.1-apd-g-10-0-UI /FEA=EST /CNT=143 /TID=Mm.685
MOE430_2_1439140_at 1.2 2.9 A A 0.85 0.6 1.6 NC 0.03 gb:BF584071 /DB_XREF=gi:11657789 /DB_XREF=602097634F1 /CLONE=IMAGE:4217433 /FEA=EST /CNT=11 /TID=Mm.86807.1 /TIER=Stack /STK=8 /UG
MOE430_2_1439190_at 0.4 6.1 A A 0.91 0.33 1.6 NC 0.23 gb:AW537651 /DB_XREF=gi:7180068 /DB_XREF=G0119A02-3 /CLONE=G0119A02 /FEA=EST /CNT=13 /TID=Mm.87242.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1439251_at 245.7 742.5 P P 0.000244 0.000244 1.6 I 0.00002 gb:BI133445 /DB_XREF=gi:14583693 /DB_XREF=UI-M-BH3-brx-b-05-0-UI.s1 /CLONE=UI-M-BH3-brx-b-05-0-UI /FEA=EST /CNT=9 /TID=Mm.3054.2 /T
MOE430_2_1439334_at 0.2 0.6 A A 0.86 0.9 1.6 NC 0.5 gb:BB294794 /DB_XREF=gi:16401763 /DB_XREF=BB294794 /CLONE=B130030L17 /FEA=EST /CNT=8 /TID=Mm.121679.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439339_at 2.5 9.6 A A 0.39 0.3 1.6 NC 0.5 gb:BB234580 /DB_XREF=gi:16354690 /DB_XREF=BB234580 /CLONE=A630050C01 /FEA=EST /CNT=8 /TID=Mm.123968.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439685_at 0.9 4.7 A A 0.8 0.8 1.6 NC 0.5 gb:BB521792 /DB_XREF=gi:16443567 /DB_XREF=BB521792 /CLONE=D930003H11 /FEA=EST /CNT=7 /TID=Mm.131397.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439787_at 1.2 5.3 A A 0.66 0.36 1.6 NC 0.31 gb:BM124050 /DB_XREF=gi:17107818 /DB_XREF=L0534E10-3 /CLONE=L0534E10 /FEA=EST /CNT=21 /TID=Mm.31661.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439872_at 1.4 2.5 A A 0.9 0.53 1.6 NC 0.31 gb:BQ175171 /DB_XREF=gi:20350663 /DB_XREF=UI-M-DJ2-bwd-b-20-0-UI.s1 /CLONE=UI-M-DJ2-bwd-b-20-0-UI /FEA=EST /CNT=8 /TID=Mm.39285.1
MOE430_2_1440032_at 1 4.8 A A 0.78 0.53 1.6 NC 0.28 gb:BG066969 /DB_XREF=gi:12549538 /DB_XREF=H3049B01-3 /CLONE=H3049B01 /FEA=EST /CNT=6 /TID=Mm.132845.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440400_at 3 13.6 A A 0.43 0.46 1.6 NC 0.42 gb:BB337926 /DB_XREF=gi:16404299 /DB_XREF=BB337926 /CLONE=B930010I20 /FEA=EST /CNT=6 /TID=Mm.153617.1 /TIER=ConsEnd /STK=5 /UG=M



MOE430_2_1440499_at 1.5 6.8 A A 0.75 0.39 1.6 NC 0.26 gb:BG065726 /DB_XREF=gi:12548289 /DB_XREF=H3034E07-3 /CLONE=H3034E07 /FEA=EST /CNT=6 /TID=Mm.5522.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440570_at 0.6 2.2 A A 0.46 0.39 1.6 NC 0.49 gb:BB309408 /DB_XREF=gi:16402507 /DB_XREF=BB309408 /CLONE=B230310I20 /FEA=EST /CNT=5 /TID=Mm.209705.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440628_at 1.3 6.1 A A 0.66 0.43 1.6 NC 0.5 gb:BB309880 /DB_XREF=gi:16402571 /DB_XREF=BB309880 /CLONE=B230312N01 /FEA=EST /CNT=5 /TID=Mm.131971.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440757_at 5.3 14.7 A P 0.26 0.02 1.6 NC 0.14 gb:BB750206 /DB_XREF=gi:16154442 /DB_XREF=BB750206 /CLONE=G130002G10 /FEA=EST /CNT=5 /TID=Mm.102276.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440809_at 0.9 3.2 A A 0.87 0.6 1.6 NC 0.11 gb:BB530868 /DB_XREF=gi:9582797 /DB_XREF=BB530868 /CLONE=E030012D10 /FEA=EST /CNT=5 /TID=Mm.138142.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441031_at 1.4 4.2 A A 0.6 0.6 1.6 NC 0.25 gb:BB399906 /DB_XREF=gi:15411758 /DB_XREF=BB399906 /CLONE=C330016E12 /FEA=EST /CNT=6 /TID=Mm.132401.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441042_at 1.7 4.6 A A 0.74 0.72 1.6 NC 0.13 gb:BE688115 /DB_XREF=gi:10075739 /DB_XREF=uw42g07.x1 /CLONE=IMAGE:3419388 /FEA=EST /CNT=6 /TID=Mm.139120.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441066_at 0.3 0.9 A A 0.98 0.88 1.6 NC 0.2 gb:AW122064 /DB_XREF=gi:6097471 /DB_XREF=UI-M-BH2.2-aoo-e-05-0-UI.s1 /CLONE=UI-M-BH2.2-aoo-e-05-0-UI /FEA=EST /CNT=6 /TID=Mm.8262
MOE430_2_1441076_at 0.9 5.4 A A 0.36 0.11 1.6 NC 0.72 gb:BM939297 /DB_XREF=gi:19398449 /DB_XREF=UI-M-BZ1-bkn-c-05-0-UI.r1 /CLONE=UI-M-BZ1-bkn-c-05-0-UI /FEA=EST /CNT=6 /TID=Mm.217122.
MOE430_2_1441161_at 7.3 20 P P 0.01 0.000732 1.6 I 0.001486 gb:BB307791 /DB_XREF=gi:16402334 /DB_XREF=BB307791 /CLONE=B230216G23 /FEA=EST /CNT=5 /TID=Mm.39649.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441299_at 0.4 1.2 A A 0.66 0.75 1.6 NC 0.46 gb:BB832988 /DB_XREF=gi:17011231 /DB_XREF=BB832988 /CLONE=G930024J11 /FEA=EST /CNT=5 /TID=Mm.214075.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441416_at 2.1 5.9 A A 0.56 0.12 1.6 NC 0.04 gb:BQ176731 /DB_XREF=gi:20352223 /DB_XREF=UI-M-DJ2-bvz-f-03-0-UI.s1 /CLONE=UI-M-DJ2-bvz-f-03-0-UI /FEA=EST /CNT=4 /TID=Mm.145514.1
MOE430_2_1441451_at 0.3 1.9 A A 0.86 0.56 1.6 NC 0.42 gb:BB435225 /DB_XREF=gi:16424361 /DB_XREF=BB435225 /CLONE=C820012K02 /FEA=EST /CNT=4 /TID=Mm.129149.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441499_at 3 10.4 A A 0.36 0.12 1.6 NC 0.06 gb:BB182155 /DB_XREF=gi:16270120 /DB_XREF=BB182155 /CLONE=A230096K23 /FEA=EST /CNT=4 /TID=Mm.121569.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441647_at 23.2 61.8 A P 0.17 0.01 1.6 I 0.00002 gb:BB307427 /DB_XREF=gi:16402298 /DB_XREF=BB307427 /CLONE=B230214I08 /FEA=EST /CNT=4 /TID=Mm.146840.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441671_at 0.9 1.8 A A 0.53 0.42 1.6 NC 0.31 gb:BM221185 /DB_XREF=gi:17781483 /DB_XREF=K0101A09-3 /CLONE=K0101A09 /FEA=EST /CNT=4 /TID=Mm.172349.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441972_at 39.2 92.7 P P 0.000244 0.000244 1.6 I 0.000114 gb:BE949277 /DB_XREF=gi:10527036 /DB_XREF=UI-M-BH3-avf-b-04-0-UI.s1 /CLONE=UI-M-BH3-avf-b-04-0-UI /FEA=EST /CNT=13 /TID=Mm.63488.1
MOE430_2_1442244_at 2.8 7.1 A A 0.63 0.06 1.6 NC 0.03 gb:BB273436 /DB_XREF=gi:16400758 /DB_XREF=BB273436 /CLONE=A830083H19 /FEA=EST /CNT=5 /TID=Mm.215698.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442276_at 12.7 37.9 A P 0.11 0.000732 1.6 NC 0.003355 gb:AV365231 /DB_XREF=gi:16397634 /DB_XREF=AV365231 /CLONE=8430406K08 /FEA=EST /CNT=5 /TID=Mm.213340.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442380_at 2.7 14 A A 0.3 0.09 1.6 NC 0.01 gb:BB242346 /DB_XREF=gi:16355201 /DB_XREF=BB242346 /CLONE=A630091H24 /FEA=EST /CNT=5 /TID=Mm.123925.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442388_at 2.2 4.9 A A 0.82 0.66 1.6 NC 0.35 gb:BB175099 /DB_XREF=gi:16269649 /DB_XREF=BB175099 /CLONE=A230055D09 /FEA=EST /CNT=5 /TID=Mm.156821.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442406_at 5.5 26.2 A A 0.46 0.3 1.6 NC 0.16 gb:BE852666 /DB_XREF=gi:10311005 /DB_XREF=uw26f03.x1 /CLONE=IMAGE:3417821 /FEA=EST /CNT=5 /TID=Mm.140002.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442504_at 1.5 5.5 A A 0.72 0.36 1.6 NC 0.16 gb:BG076175 /DB_XREF=gi:12558744 /DB_XREF=H3156E03-3 /CLONE=H3156E03 /FEA=EST /CNT=4 /TID=Mm.216074.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442624_at 4.3 12.8 A A 0.5 0.11 1.6 NC 0.05 gb:BB723881 /DB_XREF=gi:16107156 /DB_XREF=BB723881 /CLONE=C920021O05 /FEA=EST /CNT=4 /TID=Mm.211743.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443092_at 2.8 6.6 A A 0.53 0.29 1.6 NC 0.1 gb:BB390252 /DB_XREF=gi:16408803 /DB_XREF=BB390252 /CLONE=C230067P07 /FEA=EST /CNT=3 /TID=Mm.215882.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443150_at 5.4 17 M P 0.05 0.03 1.6 NC 0.23 gb:BB500101 /DB_XREF=gi:16442266 /DB_XREF=BB500101 /CLONE=D630024M22 /FEA=EST /CNT=3 /TID=Mm.169577.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443224_at 0.6 1.4 A A 0.66 0.63 1.6 NC 0.58 gb:BB179095 /DB_XREF=gi:16269927 /DB_XREF=BB179095 /CLONE=A230077H09 /FEA=EST /CNT=3 /TID=Mm.202474.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443264_at 1.8 7.9 A A 0.5 0.14 1.6 NC 0.11 gb:AV241486 /DB_XREF=gi:15405194 /DB_XREF=AV241486 /CLONE=4732448M19 /FEA=EST /CNT=3 /TID=Mm.89619.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443368_at 1.6 7.7 A A 0.6 0.33 1.6 NC 0.07 gb:AV260036 /DB_XREF=gi:16388675 /DB_XREF=AV260036 /CLONE=4930408G08 /FEA=EST /CNT=3 /TID=Mm.188065.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443417_at 1 4.2 A A 0.9 0.56 1.6 NC 0.22 gb:BG067683 /DB_XREF=gi:12550252 /DB_XREF=H3057A09-3 /CLONE=H3057A09 /FEA=EST /CNT=3 /TID=Mm.25467.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443580_at 0.3 0.9 A A 0.98 0.84 1.6 NC 0.69 gb:BM220784 /DB_XREF=gi:17780994 /DB_XREF=C0945F03-3 /CLONE=C0945F03 /FEA=EST /CNT=3 /TID=Mm.124353.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443681_at 8.7 28.7 A A 0.43 0.09 1.6 NC 0.02 gb:AW494283 /DB_XREF=gi:7064564 /DB_XREF=UI-M-BH3-auk-f-08-0-UI.s1 /CLONE=UI-M-BH3-auk-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.189222.1 
MOE430_2_1443693_at 1.7 6.4 A A 0.46 0.14 1.6 NC 0.02 gb:BG068223 /DB_XREF=gi:12550792 /DB_XREF=H3063A12-3 /CLONE=H3063A12 /FEA=EST /CNT=3 /TID=Mm.173520.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443729_at 0.7 6.8 A A 0.56 0.21 1.6 NC 0.17 gb:BI466419 /DB_XREF=gi:15279297 /DB_XREF=ie26c08.x1 /FEA=EST /CNT=3 /TID=Mm.202218.1 /TIER=ConsEnd /STK=3 /UG=Mm.202218 /UG_TITLE=E
MOE430_2_1444025_at 2.4 5 A A 0.88 0.5 1.6 NC 0.16 gb:BB395066 /DB_XREF=gi:9214462 /DB_XREF=BB395066 /CLONE=C230090I01 /FEA=EST /CNT=6 /TID=Mm.209030.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444062_at 4.4 13 A A 0.6 0.5 1.6 NC 0.46 gb:AI428930 /DB_XREF=gi:4274856 /DB_XREF=mp54h10.x1 /CLONE=IMAGE:573091 /FEA=EST /CNT=8 /TID=Mm.23499.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444513_at 3.4 11.7 A A 0.72 0.27 1.6 NC 0.02 gb:AI854548 /DB_XREF=gi:5498454 /DB_XREF=UI-M-BH0-ajj-f-07-0-UI.s1 /CLONE=UI-M-BH0-ajj-f-07-0-UI /FEA=EST /CNT=4 /TID=Mm.101219.1 /TIE
MOE430_2_1444583_at 8.2 31.7 A P 0.24 0.04 1.6 I 0.001201 gb:AW741754 /DB_XREF=gi:7653535 /DB_XREF=ur59g04.x1 /CLONE=IMAGE:3154614 /FEA=EST /CNT=4 /TID=Mm.148904.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444595_at 3.8 9.3 A A 0.39 0.09 1.6 NC 0.01 gb:BF148767 /DB_XREF=gi:11030162 /DB_XREF=uy34h02.x1 /CLONE=IMAGE:3661491 /FEA=EST /CNT=4 /TID=Mm.148828.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444792_at 1.5 4.6 A A 0.69 0.59 1.6 NC 0.74 gb:BG066769 /DB_XREF=gi:12549338 /DB_XREF=H3046G02-3 /CLONE=H3046G02 /FEA=EST /CNT=3 /TID=Mm.172831.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444865_at 0.9 2.3 A A 0.87 0.55 1.6 NC 0.008511 gb:AW546705 /DB_XREF=gi:7192115 /DB_XREF=L0011H07-3 /CLONE=L0011H07 /FEA=EST /CNT=3 /TID=Mm.172047.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444868_at 2.7 14 A A 0.39 0.09 1.6 NC 0.3 gb:BG070518 /DB_XREF=gi:12553087 /DB_XREF=H3088C01-3 /CLONE=H3088C01 /FEA=EST /CNT=3 /TID=Mm.173261.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444879_at 3 7.2 A A 0.66 0.3 1.6 NC 0.08 gb:BG068164 /DB_XREF=gi:12550733 /DB_XREF=H3062D11-3 /CLONE=H3062D11 /FEA=EST /CNT=3 /TID=Mm.173506.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444995_at 5.7 15.5 A A 0.53 0.14 1.6 NC 0.006503 gb:BB199276 /DB_XREF=gi:16271288 /DB_XREF=BB199276 /CLONE=A430013M11 /FEA=EST /CNT=3 /TID=Mm.210114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445061_at 0.5 0.9 A A 0.8 0.77 1.6 NC 0.25 gb:BM941356 /DB_XREF=gi:19400508 /DB_XREF=UI-M-BZ1-blj-e-06-0-UI.r1 /CLONE=UI-M-BZ1-blj-e-06-0-UI /FEA=EST /CNT=3 /TID=Mm.155985.1 /
MOE430_2_1445081_at 2.4 7 A P 0.69 0.008057 1.6 NC 0.03 gb:BB335888 /DB_XREF=gi:15411591 /DB_XREF=BB335888 /CLONE=B830043N23 /FEA=EST /CNT=3 /TID=Mm.204836.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445091_at 11.3 33.6 A P 0.3 0.03 1.6 I 0.001832 gb:BB476677 /DB_XREF=gi:16440194 /DB_XREF=BB476677 /CLONE=D330020L22 /FEA=EST /CNT=3 /TID=Mm.211154.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445101_at 0.3 1.1 A A 0.91 0.62 1.6 NC 0.19 gb:BB090990 /DB_XREF=gi:16261056 /DB_XREF=BB090990 /CLONE=9430028I20 /FEA=EST /CNT=3 /TID=Mm.207272.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445133_at 0.4 0.7 A A 0.66 0.62 1.6 NC 0.42 gb:C81425 /DB_XREF=gi:2521755 /DB_XREF=C81425 /CLONE=J0099A08 /FEA=EST /CNT=3 /TID=Mm.172892.1 /TIER=ConsEnd /STK=2 /UG=Mm.17289
MOE430_2_1445179_at 0.5 4.6 A A 0.8 0.43 1.6 NC 0.5 gb:AU021764 /DB_XREF=gi:3386723 /DB_XREF=AU021764 /CLONE=J0401F10 /FEA=EST /CNT=3 /TID=Mm.155219.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445268_at 104.6 317.5 P P 0.000244 0.000244 1.6 I 0.00002 gb:AW550459 /DB_XREF=gi:7195887 /DB_XREF=L0064H09-3 /CLONE=L0064H09 /FEA=EST /CNT=3 /TID=Mm.102927.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445294_at 0.3 2.8 A A 0.77 0.55 1.6 NC 0.13 gb:BB748693 /DB_XREF=gi:16152929 /DB_XREF=BB748693 /CLONE=G030001J07 /FEA=EST /CNT=3 /TID=Mm.145189.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445314_at 1.7 9.6 A A 0.6 0.24 1.6 NC 0.06 gb:AV339368 /DB_XREF=gi:16396753 /DB_XREF=AV339368 /CLONE=6430505L09 /FEA=EST /CNT=3 /TID=Mm.193633.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445447_at 1.1 3.3 A A 0.74 0.43 1.6 NC 0.46 gb:BG066573 /DB_XREF=gi:12549230 /DB_XREF=H3045E07-3 /CLONE=H3045E07 /FEA=EST /CNT=3 /TID=Mm.172805.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445552_at 0.5 4 A A 0.53 0.6 1.6 NC 0.76 gb:BI076539 /DB_XREF=gi:14515196 /DB_XREF=C0156D07-3 /CLONE=C0156D07 /FEA=EST /CNT=3 /TID=Mm.197222.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445609_at 1.8 2.8 A A 0.56 0.27 1.6 NC 0.02 gb:BE979533 /DB_XREF=gi:10646532 /DB_XREF=UI-M-BG2-bby-b-12-0-UI.s1 /CLONE=UI-M-BG2-bby-b-12-0-UI /FEA=EST /CNT=3 /TID=Mm.151090.
MOE430_2_1445775_at 0.6 3.2 A A 0.96 0.66 1.6 NC 0.14 gb:BG074834 /DB_XREF=gi:12557403 /DB_XREF=H3139H11-3 /CLONE=H3139H11 /FEA=EST /CNT=3 /TID=Mm.103100.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445796_at 9.3 34 A A 0.27 0.08 1.6 NC 0.5 gb:BG069405 /DB_XREF=gi:12552062 /DB_XREF=H3077A02-3 /CLONE=H3077A02 /FEA=EST /CNT=3 /TID=Mm.173411.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445829_at 3.6 3.7 A A 0.69 0.8 1.6 NC 0.5 gb:BB196262 /DB_XREF=gi:16270996 /DB_XREF=BB196262 /CLONE=A330093I21 /FEA=EST /CNT=3 /TID=Mm.193606.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445838_at 0.3 1.7 A A 0.96 0.82 1.6 NC 0.26 gb:AV016279 /DB_XREF=gi:16356303 /DB_XREF=AV016279 /CLONE=1110064I13 /FEA=EST /CNT=3 /TID=Mm.208140.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446025_at 1.9 2.9 A A 0.75 0.85 1.6 NC 0.44 gb:BG075309 /DB_XREF=gi:12557878 /DB_XREF=H3145G05-3 /CLONE=H3145G05 /FEA=EST /CNT=2 /TID=Mm.182787.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446069_at 0.8 2.3 A A 0.94 0.69 1.6 NC 0.5 gb:BB667786 /DB_XREF=gi:16399235 /DB_XREF=BB667786 /CLONE=C730040N13 /FEA=EST /CNT=2 /TID=Mm.208537.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446153_at 1.5 8.6 A A 0.39 0.11 1.6 NC 0.5 gb:BB535836 /DB_XREF=gi:16446594 /DB_XREF=BB535836 /CLONE=E030046C22 /FEA=EST /CNT=2 /TID=Mm.209854.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446186_at 0.1 0.6 A A 0.93 0.86 1.6 NC 0.35 gb:BB317801 /DB_XREF=gi:16403169 /DB_XREF=BB317801 /CLONE=B230371M02 /FEA=EST /CNT=2 /TID=Mm.213310.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446387_at 4.6 12.7 A A 0.53 0.11 1.6 NC 0.03 gb:AW545977 /DB_XREF=gi:7191444 /DB_XREF=L0002F06-3 /CLONE=L0002F06 /FEA=EST /CNT=2 /TID=Mm.218671.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446414_at 0.2 0.5 A A 0.82 0.97 1.6 NC 0.5 gb:BB050456 /DB_XREF=gi:15404028 /DB_XREF=BB050456 /CLONE=6720406O06 /FEA=EST /CNT=2 /TID=Mm.114082.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446629_at 1.7 5.7 A A 0.53 0.46 1.6 NC 0.64 gb:BG067323 /DB_XREF=gi:12549892 /DB_XREF=H3053B04-3 /CLONE=H3053B04 /FEA=EST /CNT=2 /TID=Mm.173007.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446668_at 0.8 4.1 A A 0.75 0.66 1.6 NC 0.65 gb:BB459780 /DB_XREF=gi:16426458 /DB_XREF=BB459780 /CLONE=D130063J21 /FEA=EST /CNT=2 /TID=Mm.209289.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446731_at 3.7 18.1 A P 0.19 0.03 1.6 NC 0.1 gb:BB246786 /DB_XREF=gi:16355505 /DB_XREF=BB246786 /CLONE=A730016A17 /FEA=EST /CNT=2 /TID=Mm.215649.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446877_at 1 3.1 A A 0.75 0.75 1.6 NC 0.5 gb:BB381622 /DB_XREF=gi:16408012 /DB_XREF=BB381622 /CLONE=C230014O12 /FEA=EST /CNT=2 /TID=Mm.125817.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446898_at 0.9 6.3 A A 0.95 0.87 1.6 NC 0.23 gb:BB155050 /DB_XREF=gi:16268226 /DB_XREF=BB155050 /CLONE=A130023G15 /FEA=EST /CNT=2 /TID=Mm.207508.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446926_at 2.3 8.8 A A 0.6 0.3 1.6 NC 0.1 gb:AU040917 /DB_XREF=gi:3954741 /DB_XREF=AU040917 /CLONE=J0820F09 /FEA=EST /CNT=2 /TID=Mm.173881.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446930_at 0.5 3.3 A A 0.8 0.6 1.6 NC 0.03 gb:BI180598 /DB_XREF=gi:14646409 /DB_XREF=LRH16C4 /FEA=EST /CNT=2 /TID=Mm.127881.1 /TIER=ConsEnd /STK=2 /UG=Mm.127881 /UG_TITLE=E
MOE430_2_1446950_at 11.6 36.2 P P 0.01 0.001953 1.6 I 0.000865 gb:BM124834 /DB_XREF=gi:17108602 /DB_XREF=L0545H06-3 /CLONE=L0545H06 /FEA=EST /CNT=2 /TID=Mm.215498.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447166_at 0.2 0.3 A A 0.98 0.62 1.6 NC 0.003041 gb:AI891479 /DB_XREF=gi:5597381 /DB_XREF=ul59a10.x1 /CLONE=IMAGE:2123322 /FEA=EST /CNT=2 /TID=Mm.212584.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447345_at 0.4 4 A A 0.78 0.46 1.6 NC 0.3 gb:AI482400 /DB_XREF=gi:4375626 /DB_XREF=vg67e06.x1 /CLONE=IMAGE:871042 /FEA=EST /CNT=2 /TID=Mm.134918.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447364_x_ 20.9 96.9 P P 0.01 0.001953 1.6 I 0.000966 gb:AA406997 /DB_XREF=gi:2066918 /DB_XREF=EST02003 /CLONE=C0016E06 /FEA=EST /CNT=2 /TID=Mm.200345.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447366_at 0.6 3.7 A A 0.98 0.69 1.6 NC 0.13 gb:BF319510 /DB_XREF=gi:11268262 /DB_XREF=uy60a06.x1 /CLONE=IMAGE:3663922 /FEA=EST /CNT=2 /TID=Mm.82715.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447461_at 2.1 7.1 A A 0.69 0.14 1.6 NC 0.06 gb:AI448779 /DB_XREF=gi:4285366 /DB_XREF=ms34a11.x1 /CLONE=IMAGE:608828 /FEA=EST /CNT=2 /TID=Mm.35342.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448395_at 229.6 702.8 P P 0.000244 0.000244 1.6 I 0.00002 gb:NM_013834.1 /DB_XREF=gi:7305480 /GEN=Sfrp1 /FEA=FLmRNA /CNT=135 /TID=Mm.3171.1 /TIER=FL+Stack /STK=79 /UG=Mm.3171 /LL=20377 /DEF
MOE430_2_1448665_at 3.9 14.3 A P 0.27 0.00293 1.6 I 0.000865 gb:NM_007868.1 /DB_XREF=gi:6681202 /GEN=Dmd /FEA=FLmRNA /CNT=84 /TID=Mm.742.1 /TIER=FL+Stack /STK=49 /UG=Mm.742 /LL=13405 /DEF=Mu
MOE430_2_1448899_s_ 39.1 107.3 P P 0.000244 0.000244 1.6 I 0.000346 gb:BC003738.1 /DB_XREF=gi:13277659 /FEA=FLmRNA /CNT=64 /TID=Mm.8156.1 /TIER=FL+Stack /STK=33 /UG=Mm.8156 /LL=19362 /UG_GENE=Rad51
MOE430_2_1448962_at 3.5 11.8 A A 0.43 0.27 1.6 NC 0.64 gb:BC026142.1 /DB_XREF=gi:20070690 /FEA=FLmRNA /CNT=103 /TID=Mm.3153.1 /TIER=FL+Stack /STK=29 /UG=Mm.3153 /LL=17880 /UG_GENE=Myh1
MOE430_2_1449145_a_ 196.6 660.3 P P 0.000244 0.000244 1.6 I 0.00002 gb:AB029929.1 /DB_XREF=gi:6705976 /FEA=FLmRNA /CNT=60 /TID=Mm.28278.1 /TIER=FL+Stack /STK=21 /UG=Mm.28278 /LL=12389 /UG_GENE=Cav /
MOE430_2_1449185_at 3.3 11.9 A A 0.46 0.17 1.6 NC 0.14 gb:NM_007770.1 /DB_XREF=gi:6681028 /GEN=Crx /FEA=FLmRNA /CNT=69 /TID=Mm.8008.1 /TIER=FL /STK=7 /UG=Mm.8008 /LL=12951 /DEF=Mus mus
MOE430_2_1449206_at 2.3 4.1 A A 0.85 0.63 1.6 NC 0.4 gb:NM_008596.1 /DB_XREF=gi:6678873 /GEN=Mg29 /FEA=FLmRNA /CNT=45 /TID=Mm.20942.1 /TIER=FL+Stack /STK=19 /UG=Mm.20942 /LL=17306 /DE
MOE430_2_1449685_s_ 4.4 24.3 A P 0.27 0.01 1.6 NC 0.07 gb:C80494 /DB_XREF=gi:2520824 /DB_XREF=C80494 /CLONE=J0083A07 /FEA=EST /CNT=1 /TID=Mm.197960.1 /TIER=ConsEnd /STK=1 /UG=Mm.19796
MOE430_2_1449708_s_ 11.8 39 A A 0.56 0.36 1.6 NC 0.004481 gb:C85740 /DB_XREF=gi:2917697 /DB_XREF=C85740 /CLONE=J0213H11 /FEA=EST /CNT=1 /TID=Mm.197875.1 /TIER=ConsEnd /STK=1 /UG=Mm.19787
MOE430_2_1449786_at 2.6 7.3 A A 0.43 0.24 1.6 NC 0.5 gb:BB204543 /DB_XREF=gi:8869496 /DB_XREF=BB204543 /CLONE=A430058H10 /FEA=EST /CNT=1 /TID=Mm.215042.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449819_at 0.3 3.5 A A 0.68 0.43 1.6 NC 0.46 gb:D58419.1 /DB_XREF=gi:961475 /GEN=MmLim15 /FEA=FLmRNA /CNT=13 /TID=Mm.2524.1 /TIER=FL /STK=4 /UG=Mm.2524 /LL=13404 /DEF=Mouse m
MOE430_2_1450167_at 4.2 8.9 A A 0.69 0.36 1.6 NC 0.16 gb:NM_021411.1 /DB_XREF=gi:10946769 /GEN=Rab37 /FEA=FLmRNA /CNT=14 /TID=Mm.143789.1 /TIER=FL /STK=2 /UG=Mm.143789 /LL=58222 /DEF=M
MOE430_2_1450353_at 0.9 4.3 A A 0.99 0.72 1.6 NC 0.09 gb:NM_021376.1 /DB_XREF=gi:10946711 /GEN=Pmp47 /FEA=FLmRNA /CNT=2 /TID=Mm.103779.1 /TIER=FL /STK=2 /UG=Mm.103779 /LL=58177 /DEF=M
MOE430_2_1450481_at 4.4 9.3 A A 0.43 0.06 1.6 NC 0.02 gb:L35261.1 /DB_XREF=gi:529726 /GEN=A-myb /FEA=FLmRNA /CNT=14 /TID=Mm.479.1 /TIER=FL /STK=1 /UG=Mm.479 /LL=17864 /DEF=Mus musculus
MOE430_2_1450598_at 0.3 0.9 A A 0.94 0.9 1.6 NC 0.09 gb:NM_053219.1 /DB_XREF=gi:16716524 /GEN=V1ra4 /FEA=FLmRNA /CNT=1 /TID=Mm.213171.1 /TIER=FL /STK=1 /UG=Mm.213171 /LL=113846 /DEF=M
MOE430_2_1450692_at 39.2 123.7 M P 0.05 0.001221 1.6 I 0.00002 gb:NM_008446.1 /DB_XREF=gi:6680567 /GEN=Kif4 /FEA=FLmRNA /CNT=60 /TID=Mm.3130.1 /TIER=FL+Stack /STK=25 /UG=Mm.3130 /LL=16571 /DEF=M
MOE430_2_1450787_at 5.9 21.4 A P 0.09 0.03 1.6 NC 0.13 gb:NM_016691.1 /DB_XREF=gi:7709999 /GEN=Clcn5 /FEA=FLmRNA /CNT=22 /TID=Mm.104172.1 /TIER=FL+Stack /STK=9 /UG=Mm.104172 /LL=12728 /D
MOE430_2_1450922_a_ 419.8 1303.6 P P 0.000244 0.000244 1.6 I 0.00002 gb:AW049938 /DB_XREF=gi:5910467 /DB_XREF=UI-M-BH1-ant-a-11-0-UI.s1 /CLONE=UI-M-BH1-ant-a-11-0-UI /FEA=FLmRNA /CNT=136 /TID=Mm.18
MOE430_2_1451806_at 3.3 9.7 A A 0.53 0.3 1.6 NC 0.1 gb:BC003867.1 /DB_XREF=gi:13278016 /FEA=FLmRNA /CNT=14 /TID=Mm.2035.1 /TIER=FL /STK=1 /UG=Mm.2035 /LL=14269 /UG_GENE=Fnbp1 /DEF=M
MOE430_2_1451821_a_ 4.3 13.7 A P 0.32 0.01 1.6 NC 0.06 gb:U83636.1 /DB_XREF=gi:2340130 /GEN=Sp100 /FEA=FLmRNA /CNT=8 /TID=Mm.8551.2 /TIER=FL /STK=1 /UG=Mm.8551 /LL=20684 /UG_TITLE=nuclea
MOE430_2_1451901_at 3.2 7.7 A A 0.36 0.14 1.6 NC 0.09 gb:AF010600.1 /DB_XREF=gi:2275596 /FEA=FLmRNA /CNT=1 /TID=Mm.3909.2 /TIER=FL /STK=1 /UG=Mm.3909 /LL=20585 /UG_GENE=Smarca3 /DEF=M
MOE430_2_1451917_a_ 2.8 6 A A 0.85 0.6 1.6 NC 0.004925 gb:AF155820.1 /DB_XREF=gi:6716519 /GEN=Dcl /FEA=FLmRNA /CNT=1 /TID=Mm.44752.4 /TIER=FL /STK=1 /UG=Mm.44752 /LL=13175 /DEF=Mus musc
MOE430_2_1451963_at 0.5 2.1 A A 0.78 0.63 1.6 NC 0.42 gb:AY058911.1 /DB_XREF=gi:16902047 /FEA=FLmRNA /CNT=1 /TID=Mm.220158.1 /TIER=FL /STK=1 /UG=Mm.220158 /DEF=Mus musculus anti-HLA clas
MOE430_2_1452092_at 4.8 16.4 A A 0.43 0.14 1.6 I 0.001651 gb:AV322573 /DB_XREF=gi:16395197 /DB_XREF=AV322573 /CLONE=6230400M02 /FEA=FLmRNA /CNT=106 /TID=Mm.19291.1 /TIER=Stack /STK=9 /UG
MOE430_2_1452279_at 3.6 9.4 A A 0.6 0.56 1.6 NC 0.5 gb:BB800282 /DB_XREF=gi:16969905 /DB_XREF=BB800282 /CLONE=G630029A20 /FEA=mRNA /CNT=67 /TID=Mm.8308.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1452306_at 237.5 786.5 P P 0.000244 0.000244 1.6 I 0.00002 gb:BC006654.1 /DB_XREF=gi:13879357 /FEA=mRNA /CNT=45 /TID=Mm.28526.1 /TIER=Stack /STK=17 /UG=Mm.28526 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452473_at 6.2 13.5 A P 0.33 0.01 1.6 NC 0.005409 gb:AJ132433.1 /DB_XREF=gi:4914645 /FEA=mRNA /CNT=8 /TID=Mm.41984.1 /TIER=ConsEnd /STK=0 /UG=Mm.41984 /LL=78004 /UG_GENE=E130201N1
MOE430_2_1452489_at 1.3 8.4 A A 0.94 0.75 1.6 NC 0.5 gb:BC016258.1 /DB_XREF=gi:16740773 /FEA=mRNA /CNT=2 /TID=Mm.213212.1 /TIER=ConsEnd /STK=1 /UG=Mm.213212 /DEF=Mus musculus, Similar to
MOE430_2_1452589_at 14.1 47.9 A A 0.24 0.06 1.6 NC 0.02 gb:AK018379.1 /DB_XREF=gi:12858053 /FEA=mRNA /CNT=65 /TID=Mm.181833.1 /TIER=Stack /STK=35 /UG=Mm.181833 /LL=71461 /UG_GENE=8430404
MOE430_2_1452909_at 64 203.6 P P 0.000244 0.000244 1.6 I 0.000023 gb:BB487410 /DB_XREF=gi:16441507 /DB_XREF=BB487410 /CLONE=D430041L02 /FEA=mRNA /CNT=50 /TID=Mm.87283.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1452954_at 346.2 1190.3 P P 0.000732 0.000244 1.6 I 0.00002 gb:AV162459 /DB_XREF=gi:16383400 /DB_XREF=AV162459 /CLONE=3110002M17 /FEA=mRNA /CNT=108 /TID=Mm.89830.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1452974_at 7.5 14 A P 0.56 0.03 1.6 MI 0.002032 gb:AK017551.1 /DB_XREF=gi:12856844 /FEA=mRNA /CNT=61 /TID=Mm.12648.1 /TIER=Stack /STK=16 /UG=Mm.12648 /LL=70492 /UG_GENE=5730412B0
MOE430_2_1453053_at 39.6 147.1 P P 0.000732 0.000244 1.6 I 0.00002 gb:BF453953 /DB_XREF=gi:11520122 /DB_XREF=maa56b02.x1 /CLONE=IMAGE:3820731 /FEA=mRNA /CNT=26 /TID=Mm.53902.1 /TIER=ConsEnd /STK=0
MOE430_2_1453064_at 15.6 43.1 P P 0.01 0.00415 1.6 I 0.000307 gb:AK018594.1 /DB_XREF=gi:12858380 /FEA=mRNA /CNT=50 /TID=Mm.178684.1 /TIER=Stack /STK=8 /UG=Mm.178684 /LL=68145 /UG_GENE=5730466H
MOE430_2_1453713_s_ 4.8 16.9 A A 0.5 0.12 1.6 NC 0.06 gb:AK016052.1 /DB_XREF=gi:12854638 /FEA=mRNA /CNT=3 /TID=Mm.159461.1 /TIER=ConsEnd /STK=1 /UG=Mm.159461 /LL=75202 /UG_GENE=493054
MOE430_2_1453861_at 3.4 14.1 A A 0.5 0.3 1.6 NC 0.003699 gb:AW493555 /DB_XREF=gi:7063836 /DB_XREF=UI-M-BH3-aud-f-03-0-UI.s1 /CLONE=UI-M-BH3-aud-f-03-0-UI /FEA=mRNA /CNT=4 /TID=Mm.102228
MOE430_2_1453936_at 2.8 8.2 A A 0.87 0.5 1.6 NC 0.07 gb:BQ032796 /DB_XREF=gi:19768075 /DB_XREF=UI-1-CF0-axc-c-10-0-UI.s1 /CLONE=UI-1-CF0-axc-c-10-0-UI /FEA=mRNA /CNT=2 /TID=Mm.69663.1
MOE430_2_1454219_at 3 10.6 A A 0.69 0.12 1.6 NC 0.28 gb:AK013295.1 /DB_XREF=gi:12850570 /GEN=Zrf2 /FEA=mRNA /CNT=1 /TID=Mm.2467.2 /TIER=ConsEnd /STK=0 /UG=Mm.2467 /LL=22792 /UG_TITLE=
MOE430_2_1454221_a_ 76.6 181.5 P P 0.000244 0.000244 1.6 I 0.00002 gb:AK015046.1 /DB_XREF=gi:12853234 /FEA=mRNA /CNT=1 /TID=Mm.27828.2 /TIER=ConsEnd /STK=0 /UG=Mm.27828 /LL=73804 /UG_GENE=4930402F
MOE430_2_1454276_at 2.9 9.7 A A 0.39 0.33 1.6 NC 0.09 gb:AK006226.1 /DB_XREF=gi:12839208 /FEA=mRNA /CNT=1 /TID=Mm.159535.1 /TIER=ConsEnd /STK=0 /UG=Mm.159535 /LL=75536 /UG_GENE=170002
MOE430_2_1454506_at 2.6 10.6 A A 0.63 0.53 1.6 NC 0.58 gb:AK018453.1 /DB_XREF=gi:12858162 /FEA=mRNA /CNT=1 /TID=Mm.158715.1 /TIER=ConsEnd /STK=0 /UG=Mm.158715 /LL=71524 /UG_GENE=843043
MOE430_2_1454545_at 1.6 5.5 A A 0.72 0.6 1.6 NC 0.5 gb:AK016639.1 /DB_XREF=gi:12855485 /FEA=mRNA /CNT=1 /TID=Mm.158539.1 /TIER=ConsEnd /STK=0 /UG=Mm.158539 /LL=71032 /UG_GENE=493340
MOE430_2_1454734_at 14.3 72.2 P P 0.005859 0.001221 1.6 I 0.00006 gb:AV156352 /DB_XREF=gi:16383275 /DB_XREF=AV156352 /CLONE=3000002B05 /FEA=EST /CNT=77 /TID=Mm.2029.1 /TIER=Stack /STK=57 /UG=Mm.2
MOE430_2_1454761_at 16.6 63.9 A M 0.43 0.05 1.6 MI 0.00225 gb:BI408618 /DB_XREF=gi:15169541 /DB_XREF=602963561F1 /CLONE=IMAGE:5119190 /FEA=EST /CNT=85 /TID=Mm.29678.1 /TIER=Stack /STK=53 /UG
MOE430_2_1454843_at 160.9 425.2 P P 0.001221 0.000244 1.6 I 0.00002 gb:BM934034 /DB_XREF=gi:19393186 /DB_XREF=UI-M-CG0p-bip-f-07-0-UI.r1 /CLONE=UI-M-CG0p-bip-f-07-0-UI /FEA=EST /CNT=48 /TID=Mm.30784
MOE430_2_1455148_at 2.2 8.1 A A 0.36 0.14 1.6 NC 0.45 gb:AV173792 /DB_XREF=gi:16383950 /DB_XREF=AV173792 /CLONE=5730406O14 /FEA=EST /CNT=25 /TID=Mm.126793.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1455301_at 9.5 25 A A 0.6 0.6 1.6 NC 0.13 gb:BG064092 /DB_XREF=gi:12546655 /DB_XREF=H3015D07-3 /CLONE=H3015D07 /FEA=EST /CNT=19 /TID=Mm.40817.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455344_at 5.3 14.5 A A 0.43 0.09 1.6 NC 0.01 gb:BE989942 /DB_XREF=gi:10667853 /DB_XREF=UI-M-BZ1-bft-n-13-0-UI.s1 /CLONE=UI-M-BZ1-bft-n-13-0-UI /FEA=EST /CNT=17 /TID=Mm.40442.1 
MOE430_2_1455351_at 5.6 9.6 A P 0.23 0.01 1.6 NC 0.13 gb:BB410031 /DB_XREF=gi:15411964 /DB_XREF=BB410031 /CLONE=C430016I11 /FEA=EST /CNT=78 /TID=Mm.27137.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455378_at 3.3 12.8 A M 0.33 0.05 1.6 NC 0.04 gb:BI735497 /DB_XREF=gi:15712510 /DB_XREF=603357603F1 /CLONE=IMAGE:5364841 /FEA=EST /CNT=17 /TID=Mm.206201.1 /TIER=Stack /STK=15 /U
MOE430_2_1455739_at 4.2 10.6 A A 0.56 0.27 1.6 NC 0.31 gb:BB279146 /DB_XREF=gi:16401139 /DB_XREF=BB279146 /CLONE=A930015G15 /FEA=EST /CNT=14 /TID=Mm.180719.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455740_at 8.7 24.6 P P 0.02 0.00293 1.6 I 0.00013 gb:BE685966 /DB_XREF=gi:10073601 /DB_XREF=uv72b02.x1 /CLONE=IMAGE:3412683 /FEA=EST /CNT=13 /TID=Mm.27927.6 /TIER=Stack /STK=8 /UG=
MOE430_2_1456061_at 0.7 2.9 A A 0.69 0.46 1.6 NC 0.05 gb:BM243674 /DB_XREF=gi:17878944 /DB_XREF=K0700B07-3 /CLONE=K0700B07 /FEA=EST /CNT=45 /TID=Mm.86514.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456274_at 3 8.8 A A 0.66 0.56 1.6 NC 0.44 gb:BB067544 /DB_XREF=gi:16259970 /DB_XREF=BB067544 /CLONE=8030463E22 /FEA=EST /CNT=14 /TID=Mm.153423.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456280_at 28.2 96.7 P P 0.001953 0.000244 1.6 I 0.000078 gb:BG067086 /DB_XREF=gi:12549655 /DB_XREF=H3050D09-3 /CLONE=H3050D09 /FEA=EST /CNT=27 /TID=Mm.27501.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456690_at 0.9 3.3 A A 0.85 0.69 1.6 NC 0.5 gb:AV048089 /DB_XREF=gi:4867754 /DB_XREF=AV048089 /CLONE=1700072L24 /FEA=EST /CNT=9 /TID=Mm.87316.1 /TIER=Stack /STK=8 /UG=Mm.873
MOE430_2_1456818_at 1.7 6.7 A A 0.8 0.5 1.6 NC 0.42 gb:BB279083 /DB_XREF=gi:15411026 /DB_XREF=BB279083 /CLONE=A930015B13 /FEA=EST /CNT=8 /TID=Mm.44386.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1457221_at 0.9 4.1 A A 0.74 0.56 1.6 NC 0.11 gb:BB544870 /DB_XREF=gi:16447325 /DB_XREF=BB544870 /CLONE=E130301H17 /FEA=EST /CNT=5 /TID=Mm.131937.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457274_at 4.4 11.4 A A 0.39 0.09 1.6 NC 0.36 gb:BB555205 /DB_XREF=gi:16448528 /DB_XREF=BB555205 /CLONE=E330017N17 /FEA=EST /CNT=11 /TID=Mm.17793.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457396_at 1.9 5.9 A A 0.74 0.5 1.6 NC 0.5 gb:BB444165 /DB_XREF=gi:16424933 /DB_XREF=BB444165 /CLONE=D030044M09 /FEA=EST /CNT=5 /TID=Mm.132580.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457498_at 2 4.5 A A 0.72 0.53 1.6 NC 0.18 gb:BB280059 /DB_XREF=gi:15411068 /DB_XREF=BB280059 /CLONE=A930022O04 /FEA=EST /CNT=4 /TID=Mm.138007.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457572_at 1.3 6.4 A A 0.72 0.36 1.6 NC 0.42 gb:BB490258 /DB_XREF=gi:16441687 /DB_XREF=BB490258 /CLONE=D530014D18 /FEA=EST /CNT=4 /TID=Mm.187502.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457833_at 4.3 12.5 A P 0.3 0.03 1.6 NC 0.02 gb:BG066303 /DB_XREF=gi:12548872 /DB_XREF=H3041D04-3 /CLONE=H3041D04 /FEA=EST /CNT=6 /TID=Mm.5749.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457893_at 0.7 4.4 A A 0.87 0.32 1.6 NC 0.37 gb:BB521459 /DB_XREF=gi:16443506 /DB_XREF=BB521459 /CLONE=D930001D08 /FEA=EST /CNT=4 /TID=Mm.136173.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457986_at 1.4 5.9 A A 0.82 0.6 1.6 NC 0.33 gb:BE980842 /DB_XREF=gi:10649318 /DB_XREF=UI-M-BG2-bcn-f-09-0-UI.s1 /CLONE=UI-M-BG2-bcn-f-09-0-UI /FEA=EST /CNT=4 /TID=Mm.100104.1
MOE430_2_1458170_at 0.6 7.2 A A 0.82 0.85 1.6 NC 0.59 gb:AV271276 /DB_XREF=gi:15405464 /DB_XREF=AV271276 /CLONE=4931407I11 /FEA=EST /CNT=3 /TID=Mm.212759.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458189_at 6.7 13.2 A A 0.17 0.24 1.6 NC 0.5 gb:BB560207 /DB_XREF=gi:16449080 /DB_XREF=BB560207 /CLONE=E530013F23 /FEA=EST /CNT=3 /TID=Mm.209381.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458233_at 4.8 10.1 A A 0.8 0.21 1.6 NC 0.09 gb:BB128216 /DB_XREF=gi:16262412 /DB_XREF=BB128216 /CLONE=9630028K15 /FEA=EST /CNT=3 /TID=Mm.207500.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458272_at 0.9 2.4 A A 0.62 0.53 1.6 NC 0.48 gb:AW120949 /DB_XREF=gi:6096282 /DB_XREF=UI-M-BH2.3-aod-b-01-0-UI.s1 /CLONE=UI-M-BH2.3-aod-b-01-0-UI /FEA=EST /CNT=3 /TID=Mm.70997
MOE430_2_1458312_at 1.5 11.7 A A 0.36 0.33 1.6 NC 0.5 gb:BF459096 /DB_XREF=gi:11525265 /DB_XREF=UI-M-BZ1-bkz-c-02-0-UI.s1 /CLONE=UI-M-BZ1-bkz-c-02-0-UI /FEA=EST /CNT=3 /TID=Mm.151080.1
MOE430_2_1458453_at 12.6 28.3 A A 0.21 0.11 1.6 NC 0.005933 gb:AW553387 /DB_XREF=gi:7198810 /DB_XREF=L0226E04-3 /CLONE=L0226E04 /FEA=EST /CNT=6 /TID=Mm.103050.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458480_at 2.1 7.3 A A 0.8 0.42 1.6 NC 0.11 gb:BB481527 /DB_XREF=gi:16440816 /DB_XREF=BB481527 /CLONE=D430004H20 /FEA=EST /CNT=5 /TID=Mm.174118.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458596_at 4.2 10.4 A A 0.46 0.21 1.6 NC 0.5 gb:BB442318 /DB_XREF=gi:16424794 /DB_XREF=BB442318 /CLONE=D030031K12 /FEA=EST /CNT=4 /TID=Mm.35262.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458768_at 4.1 8.4 A A 0.66 0.66 1.6 NC 0.5 gb:BB218275 /DB_XREF=gi:16353280 /DB_XREF=BB218275 /CLONE=A530048L22 /FEA=EST /CNT=3 /TID=Mm.123299.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459082_at 0.5 3.5 A A 0.91 0.66 1.6 NC 0.41 gb:BG068067 /DB_XREF=gi:12550636 /DB_XREF=H3061D05-3 /CLONE=H3061D05 /FEA=EST /CNT=3 /TID=Mm.173479.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459197_at 3.8 11.6 A A 0.19 0.07 1.6 NC 0.5 gb:BB318787 /DB_XREF=gi:16403221 /DB_XREF=BB318787 /CLONE=B230377C18 /FEA=EST /CNT=2 /TID=Mm.220239.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459298_at 3.7 15.1 A A 0.27 0.3 1.6 NC 0.5 gb:BB552694 /DB_XREF=gi:16448193 /DB_XREF=BB552694 /CLONE=E330001B01 /FEA=EST /CNT=2 /TID=Mm.209987.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459529_at 6.6 29.3 A P 0.14 0.001953 1.6 I 0.000307 gb:BB549617 /DB_XREF=gi:16447821 /DB_XREF=BB549617 /CLONE=E230016K23 /FEA=EST /CNT=2 /TID=Mm.187996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459610_at 3 9.2 A A 0.43 0.19 1.6 NC 0.09 gb:BG067784 /DB_XREF=gi:12550353 /DB_XREF=H3058B07-3 /CLONE=H3058B07 /FEA=EST /CNT=2 /TID=Mm.25491.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459745_at 4.7 17.5 A A 0.43 0.21 1.6 NC 0.17 gb:AI506718 /DB_XREF=gi:4404569 /DB_XREF=vn74d02.x1 /CLONE=IMAGE:1037667 /FEA=EST /CNT=2 /TID=Mm.69098.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459798_x_ 0.4 1.9 A A 0.72 0.56 1.6 NC 0.75 gb:BB216909 /DB_XREF=gi:8881862 /DB_XREF=BB216909 /CLONE=A530039O16 /FEA=EST /CNT=2 /TID=Mm.139777.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459814_at 0.3 3.2 A A 0.85 0.59 1.6 NC 0.5 gb:AV091347 /DB_XREF=gi:5238895 /DB_XREF=AV091347 /CLONE=2310061J04 /FEA=EST /CNT=2 /TID=Mm.178097.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459965_at 2.2 12.3 A A 0.56 0.24 1.6 NC 0.5 gb:BB748700 /DB_XREF=gi:16152936 /DB_XREF=BB748700 /CLONE=G030001J19 /FEA=EST /CNT=2 /TID=Mm.202611.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460094_at 4.4 12.6 A A 0.5 0.17 1.6 NC 0.003355 gb:BB164193 /DB_XREF=gi:15409178 /DB_XREF=BB164193 /CLONE=A130076E08 /FEA=EST /CNT=4 /TID=Mm.34956.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1460187_at 182.2 555.2 P P 0.000244 0.000244 1.6 I 0.00002 gb:BI658627 /DB_XREF=gi:15572863 /DB_XREF=603284376F1 /CLONE=IMAGE:5328450 /FEA=FLmRNA /CNT=135 /TID=Mm.3171.1 /TIER=ConsEnd /STK



MOE430_2_1460353_at 168.2 470.7 P P 0.000244 0.000244 1.6 I 0.00002 gb:BC021337.1 /DB_XREF=gi:18204064 /FEA=FLmRNA /CNT=89 /TID=Mm.220364.1 /TIER=FL+Stack /STK=47 /UG=Mm.220364 /DEF=Mus musculus, Sim
MOE430_2_1460508_at 1.4 1.8 A A 0.9 0.9 1.6 NC 0.37 gb:AK017938.1 /DB_XREF=gi:12857442 /FEA=mRNA /CNT=2 /TID=Mm.195514.2 /TIER=ConsEnd /STK=0 /UG=Mm.195514 /LL=94061 /UG_GENE=Mrpl1 /
MOE430_2_1416076_at 124.3 348.3 P P 0.000244 0.000244 1.5 I 0.00002 gb:X58708.1 /DB_XREF=gi:50614 /GEN=cycB /FEA=FLmRNA /CNT=275 /TID=Mm.22569.1 /TIER=Stack /STK=23 /UG=Mm.22569 /LL=12429 /DEF=Mouse
MOE430_2_1416544_at 126.1 272.8 P P 0.000244 0.000244 1.5 I 0.00002 gb:NM_007971.1 /DB_XREF=gi:6679720 /GEN=Ezh2 /FEA=FLmRNA /CNT=136 /TID=Mm.4303.1 /TIER=FL+Stack /STK=83 /UG=Mm.4303 /LL=14056 /DEF
MOE430_2_1416558_at 132.3 375.9 P P 0.01 0.001221 1.5 I 0.00002 gb:NM_010790.1 /DB_XREF=gi:6754677 /GEN=Melk /FEA=FLmRNA /CNT=133 /TID=Mm.4674.1 /TIER=FL+Stack /STK=82 /UG=Mm.4674 /LL=17279 /DEF
MOE430_2_1416957_at 6.6 18 P P 0.02 0.00415 1.5 NC 0.006503 gb:NM_011136.1 /DB_XREF=gi:6755127 /GEN=Pou2af1 /FEA=FLmRNA /CNT=89 /TID=Mm.897.1 /TIER=FL+Stack /STK=62 /UG=Mm.897 /LL=18985 /DEF
MOE430_2_1417506_at 81.6 235 P P 0.000244 0.000244 1.5 I 0.00002 gb:NM_020567.1 /DB_XREF=gi:10181217 /GEN=Geminin-pending /FEA=FLmRNA /CNT=79 /TID=Mm.12239.1 /TIER=FL+Stack /STK=43 /UG=Mm.12239 /L
MOE430_2_1417541_at 24.7 82.5 P P 0.000244 0.000244 1.5 I 0.00002 gb:NM_008234.2 /DB_XREF=gi:12232370 /GEN=Hells /FEA=FLmRNA /CNT=68 /TID=Mm.57223.1 /TIER=FL+Stack /STK=42 /UG=Mm.57223 /LL=15201 /D
MOE430_2_1417640_at 4.1 9.4 A P 0.6 0.03 1.5 NC 0.02 gb:NM_008339.1 /DB_XREF=gi:6680374 /GEN=Igb /FEA=FLmRNA /CNT=60 /TID=Mm.2987.1 /TIER=FL+Stack /STK=40 /UG=Mm.2987 /LL=15985 /DEF=M
MOE430_2_1417748_x_ 16.5 59.9 P P 0.03 0.000732 1.5 I 0.000114 gb:BC006788.1 /DB_XREF=gi:13905011 /FEA=FLmRNA /CNT=117 /TID=Mm.42148.1 /TIER=FL+Stack /STK=37 /UG=Mm.42148 /LL=14235 /UG_GENE=Fo
MOE430_2_1417997_at 1.1 7.3 A A 0.88 0.66 1.5 NC 0.18 gb:NM_022414.1 /DB_XREF=gi:11967938 /GEN=Ngb /FEA=FLmRNA /CNT=39 /TID=Mm.41395.1 /TIER=FL /STK=1 /UG=Mm.41395 /LL=64242 /DEF=Mus m
MOE430_2_1418057_at 20.9 50.5 P P 0.008057 0.001221 1.5 I 0.000147 gb:NM_009384.1 /DB_XREF=gi:6678350 /GEN=Tiam1 /FEA=FLmRNA /CNT=77 /TID=Mm.1211.1 /TIER=FL+Stack /STK=31 /UG=Mm.1211 /LL=21844 /DEF
MOE430_2_1418094_s_ 2.9 7.2 A A 0.16 0.11 1.5 NC 0.5 gb:NM_007607.1 /DB_XREF=gi:6671677 /GEN=Car4 /FEA=FLmRNA /CNT=72 /TID=Mm.1641.1 /TIER=FL+Stack /STK=30 /UG=Mm.1641 /LL=12351 /DEF=
MOE430_2_1418191_at 114.5 331.8 P P 0.000244 0.000244 1.5 I 0.000023 gb:NM_011909.1 /DB_XREF=gi:6755926 /GEN=Usp18 /FEA=FLmRNA /CNT=57 /TID=Mm.27498.1 /TIER=FL+Stack /STK=28 /UG=Mm.27498 /LL=24110 /D
MOE430_2_1418252_at 8.1 17.6 A A 0.36 0.19 1.5 NC 0.01 gb:NM_008812.1 /DB_XREF=gi:6679264 /GEN=Pdi2 /FEA=FLmRNA /CNT=76 /TID=Mm.2296.1 /TIER=FL+Stack /STK=27 /UG=Mm.2296 /LL=18600 /DEF=
MOE430_2_1418320_at 0.9 4.5 A A 0.88 0.46 1.5 NC 0.24 gb:BC003851.1 /DB_XREF=gi:13277968 /FEA=FLmRNA /CNT=131 /TID=Mm.5875.1 /TIER=FL+Stack /STK=25 /UG=Mm.5875 /LL=76560 /UG_GENE=Prss8
MOE430_2_1418422_at 3.1 8.6 A P 0.33 0.01 1.5 NC 0.01 gb:AF425083.1 /DB_XREF=gi:18251227 /GEN=Serpinb9g /FEA=FLmRNA /CNT=30 /TID=Mm.202781.1 /TIER=FL+Stack /STK=24 /UG=Mm.202781 /LL=207
MOE430_2_1418426_at 2.1 6.1 A A 0.43 0.5 1.5 NC 0.1 gb:NM_023630.1 /DB_XREF=gi:12963758 /GEN=Gtf2a1lf /FEA=FLmRNA /CNT=27 /TID=Mm.61330.1 /TIER=FL+Stack /STK=24 /UG=Mm.61330 /LL=71828 
MOE430_2_1418684_at 5.3 16.1 A A 0.5 0.33 1.5 NC 0.5 gb:NM_027142.1 /DB_XREF=gi:13386201 /GEN=2310012P17Rik /FEA=FLmRNA /CNT=24 /TID=Mm.69919.1 /TIER=FL+Stack /STK=20 /UG=Mm.69919 /LL
MOE430_2_1418836_at 1.9 6.7 A A 0.82 0.63 1.5 NC 0.07 gb:NM_133686.1 /DB_XREF=gi:19526851 /GEN=2410027J01Rik /FEA=FLmRNA /CNT=60 /TID=Mm.26928.1 /TIER=FL+Stack /STK=17 /UG=Mm.26928 /LL=
MOE430_2_1418969_at 57.9 239.3 P P 0.000244 0.000244 1.5 I 0.000046 gb:NM_013787.1 /DB_XREF=gi:7949134 /GEN=Skp2 /FEA=FLmRNA /CNT=103 /TID=Mm.35584.1 /TIER=FL+Stack /STK=15 /UG=Mm.35584 /LL=27401 /D
MOE430_2_1419018_at 0.5 4.5 A A 0.88 0.63 1.5 NC 0.39 gb:NM_008955.1 /DB_XREF=gi:6679512 /GEN=Psx1 /FEA=FLmRNA /CNT=17 /TID=Mm.10105.1 /TIER=FL+Stack /STK=15 /UG=Mm.10105 /LL=19202 /DE
MOE430_2_1419039_at 3.8 10.6 A A 0.5 0.11 1.5 NC 0.35 gb:NM_019823.1 /DB_XREF=gi:9789922 /GEN=Cyp2d22 /FEA=FLmRNA /CNT=97 /TID=Mm.157435.1 /TIER=FL+Stack /STK=14 /UG=Mm.157435 /LL=5644
MOE430_2_1419294_at 1.3 8.4 A A 0.69 0.46 1.5 NC 0.37 gb:NM_025956.1 /DB_XREF=gi:13385445 /GEN=1700011H14Rik /FEA=FLmRNA /CNT=29 /TID=Mm.87439.1 /TIER=FL+Stack /STK=11 /UG=Mm.87439 /LL
MOE430_2_1419503_at 4.4 6.8 A A 0.43 0.46 1.5 NC 0.5 gb:NM_011491.1 /DB_XREF=gi:6755675 /GEN=Stc2 /FEA=FLmRNA /CNT=30 /TID=Mm.12904.1 /TIER=FL /STK=2 /UG=Mm.12904 /LL=20856 /DEF=Mus m
MOE430_2_1419598_at 0.1 0.4 A A 0.91 0.88 1.5 NC 0.44 gb:NM_026835.1 /DB_XREF=gi:13386171 /GEN=1110058E16Rik /FEA=FLmRNA /CNT=21 /TID=Mm.170657.1 /TIER=FL+Stack /STK=8 /UG=Mm.170657 /L
MOE430_2_1420351_at 18.4 19.5 A A 0.33 0.21 1.5 NC 0.13 gb:NM_011659.1 /DB_XREF=gi:6755908 /GEN=Tnfrsf4 /FEA=FLmRNA /CNT=10 /TID=Mm.13885.1 /TIER=FL /STK=6 /UG=Mm.13885 /LL=22163 /DEF=Mu
MOE430_2_1420531_at 1.4 5 A A 0.56 0.53 1.5 NC 0.5 gb:NM_008295.1 /DB_XREF=gi:6680292 /GEN=Hsd3b5 /FEA=FLmRNA /CNT=13 /TID=Mm.17910.1 /TIER=FL /STK=4 /UG=Mm.17910 /LL=15496 /DEF=Mu
MOE430_2_1420701_at 1 3.1 A A 0.93 0.72 1.5 NC 0.16 gb:BC026378.1 /DB_XREF=gi:20071344 /FEA=FLmRNA /CNT=9 /TID=Mm.87779.1 /TIER=FL /STK=3 /UG=Mm.87779 /LL=16623 /UG_GENE=Klk1 /DEF=M
MOE430_2_1420732_at 1.8 5.8 A A 0.56 0.43 1.5 NC 0.23 gb:NM_025637.1 /DB_XREF=gi:13385101 /GEN=2510027J23Rik /FEA=FLmRNA /CNT=6 /TID=Mm.158117.1 /TIER=FL /STK=3 /UG=Mm.158117 /LL=66568
MOE430_2_1420787_at 0.6 1.6 A A 0.68 0.72 1.5 NC 0.5 gb:NM_025763.1 /DB_XREF=gi:13385231 /GEN=4933436I01Rik /FEA=FLmRNA /CNT=4 /TID=Mm.79193.1 /TIER=FL /STK=3 /UG=Mm.79193 /LL=66780 /D
MOE430_2_1421138_a_ 2 6.8 A A 0.33 0.33 1.5 NC 0.19 gb:AV047342 /DB_XREF=gi:4867007 /DB_XREF=AV047342 /CLONE=1700067D14 /FEA=FLmRNA /CNT=13 /TID=Mm.1499.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1421169_at 3.7 10.3 A A 0.43 0.39 1.5 NC 0.25 gb:NM_009557.1 /DB_XREF=gi:6677614 /GEN=Zfp46 /FEA=FLmRNA /CNT=24 /TID=Mm.1504.1 /TIER=FL /STK=2 /UG=Mm.1504 /LL=22704 /DEF=Mus mu
MOE430_2_1421171_at 58.1 149.9 P P 0.001953 0.000732 1.5 I 0.00002 gb:NM_007400.1 /DB_XREF=gi:6680639 /GEN=Adam12 /FEA=FLmRNA /CNT=23 /TID=Mm.41158.1 /TIER=FL /STK=2 /UG=Mm.41158 /LL=11489 /DEF=Mu
MOE430_2_1421178_at 4.4 9 A A 0.38 0.21 1.5 NC 0.17 gb:NM_026243.1 /DB_XREF=gi:13385747 /GEN=9130411I17Rik /FEA=FLmRNA /CNT=19 /TID=Mm.25252.1 /TIER=FL /STK=2 /UG=Mm.25252 /LL=67569 /
MOE430_2_1421312_a_ 6.1 24 A A 0.43 0.09 1.5 NC 0.18 gb:NM_010630.1 /DB_XREF=gi:6754445 /GEN=Kifc2 /FEA=FLmRNA /CNT=10 /TID=Mm.891.1 /TIER=FL /STK=2 /UG=Mm.891 /LL=16581 /DEF=Mus musc
MOE430_2_1421512_at 5.1 14.4 A A 0.46 0.24 1.5 NC 0.5 gb:NM_008383.1 /DB_XREF=gi:6680454 /GEN=Inmp /FEA=FLmRNA /CNT=6 /TID=Mm.4786.1 /TIER=FL /STK=2 /UG=Mm.4786 /LL=16328 /DEF=Mus mus
MOE430_2_1421598_at 3.2 15.1 A A 0.27 0.21 1.5 NC 0.07 gb:NM_008834.1 /DB_XREF=gi:6679306 /GEN=Phxr3 /FEA=FLmRNA /CNT=4 /TID=Mm.219684.1 /TIER=FL /STK=2 /UG=Mm.219684 /LL=18688 /DEF=Mu
MOE430_2_1421657_a_ 1.5 3.8 A A 0.72 0.36 1.5 NC 0.41 gb:NM_011441.1 /DB_XREF=gi:6755603 /GEN=Sox17 /FEA=FLmRNA /CNT=3 /TID=Mm.5080.1 /TIER=FL /STK=2 /UG=Mm.5080 /LL=20671 /DEF=Mus mu
MOE430_2_1421805_at 0.1 0.4 A A 0.98 0.97 1.5 NC 0.2 gb:NM_054069.1 /DB_XREF=gi:16905096 /GEN=Psbpc1-pending /FEA=FLmRNA /CNT=2 /TID=Mm.154807.1 /TIER=FL /STK=2 /UG=Mm.154807 /LL=1148
MOE430_2_1421841_at 29.8 120.2 A P 0.11 0.00293 1.5 I 0.000147 gb:BB732903 /DB_XREF=gi:16116178 /DB_XREF=BB732903 /CLONE=E970032H17 /FEA=FLmRNA /CNT=82 /TID=Mm.6904.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1422070_at 1 3.9 A A 0.9 0.75 1.5 NC 0.28 gb:NM_011996.1 /DB_XREF=gi:6752985 /GEN=Adh4 /FEA=FLmRNA /CNT=8 /TID=Mm.25845.1 /TIER=FL /STK=1 /UG=Mm.25845 /LL=26876 /DEF=Mus m
MOE430_2_1422218_at 6.9 13 A A 0.43 0.19 1.5 NC 0.34 gb:NM_011027.1 /DB_XREF=gi:6754963 /GEN=P2rx7 /FEA=FLmRNA /CNT=4 /TID=Mm.42026.1 /TIER=FL /STK=1 /UG=Mm.42026 /LL=18439 /DEF=Mus m
MOE430_2_1422326_at 0.8 5.1 A A 0.85 0.39 1.5 NC 0.29 gb:NM_019468.1 /DB_XREF=gi:13937388 /GEN=G6pd2 /FEA=FLmRNA /CNT=1 /TID=Mm.56918.1 /TIER=FL /STK=1 /UG=Mm.56918 /LL=14380 /DEF=Mus
MOE430_2_1422428_at 17.8 44.5 A A 0.21 0.06 1.5 NC 0.007788 gb:NM_053178.1 /DB_XREF=gi:16716464 /GEN=lpd /FEA=FLmRNA /CNT=265 /TID=Mm.20592.1 /TIER=FL+Stack /STK=229 /UG=Mm.20592 /LL=94180 /D
MOE430_2_1422531_at 2.2 12.5 A A 0.69 0.46 1.5 NC 0.05 gb:NM_016908.1 /DB_XREF=gi:8394391 /GEN=Syt5 /FEA=FLmRNA /CNT=83 /TID=Mm.28562.1 /TIER=FL+Stack /STK=43 /UG=Mm.28562 /LL=53420 /DE
MOE430_2_1422695_at 2.7 7.3 A A 0.56 0.06 1.5 NC 0.01 gb:BB335591 /DB_XREF=gi:9044354 /DB_XREF=BB335591 /CLONE=B830039O17 /FEA=FLmRNA /CNT=169 /TID=Mm.29729.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1422765_at 6.3 18.7 A P 0.3 0.02 1.5 NC 0.009292 gb:BM240208 /DB_XREF=gi:17875478 /DB_XREF=K0548D03-3 /CLONE=K0548D03 /FEA=FLmRNA /CNT=261 /TID=Mm.18418.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1422772_at 27.2 80.4 P P 0.008057 0.000732 1.5 I 0.00002 gb:BI696323 /DB_XREF=gi:15658952 /DB_XREF=603345521F1 /CLONE=IMAGE:5373388 /FEA=FLmRNA /CNT=41 /TID=Mm.102752.1 /TIER=ConsEnd /ST
MOE430_2_1422974_at 2.1 6.1 A A 0.63 0.5 1.5 NC 0.13 gb:NM_011851.1 /DB_XREF=gi:6754899 /GEN=Nt5e /FEA=FLmRNA /CNT=18 /TID=Mm.56948.1 /TIER=FL /STK=0 /UG=Mm.56948 /LL=23959 /DEF=Mus m
MOE430_2_1423092_at 108.3 266.4 P P 0.00415 0.000244 1.5 I 0.00002 gb:BQ175667 /DB_XREF=gi:20351159 /DB_XREF=UI-M-DJ2-bwe-g-04-0-UI.s1 /CLONE=UI-M-DJ2-bwe-g-04-0-UI /FEA=FLmRNA /CNT=207 /TID=Mm.
MOE430_2_1423124_x_ 10.1 36.8 P P 0.008057 0.000244 1.5 I 0.00002 gb:AK017340.1 /DB_XREF=gi:12856527 /FEA=FLmRNA /CNT=77 /TID=Mm.3655.1 /TIER=ConsEnd /STK=3 /UG=Mm.3655 /LL=19366 /UG_GENE=Rad54l /
MOE430_2_1423150_at 7.6 13.2 A A 0.56 0.08 1.5 I 0.000865 gb:AK019337.1 /DB_XREF=gi:12859490 /GEN=Sgne1 /FEA=FLmRNA /CNT=162 /TID=Mm.4836.1 /TIER=Stack /STK=38 /UG=Mm.4836 /LL=20394 /UG_TIT
MOE430_2_1423194_at 36.2 75.6 P P 0.00293 0.000244 1.5 I 0.00002 gb:BB823029 /DB_XREF=gi:17001272 /DB_XREF=BB823029 /CLONE=G830025J04 /FEA=FLmRNA /CNT=161 /TID=Mm.35059.1 /TIER=Stack /STK=19 /U
MOE430_2_1423280_at 17 48.1 A P 0.17 0.01 1.5 I 0.000114 gb:BM946869 /DB_XREF=gi:19430454 /DB_XREF=UI-M-EM0-bvm-o-15-0-UI.r1 /CLONE=IMAGE:5694182 /FEA=FLmRNA /CNT=227 /TID=Mm.29580.1 /T
MOE430_2_1423314_s_ 18.9 50.8 P P 0.005859 0.000732 1.5 I 0.000147 gb:NM_008802.1 /DB_XREF=gi:6679246 /GEN=Pde7a /FEA=FLmRNA /CNT=63 /TID=Mm.5034.1 /TIER=ConsEnd /STK=0 /UG=Mm.5034 /LL=18583 /DEF=
MOE430_2_1423353_at 3.9 6.6 A A 0.39 0.23 1.5 NC 0.34 gb:BE693025 /DB_XREF=gi:12001579 /DB_XREF=SAC479 /FEA=FLmRNA /CNT=36 /TID=Mm.73883.1 /TIER=ConsEnd /STK=1 /UG=Mm.73883 /LL=83691
MOE430_2_1423569_at 1 1.5 A A 0.9 0.46 1.5 NC 0.11 gb:AW108522 /DB_XREF=gi:6079322 /DB_XREF=um31e05.x1 /CLONE=IMAGE:2236160 /FEA=FLmRNA /CNT=271 /TID=Mm.29975.1 /TIER=Stack /STK=10
MOE430_2_1423854_a_ 72 185.4 P P 0.00293 0.000244 1.5 I 0.00002 gb:BC008101.1 /DB_XREF=gi:14198067 /FEA=FLmRNA /CNT=110 /TID=Mm.182194.1 /TIER=FL+Stack /STK=90 /UG=Mm.182194 /LL=68939 /UG_GENE=
MOE430_2_1424118_a_ 51.8 152.3 P P 0.005371 0.001953 1.5 I 0.000068 gb:BC027121.1 /DB_XREF=gi:20071988 /FEA=FLmRNA /CNT=79 /TID=Mm.26062.1 /TIER=FL+Stack /STK=52 /UG=Mm.26062 /LL=66442 /UG_GENE=2600
MOE430_2_1424280_at 188.5 482.4 P P 0.000244 0.000244 1.5 I 0.00002 gb:BC018329.1 /DB_XREF=gi:17390770 /FEA=FLmRNA /CNT=102 /TID=Mm.28236.1 /TIER=FL+Stack /STK=40 /UG=Mm.28236 /LL=70380 /UG_GENE=18
MOE430_2_1424733_at 0.6 1.2 A A 0.63 0.56 1.5 NC 0.17 gb:AF177211.1 /DB_XREF=gi:9957227 /FEA=FLmRNA /CNT=25 /TID=Mm.32005.1 /TIER=FL+Stack /STK=18 /UG=Mm.32005 /LL=140795 /UG_GENE=Gpr1
MOE430_2_1425079_at 2.3 11.8 A A 0.75 0.09 1.5 NC 0.006503 gb:BC024498.1 /DB_XREF=gi:19353583 /FEA=FLmRNA /CNT=18 /TID=Mm.37974.1 /TIER=FL /STK=7 /UG=Mm.37974 /DEF=Mus musculus, Similar to tran
MOE430_2_1425091_at 1 5 A A 0.66 0.43 1.5 NC 0.46 gb:BC015275.1 /DB_XREF=gi:15929700 /FEA=FLmRNA /CNT=14 /TID=Mm.213063.2 /TIER=FL /STK=7 /UG=Mm.213063 /DEF=Mus musculus, Similar to R
MOE430_2_1425240_at 15.8 42.1 A P 0.12 0.005859 1.5 I 0.00013 gb:BC011426.1 /DB_XREF=gi:15030302 /FEA=FLmRNA /CNT=8 /TID=Mm.172373.1 /TIER=FL /STK=4 /UG=Mm.172373 /DEF=Mus musculus, Similar to zin
MOE430_2_1425307_at 3.4 13.8 A A 0.56 0.36 1.5 NC 0.5 gb:BC023155.1 /DB_XREF=gi:18605882 /FEA=FLmRNA /CNT=7 /TID=Mm.212601.1 /TIER=FL /STK=3 /UG=Mm.212601 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425483_at 288.2 779 P P 0.000244 0.000244 1.5 I 0.00002 gb:AF472514.1 /DB_XREF=gi:18699613 /GEN=Tox /FEA=FLmRNA /CNT=88 /TID=Mm.87051.1 /TIER=FL /STK=1 /UG=Mm.87051 /DEF=Mus musculus thy
MOE430_2_1425579_at 22.4 55.9 A P 0.11 0.03 1.5 NC 0.02 gb:BI134771 /DB_XREF=gi:14585019 /DB_XREF=UI-M-BH3-bsw-g-12-0-UI.s1 /CLONE=UI-M-BH3-bsw-g-12-0-UI /FEA=FLmRNA /CNT=21 /TID=Mm.41
MOE430_2_1425671_at 1.8 4.1 A A 0.75 0.43 1.5 NC 0.21 gb:AF093257.1 /DB_XREF=gi:3834604 /FEA=FLmRNA /CNT=11 /TID=Mm.30386.2 /TIER=FL /STK=1 /UG=Mm.30386 /LL=26556 /UG_GENE=Homer1-pend
MOE430_2_1425681_a_ 0.6 1.8 A A 0.87 0.82 1.5 NC 0.23 gb:AF165166.1 /DB_XREF=gi:6049297 /FEA=FLmRNA /CNT=8 /TID=Mm.180750.2 /TIER=FL /STK=1 /UG=Mm.180750 /LL=26434 /UG_GENE=Prnd /DEF=
MOE430_2_1425689_at 1.1 3.5 A A 0.82 0.5 1.5 NC 0.29 gb:AK004899.1 /DB_XREF=gi:12836432 /GEN=Dpys /FEA=FLmRNA /CNT=18 /TID=Mm.30994.2 /TIER=ConsEnd /STK=0 /UG=Mm.30994 /LL=64705 /UG_T
MOE430_2_1425709_at 2.3 8.3 A A 0.39 0.36 1.5 NC 0.5 gb:AF285585.1 /DB_XREF=gi:13603852 /GEN=Rnf17 /FEA=FLmRNA /CNT=8 /TID=Mm.82895.1 /TIER=FL /STK=1 /UG=Mm.82895 /LL=30054 /DEF=Mus m
MOE430_2_1425728_at 10.2 18.8 A A 0.23 0.12 1.5 NC 0.34 gb:BC022776.1 /DB_XREF=gi:18490082 /FEA=FLmRNA /CNT=9 /TID=Mm.213453.1 /TIER=FL /STK=1 /UG=Mm.213453 /DEF=Mus musculus, clone MGC:6
MOE430_2_1425858_at 11.7 27.1 A P 0.08 0.01 1.5 NC 0.05 gb:BC026581.1 /DB_XREF=gi:20071812 /FEA=FLmRNA /CNT=3 /TID=Mm.219531.1 /TIER=FL /STK=1 /UG=Mm.219531 /DEF=Mus musculus, Similar to ub
MOE430_2_1426180_a_ 7.5 13.1 A P 0.17 0.04 1.5 NC 0.005409 gb:U82380.1 /DB_XREF=gi:1769578 /GEN=Vcs2 /FEA=FLmRNA /CNT=1 /TID=Mm.1397.4 /TIER=FL /STK=1 /UG=Mm.1397 /LL=20600 /DEF=Mus musculu
MOE430_2_1426252_a_ 0.2 0.7 A A 0.9 0.93 1.5 NC 0.26 gb:BC012973.1 /DB_XREF=gi:15278016 /FEA=FLmRNA /CNT=290 /TID=Mm.10826.1 /TIER=FL+Stack /STK=23 /UG=Mm.10826 /LL=22242 /UG_GENE=Um
MOE430_2_1426302_at 1.2 3.1 A A 0.8 0.72 1.5 NC 0.4 gb:BC021368.1 /DB_XREF=gi:18203974 /FEA=FLmRNA /CNT=39 /TID=Mm.34601.1 /TIER=FL+Stack /STK=10 /UG=Mm.34601 /DEF=Mus musculus, Simila
MOE430_2_1426638_at 2.6 7 A A 0.43 0.46 1.5 NC 0.79 gb:D83144.1 /DB_XREF=gi:1542808 /FEA=FLmRNA /CNT=9 /TID=Mm.15630.1 /TIER=ConsEnd /STK=0 /UG=Mm.15630 /LL=20473 /UG_GENE=Six3 /DEF=
MOE430_2_1426653_at 93.7 231.8 P P 0.04 0.001953 1.5 I 0.00002 gb:BI658327 /DB_XREF=gi:15572563 /DB_XREF=603282393F1 /CLONE=IMAGE:5326582 /FEA=mRNA /CNT=282 /TID=Mm.4502.1 /TIER=Stack /STK=10 /
MOE430_2_1426730_a_ 1.3 2.6 A A 0.72 0.21 1.5 NC 0.04 gb:AK005411.1 /DB_XREF=gi:12837937 /FEA=mRNA /CNT=89 /TID=Mm.5099.1 /TIER=Stack /STK=84 /UG=Mm.5099 /LL=66392 /UG_GENE=2310047B08R
MOE430_2_1426872_at 4.3 12.5 A A 0.8 0.72 1.5 NC 0.5 gb:BC026653.1 /DB_XREF=gi:20072052 /FEA=mRNA /CNT=188 /TID=Mm.205520.1 /TIER=Stack /STK=46 /UG=Mm.205520 /DEF=Mus musculus, clone IMA
MOE430_2_1427328_a_ 12.6 41.9 A A 0.3 0.11 1.5 NC 0.007788 gb:BM221361 /DB_XREF=gi:17781705 /DB_XREF=K0103D03-3 /CLONE=K0103D03 /FEA=mRNA /CNT=21 /TID=Mm.26780.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427696_at 8.7 18.1 A A 0.36 0.3 1.5 NC 0.11 gb:M59288.1 /DB_XREF=gi:193270 /FEA=mRNA /CNT=1 /TID=Mm.1070.3 /TIER=ConsEnd /STK=0 /UG=Mm.1070 /LL=14151 /UG_GENE=Fech /DEF=Mus 
MOE430_2_1427716_at 6 16 A A 0.6 0.5 1.5 NC 0.5 gb:AB047759.1 /DB_XREF=gi:15320417 /FEA=mRNA /CNT=1 /TID=Mm.207075.1 /TIER=ConsEnd /STK=0 /UG=Mm.207075 /UG_TITLE=Mus musculus mRN
MOE430_2_1427892_at 3.7 10.4 A A 0.3 0.33 1.5 NC 0.5 gb:BB235320 /DB_XREF=gi:16354755 /DB_XREF=BB235320 /CLONE=A630053J21 /FEA=mRNA /CNT=71 /TID=Mm.123996.1 /TIER=Stack /STK=56 /UG=
MOE430_2_1427910_at 17.6 33.8 P P 0.03 0.00415 1.5 NC 0.003041 gb:AK003744.1 /DB_XREF=gi:12834601 /FEA=mRNA /CNT=49 /TID=Mm.36816.1 /TIER=Stack /STK=27 /UG=Mm.36816 /LL=73720 /UG_GENE=1110017E1
MOE430_2_1428010_at 1.8 8.7 A A 0.46 0.11 1.5 NC 0.04 gb:BC028435.1 /DB_XREF=gi:20306578 /FEA=mRNA /CNT=13 /TID=Mm.158852.1 /TIER=ConsEnd /STK=0 /UG=Mm.158852 /LL=72642 /UG_GENE=28100
MOE430_2_1428105_at 40.8 138.6 P P 0.03 0.000244 1.5 I 0.00002 gb:BB408453 /DB_XREF=gi:16415678 /DB_XREF=BB408453 /CLONE=C430007C07 /FEA=mRNA /CNT=206 /TID=Mm.11075.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1428223_at 1.8 7.9 A A 0.72 0.33 1.5 NC 0.07 gb:AK006096.1 /DB_XREF=gi:12839016 /FEA=mRNA /CNT=96 /TID=Mm.38305.1 /TIER=Stack /STK=70 /UG=Mm.38305 /LL=76574 /UG_GENE=1700018O1
MOE430_2_1428480_at 96.4 270.8 P P 0.000244 0.000244 1.5 I 0.00002 gb:AV307110 /DB_XREF=gi:16393898 /DB_XREF=AV307110 /CLONE=5730550I01 /FEA=mRNA /CNT=85 /TID=Mm.28038.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1428771_at 125.5 319.2 P P 0.000244 0.000244 1.5 I 0.00002 gb:BB667703 /DB_XREF=gi:16399152 /DB_XREF=BB667703 /CLONE=C730034J01 /FEA=mRNA /CNT=50 /TID=Mm.87283.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1429012_at 3.2 3.3 A A 0.72 0.6 1.5 NC 0.12 gb:BM246754 /DB_XREF=gi:17882024 /DB_XREF=K0742D08-3 /CLONE=K0742D08 /FEA=mRNA /CNT=48 /TID=Mm.31538.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429985_at 3.2 8.5 A A 0.36 0.06 1.5 NC 0.48 gb:BQ173897 /DB_XREF=gi:20349383 /DB_XREF=UI-M-DJ2-bvv-c-04-0-UI.s1 /CLONE=UI-M-DJ2-bvv-c-04-0-UI /FEA=mRNA /CNT=8 /TID=Mm.66405
MOE430_2_1430121_at 3.3 6.2 A A 0.63 0.33 1.5 NC 0.03 gb:AK005669.1 /DB_XREF=gi:12838364 /FEA=mRNA /CNT=5 /TID=Mm.108632.1 /TIER=ConsEnd /STK=4 /UG=Mm.108632 /LL=75437 /UG_GENE=170000
MOE430_2_1430139_at 24.1 49.7 A P 0.14 0.03 1.5 NC 0.02 gb:AK021390.1 /DB_XREF=gi:12862266 /FEA=mRNA /CNT=16 /TID=Mm.134871.1 /TIER=ConsEnd /STK=3 /UG=Mm.134871 /LL=77871 /UG_GENE=E1301
MOE430_2_1430159_at 1.2 3.2 A A 0.79 0.72 1.5 NC 0.31 gb:BF658932 /DB_XREF=gi:11924066 /DB_XREF=maa99a03.x1 /CLONE=IMAGE:3824908 /FEA=mRNA /CNT=11 /TID=Mm.105344.1 /TIER=ConsEnd /STK=
MOE430_2_1430458_at 3.4 5.1 A A 0.63 0.27 1.5 NC 0.35 gb:AV311400 /DB_XREF=gi:6364435 /DB_XREF=AV311400 /CLONE=5730597G20 /FEA=mRNA /CNT=4 /TID=Mm.159554.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430471_at 4.1 12.8 A A 0.5 0.3 1.5 NC 0.22 gb:BB542799 /DB_XREF=gi:9614022 /DB_XREF=BB542799 /CLONE=E130203J09 /FEA=mRNA /CNT=4 /TID=Mm.99657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430523_s_ 0.5 1.1 A A 0.94 0.77 1.5 NC 0.06 gb:AK008145.1 /DB_XREF=gi:12842151 /GEN=Igl-V1 /FEA=mRNA /CNT=3 /TID=Mm.780.2 /TIER=ConsEnd /STK=2 /UG=Mm.780 /LL=16142 /UG_TITLE=i
MOE430_2_1430582_at 1.4 6.3 A A 0.46 0.21 1.5 NC 0.35 gb:BB496854 /DB_XREF=gi:16441898 /DB_XREF=BB496854 /CLONE=D630004P05 /FEA=mRNA /CNT=15 /TID=Mm.133101.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430584_s_ 3.9 7.7 A A 0.5 0.12 1.5 NC 0.02 gb:BB213876 /DB_XREF=gi:16352913 /DB_XREF=BB213876 /CLONE=A530014M23 /FEA=mRNA /CNT=13 /TID=Mm.160284.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430740_at 0.5 4.2 A A 0.9 0.43 1.5 NC 0.01 gb:AK016887.1 /DB_XREF=gi:12855859 /FEA=mRNA /CNT=5 /TID=Mm.160290.1 /TIER=ConsEnd /STK=1 /UG=Mm.160290 /UG_TITLE=Mus musculus adul
MOE430_2_1430811_a_ 37.6 85.1 A P 0.09 0.005859 1.5 I 0.00002 gb:AK010351.1 /DB_XREF=gi:12845728 /FEA=mRNA /CNT=4 /TID=Mm.151315.2 /TIER=ConsEnd /STK=1 /UG=Mm.151315 /LL=66977 /UG_GENE=241000
MOE430_2_1431021_at 2.4 10.2 A A 0.66 0.33 1.5 NC 0.34 gb:BG863079 /DB_XREF=gi:14213617 /DB_XREF=602798129F1 /CLONE=IMAGE:4919143 /FEA=mRNA /CNT=17 /TID=Mm.53836.1 /TIER=ConsEnd /STK=
MOE430_2_1431087_at 102.2 269.8 P P 0.000244 0.000244 1.5 I 0.00002 gb:BF577722 /DB_XREF=gi:11651434 /DB_XREF=602092014F1 /CLONE=IMAGE:4206483 /FEA=mRNA /CNT=11 /TID=Mm.218278.1 /TIER=ConsEnd /STK=
MOE430_2_1431236_at 7.4 22.8 A P 0.36 0.03 1.5 NC 0.00712 gb:BB387845 /DB_XREF=gi:16408558 /DB_XREF=BB387845 /CLONE=C230053G02 /FEA=mRNA /CNT=6 /TID=Mm.196107.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431365_at 7.6 15.6 A P 0.27 0.005859 1.5 NC 0.009292 gb:BB653155 /DB_XREF=gi:16487012 /DB_XREF=BB653155 /CLONE=C630011O12 /FEA=mRNA /CNT=5 /TID=Mm.66767.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431443_at 4.5 13.3 A A 0.39 0.17 1.5 NC 0.16 gb:AK007368.1 /DB_XREF=gi:12840871 /FEA=mRNA /CNT=8 /TID=Mm.46253.1 /TIER=ConsEnd /STK=7 /UG=Mm.46253 /LL=69062 /UG_GENE=1810008B
MOE430_2_1431518_at 5.2 7 A A 0.21 0.3 1.5 NC 0.27 gb:AK017136.1 /DB_XREF=gi:12856241 /FEA=mRNA /CNT=4 /TID=Mm.61213.1 /TIER=ConsEnd /STK=1 /UG=Mm.61213 /LL=74675 /UG_GENE=4930451E
MOE430_2_1431807_at 1 4.1 A A 0.9 0.66 1.5 NC 0.21 gb:AK015338.1 /DB_XREF=gi:12853638 /FEA=mRNA /CNT=1 /TID=Mm.197530.1 /TIER=ConsEnd /STK=0 /UG=Mm.197530 /LL=75791 /UG_GENE=493043
MOE430_2_1431820_at 2.2 5.8 A A 0.46 0.12 1.5 NC 0.05 gb:AK014549.1 /DB_XREF=gi:12852475 /FEA=mRNA /CNT=1 /TID=Mm.115158.1 /TIER=ConsEnd /STK=0 /UG=Mm.115158 /LL=74034 /UG_GENE=463240
MOE430_2_1431825_at 4.9 6.4 A A 0.36 0.36 1.5 NC 0.5 gb:AK004696.1 /DB_XREF=gi:12836057 /FEA=mRNA /CNT=1 /TID=Mm.160356.1 /TIER=ConsEnd /STK=0 /UG=Mm.160356 /UG_TITLE=Mus musculus adul
MOE430_2_1431839_a_ 5.4 9.5 A A 0.24 0.46 1.5 NC 0.53 gb:AK014876.1 /DB_XREF=gi:12852972 /FEA=mRNA /CNT=1 /TID=Mm.189339.1 /TIER=ConsEnd /STK=0 /UG=Mm.189339 /LL=70884 /UG_GENE=492151
MOE430_2_1432150_at 4.8 6.8 A P 0.24 0.03 1.5 NC 0.5 gb:AK014184.1 /DB_XREF=gi:12851881 /FEA=mRNA /CNT=1 /TID=Mm.195784.1 /TIER=ConsEnd /STK=0 /UG=Mm.195784 /LL=76986 /UG_GENE=311004
MOE430_2_1432162_s_ 5.1 14.3 A A 0.43 0.11 1.5 NC 0.33 gb:AK006988.1 /DB_XREF=gi:12840324 /FEA=mRNA /CNT=1 /TID=Mm.32215.2 /TIER=ConsEnd /STK=0 /UG=Mm.32215 /LL=74625 /UG_GENE=4930428J
MOE430_2_1432222_at 3.2 17.5 A A 0.39 0.14 1.5 NC 0.46 gb:AK020861.1 /DB_XREF=gi:12861574 /FEA=mRNA /CNT=1 /TID=Mm.159996.1 /TIER=ConsEnd /STK=0 /UG=Mm.159996 /LL=77808 /UG_GENE=A93001
MOE430_2_1432387_at 0.3 0.9 A A 0.99 0.82 1.5 NC 0.12 gb:AK011656.1 /DB_XREF=gi:12847922 /FEA=mRNA /CNT=1 /TID=Mm.158251.1 /TIER=ConsEnd /STK=0 /UG=Mm.158251 /LL=69240 /UG_GENE=261003
MOE430_2_1432459_a_ 3.9 10.9 A A 0.5 0.33 1.5 NC 0.18 gb:AK015881.1 /DB_XREF=gi:12854391 /FEA=mRNA /CNT=1 /TID=Mm.116789.2 /TIER=ConsEnd /STK=0 /UG=Mm.116789 /LL=58206 /UG_GENE=Rog-pe
MOE430_2_1432470_at 2.9 10.3 A A 0.56 0.11 1.5 NC 0.27 gb:AK006008.1 /DB_XREF=gi:12838884 /FEA=mRNA /CNT=1 /TID=Mm.159145.1 /TIER=ConsEnd /STK=0 /UG=Mm.159145 /LL=74227 /UG_GENE=170001
MOE430_2_1432637_at 2.4 7.8 A A 0.6 0.6 1.5 NC 0.13 gb:BM207226 /DB_XREF=gi:17762963 /DB_XREF=C0609G10-3 /CLONE=C0609G10 /FEA=mRNA /CNT=7 /TID=Mm.177674.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432691_at 1.1 1.9 A A 0.87 0.82 1.5 NC 0.16 gb:AK018489.1 /DB_XREF=gi:12858214 /FEA=mRNA /CNT=2 /TID=Mm.158721.1 /TIER=ConsEnd /STK=0 /UG=Mm.158721 /LL=71533 /UG_GENE=903040
MOE430_2_1433216_at 0.7 1.5 A A 0.96 0.94 1.5 NC 0.17 gb:AK020434.1 /DB_XREF=gi:12861015 /FEA=mRNA /CNT=1 /TID=Mm.159884.1 /TIER=ConsEnd /STK=0 /UG=Mm.159884 /LL=77278 /UG_GENE=943002
MOE430_2_1433309_at 1.9 2.1 A A 0.69 0.53 1.5 NC 0.36 gb:AK015560.1 /DB_XREF=gi:12853950 /FEA=mRNA /CNT=1 /TID=Mm.159370.1 /TIER=ConsEnd /STK=0 /UG=Mm.159370 /LL=74920 /UG_GENE=493047
MOE430_2_1433323_at 3.8 6.2 A A 0.56 0.53 1.5 NC 0.04 gb:AK015932.1 /DB_XREF=gi:12854467 /FEA=mRNA /CNT=1 /TID=Mm.159470.1 /TIER=ConsEnd /STK=0 /UG=Mm.159470 /LL=75226 /UG_GENE=493052
MOE430_2_1433720_s_ 21.8 56.7 A P 0.19 0.00415 1.5 MI 0.00225 gb:AI647775 /DB_XREF=gi:4726453 /DB_XREF=uk43a02.x1 /CLONE=IMAGE:1971722 /FEA=EST /CNT=184 /TID=Mm.30114.2 /TIER=Stack /STK=66 /UG=
MOE430_2_1433997_at 662.8 1896.7 P P 0.000244 0.000244 1.5 I 0.00002 gb:BM213660 /DB_XREF=gi:17771615 /DB_XREF=C0839F02-3 /CLONE=C0839F02 /FEA=EST /CNT=104 /TID=Mm.136474.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434273_at 6.7 18.7 A A 0.33 0.17 1.5 NC 0.13 gb:BG073439 /DB_XREF=gi:12556008 /DB_XREF=H3122F03-3 /CLONE=H3122F03 /FEA=EST /CNT=67 /TID=Mm.4143.2 /TIER=Stack /STK=37 /UG=Mm.4
MOE430_2_1434382_at 11.2 23.9 A A 0.53 0.3 1.5 NC 0.01 gb:AV083936 /DB_XREF=gi:16381253 /DB_XREF=AV083936 /CLONE=2310004K20 /FEA=EST /CNT=75 /TID=Mm.45132.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434493_at 25.1 64.8 P P 0.008057 0.000244 1.5 I 0.00003 gb:BG092222 /DB_XREF=gi:12574774 /DB_XREF=mac06f01.x1 /CLONE=IMAGE:3999097 /FEA=EST /CNT=45 /TID=Mm.31228.1 /TIER=Stack /STK=31 /U
MOE430_2_1434504_at 4.6 10.1 A A 0.5 0.24 1.5 NC 0.37 gb:BB132074 /DB_XREF=gi:16266442 /DB_XREF=BB132074 /CLONE=9630058O20 /FEA=EST /CNT=32 /TID=Mm.45051.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434789_at 27.8 86.6 P P 0.001221 0.000244 1.5 I 0.000214 gb:BB136172 /DB_XREF=gi:15408467 /DB_XREF=BB136172 /CLONE=9830132O03 /FEA=EST /CNT=29 /TID=Mm.32318.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434850_at 78.2 205 P P 0.000732 0.000732 1.5 I 0.000774 gb:BI083036 /DB_XREF=gi:14501366 /DB_XREF=602874565F2 /CLONE=IMAGE:5006129 /FEA=EST /CNT=29 /TID=Mm.1689.1 /TIER=Stack /STK=24 /UG
MOE430_2_1435114_at 60.4 123.9 P P 0.005859 0.001953 1.5 I 0.00006 gb:C77437 /DB_XREF=gi:2517767 /DB_XREF=C77437 /CLONE=J0031B05 /FEA=EST /CNT=36 /TID=Mm.2718.2 /TIER=Stack /STK=20 /UG=Mm.2718 /LL
MOE430_2_1435196_at 10.6 38.8 A P 0.11 0.001953 1.5 I 0.000241 gb:BB795585 /DB_XREF=gi:16965204 /DB_XREF=BB795585 /CLONE=G431005L04 /FEA=EST /CNT=30 /TID=Mm.37885.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435214_at 3.2 15.2 A A 0.5 0.33 1.5 NC 0.21 gb:BB319817 /DB_XREF=gi:16403278 /DB_XREF=BB319817 /CLONE=B230382L12 /FEA=EST /CNT=20 /TID=Mm.40016.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435333_at 22 54.3 P P 0.000732 0.000244 1.5 I 0.00002 gb:AV156568 /DB_XREF=gi:16383280 /DB_XREF=AV156568 /CLONE=3000003G13 /FEA=EST /CNT=32 /TID=Mm.28983.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435497_at 14.4 32.1 A A 0.53 0.08 1.5 I 0.001336 gb:BM227301 /DB_XREF=gi:17789553 /DB_XREF=K0241E09-3 /CLONE=K0241E09 /FEA=EST /CNT=39 /TID=Mm.28132.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435532_at 0.9 5.1 A A 0.5 0.36 1.5 NC 0.57 gb:AV271892 /DB_XREF=gi:16390079 /DB_XREF=AV271892 /CLONE=4931417E21 /FEA=EST /CNT=42 /TID=Mm.23804.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435575_at 39 75.7 P P 0.001953 0.001221 1.5 I 0.000966 gb:AW536884 /DB_XREF=gi:7179301 /DB_XREF=G0109H12-3 /CLONE=G0109H12 /FEA=EST /CNT=22 /TID=Mm.18737.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1436205_at 4.4 10.3 A A 0.6 0.23 1.5 NC 0.26 gb:BE692021 /DB_XREF=gi:10079645 /DB_XREF=uv70e03.x1 /CLONE=IMAGE:3412540 /FEA=EST /CNT=23 /TID=Mm.37703.1 /TIER=Stack /STK=10 /UG
MOE430_2_1436245_at 2 4.3 A A 0.6 0.46 1.5 NC 0.01 gb:AV272484 /DB_XREF=gi:15405507 /DB_XREF=AV272484 /CLONE=4931427A11 /FEA=EST /CNT=12 /TID=Mm.117148.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436335_at 1.4 7.7 A A 0.91 0.6 1.5 NC 0.02 gb:BI732150 /DB_XREF=gi:15709163 /DB_XREF=603352759F1 /CLONE=IMAGE:5360246 /FEA=EST /CNT=28 /TID=Mm.45185.1 /TIER=Stack /STK=9 /UG
MOE430_2_1436701_at 0.4 5.3 A A 0.95 0.6 1.5 NC 0.29 gb:BM225189 /DB_XREF=gi:17786701 /DB_XREF=K0207F11-3 /CLONE=K0207F11 /FEA=EST /CNT=283 /TID=Mm.28010.1 /TIER=Stack /STK=277 /UG=M
MOE430_2_1436733_at 3 7.9 A A 0.6 0.19 1.5 NC 0.01 gb:BQ175558 /DB_XREF=gi:20351050 /DB_XREF=UI-M-DJ2-bvx-c-08-0-UI.s1 /CLONE=UI-M-DJ2-bvx-c-08-0-UI /FEA=EST /CNT=114 /TID=Mm.40013
MOE430_2_1436807_x_ 14.7 27.8 A M 0.24 0.05 1.5 NC 0.44 gb:BB131288 /DB_XREF=gi:8785678 /DB_XREF=BB131288 /CLONE=9630050L03 /FEA=EST /CNT=51 /TID=Mm.30653.2 /TIER=Stack /STK=49 /UG=Mm.3
MOE430_2_1436808_x_ 424.9 1198 P P 0.000244 0.000244 1.5 I 0.00002 gb:AI324988 /DB_XREF=gi:4059417 /DB_XREF=mn43b04.x1 /CLONE=IMAGE:540655 /FEA=EST /CNT=50 /TID=Mm.200892.1 /TIER=Stack /STK=49 /UG=M
MOE430_2_1437083_at 9.7 29.4 A P 0.06 0.04 1.5 MI 0.002032 gb:BB475607 /DB_XREF=gi:16440045 /DB_XREF=BB475607 /CLONE=D330014A18 /FEA=EST /CNT=37 /TID=Mm.80318.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437361_at 4.8 15.7 A A 0.5 0.36 1.5 NC 0.16 gb:BM214171 /DB_XREF=gi:17772256 /DB_XREF=C0846H08-3 /CLONE=C0846H08 /FEA=EST /CNT=23 /TID=Mm.24063.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437397_at 2.7 9.6 A A 0.75 0.66 1.5 NC 0.2 gb:AW554594 /DB_XREF=gi:7200017 /DB_XREF=L0242H04-3 /CLONE=L0242H04 /FEA=EST /CNT=82 /TID=Mm.10516.1 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437401_at 1510.7 4216.1 P P 0.000244 0.000244 1.5 I 0.00002 gb:BG075165 /DB_XREF=gi:12557734 /DB_XREF=H3144A06-3 /CLONE=H3144A06 /FEA=EST /CNT=36 /TID=Mm.2770.4 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437407_at 2.1 7.2 A A 0.6 0.46 1.5 NC 0.19 gb:AV220974 /DB_XREF=gi:16384711 /DB_XREF=AV220974 /CLONE=3230402G03 /FEA=EST /CNT=22 /TID=Mm.77537.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437570_at 4.3 17.9 A P 0.43 0.005859 1.5 I 0.001077 gb:BM213851 /DB_XREF=gi:17771862 /DB_XREF=C0842E05-3 /CLONE=C0842E05 /FEA=EST /CNT=23 /TID=Mm.31113.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437643_at 19.8 46.2 P P 0.01 0.008057 1.5 I 0.000035 gb:BG068259 /DB_XREF=gi:12550828 /DB_XREF=H3063E02-3 /CLONE=H3063E02 /FEA=EST /CNT=34 /TID=Mm.13800.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437659_at 0.7 1.5 A A 0.82 0.66 1.5 NC 0.35 gb:AV267870 /DB_XREF=gi:6255907 /DB_XREF=AV267870 /CLONE=4930529E13 /FEA=EST /CNT=18 /TID=Mm.50853.1 /TIER=Stack /STK=15 /UG=Mm.5
MOE430_2_1437885_at 73.5 207.9 P P 0.000244 0.000732 1.5 I 0.000027 gb:BF682730 /DB_XREF=gi:11956625 /DB_XREF=602117090F1 /CLONE=IMAGE:3468239 /FEA=EST /CNT=21 /TID=Mm.168541.1 /TIER=Stack /STK=13 /
MOE430_2_1437900_at 56.6 101.5 P P 0.000244 0.000244 1.5 I 0.00013 gb:AV032877 /DB_XREF=gi:16356593 /DB_XREF=AV032877 /CLONE=1500038C15 /FEA=EST /CNT=16 /TID=Mm.131128.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438020_at 2.6 9.6 A A 0.53 0.12 1.5 NC 0.005409 gb:BB036951 /DB_XREF=gi:15403718 /DB_XREF=BB036951 /CLONE=5930421M24 /FEA=EST /CNT=35 /TID=Mm.94336.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438078_at 7.7 23.6 A P 0.27 0.00293 1.5 I 0.001651 gb:BF730550 /DB_XREF=gi:12048414 /DB_XREF=mab64h10.x1 /CLONE=IMAGE:3975402 /FEA=EST /CNT=20 /TID=Mm.126531.1 /TIER=Stack /STK=12 /U
MOE430_2_1438119_at 0.6 1.1 A A 0.93 0.8 1.5 NC 0.34 gb:BB443308 /DB_XREF=gi:9285920 /DB_XREF=BB443308 /CLONE=D030040I17 /FEA=EST /CNT=13 /TID=Mm.4712.5 /TIER=Stack /STK=12 /UG=Mm.47
MOE430_2_1438531_at 30.4 79.5 P P 0.04 0.00293 1.5 I 0.000052 gb:BM119567 /DB_XREF=gi:17087593 /DB_XREF=L0927D02-3 /CLONE=L0927D02 /FEA=EST /CNT=11 /TID=Mm.111861.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1439028_at 8.7 25.4 A A 0.36 0.08 1.5 NC 0.16 gb:AI415161 /DB_XREF=gi:4258665 /DB_XREF=mb43g04.x1 /CLONE=IMAGE:332214 /FEA=EST /CNT=28 /TID=Mm.28917.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439040_at 3.7 8.8 A P 0.23 0.01 1.5 NC 0.19 gb:BG068387 /DB_XREF=gi:12550956 /DB_XREF=H3064H08-3 /CLONE=H3064H08 /FEA=EST /CNT=19 /TID=Mm.6751.1 /TIER=Stack /STK=8 /UG=Mm.6
MOE430_2_1439093_at 8 18.3 P P 0.03 0.001221 1.5 NC 0.003041 gb:BB270852 /DB_XREF=gi:8967867 /DB_XREF=BB270852 /CLONE=A830050K24 /FEA=EST /CNT=12 /TID=Mm.155691.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439265_at 4.8 13.8 A P 0.24 0.01 1.5 NC 0.14 gb:BB131963 /DB_XREF=gi:8786353 /DB_XREF=BB131963 /CLONE=9630056M16 /FEA=EST /CNT=9 /TID=Mm.220875.1 /TIER=Stack /STK=8 /UG=Mm.2



MOE430_2_1439473_at 3 14.2 A A 0.72 0.21 1.5 NC 0.04 gb:BB493152 /DB_XREF=gi:9451779 /DB_XREF=BB493152 /CLONE=D530031K13 /FEA=EST /CNT=8 /TID=Mm.138189.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439674_at 2.4 20.8 A A 0.5 0.33 1.5 NC 0.16 gb:BB436482 /DB_XREF=gi:16424389 /DB_XREF=BB436482 /CLONE=C820018O19 /FEA=EST /CNT=7 /TID=Mm.209856.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439777_at 2.5 7.1 A A 0.63 0.36 1.5 NC 0.23 gb:BB308170 /DB_XREF=gi:15411381 /DB_XREF=BB308170 /CLONE=B230218O03 /FEA=EST /CNT=19 /TID=Mm.40005.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439854_at 1.6 3.8 A A 0.84 0.36 1.5 NC 0.01 gb:BQ175572 /DB_XREF=gi:20351064 /DB_XREF=UI-M-DJ2-bvx-e-18-0-UI.s1 /CLONE=UI-M-DJ2-bvx-e-18-0-UI /FEA=EST /CNT=9 /TID=Mm.39779.1 
MOE430_2_1439861_at 6.4 13.2 A A 0.56 0.33 1.5 NC 0.3 gb:AV174083 /DB_XREF=gi:16383993 /DB_XREF=AV174083 /CLONE=5730408F02 /FEA=EST /CNT=9 /TID=Mm.82429.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440094_at 2.3 6.9 A A 0.69 0.43 1.5 NC 0.02 gb:AV371344 /DB_XREF=gi:16397848 /DB_XREF=AV371344 /CLONE=9030413G09 /FEA=EST /CNT=6 /TID=Mm.25686.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440155_at 6 16.4 A P 0.33 0.03 1.5 NC 0.02 gb:BF463246 /DB_XREF=gi:11532429 /DB_XREF=UI-M-CG0p-bnl-c-05-0-UI.s1 /CLONE=UI-M-CG0p-bnl-c-05-0-UI /FEA=EST /CNT=6 /TID=Mm.152096
MOE430_2_1440401_at 0.8 5.4 A A 0.6 0.6 1.5 NC 0.49 gb:BG071815 /DB_XREF=gi:12554384 /DB_XREF=H3103E03-3 /CLONE=H3103E03 /FEA=EST /CNT=6 /TID=Mm.17849.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440436_at 3.2 8.1 A P 0.36 0.03 1.5 NC 0.5 gb:BQ176471 /DB_XREF=gi:20351963 /DB_XREF=UI-M-DJ2-bwf-p-21-0-UI.s1 /CLONE=UI-M-DJ2-bwf-p-21-0-UI /FEA=EST /CNT=6 /TID=Mm.188356.
MOE430_2_1440445_at 1.9 4.4 A A 0.56 0.43 1.5 NC 0.21 gb:BB255007 /DB_XREF=gi:8947753 /DB_XREF=BB255007 /CLONE=A730064M18 /FEA=EST /CNT=6 /TID=Mm.55128.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440562_at 2.4 5.3 A A 0.66 0.53 1.5 NC 0.5 gb:BB308531 /DB_XREF=gi:16402401 /DB_XREF=BB308531 /CLONE=B230304I02 /FEA=EST /CNT=5 /TID=Mm.48679.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440595_at 7 18.2 A A 0.36 0.09 1.5 NC 0.18 gb:BB036542 /DB_XREF=gi:16258375 /DB_XREF=BB036542 /CLONE=5930417L10 /FEA=EST /CNT=5 /TID=Mm.132761.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440779_s_ 6.3 6.8 A A 0.82 0.82 1.5 NC 0.5 gb:BB502156 /DB_XREF=gi:9490950 /DB_XREF=BB502156 /CLONE=D630038B13 /FEA=EST /CNT=5 /TID=Mm.131393.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440784_at 0.8 2.5 A A 0.69 0.6 1.5 NC 0.46 gb:BB042712 /DB_XREF=gi:8449098 /DB_XREF=BB042712 /CLONE=6030465H12 /FEA=EST /CNT=5 /TID=Mm.168794.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440897_at 1.9 5.3 A A 0.69 0.63 1.5 NC 0.5 gb:AW823639 /DB_XREF=gi:7916716 /DB_XREF=uf50h02.x1 /CLONE=IMAGE:1514835 /FEA=EST /CNT=8 /TID=Mm.44078.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441084_at 2.2 9 A A 0.53 0.36 1.5 NC 0.42 gb:BE686333 /DB_XREF=gi:10073957 /DB_XREF=uv81c01.x1 /CLONE=IMAGE:3413568 /FEA=EST /CNT=6 /TID=Mm.131592.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441123_at 4.2 7 A A 0.6 0.63 1.5 NC 0.5 gb:BB023801 /DB_XREF=gi:15403421 /DB_XREF=BB023801 /CLONE=5330416O22 /FEA=EST /CNT=6 /TID=Mm.150559.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441156_at 0.5 2 A A 0.97 0.88 1.5 NC 0.16 gb:AU024383 /DB_XREF=gi:3394730 /DB_XREF=AU024383 /CLONE=J0451H04 /FEA=EST /CNT=5 /TID=Mm.89421.1 /TIER=ConsEnd /STK=4 /UG=Mm.89
MOE430_2_1441468_at 1.5 4.6 A A 0.91 0.63 1.5 NC 0.02 gb:BB326028 /DB_XREF=gi:16403607 /DB_XREF=BB326028 /CLONE=B430203B04 /FEA=EST /CNT=4 /TID=Mm.44343.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441557_at 1 3.9 A A 0.65 0.46 1.5 NC 0.26 gb:BB491571 /DB_XREF=gi:16441720 /DB_XREF=BB491571 /CLONE=D530022A06 /FEA=EST /CNT=4 /TID=Mm.137966.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441591_at 6.7 18.2 A A 0.3 0.09 1.5 NC 0.22 gb:BG069177 /DB_XREF=gi:12551746 /DB_XREF=H3073E11-3 /CLONE=H3073E11 /FEA=EST /CNT=4 /TID=Mm.173700.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441676_at 88.3 285.6 P P 0.001221 0.000244 1.5 I 0.00002 gb:AW557786 /DB_XREF=gi:7203215 /DB_XREF=L0286D04-3 /CLONE=L0286D04 /FEA=EST /CNT=4 /TID=Mm.171099.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441982_at 0.3 1.1 A A 0.9 0.63 1.5 NC 0.17 gb:BB551747 /DB_XREF=gi:16448078 /DB_XREF=BB551747 /CLONE=E230029P14 /FEA=EST /CNT=12 /TID=Mm.53652.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442053_at 4.6 12.3 A A 0.42 0.12 1.5 NC 0.13 gb:C80697 /DB_XREF=gi:2521027 /DB_XREF=C80697 /CLONE=J0086F05 /FEA=EST /CNT=7 /TID=Mm.31079.1 /TIER=ConsEnd /STK=3 /UG=Mm.31079 /
MOE430_2_1442060_at 0.5 1.8 A A 0.88 0.63 1.5 NC 0.06 gb:BB224442 /DB_XREF=gi:8893054 /DB_XREF=BB224442 /CLONE=A530086K04 /FEA=EST /CNT=7 /TID=Mm.59960.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442239_at 4.3 6.5 A A 0.43 0.39 1.5 NC 0.35 gb:AW546666 /DB_XREF=gi:7192076 /DB_XREF=L0011D03-3 /CLONE=L0011D03 /FEA=EST /CNT=5 /TID=Mm.218672.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442318_at 11.5 24.6 A P 0.11 0.005859 1.5 MI 0.00225 gb:BI438164 /DB_XREF=gi:15262854 /DB_XREF=ic47h09.x3 /CLONE=IMAGE:5656960 /FEA=EST /CNT=5 /TID=Mm.105182.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442632_at 13.6 41.7 A P 0.14 0.03 1.5 NC 0.02 gb:BB116896 /DB_XREF=gi:16261870 /DB_XREF=BB116896 /CLONE=9530057M21 /FEA=EST /CNT=4 /TID=Mm.44769.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442688_at 0.2 0.6 A A 0.98 0.9 1.5 NC 0.16 gb:BG084733 /DB_XREF=gi:12567297 /DB_XREF=H3104C12-5 /CLONE=H3104C12 /FEA=EST /CNT=4 /TID=Mm.17844.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442768_at 2.4 12.9 A A 0.63 0.39 1.5 NC 0.42 gb:BE988719 /DB_XREF=gi:10665340 /DB_XREF=UI-M-CG0p-bhz-e-01-0-UI.s1 /CLONE=UI-M-CG0p-bhz-e-01-0-UI /FEA=EST /CNT=4 /TID=Mm.87014
MOE430_2_1442814_at 1.2 4.3 A A 0.87 0.6 1.5 NC 0.2 gb:BE988784 /DB_XREF=gi:10665473 /DB_XREF=UI-M-CG0p-bhg-c-03-0-UI.s1 /CLONE=UI-M-CG0p-bhg-c-03-0-UI /FEA=EST /CNT=5 /TID=Mm.15193
MOE430_2_1442825_at 2.4 6.2 A A 0.78 0.53 1.5 NC 0.14 gb:BB373711 /DB_XREF=gi:16407203 /DB_XREF=BB373711 /CLONE=C130071K15 /FEA=EST /CNT=5 /TID=Mm.202544.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443019_at 0.2 2.3 A A 0.85 0.53 1.5 NC 0.39 gb:BB437814 /DB_XREF=gi:16424474 /DB_XREF=BB437814 /CLONE=D030005P03 /FEA=EST /CNT=3 /TID=Mm.215933.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443138_at 4.4 16.2 A P 0.24 0.00293 1.5 MI 0.00249 gb:BB541054 /DB_XREF=gi:16447174 /DB_XREF=BB541054 /CLONE=E130111P19 /FEA=EST /CNT=3 /TID=Mm.209899.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443220_at 3.7 6 A A 0.63 0.46 1.5 NC 0.31 gb:BB376163 /DB_XREF=gi:16407484 /DB_XREF=BB376163 /CLONE=C130083O08 /FEA=EST /CNT=3 /TID=Mm.138076.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443291_at 2 9.4 A A 0.43 0.36 1.5 NC 0.5 gb:AV332053 /DB_XREF=gi:16396196 /DB_XREF=AV332053 /CLONE=6330529I17 /FEA=EST /CNT=3 /TID=Mm.82564.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443363_at 2 5.8 A A 0.56 0.36 1.5 NC 0.04 gb:BB470362 /DB_XREF=gi:16427758 /DB_XREF=BB470362 /CLONE=D230033F14 /FEA=EST /CNT=3 /TID=Mm.130466.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443392_at 4.1 12.1 A P 0.33 0.03 1.5 NC 0.5 gb:BB346256 /DB_XREF=gi:16405027 /DB_XREF=BB346256 /CLONE=B930060L18 /FEA=EST /CNT=3 /TID=Mm.132661.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443413_s_ 2.6 7.5 A A 0.39 0.27 1.5 NC 0.5 gb:BB490331 /DB_XREF=gi:16441691 /DB_XREF=BB490331 /CLONE=D530014K13 /FEA=EST /CNT=3 /TID=Mm.209526.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443469_at 0.8 3 A A 0.59 0.66 1.5 NC 0.4 gb:BG070590 /DB_XREF=gi:12553159 /DB_XREF=H3089A03-3 /CLONE=H3089A03 /FEA=EST /CNT=3 /TID=Mm.11125.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443747_at 13.5 53.6 A A 0.33 0.12 1.5 NC 0.5 gb:BB098645 /DB_XREF=gi:8743679 /DB_XREF=BB098645 /CLONE=9430064O11 /FEA=EST /CNT=3 /TID=Mm.138473.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443775_x_ 33.6 98.4 A P 0.06 0.00415 1.5 I 0.000307 gb:AV165539 /DB_XREF=gi:5371976 /DB_XREF=AV165539 /CLONE=3110037K02 /FEA=EST /CNT=3 /TID=Mm.45520.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443801_at 9.5 19.8 P M 0.04 0.05 1.5 NC 0.17 gb:BB376943 /DB_XREF=gi:9089763 /DB_XREF=BB376943 /CLONE=C130087F24 /FEA=EST /CNT=3 /TID=Mm.176985.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444023_at 1.8 7.6 A A 0.53 0.27 1.5 NC 0.41 gb:BB823066 /DB_XREF=gi:17001309 /DB_XREF=BB823066 /CLONE=G830025N01 /FEA=EST /CNT=6 /TID=Mm.59970.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444198_at 3.6 18.6 A P 0.32 0.001953 1.5 NC 0.07 gb:BM117570 /DB_XREF=gi:17080588 /DB_XREF=L0853D02-3 /CLONE=L0853D02 /FEA=EST /CNT=5 /TID=Mm.214466.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444265_at 1.2 2.8 A A 0.66 0.5 1.5 NC 0.04 gb:BI713980 /DB_XREF=gi:15689675 /DB_XREF=ic88b08.x1 /CLONE=IMAGE:5660511 /FEA=EST /CNT=5 /TID=Mm.210553.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444292_at 3.8 15.8 A P 0.3 0.04 1.5 NC 0.27 gb:C76958 /DB_XREF=gi:2517288 /DB_XREF=C76958 /CLONE=J0023E01 /FEA=EST /CNT=5 /TID=Mm.24927.1 /TIER=ConsEnd /STK=2 /UG=Mm.24927 /
MOE430_2_1444340_at 2.1 7.3 A A 0.46 0.42 1.5 NC 0.5 gb:BG067732 /DB_XREF=gi:12550301 /DB_XREF=H3057E12-3 /CLONE=H3057E12 /FEA=EST /CNT=4 /TID=Mm.173515.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444373_at 0.5 3.9 A A 0.62 0.63 1.5 NC 0.37 gb:BB271992 /DB_XREF=gi:16400690 /DB_XREF=BB271992 /CLONE=A830061B02 /FEA=EST /CNT=4 /TID=Mm.210486.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444444_at 4.7 9.1 A A 0.5 0.08 1.5 NC 0.004481 gb:BE981420 /DB_XREF=gi:10650509 /DB_XREF=UI-M-CG0p-bdc-a-02-0-UI.s1 /CLONE=UI-M-CG0p-bdc-a-02-0-UI /FEA=EST /CNT=4 /TID=Mm.15125
MOE430_2_1444542_at 4.4 9.6 A P 0.43 0.03 1.5 NC 0.009292 gb:BB214084 /DB_XREF=gi:16352937 /DB_XREF=BB214084 /CLONE=A530017F16 /FEA=EST /CNT=4 /TID=Mm.30663.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444573_at 2.9 7.9 A A 0.66 0.33 1.5 NC 0.02 gb:AI413247 /DB_XREF=gi:4256751 /DB_XREF=me93d10.x1 /CLONE=IMAGE:403123 /FEA=EST /CNT=4 /TID=Mm.151794.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444590_at 2.1 7.5 A A 0.5 0.46 1.5 NC 0.5 gb:BF461956 /DB_XREF=gi:11531139 /DB_XREF=UI-M-CG0p-bmv-f-04-0-UI.s1 /CLONE=UI-M-CG0p-bmv-f-04-0-UI /FEA=EST /CNT=4 /TID=Mm.3552
MOE430_2_1444622_at 2 7.7 A A 0.43 0.19 1.5 NC 0.09 gb:BM118846 /DB_XREF=gi:17086872 /DB_XREF=L0917A02-3 /CLONE=L0917A02 /FEA=EST /CNT=6 /TID=Mm.202462.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444847_at 0.7 2.9 A A 0.39 0.27 1.5 NC 0.16 gb:BG067974 /DB_XREF=gi:12550543 /DB_XREF=H3060C12-3 /CLONE=H3060C12 /FEA=EST /CNT=3 /TID=Mm.173106.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444988_at 1.1 3.6 A A 0.69 0.5 1.5 NC 0.5 gb:BG068711 /DB_XREF=gi:12551280 /DB_XREF=H3068E06-3 /CLONE=H3068E06 /FEA=EST /CNT=3 /TID=Mm.173645.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445096_at 3.8 9.8 A A 0.33 0.3 1.5 NC 0.5 gb:BG068484 /DB_XREF=gi:12551053 /DB_XREF=H3066A11-3 /CLONE=H3066A11 /FEA=EST /CNT=3 /TID=Mm.173586.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445153_at 1.3 4.1 A A 0.53 0.46 1.5 NC 0.31 gb:BG072128 /DB_XREF=gi:12554697 /DB_XREF=H3107A11-3 /CLONE=H3107A11 /FEA=EST /CNT=3 /TID=Mm.104089.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445159_at 1.6 4.2 A A 0.88 0.69 1.5 NC 0.06 gb:BG074947 /DB_XREF=gi:12557516 /DB_XREF=H3141C10-3 /CLONE=H3141C10 /FEA=EST /CNT=3 /TID=Mm.103112.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445193_x_ 0.3 1.6 A A 0.82 0.88 1.5 NC 0.48 gb:BG068436 /DB_XREF=gi:12551005 /DB_XREF=H3065E02-3 /CLONE=H3065E02 /FEA=EST /CNT=3 /TID=Mm.171934.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445405_at 2.5 12.2 A P 0.27 0.01 1.5 NC 0.06 gb:BB161663 /DB_XREF=gi:16268638 /DB_XREF=BB161663 /CLONE=A130061J10 /FEA=EST /CNT=3 /TID=Mm.184640.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445532_at 4.4 10 A A 0.3 0.06 1.5 NC 0.04 gb:BB081552 /DB_XREF=gi:16260659 /DB_XREF=BB081552 /CLONE=9330169N05 /FEA=EST /CNT=3 /TID=Mm.39429.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445587_at 1.2 4.1 A A 0.72 0.63 1.5 NC 0.5 gb:BQ126412 /DB_XREF=gi:20200323 /DB_XREF=ii17e08.x1 /CLONE=IMAGE:5942102 /FEA=EST /CNT=3 /TID=Mm.211279.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445648_at 2.3 5.5 A A 0.3 0.36 1.5 NC 0.5 gb:AW123715 /DB_XREF=gi:6099245 /DB_XREF=UI-M-BH2.1-apl-e-08-0-UI.s1 /CLONE=UI-M-BH2.1-apl-e-08-0-UI /FEA=EST /CNT=3 /TID=Mm.138911
MOE430_2_1445784_at 2.2 4.3 A A 0.78 0.56 1.5 NC 0.28 gb:BG064069 /DB_XREF=gi:12546632 /DB_XREF=H3015B08-3 /CLONE=H3015B08 /FEA=EST /CNT=3 /TID=Mm.197224.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445874_at 4 12.5 A P 0.21 0.02 1.5 NC 0.13 gb:BB470735 /DB_XREF=gi:16427806 /DB_XREF=BB470735 /CLONE=D230035C09 /FEA=EST /CNT=3 /TID=Mm.209389.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445946_at 1.6 4 A A 0.9 0.72 1.5 NC 0.19 gb:BG066447 /DB_XREF=gi:12549016 /DB_XREF=H3043B03-3 /CLONE=H3043B03 /FEA=EST /CNT=2 /TID=Mm.172758.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446110_at 1.9 6 A A 0.6 0.12 1.5 NC 0.19 gb:BG069230 /DB_XREF=gi:12551799 /DB_XREF=H3074B07-3 /CLONE=H3074B07 /FEA=EST /CNT=2 /TID=Mm.26114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446144_at 4.7 10.2 A A 0.36 0.11 1.5 NC 0.07 gb:BB315077 /DB_XREF=gi:16403014 /DB_XREF=BB315077 /CLONE=B230352N14 /FEA=EST /CNT=2 /TID=Mm.210117.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446212_at 0.2 2.4 A A 0.78 0.6 1.5 NC 0.17 gb:BB204400 /DB_XREF=gi:16351827 /DB_XREF=BB204400 /CLONE=A430057L14 /FEA=EST /CNT=2 /TID=Mm.207886.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446421_at 0.4 1.7 A A 0.9 0.8 1.5 NC 0.13 gb:BB470737 /DB_XREF=gi:16427807 /DB_XREF=BB470737 /CLONE=D230035C16 /FEA=EST /CNT=2 /TID=Mm.209390.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446525_at 0.4 1.2 A A 0.95 0.69 1.5 NC 0.13 gb:BM198842 /DB_XREF=gi:17751470 /DB_XREF=C0408E10-3 /CLONE=C0408E10 /FEA=EST /CNT=2 /TID=Mm.217589.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446812_at 5.1 12 A A 0.33 0.11 1.5 NC 0.09 gb:BB667300 /DB_XREF=gi:16398749 /DB_XREF=BB667300 /CLONE=7120458G20 /FEA=EST /CNT=2 /TID=Mm.212896.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446822_at 4.9 14.4 A A 0.5 0.24 1.5 NC 0.23 gb:AU022528 /DB_XREF=gi:3387503 /DB_XREF=AU022528 /CLONE=J0416B05 /FEA=EST /CNT=2 /TID=Mm.154727.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446994_at 3.1 9.7 A A 0.6 0.27 1.5 NC 0.13 gb:AW492978 /DB_XREF=gi:7063259 /DB_XREF=UI-M-BH3-aty-a-06-0-UI.s1 /CLONE=UI-M-BH3-aty-a-06-0-UI /FEA=EST /CNT=2 /TID=Mm.150972.1 
MOE430_2_1447060_at 5.8 19 A A 0.43 0.09 1.5 NC 0.008511 gb:BM119687 /DB_XREF=gi:17087713 /DB_XREF=L0929D02-3 /CLONE=L0929D02 /FEA=EST /CNT=2 /TID=Mm.217066.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447149_at 2.4 8.5 A P 0.49 0.03 1.5 NC 0.05 gb:BB209181 /DB_XREF=gi:16352419 /DB_XREF=BB209181 /CLONE=A430091G12 /FEA=EST /CNT=2 /TID=Mm.124340.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447451_at 1.5 4.4 A A 0.53 0.6 1.5 NC 0.5 gb:AI551400 /DB_XREF=gi:4483763 /DB_XREF=vi99d05.x1 /CLONE=IMAGE:920361 /FEA=EST /CNT=2 /TID=Mm.35252.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447470_at 5.4 9.3 A A 0.39 0.39 1.5 NC 0.5 gb:BF451327 /DB_XREF=gi:11517496 /DB_XREF=uz68h03.x1 /CLONE=IMAGE:3674261 /FEA=EST /CNT=2 /TID=Mm.54213.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447609_at 0.4 2.1 A A 0.96 0.53 1.5 NC 0.16 gb:BB298720 /DB_XREF=gi:8999425 /DB_XREF=BB298720 /CLONE=B230003F14 /FEA=EST /CNT=2 /TID=Mm.149405.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447660_at 0.3 2.2 A A 0.72 0.53 1.5 NC 0.5 gb:BB442328 /DB_XREF=gi:9284940 /DB_XREF=BB442328 /CLONE=D030031L19 /FEA=EST /CNT=2 /TID=Mm.180612.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447974_s_ 1.3 4.7 A A 0.87 0.56 1.5 NC 0.02 gb:BB394986 /DB_XREF=gi:16409274 /DB_XREF=BB394986 /CLONE=C230090D02 /FEA=EST /CNT=4 /TID=Mm.202309.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448016_at 16.8 40.7 A P 0.21 0.01 1.5 I 0.000307 gb:AA267568 /DB_XREF=gi:1904368 /DB_XREF=mz98b02.r1 /CLONE=IMAGE:721419 /FEA=EST /CNT=16 /TID=Mm.3022.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448051_at 1.4 5.1 A A 0.53 0.3 1.5 NC 0.17 gb:BG078857 /DB_XREF=gi:12561425 /DB_XREF=H3032H05-5 /CLONE=H3032H05 /FEA=EST /CNT=7 /TID=Mm.24890.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448117_at 141.6 391.9 P P 0.000732 0.000244 1.5 I 0.00002 gb:BB815530 /DB_XREF=gi:16988159 /DB_XREF=BB815530 /CLONE=G730029H13 /FEA=FLmRNA /CNT=339 /TID=Mm.4235.1 /TIER=Stack /STK=12 /UG
MOE430_2_1448231_at 16.4 48.2 A P 0.19 0.00293 1.5 I 0.00006 gb:U16959.1 /DB_XREF=gi:915279 /FEA=FLmRNA /CNT=212 /TID=Mm.154390.1 /TIER=FL /STK=1 /UG=Mm.154390 /LL=14229 /UG_GENE=Fkbp5 /DEF=
MOE430_2_1448466_at 57 180.6 P P 0.000732 0.000244 1.5 I 0.00002 gb:NM_026410.1 /DB_XREF=gi:13385901 /GEN=2610036L13Rik /FEA=FLmRNA /CNT=97 /TID=Mm.23526.1 /TIER=FL+Stack /STK=69 /UG=Mm.23526 /LL=
MOE430_2_1448650_a_ 56.6 149.8 P P 0.001953 0.000244 1.5 I 0.00002 gb:NM_011132.1 /DB_XREF=gi:6755123 /GEN=Pole /FEA=FLmRNA /CNT=81 /TID=Mm.35061.1 /TIER=FL+Stack /STK=50 /UG=Mm.35061 /LL=18973 /DE
MOE430_2_1448686_at 3.1 7.2 A A 0.39 0.27 1.5 NC 0.2 gb:BB167822 /DB_XREF=gi:16269113 /DB_XREF=BB167822 /CLONE=A130095H14 /FEA=FLmRNA /CNT=135 /TID=Mm.10137.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1448748_at 2.7 6.6 A A 0.5 0.33 1.5 NC 0.3 gb:NM_019549.1 /DB_XREF=gi:11464970 /GEN=Plek /FEA=FLmRNA /CNT=79 /TID=Mm.98232.1 /TIER=FL+Stack /STK=43 /UG=Mm.98232 /LL=56193 /DE
MOE430_2_1449060_at 138.8 396.2 P P 0.000732 0.000244 1.5 I 0.000027 gb:NM_134471.1 /DB_XREF=gi:19882210 /GEN=4930402F02Rik /FEA=FLmRNA /CNT=111 /TID=Mm.27828.1 /TIER=FL+Stack /STK=24 /UG=Mm.27828 /L
MOE430_2_1449207_a_ 233.4 673.1 P P 0.000732 0.000244 1.5 I 0.00002 gb:NM_009004.1 /DB_XREF=gi:6679596 /GEN=Rab6kifl /FEA=FLmRNA /CNT=24 /TID=Mm.196638.1 /TIER=FL+Stack /STK=19 /UG=Mm.196638 /LL=19348
MOE430_2_1449245_at 2.4 7 A A 0.82 0.19 1.5 NC 0.01 gb:NM_010350.1 /DB_XREF=gi:7110608 /GEN=Grin2c /FEA=FLmRNA /CNT=33 /TID=Mm.39090.1 /TIER=FL+Stack /STK=17 /UG=Mm.39090 /LL=14813 /D
MOE430_2_1449319_at 1.1 4.1 A A 0.39 0.56 1.5 NC 0.66 gb:NM_138683.1 /DB_XREF=gi:20149775 /GEN=R-spondin /FEA=FLmRNA /CNT=16 /TID=Mm.42202.1 /TIER=FL+Stack /STK=15 /UG=Mm.42202 /LL=192
MOE430_2_1449432_a_ 0.9 4.4 A A 0.72 0.46 1.5 NC 0.05 gb:NM_013783.1 /DB_XREF=gi:7305476 /GEN=Mell1 /FEA=FLmRNA /CNT=13 /TID=Mm.116944.1 /TIER=FL+Stack /STK=11 /UG=Mm.116944 /LL=27390 /
MOE430_2_1449673_s_ 0.8 6.6 A A 0.5 0.36 1.5 NC 0.13 gb:C76389 /DB_XREF=gi:2516719 /DB_XREF=C76389 /CLONE=J0009G06 /FEA=EST /CNT=1 /TID=Mm.197829.1 /TIER=ConsEnd /STK=0 /UG=Mm.19782
MOE430_2_1449719_at 3.2 10.2 A A 0.43 0.21 1.5 NC 0.21 gb:AI649104 /DB_XREF=gi:4729938 /DB_XREF=uk25g06.x1 /CLONE=IMAGE:1970074 /FEA=EST /CNT=1 /TID=Mm.204378.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449894_at 2.5 9.2 A A 0.72 0.43 1.5 NC 0.08 gb:NM_026253.1 /DB_XREF=gi:13385761 /GEN=4930442L21Rik /FEA=FLmRNA /CNT=26 /TID=Mm.46115.1 /TIER=FL /STK=4 /UG=Mm.46115 /LL=67580 /
MOE430_2_1450118_a_ 9.1 34.2 M P 0.05 0.00415 1.5 NC 0.08 gb:NM_011620.1 /DB_XREF=gi:6755844 /GEN=Tnnt3 /FEA=FLmRNA /CNT=14 /TID=Mm.14546.1 /TIER=FL /STK=2 /UG=Mm.14546 /LL=21957 /DEF=Mus 
MOE430_2_1450156_a_ 27.6 73.1 P P 0.01 0.001953 1.5 I 0.00002 gb:NM_013552.1 /DB_XREF=gi:7305144 /GEN=Hmmr /FEA=FLmRNA /CNT=21 /TID=Mm.116997.1 /TIER=FL /STK=2 /UG=Mm.116997 /LL=15366 /DEF=M
MOE430_2_1450181_at 3.3 6.5 A A 0.69 0.5 1.5 NC 0.24 gb:NM_007804.1 /DB_XREF=gi:6681088 /GEN=Cutl2 /FEA=FLmRNA /CNT=14 /TID=Mm.5116.1 /TIER=FL /STK=2 /UG=Mm.5116 /LL=13048 /DEF=Mus mu
MOE430_2_1450596_at 6.6 20.6 A A 0.24 0.06 1.5 NC 0.5 gb:NM_013618.1 /DB_XREF=gi:7305346 /GEN=Olfr66 /FEA=FLmRNA /CNT=1 /TID=Mm.103627.1 /TIER=FL /STK=1 /UG=Mm.103627 /LL=18367 /DEF=Mu
MOE430_2_1450609_at 1.5 9.7 A P 0.46 0.03 1.5 NC 0.05 gb:NM_033145.1 /DB_XREF=gi:14994307 /GEN=Lcn5-pending /FEA=FLmRNA /CNT=1 /TID=Mm.196708.1 /TIER=FL /STK=1 /UG=Mm.196708 /LL=78076 /
MOE430_2_1450810_at 1.1 2.9 A A 0.85 0.5 1.5 NC 0.06 gb:NM_013523.1 /DB_XREF=gi:7305070 /GEN=Fshr /FEA=FLmRNA /CNT=4 /TID=Mm.57155.1 /TIER=FL /STK=1 /UG=Mm.57155 /LL=14309 /DEF=Mus mu
MOE430_2_1451373_at 2.4 6.1 A A 0.53 0.24 1.5 NC 0.5 gb:BC025940.1 /DB_XREF=gi:19684052 /FEA=FLmRNA /CNT=65 /TID=Mm.201628.1 /TIER=FL+Stack /STK=29 /UG=Mm.201628 /DEF=Mus musculus, clon
MOE430_2_1451482_at 4.7 16 A A 0.5 0.19 1.5 NC 0.02 gb:BC027344.1 /DB_XREF=gi:20071053 /FEA=FLmRNA /CNT=28 /TID=Mm.86669.1 /TIER=FL+Stack /STK=16 /UG=Mm.86669 /DEF=Mus musculus, Simila
MOE430_2_1451616_at 0.6 0.9 A A 0.88 0.63 1.5 NC 0.26 gb:M83348.1 /DB_XREF=gi:200320 /FEA=FLmRNA /CNT=6 /TID=Mm.153893.1 /TIER=FL /STK=5 /UG=Mm.153893 /LL=26435 /UG_GENE=Psg-ps1 /DEF=
MOE430_2_1451648_a_ 4.7 20 A A 0.43 0.17 1.5 NC 0.44 gb:BC022108.1 /DB_XREF=gi:18380985 /FEA=FLmRNA /CNT=11 /TID=Mm.2724.2 /TIER=FL /STK=3 /UG=Mm.2724 /LL=14276 /UG_GENE=Folr2 /DEF=M
MOE430_2_1451864_at 0.7 6.3 A A 0.88 0.56 1.5 NC 0.03 gb:AF361350.1 /DB_XREF=gi:17974533 /GEN=Cacng8 /FEA=FLmRNA /CNT=3 /TID=Mm.214993.1 /TIER=FL /STK=1 /UG=Mm.214993 /LL=81905 /DEF=M
MOE430_2_1452242_at 30.7 113.2 P P 0.000732 0.000244 1.5 I 0.00002 gb:AK004655.1 /DB_XREF=gi:12835980 /FEA=mRNA /CNT=62 /TID=Mm.9916.1 /TIER=Stack /STK=37 /UG=Mm.9916 /LL=74107 /UG_GENE=1200008O12R
MOE430_2_1452320_at 5.2 28 A P 0.36 0.001953 1.5 I 0.000088 gb:C80829 /DB_XREF=gi:2521159 /DB_XREF=C80829 /CLONE=J0088H12 /FEA=mRNA /CNT=75 /TID=Mm.23847.1 /TIER=Stack /STK=11 /UG=Mm.23847
MOE430_2_1452460_at 6.6 28.2 A P 0.39 0.04 1.5 NC 0.03 gb:BF134412 /DB_XREF=gi:10973452 /DB_XREF=601784804F1 /CLONE=IMAGE:4012824 /FEA=mRNA /CNT=8 /TID=Mm.177671.1 /TIER=ConsEnd /STK=0
MOE430_2_1452512_a_ 1.2 2.1 A A 0.85 0.85 1.5 NC 0.2 gb:X69065.1 /DB_XREF=gi:311821 /GEN=Ank-1 /FEA=mRNA /CNT=1 /TID=Mm.4789.5 /TIER=ConsEnd /STK=0 /UG=Mm.4789 /LL=11733 /DEF=M.muscu
MOE430_2_1452535_at 2.3 11.8 A A 0.63 0.46 1.5 NC 0.25 gb:Z95476.1 /DB_XREF=gi:2108308 /FEA=mRNA /CNT=1 /TID=Mm.46801.1 /TIER=ConsEnd /STK=0 /UG=Mm.46801 /DEF=Mus musculus mRNA for IgMka
MOE430_2_1453059_at 22.9 94 P P 0.001953 0.000244 1.5 I 0.00002 gb:AK009836.1 /DB_XREF=gi:12844877 /FEA=mRNA /CNT=14 /TID=Mm.35008.1 /TIER=Stack /STK=10 /UG=Mm.35008 /LL=69642 /UG_GENE=2310046A0
MOE430_2_1453226_at 74.3 207.6 P P 0.000244 0.000244 1.5 I 0.00002 gb:AK013867.1 /DB_XREF=gi:12851392 /FEA=mRNA /CNT=35 /TID=Mm.32084.1 /TIER=Stack /STK=11 /UG=Mm.32084 /LL=70218 /UG_GENE=3000004C0
MOE430_2_1453276_at 2.7 8.7 A A 0.56 0.46 1.5 NC 0.25 gb:AK020905.1 /DB_XREF=gi:12861635 /FEA=mRNA /CNT=12 /TID=Mm.157921.1 /TIER=Stack /STK=9 /UG=Mm.157921 /LL=16554 /UG_GENE=Kif13b /U
MOE430_2_1453553_at 3.9 15 A A 0.53 0.24 1.5 NC 0.04 gb:AV266961 /DB_XREF=gi:6254998 /DB_XREF=AV266961 /CLONE=4930522B10 /FEA=mRNA /CNT=3 /TID=Mm.43081.4 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453555_at 0.6 1.9 A A 0.98 0.69 1.5 NC 0.04 gb:AV223095 /DB_XREF=gi:6172473 /DB_XREF=AV223095 /CLONE=3830408D07 /FEA=mRNA /CNT=3 /TID=Mm.178071.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1453575_at 0.9 3 A A 0.8 0.46 1.5 NC 0.34 gb:BE634987 /DB_XREF=gi:9917675 /DB_XREF=uv78c05.x1 /CLONE=IMAGE:3413288 /FEA=mRNA /CNT=29 /TID=Mm.196637.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1453658_at 3.5 6.8 A A 0.66 0.12 1.5 NC 0.19 gb:AK018056.1 /DB_XREF=gi:12857602 /FEA=mRNA /CNT=5 /TID=Mm.111585.1 /TIER=ConsEnd /STK=1 /UG=Mm.111585 /LL=76116 /UG_GENE=583047
MOE430_2_1453756_at 0.6 3 A A 0.97 0.53 1.5 I 0.000023 gb:BM948078 /DB_XREF=gi:19431668 /DB_XREF=UI-M-EG0p-bvd-l-09-0-UI.r1 /CLONE=IMAGE:5690648 /FEA=mRNA /CNT=16 /TID=Mm.59138.1 /TIER=
MOE430_2_1453901_at 1.9 4.7 A A 0.78 0.6 1.5 NC 0.5 gb:BB016623 /DB_XREF=gi:8187773 /DB_XREF=BB016623 /CLONE=4930563D11 /FEA=mRNA /CNT=10 /TID=Mm.16763.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453922_at 0.8 4.6 A A 0.72 0.6 1.5 NC 0.24 gb:AK019551.1 /DB_XREF=gi:12859829 /FEA=mRNA /CNT=2 /TID=Mm.160064.1 /TIER=ConsEnd /STK=1 /UG=Mm.160064 /LL=78256 /UG_GENE=492153
MOE430_2_1454133_s_ 1 3.9 A A 0.6 0.27 1.5 NC 0.1 gb:AK014957.1 /DB_XREF=gi:12853095 /FEA=mRNA /CNT=1 /TID=Mm.195585.1 /TIER=ConsEnd /STK=0 /UG=Mm.195585 /LL=70915 /UG_GENE=492152
MOE430_2_1454228_a_ 13.4 32.1 A P 0.19 0.01 1.5 NC 0.02 gb:AK010251.1 /DB_XREF=gi:12845553 /FEA=mRNA /CNT=1 /TID=Mm.45767.3 /TIER=ConsEnd /STK=0 /UG=Mm.45767 /LL=67200 /UG_GENE=2700091N
MOE430_2_1454234_at 4.5 10.2 A A 0.53 0.43 1.5 NC 0.15 gb:AK007170.1 /DB_XREF=gi:12840566 /FEA=mRNA /CNT=1 /TID=Mm.159750.1 /TIER=ConsEnd /STK=0 /UG=Mm.159750 /LL=76629 /UG_GENE=170011
MOE430_2_1454368_at 2.4 8 A A 0.39 0.14 1.5 NC 0.5 gb:AK012463.1 /DB_XREF=gi:12849224 /GEN=Psmd7 /FEA=mRNA /CNT=2 /TID=Mm.18347.2 /TIER=ConsEnd /STK=0 /UG=Mm.18347 /LL=17463 /UG_TIT
MOE430_2_1454659_at 50 120.4 P P 0.000244 0.000244 1.5 I 0.00004 gb:BG069699 /DB_XREF=gi:12552268 /DB_XREF=H3079B08-3 /CLONE=H3079B08 /FEA=EST /CNT=97 /TID=Mm.121549.2 /TIER=Stack /STK=89 /UG=M
MOE430_2_1454749_at 11.1 80 A M 0.18 0.05 1.5 NC 0.004481 gb:BG069597 /DB_XREF=gi:12552166 /DB_XREF=H3078A11-3 /CLONE=H3078A11 /FEA=EST /CNT=80 /TID=Mm.26191.1 /TIER=Stack /STK=55 /UG=Mm
MOE430_2_1454885_at 5.4 16.4 A P 0.14 0.008057 1.5 NC 0.01 gb:BM211194 /DB_XREF=gi:17768325 /DB_XREF=C0802B04-3 /CLONE=C0802B04 /FEA=EST /CNT=41 /TID=Mm.30096.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1455120_at 2.9 8.4 A A 0.6 0.24 1.5 NC 0.34 gb:BB270534 /DB_XREF=gi:16400618 /DB_XREF=BB270534 /CLONE=A830048M07 /FEA=EST /CNT=32 /TID=Mm.18620.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455193_at 2.8 6.3 A A 0.3 0.5 1.5 NC 0.2 gb:BQ175933 /DB_XREF=gi:20351425 /DB_XREF=UI-M-DJ2-bwf-j-10-0-UI.s1 /CLONE=UI-M-DJ2-bwf-j-10-0-UI /FEA=EST /CNT=25 /TID=Mm.146693.1
MOE430_2_1455409_at 49.9 131.5 P P 0.005859 0.000732 1.5 I 0.00002 gb:BM234794 /DB_XREF=gi:17870052 /DB_XREF=K0406C10-3 /CLONE=K0406C10 /FEA=EST /CNT=34 /TID=Mm.23853.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455542_at 18.8 44.7 A P 0.08 0.000244 1.5 I 0.000027 gb:BB226174 /DB_XREF=gi:8896819 /DB_XREF=BB226174 /CLONE=A530096A15 /FEA=EST /CNT=39 /TID=Mm.37541.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1455692_x_ 10.2 20.1 A A 0.27 0.17 1.5 NC 0.5 gb:AA266367 /DB_XREF=gi:1902463 /DB_XREF=mz64g09.r1 /CLONE=IMAGE:718240 /FEA=EST /CNT=11 /TID=Mm.2799.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455764_at 7.7 25.6 A A 0.33 0.24 1.5 NC 0.34 gb:AV309553 /DB_XREF=gi:6362588 /DB_XREF=AV309553 /CLONE=5730583E21 /FEA=EST /CNT=10 /TID=Mm.4560.2 /TIER=Stack /STK=8 /UG=Mm.456
MOE430_2_1455844_at 2.9 13.4 A A 0.66 0.39 1.5 NC 0.29 gb:BI079333 /DB_XREF=gi:14497663 /DB_XREF=602873691F1 /CLONE=IMAGE:5005439 /FEA=EST /CNT=43 /TID=Mm.40717.2 /TIER=Stack /STK=38 /UG
MOE430_2_1456629_at 4 10.5 A A 0.3 0.26 1.5 NC 0.13 gb:BG075321 /DB_XREF=gi:12557890 /DB_XREF=H3145H05-3 /CLONE=H3145H05 /FEA=EST /CNT=13 /TID=Mm.29088.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456791_at 5.2 13.5 A A 0.12 0.08 1.5 NC 0.19 gb:BG063017 /DB_XREF=gi:12545503 /DB_XREF=H3001B03-3 /CLONE=H3001B03 /FEA=EST /CNT=14 /TID=Mm.30860.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456860_at 8.1 19.8 A A 0.69 0.46 1.5 NC 0.17 gb:BB761356 /DB_XREF=gi:16207093 /DB_XREF=BB761356 /CLONE=G270140H03 /FEA=EST /CNT=7 /TID=Mm.94715.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457142_at 0.4 1.2 A A 0.99 0.56 1.5 NC 0.22 gb:BB667731 /DB_XREF=gi:16399180 /DB_XREF=BB667731 /CLONE=C730036B16 /FEA=EST /CNT=10 /TID=Mm.131089.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457150_at 7.6 20.3 A A 0.24 0.12 1.5 NC 0.19 gb:BE983392 /DB_XREF=gi:10654530 /DB_XREF=UI-M-CG0p-bfq-b-08-0-UI.s1 /CLONE=UI-M-CG0p-bfq-b-08-0-UI /FEA=EST /CNT=7 /TID=Mm.31702
MOE430_2_1457189_at 0.8 6.8 A A 0.6 0.36 1.5 NC 0.11 gb:BB468420 /DB_XREF=gi:16427514 /DB_XREF=BB468420 /CLONE=D230019G01 /FEA=EST /CNT=5 /TID=Mm.168972.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457255_x_ 0.1 0.3 A A 0.99 0.95 1.5 NC 0.14 gb:BB099427 /DB_XREF=gi:8744461 /DB_XREF=BB099427 /CLONE=9430068L01 /FEA=EST /CNT=5 /TID=Mm.132745.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457336_at 0.6 1 A A 0.99 0.95 1.5 NC 0.24 gb:BB528672 /DB_XREF=gi:16445467 /DB_XREF=BB528672 /CLONE=D930047L04 /FEA=EST /CNT=6 /TID=Mm.138556.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457343_at 1.8 4.7 A A 0.59 0.36 1.5 NC 0.31 gb:BE634458 /DB_XREF=gi:9917146 /DB_XREF=uv82a03.x1 /CLONE=IMAGE:3413644 /FEA=EST /CNT=6 /TID=Mm.157592.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1457442_at 2.2 7.9 A A 0.75 0.3 1.5 NC 0.02 gb:AW125324 /DB_XREF=gi:6100854 /DB_XREF=UI-M-BH2.1-apy-e-11-0-UI.s1 /CLONE=UI-M-BH2.1-apy-e-11-0-UI /FEA=EST /CNT=7 /TID=Mm.31862
MOE430_2_1457476_at 1.4 4.9 A A 0.69 0.56 1.5 NC 0.39 gb:BG067026 /DB_XREF=gi:12549595 /DB_XREF=H3049G03-3 /CLONE=H3049G03 /FEA=EST /CNT=4 /TID=Mm.31144.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457544_at 0.2 2.2 A A 0.8 0.6 1.5 NC 0.17 gb:BB442807 /DB_XREF=gi:16424835 /DB_XREF=BB442807 /CLONE=D030036J20 /FEA=EST /CNT=4 /TID=Mm.32078.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457547_at 5.3 16 A A 0.27 0.21 1.5 NC 0.5 gb:BE980158 /DB_XREF=gi:10647833 /DB_XREF=UI-M-BG2-bcq-d-04-0-UI.s1 /CLONE=UI-M-BG2-bcq-d-04-0-UI /FEA=EST /CNT=4 /TID=Mm.151147.
MOE430_2_1457596_at 5.3 11.9 P A 0.02 0.11 1.5 NC 0.5 gb:AV228177 /DB_XREF=gi:16385523 /DB_XREF=AV228177 /CLONE=4432414G12 /FEA=EST /CNT=4 /TID=Mm.156887.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457678_at 5.4 17.6 A A 0.33 0.14 1.5 NC 0.06 gb:BB073349 /DB_XREF=gi:16260188 /DB_XREF=BB073349 /CLONE=9230105B05 /FEA=EST /CNT=18 /TID=Mm.187875.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457701_at 3.4 9 A A 0.39 0.24 1.5 NC 0.5 gb:BB457336 /DB_XREF=gi:16426144 /DB_XREF=BB457336 /CLONE=D130051F08 /FEA=EST /CNT=8 /TID=Mm.133032.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457707_at 7.7 17.4 A A 0.24 0.09 1.5 NC 0.09 gb:BB817942 /DB_XREF=gi:16990571 /DB_XREF=BB817942 /CLONE=G730041M19 /FEA=EST /CNT=9 /TID=Mm.170632.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457798_at 1.4 8.8 A A 0.56 0.39 1.5 NC 0.5 gb:BE985522 /DB_XREF=gi:10658917 /DB_XREF=UI-M-CG0p-ben-e-08-0-UI.s1 /CLONE=UI-M-CG0p-ben-e-08-0-UI /FEA=EST /CNT=5 /TID=Mm.3125
MOE430_2_1458102_at 0.9 7.2 A A 0.53 0.55 1.5 NC 0.58 gb:BB055839 /DB_XREF=gi:16259788 /DB_XREF=BB055839 /CLONE=6720484J09 /FEA=EST /CNT=3 /TID=Mm.131546.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458105_at 0.5 3.1 A A 0.93 0.8 1.5 NC 0.28 gb:BB183466 /DB_XREF=gi:16270239 /DB_XREF=BB183466 /CLONE=A230106L11 /FEA=EST /CNT=3 /TID=Mm.171057.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458124_at 2.6 6.3 A A 0.56 0.6 1.5 NC 0.15 gb:BB533360 /DB_XREF=gi:16446234 /DB_XREF=BB533360 /CLONE=E030029K20 /FEA=EST /CNT=3 /TID=Mm.209829.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458168_at 5.8 19.1 A P 0.19 0.001221 1.5 I 0.000088 gb:AV356799 /DB_XREF=gi:16397388 /DB_XREF=AV356799 /CLONE=7330440N08 /FEA=EST /CNT=3 /TID=Mm.23067.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458225_at 6.6 20.4 A A 0.46 0.08 1.5 NC 0.004073 gb:BE985731 /DB_XREF=gi:10659339 /DB_XREF=UI-M-CG0p-bga-g-05-0-UI.s1 /CLONE=UI-M-CG0p-bga-g-05-0-UI /FEA=EST /CNT=3 /TID=Mm.15164
MOE430_2_1458383_at 11.6 32.2 A P 0.19 0.01 1.5 I 0.000346 gb:BB026943 /DB_XREF=gi:8203705 /DB_XREF=BB026943 /CLONE=5330435K21 /FEA=EST /CNT=9 /TID=Mm.207142.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458397_at 5 16.5 A P 0.24 0.03 1.5 NC 0.03 gb:BB260315 /DB_XREF=gi:16399889 /DB_XREF=BB260315 /CLONE=A730094A05 /FEA=EST /CNT=7 /TID=Mm.188978.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458601_at 1.4 6.9 A A 0.46 0.27 1.5 NC 0.5 gb:AI503942 /DB_XREF=gi:4401793 /DB_XREF=vm36c07.x1 /CLONE=IMAGE:992268 /FEA=EST /CNT=4 /TID=Mm.183852.1 /TIER=ConsEnd /STK=2 /UG=



MOE430_2_1458722_at 2.4 7.5 A A 0.85 0.43 1.5 NC 0.005409 gb:AW550819 /DB_XREF=gi:7196247 /DB_XREF=L0069G07-3 /CLONE=L0069G07 /FEA=EST /CNT=3 /TID=Mm.148770.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458939_at 0.7 1.6 A A 0.66 0.66 1.5 NC 0.3 gb:BB388050 /DB_XREF=gi:9110880 /DB_XREF=BB388050 /CLONE=C230055E03 /FEA=EST /CNT=3 /TID=Mm.208967.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459153_at 2.4 6.9 A A 0.38 0.33 1.5 NC 0.89 gb:AV278404 /DB_XREF=gi:16391153 /DB_XREF=AV278404 /CLONE=4933401N24 /FEA=EST /CNT=2 /TID=Mm.56311.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459155_at 3.9 13.5 A P 0.3 0.01 1.5 NC 0.02 gb:BG070352 /DB_XREF=gi:12552921 /DB_XREF=H3086D09-3 /CLONE=H3086D09 /FEA=EST /CNT=2 /TID=Mm.173237.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459162_at 1.1 4.1 A A 0.69 0.5 1.5 NC 0.46 gb:BG076335 /DB_XREF=gi:12558904 /DB_XREF=H3158E06-3 /CLONE=H3158E06 /FEA=EST /CNT=2 /TID=Mm.172101.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459234_at 4.2 11.9 A P 0.17 0.04 1.5 NC 0.24 gb:AV323547 /DB_XREF=gi:16395278 /DB_XREF=AV323547 /CLONE=6230410M06 /FEA=EST /CNT=2 /TID=Mm.61638.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459372_at 1.4 3.9 A A 0.85 0.66 1.5 NC 0.37 gb:AV348246 /DB_XREF=gi:15406655 /DB_XREF=AV348246 /CLONE=6430703N12 /FEA=EST /CNT=2 /TID=Mm.62330.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459416_at 1 2.6 A A 0.91 0.68 1.5 NC 0.26 gb:BB391149 /DB_XREF=gi:16408906 /DB_XREF=BB391149 /CLONE=C230073F20 /FEA=EST /CNT=2 /TID=Mm.149879.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459520_at 0.4 1.4 A A 0.8 0.66 1.5 NC 0.17 gb:AU041329 /DB_XREF=gi:3955564 /DB_XREF=AU041329 /CLONE=J0830C08 /FEA=EST /CNT=2 /TID=Mm.17604.1 /TIER=ConsEnd /STK=2 /UG=Mm.17
MOE430_2_1459562_at 4.2 14.7 A A 0.43 0.21 1.5 NC 0.5 gb:BM220018 /DB_XREF=gi:17779995 /DB_XREF=C0933D11-3 /CLONE=C0933D11 /FEA=EST /CNT=2 /TID=Mm.218158.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459646_at 3.5 10.2 A A 0.46 0.46 1.5 NC 0.45 gb:BM899994 /DB_XREF=gi:19382782 /DB_XREF=UI-M-DJ1-bte-g-10-0-UI.s1 /CLONE=UI-M-DJ1-bte-g-10-0-UI /FEA=EST /CNT=2 /TID=Mm.31918.1 
MOE430_2_1459669_at 25.8 66.9 A P 0.14 0.01 1.5 I 0.000346 gb:AW913782 /DB_XREF=gi:8079445 /DB_XREF=up62b04.x1 /CLONE=IMAGE:2780623 /FEA=EST /CNT=2 /TID=Mm.59139.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459719_at 0.2 0.9 A A 0.94 0.87 1.5 NC 0.34 gb:BB758439 /DB_XREF=gi:16189913 /DB_XREF=BB758439 /CLONE=G270098G18 /FEA=EST /CNT=2 /TID=Mm.220905.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459831_s_ 0.4 2.5 A A 0.66 0.43 1.5 NC 0.5 gb:BB267053 /DB_XREF=gi:8963515 /DB_XREF=BB267053 /CLONE=A830028I09 /FEA=EST /CNT=2 /TID=Mm.208625.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459930_at 1.5 5.3 A A 0.36 0.12 1.5 NC 0.21 gb:BG079879 /DB_XREF=gi:12562447 /DB_XREF=H3046B12-5 /CLONE=H3046B12 /FEA=EST /CNT=3 /TID=Mm.25062.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460084_at 4.3 11.5 A A 0.24 0.12 1.5 NC 0.13 gb:BB473929 /DB_XREF=gi:16439785 /DB_XREF=BB473929 /CLONE=D330003M06 /FEA=EST /CNT=5 /TID=Mm.214471.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460110_at 1.2 6.3 A A 0.23 0.19 1.5 NC 0.18 gb:BB376570 /DB_XREF=gi:16407522 /DB_XREF=BB376570 /CLONE=C130085M06 /FEA=EST /CNT=3 /TID=Mm.138077.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460236_at 1.7 5.3 A A 0.72 0.36 1.5 NC 0.18 gb:NM_133712.1 /DB_XREF=gi:19526891 /GEN=2300002A13Rik /FEA=FLmRNA /CNT=54 /TID=Mm.46421.1 /TIER=FL+Stack /STK=22 /UG=Mm.46421 /LL
MOE430_2_1460261_at 4.5 14.5 A A 0.39 0.12 1.5 NC 0.34 gb:AI646416 /DB_XREF=gi:4724891 /DB_XREF=vv51f06.x1 /CLONE=IMAGE:1225955 /FEA=FLmRNA /CNT=52 /TID=Mm.27256.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1460454_at 2.5 6.8 A A 0.8 0.53 1.5 NC 0.5 gb:AK008008.1 /DB_XREF=gi:12841927 /FEA=mRNA /CNT=19 /TID=Mm.46460.1 /TIER=Stack /STK=14 /UG=Mm.46460 /LL=69824 /UG_GENE=2010001H1
MOE430_2_1460504_at 1 8 A A 0.85 0.39 1.5 NC 0.09 gb:AK016925.1 /DB_XREF=gi:12855916 /FEA=mRNA /CNT=2 /TID=Mm.159166.2 /TIER=ConsEnd /STK=1 /UG=Mm.159166 /LL=74329 /UG_GENE=573055
MOE430_2_1460532_at 1.5 3.5 A A 0.6 0.46 1.5 NC 0.06 gb:AK013525.1 /DB_XREF=gi:12850926 /FEA=mRNA /CNT=1 /TID=Mm.158905.1 /TIER=ConsEnd /STK=0 /UG=Mm.158905 /LL=72901 /UG_GENE=290001
MOE430_2_1415811_at 67.4 155.2 P P 0.001221 0.000244 1.4 I 0.000023 gb:BB702754 /DB_XREF=gi:16051578 /DB_XREF=BB702754 /CLONE=7420444B20 /FEA=FLmRNA /CNT=340 /TID=Mm.42196.1 /TIER=Stack /STK=12 /U
MOE430_2_1416255_at 45 124.7 P P 0.01 0.00293 1.4 I 0.000023 gb:AF216832.1 /DB_XREF=gi:9651630 /GEN=Gja4 /FEA=FLmRNA /CNT=129 /TID=Mm.24615.1 /TIER=FL+Stack /STK=107 /UG=Mm.24615 /LL=14612 /D
MOE430_2_1416421_a_ 33.8 80.3 P P 0.001953 0.000732 1.4 I 0.000023 gb:BG796845 /DB_XREF=gi:14132415 /DB_XREF=UTSW_SM6A5 /CLONE=UTSW_SM6A5 /FEA=FLmRNA /CNT=172 /TID=Mm.10508.1 /TIER=Stack /STK=
MOE430_2_1416639_at 4.1 20.7 A A 0.3 0.11 1.4 NC 0.13 gb:NM_019741.1 /DB_XREF=gi:9789966 /GEN=Slc2a5 /FEA=FLmRNA /CNT=104 /TID=Mm.34150.1 /TIER=FL+Stack /STK=77 /UG=Mm.34150 /LL=56485 /
MOE430_2_1417408_at 266.8 669.1 P P 0.000244 0.000244 1.4 I 0.00002 gb:BC024886.1 /DB_XREF=gi:19353022 /FEA=FLmRNA /CNT=77 /TID=Mm.3742.1 /TIER=FL+Stack /STK=46 /UG=Mm.3742 /LL=14066 /UG_GENE=F3 /DE
MOE430_2_1417939_at 11 22.8 A P 0.33 0.00293 1.4 I 0.000023 gb:NM_009013.1 /DB_XREF=gi:6679610 /GEN=Rad51ap1 /FEA=FLmRNA /CNT=64 /TID=Mm.8156.1 /TIER=FL /STK=2 /UG=Mm.8156 /LL=19362 /DEF=Mu
MOE430_2_1418001_at 1.7 5.3 A A 0.87 0.46 1.4 NC 0.11 gb:NM_008410.1 /DB_XREF=gi:6680501 /GEN=Itm2b /FEA=FLmRNA /CNT=187 /TID=Mm.4266.1 /TIER=ConsEnd /STK=0 /UG=Mm.4266 /LL=16432 /DEF=
MOE430_2_1418152_at 9.8 31.9 P P 0.04 0.001953 1.4 MI 0.002032 gb:NM_016710.1 /DB_XREF=gi:7710073 /GEN=Nsbp1 /FEA=FLmRNA /CNT=58 /TID=Mm.20450.1 /TIER=FL+Stack /STK=29 /UG=Mm.20450 /LL=50887 /D
MOE430_2_1418334_at 65.2 172.1 P P 0.001953 0.000732 1.4 I 0.00002 gb:NM_013726.1 /DB_XREF=gi:7304902 /GEN=Ask-pending /FEA=FLmRNA /CNT=66 /TID=Mm.22430.1 /TIER=FL+Stack /STK=25 /UG=Mm.22430 /LL=272
MOE430_2_1418487_at 0.5 5.2 A A 0.95 0.66 1.4 NC 0.11 gb:AF302127.3 /DB_XREF=gi:18087895 /FEA=FLmRNA /CNT=40 /TID=Mm.35290.1 /TIER=FL+Stack /STK=23 /UG=Mm.35290 /LL=72388 /UG_GENE=Ankr
MOE430_2_1418599_at 214.3 610.7 P P 0.000244 0.000244 1.4 I 0.00002 gb:BB836814 /DB_XREF=gi:17015057 /DB_XREF=BB836814 /CLONE=G930043E14 /FEA=FLmRNA /CNT=101 /TID=Mm.5017.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1418687_at 8.3 31.7 A A 0.3 0.17 1.4 NC 0.21 gb:NM_018790.1 /DB_XREF=gi:9055165 /GEN=Arc /FEA=FLmRNA /CNT=30 /TID=Mm.25405.1 /TIER=FL+Stack /STK=20 /UG=Mm.25405 /LL=11838 /DEF
MOE430_2_1418706_at 6.9 15.8 A A 0.5 0.39 1.4 NC 0.5 gb:NM_023805.1 /DB_XREF=gi:12963832 /GEN=Slc38a3 /FEA=FLmRNA /CNT=106 /TID=Mm.30058.1 /TIER=FL+Stack /STK=19 /UG=Mm.30058 /LL=76257
MOE430_2_1418754_at 6.5 24.1 A P 0.21 0.000244 1.4 I 0.00013 gb:NM_009623.1 /DB_XREF=gi:6752977 /GEN=Adcy8 /FEA=FLmRNA /CNT=24 /TID=Mm.1425.1 /TIER=FL+Stack /STK=19 /UG=Mm.1425 /LL=11514 /DEF
MOE430_2_1418855_at 0.7 2.6 A A 0.43 0.6 1.4 NC 0.85 gb:NM_028628.1 /DB_XREF=gi:13386335 /GEN=1110008K04Rik /FEA=FLmRNA /CNT=22 /TID=Mm.36668.1 /TIER=FL+Stack /STK=17 /UG=Mm.36668 /LL
MOE430_2_1419076_a_ 34.2 78.3 P P 0.03 0.001221 1.4 I 0.001336 gb:NM_009765.1 /DB_XREF=gi:6857764 /GEN=Brca2 /FEA=FLmRNA /CNT=39 /TID=Mm.161.1 /TIER=FL+Stack /STK=14 /UG=Mm.161 /LL=12190 /DEF=M
MOE430_2_1419153_at 418.3 1147.6 P P 0.000244 0.000244 1.4 I 0.00002 gb:AK017673.1 /DB_XREF=gi:12857030 /FEA=FLmRNA /CNT=202 /TID=Mm.45765.1 /TIER=Stack /STK=65 /UG=Mm.45765 /LL=68026 /UG_GENE=281041
MOE430_2_1419176_at 11.8 50.7 A P 0.11 0.00415 1.4 NC 0.002753 gb:NM_033560.1 /DB_XREF=gi:15808985 /GEN=D8Ertd531e /FEA=FLmRNA /CNT=45 /TID=Mm.157454.1 /TIER=FL+Stack /STK=12 /UG=Mm.157454 /LL=
MOE430_2_1419362_at 1.1 6.9 A A 0.85 0.39 1.4 NC 0.26 gb:NM_025430.1 /DB_XREF=gi:13384829 /GEN=1110066C01Rik /FEA=FLmRNA /CNT=91 /TID=Mm.28579.1 /TIER=FL+Stack /STK=10 /UG=Mm.28579 /LL
MOE430_2_1419524_at 1.6 7.8 A A 0.56 0.06 1.4 NC 0.01 gb:NM_009414.1 /DB_XREF=gi:6678410 /GEN=Tph /FEA=FLmRNA /CNT=25 /TID=Mm.4421.1 /TIER=FL+Stack /STK=9 /UG=Mm.4421 /LL=21990 /DEF=M
MOE430_2_1419599_s_ 1.2 6.2 A A 0.55 0.36 1.4 NC 0.46 gb:NM_026835.1 /DB_XREF=gi:13386171 /GEN=1110058E16Rik /FEA=FLmRNA /CNT=21 /TID=Mm.170657.1 /TIER=FL+Stack /STK=8 /UG=Mm.170657 /L
MOE430_2_1419943_s_ 144.3 354.7 P P 0.001953 0.000244 1.4 I 0.00002 gb:AU015121 /DB_XREF=gi:3369912 /DB_XREF=AU015121 /CLONE=J0708A03 /FEA=EST /CNT=1 /TID=Mm.195316.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420022_s_ 4.3 13.3 A A 0.53 0.27 1.4 NC 0.26 gb:AU022339 /DB_XREF=gi:3387298 /DB_XREF=AU022339 /CLONE=J0412F04 /FEA=EST /CNT=1 /TID=Mm.202151.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420028_s_ 269.9 734 P P 0.000732 0.000244 1.4 I 0.000035 gb:C80350 /DB_XREF=gi:2520680 /DB_XREF=C80350 /CLONE=J0080B06 /FEA=EST /CNT=1 /TID=Mm.200664.1 /TIER=ConsEnd /STK=1 /UG=Mm.20066
MOE430_2_1420082_at 6.1 17.1 A A 0.14 0.09 1.4 NC 0.4 gb:AU019491 /DB_XREF=gi:3375075 /DB_XREF=AU019491 /CLONE=J0518E07 /FEA=EST /CNT=1 /TID=Mm.195223.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420158_s_ 7.5 17.3 A A 0.43 0.21 1.4 NC 0.5 gb:AA408356 /DB_XREF=gi:2067750 /DB_XREF=EST02835 /CLONE=C0026F07 /FEA=EST /CNT=1 /TID=Mm.219699.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420299_at 0.3 0.4 A A 0.99 0.99 1.4 NC 0.06 gb:AV379247 /DB_XREF=gi:6428256 /DB_XREF=AV379247 /CLONE=9230004G21 /FEA=EST /CNT=1 /TID=Mm.45112.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420331_at 0.9 2 A A 0.75 0.5 1.4 NC 0.22 gb:NM_019948.1 /DB_XREF=gi:9910161 /GEN=Clecsf9 /FEA=FLmRNA /CNT=16 /TID=Mm.28263.1 /TIER=FL /STK=2 /UG=Mm.28263 /LL=56619 /DEF=Mu
MOE430_2_1420439_at 1.1 2.1 A A 0.85 0.6 1.4 NC 0.48 gb:NM_009440.1 /DB_XREF=gi:6678450 /GEN=Tsx /FEA=FLmRNA /CNT=7 /TID=Mm.5174.1 /TIER=FL /STK=5 /UG=Mm.5174 /LL=22127 /DEF=Mus musc
MOE430_2_1420606_at 7.6 17.5 A A 0.53 0.27 1.4 NC 0.02 gb:NM_018787.1 /DB_XREF=gi:9055293 /GEN=Npff /FEA=FLmRNA /CNT=4 /TID=Mm.103747.1 /TIER=FL /STK=4 /UG=Mm.103747 /LL=54615 /DEF=Mus 
MOE430_2_1420872_at 0.9 2.8 A A 0.72 0.46 1.4 NC 0.28 gb:BF472806 /DB_XREF=gi:11541989 /DB_XREF=UI-M-BZ0-axh-f-08-0-UI.r1 /CLONE=UI-M-BZ0-axh-f-08-0-UI /FEA=FLmRNA /CNT=102 /TID=Mm.94
MOE430_2_1420890_at 472.9 1142.2 P P 0.000244 0.000244 1.4 I 0.00002 gb:BB129992 /DB_XREF=gi:8784382 /DB_XREF=BB129992 /CLONE=9630042O03 /FEA=FLmRNA /CNT=100 /TID=Mm.10001.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1420945_at 6.1 16.2 A A 0.53 0.06 1.4 NC 0.09 gb:NM_009530.1 /DB_XREF=gi:6678608 /GEN=Xnp /FEA=FLmRNA /CNT=165 /TID=Mm.10141.1 /TIER=FL /STK=2 /UG=Mm.10141 /LL=22589 /DEF=Mus m
MOE430_2_1420948_s_ 10.4 33.8 A P 0.09 0.000244 1.4 I 0.000214 gb:BB648845 /DB_XREF=gi:16483100 /DB_XREF=BB648845 /CLONE=C130040J19 /FEA=FLmRNA /CNT=165 /TID=Mm.10141.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1421124_at 7.2 15.5 A P 0.33 0.03 1.4 NC 0.12 gb:AW049046 /DB_XREF=gi:5909575 /DB_XREF=UI-M-BH1-amt-a-06-0-UI.s1 /CLONE=UI-M-BH1-amt-a-06-0-UI /FEA=FLmRNA /CNT=29 /TID=Mm.14
MOE430_2_1421126_at 2.4 6.3 A A 0.36 0.3 1.4 NC 0.5 gb:NM_023868.1 /DB_XREF=gi:13569849 /GEN=Ryr2 /FEA=FLmRNA /CNT=24 /TID=Mm.195900.1 /TIER=FL /STK=2 /UG=Mm.195900 /LL=20191 /DEF=M
MOE430_2_1421430_at 61 115.3 P P 0.000244 0.000244 1.4 I 0.00002 gb:NM_009014.1 /DB_XREF=gi:6679612 /GEN=Rad51l1 /FEA=FLmRNA /CNT=6 /TID=Mm.25289.1 /TIER=FL /STK=2 /UG=Mm.25289 /LL=19363 /DEF=Mus
MOE430_2_1421706_at 0.3 1.9 A A 0.85 0.66 1.4 NC 0.5 gb:NM_013903.1 /DB_XREF=gi:7305274 /GEN=Mmp20 /FEA=FLmRNA /CNT=2 /TID=Mm.103671.1 /TIER=FL /STK=2 /UG=Mm.103671 /LL=30800 /DEF=M
MOE430_2_1421757_at 1.3 3.1 A A 0.75 0.39 1.4 NC 0.1 gb:NM_021358.1 /DB_XREF=gi:10946683 /GEN=Htr6 /FEA=FLmRNA /CNT=2 /TID=Mm.103752.1 /TIER=FL /STK=2 /UG=Mm.103752 /LL=15565 /DEF=Mus
MOE430_2_1421829_at 3.1 3.7 A A 0.94 0.78 1.4 NC 0.007788 gb:AB020239.1 /DB_XREF=gi:4760605 /GEN=mAK3b /FEA=FLmRNA /CNT=131 /TID=Mm.42040.1 /TIER=FL /STK=1 /UG=Mm.42040 /LL=11639 /DEF=Mu
MOE430_2_1422035_at 6.4 6.7 A A 0.39 0.21 1.4 NC 0.83 gb:NM_011453.1 /DB_XREF=gi:15022802 /GEN=Spi11 /FEA=FLmRNA /CNT=16 /TID=Mm.219429.1 /TIER=FL /STK=1 /UG=Mm.219429 /LL=20707 /DEF=M
MOE430_2_1422196_at 1.6 3 A A 0.85 0.63 1.4 NC 0.17 gb:NM_010483.1 /DB_XREF=gi:6754259 /GEN=Htr5b /FEA=FLmRNA /CNT=4 /TID=Mm.4833.1 /TIER=FL /STK=1 /UG=Mm.4833 /LL=15564 /DEF=Mus mus
MOE430_2_1422285_at 2.5 6.2 A A 0.5 0.36 1.4 NC 0.4 gb:NM_011021.1 /DB_XREF=gi:6754957 /GEN=Otp /FEA=FLmRNA /CNT=2 /TID=Mm.42051.1 /TIER=FL /STK=1 /UG=Mm.42051 /LL=18420 /DEF=Mus mu
MOE430_2_1422400_a_ 0.8 3.2 A A 0.96 0.72 1.4 NC 0.07 gb:NM_010416.1 /DB_XREF=gi:7110624 /GEN=Hemt1 /FEA=FLmRNA /CNT=1 /TID=Mm.17336.1 /TIER=FL /STK=1 /UG=Mm.17336 /LL=15202 /DEF=Mus 
MOE430_2_1422462_at 39.4 115.1 P P 0.000244 0.000244 1.4 I 0.000027 gb:NM_026024.1 /DB_XREF=gi:13385529 /GEN=2700084L22Rik /FEA=FLmRNA /CNT=116 /TID=Mm.6476.1 /TIER=FL+Stack /STK=90 /UG=Mm.6476 /LL=
MOE430_2_1422653_at 16.6 45.3 P P 0.008057 0.000244 1.4 I 0.000189 gb:NM_023873.1 /DB_XREF=gi:13443009 /GEN=C030018L16Rik /FEA=FLmRNA /CNT=37 /TID=Mm.18879.1 /TIER=FL+Stack /STK=21 /UG=Mm.18879 /LL
MOE430_2_1422733_at 10.4 32.9 A P 0.21 0.02 1.4 NC 0.003699 gb:NM_010218.1 /DB_XREF=gi:6753879 /GEN=Fjx1 /FEA=FLmRNA /CNT=104 /TID=Mm.29730.1 /TIER=FL+Stack /STK=15 /UG=Mm.29730 /LL=14221 /DE
MOE430_2_1422814_at 47.5 122 P P 0.000244 0.000244 1.4 I 0.00002 gb:NM_009791.1 /DB_XREF=gi:6753245 /GEN=Calmbp1 /FEA=FLmRNA /CNT=24 /TID=Mm.12940.1 /TIER=FL+Stack /STK=11 /UG=Mm.12940 /LL=12316 
MOE430_2_1422929_s_ 3.7 12.6 A A 0.9 0.46 1.4 NC 0.08 gb:NM_016864.1 /DB_XREF=gi:8392931 /GEN=Atoh7 /FEA=FLmRNA /CNT=27 /TID=Mm.214851.1 /TIER=FL /STK=3 /UG=Mm.214851 /LL=53404 /DEF=M
MOE430_2_1423327_at 4.1 10.5 A A 0.39 0.14 1.4 NC 0.36 gb:AK005645.1 /DB_XREF=gi:12838327 /FEA=FLmRNA /CNT=30 /TID=Mm.23690.1 /TIER=Stack /STK=15 /UG=Mm.23690 /LL=68172 /UG_GENE=4930517
MOE430_2_1423459_at 258.3 741.9 P P 0.000244 0.000244 1.4 I 0.00002 gb:BE853265 /DB_XREF=gi:10311604 /DB_XREF=uw87a10.x1 /CLONE=IMAGE:3468954 /FEA=FLmRNA /CNT=190 /TID=Mm.3596.1 /TIER=Stack /STK=19 
MOE430_2_1423620_at 38.3 80.6 P P 0.01 0.000732 1.4 I 0.00004 gb:AI891882 /DB_XREF=gi:5597784 /DB_XREF=ul60b02.x1 /CLONE=IMAGE:2123403 /FEA=FLmRNA /CNT=74 /TID=Mm.9870.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423627_at 301.4 969.9 P P 0.000244 0.000244 1.4 I 0.00002 gb:AV158882 /DB_XREF=gi:5402517 /DB_XREF=AV158882 /CLONE=3010020C13 /FEA=FLmRNA /CNT=46 /TID=Mm.252.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1423919_at 41.6 147.5 P P 0.000732 0.000732 1.4 I 0.00004 gb:BC027393.1 /DB_XREF=gi:20072727 /FEA=FLmRNA /CNT=107 /TID=Mm.6452.1 /TIER=FL+Stack /STK=79 /UG=Mm.6452 /DEF=Mus musculus, clone M
MOE430_2_1424105_a_ 384.1 924.7 P P 0.000244 0.000244 1.4 I 0.00002 gb:AF069051.1 /DB_XREF=gi:3702843 /GEN=PTTG /FEA=FLmRNA /CNT=92 /TID=Mm.6856.2 /TIER=FL+Stack /STK=53 /UG=Mm.6856 /LL=30939 /DEF=
MOE430_2_1424128_x_ 112.7 285.1 P P 0.000244 0.000244 1.4 I 0.00002 gb:BC003261.1 /DB_XREF=gi:13096927 /FEA=FLmRNA /CNT=115 /TID=Mm.3488.1 /TIER=FL+Stack /STK=51 /UG=Mm.3488 /LL=20877 /UG_GENE=Stk5 
MOE430_2_1424144_at 117 274.4 P P 0.000732 0.000244 1.4 I 0.00002 gb:AF477481.1 /DB_XREF=gi:18958524 /FEA=FLmRNA /CNT=113 /TID=Mm.21873.1 /TIER=FL+Stack /STK=50 /UG=Mm.21873 /LL=67177 /UG_GENE=Ris
MOE430_2_1424262_at 23.8 88 A P 0.17 0.04 1.4 NC 0.004863 gb:BC024599.1 /DB_XREF=gi:19354045 /FEA=FLmRNA /CNT=127 /TID=Mm.24838.1 /TIER=FL+Stack /STK=42 /UG=Mm.24838 /DEF=Mus musculus, clone
MOE430_2_1424278_a_ 308 915.2 P P 0.001953 0.000244 1.4 I 0.00002 gb:BC004702.1 /DB_XREF=gi:13435665 /FEA=FLmRNA /CNT=47 /TID=Mm.8552.2 /TIER=FL+Stack /STK=41 /UG=Mm.8552 /LL=11799 /UG_GENE=Birc5 /
MOE430_2_1424629_at 34.7 97.2 P P 0.000732 0.000244 1.4 I 0.00002 gb:U36475.1 /DB_XREF=gi:1049262 /GEN=Brca1 /FEA=FLmRNA /CNT=50 /TID=Mm.1889.1 /TIER=FL+Stack /STK=22 /UG=Mm.1889 /LL=12189 /DEF=Mu
MOE430_2_1424725_at 3.7 12.3 A A 0.5 0.3 1.4 NC 0.08 gb:BB525047 /DB_XREF=gi:16444077 /DB_XREF=BB525047 /CLONE=D930024C02 /FEA=FLmRNA /CNT=53 /TID=Mm.35581.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1425087_at 2.5 10.4 A A 0.46 0.24 1.4 NC 0.11 gb:BC021588.1 /DB_XREF=gi:18204379 /FEA=FLmRNA /CNT=9 /TID=Mm.215261.1 /TIER=FL /STK=7 /UG=Mm.215261 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425208_at 3.7 10.1 A A 0.63 0.36 1.4 NC 0.11 gb:AF317517.1 /DB_XREF=gi:13676633 /GEN=Lbh /FEA=FLmRNA /CNT=21 /TID=Mm.180813.1 /TIER=FL /STK=1 /UG=Mm.180813 /LL=77889 /DEF=Mus
MOE430_2_1425247_a_ 4.7 22.7 A P 0.3 0.03 1.4 NC 0.02 gb:BC008237.1 /DB_XREF=gi:14198346 /FEA=FLmRNA /CNT=5 /TID=Mm.196085.1 /TIER=FL /STK=4 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /DEF
MOE430_2_1425484_at 176.9 375.6 P P 0.000732 0.000244 1.4 I 0.00002 gb:BB547854 /DB_XREF=gi:9619282 /DB_XREF=BB547854 /CLONE=E130320N07 /FEA=FLmRNA /CNT=88 /TID=Mm.87051.1 /TIER=Stack /STK=40 /UG=
MOE430_2_1425717_at 1.3 2.8 A A 0.78 0.65 1.4 NC 0.49 gb:AF188506.1 /DB_XREF=gi:10257400 /GEN=Lbabeta /FEA=FLmRNA /CNT=7 /TID=Mm.28458.2 /TIER=FL /STK=1 /UG=Mm.28458 /LL=80877 /DEF=Mus
MOE430_2_1425724_at 5.6 15 A A 0.63 0.56 1.4 NC 0.5 gb:U57345.1 /DB_XREF=gi:1515424 /GEN=PTP-NP /FEA=FLmRNA /CNT=12 /TID=Mm.1398.1 /TIER=FL /STK=1 /UG=Mm.1398 /LL=19276 /DEF=Mus mu
MOE430_2_1425791_at 8.4 15.4 A A 0.46 0.06 1.4 NC 0.003699 gb:BC021887.1 /DB_XREF=gi:18255249 /FEA=FLmRNA /CNT=4 /TID=Mm.215257.1 /TIER=FL /STK=1 /UG=Mm.215257 /DEF=Mus musculus, Similar to pa
MOE430_2_1425942_a_ 189.7 496.9 P P 0.000244 0.000244 1.4 I 0.00002 gb:AF254879.1 /DB_XREF=gi:9502138 /GEN=M6B /FEA=FLmRNA /CNT=2 /TID=Mm.41791.6 /TIER=FL /STK=1 /UG=Mm.41791 /LL=14758 /DEF=Mus mus
MOE430_2_1426116_at 0.6 3.2 A A 0.85 0.56 1.4 NC 0.5 gb:AY057054.1 /DB_XREF=gi:18031948 /FEA=FLmRNA /CNT=1 /TID=Mm.215164.1 /TIER=FL /STK=1 /UG=Mm.215164 /LL=208372 /UG_GENE=Asb-18 /D
MOE430_2_1426174_s_ 1 1.2 A A 0.88 0.96 1.4 NC 0.5 gb:S69212.1 /DB_XREF=gi:545338 /GEN=Ig VH /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.23 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=M
MOE430_2_1426183_a_ 11.9 16.6 A A 0.72 0.33 1.4 NC 0.03 gb:AF440280.1 /DB_XREF=gi:17017252 /GEN=Signr3 /FEA=FLmRNA /CNT=1 /TID=Mm.111026.2 /TIER=FL /STK=1 /UG=Mm.111026 /LL=170779 /DEF=M
MOE430_2_1426215_at 6 17.3 A P 0.08 0.01 1.4 NC 0.19 gb:AF071068.1 /DB_XREF=gi:3288844 /FEA=FLmRNA /CNT=74 /TID=Mm.12906.1 /TIER=FL+Stack /STK=59 /UG=Mm.12906 /LL=13195 /UG_GENE=Ddc /
MOE430_2_1426362_at 7.7 17.9 A P 0.11 0.02 1.4 NC 0.22 gb:AW494843 /DB_XREF=gi:7065124 /DB_XREF=UI-M-BH3-auu-a-03-0-UI.s1 /CLONE=UI-M-BH3-auu-a-03-0-UI /FEA=FLmRNA /CNT=103 /TID=Mm.46
MOE430_2_1426415_a_ 2.1 7.3 A A 0.3 0.19 1.4 NC 0.17 gb:AI746456 /DB_XREF=gi:5124720 /DB_XREF=ul07c04.x1 /CLONE=IMAGE:2065350 /FEA=FLmRNA /CNT=100 /TID=Mm.4973.2 /TIER=Stack /STK=11 /U
MOE430_2_1426605_at 1.5 7.7 A A 0.56 0.09 1.4 NC 0.04 gb:BB178745 /DB_XREF=gi:15409367 /DB_XREF=BB178745 /CLONE=A230075K09 /FEA=FLmRNA /CNT=53 /TID=Mm.30557.9 /TIER=ConsEnd /STK=1 /U
MOE430_2_1426652_at 113.6 302.1 P P 0.001953 0.000244 1.4 I 0.00002 gb:BF606890 /DB_XREF=gi:13503454 /DB_XREF=MY2_000082 /CLONE=MPMGp559A1087 /FEA=mRNA /CNT=282 /TID=Mm.4502.1 /TIER=Stack /STK=15
MOE430_2_1426809_at 95 261 P P 0.04 0.001953 1.4 I 0.000023 gb:BF582414 /DB_XREF=gi:11656126 /DB_XREF=602094361F1 /CLONE=IMAGE:4208727 /FEA=mRNA /CNT=98 /TID=Mm.29587.1 /TIER=Stack /STK=61 /
MOE430_2_1427038_at 1072.6 3249.2 P P 0.000244 0.000244 1.4 I 0.00002 gb:M13227.1 /DB_XREF=gi:193027 /FEA=mRNA /CNT=80 /TID=Mm.2899.1 /TIER=Stack /STK=22 /UG=Mm.2899 /LL=18619 /UG_GENE=Penk1 /UG_TITLE
MOE430_2_1427372_at 7 16.2 A A 0.19 0.11 1.4 NC 0.02 gb:BM119774 /DB_XREF=gi:17087800 /DB_XREF=L0930D09-3 /CLONE=L0930D09 /FEA=mRNA /CNT=6 /TID=Mm.6216.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1427518_at 22.5 63.4 P P 0.000244 0.000244 1.4 I 0.000068 gb:AI892455 /DB_XREF=gi:5598357 /DB_XREF=mn07d02.y2 /CLONE=IMAGE:537219 /FEA=mRNA /CNT=13 /TID=Mm.10509.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427522_at 38.8 94.8 P P 0.000244 0.000244 1.4 I 0.00002 gb:BB623455 /DB_XREF=gi:15398133 /DB_XREF=BB623455 /CLONE=6720472L22 /FEA=mRNA /CNT=9 /TID=Mm.219625.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427634_at 1.5 4.9 A A 0.87 0.72 1.4 NC 0.13 gb:AJ291608.1 /DB_XREF=gi:11121257 /GEN=erg3 /FEA=mRNA /CNT=2 /TID=Mm.157584.1 /TIER=ConsEnd /STK=0 /UG=Mm.157584 /LL=170738 /DEF=
MOE430_2_1427707_a_ 23.4 54.5 P P 0.01 0.000244 1.4 I 0.000046 gb:BC004585.1 /DB_XREF=gi:13435435 /FEA=mRNA /CNT=1 /TID=Mm.3988.2 /TIER=ConsEnd /STK=0 /UG=Mm.3988 /LL=20460 /UG_GENE=Sil /DEF=Mu
MOE430_2_1428032_at 5.1 14.6 A P 0.08 0.01 1.4 NC 0.03 gb:BC028780.1 /DB_XREF=gi:20380473 /FEA=mRNA /CNT=4 /TID=Mm.123481.1 /TIER=ConsEnd /STK=0 /UG=Mm.123481 /DEF=Mus musculus, clone IMA
MOE430_2_1428434_at 4.7 11.3 A A 0.72 0.6 1.4 NC 0.33 gb:AK012833.1 /DB_XREF=gi:12849837 /FEA=mRNA /CNT=61 /TID=Mm.41601.1 /TIER=Stack /STK=43 /UG=Mm.41601 /LL=72693 /UG_GENE=2810028A0
MOE430_2_1428614_at 6 15.1 A A 0.08 0.21 1.4 NC 0.23 gb:AW105779 /DB_XREF=gi:6076515 /DB_XREF=um32f07.x1 /CLONE=IMAGE:2236261 /FEA=mRNA /CNT=188 /TID=Mm.27589.1 /TIER=Stack /STK=18 /U
MOE430_2_1428622_at 42 114.1 P P 0.001953 0.000244 1.4 I 0.000035 gb:AK014624.1 /DB_XREF=gi:12852594 /FEA=mRNA /CNT=64 /TID=Mm.28016.1 /TIER=Stack /STK=29 /UG=Mm.28016 /LL=74573 /UG_GENE=4731402B0
MOE430_2_1428937_at 78 207.3 P P 0.000244 0.000244 1.4 I 0.00002 gb:AW910607 /DB_XREF=gi:8075850 /DB_XREF=ur85g04.x1 /CLONE=IMAGE:3157110 /FEA=mRNA /CNT=245 /TID=Mm.103450.1 /TIER=Stack /STK=8 /U
MOE430_2_1428994_s_ 9.3 25.1 A A 0.39 0.08 1.4 NC 0.01 gb:AK003750.1 /DB_XREF=gi:12834609 /FEA=mRNA /CNT=18 /TID=Mm.27791.1 /TIER=Stack /STK=15 /UG=Mm.27791 /LL=68527 /UG_GENE=1110017I16
MOE430_2_1429332_at 11.8 38.2 P P 0.03 0.001221 1.4 I 0.001201 gb:AK019505.1 /DB_XREF=gi:12859756 /FEA=mRNA /CNT=61 /TID=Mm.45354.1 /TIER=ConsEnd /STK=6 /UG=Mm.45354 /LL=68186 /UG_GENE=4632427
MOE430_2_1429567_at 3.2 4.4 A A 0.78 0.66 1.4 NC 0.29 gb:BB832200 /DB_XREF=gi:17010443 /DB_XREF=BB832200 /CLONE=G930021C03 /FEA=mRNA /CNT=32 /TID=Mm.62480.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429597_at 2.7 7.3 A M 0.43 0.05 1.4 NC 0.17 gb:BB067210 /DB_XREF=gi:16259959 /DB_XREF=BB067210 /CLONE=8030458O14 /FEA=mRNA /CNT=22 /TID=Mm.35597.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429717_at 0.8 3.4 A A 0.82 0.6 1.4 NC 0.31 gb:AK006967.1 /DB_XREF=gi:12840292 /FEA=mRNA /CNT=26 /TID=Mm.82724.1 /TIER=Stack /STK=9 /UG=Mm.82724 /LL=73511 /UG_GENE=1700081H05
MOE430_2_1429869_at 8.6 26.7 A P 0.24 0.02 1.4 NC 0.46 gb:AI561792 /DB_XREF=gi:4513137 /DB_XREF=vv66c07.x1 /CLONE=IMAGE:1227372 /FEA=mRNA /CNT=9 /TID=Mm.46052.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429874_at 2.5 7.7 A A 0.5 0.08 1.4 NC 0.00712 gb:AV265007 /DB_XREF=gi:16389290 /DB_XREF=AV265007 /CLONE=4930504I07 /FEA=mRNA /CNT=8 /TID=Mm.63892.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1429918_at 51.6 137.3 P P 0.000244 0.000244 1.4 I 0.00002 gb:AK018317.1 /DB_XREF=gi:12857966 /FEA=mRNA /CNT=9 /TID=Mm.93461.1 /TIER=ConsEnd /STK=6 /UG=Mm.93461 /LL=76232 /UG_GENE=6530403F
MOE430_2_1429931_at 2 5.7 A A 0.72 0.53 1.4 NC 0.49 gb:AK016112.1 /DB_XREF=gi:12854726 /FEA=mRNA /CNT=7 /TID=Mm.142685.1 /TIER=ConsEnd /STK=6 /UG=Mm.142685 /LL=75355 /UG_GENE=493055
MOE430_2_1429984_at 11.9 25.4 P P 0.04 0.00293 1.4 I 0.000214 gb:AK017666.1 /DB_XREF=gi:12857018 /FEA=mRNA /CNT=9 /TID=Mm.85629.1 /TIER=ConsEnd /STK=5 /UG=Mm.85629 /LL=70567 /UG_GENE=5730455O
MOE430_2_1430384_at 6.1 12.1 A A 0.43 0.36 1.4 NC 0.19 gb:AK017548.1 /DB_XREF=gi:12856839 /FEA=mRNA /CNT=6 /TID=Mm.158387.1 /TIER=ConsEnd /STK=2 /UG=Mm.158387 /LL=70490 /UG_GENE=573041
MOE430_2_1430557_at 3.6 6.7 A A 0.43 0.14 1.4 NC 0.23 gb:BB009682 /DB_XREF=gi:15403241 /DB_XREF=BB009682 /CLONE=4732490N24 /FEA=mRNA /CNT=16 /TID=Mm.59239.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430669_at 1.3 3.3 A A 0.75 0.66 1.4 NC 0.23 gb:AV088400 /DB_XREF=gi:5219848 /DB_XREF=AV088400 /CLONE=2310037K05 /FEA=mRNA /CNT=7 /TID=Mm.46848.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430735_at 2 9.3 A A 0.39 0.17 1.4 NC 0.26 gb:AK015195.1 /DB_XREF=gi:12853436 /FEA=mRNA /CNT=5 /TID=Mm.150462.1 /TIER=ConsEnd /STK=1 /UG=Mm.150462 /LL=67578 /UG_GENE=493042
MOE430_2_1430851_at 6.4 23.1 A A 0.46 0.14 1.4 NC 0.05 gb:AK012846.1 /DB_XREF=gi:12849857 /FEA=mRNA /CNT=4 /TID=Mm.206695.1 /TIER=ConsEnd /STK=1 /UG=Mm.206695 /LL=72667 /UG_GENE=281003
MOE430_2_1430880_at 0.5 6.4 A A 0.78 0.6 1.4 NC 0.39 gb:BB060144 /DB_XREF=gi:8467292 /DB_XREF=BB060144 /CLONE=7420445M11 /FEA=mRNA /CNT=3 /TID=Mm.72879.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430910_at 2.3 4.3 A A 0.69 0.56 1.4 NC 0.01 gb:AK019737.1 /DB_XREF=gi:12860064 /FEA=mRNA /CNT=3 /TID=Mm.160138.1 /TIER=ConsEnd /STK=1 /UG=Mm.160138 /LL=78807 /UG_GENE=493054
MOE430_2_1430943_at 0.2 0.8 A A 0.96 0.56 1.4 NC 0.06 gb:AK020088.1 /DB_XREF=gi:12860559 /FEA=mRNA /CNT=3 /TID=Mm.113311.1 /TIER=ConsEnd /STK=1 /UG=Mm.113311 /LL=77883 /UG_GENE=603049
MOE430_2_1431524_at 2.5 6 A A 0.78 0.66 1.4 NC 0.05 gb:AV281986 /DB_XREF=gi:6274735 /DB_XREF=AV281986 /CLONE=4933427I22 /FEA=mRNA /CNT=3 /TID=Mm.61253.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1431667_s_ 16.8 49.7 P P 0.01 0.000732 1.4 I 0.000167 gb:AK011836.1 /DB_XREF=gi:12848209 /FEA=mRNA /CNT=2 /TID=Mm.195567.1 /TIER=ConsEnd /STK=1 /UG=Mm.195567 /LL=70447 /UG_GENE=261011
MOE430_2_1431702_at 12 3.6 A A 0.53 0.43 1.4 NC 0.13 gb:AK014974.1 /DB_XREF=gi:12853121 /FEA=mRNA /CNT=2 /TID=Mm.46662.2 /TIER=ConsEnd /STK=0 /UG=Mm.46662 /LL=59036 /UG_GENE=Thyex3-p
MOE430_2_1432055_at 2.9 7 A A 0.5 0.46 1.4 NC 0.22 gb:AK010852.1 /DB_XREF=gi:12846580 /FEA=mRNA /CNT=1 /TID=Mm.158329.1 /TIER=ConsEnd /STK=0 /UG=Mm.158329 /LL=70097 /UG_GENE=250000
MOE430_2_1432068_a_ 7.7 17.1 A A 0.63 0.39 1.4 NC 0.03 gb:AK007446.1 /DB_XREF=gi:12841002 /FEA=mRNA /CNT=1 /TID=Mm.101046.2 /TIER=ConsEnd /STK=0 /UG=Mm.101046 /LL=93685 /UG_GENE=Lysal2 /
MOE430_2_1432081_at 7.1 15.4 A A 0.6 0.21 1.4 NC 0.12 gb:AK016699.1 /DB_XREF=gi:12855577 /GEN=Cyp1b1 /FEA=mRNA /CNT=1 /TID=Mm.4443.2 /TIER=ConsEnd /STK=0 /UG=Mm.4443 /LL=13078 /UG_TITL
MOE430_2_1432408_a_ 2.2 8.9 A A 0.53 0.14 1.4 NC 0.14 gb:AK013560.1 /DB_XREF=gi:12850968 /GEN=D0Kist6 /FEA=mRNA /CNT=1 /TID=Mm.100510.2 /TIER=ConsEnd /STK=0 /UG=Mm.100510 /LL=27489 /UG
MOE430_2_1432591_at 33.8 66.2 P P 0.005859 0.000732 1.4 I 0.000389 gb:AV365988 /DB_XREF=gi:6413635 /DB_XREF=AV365988 /CLONE=8430414N03 /FEA=mRNA /CNT=4 /TID=Mm.158706.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432612_at 6.1 14 A A 0.5 0.09 1.4 NC 0.01 gb:AV370902 /DB_XREF=gi:6418549 /DB_XREF=AV370902 /CLONE=9030405F24 /FEA=mRNA /CNT=3 /TID=Mm.159230.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432643_at 1.1 2.9 A A 0.75 0.43 1.4 NC 0.19 gb:BE381593 /DB_XREF=gi:9326958 /DB_XREF=601272002F1 /CLONE=IMAGE:3601105 /FEA=mRNA /CNT=3 /TID=Mm.213061.1 /TIER=ConsEnd /STK=0 
MOE430_2_1432772_at 5.2 12 A A 0.39 0.14 1.4 NC 0.01 gb:AK006966.1 /DB_XREF=gi:12840291 /FEA=mRNA /CNT=2 /TID=Mm.159017.1 /TIER=ConsEnd /STK=0 /UG=Mm.159017 /LL=73477 /UG_GENE=170008
MOE430_2_1433024_at 1.9 12.7 A P 0.56 0.02 1.4 NC 0.01 gb:AK019580.1 /DB_XREF=gi:12859865 /FEA=mRNA /CNT=1 /TID=Mm.160132.1 /TIER=ConsEnd /STK=0 /UG=Mm.160132 /LL=78788 /UG_GENE=493042
MOE430_2_1433089_at 3.3 5.3 A A 0.32 0.5 1.4 NC 0.74 gb:AK015076.1 /DB_XREF=gi:12853278 /FEA=mRNA /CNT=1 /TID=Mm.159071.1 /TIER=ConsEnd /STK=0 /UG=Mm.159071 /LL=73817 /UG_GENE=493040
MOE430_2_1433259_at 0.2 0.7 A A 0.99 0.9 1.4 NC 0.02 gb:AK015821.1 /DB_XREF=gi:12854306 /FEA=mRNA /CNT=1 /TID=Mm.158138.1 /TIER=ConsEnd /STK=0 /UG=Mm.158138 /LL=66833 /UG_GENE=493051
MOE430_2_1433296_at 2.5 5.9 A A 0.66 0.24 1.4 NC 0.11 gb:AK009831.1 /DB_XREF=gi:12844868 /FEA=mRNA /CNT=1 /TID=Mm.159779.1 /TIER=ConsEnd /STK=0 /UG=Mm.159779 /LL=76755 /UG_GENE=231004
MOE430_2_1433301_at 6.9 12.2 A A 0.53 0.17 1.4 NC 0.01 gb:AK015588.1 /DB_XREF=gi:12853985 /FEA=mRNA /CNT=1 /TID=Mm.159361.1 /TIER=ConsEnd /STK=0 /UG=Mm.159361 /LL=74906 /UG_GENE=493047
MOE430_2_1433351_at 2.8 6.8 A A 0.56 0.46 1.4 NC 0.42 gb:AK016793.1 /DB_XREF=gi:12855720 /FEA=mRNA /CNT=1 /TID=Mm.159131.1 /TIER=ConsEnd /STK=0 /UG=Mm.159131 /LL=74078 /UG_GENE=493341
MOE430_2_1433370_at 5.4 13.3 A A 0.46 0.6 1.4 NC 0.23 gb:AK015570.1 /DB_XREF=gi:12853964 /FEA=mRNA /CNT=1 /TID=Mm.159374.1 /TIER=ConsEnd /STK=0 /UG=Mm.159374 /LL=74940 /UG_GENE=493047
MOE430_2_1433408_a_ 58.7 135.2 P P 0.001221 0.000244 1.4 I 0.00002 gb:AK010648.1 /DB_XREF=gi:12846241 /FEA=mRNA /CNT=1 /TID=Mm.23828.1 /TIER=ConsEnd /STK=0 /UG=Mm.23828 /LL=70024 /UG_GENE=2410041F
MOE430_2_1433512_at 34.7 75.5 P P 0.000244 0.000244 1.4 I 0.00002 gb:BB138212 /DB_XREF=gi:15408488 /DB_XREF=BB138212 /CLONE=9830146N17 /FEA=EST /CNT=119 /TID=Mm.119781.2 /TIER=Stack /STK=113 /UG=
MOE430_2_1433517_at 13.9 37 A P 0.21 0.04 1.4 NC 0.01 gb:BE945188 /DB_XREF=gi:10522947 /DB_XREF=UI-M-BZ0-axk-a-02-0-UI.s1 /CLONE=UI-M-BZ0-axk-a-02-0-UI /FEA=EST /CNT=123 /TID=Mm.30179
MOE430_2_1433813_at 91.5 361.7 M P 0.05 0.00293 1.4 I 0.00002 gb:BG064731 /DB_XREF=gi:12547294 /DB_XREF=H3023C03-3 /CLONE=H3023C03 /FEA=EST /CNT=78 /TID=Mm.28478.1 /TIER=Stack /STK=59 /UG=Mm
MOE430_2_1433893_s_ 63.1 166.6 P P 0.00415 0.000244 1.4 I 0.00002 gb:BM208112 /DB_XREF=gi:17764201 /DB_XREF=C0622F04-3 /CLONE=C0622F04 /FEA=EST /CNT=75 /TID=Mm.24250.2 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1433950_at 0.9 9.8 A A 0.53 0.33 1.4 NC 0.5 gb:BB769866 /DB_XREF=gi:16212402 /DB_XREF=BB769866 /CLONE=G370101D20 /FEA=EST /CNT=50 /TID=Mm.41284.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1434301_at 34.3 87 P P 0.008057 0.001953 1.4 I 0.000068 gb:BE303700 /DB_XREF=gi:9173114 /DB_XREF=601084983F1 /CLONE=IMAGE:3499029 /FEA=EST /CNT=94 /TID=Mm.22755.1 /TIER=Stack /STK=35 /UG
MOE430_2_1434605_at 45.8 120.6 P P 0.02 0.00293 1.4 I 0.000023 gb:BM236870 /DB_XREF=gi:17872140 /DB_XREF=K0442G08-3 /CLONE=K0442G08 /FEA=EST /CNT=119 /TID=Mm.154309.2 /TIER=Stack /STK=15 /UG=
MOE430_2_1434699_at 25.1 61.8 P P 0.00293 0.000244 1.4 I 0.00002 gb:AV227667 /DB_XREF=gi:15404911 /DB_XREF=AV227667 /CLONE=4432406M19 /FEA=EST /CNT=91 /TID=Mm.31352.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1435314_at 1.9 7.7 A P 0.46 0.03 1.4 NC 0.08 gb:BG071575 /DB_XREF=gi:12554144 /DB_XREF=H3100F09-3 /CLONE=H3100F09 /FEA=EST /CNT=18 /TID=Mm.31597.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435870_at 37.6 99.8 P P 0.001953 0.000732 1.4 I 0.00004 gb:BM899344 /DB_XREF=gi:19382132 /DB_XREF=UI-M-DJ1-btz-h-04-0-UI.s1 /CLONE=UI-M-DJ1-btz-h-04-0-UI /FEA=EST /CNT=29 /TID=Mm.148209
MOE430_2_1435942_at 1.1 4.8 A A 0.85 0.63 1.4 NC 0.2 gb:BE993301 /DB_XREF=gi:10675344 /DB_XREF=UI-M-BZ1-bjt-f-12-0-UI.s1 /CLONE=UI-M-BZ1-bjt-f-12-0-UI /FEA=EST /CNT=15 /TID=Mm.210220.1 
MOE430_2_1435980_x_ 2.6 7.2 A A 0.69 0.12 1.4 NC 0.007444 gb:AV308073 /DB_XREF=gi:16394017 /DB_XREF=AV308073 /CLONE=5730559H23 /FEA=EST /CNT=13 /TID=Mm.45693.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436000_a_ 54.4 147.7 P P 0.000244 0.000244 1.4 I 0.000046 gb:BB055741 /DB_XREF=gi:15404172 /DB_XREF=BB055741 /CLONE=6720483O07 /FEA=EST /CNT=12 /TID=Mm.35584.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436082_at 4 11.1 A P 0.3 0.000244 1.4 I 0.001651 gb:BE992058 /DB_XREF=gi:10672547 /DB_XREF=UI-M-BZ1-bec-e-08-0-UI.s1 /CLONE=UI-M-BZ1-bec-e-08-0-UI /FEA=EST /CNT=14 /TID=Mm.111187
MOE430_2_1436229_at 13.4 23.8 A A 0.14 0.17 1.4 NC 0.11 gb:BB256501 /DB_XREF=gi:8949334 /DB_XREF=BB256501 /CLONE=A730073N12 /FEA=EST /CNT=14 /TID=Mm.94709.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1436411_at 0.5 0.8 A A 0.95 0.82 1.4 NC 0.08 gb:BB427761 /DB_XREF=gi:16423847 /DB_XREF=BB427761 /CLONE=C630013K20 /FEA=EST /CNT=12 /TID=Mm.9823.1 /TIER=Stack /STK=9 /UG=Mm.9



MOE430_2_1436643_x_ 1.6 3.3 A A 0.82 0.87 1.4 NC 0.7 gb:AV051678 /DB_XREF=gi:5137450 /DB_XREF=AV051678 /CLONE=1810019H21 /FEA=EST /CNT=9 /TID=Mm.23995.2 /TIER=Stack /STK=8 /UG=Mm.239
MOE430_2_1436690_at 1 3 A A 0.56 0.43 1.4 NC 0.45 gb:BB494139 /DB_XREF=gi:9452766 /DB_XREF=BB494139 /CLONE=D530037L02 /FEA=EST /CNT=8 /TID=Mm.32988.1 /TIER=Stack /STK=8 /UG=Mm.32
MOE430_2_1436723_at 34.9 86.9 P P 0.01 0.000244 1.4 I 0.00002 gb:BB258991 /DB_XREF=gi:16399800 /DB_XREF=BB258991 /CLONE=A730087J10 /FEA=EST /CNT=95 /TID=Mm.34903.1 /TIER=Stack /STK=91 /UG=Mm
MOE430_2_1436821_at 1.2 3.5 A A 0.82 0.43 1.4 NC 0.05 gb:BB293136 /DB_XREF=gi:16401647 /DB_XREF=BB293136 /CLONE=B130016O10 /FEA=EST /CNT=51 /TID=Mm.132330.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1436961_at 3.9 9.6 A A 0.39 0.21 1.4 NC 0.5 gb:BB197697 /DB_XREF=gi:16271079 /DB_XREF=BB197697 /CLONE=A330102N20 /FEA=EST /CNT=50 /TID=Mm.39739.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1437039_at 92 243.5 P P 0.000244 0.000244 1.4 I 0.00002 gb:BM119274 /DB_XREF=gi:17087300 /DB_XREF=L0923C05-3 /CLONE=L0923C05 /FEA=EST /CNT=92 /TID=Mm.130527.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1437328_x_ 1.6 7.2 A A 0.46 0.07 1.4 NC 0.4 gb:BB206008 /DB_XREF=gi:8870961 /DB_XREF=BB206008 /CLONE=A430071D07 /FEA=EST /CNT=21 /TID=Mm.28790.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437425_at 6.2 12.8 A A 0.36 0.24 1.4 NC 0.07 gb:BB419318 /DB_XREF=gi:16423442 /DB_XREF=BB419318 /CLONE=C530015K17 /FEA=EST /CNT=19 /TID=Mm.18218.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437518_at 0.5 0.4 A A 0.91 0.91 1.4 NC 0.33 gb:BM203642 /DB_XREF=gi:17758294 /DB_XREF=C0257E12-3 /CLONE=C0257E12 /FEA=EST /CNT=17 /TID=Mm.79530.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437814_at 1 1.3 A A 0.98 0.8 1.4 NC 0.003699 gb:BB667162 /DB_XREF=gi:16398611 /DB_XREF=BB667162 /CLONE=4922503E23 /FEA=EST /CNT=15 /TID=Mm.189696.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437887_at 1.4 10.2 A A 0.39 0.46 1.4 NC 0.44 gb:AW494236 /DB_XREF=gi:7064517 /DB_XREF=UI-M-BH3-auk-b-08-0-UI.s1 /CLONE=UI-M-BH3-auk-b-08-0-UI /FEA=EST /CNT=20 /TID=Mm.101115.
MOE430_2_1438007_at 2.9 10.6 A P 0.5 0.01 1.4 I 0.001077 gb:BB432758 /DB_XREF=gi:16424248 /DB_XREF=BB432758 /CLONE=C630047M13 /FEA=EST /CNT=97 /TID=Mm.51939.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438009_at 1666.7 3342.4 P P 0.000244 0.000244 1.4 I 0.00002 gb:W91024 /DB_XREF=gi:1541291 /DB_XREF=mf83h06.r1 /CLONE=IMAGE:420923 /FEA=EST /CNT=79 /TID=Mm.14767.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438021_at 3.5 11 A A 0.56 0.43 1.4 NC 0.16 gb:BB400564 /DB_XREF=gi:16414031 /DB_XREF=BB400564 /CLONE=C330019B05 /FEA=EST /CNT=47 /TID=Mm.31037.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438083_at 0.3 0.5 A A 0.96 0.86 1.4 NC 0.01 gb:BB773386 /DB_XREF=gi:16934066 /DB_XREF=BB773386 /CLONE=G430003C10 /FEA=EST /CNT=15 /TID=Mm.103739.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438158_at 1.8 4.5 A A 0.46 0.53 1.4 NC 0.44 gb:AV205871 /DB_XREF=gi:6146724 /DB_XREF=AV205871 /CLONE=1700082M09 /FEA=EST /CNT=12 /TID=Mm.109630.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438521_at 6.9 19.9 A A 0.56 0.11 1.4 I 0.000618 gb:BB544806 /DB_XREF=gi:16447320 /DB_XREF=BB544806 /CLONE=E130301A19 /FEA=EST /CNT=12 /TID=Mm.138338.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438532_at 4.6 9 A A 0.45 0.08 1.4 NC 0.01 gb:BB024475 /DB_XREF=gi:15403432 /DB_XREF=BB024475 /CLONE=5330422A06 /FEA=EST /CNT=11 /TID=Mm.32677.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438600_at 3.5 11.5 A A 0.33 0.11 1.4 NC 0.13 gb:BB807687 /DB_XREF=gi:16980316 /DB_XREF=BB807687 /CLONE=G630083G01 /FEA=EST /CNT=10 /TID=Mm.213516.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438605_at 2.1 8.9 A A 0.21 0.21 1.4 NC 0.45 gb:BB733992 /DB_XREF=gi:16133142 /DB_XREF=BB733992 /CLONE=F420005J15 /FEA=EST /CNT=10 /TID=Mm.109930.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438778_at 1.7 6.3 A A 0.87 0.33 1.4 NC 0.03 gb:BB083574 /DB_XREF=gi:16260749 /DB_XREF=BB083574 /CLONE=9330183L06 /FEA=EST /CNT=11 /TID=Mm.131808.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438830_at 5.2 24.8 A P 0.66 0.04 1.4 NC 0.006503 gb:AW555368 /DB_XREF=gi:7200887 /DB_XREF=L0255A01-3 /CLONE=L0255A01 /FEA=EST /CNT=10 /TID=Mm.103145.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438914_at 4.5 10.2 A A 0.53 0.43 1.4 NC 0.5 gb:AW741731 /DB_XREF=gi:7653511 /DB_XREF=ur59d05.x1 /CLONE=IMAGE:3154569 /FEA=EST /CNT=9 /TID=Mm.205569.3 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438968_x_ 2.8 6.8 A A 0.43 0.46 1.4 NC 0.13 gb:AV058358 /DB_XREF=gi:5158105 /DB_XREF=AV058358 /CLONE=1810053E11 /FEA=EST /CNT=9 /TID=Mm.26835.6 /TIER=Stack /STK=9 /UG=Mm.268
MOE430_2_1439033_at 14 41.2 A A 0.08 0.06 1.4 I 0.000865 gb:AV341907 /DB_XREF=gi:16396961 /DB_XREF=AV341907 /CLONE=6430525E13 /FEA=EST /CNT=22 /TID=Mm.130805.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439095_at 10 33 A P 0.08 0.03 1.4 NC 0.34 gb:BB210853 /DB_XREF=gi:16352597 /DB_XREF=BB210853 /CLONE=A430101C24 /FEA=EST /CNT=12 /TID=Mm.102523.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439340_at 3.2 7.8 A A 0.78 0.3 1.4 NC 0.08 gb:BB501833 /DB_XREF=gi:16442468 /DB_XREF=BB501833 /CLONE=D630036G22 /FEA=EST /CNT=8 /TID=Mm.170453.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439347_at 6.7 17.2 A A 0.53 0.27 1.4 NC 0.16 gb:BB142697 /DB_XREF=gi:16267507 /DB_XREF=BB142697 /CLONE=9930017A07 /FEA=EST /CNT=8 /TID=Mm.25981.1 /TIER=Stack /STK=8 /UG=Mm.25
MOE430_2_1439373_x_ 254.5 676.7 P P 0.000732 0.000732 1.4 I 0.000027 gb:AV303043 /DB_XREF=gi:6335557 /DB_XREF=AV303043 /CLONE=5730508M05 /FEA=EST /CNT=8 /TID=Mm.22622.3 /TIER=Stack /STK=8 /UG=Mm.22
MOE430_2_1439472_at 6.8 11.6 A A 0.53 0.33 1.4 NC 0.36 gb:BB837280 /DB_XREF=gi:17015523 /DB_XREF=BB837280 /CLONE=G930045O05 /FEA=EST /CNT=8 /TID=Mm.214050.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439516_at 15.9 42 A P 0.14 0.01 1.4 I 0.000492 gb:AW488471 /DB_XREF=gi:7058741 /DB_XREF=UI-M-BH3-arq-a-02-0-UI.s1 /CLONE=UI-M-BH3-arq-a-02-0-UI /FEA=EST /CNT=10 /TID=Mm.2470.1 /
MOE430_2_1439605_at 1.9 6.1 A A 0.63 0.09 1.4 NC 0.01 gb:BB464198 /DB_XREF=gi:16426978 /DB_XREF=BB464198 /CLONE=D130086J20 /FEA=EST /CNT=8 /TID=Mm.101451.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439713_at 4.5 13.9 A A 0.43 0.53 1.4 NC 0.11 gb:AV372589 /DB_XREF=gi:16397889 /DB_XREF=AV372589 /CLONE=9030607N13 /FEA=EST /CNT=7 /TID=Mm.59965.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439778_at 2 7.1 A A 0.8 0.63 1.4 NC 0.5 gb:AV341191 /DB_XREF=gi:16396932 /DB_XREF=AV341191 /CLONE=6430519N13 /FEA=EST /CNT=16 /TID=Mm.133616.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1440061_at 2 4.9 A A 0.74 0.6 1.4 NC 0.06 gb:BM201746 /DB_XREF=gi:17755605 /DB_XREF=C0229H01-3 /CLONE=C0229H01 /FEA=EST /CNT=6 /TID=Mm.102671.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440170_at 0.9 3.1 A A 0.63 0.24 1.4 NC 0.48 gb:BB553811 /DB_XREF=gi:9640177 /DB_XREF=BB553811 /CLONE=E330009G23 /FEA=EST /CNT=6 /TID=Mm.166532.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440200_at 1.1 2.3 A A 0.96 0.6 1.4 NC 0.009292 gb:BB128528 /DB_XREF=gi:16262438 /DB_XREF=BB128528 /CLONE=9630031F12 /FEA=EST /CNT=12 /TID=Mm.37615.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440328_at 6.5 21.2 A A 0.5 0.11 1.4 NC 0.16 gb:BF020949 /DB_XREF=gi:10752281 /DB_XREF=ux50a07.x1 /CLONE=IMAGE:3513684 /FEA=EST /CNT=7 /TID=Mm.154034.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440339_at 23.3 70.7 P P 0.01 0.000732 1.4 I 0.000035 gb:AW910504 /DB_XREF=gi:8075746 /DB_XREF=ur84c08.x1 /CLONE=IMAGE:3156974 /FEA=EST /CNT=7 /TID=Mm.23500.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440345_at 6.2 19.8 A P 0.12 0.01 1.4 NC 0.09 gb:AI447886 /DB_XREF=gi:4307126 /DB_XREF=mr08g09.x1 /CLONE=IMAGE:596896 /FEA=EST /CNT=11 /TID=Mm.34142.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440512_at 11.7 30.3 A P 0.3 0.03 1.4 I 0.001077 gb:BF471100 /DB_XREF=gi:11540241 /DB_XREF=UI-M-BH3-awj-d-10-0-UI.r1 /CLONE=UI-M-BH3-awj-d-10-0-UI /FEA=EST /CNT=6 /TID=Mm.44802.1 /
MOE430_2_1440557_at 0.5 0.8 A A 0.93 0.72 1.4 NC 0.05 gb:BB303568 /DB_XREF=gi:16402064 /DB_XREF=BB303568 /CLONE=B230105C16 /FEA=EST /CNT=5 /TID=Mm.186257.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440738_at 0.2 0.5 A A 0.98 0.75 1.4 NC 0.05 gb:BB700680 /DB_XREF=gi:16049504 /DB_XREF=BB700680 /CLONE=7420422N16 /FEA=EST /CNT=5 /TID=Mm.145973.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440771_at 8.9 22.2 A P 0.11 0.000244 1.4 I 0.000492 gb:BB093204 /DB_XREF=gi:8676451 /DB_XREF=BB093204 /CLONE=9430041K21 /FEA=EST /CNT=5 /TID=Mm.80408.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441379_at 1.9 2.4 A A 0.5 0.66 1.4 NC 0.5 gb:AU043288 /DB_XREF=gi:3978763 /DB_XREF=AU043288 /CLONE=J0902G01 /FEA=EST /CNT=5 /TID=Mm.17836.1 /TIER=ConsEnd /STK=4 /UG=Mm.17
MOE430_2_1441433_at 2.9 13.2 A A 0.63 0.56 1.4 NC 0.05 gb:AW552008 /DB_XREF=gi:7197431 /DB_XREF=L0207A05-3 /CLONE=L0207A05 /FEA=EST /CNT=4 /TID=Mm.102987.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441572_at 0.8 1.7 A A 0.8 0.63 1.4 NC 0.13 gb:BB264612 /DB_XREF=gi:16400222 /DB_XREF=BB264612 /CLONE=A830015M19 /FEA=EST /CNT=4 /TID=Mm.167882.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441637_at 0.8 3.9 A A 0.8 0.56 1.4 NC 0.06 gb:BB248804 /DB_XREF=gi:16355675 /DB_XREF=BB248804 /CLONE=A730028E04 /FEA=EST /CNT=4 /TID=Mm.208294.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441726_at 3.7 10.1 A A 0.43 0.17 1.4 NC 0.19 gb:BE628768 /DB_XREF=gi:9911456 /DB_XREF=uu07f09.x1 /CLONE=IMAGE:3371273 /FEA=EST /CNT=4 /TID=Mm.139183.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441740_at 0.2 0.1 A A 0.5 0.63 1.4 NC 0.37 gb:BM206839 /DB_XREF=gi:17762468 /DB_XREF=C0603D06-3 /CLONE=C0603D06 /FEA=EST /CNT=4 /TID=Mm.213368.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441809_at 0.5 1.9 A A 0.79 0.82 1.4 NC 0.44 gb:BB805891 /DB_XREF=gi:16978520 /DB_XREF=BB805891 /CLONE=G630071N19 /FEA=EST /CNT=4 /TID=Mm.146654.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441811_x_ 9.8 14.3 A A 0.43 0.46 1.4 NC 0.5 gb:AU040201 /DB_XREF=gi:3954021 /DB_XREF=AU040201 /CLONE=J0801H09 /FEA=EST /CNT=4 /TID=Mm.200272.1 /TIER=ConsEnd /STK=4 /UG=Mm.2
MOE430_2_1441877_x_ 3 7.7 A A 0.46 0.5 1.4 NC 0.5 gb:BB091313 /DB_XREF=gi:8674560 /DB_XREF=BB091313 /CLONE=9430029L11 /FEA=EST /CNT=4 /TID=Mm.181855.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441985_at 1.5 4.6 A A 0.5 0.39 1.4 NC 0.42 gb:AV257382 /DB_XREF=gi:6244841 /DB_XREF=AV257382 /CLONE=4921536E21 /FEA=EST /CNT=10 /TID=Mm.67588.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442204_at 2.6 7.2 A A 0.56 0.3 1.4 NC 0.06 gb:AI846950 /DB_XREF=gi:5490856 /DB_XREF=UI-M-AK1-aey-f-11-0-UI.s1 /CLONE=UI-M-AK1-aey-f-11-0-UI /FEA=EST /CNT=6 /TID=Mm.44943.2 /T
MOE430_2_1442369_at 3.3 9.6 A A 0.66 0.14 1.4 NC 0.01 gb:AV246210 /DB_XREF=gi:16387071 /DB_XREF=AV246210 /CLONE=4832406H04 /FEA=EST /CNT=6 /TID=Mm.40585.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443032_at 4.2 9 A A 0.56 0.27 1.4 NC 0.11 gb:BE980155 /DB_XREF=gi:10647827 /DB_XREF=UI-M-BG2-bcq-d-01-0-UI.s1 /CLONE=UI-M-BG2-bcq-d-01-0-UI /FEA=EST /CNT=3 /TID=Mm.71005.1
MOE430_2_1443090_at 6 13.8 A A 0.46 0.11 1.4 NC 0.03 gb:BB361936 /DB_XREF=gi:16405982 /DB_XREF=BB361936 /CLONE=C130007L10 /FEA=EST /CNT=3 /TID=Mm.132174.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443097_at 1.9 4.6 A A 0.33 0.56 1.4 NC 0.5 gb:BB451832 /DB_XREF=gi:16425599 /DB_XREF=BB451832 /CLONE=D130012P04 /FEA=EST /CNT=3 /TID=Mm.215390.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443262_at 4.4 10.5 P P 0.04 0.01 1.4 MI 0.00249 gb:BB668071 /DB_XREF=gi:16399520 /DB_XREF=BB668071 /CLONE=C920014K01 /FEA=EST /CNT=3 /TID=Mm.194539.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443336_at 0.9 1 A A 0.75 0.87 1.4 NC 0.25 gb:BB374520 /DB_XREF=gi:16407293 /DB_XREF=BB374520 /CLONE=C130075H21 /FEA=EST /CNT=3 /TID=Mm.210513.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443435_at 1 2.2 A A 0.69 0.55 1.4 NC 0.44 gb:BM248575 /DB_XREF=gi:17883845 /DB_XREF=K0818H11-3 /CLONE=K0818H11 /FEA=EST /CNT=3 /TID=Mm.215752.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443442_at 6.5 9.5 A P 0.6 0.02 1.4 NC 0.21 gb:AU022080 /DB_XREF=gi:3387039 /DB_XREF=AU022080 /CLONE=J0408B06 /FEA=EST /CNT=3 /TID=Mm.173499.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443553_at 0.9 5.6 A A 0.88 0.82 1.4 NC 0.19 gb:BB236964 /DB_XREF=gi:16354855 /DB_XREF=BB236964 /CLONE=A630062C24 /FEA=EST /CNT=3 /TID=Mm.210736.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443676_at 0.6 2.9 A A 0.72 0.46 1.4 NC 0.21 gb:AV339935 /DB_XREF=gi:16396804 /DB_XREF=AV339935 /CLONE=6430511N01 /FEA=EST /CNT=3 /TID=Mm.101483.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443882_at 39.9 102.9 P P 0.01 0.000732 1.4 I 0.00002 gb:BI150812 /DB_XREF=gi:14610813 /DB_XREF=602914710F1 /CLONE=IMAGE:5065274 /FEA=EST /CNT=13 /TID=Mm.215863.1 /TIER=ConsEnd /STK=2 
MOE430_2_1443912_at 4 9 A A 0.33 0.21 1.4 NC 0.16 gb:BE986094 /DB_XREF=gi:10660069 /DB_XREF=UI-M-CG0p-beu-h-12-0-UI.s1 /CLONE=UI-M-CG0p-beu-h-12-0-UI /FEA=EST /CNT=9 /TID=Mm.1356
MOE430_2_1443974_at 1.4 4.3 A A 0.56 0.53 1.4 NC 0.19 gb:BB274799 /DB_XREF=gi:8971820 /DB_XREF=BB274799 /CLONE=A830089K24 /FEA=EST /CNT=15 /TID=Mm.151246.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444058_at 2.5 6.9 A A 0.53 0.14 1.4 NC 0.15 gb:BM231657 /DB_XREF=gi:17866927 /DB_XREF=K0312G04-3 /CLONE=K0312G04 /FEA=EST /CNT=10 /TID=Mm.86668.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444143_at 0.9 0.8 A A 0.99 0.88 1.4 NC 0.16 gb:AI449132 /DB_XREF=gi:4287862 /DB_XREF=ms94b03.x1 /CLONE=IMAGE:619181 /FEA=EST /CNT=5 /TID=Mm.117589.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444160_at 1.2 3.6 A A 0.72 0.63 1.4 NC 0.5 gb:BG066925 /DB_XREF=gi:12549494 /DB_XREF=H3048F01-3 /CLONE=H3048F01 /FEA=EST /CNT=5 /TID=Mm.100156.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444267_at 1.1 2.3 A A 0.74 0.56 1.4 NC 0.5 gb:BE634837 /DB_XREF=gi:9917452 /DB_XREF=uv85d06.x1 /CLONE=IMAGE:3413963 /FEA=EST /CNT=5 /TID=Mm.138848.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444318_at 38.5 95.5 P P 0.01 0.01 1.4 I 0.000241 gb:BF020847 /DB_XREF=gi:10752179 /DB_XREF=uw69d01.x1 /CLONE=IMAGE:3467233 /FEA=EST /CNT=5 /TID=Mm.86694.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444497_at 4.4 9.4 A A 0.43 0.06 1.4 NC 0.08 gb:BB430679 /DB_XREF=gi:16424098 /DB_XREF=BB430679 /CLONE=C630034G01 /FEA=EST /CNT=4 /TID=Mm.128988.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444498_at 2.9 7.1 A A 0.43 0.07 1.4 NC 0.08 gb:BM116117 /DB_XREF=gi:17079135 /DB_XREF=L0830G03-3 /CLONE=L0830G03 /FEA=EST /CNT=4 /TID=Mm.213278.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444602_at 12.7 24 P P 0.01 0.02 1.4 NC 0.01 gb:BE136101 /DB_XREF=gi:8598601 /DB_XREF=ug24g11.x1 /CLONE=IMAGE:1532612 /FEA=EST /CNT=4 /TID=Mm.33536.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444657_at 5.7 14.5 A A 0.39 0.06 1.4 NC 0.18 gb:BG973917 /DB_XREF=gi:14361554 /DB_XREF=602843553F1 /CLONE=IMAGE:4979412 /FEA=EST /CNT=4 /TID=Mm.208892.1 /TIER=ConsEnd /STK=2 
MOE430_2_1444901_at 0.8 3 A A 0.8 0.56 1.4 NC 0.51 gb:AW545272 /DB_XREF=gi:7187689 /DB_XREF=C0191F07-3 /CLONE=C0191F07 /FEA=EST /CNT=3 /TID=Mm.182585.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444939_at 5.3 16.7 A A 0.56 0.12 1.4 NC 0.005409 gb:BB388769 /DB_XREF=gi:16408637 /DB_XREF=BB388769 /CLONE=C230058L08 /FEA=EST /CNT=3 /TID=Mm.210971.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445050_at 2.8 6.3 A A 0.56 0.56 1.4 NC 0.5 gb:BG070229 /DB_XREF=gi:12552798 /DB_XREF=H3085A12-3 /CLONE=H3085A12 /FEA=EST /CNT=3 /TID=Mm.173218.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445394_at 4.5 11.5 A A 0.6 0.6 1.4 NC 0.5 gb:AW049276 /DB_XREF=gi:5909770 /DB_XREF=UI-M-BH1-anb-d-09-0-UI.s1 /CLONE=UI-M-BH1-anb-d-09-0-UI /FEA=EST /CNT=3 /TID=Mm.44694.1 
MOE430_2_1445602_at 2.1 7.3 A A 0.56 0.66 1.4 NC 0.35 gb:BE630869 /DB_XREF=gi:9913557 /DB_XREF=uu50b05.x1 /CLONE=IMAGE:3375345 /FEA=EST /CNT=3 /TID=Mm.90141.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445611_at 9.2 20.1 P P 0.03 0.001953 1.4 I 0.000618 gb:BB349535 /DB_XREF=gi:9061363 /DB_XREF=BB349535 /CLONE=B930075I23 /FEA=EST /CNT=3 /TID=Mm.179878.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445738_at 0.6 0.9 A A 0.87 0.75 1.4 NC 0.13 gb:BG067901 /DB_XREF=gi:12550470 /DB_XREF=H3059E03-3 /CLONE=H3059E03 /FEA=EST /CNT=3 /TID=Mm.173098.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445765_at 1.8 5.5 A A 0.65 0.6 1.4 NC 0.45 gb:BB087602 /DB_XREF=gi:16260946 /DB_XREF=BB087602 /CLONE=9430011C21 /FEA=EST /CNT=3 /TID=Mm.208023.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446156_at 0.2 0.9 A A 0.69 0.69 1.4 NC 0.5 gb:BB148868 /DB_XREF=gi:16267795 /DB_XREF=BB148868 /CLONE=9930115F03 /FEA=EST /CNT=2 /TID=Mm.136111.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446289_at 1.6 6.5 A A 0.53 0.3 1.4 NC 0.5 gb:AW556170 /DB_XREF=gi:7201599 /DB_XREF=L0264G04-3 /CLONE=L0264G04 /FEA=EST /CNT=2 /TID=Mm.182803.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446301_at 7.9 25.8 A A 0.39 0.11 1.4 NC 0.41 gb:BB166979 /DB_XREF=gi:16269020 /DB_XREF=BB166979 /CLONE=A130091A11 /FEA=EST /CNT=2 /TID=Mm.212270.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446310_at 4.3 11.2 A A 0.63 0.27 1.4 NC 0.04 gb:AV360142 /DB_XREF=gi:16397438 /DB_XREF=AV360142 /CLONE=7530407G01 /FEA=EST /CNT=2 /TID=Mm.212957.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446404_at 1.2 4.8 A A 0.8 0.56 1.4 NC 0.23 gb:BG074987 /DB_XREF=gi:12557556 /DB_XREF=H3141G11-3 /CLONE=H3141G11 /FEA=EST /CNT=2 /TID=Mm.182758.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446584_at 1.9 7.1 A A 0.56 0.42 1.4 NC 0.5 gb:BB485470 /DB_XREF=gi:16441274 /DB_XREF=BB485470 /CLONE=D430032A16 /FEA=EST /CNT=2 /TID=Mm.209495.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446630_at 4 11.1 A A 0.69 0.53 1.4 NC 0.39 gb:AW553789 /DB_XREF=gi:7199212 /DB_XREF=L0231F10-3 /CLONE=L0231F10 /FEA=EST /CNT=2 /TID=Mm.182734.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446707_at 1 7.5 A A 0.46 0.3 1.4 NC 0.09 gb:BM122819 /DB_XREF=gi:17106587 /DB_XREF=L0515E09-3 /CLONE=L0515E09 /FEA=EST /CNT=2 /TID=Mm.216643.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446947_at 5.2 12.7 A A 0.39 0.08 1.4 NC 0.46 gb:BG072149 /DB_XREF=gi:12554718 /DB_XREF=H3107C10-3 /CLONE=H3107C10 /FEA=EST /CNT=2 /TID=Mm.173906.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446971_at 5.7 11.8 A A 0.6 0.33 1.4 NC 0.19 gb:BG063327 /DB_XREF=gi:12545890 /DB_XREF=H3005H01-3 /CLONE=H3005H01 /FEA=EST /CNT=2 /TID=Mm.3739.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446985_at 1 6 A A 0.78 0.33 1.4 NC 0.1 gb:BB426122 /DB_XREF=gi:16423649 /DB_XREF=BB426122 /CLONE=C530050H05 /FEA=EST /CNT=2 /TID=Mm.209108.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447026_at 5.9 12.4 A A 0.21 0.24 1.4 NC 0.5 gb:BB072388 /DB_XREF=gi:16260148 /DB_XREF=BB072388 /CLONE=9030205E11 /FEA=EST /CNT=2 /TID=Mm.207247.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447136_at 0.8 1.5 A A 0.71 0.56 1.4 NC 0.5 gb:BB283702 /DB_XREF=gi:8984151 /DB_XREF=BB283702 /CLONE=A930103B13 /FEA=EST /CNT=2 /TID=Mm.170272.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447148_at 0.4 1 A A 0.91 0.66 1.4 NC 0.02 gb:AI846614 /DB_XREF=gi:5490520 /DB_XREF=UI-M-AQ1-aef-f-05-0-UI.s1 /CLONE=UI-M-AQ1-aef-f-05-0-UI /FEA=EST /CNT=2 /TID=Mm.103464.1 /T
MOE430_2_1447294_at 6.7 16.4 A P 0.21 0.02 1.4 NC 0.04 gb:BB730861 /DB_XREF=gi:16114136 /DB_XREF=BB730861 /CLONE=E860130M03 /FEA=EST /CNT=2 /TID=Mm.212510.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447301_at 0.4 0.7 A A 0.98 0.95 1.4 NC 0.3 gb:BG228875 /DB_XREF=gi:12716379 /DB_XREF=ux62h09.x1 /CLONE=IMAGE:3515008 /FEA=EST /CNT=2 /TID=Mm.42316.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447482_at 2.3 7.6 A A 0.66 0.5 1.4 NC 0.11 gb:BF019998 /DB_XREF=gi:10751330 /DB_XREF=ux06a04.x1 /CLONE=IMAGE:3470670 /FEA=EST /CNT=2 /TID=Mm.40819.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447622_at 1.2 6.7 A A 0.69 0.53 1.4 NC 0.21 gb:BB530063 /DB_XREF=gi:9581992 /DB_XREF=BB530063 /CLONE=E030006N19 /FEA=EST /CNT=2 /TID=Mm.136582.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447717_x_ 1.5 4.8 A A 0.6 0.14 1.4 NC 0.09 gb:BB301761 /DB_XREF=gi:9002466 /DB_XREF=BB301761 /CLONE=B230033G07 /FEA=EST /CNT=2 /TID=Mm.131014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447769_x_ 5 10.8 A A 0.56 0.66 1.4 NC 0.4 gb:BB551088 /DB_XREF=gi:9637454 /DB_XREF=BB551088 /CLONE=E230025O05 /FEA=EST /CNT=2 /TID=Mm.137446.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447789_x_ 4 8.1 A A 0.39 0.3 1.4 NC 0.11 gb:BB150520 /DB_XREF=gi:8805457 /DB_XREF=BB150520 /CLONE=A030006I23 /FEA=EST /CNT=2 /TID=Mm.130899.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447830_s_ 61.6 161.2 P P 0.000732 0.000244 1.4 I 0.00002 gb:BB034265 /DB_XREF=gi:8440651 /DB_XREF=BB034265 /CLONE=5830493N12 /FEA=EST /CNT=2 /TID=Mm.136875.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447902_at 9.4 27.7 A P 0.21 0.03 1.4 NC 0.06 gb:AV050195 /DB_XREF=gi:5135967 /DB_XREF=AV050195 /CLONE=1810013A23 /FEA=EST /CNT=2 /TID=Mm.45386.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447962_at 5.7 12.9 A P 0.53 0.01 1.4 NC 0.01 gb:AI448307 /DB_XREF=gi:4281590 /DB_XREF=mo50d09.x1 /CLONE=IMAGE:557009 /FEA=EST /CNT=6 /TID=Mm.135039.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1448146_at 206 497.4 P P 0.000732 0.000244 1.4 I 0.00002 gb:AK004087.1 /DB_XREF=gi:12835130 /FEA=FLmRNA /CNT=263 /TID=Mm.18795.1 /TIER=Stack /STK=23 /UG=Mm.18795 /LL=66894 /UG_GENE=130001
MOE430_2_1448205_at 216.5 498.9 P P 0.00415 0.000732 1.4 I 0.00002 gb:NM_007629.1 /DB_XREF=gi:7106266 /GEN=Ccnb1-rs1 /FEA=FLmRNA /CNT=275 /TID=Mm.22569.1 /TIER=FL+Stack /STK=132 /UG=Mm.22569 /LL=12
MOE430_2_1448458_at 13.2 34.1 P P 0.008057 0.00415 1.4 I 0.001832 gb:BB166592 /DB_XREF=gi:8822533 /DB_XREF=BB166592 /CLONE=A130089C18 /FEA=FLmRNA /CNT=174 /TID=Mm.4093.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1448501_at 453.8 1288.2 P P 0.000244 0.000244 1.4 I 0.00002 gb:NM_019656.1 /DB_XREF=gi:9790264 /GEN=Tm4sf6 /FEA=FLmRNA /CNT=174 /TID=Mm.46701.1 /TIER=FL+Stack /STK=59 /UG=Mm.46701 /LL=56496 
MOE430_2_1448736_a_ 936.7 2382.3 P P 0.000732 0.000244 1.4 I 0.00002 gb:NM_013556.1 /DB_XREF=gi:7305154 /GEN=Hprt /FEA=FLmRNA /CNT=151 /TID=Mm.18675.1 /TIER=FL+Stack /STK=43 /UG=Mm.18675 /LL=15452 /DE
MOE430_2_1448789_at 0.4 4 A A 0.87 0.69 1.4 NC 0.28 gb:AF253409.1 /DB_XREF=gi:7689276 /FEA=FLmRNA /CNT=70 /TID=Mm.140988.1 /TIER=FL+Stack /STK=40 /UG=Mm.140988 /LL=56847 /UG_GENE=Ald
MOE430_2_1448834_at 41.8 98.2 A P 0.12 0.01 1.4 I 0.00002 gb:NM_008021.1 /DB_XREF=gi:6679848 /GEN=Foxm1 /FEA=FLmRNA /CNT=117 /TID=Mm.42148.1 /TIER=FL+Stack /STK=32 /UG=Mm.42148 /LL=14235 /
MOE430_2_1448953_at 20.7 58.4 A P 0.23 0.03 1.4 I 0.000346 gb:NM_007550.1 /DB_XREF=gi:6680787 /GEN=Blm /FEA=FLmRNA /CNT=52 /TID=Mm.12932.1 /TIER=FL+Stack /STK=30 /UG=Mm.12932 /LL=12144 /DEF
MOE430_2_1448972_at 18.1 53.1 A P 0.19 0.00293 1.4 I 0.000078 gb:NM_008165.1 /DB_XREF=gi:6680086 /GEN=Gria1 /FEA=FLmRNA /CNT=47 /TID=Mm.4920.1 /TIER=FL+Stack /STK=29 /UG=Mm.4920 /LL=14799 /DEF=
MOE430_2_1449036_at 210.1 469.7 P P 0.000244 0.000244 1.4 I 0.00002 gb:AK004847.1 /DB_XREF=gi:12836339 /FEA=FLmRNA /CNT=148 /TID=Mm.27764.1 /TIER=Stack /STK=53 /UG=Mm.27764 /LL=66889 /UG_GENE=130000
MOE430_2_1449159_at 5.4 14.3 A A 0.39 0.11 1.4 NC 0.5 gb:NM_013530.1 /DB_XREF=gi:20502975 /GEN=Gnb3 /FEA=FLmRNA /CNT=28 /TID=Mm.68889.1 /TIER=FL+Stack /STK=21 /UG=Mm.68889 /LL=14695 /D
MOE430_2_1449309_at 2.6 3.5 A A 0.39 0.6 1.4 NC 0.5 gb:BC010973.1 /DB_XREF=gi:15012129 /FEA=FLmRNA /CNT=38 /TID=Mm.20889.1 /TIER=FL+Stack /STK=15 /UG=Mm.20889 /LL=13124 /UG_GENE=Cyp
MOE430_2_1449361_at 0.3 1.4 A A 0.91 0.87 1.4 NC 0.42 gb:NM_019507.1 /DB_XREF=gi:9507178 /GEN=Tbx21 /FEA=FLmRNA /CNT=18 /TID=Mm.94519.1 /TIER=FL+Stack /STK=13 /UG=Mm.94519 /LL=57765 /D
MOE430_2_1449568_at 5.8 15.4 A A 0.63 0.17 1.4 NC 0.005409 gb:NM_031180.1 /DB_XREF=gi:13626031 /GEN=Klb-pending /FEA=FLmRNA /CNT=9 /TID=Mm.45274.1 /TIER=FL /STK=7 /UG=Mm.45274 /LL=83379 /DEF
MOE430_2_1449678_at 11.7 39.1 P P 0.02 0.00415 1.4 NC 0.005933 gb:C80427 /DB_XREF=gi:2520757 /DB_XREF=C80427 /CLONE=J0081G06 /FEA=EST /CNT=1 /TID=Mm.195255.1 /TIER=ConsEnd /STK=0 /UG=Mm.19525
MOE430_2_1449705_x_ 116 347.1 P P 0.000244 0.000732 1.4 I 0.00006 gb:C80350 /DB_XREF=gi:2520680 /DB_XREF=C80350 /CLONE=J0080B06 /FEA=EST /CNT=1 /TID=Mm.200664.1 /TIER=ConsEnd /STK=1 /UG=Mm.20066
MOE430_2_1449761_at 1.2 4.7 A A 0.46 0.6 1.4 NC 0.5 gb:AA589418 /DB_XREF=gi:2402798 /DB_XREF=vl46g07.s1 /CLONE=IMAGE:975324 /FEA=EST /CNT=1 /TID=Mm.7001.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449774_at 0.7 2.7 A A 0.5 0.39 1.4 NC 0.33 gb:BB370015 /DB_XREF=gi:9082509 /DB_XREF=BB370015 /CLONE=C130051E14 /FEA=EST /CNT=1 /TID=Mm.126894.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449833_at 2.6 11 A A 0.3 0.12 1.4 NC 0.1 gb:NM_011472.1 /DB_XREF=gi:6755635 /GEN=Sprr2f /FEA=FLmRNA /CNT=7 /TID=Mm.10692.1 /TIER=FL /STK=6 /UG=Mm.10692 /LL=20760 /DEF=Mus m
MOE430_2_1449850_at 4.9 11.6 A A 0.56 0.53 1.4 NC 0.45 gb:NM_022723.1 /DB_XREF=gi:12738839 /GEN=Scube1 /FEA=FLmRNA /CNT=25 /TID=Mm.153205.1 /TIER=FL /STK=5 /UG=Mm.153205 /LL=64706 /DEF=
MOE430_2_1449905_at 7.2 14.5 A A 0.69 0.14 1.4 NC 0.05 gb:NM_016751.1 /DB_XREF=gi:7949065 /GEN=Clecsf13 /FEA=FLmRNA /CNT=15 /TID=Mm.3115.1 /TIER=FL /STK=4 /UG=Mm.3115 /LL=51811 /DEF=Mus
MOE430_2_1450061_at 597 1733.9 P P 0.000244 0.000244 1.4 I 0.00002 gb:BM120053 /DB_XREF=gi:17088091 /DB_XREF=L0934D01-3 /CLONE=L0934D01 /FEA=FLmRNA /CNT=116 /TID=Mm.30502.1 /TIER=Stack /STK=24 /U
MOE430_2_1450518_at 2.2 7.4 A A 0.63 0.19 1.4 NC 0.02 gb:NM_013920.1 /DB_XREF=gi:7305146 /GEN=Hnf4g /FEA=FLmRNA /CNT=4 /TID=Mm.41985.1 /TIER=FL /STK=1 /UG=Mm.41985 /LL=30942 /DEF=Mus m
MOE430_2_1450536_s_ 3.5 7.7 A A 0.36 0.3 1.4 NC 0.44 gb:NM_010670.1 /DB_XREF=gi:6754489 /GEN=Krtap12-1 /FEA=FLmRNA /CNT=5 /TID=Mm.34372.1 /TIER=FL /STK=1 /UG=Mm.34372 /LL=16694 /DEF=M
MOE430_2_1450793_at 8.6 12 A A 0.36 0.12 1.4 NC 0.11 gb:NM_023774.1 /DB_XREF=gi:12963816 /GEN=4930550L24Rik /FEA=FLmRNA /CNT=13 /TID=Mm.60906.1 /TIER=FL /STK=5 /UG=Mm.60906 /LL=75352 /
MOE430_2_1450807_at 6.1 11.5 A A 0.12 0.39 1.4 NC 0.15 gb:NM_020490.1 /DB_XREF=gi:10048441 /GEN=Ltb4r2 /FEA=FLmRNA /CNT=5 /TID=Mm.159670.1 /TIER=FL /STK=1 /UG=Mm.159670 /LL=57260 /DEF=M
MOE430_2_1450906_at 1.1 4.3 A A 0.68 0.36 1.4 NC 0.13 gb:BB476707 /DB_XREF=gi:16440201 /DB_XREF=BB476707 /CLONE=D330020O18 /FEA=FLmRNA /CNT=106 /TID=Mm.103764.1 /TIER=Stack /STK=13 /
MOE430_2_1451441_at 1.9 4.3 A A 0.69 0.3 1.4 NC 0.24 gb:BC026828.1 /DB_XREF=gi:20072424 /FEA=FLmRNA /CNT=94 /TID=Mm.24119.1 /TIER=FL+Stack /STK=19 /UG=Mm.24119 /LL=70163 /UG_GENE=2210
MOE430_2_1451683_x_ 4.6 16 A A 0.6 0.24 1.4 NC 0.15 gb:M34962.1 /DB_XREF=gi:199422 /GEN=MHC H-2Dr /FEA=FLmRNA /CNT=23 /TID=Mm.196214.1 /TIER=FL /STK=2 /UG=Mm.196214 /LL=14980 /UG_TI
MOE430_2_1451725_a_ 10.2 44.2 A A 0.33 0.11 1.4 NC 0.03 gb:AB029145.1 /DB_XREF=gi:8918327 /FEA=FLmRNA /CNT=75 /TID=Mm.2261.2 /TIER=FL /STK=1 /UG=Mm.2261 /LL=19185 /UG_GENE=Psmd4 /DEF=M
MOE430_2_1451730_at 17 48.7 M P 0.06 0.00293 1.4 I 0.000027 gb:BC022935.1 /DB_XREF=gi:18605799 /FEA=FLmRNA /CNT=92 /TID=Mm.16650.1 /TIER=FL /STK=1 /UG=Mm.16650 /LL=22720 /UG_GENE=Zfp62 /DEF=
MOE430_2_1451847_s_ 2.5 5.2 A A 0.66 0.66 1.4 NC 0.39 gb:BC024724.1 /DB_XREF=gi:19353504 /FEA=FLmRNA /CNT=3 /TID=Mm.41138.1 /TIER=FL /STK=1 /UG=Mm.41138 /LL=70738 /UG_GENE=6330417L24R
MOE430_2_1451972_at 12.6 34.5 A A 0.14 0.06 1.4 NC 0.06 gb:AA152997 /DB_XREF=gi:1724645 /DB_XREF=mq48f01.r1 /CLONE=IMAGE:581977 /FEA=FLmRNA /CNT=216 /TID=Mm.27320.1 /TIER=Stack /STK=8 /U
MOE430_2_1452080_a_ 28.3 68 P P 0.000732 0.001221 1.4 I 0.000101 gb:BE851193 /DB_XREF=gi:10309532 /DB_XREF=uw93c09.y1 /CLONE=IMAGE:3469552 /FEA=FLmRNA /CNT=99 /TID=Mm.30127.2 /TIER=ConsEnd /STK=
MOE430_2_1452227_at 1.8 12.4 A A 0.85 0.46 1.4 NC 0.06 gb:BC026655.1 /DB_XREF=gi:20071862 /FEA=mRNA /CNT=63 /TID=Mm.24656.1 /TIER=Stack /STK=41 /UG=Mm.24656 /LL=69691 /UG_GENE=2310045A2
MOE430_2_1452305_s_ 77.1 191.6 P P 0.001221 0.000244 1.4 I 0.00002 gb:BM230253 /DB_XREF=gi:17793437 /DB_XREF=K0292E10-3 /CLONE=K0292E10 /FEA=mRNA /CNT=26 /TID=Mm.219638.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1452472_at 1.4 1.8 A A 0.93 0.75 1.4 NC 0.01 gb:AJ428064.1 /DB_XREF=gi:18250723 /GEN=Tmem7 /FEA=mRNA /CNT=8 /TID=Mm.215259.1 /TIER=ConsEnd /STK=0 /UG=Mm.215259 /DEF=Mus musc
MOE430_2_1452640_at 0.2 1 A A 0.94 0.72 1.4 NC 0.05 gb:AK014019.1 /DB_XREF=gi:12851638 /FEA=mRNA /CNT=12 /TID=Mm.158934.1 /TIER=ConsEnd /STK=0 /UG=Mm.158934 /LL=73061 /UG_GENE=31100
MOE430_2_1452688_at 2.6 15.2 A P 0.36 0.01 1.4 NC 0.22 gb:BB460975 /DB_XREF=gi:16426603 /DB_XREF=BB460975 /CLONE=D130069K01 /FEA=mRNA /CNT=182 /TID=Mm.28480.2 /TIER=Stack /STK=11 /UG=
MOE430_2_1453009_at 0.3 1.1 A A 0.98 0.85 1.4 NC 0.19 gb:AK004327.1 /DB_XREF=gi:12835470 /FEA=mRNA /CNT=27 /TID=Mm.35372.1 /TIER=Stack /STK=13 /UG=Mm.35372 /LL=66207 /UG_GENE=1110060I0
MOE430_2_1453024_at 6.4 12.5 A P 0.09 0.03 1.4 NC 0.07 gb:AK014128.1 /DB_XREF=gi:12851799 /FEA=mRNA /CNT=25 /TID=Mm.45361.1 /TIER=Stack /STK=12 /UG=Mm.45361 /LL=73143 /UG_GENE=3110035P1
MOE430_2_1453135_at 8 15.1 A A 0.6 0.17 1.4 NC 0.04 gb:AK005096.1 /DB_XREF=gi:12836790 /FEA=mRNA /CNT=38 /TID=Mm.44075.1 /TIER=Stack /STK=22 /UG=Mm.44075 /LL=70364 /UG_GENE=1500001L0
MOE430_2_1453261_at 42.7 156.8 P P 0.008057 0.001953 1.4 I 0.000101 gb:BB760848 /DB_XREF=gi:16191349 /DB_XREF=BB760848 /CLONE=G270135D17 /FEA=mRNA /CNT=29 /TID=Mm.133553.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1453264_at 1.9 13.8 A A 0.53 0.27 1.4 NC 0.14 gb:AK007346.1 /DB_XREF=gi:12840834 /FEA=mRNA /CNT=30 /TID=Mm.31998.1 /TIER=Stack /STK=9 /UG=Mm.31998 /LL=73608 /UG_GENE=1810006A16
MOE430_2_1453705_at 4.2 9.1 A A 0.55 0.08 1.4 NC 0.05 gb:AK020961.1 /DB_XREF=gi:12861706 /FEA=mRNA /CNT=3 /TID=Mm.138039.1 /TIER=ConsEnd /STK=1 /UG=Mm.138039 /LL=77981 /UG_GENE=B23011
MOE430_2_1453975_a_ 1.7 3.8 A A 0.68 0.59 1.4 NC 0.24 gb:AK015107.1 /DB_XREF=gi:12853320 /FEA=mRNA /CNT=3 /TID=Mm.84314.2 /TIER=ConsEnd /STK=0 /UG=Mm.84314 /LL=73937 /UG_GENE=4930406E
MOE430_2_1454037_a_ 8.1 17 A A 0.46 0.33 1.4 NC 0.5 gb:AK005502.1 /DB_XREF=gi:12838103 /GEN=Flt1 /FEA=mRNA /CNT=1 /TID=Mm.3464.3 /TIER=ConsEnd /STK=0 /UG=Mm.3464 /LL=14254 /UG_TITLE=F
MOE430_2_1454147_at 1.4 7.5 A A 0.66 0.19 1.4 NC 0.2 gb:AK013191.1 /DB_XREF=gi:12850396 /FEA=mRNA /CNT=1 /TID=Mm.156740.1 /TIER=ConsEnd /STK=0 /UG=Mm.156740 /LL=76937 /UG_GENE=281042
MOE430_2_1454284_at 6.7 16 A A 0.39 0.43 1.4 NC 0.5 gb:BB664333 /DB_XREF=gi:16498087 /DB_XREF=BB664333 /CLONE=E030034C04 /FEA=mRNA /CNT=6 /TID=Mm.107895.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1454376_at 0.8 5.5 A A 0.87 0.69 1.4 NC 0.5 gb:AK014675.1 /DB_XREF=gi:12852675 /FEA=mRNA /CNT=2 /TID=Mm.159258.1 /TIER=ConsEnd /STK=0 /UG=Mm.159258 /LL=74612 /UG_GENE=483341
MOE430_2_1454509_at 3 15.5 A A 0.46 0.17 1.4 NC 0.09 gb:AK015377.1 /DB_XREF=gi:12853693 /FEA=mRNA /CNT=1 /TID=Mm.159347.1 /TIER=ConsEnd /STK=0 /UG=Mm.159347 /LL=74874 /UG_GENE=493044
MOE430_2_1454600_at 2.6 5.8 A A 0.46 0.39 1.4 NC 0.27 gb:AK020658.1 /DB_XREF=gi:12861306 /FEA=mRNA /CNT=1 /TID=Mm.160122.1 /TIER=ConsEnd /STK=0 /UG=Mm.160122 /LL=78742 /UG_GENE=953008
MOE430_2_1454640_at 718 2003.2 P P 0.000244 0.000244 1.4 I 0.00002 gb:BI692256 /DB_XREF=gi:15654885 /DB_XREF=603342722F1 /CLONE=IMAGE:5370748 /FEA=EST /CNT=129 /TID=Mm.27406.1 /TIER=Stack /STK=105 /
MOE430_2_1454727_at 1.9 5.9 A A 0.33 0.33 1.4 NC 0.5 gb:BB106834 /DB_XREF=gi:16261525 /DB_XREF=BB106834 /CLONE=9530003E23 /FEA=EST /CNT=71 /TID=Mm.26632.1 /TIER=Stack /STK=58 /UG=Mm
MOE430_2_1454777_at 5.2 24.3 A A 0.66 0.3 1.4 I 0.001486 gb:BB553107 /DB_XREF=gi:16448249 /DB_XREF=BB553107 /CLONE=E330004F04 /FEA=EST /CNT=69 /TID=Mm.27178.1 /TIER=Stack /STK=50 /UG=Mm



MOE430_2_1454946_at 19.8 41.4 A P 0.09 0.001221 1.4 I 0.00002 gb:AV095095 /DB_XREF=gi:15404397 /DB_XREF=AV095095 /CLONE=2410004E02 /FEA=EST /CNT=42 /TID=Mm.4594.2 /TIER=Stack /STK=34 /UG=Mm.4
MOE430_2_1454966_at 104 273.7 P P 0.000732 0.000244 1.4 I 0.00002 gb:BQ175493 /DB_XREF=gi:20350985 /DB_XREF=UI-M-DJ2-bvw-c-04-0-UI.s1 /CLONE=UI-M-DJ2-bvw-c-04-0-UI /FEA=EST /CNT=46 /TID=Mm.31883
MOE430_2_1455056_at 72.6 208.6 P P 0.000244 0.000244 1.4 I 0.00002 gb:BM231903 /DB_XREF=gi:17867173 /DB_XREF=K0316A01-3 /CLONE=K0316A01 /FEA=EST /CNT=34 /TID=Mm.6772.1 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1455127_at 46 153.4 P P 0.01 0.001221 1.4 I 0.00002 gb:AV293493 /DB_XREF=gi:16392532 /DB_XREF=AV293493 /CLONE=5430438H03 /FEA=EST /CNT=25 /TID=Mm.111354.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455257_at 24.5 51.2 A P 0.06 0.00415 1.4 I 0.000346 gb:AV352983 /DB_XREF=gi:16397284 /DB_XREF=AV352983 /CLONE=7030418D15 /FEA=EST /CNT=29 /TID=Mm.87150.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455279_at 4.6 14.9 A A 0.56 0.27 1.4 NC 0.01 gb:BG070552 /DB_XREF=gi:12553121 /DB_XREF=H3088E12-3 /CLONE=H3088E12 /FEA=EST /CNT=18 /TID=Mm.108854.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455352_at 10.6 34.6 A A 0.39 0.09 1.4 MI 0.002032 gb:AV340615 /DB_XREF=gi:16396877 /DB_XREF=AV340615 /CLONE=6430515P22 /FEA=EST /CNT=78 /TID=Mm.27137.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1455442_at 4.9 10.3 A P 0.27 0.03 1.4 NC 0.13 gb:BM119683 /DB_XREF=gi:17087709 /DB_XREF=L0929C10-3 /CLONE=L0929C10 /FEA=EST /CNT=18 /TID=Mm.24405.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455473_at 10.2 9.8 A A 0.17 0.12 1.4 NC 0.19 gb:AV347341 /DB_XREF=gi:16397092 /DB_XREF=AV347341 /CLONE=6430597I06 /FEA=EST /CNT=15 /TID=Mm.33121.1 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1455730_at 43.7 166.5 P P 0.01 0.01 1.4 I 0.001201 gb:BM250919 /DB_XREF=gi:17886189 /DB_XREF=K0857B01-3 /CLONE=K0857B01 /FEA=EST /CNT=49 /TID=Mm.35569.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455878_at 30.7 89.5 P P 0.001221 0.000244 1.4 I 0.00002 gb:BB822655 /DB_XREF=gi:16995284 /DB_XREF=BB822655 /CLONE=G830022M12 /FEA=EST /CNT=34 /TID=Mm.46547.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455898_x_ 3.2 5.7 A A 0.6 0.39 1.4 NC 0.35 gb:BB414515 /DB_XREF=gi:9235870 /DB_XREF=BB414515 /CLONE=C430037P04 /FEA=EST /CNT=28 /TID=Mm.21420.3 /TIER=Stack /STK=28 /UG=Mm.
MOE430_2_1456001_at 1.7 6 A A 0.85 0.6 1.4 NC 0.36 gb:AV071932 /DB_XREF=gi:16380952 /DB_XREF=AV071932 /CLONE=2200001G16 /FEA=EST /CNT=23 /TID=Mm.46420.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456127_at 2.7 5.3 A A 0.72 0.33 1.4 NC 0.06 gb:AV299691 /DB_XREF=gi:6332182 /DB_XREF=AV299691 /CLONE=5730470L01 /FEA=EST /CNT=17 /TID=Mm.68286.1 /TIER=Stack /STK=15 /UG=Mm.6
MOE430_2_1456311_x_ 4.1 12.1 A A 0.33 0.14 1.4 NC 0.06 gb:AV215583 /DB_XREF=gi:6156428 /DB_XREF=AV215583 /CLONE=2410149M24 /FEA=EST /CNT=12 /TID=Mm.46440.2 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1456703_at 1.5 7 A A 0.68 0.36 1.4 NC 0.41 gb:BG066706 /DB_XREF=gi:12549275 /DB_XREF=H3046A08-3 /CLONE=H3046A08 /FEA=EST /CNT=12 /TID=Mm.132327.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456964_at 9.9 21.9 P P 0.02 0.000732 1.4 NC 0.01 gb:BB104271 /DB_XREF=gi:8756839 /DB_XREF=BB104271 /CLONE=9430090O16 /FEA=EST /CNT=7 /TID=Mm.184639.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457122_at 4.3 9.4 A P 0.14 0.01 1.4 NC 0.01 gb:BB209527 /DB_XREF=gi:16352463 /DB_XREF=BB209527 /CLONE=A430092O21 /FEA=EST /CNT=6 /TID=Mm.208214.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457258_at 2.6 3.1 A A 0.87 0.69 1.4 NC 0.29 gb:AV210092 /DB_XREF=gi:6150720 /DB_XREF=AV210092 /CLONE=1700122L13 /FEA=EST /CNT=5 /TID=Mm.74993.1 /TIER=ConsEnd /STK=5 /UG=Mm.
MOE430_2_1457354_at 2.2 3.9 A A 0.63 0.24 1.4 NC 0.25 gb:AI845957 /DB_XREF=gi:5489863 /DB_XREF=UI-M-AK1-aex-h-09-0-UI.s1 /CLONE=UI-M-AK1-aex-h-09-0-UI /FEA=EST /CNT=10 /TID=Mm.133193.1
MOE430_2_1457512_at 3 6.7 A A 0.72 0.43 1.4 NC 0.1 gb:BB167650 /DB_XREF=gi:16269093 /DB_XREF=BB167650 /CLONE=A130094L10 /FEA=EST /CNT=4 /TID=Mm.205593.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457684_at 4.1 4.8 A A 0.27 0.24 1.4 NC 0.5 gb:BE197115 /DB_XREF=gi:8709284 /DB_XREF=ug66g09.x1 /CLONE=IMAGE:1547392 /FEA=EST /CNT=12 /TID=Mm.101663.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1457726_at 4.7 11.1 A A 0.24 0.06 1.4 NC 0.04 gb:BB231137 /DB_XREF=gi:16354434 /DB_XREF=BB231137 /CLONE=A630031B11 /FEA=EST /CNT=8 /TID=Mm.123898.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457919_at 5.1 13.3 A A 0.63 0.27 1.4 NC 0.003355 gb:BB446049 /DB_XREF=gi:16425062 /DB_XREF=BB446049 /CLONE=D030054H15 /FEA=EST /CNT=4 /TID=Mm.129594.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457958_at 5.3 14.9 A A 0.43 0.17 1.4 NC 0.31 gb:AW492933 /DB_XREF=gi:7063214 /DB_XREF=UI-M-BH3-atx-e-06-0-UI.s1 /CLONE=UI-M-BH3-atx-e-06-0-UI /FEA=EST /CNT=4 /TID=Mm.101786.1 
MOE430_2_1457972_at 2 4.9 A A 0.82 0.72 1.4 NC 0.37 gb:AW908355 /DB_XREF=gi:8073586 /DB_XREF=uf93e11.x1 /CLONE=IMAGE:1529708 /FEA=EST /CNT=4 /TID=Mm.108564.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1457984_at 3.3 6.6 A P 0.46 0.005859 1.4 NC 0.00712 gb:BM933756 /DB_XREF=gi:19392908 /DB_XREF=UI-M-BZ1-bjs-d-12-0-UI.r2 /CLONE=UI-M-BZ1-bjs-d-12-0-UI /FEA=EST /CNT=4 /TID=Mm.93168.1 /
MOE430_2_1458110_at 4.7 10 A A 0.69 0.5 1.4 NC 0.06 gb:BB485193 /DB_XREF=gi:16441239 /DB_XREF=BB485193 /CLONE=D430030G11 /FEA=EST /CNT=3 /TID=Mm.131255.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458340_at 0.2 0.5 A A 0.91 0.75 1.4 NC 0.26 gb:BB361377 /DB_XREF=gi:9073205 /DB_XREF=BB361377 /CLONE=C130003P18 /FEA=EST /CNT=3 /TID=Mm.32629.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458508_at 12.9 32.6 P P 0.00415 0.00293 1.4 NC 0.003699 gb:BB444511 /DB_XREF=gi:16424955 /DB_XREF=BB444511 /CLONE=D030046F20 /FEA=EST /CNT=6 /TID=Mm.212416.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458551_at 0.2 0.8 A A 0.99 0.9 1.4 NC 0.16 gb:BM239547 /DB_XREF=gi:17874805 /DB_XREF=K0536B08-3 /CLONE=K0536B08 /FEA=EST /CNT=4 /TID=Mm.217264.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458594_at 4.4 12.8 A M 0.43 0.05 1.4 NC 0.01 gb:BB539406 /DB_XREF=gi:16447018 /DB_XREF=BB539406 /CLONE=E130018M05 /FEA=EST /CNT=4 /TID=Mm.210423.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458599_at 0.8 3.3 A A 0.82 0.66 1.4 NC 0.55 gb:BB009155 /DB_XREF=gi:16257124 /DB_XREF=BB009155 /CLONE=4732488D12 /FEA=EST /CNT=4 /TID=Mm.156831.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458698_at 5.3 18.1 A M 0.39 0.05 1.4 NC 0.09 gb:BE984977 /DB_XREF=gi:10657750 /DB_XREF=UI-M-CG0p-bgo-h-08-0-UI.s1 /CLONE=UI-M-CG0p-bgo-h-08-0-UI /FEA=EST /CNT=4 /TID=Mm.15169
MOE430_2_1458746_at 12.2 17.8 A P 0.12 0.02 1.4 NC 0.09 gb:BB223800 /DB_XREF=gi:16353823 /DB_XREF=BB223800 /CLONE=A530083M10 /FEA=EST /CNT=3 /TID=Mm.208071.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458795_at 0.5 1.7 A A 0.95 0.53 1.4 NC 0.16 gb:BG066342 /DB_XREF=gi:12548911 /DB_XREF=H3041H02-3 /CLONE=H3041H02 /FEA=EST /CNT=3 /TID=Mm.5764.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458871_at 0.5 1.7 A A 0.91 0.75 1.4 NC 0.06 gb:BB148290 /DB_XREF=gi:8803227 /DB_XREF=BB148290 /CLONE=9930108A01 /FEA=EST /CNT=3 /TID=Mm.130801.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458983_at 2.5 7.5 A A 0.56 0.14 1.4 NC 0.11 gb:BG070312 /DB_XREF=gi:12552881 /DB_XREF=H3086A02-3 /CLONE=H3086A02 /FEA=EST /CNT=3 /TID=Mm.173225.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459017_at 1.2 1.5 A A 0.82 0.69 1.4 NC 0.06 gb:BM220117 /DB_XREF=gi:17780114 /DB_XREF=C0935D02-3 /CLONE=C0935D02 /FEA=EST /CNT=3 /TID=Mm.217862.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459058_at 0.4 1 A A 0.78 0.8 1.4 NC 0.39 gb:BB529600 /DB_XREF=gi:9581058 /DB_XREF=BB529600 /CLONE=E030003D06 /FEA=EST /CNT=3 /TID=Mm.167710.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459233_at 2.8 12.9 A P 0.56 0.04 1.4 I 0.000438 gb:BB378649 /DB_XREF=gi:16407740 /DB_XREF=BB378649 /CLONE=C130095C24 /FEA=EST /CNT=2 /TID=Mm.208907.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459243_at 2.2 6.4 A A 0.69 0.27 1.4 NC 0.14 gb:BB367706 /DB_XREF=gi:16406575 /DB_XREF=BB367706 /CLONE=C130039D07 /FEA=EST /CNT=2 /TID=Mm.209161.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460054_at 4 8 A A 0.43 0.46 1.4 NC 0.5 gb:AW491655 /DB_XREF=gi:7061936 /DB_XREF=UI-M-BH3-atq-g-05-0-UI.s1 /CLONE=UI-M-BH3-atq-g-05-0-UI /FEA=EST /CNT=9 /TID=Mm.171483.1 
MOE430_2_1460065_at 3.6 6.9 A A 0.45 0.11 1.4 NC 0.16 gb:BG071123 /DB_XREF=gi:12553692 /DB_XREF=H3094H10-3 /CLONE=H3094H10 /FEA=EST /CNT=5 /TID=Mm.26097.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460383_at 2.5 5.9 A A 0.66 0.36 1.4 NC 0.22 gb:M36778.1 /DB_XREF=gi:951087 /GEN=G0B-alpha /FEA=FLmRNA /CNT=4 /TID=Mm.20964.2 /TIER=FL /STK=1 /UG=Mm.20964 /LL=14681 /DEF=Mous
MOE430_2_1460627_at 0.2 0.9 A A 0.99 0.72 1.4 NC 0.04 gb:AV270900 /DB_XREF=gi:16389933 /DB_XREF=AV270900 /CLONE=4931402K08 /FEA=EST /CNT=16 /TID=Mm.129939.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1460713_at 48.4 124.7 P P 0.000732 0.000244 1.4 I 0.00002 gb:BE949497 /DB_XREF=gi:10527256 /DB_XREF=UI-M-CC0-axx-g-06-0-UI.s1 /CLONE=UI-M-CC0-axx-g-06-0-UI /FEA=EST /CNT=9 /TID=Mm.35801.1 
MOE430_2_AFFX-r2-B 1.4 2.5 A A 0.56 0.49 1.4 NC 0.37 B. subtilis  GEN=lys  DB_XREF=gb:X17013.1  NOTE=SIF corresponding to nucleotides 1008-1263 of gb:X17013.1, not 100% identical  DEF=B subtilis lys gene
MOE430_2_1415834_at 129.1 322.1 P P 0.000732 0.000244 1.3 I 0.00002 gb:NM_026268.1 /DB_XREF=gi:13399313 /GEN=Dusp6 /FEA=FLmRNA /CNT=360 /TID=Mm.1791.1 /TIER=FL+Stack /STK=221 /UG=Mm.1791 /LL=67603 /
MOE430_2_1415855_at 499.3 1177 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_013598.1 /DB_XREF=gi:7305266 /GEN=Kitl /FEA=FLmRNA /CNT=339 /TID=Mm.4235.1 /TIER=FL+Stack /STK=42 /UG=Mm.4235 /LL=17311 /DEF=
MOE430_2_1415939_at 7 16.7 A P 0.27 0.03 1.3 NC 0.5 gb:NM_021355.1 /DB_XREF=gi:10946679 /GEN=Fmod /FEA=FLmRNA /CNT=228 /TID=Mm.41573.1 /TIER=FL+Stack /STK=164 /UG=Mm.41573 /LL=14264 
MOE430_2_1416120_at 233.6 420.8 P P 0.04 0.01 1.3 I 0.00002 gb:BF119714 /DB_XREF=gi:10958663 /DB_XREF=601758570F1 /CLONE=IMAGE:3992969 /FEA=FLmRNA /CNT=287 /TID=Mm.99.1 /TIER=Stack /STK=23 
MOE430_2_1416445_at 403.5 799.8 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_133747.1 /DB_XREF=gi:19526951 /GEN=2810405J04Rik /FEA=FLmRNA /CNT=163 /TID=Mm.24641.1 /TIER=FL+Stack /STK=89 /UG=Mm.24641 /LL
MOE430_2_1416575_at 41.4 87.7 P P 0.000244 0.000244 1.3 I 0.000167 gb:NM_009862.1 /DB_XREF=gi:6753365 /GEN=Cdc45l /FEA=FLmRNA /CNT=110 /TID=Mm.1248.1 /TIER=FL+Stack /STK=81 /UG=Mm.1248 /LL=12544 /D
MOE430_2_1416660_at 100.2 200.5 P P 0.008057 0.000244 1.3 I 0.00002 gb:NM_010123.1 /DB_XREF=gi:6753739 /GEN=Eif3 /FEA=FLmRNA /CNT=376 /TID=Mm.2238.1 /TIER=FL+Stack /STK=9 /UG=Mm.2238 /LL=13669 /DEF=M
MOE430_2_1416835_s_ 339.9 827.9 P P 0.000244 0.000244 1.3 I 0.00002 gb:BM114293 /DB_XREF=gi:17077311 /DB_XREF=L0802F01-3 /CLONE=L0802F01 /FEA=FLmRNA /CNT=189 /TID=Mm.7880.1 /TIER=Stack /STK=12 /UG
MOE430_2_1417457_at 601.2 1219.3 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_025415.1 /DB_XREF=gi:13384803 /GEN=1110038L14Rik /FEA=FLmRNA /CNT=108 /TID=Mm.326.1 /TIER=FL+Stack /STK=44 /UG=Mm.326 /LL=66
MOE430_2_1417458_s_ 604.1 1427.9 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_025415.1 /DB_XREF=gi:13384803 /GEN=1110038L14Rik /FEA=FLmRNA /CNT=108 /TID=Mm.326.1 /TIER=FL+Stack /STK=44 /UG=Mm.326 /LL=66
MOE430_2_1417523_at 5 13.8 A A 0.39 0.09 1.3 NC 0.23 gb:AF303745.1 /DB_XREF=gi:11093971 /FEA=FLmRNA /CNT=79 /TID=Mm.98232.1 /TIER=FL /STK=2 /UG=Mm.98232 /LL=56193 /UG_GENE=Plek /DEF=M
MOE430_2_1417585_at 1.1 9.8 A A 0.53 0.36 1.3 NC 0.41 gb:NM_018815.1 /DB_XREF=gi:9055313 /GEN=Nup210 /FEA=FLmRNA /CNT=101 /TID=Mm.28162.1 /TIER=FL+Stack /STK=41 /UG=Mm.28162 /LL=54563 
MOE430_2_1417677_at 21.7 44.4 A A 0.08 0.14 1.3 NC 0.18 gb:NM_010098.1 /DB_XREF=gi:6753709 /GEN=Opn3 /FEA=FLmRNA /CNT=44 /TID=Mm.32744.1 /TIER=FL+Stack /STK=39 /UG=Mm.32744 /LL=13603 /DE
MOE430_2_1417910_at 83.2 210 P P 0.02 0.000244 1.3 I 0.00002 gb:NM_009828.1 /DB_XREF=gi:6753307 /GEN=Ccna2 /FEA=FLmRNA /CNT=179 /TID=Mm.4189.1 /TIER=FL+Stack /STK=33 /UG=Mm.4189 /LL=12428 /DE
MOE430_2_1417983_a_ 133.1 312.6 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_023585.1 /DB_XREF=gi:13487915 /GEN=Ube2v2 /FEA=FLmRNA /CNT=97 /TID=Mm.180150.1 /TIER=FL+Stack /STK=32 /UG=Mm.180150 /LL=7062
MOE430_2_1418122_at 2.6 5.8 A A 0.36 0.46 1.3 NC 0.5 gb:BE630082 /DB_XREF=gi:9912770 /DB_XREF=uu15a11.x1 /CLONE=IMAGE:3371996 /FEA=FLmRNA /CNT=103 /TID=Mm.3153.1 /TIER=ConsEnd /STK=2
MOE430_2_1418184_at 97.4 238.6 P P 0.005859 0.000732 1.3 I 0.000023 gb:NM_025639.1 /DB_XREF=gi:13385103 /GEN=2610019I03Rik /FEA=FLmRNA /CNT=55 /TID=Mm.23596.1 /TIER=FL+Stack /STK=28 /UG=Mm.23596 /LL=
MOE430_2_1418318_at 199.8 512.3 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_023270.1 /DB_XREF=gi:12963610 /GEN=1300002C13Rik /FEA=FLmRNA /CNT=148 /TID=Mm.27764.1 /TIER=FL+Stack /STK=25 /UG=Mm.27764 /L
MOE430_2_1418722_at 4.9 12.7 A A 0.36 0.09 1.3 NC 0.08 gb:NM_008694.1 /DB_XREF=gi:6679053 /GEN=Ngp /FEA=FLmRNA /CNT=43 /TID=Mm.2827.1 /TIER=FL+Stack /STK=19 /UG=Mm.2827 /LL=18054 /DEF=M
MOE430_2_1418725_at 8.8 20.9 A P 0.33 0.03 1.3 NC 0.02 gb:NM_025489.1 /DB_XREF=gi:13384911 /GEN=1700008A05Rik /FEA=FLmRNA /CNT=28 /TID=Mm.45615.1 /TIER=FL+Stack /STK=19 /UG=Mm.45615 /LL
MOE430_2_1418897_at 7.4 18.4 A A 0.39 0.06 1.3 NC 0.01 gb:NM_010168.1 /DB_XREF=gi:6753797 /GEN=F2 /FEA=FLmRNA /CNT=85 /TID=Mm.89048.1 /TIER=FL+Stack /STK=16 /UG=Mm.89048 /LL=14061 /DEF=
MOE430_2_1418943_at 34.2 75.7 P P 0.00415 0.00293 1.3 I 0.000147 gb:NM_023057.1 /DB_XREF=gi:12746435 /GEN=Zak-pending /FEA=FLmRNA /CNT=34 /TID=Mm.33127.1 /TIER=FL+Stack /STK=16 /UG=Mm.33127 /LL=65
MOE430_2_1418992_at 1.6 5 A A 0.85 0.43 1.3 NC 0.06 gb:AI506285 /DB_XREF=gi:4404136 /DB_XREF=vq56g05.x1 /CLONE=IMAGE:1106360 /FEA=FLmRNA /CNT=37 /TID=Mm.2578.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1419095_a_ 0.6 2.5 A A 0.96 0.85 1.3 NC 0.06 gb:NM_018816.1 /DB_XREF=gi:9055161 /GEN=Apom /FEA=FLmRNA /CNT=55 /TID=Mm.2161.1 /TIER=FL+Stack /STK=13 /UG=Mm.2161 /LL=55938 /DEF
MOE430_2_1419152_at 7.8 13.3 A P 0.27 0.03 1.3 NC 0.06 gb:NM_026515.1 /DB_XREF=gi:13386007 /GEN=2810417H13Rik /FEA=FLmRNA /CNT=202 /TID=Mm.45765.1 /TIER=FL+Stack /STK=12 /UG=Mm.45765 /L
MOE430_2_1419183_at 164 380.2 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_133905.1 /DB_XREF=gi:19527121 /GEN=AI649009 /FEA=FLmRNA /CNT=37 /TID=Mm.204920.1 /TIER=FL+Stack /STK=12 /UG=Mm.204920 /LL=10
MOE430_2_1419229_at 1.4 3.2 A A 0.66 0.66 1.3 NC 0.23 gb:NM_021300.1 /DB_XREF=gi:10946595 /GEN=Ehox-pending /FEA=FLmRNA /CNT=15 /TID=Mm.195896.1 /TIER=FL+Stack /STK=12 /UG=Mm.195896 /LL
MOE430_2_1419513_a_ 40.3 83 P P 0.000244 0.000244 1.3 I 0.000346 gb:NM_007900.1 /DB_XREF=gi:6681260 /GEN=Ect2 /FEA=FLmRNA /CNT=34 /TID=Mm.2995.1 /TIER=FL+Stack /STK=9 /UG=Mm.2995 /LL=13605 /DEF=M
MOE430_2_1419533_at 4.6 11.3 A A 0.53 0.39 1.3 NC 0.23 gb:NM_010916.1 /DB_XREF=gi:6754851 /GEN=Nhlh1 /FEA=FLmRNA /CNT=15 /TID=Mm.2474.1 /TIER=FL+Stack /STK=9 /UG=Mm.2474 /LL=18071 /DEF=
MOE430_2_1419619_at 5 14.4 A P 0.3 0.01 1.3 NC 0.24 gb:NM_028770.1 /DB_XREF=gi:13386345 /GEN=1200016G03Rik /FEA=FLmRNA /CNT=17 /TID=Mm.33385.1 /TIER=FL+Stack /STK=8 /UG=Mm.33385 /LL=
MOE430_2_1419844_a_ 2.5 4 A A 0.5 0.53 1.3 NC 0.39 gb:BE627741 /DB_XREF=gi:9908160 /DB_XREF=uu54b10.y1 /CLONE=IMAGE:3375739 /FEA=EST /CNT=3 /TID=Mm.35162.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419874_x_ 0.2 0.4 A A 0.98 0.95 1.3 NC 0.16 gb:AA419994 /DB_XREF=gi:2081274 /DB_XREF=vf37g06.r1 /CLONE=IMAGE:846010 /FEA=EST /CNT=1 /TID=Mm.34106.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420216_at 4.5 8 A A 0.63 0.21 1.3 NC 0.23 gb:AV041406 /DB_XREF=gi:4861071 /DB_XREF=AV041406 /CLONE=1700017N21 /FEA=EST /CNT=1 /TID=Mm.46108.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420305_at 1.3 3.9 A A 0.69 0.14 1.3 NC 0.16 gb:T25652 /DB_XREF=gi:562973 /DB_XREF=EST00521 /CLONE=A0001D10 /FEA=EST /CNT=1 /TID=Mm.5224.1 /TIER=ConsEnd /STK=1 /UG=Mm.5224 /
MOE430_2_1420647_a_ 12.3 28.3 A A 0.17 0.09 1.3 NC 0.05 gb:NM_031170.1 /DB_XREF=gi:13624314 /GEN=Krt2-8 /FEA=FLmRNA /CNT=17 /TID=Mm.6800.1 /TIER=FL /STK=3 /UG=Mm.6800 /LL=16691 /DEF=Mus 
MOE430_2_1420735_at 1.4 3.6 A A 0.82 0.56 1.3 NC 0.33 gb:AF024621.1 /DB_XREF=gi:2565314 /FEA=FLmRNA /CNT=9 /TID=Mm.6227.1 /TIER=FL /STK=3 /UG=Mm.6227 /LL=14409 /UG_GENE=Gabrr2 /DEF=Mu
MOE430_2_1420753_at 4.1 5.6 A A 0.3 0.09 1.3 NC 0.07 gb:NM_009390.1 /DB_XREF=gi:6678362 /GEN=Tll /FEA=FLmRNA /CNT=7 /TID=Mm.5076.1 /TIER=FL /STK=3 /UG=Mm.5076 /LL=21892 /DEF=Mus muscu
MOE430_2_1420797_at 5.6 24 A A 0.59 0.46 1.3 NC 0.34 gb:NM_013624.1 /DB_XREF=gi:7305360 /GEN=Otog /FEA=FLmRNA /CNT=3 /TID=Mm.8020.1 /TIER=FL /STK=3 /UG=Mm.8020 /LL=18419 /DEF=Mus mus
MOE430_2_1421117_at 1.4 3.9 A A 0.78 0.53 1.3 NC 0.5 gb:AV251091 /DB_XREF=gi:16387592 /DB_XREF=AV251091 /CLONE=4833429F11 /FEA=FLmRNA /CNT=40 /TID=Mm.25326.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1421221_at 2.6 6.1 A A 0.63 0.36 1.3 NC 0.5 gb:NM_133217.1 /DB_XREF=gi:18875373 /GEN=Bcdo2 /FEA=FLmRNA /CNT=12 /TID=Mm.71195.1 /TIER=FL /STK=2 /UG=Mm.71195 /LL=170752 /DEF=M
MOE430_2_1421400_at 1.7 6.4 A A 0.43 0.53 1.3 NC 0.27 gb:NM_031169.1 /DB_XREF=gi:13624312 /GEN=Kcnmb1 /FEA=FLmRNA /CNT=9 /TID=Mm.6206.1 /TIER=FL /STK=2 /UG=Mm.6206 /LL=16533 /DEF=Mus 
MOE430_2_1421546_a_ 126.1 298.8 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_012025.1 /DB_XREF=gi:6755265 /GEN=Racgap1 /FEA=FLmRNA /CNT=4 /TID=Mm.27141.1 /TIER=FL /STK=2 /UG=Mm.27141 /LL=26934 /DEF=Mu
MOE430_2_1421660_at 3.6 5.4 A A 0.46 0.36 1.3 NC 0.1 gb:NM_018852.1 /DB_XREF=gi:9256558 /GEN=Scn9a /FEA=FLmRNA /CNT=3 /TID=Mm.14100.1 /TIER=FL /STK=2 /UG=Mm.14100 /LL=20274 /DEF=Mus m
MOE430_2_1421667_at 2.3 9.2 A A 0.72 0.5 1.3 NC 0.12 gb:NM_010341.1 /DB_XREF=gi:7110606 /GEN=Gpr66 /FEA=FLmRNA /CNT=3 /TID=Mm.57065.1 /TIER=FL /STK=2 /UG=Mm.57065 /LL=14767 /DEF=Mus m
MOE430_2_1421673_s_ 0.5 3.1 A A 0.98 0.68 1.3 NC 0.31 gb:NM_024414.1 /DB_XREF=gi:13259377 /GEN=Stx1b2 /FEA=FLmRNA /CNT=3 /TID=Mm.173304.1 /TIER=FL /STK=2 /UG=Mm.173304 /LL=56216 /DEF=M
MOE430_2_1421697_at 4.3 8 A A 0.46 0.36 1.3 NC 0.24 gb:NM_021408.1 /DB_XREF=gi:10946763 /GEN=Ush2a /FEA=FLmRNA /CNT=2 /TID=Mm.117126.1 /TIER=FL /STK=2 /UG=Mm.117126 /LL=22283 /DEF=M
MOE430_2_1421736_at 1.6 3.4 A A 0.87 0.78 1.3 NC 0.5 gb:NM_030740.1 /DB_XREF=gi:13507703 /GEN=V3R3 /FEA=FLmRNA /CNT=2 /TID=Mm.160380.1 /TIER=FL /STK=2 /UG=Mm.160380 /LL=81015 /DEF=Mu
MOE430_2_1421828_at 27 90.6 P P 0.000244 0.000244 1.3 I 0.000023 gb:BC026885.1 /DB_XREF=gi:20073210 /FEA=FLmRNA /CNT=207 /TID=Mm.25548.1 /TIER=FL /STK=1 /UG=Mm.25548 /LL=16648 /UG_GENE=Kpna3 /DE
MOE430_2_1421980_at 1 4.4 A A 0.88 0.19 1.3 NC 0.16 gb:NM_008422.1 /DB_XREF=gi:6680523 /GEN=Kcnc3 /FEA=FLmRNA /CNT=18 /TID=Mm.39092.1 /TIER=FL /STK=1 /UG=Mm.39092 /LL=16504 /DEF=Mus
MOE430_2_1422018_at 36.1 89.8 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_010437.1 /DB_XREF=gi:6754203 /GEN=Hivep2 /FEA=FLmRNA /CNT=29 /TID=Mm.42157.1 /TIER=FL /STK=1 /UG=Mm.42157 /LL=15273 /DEF=Mus
MOE430_2_1422178_a_ 12.7 15.5 A P 0.24 0.03 1.3 NC 0.01 gb:AK009707.1 /DB_XREF=gi:12844667 /GEN=Rab17 /FEA=FLmRNA /CNT=5 /TID=Mm.38889.1 /TIER=ConsEnd /STK=1 /UG=Mm.38889 /LL=19329 /UG_T
MOE430_2_1422239_at 0.9 5.7 A A 0.69 0.46 1.3 NC 0.33 gb:NM_008275.1 /DB_XREF=gi:6680260 /GEN=Hoxd13 /FEA=FLmRNA /CNT=3 /TID=Mm.57227.1 /TIER=FL /STK=1 /UG=Mm.57227 /LL=15433 /DEF=Mus
MOE430_2_1422308_a_ 17.7 38 A A 0.27 0.12 1.3 NC 0.5 gb:AF038562.1 /DB_XREF=gi:2708653 /FEA=FLmRNA /CNT=2 /TID=Mm.20973.1 /TIER=FL /STK=1 /UG=Mm.20973 /LL=16858 /UG_GENE=Lgals7 /DEF=M
MOE430_2_1422363_at 1.1 2.3 A A 0.87 0.72 1.3 NC 0.05 gb:NM_013616.1 /DB_XREF=gi:7305342 /GEN=Olfr64 /FEA=FLmRNA /CNT=1 /TID=Mm.103625.1 /TIER=FL /STK=1 /UG=Mm.103625 /LL=18365 /DEF=Mu
MOE430_2_1422460_at 141.9 441.7 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_019499.1 /DB_XREF=gi:9506868 /GEN=Mad2l1 /FEA=FLmRNA /CNT=155 /TID=Mm.43444.1 /TIER=FL+Stack /STK=92 /UG=Mm.43444 /LL=56150 /
MOE430_2_1422472_at 9.4 18.5 P P 0.00415 0.00293 1.3 NC 0.01 gb:BB045429 /DB_XREF=gi:16259349 /DB_XREF=BB045429 /CLONE=6030495B12 /FEA=FLmRNA /CNT=157 /TID=Mm.28912.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1422513_at 68 162.1 P P 0.02 0.00293 1.3 I 0.000966 gb:NM_007634.1 /DB_XREF=gi:6680869 /GEN=Ccnf /FEA=FLmRNA /CNT=105 /TID=Mm.4008.1 /TIER=FL+Stack /STK=58 /UG=Mm.4008 /LL=12449 /DEF
MOE430_2_1422633_at 2.1 5.4 A A 0.87 0.5 1.3 NC 0.01 gb:NM_023781.1 /DB_XREF=gi:12963818 /GEN=1700020D05Rik /FEA=FLmRNA /CNT=34 /TID=Mm.20071.1 /TIER=FL+Stack /STK=24 /UG=Mm.20071 /LL
MOE430_2_1422655_at 4.4 14 A A 0.46 0.19 1.3 NC 0.5 gb:NM_008958.1 /DB_XREF=gi:6679516 /GEN=Ptch2 /FEA=FLmRNA /CNT=30 /TID=Mm.28529.1 /TIER=FL+Stack /STK=21 /UG=Mm.28529 /LL=19207 /D
MOE430_2_1422873_at 4.4 5.1 A A 0.53 0.24 1.3 NC 0.02 gb:NM_008920.1 /DB_XREF=gi:6679456 /GEN=Prg2 /FEA=FLmRNA /CNT=13 /TID=Mm.142727.1 /TIER=FL+Stack /STK=9 /UG=Mm.142727 /LL=19074 /D
MOE430_2_1422899_at 3.2 7.4 A A 0.75 0.43 1.3 NC 0.24 gb:BC013484.1 /DB_XREF=gi:15488672 /FEA=FLmRNA /CNT=56 /TID=Mm.41963.1 /TIER=FL+Stack /STK=8 /UG=Mm.41963 /LL=22599 /UG_GENE=Xtrp3
MOE430_2_1422910_s_ 12.8 22.6 P P 0.008057 0.000244 1.3 I 0.00004 gb:AU022584 /DB_XREF=gi:3387559 /DB_XREF=AU022584 /CLONE=J0416H06 /FEA=FLmRNA /CNT=34 /TID=Mm.219634.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1422963_at 0.6 1.3 A A 0.88 0.63 1.3 NC 0.17 gb:NM_011475.1 /DB_XREF=gi:6755641 /GEN=Sprr2i /FEA=FLmRNA /CNT=2 /TID=Mm.196439.1 /TIER=FL /STK=1 /UG=Mm.196439 /LL=20763 /DEF=Mu
MOE430_2_1422975_at 140.5 376.3 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_008604.1 /DB_XREF=gi:6678889 /GEN=Mme /FEA=FLmRNA /CNT=26 /TID=Mm.38931.1 /TIER=FL /STK=0 /UG=Mm.38931 /LL=17380 /DEF=Mus m
MOE430_2_1423231_at 2.4 8 A A 0.93 0.56 1.3 NC 0.01 gb:AK002933.1 /DB_XREF=gi:12833280 /GEN=Nrgn /FEA=FLmRNA /CNT=69 /TID=Mm.29857.1 /TIER=Stack /STK=25 /UG=Mm.29857 /LL=64011 /UG_TIT
MOE430_2_1423433_at 29.6 58.2 P P 0.000732 0.000244 1.3 I 0.000088 gb:BG069917 /DB_XREF=gi:12552486 /DB_XREF=H3081E07-3 /CLONE=H3081E07 /FEA=FLmRNA /CNT=65 /TID=Mm.35793.1 /TIER=Stack /STK=28 /UG
MOE430_2_1424263_at 47.8 99.2 P P 0.02 0.001221 1.3 I 0.000618 gb:AV133913 /DB_XREF=gi:16382702 /DB_XREF=AV133913 /CLONE=2810003C17 /FEA=FLmRNA /CNT=127 /TID=Mm.24838.1 /TIER=Stack /STK=25 /U
MOE430_2_1424289_at 461.9 1069.1 P P 0.000244 0.000244 1.3 I 0.00002 gb:BC010311.1 /DB_XREF=gi:16307526 /FEA=FLmRNA /CNT=60 /TID=Mm.46455.1 /TIER=FL+Stack /STK=40 /UG=Mm.46455 /DEF=Mus musculus, Simila
MOE430_2_1424290_at 385.9 843 P P 0.000244 0.000244 1.3 I 0.00002 gb:BB817847 /DB_XREF=gi:16990476 /DB_XREF=BB817847 /CLONE=G730041G12 /FEA=FLmRNA /CNT=60 /TID=Mm.46455.1 /TIER=Stack /STK=10 /UG
MOE430_2_1424397_at 59.5 120.1 P P 0.000732 0.001221 1.3 I 0.00006 gb:AF448804.1 /DB_XREF=gi:17863987 /GEN=Ddx36 /FEA=FLmRNA /CNT=94 /TID=Mm.34158.1 /TIER=FL+Stack /STK=34 /UG=Mm.34158 /LL=72162 /D
MOE430_2_1424511_at 158.8 372.7 P P 0.000732 0.000244 1.3 I 0.00002 gb:U80932.1 /DB_XREF=gi:1763646 /GEN=ayk1 /FEA=FLmRNA /CNT=175 /TID=Mm.11738.1 /TIER=FL+Stack /STK=27 /UG=Mm.11738 /LL=20878 /DEF=
MOE430_2_1424652_at 0.7 1.6 A A 0.93 0.56 1.3 NC 0.03 gb:BC027150.1 /DB_XREF=gi:20072072 /FEA=FLmRNA /CNT=43 /TID=Mm.205854.1 /TIER=FL+Stack /STK=21 /UG=Mm.205854 /DEF=Mus musculus, clon
MOE430_2_1424971_at 19.5 49.4 A P 0.09 0.008057 1.3 I 0.000273 gb:BC006674.1 /DB_XREF=gi:13879387 /FEA=FLmRNA /CNT=39 /TID=Mm.3626.1 /TIER=FL+Stack /STK=10 /UG=Mm.3626 /LL=70385 /UG_GENE=260000
MOE430_2_1425119_at 7.4 24.9 A A 0.43 0.21 1.3 NC 0.01 gb:BC012877.1 /DB_XREF=gi:15277561 /FEA=FLmRNA /CNT=16 /TID=Mm.37131.1 /TIER=FL /STK=6 /UG=Mm.37131 /DEF=Mus musculus, Similar to 2-5 
MOE430_2_1425137_a_ 2.5 7.6 A A 0.46 0.19 1.3 NC 0.003355 gb:BC011215.1 /DB_XREF=gi:15029963 /FEA=FLmRNA /CNT=60 /TID=Mm.88795.2 /TIER=FL /STK=5 /UG=Mm.88795 /LL=15007 /UG_GENE=H2-Q10 /DE
MOE430_2_1425236_at 0.5 1.8 A A 0.99 0.82 1.3 I 0.001651 gb:BE945716 /DB_XREF=gi:10523475 /DB_XREF=UI-M-BZ0-axp-c-09-0-UI.s1 /CLONE=UI-M-BZ0-axp-c-09-0-UI /FEA=FLmRNA /CNT=7 /TID=Mm.210
MOE430_2_1425248_a_ 19.7 52 P P 0.01 0.00293 1.3 I 0.000692 gb:U18342.1 /DB_XREF=gi:687625 /GEN=tyro3 /FEA=FLmRNA /CNT=7 /TID=Mm.2901.3 /TIER=FL /STK=4 /UG=Mm.2901 /LL=22174 /UG_TITLE=TYRO3 
MOE430_2_1425361_at 14.6 32.3 P P 0.01 0.000244 1.3 I 0.000692 gb:BC021456.1 /DB_XREF=gi:18204787 /FEA=FLmRNA /CNT=27 /TID=Mm.218343.1 /TIER=FL /STK=2 /UG=Mm.218343 /LL=69256 /UG_GENE=2810411K
MOE430_2_1425515_at 44.8 126.5 P P 0.000244 0.000244 1.3 I 0.00002 gb:BG172651 /DB_XREF=gi:12679354 /DB_XREF=602337069F1 /CLONE=IMAGE:4460248 /FEA=FLmRNA /CNT=98 /TID=Mm.3058.1 /TIER=ConsEnd /STK
MOE430_2_1425594_at 1.7 3.6 A A 0.75 0.56 1.3 NC 0.29 gb:AF083372.1 /DB_XREF=gi:6453718 /FEA=FLmRNA /CNT=33 /TID=Mm.88735.1 /TIER=FL /STK=1 /UG=Mm.88735 /LL=23928 /UG_GENE=Lamc3 /DEF=
MOE430_2_1425722_at 1.6 5.2 A A 0.5 0.5 1.3 NC 0.5 gb:BC020118.1 /DB_XREF=gi:18043227 /FEA=FLmRNA /CNT=15 /TID=Mm.216398.1 /TIER=FL /STK=1 /UG=Mm.216398 /DEF=Mus musculus, Similar to in
MOE430_2_1425831_at 6.1 29.3 A A 0.19 0.11 1.3 NC 0.007788 gb:BC002058.1 /DB_XREF=gi:12805198 /FEA=FLmRNA /CNT=4 /TID=Mm.172199.1 /TIER=FL /STK=1 /UG=Mm.172199 /DEF=Mus musculus, Similar to zin
MOE430_2_1425912_at 0.9 4.4 A A 0.93 0.75 1.3 NC 0.24 gb:BC027092.1 /DB_XREF=gi:20071912 /FEA=FLmRNA /CNT=2 /TID=Mm.219582.1 /TIER=FL /STK=1 /UG=Mm.219582 /DEF=Mus musculus, clone MGC:3
MOE430_2_1426021_a_ 10.5 27.7 A P 0.11 0.02 1.3 MI 0.002032 gb:AB018576.1 /DB_XREF=gi:3769335 /GEN=muCdc7 /FEA=FLmRNA /CNT=1 /TID=Mm.20842.3 /TIER=FL /STK=1 /UG=Mm.20842 /LL=12545 /UG_TITLE
MOE430_2_1426033_at 4.7 9.3 A P 0.14 0.01 1.3 NC 0.46 gb:AF011358.1 /DB_XREF=gi:2739457 /GEN=RGS9 /FEA=FLmRNA /CNT=1 /TID=Mm.38548.2 /TIER=FL /STK=1 /UG=Mm.38548 /LL=19739 /DEF=Mus mu
MOE430_2_1426147_s_ 6.2 20.4 A A 0.39 0.17 1.3 NC 0.36 gb:BC021770.1 /DB_XREF=gi:18256028 /FEA=FLmRNA /CNT=1 /TID=Mm.104972.1 /TIER=FL /STK=1 /UG=Mm.104972 /LL=77888 /UG_GENE=6720456I16
MOE430_2_1426197_at 0.3 0.8 A A 0.99 0.82 1.3 NC 0.04 gb:AY058907.1 /DB_XREF=gi:16902039 /FEA=FLmRNA /CNT=1 /TID=Mm.220162.1 /TIER=FL /STK=1 /UG=Mm.220162 /DEF=Mus musculus anti-human C
MOE430_2_1426580_at 23.9 65.2 P P 0.04 0.008057 1.3 I 0.000692 gb:AK006459.1 /DB_XREF=gi:12839571 /GEN=Stk18 /FEA=FLmRNA /CNT=112 /TID=Mm.3794.2 /TIER=Stack /STK=8 /UG=Mm.3794 /LL=20873 /UG_TITL
MOE430_2_1426834_s_ 189 433.5 P P 0.000244 0.000244 1.3 I 0.00002 gb:BM234701 /DB_XREF=gi:17869971 /DB_XREF=K0404H10-3 /CLONE=K0404H10 /FEA=mRNA /CNT=84 /TID=Mm.28838.1 /TIER=Stack /STK=51 /UG=M
MOE430_2_1426942_at 17.5 62.5 A A 0.27 0.08 1.3 I 0.000492 gb:BM233292 /DB_XREF=gi:17868562 /DB_XREF=K0334H08-3 /CLONE=K0334H08 /FEA=mRNA /CNT=75 /TID=Mm.205096.1 /TIER=Stack /STK=35 /UG=
MOE430_2_1427010_s_ 9.8 18.5 A A 0.56 0.3 1.3 NC 0.2 gb:AV224009 /DB_XREF=gi:15404857 /DB_XREF=AV224009 /CLONE=3830416K05 /FEA=mRNA /CNT=59 /TID=Mm.4339.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1427105_at 83.3 267.4 P P 0.000732 0.000244 1.3 I 0.00003 gb:BM230253 /DB_XREF=gi:17793437 /DB_XREF=K0292E10-3 /CLONE=K0292E10 /FEA=mRNA /CNT=26 /TID=Mm.219638.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1427174_at 42 108.5 P P 0.00415 0.001953 1.3 I 0.000147 gb:BM235840 /DB_XREF=gi:17871110 /DB_XREF=K0426C06-3 /CLONE=K0426C06 /FEA=mRNA /CNT=47 /TID=Mm.159813.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1427312_at 11.9 17.4 A A 0.56 0.3 1.3 NC 0.2 gb:AK010194.1 /DB_XREF=gi:12845462 /FEA=mRNA /CNT=29 /TID=Mm.33857.1 /TIER=Stack /STK=10 /UG=Mm.33857 /LL=76469 /UG_GENE=2310076E1
MOE430_2_1427315_at 2.3 5.9 A A 0.53 0.08 1.3 NC 0.09 gb:BB034272 /DB_XREF=gi:16258267 /DB_XREF=BB034272 /CLONE=5830493P14 /FEA=mRNA /CNT=293 /TID=Mm.24086.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427319_at 46.2 95 P P 0.000244 0.000244 1.3 I 0.000078 gb:AI607603 /DB_XREF=gi:4616770 /DB_XREF=vk47f04.y1 /CLONE=IMAGE:949759 /FEA=mRNA /CNT=35 /TID=Mm.100634.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427437_at 8.9 18.5 A A 0.33 0.17 1.3 NC 0.35 gb:BC019134.1 /DB_XREF=gi:17512325 /FEA=mRNA /CNT=4 /TID=Mm.214640.1 /TIER=ConsEnd /STK=1 /UG=Mm.214640 /DEF=Mus musculus, clone IMA
MOE430_2_1427487_at 17.4 37 A A 0.08 0.08 1.3 NC 0.004481 gb:BF143629 /DB_XREF=gi:10982669 /DB_XREF=601790986F1 /CLONE=IMAGE:4021773 /FEA=mRNA /CNT=11 /TID=Mm.197694.1 /TIER=ConsEnd /STK=
MOE430_2_1427845_at 2.9 7 A A 0.77 0.53 1.3 NC 0.15 gb:AF127140.1 /DB_XREF=gi:9754617 /GEN=Fgfr4 /FEA=mRNA /CNT=1 /TID=Mm.4912.3 /TIER=ConsEnd /STK=0 /UG=Mm.4912 /LL=14186 /DEF=Mus m
MOE430_2_1427860_at 2.3 5 A A 0.36 0.43 1.3 NC 0.5 gb:U55641.1 /DB_XREF=gi:1870397 /FEA=mRNA /CNT=1 /TID=Mm.104747.26 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /
MOE430_2_1428006_at 1 3.9 A A 0.5 0.3 1.3 NC 0.5 gb:BC027793.1 /DB_XREF=gi:20379940 /FEA=mRNA /CNT=38 /TID=Mm.68989.1 /TIER=ConsEnd /STK=0 /UG=Mm.68989 /LL=76983 /UG_GENE=3110021
MOE430_2_1428304_at 15.2 43.6 P P 0.03 0.000244 1.3 I 0.00004 gb:AK010391.1 /DB_XREF=gi:12845801 /FEA=mRNA /CNT=80 /TID=Mm.46440.1 /TIER=Stack /STK=57 /UG=Mm.46440 /LL=71988 /UG_GENE=2410004I17
MOE430_2_1428324_at 7.9 15.6 A A 0.39 0.12 1.3 NC 0.13 gb:AV215406 /DB_XREF=gi:6156252 /DB_XREF=AV215406 /CLONE=2410148D13 /FEA=mRNA /CNT=208 /TID=Mm.41718.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1428518_at 31.7 69.5 A P 0.09 0.005859 1.3 I 0.000346 gb:AK006479.1 /DB_XREF=gi:12839601 /FEA=mRNA /CNT=62 /TID=Mm.22108.1 /TIER=Stack /STK=35 /UG=Mm.22108 /LL=71876 /UG_GENE=1700029A2
MOE430_2_1428653_x_ 6.1 14.4 A P 0.27 0.03 1.3 NC 0.01 gb:BB305633 /DB_XREF=gi:16402155 /DB_XREF=BB305633 /CLONE=B230120O11 /FEA=mRNA /CNT=50 /TID=Mm.54426.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1428837_at 1.4 4.3 A A 0.78 0.39 1.3 NC 0.23 gb:AK018108.1 /DB_XREF=gi:12857672 /FEA=mRNA /CNT=29 /TID=Mm.38849.1 /TIER=Stack /STK=20 /UG=Mm.38849 /LL=73999 /UG_GENE=6330403N1
MOE430_2_1428936_at 24.5 45.9 P P 0.00415 0.000244 1.3 I 0.000273 gb:BF148888 /DB_XREF=gi:11030283 /DB_XREF=uy48e08.x1 /CLONE=IMAGE:3662822 /FEA=mRNA /CNT=245 /TID=Mm.103450.1 /TIER=Stack /STK=16 
MOE430_2_1429113_at 5.1 10.1 A A 0.27 0.12 1.3 NC 0.31 gb:AK005319.1 /DB_XREF=gi:12837787 /FEA=mRNA /CNT=37 /TID=Mm.24226.1 /TIER=Stack /STK=11 /UG=Mm.24226 /LL=69017 /UG_GENE=1500031I19
MOE430_2_1429171_a_ 35.1 89.1 P P 0.005859 0.000244 1.3 I 0.000078 gb:AV277326 /DB_XREF=gi:16390968 /DB_XREF=AV277326 /CLONE=4932441L10 /FEA=mRNA /CNT=34 /TID=Mm.32012.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429172_a_ 14.9 33.2 P P 0.04 0.000732 1.3 I 0.00004 gb:BB702347 /DB_XREF=gi:16051171 /DB_XREF=BB702347 /CLONE=7420440G15 /FEA=mRNA /CNT=34 /TID=Mm.32012.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429175_at 0.4 1.3 A A 0.82 0.72 1.3 NC 0.27 gb:AK014196.1 /DB_XREF=gi:12851896 /FEA=mRNA /CNT=21 /TID=Mm.23131.1 /TIER=Stack /STK=10 /UG=Mm.23131 /LL=68027 /UG_GENE=2810417M0
MOE430_2_1429361_at 13.8 38.2 P P 0.01 0.008057 1.3 I 0.000438 gb:AK020723.1 /DB_XREF=gi:12861394 /FEA=mRNA /CNT=35 /TID=Mm.200361.1 /TIER=Stack /STK=31 /UG=Mm.200361 /LL=77764 /UG_GENE=A230109
MOE430_2_1429498_at 14 25.6 A A 0.46 0.06 1.3 NC 0.01 gb:BE994185 /DB_XREF=gi:10677172 /DB_XREF=UI-M-CG0p-bii-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bii-a-04-0-UI /FEA=mRNA /CNT=50 /TID=Mm.3153
MOE430_2_1429566_a_ 5 14.7 A A 0.43 0.12 1.3 NC 0.03 gb:AK016742.1 /DB_XREF=gi:12855640 /GEN=Hipk2 /FEA=mRNA /CNT=20 /TID=Mm.20934.4 /TIER=Stack /STK=14 /UG=Mm.20934 /LL=15258 /UG_TITL
MOE430_2_1429592_at 0.2 0.7 A A 0.9 0.5 1.3 NC 0.09 gb:BB274911 /DB_XREF=gi:8971932 /DB_XREF=BB274911 /CLONE=A830090D17 /FEA=mRNA /CNT=20 /TID=Mm.101478.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429625_at 43.9 102 P P 0.000244 0.000244 1.3 I 0.00002 gb:BM202541 /DB_XREF=gi:17756756 /DB_XREF=C0241C06-3 /CLONE=C0241C06 /FEA=mRNA /CNT=34 /TID=Mm.130834.1 /TIER=Stack /STK=12 /UG



MOE430_2_1429798_s_ 36.1 128.1 A P 0.17 0.008057 1.3 I 0.00013 gb:AV029626 /DB_XREF=gi:4829174 /DB_XREF=AV029626 /CLONE=1500005L20 /FEA=mRNA /CNT=11 /TID=Mm.196466.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429855_at 0.1 0.3 A A 0.99 0.49 1.3 I 0.001077 gb:AV209209 /DB_XREF=gi:6150024 /DB_XREF=AV209209 /CLONE=1700113E11 /FEA=mRNA /CNT=10 /TID=Mm.86808.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1429881_at 0.9 1.8 A A 0.88 0.75 1.3 NC 0.12 gb:AK018058.1 /DB_XREF=gi:12857606 /FEA=mRNA /CNT=20 /TID=Mm.41321.1 /TIER=ConsEnd /STK=6 /UG=Mm.41321 /LL=76117 /UG_GENE=5830480
MOE430_2_1429889_at 1.7 5.7 A A 0.88 0.52 1.3 NC 0.41 gb:AK007714.1 /DB_XREF=gi:12841434 /FEA=mRNA /CNT=17 /TID=Mm.46042.1 /TIER=ConsEnd /STK=6 /UG=Mm.46042 /LL=69169 /UG_GENE=1810037
MOE430_2_1429897_a_ 45.1 76 P P 0.000732 0.000244 1.3 I 0.000068 gb:AK009258.1 /DB_XREF=gi:12843943 /FEA=mRNA /CNT=15 /TID=Mm.35581.2 /TIER=ConsEnd /STK=6 /UG=Mm.35581 /LL=67102 /UG_GENE=2310009
MOE430_2_1429936_at 5.8 21.6 A P 0.33 0.01 1.3 I 0.000346 gb:BC019481.1 /DB_XREF=gi:18044128 /FEA=mRNA /CNT=8 /TID=Mm.147232.1 /TIER=ConsEnd /STK=6 /UG=Mm.147232 /UG_TITLE=Mus musculus, Sim
MOE430_2_1429987_at 22.5 49 P P 0.02 0.00415 1.3 I 0.000078 gb:AK018112.1 /DB_XREF=gi:12857678 /FEA=mRNA /CNT=8 /TID=Mm.12289.1 /TIER=ConsEnd /STK=5 /UG=Mm.12289 /LL=70718 /UG_GENE=6330404C
MOE430_2_1430455_at 2.8 9.7 A A 0.3 0.09 1.3 NC 0.16 gb:AK016560.1 /DB_XREF=gi:12855357 /FEA=mRNA /CNT=4 /TID=Mm.159186.1 /TIER=ConsEnd /STK=2 /UG=Mm.159186 /LL=66786 /UG_GENE=493343
MOE430_2_1430574_at 91.7 201.1 P P 0.000244 0.000244 1.3 I 0.000167 gb:AK010426.1 /DB_XREF=gi:12845860 /FEA=mRNA /CNT=11 /TID=Mm.27224.1 /TIER=ConsEnd /STK=1 /UG=Mm.27224 /LL=72391 /UG_GENE=2410006
MOE430_2_1430623_s_ 28.7 83.1 P P 0.001221 0.00415 1.3 MI 0.00249 gb:AV263881 /DB_XREF=gi:6251804 /DB_XREF=AV263881 /CLONE=4930442A21 /FEA=mRNA /CNT=10 /TID=Mm.219618.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430766_at 7.2 16 A P 0.11 0.00415 1.3 NC 0.002753 gb:BE197989 /DB_XREF=gi:8710158 /DB_XREF=ug77f08.x1 /CLONE=IMAGE:1548423 /FEA=mRNA /CNT=4 /TID=Mm.159634.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430782_at 7.9 15.4 A A 0.19 0.17 1.3 NC 0.03 gb:AK014555.1 /DB_XREF=gi:12852483 /FEA=mRNA /CNT=6 /TID=Mm.173161.1 /TIER=ConsEnd /STK=1 /UG=Mm.173161 /LL=75714 /UG_GENE=463240
MOE430_2_1430834_at 3.1 6.3 A A 0.45 0.12 1.3 NC 0.03 gb:BB359379 /DB_XREF=gi:9071207 /DB_XREF=BB359379 /CLONE=C030038J10 /FEA=mRNA /CNT=4 /TID=Mm.159935.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430886_at 6.1 21.4 A P 0.11 0.001953 1.3 I 0.000346 gb:BB246912 /DB_XREF=gi:8939658 /DB_XREF=BB246912 /CLONE=A730016J09 /FEA=mRNA /CNT=3 /TID=Mm.82791.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431019_at 8.1 25.5 A P 0.24 0.01 1.3 I 0.001486 gb:BI246669 /DB_XREF=gi:14790852 /DB_XREF=602959243F1 /CLONE=IMAGE:5124851 /FEA=mRNA /CNT=31 /TID=Mm.31247.1 /TIER=ConsEnd /STK=0
MOE430_2_1431038_at 5.2 8.1 A A 0.6 0.21 1.3 NC 0.09 gb:BF137610 /DB_XREF=gi:10976650 /DB_XREF=601783136F1 /CLONE=IMAGE:4010936 /FEA=mRNA /CNT=40 /TID=Mm.107105.1 /TIER=ConsEnd /STK=
MOE430_2_1431171_at 4.3 19.3 A A 0.46 0.14 1.3 NC 0.53 gb:BF535767 /DB_XREF=gi:11623135 /DB_XREF=602051272F1 /CLONE=IMAGE:4190824 /FEA=mRNA /CNT=12 /TID=Mm.171357.1 /TIER=ConsEnd /STK=
MOE430_2_1431222_at 6.6 13.9 A A 0.19 0.08 1.3 I 0.000492 gb:AI552177 /DB_XREF=gi:4484540 /DB_XREF=vf56b03.y1 /CLONE=IMAGE:847757 /FEA=mRNA /CNT=8 /TID=Mm.30897.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431242_at 7.3 15.2 A A 0.66 0.46 1.3 NC 0.07 gb:BE995561 /DB_XREF=gi:10680015 /DB_XREF=UI-M-CG0p-bia-c-06-0-UI.s1 /CLONE=UI-M-CG0p-bia-c-06-0-UI /FEA=mRNA /CNT=6 /TID=Mm.1524
MOE430_2_1431412_at 4.8 12.4 P P 0.04 0.00415 1.3 NC 0.13 gb:BI692111 /DB_XREF=gi:15654740 /DB_XREF=603311777F1 /CLONE=IMAGE:5351899 /FEA=mRNA /CNT=3 /TID=Mm.158881.1 /TIER=ConsEnd /STK=0
MOE430_2_1431591_s_ 120.8 220 P P 0.001953 0.000244 1.3 I 0.00002 gb:AK019325.1 /DB_XREF=gi:12859477 /GEN=Isg15 /FEA=mRNA /CNT=2 /TID=Mm.204646.1 /TIER=ConsEnd /STK=1 /UG=Mm.204646 /UG_TITLE=Mus m
MOE430_2_1431647_a_ 0.6 0.6 A A 0.96 0.39 1.3 NC 0.15 gb:AK005537.1 /DB_XREF=gi:12838162 /FEA=mRNA /CNT=2 /TID=Mm.46086.2 /TIER=ConsEnd /STK=1 /UG=Mm.46086 /LL=69785 /UG_GENE=Ceacam13
MOE430_2_1431714_at 0.5 2.4 A A 0.93 0.66 1.3 NC 0.07 gb:AK009355.1 /DB_XREF=gi:12844100 /FEA=mRNA /CNT=2 /TID=Mm.158330.1 /TIER=ConsEnd /STK=0 /UG=Mm.158330 /LL=70100 /UG_GENE=231001
MOE430_2_1431873_a_ 26.7 59.1 P P 0.000732 0.001221 1.3 I 0.001201 gb:AK010005.1 /DB_XREF=gi:12845148 /FEA=mRNA /CNT=1 /TID=Mm.35251.1 /TIER=ConsEnd /STK=0 /UG=Mm.35251 /LL=71924 /UG_GENE=2310061K
MOE430_2_1431988_at 6.6 15.4 A A 0.36 0.21 1.3 NC 0.06 gb:AK012226.1 /DB_XREF=gi:12848838 /FEA=mRNA /CNT=1 /TID=Mm.195639.1 /TIER=ConsEnd /STK=0 /UG=Mm.195639 /LL=72546 /UG_GENE=270000
MOE430_2_1432130_a_ 8.2 13.3 A P 0.06 0.00415 1.3 NC 0.02 gb:BC021448.1 /DB_XREF=gi:18204070 /FEA=mRNA /CNT=1 /TID=Mm.203976.4 /TIER=ConsEnd /STK=0 /UG=Mm.203976 /LL=67120 /UG_GENE=270001
MOE430_2_1432152_at 4 18.8 A M 0.53 0.05 1.3 NC 0.07 gb:AK011831.1 /DB_XREF=gi:12848201 /FEA=mRNA /CNT=1 /TID=Mm.158376.1 /TIER=ConsEnd /STK=0 /UG=Mm.158376 /LL=70433 /UG_GENE=261010
MOE430_2_1432158_a_ 215.1 579.8 P P 0.000244 0.000244 1.3 I 0.00002 gb:AK007951.1 /DB_XREF=gi:12841833 /FEA=mRNA /CNT=1 /TID=Mm.34586.2 /TIER=ConsEnd /STK=0 /UG=Mm.34586 /LL=66226 /UG_GENE=1110066L
MOE430_2_1432252_a_ 1.7 2.8 A A 0.75 0.46 1.3 NC 0.06 gb:AK015628.1 /DB_XREF=gi:12854033 /FEA=mRNA /CNT=1 /TID=Mm.159404.3 /TIER=ConsEnd /STK=0 /UG=Mm.159404 /LL=71033 /UG_GENE=493340
MOE430_2_1432274_at 1.8 2.2 A A 0.87 0.5 1.3 NC 0.1 gb:AK016032.1 /DB_XREF=gi:12854612 /FEA=mRNA /CNT=1 /TID=Mm.159454.1 /TIER=ConsEnd /STK=0 /UG=Mm.159454 /LL=75187 /UG_GENE=493054
MOE430_2_1432363_at 4.2 8.2 A A 0.46 0.3 1.3 NC 0.2 gb:AK010542.1 /DB_XREF=gi:12846065 /FEA=mRNA /CNT=1 /TID=Mm.52981.1 /TIER=ConsEnd /STK=0 /UG=Mm.52981 /LL=69741 /UG_GENE=2410018E
MOE430_2_1432446_at 1.9 7.9 A A 0.46 0.36 1.3 NC 0.04 gb:AK006043.1 /DB_XREF=gi:12838937 /FEA=mRNA /CNT=1 /TID=Mm.159143.1 /TIER=ConsEnd /STK=0 /UG=Mm.159143 /LL=74222 /UG_GENE=170001
MOE430_2_1432461_at 4.2 7.6 A P 0.6 0.03 1.3 NC 0.03 gb:AK007097.1 /DB_XREF=gi:12840469 /GEN=Eya4 /FEA=mRNA /CNT=1 /TID=Mm.160349.1 /TIER=ConsEnd /STK=0 /UG=Mm.160349 /UG_TITLE=Mus m
MOE430_2_1432544_at 4.5 12.3 A A 0.3 0.11 1.3 NC 0.39 gb:AK015429.1 /DB_XREF=gi:12853767 /FEA=mRNA /CNT=1 /TID=Mm.159344.1 /TIER=ConsEnd /STK=0 /UG=Mm.159344 /LL=74864 /UG_GENE=493044
MOE430_2_1432630_at 5.9 11.3 A A 0.33 0.43 1.3 NC 0.55 gb:BB645478 /DB_XREF=gi:16479945 /DB_XREF=BB645478 /CLONE=B430206N15 /FEA=mRNA /CNT=3 /TID=Mm.159477.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432786_at 10.3 11 P P 0.01 0.01 1.3 NC 0.22 gb:AV249981 /DB_XREF=gi:6237440 /DB_XREF=AV249981 /CLONE=4833420D23 /FEA=mRNA /CNT=2 /TID=Mm.83916.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432893_at 1.8 4.7 A A 0.63 0.33 1.3 NC 0.11 gb:AK018612.1 /DB_XREF=gi:12858407 /FEA=mRNA /CNT=1 /TID=Mm.159560.1 /TIER=ConsEnd /STK=0 /UG=Mm.159560 /LL=75759 /UG_GENE=913001
MOE430_2_1433322_at 1.9 4.2 A A 0.56 0.36 1.3 NC 0.31 gb:AK015932.1 /DB_XREF=gi:12854467 /FEA=mRNA /CNT=1 /TID=Mm.159470.1 /TIER=ConsEnd /STK=0 /UG=Mm.159470 /LL=75226 /UG_GENE=493052
MOE430_2_1433359_at 5.6 10.6 A A 0.53 0.11 1.3 NC 0.26 gb:AK006261.1 /DB_XREF=gi:12839263 /FEA=mRNA /CNT=1 /TID=Mm.195663.1 /TIER=ConsEnd /STK=0 /UG=Mm.195663 /LL=73279 /UG_GENE=170002
MOE430_2_1433418_at 2.7 6.1 A A 0.46 0.36 1.3 NC 0.5 gb:AK015090.1 /DB_XREF=gi:12853299 /FEA=mRNA /CNT=1 /TID=Mm.159091.1 /TIER=ConsEnd /STK=0 /UG=Mm.159091 /LL=73920 /UG_GENE=493040
MOE430_2_1433456_at 3.8 8.4 A A 0.46 0.27 1.3 NC 0.5 gb:BM228795 /DB_XREF=gi:17791554 /DB_XREF=K0268B03-3 /CLONE=K0268B03 /FEA=EST /CNT=191 /TID=Mm.27729.1 /TIER=Stack /STK=182 /UG=M
MOE430_2_1433458_at 0.3 0.8 A A 0.99 0.87 1.3 NC 0.18 gb:BM230051 /DB_XREF=gi:17793163 /DB_XREF=K0289B04-3 /CLONE=K0289B04 /FEA=EST /CNT=184 /TID=Mm.21182.1 /TIER=Stack /STK=179 /UG=M
MOE430_2_1433515_s_ 14.5 36 P P 0.01 0.005859 1.3 I 0.000552 gb:BG066916 /DB_XREF=gi:12549485 /DB_XREF=H3048E04-3 /CLONE=H3048E04 /FEA=EST /CNT=250 /TID=Mm.30163.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1433807_at 25.4 78.4 P P 0.00415 0.000244 1.3 I 0.000078 gb:AV133931 /DB_XREF=gi:15404498 /DB_XREF=AV133931 /CLONE=2810003E01 /FEA=EST /CNT=90 /TID=Mm.23503.1 /TIER=Stack /STK=59 /UG=Mm
MOE430_2_1433830_at 119.3 278.2 P P 0.000244 0.000244 1.3 I 0.00002 gb:C88150 /DB_XREF=gi:2920107 /DB_XREF=C88150 /CLONE=J0257F02 /FEA=EST /CNT=141 /TID=Mm.16767.2 /TIER=Stack /STK=14 /UG=Mm.16767 
MOE430_2_1433862_at 76.5 181.1 P P 0.000244 0.000244 1.3 I 0.00002 gb:BM200578 /DB_XREF=gi:17753931 /DB_XREF=C0213B08-3 /CLONE=C0213B08 /FEA=EST /CNT=64 /TID=Mm.17851.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1433923_at 5.8 16.1 A A 0.39 0.21 1.3 NC 0.17 gb:AV230775 /DB_XREF=gi:15404969 /DB_XREF=AV230775 /CLONE=4632401H01 /FEA=EST /CNT=115 /TID=Mm.28780.2 /TIER=Stack /STK=51 /UG=M
MOE430_2_1433946_at 22.1 54.6 P P 0.000732 0.000244 1.3 I 0.000052 gb:BE824681 /DB_XREF=gi:10256915 /DB_XREF=C0503C03-3 /CLONE=C0503C03 /FEA=EST /CNT=52 /TID=Mm.49441.2 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1434052_at 0.4 1 A A 0.99 0.87 1.3 NC 0.2 gb:AV327193 /DB_XREF=gi:15406295 /DB_XREF=AV327193 /CLONE=6330417G15 /FEA=EST /CNT=49 /TID=Mm.39934.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434272_at 20.5 142.8 M P 0.05 0.001221 1.3 I 0.00006 gb:AV231491 /DB_XREF=gi:15404986 /DB_XREF=AV231491 /CLONE=4632407D18 /FEA=EST /CNT=40 /TID=Mm.7233.1 /TIER=Stack /STK=37 /UG=Mm.
MOE430_2_1434463_at 4.4 10 A A 0.69 0.43 1.3 NC 0.07 gb:BB753392 /DB_XREF=gi:16183917 /DB_XREF=BB753392 /CLONE=G270030E18 /FEA=EST /CNT=32 /TID=Mm.32036.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434709_at 4.3 12.7 A A 0.53 0.11 1.3 NC 0.004073 gb:BB202655 /DB_XREF=gi:16271742 /DB_XREF=BB202655 /CLONE=A430048C07 /FEA=EST /CNT=37 /TID=Mm.37263.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1435029_at 260.6 600.3 P P 0.000244 0.000244 1.3 I 0.00002 gb:BB454974 /DB_XREF=gi:16425911 /DB_XREF=BB454974 /CLONE=D130035I02 /FEA=EST /CNT=32 /TID=Mm.204952.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435034_at 3.7 7.5 A A 0.39 0.06 1.3 NC 0.1 gb:BG076062 /DB_XREF=gi:12558631 /DB_XREF=H3155B09-3 /CLONE=H3155B09 /FEA=EST /CNT=28 /TID=Mm.220361.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435050_at 2.1 7.7 A A 0.3 0.21 1.3 NC 0.5 gb:BB353607 /DB_XREF=gi:16405554 /DB_XREF=BB353607 /CLONE=B930094H20 /FEA=EST /CNT=26 /TID=Mm.26449.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435054_at 29.8 68.8 P P 0.03 0.000244 1.3 I 0.00002 gb:BG064903 /DB_XREF=gi:12547466 /DB_XREF=H3025B06-3 /CLONE=H3025B06 /FEA=EST /CNT=23 /TID=Mm.28892.2 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435121_at 2.6 16.5 A A 0.96 0.69 1.3 NC 0.06 gb:BG075563 /DB_XREF=gi:12558132 /DB_XREF=H3148G05-3 /CLONE=H3148G05 /FEA=EST /CNT=21 /TID=Mm.23613.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435138_at 0.4 2 A A 0.78 0.5 1.3 NC 0.03 gb:AV016797 /DB_XREF=gi:16356315 /DB_XREF=AV016797 /CLONE=1110067C19 /FEA=EST /CNT=53 /TID=Mm.41350.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435292_at 72.7 183.9 P P 0.001953 0.000244 1.3 I 0.00002 gb:AF023098 /DB_XREF=gi:4103456 /DB_XREF=AF023098 /CLONE=ddcf14 /FEA=EST /CNT=24 /TID=Mm.27439.1 /TIER=Stack /STK=18 /UG=Mm.27439 
MOE430_2_1435306_a_ 23.4 43 P P 0.001953 0.000244 1.3 I 0.000052 gb:BM234447 /DB_XREF=gi:17869717 /DB_XREF=K0400C07-3 /CLONE=K0400C07 /FEA=EST /CNT=20 /TID=Mm.42203.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435551_at 21.8 70.5 P P 0.001221 0.000244 1.3 I 0.001336 gb:BG066491 /DB_XREF=gi:12549060 /DB_XREF=H3043F01-3 /CLONE=H3043F01 /FEA=EST /CNT=38 /TID=Mm.28387.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435634_at 45 108.8 P P 0.000244 0.000244 1.3 I 0.000046 gb:BB818670 /DB_XREF=gi:16991299 /DB_XREF=BB818670 /CLONE=G730045O04 /FEA=EST /CNT=127 /TID=Mm.21539.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435726_at 1.7 3.7 A A 0.53 0.56 1.3 NC 0.58 gb:C81400 /DB_XREF=gi:2521730 /DB_XREF=C81400 /CLONE=J0098G01 /FEA=EST /CNT=14 /TID=Mm.196552.1 /TIER=Stack /STK=14 /UG=Mm.196552
MOE430_2_1435805_at 13.8 34.3 A P 0.21 0.005859 1.3 I 0.000147 gb:AV287586 /DB_XREF=gi:16392098 /DB_XREF=AV287586 /CLONE=5031438B01 /FEA=EST /CNT=23 /TID=Mm.38592.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435893_at 6.7 17.6 A A 0.39 0.17 1.3 NC 0.34 gb:BB127955 /DB_XREF=gi:16262393 /DB_XREF=BB127955 /CLONE=9630026O22 /FEA=EST /CNT=21 /TID=Mm.32795.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435895_at 1.8 4 A A 0.63 0.63 1.3 NC 0.5 gb:BQ175029 /DB_XREF=gi:20350521 /DB_XREF=UI-M-DJ2-bwd-e-01-0-UI.s1 /CLONE=UI-M-DJ2-bwd-e-01-0-UI /FEA=EST /CNT=18 /TID=Mm.14004
MOE430_2_1436061_at 2.6 7.9 A A 0.33 0.08 1.3 NC 0.24 gb:BG092263 /DB_XREF=gi:12574815 /DB_XREF=mac07d05.x1 /CLONE=IMAGE:3999032 /FEA=EST /CNT=17 /TID=Mm.27610.1 /TIER=Stack /STK=11 /U
MOE430_2_1436148_at 3.8 10.1 A A 0.11 0.14 1.3 NC 0.26 gb:BF456098 /DB_XREF=gi:11522267 /DB_XREF=UI-M-BZ1-bkl-c-04-0-UI.s1 /CLONE=UI-M-BZ1-bkl-c-04-0-UI /FEA=EST /CNT=11 /TID=Mm.68506.1 
MOE430_2_1436174_at 55 125.6 P P 0.000732 0.000244 1.3 I 0.00002 gb:BM206009 /DB_XREF=gi:17761319 /DB_XREF=C0291H06-3 /CLONE=C0291H06 /FEA=EST /CNT=26 /TID=Mm.215758.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436251_at 0.7 0.8 A A 0.9 0.95 1.3 NC 0.5 gb:BB131735 /DB_XREF=gi:8786125 /DB_XREF=BB131735 /CLONE=9630055C13 /FEA=EST /CNT=15 /TID=Mm.39191.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1436328_at 24.6 54.2 P P 0.000732 0.000244 1.3 I 0.000035 gb:BM199014 /DB_XREF=gi:17751710 /DB_XREF=C0451A04-3 /CLONE=C0451A04 /FEA=EST /CNT=36 /TID=Mm.30908.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436439_at 2 5.6 A A 0.14 0.21 1.3 NC 0.72 gb:AV266901 /DB_XREF=gi:16389515 /DB_XREF=AV266901 /CLONE=4930521G13 /FEA=EST /CNT=11 /TID=Mm.66840.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436611_at 0.9 4.2 A A 0.87 0.63 1.3 NC 0.51 gb:AW046938 /DB_XREF=gi:5907467 /DB_XREF=UI-M-BH1-alp-a-04-0-UI.s1 /CLONE=UI-M-BH1-alp-a-04-0-UI /FEA=EST /CNT=10 /TID=Mm.44662.1 /
MOE430_2_1436649_at 0.6 1.7 A A 0.85 0.55 1.3 NC 0.05 gb:BB151746 /DB_XREF=gi:16267960 /DB_XREF=BB151746 /CLONE=A130001K16 /FEA=EST /CNT=16 /TID=Mm.37444.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436707_x_ 202 424 P P 0.001221 0.000244 1.3 I 0.00002 gb:BB725358 /DB_XREF=gi:16108633 /DB_XREF=BB725358 /CLONE=E630011P21 /FEA=EST /CNT=144 /TID=Mm.29786.2 /TIER=Stack /STK=141 /UG=M
MOE430_2_1436717_x_ 0.2 0.5 A A 0.99 0.9 1.3 NC 0.14 gb:AV156860 /DB_XREF=gi:5400495 /DB_XREF=AV156860 /CLONE=3000007C23 /FEA=EST /CNT=102 /TID=Mm.35830.3 /TIER=Stack /STK=102 /UG=M
MOE430_2_1436793_at 5.6 11.3 A A 0.33 0.3 1.3 NC 0.5 gb:AV347235 /DB_XREF=gi:16397090 /DB_XREF=AV347235 /CLONE=6430594K13 /FEA=EST /CNT=56 /TID=Mm.132050.1 /TIER=Stack /STK=53 /UG=M
MOE430_2_1436922_at 4.4 15.6 A P 0.21 0.008057 1.3 NC 0.003041 gb:BG067404 /DB_XREF=gi:12549973 /DB_XREF=H3054A10-3 /CLONE=H3054A10 /FEA=EST /CNT=39 /TID=Mm.28847.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1436965_at 7.9 14.8 A A 0.33 0.39 1.3 NC 0.42 gb:BG076147 /DB_XREF=gi:12558716 /DB_XREF=H3156B11-3 /CLONE=H3156B11 /FEA=EST /CNT=55 /TID=Mm.61792.2 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1437002_at 5.2 22.5 A P 0.33 0.02 1.3 NC 0.01 gb:BB303443 /DB_XREF=gi:16402056 /DB_XREF=BB303443 /CLONE=B230104G24 /FEA=EST /CNT=51 /TID=Mm.135018.2 /TIER=Stack /STK=30 /UG=M
MOE430_2_1437033_a_ 111.1 263.6 P P 0.000244 0.000244 1.3 I 0.00002 gb:BB784099 /DB_XREF=gi:16952595 /DB_XREF=BB784099 /CLONE=G430093D18 /FEA=EST /CNT=29 /TID=Mm.35584.4 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437049_at 7.9 21.6 A P 0.21 0.00415 1.3 I 0.001651 gb:BE627361 /DB_XREF=gi:9907781 /DB_XREF=ut87f07.x1 /CLONE=IMAGE:3369445 /FEA=EST /CNT=30 /TID=Mm.10336.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1437370_at 38.6 66.8 A P 0.14 0.01 1.3 I 0.00013 gb:AV316937 /DB_XREF=gi:16394554 /DB_XREF=AV316937 /CLONE=5832401H24 /FEA=EST /CNT=38 /TID=Mm.200641.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1437665_at 1.2 9.1 A A 0.36 0.12 1.3 NC 0.37 gb:BB212617 /DB_XREF=gi:16352800 /DB_XREF=BB212617 /CLONE=A530002E19 /FEA=EST /CNT=17 /TID=Mm.123613.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1438136_at 6.9 11.1 A A 0.5 0.33 1.3 NC 0.08 gb:AV359709 /DB_XREF=gi:16397406 /DB_XREF=AV359709 /CLONE=7420700F21 /FEA=EST /CNT=12 /TID=Mm.31313.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438162_x_ 0.6 2.9 A A 0.88 0.5 1.3 NC 0.07 gb:AV046580 /DB_XREF=gi:4866245 /DB_XREF=AV046580 /CLONE=1700058I05 /FEA=EST /CNT=12 /TID=Mm.78568.1 /TIER=Stack /STK=12 /UG=Mm.7
MOE430_2_1438230_at 25.9 75.8 M P 0.05 0.005859 1.3 I 0.00003 gb:BM240147 /DB_XREF=gi:17875417 /DB_XREF=K0547A09-3 /CLONE=K0547A09 /FEA=EST /CNT=54 /TID=Mm.30613.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438349_at 25.2 49.4 P P 0.01 0.000732 1.3 NC 0.01 gb:BG069331 /DB_XREF=gi:12551988 /DB_XREF=H3076B09-3 /CLONE=H3076B09 /FEA=EST /CNT=11 /TID=Mm.28736.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438384_at 2.1 3.8 A A 0.53 0.33 1.3 NC 0.24 gb:AV047675 /DB_XREF=gi:4867340 /DB_XREF=AV047675 /CLONE=1700069L22 /FEA=EST /CNT=11 /TID=Mm.57614.1 /TIER=Stack /STK=11 /UG=Mm.5
MOE430_2_1438464_at 1 4.3 A A 0.88 0.33 1.3 NC 0.16 gb:BB698772 /DB_XREF=gi:16047596 /DB_XREF=BB698772 /CLONE=7420405E08 /FEA=EST /CNT=29 /TID=Mm.133482.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1438467_at 2.3 7.3 A A 0.69 0.19 1.3 NC 0.04 gb:AW494220 /DB_XREF=gi:7064501 /DB_XREF=UI-M-BH3-auk-a-04-0-UI.s1 /CLONE=UI-M-BH3-auk-a-04-0-UI /FEA=EST /CNT=17 /TID=Mm.7574.2 /
MOE430_2_1438540_at 0.9 5.8 A A 0.62 0.39 1.3 NC 0.25 gb:AV328325 /DB_XREF=gi:16395858 /DB_XREF=AV328325 /CLONE=6330441C21 /FEA=EST /CNT=11 /TID=Mm.91728.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1439071_at 30.2 68.9 P P 0.000244 0.00415 1.3 NC 0.009292 gb:AW112059 /DB_XREF=gi:6824772 /DB_XREF=MC1944 /CLONE=MC1944 /FEA=EST /CNT=14 /TID=Mm.90087.1 /TIER=Stack /STK=8 /UG=Mm.90087 /
MOE430_2_1439073_at 11.5 27 P P 0.000244 0.01 1.3 NC 0.03 gb:BB821719 /DB_XREF=gi:16994348 /DB_XREF=BB821719 /CLONE=G830014F16 /FEA=EST /CNT=13 /TID=Mm.29470.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439091_at 27.3 80 P P 0.01 0.000732 1.3 I 0.00002 gb:BG070186 /DB_XREF=gi:12552755 /DB_XREF=H3084F05-3 /CLONE=H3084F05 /FEA=EST /CNT=13 /TID=Mm.22289.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439096_at 0.5 0.4 A A 0.75 0.96 1.3 NC 0.66 gb:BB021589 /DB_XREF=gi:15403376 /DB_XREF=BB021589 /CLONE=5330406N10 /FEA=EST /CNT=12 /TID=Mm.220291.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439324_at 3.1 5.3 A A 0.8 0.46 1.3 NC 0.45 gb:BB282778 /DB_XREF=gi:16401384 /DB_XREF=BB282778 /CLONE=A930040D21 /FEA=EST /CNT=8 /TID=Mm.211947.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439343_at 4.3 10.5 A A 0.36 0.09 1.3 NC 0.09 gb:BB202287 /DB_XREF=gi:16271691 /DB_XREF=BB202287 /CLONE=A430045I06 /FEA=EST /CNT=8 /TID=Mm.131325.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439484_at 27.9 84 P P 0.000244 0.001221 1.3 I 0.001651 gb:BM245060 /DB_XREF=gi:17880330 /DB_XREF=K0719D05-3 /CLONE=K0719D05 /FEA=EST /CNT=20 /TID=Mm.139255.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439750_at 3.1 11.5 A A 0.53 0.39 1.3 NC 0.05 gb:AI847963 /DB_XREF=gi:5491869 /DB_XREF=UI-M-AI1-afl-g-07-0-UI.s1 /CLONE=UI-M-AI1-afl-g-07-0-UI /FEA=EST /CNT=7 /TID=Mm.40506.1 /TIER
MOE430_2_1439795_at 352.7 898.9 P P 0.000244 0.000244 1.3 I 0.00002 gb:AV242919 /DB_XREF=gi:16386805 /DB_XREF=AV242919 /CLONE=4831414O07 /FEA=EST /CNT=11 /TID=Mm.31520.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439873_at 10.7 26.4 A P 0.24 0.04 1.3 NC 0.08 gb:BB065293 /DB_XREF=gi:16259873 /DB_XREF=BB065293 /CLONE=8030443I15 /FEA=EST /CNT=8 /TID=Mm.80640.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439977_at 2.8 7.5 A A 0.56 0.3 1.3 NC 0.02 gb:AV266248 /DB_XREF=gi:16389438 /DB_XREF=AV266248 /CLONE=4930515I15 /FEA=EST /CNT=9 /TID=Mm.37554.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440116_at 37.2 61.4 P P 0.03 0.008057 1.3 I 0.000618 gb:AW558117 /DB_XREF=gi:7203546 /DB_XREF=L0290H03-3 /CLONE=L0290H03 /FEA=EST /CNT=6 /TID=Mm.44397.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440203_at 20.2 32.3 A P 0.36 0.03 1.3 NC 0.01 gb:BB256478 /DB_XREF=gi:16399639 /DB_XREF=BB256478 /CLONE=A730073L21 /FEA=EST /CNT=11 /TID=Mm.44045.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440242_at 11.4 27.2 A A 0.5 0.39 1.3 NC 0.003699 gb:BB356428 /DB_XREF=gi:15411632 /DB_XREF=BB356428 /CLONE=C030014K22 /FEA=EST /CNT=8 /TID=Mm.210237.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440546_at 1.6 6.5 A A 0.46 0.19 1.3 NC 0.03 gb:BB124976 /DB_XREF=gi:16262153 /DB_XREF=BB124976 /CLONE=9630002D21 /FEA=EST /CNT=5 /TID=Mm.119287.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440618_at 5.3 14 A P 0.66 0.03 1.3 I 0.001077 gb:AV378451 /DB_XREF=gi:16398185 /DB_XREF=AV378451 /CLONE=9130416B15 /FEA=EST /CNT=5 /TID=Mm.100473.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440728_at 2 6.4 A A 0.56 0.21 1.3 NC 0.5 gb:BB283560 /DB_XREF=gi:8984009 /DB_XREF=BB283560 /CLONE=A930102K08 /FEA=EST /CNT=5 /TID=Mm.132443.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440760_at 4.3 14.5 A M 0.53 0.05 1.3 NC 0.004481 gb:BB230700 /DB_XREF=gi:16354400 /DB_XREF=BB230700 /CLONE=A630028N07 /FEA=EST /CNT=5 /TID=Mm.131316.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440859_at 51.5 113.1 P P 0.001953 0.000244 1.3 I 0.000241 gb:BM122144 /DB_XREF=gi:17105912 /DB_XREF=L0506B06-3 /CLONE=L0506B06 /FEA=EST /CNT=13 /TID=Mm.41239.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440882_at 13.5 28.1 A P 0.39 0.02 1.3 MI 0.00249 gb:BB750940 /DB_XREF=gi:16155176 /DB_XREF=BB750940 /CLONE=G130203D11 /FEA=EST /CNT=13 /TID=Mm.157562.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440990_at 34.2 107.9 P P 0.01 0.001221 1.3 I 0.000052 gb:BB012037 /DB_XREF=gi:16257272 /DB_XREF=BB012037 /CLONE=4832420M10 /FEA=EST /CNT=7 /TID=Mm.138659.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440991_at 2.4 6.4 A A 0.46 0.69 1.3 NC 0.83 gb:BB084125 /DB_XREF=gi:15407653 /DB_XREF=BB084125 /CLONE=9330187D08 /FEA=EST /CNT=7 /TID=Mm.173059.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441172_at 37.6 73.6 P P 0.01 0.000244 1.3 I 0.00002 gb:BM239026 /DB_XREF=gi:17874308 /DB_XREF=K0527G05-3 /CLONE=K0527G05 /FEA=EST /CNT=5 /TID=Mm.214659.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441187_at 0.4 0.8 A A 0.94 0.69 1.3 NC 0.31 gb:BB070287 /DB_XREF=gi:8580285 /DB_XREF=BB070287 /CLONE=8030490B12 /FEA=EST /CNT=5 /TID=Mm.183654.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441321_at 4.5 11.2 A A 0.69 0.27 1.3 NC 0.11 gb:BG063315 /DB_XREF=gi:12545878 /DB_XREF=H3005F12-3 /CLONE=H3005F12 /FEA=EST /CNT=8 /TID=Mm.100534.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441495_at 2.3 6.2 A A 0.56 0.21 1.3 NC 0.41 gb:BB183090 /DB_XREF=gi:15409430 /DB_XREF=BB183090 /CLONE=A230103P19 /FEA=EST /CNT=4 /TID=Mm.216128.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441624_at 1 5.9 A A 0.63 0.46 1.3 NC 0.31 gb:BB479893 /DB_XREF=gi:16440622 /DB_XREF=BB479893 /CLONE=D330041K12 /FEA=EST /CNT=4 /TID=Mm.213381.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441661_at 3.7 10.8 A P 0.5 0.005859 1.3 I 0.000438 gb:AU016721 /DB_XREF=gi:3371725 /DB_XREF=AU016721 /CLONE=J0728G10 /FEA=EST /CNT=4 /TID=Mm.12341.1 /TIER=ConsEnd /STK=4 /UG=Mm.12
MOE430_2_1441700_at 4.3 8.5 A A 0.45 0.39 1.3 NC 0.5 gb:BF462614 /DB_XREF=gi:11531797 /DB_XREF=UI-M-CG0p-bnc-f-05-0-UI.s1 /CLONE=UI-M-CG0p-bnc-f-05-0-UI /FEA=EST /CNT=4 /TID=Mm.37359
MOE430_2_1441713_at 9.3 23.7 A P 0.3 0.02 1.3 NC 0.02 gb:BB430703 /DB_XREF=gi:16424100 /DB_XREF=BB430703 /CLONE=C630034H22 /FEA=EST /CNT=4 /TID=Mm.37341.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441907_s_ 1.4 4.4 A A 0.5 0.33 1.3 NC 0.5 gb:BB483759 /DB_XREF=gi:9401368 /DB_XREF=BB483759 /CLONE=D430022C11 /FEA=EST /CNT=4 /TID=Mm.138523.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442346_at 1.6 5.8 A A 0.43 0.43 1.3 NC 0.64 gb:BM932383 /DB_XREF=gi:19391535 /DB_XREF=UI-M-BH2.1-apd-a-05-0-UI.r2 /CLONE=UI-M-BH2.1-apd-a-05-0-UI /FEA=EST /CNT=5 /TID=Mm.7102
MOE430_2_1442442_at 5.2 16.3 A P 0.24 0.03 1.3 I 0.000618 gb:AI507322 /DB_XREF=gi:4405173 /DB_XREF=vl50b01.x1 /CLONE=IMAGE:975625 /FEA=EST /CNT=5 /TID=Mm.43950.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442454_at 36.8 101.3 P P 0.000244 0.000244 1.3 I 0.000167 gb:BB749838 /DB_XREF=gi:16154074 /DB_XREF=BB749838 /CLONE=G030201L07 /FEA=EST /CNT=4 /TID=Mm.31738.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442763_s_ 7.8 18.3 A A 0.39 0.19 1.3 NC 0.49 gb:AW324354 /DB_XREF=gi:6758379 /DB_XREF=uo28a03.x1 /CLONE=IMAGE:2616172 /FEA=EST /CNT=4 /TID=Mm.197455.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442801_x_ 2.5 6.6 A A 0.5 0.19 1.3 NC 0.2 gb:AV114231 /DB_XREF=gi:5268311 /DB_XREF=AV114231 /CLONE=2610030F05 /FEA=EST /CNT=4 /TID=Mm.97811.1 /TIER=ConsEnd /STK=3 /UG=Mm.
MOE430_2_1442807_at 4.2 5.5 A A 0.8 0.56 1.3 NC 0.5 gb:BE985076 /DB_XREF=gi:10658014 /DB_XREF=UI-M-CG0p-bdh-b-02-0-UI.s1 /CLONE=UI-M-CG0p-bdh-b-02-0-UI /FEA=EST /CNT=6 /TID=Mm.8046
MOE430_2_1443009_at 4 16.1 A A 0.5 0.11 1.3 NC 0.07 gb:BB245579 /DB_XREF=gi:16355412 /DB_XREF=BB245579 /CLONE=A730010F15 /FEA=EST /CNT=3 /TID=Mm.188995.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443022_at 4 13.3 A P 0.53 0.03 1.3 MI 0.00225 gb:BB137915 /DB_XREF=gi:15408485 /DB_XREF=BB137915 /CLONE=9830144P05 /FEA=EST /CNT=3 /TID=Mm.207443.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443058_at 5.3 8.7 A A 0.27 0.27 1.3 NC 0.24 gb:AV242558 /DB_XREF=gi:15405212 /DB_XREF=AV242558 /CLONE=4831410G10 /FEA=EST /CNT=3 /TID=Mm.66352.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443139_at 1.3 1.7 A A 0.8 0.66 1.3 NC 0.17 gb:BB307421 /DB_XREF=gi:16402297 /DB_XREF=BB307421 /CLONE=B230214H24 /FEA=EST /CNT=3 /TID=Mm.211170.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443193_at 2.9 3.5 A A 0.6 0.75 1.3 NC 0.64 gb:BB462269 /DB_XREF=gi:16426744 /DB_XREF=BB462269 /CLONE=D130075K08 /FEA=EST /CNT=3 /TID=Mm.208544.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443315_at 0.9 1.9 A A 0.6 0.6 1.3 NC 0.03 gb:BB515094 /DB_XREF=gi:16442980 /DB_XREF=BB515094 /CLONE=D830006M16 /FEA=EST /CNT=3 /TID=Mm.209667.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443506_at 1.6 5 A A 0.88 0.63 1.3 NC 0.05 gb:BB446406 /DB_XREF=gi:16425103 /DB_XREF=BB446406 /CLONE=D030055O17 /FEA=EST /CNT=3 /TID=Mm.129606.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443599_at 1.6 3.2 A A 0.8 0.8 1.3 NC 0.5 gb:BI134922 /DB_XREF=gi:14585170 /DB_XREF=UI-M-BH3-bso-d-09-0-UI.s1 /CLONE=UI-M-BH3-bso-d-09-0-UI /FEA=EST /CNT=3 /TID=Mm.193151.1
MOE430_2_1443975_at 0.4 1.6 A A 0.91 0.66 1.3 NC 0.06 gb:BB825279 /DB_XREF=gi:17003522 /DB_XREF=BB825279 /CLONE=G830037E21 /FEA=EST /CNT=12 /TID=Mm.86458.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444016_at 0.7 2.1 A A 0.96 0.45 1.3 NC 0.02 gb:BE331865 /DB_XREF=gi:9205574 /DB_XREF=us51b01.x1 /CLONE=IMAGE:3215881 /FEA=EST /CNT=6 /TID=Mm.127865.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444029_at 3.2 11 A A 0.36 0.21 1.3 NC 0.15 gb:BB028141 /DB_XREF=gi:15403524 /DB_XREF=BB028141 /CLONE=5330440K11 /FEA=EST /CNT=6 /TID=Mm.110818.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444071_at 2.1 7.1 A A 0.66 0.63 1.3 NC 0.05 gb:BB247407 /DB_XREF=gi:16355553 /DB_XREF=BB247407 /CLONE=A730018P19 /FEA=EST /CNT=7 /TID=Mm.23552.3 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444266_at 4.1 13.6 A P 0.3 0.01 1.3 NC 0.31 gb:AI851612 /DB_XREF=gi:5495518 /DB_XREF=UI-M-BH0-ain-b-05-0-UI.s1 /CLONE=UI-M-BH0-ain-b-05-0-UI /FEA=EST /CNT=5 /TID=Mm.40635.1 /T
MOE430_2_1444317_at 1 3.4 A A 0.84 0.39 1.3 NC 0.5 gb:BB078305 /DB_XREF=gi:16260464 /DB_XREF=BB078305 /CLONE=9330152J21 /FEA=EST /CNT=5 /TID=Mm.132257.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444466_at 2.8 4.3 A A 0.69 0.43 1.3 NC 0.39 gb:BB433324 /DB_XREF=gi:16424277 /DB_XREF=BB433324 /CLONE=C630050J18 /FEA=EST /CNT=4 /TID=Mm.168397.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444519_at 4.4 12.3 A P 0.27 0.001953 1.3 NC 0.009292 gb:BB363657 /DB_XREF=gi:16406146 /DB_XREF=BB363657 /CLONE=C130018C02 /FEA=EST /CNT=4 /TID=Mm.152461.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444631_at 1.4 3.3 A A 0.85 0.6 1.3 NC 0.16 gb:AW125794 /DB_XREF=gi:6101324 /DB_XREF=UI-M-BH2.2-aql-g-09-0-UI.s1 /CLONE=UI-M-BH2.2-aql-g-09-0-UI /FEA=EST /CNT=5 /TID=Mm.156155
MOE430_2_1444643_at 7.5 19.5 A A 0.36 0.12 1.3 NC 0.33 gb:BB133024 /DB_XREF=gi:16266511 /DB_XREF=BB133024 /CLONE=9830004P12 /FEA=EST /CNT=5 /TID=Mm.184376.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444698_at 3.5 11.9 A A 0.43 0.1 1.3 NC 0.05 gb:BB484375 /DB_XREF=gi:16441142 /DB_XREF=BB484375 /CLONE=D430025D14 /FEA=EST /CNT=4 /TID=Mm.209510.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444883_at 9.4 23.1 A P 0.12 0.00415 1.3 I 0.000552 gb:AW551464 /DB_XREF=gi:7196892 /DB_XREF=L0079C06-3 /CLONE=L0079C06 /FEA=EST /CNT=3 /TID=Mm.182667.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445029_at 0.5 0.7 A A 0.9 0.75 1.3 NC 0.00712 gb:BB366351 /DB_XREF=gi:16406428 /DB_XREF=BB366351 /CLONE=C130033F06 /FEA=EST /CNT=3 /TID=Mm.210359.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445080_at 4.3 11.6 A A 0.66 0.33 1.3 NC 0.08 gb:BG072532 /DB_XREF=gi:12555101 /DB_XREF=H3111H09-3 /CLONE=H3111H09 /FEA=EST /CNT=3 /TID=Mm.218087.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445199_at 5 16 A P 0.27 0.005859 1.3 NC 0.002752 gb:BM942479 /DB_XREF=gi:19402342 /DB_XREF=UI-M-BH3-bsj-c-01-0-UI.r1 /CLONE=UI-M-BH3-bsj-c-01-0-UI /FEA=EST /CNT=3 /TID=Mm.197383.1
MOE430_2_1445202_at 5.1 9.9 A A 0.56 0.24 1.3 NC 0.1 gb:BB526676 /DB_XREF=gi:16444354 /DB_XREF=BB526676 /CLONE=D930035D14 /FEA=EST /CNT=3 /TID=Mm.40875.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445210_at 10.2 25.9 A A 0.3 0.09 1.3 NC 0.01 gb:AW489352 /DB_XREF=gi:7059622 /DB_XREF=UI-M-BH3-ata-h-08-0-UI.s1 /CLONE=UI-M-BH3-ata-h-08-0-UI /FEA=EST /CNT=3 /TID=Mm.190867.1 
MOE430_2_1445212_at 8.8 21.6 A P 0.12 0.00415 1.3 NC 0.01 gb:AU017626 /DB_XREF=gi:3373116 /DB_XREF=AU017626 /CLONE=J0741F09 /FEA=EST /CNT=3 /TID=Mm.208216.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1445270_at 6.8 14.3 A P 0.43 0.03 1.3 NC 0.002753 gb:BB475766 /DB_XREF=gi:16440075 /DB_XREF=BB475766 /CLONE=D330014M01 /FEA=EST /CNT=3 /TID=Mm.138445.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445363_at 19.8 47 P P 0.01 0.000244 1.3 I 0.000078 gb:BB451286 /DB_XREF=gi:16425535 /DB_XREF=BB451286 /CLONE=D130008K15 /FEA=EST /CNT=3 /TID=Mm.207299.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445379_at 2.2 4.9 A A 0.82 0.49 1.3 NC 0.02 gb:BM238286 /DB_XREF=gi:17873556 /DB_XREF=K0515B07-3 /CLONE=K0515B07 /FEA=EST /CNT=3 /TID=Mm.35406.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445521_at 13.5 31.4 A P 0.06 0.01 1.3 I 0.000389 gb:BB755434 /DB_XREF=gi:16201993 /DB_XREF=BB755434 /CLONE=G270058P20 /FEA=EST /CNT=3 /TID=Mm.211319.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445561_at 5.1 12.8 A A 0.33 0.19 1.3 NC 0.16 gb:BM218868 /DB_XREF=gi:17778521 /DB_XREF=C0917A02-3 /CLONE=C0917A02 /FEA=EST /CNT=3 /TID=Mm.202573.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445810_at 0.4 4.7 A A 0.53 0.19 1.3 NC 0.06 gb:BG067107 /DB_XREF=gi:12549676 /DB_XREF=H3050F09-3 /CLONE=H3050F09 /FEA=EST /CNT=3 /TID=Mm.172961.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445835_at 4.4 10.6 A A 0.5 0.12 1.3 NC 0.01 gb:AW123001 /DB_XREF=gi:6098531 /DB_XREF=UI-M-BH2.1-apb-d-01-0-UI.s1 /CLONE=UI-M-BH2.1-apb-d-01-0-UI /FEA=EST /CNT=3 /TID=Mm.76734
MOE430_2_1446035_at 1.1 1.3 A A 0.56 0.82 1.3 NC 0.53 gb:BG071857 /DB_XREF=gi:12554426 /DB_XREF=H3103H11-3 /CLONE=H3103H11 /FEA=EST /CNT=2 /TID=Mm.174031.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446051_at 0.5 1.1 A A 0.97 0.69 1.3 NC 0.46 gb:BG075960 /DB_XREF=gi:12558529 /DB_XREF=H3153H03-3 /CLONE=H3153H03 /FEA=EST /CNT=2 /TID=Mm.103252.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1446131_at 4.6 16.8 A A 0.46 0.09 1.3 NC 0.01 gb:BB200911 /DB_XREF=gi:16271501 /DB_XREF=BB200911 /CLONE=A430031L03 /FEA=EST /CNT=2 /TID=Mm.122426.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446189_at 0.2 1 A A 0.85 0.69 1.3 NC 0.31 gb:BB428001 /DB_XREF=gi:16423876 /DB_XREF=BB428001 /CLONE=C630015G14 /FEA=EST /CNT=2 /TID=Mm.209118.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446222_at 4 10.4 A A 0.08 0.09 1.3 NC 0.31 gb:AW556563 /DB_XREF=gi:7201992 /DB_XREF=L0270B12-3 /CLONE=L0270B12 /FEA=EST /CNT=2 /TID=Mm.182815.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446242_at 3.7 9.4 A A 0.5 0.21 1.3 NC 0.04 gb:BB091548 /DB_XREF=gi:15407768 /DB_XREF=BB091548 /CLONE=9430030K16 /FEA=EST /CNT=2 /TID=Mm.149001.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446377_at 15.7 45.8 A P 0.24 0.03 1.3 I 0.000618 gb:BB794971 /DB_XREF=gi:16964590 /DB_XREF=BB794971 /CLONE=G431002M01 /FEA=EST /CNT=2 /TID=Mm.214478.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446425_at 5.5 13.8 A A 0.5 0.3 1.3 NC 0.34 gb:BB075807 /DB_XREF=gi:16260316 /DB_XREF=BB075807 /CLONE=9330112N06 /FEA=EST /CNT=2 /TID=Mm.215364.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446508_at 15.5 48.2 P P 0.01 0.005859 1.3 I 0.001832 gb:BB040234 /DB_XREF=gi:16258593 /DB_XREF=BB040234 /CLONE=6030447N08 /FEA=EST /CNT=2 /TID=Mm.209583.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446825_at 0.6 1.7 A A 0.98 0.85 1.3 NC 0.5 gb:AU024008 /DB_XREF=gi:3394355 /DB_XREF=AU024008 /CLONE=J0442H05 /FEA=EST /CNT=2 /TID=Mm.173689.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446932_at 2.3 8.1 A P 0.55 0.02 1.3 NC 0.18 gb:BG074582 /DB_XREF=gi:12557151 /DB_XREF=H3136H04-3 /CLONE=H3136H04 /FEA=EST /CNT=2 /TID=Mm.182731.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447007_at 7.2 20.6 A P 0.36 0.04 1.3 NC 0.09 gb:C77164 /DB_XREF=gi:2517494 /DB_XREF=C77164 /CLONE=J0026H02 /FEA=EST /CNT=2 /TID=Mm.172114.1 /TIER=ConsEnd /STK=2 /UG=Mm.17211
MOE430_2_1447041_at 4 7.8 A A 0.39 0.6 1.3 NC 0.5 gb:BB124417 /DB_XREF=gi:15408188 /DB_XREF=BB124417 /CLONE=9530097L15 /FEA=EST /CNT=2 /TID=Mm.39773.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447046_at 4.5 16.9 A A 0.3 0.24 1.3 NC 0.18 gb:BM238032 /DB_XREF=gi:17873302 /DB_XREF=K0511B02-3 /CLONE=K0511B02 /FEA=EST /CNT=2 /TID=Mm.217244.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447066_at 0.5 0.8 A A 0.96 0.69 1.3 NC 0.08 gb:AW146378 /DB_XREF=gi:6168114 /DB_XREF=um56e07.x1 /CLONE=IMAGE:2259300 /FEA=EST /CNT=2 /TID=Mm.212608.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447133_at 5.9 13.2 A A 0.3 0.08 1.3 NC 0.21 gb:BG072392 /DB_XREF=gi:12554961 /DB_XREF=H3110A05-3 /CLONE=H3110A05 /FEA=EST /CNT=2 /TID=Mm.36597.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447138_at 5.9 15.7 A A 0.53 0.27 1.3 NC 0.5 gb:AI853502 /DB_XREF=gi:5497408 /DB_XREF=UI-M-BH0-ajd-c-04-0-UI.s1 /CLONE=UI-M-BH0-ajd-c-04-0-UI /FEA=EST /CNT=2 /TID=Mm.39405.1 /T
MOE430_2_1447399_at 7.4 23.3 A P 0.3 0.04 1.3 NC 0.05 gb:AU043596 /DB_XREF=gi:3979071 /DB_XREF=AU043596 /CLONE=J0907D04 /FEA=EST /CNT=2 /TID=Mm.173988.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447485_at 1.1 6.3 A A 0.82 0.5 1.3 NC 0.5 gb:AI462560 /DB_XREF=gi:4316590 /DB_XREF=vb57a02.x1 /CLONE=IMAGE:761066 /FEA=EST /CNT=2 /TID=Mm.35114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447596_at 0.7 2.1 A A 0.82 0.66 1.3 NC 0.24 gb:BB270074 /DB_XREF=gi:8966545 /DB_XREF=BB270074 /CLONE=A830046B01 /FEA=EST /CNT=2 /TID=Mm.105529.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447815_x_ 5.5 11.9 A P 0.12 0.002441 1.3 NC 0.005565 gb:BB057169 /DB_XREF=gi:8464317 /DB_XREF=BB057169 /CLONE=7120454G22 /FEA=EST /CNT=2 /TID=Mm.161505.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447819_x_ 34.3 76.4 A P 0.1 0.01 1.3 I 0.000413 gb:BB546487 /DB_XREF=gi:9617915 /DB_XREF=BB546487 /CLONE=E130310F06 /FEA=EST /CNT=2 /TID=Mm.137275.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447836_x_ 1.2 5.7 A A 0.98 0.66 1.3 NC 0.02 gb:AV312506 /DB_XREF=gi:6277758 /DB_XREF=AV312506 /CLONE=5830403E19 /FEA=EST /CNT=2 /TID=Mm.49996.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448000_at 3.8 8.1 A A 0.17 0.19 1.3 NC 0.21 gb:AV352659 /DB_XREF=gi:6393716 /DB_XREF=AV352659 /CLONE=7030413D12 /FEA=EST /CNT=2 /TID=Mm.180845.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448042_s_ 5.6 19 A P 0.19 0.008057 1.3 NC 0.01 gb:BG076521 /DB_XREF=gi:12559013 /DB_XREF=H3001B12-5 /CLONE=H3001B12 /FEA=EST /CNT=8 /TID=Mm.24461.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448076_at 10.9 17 P P 0.02 0.000244 1.3 NC 0.01 gb:BG079166 /DB_XREF=gi:12561734 /DB_XREF=H3036F03-5 /CLONE=H3036F03 /FEA=EST /CNT=4 /TID=Mm.24951.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448097_at 1.9 5.5 A A 0.5 0.46 1.3 NC 0.65 gb:AA522017 /DB_XREF=gi:2262762 /DB_XREF=vh78e09.r1 /CLONE=IMAGE:893128 /FEA=EST /CNT=3 /TID=Mm.36421.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1448145_at 477.4 1238.8 P P 0.000244 0.000244 1.3 I 0.000023 gb:NM_025830.1 /DB_XREF=gi:13385303 /GEN=1300010O06Rik /FEA=FLmRNA /CNT=263 /TID=Mm.18795.1 /TIER=FL+Stack /STK=169 /UG=Mm.18795 /
MOE430_2_1448359_a_ 22 42.2 P P 0.001221 0.000732 1.3 I 0.000101 gb:AK008756.1 /DB_XREF=gi:12843146 /FEA=FLmRNA /CNT=108 /TID=Mm.7381.1 /TIER=ConsEnd /STK=0 /UG=Mm.7381 /LL=56295 /UG_GENE=Hig1-pe
MOE430_2_1448484_at 305.1 795.4 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_009665.1 /DB_XREF=gi:8567325 /GEN=Amd1 /FEA=FLmRNA /CNT=189 /TID=Mm.7880.1 /TIER=FL+Stack /STK=67 /UG=Mm.7880 /LL=11702 /DE
MOE430_2_1448499_a_ 11.4 17.2 A P 0.09 0.03 1.3 NC 0.04 gb:NM_007940.1 /DB_XREF=gi:6679664 /GEN=Ephx2 /FEA=FLmRNA /CNT=154 /TID=Mm.15295.1 /TIER=FL+Stack /STK=66 /UG=Mm.15295 /LL=13850 /
MOE430_2_1448640_at 6.1 20.1 A P 0.24 0.00293 1.3 I 0.000966 gb:NM_028122.1 /DB_XREF=gi:16945963 /GEN=Slc14a1 /FEA=FLmRNA /CNT=66 /TID=Mm.117210.1 /TIER=FL+Stack /STK=51 /UG=Mm.117210 /LL=1080
MOE430_2_1448829_at 24.6 65.1 P P 0.01 0.02 1.3 I 0.000552 gb:AV281575 /DB_XREF=gi:15405735 /DB_XREF=AV281575 /CLONE=4933425E20 /FEA=FLmRNA /CNT=124 /TID=Mm.70309.1 /TIER=Stack /STK=17 /U
MOE430_2_1448949_at 0.6 2.8 A A 0.88 0.66 1.3 NC 0.08 gb:NM_007607.1 /DB_XREF=gi:6671677 /GEN=Car4 /FEA=FLmRNA /CNT=72 /TID=Mm.1641.1 /TIER=FL+Stack /STK=30 /UG=Mm.1641 /LL=12351 /DEF=
MOE430_2_1448980_at 3 15.7 A A 0.82 0.43 1.3 NC 0.13 gb:AB035701.1 /DB_XREF=gi:11691903 /FEA=FLmRNA /CNT=35 /TID=Mm.143805.1 /TIER=FL+Stack /STK=29 /UG=Mm.143805 /LL=58991 /UG_GENE=M
MOE430_2_1449356_at 6 15.1 P P 0.04 0.01 1.3 NC 0.02 gb:NM_029569.1 /DB_XREF=gi:18252775 /GEN=Asb5 /FEA=FLmRNA /CNT=31 /TID=Mm.33171.1 /TIER=FL+Stack /STK=13 /UG=Mm.33171 /LL=76294 /D
MOE430_2_1449375_at 2.9 8 A A 0.91 0.56 1.3 NC 0.45 gb:NM_133960.1 /DB_XREF=gi:19527177 /GEN=AI266984 /FEA=FLmRNA /CNT=63 /TID=Mm.212983.1 /TIER=FL+Stack /STK=12 /UG=Mm.212983 /LL=10
MOE430_2_1449478_at 2.7 7.8 A A 0.63 0.53 1.3 NC 0.5 gb:NM_010810.1 /DB_XREF=gi:6754715 /GEN=Mmp7 /FEA=FLmRNA /CNT=14 /TID=Mm.4825.1 /TIER=FL+Stack /STK=10 /UG=Mm.4825 /LL=17393 /DEF
MOE430_2_1449571_at 0.6 1 A A 0.56 0.72 1.3 NC 0.63 gb:NM_013696.1 /DB_XREF=gi:7305592 /GEN=Trhr /FEA=FLmRNA /CNT=10 /TID=Mm.3946.1 /TIER=FL /STK=7 /UG=Mm.3946 /LL=22045 /DEF=Mus mus
MOE430_2_1449591_at 1.8 4.2 A A 0.6 0.36 1.3 NC 0.01 gb:NM_007609.1 /DB_XREF=gi:6671681 /GEN=Casp11 /FEA=FLmRNA /CNT=14 /TID=Mm.1569.1 /TIER=FL /STK=6 /UG=Mm.1569 /LL=12363 /DEF=Mus m
MOE430_2_1449638_at 18.1 32.5 A A 0.27 0.09 1.3 NC 0.17 gb:W41129 /DB_XREF=gi:1325447 /DB_XREF=mc38d01.r1 /CLONE=IMAGE:350785 /FEA=EST /CNT=3 /TID=Mm.25031.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449864_at 1.7 6.6 A A 0.46 0.6 1.3 NC 0.5 gb:NM_021283.1 /DB_XREF=gi:10946583 /GEN=Il4 /FEA=FLmRNA /CNT=9 /TID=Mm.371.1 /TIER=FL /STK=5 /UG=Mm.371 /LL=16189 /DEF=Mus musculu
MOE430_2_1449885_at 36.8 89.8 P P 0.000244 0.000244 1.3 I 0.000023 gb:NM_138751.1 /DB_XREF=gi:20270284 /GEN=Tm4sf10 /FEA=FLmRNA /CNT=77 /TID=Mm.154610.1 /TIER=FL /STK=4 /UG=Mm.154610 /LL=192216 /DE
MOE430_2_1450004_at 0.8 1.5 A A 0.91 0.69 1.3 NC 0.27 gb:NM_021367.1 /DB_XREF=gi:10946697 /GEN=Tslp /FEA=FLmRNA /CNT=3 /TID=Mm.143716.1 /TIER=FL /STK=3 /UG=Mm.143716 /LL=53603 /DEF=Mus
MOE430_2_1450084_s_ 114.7 308.6 P P 0.000244 0.000244 1.3 I 0.00002 gb:NM_054102.1 /DB_XREF=gi:19263329 /GEN=Nd1-pending /FEA=FLmRNA /CNT=62 /TID=Mm.179252.2 /TIER=FL /STK=2 /UG=Mm.179252 /LL=117198
MOE430_2_1450090_at 26.5 70.8 A M 0.11 0.05 1.3 I 0.001077 gb:NM_009542.1 /DB_XREF=gi:6678628 /GEN=Zfp101 /FEA=FLmRNA /CNT=42 /TID=Mm.4417.1 /TIER=FL /STK=2 /UG=Mm.4417 /LL=22643 /DEF=Mus m
MOE430_2_1450189_at 0.3 1 A A 0.97 0.91 1.3 NC 0.54 gb:NM_023500.1 /DB_XREF=gi:12963702 /GEN=Xkh /FEA=FLmRNA /CNT=10 /TID=Mm.143834.1 /TIER=FL /STK=2 /UG=Mm.143834 /LL=22439 /DEF=Mu
MOE430_2_1450202_at 1.7 6.5 A A 0.53 0.36 1.3 NC 0.28 gb:NM_008169.1 /DB_XREF=gi:6680094 /GEN=Grin1 /FEA=FLmRNA /CNT=18 /TID=Mm.3292.1 /TIER=FL /STK=2 /UG=Mm.3292 /LL=14810 /DEF=Mus mu
MOE430_2_1450426_at 1.8 9.4 A A 0.75 0.53 1.3 NC 0.33 gb:NM_021369.1 /DB_XREF=gi:10946699 /GEN=Chrna6 /FEA=FLmRNA /CNT=24 /TID=Mm.88837.1 /TIER=FL /STK=1 /UG=Mm.88837 /LL=11440 /DEF=M
MOE430_2_1450460_at 7.1 12.5 A A 0.43 0.3 1.3 NC 0.08 gb:AF104416.1 /DB_XREF=gi:4416296 /FEA=FLmRNA /CNT=21 /TID=Mm.34043.1 /TIER=FL /STK=1 /UG=Mm.34043 /LL=11828 /UG_GENE=Aqp3 /DEF=M
MOE430_2_1450507_at 5.5 28 A A 0.24 0.19 1.3 NC 0.5 gb:L14677.1 /DB_XREF=gi:388913 /GEN=Epoc-1 /FEA=FLmRNA /CNT=7 /TID=Mm.4904.1 /TIER=FL /STK=1 /UG=Mm.4904 /LL=18988 /UG_TITLE=POU d
MOE430_2_1450526_at 3.4 19.2 A A 0.53 0.17 1.3 NC 0.04 gb:BC018246.1 /DB_XREF=gi:17390571 /FEA=FLmRNA /CNT=4 /TID=Mm.103582.1 /TIER=FL /STK=1 /UG=Mm.103582 /LL=21908 /UG_GENE=Tlx1 /DEF=
MOE430_2_1450886_at 22.5 55.1 P P 0.008057 0.001221 1.3 I 0.000046 gb:BE457839 /DB_XREF=gi:9480393 /DB_XREF=us98a07.x1 /CLONE=IMAGE:3326388 /FEA=FLmRNA /CNT=81 /TID=Mm.42045.1 /TIER=Stack /STK=34 /
MOE430_2_1451246_s_ 77.8 167.6 P P 0.000732 0.000244 1.3 I 0.00002 gb:BC003261.1 /DB_XREF=gi:13096927 /FEA=FLmRNA /CNT=115 /TID=Mm.3488.1 /TIER=FL+Stack /STK=51 /UG=Mm.3488 /LL=20877 /UG_GENE=Stk5 
MOE430_2_1451358_a_ 168.9 455.7 P P 0.000244 0.000244 1.3 I 0.00002 gb:AF212320.1 /DB_XREF=gi:12003363 /FEA=FLmRNA /CNT=56 /TID=Mm.27141.2 /TIER=FL /STK=1 /UG=Mm.27141 /LL=26934 /UG_GENE=Racgap1 /DE
MOE430_2_1451508_at 18.2 46.7 P P 0.001953 0.000732 1.3 I 0.000088 gb:BC025528.1 /DB_XREF=gi:19344081 /FEA=FLmRNA /CNT=55 /TID=Mm.46782.1 /TIER=FL+Stack /STK=13 /UG=Mm.46782 /DEF=Mus musculus, similar
MOE430_2_1451597_at 0.4 2.1 A A 0.9 0.6 1.3 NC 0.03 gb:BC020151.1 /DB_XREF=gi:18043369 /FEA=FLmRNA /CNT=7 /TID=Mm.45897.1 /TIER=FL /STK=6 /UG=Mm.45897 /DEF=Mus musculus, Similar to airwa
MOE430_2_1451852_at 1 4.5 A A 0.75 0.24 1.3 I 0.000865 gb:AF067060.1 /DB_XREF=gi:3171137 /GEN=variable group of 2-cell-stage gene family /FEA=FLmRNA /CNT=3 /TID=Mm.200128.1 /TIER=FL /STK=1 /UG
MOE430_2_1451860_a_ 26.4 57.7 P P 0.01 0.001221 1.3 I 0.00013 gb:AF220015.1 /DB_XREF=gi:12407360 /GEN=Trim30Rpt1 /FEA=FLmRNA /CNT=3 /TID=Mm.3288.2 /TIER=FL /STK=1 /UG=Mm.3288 /LL=20128 /DEF=Mu
MOE430_2_1452040_a_ 170.3 477.7 P P 0.000244 0.000244 1.3 I 0.00002 gb:BI081061 /DB_XREF=gi:14499391 /DB_XREF=602879026F1 /CLONE=IMAGE:5010390 /FEA=FLmRNA /CNT=161 /TID=Mm.22228.2 /TIER=Stack /STK=6
MOE430_2_1452071_at 17.7 45.8 P P 0.01 0.01 1.3 NC 0.03 gb:BE655147 /DB_XREF=gi:9981060 /DB_XREF=UI-M-BG1-aic-c-05-0-UI.r2 /CLONE=UI-M-BG1-aic-c-05-0-UI /FEA=FLmRNA /CNT=142 /TID=Mm.347
MOE430_2_1452197_at 75.5 231.9 P P 0.000244 0.000244 1.3 I 0.00002 gb:AV172948 /DB_XREF=gi:15404653 /DB_XREF=AV172948 /CLONE=3830402K24 /FEA=mRNA /CNT=120 /TID=Mm.206841.1 /TIER=Stack /STK=65 /UG
MOE430_2_1452203_at 56.2 129.8 P P 0.00415 0.000244 1.3 I 0.000046 gb:BC027371.1 /DB_XREF=gi:20071810 /FEA=mRNA /CNT=142 /TID=Mm.196290.1 /TIER=Stack /STK=62 /UG=Mm.196290 /LL=73960 /UG_GENE=493043
MOE430_2_1452419_at 12.7 27.8 A M 0.11 0.05 1.3 NC 0.003041 gb:AV120680 /DB_XREF=gi:5306394 /DB_XREF=AV120680 /CLONE=2610315C10 /FEA=mRNA /CNT=14 /TID=Mm.169060.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1452458_s_ 24.9 56.9 P P 0.001953 0.000732 1.3 I 0.000307 gb:BC022648.1 /DB_XREF=gi:18490949 /FEA=mRNA /CNT=8 /TID=Mm.28847.1 /TIER=ConsEnd /STK=0 /UG=Mm.28847 /LL=69706 /UG_GENE=2410005L
MOE430_2_1452715_at 20.2 53.7 P P 0.01 0.00293 1.3 I 0.000241 gb:AK009476.1 /DB_XREF=gi:12844298 /FEA=mRNA /CNT=84 /TID=Mm.29696.1 /TIER=Stack /STK=64 /UG=Mm.29696 /LL=71909 /UG_GENE=2310022K0
MOE430_2_1453107_s_ 71 169.3 P P 0.000244 0.000244 1.3 I 0.00002 gb:AK008037.1 /DB_XREF=gi:12841974 /GEN=Pbp /FEA=mRNA /CNT=62 /TID=Mm.195898.2 /TIER=Stack /STK=45 /UG=Mm.195898 /LL=23980 /UG_TIT
MOE430_2_1453281_at 4.6 21.4 A A 0.27 0.08 1.3 NC 0.01 gb:BB700084 /DB_XREF=gi:16048908 /DB_XREF=BB700084 /CLONE=7420417N15 /FEA=mRNA /CNT=113 /TID=Mm.21128.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1453370_at 22.7 64.2 P P 0.008057 0.00415 1.3 I 0.000241 gb:BB489500 /DB_XREF=gi:9407109 /DB_XREF=BB489500 /CLONE=D530007L18 /FEA=mRNA /CNT=9 /TID=Mm.70540.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1453512_at 0.6 3.4 A A 0.8 0.56 1.3 NC 0.23 gb:AK017401.1 /DB_XREF=gi:12856622 /FEA=mRNA /CNT=7 /TID=Mm.167748.1 /TIER=ConsEnd /STK=2 /UG=Mm.167748 /LL=71428 /UG_GENE=543043
MOE430_2_1453557_at 4.5 13.2 A A 0.46 0.12 1.3 NC 0.03 gb:AK016191.1 /DB_XREF=gi:12854826 /FEA=mRNA /CNT=3 /TID=Mm.32156.1 /TIER=ConsEnd /STK=2 /UG=Mm.32156 /LL=75255 /UG_GENE=4930562F
MOE430_2_1453571_at 75.6 188.9 P P 0.008057 0.000732 1.3 I 0.00006 gb:BB324973 /DB_XREF=gi:16403539 /DB_XREF=BB324973 /CLONE=B430113B11 /FEA=mRNA /CNT=24 /TID=Mm.116736.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453588_at 0.3 0.8 A A 0.94 0.87 1.3 NC 0.06 gb:BB213876 /DB_XREF=gi:16352913 /DB_XREF=BB213876 /CLONE=A530014M23 /FEA=mRNA /CNT=13 /TID=Mm.160284.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1453597_at 2.3 5.3 A A 0.53 0.5 1.3 NC 0.5 gb:AV281712 /DB_XREF=gi:6269749 /DB_XREF=AV281712 /CLONE=4933425O20 /FEA=mRNA /CNT=9 /TID=Mm.174834.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453700_s_ 0.5 3 A A 0.65 0.39 1.3 NC 0.5 gb:AV278800 /DB_XREF=gi:6266837 /DB_XREF=AV278800 /CLONE=4933403O03 /FEA=mRNA /CNT=3 /TID=Mm.84896.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453718_at 2.8 7.7 A A 0.56 0.36 1.3 NC 0.5 gb:AK013411.1 /DB_XREF=gi:12850754 /FEA=mRNA /CNT=3 /TID=Mm.81742.1 /TIER=ConsEnd /STK=1 /UG=Mm.81742 /LL=72800 /UG_GENE=2810475P
MOE430_2_1453761_at 51.8 105.2 P P 0.02 0.01 1.3 I 0.000114 gb:AA275278 /DB_XREF=gi:1915809 /DB_XREF=vc04g11.r1 /CLONE=IMAGE:765572 /FEA=mRNA /CNT=25 /TID=Mm.26870.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453769_at 46.3 105.3 A P 0.17 0.01 1.3 I 0.000114 gb:BI466124 /DB_XREF=gi:15279002 /DB_XREF=ie21b11.y1 /FEA=mRNA /CNT=16 /TID=Mm.45785.1 /TIER=ConsEnd /STK=0 /UG=Mm.45785 /LL=70466 /
MOE430_2_1453786_at 2.1 6.8 A A 0.6 0.39 1.3 NC 0.3 gb:BI248587 /DB_XREF=gi:14795128 /DB_XREF=602993017F1 /CLONE=IMAGE:5148580 /FEA=mRNA /CNT=12 /TID=Mm.179723.1 /TIER=ConsEnd /STK=
MOE430_2_1453866_a_ 1.9 7.5 A A 0.66 0.36 1.3 NC 0.41 gb:AK007734.1 /DB_XREF=gi:12841469 /GEN=Xkh /FEA=mRNA /CNT=3 /TID=Mm.143834.2 /TIER=ConsEnd /STK=0 /UG=Mm.143834 /LL=22439 /UG_TIT
MOE430_2_1453899_at 2.1 6.1 A A 0.8 0.66 1.3 NC 0.5 gb:AK015717.1 /DB_XREF=gi:12854158 /FEA=mRNA /CNT=3 /TID=Mm.139926.1 /TIER=ConsEnd /STK=2 /UG=Mm.139926 /LL=75102 /UG_GENE=493050
MOE430_2_1453999_at 1.9 4.7 A A 0.87 0.46 1.3 NC 0.05 gb:AK017495.1 /DB_XREF=gi:12856760 /FEA=mRNA /CNT=2 /TID=Mm.159647.1 /TIER=ConsEnd /STK=0 /UG=Mm.159647 /LL=76006 /UG_GENE=573040
MOE430_2_1454039_at 0.7 2.3 A A 0.85 0.63 1.3 NC 0.19 gb:AK014907.1 /DB_XREF=gi:12853021 /FEA=mRNA /CNT=1 /TID=Mm.158475.1 /TIER=ConsEnd /STK=0 /UG=Mm.158475 /LL=70876 /UG_GENE=492151
MOE430_2_1454194_at 0.7 1.4 A A 0.87 0.82 1.3 NC 0.12 gb:AK020366.1 /DB_XREF=gi:12860932 /FEA=mRNA /CNT=1 /TID=Mm.159931.1 /TIER=ConsEnd /STK=0 /UG=Mm.159931 /LL=77508 /UG_GENE=933011
MOE430_2_1454262_at 2.3 6.1 A A 0.66 0.27 1.3 NC 0.5 gb:AK007274.1 /DB_XREF=gi:12840718 /FEA=mRNA /CNT=1 /TID=Mm.28266.1 /TIER=ConsEnd /STK=0 /UG=Mm.28266 /LL=76998 /UG_GENE=1700124P
MOE430_2_1454452_at 1.8 3.7 A A 0.69 0.8 1.3 NC 0.5 gb:AK016970.1 /DB_XREF=gi:12855991 /FEA=mRNA /CNT=1 /TID=Mm.158623.1 /TIER=ConsEnd /STK=0 /UG=Mm.158623 /LL=71218 /UG_GENE=493342
MOE430_2_1454470_at 5.3 12.5 A A 0.53 0.17 1.3 NC 0.08 gb:AK015076.1 /DB_XREF=gi:12853278 /FEA=mRNA /CNT=1 /TID=Mm.159071.1 /TIER=ConsEnd /STK=0 /UG=Mm.159071 /LL=73817 /UG_GENE=493040
MOE430_2_1454550_at 3.7 6.1 A A 0.66 0.63 1.3 NC 0.44 gb:AK015588.1 /DB_XREF=gi:12853985 /FEA=mRNA /CNT=1 /TID=Mm.159361.1 /TIER=ConsEnd /STK=0 /UG=Mm.159361 /LL=74906 /UG_GENE=493047
MOE430_2_1454571_at 2.7 7.9 A A 0.43 0.3 1.3 NC 0.45 gb:AK020933.1 /DB_XREF=gi:12861676 /FEA=mRNA /CNT=1 /TID=Mm.160001.1 /TIER=ConsEnd /STK=0 /UG=Mm.160001 /LL=77839 /UG_GENE=A93003
MOE430_2_1454953_at 28.7 75.2 P P 0.01 0.000732 1.3 I 0.00013 gb:BB246182 /DB_XREF=gi:16355455 /DB_XREF=BB246182 /CLONE=A730013I06 /FEA=EST /CNT=47 /TID=Mm.15571.4 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1455111_at 26 57.3 P P 0.000244 0.000244 1.3 I 0.000052 gb:AV298249 /DB_XREF=gi:16393023 /DB_XREF=AV298249 /CLONE=5730455K20 /FEA=EST /CNT=55 /TID=Mm.46272.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455160_at 119.9 275.4 P P 0.000244 0.000244 1.3 I 0.00002 gb:BM220421 /DB_XREF=gi:17780488 /DB_XREF=C0940E03-3 /CLONE=C0940E03 /FEA=EST /CNT=39 /TID=Mm.38166.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455184_at 63.8 175.3 P P 0.001221 0.000244 1.3 I 0.000307 gb:BG071991 /DB_XREF=gi:12554560 /DB_XREF=H3105E02-3 /CLONE=H3105E02 /FEA=EST /CNT=56 /TID=Mm.17873.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455213_at 9.9 20.2 A M 0.43 0.05 1.3 NC 0.01 gb:AW912417 /DB_XREF=gi:8078027 /DB_XREF=uf44h01.y1 /CLONE=IMAGE:1514257 /FEA=EST /CNT=27 /TID=Mm.20154.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1455400_at 41.5 111.5 P P 0.000732 0.000244 1.3 I 0.00002 gb:BB770857 /DB_XREF=gi:16212945 /DB_XREF=BB770857 /CLONE=G370118B19 /FEA=EST /CNT=22 /TID=Mm.33757.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455405_at 9.3 16.8 A M 0.3 0.05 1.3 NC 0.14 gb:AV229693 /DB_XREF=gi:16385660 /DB_XREF=AV229693 /CLONE=4631416K12 /FEA=EST /CNT=25 /TID=Mm.57174.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455415_at 24.7 70.6 P P 0.02 0.00293 1.3 I 0.00013 gb:BF020373 /DB_XREF=gi:10751705 /DB_XREF=uw65b04.x1 /CLONE=IMAGE:3466831 /FEA=EST /CNT=21 /TID=Mm.43974.1 /TIER=Stack /STK=14 /UG
MOE430_2_1455539_at 101.8 280.1 P P 0.000732 0.000244 1.3 I 0.00002 gb:AW553896 /DB_XREF=gi:7199319 /DB_XREF=L0233B11-3 /CLONE=L0233B11 /FEA=EST /CNT=55 /TID=Mm.2779.2 /TIER=Stack /STK=11 /UG=Mm.2
MOE430_2_1455627_at 18.1 52 P P 0.03 0.00415 1.3 I 0.001077 gb:AV292255 /DB_XREF=gi:15405825 /DB_XREF=AV292255 /CLONE=5430419M07 /FEA=EST /CNT=11 /TID=Mm.107504.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455635_at 6.4 17.4 A P 0.06 0.00293 1.3 NC 0.00593 gb:BB466155 /DB_XREF=gi:16427206 /DB_XREF=BB466155 /CLONE=D230007J06 /FEA=EST /CNT=10 /TID=Mm.136419.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455645_at 3 9.6 A A 0.63 0.33 1.3 NC 0.39 gb:AW108242 /DB_XREF=gi:6079042 /DB_XREF=um27h02.x1 /CLONE=IMAGE:2225811 /FEA=EST /CNT=20 /TID=Mm.35085.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1455834_x_ 33.1 51.2 P P 0.01 0.000244 1.3 I 0.000052 gb:BB787809 /DB_XREF=gi:16956305 /DB_XREF=BB787809 /CLONE=G430119I08 /FEA=EST /CNT=43 /TID=Mm.27836.5 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1455980_a_ 11.3 34.2 P P 0.02 0.001953 1.3 I 0.000552 gb:BB770972 /DB_XREF=gi:16197271 /DB_XREF=BB770972 /CLONE=G370118O13 /FEA=EST /CNT=47 /TID=Mm.11982.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1456053_at 3.8 5.8 A A 0.56 0.39 1.3 NC 0.08 gb:AV350923 /DB_XREF=gi:16397158 /DB_XREF=AV350923 /CLONE=6620401E04 /FEA=EST /CNT=18 /TID=Mm.106315.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456077_x_ 52 132.9 P P 0.00415 0.000244 1.3 I 0.00002 gb:BB209183 /DB_XREF=gi:8874136 /DB_XREF=BB209183 /CLONE=A430091G17 /FEA=EST /CNT=18 /TID=Mm.129698.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456138_at 3.9 11.5 A P 0.36 0.02 1.3 NC 0.34 gb:BB541620 /DB_XREF=gi:16447213 /DB_XREF=BB541620 /CLONE=E130115E03 /FEA=EST /CNT=15 /TID=Mm.130607.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456182_x_ 0.3 0.7 A A 0.95 0.85 1.3 NC 0.12 gb:BB795191 /DB_XREF=gi:16964810 /DB_XREF=BB795191 /CLONE=G431003N05 /FEA=EST /CNT=14 /TID=Mm.27979.3 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456203_at 2.9 5.6 A A 0.66 0.33 1.3 NC 0.36 gb:AI507491 /DB_XREF=gi:4405342 /DB_XREF=vl51h07.x1 /CLONE=IMAGE:975805 /FEA=EST /CNT=16 /TID=Mm.33740.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456228_x_ 0.5 2 A A 0.8 0.72 1.3 NC 0.53 gb:AV328388 /DB_XREF=gi:6368440 /DB_XREF=AV328388 /CLONE=6330441I11 /FEA=EST /CNT=14 /TID=Mm.2992.12 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1456239_at 1.7 4.5 A A 0.56 0.6 1.3 NC 0.5 gb:BB801085 /DB_XREF=gi:16970708 /DB_XREF=BB801085 /CLONE=G630034F18 /FEA=EST /CNT=13 /TID=Mm.12814.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456441_at 5.8 19.7 P P 0.01 0.000732 1.3 NC 0.28 gb:BB667164 /DB_XREF=gi:16398613 /DB_XREF=BB667164 /CLONE=4922503G24 /FEA=EST /CNT=16 /TID=Mm.56199.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456482_at 365.1 872.9 P P 0.000244 0.000244 1.3 I 0.00002 gb:AA414954 /DB_XREF=gi:2075142 /DB_XREF=vc50c06.r1 /CLONE=IMAGE:777994 /FEA=EST /CNT=37 /TID=Mm.94590.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456598_at 2.5 3.5 A A 0.6 0.5 1.3 NC 0.5 gb:C81062 /DB_XREF=gi:2521392 /DB_XREF=C81062 /CLONE=J0092H07 /FEA=EST /CNT=99 /TID=Mm.21115.1 /TIER=Stack /STK=8 /UG=Mm.21115 /L
MOE430_2_1456652_at 2.5 9.6 A A 0.5 0.14 1.3 NC 0.008511 gb:BB293562 /DB_XREF=gi:16401693 /DB_XREF=BB293562 /CLONE=B130019G08 /FEA=EST /CNT=10 /TID=Mm.69066.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456680_at 5.8 12.1 A P 0.39 0.04 1.3 NC 0.3 gb:BB178985 /DB_XREF=gi:8838068 /DB_XREF=BB178985 /CLONE=A230076O12 /FEA=EST /CNT=9 /TID=Mm.98333.1 /TIER=Stack /STK=8 /UG=Mm.98
MOE430_2_1456938_at 3.3 7.1 A A 0.53 0.63 1.3 NC 0.5 gb:BB820473 /DB_XREF=gi:16993102 /DB_XREF=BB820473 /CLONE=G830005M04 /FEA=EST /CNT=7 /TID=Mm.147882.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457095_at 4.9 11.2 A A 0.66 0.39 1.3 NC 0.27 gb:BE980553 /DB_XREF=gi:10648663 /DB_XREF=UI-M-BG2-bck-e-01-0-UI.s1 /CLONE=UI-M-BG2-bck-e-01-0-UI /FEA=EST /CNT=6 /TID=Mm.54192.1
MOE430_2_1457125_at 1 3.3 A A 0.75 0.43 1.3 NC 0.19 gb:AV266261 /DB_XREF=gi:16389440 /DB_XREF=AV266261 /CLONE=4930515K13 /FEA=EST /CNT=6 /TID=Mm.157805.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457500_at 3.8 16 A P 0.5 0.005859 1.3 NC 0.008511 gb:BB284165 /DB_XREF=gi:16401417 /DB_XREF=BB284165 /CLONE=A930104O18 /FEA=EST /CNT=4 /TID=Mm.132026.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457619_at 0.9 1 A A 0.88 0.88 1.3 NC 0.1 gb:BB743970 /DB_XREF=gi:16146975 /DB_XREF=BB743970 /CLONE=F520015D01 /FEA=EST /CNT=4 /TID=Mm.117410.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457673_at 5.5 21.5 A P 0.12 0.000732 1.3 I 0.00002 gb:AI643819 /DB_XREF=gi:4722294 /DB_XREF=vt94d04.x1 /CLONE=IMAGE:1178791 /FEA=EST /CNT=17 /TID=Mm.80617.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457753_at 2.4 3.5 A A 0.5 0.35 1.3 NC 0.01 gb:BI655907 /DB_XREF=gi:15570143 /DB_XREF=603285434F1 /CLONE=IMAGE:5329497 /FEA=EST /CNT=6 /TID=Mm.37749.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1458031_at 6.3 17.1 A A 0.39 0.08 1.3 NC 0.08 gb:BG075632 /DB_XREF=gi:12558201 /DB_XREF=H3149E12-3 /CLONE=H3149E12 /FEA=EST /CNT=3 /TID=Mm.122993.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458238_at 1.2 4.2 A A 0.6 0.36 1.3 NC 0.22 gb:BB257077 /DB_XREF=gi:15410730 /DB_XREF=BB257077 /CLONE=A730076M11 /FEA=EST /CNT=3 /TID=Mm.213295.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458365_at 170.5 432.3 P P 0.000244 0.000244 1.3 I 0.000027 gb:BB183144 /DB_XREF=gi:16270204 /DB_XREF=BB183144 /CLONE=A230104G01 /FEA=EST /CNT=17 /TID=Mm.124787.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458371_at 6.3 20.7 A A 0.21 0.08 1.3 NC 0.44 gb:BB537625 /DB_XREF=gi:9593125 /DB_XREF=BB537625 /CLONE=E130006N16 /FEA=EST /CNT=13 /TID=Mm.127376.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458460_at 0.3 1.1 A A 0.95 0.75 1.3 NC 0.12 gb:BB030901 /DB_XREF=gi:8385652 /DB_XREF=BB030901 /CLONE=5830460E05 /FEA=EST /CNT=6 /TID=Mm.117051.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458527_at 5.6 18.4 A P 0.21 0.03 1.3 NC 0.13 gb:BB345991 /DB_XREF=gi:16405004 /DB_XREF=BB345991 /CLONE=B930059J09 /FEA=EST /CNT=5 /TID=Mm.186511.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458694_at 12.5 24.2 A P 0.27 0.02 1.3 I 0.000214 gb:AI789011 /DB_XREF=gi:5336727 /DB_XREF=uk56h05.x1 /CLONE=IMAGE:1973049 /FEA=EST /CNT=4 /TID=Mm.38952.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458701_at 1.7 4.3 A A 0.69 0.5 1.3 NC 0.07 gb:BB550273 /DB_XREF=gi:16447898 /DB_XREF=BB550273 /CLONE=E230021E14 /FEA=EST /CNT=4 /TID=Mm.137412.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458702_at 6 10.2 A A 0.56 0.5 1.3 NC 0.11 gb:AV170309 /DB_XREF=gi:5376746 /DB_XREF=AV170309 /CLONE=3110095N16 /FEA=EST /CNT=4 /TID=Mm.140700.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458706_at 12.1 40.5 A P 0.12 0.00293 1.3 I 0.000214 gb:AW494074 /DB_XREF=gi:7064355 /DB_XREF=UI-M-BH3-aui-d-05-0-UI.s1 /CLONE=UI-M-BH3-aui-d-05-0-UI /FEA=EST /CNT=4 /TID=Mm.194190.1 /
MOE430_2_1458792_at 2.5 3.7 A A 0.56 0.63 1.3 NC 0.18 gb:BG066304 /DB_XREF=gi:12548873 /DB_XREF=H3041D05-3 /CLONE=H3041D05 /FEA=EST /CNT=3 /TID=Mm.155184.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458840_at 1.2 9.4 A A 0.69 0.19 1.3 NC 0.01 gb:AU019675 /DB_XREF=gi:3375259 /DB_XREF=AU019675 /CLONE=J0520H10 /FEA=EST /CNT=3 /TID=Mm.11540.1 /TIER=ConsEnd /STK=2 /UG=Mm.11
MOE430_2_1458868_at 1 4.3 A A 0.72 0.43 1.3 NC 0.26 gb:AV352179 /DB_XREF=gi:16397218 /DB_XREF=AV352179 /CLONE=7030402L09 /FEA=EST /CNT=3 /TID=Mm.154426.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458894_at 4.7 14.8 A P 0.3 0.01 1.3 NC 0.01 gb:BB404534 /DB_XREF=gi:16415572 /DB_XREF=BB404534 /CLONE=C330036L23 /FEA=EST /CNT=3 /TID=Mm.132632.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458966_at 0.1 0.5 A A 0.99 0.96 1.3 NC 0.06 gb:BG066770 /DB_XREF=gi:12549339 /DB_XREF=H3046G03-3 /CLONE=H3046G03 /FEA=EST /CNT=3 /TID=Mm.172832.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459063_at 3.6 14.3 A A 0.5 0.36 1.3 NC 0.14 gb:BE952877 /DB_XREF=gi:10593794 /DB_XREF=UI-M-BH4-azm-b-01-0-UI.s1 /CLONE=UI-M-BH4-azm-b-01-0-UI /FEA=EST /CNT=3 /TID=Mm.70995.
MOE430_2_1459165_at 0.6 3.2 A A 0.75 0.66 1.3 NC 0.5 gb:BG066210 /DB_XREF=gi:12548773 /DB_XREF=H3040C02-3 /CLONE=H3040C02 /FEA=EST /CNT=2 /TID=Mm.154742.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459218_at 0.5 2 A A 0.98 0.8 1.3 NC 0.08 gb:BB142087 /DB_XREF=gi:16267483 /DB_XREF=BB142087 /CLONE=9930013M16 /FEA=EST /CNT=2 /TID=Mm.212582.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459251_at 2.3 3.9 A A 0.56 0.36 1.3 NC 0.46 gb:BB546416 /DB_XREF=gi:16447460 /DB_XREF=BB546416 /CLONE=E130309P08 /FEA=EST /CNT=2 /TID=Mm.209939.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459453_at 3.5 7.3 A A 0.46 0.27 1.3 NC 0.16 gb:BB176702 /DB_XREF=gi:16269761 /DB_XREF=BB176702 /CLONE=A230062P15 /FEA=EST /CNT=2 /TID=Mm.215538.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459509_at 10.1 15.2 A A 0.27 0.12 1.3 MI 0.002032 gb:BB308323 /DB_XREF=gi:16402381 /DB_XREF=BB308323 /CLONE=B230220C13 /FEA=EST /CNT=2 /TID=Mm.208627.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459536_at 4.5 11.6 P A 0.008057 0.19 1.3 NC 0.5 gb:BB223961 /DB_XREF=gi:16353844 /DB_XREF=BB223961 /CLONE=A530084H19 /FEA=EST /CNT=2 /TID=Mm.208076.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459681_at 3 7.7 A A 0.5 0.16 1.3 NC 0.18 gb:AI451554 /DB_XREF=gi:4304812 /DB_XREF=mu47b11.x1 /CLONE=IMAGE:642525 /FEA=EST /CNT=2 /TID=Mm.32490.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459713_s_ 10.9 22 A P 0.24 0.01 1.3 NC 0.003699 gb:AU040576 /DB_XREF=gi:3954396 /DB_XREF=AU040576 /CLONE=J0813B10 /FEA=EST /CNT=2 /TID=Mm.200567.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1459725_s_ 8.2 10 A A 0.46 0.3 1.3 NC 0.33 gb:C86550 /DB_XREF=gi:2918507 /DB_XREF=C86550 /CLONE=J0228F07 /FEA=EST /CNT=2 /TID=Mm.200464.1 /TIER=ConsEnd /STK=2 /UG=Mm.20046
MOE430_2_1459764_x_ 5.7 8.7 A M 0.6 0.05 1.3 NC 0.05 gb:BB256262 /DB_XREF=gi:8949095 /DB_XREF=BB256262 /CLONE=A730072K01 /FEA=EST /CNT=2 /TID=Mm.125192.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459770_at 0.7 1.9 A A 0.75 0.53 1.3 NC 0.31 gb:BB217143 /DB_XREF=gi:8882096 /DB_XREF=BB217143 /CLONE=A530041B10 /FEA=EST /CNT=2 /TID=Mm.123252.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459785_at 1 3.2 A A 0.87 0.5 1.3 NC 0.26 gb:AV007213 /DB_XREF=gi:4784200 /DB_XREF=AV007213 /CLONE=1110003H10 /FEA=EST /CNT=2 /TID=Mm.72204.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459790_x_ 0.5 1.1 A A 0.95 0.63 1.3 NC 0.03 gb:AV169968 /DB_XREF=gi:5376405 /DB_XREF=AV169968 /CLONE=3110090E24 /FEA=EST /CNT=2 /TID=Mm.141865.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459839_x_ 20.3 44.8 P P 0.01 0.00415 1.3 MI 0.002032 gb:BB230894 /DB_XREF=gi:8910807 /DB_XREF=BB230894 /CLONE=A630029M08 /FEA=EST /CNT=2 /TID=Mm.126196.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459847_x_ 3.9 9.7 A A 0.53 0.19 1.3 NC 0.24 gb:AV354240 /DB_XREF=gi:6395297 /DB_XREF=AV354240 /CLONE=7120425K17 /FEA=EST /CNT=2 /TID=Mm.91568.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460113_at 2.3 7.2 A A 0.3 0.39 1.3 NC 0.54 gb:BB352875 /DB_XREF=gi:16405497 /DB_XREF=BB352875 /CLONE=B930091H14 /FEA=EST /CNT=3 /TID=Mm.212576.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460200_s_ 22.7 62.6 P P 0.03 0.00415 1.3 I 0.000068 gb:BC026840.1 /DB_XREF=gi:20071116 /FEA=FLmRNA /CNT=113 /TID=Mm.133164.1 /TIER=FL /STK=2 /UG=Mm.133164 /LL=93730 /UG_GENE=Lztfl1 /D
MOE430_2_1460239_at 10.9 30.7 A P 0.14 0.005859 1.3 NC 0.01 gb:BB807707 /DB_XREF=gi:16980336 /DB_XREF=BB807707 /CLONE=G630083H23 /FEA=FLmRNA /CNT=123 /TID=Mm.29386.1 /TIER=Stack /STK=8 /UG
MOE430_2_1460247_a_ 88.6 191.1 P P 0.001221 0.000244 1.3 I 0.000035 gb:NM_013787.1 /DB_XREF=gi:7949134 /GEN=Skp2 /FEA=FLmRNA /CNT=103 /TID=Mm.35584.1 /TIER=FL+Stack /STK=15 /UG=Mm.35584 /LL=27401 /D
MOE430_2_1460268_at 1.7 4.1 A A 0.69 0.27 1.3 NC 0.5 gb:AV340322 /DB_XREF=gi:6380374 /DB_XREF=AV340322 /CLONE=6430514F15 /FEA=EST /CNT=1 /TID=Mm.218598.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1460577_at 207.1 470.3 P P 0.000244 0.000244 1.3 I 0.00002 gb:BQ031479 /DB_XREF=gi:19766758 /DB_XREF=UI-1-CF0-ann-b-08-0-UI.s1 /CLONE=UI-1-CF0-ann-b-08-0-UI /FEA=EST /CNT=24 /TID=Mm.73671.1
MOE430_2_1460582_x_ 4.8 9.4 A A 0.63 0.63 1.3 NC 0.5 gb:BI076807 /DB_XREF=gi:14515452 /DB_XREF=L0265H04-3 /CLONE=L0265H04 /FEA=EST /CNT=21 /TID=Mm.103226.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1460681_at 9.4 25.8 A A 0.36 0.17 1.3 NC 0.29 gb:BC024320.1 /DB_XREF=gi:19354223 /FEA=FLmRNA /CNT=67 /TID=Mm.155711.2 /TIER=FL+Stack /STK=13 /UG=Mm.155711 /LL=26367 /UG_GENE=C
MOE430_2_AFFX-LysX 4.4 9 A A 0.47 0.18 1.3 NC 0.43 Bacillus subtilis /REF=X17013 /DEF=B subtilis lys gene for diaminopimelate decarboxylase corresponding to nucleotides 350-1345 of X17013 /LEN=1108 (-
MOE430_2_1415954_at 3.3 9 A A 0.39 0.17 1.2 NC 0.13 gb:AB009661.1 /DB_XREF=gi:6016831 /FEA=FLmRNA /CNT=489 /TID=Mm.6977.1 /TIER=FL+Stack /STK=159 /UG=Mm.6977 /LL=22074 /UG_GENE=Try4 
MOE430_2_1416014_at 76.6 163.6 P P 0.000244 0.000244 1.2 I 0.000023 gb:NM_015751.1 /DB_XREF=gi:7657517 /GEN=Abce1 /FEA=FLmRNA /CNT=245 /TID=Mm.5831.1 /TIER=FL+Stack /STK=145 /UG=Mm.5831 /LL=24015 /D
MOE430_2_1416030_a_ 641.7 1450.4 P P 0.000244 0.000244 1.2 I 0.00002 gb:NM_008568.1 /DB_XREF=gi:10242372 /GEN=Mcmd7 /FEA=FLmRNA /CNT=270 /TID=Mm.18923.1 /TIER=FL+Stack /STK=141 /UG=Mm.18923 /LL=1722
MOE430_2_1416214_at 266.7 666.8 P P 0.000244 0.000244 1.2 I 0.00002 gb:BC013094.1 /DB_XREF=gi:15341836 /FEA=FLmRNA /CNT=198 /TID=Mm.1500.1 /TIER=FL+Stack /STK=112 /UG=Mm.1500 /LL=17217 /UG_GENE=Mcm



MOE430_2_1416433_at 179.5 425.9 P P 0.000244 0.000244 1.2 I 0.00002 gb:BC004578.1 /DB_XREF=gi:13435423 /FEA=FLmRNA /CNT=145 /TID=Mm.2870.1 /TIER=FL+Stack /STK=90 /UG=Mm.2870 /LL=19891 /UG_GENE=Rpa2
MOE430_2_1416652_at 766.2 1913.5 P P 0.000244 0.000244 1.2 I 0.00002 gb:AF316825.1 /DB_XREF=gi:13625798 /GEN=Aspn /FEA=FLmRNA /CNT=119 /TID=Mm.25755.1 /TIER=FL /STK=1 /UG=Mm.25755 /LL=66695 /DEF=Mus
MOE430_2_1416664_at 516.4 1169.6 P P 0.000244 0.000244 1.2 I 0.00002 gb:NM_023223.1 /DB_XREF=gi:12963586 /GEN=Cdc20 /FEA=FLmRNA /CNT=170 /TID=Mm.29931.1 /TIER=FL+Stack /STK=75 /UG=Mm.29931 /LL=107995
MOE430_2_1417040_a_ 23.3 50.8 P P 0.01 0.000244 1.2 NC 0.01 gb:NM_016778.1 /DB_XREF=gi:7949081 /GEN=Bok /FEA=FLmRNA /CNT=89 /TID=Mm.3295.1 /TIER=FL+Stack /STK=59 /UG=Mm.3295 /LL=51800 /DEF=M
MOE430_2_1417047_at 2.9 1.4 A A 0.78 0.72 1.2 NC 0.25 gb:NM_138750.1 /DB_XREF=gi:20270282 /GEN=Prom-rp /FEA=FLmRNA /CNT=91 /TID=Mm.34171.1 /TIER=FL+Stack /STK=59 /UG=Mm.34171 /LL=19221
MOE430_2_1417656_at 19.2 43.5 P P 0.00293 0.000244 1.2 I 0.00013 gb:NM_008652.1 /DB_XREF=gi:6678973 /GEN=Mybl2 /FEA=FLmRNA /CNT=82 /TID=Mm.4594.1 /TIER=FL+Stack /STK=39 /UG=Mm.4594 /LL=17865 /DEF
MOE430_2_1417679_at 0.5 3.9 A A 0.96 0.75 1.2 NC 0.18 gb:NM_010278.1 /DB_XREF=gi:6753973 /GEN=Gfi1 /FEA=FLmRNA /CNT=47 /TID=Mm.2078.1 /TIER=FL+Stack /STK=39 /UG=Mm.2078 /LL=14581 /DEF=M
MOE430_2_1417732_at 35.8 74 P P 0.01 0.001221 1.2 I 0.000114 gb:NM_013473.1 /DB_XREF=gi:7304892 /GEN=Anxa8 /FEA=FLmRNA /CNT=71 /TID=Mm.3267.1 /TIER=FL+Stack /STK=37 /UG=Mm.3267 /LL=11752 /DEF
MOE430_2_1417911_at 136.5 282.7 P P 0.000244 0.000244 1.2 I 0.00002 gb:X75483.1 /DB_XREF=gi:414061 /FEA=FLmRNA /CNT=179 /TID=Mm.4189.1 /TIER=Stack /STK=66 /UG=Mm.4189 /LL=12428 /UG_GENE=Ccna2 /DEF=M
MOE430_2_1417938_at 73.9 134.8 P P 0.005859 0.001953 1.2 I 0.000101 gb:BC003738.1 /DB_XREF=gi:13277659 /FEA=FLmRNA /CNT=64 /TID=Mm.8156.1 /TIER=FL+Stack /STK=33 /UG=Mm.8156 /LL=19362 /UG_GENE=Rad51
MOE430_2_1417984_at 35.4 67 A P 0.06 0.01 1.2 I 0.000273 gb:AV241588 /DB_XREF=gi:15405199 /DB_XREF=AV241588 /CLONE=4732450P10 /FEA=FLmRNA /CNT=97 /TID=Mm.180150.1 /TIER=Stack /STK=8 /UG
MOE430_2_1418141_at 1.2 4.4 A A 0.75 0.72 1.2 NC 0.45 gb:BM115908 /DB_XREF=gi:17078926 /DB_XREF=L0827D09-3 /CLONE=L0827D09 /FEA=FLmRNA /CNT=90 /TID=Mm.12871.1 /TIER=Stack /STK=10 /UG
MOE430_2_1418207_at 6.2 12.1 A A 0.63 0.24 1.2 NC 0.05 gb:NM_033648.1 /DB_XREF=gi:16258806 /GEN=Fxyd4 /FEA=FLmRNA /CNT=33 /TID=Mm.206679.1 /TIER=FL+Stack /STK=28 /UG=Mm.206679 /LL=10801
MOE430_2_1418471_at 6.6 11.4 A A 0.53 0.56 1.2 NC 0.69 gb:NM_008827.1 /DB_XREF=gi:6679288 /GEN=Pgf /FEA=FLmRNA /CNT=62 /TID=Mm.4809.1 /TIER=FL+Stack /STK=23 /UG=Mm.4809 /LL=18654 /DEF=M
MOE430_2_1418493_a_ 1.8 3.7 A A 0.98 0.82 1.2 NC 0.17 gb:NM_009221.1 /DB_XREF=gi:6678046 /GEN=Snca /FEA=FLmRNA /CNT=36 /TID=Mm.17484.1 /TIER=FL+Stack /STK=23 /UG=Mm.17484 /LL=20617 /DE
MOE430_2_1418589_a_ 16.5 29.7 P P 0.01 0.01 1.2 NC 0.009292 gb:AF100171.1 /DB_XREF=gi:4106525 /GEN=Mlf1 /FEA=FLmRNA /CNT=42 /TID=Mm.10414.1 /TIER=FL+Stack /STK=21 /UG=Mm.10414 /LL=17349 /DEF=
MOE430_2_1418617_x_ 2.2 4.3 A A 0.91 0.6 1.2 NC 0.45 gb:NM_009904.1 /DB_XREF=gi:6753443 /GEN=Clgn /FEA=FLmRNA /CNT=28 /TID=Mm.27026.1 /TIER=FL+Stack /STK=21 /UG=Mm.27026 /LL=12745 /DE
MOE430_2_1418866_at 5.6 7.5 A A 0.35 0.21 1.2 NC 0.07 gb:D89669.1 /DB_XREF=gi:2340839 /GEN=24-OHase /FEA=FLmRNA /CNT=29 /TID=Mm.6575.1 /TIER=FL+Stack /STK=17 /UG=Mm.6575 /LL=13081 /DEF
MOE430_2_1418868_at 5.6 13.4 A A 0.3 0.12 1.2 NC 0.33 gb:NM_010134.1 /DB_XREF=gi:6753751 /GEN=En2 /FEA=FLmRNA /CNT=26 /TID=Mm.4298.1 /TIER=FL+Stack /STK=17 /UG=Mm.4298 /LL=13799 /DEF=M
MOE430_2_1418907_at 1.4 3.8 A A 0.78 0.63 1.2 NC 0.36 gb:BB799410 /DB_XREF=gi:16969033 /DB_XREF=BB799410 /CLONE=G630023D14 /FEA=FLmRNA /CNT=57 /TID=Mm.12900.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1419042_at 52.5 97.9 P P 0.005859 0.000732 1.2 I 0.00002 gb:NM_021792.1 /DB_XREF=gi:11140830 /GEN=Iigp-pending /FEA=FLmRNA /CNT=97 /TID=Mm.29008.1 /TIER=FL+Stack /STK=14 /UG=Mm.29008 /LL=60
MOE430_2_1419051_at 10 22.6 A P 0.08 0.03 1.2 NC 0.36 gb:BC021411.1 /DB_XREF=gi:18203951 /FEA=FLmRNA /CNT=58 /TID=Mm.38323.1 /TIER=FL+Stack /STK=14 /UG=Mm.38323 /LL=18426 /UG_GENE=Ovo
MOE430_2_1419224_at 2 6.5 A A 0.53 0.5 1.2 NC 0.5 gb:NM_033567.1 /DB_XREF=gi:15808997 /GEN=Cecr6 /FEA=FLmRNA /CNT=24 /TID=Mm.23088.1 /TIER=FL+Stack /STK=12 /UG=Mm.23088 /LL=94047 /D
MOE430_2_1419248_at 123.3 283.5 P P 0.000244 0.000244 1.2 I 0.000035 gb:BG067321 /DB_XREF=gi:12549890 /DB_XREF=H3053A12-3 /CLONE=H3053A12 /FEA=FLmRNA /CNT=199 /TID=Mm.28262.1 /TIER=Stack /STK=44 /U
MOE430_2_1419254_at 69.1 148.1 P P 0.000244 0.000244 1.2 I 0.00002 gb:BG076333 /DB_XREF=gi:12558902 /DB_XREF=H3158E03-3 /CLONE=H3158E03 /FEA=FLmRNA /CNT=167 /TID=Mm.443.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1419386_at 5.6 11.7 A A 0.66 0.5 1.2 NC 0.05 gb:NM_010739.1 /DB_XREF=gi:6754575 /GEN=Ly64 /FEA=FLmRNA /CNT=59 /TID=Mm.3177.1 /TIER=FL+Stack /STK=10 /UG=Mm.3177 /LL=17063 /DEF=
MOE430_2_1419453_at 1.8 2.8 A A 0.39 0.6 1.2 NC 0.5 gb:AV313813 /DB_XREF=gi:6279065 /DB_XREF=AV313813 /CLONE=5830413B11 /FEA=FLmRNA /CNT=88 /TID=Mm.52067.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1419482_at 0.9 4.2 A A 0.66 0.66 1.2 NC 0.5 gb:BC003728.1 /DB_XREF=gi:13277633 /FEA=FLmRNA /CNT=39 /TID=Mm.2408.1 /TIER=FL+Stack /STK=9 /UG=Mm.2408 /LL=12267 /UG_GENE=C3ar1 /
MOE430_2_1419531_at 7 15.9 A M 0.46 0.05 1.2 NC 0.02 gb:NM_053216.1 /DB_XREF=gi:16716520 /GEN=1700102P08Rik /FEA=FLmRNA /CNT=11 /TID=Mm.78287.1 /TIER=FL+Stack /STK=9 /UG=Mm.78287 /LL=
MOE430_2_1419697_at 5.3 13.9 A A 0.35 0.21 1.2 NC 0.19 gb:AF136449.1 /DB_XREF=gi:8777612 /GEN=Scyb11 /FEA=FLmRNA /CNT=16 /TID=Mm.131723.1 /TIER=FL /STK=7 /UG=Mm.131723 /LL=56066 /DEF=M
MOE430_2_1419735_at 12.9 10.1 A A 0.46 0.36 1.2 NC 0.42 gb:NM_007786.1 /DB_XREF=gi:6681060 /GEN=Csnk /FEA=FLmRNA /CNT=78 /TID=Mm.3975.1 /TIER=FL /STK=6 /UG=Mm.3975 /LL=12994 /DEF=Mus mu
MOE430_2_1419847_at 3.3 3.7 A A 0.63 0.21 1.2 NC 0.1 gb:AA217469 /DB_XREF=gi:1826478 /DB_XREF=mu90d04.r1 /CLONE=IMAGE:652807 /FEA=EST /CNT=3 /TID=Mm.22840.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419885_at 9.3 15.7 A M 0.21 0.05 1.2 NC 0.4 gb:C79025 /DB_XREF=gi:2519355 /DB_XREF=C79025 /CLONE=J0059C08 /FEA=EST /CNT=3 /TID=Mm.5781.1 /TIER=ConsEnd /STK=2 /UG=Mm.5781 /L
MOE430_2_1419888_at 7.9 11.4 A A 0.55 0.53 1.2 NC 0.11 gb:BM246777 /DB_XREF=gi:17882047 /DB_XREF=K0742G05-3 /CLONE=K0742G05 /FEA=EST /CNT=2 /TID=Mm.121311.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420085_at 0.9 2.2 A A 0.75 0.56 1.2 NC 0.13 gb:BB709552 /DB_XREF=gi:16062721 /DB_XREF=BB709552 /CLONE=B020002M11 /FEA=EST /CNT=1 /TID=Mm.212127.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420211_at 0.3 1.5 A A 0.69 0.68 1.2 NC 0.44 gb:BB269604 /DB_XREF=gi:8966074 /DB_XREF=BB269604 /CLONE=A830041M21 /FEA=EST /CNT=1 /TID=Mm.5337.2 /TIER=ConsEnd /STK=0 /UG=Mm.
MOE430_2_1420276_x_ 9 24.4 A P 0.08 0.01 1.2 NC 0.02 gb:AV245881 /DB_XREF=gi:6233340 /DB_XREF=AV245881 /CLONE=4832402K11 /FEA=EST /CNT=1 /TID=Mm.32337.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420348_at 2.5 5.4 A A 0.43 0.14 1.2 NC 0.16 gb:NM_008499.1 /DB_XREF=gi:6678689 /GEN=Lhx5 /FEA=FLmRNA /CNT=16 /TID=Mm.5151.1 /TIER=FL /STK=6 /UG=Mm.5151 /LL=16873 /DEF=Mus mu
MOE430_2_1420571_at 3.9 7.4 A A 0.24 0.17 1.2 NC 0.07 gb:NM_011166.1 /DB_XREF=gi:6755167 /GEN=Prlpb /FEA=FLmRNA /CNT=8 /TID=Mm.7512.1 /TIER=FL /STK=4 /UG=Mm.7512 /LL=19111 /DEF=Mus mus
MOE430_2_1420590_at 3.4 9.2 A A 0.6 0.56 1.2 NC 0.41 gb:NM_008215.1 /DB_XREF=gi:6680168 /GEN=Has1 /FEA=FLmRNA /CNT=6 /TID=Mm.2542.1 /TIER=FL /STK=4 /UG=Mm.2542 /LL=15116 /DEF=Mus mus
MOE430_2_1420640_at 95.9 198 P P 0.005859 0.000732 1.2 I 0.00002 gb:AV275997 /DB_XREF=gi:16390763 /DB_XREF=AV275997 /CLONE=4932432D01 /FEA=FLmRNA /CNT=55 /TID=Mm.86772.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1420707_a_ 38.9 123.5 P P 0.000244 0.000244 1.2 I 0.00006 gb:NM_011634.1 /DB_XREF=gi:6755868 /GEN=Traip /FEA=FLmRNA /CNT=11 /TID=Mm.416.1 /TIER=FL /STK=3 /UG=Mm.416 /LL=22036 /DEF=Mus musc
MOE430_2_1420729_at 3.5 7 A A 0.46 0.17 1.2 NC 0.05 gb:AF067059.1 /DB_XREF=gi:3171135 /GEN=variable group of 2-cell-stage gene family /FEA=FLmRNA /CNT=7 /TID=Mm.14131.1 /TIER=FL /STK=3 /UG=
MOE430_2_1420962_at 3.4 5.5 A A 0.53 0.46 1.2 NC 0.45 gb:NM_022031.1 /DB_XREF=gi:15042970 /GEN=Bral1-pending /FEA=FLmRNA /CNT=52 /TID=Mm.84180.1 /TIER=FL /STK=2 /UG=Mm.84180 /LL=73940 /D
MOE430_2_1420965_a_ 2087.7 5029.8 P P 0.000244 0.000244 1.2 I 0.00002 gb:BM120053 /DB_XREF=gi:17088091 /DB_XREF=L0934D01-3 /CLONE=L0934D01 /FEA=FLmRNA /CNT=116 /TID=Mm.30502.1 /TIER=Stack /STK=24 /U
MOE430_2_1421084_at 0.4 1.1 A A 0.85 0.8 1.2 NC 0.2 gb:AF073780.1 /DB_XREF=gi:5114034 /GEN=Xlrs1 /FEA=FLmRNA /CNT=41 /TID=Mm.41982.1 /TIER=FL /STK=2 /UG=Mm.41982 /LL=20147 /DEF=Mus m
MOE430_2_1421099_at 7.8 22.8 A P 0.11 0.01 1.2 NC 0.01 gb:NM_024469.1 /DB_XREF=gi:13277377 /GEN=Bhlhb3 /FEA=FLmRNA /CNT=16 /TID=Mm.89873.1 /TIER=FL /STK=2 /UG=Mm.89873 /LL=79362 /DEF=Mu
MOE430_2_1421237_at 37.3 79 A P 0.14 0.03 1.2 I 0.000273 gb:NM_011605.1 /DB_XREF=gi:6755816 /GEN=Tmpo /FEA=FLmRNA /CNT=24 /TID=Mm.124.1 /TIER=FL /STK=2 /UG=Mm.124 /LL=21917 /DEF=Mus musc
MOE430_2_1421300_at 3.4 9.6 A A 0.75 0.5 1.2 NC 0.01 gb:NM_052977.1 /DB_XREF=gi:16418476 /GEN=Adar3-pending /FEA=FLmRNA /CNT=12 /TID=Mm.101772.1 /TIER=FL /STK=2 /UG=Mm.101772 /LL=94191
MOE430_2_1421438_at 3.9 9.4 A P 0.36 0.04 1.2 NC 0.35 gb:BI734351 /DB_XREF=gi:15711364 /DB_XREF=603351286F1 /CLONE=IMAGE:5358861 /FEA=FLmRNA /CNT=11 /TID=Mm.196699.1 /TIER=ConsEnd /ST
MOE430_2_1421510_at 2.6 8 A A 0.24 0.09 1.2 NC 0.33 gb:NM_008941.1 /DB_XREF=gi:6679488 /GEN=Prss7 /FEA=FLmRNA /CNT=6 /TID=Mm.5184.1 /TIER=FL /STK=2 /UG=Mm.5184 /LL=19146 /DEF=Mus mus
MOE430_2_1421651_at 0.7 1.5 A A 0.95 0.94 1.2 NC 0.01 gb:NM_024204.1 /DB_XREF=gi:13195633 /GEN=5430429D21Rik /FEA=FLmRNA /CNT=3 /TID=Mm.183030.1 /TIER=FL /STK=2 /UG=Mm.183030 /LL=67559
MOE430_2_1421682_a_ 10 26.7 A P 0.09 0.00415 1.2 NC 0.008511 gb:NM_011560.1 /DB_XREF=gi:6755749 /GEN=Tcte3 /FEA=FLmRNA /CNT=3 /TID=Mm.4116.1 /TIER=FL /STK=2 /UG=Mm.4116 /LL=21647 /DEF=Mus mu
MOE430_2_1421766_at 0.4 0.8 A A 0.93 0.72 1.2 NC 0.36 gb:NM_033607.1 /DB_XREF=gi:15809025 /GEN=Uchl4 /FEA=FLmRNA /CNT=2 /TID=Mm.197610.1 /TIER=FL /STK=2 /UG=Mm.197610 /LL=93841 /DEF=Mu
MOE430_2_1421768_a_ 9.3 16.9 A P 0.09 0.01 1.2 I 0.001335 gb:NM_011982.1 /DB_XREF=gi:6754223 /GEN=Homer1-pending /FEA=FLmRNA /CNT=2 /TID=Mm.30386.1 /TIER=FL /STK=2 /UG=Mm.30386 /LL=26556 /D
MOE430_2_1422009_at 8.6 21.6 A P 0.24 0.01 1.2 NC 0.003699 gb:NM_013415.1 /DB_XREF=gi:7242137 /GEN=Atp1b2 /FEA=FLmRNA /CNT=21 /TID=Mm.8041.1 /TIER=FL /STK=1 /UG=Mm.8041 /LL=11932 /DEF=Mus m
MOE430_2_1422024_at 20 73.6 M P 0.05 0.00415 1.2 I 0.000189 gb:NM_008026.1 /DB_XREF=gi:6679806 /GEN=Fli1 /FEA=FLmRNA /CNT=17 /TID=Mm.119781.1 /TIER=FL /STK=1 /UG=Mm.119781 /LL=14247 /DEF=Mus 
MOE430_2_1422086_at 1.9 5.4 A A 0.82 0.66 1.2 NC 0.36 gb:BG069348 /DB_XREF=gi:12552005 /DB_XREF=H3076D04-3 /CLONE=H3076D04 /FEA=FLmRNA /CNT=12 /TID=Mm.190649.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1422225_s_ 1.4 4.3 A A 0.98 0.72 1.2 NC 0.01 gb:NM_009341.1 /DB_XREF=gi:6678262 /GEN=Tcp10c /FEA=FLmRNA /CNT=3 /TID=Mm.89971.1 /TIER=FL /STK=1 /UG=Mm.89971 /LL=21462 /DEF=Mus
MOE430_2_1422235_at 2.9 8.7 A A 0.43 0.33 1.2 NC 0.74 gb:NM_008315.1 /DB_XREF=gi:6680328 /GEN=Htr7 /FEA=FLmRNA /CNT=3 /TID=Mm.8053.1 /TIER=FL /STK=1 /UG=Mm.8053 /LL=15566 /DEF=Mus musc
MOE430_2_1422243_at 250.5 569.8 P P 0.000732 0.000244 1.2 I 0.000027 gb:NM_008008.1 /DB_XREF=gi:6679784 /GEN=Fgf7 /FEA=FLmRNA /CNT=3 /TID=Mm.57177.1 /TIER=FL /STK=1 /UG=Mm.57177 /LL=14178 /DEF=Mus mu
MOE430_2_1422252_a_ 43.5 63.7 A P 0.09 0.005859 1.2 I 0.000214 gb:NM_009860.1 /DB_XREF=gi:6753361 /GEN=Cdc25c /FEA=FLmRNA /CNT=2 /TID=Mm.16857.1 /TIER=FL /STK=1 /UG=Mm.16857 /LL=12532 /DEF=Mus
MOE430_2_1422270_a_ 12.5 25.8 A A 0.43 0.3 1.2 NC 0.06 gb:NM_010559.1 /DB_XREF=gi:7110654 /GEN=Il6ra /FEA=FLmRNA /CNT=2 /TID=Mm.2856.1 /TIER=FL /STK=1 /UG=Mm.2856 /LL=16194 /DEF=Mus musc
MOE430_2_1422278_at 3.2 10.6 A A 0.39 0.3 1.2 NC 0.33 gb:NM_007877.1 /DB_XREF=gi:6681220 /GEN=Drd3 /FEA=FLmRNA /CNT=2 /TID=Mm.57116.1 /TIER=FL /STK=1 /UG=Mm.57116 /LL=13490 /DEF=Mus m
MOE430_2_1422283_at 2 4.3 A A 0.46 0.69 1.2 NC 0.58 gb:NM_011616.2 /DB_XREF=gi:15011845 /GEN=Tnfsf5 /FEA=FLmRNA /CNT=2 /TID=Mm.4861.1 /TIER=FL /STK=1 /UG=Mm.4861 /LL=21947 /DEF=Mus m
MOE430_2_1422349_at 4.3 10.6 A A 0.66 0.5 1.2 NC 0.5 gb:NM_007718.1 /DB_XREF=gi:6671769 /GEN=Cmkbr1l1 /FEA=FLmRNA /CNT=1 /TID=Mm.57056.1 /TIER=FL /STK=1 /UG=Mm.57056 /LL=12770 /DEF=M
MOE430_2_1422696_at 5.8 15 A P 0.43 0.04 1.2 NC 0.37 gb:NM_021324.1 /DB_XREF=gi:10946631 /GEN=Ttyh1 /FEA=FLmRNA /CNT=169 /TID=Mm.29729.1 /TIER=ConsEnd /STK=0 /UG=Mm.29729 /LL=57776 /D
MOE430_2_1422703_at 9.3 22.3 A P 0.08 0.000732 1.2 I 0.000307 gb:NM_008194.1 /DB_XREF=gi:6680138 /GEN=Gyk /FEA=FLmRNA /CNT=191 /TID=Mm.3242.1 /TIER=FL+Stack /STK=17 /UG=Mm.3242 /LL=14933 /DEF=
MOE430_2_1422913_at 3.7 15 A A 0.43 0.39 1.2 NC 0.19 gb:NM_013638.1 /DB_XREF=gi:7305410 /GEN=Prm3 /FEA=FLmRNA /CNT=11 /TID=Mm.59353.1 /TIER=FL+Stack /STK=8 /UG=Mm.59353 /LL=19120 /DEF
MOE430_2_1422950_at 4.3 7.6 A A 0.66 0.63 1.2 NC 0.41 gb:NM_033041.1 /DB_XREF=gi:14719435 /GEN=Hes7 /FEA=FLmRNA /CNT=7 /TID=Mm.190615.1 /TIER=FL /STK=1 /UG=Mm.190615 /LL=84653 /DEF=Mu
MOE430_2_1423093_at 32.3 76.9 A P 0.14 0.02 1.2 I 0.00003 gb:BI410774 /DB_XREF=gi:15171697 /DB_XREF=602963543F1 /CLONE=IMAGE:5119090 /FEA=FLmRNA /CNT=207 /TID=Mm.29755.1 /TIER=Stack /STK=
MOE430_2_1423141_at 176.1 426 P P 0.000244 0.000244 1.2 I 0.00002 gb:BE917408 /DB_XREF=gi:10419000 /DB_XREF=601664304F1 /CLONE=IMAGE:3964441 /FEA=FLmRNA /CNT=218 /TID=Mm.181935.1 /TIER=Stack /STK
MOE430_2_1423172_at 3.6 15.2 A A 0.46 0.06 1.2 NC 0.13 gb:BB270857 /DB_XREF=gi:16400641 /DB_XREF=BB270857 /CLONE=A830050L07 /FEA=FLmRNA /CNT=97 /TID=Mm.115124.1 /TIER=Stack /STK=34 /U
MOE430_2_1423276_at 0.8 3.1 A A 0.82 0.53 1.2 NC 0.5 gb:BG084606 /DB_XREF=gi:12567170 /DB_XREF=H3102H08-5 /CLONE=H3102H08 /FEA=FLmRNA /CNT=64 /TID=Mm.17807.1 /TIER=Stack /STK=19 /UG
MOE430_2_1423305_at 11.6 38.1 A P 0.14 0.000244 1.2 NC 0.01 gb:BB826950 /DB_XREF=gi:17005193 /DB_XREF=BB826950 /CLONE=G830045G05 /FEA=FLmRNA /CNT=70 /TID=Mm.30978.1 /TIER=Stack /STK=17 /UG
MOE430_2_1423358_at 174.9 342 P P 0.000244 0.000244 1.2 I 0.00002 gb:AK007407.1 /DB_XREF=gi:12840939 /FEA=FLmRNA /CNT=32 /TID=Mm.46600.1 /TIER=Stack /STK=12 /UG=Mm.46600 /LL=66275 /UG_GENE=1810009
MOE430_2_1423456_at 136.8 256.3 P P 0.000244 0.000244 1.2 I 0.00003 gb:BM932775 /DB_XREF=gi:19391927 /DB_XREF=UI-M-CG0p-bnr-d-07-0-UI.r1 /CLONE=UI-M-CG0p-bnr-d-07-0-UI /FEA=FLmRNA /CNT=331 /TID=Mm
MOE430_2_1423494_at 6.4 14.4 A P 0.27 0.01 1.2 NC 0.03 gb:AV010984 /DB_XREF=gi:4787971 /DB_XREF=AV010984 /CLONE=1110029P22 /FEA=FLmRNA /CNT=33 /TID=Mm.46404.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1423498_at 4.9 13.9 A A 0.19 0.11 1.2 NC 0.5 gb:AK006425.1 /DB_XREF=gi:12839520 /FEA=FLmRNA /CNT=25 /TID=Mm.20213.1 /TIER=Stack /STK=15 /UG=Mm.20213 /LL=66767 /UG_GENE=4933425
MOE430_2_1423524_at 7.4 22.9 A P 0.09 0.000244 1.2 I 0.001077 gb:BB400152 /DB_XREF=gi:16413667 /DB_XREF=BB400152 /CLONE=C330017F11 /FEA=FLmRNA /CNT=58 /TID=Mm.26322.1 /TIER=Stack /STK=13 /UG
MOE430_2_1423577_at 14.6 33.5 P P 0.02 0.001221 1.2 I 0.000774 gb:BE653749 /DB_XREF=gi:9979662 /DB_XREF=UI-M-AH1-agr-g-06-0-UI.r1 /CLONE=UI-M-AH1-agr-g-06-0-UI /FEA=FLmRNA /CNT=45 /TID=Mm.3419
MOE430_2_1423606_at 1507.6 3442 P P 0.000244 0.000244 1.2 I 0.00002 gb:BI110565 /DB_XREF=gi:14561466 /DB_XREF=602896364F1 /CLONE=IMAGE:5026431 /FEA=FLmRNA /CNT=334 /TID=Mm.10681.1 /TIER=Stack /STK=8
MOE430_2_1423666_s_ 149.3 335.5 P P 0.000244 0.000244 1.2 I 0.00002 gb:BM114165 /DB_XREF=gi:17077183 /DB_XREF=L0800E02-3 /CLONE=L0800E02 /FEA=FLmRNA /CNT=412 /TID=Mm.4419.1 /TIER=Stack /STK=10 /UG
MOE430_2_1423847_at 139.1 345.7 P P 0.000244 0.000244 1.2 I 0.00002 gb:BC025460.1 /DB_XREF=gi:19344086 /FEA=FLmRNA /CNT=175 /TID=Mm.153457.1 /TIER=FL+Stack /STK=91 /UG=Mm.153457 /LL=68298 /UG_GENE=2
MOE430_2_1424143_a_ 297.3 656.7 P P 0.000244 0.000244 1.2 I 0.00002 gb:AF477481.1 /DB_XREF=gi:18958524 /FEA=FLmRNA /CNT=113 /TID=Mm.21873.1 /TIER=FL+Stack /STK=50 /UG=Mm.21873 /LL=67177 /UG_GENE=Ris
MOE430_2_1424630_a_ 11.4 16.6 A P 0.43 0.01 1.2 NC 0.01 gb:U31625.1 /DB_XREF=gi:988213 /GEN=Brca1 /FEA=FLmRNA /CNT=50 /TID=Mm.1889.1 /TIER=FL /STK=1 /UG=Mm.1889 /LL=12189 /DEF=Mus muscul
MOE430_2_1424744_at 9.2 26.9 A A 0.53 0.14 1.2 NC 0.19 gb:BC021950.1 /DB_XREF=gi:18314529 /FEA=FLmRNA /CNT=52 /TID=Mm.28685.1 /TIER=FL+Stack /STK=17 /UG=Mm.28685 /DEF=Mus musculus, Simila
MOE430_2_1424766_at 44.4 107.3 P P 0.000732 0.000244 1.2 I 0.00002 gb:BC004701.1 /DB_XREF=gi:13435662 /FEA=FLmRNA /CNT=28 /TID=Mm.31911.1 /TIER=FL+Stack /STK=17 /UG=Mm.31911 /DEF=Mus musculus, clone 
MOE430_2_1424843_a_ 17.7 32.4 P P 0.04 0.001953 1.2 I 0.001201 gb:BC004622.1 /DB_XREF=gi:13435499 /FEA=FLmRNA /CNT=24 /TID=Mm.35844.2 /TIER=FL+Stack /STK=14 /UG=Mm.35844 /LL=14455 /UG_GENE=Gas
MOE430_2_1424861_at 14.6 44.1 P P 0.00293 0.000732 1.2 I 0.000167 gb:BM200153 /DB_XREF=gi:17753333 /DB_XREF=C0206E08-3 /CLONE=C0206E08 /FEA=FLmRNA /CNT=39 /TID=Mm.31098.1 /TIER=Stack /STK=10 /UG
MOE430_2_1424872_at 22.2 49.3 P P 0.008057 0.000244 1.2 I 0.000438 gb:BC012405.1 /DB_XREF=gi:15214561 /FEA=FLmRNA /CNT=22 /TID=Mm.45217.1 /TIER=FL+Stack /STK=13 /UG=Mm.45217 /DEF=Mus musculus, clone 
MOE430_2_1425180_at 4.2 10.2 A A 0.6 0.27 1.2 NC 0.25 gb:BC017596.1 /DB_XREF=gi:17160836 /FEA=FLmRNA /CNT=71 /TID=Mm.45921.1 /TIER=FL /STK=4 /UG=Mm.45921 /DEF=Mus musculus, Similar to hypo
MOE430_2_1425182_x_ 3.3 6.9 A A 0.53 0.43 1.2 NC 0.31 gb:M17962.1 /DB_XREF=gi:192997 /FEA=FLmRNA /CNT=50 /TID=Mm.200410.1 /TIER=FL /STK=4 /UG=Mm.200410 /LL=13648 /UG_GENE=Klk9 /UG_TITL
MOE430_2_1425184_at 4.1 7 A A 0.39 0.19 1.2 NC 0.02 gb:BC019940.1 /DB_XREF=gi:18043239 /FEA=FLmRNA /CNT=49 /TID=Mm.25546.2 /TIER=FL /STK=4 /UG=Mm.25546 /LL=66468 /UG_GENE=2810433K01
MOE430_2_1425262_at 100.3 210.7 P P 0.000244 0.000244 1.2 I 0.00002 gb:BM228675 /DB_XREF=gi:17791393 /DB_XREF=K0266A12-3 /CLONE=K0266A12 /FEA=FLmRNA /CNT=157 /TID=Mm.3402.1 /TIER=Stack /STK=72 /UG
MOE430_2_1425271_at 49.8 125.1 P P 0.000732 0.000732 1.2 I 0.001486 gb:AB000121.1 /DB_XREF=gi:2578817 /FEA=FLmRNA /CNT=20 /TID=Mm.18344.1 /TIER=FL /STK=3 /UG=Mm.18344 /LL=19183 /UG_GENE=Psmc3ip /DE
MOE430_2_1425304_s_ 4.7 13 A A 0.5 0.53 1.2 NC 0.5 gb:AY043275.1 /DB_XREF=gi:18249850 /FEA=FLmRNA /CNT=7 /TID=Mm.217019.1 /TIER=FL /STK=3 /UG=Mm.217019 /LL=170952 /UG_GENE=PRiMA /D
MOE430_2_1425499_at 0.1 0.2 A A 0.8 0.98 1.2 NC 0.55 gb:BC003207.1 /DB_XREF=gi:13096825 /FEA=FLmRNA /CNT=102 /TID=Mm.1232.2 /TIER=FL /STK=1 /UG=Mm.1232 /DEF=Mus musculus, clone MGC:806
MOE430_2_1425509_at 6.6 24.6 A P 0.09 0.01 1.2 I 0.001336 gb:AF453686.1 /DB_XREF=gi:17981062 /GEN=Emk3 /FEA=FLmRNA /CNT=82 /TID=Mm.7445.1 /TIER=FL /STK=1 /UG=Mm.7445 /DEF=Mus musculus ELK
MOE430_2_1425842_at 3.7 6.7 A A 0.5 0.06 1.2 NC 0.04 gb:AF031525.1 /DB_XREF=gi:2623895 /GEN=Del1 /FEA=FLmRNA /CNT=3 /TID=Mm.41716.2 /TIER=FL /STK=1 /UG=Mm.41716 /LL=13612 /DEF=Mus mus
MOE430_2_1425853_s_ 3.3 8.2 A A 0.3 0.14 1.2 NC 0.79 gb:M22958.1 /DB_XREF=gi:200479 /FEA=FLmRNA /CNT=3 /TID=Mm.2752.3 /TIER=FL /STK=1 /UG=Mm.2752 /LL=19116 /UG_GENE=Prlr /UG_TITLE=prol
MOE430_2_1425910_at 0.2 0.9 A A 0.96 0.69 1.2 NC 0.41 gb:BC004043.1 /DB_XREF=gi:13278488 /FEA=FLmRNA /CNT=2 /TID=Mm.190624.1 /TIER=FL /STK=1 /UG=Mm.190624 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425957_x_ 4.2 9.5 A P 0.24 0.01 1.2 NC 0.5 gb:AF257503.1 /DB_XREF=gi:11528080 /GEN=Spatial /FEA=FLmRNA /CNT=2 /TID=Mm.30227.2 /TIER=FL /STK=1 /UG=Mm.30227 /LL=65971 /DEF=Mus 
MOE430_2_1426258_at 124 166.1 P P 0.000244 0.000244 1.2 I 0.000214 gb:AB015790.1 /DB_XREF=gi:3273351 /FEA=FLmRNA /CNT=65 /TID=Mm.5396.1 /TIER=FL+Stack /STK=19 /UG=Mm.5396 /LL=20660 /UG_GENE=Sorl1 /D
MOE430_2_1426283_at 5.2 11.1 A P 0.19 0.03 1.2 NC 0.01 gb:AK018085.1 /DB_XREF=gi:12857641 /FEA=FLmRNA /CNT=69 /TID=Mm.131127.1 /TIER=Stack /STK=9 /UG=Mm.131127 /LL=76119 /UG_GENE=623041
MOE430_2_1426295_at 0.8 3.4 A A 0.5 0.39 1.2 NC 0.27 gb:BB620454 /DB_XREF=gi:15397134 /DB_XREF=BB620454 /CLONE=5930421M24 /FEA=FLmRNA /CNT=40 /TID=Mm.42207.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1426391_at 1.4 4.2 A A 0.82 0.46 1.2 NC 0.12 gb:BE944919 /DB_XREF=gi:10522678 /DB_XREF=UI-M-BH3-avr-f-10-0-UI.s2 /CLONE=UI-M-BH3-avr-f-10-0-UI /FEA=FLmRNA /CNT=329 /TID=Mm.68
MOE430_2_1426411_a_ 14.3 20.8 M P 0.05 0.00415 1.2 NC 0.002752 gb:AK006314.1 /DB_XREF=gi:12839348 /GEN=Spnr /FEA=FLmRNA /CNT=67 /TID=Mm.30670.2 /TIER=Stack /STK=26 /UG=Mm.30670 /LL=20744 /UG_TIT
MOE430_2_1426473_at 247.1 534.9 P P 0.000244 0.000244 1.2 I 0.00002 gb:BM942465 /DB_XREF=gi:19402328 /DB_XREF=UI-M-BH3-bsi-d-06-0-UI.r1 /CLONE=UI-M-BH3-bsi-d-06-0-UI /FEA=FLmRNA /CNT=146 /TID=Mm.28
MOE430_2_1426478_at 10.3 30.2 M P 0.06 0.00293 1.2 I 0.000046 gb:AA124924 /DB_XREF=gi:1684082 /DB_XREF=mp79b06.r1 /CLONE=IMAGE:575411 /FEA=FLmRNA /CNT=120 /TID=Mm.153637.1 /TIER=Stack /STK=9 /
MOE430_2_1426670_at 98.3 239.1 P P 0.000732 0.000244 1.2 I 0.00002 gb:BM208224 /DB_XREF=gi:17764326 /DB_XREF=C0624C02-3 /CLONE=C0624C02 /FEA=mRNA /CNT=223 /TID=Mm.193413.1 /TIER=Stack /STK=130 /U
MOE430_2_1426684_at 58 114.1 P P 0.000244 0.000244 1.2 I 0.00002 gb:BQ176785 /DB_XREF=gi:20352277 /DB_XREF=UI-M-DJ2-bvz-p-07-0-UI.s1 /CLONE=UI-M-DJ2-bvz-p-07-0-UI /FEA=mRNA /CNT=289 /TID=Mm.288
MOE430_2_1427169_at 8.1 21.7 A A 0.08 0.14 1.2 NC 0.53 gb:AK008055.1 /DB_XREF=gi:12842001 /FEA=mRNA /CNT=20 /TID=Mm.35593.1 /TIER=Stack /STK=12 /UG=Mm.35593 /LL=72823 /UG_GENE=2810455B1
MOE430_2_1427321_s_ 46.6 87.2 P P 0.000244 0.000244 1.2 I 0.000189 gb:BI688648 /DB_XREF=gi:15651277 /DB_XREF=603311259F1 /CLONE=IMAGE:5347190 /FEA=mRNA /CNT=50 /TID=Mm.8702.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1427353_at 7.8 17.3 A A 0.24 0.06 1.2 NC 0.09 gb:BB190028 /DB_XREF=gi:16270696 /DB_XREF=BB190028 /CLONE=A330058D09 /FEA=mRNA /CNT=23 /TID=Mm.23141.2 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1427614_at 1.1 0.6 A A 0.6 0.5 1.2 NC 0.13 gb:BC018264.1 /DB_XREF=gi:17390617 /FEA=mRNA /CNT=3 /TID=Mm.214755.1 /TIER=ConsEnd /STK=1 /UG=Mm.214755 /DEF=Mus musculus, clone IMA
MOE430_2_1427807_at 6.6 12.6 A A 0.43 0.14 1.2 NC 0.01 gb:BC017159.1 /DB_XREF=gi:16877858 /FEA=mRNA /CNT=1 /TID=Mm.213207.1 /TIER=ConsEnd /STK=0 /UG=Mm.213207 /DEF=Mus musculus, clone IMA
MOE430_2_1427955_a_ 244.1 560 P P 0.000244 0.000244 1.2 I 0.00002 gb:AK003863.1 /DB_XREF=gi:12834789 /FEA=mRNA /CNT=44 /TID=Mm.24848.1 /TIER=Stack /STK=12 /UG=Mm.24848 /LL=68633 /UG_GENE=1110020I04
MOE430_2_1428036_at 6 11.1 A A 0.17 0.17 1.2 NC 0.09 gb:BC028660.1 /DB_XREF=gi:20306574 /FEA=mRNA /CNT=4 /TID=Mm.35000.1 /TIER=ConsEnd /STK=2 /UG=Mm.35000 /DEF=Mus musculus, Similar to p
MOE430_2_1428104_at 126 291.2 P P 0.000244 0.000244 1.2 I 0.00002 gb:AK011311.1 /DB_XREF=gi:12847352 /FEA=mRNA /CNT=206 /TID=Mm.11075.1 /TIER=Stack /STK=114 /UG=Mm.11075 /LL=72119 /UG_GENE=2610005
MOE430_2_1428280_at 193.1 430.7 P P 0.000244 0.000244 1.2 I 0.00002 gb:AW550537 /DB_XREF=gi:7195965 /DB_XREF=L0065H06-3 /CLONE=L0065H06 /FEA=mRNA /CNT=92 /TID=Mm.24084.2 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1428481_s_ 273.2 699.4 P P 0.000244 0.000244 1.2 I 0.00002 gb:AV307110 /DB_XREF=gi:16393898 /DB_XREF=AV307110 /CLONE=5730550I01 /FEA=mRNA /CNT=85 /TID=Mm.28038.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1428490_at 21.3 52 P P 0.01 0.001953 1.2 I 0.000552 gb:AK008884.1 /DB_XREF=gi:12843346 /FEA=mRNA /CNT=61 /TID=Mm.28254.1 /TIER=Stack /STK=38 /UG=Mm.28254 /LL=70175 /UG_GENE=2210410E0
MOE430_2_1428581_at 8.3 20.9 A P 0.14 0.03 1.2 NC 0.03 gb:AK006300.1 /DB_XREF=gi:12839328 /FEA=mRNA /CNT=37 /TID=Mm.17413.1 /TIER=Stack /STK=31 /UG=Mm.17413 /LL=71849 /UG_GENE=1700024G1
MOE430_2_1428778_at 8.2 19.2 A A 0.43 0.14 1.2 NC 0.06 gb:AK019095.1 /DB_XREF=gi:12859122 /FEA=mRNA /CNT=34 /TID=Mm.220974.1 /TIER=Stack /STK=22 /UG=Mm.220974 /LL=78887 /UG_GENE=2310047
MOE430_2_1428851_at 26 70 P P 0.04 0.03 1.2 I 0.001201 gb:AK005003.1 /DB_XREF=gi:12836619 /FEA=mRNA /CNT=50 /TID=Mm.28943.1 /TIER=Stack /STK=19 /UG=Mm.28943 /LL=66895 /UG_GENE=1300014I06
MOE430_2_1428912_at 5 10.4 A A 0.3 0.08 1.2 NC 0.11 gb:AV231607 /DB_XREF=gi:6184122 /DB_XREF=AV231607 /CLONE=4632407P03 /FEA=mRNA /CNT=55 /TID=Mm.32062.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1428968_at 33.3 91.8 P P 0.001221 0.001221 1.2 I 0.000307 gb:AK014873.1 /DB_XREF=gi:12852968 /FEA=mRNA /CNT=136 /TID=Mm.157212.1 /TIER=Stack /STK=15 /UG=Mm.157212 /LL=74360 /UG_GENE=493142
MOE430_2_1429203_at 1.6 4.6 A A 0.75 0.46 1.2 NC 0.13 gb:AK010725.1 /DB_XREF=gi:12846373 /FEA=mRNA /CNT=17 /TID=Mm.65618.1 /TIER=Stack /STK=9 /UG=Mm.65618 /LL=73673 /UG_GENE=2410076I21R
MOE430_2_1429226_at 1.9 3.3 A A 0.5 0.36 1.2 NC 0.03 gb:AK009335.1 /DB_XREF=gi:12844071 /FEA=mRNA /CNT=12 /TID=Mm.58128.1 /TIER=Stack /STK=9 /UG=Mm.58128 /LL=69625 /UG_GENE=2310014F06
MOE430_2_1429330_at 0.4 1.8 A A 0.99 0.8 1.2 NC 0.04 gb:AK013727.1 /DB_XREF=gi:12851204 /GEN=Gabra4 /FEA=mRNA /CNT=55 /TID=Mm.128853.1 /TIER=Stack /STK=39 /UG=Mm.128853 /LL=14397 /UG_T
MOE430_2_1429397_a_ 0.2 0.6 A A 0.96 0.87 1.2 NC 0.02 gb:AK014851.1 /DB_XREF=gi:12852933 /FEA=mRNA /CNT=26 /TID=Mm.67639.1 /TIER=Stack /STK=25 /UG=Mm.67639 /LL=70897 /UG_GENE=4921509E0
MOE430_2_1429410_at 46.5 113.6 P P 0.001953 0.000244 1.2 I 0.000068 gb:BM116445 /DB_XREF=gi:17079463 /DB_XREF=L0836B12-3 /CLONE=L0836B12 /FEA=mRNA /CNT=64 /TID=Mm.203936.2 /TIER=Stack /STK=24 /UG=
MOE430_2_1429412_at 18 31.8 M P 0.05 0.005859 1.2 MI 0.002032 gb:AI595744 /DB_XREF=gi:4604792 /DB_XREF=uj68g12.x1 /CLONE=IMAGE:1925158 /FEA=mRNA /CNT=64 /TID=Mm.203936.2 /TIER=Stack /STK=9 /UG=
MOE430_2_1429542_at 0.2 1.3 A A 0.93 0.69 1.2 NC 0.28 gb:BF153008 /DB_XREF=gi:11034403 /DB_XREF=uz98g10.x1 /CLONE=IMAGE:3809850 /FEA=mRNA /CNT=25 /TID=Mm.84569.1 /TIER=Stack /STK=15 /U
MOE430_2_1429637_at 8.2 19 A P 0.11 0.03 1.2 NC 0.01 gb:AK008987.1 /DB_XREF=gi:12843507 /FEA=mRNA /CNT=17 /TID=Mm.83701.1 /TIER=Stack /STK=12 /UG=Mm.83701 /LL=73663 /UG_GENE=2210419I08
MOE430_2_1429789_at 2.8 5.5 A A 0.56 0.66 1.2 NC 0.5 gb:BB343185 /DB_XREF=gi:16404770 /DB_XREF=BB343185 /CLONE=B930042O03 /FEA=mRNA /CNT=16 /TID=Mm.116928.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1429826_at 2.3 6.6 A A 0.63 0.3 1.2 NC 0.06 gb:AK005458.1 /DB_XREF=gi:12838024 /FEA=mRNA /CNT=9 /TID=Mm.46087.1 /TIER=Stack /STK=8 /UG=Mm.46087 /LL=75596 /UG_GENE=1600014J19R
MOE430_2_1429946_at 5.5 12.4 A P 0.21 0.00415 1.2 NC 0.06 gb:AK011952.1 /DB_XREF=gi:12848392 /FEA=mRNA /CNT=15 /TID=Mm.26579.1 /TIER=ConsEnd /STK=5 /UG=Mm.26579 /LL=72485 /UG_GENE=2610301
MOE430_2_1430052_at 7.5 16.4 A P 0.3 0.02 1.2 NC 0.04 gb:BM942848 /DB_XREF=gi:19402711 /DB_XREF=UI-M-BZ1-beb-a-06-0-UI.r1 /CLONE=UI-M-BZ1-beb-a-06-0-UI /FEA=mRNA /CNT=8 /TID=Mm.12657
MOE430_2_1430091_at 0.3 3.2 A A 0.85 0.53 1.2 NC 0.02 gb:AK005619.1 /DB_XREF=gi:12838290 /FEA=mRNA /CNT=7 /TID=Mm.158795.1 /TIER=ConsEnd /STK=4 /UG=Mm.158795 /LL=72215 /UG_GENE=170000
MOE430_2_1430154_at 5.8 16.4 A P 0.14 0.01 1.2 I 0.000438 gb:AI666321 /DB_XREF=gi:4804675 /DB_XREF=mu08e05.x1 /CLONE=IMAGE:638816 /FEA=mRNA /CNT=9 /TID=Mm.38149.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430174_at 4.5 6.7 A A 0.72 0.45 1.2 NC 0.33 gb:AK020843.1 /DB_XREF=gi:12861551 /FEA=mRNA /CNT=10 /TID=Mm.131650.1 /TIER=ConsEnd /STK=3 /UG=Mm.131650 /LL=77795 /UG_GENE=A9300
MOE430_2_1430204_at 9.4 18.9 A M 0.43 0.05 1.2 NC 0.01 gb:BB323924 /DB_XREF=gi:16403485 /DB_XREF=BB323924 /CLONE=B430101K15 /FEA=mRNA /CNT=5 /TID=Mm.149206.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430249_at 3.9 8.5 A A 0.33 0.17 1.2 NC 0.5 gb:AK015562.1 /DB_XREF=gi:12853953 /GEN=Ptpra /FEA=mRNA /CNT=5 /TID=Mm.26890.1 /TIER=ConsEnd /STK=3 /UG=Mm.26890 /UG_TITLE=Mus mus
MOE430_2_1430276_at 0.4 1 A A 0.99 0.97 1.2 NC 0.16 gb:AK005642.1 /DB_XREF=gi:12838323 /FEA=mRNA /CNT=4 /TID=Mm.174746.1 /TIER=ConsEnd /STK=3 /UG=Mm.174746 /LL=76699 /UG_GENE=170000
MOE430_2_1430291_at 182.3 422.8 P P 0.000244 0.000244 1.2 I 0.000027 gb:AK004325.1 /DB_XREF=gi:12835468 /FEA=mRNA /CNT=24 /TID=Mm.208.1 /TIER=ConsEnd /STK=2 /UG=Mm.208 /LL=68813 /UG_GENE=1110060D06R
MOE430_2_1430365_at 8.5 26.6 A A 0.21 0.06 1.2 NC 0.05 gb:AK005913.1 /DB_XREF=gi:12838742 /FEA=mRNA /CNT=7 /TID=Mm.87016.1 /TIER=ConsEnd /STK=2 /UG=Mm.87016 /LL=76396 /UG_GENE=1700012H
MOE430_2_1430377_at 3.4 15.1 A A 0.21 0.27 1.2 NC 0.42 gb:AK005014.1 /DB_XREF=gi:12836640 /FEA=mRNA /CNT=8 /TID=Mm.123157.1 /TIER=ConsEnd /STK=2 /UG=Mm.123157 /LL=74161 /UG_GENE=130001
MOE430_2_1430401_at 1.5 5.4 A A 0.43 0.33 1.2 NC 0.5 gb:AK014177.1 /DB_XREF=gi:12851870 /FEA=mRNA /CNT=5 /TID=Mm.214529.1 /TIER=ConsEnd /STK=2 /UG=Mm.214529 /LL=67303 /UG_GENE=311004
MOE430_2_1430412_at 6.9 14.3 A A 0.53 0.27 1.2 NC 0.36 gb:BG061907 /DB_XREF=gi:12531874 /DB_XREF=L0953D03-3 /CLONE=L0953D03 /FEA=mRNA /CNT=4 /TID=Mm.33658.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430413_at 1.8 4.9 A A 0.66 0.63 1.2 NC 0.45 gb:AK018228.1 /DB_XREF=gi:12857844 /FEA=mRNA /CNT=4 /TID=Mm.159700.1 /TIER=ConsEnd /STK=2 /UG=Mm.159700 /LL=76170 /UG_GENE=633054
MOE430_2_1430502_at 3 8.9 A A 0.46 0.36 1.2 NC 0.3 gb:AI504520 /DB_XREF=gi:4402371 /DB_XREF=vo07h06.x1 /CLONE=IMAGE:1040795 /FEA=mRNA /CNT=3 /TID=Mm.158783.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1430649_at 4.3 11.1 A A 0.78 0.46 1.2 NC 0.01 gb:AW490835 /DB_XREF=gi:7061109 /DB_XREF=UI-M-BH3-asz-f-07-0-UI.s1 /CLONE=UI-M-BH3-asz-f-07-0-UI /FEA=mRNA /CNT=10 /TID=Mm.220925
MOE430_2_1430804_at 0.4 1.6 A A 0.75 0.36 1.2 NC 0.4 gb:AK019876.1 /DB_XREF=gi:12860256 /GEN=Slc13a1 /FEA=mRNA /CNT=4 /TID=Mm.160273.1 /TIER=ConsEnd /STK=1 /UG=Mm.160273 /UG_TITLE=Mus
MOE430_2_1430855_at 2.8 6 A A 0.87 0.5 1.2 NC 0.04 gb:AK006759.1 /DB_XREF=gi:12840002 /FEA=mRNA /CNT=4 /TID=Mm.156855.1 /TIER=ConsEnd /STK=1 /UG=Mm.156855 /LL=73368 /UG_GENE=170005
MOE430_2_1430981_s_ 65 110 P P 0.000732 0.000244 1.2 I 0.000214 gb:BE912643 /DB_XREF=gi:10409630 /DB_XREF=601663686F1 /CLONE=IMAGE:3963813 /FEA=mRNA /CNT=52 /TID=Mm.220332.1 /TIER=ConsEnd /STK=
MOE430_2_1431031_at 9.9 27.4 A P 0.27 0.001221 1.2 I 0.001486 gb:BE286482 /DB_XREF=gi:9164827 /DB_XREF=601089951F1 /CLONE=IMAGE:3484788 /FEA=mRNA /CNT=35 /TID=Mm.41138.3 /TIER=ConsEnd /STK=0 
MOE430_2_1431229_at 1.6 3.4 A A 0.46 0.56 1.2 NC 0.31 gb:AK019361.1 /DB_XREF=gi:12859524 /GEN=Ipw /FEA=mRNA /CNT=7 /TID=Mm.220871.1 /TIER=ConsEnd /STK=0 /UG=Mm.220871 /UG_TITLE=Mus mu
MOE430_2_1431264_at 0.6 0.9 A A 0.88 0.5 1.2 NC 0.01 gb:AV047154 /DB_XREF=gi:16380537 /DB_XREF=AV047154 /CLONE=1700065P06 /FEA=mRNA /CNT=7 /TID=Mm.206703.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431287_at 7.6 17.1 A A 0.21 0.08 1.2 NC 0.06 gb:BB589989 /DB_XREF=gi:16449906 /DB_XREF=BB589989 /CLONE=A430102J22 /FEA=mRNA /CNT=5 /TID=Mm.28192.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431388_at 8.8 21.8 A P 0.27 0.03 1.2 NC 0.03 gb:AK017490.1 /DB_XREF=gi:12856750 /FEA=mRNA /CNT=3 /TID=Mm.26973.2 /TIER=ConsEnd /STK=0 /UG=Mm.26973 /LL=67973 /UG_GENE=2810453H
MOE430_2_1431669_at 0.7 4.6 A A 0.63 0.36 1.2 NC 0.39 gb:AK019827.1 /DB_XREF=gi:12860181 /FEA=mRNA /CNT=2 /TID=Mm.109380.1 /TIER=ConsEnd /STK=1 /UG=Mm.109380 /LL=78057 /UG_GENE=493058
MOE430_2_1432074_at 3.4 11.4 A A 0.3 0.19 1.2 NC 0.5 gb:AK015809.1 /DB_XREF=gi:12854290 /FEA=mRNA /CNT=1 /TID=Mm.159307.1 /TIER=ConsEnd /STK=0 /UG=Mm.159307 /LL=74702 /UG_GENE=493051



MOE430_2_1432079_at 3.1 14.2 A A 0.5 0.3 1.2 NC 0.11 gb:AK017089.1 /DB_XREF=gi:12856170 /FEA=mRNA /CNT=1 /TID=Mm.158656.1 /TIER=ConsEnd /STK=0 /UG=Mm.158656 /LL=71289 /UG_GENE=493343
MOE430_2_1432126_at 6.6 17.1 A P 0.3 0.03 1.2 NC 0.1 gb:AK006938.1 /DB_XREF=gi:12840248 /FEA=mRNA /CNT=1 /TID=Mm.159019.1 /TIER=ConsEnd /STK=0 /UG=Mm.159019 /LL=73493 /UG_GENE=170007
MOE430_2_1432203_at 0.8 2.1 A A 0.6 0.6 1.2 NC 0.45 gb:AK016214.1 /DB_XREF=gi:12854858 /FEA=mRNA /CNT=1 /TID=Mm.159484.1 /TIER=ConsEnd /STK=0 /UG=Mm.159484 /LL=75275 /UG_GENE=493056
MOE430_2_1432611_at 10.1 34.3 A A 0.3 0.08 1.2 NC 0.04 gb:BB524623 /DB_XREF=gi:16444011 /DB_XREF=BB524623 /CLONE=D930021D03 /FEA=mRNA /CNT=3 /TID=Mm.159180.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432743_at 3.5 8.4 A A 0.63 0.21 1.2 NC 0.12 gb:AV264065 /DB_XREF=gi:6251988 /DB_XREF=AV264065 /CLONE=4930443G03 /FEA=mRNA /CNT=2 /TID=Mm.84387.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432984_at 8 13.3 A P 0.17 0.02 1.2 NC 0.41 gb:AK006385.1 /DB_XREF=gi:12839459 /FEA=mRNA /CNT=1 /TID=Mm.158364.1 /TIER=ConsEnd /STK=0 /UG=Mm.158364 /LL=70376 /UG_GENE=170002
MOE430_2_1433028_at 2.6 7.6 A A 0.46 0.33 1.2 NC 0.5 gb:AK014679.1 /DB_XREF=gi:12852680 /FEA=mRNA /CNT=1 /TID=Mm.159248.1 /TIER=ConsEnd /STK=0 /UG=Mm.159248 /LL=74583 /UG_GENE=483341
MOE430_2_1433062_at 8.3 21.9 A P 0.12 0.02 1.2 NC 0.06 gb:AK015152.1 /DB_XREF=gi:12853376 /FEA=mRNA /CNT=1 /TID=Mm.159800.1 /TIER=ConsEnd /STK=0 /UG=Mm.159800 /LL=76869 /UG_GENE=493041
MOE430_2_1433097_at 2.3 5.5 A A 0.43 0.56 1.2 NC 0.44 gb:AK015567.1 /DB_XREF=gi:12853961 /FEA=mRNA /CNT=1 /TID=Mm.159400.1 /TIER=ConsEnd /STK=0 /UG=Mm.159400 /LL=75018 /UG_GENE=493047
MOE430_2_1433369_at 7.3 10.6 P P 0.008057 0.01 1.2 NC 0.44 gb:AK018374.1 /DB_XREF=gi:12858046 /FEA=mRNA /CNT=1 /TID=Mm.158702.1 /TIER=ConsEnd /STK=0 /UG=Mm.158702 /LL=71456 /UG_GENE=843040
MOE430_2_1433381_at 2.4 4.4 A A 0.39 0.43 1.2 NC 0.25 gb:AK014847.1 /DB_XREF=gi:12852927 /FEA=mRNA /CNT=1 /TID=Mm.158478.1 /TIER=ConsEnd /STK=0 /UG=Mm.158478 /LL=70883 /UG_GENE=492150
MOE430_2_1433407_at 6.4 7.6 A A 0.36 0.17 1.2 NC 0.31 gb:AK010648.1 /DB_XREF=gi:12846241 /FEA=mRNA /CNT=1 /TID=Mm.23828.1 /TIER=ConsEnd /STK=0 /UG=Mm.23828 /LL=70024 /UG_GENE=2410041F
MOE430_2_1433623_at 32.2 79.5 P P 0.000244 0.000244 1.2 I 0.00013 gb:BE629588 /DB_XREF=gi:9912205 /DB_XREF=uu38h06.y1 /CLONE=IMAGE:3374267 /FEA=EST /CNT=99 /TID=Mm.33008.1 /TIER=Stack /STK=80 /UG=
MOE430_2_1434049_at 33.1 71.8 P P 0.001221 0.000244 1.2 I 0.000241 gb:BB547934 /DB_XREF=gi:16447622 /DB_XREF=BB547934 /CLONE=E230001J21 /FEA=EST /CNT=54 /TID=Mm.76648.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434097_at 27.2 48.5 P P 0.01 0.001953 1.2 I 0.000552 gb:BM218328 /DB_XREF=gi:17777808 /DB_XREF=C0909D12-3 /CLONE=C0909D12 /FEA=EST /CNT=45 /TID=Mm.108679.1 /TIER=Stack /STK=43 /UG=M
MOE430_2_1434141_at 0.3 0.6 A A 0.99 0.94 1.2 NC 0.03 gb:BG072799 /DB_XREF=gi:12555368 /DB_XREF=H3115B04-3 /CLONE=H3115B04 /FEA=EST /CNT=53 /TID=Mm.32395.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1434188_at 1.6 5.1 A A 0.6 0.33 1.2 NC 0.23 gb:AV220703 /DB_XREF=gi:15404798 /DB_XREF=AV220703 /CLONE=3230401A21 /FEA=EST /CNT=50 /TID=Mm.74636.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434267_at 70.9 144.9 P P 0.00415 0.001221 1.2 I 0.000167 gb:BG069735 /DB_XREF=gi:12552304 /DB_XREF=H3079E08-3 /CLONE=H3079E08 /FEA=EST /CNT=43 /TID=Mm.204943.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1434520_at 115 243.1 P P 0.000244 0.000244 1.2 I 0.00002 gb:AU067703 /DB_XREF=gi:4968440 /DB_XREF=AU067703 /CLONE=MNCb-0627 /FEA=EST /CNT=57 /TID=Mm.32700.1 /TIER=Stack /STK=30 /UG=Mm.3
MOE430_2_1434660_at 51.4 127.8 P P 0.000244 0.000244 1.2 I 0.001651 gb:BG069448 /DB_XREF=gi:12551940 /DB_XREF=H3075F07-3 /CLONE=H3075F07 /FEA=EST /CNT=43 /TID=Mm.62093.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434734_at 12 17.8 M P 0.05 0.03 1.2 NC 0.007788 gb:AW547464 /DB_XREF=gi:7192878 /DB_XREF=L0022E11-3 /CLONE=L0022E11 /FEA=EST /CNT=27 /TID=Mm.32022.1 /TIER=Stack /STK=26 /UG=Mm.3
MOE430_2_1434893_at 4.1 2.8 A A 0.78 0.53 1.2 NC 0.08 gb:AI845177 /DB_XREF=gi:5489083 /DB_XREF=UI-M-BG0-aht-a-04-0-UI.s1 /CLONE=UI-M-BG0-aht-a-04-0-UI /FEA=EST /CNT=82 /TID=Mm.193539.4 
MOE430_2_1434904_at 26.4 60.8 P P 0.008057 0.001221 1.2 I 0.000492 gb:AW321867 /DB_XREF=gi:6751411 /DB_XREF=uo20c12.x1 /CLONE=IMAGE:2609686 /FEA=EST /CNT=27 /TID=Mm.42157.2 /TIER=Stack /STK=23 /UG=
MOE430_2_1434974_at 6.6 18.6 A A 0.19 0.06 1.2 NC 0.29 gb:BB391928 /DB_XREF=gi:9114887 /DB_XREF=BB391928 /CLONE=C230076P16 /FEA=EST /CNT=24 /TID=Mm.61394.1 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1435193_at 1.3 8.9 A A 0.53 0.3 1.2 NC 0.5 gb:BB085904 /DB_XREF=gi:16260870 /DB_XREF=BB085904 /CLONE=9330209P15 /FEA=EST /CNT=24 /TID=Mm.34019.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435247_at 122.4 279 P P 0.000244 0.000244 1.2 I 0.00002 gb:BI438002 /DB_XREF=gi:15262692 /DB_XREF=ic83d02.x1 /CLONE=IMAGE:5660210 /FEA=EST /CNT=27 /TID=Mm.46640.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435283_s_ 9.7 25.7 A P 0.21 0.03 1.2 NC 0.16 gb:BE647179 /DB_XREF=gi:9972961 /DB_XREF=UI-M-BH1-ame-d-08-0-UI.r1 /CLONE=UI-M-BH1-ame-d-08-0-UI /FEA=EST /CNT=25 /TID=Mm.25363.1
MOE430_2_1435441_at 26 35.2 A A 0.21 0.08 1.2 NC 0.5 gb:BM121743 /DB_XREF=gi:17105511 /DB_XREF=L0501B03-3 /CLONE=L0501B03 /FEA=EST /CNT=65 /TID=Mm.42943.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435486_at 40.4 76.5 P P 0.000244 0.000732 1.2 I 0.000147 gb:BQ175796 /DB_XREF=gi:20351288 /DB_XREF=UI-M-DJ2-bwe-p-22-0-UI.s1 /CLONE=UI-M-DJ2-bwe-p-22-0-UI /FEA=EST /CNT=21 /TID=Mm.40035
MOE430_2_1435656_at 29.3 60.7 P P 0.00293 0.001221 1.2 I 0.00003 gb:AW122571 /DB_XREF=gi:6098096 /DB_XREF=UI-M-BH2.2-aox-f-05-0-UI.s1 /CLONE=UI-M-BH2.2-aox-f-05-0-UI /FEA=EST /CNT=26 /TID=Mm.39794
MOE430_2_1435938_at 51.9 133.8 P P 0.01 0.001221 1.2 I 0.000023 gb:AA197362 /DB_XREF=gi:1793004 /DB_XREF=mu21h06.r1 /CLONE=IMAGE:640091 /FEA=EST /CNT=16 /TID=Mm.45502.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1436096_at 6.9 16.7 A A 0.16 0.11 1.2 NC 0.06 gb:BB765910 /DB_XREF=gi:16196814 /DB_XREF=BB765910 /CLONE=G370058B15 /FEA=EST /CNT=18 /TID=Mm.39872.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436119_at 56.6 121.2 P P 0.000244 0.000244 1.2 I 0.00003 gb:BM231794 /DB_XREF=gi:17867064 /DB_XREF=K0314F11-3 /CLONE=K0314F11 /FEA=EST /CNT=17 /TID=Mm.151658.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436399_s_ 7.8 17.3 A P 0.14 0.04 1.2 I 0.001651 gb:BI901194 /DB_XREF=gi:16188936 /DB_XREF=id19g09.x1 /CLONE=IMAGE:5663801 /FEA=EST /CNT=17 /TID=Mm.200428.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436654_at 9.2 18.6 P P 0.005859 0.001953 1.2 NC 0.003041 gb:BB035215 /DB_XREF=gi:15403653 /DB_XREF=BB035215 /CLONE=5930402L04 /FEA=EST /CNT=11 /TID=Mm.111766.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436847_s_ 356.2 856.6 P P 0.000244 0.000244 1.2 I 0.00002 gb:BB702047 /DB_XREF=gi:16050871 /DB_XREF=BB702047 /CLONE=7420436O05 /FEA=EST /CNT=45 /TID=Mm.28038.2 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1437020_at 10.8 21.9 A P 0.19 0.01 1.2 I 0.001832 gb:BM236717 /DB_XREF=gi:17871987 /DB_XREF=K0440A09-3 /CLONE=K0440A09 /FEA=EST /CNT=34 /TID=Mm.46049.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437071_at 42.5 82.8 P P 0.000244 0.000244 1.2 I 0.000068 gb:BB471576 /DB_XREF=gi:16427934 /DB_XREF=BB471576 /CLONE=D230039M22 /FEA=EST /CNT=39 /TID=Mm.29969.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437147_at 0.6 1.5 A A 0.88 0.88 1.2 NC 0.5 gb:AV348821 /DB_XREF=gi:16397121 /DB_XREF=AV348821 /CLONE=6432401A02 /FEA=EST /CNT=139 /TID=Mm.102416.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1437911_at 15.9 52.1 P P 0.01 0.008057 1.2 NC 0.005409 gb:BM245142 /DB_XREF=gi:17880412 /DB_XREF=K0720E07-3 /CLONE=K0720E07 /FEA=EST /CNT=19 /TID=Mm.99963.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437925_at 3.6 5.5 A A 0.39 0.11 1.2 NC 0.24 gb:BF466132 /DB_XREF=gi:11535315 /DB_XREF=UI-M-CG0p-bqt-h-05-0-UI.s1 /CLONE=UI-M-CG0p-bqt-h-05-0-UI /FEA=EST /CNT=21 /TID=Mm.3254
MOE430_2_1437940_at 6.3 18.5 A A 0.11 0.06 1.2 NC 0.45 gb:BE985672 /DB_XREF=gi:10659219 /DB_XREF=UI-M-CG0p-bga-a-11-0-UI.s1 /CLONE=UI-M-CG0p-bga-a-11-0-UI /FEA=EST /CNT=14 /TID=Mm.4183
MOE430_2_1438030_at 9.3 24.2 A P 0.21 0.01 1.2 I 0.000438 gb:AV024290 /DB_XREF=gi:16356397 /DB_XREF=AV024290 /CLONE=1200002A10 /FEA=EST /CNT=39 /TID=Mm.38170.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438044_at 2.4 4.2 A A 0.8 0.43 1.2 NC 0.5 gb:BB534060 /DB_XREF=gi:9585989 /DB_XREF=BB534060 /CLONE=E030033F04 /FEA=EST /CNT=19 /TID=Mm.133578.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438223_at 6.1 22.4 A P 0.21 0.02 1.2 MI 0.00249 gb:BG065705 /DB_XREF=gi:12548268 /DB_XREF=H3034C08-3 /CLONE=H3034C08 /FEA=EST /CNT=18 /TID=Mm.27446.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438390_s_ 1641.3 3781 P P 0.000244 0.000244 1.2 I 0.00002 gb:AV105428 /DB_XREF=gi:5252976 /DB_XREF=AV105428 /CLONE=2510016C06 /FEA=EST /CNT=11 /TID=Mm.6856.3 /TIER=Stack /STK=11 /UG=Mm.68
MOE430_2_1438571_at 4.7 9.6 A P 0.19 0.02 1.2 NC 0.02 gb:BB479886 /DB_XREF=gi:16440620 /DB_XREF=BB479886 /CLONE=D330041J17 /FEA=EST /CNT=12 /TID=Mm.31704.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438681_at 18.5 44.7 A P 0.14 0.008057 1.2 I 0.001486 gb:AV336625 /DB_XREF=gi:15406446 /DB_XREF=AV336625 /CLONE=6330592E14 /FEA=EST /CNT=24 /TID=Mm.62093.2 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1438806_at 1.4 7.4 A A 0.75 0.21 1.2 NC 0.06 gb:BF464707 /DB_XREF=gi:11533890 /DB_XREF=UI-M-CG0p-bqb-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bqb-g-04-0-UI /FEA=EST /CNT=12 /TID=Mm.8691
MOE430_2_1438937_x_ 13.2 21 P A 0.01 0.17 1.2 NC 0.34 gb:AI385586 /DB_XREF=gi:4199049 /DB_XREF=mb21e12.x1 /CLONE=IMAGE:330094 /FEA=EST /CNT=9 /TID=Mm.202665.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439066_at 10 26 M P 0.05 0.00415 1.2 I 0.000167 gb:BB453314 /DB_XREF=gi:9348754 /DB_XREF=BB453314 /CLONE=D130022L22 /FEA=EST /CNT=20 /TID=Mm.52778.1 /TIER=Stack /STK=8 /UG=Mm.5
MOE430_2_1439167_at 7.1 13.9 A A 0.5 0.16 1.2 NC 0.06 gb:BB705669 /DB_XREF=gi:16054504 /DB_XREF=BB705669 /CLONE=7420479P05 /FEA=EST /CNT=10 /TID=Mm.29988.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439213_at 3.2 13.1 A A 0.46 0.12 1.2 NC 0.5 gb:BB551486 /DB_XREF=gi:9637852 /DB_XREF=BB551486 /CLONE=E230028I19 /FEA=EST /CNT=9 /TID=Mm.52193.1 /TIER=Stack /STK=8 /UG=Mm.521
MOE430_2_1439219_at 3.1 6.6 A A 0.5 0.09 1.2 NC 0.15 gb:BB258061 /DB_XREF=gi:15410748 /DB_XREF=BB258061 /CLONE=A730082K24 /FEA=EST /CNT=9 /TID=Mm.29137.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439394_x_ 58.4 140.4 A A 0.19 0.24 1.2 NC 0.03 gb:AV213435 /DB_XREF=gi:6154655 /DB_XREF=AV213435 /CLONE=2410127L20 /FEA=EST /CNT=8 /TID=Mm.29931.5 /TIER=Stack /STK=8 /UG=Mm.299
MOE430_2_1439572_at 11.2 25.1 P P 0.04 0.00415 1.2 I 0.000214 gb:BB081608 /DB_XREF=gi:16260662 /DB_XREF=BB081608 /CLONE=9330170C05 /FEA=EST /CNT=10 /TID=Mm.170440.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439648_at 5.3 16.2 A P 0.33 0.00293 1.2 I 0.001832 gb:BB313429 /DB_XREF=gi:16402892 /DB_XREF=BB313429 /CLONE=B230341P13 /FEA=EST /CNT=9 /TID=Mm.34426.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439654_at 6.7 11.4 A P 0.09 0.03 1.2 NC 0.13 gb:AV336439 /DB_XREF=gi:16396396 /DB_XREF=AV336439 /CLONE=6330586M15 /FEA=EST /CNT=8 /TID=Mm.181485.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439947_at 3.9 7.5 A A 0.43 0.1 1.2 NC 0.15 gb:C87524 /DB_XREF=gi:2919481 /DB_XREF=C87524 /CLONE=J0247B02 /FEA=EST /CNT=7 /TID=Mm.172133.1 /TIER=ConsEnd /STK=6 /UG=Mm.17213
MOE430_2_1439980_at 6 23.9 A A 0.06 0.08 1.2 NC 0.35 gb:BG069320 /DB_XREF=gi:12551889 /DB_XREF=H3075B02-3 /CLONE=H3075B02 /FEA=EST /CNT=8 /TID=Mm.155625.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440578_at 0.3 3.7 A A 0.82 0.39 1.2 NC 0.02 gb:BM200070 /DB_XREF=gi:17753211 /DB_XREF=C0205D08-3 /CLONE=C0205D08 /FEA=EST /CNT=5 /TID=Mm.214700.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440621_at 12.9 27 P P 0.000244 0.005859 1.2 NC 0.06 gb:AW551461 /DB_XREF=gi:7196889 /DB_XREF=L0079C03-3 /CLONE=L0079C03 /FEA=EST /CNT=5 /TID=Mm.164439.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440746_at 1.4 8.1 A A 0.46 0.19 1.2 NC 0.35 gb:BG071588 /DB_XREF=gi:12554157 /DB_XREF=H3100H02-3 /CLONE=H3100H02 /FEA=EST /CNT=5 /TID=Mm.33396.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440824_at 6.9 18.6 A P 0.14 0.01 1.2 NC 0.07 gb:BI465645 /DB_XREF=gi:15278523 /DB_XREF=ie17d05.x1 /FEA=EST /CNT=5 /TID=Mm.155549.1 /TIER=ConsEnd /STK=5 /UG=Mm.155549 /UG_TITLE=E
MOE430_2_1440870_at 5.3 10.8 A A 0.3 0.17 1.2 NC 0.39 gb:BB356786 /DB_XREF=gi:16405764 /DB_XREF=BB356786 /CLONE=C030017F03 /FEA=EST /CNT=12 /TID=Mm.126430.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440969_at 22.9 47.2 M P 0.05 0.008057 1.2 I 0.000389 gb:BE944957 /DB_XREF=gi:10522716 /DB_XREF=UI-M-BZ0-axh-b-06-0-UI.s1 /CLONE=UI-M-BZ0-axh-b-06-0-UI /FEA=EST /CNT=9 /TID=Mm.101139.1
MOE430_2_1441074_at 6.5 10.7 A A 0.39 0.33 1.2 NC 0.5 gb:BE995162 /DB_XREF=gi:10679132 /DB_XREF=UI-M-CG0p-bil-g-12-0-UI.s1 /CLONE=UI-M-CG0p-bil-g-12-0-UI /FEA=EST /CNT=6 /TID=Mm.152433.
MOE430_2_1441227_at 20.2 51.1 A M 0.24 0.05 1.2 NC 0.07 gb:BB072955 /DB_XREF=gi:16260174 /DB_XREF=BB072955 /CLONE=9130229E23 /FEA=EST /CNT=5 /TID=Mm.117427.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441371_at 6.3 29.1 A A 0.21 0.06 1.2 NC 0.14 gb:BQ174019 /DB_XREF=gi:20349510 /DB_XREF=UI-M-DJ2-bvv-j-09-0-UI.s1 /CLONE=UI-M-DJ2-bvv-j-09-0-UI /FEA=EST /CNT=5 /TID=Mm.103051.1 
MOE430_2_1441382_at 0.8 3.1 A A 0.66 0.42 1.2 NC 0.13 gb:BB077045 /DB_XREF=gi:16260389 /DB_XREF=BB077045 /CLONE=9330131I22 /FEA=EST /CNT=5 /TID=Mm.183979.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441440_at 7.5 21.4 A P 0.24 0.03 1.2 NC 0.5 gb:BB530484 /DB_XREF=gi:16445782 /DB_XREF=BB530484 /CLONE=E030010E18 /FEA=EST /CNT=4 /TID=Mm.170076.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441563_at 2.9 9.1 A A 0.39 0.21 1.2 NC 0.09 gb:BB228319 /DB_XREF=gi:16354202 /DB_XREF=BB228319 /CLONE=A630012E19 /FEA=EST /CNT=4 /TID=Mm.208175.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441714_at 0.1 0.3 A A 0.99 0.88 1.2 NC 0.2 gb:BM229796 /DB_XREF=gi:17792831 /DB_XREF=K0285A05-3 /CLONE=K0285A05 /FEA=EST /CNT=4 /TID=Mm.212233.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441818_at 2.2 6.1 A P 0.63 0.03 1.2 I 0.000552 gb:AI642706 /DB_XREF=gi:4721181 /DB_XREF=vw04d08.x1 /CLONE=IMAGE:1230927 /FEA=EST /CNT=4 /TID=Mm.77737.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441964_at 6.6 9.3 A A 0.5 0.21 1.2 NC 0.02 gb:BB069531 /DB_XREF=gi:16260037 /DB_XREF=BB069531 /CLONE=8030484F22 /FEA=EST /CNT=16 /TID=Mm.103564.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442167_at 0.6 1.7 A A 0.99 0.9 1.2 NC 0.03 gb:BG068238 /DB_XREF=gi:12550807 /DB_XREF=H3063C03-3 /CLONE=H3063C03 /FEA=EST /CNT=7 /TID=Mm.12265.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442202_at 5 12.4 A P 0.36 0.02 1.2 NC 0.00712 gb:BE956941 /DB_XREF=gi:10601990 /DB_XREF=UI-M-BG2-bbq-a-08-0-UI.s1 /CLONE=UI-M-BG2-bbq-a-08-0-UI /FEA=EST /CNT=6 /TID=Mm.48635.1
MOE430_2_1442269_at 8.2 23.9 A P 0.14 0.00293 1.2 NC 0.03 gb:BB749041 /DB_XREF=gi:16153277 /DB_XREF=BB749041 /CLONE=G030102G19 /FEA=EST /CNT=5 /TID=Mm.22782.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442293_at 11.4 22.1 P P 0.005859 0.04 1.2 NC 0.27 gb:BM938640 /DB_XREF=gi:19397792 /DB_XREF=UI-M-CG0p-bez-b-11-0-UI.r1 /CLONE=UI-M-CG0p-bez-b-11-0-UI /FEA=EST /CNT=5 /TID=Mm.1517
MOE430_2_1442306_at 1.7 4.6 A A 0.53 0.17 1.2 NC 0.42 gb:AV255639 /DB_XREF=gi:15405326 /DB_XREF=AV255639 /CLONE=4921521M06 /FEA=EST /CNT=5 /TID=Mm.61332.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442308_at 10.5 23.6 A A 0.39 0.14 1.2 NC 0.06 gb:AW538800 /DB_XREF=gi:7181217 /DB_XREF=C0111H11-3 /CLONE=C0111H11 /FEA=EST /CNT=5 /TID=Mm.218667.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442483_at 7 13.1 A A 0.39 0.12 1.2 NC 0.03 gb:BB534083 /DB_XREF=gi:16446340 /DB_XREF=BB534083 /CLONE=E030033G19 /FEA=EST /CNT=4 /TID=Mm.208212.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442515_at 1.9 5.3 A A 0.6 0.56 1.2 NC 0.2 gb:BG084330 /DB_XREF=gi:12566894 /DB_XREF=H3099D01-5 /CLONE=H3099D01 /FEA=EST /CNT=4 /TID=Mm.17713.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442535_at 4.9 14.1 A A 0.19 0.06 1.2 NC 0.02 gb:BB533591 /DB_XREF=gi:16446275 /DB_XREF=BB533591 /CLONE=E030030M17 /FEA=EST /CNT=4 /TID=Mm.216110.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442699_at 6.3 10.3 A A 0.43 0.19 1.2 NC 0.34 gb:BM121861 /DB_XREF=gi:17105629 /DB_XREF=L0502E05-3 /CLONE=L0502E05 /FEA=EST /CNT=4 /TID=Mm.218429.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442835_at 2 6.9 A A 0.5 0.17 1.2 NC 0.03 gb:BB536585 /DB_XREF=gi:16446677 /DB_XREF=BB536585 /CLONE=E030050O06 /FEA=EST /CNT=4 /TID=Mm.137906.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442869_at 6.5 13.5 A P 0.24 0.03 1.2 NC 0.06 gb:BB278808 /DB_XREF=gi:16401109 /DB_XREF=BB278808 /CLONE=A930013K19 /FEA=EST /CNT=4 /TID=Mm.192892.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442893_at 0.8 3.9 A A 0.63 0.3 1.2 NC 0.5 gb:BB040120 /DB_XREF=gi:16258581 /DB_XREF=BB040120 /CLONE=6030447F02 /FEA=EST /CNT=4 /TID=Mm.208875.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442917_at 4.6 14.8 A A 0.39 0.33 1.2 NC 0.18 gb:BM195384 /DB_XREF=gi:17746820 /DB_XREF=C0309D09-3 /CLONE=C0309D09 /FEA=EST /CNT=4 /TID=Mm.213420.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442944_at 5.9 12.1 A P 0.11 0.01 1.2 NC 0.07 gb:BG065699 /DB_XREF=gi:12548262 /DB_XREF=H3034C02-3 /CLONE=H3034C02 /FEA=EST /CNT=3 /TID=Mm.172597.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443007_at 15.5 21.1 A P 0.33 0.01 1.2 I 0.000552 gb:AW545941 /DB_XREF=gi:7191408 /DB_XREF=L0002B04-3 /CLONE=L0002B04 /FEA=EST /CNT=3 /TID=Mm.105020.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443087_at 3.5 9.5 A P 0.3 0.01 1.2 NC 0.12 gb:BB199135 /DB_XREF=gi:16271270 /DB_XREF=BB199135 /CLONE=A430012E21 /FEA=EST /CNT=3 /TID=Mm.131132.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443099_at 8.6 18.1 A P 0.1 0.02 1.2 NC 0.008511 gb:BB013571 /DB_XREF=gi:16257332 /DB_XREF=BB013571 /CLONE=4930469E09 /FEA=EST /CNT=3 /TID=Mm.99955.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443137_at 3.4 7.3 A A 0.52 0.24 1.2 NC 0.01 gb:BB534298 /DB_XREF=gi:16446374 /DB_XREF=BB534298 /CLONE=E030034L15 /FEA=EST /CNT=3 /TID=Mm.187830.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443375_at 3.5 7.7 A A 0.62 0.33 1.2 NC 0.02 gb:BM239335 /DB_XREF=gi:17874605 /DB_XREF=K0532H06-3 /CLONE=K0532H06 /FEA=EST /CNT=3 /TID=Mm.218225.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443457_at 3.7 12.2 A A 0.43 0.21 1.2 NC 0.17 gb:BB175186 /DB_XREF=gi:16269652 /DB_XREF=BB175186 /CLONE=A230055J12 /FEA=EST /CNT=3 /TID=Mm.207673.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443480_at 9.8 18.3 A A 0.19 0.17 1.2 NC 0.01 gb:BB119560 /DB_XREF=gi:16261959 /DB_XREF=BB119560 /CLONE=9530071N21 /FEA=EST /CNT=3 /TID=Mm.118777.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443626_at 12 26.4 P P 0.04 0.01 1.2 I 0.001651 gb:AW495288 /DB_XREF=gi:7065569 /DB_XREF=UI-M-BH3-aus-f-06-0-UI.s1 /CLONE=UI-M-BH3-aus-f-06-0-UI /FEA=EST /CNT=3 /TID=Mm.102436.1 
MOE430_2_1443655_s_ 4.5 5.7 A A 0.46 0.14 1.2 NC 0.4 gb:AA415004 /DB_XREF=gi:2075151 /DB_XREF=vc50d07.r1 /CLONE=IMAGE:777997 /FEA=EST /CNT=3 /TID=Mm.208551.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443897_at 6.5 14.7 A A 0.5 0.27 1.2 NC 0.36 gb:BB200603 /DB_XREF=gi:16271461 /DB_XREF=BB200603 /CLONE=A430025N08 /FEA=EST /CNT=13 /TID=Mm.110220.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443915_at 7.2 22.8 A M 0.5 0.05 1.2 NC 0.008511 gb:BE957160 /DB_XREF=gi:10602430 /DB_XREF=UI-M-BG2-bcc-h-09-0-UI.s1 /CLONE=UI-M-BG2-bcc-h-09-0-UI /FEA=EST /CNT=9 /TID=Mm.87592.1
MOE430_2_1444044_at 4.2 11.3 A A 0.3 0.24 1.2 NC 0.48 gb:BB440156 /DB_XREF=gi:16424629 /DB_XREF=BB440156 /CLONE=D030020H20 /FEA=EST /CNT=6 /TID=Mm.132177.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444169_at 0.9 3.9 A A 0.69 0.46 1.2 NC 0.17 gb:BB283427 /DB_XREF=gi:8983876 /DB_XREF=BB283427 /CLONE=A930102D15 /FEA=EST /CNT=5 /TID=Mm.128856.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444226_at 10.9 23.4 A A 0.39 0.12 1.2 NC 0.45 gb:W07885 /DB_XREF=gi:1281988 /DB_XREF=mb49c08.r1 /CLONE=IMAGE:332750 /FEA=EST /CNT=5 /TID=Mm.7181.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444257_at 21.1 42.2 P P 0.02 0.01 1.2 NC 0.02 gb:BB208466 /DB_XREF=gi:16352341 /DB_XREF=BB208466 /CLONE=A430088E10 /FEA=EST /CNT=6 /TID=Mm.126033.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444321_at 3.2 9.7 A A 0.46 0.11 1.2 NC 0.15 gb:BG092381 /DB_XREF=gi:12574944 /DB_XREF=mac10b03.x1 /CLONE=IMAGE:3999293 /FEA=EST /CNT=5 /TID=Mm.36406.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444518_at 3.2 12.5 A A 0.39 0.17 1.2 NC 0.27 gb:BM240237 /DB_XREF=gi:17875507 /DB_XREF=K0549A09-3 /CLONE=K0549A09 /FEA=EST /CNT=4 /TID=Mm.100170.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444634_at 12.8 24.4 A P 0.17 0.01 1.2 NC 0.07 gb:BB478558 /DB_XREF=gi:16440453 /DB_XREF=BB478558 /CLONE=D330032I21 /FEA=EST /CNT=5 /TID=Mm.210369.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444706_at 4.5 18.1 A P 0.36 0.04 1.2 NC 0.04 gb:BB527432 /DB_XREF=gi:16444477 /DB_XREF=BB527432 /CLONE=D930039P20 /FEA=EST /CNT=4 /TID=Mm.209773.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444738_at 7.5 16.8 A A 0.27 0.17 1.2 NC 0.26 gb:BB431080 /DB_XREF=gi:16424138 /DB_XREF=BB431080 /CLONE=C630036I22 /FEA=EST /CNT=4 /TID=Mm.209948.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444961_at 1.5 2.2 A A 0.75 0.75 1.2 NC 0.51 gb:BG068598 /DB_XREF=gi:12551167 /DB_XREF=H3067C07-3 /CLONE=H3067C07 /FEA=EST /CNT=3 /TID=Mm.173614.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445043_at 6.6 15.2 A P 0.24 0.02 1.2 NC 0.003355 gb:BG071755 /DB_XREF=gi:12554324 /DB_XREF=H3102H02-3 /CLONE=H3102H02 /FEA=EST /CNT=3 /TID=Mm.174010.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445076_at 1 2.8 A A 0.8 0.66 1.2 NC 0.3 gb:BG064034 /DB_XREF=gi:12546597 /DB_XREF=H3014G06-3 /CLONE=H3014G06 /FEA=EST /CNT=3 /TID=Mm.182567.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445117_at 4.5 8.9 A A 0.56 0.14 1.2 NC 0.007788 gb:AW123181 /DB_XREF=gi:6098711 /DB_XREF=UI-M-BH2.1-apd-f-01-0-UI.s1 /CLONE=UI-M-BH2.1-apd-f-01-0-UI /FEA=EST /CNT=3 /TID=Mm.15066
MOE430_2_1445198_at 6.4 11 A P 0.21 0.02 1.2 NC 0.02 gb:BB306686 /DB_XREF=gi:16402232 /DB_XREF=BB306686 /CLONE=B230209C05 /FEA=EST /CNT=3 /TID=Mm.131877.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445220_at 1 1.3 A A 0.66 0.77 1.2 NC 0.26 gb:BM250972 /DB_XREF=gi:17886242 /DB_XREF=K0857G11-3 /CLONE=K0857G11 /FEA=EST /CNT=3 /TID=Mm.217489.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445245_at 4.8 12.2 A A 0.5 0.39 1.2 NC 0.37 gb:BB455609 /DB_XREF=gi:16425961 /DB_XREF=BB455609 /CLONE=D130039D18 /FEA=EST /CNT=3 /TID=Mm.215974.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445344_at 5.1 16.1 A A 0.5 0.21 1.2 NC 0.34 gb:BB451019 /DB_XREF=gi:16425510 /DB_XREF=BB451019 /CLONE=D130007F05 /FEA=EST /CNT=3 /TID=Mm.168655.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445360_at 5.1 8.7 A A 0.43 0.43 1.2 NC 0.15 gb:BF318215 /DB_XREF=gi:11266785 /DB_XREF=ux08a07.x1 /CLONE=IMAGE:3470868 /FEA=EST /CNT=3 /TID=Mm.157542.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445581_at 1.8 5 A A 0.39 0.66 1.2 NC 0.74 gb:BB218454 /DB_XREF=gi:16353298 /DB_XREF=BB218454 /CLONE=A530049M24 /FEA=EST /CNT=3 /TID=Mm.139100.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445745_at 3.4 14.9 A A 0.5 0.11 1.2 NC 0.01 gb:BG075121 /DB_XREF=gi:12557690 /DB_XREF=H3143E08-3 /CLONE=H3143E08 /FEA=EST /CNT=3 /TID=Mm.182769.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445866_at 15 37.9 P P 0.01 0.001221 1.2 I 0.000346 gb:BB152945 /DB_XREF=gi:15408970 /DB_XREF=BB152945 /CLONE=A130009M03 /FEA=EST /CNT=3 /TID=Mm.207487.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445869_at 0.3 1.8 A A 0.75 0.75 1.2 NC 0.24 gb:BE980200 /DB_XREF=gi:10647918 /DB_XREF=UI-M-BG2-bcq-h-02-0-UI.s1 /CLONE=UI-M-BG2-bcq-h-02-0-UI /FEA=EST /CNT=3 /TID=Mm.151151
MOE430_2_1445880_at 2.3 5.7 A A 0.39 0.17 1.2 NC 0.15 gb:BB247020 /DB_XREF=gi:16355519 /DB_XREF=BB247020 /CLONE=A730017B17 /FEA=EST /CNT=3 /TID=Mm.167831.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445893_at 6.3 16 A P 0.3 0.005859 1.2 NC 0.007788 gb:AI854443 /DB_XREF=gi:5498349 /DB_XREF=UI-M-BH0-ait-d-09-0-UI.s1 /CLONE=UI-M-BH0-ait-d-09-0-UI /FEA=EST /CNT=3 /TID=Mm.59114.1 /TI
MOE430_2_1446038_at 3.4 5.7 A A 0.5 0.36 1.2 NC 0.15 gb:BB124954 /DB_XREF=gi:16262150 /DB_XREF=BB124954 /CLONE=9630002A13 /FEA=EST /CNT=2 /TID=Mm.207400.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446043_at 4.4 9.5 A A 0.56 0.3 1.2 NC 0.42 gb:BG066949 /DB_XREF=gi:12549518 /DB_XREF=H3048H02-3 /CLONE=H3048H02 /FEA=EST /CNT=2 /TID=Mm.172879.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446087_at 1.5 7.4 A A 0.78 0.33 1.2 NC 0.01 gb:AW556314 /DB_XREF=gi:7201743 /DB_XREF=L0266F06-3 /CLONE=L0266F06 /FEA=EST /CNT=2 /TID=Mm.105036.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446149_at 4.7 12.3 A P 0.19 0.02 1.2 NC 0.02 gb:BG076035 /DB_XREF=gi:12558604 /DB_XREF=H3154G11-3 /CLONE=H3154G11 /FEA=EST /CNT=2 /TID=Mm.182853.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446297_at 6.7 12.4 A A 0.17 0.36 1.2 NC 0.5 gb:BB077076 /DB_XREF=gi:16260390 /DB_XREF=BB077076 /CLONE=9330131L20 /FEA=EST /CNT=2 /TID=Mm.207284.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446314_at 3.8 9.6 A A 0.72 0.53 1.2 NC 0.21 gb:BB187226 /DB_XREF=gi:16270529 /DB_XREF=BB187226 /CLONE=A330041C17 /FEA=EST /CNT=2 /TID=Mm.207798.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446559_at 1.2 6.1 A P 0.62 0.02 1.2 NC 0.04 gb:BB516556 /DB_XREF=gi:16443105 /DB_XREF=BB516556 /CLONE=D830016K09 /FEA=EST /CNT=2 /TID=Mm.209645.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446592_at 24.3 43.2 A A 0.24 0.09 1.2 I 0.000865 gb:BB466044 /DB_XREF=gi:16427191 /DB_XREF=BB466044 /CLONE=D230005P03 /FEA=EST /CNT=2 /TID=Mm.210102.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446773_at 5.9 15.2 A A 0.53 0.27 1.2 NC 0.005933 gb:BB069871 /DB_XREF=gi:15404278 /DB_XREF=BB069871 /CLONE=8030486O20 /FEA=EST /CNT=2 /TID=Mm.117288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446844_at 7.1 14.2 A P 0.17 0.005859 1.2 NC 0.005409 gb:BE995618 /DB_XREF=gi:10680049 /DB_XREF=UI-M-CG0p-bia-e-02-0-UI.s1 /CLONE=UI-M-CG0p-bia-e-02-0-UI /FEA=EST /CNT=2 /TID=Mm.86694.
MOE430_2_1446988_at 0.5 2.1 A A 0.8 0.63 1.2 NC 0.33 gb:BF464723 /DB_XREF=gi:11533906 /DB_XREF=UI-M-CG0p-bqb-h-10-0-UI.s1 /CLONE=UI-M-CG0p-bqb-h-10-0-UI /FEA=EST /CNT=2 /TID=Mm.1563
MOE430_2_1446999_at 2.5 6.9 A A 0.3 0.24 1.2 NC 0.5 gb:BB363727 /DB_XREF=gi:16406152 /DB_XREF=BB363727 /CLONE=C130018G15 /FEA=EST /CNT=2 /TID=Mm.208810.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447014_at 6.5 6.5 A A 0.45 0.27 1.2 NC 0.24 gb:AW489535 /DB_XREF=gi:7059805 /DB_XREF=UI-M-BH3-asb-e-09-0-UI.s1 /CLONE=UI-M-BH3-asb-e-09-0-UI /FEA=EST /CNT=2 /TID=Mm.193236.1
MOE430_2_1447096_at 2.7 7.6 A A 0.56 0.36 1.2 NC 0.5 gb:AU042527 /DB_XREF=gi:3956762 /DB_XREF=AU042527 /CLONE=J1022A06 /FEA=EST /CNT=2 /TID=Mm.104100.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447113_at 8.3 15.9 A A 0.63 0.39 1.2 NC 0.25 gb:BB771238 /DB_XREF=gi:16213113 /DB_XREF=BB771238 /CLONE=G370123M09 /FEA=EST /CNT=2 /TID=Mm.213306.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447211_at 9.5 22.6 A P 0.09 0.03 1.2 NC 0.004073 gb:BE956701 /DB_XREF=gi:10601510 /DB_XREF=UI-M-BG2-bbn-d-02-0-UI.s1 /CLONE=UI-M-BG2-bbn-d-02-0-UI /FEA=EST /CNT=2 /TID=Mm.151009.
MOE430_2_1447232_at 3.3 6.2 A A 0.39 0.43 1.2 NC 0.29 gb:AI132264 /DB_XREF=gi:3602280 /DB_XREF=ue29a01.x1 /CLONE=IMAGE:1481736 /FEA=EST /CNT=2 /TID=Mm.42115.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447377_at 17.5 50.4 A P 0.06 0.00415 1.2 NC 0.003355 gb:BB710064 /DB_XREF=gi:16063233 /DB_XREF=BB710064 /CLONE=B020009K13 /FEA=EST /CNT=2 /TID=Mm.212146.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447446_at 0.6 0.7 A A 0.97 0.66 1.2 NC 0.005933 gb:AU016576 /DB_XREF=gi:3371580 /DB_XREF=AU016576 /CLONE=J0726H11 /FEA=EST /CNT=2 /TID=Mm.173283.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447547_at 4.4 11.5 A P 0.29 0.03 1.2 NC 0.006503 gb:BB138185 /DB_XREF=gi:16266817 /DB_XREF=BB138185 /CLONE=9830146M04 /FEA=EST /CNT=2 /TID=Mm.30577.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447624_s_ 38.5 91.6 P P 0.01 0.00415 1.2 I 0.000273 gb:BB174262 /DB_XREF=gi:8833345 /DB_XREF=BB174262 /CLONE=A230050L14 /FEA=EST /CNT=2 /TID=Mm.163484.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447682_x_ 2.2 6.6 A A 0.5 0.43 1.2 NC 0.5 gb:BB108799 /DB_XREF=gi:8761367 /DB_XREF=BB108799 /CLONE=9530014F13 /FEA=EST /CNT=2 /TID=Mm.180263.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447810_x_ 2 9.1 A A 0.75 0.5 1.2 NC 0.01 gb:BB292126 /DB_XREF=gi:8992618 /DB_XREF=BB292126 /CLONE=B130009H02 /FEA=EST /CNT=2 /TID=Mm.169560.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448226_at 222.7 517.1 P P 0.000244 0.000244 1.2 I 0.00002 gb:NM_009104.1 /DB_XREF=gi:7106398 /GEN=Rrm2 /FEA=FLmRNA /CNT=287 /TID=Mm.99.1 /TIER=FL+Stack /STK=124 /UG=Mm.99 /LL=20135 /DEF=M
MOE430_2_1448688_at 3.2 9.3 A A 0.43 0.14 1.2 NC 0.13 gb:AF290209.1 /DB_XREF=gi:9937466 /GEN=Podxl /FEA=FLmRNA /CNT=112 /TID=Mm.89918.1 /TIER=FL+Stack /STK=46 /UG=Mm.89918 /LL=27205 /DE
MOE430_2_1448898_at 141.7 327.4 P P 0.005859 0.001953 1.2 I 0.00002 gb:AF128196.1 /DB_XREF=gi:6652911 /GEN=ScyA9 /FEA=FLmRNA /CNT=72 /TID=Mm.2271.1 /TIER=FL /STK=5 /UG=Mm.2271 /LL=20308 /DEF=Mus mu
MOE430_2_1449390_at 2.9 8.4 A A 0.72 0.39 1.2 NC 0.34 gb:NM_025663.1 /DB_XREF=gi:13385129 /GEN=2610029K21Rik /FEA=FLmRNA /CNT=37 /TID=Mm.46029.1 /TIER=FL+Stack /STK=12 /UG=Mm.46029 /LL
MOE430_2_1449457_at 4.4 10.8 A A 0.46 0.17 1.2 NC 0.25 gb:AB078618.1 /DB_XREF=gi:18307691 /GEN=mCACH-1 /FEA=FLmRNA /CNT=41 /TID=Mm.43994.1 /TIER=FL /STK=1 /UG=Mm.43994 /LL=74156 /DEF=
MOE430_2_1449534_at 6.7 11 A P 0.06 0.01 1.2 I 0.000966 gb:NM_011517.1 /DB_XREF=gi:6755703 /GEN=Sycp3 /FEA=FLmRNA /CNT=16 /TID=Mm.148209.1 /TIER=FL+Stack /STK=8 /UG=Mm.148209 /LL=20962 /
MOE430_2_1449610_at 0.9 4.5 A A 0.69 0.56 1.2 NC 0.25 gb:AI551101 /DB_XREF=gi:4483464 /DB_XREF=vx37b06.x1 /CLONE=IMAGE:1277363 /FEA=EST /CNT=3 /TID=Mm.23537.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449672_s_ 2.9 11 A P 0.17 0.01 1.2 NC 0.28 gb:C76389 /DB_XREF=gi:2516719 /DB_XREF=C76389 /CLONE=J0009G06 /FEA=EST /CNT=1 /TID=Mm.197829.1 /TIER=ConsEnd /STK=1 /UG=Mm.19782
MOE430_2_1449784_at 0.4 0.5 A A 0.8 0.91 1.2 NC 0.48 gb:AV215734 /DB_XREF=gi:6156579 /DB_XREF=AV215734 /CLONE=2410152E03 /FEA=EST /CNT=1 /TID=Mm.189064.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449825_at 2 1.1 A A 0.82 0.66 1.2 NC 0.21 gb:NM_028514.1 /DB_XREF=gi:13386317 /GEN=1700061J02Rik /FEA=FLmRNA /CNT=8 /TID=Mm.60929.1 /TIER=FL /STK=6 /UG=Mm.60929 /LL=73360 /D
MOE430_2_1450154_at 0.1 0.3 A A 0.96 0.56 1.2 NC 0.01 gb:NM_016770.1 /DB_XREF=gi:7949038 /GEN=Folh1 /FEA=FLmRNA /CNT=26 /TID=Mm.7522.1 /TIER=FL /STK=2 /UG=Mm.7522 /LL=53320 /DEF=Mus mu
MOE430_2_1450159_at 2.3 4.6 A A 0.75 0.21 1.2 NC 0.04 gb:BB624483 /DB_XREF=gi:16462982 /DB_XREF=BB624483 /CLONE=8030492B03 /FEA=FLmRNA /CNT=19 /TID=Mm.8752.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1450163_a_ 36.7 68.5 P P 0.005859 0.000244 1.2 I 0.00002 gb:D86527.1 /DB_XREF=gi:2130974 /GEN=WRN typeII /FEA=FLmRNA /CNT=17 /TID=Mm.15446.1 /TIER=FL /STK=2 /UG=Mm.15446 /LL=22427 /UG_TITL
MOE430_2_1450191_a_ 13 45.6 A A 0.14 0.06 1.2 NC 0.00712 gb:NM_011439.1 /DB_XREF=gi:6755601 /GEN=Sox13 /FEA=FLmRNA /CNT=10 /TID=Mm.8575.1 /TIER=FL /STK=2 /UG=Mm.8575 /LL=20668 /DEF=Mus m
MOE430_2_1450211_at 0.8 0.3 A A 0.86 0.88 1.2 NC 0.55 gb:NM_053011.1 /DB_XREF=gi:16519538 /GEN=Lrp1b /FEA=FLmRNA /CNT=10 /TID=Mm.155644.1 /TIER=FL /STK=2 /UG=Mm.155644 /LL=94217 /DEF=M
MOE430_2_1450279_at 25 64.4 A P 0.17 0.03 1.2 NC 0.003699 gb:NM_021381.1 /DB_XREF=gi:10946717 /GEN=Gpr73 /FEA=FLmRNA /CNT=4 /TID=Mm.103800.1 /TIER=FL /STK=2 /UG=Mm.103800 /LL=58182 /DEF=M



MOE430_2_1450386_at 65.1 154.6 P P 0.000244 0.000244 1.2 I 0.00002 gb:BM213828 /DB_XREF=gi:17771835 /DB_XREF=C0842B10-3 /CLONE=C0842B10 /FEA=FLmRNA /CNT=207 /TID=Mm.25548.1 /TIER=Stack /STK=20 /U
MOE430_2_1450602_at 0.8 3 A A 0.8 0.46 1.2 NC 0.4 gb:NM_053237.1 /DB_XREF=gi:16716556 /GEN=V1rc7 /FEA=FLmRNA /CNT=1 /TID=Mm.213187.1 /TIER=FL /STK=1 /UG=Mm.213187 /LL=113864 /DEF=M
MOE430_2_1450842_a_ 298.4 687.9 P P 0.000244 0.000244 1.2 I 0.00002 gb:AV132173 /DB_XREF=gi:16382637 /DB_XREF=AV132173 /CLONE=2700088E12 /FEA=FLmRNA /CNT=248 /TID=Mm.6579.1 /TIER=Stack /STK=141 /U
MOE430_2_1451128_s_ 118.2 258.3 P P 0.000244 0.000244 1.2 I 0.00002 gb:BC003427.1 /DB_XREF=gi:13097359 /FEA=FLmRNA /CNT=159 /TID=Mm.29381.1 /TIER=FL+Stack /STK=103 /UG=Mm.29381 /DEF=Mus musculus, Sim
MOE430_2_1451507_at 21.3 35.6 P P 0.01 0.00415 1.2 NC 0.005409 gb:BB280300 /DB_XREF=gi:15411082 /DB_XREF=BB280300 /CLONE=A930025C09 /FEA=FLmRNA /CNT=127 /TID=Mm.24001.2 /TIER=Stack /STK=17 /U
MOE430_2_1451639_at 59.1 178.4 P P 0.01 0.001953 1.2 I 0.00002 gb:AB012273.1 /DB_XREF=gi:2988367 /FEA=FLmRNA /CNT=157 /TID=Mm.3402.1 /TIER=FL /STK=3 /UG=Mm.3402 /LL=12611 /UG_GENE=Cebpg /DEF=M
MOE430_2_1451642_at 10.2 31.2 P P 0.02 0.001221 1.2 I 0.001832 gb:BE199508 /DB_XREF=gi:8711677 /DB_XREF=us72h11.x1 /CLONE=IMAGE:3256773 /FEA=FLmRNA /CNT=24 /TID=Mm.42027.2 /TIER=Stack /STK=14 /
MOE430_2_1451689_a_ 10.3 20.4 A A 0.46 0.3 1.2 NC 0.01 gb:BC018551.1 /DB_XREF=gi:17391311 /FEA=FLmRNA /CNT=11 /TID=Mm.1493.2 /TIER=FL /STK=1 /UG=Mm.1493 /LL=20665 /UG_GENE=Sox10 /DEF=M
MOE430_2_1451776_s_ 10.9 23.5 A A 0.5 0.09 1.2 NC 0.00712 gb:BC024546.1 /DB_XREF=gi:19353622 /FEA=FLmRNA /CNT=11 /TID=Mm.181852.1 /TIER=FL /STK=1 /UG=Mm.181852 /LL=74318 /UG_GENE=1200015P
MOE430_2_1451799_at 0.7 1.4 A A 0.87 0.85 1.2 NC 0.28 gb:BC025545.1 /DB_XREF=gi:19343876 /FEA=FLmRNA /CNT=13 /TID=Mm.214576.1 /TIER=FL /STK=1 /UG=Mm.214576 /DEF=Mus musculus, Similar to hy
MOE430_2_1452364_at 17.3 49.6 P P 0.02 0.000732 1.2 I 0.000023 gb:BG066534 /DB_XREF=gi:12549191 /DB_XREF=H3045A10-3 /CLONE=H3045A10 /FEA=mRNA /CNT=207 /TID=Mm.21964.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1452408_at 3.5 14.1 A A 0.36 0.3 1.2 NC 0.42 gb:AF140709.1 /DB_XREF=gi:6014465 /FEA=mRNA /CNT=7 /TID=Mm.132359.1 /TIER=ConsEnd /STK=5 /UG=Mm.132359 /UG_TITLE=Mus musculus T com
MOE430_2_1452455_at 0.9 2.6 A A 0.65 0.75 1.2 NC 0.5 gb:AK009153.1 /DB_XREF=gi:12843773 /FEA=mRNA /CNT=18 /TID=Mm.220982.2 /TIER=ConsEnd /STK=0 /UG=Mm.220982 /LL=26903 /UG_GENE=Dysf /
MOE430_2_1452536_s_ 0.7 1.8 A A 0.9 0.91 1.2 NC 0.36 gb:Z95478.1 /DB_XREF=gi:2108312 /FEA=mRNA /CNT=1 /TID=Mm.220155.1 /TIER=ConsEnd /STK=0 /UG=Mm.220155 /DEF=Mus musculus mRNA for IgG
MOE430_2_1452654_at 14.4 24.2 P P 0.04 0.00293 1.2 I 0.000438 gb:AK017566.1 /DB_XREF=gi:12856866 /FEA=mRNA /CNT=186 /TID=Mm.34326.1 /TIER=Stack /STK=139 /UG=Mm.34326 /LL=70546 /UG_GENE=5730415
MOE430_2_1452656_at 4.9 9.5 A A 0.36 0.19 1.2 NC 0.15 gb:BB224658 /DB_XREF=gi:16353905 /DB_XREF=BB224658 /CLONE=A530087J21 /FEA=mRNA /CNT=186 /TID=Mm.34326.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1452722_a_ 15.6 19.8 M P 0.05 0.00293 1.2 NC 0.05 gb:BB702110 /DB_XREF=gi:16050934 /DB_XREF=BB702110 /CLONE=7420437M16 /FEA=mRNA /CNT=238 /TID=Mm.46579.1 /TIER=Stack /STK=62 /UG=
MOE430_2_1452851_at 13.7 20.7 A A 0.5 0.33 1.2 NC 0.29 gb:AK019578.1 /DB_XREF=gi:12859862 /FEA=mRNA /CNT=37 /TID=Mm.44292.1 /TIER=Stack /STK=29 /UG=Mm.44292 /LL=78784 /UG_GENE=4930415M0
MOE430_2_1452984_at 48.9 128 P P 0.00415 0.000732 1.2 I 0.001077 gb:AK014507.1 /DB_XREF=gi:12852411 /FEA=mRNA /CNT=89 /TID=Mm.86523.1 /TIER=Stack /STK=15 /UG=Mm.86523 /LL=70792 /UG_GENE=4631402G1
MOE430_2_1453038_at 8.2 14.9 A A 0.53 0.11 1.2 NC 0.04 gb:AK015177.1 /DB_XREF=gi:12853413 /FEA=mRNA /CNT=37 /TID=Mm.132002.1 /TIER=Stack /STK=11 /UG=Mm.132002 /LL=71643 /UG_GENE=4930422
MOE430_2_1453143_at 4.9 13 A A 0.3 0.33 1.2 NC 0.29 gb:AK014852.1 /DB_XREF=gi:12852935 /FEA=mRNA /CNT=23 /TID=Mm.78118.1 /TIER=Stack /STK=21 /UG=Mm.78118 /LL=70893 /UG_GENE=4921509F2
MOE430_2_1453317_a_ 10.3 27.9 A A 0.06 0.06 1.2 NC 0.01 gb:AK014353.1 /DB_XREF=gi:12852146 /FEA=mRNA /CNT=13 /TID=Mm.17964.2 /TIER=ConsEnd /STK=6 /UG=Mm.17964 /LL=13992 /UG_GENE=Khdrbs3 
MOE430_2_1453502_at 7.9 13.1 P P 0.01 0.01 1.2 NC 0.07 gb:AK008859.1 /DB_XREF=gi:12843303 /FEA=mRNA /CNT=7 /TID=Mm.81475.1 /TIER=ConsEnd /STK=2 /UG=Mm.81475 /LL=72371 /UG_GENE=2210408I2
MOE430_2_1453549_at 5 13.2 A A 0.66 0.3 1.2 NC 0.003041 gb:AK015661.1 /DB_XREF=gi:12854077 /FEA=mRNA /CNT=3 /TID=Mm.159405.1 /TIER=ConsEnd /STK=2 /UG=Mm.159405 /LL=75037 /UG_GENE=493050
MOE430_2_1453551_at 4.5 18.7 A A 0.16 0.17 1.2 NC 0.5 gb:AK020790.1 /DB_XREF=gi:12861484 /FEA=mRNA /CNT=3 /TID=Mm.134504.1 /TIER=ConsEnd /STK=2 /UG=Mm.134504 /LL=77782 /UG_GENE=A43011
MOE430_2_1453586_at 0.5 0.5 A A 0.96 0.94 1.2 NC 0.5 gb:AV117919 /DB_XREF=gi:5300070 /DB_XREF=AV117919 /CLONE=2610206B08 /FEA=mRNA /CNT=18 /TID=Mm.45585.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453592_at 0.3 0.5 A A 0.86 0.87 1.2 NC 0.25 gb:AK008119.1 /DB_XREF=gi:12842106 /FEA=mRNA /CNT=10 /TID=Mm.158331.1 /TIER=ConsEnd /STK=1 /UG=Mm.158331 /LL=70111 /UG_GENE=20100
MOE430_2_1453748_a_ 12.4 40.6 A P 0.14 0.001953 1.2 I 0.000389 gb:BG082989 /DB_XREF=gi:12565557 /DB_XREF=H3083C01-5 /CLONE=H3083C01 /FEA=mRNA /CNT=20 /TID=Mm.28386.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453811_at 10.2 26.1 A A 0.63 0.14 1.2 NC 0.04 gb:AA543265 /DB_XREF=gi:2291742 /DB_XREF=vj80f09.r1 /CLONE=IMAGE:935369 /FEA=mRNA /CNT=6 /TID=Mm.2849.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1453892_at 1.1 2 A A 0.8 0.6 1.2 NC 0.01 gb:AK020826.1 /DB_XREF=gi:12861528 /FEA=mRNA /CNT=3 /TID=Mm.125515.1 /TIER=ConsEnd /STK=2 /UG=Mm.125515 /LL=77779 /UG_GENE=A93000
MOE430_2_1454011_a_ 162.3 326.5 P P 0.000244 0.000244 1.2 I 0.00002 gb:AK011530.1 /DB_XREF=gi:12847713 /GEN=Rpa2 /FEA=mRNA /CNT=2 /TID=Mm.2870.2 /TIER=ConsEnd /STK=0 /UG=Mm.2870 /LL=19891 /UG_TITLE=
MOE430_2_1454150_at 3.1 7.6 A A 0.72 0.56 1.2 NC 0.02 gb:AK015456.1 /DB_XREF=gi:12853808 /FEA=mRNA /CNT=1 /TID=Mm.159352.1 /TIER=ConsEnd /STK=0 /UG=Mm.159352 /LL=74885 /UG_GENE=493045
MOE430_2_1454188_at 3.4 8.6 A A 0.24 0.11 1.2 NC 0.5 gb:AK014842.1 /DB_XREF=gi:12852917 /FEA=mRNA /CNT=1 /TID=Mm.158461.1 /TIER=ConsEnd /STK=0 /UG=Mm.158461 /LL=70845 /UG_GENE=492150
MOE430_2_1454243_at 17.1 37.8 P P 0.000244 0.000732 1.2 NC 0.003699 gb:AK008991.1 /DB_XREF=gi:12843513 /FEA=mRNA /CNT=1 /TID=Mm.75605.1 /TIER=ConsEnd /STK=0 /UG=Mm.75605 /LL=70137 /UG_GENE=2210420N
MOE430_2_1454251_at 2.2 6.6 A A 0.56 0.56 1.2 NC 0.69 gb:AK006597.1 /DB_XREF=gi:12839777 /FEA=mRNA /CNT=1 /TID=Mm.158986.1 /TIER=ConsEnd /STK=0 /UG=Mm.158986 /LL=73304 /UG_GENE=170003
MOE430_2_1454338_at 1.1 3.7 A A 0.87 0.78 1.2 NC 0.44 gb:BB541200 /DB_XREF=gi:9612423 /DB_XREF=BB541200 /CLONE=E130112L15 /FEA=mRNA /CNT=2 /TID=Mm.160007.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454587_at 3.9 11.6 A A 0.46 0.12 1.2 MI 0.00249 gb:AK020396.1 /DB_XREF=gi:12860969 /FEA=mRNA /CNT=1 /TID=Mm.159872.1 /TIER=ConsEnd /STK=0 /UG=Mm.159872 /LL=77245 /UG_GENE=933019
MOE430_2_1454592_at 5.3 10 A A 0.12 0.24 1.2 NC 0.36 gb:AK020412.1 /DB_XREF=gi:12860991 /FEA=mRNA /CNT=1 /TID=Mm.159871.1 /TIER=ConsEnd /STK=0 /UG=Mm.159871 /LL=77244 /UG_GENE=943001
MOE430_2_1454904_at 14.9 33.2 P P 0.02 0.01 1.2 I 0.001336 gb:BG066923 /DB_XREF=gi:12549492 /DB_XREF=H3048E11-3 /CLONE=H3048E11 /FEA=EST /CNT=386 /TID=Mm.30502.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1454962_at 41.3 102.2 P P 0.02 0.001953 1.2 I 0.000966 gb:AU067702 /DB_XREF=gi:4968439 /DB_XREF=AU067702 /CLONE=MNCb-0603 /FEA=EST /CNT=62 /TID=Mm.28621.1 /TIER=Stack /STK=32 /UG=Mm.2
MOE430_2_1455304_at 3.8 10.4 A A 0.53 0.09 1.2 NC 0.03 gb:BQ175902 /DB_XREF=gi:20351394 /DB_XREF=UI-M-DJ2-bwf-d-16-0-UI.s1 /CLONE=UI-M-DJ2-bwf-d-16-0-UI /FEA=EST /CNT=18 /TID=Mm.41035.
MOE430_2_1455329_at 16 33.1 P P 0.007324 0.001953 1.2 NC 0.02 gb:BE952207 /DB_XREF=gi:10592398 /DB_XREF=UI-M-CD0-ayk-a-05-0-UI.s1 /CLONE=UI-M-CD0-ayk-a-05-0-UI /FEA=EST /CNT=29 /TID=Mm.31013.
MOE430_2_1455337_at 7.8 18.9 A P 0.08 0.00415 1.2 I 0.000114 gb:BQ175875 /DB_XREF=gi:20351367 /DB_XREF=UI-M-DJ2-bwf-o-03-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-03-0-UI /FEA=EST /CNT=19 /TID=Mm.32846.
MOE430_2_1455396_at 30.5 53.9 P P 0.00293 0.000244 1.2 I 0.000078 gb:BF451402 /DB_XREF=gi:11517571 /DB_XREF=uz69h07.x1 /CLONE=IMAGE:3674365 /FEA=EST /CNT=35 /TID=Mm.34461.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1455609_at 53 116.2 P P 0.01 0.00415 1.2 I 0.000692 gb:BB525143 /DB_XREF=gi:9576601 /DB_XREF=BB525143 /CLONE=D930024J07 /FEA=EST /CNT=15 /TID=Mm.23631.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1455778_at 38.4 81.1 P P 0.001953 0.000244 1.2 I 0.00002 gb:AW208912 /DB_XREF=gi:6514852 /DB_XREF=uo65e04.x1 /CLONE=IMAGE:2647422 /FEA=EST /CNT=15 /TID=Mm.35013.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1456052_at 10 24.8 A P 0.11 0.000732 1.2 NC 0.003041 gb:AV265508 /DB_XREF=gi:16389343 /DB_XREF=AV265508 /CLONE=4930507L19 /FEA=EST /CNT=18 /TID=Mm.58639.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456093_at 0.7 5.4 A A 0.35 0.24 1.2 NC 0.5 gb:BB732439 /DB_XREF=gi:16115714 /DB_XREF=BB732439 /CLONE=E970026D19 /FEA=EST /CNT=26 /TID=Mm.133614.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1456165_at 1.1 3 A A 0.9 0.72 1.2 NC 0.23 gb:AI451536 /DB_XREF=gi:4304686 /DB_XREF=mu45g10.x1 /CLONE=IMAGE:642402 /FEA=EST /CNT=16 /TID=Mm.200854.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456172_at 8.7 20.4 A A 0.33 0.21 1.2 NC 0.5 gb:BB490651 /DB_XREF=gi:9449278 /DB_XREF=BB490651 /CLONE=D530016O07 /FEA=EST /CNT=15 /TID=Mm.118743.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456221_at 4.4 10.9 A A 0.63 0.39 1.2 NC 0.45 gb:BB552737 /DB_XREF=gi:16448198 /DB_XREF=BB552737 /CLONE=E330001E24 /FEA=EST /CNT=14 /TID=Mm.138016.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456231_at 8.5 13.7 M A 0.05 0.19 1.2 NC 0.31 gb:BB315153 /DB_XREF=gi:16403021 /DB_XREF=BB315153 /CLONE=B230353G19 /FEA=EST /CNT=13 /TID=Mm.131969.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456270_s_ 0.3 0.4 A A 0.96 0.82 1.2 NC 0.02 gb:AU018904 /DB_XREF=gi:3374394 /DB_XREF=AU018904 /CLONE=J0509G08 /FEA=EST /CNT=15 /TID=Mm.21815.1 /TIER=Stack /STK=12 /UG=Mm.21
MOE430_2_1456348_x_ 3.5 10.6 A A 0.43 0.08 1.2 NC 0.16 gb:BB312086 /DB_XREF=gi:9012791 /DB_XREF=BB312086 /CLONE=B230331H06 /FEA=EST /CNT=13 /TID=Mm.96918.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1456361_at 5.1 13.3 A P 0.21 0.04 1.2 NC 0.44 gb:BB283280 /DB_XREF=gi:16401398 /DB_XREF=BB283280 /CLONE=A930101J22 /FEA=EST /CNT=18 /TID=Mm.212517.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456454_at 0.5 5.7 A A 0.93 0.66 1.2 NC 0.39 gb:BB759122 /DB_XREF=gi:16190458 /DB_XREF=BB759122 /CLONE=G270108E22 /FEA=EST /CNT=10 /TID=Mm.213362.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456551_at 3 10.6 A A 0.43 0.14 1.2 NC 0.42 gb:BB313400 /DB_XREF=gi:16402889 /DB_XREF=BB313400 /CLONE=B230341M09 /FEA=EST /CNT=9 /TID=Mm.128897.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456594_at 3.6 11.4 A A 0.46 0.12 1.2 NC 0.05 gb:BB728372 /DB_XREF=gi:16111647 /DB_XREF=BB728372 /CLONE=E860036D24 /FEA=EST /CNT=9 /TID=Mm.211778.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456752_at 32.8 75.8 A P 0.06 0.00293 1.2 I 0.000101 gb:BB479526 /DB_XREF=gi:16440566 /DB_XREF=BB479526 /CLONE=D330038P10 /FEA=EST /CNT=20 /TID=Mm.101662.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1456802_at 0.6 0.6 A A 0.91 0.9 1.2 NC 0.5 gb:AV045338 /DB_XREF=gi:16380478 /DB_XREF=AV045338 /CLONE=1700042K15 /FEA=EST /CNT=8 /TID=Mm.56501.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456855_at 2.2 2.4 A A 0.8 0.63 1.2 NC 0.01 gb:AW108310 /DB_XREF=gi:6079110 /DB_XREF=um20h03.x1 /CLONE=IMAGE:2192885 /FEA=EST /CNT=7 /TID=Mm.133528.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1456982_at 10 14.6 A P 0.17 0.01 1.2 NC 0.19 gb:BB043852 /DB_XREF=gi:16258805 /DB_XREF=BB043852 /CLONE=6030478L11 /FEA=EST /CNT=6 /TID=Mm.131481.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456990_at 17 41.2 P P 0.005859 0.000244 1.2 I 0.00013 gb:BB199484 /DB_XREF=gi:16271315 /DB_XREF=BB199484 /CLONE=A430015G07 /FEA=EST /CNT=6 /TID=Mm.122405.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457039_at 4.3 8.5 A A 0.56 0.36 1.2 NC 0.45 gb:BB379166 /DB_XREF=gi:16407788 /DB_XREF=BB379166 /CLONE=C130097O10 /FEA=EST /CNT=13 /TID=Mm.170753.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457319_at 1.3 0.6 A A 0.94 0.95 1.2 NC 0.07 gb:BB216233 /DB_XREF=gi:16353092 /DB_XREF=BB216233 /CLONE=A530031G08 /FEA=EST /CNT=7 /TID=Mm.131247.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457440_at 6.6 15.2 A A 0.43 0.1 1.2 NC 0.003355 gb:BB451927 /DB_XREF=gi:16425605 /DB_XREF=BB451927 /CLONE=D130013H04 /FEA=EST /CNT=7 /TID=Mm.35324.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457568_at 15.4 34.7 P P 0.01 0.00293 1.2 I 0.001336 gb:BB380198 /DB_XREF=gi:16407897 /DB_XREF=BB380198 /CLONE=C230004L04 /FEA=EST /CNT=4 /TID=Mm.150231.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457699_at 2.4 6.3 A A 0.46 0.66 1.2 NC 0.5 gb:BB834854 /DB_XREF=gi:17013097 /DB_XREF=BB834854 /CLONE=G930033E22 /FEA=EST /CNT=8 /TID=Mm.194709.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457744_at 21.7 33.3 A A 0.24 0.12 1.2 NC 0.3 gb:BG243238 /DB_XREF=gi:12753053 /DB_XREF=602355656F1 /CLONE=IMAGE:4484196 /FEA=EST /CNT=6 /TID=Mm.212498.1 /TIER=ConsEnd /STK=3 
MOE430_2_1457867_at 0.3 1.6 A A 0.94 0.69 1.2 NC 0.05 gb:BB360745 /DB_XREF=gi:16405876 /DB_XREF=BB360745 /CLONE=C030049H06 /FEA=EST /CNT=4 /TID=Mm.40395.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457914_at 5.3 11.2 A A 0.24 0.12 1.2 NC 0.01 gb:BB279279 /DB_XREF=gi:15411034 /DB_XREF=BB279279 /CLONE=A930016I24 /FEA=EST /CNT=4 /TID=Mm.131660.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457922_at 3.8 8.8 A A 0.66 0.24 1.2 NC 0.02 gb:BB038696 /DB_XREF=gi:16258503 /DB_XREF=BB038696 /CLONE=6030407A07 /FEA=EST /CNT=4 /TID=Mm.112312.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457951_at 8.3 23.4 A A 0.63 0.63 1.2 NC 0.05 gb:BG068888 /DB_XREF=gi:12551457 /DB_XREF=H3070D06-3 /CLONE=H3070D06 /FEA=EST /CNT=4 /TID=Mm.44919.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458007_at 17.8 40.2 P P 0.005859 0.001221 1.2 I 0.000189 gb:BG066725 /DB_XREF=gi:12549294 /DB_XREF=H3046C03-3 /CLONE=H3046C03 /FEA=EST /CNT=4 /TID=Mm.93416.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458162_at 6.9 31.8 A A 0.39 0.24 1.2 NC 0.23 gb:BB430665 /DB_XREF=gi:16424097 /DB_XREF=BB430665 /CLONE=C630034F03 /FEA=EST /CNT=3 /TID=Mm.209134.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458173_at 0.7 1.7 A A 0.96 0.82 1.2 NC 0.08 gb:C76261 /DB_XREF=gi:2516591 /DB_XREF=C76261 /CLONE=J0007C07 /FEA=EST /CNT=3 /TID=Mm.24900.1 /TIER=ConsEnd /STK=3 /UG=Mm.24900 /
MOE430_2_1458212_at 1.6 3.8 A A 0.63 0.5 1.2 NC 0.02 gb:BB245422 /DB_XREF=gi:16355397 /DB_XREF=BB245422 /CLONE=A730009E18 /FEA=EST /CNT=3 /TID=Mm.170565.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458219_at 7.1 12.7 A P 0.19 0.04 1.2 NC 0.01 gb:C80030 /DB_XREF=gi:2520360 /DB_XREF=C80030 /CLONE=J0075E06 /FEA=EST /CNT=3 /TID=Mm.200215.1 /TIER=ConsEnd /STK=3 /UG=Mm.20021
MOE430_2_1458271_at 0.3 0.3 A A 0.82 0.93 1.2 NC 0.5 gb:BB417513 /DB_XREF=gi:16423379 /DB_XREF=BB417513 /CLONE=C530003P15 /FEA=EST /CNT=3 /TID=Mm.187021.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458385_at 4.8 12.6 A P 0.3 0.03 1.2 NC 0.14 gb:AI461691 /DB_XREF=gi:4315721 /DB_XREF=vw57c08.x1 /CLONE=IMAGE:1247918 /FEA=EST /CNT=14 /TID=Mm.25657.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458446_at 4.3 11.9 A A 0.3 0.21 1.2 NC 0.5 gb:BB524874 /DB_XREF=gi:16444048 /DB_XREF=BB524874 /CLONE=D930022P05 /FEA=EST /CNT=7 /TID=Mm.172449.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458518_at 11.4 26.1 P P 0.03 0.000244 1.2 I 0.000865 gb:BM935843 /DB_XREF=gi:19394995 /DB_XREF=UI-M-CG0p-bdk-a-11-0-UI.r1 /CLONE=UI-M-CG0p-bdk-a-11-0-UI /FEA=EST /CNT=5 /TID=Mm.15160
MOE430_2_1458691_at 17.1 23.6 A A 0.39 0.3 1.2 NC 0.02 gb:BI134970 /DB_XREF=gi:14585218 /DB_XREF=UI-M-BH3-bsr-b-07-0-UI.s1 /CLONE=UI-M-BH3-bsr-b-07-0-UI /FEA=EST /CNT=4 /TID=Mm.197044.1 
MOE430_2_1458695_at 14.2 28.7 A A 0.3 0.17 1.2 MI 0.002032 gb:AI505328 /DB_XREF=gi:4403179 /DB_XREF=vq80c05.x1 /CLONE=IMAGE:1108616 /FEA=EST /CNT=4 /TID=Mm.86476.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458697_at 8.6 13.6 A P 0.06 0.03 1.2 NC 0.22 gb:AW492692 /DB_XREF=gi:7062973 /DB_XREF=UI-M-BH3-ath-e-03-0-UI.s1 /CLONE=UI-M-BH3-ath-e-03-0-UI /FEA=EST /CNT=4 /TID=Mm.102111.1 
MOE430_2_1458782_at 0.6 0.4 A A 0.68 0.85 1.2 NC 0.33 gb:BG067922 /DB_XREF=gi:12550491 /DB_XREF=H3059G01-3 /CLONE=H3059G01 /FEA=EST /CNT=3 /TID=Mm.25522.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458790_at 2.3 3.8 A A 0.69 0.55 1.2 NC 0.5 gb:BG070607 /DB_XREF=gi:12553176 /DB_XREF=H3089B08-3 /CLONE=H3089B08 /FEA=EST /CNT=3 /TID=Mm.172173.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458852_at 3.6 11.4 A A 0.36 0.12 1.2 NC 0.2 gb:BG071102 /DB_XREF=gi:12553671 /DB_XREF=H3094G01-3 /CLONE=H3094G01 /FEA=EST /CNT=3 /TID=Mm.173372.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458919_at 3 8.2 A P 0.43 0.001221 1.2 I 0.000241 gb:BG083329 /DB_XREF=gi:12565897 /DB_XREF=H3087A09-5 /CLONE=H3087A09 /FEA=EST /CNT=3 /TID=Mm.163184.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459022_at 6.3 16.7 A M 0.17 0.05 1.2 NC 0.37 gb:BF457812 /DB_XREF=gi:11523981 /DB_XREF=UI-M-BZ1-bky-d-04-0-UI.s1 /CLONE=UI-M-BZ1-bky-d-04-0-UI /FEA=EST /CNT=3 /TID=Mm.155989.1
MOE430_2_1459106_at 0.4 1.7 A A 0.97 0.63 1.2 NC 0.00712 gb:BG070863 /DB_XREF=gi:12553520 /DB_XREF=H3093A09-3 /CLONE=H3093A09 /FEA=EST /CNT=3 /TID=Mm.26061.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459191_at 4.6 10.6 A A 0.78 0.5 1.2 NC 0.09 gb:BB293800 /DB_XREF=gi:16401715 /DB_XREF=BB293800 /CLONE=B130020M22 /FEA=EST /CNT=2 /TID=Mm.208570.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459231_at 1.5 1.6 A A 0.5 0.56 1.2 NC 0.3 gb:BB298101 /DB_XREF=gi:16402034 /DB_XREF=BB298101 /CLONE=B130065J17 /FEA=EST /CNT=2 /TID=Mm.71069.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459238_at 10.1 25.7 A A 0.19 0.08 1.2 NC 0.08 gb:AV319481 /DB_XREF=gi:16394866 /DB_XREF=AV319481 /CLONE=6030406G17 /FEA=EST /CNT=2 /TID=Mm.218500.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459293_at 3.5 9.2 A A 0.39 0.14 1.2 NC 0.5 gb:BB210405 /DB_XREF=gi:16352546 /DB_XREF=BB210405 /CLONE=A430097D20 /FEA=EST /CNT=2 /TID=Mm.207974.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459361_at 2.2 5.1 A A 0.56 0.6 1.2 NC 0.46 gb:BB449580 /DB_XREF=gi:16425370 /DB_XREF=BB449580 /CLONE=D030072K20 /FEA=EST /CNT=2 /TID=Mm.209215.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459793_s_ 40.4 111.7 P P 0.001221 0.001221 1.2 I 0.000114 gb:AV301944 /DB_XREF=gi:6334458 /DB_XREF=AV301944 /CLONE=5730496P06 /FEA=EST /CNT=2 /TID=Mm.205438.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459809_x_ 1.9 3.5 A A 0.66 0.72 1.2 NC 0.41 gb:AV259946 /DB_XREF=gi:6247405 /DB_XREF=AV259946 /CLONE=4930406O04 /FEA=EST /CNT=2 /TID=Mm.66862.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459894_at 11.7 40.7 A P 0.09 0.001953 1.2 NC 0.01 gb:BE631962 /DB_XREF=gi:9914650 /DB_XREF=uu56a04.y1 /CLONE=IMAGE:3375918 /FEA=EST /CNT=33 /TID=Mm.26486.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1460127_at 2.2 8.1 A P 0.39 0.04 1.2 NC 0.01 gb:AI506677 /DB_XREF=gi:4404528 /DB_XREF=vn60e07.x1 /CLONE=IMAGE:1025604 /FEA=EST /CNT=5 /TID=Mm.33579.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1460132_at 4.2 7.2 A A 0.53 0.39 1.2 NC 0.03 gb:BE944381 /DB_XREF=gi:10522140 /DB_XREF=UI-M-BH3-awe-c-11-0-UI.s2 /CLONE=UI-M-BH3-awe-c-11-0-UI /FEA=EST /CNT=4 /TID=Mm.150378
MOE430_2_1460277_at 7.2 16.6 A A 0.43 0.14 1.2 NC 0.37 gb:NM_130865.1 /DB_XREF=gi:18700005 /GEN=Dmbx1 /FEA=FLmRNA /CNT=5 /TID=Mm.213206.1 /TIER=FL /STK=4 /UG=Mm.213206 /LL=140477 /DEF=
MOE430_2_1460343_at 6 18.2 A P 0.17 0.00415 1.2 NC 0.13 gb:AF401228.1 /DB_XREF=gi:15420882 /GEN=Neurl /FEA=FLmRNA /CNT=138 /TID=Mm.103587.2 /TIER=FL+Stack /STK=117 /UG=Mm.103587 /LL=18011
MOE430_2_1460573_at 97.9 201.4 P P 0.000244 0.000244 1.2 I 0.000114 gb:BM240684 /DB_XREF=gi:17875954 /DB_XREF=K0605G03-3 /CLONE=K0605G03 /FEA=EST /CNT=62 /TID=Mm.26019.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1415854_at 25.4 63.8 P P 0.000244 0.000244 1.1 I 0.00002 gb:BC011322.1 /DB_XREF=gi:15030138 /FEA=FLmRNA /CNT=339 /TID=Mm.4235.1 /TIER=FL+Stack /STK=200 /UG=Mm.4235 /LL=17311 /UG_GENE=Kitl 
MOE430_2_1415885_at 2.2 3.2 A A 0.39 0.6 1.1 NC 0.75 gb:NM_007694.1 /DB_XREF=gi:6680933 /GEN=Chgb /FEA=FLmRNA /CNT=226 /TID=Mm.1339.1 /TIER=FL+Stack /STK=184 /UG=Mm.1339 /LL=12653 /DE
MOE430_2_1416049_at 0.7 2.3 A A 0.98 0.82 1.1 NC 0.006503 gb:NM_138595.1 /DB_XREF=gi:20070407 /GEN=D19Wsu57e /FEA=FLmRNA /CNT=190 /TID=Mm.27953.1 /TIER=FL+Stack /STK=138 /UG=Mm.27953 /LL=
MOE430_2_1416125_at 36.6 103.9 P P 0.000732 0.001221 1.1 MI 0.00249 gb:BC015260.1 /DB_XREF=gi:15929656 /FEA=FLmRNA /CNT=212 /TID=Mm.154390.1 /TIER=FL+Stack /STK=124 /UG=Mm.154390 /LL=14229 /UG_GENE=
MOE430_2_1416258_at 281.9 588.4 P P 0.000244 0.000244 1.1 I 0.00002 gb:NM_009387.1 /DB_XREF=gi:6678356 /GEN=Tk1 /FEA=FLmRNA /CNT=166 /TID=Mm.2661.1 /TIER=FL+Stack /STK=106 /UG=Mm.2661 /LL=21877 /DEF
MOE430_2_1416379_at 41.4 108.7 A P 0.08 0.001953 1.1 I 0.000027 gb:NM_019482.1 /DB_XREF=gi:9506950 /GEN=Panx1 /FEA=FLmRNA /CNT=115 /TID=Mm.142253.1 /TIER=FL+Stack /STK=94 /UG=Mm.142253 /LL=55991
MOE430_2_1416481_s_ 95.2 217.4 P P 0.000244 0.000732 1.1 I 0.00003 gb:AK008756.1 /DB_XREF=gi:12843146 /FEA=FLmRNA /CNT=108 /TID=Mm.7381.1 /TIER=ConsEnd /STK=0 /UG=Mm.7381 /LL=56295 /UG_GENE=Hig1-pe
MOE430_2_1416571_at 86.8 153.7 P P 0.001953 0.000732 1.1 I 0.00002 gb:BB547640 /DB_XREF=gi:16447589 /DB_XREF=BB547640 /CLONE=E130319H06 /FEA=FLmRNA /CNT=169 /TID=Mm.4521.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1416643_at 0.5 4.3 A A 0.82 0.72 1.1 NC 0.36 gb:BF608828 /DB_XREF=gi:13505320 /DB_XREF=MY1_001770 /CLONE=ICRFp522E2425 /FEA=FLmRNA /CNT=255 /TID=Mm.254.1 /TIER=ConsEnd /STK=
MOE430_2_1417130_s_ 568.6 1239 P P 0.000244 0.000244 1.1 I 0.00002 gb:NM_020581.1 /DB_XREF=gi:10181163 /GEN=Angptl4 /FEA=FLmRNA /CNT=99 /TID=Mm.196189.1 /TIER=FL+Stack /STK=55 /UG=Mm.196189 /LL=5787
MOE430_2_1417168_a_ 34.6 71.4 P P 0.000244 0.000244 1.1 I 0.000114 gb:NM_016808.1 /DB_XREF=gi:7949157 /GEN=Usp2 /FEA=FLmRNA /CNT=113 /TID=Mm.12914.1 /TIER=FL+Stack /STK=54 /UG=Mm.12914 /LL=53376 /D
MOE430_2_1417300_at 29.7 64.5 P P 0.01 0.01 1.1 NC 0.005933 gb:NM_133888.1 /DB_XREF=gi:19527103 /GEN=1110054A24Rik /FEA=FLmRNA /CNT=75 /TID=Mm.17794.1 /TIER=FL+Stack /STK=49 /UG=Mm.17794 /LL
MOE430_2_1417345_at 2.7 8 A A 0.53 0.49 1.1 NC 0.11 gb:BE915256 /DB_XREF=gi:10414700 /DB_XREF=601667423F1 /CLONE=IMAGE:3967660 /FEA=FLmRNA /CNT=129 /TID=Mm.28542.1 /TIER=ConsEnd /ST
MOE430_2_1417520_at 7.1 11.6 A P 0.06 0.04 1.1 NC 0.02 gb:NM_010903.1 /DB_XREF=gi:6754833 /GEN=Nfe2l3 /FEA=FLmRNA /CNT=68 /TID=Mm.42138.1 /TIER=FL+Stack /STK=43 /UG=Mm.42138 /LL=18025 /D
MOE430_2_1417590_at 5.1 10.7 A A 0.3 0.21 1.1 NC 0.5 gb:NM_024264.1 /DB_XREF=gi:13195683 /GEN=1300013A03Rik /FEA=FLmRNA /CNT=90 /TID=Mm.26793.1 /TIER=FL+Stack /STK=41 /UG=Mm.26793 /LL
MOE430_2_1417712_at 623 1115.2 P P 0.000244 0.000244 1.1 I 0.00002 gb:AI194712 /DB_XREF=gi:3747318 /DB_XREF=ui55f11.x1 /CLONE=IMAGE:1886349 /FEA=FLmRNA /CNT=448 /TID=Mm.29859.1 /TIER=Stack /STK=184 /
MOE430_2_1417746_at 1.6 6.3 A A 0.69 0.39 1.1 NC 0.02 gb:BC014803.1 /DB_XREF=gi:15928668 /FEA=FLmRNA /CNT=68 /TID=Mm.5195.1 /TIER=FL+Stack /STK=37 /UG=Mm.5195 /LL=12889 /UG_GENE=Cplx1 
MOE430_2_1417821_at 203.5 454.3 P P 0.000244 0.000244 1.1 I 0.00002 gb:BC027314.1 /DB_XREF=gi:20071073 /FEA=FLmRNA /CNT=190 /TID=Mm.22506.1 /TIER=FL+Stack /STK=35 /UG=Mm.22506 /LL=110956 /UG_GENE=G
MOE430_2_1418272_at 7.7 14.6 A A 0.3 0.11 1.1 NC 0.03 gb:NM_022033.1 /DB_XREF=gi:11968159 /GEN=Oxct2 /FEA=FLmRNA /CNT=31 /TID=Mm.87349.1 /TIER=FL+Stack /STK=27 /UG=Mm.87349 /LL=64059 /
MOE430_2_1418287_a_ 0.3 1.4 A A 0.85 0.69 1.1 NC 0.06 gb:NM_007769.1 /DB_XREF=gi:6681026 /GEN=Crpd /FEA=FLmRNA /CNT=80 /TID=Mm.4138.1 /TIER=FL+Stack /STK=26 /UG=Mm.4138 /LL=12945 /DEF=
MOE430_2_1418362_at 0.4 1.2 A A 0.9 0.8 1.1 NC 0.48 gb:NM_009556.1 /DB_XREF=gi:7110738 /GEN=Zfp42 /FEA=FLmRNA /CNT=34 /TID=Mm.3396.1 /TIER=FL+Stack /STK=25 /UG=Mm.3396 /LL=22702 /DEF
MOE430_2_1418369_at 365.7 770.8 P P 0.000244 0.000244 1.1 I 0.00002 gb:J04620.1 /DB_XREF=gi:200196 /FEA=FLmRNA /CNT=91 /TID=Mm.2903.1 /TIER=FL+Stack /STK=24 /UG=Mm.2903 /LL=19075 /UG_GENE=Prim1 /DEF
MOE430_2_1418557_s_ 0.6 1.1 A A 0.97 0.82 1.1 NC 0.17 gb:NM_021479.1 /DB_XREF=gi:10946879 /GEN=Stk22c /FEA=FLmRNA /CNT=25 /TID=Mm.143802.1 /TIER=FL+Stack /STK=22 /UG=Mm.143802 /LL=5886
MOE430_2_1418916_a_ 1.1 4.2 A A 0.82 0.46 1.1 NC 0.08 gb:NM_029269.1 /DB_XREF=gi:15082217 /GEN=0610038O04Rik /FEA=FLmRNA /CNT=27 /TID=Mm.28247.1 /TIER=FL+Stack /STK=16 /UG=Mm.28247 /LL
MOE430_2_1418981_at 87.1 218.7 P P 0.000244 0.000244 1.1 I 0.00002 gb:BG074173 /DB_XREF=gi:12556742 /DB_XREF=H3131G02-3 /CLONE=H3131G02 /FEA=FLmRNA /CNT=64 /TID=Mm.42163.1 /TIER=Stack /STK=16 /UG
MOE430_2_1418982_at 80 137.7 P P 0.001221 0.000244 1.1 I 0.00002 gb:BC011118.1 /DB_XREF=gi:15029793 /FEA=FLmRNA /CNT=96 /TID=Mm.34537.1 /TIER=FL+Stack /STK=15 /UG=Mm.34537 /LL=12606 /UG_GENE=Ceb
MOE430_2_1419024_at 108.8 261.4 P P 0.000244 0.000244 1.1 I 0.000078 gb:BF179910 /DB_XREF=gi:11058052 /DB_XREF=601808342F1 /CLONE=IMAGE:4038874 /FEA=FLmRNA /CNT=307 /TID=Mm.28909.1 /TIER=ConsEnd /ST
MOE430_2_1419220_at 0.6 1.9 A A 0.88 0.63 1.1 NC 0.16 gb:NM_011724.1 /DB_XREF=gi:6756014 /GEN=Xin /FEA=FLmRNA /CNT=18 /TID=Mm.10117.1 /TIER=FL+Stack /STK=12 /UG=Mm.10117 /LL=22437 /DEF
MOE430_2_1419225_at 51.9 97.9 P P 0.001953 0.001221 1.1 I 0.000027 gb:NM_009785.1 /DB_XREF=gi:6753235 /GEN=Cacna2d3 /FEA=FLmRNA /CNT=20 /TID=Mm.42133.1 /TIER=FL+Stack /STK=12 /UG=Mm.42133 /LL=12294
MOE430_2_1419247_at 79.9 148.5 P P 0.001953 0.000732 1.1 I 0.000023 gb:AF215668.1 /DB_XREF=gi:6979743 /FEA=FLmRNA /CNT=199 /TID=Mm.28262.1 /TIER=FL+Stack /STK=11 /UG=Mm.28262 /LL=19735 /UG_GENE=Rgs2
MOE430_2_1419334_at 1.5 4.9 A A 0.5 0.33 1.1 NC 0.16 gb:NM_009843.1 /DB_XREF=gi:6753335 /GEN=Cd152 /FEA=FLmRNA /CNT=17 /TID=Mm.390.1 /TIER=FL+Stack /STK=11 /UG=Mm.390 /LL=12477 /DEF=M
MOE430_2_1419343_at 3.1 6.4 A A 0.16 0.14 1.1 NC 0.06 gb:NM_053079.1 /DB_XREF=gi:16716358 /GEN=Slc15a1 /FEA=FLmRNA /CNT=14 /TID=Mm.155618.1 /TIER=FL+Stack /STK=11 /UG=Mm.155618 /LL=5664
MOE430_2_1419452_at 93.2 203.9 P P 0.000244 0.000244 1.1 I 0.000088 gb:NM_019562.1 /DB_XREF=gi:9625046 /GEN=Uchl5 /FEA=FLmRNA /CNT=88 /TID=Mm.52067.1 /TIER=FL+Stack /STK=9 /UG=Mm.52067 /LL=56207 /DE
MOE430_2_1419556_at 1.6 5.6 A A 0.72 0.39 1.1 NC 0.17 gb:BC012424.1 /DB_XREF=gi:15214597 /FEA=FLmRNA /CNT=61 /TID=Mm.20888.1 /TIER=FL /STK=1 /UG=Mm.20888 /LL=13711 /UG_GENE=Elf5 /DEF=M
MOE430_2_1419656_at 58.3 133.4 A P 0.06 0.005859 1.1 I 0.000023 gb:NM_138756.1 /DB_XREF=gi:20270292 /GEN=BC008171 /FEA=FLmRNA /CNT=117 /TID=Mm.135837.1 /TIER=FL /STK=7 /UG=Mm.135837 /LL=192287 /
MOE430_2_1419661_at 11.4 16.2 A P 0.06 0.03 1.1 NC 0.09 gb:BI654748 /DB_XREF=gi:15568984 /DB_XREF=603281776F1 /CLONE=IMAGE:5326123 /FEA=FLmRNA /CNT=72 /TID=Mm.22641.1 /TIER=ConsEnd /STK
MOE430_2_1419702_at 29.5 69.3 P P 0.03 0.02 1.1 I 0.00003 gb:NM_021466.1 /DB_XREF=gi:10946859 /GEN=Taf1a /FEA=FLmRNA /CNT=25 /TID=Mm.39081.1 /TIER=FL /STK=7 /UG=Mm.39081 /LL=21339 /DEF=Mus
MOE430_2_1419944_at 19.2 21 A A 0.43 0.09 1.1 NC 0.02 gb:AU015121 /DB_XREF=gi:3369912 /DB_XREF=AU015121 /CLONE=J0708A03 /FEA=EST /CNT=1 /TID=Mm.195316.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420018_s_ 0.6 1.1 A A 0.9 0.66 1.1 NC 0.4 gb:C76990 /DB_XREF=gi:2517320 /DB_XREF=C76990 /CLONE=J0023H05 /FEA=EST /CNT=1 /TID=Mm.219820.1 /TIER=ConsEnd /STK=1 /UG=Mm.21982
MOE430_2_1420275_at 10.6 19.5 A P 0.11 0.03 1.1 NC 0.02 gb:AV369255 /DB_XREF=gi:6416902 /DB_XREF=AV369255 /CLONE=9030017G24 /FEA=EST /CNT=1 /TID=Mm.96903.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420360_at 5.5 8.5 A A 0.3 0.27 1.1 NC 0.29 gb:NM_010051.1 /DB_XREF=gi:6753639 /GEN=Dkk1 /FEA=FLmRNA /CNT=11 /TID=Mm.7960.1 /TIER=FL /STK=6 /UG=Mm.7960 /LL=13380 /DEF=Mus mu
MOE430_2_1420491_at 9.3 24.5 P P 0.01 0.000732 1.1 NC 0.02 gb:NM_026114.1 /DB_XREF=gi:13385623 /GEN=Eif2a /FEA=FLmRNA /CNT=86 /TID=Mm.196220.1 /TIER=FL /STK=4 /UG=Mm.196220 /LL=13665 /DEF=M
MOE430_2_1420585_a_ 3.7 8.2 A A 0.43 0.19 1.1 NC 0.18 gb:NM_031259.1 /DB_XREF=gi:13752590 /GEN=Nxf2 /FEA=FLmRNA /CNT=6 /TID=Mm.103155.1 /TIER=FL /STK=4 /UG=Mm.103155 /LL=83454 /DEF=Mus
MOE430_2_1420665_at 6.3 15 P P 0.04 0.008057 1.1 NC 0.05 gb:NM_026348.1 /DB_XREF=gi:13385849 /GEN=4930471O16Rik /FEA=FLmRNA /CNT=21 /TID=Mm.64982.1 /TIER=FL /STK=3 /UG=Mm.64982 /LL=67733 
MOE430_2_1420699_at 2 4.4 A A 0.78 0.33 1.1 NC 0.03 gb:NM_020008.1 /DB_XREF=gi:9910159 /GEN=Clecsf12 /FEA=FLmRNA /CNT=13 /TID=Mm.132943.1 /TIER=FL /STK=3 /UG=Mm.132943 /LL=56644 /DEF=
MOE430_2_1420718_at 15.4 13 A A 0.46 0.36 1.1 NC 0.5 gb:NM_011856.2 /DB_XREF=gi:7657414 /GEN=Odz2 /FEA=FLmRNA /CNT=15 /TID=Mm.40599.1 /TIER=FL /STK=3 /UG=Mm.40599 /LL=23964 /DEF=Mus 
MOE430_2_1420921_at 3.6 10.8 A A 0.36 0.27 1.1 NC 0.17 gb:NM_009842.1 /DB_XREF=gi:6753333 /GEN=Cd151 /FEA=FLmRNA /CNT=58 /TID=Mm.30246.1 /TIER=FL /STK=2 /UG=Mm.30246 /LL=12476 /DEF=Mus
MOE430_2_1420938_at 164.3 407 P P 0.001953 0.000732 1.1 I 0.00002 gb:NM_015819.1 /DB_XREF=gi:7657189 /GEN=Hs6st2 /FEA=FLmRNA /CNT=94 /TID=Mm.41264.1 /TIER=FL /STK=2 /UG=Mm.41264 /LL=50786 /DEF=Mus
MOE430_2_1420939_at 17.9 41.9 P P 0.03 0.01 1.1 I 0.001336 gb:AW556338 /DB_XREF=gi:7201767 /DB_XREF=L0266H11-3 /CLONE=L0266H11 /FEA=FLmRNA /CNT=94 /TID=Mm.41264.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1420989_at 10.3 15.9 A P 0.3 0.000732 1.1 I 0.000552 gb:BB825968 /DB_XREF=gi:17004211 /DB_XREF=BB825968 /CLONE=G830040K03 /FEA=FLmRNA /CNT=31 /TID=Mm.133623.1 /TIER=Stack /STK=10 /U
MOE430_2_1421064_at 29.1 58 A P 0.06 0.005859 1.1 I 0.000492 gb:NM_019579.1 /DB_XREF=gi:9625022 /GEN=Mpp5 /FEA=FLmRNA /CNT=54 /TID=Mm.30561.1 /TIER=FL /STK=2 /UG=Mm.30561 /LL=56217 /DEF=Mus 
MOE430_2_1421096_at 11.1 24.7 A M 0.14 0.06 1.1 NC 0.13 gb:BB817939 /DB_XREF=gi:16990568 /DB_XREF=BB817939 /CLONE=G730041M15 /FEA=FLmRNA /CNT=21 /TID=Mm.1432.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1421110_at 0.5 2.6 A A 0.96 0.63 1.1 NC 0.00712 gb:NM_026002.1 /DB_XREF=gi:13385507 /GEN=2610103J23Rik /FEA=FLmRNA /CNT=22 /TID=Mm.196159.1 /TIER=FL /STK=2 /UG=Mm.196159 /LL=6715
MOE430_2_1421133_at 8.6 13.1 A A 0.6 0.32 1.1 NC 0.005933 gb:AK013863.1 /DB_XREF=gi:12851387 /FEA=FLmRNA /CNT=16 /TID=Mm.46724.2 /TIER=Stack /STK=12 /UG=Mm.46724 /LL=58998 /UG_GENE=Pvrl3 /U
MOE430_2_1421139_a_ 53.9 93.1 P P 0.001221 0.000732 1.1 I 0.00002 gb:NM_019565.1 /DB_XREF=gi:9625007 /GEN=Zfp386 /FEA=FLmRNA /CNT=13 /TID=Mm.30864.1 /TIER=FL /STK=2 /UG=Mm.30864 /LL=56220 /DEF=Mus
MOE430_2_1421264_at 0.8 1 A A 0.88 0.75 1.1 NC 0.03 gb:NM_138678.1 /DB_XREF=gi:20149769 /GEN=Butr1 /FEA=FLmRNA /CNT=10 /TID=Mm.22540.1 /TIER=FL /STK=2 /UG=Mm.22540 /LL=192194 /DEF=Mu
MOE430_2_1421293_at 3.5 6.5 A A 0.53 0.53 1.1 NC 0.5 gb:NM_008232.1 /DB_XREF=gi:6680198 /GEN=Hdgfrp1 /FEA=FLmRNA /CNT=14 /TID=Mm.7411.1 /TIER=FL /STK=2 /UG=Mm.7411 /LL=15192 /DEF=Mus 
MOE430_2_1421465_at 1.6 5.1 A A 0.69 0.6 1.1 NC 0.5 gb:NM_009520.1 /DB_XREF=gi:6678590 /GEN=Wnt2b /FEA=FLmRNA /CNT=7 /TID=Mm.10740.1 /TIER=FL /STK=2 /UG=Mm.10740 /LL=22414 /DEF=Mus m
MOE430_2_1421606_a_ 0.6 1.6 A A 0.97 0.96 1.1 NC 0.45 gb:NM_013873.1 /DB_XREF=gi:7305526 /GEN=Sult4a1 /FEA=FLmRNA /CNT=4 /TID=Mm.20451.1 /TIER=FL /STK=2 /UG=Mm.20451 /LL=29859 /DEF=Mus
MOE430_2_1421608_at 3.8 8.7 A A 0.72 0.53 1.1 NC 0.08 gb:NM_021380.1 /DB_XREF=gi:10946715 /GEN=Il20 /FEA=FLmRNA /CNT=4 /TID=Mm.103794.1 /TIER=FL /STK=2 /UG=Mm.103794 /LL=58181 /DEF=Mus 



MOE430_2_1421683_at 38.8 96.7 A P 0.09 0.008057 1.1 I 0.000046 gb:NM_011560.1 /DB_XREF=gi:6755749 /GEN=Tcte3 /FEA=FLmRNA /CNT=3 /TID=Mm.4116.1 /TIER=FL /STK=2 /UG=Mm.4116 /LL=21647 /DEF=Mus mu
MOE430_2_1421731_a_ 153.1 302 P P 0.000244 0.000244 1.1 I 0.00003 gb:NM_007999.1 /DB_XREF=gi:6679770 /GEN=Fen1 /FEA=FLmRNA /CNT=2 /TID=Mm.2952.1 /TIER=FL /STK=2 /UG=Mm.2952 /LL=14156 /DEF=Mus mus
MOE430_2_1421745_at 0.7 1 A A 0.88 0.91 1.1 NC 0.5 gb:NM_019969.1 /DB_XREF=gi:9910493 /GEN=Plag1 /FEA=FLmRNA /CNT=2 /TID=Mm.103780.1 /TIER=FL /STK=2 /UG=Mm.103780 /LL=56711 /DEF=Mus
MOE430_2_1421775_at 0.8 1 A A 0.8 0.53 1.1 NC 0.27 gb:NM_010184.1 /DB_XREF=gi:6753827 /GEN=Fcer1a /FEA=FLmRNA /CNT=2 /TID=Mm.5266.1 /TIER=FL /STK=2 /UG=Mm.5266 /LL=14125 /DEF=Mus mu
MOE430_2_1421780_a_ 0.7 1.6 A A 0.99 0.85 1.1 NC 0.05 gb:NM_013877.1 /DB_XREF=gi:7304942 /GEN=Cabp5 /FEA=FLmRNA /CNT=2 /TID=Mm.103669.1 /TIER=FL /STK=2 /UG=Mm.103669 /LL=29865 /DEF=Mu
MOE430_2_1421850_at 2 13.9 A A 0.66 0.63 1.1 NC 0.18 gb:NM_008634.1 /DB_XREF=gi:6678945 /GEN=Mtap1b /FEA=FLmRNA /CNT=150 /TID=Mm.4323.1 /TIER=FL /STK=1 /UG=Mm.4323 /LL=17755 /DEF=Mus
MOE430_2_1421975_a_ 3.1 5.8 A A 0.75 0.56 1.1 NC 0.06 gb:AF189769.1 /DB_XREF=gi:6851281 /FEA=FLmRNA /CNT=30 /TID=Mm.104155.1 /TIER=FL /STK=1 /UG=Mm.104155 /LL=11519 /UG_GENE=Add2 /DEF
MOE430_2_1422085_at 8.6 19.7 A P 0.09 0.03 1.1 NC 0.5 gb:AF345520.1 /DB_XREF=gi:14517798 /FEA=FLmRNA /CNT=12 /TID=Mm.190649.1 /TIER=FL /STK=1 /UG=Mm.190649 /LL=83993 /UG_GENE=Tbx19 /DE
MOE430_2_1422093_at 2 9 A A 0.63 0.46 1.1 NC 0.42 gb:NM_009522.1 /DB_XREF=gi:7106446 /GEN=Wnt3a /FEA=FLmRNA /CNT=10 /TID=Mm.1367.1 /TIER=FL /STK=1 /UG=Mm.1367 /LL=22416 /DEF=Mus m
MOE430_2_1422143_at 5.2 10.2 A P 0.3 0.04 1.1 NC 0.12 gb:AF047716.1 /DB_XREF=gi:2911906 /GEN=Akap18 /FEA=FLmRNA /CNT=6 /TID=Mm.10097.1 /TIER=FL /STK=1 /UG=Mm.10097 /LL=54213 /DEF=Mus m
MOE430_2_1422187_at 2.3 2.9 A A 0.75 0.85 1.1 NC 0.31 gb:NM_008074.1 /DB_XREF=gi:6679916 /GEN=Gabrg3 /FEA=FLmRNA /CNT=4 /TID=Mm.1345.1 /TIER=FL /STK=1 /UG=Mm.1345 /LL=14407 /DEF=Mus m
MOE430_2_1422247_a_ 4.9 11.2 A A 0.24 0.06 1.1 NC 0.03 gb:NM_009484.1 /DB_XREF=gi:6678526 /GEN=Uty /FEA=FLmRNA /CNT=2 /TID=Mm.20477.1 /TIER=FL /STK=1 /UG=Mm.20477 /LL=22290 /DEF=Mus mu
MOE430_2_1422408_at 1.6 1 A A 0.88 0.78 1.1 NC 0.06 gb:NM_010504.1 /DB_XREF=gi:6754293 /GEN=Ifna4 /FEA=FLmRNA /CNT=1 /TID=Mm.57128.1 /TIER=FL /STK=1 /UG=Mm.57128 /LL=15967 /DEF=Mus m
MOE430_2_1422454_at 20.8 48.5 A A 0.5 0.19 1.1 I 0.000114 gb:NM_010662.1 /DB_XREF=gi:6754479 /GEN=Krt1-13 /FEA=FLmRNA /CNT=127 /TID=Mm.4646.1 /TIER=FL+Stack /STK=98 /UG=Mm.4646 /LL=16663 /D
MOE430_2_1422528_a_ 249.3 505.1 P P 0.000244 0.000244 1.1 I 0.00002 gb:BB036959 /DB_XREF=gi:16258396 /DB_XREF=BB036959 /CLONE=5930421O16 /FEA=FLmRNA /CNT=300 /TID=Mm.18571.1 /TIER=Stack /STK=26 /U
MOE430_2_1422836_at 26.6 66 P P 0.000244 0.000244 1.1 I 0.000046 gb:NM_134163.1 /DB_XREF=gi:19527397 /GEN=CHCR /FEA=FLmRNA /CNT=27 /TID=Mm.102756.1 /TIER=FL+Stack /STK=10 /UG=Mm.102756 /LL=17117
MOE430_2_1422909_at 12.2 25.3 A P 0.08 0.000244 1.1 I 0.001651 gb:NM_026052.1 /DB_XREF=gi:13385549 /GEN=2810489L22Rik /FEA=FLmRNA /CNT=34 /TID=Mm.219634.1 /TIER=FL+Stack /STK=8 /UG=Mm.219634 /LL
MOE430_2_1422926_at 1.5 3 A A 0.72 0.53 1.1 NC 0.07 gb:NM_008560.1 /DB_XREF=gi:6678819 /GEN=Mc2r /FEA=FLmRNA /CNT=16 /TID=Mm.41498.1 /TIER=FL /STK=4 /UG=Mm.41498 /LL=17200 /DEF=Mus m
MOE430_2_1422944_a_ 8.4 33 A P 0.53 0.04 1.1 I 0.000346 gb:NM_019670.1 /DB_XREF=gi:9789930 /GEN=Diap3 /FEA=FLmRNA /CNT=37 /TID=Mm.28068.1 /TIER=FL /STK=1 /UG=Mm.28068 /LL=56419 /DEF=Mus 
MOE430_2_1422978_at 0.6 1.9 A A 0.96 0.75 1.1 NC 0.08 gb:NM_007807.1 /DB_XREF=gi:6681092 /GEN=Cybb /FEA=FLmRNA /CNT=16 /TID=Mm.200362.1 /TIER=FL /STK=0 /UG=Mm.200362 /LL=13058 /DEF=Mu
MOE430_2_1422979_at 4.1 10.8 A A 0.43 0.17 1.1 NC 0.41 gb:NM_022724.1 /DB_XREF=gi:12229222 /GEN=Suv39h2 /FEA=FLmRNA /CNT=16 /TID=Mm.155683.1 /TIER=FL /STK=0 /UG=Mm.155683 /LL=64707 /DEF
MOE430_2_1423123_at 12.1 27.6 P P 0.03 0.00415 1.1 I 0.000241 gb:AK017340.1 /DB_XREF=gi:12856527 /FEA=FLmRNA /CNT=77 /TID=Mm.3655.1 /TIER=ConsEnd /STK=3 /UG=Mm.3655 /LL=19366 /UG_GENE=Rad54l /
MOE430_2_1423249_at 3.6 14 A A 0.36 0.3 1.1 NC 0.5 gb:BB317504 /DB_XREF=gi:9024539 /DB_XREF=BB317504 /CLONE=B230369M24 /FEA=FLmRNA /CNT=149 /TID=Mm.23964.1 /TIER=Stack /STK=10 /UG
MOE430_2_1423318_at 25.4 56.2 A P 0.08 0.001953 1.1 I 0.000241 gb:AK012795.1 /DB_XREF=gi:12849773 /GEN=Rad18 /FEA=FLmRNA /CNT=41 /TID=Mm.103812.1 /TIER=Stack /STK=16 /UG=Mm.103812 /LL=58186 /UG
MOE430_2_1423361_at 88.6 177.2 P P 0.00415 0.000732 1.1 I 0.00002 gb:AI114945 /DB_XREF=gi:3515269 /DB_XREF=ui45g11.x1 /CLONE=IMAGE:1885412 /FEA=FLmRNA /CNT=161 /TID=Mm.23335.1 /TIER=Stack /STK=9 /U
MOE430_2_1423504_at 7.5 15.3 A P 0.21 0.01 1.1 NC 0.11 gb:AK017692.1 /DB_XREF=gi:12857061 /FEA=FLmRNA /CNT=157 /TID=Mm.28770.1 /TIER=ConsEnd /STK=2 /UG=Mm.28770 /LL=83964 /UG_GENE=Jcam
MOE430_2_1423714_at 151.1 296 P P 0.000732 0.000244 1.1 I 0.00002 gb:BC003428.1 /DB_XREF=gi:13097362 /FEA=FLmRNA /CNT=191 /TID=Mm.29680.1 /TIER=FL+Stack /STK=140 /UG=Mm.29680 /LL=66929 /UG_GENE=17
MOE430_2_1423753_at 275.4 614.9 P P 0.000244 0.000244 1.1 I 0.00002 gb:AF153440.1 /DB_XREF=gi:14328906 /GEN=Nma /FEA=FLmRNA /CNT=155 /TID=Mm.31695.1 /TIER=FL+Stack /STK=127 /UG=Mm.31695 /LL=68010 /D
MOE430_2_1423813_at 64.8 119.7 P P 0.000244 0.000244 1.1 I 0.000023 gb:BC003427.1 /DB_XREF=gi:13097359 /FEA=FLmRNA /CNT=159 /TID=Mm.29381.1 /TIER=FL+Stack /STK=103 /UG=Mm.29381 /DEF=Mus musculus, Sim
MOE430_2_1423877_at 96.2 219 P P 0.000244 0.000244 1.1 I 0.00002 gb:BC013532.1 /DB_XREF=gi:15488798 /FEA=FLmRNA /CNT=134 /TID=Mm.5458.1 /TIER=FL+Stack /STK=86 /UG=Mm.5458 /LL=72072 /UG_GENE=26000
MOE430_2_1423932_at 5.6 15.2 A A 0.39 0.14 1.1 NC 0.5 gb:BI105650 /DB_XREF=gi:14556543 /DB_XREF=602892411F1 /CLONE=IMAGE:5037314 /FEA=FLmRNA /CNT=109 /TID=Mm.7526.1 /TIER=ConsEnd /STK
MOE430_2_1424043_at 27.3 64 P P 0.005859 0.001953 1.1 I 0.000078 gb:BC004652.1 /DB_XREF=gi:13435549 /FEA=FLmRNA /CNT=127 /TID=Mm.38927.1 /TIER=FL+Stack /STK=59 /UG=Mm.38927 /LL=67418 /UG_GENE=373
MOE430_2_1424207_at 66 121.9 P P 0.001953 0.000244 1.1 I 0.00002 gb:BI661719 /DB_XREF=gi:15575955 /DB_XREF=603305669F1 /CLONE=IMAGE:5351512 /FEA=FLmRNA /CNT=199 /TID=Mm.133447.1 /TIER=Stack /STK=
MOE430_2_1424398_at 45 81.6 P P 0.005859 0.001709 1.1 I 0.000189 gb:C76277 /DB_XREF=gi:2516607 /DB_XREF=C76277 /CLONE=J0007H09 /FEA=FLmRNA /CNT=94 /TID=Mm.34158.1 /TIER=Stack /STK=11 /UG=Mm.341
MOE430_2_1424445_at 9.4 13 A A 0.19 0.19 1.1 NC 0.09 gb:BC010782.1 /DB_XREF=gi:14789756 /FEA=FLmRNA /CNT=49 /TID=Mm.24400.1 /TIER=FL+Stack /STK=32 /UG=Mm.24400 /LL=75604 /UG_GENE=2010
MOE430_2_1425167_a_ 6.6 19.3 A P 0.21 0.01 1.1 NC 0.12 gb:BC023064.1 /DB_XREF=gi:18606499 /FEA=FLmRNA /CNT=7 /TID=Mm.95398.1 /TIER=FL /STK=5 /UG=Mm.95398 /LL=14699 /UG_GENE=Gng1 /DEF=M
MOE430_2_1425353_at 4.8 10.7 A P 0.21 0.03 1.1 NC 0.21 gb:BC006944.1 /DB_XREF=gi:13905288 /FEA=FLmRNA /CNT=16 /TID=Mm.194888.1 /TIER=FL /STK=2 /UG=Mm.194888 /DEF=Mus musculus, Similar to a
MOE430_2_1425436_x_ 5 8.4 A A 0.33 0.46 1.1 NC 0.5 gb:U49865.1 /DB_XREF=gi:1230618 /GEN=5E6Ly-49C /FEA=FLmRNA /CNT=4 /TID=Mm.196054.2 /TIER=FL /STK=2 /UG=Mm.196054 /LL=16634 /DEF=M
MOE430_2_1425538_x_ 0.6 1.4 A A 0.98 0.8 1.1 NC 0.02 gb:BC016891.1 /DB_XREF=gi:16877258 /FEA=FLmRNA /CNT=34 /TID=Mm.14114.2 /TIER=FL /STK=1 /UG=Mm.14114 /LL=26365 /UG_GENE=Ceacam1 /D
MOE430_2_1425574_at 4.7 10.3 A A 0.43 0.12 1.1 NC 0.05 gb:M68513.1 /DB_XREF=gi:199119 /GEN=Mek4 /FEA=FLmRNA /CNT=41 /TID=Mm.1977.1 /TIER=FL /STK=1 /UG=Mm.1977 /LL=13837 /DEF=Mouse eph-
MOE430_2_1425708_at 0.9 1.9 A A 0.72 0.69 1.1 NC 0.16 gb:AF190166.1 /DB_XREF=gi:6013448 /FEA=FLmRNA /CNT=8 /TID=Mm.82895.1 /TIER=FL /STK=1 /UG=Mm.82895 /LL=30054 /UG_GENE=Rnf17 /DEF=M
MOE430_2_1425723_at 4.1 13.1 A A 0.21 0.09 1.1 NC 0.44 gb:AF031814.1 /DB_XREF=gi:2852328 /FEA=FLmRNA /CNT=13 /TID=Mm.8509.1 /TIER=FL /STK=1 /UG=Mm.8509 /LL=18171 /UG_GENE=Nr1i2 /DEF=Mus
MOE430_2_1425798_a_ 44.8 104.4 P P 0.00415 0.00293 1.1 I 0.000189 gb:AB017105.1 /DB_XREF=gi:4579745 /FEA=FLmRNA /CNT=4 /TID=Mm.27407.2 /TIER=FL /STK=1 /UG=Mm.27407 /LL=19691 /UG_GENE=Recql /DEF=M
MOE430_2_1425844_a_ 75.1 149.9 P P 0.000732 0.000244 1.1 I 0.00002 gb:AF034568.1 /DB_XREF=gi:2689029 /GEN=Mce1 /FEA=FLmRNA /CNT=3 /TID=Mm.26153.2 /TIER=FL /STK=1 /UG=Mm.26153 /LL=24018 /DEF=Mus mu
MOE430_2_1425864_a_ 2.1 5.2 A A 0.63 0.56 1.1 NC 0.24 gb:AF284755.1 /DB_XREF=gi:18032272 /FEA=FLmRNA /CNT=3 /TID=Mm.103785.2 /TIER=FL /STK=1 /UG=Mm.103785 /LL=58178 /UG_GENE=Sorcs-pend
MOE430_2_1425978_at 1.3 2.8 A A 0.43 0.63 1.1 NC 0.63 gb:AF384055.2 /DB_XREF=gi:16905532 /FEA=FLmRNA /CNT=1 /TID=Mm.32257.2 /TIER=FL /STK=1 /UG=Mm.32257 /DEF=Mus musculus transcription fac
MOE430_2_1426146_a_ 174 377.1 P P 0.000244 0.000244 1.1 I 0.00002 gb:BC016251.1 /DB_XREF=gi:16740758 /FEA=FLmRNA /CNT=1 /TID=Mm.21754.1 /TIER=FL /STK=1 /UG=Mm.21754 /DEF=Mus musculus, clone MGC:288
MOE430_2_1426645_at 437 912.6 P P 0.000244 0.000244 1.1 I 0.00002 gb:BG242724 /DB_XREF=gi:12752539 /DB_XREF=602355554F1 /CLONE=IMAGE:4483740 /FEA=mRNA /CNT=424 /TID=Mm.1843.1 /TIER=Stack /STK=27 
MOE430_2_1426702_at 4.9 7.9 A A 0.5 0.27 1.1 NC 0.02 gb:BM055600 /DB_XREF=gi:16813635 /DB_XREF=id84e01.x1 /CLONE=IMAGE:5669856 /FEA=mRNA /CNT=145 /TID=Mm.30254.1 /TIER=ConsEnd /STK=2 
MOE430_2_1426739_at 47.7 72.5 P P 0.01 0.000244 1.1 I 0.00002 gb:BQ174742 /DB_XREF=gi:20350234 /DB_XREF=UI-M-DJ2-bwb-i-16-0-UI.s1 /CLONE=UI-M-DJ2-bwb-i-16-0-UI /FEA=mRNA /CNT=132 /TID=Mm.2004
MOE430_2_1426767_at 38.8 80.9 P P 0.00415 0.000732 1.1 I 0.000046 gb:AK014328.1 /DB_XREF=gi:12852104 /FEA=mRNA /CNT=100 /TID=Mm.35470.1 /TIER=Stack /STK=72 /UG=Mm.35470 /LL=106618 /UG_GENE=3230401
MOE430_2_1426806_at 29.1 65.8 P P 0.00293 0.000244 1.1 I 0.000023 gb:AV313559 /DB_XREF=gi:16394394 /DB_XREF=AV313559 /CLONE=5830411E10 /FEA=mRNA /CNT=142 /TID=Mm.196290.1 /TIER=Stack /STK=11 /UG
MOE430_2_1426824_at 124.2 228.3 P P 0.000244 0.000244 1.1 I 0.00002 gb:BB550017 /DB_XREF=gi:9621445 /DB_XREF=BB550017 /CLONE=E230019P20 /FEA=mRNA /CNT=171 /TID=Mm.21963.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1426955_at 329.9 732.6 P P 0.000244 0.000732 1.1 I 0.000147 gb:D17546.1 /DB_XREF=gi:2160436 /FEA=mRNA /CNT=92 /TID=Mm.4352.2 /TIER=Stack /STK=33 /UG=Mm.4352 /LL=12819 /UG_GENE=Col15a1 /DEF=M
MOE430_2_1427045_at 7.2 14 A A 0.33 0.14 1.1 NC 0.39 gb:AI849322 /DB_XREF=gi:5493228 /DB_XREF=UI-M-AJ1-aha-d-03-0-UI.s1 /CLONE=UI-M-AJ1-aha-d-03-0-UI /FEA=mRNA /CNT=27 /TID=Mm.218527
MOE430_2_1427147_at 18.1 45.9 P P 0.04 0.00293 1.1 I 0.00003 gb:BM200229 /DB_XREF=gi:17753422 /DB_XREF=C0207E11-3 /CLONE=C0207E11 /FEA=mRNA /CNT=24 /TID=Mm.213452.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1427301_at 0.3 0.8 A A 0.75 0.69 1.1 NC 0.28 gb:BE634960 /DB_XREF=gi:9917648 /DB_XREF=uv88g06.x1 /CLONE=IMAGE:3414298 /FEA=mRNA /CNT=78 /TID=Mm.1738.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1427343_at 8.6 23.1 A A 0.36 0.17 1.1 NC 0.06 gb:BC026377.1 /DB_XREF=gi:20071341 /FEA=mRNA /CNT=16 /TID=Mm.179267.1 /TIER=ConsEnd /STK=7 /UG=Mm.179267 /LL=75141 /UG_GENE=49305
MOE430_2_1427361_at 10.7 21 A A 0.53 0.27 1.1 NC 0.17 gb:BB440143 /DB_XREF=gi:16424627 /DB_XREF=BB440143 /CLONE=D030020G19 /FEA=mRNA /CNT=10 /TID=Mm.4444.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1427512_a_ 4.4 10.2 A A 0.78 0.39 1.1 NC 0.28 gb:X84014.1 /DB_XREF=gi:1922890 /GEN=lama3 /FEA=mRNA /CNT=10 /TID=Mm.42012.1 /TIER=ConsEnd /STK=0 /UG=Mm.42012 /LL=16774 /DEF=M.mu
MOE430_2_1427620_at 0.6 1.9 A A 0.8 0.69 1.1 NC 0.45 gb:BC026469.1 /DB_XREF=gi:20071580 /FEA=mRNA /CNT=1 /TID=Mm.75299.1 /TIER=ConsEnd /STK=1 /UG=Mm.75299 /DEF=Mus musculus, clone IMAG
MOE430_2_1427768_s_ 1 4.2 A A 0.9 0.72 1.1 NC 0.07 gb:X67685.1 /DB_XREF=gi:53299 /GEN=Mylc /FEA=mRNA /CNT=1 /TID=Mm.197678.1 /TIER=ConsEnd /STK=0 /UG=Mm.197678 /LL=17897 /DEF=M.musc
MOE430_2_1427811_at 2 5.7 A A 0.66 0.36 1.1 NC 0.42 gb:X14489.1 /DB_XREF=gi:54931 /FEA=mRNA /CNT=1 /TID=Mm.5879.2 /TIER=ConsEnd /STK=0 /UG=Mm.5879 /LL=22171 /UG_GENE=Tyms /DEF=M.mus
MOE430_2_1427953_at 22.5 63.5 A P 0.11 0.001953 1.1 I 0.00002 gb:BM249388 /DB_XREF=gi:17884658 /DB_XREF=K0832F03-3 /CLONE=K0832F03 /FEA=mRNA /CNT=25 /TID=Mm.219586.2 /TIER=Stack /STK=13 /UG=
MOE430_2_1428017_at 6.4 11.3 A A 0.36 0.3 1.1 NC 0.5 gb:AF487460.1 /DB_XREF=gi:20279042 /GEN=Prep2 /FEA=mRNA /CNT=7 /TID=Mm.213435.1 /TIER=ConsEnd /STK=0 /UG=Mm.213435 /DEF=Mus muscu
MOE430_2_1428387_at 19.6 36 A M 0.17 0.05 1.1 NC 0.02 gb:BB312180 /DB_XREF=gi:16402777 /DB_XREF=BB312180 /CLONE=B230332E13 /FEA=mRNA /CNT=131 /TID=Mm.27944.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1428467_at 24.7 55.6 A P 0.06 0.01 1.1 I 0.000241 gb:AK004440.1 /DB_XREF=gi:12835624 /FEA=mRNA /CNT=72 /TID=Mm.22453.1 /TIER=Stack /STK=40 /UG=Mm.22453 /LL=68873 /UG_GENE=1190002A2
MOE430_2_1428523_at 30.1 81 P P 0.04 0.01 1.1 I 0.000273 gb:BB824885 /DB_XREF=gi:17003128 /DB_XREF=BB824885 /CLONE=G830035G09 /FEA=mRNA /CNT=82 /TID=Mm.89629.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1428571_at 42.6 87.7 P P 0.000244 0.000244 1.1 I 0.00002 gb:AK004383.1 /DB_XREF=gi:12835543 /GEN=Col9a1 /FEA=mRNA /CNT=158 /TID=Mm.154662.2 /TIER=Stack /STK=31 /UG=Mm.154662 /LL=12839 /UG_
MOE430_2_1428887_at 12.4 36.3 P P 0.000732 0.000244 1.1 I 0.000438 gb:BB771367 /DB_XREF=gi:16197413 /DB_XREF=BB771367 /CLONE=G370125P03 /FEA=mRNA /CNT=63 /TID=Mm.20263.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1428950_s_ 5 11.5 A P 0.69 0.005859 1.1 I 0.000214 gb:AK017551.1 /DB_XREF=gi:12856844 /FEA=mRNA /CNT=61 /TID=Mm.12648.1 /TIER=Stack /STK=16 /UG=Mm.12648 /LL=70492 /UG_GENE=5730412B0
MOE430_2_1428974_s_ 16.6 46.7 P P 0.01 0.001221 1.1 I 0.000438 gb:BB161653 /DB_XREF=gi:8817593 /DB_XREF=BB161653 /CLONE=A130061I02 /FEA=mRNA /CNT=64 /TID=Mm.220913.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1428986_at 2.2 7.3 A A 0.66 0.17 1.1 NC 0.28 gb:BQ175176 /DB_XREF=gi:20350668 /DB_XREF=UI-M-DJ2-bwd-d-10-0-UI.s1 /CLONE=UI-M-DJ2-bwd-d-10-0-UI /FEA=mRNA /CNT=23 /TID=Mm.416
MOE430_2_1429063_s_ 228.5 505.3 P P 0.000244 0.000244 1.1 I 0.000023 gb:BG066903 /DB_XREF=gi:12549472 /DB_XREF=H3048D03-3 /CLONE=H3048D03 /FEA=mRNA /CNT=30 /TID=Mm.26532.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429086_at 8.1 13 A A 0.14 0.06 1.1 NC 0.24 gb:AK005410.1 /DB_XREF=gi:12837936 /FEA=mRNA /CNT=38 /TID=Mm.219673.2 /TIER=Stack /STK=12 /UG=Mm.219673 /LL=67992 /UG_GENE=0610015
MOE430_2_1429131_at 24.9 62.2 P P 0.001221 0.000732 1.1 I 0.000101 gb:BB038063 /DB_XREF=gi:15403744 /DB_XREF=BB038063 /CLONE=5930434L07 /FEA=mRNA /CNT=19 /TID=Mm.80388.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429156_at 152.5 327.5 P P 0.000244 0.000244 1.1 I 0.00002 gb:BG804382 /DB_XREF=gi:17951301 /DB_XREF=0254-90 /FEA=mRNA /CNT=26 /TID=Mm.53902.1 /TIER=Stack /STK=10 /UG=Mm.53902 /LL=66311 /UG
MOE430_2_1429258_at 2.7 5.5 A A 0.78 0.63 1.1 NC 0.11 gb:AK003910.1 /DB_XREF=gi:12834862 /FEA=mRNA /CNT=36 /TID=Mm.181396.1 /TIER=Stack /STK=8 /UG=Mm.181396 /LL=68620 /UG_GENE=1110025D
MOE430_2_1429280_at 2.7 5.6 A A 0.53 0.43 1.1 NC 0.5 gb:AK010095.1 /DB_XREF=gi:12845301 /FEA=mRNA /CNT=15 /TID=Mm.24301.1 /TIER=Stack /STK=8 /UG=Mm.24301 /LL=69700 /UG_GENE=2310067L16
MOE430_2_1429326_at 29.8 75 P P 0.000244 0.000244 1.1 I 0.000052 gb:BB538449 /DB_XREF=gi:16446892 /DB_XREF=BB538449 /CLONE=E130011P18 /FEA=mRNA /CNT=63 /TID=Mm.6499.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1429521_at 15.9 30.6 P P 0.001221 0.000244 1.1 I 0.000147 gb:BM239958 /DB_XREF=gi:17875228 /DB_XREF=K0543A09-3 /CLONE=K0543A09 /FEA=mRNA /CNT=31 /TID=Mm.65678.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1429543_at 31.5 77 A P 0.19 0.005859 1.1 I 0.000241 gb:AW261775 /DB_XREF=gi:6638588 /DB_XREF=um92c09.x1 /CLONE=IMAGE:2332240 /FEA=mRNA /CNT=31 /TID=Mm.44168.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1429549_at 53.4 100 P P 0.01 0.008057 1.1 I 0.000346 gb:AI604146 /DB_XREF=gi:4613308 /DB_XREF=mt02f07.y1 /CLONE=IMAGE:619909 /FEA=mRNA /CNT=44 /TID=Mm.31400.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1429616_at 4.5 15.8 A P 0.19 0.01 1.1 I 0.000052 gb:AI430439 /DB_XREF=gi:4276275 /DB_XREF=mf79e09.y1 /CLONE=IMAGE:420520 /FEA=mRNA /CNT=127 /TID=Mm.28324.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1429638_at 8.2 16.6 A A 0.3 0.12 1.1 NC 0.11 gb:AK019527.1 /DB_XREF=gi:12859791 /GEN=Wrnip /FEA=mRNA /CNT=14 /TID=Mm.18847.2 /TIER=Stack /STK=12 /UG=Mm.18847 /LL=78903 /UG_TITL
MOE430_2_1429655_at 74 195.5 P P 0.000244 0.000244 1.1 I 0.000078 gb:AW542236 /DB_XREF=gi:7184653 /DB_XREF=C0155C03-3 /CLONE=C0155C03 /FEA=mRNA /CNT=46 /TID=Mm.203936.3 /TIER=Stack /STK=11 /UG=
MOE430_2_1429690_at 20.5 52.7 P P 0.000244 0.000244 1.1 I 0.000052 gb:AK004870.1 /DB_XREF=gi:12836379 /FEA=mRNA /CNT=24 /TID=Mm.30767.1 /TIER=Stack /STK=10 /UG=Mm.30767 /LL=74149 /UG_GENE=1300003B1
MOE430_2_1429707_at 161.2 319.9 P P 0.005859 0.000732 1.1 I 0.00002 gb:AW208417 /DB_XREF=gi:6514411 /DB_XREF=uo60b02.x1 /CLONE=IMAGE:2646891 /FEA=mRNA /CNT=193 /TID=Mm.22724.2 /TIER=Stack /STK=9 /UG
MOE430_2_1429888_a_ 11.4 22.1 A A 0.17 0.08 1.1 NC 0.19 gb:AK012780.1 /DB_XREF=gi:12849748 /FEA=mRNA /CNT=10 /TID=Mm.1980.2 /TIER=ConsEnd /STK=6 /UG=Mm.1980 /LL=69253 /UG_GENE=Hspb2 /UG
MOE430_2_1429902_at 10.9 16 A A 0.14 0.06 1.1 NC 0.22 gb:BB165850 /DB_XREF=gi:8821791 /DB_XREF=BB165850 /CLONE=A130085A17 /FEA=mRNA /CNT=10 /TID=Mm.100238.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1429949_at 7.2 21.1 A P 0.39 0.01 1.1 NC 0.01 gb:AK018340.1 /DB_XREF=gi:12857999 /FEA=mRNA /CNT=12 /TID=Mm.89146.1 /TIER=ConsEnd /STK=5 /UG=Mm.89146 /LL=76245 /UG_GENE=6530415
MOE430_2_1430040_at 2.3 8 A A 0.82 0.63 1.1 NC 0.05 gb:AK006867.1 /DB_XREF=gi:12840153 /FEA=mRNA /CNT=13 /TID=Mm.159011.1 /TIER=ConsEnd /STK=4 /UG=Mm.159011 /LL=73442 /UG_GENE=17000
MOE430_2_1430058_at 14.1 29.5 P P 0.02 0.01 1.1 NC 0.06 gb:AK016826.1 /DB_XREF=gi:12855770 /FEA=mRNA /CNT=8 /TID=Mm.179645.1 /TIER=ConsEnd /STK=4 /UG=Mm.179645 /UG_TITLE=Mus musculus adul
MOE430_2_1430068_at 1.4 3 A A 0.87 0.66 1.1 NC 0.1 gb:BB356045 /DB_XREF=gi:9067873 /DB_XREF=BB356045 /CLONE=C030011L09 /FEA=mRNA /CNT=7 /TID=Mm.126426.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430130_at 1 0.8 A A 0.97 0.88 1.1 NC 0.2 gb:BB212004 /DB_XREF=gi:15410037 /DB_XREF=BB212004 /CLONE=A430107O12 /FEA=mRNA /CNT=19 /TID=Mm.169261.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1430241_at 27.5 67.9 P P 0.005859 0.005859 1.1 I 0.000966 gb:AK018254.1 /DB_XREF=gi:12857876 /FEA=mRNA /CNT=5 /TID=Mm.159703.1 /TIER=ConsEnd /STK=3 /UG=Mm.159703 /LL=76180 /UG_GENE=633057
MOE430_2_1430306_a_ 12 14.3 A P 0.33 0.03 1.1 I 0.000966 gb:AK004157.1 /DB_XREF=gi:12835235 /FEA=mRNA /CNT=12 /TID=Mm.178798.2 /TIER=ConsEnd /STK=2 /UG=Mm.178798 /LL=68775 /UG_GENE=11100
MOE430_2_1430551_s_ 2.8 6.8 A A 0.5 0.27 1.1 NC 0.36 gb:BB151055 /DB_XREF=gi:16267913 /DB_XREF=BB151055 /CLONE=A030010N08 /FEA=mRNA /CNT=27 /TID=Mm.195937.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430617_at 17.5 38.3 P P 0.001953 0.00415 1.1 I 0.000618 gb:BB238604 /DB_XREF=gi:8921055 /DB_XREF=BB238604 /CLONE=A630072J22 /FEA=mRNA /CNT=12 /TID=Mm.170509.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430645_at 1.3 5.6 A A 0.72 0.72 1.1 NC 0.5 gb:BB326826 /DB_XREF=gi:16403697 /DB_XREF=BB326826 /CLONE=B430212I16 /FEA=mRNA /CNT=11 /TID=Mm.103181.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430655_at 5.9 12.6 A A 0.5 0.3 1.1 NC 0.29 gb:BE685884 /DB_XREF=gi:10073508 /DB_XREF=uu59e12.x1 /CLONE=IMAGE:3376270 /FEA=mRNA /CNT=8 /TID=Mm.80580.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430664_at 11 14 A A 0.12 0.11 1.1 NC 0.4 gb:BE688704 /DB_XREF=gi:10076328 /DB_XREF=uw48h09.x1 /CLONE=IMAGE:3465281 /FEA=mRNA /CNT=7 /TID=Mm.139257.1 /TIER=ConsEnd /STK=1 
MOE430_2_1430670_at 2.4 5.1 A A 0.78 0.53 1.1 NC 0.21 gb:AK007017.1 /DB_XREF=gi:12840360 /FEA=mRNA /CNT=7 /TID=Mm.196178.1 /TIER=ConsEnd /STK=1 /UG=Mm.196178 /LL=76620 /UG_GENE=170008
MOE430_2_1430680_a_ 10.2 21.4 A P 0.14 0.01 1.1 NC 0.003041 gb:BC021356.1 /DB_XREF=gi:18203963 /FEA=mRNA /CNT=8 /TID=Mm.74899.1 /TIER=ConsEnd /STK=1 /UG=Mm.74899 /LL=69001 /UG_GENE=1500041I2
MOE430_2_1430717_at 0.9 2.9 A A 0.99 0.8 1.1 NC 0.1 gb:AV282345 /DB_XREF=gi:6275094 /DB_XREF=AV282345 /CLONE=4933429I06 /FEA=mRNA /CNT=7 /TID=Mm.159069.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430809_at 0.4 0.7 A A 0.49 0.69 1.1 NC 0.5 gb:BB026737 /DB_XREF=gi:8203231 /DB_XREF=BB026737 /CLONE=5330434N09 /FEA=mRNA /CNT=4 /TID=Mm.160072.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430831_at 2 3.2 A A 0.9 0.5 1.1 NC 0.02 gb:AK004376.1 /DB_XREF=gi:12835536 /FEA=mRNA /CNT=4 /TID=Mm.195529.1 /TIER=ConsEnd /STK=1 /UG=Mm.195529 /LL=68906 /UG_GENE=111006
MOE430_2_1430846_at 6.1 9.5 A A 0.24 0.08 1.1 NC 0.37 gb:AK018867.1 /DB_XREF=gi:12858821 /FEA=mRNA /CNT=4 /TID=Mm.160106.1 /TIER=ConsEnd /STK=1 /UG=Mm.160106 /LL=78625 /UG_GENE=170006
MOE430_2_1430867_at 0.7 2 A A 0.88 0.78 1.1 NC 0.24 gb:BI465723 /DB_XREF=gi:15278601 /DB_XREF=ie19a05.x1 /FEA=mRNA /CNT=3 /TID=Mm.158617.1 /TIER=ConsEnd /STK=1 /UG=Mm.158617 /LL=71205
MOE430_2_1431071_at 26.3 55.2 P P 0.001221 0.001953 1.1 I 0.000389 gb:AU078891 /DB_XREF=gi:6083647 /DB_XREF=AU078891 /CLONE=MNCb-1856 /FEA=mRNA /CNT=20 /TID=Mm.23391.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1431173_at 33.1 72.4 P P 0.02 0.005859 1.1 I 0.000189 gb:AK020830.1 /DB_XREF=gi:12861533 /FEA=mRNA /CNT=12 /TID=Mm.27698.1 /TIER=ConsEnd /STK=0 /UG=Mm.27698 /LL=77938 /UG_GENE=A930008
MOE430_2_1431308_at 11.3 18.1 A P 0.09 0.00293 1.1 NC 0.05 gb:BF783162 /DB_XREF=gi:12088198 /DB_XREF=602109375F1 /CLONE=IMAGE:4237458 /FEA=mRNA /CNT=6 /TID=Mm.156201.1 /TIER=ConsEnd /STK=0
MOE430_2_1431326_a_ 13.9 37.9 A A 0.27 0.14 1.1 NC 0.01 gb:AK017072.1 /DB_XREF=gi:12856144 /FEA=mRNA /CNT=5 /TID=Mm.44216.4 /TIER=ConsEnd /STK=0 /UG=Mm.44216 /LL=50876 /UG_GENE=Tmod2 /U
MOE430_2_1431430_s_ 77 187.9 P P 0.001953 0.000732 1.1 I 0.00002 gb:AK012269.1 /DB_XREF=gi:12848904 /FEA=mRNA /CNT=3 /TID=Mm.176695.1 /TIER=ConsEnd /STK=0 /UG=Mm.176695 /LL=72558 /UG_GENE=270002
MOE430_2_1431485_at 13.2 17.9 A P 0.32 0.02 1.1 NC 0.09 gb:AK014798.1 /DB_XREF=gi:12852855 /FEA=mRNA /CNT=3 /TID=Mm.163132.1 /TIER=ConsEnd /STK=2 /UG=Mm.163132 /LL=74844 /UG_GENE=483344
MOE430_2_1431562_at 5.2 11.7 A A 0.36 0.17 1.1 NC 0.14 gb:AK014882.1 /DB_XREF=gi:12852982 /FEA=mRNA /CNT=2 /TID=Mm.158473.1 /TIER=ConsEnd /STK=1 /UG=Mm.158473 /LL=70874 /UG_GENE=492151
MOE430_2_1431662_at 9.3 20.1 A A 0.33 0.24 1.1 NC 0.5 gb:AK016128.1 /DB_XREF=gi:12854744 /FEA=mRNA /CNT=2 /TID=Mm.159508.1 /TIER=ConsEnd /STK=1 /UG=Mm.159508 /LL=75359 /UG_GENE=493055
MOE430_2_1431746_a_ 106.7 232.6 P P 0.000244 0.000244 1.1 I 0.00002 gb:AK014433.1 /DB_XREF=gi:12852279 /GEN=Ube1c /FEA=mRNA /CNT=2 /TID=Mm.12892.2 /TIER=ConsEnd /STK=0 /UG=Mm.12892 /LL=22200 /UG_TIT
MOE430_2_1431787_at 4.2 7.2 A A 0.5 0.36 1.1 NC 0.57 gb:AK014365.1 /DB_XREF=gi:12852165 /FEA=mRNA /CNT=2 /TID=Mm.17678.1 /TIER=ConsEnd /STK=0 /UG=Mm.17678 /LL=71823 /UG_GENE=3300002A
MOE430_2_1431801_at 0.4 0.9 A A 0.99 0.94 1.1 NC 0.19 gb:AK016518.1 /DB_XREF=gi:12855294 /FEA=mRNA /CNT=1 /TID=Mm.160127.1 /TIER=ConsEnd /STK=0 /UG=Mm.160127 /LL=78761 /UG_GENE=493241
MOE430_2_1431986_at 6.1 20.1 A A 0.5 0.17 1.1 NC 0.16 gb:AK016855.1 /DB_XREF=gi:12855813 /FEA=mRNA /CNT=1 /TID=Mm.158561.1 /TIER=ConsEnd /STK=0 /UG=Mm.158561 /LL=71097 /UG_GENE=493342
MOE430_2_1431992_at 3 7.5 A A 0.72 0.5 1.1 NC 0.39 gb:AK016253.1 /DB_XREF=gi:12854911 /FEA=mRNA /CNT=1 /TID=Mm.159624.1 /TIER=ConsEnd /STK=0 /UG=Mm.159624 /LL=75927 /UG_GENE=493056
MOE430_2_1432039_a_ 3.3 5.6 A A 0.66 0.69 1.1 NC 0.5 gb:AK006731.1 /DB_XREF=gi:12839962 /FEA=mRNA /CNT=1 /TID=Mm.196281.2 /TIER=ConsEnd /STK=0 /UG=Mm.196281 /LL=67620 /UG_GENE=231000
MOE430_2_1432078_at 0.5 1.1 A A 0.99 0.97 1.1 NC 0.04 gb:AK015455.1 /DB_XREF=gi:12853806 /FEA=mRNA /CNT=1 /TID=Mm.159298.1 /TIER=ConsEnd /STK=0 /UG=Mm.159298 /LL=74688 /UG_GENE=493045
MOE430_2_1432216_s_ 2.7 5.1 A A 0.78 0.12 1.1 NC 0.07 gb:AK012883.1 /DB_XREF=gi:12849921 /FEA=mRNA /CNT=1 /TID=Mm.158861.1 /TIER=ConsEnd /STK=0 /UG=Mm.158861 /LL=72673 /UG_GENE=281003
MOE430_2_1432243_a_ 6.1 14.7 A A 0.5 0.08 1.1 NC 0.24 gb:AK014947.1 /DB_XREF=gi:12853080 /FEA=mRNA /CNT=1 /TID=Mm.158648.2 /TIER=ConsEnd /STK=0 /UG=Mm.158648 /LL=71274 /UG_GENE=493343
MOE430_2_1432256_at 1 1.4 A A 0.72 0.75 1.1 NC 0.13 gb:AK007172.1 /DB_XREF=gi:12840569 /FEA=mRNA /CNT=1 /TID=Mm.159164.1 /TIER=ConsEnd /STK=0 /UG=Mm.159164 /LL=74305 /UG_GENE=170011
MOE430_2_1432318_at 1.7 3.3 A A 0.9 0.6 1.1 NC 0.42 gb:AK003089.1 /DB_XREF=gi:12833527 /FEA=mRNA /CNT=1 /TID=Mm.158207.1 /TIER=ConsEnd /STK=0 /UG=Mm.158207 /LL=68418 /UG_GENE=091000
MOE430_2_1432322_at 10.9 23.9 P P 0.04 0.008057 1.1 NC 0.03 gb:AK009384.1 /DB_XREF=gi:12844150 /FEA=mRNA /CNT=1 /TID=Mm.21450.2 /TIER=ConsEnd /STK=0 /UG=Mm.21450 /LL=67695 /UG_GENE=2310016E
MOE430_2_1432347_at 5.5 13.8 A A 0.09 0.12 1.1 NC 0.48 gb:AK016483.1 /DB_XREF=gi:12855239 /FEA=mRNA /CNT=1 /TID=Mm.195588.1 /TIER=ConsEnd /STK=0 /UG=Mm.195588 /LL=70988 /UG_GENE=493142
MOE430_2_1432391_at 8.8 26.2 A M 0.32 0.05 1.1 NC 0.01 gb:AK010621.1 /DB_XREF=gi:12846194 /FEA=mRNA /CNT=1 /TID=Mm.200347.1 /TIER=ConsEnd /STK=0 /UG=Mm.200347 /LL=70012 /UG_GENE=241003
MOE430_2_1432423_a_ 5.7 10.3 A A 0.6 0.24 1.1 NC 0.06 gb:AK015929.1 /DB_XREF=gi:12854461 /FEA=mRNA /CNT=1 /TID=Mm.84543.2 /TIER=ConsEnd /STK=0 /UG=Mm.84543 /LL=70939 /UG_GENE=4931405B
MOE430_2_1432449_at 2.1 3.8 A A 0.5 0.53 1.1 NC 0.22 gb:AK016216.1 /DB_XREF=gi:12854861 /FEA=mRNA /CNT=1 /TID=Mm.159483.1 /TIER=ConsEnd /STK=0 /UG=Mm.159483 /LL=75272 /UG_GENE=493056
MOE430_2_1432497_at 3.6 15.6 A M 0.27 0.05 1.1 NC 0.5 gb:AK020306.1 /DB_XREF=gi:12860855 /FEA=mRNA /CNT=1 /TID=Mm.195797.1 /TIER=ConsEnd /STK=0 /UG=Mm.195797 /LL=77679 /UG_GENE=923010
MOE430_2_1432506_at 1 1.7 A A 0.66 0.5 1.1 NC 0.004925 gb:AK020752.1 /DB_XREF=gi:12861436 /FEA=mRNA /CNT=1 /TID=Mm.158192.3 /TIER=ConsEnd /STK=0 /UG=Mm.158192 /LL=68255 /UG_GENE=C33001
MOE430_2_1432597_at 4.1 9.9 A A 0.5 0.36 1.1 NC 0.5 gb:AV318538 /DB_XREF=gi:16394709 /DB_XREF=AV318538 /CLONE=6030400B20 /FEA=mRNA /CNT=4 /TID=Mm.159517.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432645_at 0.7 1.7 A A 0.85 0.82 1.1 NC 0.14 gb:BB119101 /DB_XREF=gi:16261937 /DB_XREF=BB119101 /CLONE=9530068N04 /FEA=mRNA /CNT=3 /TID=Mm.130735.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432654_at 2.1 4.2 A A 0.82 0.63 1.1 NC 0.01 gb:AK020017.1 /DB_XREF=gi:12860469 /FEA=mRNA /CNT=2 /TID=Mm.61414.1 /TIER=ConsEnd /STK=0 /UG=Mm.61414 /LL=78827 /UG_GENE=5830426C
MOE430_2_1432683_at 10.7 22.8 A A 0.39 0.27 1.1 NC 0.01 gb:AK017425.1 /DB_XREF=gi:12856655 /FEA=mRNA /CNT=2 /TID=Mm.51503.1 /TIER=ConsEnd /STK=0 /UG=Mm.51503 /LL=74507 /UG_GENE=5530400K
MOE430_2_1432703_at 1.7 3.4 A A 0.85 0.66 1.1 NC 0.26 gb:AV173453 /DB_XREF=gi:5379891 /DB_XREF=AV173453 /CLONE=5730405A17 /FEA=mRNA /CNT=2 /TID=Mm.158383.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432724_at 3.2 6.9 A A 0.39 0.09 1.1 NC 0.21 gb:AV264365 /DB_XREF=gi:6252288 /DB_XREF=AV264365 /CLONE=4930445G23 /FEA=mRNA /CNT=2 /TID=Mm.78492.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432869_at 1.1 2.4 A A 0.78 0.56 1.1 NC 0.21 gb:AK016541.1 /DB_XREF=gi:12855326 /FEA=mRNA /CNT=1 /TID=Mm.159181.1 /TIER=ConsEnd /STK=0 /UG=Mm.159181 /LL=74382 /UG_GENE=493243
MOE430_2_1432902_at 0.5 1.7 A A 0.99 0.94 1.1 NC 0.19 gb:AK018677.1 /DB_XREF=gi:12858503 /FEA=mRNA /CNT=1 /TID=Mm.159239.1 /TIER=ConsEnd /STK=0 /UG=Mm.159239 /LL=74560 /UG_GENE=913041
MOE430_2_1432959_at 9.5 21.3 P M 0.04 0.05 1.1 NC 0.5 gb:AK015406.1 /DB_XREF=gi:12853738 /FEA=mRNA /CNT=1 /TID=Mm.160301.1 /TIER=ConsEnd /STK=0 /UG=Mm.160301 /LL=112413 /UG_GENE=49304
MOE430_2_1433005_at 2.1 5.5 A A 0.63 0.6 1.1 NC 0.4 gb:AK014796.1 /DB_XREF=gi:12852853 /FEA=mRNA /CNT=1 /TID=Mm.159334.1 /TIER=ConsEnd /STK=0 /UG=Mm.159334 /LL=74848 /UG_GENE=483344
MOE430_2_1433175_at 1.5 3.1 A A 0.8 0.72 1.1 NC 0.16 gb:AK016204.1 /DB_XREF=gi:12854845 /FEA=mRNA /CNT=1 /TID=Mm.158167.1 /TIER=ConsEnd /STK=0 /UG=Mm.158167 /LL=67658 /UG_GENE=493056
MOE430_2_1433185_at 0.3 1.4 A A 0.96 0.8 1.1 NC 0.09 gb:AK021381.1 /DB_XREF=gi:12862255 /FEA=mRNA /CNT=1 /TID=Mm.160038.1 /TIER=ConsEnd /STK=0 /UG=Mm.160038 /LL=77993 /UG_GENE=E13011
MOE430_2_1433366_at 17.9 19.3 A P 0.12 0.03 1.1 NC 0.06 gb:AK020073.1 /DB_XREF=gi:12860541 /FEA=mRNA /CNT=1 /TID=Mm.159978.1 /TIER=ConsEnd /STK=0 /UG=Mm.159978 /LL=77719 /UG_GENE=603045
MOE430_2_1433484_at 0.8 2.2 A A 0.77 0.72 1.1 NC 0.12 gb:BM228467 /DB_XREF=gi:17791119 /DB_XREF=K0261G07-3 /CLONE=K0261G07 /FEA=EST /CNT=143 /TID=Mm.16139.1 /TIER=Stack /STK=137 /UG=
MOE430_2_1433543_at 250.9 510.1 P P 0.000244 0.000244 1.1 I 0.00002 gb:BI690018 /DB_XREF=gi:15652647 /DB_XREF=603311171F1 /CLONE=IMAGE:5347024 /FEA=EST /CNT=134 /TID=Mm.29082.1 /TIER=Stack /STK=101 /
MOE430_2_1433547_s_ 114.5 245 P P 0.000244 0.000244 1.1 I 0.00002 gb:BI660933 /DB_XREF=gi:15575169 /DB_XREF=603304006F1 /CLONE=IMAGE:5350008 /FEA=EST /CNT=106 /TID=Mm.24414.1 /TIER=Stack /STK=96 /U
MOE430_2_1433578_at 0.7 0.3 A A 0.8 0.72 1.1 NC 0.09 gb:BE824538 /DB_XREF=gi:10256772 /DB_XREF=C0501A05-3 /CLONE=C0501A05 /FEA=EST /CNT=91 /TID=Mm.100417.1 /TIER=Stack /STK=88 /UG=M
MOE430_2_1433630_at 4 8.7 A A 0.63 0.24 1.1 NC 0.00712 gb:BB762333 /DB_XREF=gi:16196223 /DB_XREF=BB762333 /CLONE=G370008E21 /FEA=EST /CNT=82 /TID=Mm.32352.1 /TIER=Stack /STK=80 /UG=Mm
MOE430_2_1433935_at 29.6 61.7 P P 0.001953 0.000244 1.1 NC 0.002753 gb:BI151331 /DB_XREF=gi:14611332 /DB_XREF=602917314F1 /CLONE=IMAGE:5067795 /FEA=EST /CNT=103 /TID=Mm.200422.1 /TIER=Stack /STK=50 /
MOE430_2_1434137_x_ 2 5 A A 0.69 0.6 1.1 NC 0.5 gb:BI792151 /DB_XREF=gi:15819876 /DB_XREF=ib99b12.x1 /CLONE=IMAGE:5654735 /FEA=EST /CNT=46 /TID=Mm.21835.2 /TIER=Stack /STK=41 /UG=M
MOE430_2_1434163_at 1 2.8 A A 0.63 0.8 1.1 NC 0.56 gb:BG082186 /DB_XREF=gi:12564754 /DB_XREF=H3073D09-5 /CLONE=H3073D09 /FEA=EST /CNT=62 /TID=Mm.25189.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434424_at 64 111.6 P P 0.000732 0.000244 1.1 I 0.000052 gb:BB276950 /DB_XREF=gi:16400918 /DB_XREF=BB276950 /CLONE=A930001C09 /FEA=EST /CNT=53 /TID=Mm.134053.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434535_at 12.8 13.4 A A 0.53 0.19 1.1 NC 0.02 gb:AV328734 /DB_XREF=gi:16395950 /DB_XREF=AV328734 /CLONE=6330444A09 /FEA=EST /CNT=32 /TID=Mm.39439.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434539_at 116.5 248.8 P P 0.000244 0.000244 1.1 I 0.000023 gb:AI852420 /DB_XREF=gi:5496291 /DB_XREF=UI-M-BH0-ajo-f-01-0-UI.s1 /CLONE=UI-M-BH0-ajo-f-01-0-UI /FEA=EST /CNT=109 /TID=Mm.39913.1 /
MOE430_2_1434670_at 1.3 4.8 A A 0.82 0.75 1.1 NC 0.5 gb:AU067810 /DB_XREF=gi:4968547 /DB_XREF=AU067810 /CLONE=MNCb-2225 /FEA=EST /CNT=62 /TID=Mm.43499.1 /TIER=Stack /STK=27 /UG=Mm.4
MOE430_2_1434807_s_ 57.3 112.2 P P 0.000244 0.000244 1.1 I 0.00002 gb:AU067765 /DB_XREF=gi:4968502 /DB_XREF=AU067765 /CLONE=MNCb-1607 /FEA=EST /CNT=36 /TID=Mm.202301.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434911_s_ 43 94.3 P P 0.000244 0.000244 1.1 I 0.00002 gb:BG072763 /DB_XREF=gi:12555332 /DB_XREF=H3114F10-3 /CLONE=H3114F10 /FEA=EST /CNT=39 /TID=Mm.21646.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434941_s_ 24.2 45.5 P P 0.005859 0.00415 1.1 NC 0.003041 gb:BG064718 /DB_XREF=gi:12547281 /DB_XREF=H3023A11-3 /CLONE=H3023A11 /FEA=EST /CNT=69 /TID=Mm.21228.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434945_at 20.8 37.1 A P 0.08 0.001221 1.1 MI 0.00249 gb:AW743924 /DB_XREF=gi:7655747 /DB_XREF=ur24d12.y1 /CLONE=IMAGE:3025271 /FEA=EST /CNT=33 /TID=Mm.21463.1 /TIER=Stack /STK=22 /UG=



MOE430_2_1435136_at 9 25.9 A P 0.21 0.01 1.1 MI 0.00225 gb:BB364101 /DB_XREF=gi:16406201 /DB_XREF=BB364101 /CLONE=C130020C13 /FEA=EST /CNT=109 /TID=Mm.126694.1 /TIER=Stack /STK=76 /UG=
MOE430_2_1435311_s_ 3.4 7.4 A A 0.33 0.24 1.1 NC 0.16 gb:AV327590 /DB_XREF=gi:15406305 /DB_XREF=AV327590 /CLONE=6330420A11 /FEA=EST /CNT=18 /TID=Mm.27824.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435737_a_ 223.6 429.5 P P 0.000244 0.000244 1.1 I 0.00002 gb:BQ032232 /DB_XREF=gi:19767511 /DB_XREF=UI-1-CF0-aor-d-01-0-UI.s1 /CLONE=UI-1-CF0-aor-d-01-0-UI /FEA=EST /CNT=85 /TID=Mm.24105.3 
MOE430_2_1435885_s_ 153.3 347.8 P P 0.000244 0.000244 1.1 I 0.00002 gb:BM248471 /DB_XREF=gi:17883741 /DB_XREF=K0817D09-3 /CLONE=K0817D09 /FEA=EST /CNT=26 /TID=Mm.202684.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1436212_at 0.6 2.3 A A 0.94 0.75 1.1 NC 0.4 gb:AV173260 /DB_XREF=gi:15404660 /DB_XREF=AV173260 /CLONE=5730402K23 /FEA=EST /CNT=15 /TID=Mm.969.1 /TIER=Stack /STK=10 /UG=Mm.96
MOE430_2_1436222_at 27.1 34.3 P P 0.001953 0.001221 1.1 MI 0.00225 gb:AW547050 /DB_XREF=gi:7192461 /DB_XREF=L0016F01-3 /CLONE=L0016F01 /FEA=EST /CNT=18 /TID=Mm.35844.4 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1436263_at 2.4 8.3 A A 0.69 0.6 1.1 NC 0.11 gb:AI839848 /DB_XREF=gi:5474061 /DB_XREF=UI-M-AP0-abf-d-01-0-UI.s2 /CLONE=UI-M-AP0-abf-d-01-0-UI /FEA=EST /CNT=11 /TID=Mm.40356.1 /
MOE430_2_1436309_at 17 33.1 A P 0.06 0.000244 1.1 I 0.000618 gb:BB125651 /DB_XREF=gi:16262205 /DB_XREF=BB125651 /CLONE=9630007F23 /FEA=EST /CNT=51 /TID=Mm.27143.1 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436402_at 19.4 44 A P 0.06 0.01 1.1 NC 0.00712 gb:BG292769 /DB_XREF=gi:13051936 /DB_XREF=602389453F1 /CLONE=IMAGE:4501357 /FEA=EST /CNT=14 /TID=Mm.4022.2 /TIER=Stack /STK=9 /UG
MOE430_2_1436485_s_ 3.4 9 A A 0.6 0.17 1.1 NC 0.49 gb:BG798811 /DB_XREF=gi:14163143 /DB_XREF=ic15c12.y1 /FEA=EST /CNT=9 /TID=Mm.122877.1 /TIER=Stack /STK=9 /UG=Mm.122877 /UG_TITLE=ES
MOE430_2_1436569_at 3.8 8.8 A A 0.66 0.12 1.1 NC 0.13 gb:BB360125 /DB_XREF=gi:16405856 /DB_XREF=BB360125 /CLONE=C030045D06 /FEA=EST /CNT=19 /TID=Mm.123247.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436583_at 6.1 20 A A 0.46 0.12 1.1 NC 0.01 gb:BB478218 /DB_XREF=gi:15412110 /DB_XREF=BB478218 /CLONE=D330029B19 /FEA=EST /CNT=11 /TID=Mm.45588.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436721_x_ 1.4 1.1 A A 0.8 0.9 1.1 NC 0.28 gb:BM225195 /DB_XREF=gi:17786708 /DB_XREF=K0207G10-3 /CLONE=K0207G10 /FEA=EST /CNT=111 /TID=Mm.28722.1 /TIER=Stack /STK=99 /UG=M
MOE430_2_1436738_at 27.5 63.9 P P 0.03 0.008057 1.1 NC 0.05 gb:AV094878 /DB_XREF=gi:15404394 /DB_XREF=AV094878 /CLONE=2410003D06 /FEA=EST /CNT=88 /TID=Mm.128223.1 /TIER=Stack /STK=77 /UG=M
MOE430_2_1436782_at 2.6 7.9 A A 0.43 0.3 1.1 NC 0.18 gb:BB106990 /DB_XREF=gi:16261534 /DB_XREF=BB106990 /CLONE=9530004A22 /FEA=EST /CNT=55 /TID=Mm.118769.2 /TIER=Stack /STK=55 /UG=M
MOE430_2_1436875_at 5.5 12.4 A P 0.46 0.04 1.1 NC 0.01 gb:BB130476 /DB_XREF=gi:15408352 /DB_XREF=BB130476 /CLONE=9630045G20 /FEA=EST /CNT=50 /TID=Mm.121735.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1437068_at 3.8 10.5 A A 0.21 0.08 1.1 NC 0.04 gb:BM213268 /DB_XREF=gi:17771098 /DB_XREF=C0834A11-3 /CLONE=C0834A11 /FEA=EST /CNT=32 /TID=Mm.214977.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1437072_at 5.1 15.3 A P 0.11 0.03 1.1 NC 0.01 gb:BM241218 /DB_XREF=gi:17876488 /DB_XREF=K0613H03-3 /CLONE=K0613H03 /FEA=EST /CNT=30 /TID=Mm.119564.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1437121_at 0.8 0.9 A A 0.98 0.99 1.1 NC 0.62 gb:BB168293 /DB_XREF=gi:16269174 /DB_XREF=BB168293 /CLONE=A130097N21 /FEA=EST /CNT=33 /TID=Mm.111161.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437134_at 3.9 17.5 A A 0.33 0.27 1.1 NC 0.09 gb:AV166476 /DB_XREF=gi:5372913 /DB_XREF=AV166476 /CLONE=3110045J03 /FEA=EST /CNT=26 /TID=Mm.21625.3 /TIER=Stack /STK=25 /UG=Mm.2
MOE430_2_1437139_at 3.3 7.7 A A 0.6 0.27 1.1 NC 0.5 gb:AV344554 /DB_XREF=gi:15406594 /DB_XREF=AV344554 /CLONE=6430545K04 /FEA=EST /CNT=25 /TID=Mm.93235.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437289_at 227.7 448.1 P P 0.000244 0.000244 1.1 I 0.00002 gb:AW536798 /DB_XREF=gi:7179215 /DB_XREF=G0108H07-3 /CLONE=G0108H07 /FEA=EST /CNT=217 /TID=Mm.24703.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437290_at 229.4 475.9 P P 0.000244 0.000244 1.1 I 0.00002 gb:BG797423 /DB_XREF=gi:14144184 /DB_XREF=ic15c07.x1 /FEA=EST /CNT=217 /TID=Mm.24703.1 /TIER=Stack /STK=14 /UG=Mm.24703 /LL=99981 /U
MOE430_2_1437404_at 86.9 177 P P 0.000244 0.000244 1.1 I 0.00002 gb:AI642422 /DB_XREF=gi:4720897 /DB_XREF=vt03b06.x1 /CLONE=IMAGE:1161971 /FEA=EST /CNT=24 /TID=Mm.35486.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437469_at 0.9 4 A A 0.88 0.69 1.1 NC 0.46 gb:BM230508 /DB_XREF=gi:17793750 /DB_XREF=K0296E04-3 /CLONE=K0296E04 /FEA=EST /CNT=77 /TID=Mm.11395.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437580_s_ 54 127.3 P P 0.03 0.001221 1.1 I 0.00004 gb:C77054 /DB_XREF=gi:2517384 /DB_XREF=C77054 /CLONE=J0025C11 /FEA=EST /CNT=18 /TID=Mm.212806.1 /TIER=Stack /STK=16 /UG=Mm.212806
MOE430_2_1437611_x_ 231.6 526.1 P P 0.000732 0.000244 1.1 I 0.00002 gb:BB104669 /DB_XREF=gi:8757237 /DB_XREF=BB104669 /CLONE=9430092H05 /FEA=EST /CNT=16 /TID=Mm.27828.3 /TIER=Stack /STK=16 /UG=Mm.2
MOE430_2_1437792_at 2.5 6.4 A A 0.63 0.27 1.1 NC 0.3 gb:BF018738 /DB_XREF=gi:10750070 /DB_XREF=ux97f01.x1 /CLONE=IMAGE:3656473 /FEA=EST /CNT=16 /TID=Mm.46147.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1437797_at 6.2 20 A P 0.27 0.03 1.1 MI 0.00225 gb:BG063183 /DB_XREF=gi:12545746 /DB_XREF=H3004A09-3 /CLONE=H3004A09 /FEA=EST /CNT=15 /TID=Mm.195922.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437893_at 21.6 52.3 A P 0.08 0.000732 1.1 I 0.000068 gb:AV275795 /DB_XREF=gi:16390730 /DB_XREF=AV275795 /CLONE=4932431B12 /FEA=EST /CNT=22 /TID=Mm.133334.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437914_at 11.3 17.8 A A 0.46 0.24 1.1 NC 0.03 gb:BB104097 /DB_XREF=gi:15407942 /DB_XREF=BB104097 /CLONE=9430090E10 /FEA=EST /CNT=16 /TID=Mm.23296.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438194_at 2.4 4.8 A A 0.33 0.6 1.1 NC 0.5 gb:AW488243 /DB_XREF=gi:7058513 /DB_XREF=UI-M-BH3-ary-c-10-0-UI.s1 /CLONE=UI-M-BH3-ary-c-10-0-UI /FEA=EST /CNT=52 /TID=Mm.26627.1 
MOE430_2_1438274_at 4.1 11.2 A A 0.56 0.36 1.1 NC 0.3 gb:BG071647 /DB_XREF=gi:12554216 /DB_XREF=H3101E08-3 /CLONE=H3101E08 /FEA=EST /CNT=15 /TID=Mm.42034.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438484_at 3.2 11.2 A A 0.69 0.53 1.1 NC 0.5 gb:BE985622 /DB_XREF=gi:10659118 /DB_XREF=UI-M-CG0p-bep-g-06-0-UI.s1 /CLONE=UI-M-CG0p-bep-g-06-0-UI /FEA=EST /CNT=16 /TID=Mm.4512
MOE430_2_1438486_at 0.4 2.8 A A 0.75 0.39 1.1 NC 0.21 gb:AI426148 /DB_XREF=gi:4272079 /DB_XREF=mj20f12.x1 /CLONE=IMAGE:476687 /FEA=EST /CNT=15 /TID=Mm.171300.3 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438596_at 1.9 3.8 A A 0.69 0.46 1.1 NC 0.31 gb:AW114007 /DB_XREF=gi:6826720 /DB_XREF=MC8123 /CLONE=MC8123 /FEA=EST /CNT=10 /TID=Mm.61107.2 /TIER=Stack /STK=10 /UG=Mm.61107 
MOE430_2_1438682_at 165.2 275.4 P P 0.000244 0.000244 1.1 I 0.000167 gb:BB426164 /DB_XREF=gi:16423653 /DB_XREF=BB426164 /CLONE=C530050K14 /FEA=EST /CNT=30 /TID=Mm.9828.1 /TIER=Stack /STK=9 /UG=Mm.9
MOE430_2_1438768_at 6.8 11.3 A A 0.45 0.36 1.1 NC 0.26 gb:AV241729 /DB_XREF=gi:16386674 /DB_XREF=AV241729 /CLONE=4733401I12 /FEA=EST /CNT=15 /TID=Mm.32378.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438834_at 7 15.4 A A 0.36 0.36 1.1 NC 0.25 gb:BB454345 /DB_XREF=gi:16425859 /DB_XREF=BB454345 /CLONE=D130032C03 /FEA=EST /CNT=10 /TID=Mm.124474.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439326_at 9 18.6 A P 0.24 0.03 1.1 NC 0.01 gb:AV376838 /DB_XREF=gi:16398090 /DB_XREF=AV376838 /CLONE=9130217I15 /FEA=EST /CNT=8 /TID=Mm.190420.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439436_x_ 548.2 1120.2 P P 0.000244 0.000244 1.1 I 0.00002 gb:BB418702 /DB_XREF=gi:9240057 /DB_XREF=BB418702 /CLONE=C530012E13 /FEA=EST /CNT=8 /TID=Mm.29755.2 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1439644_at 3.5 12.9 A P 0.5 0.03 1.1 NC 0.25 gb:BE943682 /DB_XREF=gi:10521441 /DB_XREF=UI-M-BH3-avm-b-03-0-UI.s1 /CLONE=UI-M-BH3-avm-b-03-0-UI /FEA=EST /CNT=9 /TID=Mm.101520
MOE430_2_1439697_at 0.4 1.1 A A 0.99 0.78 1.1 NC 0.28 gb:AV348583 /DB_XREF=gi:16397118 /DB_XREF=AV348583 /CLONE=6430709H04 /FEA=EST /CNT=7 /TID=Mm.52023.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439698_at 11.6 21.5 P M 0.04 0.05 1.1 NC 0.12 gb:AV277618 /DB_XREF=gi:16391027 /DB_XREF=AV277618 /CLONE=4932443F20 /FEA=EST /CNT=7 /TID=Mm.49659.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439917_at 1.2 3.7 A A 0.68 0.39 1.1 NC 0.13 gb:AW124545 /DB_XREF=gi:6100075 /DB_XREF=UI-M-BH2.1-apo-h-12-0-UI.s1 /CLONE=UI-M-BH2.1-apo-h-12-0-UI /FEA=EST /CNT=7 /TID=Mm.54224
MOE430_2_1439976_at 5.3 11.9 A A 0.66 0.24 1.1 NC 0.16 gb:AV319509 /DB_XREF=gi:16394876 /DB_XREF=AV319509 /CLONE=6030406L03 /FEA=EST /CNT=9 /TID=Mm.133389.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440021_at 15.4 25.3 A A 0.39 0.27 1.1 NC 0.16 gb:BB211568 /DB_XREF=gi:16352690 /DB_XREF=BB211568 /CLONE=A430106B11 /FEA=EST /CNT=6 /TID=Mm.122997.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440154_at 5.7 7.5 A A 0.6 0.11 1.1 NC 0.24 gb:BB333077 /DB_XREF=gi:16403982 /DB_XREF=BB333077 /CLONE=B830006O16 /FEA=EST /CNT=6 /TID=Mm.153607.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440291_at 0.3 0.4 A A 0.98 0.91 1.1 NC 0.02 gb:BE954335 /DB_XREF=gi:10596758 /DB_XREF=UI-M-CE1-bak-h-12-0-UI.s1 /CLONE=UI-M-CE1-bak-h-12-0-UI /FEA=EST /CNT=7 /TID=Mm.133153.1
MOE430_2_1440315_at 1.2 2.6 A A 0.63 0.43 1.1 NC 0.51 gb:BB202204 /DB_XREF=gi:15409754 /DB_XREF=BB202204 /CLONE=A430045C01 /FEA=EST /CNT=7 /TID=Mm.132809.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440318_at 105.1 219.7 P P 0.000732 0.000244 1.1 I 0.00002 gb:BB475816 /DB_XREF=gi:16440079 /DB_XREF=BB475816 /CLONE=D330014P12 /FEA=EST /CNT=7 /TID=Mm.131476.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440389_at 2.7 5.3 A A 0.3 0.36 1.1 NC 0.63 gb:BG069302 /DB_XREF=gi:12551871 /DB_XREF=H3074H08-3 /CLONE=H3074H08 /FEA=EST /CNT=6 /TID=Mm.11484.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440523_at 6.8 9.5 A A 0.46 0.14 1.1 NC 0.06 gb:AV374490 /DB_XREF=gi:16397952 /DB_XREF=AV374490 /CLONE=9130011N19 /FEA=EST /CNT=6 /TID=Mm.98096.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440542_at 0.8 2.6 A A 0.69 0.56 1.1 NC 0.08 gb:BG064911 /DB_XREF=gi:12547474 /DB_XREF=H3025C02-3 /CLONE=H3025C02 /FEA=EST /CNT=5 /TID=Mm.102501.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440643_at 13.5 19.8 A A 0.46 0.21 1.1 NC 0.03 gb:BB035528 /DB_XREF=gi:16258315 /DB_XREF=BB035528 /CLONE=5930404F15 /FEA=EST /CNT=5 /TID=Mm.212857.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440732_at 1.2 3.3 A A 0.95 0.78 1.1 NC 0.05 gb:BB701723 /DB_XREF=gi:16050547 /DB_XREF=BB701723 /CLONE=7420432F11 /FEA=EST /CNT=5 /TID=Mm.162142.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441193_at 3.6 12.7 A A 0.5 0.27 1.1 NC 0.34 gb:BB473724 /DB_XREF=gi:16439754 /DB_XREF=BB473724 /CLONE=D330002J21 /FEA=EST /CNT=5 /TID=Mm.132775.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441195_at 12.8 27.5 M P 0.05 0.01 1.1 NC 0.01 gb:BB044338 /DB_XREF=gi:16259292 /DB_XREF=BB044338 /CLONE=6030487A22 /FEA=EST /CNT=5 /TID=Mm.210590.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441367_a_ 40.4 75 P P 0.01 0.000732 1.1 I 0.000023 gb:BG076370 /DB_XREF=gi:12558939 /DB_XREF=H3158H10-3 /CLONE=H3158H10 /FEA=EST /CNT=5 /TID=Mm.44338.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441406_at 5.4 14.1 A A 0.43 0.21 1.1 NC 0.39 gb:BG076159 /DB_XREF=gi:12558728 /DB_XREF=H3156C11-3 /CLONE=H3156C11 /FEA=EST /CNT=4 /TID=Mm.153169.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441492_at 6.4 15.3 A A 0.19 0.08 1.1 NC 0.5 gb:BB211820 /DB_XREF=gi:16352722 /DB_XREF=BB211820 /CLONE=A430107D01 /FEA=EST /CNT=4 /TID=Mm.207488.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441506_at 0.5 5.3 A A 0.72 0.5 1.1 NC 0.5 gb:AV321547 /DB_XREF=gi:16395079 /DB_XREF=AV321547 /CLONE=6030435H14 /FEA=EST /CNT=4 /TID=Mm.56769.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441518_at 4.4 11 A A 0.39 0.39 1.1 NC 0.09 gb:BB277231 /DB_XREF=gi:16400956 /DB_XREF=BB277231 /CLONE=A930003C13 /FEA=EST /CNT=4 /TID=Mm.115892.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441532_at 1.6 4.1 A A 0.82 0.46 1.1 NC 0.39 gb:BB387438 /DB_XREF=gi:16408518 /DB_XREF=BB387438 /CLONE=C230051K17 /FEA=EST /CNT=4 /TID=Mm.125480.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441554_at 0.6 3.9 A A 0.82 0.39 1.1 NC 0.05 gb:BB463760 /DB_XREF=gi:16426936 /DB_XREF=BB463760 /CLONE=D130083J02 /FEA=EST /CNT=4 /TID=Mm.121170.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441579_at 1.1 3.6 A A 0.6 0.19 1.1 NC 0.22 gb:BB461344 /DB_XREF=gi:16426649 /DB_XREF=BB461344 /CLONE=D130071E04 /FEA=EST /CNT=4 /TID=Mm.130167.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441625_at 3.2 7.1 A A 0.46 0.24 1.1 NC 0.08 gb:BQ174470 /DB_XREF=gi:20349961 /DB_XREF=UI-M-DJ2-bvy-o-05-0-UI.s1 /CLONE=UI-M-DJ2-bvy-o-05-0-UI /FEA=EST /CNT=4 /TID=Mm.82645.1 
MOE430_2_1441716_at 3.4 8.8 A A 0.3 0.23 1.1 NC 0.02 gb:BB408626 /DB_XREF=gi:16418307 /DB_XREF=BB408626 /CLONE=C430007O03 /FEA=EST /CNT=4 /TID=Mm.208423.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441742_at 2.8 7.7 A P 0.19 0.03 1.1 NC 0.02 gb:AW048994 /DB_XREF=gi:5909523 /DB_XREF=UI-M-BH1-amp-c-04-0-UI.s1 /CLONE=UI-M-BH1-amp-c-04-0-UI /FEA=EST /CNT=4 /TID=Mm.44465.1
MOE430_2_1441745_at 1.2 4.6 A A 0.96 0.45 1.1 NC 0.48 gb:BE957407 /DB_XREF=gi:10602925 /DB_XREF=UI-M-BG2-bcf-h-09-0-UI.s1 /CLONE=UI-M-BG2-bcf-h-09-0-UI /FEA=EST /CNT=4 /TID=Mm.151050.1
MOE430_2_1441875_at 4.8 14 A A 0.53 0.14 1.1 NC 0.15 gb:AV046780 /DB_XREF=gi:4866445 /DB_XREF=AV046780 /CLONE=1700063J08 /FEA=EST /CNT=4 /TID=Mm.86809.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1441910_x_ 96.2 207.1 P P 0.01 0.000732 1.1 NC 0.004925 gb:BB293079 /DB_XREF=gi:8993571 /DB_XREF=BB293079 /CLONE=B130016I04 /FEA=EST /CNT=4 /TID=Mm.128432.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441992_at 11.7 31.7 A P 0.12 0.01 1.1 NC 0.5 gb:BM217857 /DB_XREF=gi:17777209 /DB_XREF=C0903A10-3 /CLONE=C0903A10 /FEA=EST /CNT=12 /TID=Mm.29302.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442018_at 21.1 40.1 P P 0.03 0.001221 1.1 MI 0.00225 gb:BE632903 /DB_XREF=gi:9915591 /DB_XREF=uv97a10.x1 /CLONE=IMAGE:3415098 /FEA=EST /CNT=8 /TID=Mm.23811.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442058_s_ 63.9 126.8 P P 0.03 0.00293 1.1 I 0.000273 gb:BE687992 /DB_XREF=gi:10075616 /DB_XREF=uw41e11.x1 /CLONE=IMAGE:3419276 /FEA=EST /CNT=7 /TID=Mm.200604.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442358_at 10.9 20.2 A P 0.24 0.02 1.1 NC 0.003355 gb:BG063085 /DB_XREF=gi:12545571 /DB_XREF=H3002A02-3 /CLONE=H3002A02 /FEA=EST /CNT=7 /TID=Mm.37739.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442413_at 4.8 9.8 A A 0.39 0.12 1.1 NC 0.05 gb:BE985250 /DB_XREF=gi:10658367 /DB_XREF=UI-M-CG0p-bdj-c-10-0-UI.s1 /CLONE=UI-M-CG0p-bdj-c-10-0-UI /FEA=EST /CNT=5 /TID=Mm.151599
MOE430_2_1442458_at 5.3 5.3 A A 0.66 0.53 1.1 NC 0.35 gb:BG073157 /DB_XREF=gi:12555726 /DB_XREF=H3119D07-3 /CLONE=H3119D07 /FEA=EST /CNT=4 /TID=Mm.102870.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442489_at 2.7 8.8 A A 0.36 0.24 1.1 NC 0.11 gb:BG068396 /DB_XREF=gi:12550965 /DB_XREF=H3065A06-3 /CLONE=H3065A06 /FEA=EST /CNT=4 /TID=Mm.155160.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442508_at 1.9 1.6 A A 0.8 0.78 1.1 NC 0.03 gb:AV278924 /DB_XREF=gi:16391215 /DB_XREF=AV278924 /CLONE=4933404M19 /FEA=EST /CNT=4 /TID=Mm.50974.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442537_at 27.2 61.9 P P 0.00415 0.00293 1.1 I 0.000492 gb:BB771206 /DB_XREF=gi:16195031 /DB_XREF=BB771206 /CLONE=G370123F14 /FEA=EST /CNT=4 /TID=Mm.216619.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442652_at 8.1 24.8 A M 0.17 0.05 1.1 NC 0.23 gb:BM935317 /DB_XREF=gi:19394469 /DB_XREF=UI-M-BH3-arj-d-11-0-UI.r1 /CLONE=UI-M-BH3-arj-d-11-0-UI /FEA=EST /CNT=4 /TID=Mm.101370.1 
MOE430_2_1442657_at 0.5 0.4 A A 0.88 0.75 1.1 NC 0.14 gb:BG066643 /DB_XREF=gi:12549135 /DB_XREF=H3044D11-3 /CLONE=H3044D11 /FEA=EST /CNT=4 /TID=Mm.155609.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442739_at 16.8 35.8 P P 0.000732 0.000244 1.1 I 0.000307 gb:BF225404 /DB_XREF=gi:11132932 /DB_XREF=uy39d08.x1 /CLONE=IMAGE:3661935 /FEA=EST /CNT=4 /TID=Mm.100403.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442885_at 1.9 6.3 A A 0.75 0.6 1.1 NC 0.01 gb:BB342356 /DB_XREF=gi:16404571 /DB_XREF=BB342356 /CLONE=B930036M14 /FEA=EST /CNT=4 /TID=Mm.132063.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442980_at 10.2 19.9 A A 0.14 0.43 1.1 NC 0.19 gb:BI410529 /DB_XREF=gi:15171452 /DB_XREF=602965051F1 /CLONE=IMAGE:5120268 /FEA=EST /CNT=3 /TID=Mm.138885.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1443001_at 2.9 8.6 A A 0.63 0.17 1.1 NC 0.08 gb:BG066180 /DB_XREF=gi:12548743 /DB_XREF=H3039H02-3 /CLONE=H3039H02 /FEA=EST /CNT=3 /TID=Mm.35613.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443030_at 2.6 3.2 A A 0.78 0.63 1.1 NC 0.1 gb:AV320422 /DB_XREF=gi:16394959 /DB_XREF=AV320422 /CLONE=6030422P06 /FEA=EST /CNT=3 /TID=Mm.207820.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443040_x_ 1.8 2.2 A A 0.78 0.63 1.1 NC 0.35 gb:BB235498 /DB_XREF=gi:15410393 /DB_XREF=BB235498 /CLONE=A630054G03 /FEA=EST /CNT=3 /TID=Mm.38397.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443091_at 5.6 12.2 A P 0.43 0.01 1.1 NC 0.04 gb:BB077313 /DB_XREF=gi:15406921 /DB_XREF=BB077313 /CLONE=9330135M05 /FEA=EST /CNT=3 /TID=Mm.170601.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443122_at 7.8 17.8 A A 0.5 0.43 1.1 NC 0.36 gb:BB526944 /DB_XREF=gi:16444405 /DB_XREF=BB526944 /CLONE=D930037C09 /FEA=EST /CNT=3 /TID=Mm.136428.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443267_at 10.5 17.3 P P 0.005859 0.008057 1.1 NC 0.27 gb:BB345595 /DB_XREF=gi:16404969 /DB_XREF=BB345595 /CLONE=B930057L20 /FEA=EST /CNT=3 /TID=Mm.103171.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443281_at 5.7 15.5 A P 0.12 0.008057 1.1 I 0.001651 gb:BB297094 /DB_XREF=gi:16401955 /DB_XREF=BB297094 /CLONE=B130052F17 /FEA=EST /CNT=3 /TID=Mm.132232.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443327_at 7.3 11.5 A A 0.6 0.09 1.1 NC 0.05 gb:BB456021 /DB_XREF=gi:16426005 /DB_XREF=BB456021 /CLONE=D130043K22 /FEA=EST /CNT=3 /TID=Mm.77787.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443359_at 5.6 17.1 A A 0.46 0.21 1.1 NC 0.27 gb:BB100478 /DB_XREF=gi:16261325 /DB_XREF=BB100478 /CLONE=9430073A06 /FEA=EST /CNT=3 /TID=Mm.118153.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443403_at 3.5 7.9 A A 0.69 0.12 1.1 NC 0.04 gb:AU044628 /DB_XREF=gi:3980811 /DB_XREF=AU044628 /CLONE=J0922G05 /FEA=EST /CNT=3 /TID=Mm.26874.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1443522_s_ 9.7 15.5 P A 0.04 0.12 1.1 NC 0.03 gb:BM221262 /DB_XREF=gi:17781588 /DB_XREF=K0102A09-3 /CLONE=K0102A09 /FEA=EST /CNT=3 /TID=Mm.132762.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443543_at 4.8 9.5 A P 0.09 0.00293 1.1 NC 0.03 gb:BE980616 /DB_XREF=gi:10648797 /DB_XREF=UI-M-BG2-bcl-b-06-0-UI.s1 /CLONE=UI-M-BG2-bcl-b-06-0-UI /FEA=EST /CNT=3 /TID=Mm.118365.1
MOE430_2_1443713_at 0.1 0.6 A A 0.99 0.87 1.1 NC 0.08 gb:BB377952 /DB_XREF=gi:16407672 /DB_XREF=BB377952 /CLONE=C130091L18 /FEA=EST /CNT=3 /TID=Mm.210081.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443740_at 2.6 4.9 A A 0.18 0.33 1.1 NC 0.09 gb:AV206810 /DB_XREF=gi:6147663 /DB_XREF=AV206810 /CLONE=1700090N06 /FEA=EST /CNT=3 /TID=Mm.54273.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443769_at 0.6 1.8 A A 0.66 0.56 1.1 NC 0.45 gb:BB093794 /DB_XREF=gi:8677043 /DB_XREF=BB093794 /CLONE=9430043O15 /FEA=EST /CNT=3 /TID=Mm.83761.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443811_at 1.1 0.9 A A 0.96 0.72 1.1 NC 0.49 gb:BB319311 /DB_XREF=gi:9026346 /DB_XREF=BB319311 /CLONE=B230379L15 /FEA=EST /CNT=3 /TID=Mm.125663.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443978_at 19.4 47.7 A P 0.14 0.01 1.1 I 0.000035 gb:BB407885 /DB_XREF=gi:16415641 /DB_XREF=BB407885 /CLONE=C430003I23 /FEA=EST /CNT=11 /TID=Mm.210508.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443986_at 14.1 34 A P 0.06 0.02 1.1 NC 0.03 gb:BB211070 /DB_XREF=gi:16352622 /DB_XREF=BB211070 /CLONE=A430103A13 /FEA=EST /CNT=8 /TID=Mm.123792.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443999_at 15.8 42.6 P P 0.01 0.001953 1.1 I 0.00002 gb:BB203873 /DB_XREF=gi:16351750 /DB_XREF=BB203873 /CLONE=A430055A02 /FEA=EST /CNT=7 /TID=Mm.122600.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444061_at 5.6 11.2 A A 0.46 0.09 1.1 NC 0.09 gb:BB150166 /DB_XREF=gi:16267868 /DB_XREF=BB150166 /CLONE=A030004J04 /FEA=EST /CNT=9 /TID=Mm.120271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444119_at 14 35.7 P P 0.008057 0.01 1.1 NC 0.02 gb:AW538756 /DB_XREF=gi:7181173 /DB_XREF=C0111D10-3 /CLONE=C0111D10 /FEA=EST /CNT=5 /TID=Mm.216178.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444239_at 20.9 64.6 P P 0.04 0.03 1.1 NC 0.02 gb:BI714087 /DB_XREF=gi:15689782 /DB_XREF=ie32b06.x1 /FEA=EST /CNT=7 /TID=Mm.162756.1 /TIER=ConsEnd /STK=2 /UG=Mm.162756 /UG_TITLE=E
MOE430_2_1444304_at 8 21.9 A A 0.39 0.12 1.1 MI 0.00203 gb:BE980520 /DB_XREF=gi:10648588 /DB_XREF=UI-M-BG2-bck-b-01-0-UI.s1 /CLONE=UI-M-BG2-bck-b-01-0-UI /FEA=EST /CNT=5 /TID=Mm.54210.1
MOE430_2_1444416_at 23.1 38.7 A A 0.19 0.08 1.1 I 0.001832 gb:BI649935 /DB_XREF=gi:15564171 /DB_XREF=603296583F1 /CLONE=IMAGE:5337213 /FEA=EST /CNT=4 /TID=Mm.216002.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444521_at 31.6 81.6 A P 0.06 0.03 1.1 NC 0.004481 gb:BM219285 /DB_XREF=gi:17779044 /DB_XREF=C0922G02-3 /CLONE=C0922G02 /FEA=EST /CNT=4 /TID=Mm.73997.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444589_at 28.4 57.2 P P 0.008057 0.000732 1.1 I 0.00002 gb:AI504688 /DB_XREF=gi:4402539 /DB_XREF=vp28c03.x1 /CLONE=IMAGE:1077988 /FEA=EST /CNT=4 /TID=Mm.31829.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444591_at 7.7 31.5 A P 0.09 0.00415 1.1 NC 0.05 gb:AI429418 /DB_XREF=gi:4275344 /DB_XREF=mn99d03.x1 /CLONE=IMAGE:552197 /FEA=EST /CNT=4 /TID=Mm.105231.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444624_at 2.3 5.2 A A 0.69 0.43 1.1 NC 0.15 gb:AW537781 /DB_XREF=gi:7180153 /DB_XREF=G0119H07-3 /CLONE=G0119H07 /FEA=EST /CNT=5 /TID=Mm.37758.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444666_at 12.5 15 A A 0.6 0.17 1.1 NC 0.03 gb:AW555086 /DB_XREF=gi:7200509 /DB_XREF=L0249G08-3 /CLONE=L0249G08 /FEA=EST /CNT=4 /TID=Mm.103124.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444673_at 3.1 6.4 P A 0.03 0.14 1.1 NC 0.35 gb:BB149964 /DB_XREF=gi:16267857 /DB_XREF=BB149964 /CLONE=A030003A03 /FEA=EST /CNT=4 /TID=Mm.184559.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444803_at 3.2 7.9 A A 0.6 0.43 1.1 NC 0.23 gb:BG073512 /DB_XREF=gi:12556081 /DB_XREF=H3123E03-3 /CLONE=H3123E03 /FEA=EST /CNT=3 /TID=Mm.197252.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445024_at 9.1 25 A A 0.46 0.14 1.1 NC 0.5 gb:BI871989 /DB_XREF=gi:16045664 /DB_XREF=603396771F1 /CLONE=IMAGE:5400760 /FEA=EST /CNT=3 /TID=Mm.134208.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445039_at 3.4 5.1 A A 0.66 0.46 1.1 NC 0.24 gb:BB256134 /DB_XREF=gi:16399618 /DB_XREF=BB256134 /CLONE=A730071P06 /FEA=EST /CNT=3 /TID=Mm.152917.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445065_at 2.7 4.6 A A 0.43 0.24 1.1 NC 0.77 gb:BM237637 /DB_XREF=gi:17872907 /DB_XREF=K0504F10-3 /CLONE=K0504F10 /FEA=EST /CNT=3 /TID=Mm.217125.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445218_at 3.5 5.4 A A 0.56 0.5 1.1 NC 0.14 gb:BE955408 /DB_XREF=gi:10598921 /DB_XREF=UI-M-BH4-bbi-d-08-0-UI.s1 /CLONE=UI-M-BH4-bbi-d-08-0-UI /FEA=EST /CNT=3 /TID=Mm.150914.1 
MOE430_2_1445229_at 9.4 24.4 P M 0.01 0.05 1.1 NC 0.02 gb:BB473555 /DB_XREF=gi:16439726 /DB_XREF=BB473555 /CLONE=D330001J23 /FEA=EST /CNT=3 /TID=Mm.212915.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445281_a_ 2.6 5.7 A A 0.63 0.56 1.1 NC 0.41 gb:BB309504 /DB_XREF=gi:16402521 /DB_XREF=BB309504 /CLONE=B230311B06 /FEA=EST /CNT=3 /TID=Mm.45212.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445431_at 1.3 4.3 A A 0.66 0.66 1.1 NC 0.5 gb:BB371883 /DB_XREF=gi:9084377 /DB_XREF=BB371883 /CLONE=C130061L16 /FEA=EST /CNT=3 /TID=Mm.133474.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445665_at 8.8 22.7 A A 0.21 0.14 1.1 NC 0.06 gb:AW822287 /DB_XREF=gi:7915364 /DB_XREF=uq14e03.x1 /CLONE=IMAGE:2802460 /FEA=EST /CNT=3 /TID=Mm.182970.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445739_at 1 0.9 A A 0.63 0.72 1.1 NC 0.2 gb:BG070504 /DB_XREF=gi:12553073 /DB_XREF=H3088A11-3 /CLONE=H3088A11 /FEA=EST /CNT=3 /TID=Mm.173258.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445795_at 1.6 3.9 A A 0.96 0.72 1.1 NC 0.31 gb:BG068422 /DB_XREF=gi:12550991 /DB_XREF=H3065C11-3 /CLONE=H3065C11 /FEA=EST /CNT=3 /TID=Mm.173574.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445815_at 78.3 185.9 P P 0.000732 0.000732 1.1 I 0.000774 gb:BB086994 /DB_XREF=gi:16260918 /DB_XREF=BB086994 /CLONE=9430006K02 /FEA=EST /CNT=3 /TID=Mm.184289.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445932_at 0.5 3 A A 0.72 0.43 1.1 NC 0.11 gb:BG069719 /DB_XREF=gi:12552288 /DB_XREF=H3079D04-3 /CLONE=H3079D04 /FEA=EST /CNT=2 /TID=Mm.173441.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446032_at 0.8 1 A A 0.85 0.6 1.1 NC 0.09 gb:BG068623 /DB_XREF=gi:12551192 /DB_XREF=H3067E10-3 /CLONE=H3067E10 /FEA=EST /CNT=2 /TID=Mm.26367.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446066_at 6.4 10.9 A A 0.5 0.11 1.1 I 0.000552 gb:BB667770 /DB_XREF=gi:16399219 /DB_XREF=BB667770 /CLONE=C730038O11 /FEA=EST /CNT=2 /TID=Mm.208530.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446187_at 1.2 6.1 A A 0.87 0.5 1.1 NC 0.33 gb:AW536580 /DB_XREF=gi:7178997 /DB_XREF=G0106C03-3 /CLONE=G0106C03 /FEA=EST /CNT=2 /TID=Mm.105013.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446249_at 3.4 9.3 A A 0.35 0.12 1.1 NC 0.33 gb:BB035685 /DB_XREF=gi:16258323 /DB_XREF=BB035685 /CLONE=5930405D23 /FEA=EST /CNT=2 /TID=Mm.215298.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446356_at 7.1 18.7 A P 0.24 0.04 1.1 NC 0.16 gb:BM251134 /DB_XREF=gi:17886404 /DB_XREF=K0860B03-3 /CLONE=K0860B03 /FEA=EST /CNT=2 /TID=Mm.217492.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446386_at 14.6 25.1 P P 0.03 0.001221 1.1 I 0.001832 gb:BB467201 /DB_XREF=gi:16427340 /DB_XREF=BB467201 /CLONE=D230012N06 /FEA=EST /CNT=2 /TID=Mm.215998.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446388_at 0.3 0.7 A A 0.69 0.66 1.1 NC 0.25 gb:BG076143 /DB_XREF=gi:12558712 /DB_XREF=H3156B06-3 /CLONE=H3156B06 /FEA=EST /CNT=2 /TID=Mm.103279.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446479_at 2.4 4.5 A A 0.39 0.21 1.1 NC 0.5 gb:BB474379 /DB_XREF=gi:16439851 /DB_XREF=BB474379 /CLONE=D330006E15 /FEA=EST /CNT=2 /TID=Mm.133056.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446532_at 3.9 12.1 A P 0.36 0.03 1.1 NC 0.18 gb:AW557897 /DB_XREF=gi:7203326 /DB_XREF=L0288A06-3 /CLONE=L0288A06 /FEA=EST /CNT=2 /TID=Mm.182848.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446684_at 4.3 7.3 A A 0.5 0.36 1.1 NC 0.34 gb:AW557194 /DB_XREF=gi:7202623 /DB_XREF=L0278G02-3 /CLONE=L0278G02 /FEA=EST /CNT=2 /TID=Mm.215269.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446874_at 2.1 4.2 A A 0.78 0.6 1.1 NC 0.31 gb:AU040128 /DB_XREF=gi:3953948 /DB_XREF=AU040128 /CLONE=J0800E06 /FEA=EST /CNT=2 /TID=Mm.173853.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446881_at 3.2 5.6 A A 0.33 0.24 1.1 NC 0.07 gb:AU022749 /DB_XREF=gi:3393096 /DB_XREF=AU022749 /CLONE=J0420B01 /FEA=EST /CNT=2 /TID=Mm.204324.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1446916_at 0.5 1 A A 0.94 0.78 1.1 NC 0.31 gb:BG069130 /DB_XREF=gi:12551699 /DB_XREF=H3073A11-3 /CLONE=H3073A11 /FEA=EST /CNT=2 /TID=Mm.173778.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446987_at 5.4 9.1 A A 0.08 0.09 1.1 NC 0.14 gb:BG074191 /DB_XREF=gi:12556760 /DB_XREF=H3131H10-3 /CLONE=H3131H10 /FEA=EST /CNT=2 /TID=Mm.216401.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447158_at 0.6 0.8 A A 0.88 0.69 1.1 NC 0.005409 gb:BG068554 /DB_XREF=gi:12551123 /DB_XREF=H3066G11-3 /CLONE=H3066G11 /FEA=EST /CNT=2 /TID=Mm.173605.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447220_at 6.1 17.8 A P 0.24 0.03 1.1 NC 0.28 gb:BG068344 /DB_XREF=gi:12550913 /DB_XREF=H3064E01-3 /CLONE=H3064E01 /FEA=EST /CNT=2 /TID=Mm.173558.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447227_at 0.8 1.9 A A 0.85 0.27 1.1 NC 0.1 gb:AI504711 /DB_XREF=gi:4402562 /DB_XREF=vq40b02.x1 /CLONE=IMAGE:1096683 /FEA=EST /CNT=2 /TID=Mm.89658.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447253_x_ 3.7 5.8 A A 0.46 0.43 1.1 NC 0.39 gb:BM195726 /DB_XREF=gi:17747305 /DB_XREF=C0315E01-3 /CLONE=C0315E01 /FEA=EST /CNT=2 /TID=Mm.217523.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447490_at 0.8 0.4 A A 0.69 0.92 1.1 NC 0.16 gb:AW240647 /DB_XREF=gi:6574399 /DB_XREF=uq31e07.x1 /CLONE=IMAGE:2811012 /FEA=EST /CNT=2 /TID=Mm.89400.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447575_at 3.2 9.3 A M 0.39 0.05 1.1 NC 0.36 gb:AI605450 /DB_XREF=gi:4614617 /DB_XREF=vo17d02.x1 /CLONE=IMAGE:1050147 /FEA=EST /CNT=2 /TID=Mm.37644.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447601_x_ 1 5.4 A A 0.66 0.63 1.1 NC 0.5 gb:BB366490 /DB_XREF=gi:9078318 /DB_XREF=BB366490 /CLONE=C130033O12 /FEA=EST /CNT=2 /TID=Mm.167405.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447778_x_ 13.8 38.1 A P 0.06 0.02 1.1 NC 0.29 gb:BB044157 /DB_XREF=gi:8450543 /DB_XREF=BB044157 /CLONE=6030482E04 /FEA=EST /CNT=2 /TID=Mm.71771.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447920_at 1.5 4.1 A A 0.42 0.63 1.1 NC 0.9 gb:BB420276 /DB_XREF=gi:9241631 /DB_XREF=BB420276 /CLONE=C530021E24 /FEA=EST /CNT=2 /TID=Mm.51867.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447994_at 30.6 77.5 P P 0.04 0.005859 1.1 NC 0.06 gb:AV043099 /DB_XREF=gi:4862764 /DB_XREF=AV043099 /CLONE=1700026B20 /FEA=EST /CNT=2 /TID=Mm.70062.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448126_at 32.7 49.5 P P 0.01 0.000732 1.1 I 0.000307 gb:NM_019643.1 /DB_XREF=gi:9790254 /GEN=Tera-pending /FEA=FLmRNA /CNT=259 /TID=Mm.18637.1 /TIER=FL+Stack /STK=189 /UG=Mm.18637 /LL=
MOE430_2_1448127_at 428.8 926.5 P P 0.000244 0.000244 1.1 I 0.000088 gb:BB758819 /DB_XREF=gi:16205808 /DB_XREF=BB758819 /CLONE=G270103D14 /FEA=FLmRNA /CNT=310 /TID=Mm.656.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1448191_at 178.2 354.6 P P 0.000244 0.000244 1.1 I 0.00002 gb:NM_011121.1 /DB_XREF=gi:6755103 /GEN=Plk /FEA=FLmRNA /CNT=203 /TID=Mm.16525.1 /TIER=FL+Stack /STK=138 /UG=Mm.16525 /LL=18817 /DE
MOE430_2_1448220_at 1.7 7.5 A A 0.78 0.43 1.1 NC 0.05 gb:NM_025583.1 /DB_XREF=gi:13385031 /GEN=2200008D09Rik /FEA=FLmRNA /CNT=420 /TID=Mm.34374.1 /TIER=FL+Stack /STK=126 /UG=Mm.34374 /
MOE430_2_1448459_at 3.1 13.8 A P 0.32 0.01 1.1 NC 0.18 gb:NM_027398.1 /DB_XREF=gi:17975505 /GEN=Kcnip1 /FEA=FLmRNA /CNT=80 /TID=Mm.39745.1 /TIER=FL+Stack /STK=70 /UG=Mm.39745 /LL=70357 /
MOE430_2_1448514_at 3.9 6.7 A A 0.68 0.33 1.1 NC 0.01 gb:BC005564.1 /DB_XREF=gi:13542718 /FEA=FLmRNA /CNT=149 /TID=Mm.180182.1 /TIER=FL /STK=1 /UG=Mm.180182 /LL=12859 /UG_GENE=Cox5b /
MOE430_2_1448627_s_ 219.6 464.7 P P 0.000244 0.000244 1.1 I 0.00002 gb:NM_023209.1 /DB_XREF=gi:12963574 /GEN=2810434B10Rik /FEA=FLmRNA /CNT=99 /TID=Mm.24337.1 /TIER=FL+Stack /STK=52 /UG=Mm.24337 /LL
MOE430_2_1448750_at 4.2 11.3 A A 0.66 0.5 1.1 NC 0.5 gb:U43714.1 /DB_XREF=gi:1171341 /GEN=Hxt /FEA=FLmRNA /CNT=51 /TID=Mm.4746.1 /TIER=FL /STK=1 /UG=Mm.4746 /LL=15110 /DEF=Mus musculu
MOE430_2_1449227_at 98.2 220.7 P P 0.005859 0.000244 1.1 I 0.00002 gb:NM_009890.1 /DB_XREF=gi:6857768 /GEN=Ch25h /FEA=FLmRNA /CNT=31 /TID=Mm.30824.1 /TIER=FL+Stack /STK=18 /UG=Mm.30824 /LL=12642 /D
MOE430_2_1449277_at 4.6 10.6 A A 0.72 0.75 1.1 NC 0.29 gb:NM_011888.2 /DB_XREF=gi:10518345 /GEN=Scya19 /FEA=FLmRNA /CNT=24 /TID=Mm.30205.1 /TIER=FL+Stack /STK=16 /UG=Mm.30205 /LL=24047 /
MOE430_2_1449299_at 37.2 105.6 P P 0.01 0.000732 1.1 I 0.000552 gb:BC011374.1 /DB_XREF=gi:15030227 /FEA=FLmRNA /CNT=74 /TID=Mm.20876.1 /TIER=FL+Stack /STK=15 /UG=Mm.20876 /LL=16973 /UG_GENE=Lrp5



MOE430_2_1449358_at 6.1 11.8 A A 0.63 0.39 1.1 NC 0.28 gb:NM_033079.1 /DB_XREF=gi:14861845 /GEN=D6Mm5e /FEA=FLmRNA /CNT=20 /TID=Mm.100652.1 /TIER=FL+Stack /STK=13 /UG=Mm.100652 /LL=110
MOE430_2_1449368_at 695 1608.9 P P 0.000244 0.000244 1.1 I 0.00002 gb:NM_007833.1 /DB_XREF=gi:6681142 /GEN=Dcn /FEA=FLmRNA /CNT=355 /TID=Mm.1987.1 /TIER=FL+Stack /STK=12 /UG=Mm.1987 /LL=13179 /DEF=
MOE430_2_1449522_at 125.8 285.8 P P 0.008057 0.001221 1.1 I 0.000052 gb:NM_009472.1 /DB_XREF=gi:6678504 /GEN=Unc5h3 /FEA=FLmRNA /CNT=53 /TID=Mm.24430.1 /TIER=FL+Stack /STK=8 /UG=Mm.24430 /LL=22253 /D
MOE430_2_1449585_at 5.4 8 M A 0.05 0.17 1.1 NC 0.27 gb:NM_134103.1 /DB_XREF=gi:19882202 /GEN=Il1rap /FEA=FLmRNA /CNT=22 /TID=Mm.24771.1 /TIER=FL /STK=6 /UG=Mm.24771 /LL=16180 /DEF=Mus
MOE430_2_1449605_at 1.2 5.2 A A 0.53 0.56 1.1 NC 0.58 gb:AI452150 /DB_XREF=gi:4299907 /DB_XREF=mp80g03.x1 /CLONE=IMAGE:575572 /FEA=EST /CNT=3 /TID=Mm.25765.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449607_at 1.8 4.6 A A 0.46 0.43 1.1 NC 0.5 gb:AI450388 /DB_XREF=gi:4296654 /DB_XREF=mu32a11.x1 /CLONE=IMAGE:641084 /FEA=EST /CNT=3 /TID=Mm.86665.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449877_s_ 40.6 76.2 P P 0.00415 0.001221 1.1 I 0.000273 gb:NM_016761.1 /DB_XREF=gi:7949059 /GEN=Kifc1 /FEA=FLmRNA /CNT=10 /TID=Mm.197684.1 /TIER=FL /STK=5 /UG=Mm.197684 /LL=16580 /DEF=Mu
MOE430_2_1449927_at 11.5 27.2 A A 0.24 0.19 1.1 NC 0.08 gb:NM_011312.1 /DB_XREF=gi:6755389 /GEN=S100a5 /FEA=FLmRNA /CNT=4 /TID=Mm.19946.1 /TIER=FL /STK=4 /UG=Mm.19946 /LL=20199 /DEF=Mus
MOE430_2_1449972_s_ 102.3 235.8 P P 0.001221 0.000244 1.1 I 0.00002 gb:NM_011765.1 /DB_XREF=gi:6756068 /GEN=Zfp97 /FEA=FLmRNA /CNT=5 /TID=Mm.4596.1 /TIER=FL /STK=3 /UG=Mm.4596 /LL=22759 /DEF=Mus mus
MOE430_2_1450079_at 6.9 13.3 M P 0.05 0.03 1.1 NC 0.13 gb:AK012873.1 /DB_XREF=gi:12849903 /GEN=Nrk /FEA=FLmRNA /CNT=48 /TID=Mm.89850.1 /TIER=Stack /STK=9 /UG=Mm.89850 /LL=27206 /UG_TITLE
MOE430_2_1450108_at 2.4 5.4 A A 0.88 0.43 1.1 NC 0.03 gb:NM_008440.1 /DB_XREF=gi:6680557 /GEN=Kif1a /FEA=FLmRNA /CNT=68 /TID=Mm.4762.1 /TIER=ConsEnd /STK=0 /UG=Mm.4762 /LL=16560 /DEF=M
MOE430_2_1450168_at 8.3 18.3 A M 0.12 0.05 1.1 NC 0.5 gb:NM_025971.1 /DB_XREF=gi:13385467 /GEN=2900001A12Rik /FEA=FLmRNA /CNT=13 /TID=Mm.58321.1 /TIER=FL /STK=2 /UG=Mm.58321 /LL=67107 /
MOE430_2_1450305_at 7.9 15.2 A A 0.43 0.08 1.1 NC 0.01 gb:NM_026596.1 /DB_XREF=gi:13386083 /GEN=4930591A17Rik /FEA=FLmRNA /CNT=4 /TID=Mm.158187.1 /TIER=FL /STK=2 /UG=Mm.158187 /LL=68175
MOE430_2_1450385_at 38 91.5 P P 0.000244 0.000244 1.1 I 0.000865 gb:NM_008466.1 /DB_XREF=gi:6680595 /GEN=Kpna3 /FEA=FLmRNA /CNT=207 /TID=Mm.25548.1 /TIER=FL+Stack /STK=9 /UG=Mm.25548 /LL=16648 /D
MOE430_2_1450486_a_ 2.2 6.5 A A 0.5 0.53 1.1 NC 0.5 gb:X91813.1 /DB_XREF=gi:1008981 /FEA=FLmRNA /CNT=8 /TID=Mm.2991.1 /TIER=ConsEnd /STK=0 /UG=Mm.2991 /LL=18389 /UG_GENE=Oprl /DEF=M
MOE430_2_1450503_at 3.3 6 A A 0.5 0.66 1.1 NC 0.35 gb:NM_008425.1 /DB_XREF=gi:6680529 /GEN=Kcnj2 /FEA=FLmRNA /CNT=6 /TID=Mm.4951.1 /TIER=FL /STK=1 /UG=Mm.4951 /LL=16518 /DEF=Mus mus
MOE430_2_1450591_at 1.4 4.4 A A 0.56 0.66 1.1 NC 0.59 gb:NM_013728.1 /DB_XREF=gi:7305340 /GEN=Olfr4-3 /FEA=FLmRNA /CNT=1 /TID=Mm.103646.1 /TIER=FL /STK=1 /UG=Mm.103646 /LL=27216 /DEF=M
MOE430_2_1450872_s_ 875.7 2149.4 P P 0.000244 0.000244 1.1 I 0.00002 gb:AI596237 /DB_XREF=gi:4605285 /DB_XREF=uk23g09.x1 /CLONE=IMAGE:1969888 /FEA=FLmRNA /CNT=218 /TID=Mm.181935.1 /TIER=Stack /STK=40 
MOE430_2_1450993_at 53.5 105.3 A A 0.12 0.06 1.1 I 0.001201 gb:BB729869 /DB_XREF=gi:16113144 /DB_XREF=BB729869 /CLONE=E860113N06 /FEA=FLmRNA /CNT=56 /TID=Mm.31408.1 /TIER=Stack /STK=25 /UG
MOE430_2_1451055_at 13.4 26.6 A A 0.17 0.17 1.1 NC 0.5 gb:BB526223 /DB_XREF=gi:16444281 /DB_XREF=BB526223 /CLONE=D930031P09 /FEA=FLmRNA /CNT=75 /TID=Mm.138278.1 /TIER=Stack /STK=8 /UG
MOE430_2_1451186_at 6.4 22.1 A P 0.09 0.01 1.1 NC 0.007788 gb:BI440638 /DB_XREF=gi:15265328 /DB_XREF=ic80e03.x1 /CLONE=IMAGE:5659877 /FEA=FLmRNA /CNT=113 /TID=Mm.34109.2 /TIER=ConsEnd /STK=
MOE430_2_1451374_x_ 33.5 80.6 P P 0.000732 0.000732 1.1 I 0.000389 gb:AY047360.1 /DB_XREF=gi:15983742 /GEN=Cklf2 /FEA=FLmRNA /CNT=31 /TID=Mm.46021.1 /TIER=FL+Stack /STK=29 /UG=Mm.46021 /LL=75458 /DE
MOE430_2_1451485_at 17.9 42.8 P P 0.01 0.000732 1.1 I 0.001651 gb:AW536179 /DB_XREF=gi:7178596 /DB_XREF=G0101D08-3 /CLONE=G0101D08 /FEA=FLmRNA /CNT=88 /TID=Mm.30927.1 /TIER=Stack /STK=13 /UG
MOE430_2_1451537_at 8.6 21.6 A A 0.46 0.14 1.1 NC 0.1 gb:BC005611.1 /DB_XREF=gi:13542819 /FEA=FLmRNA /CNT=80 /TID=Mm.4376.1 /TIER=FL+Stack /STK=10 /UG=Mm.4376 /LL=12654 /UG_GENE=Chi3l1
MOE430_2_1451563_at 1.5 7.2 A A 0.6 0.14 1.1 NC 0.07 gb:AF396935.1 /DB_XREF=gi:16930384 /FEA=FLmRNA /CNT=22 /TID=Mm.210497.1 /TIER=FL+Stack /STK=9 /UG=Mm.210497 /LL=52614 /UG_GENE=D1
MOE430_2_1451827_a_ 6.5 14.5 A P 0.3 0.03 1.1 NC 0.1 gb:BC021378.1 /DB_XREF=gi:18204713 /FEA=FLmRNA /CNT=5 /TID=Mm.31748.2 /TIER=FL /STK=1 /UG=Mm.31748 /LL=50490 /UG_GENE=Nox4 /DEF=M
MOE430_2_1451892_at 0.7 3.5 A A 0.94 0.6 1.1 NC 0.07 gb:AB010088.1 /DB_XREF=gi:2988357 /FEA=FLmRNA /CNT=1 /TID=Mm.6500.2 /TIER=FL /STK=1 /UG=Mm.6500 /LL=16591 /UG_GENE=Kl /DEF=Mus mu
MOE430_2_1451924_a_ 5.8 28.5 A A 0.56 0.11 1.1 NC 0.08 gb:D43775.1 /DB_XREF=gi:1536791 /FEA=FLmRNA /CNT=1 /TID=Mm.14543.2 /TIER=FL /STK=1 /UG=Mm.14543 /LL=13614 /UG_GENE=Edn1 /DEF=Mous
MOE430_2_1451933_a_ 0.2 0.3 A A 0.96 0.97 1.1 NC 0.21 gb:AY014779.1 /DB_XREF=gi:16445016 /GEN=Cts1 /FEA=FLmRNA /CNT=1 /TID=Mm.3692.1 /TIER=FL /STK=1 /UG=Mm.3692 /LL=56092 /DEF=Mus mus
MOE430_2_1452073_at 113.1 291.8 P P 0.000244 0.000244 1.1 I 0.00002 gb:AK011345.1 /DB_XREF=gi:12847406 /FEA=FLmRNA /CNT=124 /TID=Mm.22214.1 /TIER=Stack /STK=20 /UG=Mm.22214 /LL=69896 /UG_GENE=261000
MOE430_2_1452098_at 28.5 59.8 P P 0.02 0.001953 1.1 I 0.000438 gb:BM233289 /DB_XREF=gi:17868559 /DB_XREF=K0334H03-3 /CLONE=K0334H03 /FEA=FLmRNA /CNT=70 /TID=Mm.102540.1 /TIER=Stack /STK=31 /U
MOE430_2_1452210_at 32.7 60.6 P P 0.01 0.000244 1.1 I 0.00002 gb:BB546985 /DB_XREF=gi:16447518 /DB_XREF=BB546985 /CLONE=E130315B21 /FEA=mRNA /CNT=74 /TID=Mm.21492.1 /TIER=Stack /STK=54 /UG=M
MOE430_2_1452270_s_ 25.1 54.2 P P 0.02 0.000732 1.1 I 0.00002 gb:AF197159.1 /DB_XREF=gi:7381453 /FEA=mRNA /CNT=53 /TID=Mm.2735.1 /TIER=Stack /STK=29 /UG=Mm.2735 /LL=65969 /UG_GENE=Cubn /DEF=M
MOE430_2_1452382_at 71.1 163 P P 0.000244 0.000244 1.1 I 0.00002 gb:BB542096 /DB_XREF=gi:16447246 /DB_XREF=BB542096 /CLONE=E130118M10 /FEA=mRNA /CNT=47 /TID=Mm.130425.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1452400_a_ 8.4 4.7 A A 0.27 0.21 1.1 NC 0.2 gb:BB550242 /DB_XREF=gi:9636608 /DB_XREF=BB550242 /CLONE=E230021C05 /FEA=mRNA /CNT=9 /TID=Mm.196373.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1452424_at 24.3 53.8 P P 0.008057 0.001953 1.1 I 0.000147 gb:AW493905 /DB_XREF=gi:7064186 /DB_XREF=UI-M-BH3-auh-e-01-0-UI.s1 /CLONE=UI-M-BH3-auh-e-01-0-UI /FEA=mRNA /CNT=4 /TID=Mm.192098
MOE430_2_1452431_s_ 5.9 8.5 A A 0.5 0.17 1.1 NC 0.13 gb:AF119253.1 /DB_XREF=gi:4884622 /GEN=H2-Ea /FEA=mRNA /CNT=20 /TID=Mm.15680.2 /TIER=ConsEnd /STK=0 /UG=Mm.15680 /LL=14968 /DEF=M
MOE430_2_1452598_at 53.1 117.2 P P 0.001953 0.000244 1.1 I 0.000023 gb:AK013116.1 /DB_XREF=gi:12850277 /FEA=mRNA /CNT=44 /TID=Mm.85844.1 /TIER=Stack /STK=21 /UG=Mm.85844 /LL=69270 /UG_GENE=2810418N0
MOE430_2_1452602_a_ 7 8.8 A A 0.56 0.5 1.1 NC 0.5 gb:AV206423 /DB_XREF=gi:6147276 /DB_XREF=AV206423 /CLONE=1700086I10 /FEA=mRNA /CNT=24 /TID=Mm.46129.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1452755_at 13.1 31.1 A A 0.53 0.14 1.1 NC 0.03 gb:AK004057.1 /DB_XREF=gi:12835084 /FEA=mRNA /CNT=53 /TID=Mm.196132.1 /TIER=Stack /STK=49 /UG=Mm.196132 /LL=68716 /UG_GENE=1110033
MOE430_2_1452840_at 87.6 180.2 P P 0.001953 0.001221 1.1 I 0.000023 gb:AV216011 /DB_XREF=gi:6156856 /DB_XREF=AV216011 /CLONE=2410155F19 /FEA=mRNA /CNT=50 /TID=Mm.179349.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1452983_at 16.4 40.1 P P 0.01 0.001953 1.1 I 0.000167 gb:AW457682 /DB_XREF=gi:7027864 /DB_XREF=UI-M-BH3-arb-e-06-0-UI.s1 /CLONE=UI-M-BH3-arb-e-06-0-UI /FEA=mRNA /CNT=136 /TID=Mm.1572
MOE430_2_1452998_at 10.7 22.1 A P 0.08 0.04 1.1 NC 0.31 gb:AK008415.1 /DB_XREF=gi:12842584 /FEA=mRNA /CNT=82 /TID=Mm.32615.1 /TIER=ConsEnd /STK=0 /UG=Mm.32615 /LL=67495 /UG_GENE=2010200
MOE430_2_1453003_at 41.4 102.5 P P 0.001953 0.000244 1.1 I 0.00006 gb:AK013519.1 /DB_XREF=gi:12850916 /FEA=mRNA /CNT=51 /TID=Mm.38442.1 /TIER=Stack /STK=13 /UG=Mm.38442 /LL=72910 /UG_GENE=2900010L1
MOE430_2_1453069_at 6.1 18.2 A P 0.21 0.01 1.1 NC 0.1 gb:BF018155 /DB_XREF=gi:10749487 /DB_XREF=uw90a06.x1 /CLONE=IMAGE:3469234 /FEA=mRNA /CNT=36 /TID=Mm.200939.1 /TIER=Stack /STK=8 /U
MOE430_2_1453088_at 10.9 18.9 A A 0.19 0.08 1.1 NC 0.06 gb:AK018292.1 /DB_XREF=gi:12857930 /FEA=mRNA /CNT=10 /TID=Mm.101606.1 /TIER=Stack /STK=8 /UG=Mm.101606 /LL=76237 /UG_GENE=6430628N
MOE430_2_1453089_at 19.3 39.6 A M 0.36 0.05 1.1 I 0.000865 gb:AA259365 /DB_XREF=gi:1895644 /DB_XREF=va50e01.r1 /CLONE=IMAGE:734808 /FEA=mRNA /CNT=9 /TID=Mm.7310.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1453151_at 2.9 6.2 A A 0.63 0.39 1.1 NC 0.61 gb:BB118542 /DB_XREF=gi:8771110 /DB_XREF=BB118542 /CLONE=9530066F19 /FEA=mRNA /CNT=24 /TID=Mm.34918.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1453224_at 18.2 33.5 A A 0.12 0.08 1.1 NC 0.01 gb:AW049828 /DB_XREF=gi:5910357 /DB_XREF=UI-M-BH1-anr-b-02-0-UI.s1 /CLONE=UI-M-BH1-anr-b-02-0-UI /FEA=mRNA /CNT=27 /TID=Mm.48662
MOE430_2_1453381_at 11.3 18.2 P P 0.005859 0.02 1.1 NC 0.02 gb:BB771017 /DB_XREF=gi:16213023 /DB_XREF=BB771017 /CLONE=G370120B21 /FEA=mRNA /CNT=7 /TID=Mm.132152.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1453413_at 9.7 18.9 A P 0.21 0.01 1.1 I 0.000618 gb:AW048640 /DB_XREF=gi:5909169 /DB_XREF=UI-M-BH1-amd-d-04-0-UI.s1 /CLONE=UI-M-BH1-amd-d-04-0-UI /FEA=mRNA /CNT=29 /TID=Mm.1666
MOE430_2_1453416_at 53.6 100.9 P P 0.001953 0.000244 1.1 I 0.00002 gb:BE199211 /DB_XREF=gi:8711380 /DB_XREF=us67c02.x1 /CLONE=IMAGE:3256226 /FEA=mRNA /CNT=18 /TID=Mm.218616.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1453423_at 8 3.5 A A 0.8 0.53 1.1 NC 0.23 gb:AI596469 /DB_XREF=gi:4605517 /DB_XREF=vi74e12.x1 /CLONE=IMAGE:917998 /FEA=mRNA /CNT=12 /TID=Mm.71906.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1453429_at 13.7 30.3 P P 0.03 0.00415 1.1 NC 0.13 gb:BE945468 /DB_XREF=gi:10523227 /DB_XREF=UI-M-BH3-awc-d-02-0-UI.s4 /CLONE=UI-M-BH3-awc-d-02-0-UI /FEA=mRNA /CNT=8 /TID=Mm.1502
MOE430_2_1453543_at 5.2 13.4 A A 0.46 0.24 1.1 NC 0.01 gb:BB015832 /DB_XREF=gi:8186789 /DB_XREF=BB015832 /CLONE=4930556H04 /FEA=mRNA /CNT=3 /TID=Mm.108640.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1453628_s_ 7.8 17.6 A P 0.33 0.03 1.1 NC 0.01 gb:AK010252.1 /DB_XREF=gi:12845555 /FEA=mRNA /CNT=7 /TID=Mm.176376.1 /TIER=ConsEnd /STK=1 /UG=Mm.176376 /LL=74249 /UG_GENE=Lrrc2 /
MOE430_2_1453768_a_ 23.3 50.5 P P 0.000244 0.001953 1.1 NC 0.01 gb:AK005776.1 /DB_XREF=gi:12838526 /FEA=mRNA /CNT=9 /TID=Mm.18228.2 /TIER=ConsEnd /STK=0 /UG=Mm.18228 /LL=73847 /UG_GENE=5430432M
MOE430_2_1453831_at 2.4 1.8 A A 0.69 0.78 1.1 NC 0.5 gb:BF019231 /DB_XREF=gi:10750563 /DB_XREF=uy02f10.y1 /CLONE=IMAGE:3656875 /FEA=mRNA /CNT=6 /TID=Mm.195768.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1454058_at 1.9 4.4 A A 0.5 0.33 1.1 NC 0.11 gb:AK016433.1 /DB_XREF=gi:12855158 /FEA=mRNA /CNT=1 /TID=Mm.158521.1 /TIER=ConsEnd /STK=0 /UG=Mm.158521 /LL=70985 /UG_GENE=493140
MOE430_2_1454264_at 1 1.6 A A 0.6 0.5 1.1 NC 0.5 gb:AK009853.1 /DB_XREF=gi:12844904 /FEA=mRNA /CNT=1 /TID=Mm.195782.1 /TIER=ConsEnd /STK=0 /UG=Mm.195782 /LL=76968 /UG_GENE=231004
MOE430_2_1454292_at 5 6 A A 0.27 0.14 1.1 NC 0.05 gb:AV139332 /DB_XREF=gi:5343327 /DB_XREF=AV139332 /CLONE=2810049L19 /FEA=mRNA /CNT=3 /TID=Mm.158872.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454720_at 1.7 1.7 A A 0.72 0.66 1.1 NC 0.37 gb:AV328620 /DB_XREF=gi:16395922 /DB_XREF=AV328620 /CLONE=6330443A02 /FEA=EST /CNT=66 /TID=Mm.23647.1 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1454776_at 461.9 1056.3 P P 0.000244 0.000244 1.1 I 0.00002 gb:BB409568 /DB_XREF=gi:16423188 /DB_XREF=BB409568 /CLONE=C430014J04 /FEA=EST /CNT=142 /TID=Mm.24176.1 /TIER=Stack /STK=50 /UG=M
MOE430_2_1454853_s_ 25.5 57.5 P P 0.01 0.001953 1.1 I 0.00002 gb:BF730263 /DB_XREF=gi:12048127 /DB_XREF=mab61c07.x1 /CLONE=IMAGE:3974773 /FEA=EST /CNT=49 /TID=Mm.200911.1 /TIER=Stack /STK=41 /U
MOE430_2_1454897_at 5.7 11.1 A A 0.17 0.36 1.1 NC 0.42 gb:AV330057 /DB_XREF=gi:15406366 /DB_XREF=AV330057 /CLONE=6330509M05 /FEA=EST /CNT=49 /TID=Mm.200919.2 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454975_at 52.7 103.8 P P 0.000244 0.000244 1.1 I 0.000088 gb:BG075935 /DB_XREF=gi:12558504 /DB_XREF=H3153E10-3 /CLONE=H3153E10 /FEA=EST /CNT=55 /TID=Mm.38383.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1455002_at 239.4 487.1 P P 0.000244 0.000244 1.1 I 0.00002 gb:AV331223 /DB_XREF=gi:15406378 /DB_XREF=AV331223 /CLONE=6330521E18 /FEA=EST /CNT=33 /TID=Mm.86759.2 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455068_at 5.6 12.8 A A 0.39 0.21 1.1 NC 0.35 gb:BM221809 /DB_XREF=gi:17782275 /DB_XREF=K0110D02-3 /CLONE=K0110D02 /FEA=EST /CNT=89 /TID=Mm.28319.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455133_s_ 90.5 184.4 P P 0.001953 0.000244 1.1 I 0.000046 gb:BM240684 /DB_XREF=gi:17875954 /DB_XREF=K0605G03-3 /CLONE=K0605G03 /FEA=EST /CNT=62 /TID=Mm.26019.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455251_at 30.2 61.3 P P 0.000732 0.000244 1.1 I 0.000088 gb:AV071536 /DB_XREF=gi:5191364 /DB_XREF=AV071536 /CLONE=2124000K13 /FEA=EST /CNT=43 /TID=Mm.87506.1 /TIER=Stack /STK=18 /UG=Mm.8
MOE430_2_1455425_at 38.8 73.2 P P 0.001953 0.000244 1.1 I 0.000088 gb:BG071655 /DB_XREF=gi:12554224 /DB_XREF=H3101F07-3 /CLONE=H3101F07 /FEA=EST /CNT=20 /TID=Mm.17774.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455527_at 13.6 26.9 A A 0.46 0.5 1.1 NC 0.39 gb:BB328097 /DB_XREF=gi:16403817 /DB_XREF=BB328097 /CLONE=B430307C05 /FEA=EST /CNT=12 /TID=Mm.19283.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455691_at 11.7 17 A P 0.33 0.00415 1.1 MI 0.00249 gb:BB819703 /DB_XREF=gi:16992332 /DB_XREF=BB819703 /CLONE=G830001H15 /FEA=EST /CNT=11 /TID=Mm.183266.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455728_at 50.2 103 P P 0.005859 0.00293 1.1 I 0.000068 gb:AV232438 /DB_XREF=gi:15405020 /DB_XREF=AV232438 /CLONE=4632415B06 /FEA=EST /CNT=44 /TID=Mm.220979.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455851_at 15.4 35.5 A A 0.21 0.12 1.1 I 0.00002 gb:AV032115 /DB_XREF=gi:15431531 /DB_XREF=AV032115 /CLONE=1500034B01 /FEA=EST /CNT=45 /TID=Mm.11958.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1455877_a_ 14.7 30.8 A M 0.19 0.05 1.1 NC 0.01 gb:BG075296 /DB_XREF=gi:12557865 /DB_XREF=H3145F03-3 /CLONE=H3145F03 /FEA=EST /CNT=53 /TID=Mm.10172.4 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455961_at 563.6 1227.8 P P 0.000244 0.000244 1.1 I 0.00002 gb:AV174022 /DB_XREF=gi:15404698 /DB_XREF=AV174022 /CLONE=5730407O20 /FEA=EST /CNT=32 /TID=Mm.13052.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1456162_x_ 25.2 47.7 A P 0.17 0.001221 1.1 NC 0.24 gb:BB493359 /DB_XREF=gi:9451986 /DB_XREF=BB493359 /CLONE=D530032K09 /FEA=EST /CNT=16 /TID=Mm.131872.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456185_at 4.9 9.5 A A 0.43 0.43 1.1 NC 0.33 gb:BM228271 /DB_XREF=gi:17790848 /DB_XREF=K0258C03-3 /CLONE=K0258C03 /FEA=EST /CNT=14 /TID=Mm.11889.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456225_x_ 28 71.6 A P 0.19 0.03 1.1 I 0.000438 gb:BB508622 /DB_XREF=gi:9517586 /DB_XREF=BB508622 /CLONE=D730018N08 /FEA=EST /CNT=14 /TID=Mm.204986.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456318_at 4 12.4 A M 0.36 0.05 1.1 NC 0.31 gb:BB417442 /DB_XREF=gi:15412015 /DB_XREF=BB417442 /CLONE=C530003B20 /FEA=EST /CNT=21 /TID=Mm.131289.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456643_at 18.1 41.3 A P 0.06 0.001221 1.1 I 0.001486 gb:BB043558 /DB_XREF=gi:16258788 /DB_XREF=BB043558 /CLONE=6030475F23 /FEA=EST /CNT=17 /TID=Mm.75160.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1456658_at 10.4 20.9 A A 0.17 0.14 1.1 NC 0.003355 gb:BM121216 /DB_XREF=gi:17089242 /DB_XREF=L0949H09-3 /CLONE=L0949H09 /FEA=EST /CNT=10 /TID=Mm.16537.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456706_at 9.6 23.9 A P 0.08 0.01 1.1 NC 0.09 gb:BE628134 /DB_XREF=gi:9908582 /DB_XREF=uu29e01.x1 /CLONE=IMAGE:3373368 /FEA=EST /CNT=10 /TID=Mm.24471.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1456794_at 1.3 5.5 A A 0.6 0.65 1.1 NC 0.5 gb:AV252933 /DB_XREF=gi:16387840 /DB_XREF=AV252933 /CLONE=4833443G20 /FEA=EST /CNT=10 /TID=Mm.72235.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456839_at 4 7.7 A A 0.53 0.09 1.1 NC 0.01 gb:BM229188 /DB_XREF=gi:17792018 /DB_XREF=K0274F05-3 /CLONE=K0274F05 /FEA=EST /CNT=7 /TID=Mm.208319.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456893_at 2.7 6.5 A A 0.6 0.42 1.1 NC 0.5 gb:BF660952 /DB_XREF=gi:11926086 /DB_XREF=maa70g11.x1 /CLONE=IMAGE:3822165 /FEA=EST /CNT=10 /TID=Mm.119541.1 /TIER=ConsEnd /STK=6 
MOE430_2_1456977_at 2.3 4.5 A A 0.46 0.39 1.1 NC 0.5 gb:BB281406 /DB_XREF=gi:16401317 /DB_XREF=BB281406 /CLONE=A930031F24 /FEA=EST /CNT=6 /TID=Mm.152957.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457092_at 6.5 13.9 A P 0.3 0.03 1.1 NC 0.11 gb:AW121549 /DB_XREF=gi:6096882 /DB_XREF=UI-M-BH2.2-aop-e-11-0-UI.s1 /CLONE=UI-M-BH2.2-aop-e-11-0-UI /FEA=EST /CNT=7 /TID=Mm.54173
MOE430_2_1457171_at 13.4 36.1 A A 0.33 0.11 1.1 NC 0.01 gb:BB334885 /DB_XREF=gi:16404081 /DB_XREF=BB334885 /CLONE=B830028K19 /FEA=EST /CNT=5 /TID=Mm.128801.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457273_at 3.2 5.8 A A 0.33 0.21 1.1 NC 0.24 gb:BM899576 /DB_XREF=gi:19382364 /DB_XREF=UI-M-DJ1-buc-h-08-0-UI.s1 /CLONE=UI-M-DJ1-buc-h-08-0-UI /FEA=EST /CNT=12 /TID=Mm.82679.
MOE430_2_1457381_at 1 1.9 A A 0.9 0.72 1.1 NC 0.14 gb:BM240286 /DB_XREF=gi:17875556 /DB_XREF=K0549H04-3 /CLONE=K0549H04 /FEA=EST /CNT=5 /TID=Mm.217327.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457408_at 1.1 4.5 A A 0.96 0.8 1.1 NC 0.3 gb:BE650326 /DB_XREF=gi:9976150 /DB_XREF=UI-M-BH2.1-apt-e-03-0-UI.r1 /CLONE=UI-M-BH2.1-apt-e-03-0-UI /FEA=EST /CNT=5 /TID=Mm.138939
MOE430_2_1457559_at 22.2 42.4 P P 0.000732 0.00415 1.1 NC 0.01 gb:BM199910 /DB_XREF=gi:17752967 /DB_XREF=C0202E04-3 /CLONE=C0202E04 /FEA=EST /CNT=4 /TID=Mm.217625.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457654_at 2.9 6.7 A A 0.39 0.17 1.1 NC 0.31 gb:AV312089 /DB_XREF=gi:6277306 /DB_XREF=AV312089 /CLONE=5830400D22 /FEA=EST /CNT=4 /TID=Mm.87508.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457751_at 5.2 14.1 A A 0.56 0.27 1.1 NC 0.01 gb:BB371102 /DB_XREF=gi:16406934 /DB_XREF=BB371102 /CLONE=C130057G11 /FEA=EST /CNT=6 /TID=Mm.43977.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457873_at 4 6.8 A P 0.27 0.03 1.1 NC 0.11 gb:AV352387 /DB_XREF=gi:16397240 /DB_XREF=AV352387 /CLONE=7030407I18 /FEA=EST /CNT=4 /TID=Mm.103110.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457899_at 11.2 16.5 A P 0.06 0.01 1.1 NC 0.13 gb:BG066934 /DB_XREF=gi:12549503 /DB_XREF=H3048F11-3 /CLONE=H3048F11 /FEA=EST /CNT=4 /TID=Mm.28453.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457954_at 0.7 1.5 A A 0.79 0.69 1.1 NC 0.48 gb:BE980601 /DB_XREF=gi:10648769 /DB_XREF=UI-M-BG2-bcl-a-02-0-UI.s1 /CLONE=UI-M-BG2-bcl-a-02-0-UI /FEA=EST /CNT=4 /TID=Mm.21099.1 /
MOE430_2_1457993_at 0.8 4.5 A A 0.91 0.75 1.1 NC 0.03 gb:BB185118 /DB_XREF=gi:16270385 /DB_XREF=BB185118 /CLONE=A330019I09 /FEA=EST /CNT=5 /TID=Mm.121703.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458056_at 5.5 12.8 A A 0.5 0.19 1.1 NC 0.33 gb:BB363750 /DB_XREF=gi:16406154 /DB_XREF=BB363750 /CLONE=C130018I10 /FEA=EST /CNT=3 /TID=Mm.186696.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458060_at 12 24 P M 0.04 0.05 1.1 NC 0.11 gb:BB794855 /DB_XREF=gi:16964474 /DB_XREF=BB794855 /CLONE=G431002C24 /FEA=EST /CNT=3 /TID=Mm.60063.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458230_at 4.9 13 A A 0.56 0.12 1.1 NC 0.05 gb:BM115174 /DB_XREF=gi:17078192 /DB_XREF=L0816F08-3 /CLONE=L0816F08 /FEA=EST /CNT=3 /TID=Mm.215663.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458237_at 3 6 A A 0.43 0.56 1.1 NC 0.71 gb:BG071126 /DB_XREF=gi:12553695 /DB_XREF=H3095A02-3 /CLONE=H3095A02 /FEA=EST /CNT=3 /TID=Mm.173374.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458240_at 1.9 4.8 A A 0.3 0.21 1.1 NC 0.2 gb:AV326943 /DB_XREF=gi:16395595 /DB_XREF=AV326943 /CLONE=6330416E01 /FEA=EST /CNT=3 /TID=Mm.209106.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458358_at 10.3 30 A P 0.17 0.00415 1.1 I 0.000273 gb:BB402666 /DB_XREF=gi:9222062 /DB_XREF=BB402666 /CLONE=C330028J19 /FEA=EST /CNT=3 /TID=Mm.89791.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458374_at 5.4 22.9 A P 0.14 0.00415 1.1 I 0.001336 gb:BB540053 /DB_XREF=gi:16447097 /DB_XREF=BB540053 /CLONE=E130103A20 /FEA=EST /CNT=10 /TID=Mm.191440.2 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458400_at 12.2 26.8 P P 0.00415 0.01 1.1 NC 0.07 gb:BB177674 /DB_XREF=gi:16269830 /DB_XREF=BB177674 /CLONE=A230068J24 /FEA=EST /CNT=10 /TID=Mm.184803.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458478_at 1.1 3.5 A A 0.63 0.33 1.1 NC 0.5 gb:BB504374 /DB_XREF=gi:16442712 /DB_XREF=BB504374 /CLONE=D630047O12 /FEA=EST /CNT=5 /TID=Mm.209620.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458548_at 9.6 43.8 P P 0.01 0.01 1.1 NC 0.03 gb:AI426237 /DB_XREF=gi:4272168 /DB_XREF=mi04e05.x1 /CLONE=IMAGE:459488 /FEA=EST /CNT=5 /TID=Mm.23159.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458591_at 0.7 2.6 A A 0.6 0.53 1.1 NC 0.5 gb:AV256591 /DB_XREF=gi:16388329 /DB_XREF=AV256591 /CLONE=4921529M08 /FEA=EST /CNT=4 /TID=Mm.50009.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458603_at 12 14.3 A A 0.46 0.27 1.1 NC 0.28 gb:BB201205 /DB_XREF=gi:16271548 /DB_XREF=BB201205 /CLONE=A430035C14 /FEA=EST /CNT=4 /TID=Mm.174321.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458612_at 4.5 8 A A 0.66 0.36 1.1 NC 0.31 gb:BB280152 /DB_XREF=gi:8977175 /DB_XREF=BB280152 /CLONE=A930023O09 /FEA=EST /CNT=4 /TID=Mm.125513.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458648_at 14.1 23.8 M P 0.05 0.02 1.1 NC 0.05 gb:AU042950 /DB_XREF=gi:3957185 /DB_XREF=AU042950 /CLONE=J1036D05 /FEA=EST /CNT=4 /TID=Mm.10853.1 /TIER=ConsEnd /STK=2 /UG=Mm.10
MOE430_2_1458712_at 6.1 8.9 P P 0.03 0.01 1.1 NC 0.09 gb:BB324785 /DB_XREF=gi:16403528 /DB_XREF=BB324785 /CLONE=B430111L14 /FEA=EST /CNT=4 /TID=Mm.210179.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458731_at 0.6 2.7 A A 0.8 0.53 1.1 NC 0.37 gb:BG072064 /DB_XREF=gi:12554633 /DB_XREF=H3106C12-3 /CLONE=H3106C12 /FEA=EST /CNT=3 /TID=Mm.17896.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458751_at 13.9 17.9 M P 0.05 0.00415 1.1 NC 0.04 gb:BG067428 /DB_XREF=gi:12549997 /DB_XREF=H3054C12-3 /CLONE=H3054C12 /FEA=EST /CNT=3 /TID=Mm.173026.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458761_at 4.2 12 A A 0.3 0.08 1.1 NC 0.02 gb:BB319478 /DB_XREF=gi:9026513 /DB_XREF=BB319478 /CLONE=B230380I21 /FEA=EST /CNT=3 /TID=Mm.188669.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458785_at 3 2.4 A A 0.53 0.56 1.1 NC 0.04 gb:BB204104 /DB_XREF=gi:16351785 /DB_XREF=BB204104 /CLONE=A430056G05 /FEA=EST /CNT=3 /TID=Mm.150091.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458888_at 4.4 7.5 A A 0.53 0.24 1.1 NC 0.04 gb:AV204118 /DB_XREF=gi:16384391 /DB_XREF=AV204118 /CLONE=1520402A20 /FEA=EST /CNT=3 /TID=Mm.209830.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459027_at 8 18.9 A P 0.17 0.03 1.1 NC 0.15 gb:BE985051 /DB_XREF=gi:10657964 /DB_XREF=UI-M-CG0p-bdg-g-10-0-UI.s1 /CLONE=UI-M-CG0p-bdg-g-10-0-UI /FEA=EST /CNT=3 /TID=Mm.15157
MOE430_2_1459062_x_ 6.6 11.3 A A 0.21 0.08 1.1 NC 0.02 gb:BE691677 /DB_XREF=gi:10079301 /DB_XREF=uv65c02.x1 /CLONE=IMAGE:3412034 /FEA=EST /CNT=3 /TID=Mm.165626.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459109_at 6.2 9 A A 0.29 0.43 1.1 NC 0.3 gb:BB037994 /DB_XREF=gi:16258466 /DB_XREF=BB037994 /CLONE=5930434A13 /FEA=EST /CNT=3 /TID=Mm.112202.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459207_at 3.9 10.7 A A 0.11 0.19 1.1 NC 0.27 gb:BG069012 /DB_XREF=gi:12551581 /DB_XREF=H3071G06-3 /CLONE=H3071G06 /FEA=EST /CNT=2 /TID=Mm.26430.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459232_at 0.9 3.1 A A 0.82 0.69 1.1 NC 0.5 gb:BB345060 /DB_XREF=gi:16404924 /DB_XREF=BB345060 /CLONE=B930054K20 /FEA=EST /CNT=2 /TID=Mm.213312.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459342_at 0.1 0.3 A A 0.8 0.78 1.1 NC 0.26 gb:BB383709 /DB_XREF=gi:16408198 /DB_XREF=BB383709 /CLONE=C230029M16 /FEA=EST /CNT=2 /TID=Mm.208936.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459362_at 4.1 6.5 A A 0.46 0.3 1.1 NC 0.18 gb:BB033588 /DB_XREF=gi:16258247 /DB_XREF=BB033588 /CLONE=5830482J06 /FEA=EST /CNT=2 /TID=Mm.207149.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459369_at 0.5 2.9 A A 0.56 0.53 1.1 NC 0.64 gb:BB457749 /DB_XREF=gi:16426191 /DB_XREF=BB457749 /CLONE=D130053H13 /FEA=EST /CNT=2 /TID=Mm.209719.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459393_at 2.5 11.1 A A 0.5 0.24 1.1 NC 0.03 gb:BB438847 /DB_XREF=gi:16424539 /DB_XREF=BB438847 /CLONE=D030014K18 /FEA=EST /CNT=2 /TID=Mm.215934.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459492_at 4.3 6.8 A A 0.36 0.24 1.1 NC 0.13 gb:AU024005 /DB_XREF=gi:3394352 /DB_XREF=AU024005 /CLONE=J0442H02 /FEA=EST /CNT=2 /TID=Mm.173687.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459516_at 6.5 8.5 A A 0.53 0.27 1.1 NC 0.08 gb:BG070097 /DB_XREF=gi:12552589 /DB_XREF=H3082G02-3 /CLONE=H3082G02 /FEA=EST /CNT=2 /TID=Mm.26273.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459568_at 3.3 9.3 A A 0.39 0.33 1.1 NC 0.5 gb:BG076403 /DB_XREF=gi:12558972 /DB_XREF=H3159D10-3 /CLONE=H3159D10 /FEA=EST /CNT=2 /TID=Mm.103300.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459604_at 0.3 0.4 A A 0.9 0.94 1.1 NC 0.5 gb:BB283380 /DB_XREF=gi:8983829 /DB_XREF=BB283380 /CLONE=A930102B08 /FEA=EST /CNT=2 /TID=Mm.167255.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459637_at 5.4 10.7 A A 0.33 0.09 1.1 NC 0.44 gb:BG068457 /DB_XREF=gi:12551026 /DB_XREF=H3065G02-3 /CLONE=H3065G02 /FEA=EST /CNT=2 /TID=Mm.173582.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459638_at 5.7 21.1 A P 0.36 0.00415 1.1 NC 0.01 gb:BE852843 /DB_XREF=gi:10311182 /DB_XREF=uw35a12.x1 /CLONE=IMAGE:3418654 /FEA=EST /CNT=2 /TID=Mm.139936.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459690_at 0.8 3.2 A A 0.72 0.63 1.1 NC 0.29 gb:AI451513 /DB_XREF=gi:4304525 /DB_XREF=mu44a11.x1 /CLONE=IMAGE:642236 /FEA=EST /CNT=2 /TID=Mm.218135.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459950_at 4 12.1 A A 0.3 0.17 1.1 NC 0.42 gb:BB527979 /DB_XREF=gi:16444572 /DB_XREF=BB527979 /CLONE=D930044D19 /FEA=EST /CNT=2 /TID=Mm.210282.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459958_at 7.2 17.1 A P 0.14 0.03 1.1 NC 0.09 gb:BB460538 /DB_XREF=gi:16426539 /DB_XREF=BB460538 /CLONE=D130067G08 /FEA=EST /CNT=2 /TID=Mm.215984.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460111_at 0.9 2.1 A A 0.53 0.66 1.1 NC 0.42 gb:BM936763 /DB_XREF=gi:19395915 /DB_XREF=UI-M-BH3-arv-g-06-0-UI.r1 /CLONE=UI-M-BH3-arv-g-06-0-UI /FEA=EST /CNT=3 /TID=Mm.101353.1
MOE430_2_1460488_at 6.8 12.7 A A 0.36 0.21 1.1 NC 0.48 gb:AI849631 /DB_XREF=gi:5493537 /DB_XREF=UI-M-AL1-ahl-a-04-0-UI.s1 /CLONE=UI-M-AL1-ahl-a-04-0-UI /FEA=mRNA /CNT=6 /TID=Mm.176045.1 
MOE430_2_1460536_at 3.9 17 A A 0.5 0.11 1.1 NC 0.23 gb:AK010214.1 /DB_XREF=gi:12845492 /FEA=mRNA /CNT=1 /TID=Mm.158351.1 /TIER=ConsEnd /STK=0 /UG=Mm.158351 /LL=70290 /UG_GENE=231007
MOE430_2_1460661_at 4.1 5.9 A A 0.78 0.56 1.1 NC 0.18 gb:NM_010101.1 /DB_XREF=gi:6753715 /GEN=Edg3 /FEA=FLmRNA /CNT=60 /TID=Mm.202380.1 /TIER=FL /STK=3 /UG=Mm.202380 /LL=13610 /DEF=Mu
MOE430_2_1415810_at 264.3 589.7 P P 0.000732 0.000244 1 I 0.000035 gb:NM_010931.1 /DB_XREF=gi:6754877 /GEN=Np95 /FEA=FLmRNA /CNT=340 /TID=Mm.42196.1 /TIER=FL+Stack /STK=244 /UG=Mm.42196 /LL=18140 /
MOE430_2_1415924_at 1.3 1.9 A A 0.69 0.56 1 NC 0.04 gb:NM_009407.1 /DB_XREF=gi:6678394 /GEN=Tnp1 /FEA=FLmRNA /CNT=178 /TID=Mm.661.1 /TIER=FL+Stack /STK=168 /UG=Mm.661 /LL=21958 /DEF=
MOE430_2_1416015_s_ 123.7 278.4 P P 0.000244 0.000244 1 I 0.00002 gb:NM_015751.1 /DB_XREF=gi:7657517 /GEN=Abce1 /FEA=FLmRNA /CNT=245 /TID=Mm.5831.1 /TIER=FL+Stack /STK=145 /UG=Mm.5831 /LL=24015 /D
MOE430_2_1416043_at 4.5 7.6 A A 0.46 0.17 1 NC 0.01 gb:BB493242 /DB_XREF=gi:9451869 /DB_XREF=BB493242 /CLONE=D530032B20 /FEA=FLmRNA /CNT=221 /TID=Mm.7516.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1416286_at 55.6 108 P P 0.000732 0.000244 1 I 0.000035 gb:BC003882.1 /DB_XREF=gi:13278051 /FEA=FLmRNA /CNT=198 /TID=Mm.41642.1 /TIER=FL+Stack /STK=101 /UG=Mm.41642 /LL=19736 /UG_GENE=R
MOE430_2_1416847_s_ 0.3 1.5 A A 0.98 0.88 1 NC 0.13 gb:NM_133893.1 /DB_XREF=gi:19527107 /GEN=AA536864 /FEA=FLmRNA /CNT=75 /TID=Mm.28272.1 /TIER=FL+Stack /STK=67 /UG=Mm.28272 /LL=1005
MOE430_2_1416956_at 38.8 40.2 P P 0.000244 0.001953 1 NC 0.03 gb:U31908.1 /DB_XREF=gi:975313 /GEN=I2RF5 /FEA=FLmRNA /CNT=100 /TID=Mm.15512.1 /TIER=FL+Stack /STK=62 /UG=Mm.15512 /LL=16498 /DEF=
MOE430_2_1417109_at 5.5 10.4 A A 0.6 0.39 1 NC 0.15 gb:BC005738.1 /DB_XREF=gi:13543124 /FEA=FLmRNA /CNT=102 /TID=Mm.15801.1 /TIER=FL+Stack /STK=56 /UG=Mm.15801 /LL=94242 /UG_GENE=Lc
MOE430_2_1417123_at 22.4 48.8 P P 0.02 0.02 1 I 0.000167 gb:NM_020505.1 /DB_XREF=gi:10048435 /GEN=Vav3 /FEA=FLmRNA /CNT=71 /TID=Mm.103805.1 /TIER=FL /STK=2 /UG=Mm.103805 /LL=57257 /DEF=M
MOE430_2_1417150_at 1.3 1.9 A A 0.94 0.53 1 NC 0.006503 gb:NM_010484.1 /DB_XREF=gi:7110638 /GEN=Slc6a4 /FEA=FLmRNA /CNT=69 /TID=Mm.3907.1 /TIER=FL+Stack /STK=55 /UG=Mm.3907 /LL=15567 /DE
MOE430_2_1417170_at 82.1 147.6 P P 0.01 0.000732 1 I 0.000035 gb:NM_033322.1 /DB_XREF=gi:15277318 /GEN=Lztfl1 /FEA=FLmRNA /CNT=113 /TID=Mm.133164.1 /TIER=FL+Stack /STK=54 /UG=Mm.133164 /LL=9373
MOE430_2_1417323_at 290.2 591.9 P P 0.000732 0.000244 1 I 0.00002 gb:NM_019976.1 /DB_XREF=gi:9910191 /GEN=Dda3-pending /FEA=FLmRNA /CNT=104 /TID=Mm.23776.1 /TIER=FL+Stack /STK=48 /UG=Mm.23776 /LL=5
MOE430_2_1417346_at 4.6 8.5 A A 0.56 0.21 1 NC 0.25 gb:NM_023258.1 /DB_XREF=gi:12963604 /GEN=Asc-pending /FEA=FLmRNA /CNT=83 /TID=Mm.24163.1 /TIER=FL+Stack /STK=47 /UG=Mm.24163 /LL=66
MOE430_2_1417358_s_ 10.6 14.1 A A 0.36 0.24 1 NC 0.5 gb:BB663654 /DB_XREF=gi:16497408 /DB_XREF=BB663654 /CLONE=D930050M12 /FEA=FLmRNA /CNT=76 /TID=Mm.29030.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1417525_at 5.9 9.9 A A 0.56 0.43 1 NC 0.12 gb:NM_008213.1 /DB_XREF=gi:6680164 /GEN=Hand1 /FEA=FLmRNA /CNT=51 /TID=Mm.4746.1 /TIER=FL+Stack /STK=43 /UG=Mm.4746 /LL=15110 /DEF
MOE430_2_1417587_at 44.7 87.4 P P 0.000244 0.000244 1 I 0.001201 gb:BM230269 /DB_XREF=gi:17793455 /DB_XREF=K0292H06-3 /CLONE=K0292H06 /FEA=FLmRNA /CNT=92 /TID=Mm.6458.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1417769_at 42.4 50.3 P P 0.000732 0.00415 1 NC 0.008511 gb:NM_025959.1 /DB_XREF=gi:13385449 /GEN=2300001E01Rik /FEA=FLmRNA /CNT=160 /TID=Mm.18472.1 /TIER=FL+Stack /STK=36 /UG=Mm.18472 /L
MOE430_2_1417888_at 56.9 109.4 M P 0.05 0.00293 1 I 0.000147 gb:NM_023233.1 /DB_XREF=gi:14149753 /GEN=Trim13 /FEA=FLmRNA /CNT=58 /TID=Mm.23959.1 /TIER=FL+Stack /STK=34 /UG=Mm.23959 /LL=66597 /
MOE430_2_1417953_at 1882.7 3660.8 P P 0.000244 0.000244 1 I 0.00002 gb:NM_138587.1 /DB_XREF=gi:20070393 /GEN=D6Wsu176e /FEA=FLmRNA /CNT=112 /TID=Mm.27673.1 /TIER=FL+Stack /STK=32 /UG=Mm.27673 /LL=2
MOE430_2_1418007_at 77 140.6 P P 0.001221 0.000244 1 I 0.000774 gb:NM_026110.1 /DB_XREF=gi:13385615 /GEN=1810007M14Rik /FEA=FLmRNA /CNT=109 /TID=Mm.347.1 /TIER=FL+Stack /STK=31 /UG=Mm.347 /LL=67
MOE430_2_1418237_s_ 256.4 468.8 P P 0.000244 0.000244 1 I 0.00002 gb:NM_009929.1 /DB_XREF=gi:13937350 /GEN=Col18a1 /FEA=FLmRNA /CNT=121 /TID=Mm.196000.1 /TIER=FL+Stack /STK=27 /UG=Mm.196000 /LL=12
MOE430_2_1418317_at 40.4 76 P P 0.008057 0.001221 1 I 0.000114 gb:NM_010710.1 /DB_XREF=gi:6754537 /GEN=Lhx2 /FEA=FLmRNA /CNT=86 /TID=Mm.142856.1 /TIER=FL+Stack /STK=25 /UG=Mm.142856 /LL=16870 /D



MOE430_2_1418380_at 18.5 34.2 P P 0.00293 0.008057 1 NC 0.02 gb:NM_009352.1 /DB_XREF=gi:6678286 /GEN=Terf1 /FEA=FLmRNA /CNT=48 /TID=Mm.4306.1 /TIER=FL+Stack /STK=24 /UG=Mm.4306 /LL=21749 /DEF=
MOE430_2_1418392_a_ 50.6 58.6 P P 0.00293 0.00293 1 I 0.000966 gb:NM_018734.1 /DB_XREF=gi:9055221 /GEN=Gbp3 /FEA=FLmRNA /CNT=56 /TID=Mm.1909.1 /TIER=FL+Stack /STK=24 /UG=Mm.1909 /LL=55932 /DEF=
MOE430_2_1418413_at 1.5 1.7 A A 0.96 0.91 1 NC 0.13 gb:NM_007617.1 /DB_XREF=gi:6680851 /GEN=Cav3 /FEA=FLmRNA /CNT=34 /TID=Mm.3924.1 /TIER=FL+Stack /STK=24 /UG=Mm.3924 /LL=12391 /DEF=
MOE430_2_1418475_at 2 4.7 A A 0.6 0.46 1 NC 0.05 gb:NM_011325.1 /DB_XREF=gi:6755411 /GEN=Scnn1b /FEA=FLmRNA /CNT=40 /TID=Mm.7709.1 /TIER=FL+Stack /STK=23 /UG=Mm.7709 /LL=20277 /DE
MOE430_2_1418541_at 22.7 44.3 P P 0.000732 0.000732 1 I 0.000966 gb:NM_134046.1 /DB_XREF=gi:19923065 /GEN=AI448222 /FEA=FLmRNA /CNT=32 /TID=Mm.70546.1 /TIER=FL+Stack /STK=22 /UG=Mm.70546 /LL=1048
MOE430_2_1418549_at 0.9 3.2 A A 0.98 0.8 1 NC 0.02 gb:NM_009889.1 /DB_XREF=gi:6753413 /GEN=Cga /FEA=FLmRNA /CNT=25 /TID=Mm.1361.1 /TIER=FL+Stack /STK=22 /UG=Mm.1361 /LL=12640 /DEF=M
MOE430_2_1418634_at 176.2 354.1 P P 0.000244 0.000244 1 I 0.00002 gb:BE952133 /DB_XREF=gi:10592191 /DB_XREF=UI-M-CD0-ayj-b-05-0-UI.s1 /CLONE=UI-M-CD0-ayj-b-05-0-UI /FEA=FLmRNA /CNT=178 /TID=Mm.31
MOE430_2_1418678_at 19.1 33.2 P P 0.000244 0.000732 1 NC 0.02 gb:U69695.1 /DB_XREF=gi:1644451 /FEA=FLmRNA /CNT=39 /TID=Mm.5148.1 /TIER=FL /STK=1 /UG=Mm.5148 /LL=15117 /UG_GENE=Has2 /DEF=Mus m
MOE430_2_1418783_at 12.1 21.9 A M 0.27 0.05 1 NC 0.05 gb:AF228681.1 /DB_XREF=gi:9754867 /GEN=Mtr1 /FEA=FLmRNA /CNT=26 /TID=Mm.143747.1 /TIER=FL+Stack /STK=18 /UG=Mm.143747 /LL=56843 /D
MOE430_2_1418786_at 10.7 18.3 A A 0.36 0.14 1 NC 0.05 gb:BG293355 /DB_XREF=gi:13052957 /DB_XREF=602390751F1 /CLONE=IMAGE:4502412 /FEA=FLmRNA /CNT=44 /TID=Mm.157741.1 /TIER=ConsEnd /ST
MOE430_2_1418805_at 2.1 5.4 A A 0.96 0.69 1 NC 0.04 gb:NM_011328.1 /DB_XREF=gi:6755415 /GEN=Sct /FEA=FLmRNA /CNT=23 /TID=Mm.4723.1 /TIER=FL+Stack /STK=18 /UG=Mm.4723 /LL=20287 /DEF=M
MOE430_2_1418826_at 8.9 12.6 A A 0.08 0.12 1 NC 0.45 gb:NM_027209.1 /DB_XREF=gi:13386211 /GEN=1810027D10Rik /FEA=FLmRNA /CNT=53 /TID=Mm.29487.1 /TIER=FL+Stack /STK=17 /UG=Mm.29487 /LL
MOE430_2_1418914_s_ 0.5 0.4 A A 0.78 0.72 1 NC 0.3 gb:NM_022884.1 /DB_XREF=gi:12584973 /GEN=Bhmt2 /FEA=FLmRNA /CNT=50 /TID=Mm.29981.1 /TIER=FL+Stack /STK=16 /UG=Mm.29981 /LL=64918 /
MOE430_2_1418942_at 153 308.2 P P 0.000244 0.000244 1 I 0.00002 gb:NM_026319.1 /DB_XREF=gi:13385815 /GEN=1700029H06Rik /FEA=FLmRNA /CNT=41 /TID=Mm.24494.1 /TIER=FL+Stack /STK=16 /UG=Mm.24494 /LL
MOE430_2_1418974_at 55.2 87.1 P P 0.03 0.001953 1 I 0.00002 gb:AK006544.1 /DB_XREF=gi:12839702 /FEA=FLmRNA /CNT=89 /TID=Mm.33285.1 /TIER=Stack /STK=13 /UG=Mm.33285 /LL=66352 /UG_GENE=1700030
MOE430_2_1419003_at 25 45.4 A A 0.27 0.12 1 NC 0.01 gb:NM_024285.1 /DB_XREF=gi:13195597 /GEN=Bves /FEA=FLmRNA /CNT=28 /TID=Mm.88374.1 /TIER=FL+Stack /STK=15 /UG=Mm.88374 /LL=23828 /D
MOE430_2_1419008_at 0.5 1.6 A A 0.91 0.53 1 NC 0.03 gb:AF049329.1 /DB_XREF=gi:3169284 /GEN=Npy5 /FEA=FLmRNA /CNT=21 /TID=Mm.10685.1 /TIER=FL /STK=1 /UG=Mm.10685 /LL=18168 /DEF=Mus m
MOE430_2_1419045_at 8.4 10.3 P A 0.04 0.06 1 NC 0.27 gb:NM_025877.1 /DB_XREF=gi:13385361 /GEN=2310067G05Rik /FEA=FLmRNA /CNT=84 /TID=Mm.23720.1 /TIER=FL+Stack /STK=14 /UG=Mm.23720 /LL
MOE430_2_1419717_at 2.8 9.9 A A 0.39 0.06 1 NC 0.08 gb:NM_011348.1 /DB_XREF=gi:7549788 /GEN=Sema3e /FEA=FLmRNA /CNT=13 /TID=Mm.3730.1 /TIER=FL /STK=7 /UG=Mm.3730 /LL=20349 /DEF=Mus 
MOE430_2_1419780_at 1.3 5.2 A A 0.9 0.78 1 NC 0.16 gb:C79832 /DB_XREF=gi:2520162 /DB_XREF=C79832 /CLONE=J0072F03 /FEA=EST /CNT=2 /TID=Mm.25051.1 /TIER=ConsEnd /STK=2 /UG=Mm.25051 /
MOE430_2_1419986_at 0.6 2.2 A A 0.97 0.9 1 NC 0.07 gb:C87579 /DB_XREF=gi:2919536 /DB_XREF=C87579 /CLONE=J0247G02 /FEA=EST /CNT=1 /TID=Mm.195356.1 /TIER=ConsEnd /STK=0 /UG=Mm.19535
MOE430_2_1420328_at 21 37.6 A A 0.17 0.06 1 NC 0.008511 gb:NM_025620.1 /DB_XREF=gi:13385077 /GEN=2210417D09Rik /FEA=FLmRNA /CNT=11 /TID=Mm.45888.1 /TIER=FL /STK=6 /UG=Mm.45888 /LL=66532 /
MOE430_2_1420337_at 0.2 4.7 A A 0.6 0.39 1 NC 0.33 gb:L39770.1 /DB_XREF=gi:662846 /GEN=Gbx-2 /FEA=FLmRNA /CNT=11 /TID=Mm.1306.1 /TIER=FL /STK=6 /UG=Mm.1306 /LL=14472 /DEF=Mus muscu
MOE430_2_1420341_at 0.1 3.2 A A 0.98 0.72 1 NC 0.25 gb:NM_026104.1 /DB_XREF=gi:13385605 /GEN=1700095F04Rik /FEA=FLmRNA /CNT=14 /TID=Mm.148837.1 /TIER=FL /STK=6 /UG=Mm.148837 /LL=6735
MOE430_2_1420349_at 99.6 208.4 P P 0.000244 0.000244 1 I 0.00002 gb:NM_008966.1 /DB_XREF=gi:6679532 /GEN=Ptgfr /FEA=FLmRNA /CNT=15 /TID=Mm.4170.1 /TIER=FL /STK=6 /UG=Mm.4170 /LL=19220 /DEF=Mus mu
MOE430_2_1420456_at 1.5 2.9 A A 0.72 0.88 1 NC 0.72 gb:AF081556.1 /DB_XREF=gi:3776475 /GEN=Gcm2 /FEA=FLmRNA /CNT=8 /TID=Mm.1399.1 /TIER=FL /STK=1 /UG=Mm.1399 /LL=107889 /DEF=Mus mus
MOE430_2_1420458_at 3.1 6.3 A A 0.42 0.24 1 NC 0.5 gb:NM_053093.1 /DB_XREF=gi:16716382 /GEN=Tac4 /FEA=FLmRNA /CNT=8 /TID=Mm.40085.1 /TIER=FL /STK=5 /UG=Mm.40085 /LL=93670 /DEF=Mus m
MOE430_2_1420517_at 1.2 1.5 A A 0.63 0.63 1 NC 0.3 gb:NM_025519.1 /DB_XREF=gi:13384939 /GEN=2310010I16Rik /FEA=FLmRNA /CNT=52 /TID=Mm.53232.1 /TIER=FL /STK=4 /UG=Mm.53232 /LL=66371 /
MOE430_2_1420539_a_ 6.6 8 A A 0.12 0.17 1 NC 0.19 gb:NM_133709.1 /DB_XREF=gi:19526885 /GEN=1810022C01Rik /FEA=FLmRNA /CNT=11 /TID=Mm.47339.1 /TIER=FL /STK=4 /UG=Mm.47339 /LL=69121 
MOE430_2_1421027_a_ 14.7 34.4 P P 0.005859 0.005859 1 NC 0.01 gb:NM_025282.1 /DB_XREF=gi:13384623 /GEN=Mef2c /FEA=FLmRNA /CNT=41 /TID=Mm.24001.1 /TIER=FL /STK=2 /UG=Mm.24001 /LL=17260 /DEF=Mu
MOE430_2_1421049_at 12.5 22.8 P P 0.00415 0.008057 1 NC 0.36 gb:NM_024179.1 /DB_XREF=gi:13195609 /GEN=0610009O20Rik /FEA=FLmRNA /CNT=22 /TID=Mm.36876.1 /TIER=FL /STK=2 /UG=Mm.36876 /LL=66839 
MOE430_2_1421213_at 2.3 2.9 A A 0.75 0.46 1 NC 0.11 gb:NM_133643.1 /DB_XREF=gi:19526478 /GEN=Edaradd /FEA=FLmRNA /CNT=16 /TID=Mm.159671.1 /TIER=FL /STK=2 /UG=Mm.159671 /LL=171211 /DE
MOE430_2_1421215_a_ 10.8 22.9 A P 0.24 0.04 1 NC 0.46 gb:NM_032008.1 /DB_XREF=gi:14030788 /GEN=Slap /FEA=FLmRNA /CNT=15 /TID=Mm.36769.1 /TIER=FL /STK=2 /UG=Mm.36769 /LL=83997 /DEF=Mus 
MOE430_2_1421262_at 7.4 17.5 A P 0.12 0.01 1 NC 0.06 gb:BC020991.1 /DB_XREF=gi:18088153 /FEA=FLmRNA /CNT=10 /TID=Mm.89954.1 /TIER=FL /STK=1 /UG=Mm.89954 /LL=16891 /UG_GENE=Lipg /DEF=M
MOE430_2_1421302_a_ 2.8 8.3 A A 0.56 0.43 1 NC 0.13 gb:NM_010304.1 /DB_XREF=gi:6754009 /GEN=Gna15 /FEA=FLmRNA /CNT=12 /TID=Mm.1546.1 /TIER=FL /STK=2 /UG=Mm.1546 /LL=14676 /DEF=Mus m
MOE430_2_1421314_at 2.2 2.8 A A 0.6 0.56 1 NC 0.08 gb:BI688355 /DB_XREF=gi:15650984 /DB_XREF=603316680F1 /CLONE=IMAGE:5356675 /FEA=FLmRNA /CNT=10 /TID=Mm.206790.1 /TIER=ConsEnd /ST
MOE430_2_1421318_at 7.1 20.8 A P 0.06 0.02 1 NC 0.36 gb:BB634113 /DB_XREF=gi:16470416 /DB_XREF=BB634113 /CLONE=A330107D21 /FEA=FLmRNA /CNT=9 /TID=Mm.102338.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1421340_at 3 9.3 A A 0.63 0.63 1 NC 0.22 gb:NM_008580.1 /DB_XREF=gi:6678795 /GEN=Map3k5 /FEA=FLmRNA /CNT=12 /TID=Mm.6595.1 /TIER=FL /STK=2 /UG=Mm.6595 /LL=26408 /DEF=Mus 
MOE430_2_1421364_at 17.5 35.6 P P 0.04 0.03 1 NC 0.01 gb:NM_030562.1 /DB_XREF=gi:13385437 /GEN=BC004018 /FEA=FLmRNA /CNT=8 /TID=Mm.183264.1 /TIER=FL /STK=2 /UG=Mm.183264 /LL=80749 /DE
MOE430_2_1421373_at 8.2 17.9 A A 0.43 0.08 1 NC 0.05 gb:NM_053091.1 /DB_XREF=gi:16716378 /GEN=Cox4b /FEA=FLmRNA /CNT=7 /TID=Mm.196668.1 /TIER=FL /STK=2 /UG=Mm.196668 /LL=84682 /DEF=M
MOE430_2_1421459_a_ 8 12.8 A P 0.27 0.03 1 NC 0.11 gb:NM_053073.1 /DB_XREF=gi:16716346 /GEN=Lrp8 /FEA=FLmRNA /CNT=7 /TID=Mm.196675.1 /TIER=FL /STK=2 /UG=Mm.196675 /LL=16975 /DEF=Mus
MOE430_2_1421472_at 7.5 14.4 A P 0.24 0.01 1 NC 0.006503 gb:NM_021403.1 /DB_XREF=gi:10946753 /GEN=AB041661 /FEA=FLmRNA /CNT=6 /TID=Mm.117115.1 /TIER=FL /STK=2 /UG=Mm.117115 /LL=58212 /DE
MOE430_2_1421507_at 0.1 0.6 A A 0.78 0.6 1 NC 0.5 gb:BB132229 /DB_XREF=gi:15408418 /DB_XREF=BB132229 /CLONE=9630060D12 /FEA=FLmRNA /CNT=7 /TID=Mm.184372.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1421732_at 3 6.3 A A 0.63 0.45 1 NC 0.04 gb:NM_008132.1 /DB_XREF=gi:6680024 /GEN=Glrp1 /FEA=FLmRNA /CNT=2 /TID=Mm.5187.1 /TIER=FL /STK=2 /UG=Mm.5187 /LL=14659 /DEF=Mus mus
MOE430_2_1421734_at 2.3 2.9 A A 0.87 0.8 1 NC 0.13 gb:NM_009909.1 /DB_XREF=gi:6753455 /GEN=Il8rb /FEA=FLmRNA /CNT=2 /TID=Mm.11756.1 /TIER=FL /STK=2 /UG=Mm.11756 /LL=12765 /DEF=Mus mu
MOE430_2_1421798_at 12.4 21 A A 0.6 0.39 1 NC 0.23 gb:NM_019544.1 /DB_XREF=gi:9506904 /GEN=Msgn1 /FEA=FLmRNA /CNT=2 /TID=Mm.117113.1 /TIER=FL /STK=2 /UG=Mm.117113 /LL=56184 /DEF=Mu
MOE430_2_1422100_at 0.6 0.9 A A 0.8 0.88 1 NC 0.5 gb:NM_007824.1 /DB_XREF=gi:6681124 /GEN=Cyp7a1 /FEA=FLmRNA /CNT=8 /TID=Mm.57029.1 /TIER=FL /STK=1 /UG=Mm.57029 /LL=13122 /DEF=Mus
MOE430_2_1422130_at 11.5 30.6 P P 0.04 0.00415 1 NC 0.03 gb:NM_008730.1 /DB_XREF=gi:6679119 /GEN=Nptx1 /FEA=FLmRNA /CNT=15 /TID=Mm.5142.1 /TIER=FL /STK=1 /UG=Mm.5142 /LL=18164 /DEF=Mus m
MOE430_2_1422253_at 0.5 1.8 A A 0.78 0.63 1 NC 0.01 gb:NM_009925.1 /DB_XREF=gi:6753479 /GEN=Col10a1 /FEA=FLmRNA /CNT=2 /TID=Mm.4837.1 /TIER=FL /STK=1 /UG=Mm.4837 /LL=12813 /DEF=Mus m
MOE430_2_1422271_at 8.1 20.6 A A 0.24 0.08 1 NC 0.48 gb:NM_008919.1 /DB_XREF=gi:6679454 /GEN=Ppyr1 /FEA=FLmRNA /CNT=2 /TID=Mm.57059.1 /TIER=FL /STK=1 /UG=Mm.57059 /LL=19065 /DEF=Mus m
MOE430_2_1422386_at 9.2 16.3 A A 0.09 0.14 1 NC 0.07 gb:NM_013617.1 /DB_XREF=gi:7305344 /GEN=Olfr65 /FEA=FLmRNA /CNT=1 /TID=Mm.103626.1 /TIER=FL /STK=1 /UG=Mm.103626 /LL=18366 /DEF=Mu
MOE430_2_1422427_a_ 0.1 0.3 A A 0.98 0.96 1 NC 0.36 gb:NM_017390.1 /DB_XREF=gi:8394386 /GEN=Svs2 /FEA=FLmRNA /CNT=311 /TID=Mm.143501.1 /TIER=FL+Stack /STK=257 /UG=Mm.143501 /LL=53878
MOE430_2_1422630_at 92.4 171 P P 0.000244 0.000732 1 I 0.000774 gb:NM_009012.1 /DB_XREF=gi:6679608 /GEN=Rad50 /FEA=FLmRNA /CNT=71 /TID=Mm.4888.1 /TIER=FL+Stack /STK=24 /UG=Mm.4888 /LL=19360 /DEF
MOE430_2_1422722_at 6.2 15.6 A A 0.53 0.46 1 NC 0.19 gb:NM_025488.1 /DB_XREF=gi:13384909 /GEN=1700001K19Rik /FEA=FLmRNA /CNT=29 /TID=Mm.33194.1 /TIER=FL+Stack /STK=16 /UG=Mm.33194 /LL
MOE430_2_1422752_at 139.2 280.4 P P 0.000244 0.000244 1 I 0.000027 gb:NM_025901.1 /DB_XREF=gi:13385393 /GEN=1500004O14Rik /FEA=FLmRNA /CNT=106 /TID=Mm.22358.1 /TIER=FL+Stack /STK=14 /UG=Mm.22358 /L
MOE430_2_1422753_a_ 137.8 260.2 P P 0.000244 0.000244 1 I 0.00002 gb:BG070121 /DB_XREF=gi:12552690 /DB_XREF=H3083H08-3 /CLONE=H3083H08 /FEA=FLmRNA /CNT=106 /TID=Mm.22358.1 /TIER=Stack /STK=8 /UG
MOE430_2_1422784_at 6.1 14.8 A P 0.21 0.02 1 I 0.001486 gb:NM_008476.1 /DB_XREF=gi:6678646 /GEN=Krt2-6a /FEA=FLmRNA /CNT=34 /TID=Mm.22629.1 /TIER=FL+Stack /STK=12 /UG=Mm.22629 /LL=16687 /
MOE430_2_1422970_at 38.8 118.6 P P 0.03 0.00293 1 I 0.000167 gb:NM_016662.1 /DB_XREF=gi:7710053 /GEN=Mad3 /FEA=FLmRNA /CNT=19 /TID=Mm.20350.1 /TIER=FL /STK=0 /UG=Mm.20350 /LL=17121 /DEF=Mus 
MOE430_2_1423015_at 7.8 17.3 A A 0.27 0.12 1 NC 0.5 gb:NM_130867.1 /DB_XREF=gi:18700009 /GEN=Neph1 /FEA=FLmRNA /CNT=5 /TID=Mm.196674.1 /TIER=FL /STK=0 /UG=Mm.196674 /LL=170643 /DEF=
MOE430_2_1423140_at 353.9 696.4 P P 0.000244 0.000244 1 I 0.00002 gb:AI596237 /DB_XREF=gi:4605285 /DB_XREF=uk23g09.x1 /CLONE=IMAGE:1969888 /FEA=FLmRNA /CNT=218 /TID=Mm.181935.1 /TIER=Stack /STK=40 
MOE430_2_1423269_a_ 245.7 498.9 P P 0.000244 0.000244 1 I 0.00002 gb:BB759157 /DB_XREF=gi:16205918 /DB_XREF=BB759157 /CLONE=G270109J16 /FEA=FLmRNA /CNT=137 /TID=Mm.21401.1 /TIER=Stack /STK=19 /U
MOE430_2_1423313_at 51.7 68.3 P P 0.03 0.03 1 NC 0.03 gb:BG070255 /DB_XREF=gi:12552824 /DB_XREF=H3085D03-3 /CLONE=H3085D03 /FEA=FLmRNA /CNT=63 /TID=Mm.5034.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1423337_at 40.9 63.3 P P 0.000244 0.000244 1 I 0.000147 gb:AV239200 /DB_XREF=gi:15405150 /DB_XREF=AV239200 /CLONE=4732432L13 /FEA=FLmRNA /CNT=150 /TID=Mm.21834.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423348_at 580.2 973.4 P P 0.000244 0.000244 1 I 0.00002 gb:AV345166 /DB_XREF=gi:15406605 /DB_XREF=AV345166 /CLONE=6430550G19 /FEA=FLmRNA /CNT=51 /TID=Mm.25171.1 /TIER=Stack /STK=13 /UG
MOE430_2_1423400_at 3.9 7.4 A A 0.56 0.14 1 NC 0.3 gb:BQ175355 /DB_XREF=gi:20350847 /DB_XREF=UI-M-DJ2-bwc-j-05-0-UI.s1 /CLONE=UI-M-DJ2-bwc-j-05-0-UI /FEA=FLmRNA /CNT=45 /TID=Mm.65
MOE430_2_1423469_at 2.6 3.8 A A 0.5 0.5 1 NC 0.28 gb:AK006084.1 /DB_XREF=gi:12838998 /FEA=FLmRNA /CNT=24 /TID=Mm.65550.1 /TIER=Stack /STK=18 /UG=Mm.65550 /LL=67932 /UG_GENE=1700129
MOE430_2_1423527_at 7.1 10.7 A P 0.27 0.04 1 NC 0.21 gb:AK006212.1 /DB_XREF=gi:12839187 /FEA=FLmRNA /CNT=25 /TID=Mm.56430.1 /TIER=Stack /STK=13 /UG=Mm.56430 /LL=66716 /UG_GENE=4921510
MOE430_2_1423542_at 2.6 5.4 A A 0.39 0.36 1 NC 0.08 gb:BB283507 /DB_XREF=gi:8983956 /DB_XREF=BB283507 /CLONE=A930102H12 /FEA=FLmRNA /CNT=49 /TID=Mm.34974.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1423597_at 0.8 0.4 A A 0.8 0.78 1 NC 0.08 gb:BB303874 /DB_XREF=gi:15411244 /DB_XREF=BB303874 /CLONE=B230107D19 /FEA=FLmRNA /CNT=81 /TID=Mm.33083.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1423608_at 6.8 12.6 A A 0.17 0.14 1 NC 0.08 gb:AA275072 /DB_XREF=gi:1915332 /DB_XREF=va93a04.r1 /CLONE=IMAGE:746958 /FEA=FLmRNA /CNT=262 /TID=Mm.193.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1423613_at 380.8 745.2 P P 0.000244 0.000244 1 I 0.00002 gb:BB033597 /DB_XREF=gi:15403622 /DB_XREF=BB033597 /CLONE=5830482L02 /FEA=FLmRNA /CNT=165 /TID=Mm.41065.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423749_s_ 130.5 243 P P 0.000244 0.000244 1 I 0.000023 gb:BC014855.1 /DB_XREF=gi:15928790 /FEA=FLmRNA /CNT=270 /TID=Mm.3833.2 /TIER=FL+Stack /STK=128 /UG=Mm.3833 /LL=19387 /UG_GENE=Ran
MOE430_2_1423774_a_ 52.5 114 P P 0.001953 0.000244 1 I 0.000307 gb:BC005475.1 /DB_XREF=gi:13529505 /FEA=FLmRNA /CNT=175 /TID=Mm.27529.1 /TIER=FL+Stack /STK=116 /UG=Mm.27529 /DEF=Mus musculus, Sim
MOE430_2_1423802_at 9.6 12.5 A A 0.5 0.12 1 NC 0.04 gb:BC017634.1 /DB_XREF=gi:17160945 /FEA=FLmRNA /CNT=136 /TID=Mm.214549.1 /TIER=FL+Stack /STK=106 /UG=Mm.214549 /DEF=Mus musculus, S
MOE430_2_1423809_at 347.3 720.5 P P 0.000244 0.000244 1 I 0.00002 gb:BC004617.1 /DB_XREF=gi:13435493 /FEA=FLmRNA /CNT=144 /TID=Mm.11434.1 /TIER=FL+Stack /STK=104 /UG=Mm.11434 /LL=106795 /UG_GENE=5
MOE430_2_1423841_at 33 68.1 P P 0.001953 0.000244 1 I 0.00002 gb:AK010171.1 /DB_XREF=gi:12845424 /FEA=FLmRNA /CNT=153 /TID=Mm.28057.1 /TIER=Stack /STK=11 /UG=Mm.28057 /LL=67832 /UG_GENE=111006
MOE430_2_1423978_at 79 156.3 P P 0.000244 0.000244 1 I 0.00002 gb:BC025837.1 /DB_XREF=gi:19388001 /FEA=FLmRNA /CNT=185 /TID=Mm.29660.1 /TIER=FL+Stack /STK=70 /UG=Mm.29660 /DEF=Mus musculus, clone
MOE430_2_1424206_at 160.1 374.6 P P 0.000244 0.000244 1 I 0.000023 gb:AF375046.1 /DB_XREF=gi:16551315 /FEA=FLmRNA /CNT=199 /TID=Mm.133447.1 /TIER=FL+Stack /STK=21 /UG=Mm.133447 /LL=93762 /UG_GENE=S
MOE430_2_1424234_s_ 0.7 0.4 A A 0.72 0.85 1 NC 0.18 gb:BC002076.1 /DB_XREF=gi:12805230 /FEA=FLmRNA /CNT=66 /TID=Mm.153716.1 /TIER=FL+Stack /STK=44 /UG=Mm.153716 /LL=17286 /UG_GENE=M
MOE430_2_1424296_at 318.2 694.1 P P 0.000244 0.000244 1 I 0.00002 gb:BC019374.1 /DB_XREF=gi:18043914 /FEA=FLmRNA /CNT=112 /TID=Mm.4368.1 /TIER=FL+Stack /STK=39 /UG=Mm.4368 /LL=14629 /UG_GENE=Gclc 
MOE430_2_1424321_at 193.1 348.9 P P 0.000244 0.000244 1 I 0.000023 gb:BC003335.1 /DB_XREF=gi:13097122 /FEA=FLmRNA /CNT=64 /TID=Mm.18876.1 /TIER=FL+Stack /STK=38 /UG=Mm.18876 /DEF=Mus musculus, Simila
MOE430_2_1424567_at 5.5 5.7 A A 0.46 0.12 1 NC 0.14 gb:BC007185.1 /DB_XREF=gi:13938137 /FEA=FLmRNA /CNT=152 /TID=Mm.27469.1 /TIER=FL+Stack /STK=24 /UG=Mm.27469 /LL=70747 /UG_GENE=633
MOE430_2_1424590_at 1 3.7 A A 0.69 0.63 1 NC 0.5 gb:BC002300.1 /DB_XREF=gi:12805638 /FEA=FLmRNA /CNT=37 /TID=Mm.4614.1 /TIER=FL+Stack /STK=24 /UG=Mm.4614 /LL=70899 /UG_GENE=49215
MOE430_2_1424591_at 92.8 184.5 P P 0.000244 0.000244 1 I 0.000052 gb:BC020067.1 /DB_XREF=gi:18043640 /FEA=FLmRNA /CNT=50 /TID=Mm.35170.1 /TIER=FL+Stack /STK=24 /UG=Mm.35170 /LL=67770 /UG_GENE=5830
MOE430_2_1424636_at 63 95.6 A P 0.11 0.00293 1 I 0.000114 gb:AK011721.1 /DB_XREF=gi:12848026 /FEA=FLmRNA /CNT=169 /TID=Mm.22109.1 /TIER=Stack /STK=52 /UG=Mm.22109 /LL=67163 /UG_GENE=261020
MOE430_2_1424647_at 8.6 20.4 A P 0.09 0.03 1 NC 0.5 gb:BC025550.1 /DB_XREF=gi:19343799 /FEA=FLmRNA /CNT=61 /TID=Mm.99989.1 /TIER=FL+Stack /STK=21 /UG=Mm.99989 /DEF=Mus musculus, Simila
MOE430_2_1424942_a_ 195.4 360.4 P P 0.000732 0.000244 1 I 0.000023 gb:BC006728.1 /DB_XREF=gi:13879495 /FEA=FLmRNA /CNT=13 /TID=Mm.2444.2 /TIER=FL+Stack /STK=11 /UG=Mm.2444 /LL=17869 /UG_GENE=Myc /
MOE430_2_1425037_at 7.8 14.6 A A 0.14 0.06 1 NC 0.009292 gb:AF402611.1 /DB_XREF=gi:15705414 /FEA=FLmRNA /CNT=20 /TID=Mm.65692.1 /TIER=FL+Stack /STK=8 /UG=Mm.65692 /DEF=Mus musculus actin-bi
MOE430_2_1425074_at 42 72 P P 0.001221 0.001221 1 I 0.000035 gb:AF241636.1 /DB_XREF=gi:7595899 /GEN=Wrn /FEA=FLmRNA /CNT=25 /TID=Mm.15446.2 /TIER=FL /STK=7 /UG=Mm.15446 /LL=22427 /DEF=Mus mu
MOE430_2_1425215_at 7.3 12.6 A A 0.08 0.08 1 NC 0.12 gb:BC019570.1 /DB_XREF=gi:18044553 /FEA=FLmRNA /CNT=21 /TID=Mm.97338.1 /TIER=FL /STK=4 /UG=Mm.97338 /DEF=Mus musculus, Similar to G p
MOE430_2_1425275_at 10.7 34.2 A P 0.26 0.01 1 NC 0.03 gb:AF289490.1 /DB_XREF=gi:11878117 /FEA=FLmRNA /CNT=16 /TID=Mm.3088.2 /TIER=FL /STK=3 /UG=Mm.3088 /LL=65973 /UG_GENE=Asph /DEF=Mu
MOE430_2_1425279_at 19.7 22.8 A P 0.11 0.01 1 NC 0.09 gb:BC027088.1 /DB_XREF=gi:20073282 /FEA=FLmRNA /CNT=29 /TID=Mm.22778.1 /TIER=FL /STK=3 /UG=Mm.22778 /DEF=Mus musculus, similar to Cell 
MOE430_2_1425416_s_ 103.5 286.9 P P 0.000732 0.000732 1 I 0.00002 gb:BC008994.1 /DB_XREF=gi:14290457 /FEA=FLmRNA /CNT=4 /TID=Mm.196677.1 /TIER=FL /STK=2 /UG=Mm.196677 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425431_at 0.3 0.7 A A 0.93 0.91 1 NC 0.13 gb:AF345293.1 /DB_XREF=gi:14030404 /GEN=Krtap16.3 /FEA=FLmRNA /CNT=6 /TID=Mm.85562.1 /TIER=FL /STK=2 /UG=Mm.85562 /LL=170653 /DEF=M
MOE430_2_1425497_a_ 67.4 118.1 P P 0.000244 0.000244 1 I 0.00002 gb:U48737.1 /DB_XREF=gi:1399463 /GEN=PRP4m /FEA=FLmRNA /CNT=108 /TID=Mm.10027.1 /TIER=FL /STK=1 /UG=Mm.10027 /LL=19134 /DEF=Mus m
MOE430_2_1425514_at 39.6 84.8 P P 0.000244 0.000244 1 I 0.00002 gb:BB356266 /DB_XREF=gi:16405739 /DB_XREF=BB356266 /CLONE=C030013D02 /FEA=FLmRNA /CNT=98 /TID=Mm.3058.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1425556_at 2.9 7.8 A A 0.24 0.19 1 NC 0.5 gb:BG070845 /DB_XREF=gi:12553502 /DB_XREF=H3092G12-3 /CLONE=H3092G12 /FEA=FLmRNA /CNT=40 /TID=Mm.31439.1 /TIER=Stack /STK=19 /UG
MOE430_2_1425566_at 10 16.8 A A 0.39 0.12 1 NC 0.003355 gb:BI153474 /DB_XREF=gi:14613475 /DB_XREF=602916542F1 /CLONE=IMAGE:5066843 /FEA=FLmRNA /CNT=39 /TID=Mm.117547.1 /TIER=ConsEnd /ST
MOE430_2_1425573_a_ 19.4 41.9 A A 0.06 0.17 1 NC 0.87 gb:BE943736 /DB_XREF=gi:10521495 /DB_XREF=UI-M-BH3-avm-f-11-0-UI.s1 /CLONE=UI-M-BH3-avm-f-11-0-UI /FEA=FLmRNA /CNT=30 /TID=Mm.52
MOE430_2_1425606_at 4.6 7.1 A A 0.33 0.21 1 NC 0.16 gb:BC017691.1 /DB_XREF=gi:17389274 /FEA=FLmRNA /CNT=55 /TID=Mm.77381.1 /TIER=FL /STK=1 /UG=Mm.77381 /DEF=Mus musculus, clone MGC:19
MOE430_2_1425637_at 3.9 15.6 A A 0.46 0.09 1 MI 0.00249 gb:BC016247.1 /DB_XREF=gi:16740746 /FEA=FLmRNA /CNT=21 /TID=Mm.220345.1 /TIER=FL /STK=1 /UG=Mm.220345 /DEF=Mus musculus, Similar to K
MOE430_2_1425774_at 3.9 8.4 A A 0.46 0.14 1 NC 0.5 gb:BC024130.1 /DB_XREF=gi:18848285 /FEA=FLmRNA /CNT=6 /TID=Mm.194110.1 /TIER=FL /STK=1 /UG=Mm.194110 /DEF=Mus musculus, Similar to KIA
MOE430_2_1425786_a_ 21.3 43.9 A M 0.19 0.05 1 NC 0.03 gb:AF160966.1 /DB_XREF=gi:8886176 /GEN=Hsf4 /FEA=FLmRNA /CNT=5 /TID=Mm.89204.2 /TIER=FL /STK=1 /UG=Mm.89204 /LL=26386 /DEF=Mus mus
MOE430_2_1425860_x_ 77.7 164.5 P P 0.008057 0.005859 1 I 0.000189 gb:AY046597.1 /DB_XREF=gi:15777739 /GEN=Cklf /FEA=FLmRNA /CNT=3 /TID=Mm.46021.3 /TIER=FL /STK=1 /UG=Mm.46021 /LL=75458 /DEF=Mus mu
MOE430_2_1425955_at 18.5 31.7 A A 0.12 0.09 1 NC 0.07 gb:AB049605.1 /DB_XREF=gi:14587833 /FEA=FLmRNA /CNT=2 /TID=Mm.31915.2 /TIER=FL /STK=1 /UG=Mm.31915 /LL=12390 /UG_GENE=Cav2 /DEF=M
MOE430_2_1425995_s_ 4.6 10.4 A A 0.56 0.11 1 NC 0.07 gb:M55512.1 /DB_XREF=gi:202413 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.11 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mouse Wilms t
MOE430_2_1426036_a_ 1.3 2 A A 0.66 0.63 1 NC 0.17 gb:L76944.1 /DB_XREF=gi:1228028 /GEN=PDE1C1 /FEA=FLmRNA /CNT=1 /TID=Mm.5145.2 /TIER=FL /STK=1 /UG=Mm.5145 /LL=18575 /DEF=Mus musc
MOE430_2_1426148_at 9.9 11.7 A A 0.5 0.3 1 NC 0.06 gb:AF292399.1 /DB_XREF=gi:17224593 /FEA=FLmRNA /CNT=1 /TID=Mm.213199.1 /TIER=FL /STK=1 /UG=Mm.213199 /LL=227671 /UG_GENE=Fs /DEF=
MOE430_2_1426229_s_ 0.5 0.3 A A 0.36 0.39 1 NC 0.34 gb:BI665753 /DB_XREF=gi:15579986 /DB_XREF=603287760F1 /CLONE=IMAGE:5321895 /FEA=FLmRNA /CNT=174 /TID=Mm.31530.1 /TIER=ConsEnd /ST
MOE430_2_1426263_at 7.4 16.4 A A 0.17 0.06 1 NC 0.09 gb:AY059394.1 /DB_XREF=gi:19068138 /GEN=Tsll2 /FEA=FLmRNA /CNT=44 /TID=Mm.178322.1 /TIER=FL+Stack /STK=18 /UG=Mm.178322 /DEF=Mus m
MOE430_2_1426278_at 323.4 588.1 P P 0.00415 0.000732 1 I 0.00002 gb:AY090098.1 /DB_XREF=gi:20147033 /GEN=Isg12 /FEA=FLmRNA /CNT=24 /TID=Mm.46382.1 /TIER=FL+Stack /STK=14 /UG=Mm.46382 /LL=76933 /DE
MOE430_2_1426291_at 19 36.3 P P 0.000732 0.001953 1 NC 0.003041 gb:AK015145.1 /DB_XREF=gi:12853368 /FEA=FLmRNA /CNT=58 /TID=Mm.9563.1 /TIER=Stack /STK=12 /UG=Mm.9563 /LL=66254 /UG_GENE=1500031M
MOE430_2_1426371_at 50.7 83.3 P P 0.000244 0.000244 1 I 0.000552 gb:AK014486.1 /DB_XREF=gi:12852374 /FEA=FLmRNA /CNT=216 /TID=Mm.147529.1 /TIER=Stack /STK=18 /UG=Mm.147529 /LL=67420 /UG_GENE=3732
MOE430_2_1426537_at 11.5 18.8 A A 0.33 0.12 1 NC 0.09 gb:BE952805 /DB_XREF=gi:10593653 /DB_XREF=UI-M-BH4-azk-c-09-0-UI.s1 /CLONE=UI-M-BH4-azk-c-09-0-UI /FEA=FLmRNA /CNT=77 /TID=Mm.35
MOE430_2_1426544_a_ 33.7 54.3 P P 0.008057 0.000244 1 I 0.00002 gb:BB118847 /DB_XREF=gi:16261931 /DB_XREF=BB118847 /CLONE=9530067N12 /FEA=FLmRNA /CNT=101 /TID=Mm.203976.2 /TIER=Stack /STK=24 /U
MOE430_2_1426725_s_ 48.3 99.9 P P 0.00415 0.000244 1 I 0.000068 gb:BB151715 /DB_XREF=gi:16267958 /DB_XREF=BB151715 /CLONE=A130001G21 /FEA=mRNA /CNT=158 /TID=Mm.14115.2 /TIER=Stack /STK=90 /UG=
MOE430_2_1427062_at 19.6 33.1 P P 0.03 0.008057 1 NC 0.004073 gb:BB167067 /DB_XREF=gi:16269033 /DB_XREF=BB167067 /CLONE=A130091G22 /FEA=mRNA /CNT=68 /TID=Mm.29216.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427461_at 8.2 13.6 A A 0.39 0.14 1 NC 0.14 gb:BI102160 /DB_XREF=gi:14553053 /DB_XREF=602887930F1 /CLONE=IMAGE:5043223 /FEA=mRNA /CNT=22 /TID=Mm.35017.1 /TIER=ConsEnd /STK=0
MOE430_2_1427500_at 16.8 22.1 P P 0.005859 0.008057 1 NC 0.06 gb:BC020050.1 /DB_XREF=gi:18043334 /FEA=mRNA /CNT=11 /TID=Mm.28852.2 /TIER=ConsEnd /STK=0 /UG=Mm.28852 /LL=69019 /UG_GENE=1810004
MOE430_2_1427502_at 11.2 27.7 A A 0.36 0.14 1 NC 0.33 gb:BB667187 /DB_XREF=gi:16398636 /DB_XREF=BB667187 /CLONE=4922504O05 /FEA=mRNA /CNT=9 /TID=Mm.153097.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427513_at 10 19.5 A A 0.06 0.06 1 NC 0.03 gb:BI144810 /DB_XREF=gi:14604811 /DB_XREF=602910032F1 /CLONE=IMAGE:5051359 /FEA=mRNA /CNT=10 /TID=Mm.187499.1 /TIER=ConsEnd /STK=
MOE430_2_1427599_at 7.7 12.9 A A 0.27 0.14 1 NC 0.05 gb:BQ257921 /DB_XREF=gi:20458674 /DB_XREF=NISC_kp07g03.q2 /CLONE=IMAGE:5408836 /FEA=mRNA /CNT=3 /TID=Mm.218767.1 /TIER=ConsEnd /ST
MOE430_2_1427679_at 10 31.1 M P 0.05 0.00293 1 NC 0.07 gb:AF104414.1 /DB_XREF=gi:4324435 /GEN=Lats1 /FEA=mRNA /CNT=1 /TID=Mm.103623.1 /TIER=ConsEnd /STK=0 /UG=Mm.103623 /LL=16798 /DEF=M
MOE430_2_1427693_at 13.8 23.8 A M 0.19 0.05 1 NC 0.07 gb:M90087.1 /DB_XREF=gi:198418 /FEA=mRNA /CNT=1 /TID=Mm.88406.2 /TIER=ConsEnd /STK=0 /UG=Mm.88406 /LL=16439 /UG_GENE=Itpr2 /UG_TITL
MOE430_2_1427809_at 4.3 15.2 A A 0.27 0.21 1 NC 0.05 gb:BC010480.1 /DB_XREF=gi:14714678 /FEA=mRNA /CNT=1 /TID=Mm.207086.1 /TIER=ConsEnd /STK=0 /UG=Mm.207086 /UG_TITLE=Mus musculus, clon
MOE430_2_1427999_at 3 4.9 A A 0.27 0.12 1 NC 0.5 gb:BE955050 /DB_XREF=gi:10598197 /DB_XREF=UI-M-CD1-bat-a-10-0-UI.s1 /CLONE=UI-M-CD1-bat-a-10-0-UI /FEA=mRNA /CNT=39 /TID=Mm.24082
MOE430_2_1428090_at 117.8 221.2 P P 0.000244 0.000244 1 I 0.000027 gb:AK013131.1 /DB_XREF=gi:12850302 /FEA=mRNA /CNT=191 /TID=Mm.30256.1 /TIER=Stack /STK=127 /UG=Mm.30256 /LL=69956 /UG_GENE=2810422
MOE430_2_1428204_at 5 12.5 A A 0.27 0.09 1 NC 0.35 gb:AI844535 /DB_XREF=gi:5488441 /DB_XREF=UI-M-AJ1-ahf-e-03-0-UI.s2 /CLONE=UI-M-AJ1-ahf-e-03-0-UI /FEA=mRNA /CNT=110 /TID=Mm.39910.
MOE430_2_1428224_at 33.4 76.1 P P 0.000244 0.000244 1 I 0.00013 gb:BM213834 /DB_XREF=gi:17771842 /DB_XREF=C0842C07-3 /CLONE=C0842C07 /FEA=mRNA /CNT=168 /TID=Mm.7861.1 /TIER=Stack /STK=69 /UG=
MOE430_2_1428234_at 14.6 31 P P 0.00293 0.000732 1 I 0.001651 gb:BB425379 /DB_XREF=gi:16423593 /DB_XREF=BB425379 /CLONE=C530046F18 /FEA=mRNA /CNT=312 /TID=Mm.34851.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1428573_at 159.7 348.4 P P 0.000244 0.000244 1 I 0.00002 gb:BQ175659 /DB_XREF=gi:20351151 /DB_XREF=UI-M-DJ2-bwe-e-12-0-UI.s1 /CLONE=UI-M-DJ2-bwe-e-12-0-UI /FEA=mRNA /CNT=97 /TID=Mm.347
MOE430_2_1428593_at 44.5 100.6 P P 0.005859 0.000732 1 I 0.000035 gb:BG095162 /DB_XREF=gi:12577725 /DB_XREF=uu84f01.x1 /CLONE=IMAGE:3383185 /FEA=mRNA /CNT=58 /TID=Mm.27196.1 /TIER=Stack /STK=30 /U
MOE430_2_1428685_at 0.8 0.8 A A 0.88 0.69 1 NC 0.02 gb:AK016694.1 /DB_XREF=gi:12855570 /FEA=mRNA /CNT=31 /TID=Mm.46102.1 /TIER=Stack /STK=26 /UG=Mm.46102 /LL=74075 /UG_GENE=4933406J0
MOE430_2_1428730_at 3.5 6.5 A A 0.27 0.14 1 NC 0.14 gb:BI793814 /DB_XREF=gi:15821539 /DB_XREF=ie38g03.x1 /FEA=mRNA /CNT=40 /TID=Mm.34969.1 /TIER=ConsEnd /STK=1 /UG=Mm.34969 /LL=70109 /
MOE430_2_1428779_at 84.8 179.5 P P 0.000244 0.000244 1 I 0.00002 gb:BB526541 /DB_XREF=gi:16444328 /DB_XREF=BB526541 /CLONE=D930033L14 /FEA=mRNA /CNT=25 /TID=Mm.200290.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1428781_at 0.3 0.7 A A 0.98 0.85 1 NC 0.04 gb:BI452905 /DB_XREF=gi:15243561 /DB_XREF=603170247F1 /CLONE=IMAGE:5249867 /FEA=mRNA /CNT=47 /TID=Mm.30138.1 /TIER=Stack /STK=21 /
MOE430_2_1428820_at 54.9 82.8 P P 0.00293 0.000732 1 NC 0.01 gb:BB464192 /DB_XREF=gi:16426977 /DB_XREF=BB464192 /CLONE=D130086I05 /FEA=mRNA /CNT=122 /TID=Mm.143877.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1428919_at 64 121.2 P P 0.000244 0.000244 1 I 0.00006 gb:BB667817 /DB_XREF=gi:16399266 /DB_XREF=BB667817 /CLONE=C730042P05 /FEA=mRNA /CNT=62 /TID=Mm.79782.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1428943_at 19.4 42.7 P P 0.00293 0.001221 1 NC 0.13 gb:AV338213 /DB_XREF=gi:16396650 /DB_XREF=AV338213 /CLONE=6430408A13 /FEA=mRNA /CNT=69 /TID=Mm.41966.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1429062_at 95.7 202.5 P P 0.000732 0.000244 1 I 0.00002 gb:BG066903 /DB_XREF=gi:12549472 /DB_XREF=H3048D03-3 /CLONE=H3048D03 /FEA=mRNA /CNT=30 /TID=Mm.26532.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429256_at 8.9 24.3 A P 0.09 0.001953 1 I 0.000214 gb:AK013532.1 /DB_XREF=gi:12850934 /FEA=mRNA /CNT=40 /TID=Mm.139239.1 /TIER=Stack /STK=8 /UG=Mm.139239 /LL=67258 /UG_GENE=2900016C
MOE430_2_1429273_at 138.7 384.1 P P 0.000244 0.000244 1 I 0.00002 gb:AK014221.1 /DB_XREF=gi:12851934 /FEA=mRNA /CNT=17 /TID=Mm.127046.1 /TIER=Stack /STK=8 /UG=Mm.127046 /LL=73230 /UG_GENE=3110056H
MOE430_2_1429429_s_ 43.7 74.9 P P 0.03 0.001221 1 I 0.000438 gb:AI118230 /DB_XREF=gi:3518554 /DB_XREF=ue34h09.x1 /CLONE=IMAGE:1482305 /FEA=mRNA /CNT=97 /TID=Mm.196522.1 /TIER=Stack /STK=22 /UG
MOE430_2_1429470_at 9.2 23.3 P P 0.005859 0.00293 1 NC 0.07 gb:AK014910.1 /DB_XREF=gi:12853025 /FEA=mRNA /CNT=26 /TID=Mm.75202.1 /TIER=Stack /STK=20 /UG=Mm.75202 /LL=70891 /UG_GENE=4921517J0
MOE430_2_1429478_at 23.2 63.3 A P 0.09 0.008057 1 I 0.000692 gb:AK020138.1 /DB_XREF=gi:12860629 /FEA=mRNA /CNT=28 /TID=Mm.31373.1 /TIER=Stack /STK=19 /UG=Mm.31373 /LL=77744 /UG_GENE=6720463M2
MOE430_2_1429538_a_ 55.6 60 P P 0.00415 0.001221 1 I 0.001077 gb:BG277020 /DB_XREF=gi:13071902 /DB_XREF=uv10c10.y1 /CLONE=IMAGE:3385722 /FEA=mRNA /CNT=93 /TID=Mm.100117.1 /TIER=ConsEnd /STK=0
MOE430_2_1429540_at 12.4 28.8 A M 0.24 0.05 1 NC 0.03 gb:AK008979.1 /DB_XREF=gi:12843493 /FEA=mRNA /CNT=29 /TID=Mm.34382.1 /TIER=Stack /STK=15 /UG=Mm.34382 /LL=72383 /UG_GENE=2210418J0
MOE430_2_1429654_at 0.4 0.9 A A 0.87 0.85 1 NC 0.33 gb:AK010743.1 /DB_XREF=gi:12846401 /FEA=mRNA /CNT=35 /TID=Mm.27857.1 /TIER=Stack /STK=11 /UG=Mm.27857 /LL=73703 /UG_GENE=2410088E0
MOE430_2_1429809_at 5.6 7.4 A A 0.36 0.21 1 NC 0.11 gb:AK018506.1 /DB_XREF=gi:12858238 /FEA=mRNA /CNT=22 /TID=Mm.37266.1 /TIER=Stack /STK=8 /UG=Mm.37266 /LL=66807 /UG_GENE=8430438D04
MOE430_2_1429819_at 19.1 33.2 A P 0.08 0.00415 1 NC 0.05 gb:AK017631.1 /DB_XREF=gi:12856970 /FEA=mRNA /CNT=11 /TID=Mm.76062.2 /TIER=Stack /STK=8 /UG=Mm.76062 /LL=66454 /UG_GENE=Nmnat /UG_
MOE430_2_1429832_at 36.1 69.7 P P 0.000244 0.000244 1 I 0.000865 gb:AK014665.1 /DB_XREF=gi:12852658 /FEA=mRNA /CNT=25 /TID=Mm.196517.2 /TIER=ConsEnd /STK=7 /UG=Mm.196517 /LL=66101 /UG_GENE=11000
MOE430_2_1429857_at 7.3 9 A A 0.53 0.19 1 NC 0.04 gb:BB807002 /DB_XREF=gi:16979631 /DB_XREF=BB807002 /CLONE=G630078J20 /FEA=mRNA /CNT=9 /TID=Mm.158943.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429882_at 13.6 27 P P 0.01 0.000244 1 I 0.00002 gb:AK012880.1 /DB_XREF=gi:12849915 /FEA=mRNA /CNT=15 /TID=Mm.196128.1 /TIER=ConsEnd /STK=6 /UG=Mm.196128 /LL=77023 /UG_GENE=28100
MOE430_2_1429963_at 11.5 34.2 A P 0.17 0.001221 1 I 0.001077 gb:AK011505.1 /DB_XREF=gi:12847673 /FEA=mRNA /CNT=10 /TID=Mm.81898.1 /TIER=ConsEnd /STK=5 /UG=Mm.81898 /LL=70413 /UG_GENE=2610021
MOE430_2_1430071_at 6.9 11.6 A P 0.14 0.01 1 NC 0.5 gb:BB762859 /DB_XREF=gi:16207852 /DB_XREF=BB762859 /CLONE=G370016E18 /FEA=mRNA /CNT=6 /TID=Mm.195625.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1430156_at 0.5 2.4 A A 0.88 0.82 1 NC 0.16 gb:AK015855.1 /DB_XREF=gi:12854352 /FEA=mRNA /CNT=8 /TID=Mm.72675.1 /TIER=ConsEnd /STK=3 /UG=Mm.72675 /LL=75116 /UG_GENE=4930520O
MOE430_2_1430178_at 17.6 30.9 P P 0.00415 0.001953 1 NC 0.05 gb:BF467494 /DB_XREF=gi:11536677 /DB_XREF=UI-M-CG0p-brl-d-09-0-UI.s1 /CLONE=UI-M-CG0p-brl-d-09-0-UI /FEA=mRNA /CNT=8 /TID=Mm.1959
MOE430_2_1430238_at 1 1.2 A A 0.86 0.95 1 NC 0.54 gb:AK006984.1 /DB_XREF=gi:12840317 /FEA=mRNA /CNT=6 /TID=Mm.159747.1 /TIER=ConsEnd /STK=3 /UG=Mm.159747 /LL=76615 /UG_GENE=170008
MOE430_2_1430250_at 2.9 7.4 A A 0.6 0.36 1 NC 0.16 gb:AK011880.1 /DB_XREF=gi:12848279 /FEA=mRNA /CNT=5 /TID=Mm.220365.1 /TIER=ConsEnd /STK=3 /UG=Mm.220365 /LL=72496 /UG_GENE=261020
MOE430_2_1430337_at 7.5 16.3 A A 0.5 0.14 1 NC 0.05 gb:BB363738 /DB_XREF=gi:9075566 /DB_XREF=BB363738 /CLONE=C130018H11 /FEA=mRNA /CNT=7 /TID=Mm.118223.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430370_at 10.8 17.2 A A 0.27 0.19 1 NC 0.09 gb:BM248156 /DB_XREF=gi:17883426 /DB_XREF=K0812D07-3 /CLONE=K0812D07 /FEA=mRNA /CNT=6 /TID=Mm.70880.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430431_at 9.9 24.4 A A 0.46 0.11 1 NC 0.03 gb:AK016722.1 /DB_XREF=gi:12855614 /FEA=mRNA /CNT=5 /TID=Mm.158562.1 /TIER=ConsEnd /STK=2 /UG=Mm.158562 /LL=71101 /UG_GENE=493340
MOE430_2_1430432_at 1.4 2.6 A A 0.72 0.6 1 NC 0.08 gb:AK019654.1 /DB_XREF=gi:12859962 /FEA=mRNA /CNT=5 /TID=Mm.108347.1 /TIER=ConsEnd /STK=2 /UG=Mm.108347 /LL=78911 /UG_GENE=493048
MOE430_2_1430545_at 1.2 3.1 A A 0.53 0.63 1 NC 0.57 gb:BB447148 /DB_XREF=gi:16425164 /DB_XREF=BB447148 /CLONE=D030059D21 /FEA=mRNA /CNT=19 /TID=Mm.22430.2 /TIER=ConsEnd /STK=1 /UG



MOE430_2_1430556_at 0.5 1.1 A A 0.66 0.82 1 NC 0.5 gb:AK014638.1 /DB_XREF=gi:12852619 /FEA=mRNA /CNT=16 /TID=Mm.168786.1 /TIER=ConsEnd /STK=1 /UG=Mm.168786 /LL=70834 /UG_GENE=Spag9
MOE430_2_1430559_at 7 16.4 A A 0.36 0.19 1 NC 0.03 gb:BB402435 /DB_XREF=gi:16415531 /DB_XREF=BB402435 /CLONE=C330027I04 /FEA=mRNA /CNT=14 /TID=Mm.28738.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430561_at 5.6 17.6 P P 0.02 0.03 1 NC 0.5 gb:BE952491 /DB_XREF=gi:10592997 /DB_XREF=UI-M-CE0-azc-d-08-0-UI.s1 /CLONE=UI-M-CE0-azc-d-08-0-UI /FEA=mRNA /CNT=28 /TID=Mm.3093
MOE430_2_1430567_at 0.2 0.2 A A 0.99 0.96 1 NC 0.09 gb:AV241297 /DB_XREF=gi:15405187 /DB_XREF=AV241297 /CLONE=4732447G17 /FEA=mRNA /CNT=38 /TID=Mm.35369.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430686_at 5.1 7.5 A A 0.36 0.53 1 NC 0.5 gb:AK014719.1 /DB_XREF=gi:12852738 /FEA=mRNA /CNT=7 /TID=Mm.63783.1 /TIER=ConsEnd /STK=1 /UG=Mm.63783 /LL=74597 /UG_GENE=4833418N
MOE430_2_1430736_at 4.5 6.9 A A 0.46 0.46 1 NC 0.5 gb:AK018503.1 /DB_XREF=gi:12858233 /FEA=mRNA /CNT=5 /TID=Mm.158720.1 /TIER=ConsEnd /STK=1 /UG=Mm.158720 /LL=71531 /UG_GENE=903041
MOE430_2_1430888_at 8.1 21.2 A A 0.33 0.17 1 NC 0.5 gb:AV268464 /DB_XREF=gi:6256501 /DB_XREF=AV268464 /CLONE=4930535E21 /FEA=mRNA /CNT=3 /TID=Mm.159468.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431061_s_ 39 65.3 A A 0.14 0.09 1 NC 0.004481 gb:AK020915.1 /DB_XREF=gi:12861649 /FEA=mRNA /CNT=12 /TID=Mm.171297.1 /TIER=ConsEnd /STK=0 /UG=Mm.171297 /LL=77964 /UG_GENE=A9300
MOE430_2_1431106_a_ 6.6 10 A A 0.09 0.11 1 NC 0.14 gb:BE373131 /DB_XREF=gi:9318494 /DB_XREF=601224559F1 /CLONE=IMAGE:3582734 /FEA=mRNA /CNT=25 /TID=Mm.89384.1 /TIER=ConsEnd /STK=0 
MOE430_2_1431231_at 14.7 24.8 P P 0.01 0.001221 1 NC 0.04 gb:AK010121.1 /DB_XREF=gi:12845342 /GEN=Hist1 /FEA=mRNA /CNT=7 /TID=Mm.193557.3 /TIER=ConsEnd /STK=0 /UG=Mm.193557 /LL=15269 /UG_T
MOE430_2_1431306_at 3.7 8.3 A A 0.53 0.17 1 NC 0.17 gb:BG518810 /DB_XREF=gi:13514042 /DB_XREF=602578108F1 /CLONE=IMAGE:3481968 /FEA=mRNA /CNT=7 /TID=Mm.158936.1 /TIER=ConsEnd /STK=
MOE430_2_1431336_at 14.6 25.5 A A 0.39 0.17 1 I 0.001336 gb:AK016543.1 /DB_XREF=gi:12855329 /FEA=mRNA /CNT=4 /TID=Mm.83840.2 /TIER=ConsEnd /STK=0 /UG=Mm.83840 /LL=71145 /UG_GENE=4933425F
MOE430_2_1431381_at 5.6 13.9 A P 0.14 0.001221 1 NC 0.01 gb:AA611589 /DB_XREF=gi:2461668 /DB_XREF=vo93b10.r1 /CLONE=IMAGE:1066651 /FEA=mRNA /CNT=4 /TID=Mm.158940.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431481_at 2.8 13.1 A A 0.39 0.33 1 NC 0.09 gb:AV264146 /DB_XREF=gi:6252069 /DB_XREF=AV264146 /CLONE=4930443O20 /FEA=mRNA /CNT=3 /TID=Mm.66996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1431501_at 7.6 9.7 P A 0.02 0.12 1 NC 0.03 gb:AK006619.1 /DB_XREF=gi:12839809 /FEA=mRNA /CNT=3 /TID=Mm.28403.1 /TIER=ConsEnd /STK=2 /UG=Mm.28403 /LL=73261 /UG_GENE=1700037C
MOE430_2_1431589_at 0.8 2.6 A A 0.87 0.63 1 NC 0.31 gb:AK016044.1 /DB_XREF=gi:12854630 /FEA=mRNA /CNT=2 /TID=Mm.56001.1 /TIER=ConsEnd /STK=1 /UG=Mm.56001 /LL=75241 /UG_GENE=4930545D
MOE430_2_1431597_a_ 0.5 1.3 A A 0.72 0.8 1 NC 0.31 gb:AK020731.1 /DB_XREF=gi:12861406 /FEA=mRNA /CNT=2 /TID=Mm.80051.2 /TIER=ConsEnd /STK=1 /UG=Mm.80051 /LL=78593 /UG_GENE=A330103B
MOE430_2_1431658_at 8.5 21.8 A P 0.14 0.001953 1 NC 0.05 gb:AK010085.1 /DB_XREF=gi:12845284 /GEN=Hist4 /FEA=mRNA /CNT=2 /TID=Mm.53269.1 /TIER=ConsEnd /STK=1 /UG=Mm.53269 /UG_TITLE=Mus mus
MOE430_2_1431729_at 9.9 19.8 A A 0.43 0.19 1 NC 0.23 gb:AK015780.1 /DB_XREF=gi:12854248 /FEA=mRNA /CNT=2 /TID=Mm.159316.1 /TIER=ConsEnd /STK=0 /UG=Mm.159316 /LL=74717 /UG_GENE=493051
MOE430_2_1431734_a_ 65.2 120 P P 0.00293 0.001953 1 I 0.000035 gb:AK006478.1 /DB_XREF=gi:12839599 /FEA=mRNA /CNT=2 /TID=Mm.46746.2 /TIER=ConsEnd /STK=0 /UG=Mm.46746 /LL=67035 /UG_GENE=2010306G
MOE430_2_1431737_at 6.8 22.3 A P 0.24 0.02 1 NC 0.03 gb:AK004585.1 /DB_XREF=gi:12835854 /GEN=Ifrd1 /FEA=mRNA /CNT=2 /TID=Mm.168.2 /TIER=ConsEnd /STK=0 /UG=Mm.168 /LL=15982 /UG_TITLE=int
MOE430_2_1431785_at 9.2 16.7 A A 0.46 0.46 1 NC 0.5 gb:AK015947.1 /DB_XREF=gi:12854488 /FEA=mRNA /CNT=2 /TID=Mm.159459.1 /TIER=ConsEnd /STK=0 /UG=Mm.159459 /LL=75200 /UG_GENE=493053
MOE430_2_1431809_at 6.3 10.9 A A 0.27 0.1 1 NC 0.13 gb:AK016569.1 /DB_XREF=gi:12855373 /FEA=mRNA /CNT=1 /TID=Mm.159201.1 /TIER=ConsEnd /STK=0 /UG=Mm.159201 /LL=74432 /UG_GENE=493244
MOE430_2_1431998_at 3.6 9 A A 0.5 0.14 1 NC 0.16 gb:AK015294.1 /DB_XREF=gi:12853575 /FEA=mRNA /CNT=1 /TID=Mm.159260.1 /TIER=ConsEnd /STK=0 /UG=Mm.159260 /LL=74621 /UG_GENE=493043
MOE430_2_1432044_a_ 1.6 2.9 A A 0.82 0.72 1 NC 0.05 gb:AK014944.1 /DB_XREF=gi:12853075 /FEA=mRNA /CNT=1 /TID=Mm.158488.2 /TIER=ConsEnd /STK=0 /UG=Mm.158488 /LL=70909 /UG_GENE=492152
MOE430_2_1432118_at 5.9 11.8 A A 0.6 0.24 1 NC 0.09 gb:AK010467.1 /DB_XREF=gi:12845934 /FEA=mRNA /CNT=1 /TID=Mm.159045.1 /TIER=ConsEnd /STK=0 /UG=Mm.159045 /LL=73648 /UG_GENE=241001
MOE430_2_1432165_at 5.8 8.2 A A 0.17 0.1 1 NC 0.27 gb:AK018433.1 /DB_XREF=gi:12858131 /FEA=mRNA /CNT=1 /TID=Mm.159229.1 /TIER=ConsEnd /STK=0 /UG=Mm.159229 /LL=74529 /UG_GENE=843042
MOE430_2_1432166_at 6.7 9.8 A A 0.39 0.3 1 NC 0.5 gb:AK018699.1 /DB_XREF=gi:12858537 /FEA=mRNA /CNT=1 /TID=Mm.159826.1 /TIER=ConsEnd /STK=0 /UG=Mm.159826 /LL=77017 /UG_GENE=E13001
MOE430_2_1432364_at 6.4 13.4 A A 0.39 0.14 1 NC 0.18 gb:AK016153.1 /DB_XREF=gi:12854775 /FEA=mRNA /CNT=1 /TID=Mm.159489.1 /TIER=ConsEnd /STK=0 /UG=Mm.159489 /LL=75285 /UG_GENE=493055
MOE430_2_1432380_s_ 3.3 8.1 A A 0.78 0.5 1 NC 0.15 gb:AK019629.1 /DB_XREF=gi:12859931 /FEA=mRNA /CNT=1 /TID=Mm.195804.1 /TIER=ConsEnd /STK=0 /UG=Mm.195804 /LL=78159 /UG_GENE=493045
MOE430_2_1432519_at 7.3 12.3 A A 0.46 0.27 1 NC 0.16 gb:AK007907.1 /DB_XREF=gi:12841761 /FEA=mRNA /CNT=1 /TID=Mm.158299.1 /TIER=ConsEnd /STK=0 /UG=Mm.158299 /LL=69820 /UG_GENE=181005
MOE430_2_1432733_at 1.2 4 A A 0.69 0.63 1 NC 0.27 gb:AV278490 /DB_XREF=gi:6266527 /DB_XREF=AV278490 /CLONE=4933402E15 /FEA=mRNA /CNT=2 /TID=Mm.159122.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432799_at 4.2 10.5 A P 0.39 0.02 1 NC 0.02 gb:BB355994 /DB_XREF=gi:9067822 /DB_XREF=BB355994 /CLONE=C030011G24 /FEA=mRNA /CNT=2 /TID=Mm.159900.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432846_at 0.5 0.6 A A 0.98 0.94 1 NC 0.5 gb:AK017200.1 /DB_XREF=gi:12856323 /FEA=mRNA /CNT=2 /TID=Mm.159320.1 /TIER=ConsEnd /STK=0 /UG=Mm.159320 /LL=74728 /UG_GENE=503342
MOE430_2_1432973_at 0.7 1.2 A A 0.91 0.96 1 NC 0.35 gb:AK016863.1 /DB_XREF=gi:12855826 /FEA=mRNA /CNT=1 /TID=Mm.159213.1 /TIER=ConsEnd /STK=0 /UG=Mm.159213 /LL=74465 /UG_GENE=493342
MOE430_2_1432983_at 5.5 11.9 A A 0.3 0.19 1 NC 0.19 gb:AK006385.1 /DB_XREF=gi:12839459 /FEA=mRNA /CNT=1 /TID=Mm.158364.1 /TIER=ConsEnd /STK=0 /UG=Mm.158364 /LL=70376 /UG_GENE=170002
MOE430_2_1433051_at 9.6 7.9 A A 0.36 0.24 1 NC 0.5 gb:AK011377.1 /DB_XREF=gi:12847460 /FEA=mRNA /CNT=1 /TID=Mm.158353.1 /TIER=ConsEnd /STK=0 /UG=Mm.158353 /LL=70295 /UG_GENE=261001
MOE430_2_1433065_at 4.8 11.1 A A 0.26 0.14 1 NC 0.01 gb:AK018211.1 /DB_XREF=gi:12857823 /FEA=mRNA /CNT=1 /TID=Mm.159696.1 /TIER=ConsEnd /STK=0 /UG=Mm.159696 /LL=76158 /UG_GENE=633051
MOE430_2_1433108_at 5.9 10.7 A A 0.3 0.14 1 NC 0.006503 gb:AK018014.1 /DB_XREF=gi:12857542 /FEA=mRNA /CNT=1 /TID=Mm.157935.1 /TIER=ConsEnd /STK=0 /UG=Mm.157935 /LL=21580 /UG_GENE=Tcrb-J 
MOE430_2_1433137_at 0.4 2 A A 0.94 0.66 1 NC 0.19 gb:AK017142.1 /DB_XREF=gi:12856250 /FEA=mRNA /CNT=1 /TID=Mm.159642.1 /TIER=ConsEnd /STK=0 /UG=Mm.159642 /LL=75984 /UG_GENE=503141
MOE430_2_1433354_at 2.5 6.1 A A 0.72 0.3 1 NC 0.22 gb:AK021289.1 /DB_XREF=gi:12862134 /FEA=mRNA /CNT=1 /TID=Mm.160115.1 /TIER=ConsEnd /STK=0 /UG=Mm.160115 /LL=78715 /UG_GENE=D53001
MOE430_2_1433416_at 1.2 0.8 A A 0.93 0.75 1 NC 0.02 gb:AK017377.1 /DB_XREF=gi:12856586 /FEA=mRNA /CNT=1 /TID=Mm.158691.1 /TIER=ConsEnd /STK=0 /UG=Mm.158691 /LL=71404 /UG_GENE=543043
MOE430_2_1433656_a_ 168.2 305.5 P P 0.000732 0.000244 1 I 0.00002 gb:BF021177 /DB_XREF=gi:10752509 /DB_XREF=ux53e10.x1 /CLONE=IMAGE:3514026 /FEA=EST /CNT=132 /TID=Mm.28726.1 /TIER=Stack /STK=76 /UG
MOE430_2_1433664_at 59.9 91.4 P P 0.001221 0.000732 1 I 0.000774 gb:BM202586 /DB_XREF=gi:17756821 /DB_XREF=C0241G09-3 /CLONE=C0241G09 /FEA=EST /CNT=118 /TID=Mm.24729.1 /TIER=Stack /STK=75 /UG=M
MOE430_2_1433779_at 122.6 205 P P 0.000244 0.000244 1 I 0.00002 gb:AV311104 /DB_XREF=gi:16394245 /DB_XREF=AV311104 /CLONE=5730594D13 /FEA=EST /CNT=82 /TID=Mm.31922.1 /TIER=Stack /STK=61 /UG=Mm
MOE430_2_1433857_at 2284.4 4784.9 P P 0.000244 0.000244 1 I 0.00002 gb:AV088463 /DB_XREF=gi:16381427 /DB_XREF=AV088463 /CLONE=2310038E12 /FEA=EST /CNT=110 /TID=Mm.27365.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1433919_at 7.2 20.3 A A 0.27 0.09 1 NC 0.25 gb:AV302111 /DB_XREF=gi:16393451 /DB_XREF=AV302111 /CLONE=5730499G19 /FEA=EST /CNT=59 /TID=Mm.51340.2 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1433924_at 20.3 48.3 P P 0.00293 0.001953 1 NC 0.003699 gb:BM200248 /DB_XREF=gi:17753448 /DB_XREF=C0207H01-3 /CLONE=C0207H01 /FEA=EST /CNT=75 /TID=Mm.7952.2 /TIER=Stack /STK=51 /UG=Mm
MOE430_2_1434047_x_ 741 1146.3 P P 0.001953 0.000732 1 I 0.00006 gb:AU019883 /DB_XREF=gi:3375467 /DB_XREF=AU019883 /CLONE=J0523H07 /FEA=EST /CNT=53 /TID=Mm.16767.3 /TIER=Stack /STK=45 /UG=Mm.16
MOE430_2_1434091_at 11.2 30.7 A P 0.27 0.03 1 I 0.000273 gb:BB189927 /DB_XREF=gi:15409502 /DB_XREF=BB189927 /CLONE=A330057D11 /FEA=EST /CNT=52 /TID=Mm.30623.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434171_at 0.7 2.5 A A 0.63 0.49 1 NC 0.5 gb:BB398891 /DB_XREF=gi:16412412 /DB_XREF=BB398891 /CLONE=C330011K17 /FEA=EST /CNT=44 /TID=Mm.77610.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434238_at 291 597 P P 0.000244 0.000244 1 I 0.00002 gb:BQ176372 /DB_XREF=gi:20351864 /DB_XREF=UI-M-DJ2-bwg-j-18-0-UI.s1 /CLONE=UI-M-DJ2-bwg-j-18-0-UI /FEA=EST /CNT=48 /TID=Mm.24067.1
MOE430_2_1434411_at 489.8 841.4 P P 0.000244 0.000244 1 I 0.00002 gb:BB114398 /DB_XREF=gi:16261775 /DB_XREF=BB114398 /CLONE=9530045O15 /FEA=EST /CNT=39 /TID=Mm.41777.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434437_x_ 497.8 1019.8 P P 0.000244 0.000244 1 I 0.00002 gb:AV301324 /DB_XREF=gi:6333838 /DB_XREF=AV301324 /CLONE=5730492P22 /FEA=EST /CNT=43 /TID=Mm.99.2 /TIER=Stack /STK=32 /UG=Mm.99 /
MOE430_2_1434513_at 139.9 265.5 P P 0.000732 0.000732 1 I 0.00003 gb:BQ030867 /DB_XREF=gi:19766146 /DB_XREF=UI-1-CF0-bic-d-03-0-UI.s1 /CLONE=UI-1-CF0-bic-d-03-0-UI /FEA=EST /CNT=96 /TID=Mm.20722.1 /
MOE430_2_1434522_at 37.8 55.4 A A 0.3 0.09 1 NC 0.01 gb:BB104454 /DB_XREF=gi:15407945 /DB_XREF=BB104454 /CLONE=9430091J20 /FEA=EST /CNT=34 /TID=Mm.128059.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434528_at 8.9 21 A A 0.5 0.17 1 NC 0.02 gb:AV256613 /DB_XREF=gi:16388331 /DB_XREF=AV256613 /CLONE=4921529P04 /FEA=EST /CNT=32 /TID=Mm.24204.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434599_a_ 33 78.2 P P 0.00293 0.000244 1 I 0.000307 gb:BB758095 /DB_XREF=gi:16186323 /DB_XREF=BB758095 /CLONE=G270093D14 /FEA=EST /CNT=72 /TID=Mm.104744.2 /TIER=Stack /STK=28 /UG=M
MOE430_2_1434600_at 29.5 47.9 P P 0.03 0.001221 1 I 0.000189 gb:BB758095 /DB_XREF=gi:16186323 /DB_XREF=BB758095 /CLONE=G270093D14 /FEA=EST /CNT=72 /TID=Mm.104744.2 /TIER=Stack /STK=28 /UG=M
MOE430_2_1434615_x_ 4.1 8.9 A A 0.19 0.17 1 NC 0.5 gb:BM212728 /DB_XREF=gi:17770355 /DB_XREF=C0826A11-3 /CLONE=C0826A11 /FEA=EST /CNT=40 /TID=Mm.21882.3 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434760_at 7.5 15.5 A P 0.24 0.03 1 NC 0.3 gb:BE956883 /DB_XREF=gi:10601873 /DB_XREF=UI-M-BG2-bbp-d-05-0-UI.s1 /CLONE=UI-M-BG2-bbp-d-05-0-UI /FEA=EST /CNT=73 /TID=Mm.80339.
MOE430_2_1434788_at 35.2 57.2 P P 0.01 0.001221 1 I 0.000241 gb:BQ175713 /DB_XREF=gi:20351205 /DB_XREF=UI-M-DJ2-bwe-o-06-0-UI.s1 /CLONE=UI-M-DJ2-bwe-o-06-0-UI /FEA=EST /CNT=31 /TID=Mm.11517
MOE430_2_1434806_at 28.9 57.4 A P 0.12 0.03 1 I 0.000035 gb:AU067765 /DB_XREF=gi:4968502 /DB_XREF=AU067765 /CLONE=MNCb-1607 /FEA=EST /CNT=36 /TID=Mm.202301.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434808_at 13.7 40.1 P P 0.005859 0.000732 1 NC 0.01 gb:AV114409 /DB_XREF=gi:15404431 /DB_XREF=AV114409 /CLONE=2610033K07 /FEA=EST /CNT=31 /TID=Mm.31091.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434837_at 61.6 106.9 P P 0.000732 0.000244 1 I 0.00004 gb:BM203061 /DB_XREF=gi:17757496 /DB_XREF=C0248G04-3 /CLONE=C0248G04 /FEA=EST /CNT=46 /TID=Mm.41738.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434927_at 5.6 14.4 A A 0.33 0.21 1 NC 0.24 gb:BM124741 /DB_XREF=gi:17108509 /DB_XREF=L0544D10-3 /CLONE=L0544D10 /FEA=EST /CNT=33 /TID=Mm.46181.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434936_at 99.8 167.8 P P 0.01 0.00293 1 NC 0.004073 gb:BB295220 /DB_XREF=gi:16401806 /DB_XREF=BB295220 /CLONE=B130036O03 /FEA=EST /CNT=50 /TID=Mm.27628.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1435245_at 6.6 17.1 A A 0.17 0.06 1 NC 0.16 gb:AI195532 /DB_XREF=gi:3748138 /DB_XREF=ui52e09.x1 /CLONE=IMAGE:1886056 /FEA=EST /CNT=32 /TID=Mm.30102.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435254_at 8.7 23.6 A P 0.14 0.000244 1 I 0.000214 gb:AV150129 /DB_XREF=gi:16383132 /DB_XREF=AV150129 /CLONE=2900002G15 /FEA=EST /CNT=69 /TID=Mm.33361.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435484_at 878.9 1715.8 P P 0.000244 0.000244 1 I 0.00002 gb:BM729431 /DB_XREF=gi:19050764 /DB_XREF=ih80h06.x1 /CLONE=IMAGE:5683042 /FEA=EST /CNT=29 /TID=Mm.27661.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1435494_s_ 0.2 1.2 A A 0.94 0.43 1 NC 0.15 gb:AV297961 /DB_XREF=gi:16392994 /DB_XREF=AV297961 /CLONE=5730453H04 /FEA=EST /CNT=18 /TID=Mm.203911.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435514_at 17 38.6 P P 0.000244 0.000244 1 MI 0.00249 gb:BB700884 /DB_XREF=gi:16049708 /DB_XREF=BB700884 /CLONE=7420424L21 /FEA=EST /CNT=17 /TID=Mm.39928.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435592_at 22.5 43.9 P P 0.03 0.001953 1 I 0.000966 gb:BB149997 /DB_XREF=gi:16267861 /DB_XREF=BB149997 /CLONE=A030003E17 /FEA=EST /CNT=19 /TID=Mm.154309.3 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435645_at 5.9 11.8 A A 0.3 0.36 1 NC 0.09 gb:AA472735 /DB_XREF=gi:2200587 /DB_XREF=vh07f08.r1 /CLONE=IMAGE:874791 /FEA=EST /CNT=40 /TID=Mm.139683.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435775_at 26.7 72.9 P P 0.01 0.001221 1 NC 0.004481 gb:BQ173970 /DB_XREF=gi:20349461 /DB_XREF=UI-M-DJ2-bvv-o-24-0-UI.s1 /CLONE=UI-M-DJ2-bvv-o-24-0-UI /FEA=EST /CNT=21 /TID=Mm.32419.
MOE430_2_1435787_at 80.8 198.6 P P 0.000732 0.000244 1 I 0.00002 gb:BB035578 /DB_XREF=gi:15403669 /DB_XREF=BB035578 /CLONE=5930404J21 /FEA=EST /CNT=20 /TID=Mm.40992.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1436116_x_ 6.6 9.1 M A 0.05 0.11 1 NC 0.1 gb:AI585782 /DB_XREF=gi:4571679 /DB_XREF=vs06c07.x1 /CLONE=IMAGE:1137420 /FEA=EST /CNT=12 /TID=Mm.36762.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436330_x_ 39.5 92.1 P P 0.000244 0.000244 1 I 0.000035 gb:BB052043 /DB_XREF=gi:16259608 /DB_XREF=BB052043 /CLONE=6720451E15 /FEA=EST /CNT=32 /TID=Mm.25705.1 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436346_at 63.1 135 P P 0.001953 0.001953 1 I 0.00002 gb:AV246882 /DB_XREF=gi:16387159 /DB_XREF=AV246882 /CLONE=4832419I01 /FEA=EST /CNT=20 /TID=Mm.220956.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436441_at 4.7 8.2 A A 0.42 0.09 1 NC 0.03 gb:AV230399 /DB_XREF=gi:16385727 /DB_XREF=AV230399 /CLONE=4631429G01 /FEA=EST /CNT=11 /TID=Mm.49211.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436533_at 5.2 14.6 A P 0.09 0.000244 1 NC 0.008511 gb:AV232359 /DB_XREF=gi:15405019 /DB_XREF=AV232359 /CLONE=4632414A09 /FEA=EST /CNT=58 /TID=Mm.40370.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1436579_s_ 6.5 12.3 A A 0.17 0.24 1 NC 0.39 gb:AI839402 /DB_XREF=gi:5473615 /DB_XREF=UI-M-AN0-aco-c-02-0-UI.s1 /CLONE=UI-M-AN0-aco-c-02-0-UI /FEA=EST /CNT=12 /TID=Mm.40411.1 
MOE430_2_1436582_at 10.3 29.2 A P 0.09 0.00415 1 NC 0.02 gb:BQ176228 /DB_XREF=gi:20351720 /DB_XREF=UI-M-DJ2-bwg-o-22-0-UI.s1 /CLONE=UI-M-DJ2-bwg-o-22-0-UI /FEA=EST /CNT=11 /TID=Mm.30574
MOE430_2_1436637_at 13 39.5 M M 0.05 0.05 1 NC 0.005409 gb:BI499987 /DB_XREF=gi:15339331 /DB_XREF=ie13c07.x1 /FEA=EST /CNT=9 /TID=Mm.157628.1 /TIER=Stack /STK=8 /UG=Mm.157628 /UG_TITLE=EST
MOE430_2_1436708_x_ 219.7 454.7 P P 0.000244 0.000244 1 I 0.00002 gb:BB447978 /DB_XREF=gi:9290590 /DB_XREF=BB447978 /CLONE=D030063N18 /FEA=EST /CNT=137 /TID=Mm.1500.2 /TIER=Stack /STK=135 /UG=Mm
MOE430_2_1436861_at 5.5 17 A P 0.11 0.02 1 NC 0.005409 gb:BG069762 /DB_XREF=gi:12552331 /DB_XREF=H3079H02-3 /CLONE=H3079H02 /FEA=EST /CNT=48 /TID=Mm.3825.2 /TIER=Stack /STK=42 /UG=Mm.
MOE430_2_1436908_at 28.5 60.4 P P 0.04 0.008057 1 I 0.000241 gb:BG076129 /DB_XREF=gi:12558698 /DB_XREF=H3156A03-3 /CLONE=H3156A03 /FEA=EST /CNT=56 /TID=Mm.28192.3 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1436990_s_ 23.3 52.4 P P 0.02 0.00415 1 I 0.000307 gb:AA038464 /DB_XREF=gi:1513871 /DB_XREF=mi90f01.r1 /CLONE=IMAGE:473881 /FEA=EST /CNT=34 /TID=Mm.30114.3 /TIER=Stack /STK=31 /UG=M
MOE430_2_1437075_at 0.5 0.4 A A 0.74 0.78 1 NC 0.75 gb:BB099015 /DB_XREF=gi:16261278 /DB_XREF=BB099015 /CLONE=9430066I12 /FEA=EST /CNT=28 /TID=Mm.94708.1 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1437207_at 30.3 56.4 P P 0.000244 0.000244 1 I 0.000046 gb:BF458266 /DB_XREF=gi:11524435 /DB_XREF=UI-M-BZ1-blm-g-11-0-UI.s1 /CLONE=UI-M-BZ1-blm-g-11-0-UI /FEA=EST /CNT=32 /TID=Mm.132706
MOE430_2_1437357_at 10.2 14 P P 0.03 0.01 1 NC 0.05 gb:AI481820 /DB_XREF=gi:4375046 /DB_XREF=vg04a08.x1 /CLONE=IMAGE:860342 /FEA=EST /CNT=32 /TID=Mm.30760.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437448_s_ 475.9 925.5 P P 0.000244 0.000244 1 I 0.000035 gb:BB775640 /DB_XREF=gi:16936320 /DB_XREF=BB775640 /CLONE=G430026G24 /FEA=EST /CNT=18 /TID=Mm.200300.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437462_x_ 19.7 23.3 P P 0.03 0.01 1 NC 0.01 gb:BB484002 /DB_XREF=gi:9401611 /DB_XREF=BB484002 /CLONE=D430023D19 /FEA=EST /CNT=18 /TID=Mm.114768.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437553_at 6.4 13.9 A P 0.12 0.00293 1 NC 0.04 gb:AV296359 /DB_XREF=gi:15405858 /DB_XREF=AV296359 /CLONE=5730441E05 /FEA=EST /CNT=22 /TID=Mm.30557.16 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437634_at 29.1 63.6 P P 0.02 0.01 1 I 0.000088 gb:BM120228 /DB_XREF=gi:17088254 /DB_XREF=L0936G03-3 /CLONE=L0936G03 /FEA=EST /CNT=83 /TID=Mm.22663.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437658_a_ 34.6 77.6 P P 0.01 0.01 1 I 0.000273 gb:AW552536 /DB_XREF=gi:7197959 /DB_XREF=L0213H03-3 /CLONE=L0213H03 /FEA=EST /CNT=20 /TID=Mm.28239.3 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437675_at 11 24.6 A A 0.36 0.08 1 NC 0.02 gb:BB522674 /DB_XREF=gi:16443708 /DB_XREF=BB522674 /CLONE=D930008O12 /FEA=EST /CNT=16 /TID=Mm.131102.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437686_x_ 13.1 12.1 A A 0.14 0.24 1 NC 0.5 gb:BB094332 /DB_XREF=gi:8739366 /DB_XREF=BB094332 /CLONE=9430046D08 /FEA=EST /CNT=16 /TID=Mm.34465.6 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437697_at 7.1 15 A P 0.24 0.04 1 NC 0.08 gb:BB296666 /DB_XREF=gi:16401919 /DB_XREF=BB296666 /CLONE=B130049A16 /FEA=EST /CNT=17 /TID=Mm.41064.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437743_at 39.1 80.2 P P 0.000732 0.000244 1 I 0.000147 gb:BM242614 /DB_XREF=gi:17877884 /DB_XREF=K0635B06-3 /CLONE=K0635B06 /FEA=EST /CNT=73 /TID=Mm.200517.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437780_at 11.4 25.7 A P 0.19 0.001221 1 I 0.000101 gb:AV222467 /DB_XREF=gi:16384976 /DB_XREF=AV222467 /CLONE=3732426D01 /FEA=EST /CNT=16 /TID=Mm.62822.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437880_at 1.1 2.9 A A 0.75 0.8 1 NC 0.7 gb:AV273001 /DB_XREF=gi:15405514 /DB_XREF=AV273001 /CLONE=4931440A04 /FEA=EST /CNT=21 /TID=Mm.36349.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437892_at 27.9 43.8 P P 0.02 0.03 1 NC 0.005933 gb:BQ084812 /DB_XREF=gi:20044016 /DB_XREF=ii48e11.x1 /CLONE=IMAGE:5944821 /FEA=EST /CNT=22 /TID=Mm.100681.1 /TIER=Stack /STK=13 /UG
MOE430_2_1437915_at 4.4 9.9 A P 0.19 0.00415 1 I 0.000774 gb:BF150917 /DB_XREF=gi:11032312 /DB_XREF=uy89d01.x1 /CLONE=IMAGE:3666721 /FEA=EST /CNT=16 /TID=Mm.218875.2 /TIER=Stack /STK=13 /UG
MOE430_2_1437937_at 6.7 36 A P 0.12 0.00293 1 NC 0.33 gb:AV220666 /DB_XREF=gi:15404797 /DB_XREF=AV220666 /CLONE=3222402L07 /FEA=EST /CNT=14 /TID=Mm.200960.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438161_s_ 115.4 213.2 P P 0.000244 0.000244 1 I 0.00002 gb:BB251459 /DB_XREF=gi:8944205 /DB_XREF=BB251459 /CLONE=A730046J08 /FEA=EST /CNT=12 /TID=Mm.16323.2 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438225_x_ 11.8 13.9 A P 0.24 0.001953 1 NC 0.11 gb:BB045262 /DB_XREF=gi:8451648 /DB_XREF=BB045262 /CLONE=6030494A13 /FEA=EST /CNT=18 /TID=Mm.28765.2 /TIER=Stack /STK=11 /UG=Mm.2
MOE430_2_1438307_at 13.1 24.6 P P 0.03 0.01 1 NC 0.006209 gb:AV317732 /DB_XREF=gi:16394618 /DB_XREF=AV317732 /CLONE=5832436H16 /FEA=EST /CNT=12 /TID=Mm.138561.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438350_at 116.8 286.6 P P 0.001221 0.001221 1 I 0.00004 gb:BM234984 /DB_XREF=gi:17870254 /DB_XREF=K0409G05-3 /CLONE=K0409G05 /FEA=EST /CNT=11 /TID=Mm.213016.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438463_x_ 214.1 316.3 A P 0.08 0.01 1 I 0.000167 gb:AV142865 /DB_XREF=gi:5346860 /DB_XREF=AV142865 /CLONE=2810427C08 /FEA=EST /CNT=14 /TID=Mm.23975.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438520_at 14.3 23.7 P P 0.00415 0.001221 1 NC 0.002753 gb:BF018182 /DB_XREF=gi:10749514 /DB_XREF=uw90e06.x1 /CLONE=IMAGE:3469282 /FEA=EST /CNT=12 /TID=Mm.120398.1 /TIER=Stack /STK=10 /U
MOE430_2_1438543_at 1.4 3.9 A A 0.6 0.42 1 NC 0.22 gb:BB453810 /DB_XREF=gi:9349303 /DB_XREF=BB453810 /CLONE=D130026P16 /FEA=EST /CNT=11 /TID=Mm.133111.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438684_at 1009.4 1852.9 P P 0.000244 0.000244 1 I 0.00002 gb:BF021001 /DB_XREF=gi:10752333 /DB_XREF=ux50h07.x1 /CLONE=IMAGE:3513757 /FEA=EST /CNT=36 /TID=Mm.25874.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1438752_at 37.6 57.3 A P 0.08 0.005859 1 I 0.001486 gb:AV327739 /DB_XREF=gi:16395716 /DB_XREF=AV327739 /CLONE=6330436F12 /FEA=EST /CNT=12 /TID=Mm.74679.1 /TIER=Stack /STK=9 /UG=Mm.7
MOE430_2_1438884_at 3.7 8 A A 0.46 0.11 1 NC 0.16 gb:AV277495 /DB_XREF=gi:16391006 /DB_XREF=AV277495 /CLONE=4932442L11 /FEA=EST /CNT=9 /TID=Mm.31814.1 /TIER=Stack /STK=9 /UG=Mm.31
MOE430_2_1438912_at 15.4 36.1 A A 0.21 0.08 1 MI 0.00249 gb:AW322533 /DB_XREF=gi:6756558 /DB_XREF=uo77a11.x1 /CLONE=IMAGE:2648540 /FEA=EST /CNT=9 /TID=Mm.38268.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438936_s_ 10.2 17.3 A A 0.14 0.27 1 NC 0.44 gb:AI385586 /DB_XREF=gi:4199049 /DB_XREF=mb21e12.x1 /CLONE=IMAGE:330094 /FEA=EST /CNT=9 /TID=Mm.202665.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439083_at 20.4 40.8 P P 0.000244 0.001953 1 NC 0.09 gb:BM239359 /DB_XREF=gi:17874629 /DB_XREF=K0533C01-3 /CLONE=K0533C01 /FEA=EST /CNT=16 /TID=Mm.218408.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439103_at 7.1 20.1 A P 0.11 0.00415 1 I 0.000273 gb:BB183750 /DB_XREF=gi:15409444 /DB_XREF=BB183750 /CLONE=A230109K14 /FEA=EST /CNT=21 /TID=Mm.221175.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439129_at 58.9 161.2 P P 0.000732 0.000244 1 I 0.000046 gb:AW495734 /DB_XREF=gi:7066015 /DB_XREF=UI-M-BH3-avd-g-07-0-UI.s1 /CLONE=UI-M-BH3-avd-g-07-0-UI /FEA=EST /CNT=11 /TID=Mm.101179.
MOE430_2_1439249_at 32.9 51.8 A P 0.06 0.000244 1 I 0.000078 gb:BB822150 /DB_XREF=gi:16994779 /DB_XREF=BB822150 /CLONE=G830017F04 /FEA=EST /CNT=9 /TID=Mm.141848.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439352_at 14.4 30.4 M P 0.05 0.005859 1 NC 0.01 gb:BB825733 /DB_XREF=gi:17003976 /DB_XREF=BB825733 /CLONE=G830039G01 /FEA=EST /CNT=8 /TID=Mm.214503.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439377_x_ 1114.6 2041.8 P P 0.008057 0.01 1 I 0.000307 gb:BB041150 /DB_XREF=gi:8447536 /DB_XREF=BB041150 /CLONE=6030454C12 /FEA=EST /CNT=8 /TID=Mm.29931.4 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1439539_at 217.8 570.2 P P 0.000244 0.000244 1 I 0.00002 gb:BB091955 /DB_XREF=gi:16261096 /DB_XREF=BB091955 /CLONE=9430032E15 /FEA=EST /CNT=10 /TID=Mm.102617.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439651_at 34.7 58 P P 0.01 0.000732 1 I 0.000023 gb:AV370006 /DB_XREF=gi:15406778 /DB_XREF=AV370006 /CLONE=9030204N09 /FEA=EST /CNT=8 /TID=Mm.153575.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439735_at 4.3 9.5 A A 0.5 0.27 1 NC 0.07 gb:BB709250 /DB_XREF=gi:16062419 /DB_XREF=BB709250 /CLONE=A930104L19 /FEA=EST /CNT=7 /TID=Mm.135389.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439785_at 0.2 0.3 A A 0.77 0.96 1 NC 0.5 gb:BB126284 /DB_XREF=gi:16262268 /DB_XREF=BB126284 /CLONE=9630013A20 /FEA=EST /CNT=12 /TID=Mm.23552.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439985_at 10.8 21.1 A P 0.19 0.008057 1 NC 0.05 gb:BB013432 /DB_XREF=gi:16257326 /DB_XREF=BB013432 /CLONE=4930467B22 /FEA=EST /CNT=8 /TID=Mm.70967.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440018_at 1.3 3.1 A A 0.9 0.63 1 NC 0.08 gb:AU067735 /DB_XREF=gi:4968472 /DB_XREF=AU067735 /CLONE=MNCb-1051 /FEA=EST /CNT=6 /TID=Mm.131087.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440088_at 9.4 17.1 A A 0.39 0.27 1 NC 0.06 gb:BM119051 /DB_XREF=gi:17087077 /DB_XREF=L0919H06-3 /CLONE=L0919H06 /FEA=EST /CNT=6 /TID=Mm.188400.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440113_at 5.5 3.8 A A 0.82 0.53 1 NC 0.02 gb:BF467164 /DB_XREF=gi:11536347 /DB_XREF=UI-M-CG0p-brp-d-08-0-UI.s1 /CLONE=UI-M-CG0p-brp-d-08-0-UI /FEA=EST /CNT=6 /TID=Mm.15168
MOE430_2_1440125_at 8.5 28 P P 0.000244 0.001221 1 MI 0.002032 gb:BG072966 /DB_XREF=gi:12555535 /DB_XREF=H3117A08-3 /CLONE=H3117A08 /FEA=EST /CNT=6 /TID=Mm.128820.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440139_at 2.1 2.9 A A 0.56 0.46 1 NC 0.5 gb:BB729836 /DB_XREF=gi:16113111 /DB_XREF=BB729836 /CLONE=E860113K01 /FEA=EST /CNT=6 /TID=Mm.174301.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440312_at 1.9 4.6 A A 0.6 0.36 1 NC 0.5 gb:BQ174957 /DB_XREF=gi:20350449 /DB_XREF=UI-M-DJ2-bwb-f-06-0-UI.s1 /CLONE=UI-M-DJ2-bwb-f-06-0-UI /FEA=EST /CNT=7 /TID=Mm.23474.1 
MOE430_2_1440363_at 4.5 9.6 A A 0.36 0.24 1 NC 0.41 gb:BB560961 /DB_XREF=gi:9647327 /DB_XREF=BB560961 /CLONE=E530118N19 /FEA=EST /CNT=7 /TID=Mm.86981.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440386_at 15.5 16.3 A P 0.24 0.01 1 NC 0.21 gb:BB272589 /DB_XREF=gi:16400718 /DB_XREF=BB272589 /CLONE=A830077F24 /FEA=EST /CNT=6 /TID=Mm.185885.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440439_at 5.8 14.9 A A 0.36 0.24 1 NC 0.35 gb:BB024941 /DB_XREF=gi:16257902 /DB_XREF=BB024941 /CLONE=5330425D07 /FEA=EST /CNT=6 /TID=Mm.131921.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440494_at 6.4 17.1 A M 0.36 0.05 1 NC 0.1 gb:AW543171 /DB_XREF=gi:7185588 /DB_XREF=C0166E08-3 /CLONE=C0166E08 /FEA=EST /CNT=7 /TID=Mm.167714.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440532_a_ 0.5 2.7 A A 0.85 0.63 1 NC 0.42 gb:BE993099 /DB_XREF=gi:10674915 /DB_XREF=UI-M-BZ1-bjq-e-03-0-UI.s1 /CLONE=UI-M-BZ1-bjq-e-03-0-UI /FEA=EST /CNT=6 /TID=Mm.19306.1 /
MOE430_2_1440593_at 9.3 22.2 A P 0.09 0.00415 1 NC 0.5 gb:BB468566 /DB_XREF=gi:16427533 /DB_XREF=BB468566 /CLONE=D230019O22 /FEA=EST /CNT=5 /TID=Mm.212485.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440659_at 16 35.8 A P 0.11 0.04 1 NC 0.003355 gb:BB203691 /DB_XREF=gi:15409818 /DB_XREF=BB203691 /CLONE=A430053I03 /FEA=EST /CNT=5 /TID=Mm.164893.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440736_at 10.2 16 A P 0.14 0.03 1 NC 0.03 gb:AI131651 /DB_XREF=gi:3601667 /DB_XREF=ui41b03.x1 /CLONE=IMAGE:1884941 /FEA=EST /CNT=5 /TID=Mm.26547.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440813_s_ 12.1 18.1 A A 0.24 0.19 1 NC 0.18 gb:AI451018 /DB_XREF=gi:4301060 /DB_XREF=mt14b01.x1 /CLONE=IMAGE:621001 /FEA=EST /CNT=5 /TID=Mm.212888.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440815_x_ 3.7 7.9 A M 0.27 0.05 1 NC 0.02 gb:BB099075 /DB_XREF=gi:8744109 /DB_XREF=BB099075 /CLONE=9430066O17 /FEA=EST /CNT=5 /TID=Mm.114062.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440833_at 17.2 53.8 P P 0.03 0.008057 1 I 0.000189 gb:BG070538 /DB_XREF=gi:12553107 /DB_XREF=H3088D10-3 /CLONE=H3088D10 /FEA=EST /CNT=20 /TID=Mm.102479.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440931_at 10.2 18.3 A A 0.5 0.21 1 NC 0.01 gb:BG807042 /DB_XREF=gi:17954001 /DB_XREF=2044-43 /FEA=EST /CNT=8 /TID=Mm.45098.1 /TIER=ConsEnd /STK=4 /UG=Mm.45098 /LL=99304 /UG_
MOE430_2_1440974_at 10.9 24.1 A A 0.11 0.09 1 NC 0.13 gb:BB242458 /DB_XREF=gi:16355212 /DB_XREF=BB242458 /CLONE=A630091P21 /FEA=EST /CNT=9 /TID=Mm.116482.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441007_at 10.9 17.9 A A 0.36 0.21 1 NC 0.41 gb:BM941293 /DB_XREF=gi:19400445 /DB_XREF=UI-M-BZ1-ble-c-01-0-UI.r1 /CLONE=UI-M-BZ1-ble-c-01-0-UI /FEA=EST /CNT=7 /TID=Mm.122230.1 
MOE430_2_1441069_at 0.7 2.2 A A 0.91 0.95 1 NC 0.05 gb:BG069709 /DB_XREF=gi:12552278 /DB_XREF=H3079C06-3 /CLONE=H3079C06 /FEA=EST /CNT=6 /TID=Mm.26216.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441086_at 9.6 17.1 A A 0.63 0.09 1 NC 0.18 gb:AI596589 /DB_XREF=gi:4605637 /DB_XREF=ml61f06.y1 /CLONE=IMAGE:516515 /FEA=EST /CNT=6 /TID=Mm.107753.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441102_at 3.8 8.6 A A 0.39 0.08 1 NC 0.05 gb:BB429201 /DB_XREF=gi:16423980 /DB_XREF=BB429201 /CLONE=C630026G18 /FEA=EST /CNT=7 /TID=Mm.33737.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441108_at 13.6 37.3 A P 0.08 0.000244 1 I 0.000023 gb:AU040876 /DB_XREF=gi:3954700 /DB_XREF=AU040876 /CLONE=J0819G11 /FEA=EST /CNT=7 /TID=Mm.156717.1 /TIER=ConsEnd /STK=4 /UG=Mm.1
MOE430_2_1441136_at 10.2 23.4 A P 0.14 0.005859 1 NC 0.01 gb:BM245387 /DB_XREF=gi:17880657 /DB_XREF=K0724A04-3 /CLONE=K0724A04 /FEA=EST /CNT=6 /TID=Mm.83562.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441286_at 0.4 0.8 A A 0.9 0.72 1 NC 0.12 gb:AI461774 /DB_XREF=gi:4315804 /DB_XREF=ub78h06.x1 /CLONE=IMAGE:1383899 /FEA=EST /CNT=5 /TID=Mm.214541.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441315_s_ 66.2 140.1 P P 0.000244 0.000244 1 I 0.00013 gb:BB449198 /DB_XREF=gi:9310233 /DB_XREF=BB449198 /CLONE=D030070H08 /FEA=EST /CNT=5 /TID=Mm.198170.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441325_at 11.3 14.9 P M 0.03 0.05 1 NC 0.25 gb:BE952938 /DB_XREF=gi:10593931 /DB_XREF=UI-M-BH4-azm-g-03-0-UI.s1 /CLONE=UI-M-BH4-azm-g-03-0-UI /FEA=EST /CNT=7 /TID=Mm.151033
MOE430_2_1441349_at 6.2 21.6 A A 0.3 0.17 1 NC 0.5 gb:BG063635 /DB_XREF=gi:12546198 /DB_XREF=H3009F08-3 /CLONE=H3009F08 /FEA=EST /CNT=5 /TID=Mm.167081.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441566_at 4.8 12.6 A A 0.24 0.11 1 NC 0.44 gb:AV241666 /DB_XREF=gi:16386668 /DB_XREF=AV241666 /CLONE=4733401E20 /FEA=EST /CNT=4 /TID=Mm.154212.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441619_at 15.7 19.5 A P 0.09 0.03 1 NC 0.25 gb:BB027977 /DB_XREF=gi:15403518 /DB_XREF=BB027977 /CLONE=5330439P08 /FEA=EST /CNT=4 /TID=Mm.183579.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441672_at 0.8 2.5 A A 0.96 0.9 1 NC 0.5 gb:AU022574 /DB_XREF=gi:3387549 /DB_XREF=AU022574 /CLONE=J0416G07 /FEA=EST /CNT=4 /TID=Mm.17084.1 /TIER=ConsEnd /STK=4 /UG=Mm.17
MOE430_2_1441861_at 0.5 0.8 A A 0.98 0.8 1 NC 0.02 gb:AV044666 /DB_XREF=gi:4864331 /DB_XREF=AV044666 /CLONE=1700037N20 /FEA=EST /CNT=4 /TID=Mm.46128.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441932_at 0.8 1.9 A A 0.72 0.72 1 NC 0.5 gb:BB110004 /DB_XREF=gi:8762572 /DB_XREF=BB110004 /CLONE=9530022C06 /FEA=EST /CNT=4 /TID=Mm.131027.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441951_x_ 0.4 0.9 A A 0.96 0.95 1 NC 0.12 gb:AV064063 /DB_XREF=gi:5183891 /DB_XREF=AV064063 /CLONE=2010009D24 /FEA=EST /CNT=4 /TID=Mm.46328.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441989_at 24.4 46.2 P P 0.01 0.02 1 MI 0.00249 gb:AI481767 /DB_XREF=gi:4374993 /DB_XREF=vf96g06.x1 /CLONE=IMAGE:851674 /FEA=EST /CNT=16 /TID=Mm.30513.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1442019_at 42.4 82.6 P P 0.02 0.001953 1 I 0.000273 gb:BB627097 /DB_XREF=gi:16464880 /DB_XREF=BB627097 /CLONE=9430058J20 /FEA=EST /CNT=8 /TID=Mm.152121.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442047_at 8.6 17.1 A A 0.69 0.43 1 NC 0.005409 gb:AW543242 /DB_XREF=gi:7185659 /DB_XREF=C0167D06-3 /CLONE=C0167D06 /FEA=EST /CNT=7 /TID=Mm.24530.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442056_at 19.1 24.2 A P 0.07 0.005859 1 NC 0.01 gb:BE200446 /DB_XREF=gi:8712615 /DB_XREF=ug51h12.x1 /CLONE=IMAGE:1545959 /FEA=EST /CNT=7 /TID=Mm.171077.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442080_at 19.4 65.3 P P 0.04 0.00293 1 I 0.001077 gb:BI076747 /DB_XREF=gi:14515404 /DB_XREF=L0242D05-3 /CLONE=L0242D05 /FEA=EST /CNT=7 /TID=Mm.174176.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442090_at 2.1 7.4 A A 0.69 0.45 1 NC 0.2 gb:BB174183 /DB_XREF=gi:15409284 /DB_XREF=BB174183 /CLONE=A230050B20 /FEA=EST /CNT=6 /TID=Mm.103016.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442145_at 136.8 253.9 P P 0.000732 0.000732 1 I 0.00002 gb:BG066456 /DB_XREF=gi:12549025 /DB_XREF=H3043C01-3 /CLONE=H3043C01 /FEA=EST /CNT=9 /TID=Mm.25017.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442148_at 25.4 42 P P 0.01 0.00415 1 I 0.000189 gb:BB074968 /DB_XREF=gi:8640028 /DB_XREF=BB074968 /CLONE=9330023K17 /FEA=EST /CNT=9 /TID=Mm.100987.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442207_at 5.3 16.1 A P 0.06 0.02 1 NC 0.19 gb:BB283202 /DB_XREF=gi:8983651 /DB_XREF=BB283202 /CLONE=A930101E16 /FEA=EST /CNT=6 /TID=Mm.30474.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442238_a_ 11.4 24.2 P P 0.03 0.03 1 NC 0.16 gb:BB450549 /DB_XREF=gi:16425461 /DB_XREF=BB450549 /CLONE=D130004B10 /FEA=EST /CNT=5 /TID=Mm.44864.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442291_at 14.7 33.6 A M 0.27 0.05 1 NC 0.01 gb:BM250297 /DB_XREF=gi:17885567 /DB_XREF=K0847D06-3 /CLONE=K0847D06 /FEA=EST /CNT=5 /TID=Mm.139117.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442366_at 3.5 8.7 A A 0.53 0.46 1 NC 0.37 gb:BB216686 /DB_XREF=gi:16353124 /DB_XREF=BB216686 /CLONE=A530037M05 /FEA=EST /CNT=6 /TID=Mm.23181.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442420_at 10.9 12.7 A A 0.66 0.36 1 NC 0.11 gb:AI326469 /DB_XREF=gi:4060898 /DB_XREF=mn84b09.x1 /CLONE=IMAGE:550745 /FEA=EST /CNT=5 /TID=Mm.156761.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442440_at 2.8 6.9 A A 0.66 0.46 1 NC 0.24 gb:AW491085 /DB_XREF=gi:7061366 /DB_XREF=UI-M-BH3-atw-e-04-0-UI.s1 /CLONE=UI-M-BH3-atw-e-04-0-UI /FEA=EST /CNT=5 /TID=Mm.101885.1
MOE430_2_1442446_at 9.8 21.8 A A 0.09 0.09 1 NC 0.11 gb:BG074664 /DB_XREF=gi:12557233 /DB_XREF=H3137G11-3 /CLONE=H3137G11 /FEA=EST /CNT=4 /TID=Mm.182735.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442499_at 8.9 26.8 A A 0.46 0.06 1 I 0.001486 gb:BG066515 /DB_XREF=gi:12549084 /DB_XREF=H3043H02-3 /CLONE=H3043H02 /FEA=EST /CNT=4 /TID=Mm.167827.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442626_at 14.8 46.9 P P 0.000244 0.005859 1 NC 0.01 gb:BB297543 /DB_XREF=gi:8998248 /DB_XREF=BB297543 /CLONE=B130055N15 /FEA=EST /CNT=4 /TID=Mm.209371.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442637_at 41.3 79.6 P P 0.000732 0.000244 1 I 0.001486 gb:AW125345 /DB_XREF=gi:6100875 /DB_XREF=UI-M-BH2.1-apy-h-01-0-UI.s1 /CLONE=UI-M-BH2.1-apy-h-01-0-UI /FEA=EST /CNT=4 /TID=Mm.71066
MOE430_2_1442686_at 6.3 14.4 A P 0.24 0.02 1 MI 0.00225 gb:AI849127 /DB_XREF=gi:5493033 /DB_XREF=UI-M-AJ1-agy-a-11-0-UI.s1 /CLONE=UI-M-AJ1-agy-a-11-0-UI /FEA=EST /CNT=4 /TID=Mm.101639.1 /
MOE430_2_1442690_at 7.1 10.5 A A 0.39 0.3 1 NC 0.06 gb:BB021560 /DB_XREF=gi:16257708 /DB_XREF=BB021560 /CLONE=5330406L04 /FEA=EST /CNT=4 /TID=Mm.150249.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442691_at 5 16.6 A M 0.17 0.05 1 NC 0.07 gb:BE852159 /DB_XREF=gi:10310588 /DB_XREF=uw23h07.x1 /CLONE=IMAGE:3417565 /FEA=EST /CNT=4 /TID=Mm.139880.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442758_at 4.2 7.9 A A 0.21 0.19 1 NC 0.5 gb:BE691372 /DB_XREF=gi:10078996 /DB_XREF=ut14g11.x1 /CLONE=IMAGE:3327908 /FEA=EST /CNT=4 /TID=Mm.120811.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442789_at 9.8 15.9 A A 0.21 0.17 1 NC 0.23 gb:AW125266 /DB_XREF=gi:6100796 /DB_XREF=UI-M-BH2.1-aps-g-12-0-UI.s1 /CLONE=UI-M-BH2.1-aps-g-12-0-UI /FEA=EST /CNT=4 /TID=Mm.13892
MOE430_2_1442880_at 19.3 40.6 P P 0.005859 0.000732 1 I 0.000865 gb:AV319882 /DB_XREF=gi:16394910 /DB_XREF=AV319882 /CLONE=6030413N05 /FEA=EST /CNT=4 /TID=Mm.24752.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442968_at 0.9 2 A A 0.93 0.8 1 NC 0.33 gb:BG066454 /DB_XREF=gi:12549023 /DB_XREF=H3043B10-3 /CLONE=H3043B10 /FEA=EST /CNT=3 /TID=Mm.155611.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442990_at 0.4 1.6 A A 0.94 0.66 1 NC 0.13 gb:BG072070 /DB_XREF=gi:12554639 /DB_XREF=H3106D06-3 /CLONE=H3106D06 /FEA=EST /CNT=3 /TID=Mm.17792.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443096_at 7.4 19.6 A A 0.46 0.17 1 NC 0.12 gb:BB042948 /DB_XREF=gi:16258760 /DB_XREF=BB042948 /CLONE=6030468E08 /FEA=EST /CNT=3 /TID=Mm.209543.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443157_at 10.9 14.7 P A 0.01 0.09 1 NC 0.18 gb:BB470847 /DB_XREF=gi:16427834 /DB_XREF=BB470847 /CLONE=D230035K05 /FEA=EST /CNT=3 /TID=Mm.202533.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443210_at 0.6 0.8 A A 0.75 0.91 1 NC 0.44 gb:BB354985 /DB_XREF=gi:16405667 /DB_XREF=BB354985 /CLONE=C030003M13 /FEA=EST /CNT=3 /TID=Mm.208794.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443286_at 13.3 29.6 A P 0.11 0.01 1 NC 0.5 gb:BG069560 /DB_XREF=gi:12552129 /DB_XREF=H3077F09-3 /CLONE=H3077F09 /FEA=EST /CNT=3 /TID=Mm.26182.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443491_at 11.1 16.3 A P 0.17 0.02 1 NC 0.5 gb:BG802688 /DB_XREF=gi:17949564 /DB_XREF=0183-77 /FEA=EST /CNT=3 /TID=Mm.182721.1 /TIER=ConsEnd /STK=3 /UG=Mm.182721 /UG_TITLE=E
MOE430_2_1443545_at 3.2 7.7 A A 0.56 0.5 1 NC 0.51 gb:BB278652 /DB_XREF=gi:16401092 /DB_XREF=BB278652 /CLONE=A930012E13 /FEA=EST /CNT=3 /TID=Mm.208497.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443559_at 0.9 4.1 A A 0.62 0.53 1 NC 0.5 gb:BF463397 /DB_XREF=gi:11532580 /DB_XREF=UI-M-CG0p-bnn-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bnn-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.15262
MOE430_2_1443679_at 9.8 17 A A 0.43 0.17 1 NC 0.007788 gb:AW123011 /DB_XREF=gi:6098541 /DB_XREF=UI-M-BH2.1-apb-e-01-0-UI.s1 /CLONE=UI-M-BH2.1-apb-e-01-0-UI /FEA=EST /CNT=3 /TID=Mm.48700
MOE430_2_1443792_at 41.1 71.7 P P 0.005859 0.000732 1 I 0.000189 gb:BB091390 /DB_XREF=gi:8674637 /DB_XREF=BB091390 /CLONE=9430029P21 /FEA=EST /CNT=3 /TID=Mm.76266.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443865_at 1.2 1.4 A A 0.45 0.69 1 NC 0.39 gb:BQ174589 /DB_XREF=gi:20350080 /DB_XREF=UI-M-DJ2-bvy-j-07-0-UI.s1 /CLONE=UI-M-DJ2-bvy-j-07-0-UI /FEA=EST /CNT=14 /TID=Mm.45112.1 
MOE430_2_1443951_at 14.2 40.1 P P 0.02 0.00293 1 I 0.000273 gb:BB835379 /DB_XREF=gi:17013622 /DB_XREF=BB835379 /CLONE=G930037B04 /FEA=EST /CNT=8 /TID=Mm.73623.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444079_at 9.8 18 P P 0.02 0.02 1 NC 0.27 gb:BG067978 /DB_XREF=gi:12550547 /DB_XREF=H3060D05-3 /CLONE=H3060D05 /FEA=EST /CNT=6 /TID=Mm.17768.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444164_at 9.1 23.3 A P 0.24 0.02 1 NC 0.03 gb:BG068268 /DB_XREF=gi:12550837 /DB_XREF=H3063F01-3 /CLONE=H3063F01 /FEA=EST /CNT=5 /TID=Mm.153859.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444223_at 3 35.4 A P 0.46 0.02 1 I 0.000189 gb:BI133700 /DB_XREF=gi:14583948 /DB_XREF=UI-M-BH3-bsb-g-09-0-UI.s1 /CLONE=UI-M-BH3-bsb-g-09-0-UI /FEA=EST /CNT=5 /TID=Mm.196959.1
MOE430_2_1444231_at 15.8 36.2 A P 0.06 0.001221 1 I 0.000114 gb:BB251023 /DB_XREF=gi:16355836 /DB_XREF=BB251023 /CLONE=A730044D06 /FEA=EST /CNT=8 /TID=Mm.165326.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444237_at 14.2 37.9 P P 0.000732 0.008057 1 NC 0.26 gb:BB068784 /DB_XREF=gi:16260013 /DB_XREF=BB068784 /CLONE=8030476H10 /FEA=EST /CNT=7 /TID=Mm.155964.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444272_at 9.9 16.5 A P 0.24 0.04 1 NC 0.11 gb:BB207089 /DB_XREF=gi:16352211 /DB_XREF=BB207089 /CLONE=A430079O22 /FEA=EST /CNT=5 /TID=Mm.122773.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444372_at 7.9 21.5 A A 0.36 0.43 1 NC 0.35 gb:AV380904 /DB_XREF=gi:16398245 /DB_XREF=AV380904 /CLONE=9230103L12 /FEA=EST /CNT=4 /TID=Mm.209518.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444374_at 4.7 9.3 A A 0.56 0.5 1 NC 0.16 gb:AW457248 /DB_XREF=gi:7027465 /DB_XREF=UI-M-BH2.3-arh-b-06-0-UI.s1 /CLONE=UI-M-BH2.3-arh-b-06-0-UI /FEA=EST /CNT=4 /TID=Mm.10094
MOE430_2_1444545_at 4.5 8.9 A A 0.72 0.3 1 NC 0.37 gb:BB639371 /DB_XREF=gi:16474782 /DB_XREF=BB639371 /CLONE=A630091N01 /FEA=EST /CNT=4 /TID=Mm.151489.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444558_at 3.4 10.9 A A 0.42 0.19 1 NC 0.37 gb:BM943072 /DB_XREF=gi:19402935 /DB_XREF=UI-M-CG0p-ben-g-10-0-UI.r1 /CLONE=UI-M-CG0p-ben-g-10-0-UI /FEA=EST /CNT=4 /TID=Mm.1516
MOE430_2_1444600_at 1.2 1.9 A A 0.93 0.82 1 NC 0.5 gb:W91590 /DB_XREF=gi:1408016 /DB_XREF=MTA.D03.078.A /CLONE=MTA.D03.078 /FEA=EST /CNT=4 /TID=Mm.117050.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444629_at 4.6 6.9 A A 0.66 0.3 1 NC 0.03 gb:BF463926 /DB_XREF=gi:11533109 /DB_XREF=UI-M-CG0p-bnr-d-01-0-UI.s1 /CLONE=UI-M-CG0p-bnr-d-01-0-UI /FEA=EST /CNT=5 /TID=Mm.15684
MOE430_2_1444674_at 1 1.6 A A 0.88 0.46 1 NC 0.13 gb:BG070345 /DB_XREF=gi:12552914 /DB_XREF=H3086D01-3 /CLONE=H3086D01 /FEA=EST /CNT=4 /TID=Mm.130323.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444726_at 13.1 35.2 P P 0.02 0.00415 1 I 0.001201 gb:AV355312 /DB_XREF=gi:16397324 /DB_XREF=AV355312 /CLONE=7330409K10 /FEA=EST /CNT=4 /TID=Mm.194639.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444831_at 8.6 13.5 A A 0.39 0.39 1 NC 0.19 gb:BG072278 /DB_XREF=gi:12554847 /DB_XREF=H3108G06-3 /CLONE=H3108G06 /FEA=EST /CNT=3 /TID=Mm.173930.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444875_at 1.5 4.2 A A 0.78 0.69 1 NC 0.58 gb:C78030 /DB_XREF=gi:2518360 /DB_XREF=C78030 /CLONE=J0041G01 /FEA=EST /CNT=3 /TID=Mm.172677.1 /TIER=ConsEnd /STK=2 /UG=Mm.17267
MOE430_2_1444896_at 2.9 7.5 A A 0.53 0.21 1 NC 0.11 gb:BG066175 /DB_XREF=gi:12548738 /DB_XREF=H3039G09-3 /CLONE=H3039G09 /FEA=EST /CNT=3 /TID=Mm.172702.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445123_at 0.7 2.2 A A 0.56 0.66 1 NC 0.5 gb:BG072272 /DB_XREF=gi:12554841 /DB_XREF=H3108F11-3 /CLONE=H3108F11 /FEA=EST /CNT=3 /TID=Mm.173928.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445183_s_ 9.1 15.3 P P 0.01 0.005859 1 I 0.000307 gb:AU021710 /DB_XREF=gi:3386669 /DB_XREF=AU021710 /CLONE=J0401A03 /FEA=EST /CNT=3 /TID=Mm.155158.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445241_at 2.7 7.2 A A 0.39 0.3 1 NC 0.5 gb:BB328987 /DB_XREF=gi:16403895 /DB_XREF=BB328987 /CLONE=B530005J18 /FEA=EST /CNT=3 /TID=Mm.192771.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445247_at 9.2 10.4 A A 0.14 0.11 1 NC 0.22 gb:BB424956 /DB_XREF=gi:16423550 /DB_XREF=BB424956 /CLONE=C530044C16 /FEA=EST /CNT=3 /TID=Mm.131454.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445310_at 5 7.6 A A 0.5 0.6 1 NC 0.18 gb:BB209516 /DB_XREF=gi:16352460 /DB_XREF=BB209516 /CLONE=A430092N21 /FEA=EST /CNT=3 /TID=Mm.212968.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445313_at 3.9 9 A A 0.46 0.3 1 NC 0.37 gb:BB483259 /DB_XREF=gi:16441015 /DB_XREF=BB483259 /CLONE=D430019H03 /FEA=EST /CNT=3 /TID=Mm.169234.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445343_at 6.5 15.9 A A 0.33 0.11 1 NC 0.17 gb:BB250407 /DB_XREF=gi:16355789 /DB_XREF=BB250407 /CLONE=A730041D04 /FEA=EST /CNT=3 /TID=Mm.124846.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445367_at 4 6.9 A A 0.46 0.36 1 NC 0.37 gb:C76202 /DB_XREF=gi:2516532 /DB_XREF=C76202 /CLONE=J0005F02 /FEA=EST /CNT=3 /TID=Mm.24897.1 /TIER=ConsEnd /STK=2 /UG=Mm.24897 /
MOE430_2_1445398_at 0.8 3.4 A A 0.66 0.33 1 NC 0.37 gb:BM118162 /DB_XREF=gi:17081180 /DB_XREF=L0861H09-3 /CLONE=L0861H09 /FEA=EST /CNT=3 /TID=Mm.214836.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445402_at 1.6 3.8 A A 0.69 0.66 1 NC 0.5 gb:AV337434 /DB_XREF=gi:16396467 /DB_XREF=AV337434 /CLONE=6430400O22 /FEA=EST /CNT=3 /TID=Mm.190214.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445438_at 8.7 21.5 A A 0.5 0.06 1 NC 0.009292 gb:BB132393 /DB_XREF=gi:16266476 /DB_XREF=BB132393 /CLONE=9630061G18 /FEA=EST /CNT=3 /TID=Mm.26761.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445449_at 2.9 5.5 A A 0.53 0.24 1 NC 0.04 gb:BG095184 /DB_XREF=gi:12577747 /DB_XREF=uu84h11.x1 /CLONE=IMAGE:3383301 /FEA=EST /CNT=3 /TID=Mm.182501.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445534_at 20 43 P P 0.001953 0.000732 1 I 0.001336 gb:BM206272 /DB_XREF=gi:17761690 /DB_XREF=C0295D07-3 /CLONE=C0295D07 /FEA=EST /CNT=3 /TID=Mm.191996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445545_at 6.8 16.5 A P 0.33 0.03 1 NC 0.008511 gb:AW743721 /DB_XREF=gi:7655540 /DB_XREF=ur28a03.x1 /CLONE=IMAGE:3025612 /FEA=EST /CNT=3 /TID=Mm.180964.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445610_at 0.6 2.6 A A 0.85 0.66 1 NC 0.5 gb:BE947725 /DB_XREF=gi:10525484 /DB_XREF=UI-M-BH3-axd-g-04-0-UI.s1 /CLONE=UI-M-BH3-axd-g-04-0-UI /FEA=EST /CNT=3 /TID=Mm.151550.1
MOE430_2_1445678_at 5.6 8.6 P P 0.04 0.00293 1 NC 0.07 gb:BB748708 /DB_XREF=gi:16152944 /DB_XREF=BB748708 /CLONE=G030001K12 /FEA=EST /CNT=3 /TID=Mm.215937.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445761_at 12.8 31.1 A A 0.43 0.19 1 NC 0.008511 gb:BG070147 /DB_XREF=gi:12552716 /DB_XREF=H3084B12-3 /CLONE=H3084B12 /FEA=EST /CNT=3 /TID=Mm.155170.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445809_at 7.6 15.5 A A 0.5 0.24 1 NC 0.008511 gb:AV324073 /DB_XREF=gi:15406245 /DB_XREF=AV324073 /CLONE=6230418A12 /FEA=EST /CNT=3 /TID=Mm.51322.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445825_at 3.1 6.1 A A 0.63 0.53 1 NC 0.01 gb:C85472 /DB_XREF=gi:2917429 /DB_XREF=C85472 /CLONE=J0208G04 /FEA=EST /CNT=3 /TID=Mm.172973.1 /TIER=ConsEnd /STK=2 /UG=Mm.17297
MOE430_2_1445859_at 1.5 0.7 A A 0.9 0.82 1 NC 0.5 gb:BG069141 /DB_XREF=gi:12551710 /DB_XREF=H3073B10-3 /CLONE=H3073B10 /FEA=EST /CNT=3 /TID=Mm.173783.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445871_at 5.1 15.1 A A 0.43 0.36 1 NC 0.4 gb:AI315376 /DB_XREF=gi:4030643 /DB_XREF=uj33h04.x1 /CLONE=IMAGE:1921783 /FEA=EST /CNT=3 /TID=Mm.200508.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445910_at 2.4 11.5 A A 0.52 0.14 1 NC 0.45 gb:BG066590 /DB_XREF=gi:12549247 /DB_XREF=H3045G03-3 /CLONE=H3045G03 /FEA=EST /CNT=2 /TID=Mm.172811.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446307_at 8.4 18.3 A A 0.46 0.17 1 NC 0.01 gb:BG075119 /DB_XREF=gi:12557688 /DB_XREF=H3143E06-3 /CLONE=H3143E06 /FEA=EST /CNT=2 /TID=Mm.182768.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446330_at 0.3 1.4 A A 0.82 0.69 1 NC 0.5 gb:BB042422 /DB_XREF=gi:16258730 /DB_XREF=BB042422 /CLONE=6030462N12 /FEA=EST /CNT=2 /TID=Mm.33978.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446423_at 7.6 14.6 A P 0.16 0.03 1 NC 0.00712 gb:BB479853 /DB_XREF=gi:16440613 /DB_XREF=BB479853 /CLONE=D330041F12 /FEA=EST /CNT=2 /TID=Mm.210110.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446428_at 7.8 13.8 A A 0.27 0.08 1 NC 0.35 gb:BB183349 /DB_XREF=gi:16270228 /DB_XREF=BB183349 /CLONE=A230106E23 /FEA=EST /CNT=2 /TID=Mm.125529.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446440_at 3.1 4 A A 0.53 0.6 1 NC 0.29 gb:BB530066 /DB_XREF=gi:16445715 /DB_XREF=BB530066 /CLONE=E030006O04 /FEA=EST /CNT=2 /TID=Mm.207720.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446442_at 1.3 3.2 A A 0.53 0.56 1 NC 0.36 gb:BB470919 /DB_XREF=gi:16427853 /DB_XREF=BB470919 /CLONE=D230036B02 /FEA=EST /CNT=2 /TID=Mm.209392.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446467_at 4.4 9.2 A A 0.6 0.56 1 NC 0.06 gb:BB110003 /DB_XREF=gi:16261634 /DB_XREF=BB110003 /CLONE=9530022C04 /FEA=EST /CNT=2 /TID=Mm.118466.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446569_at 6.4 10.6 A A 0.27 0.24 1 NC 0.41 gb:BB535350 /DB_XREF=gi:16446535 /DB_XREF=BB535350 /CLONE=E030042P18 /FEA=EST /CNT=2 /TID=Mm.209849.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446590_at 1.2 4.7 A A 0.66 0.6 1 NC 0.79 gb:BB304164 /DB_XREF=gi:16402091 /DB_XREF=BB304164 /CLONE=B230110M23 /FEA=EST /CNT=2 /TID=Mm.146707.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446609_at 2.4 4.8 A A 0.63 0.45 1 NC 0.5 gb:BB533744 /DB_XREF=gi:16446294 /DB_XREF=BB533744 /CLONE=E030031L17 /FEA=EST /CNT=2 /TID=Mm.32175.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446780_at 8.6 16.5 A A 0.43 0.12 1 NC 0.14 gb:BM232656 /DB_XREF=gi:17867926 /DB_XREF=K0326D11-3 /CLONE=K0326D11 /FEA=EST /CNT=2 /TID=Mm.217706.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446944_at 3.2 10.2 A A 0.6 0.21 1 NC 0.4 gb:C77984 /DB_XREF=gi:2518314 /DB_XREF=C77984 /CLONE=J0040H08 /FEA=EST /CNT=2 /TID=Mm.24977.1 /TIER=ConsEnd /STK=2 /UG=Mm.24977 /
MOE430_2_1446996_at 6.2 11.2 A A 0.56 0.27 1 NC 0.35 gb:AU023187 /DB_XREF=gi:3393534 /DB_XREF=AU023187 /CLONE=J0427C06 /FEA=EST /CNT=2 /TID=Mm.133728.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447008_at 0.4 0.9 A A 0.94 0.63 1 NC 0.25 gb:BG065649 /DB_XREF=gi:12548212 /DB_XREF=H3033F08-3 /CLONE=H3033F08 /FEA=EST /CNT=2 /TID=Mm.172582.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447067_at 4.9 7.1 A A 0.21 0.18 1 NC 0.26 gb:BG068121 /DB_XREF=gi:12550690 /DB_XREF=H3062A03-3 /CLONE=H3062A03 /FEA=EST /CNT=2 /TID=Mm.173495.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447072_at 2.4 5 A A 0.78 0.53 1 NC 0.27 gb:BG072298 /DB_XREF=gi:12554867 /DB_XREF=H3109A03-3 /CLONE=H3109A03 /FEA=EST /CNT=2 /TID=Mm.218082.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447176_at 12.1 33.1 P P 0.01 0.000244 1 I 0.000692 gb:BF461324 /DB_XREF=gi:11530481 /DB_XREF=UI-M-CG0p-bms-f-10-0-UI.s1 /CLONE=UI-M-CG0p-bms-f-10-0-UI /FEA=EST /CNT=2 /TID=Mm.1561
MOE430_2_1447285_at 0.5 1.1 A A 0.96 0.63 1 NC 0.39 gb:BG072508 /DB_XREF=gi:12555077 /DB_XREF=H3111E10-3 /CLONE=H3111E10 /FEA=EST /CNT=2 /TID=Mm.173966.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447393_at 10 21 A A 0.63 0.24 1 NC 0.01 gb:BQ268601 /DB_XREF=gi:20493667 /DB_XREF=ii55g12.x1 /CLONE=IMAGE:5945686 /FEA=EST /CNT=2 /TID=Mm.215335.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447397_at 2.8 6.4 A A 0.33 0.24 1 NC 0.42 gb:BB733030 /DB_XREF=gi:16116305 /DB_XREF=BB733030 /CLONE=E970033N17 /FEA=EST /CNT=2 /TID=Mm.187483.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447410_at 0.9 1.4 A A 0.46 0.69 1 NC 0.33 gb:BB712583 /DB_XREF=gi:16065752 /DB_XREF=BB712583 /CLONE=B020035N03 /FEA=EST /CNT=2 /TID=Mm.210464.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447413_at 2.2 4 A A 0.96 0.88 1 NC 0.04 gb:AW492960 /DB_XREF=gi:7063241 /DB_XREF=UI-M-BH3-atx-g-11-0-UI.s1 /CLONE=UI-M-BH3-atx-g-11-0-UI /FEA=EST /CNT=2 /TID=Mm.156009.1 
MOE430_2_1447496_s_ 8.4 26.8 A A 0.29 0.19 1 NC 0.18 gb:AI850911 /DB_XREF=gi:5494817 /DB_XREF=UI-M-BH0-akd-a-08-0-UI.s1 /CLONE=UI-M-BH0-akd-a-08-0-UI /FEA=EST /CNT=2 /TID=Mm.199320.1 /
MOE430_2_1447502_at 3.2 7.2 A A 0.07 0.19 1 NC 0.11 gb:AW112184 /DB_XREF=gi:6824897 /DB_XREF=MC462 /CLONE=MC462 /FEA=EST /CNT=2 /TID=Mm.100028.1 /TIER=ConsEnd /STK=2 /UG=Mm.100028
MOE430_2_1447556_x_ 0.8 2.2 A A 0.95 0.63 1 I 0.00004 gb:BB210693 /DB_XREF=gi:8875646 /DB_XREF=BB210693 /CLONE=A430099C08 /FEA=EST /CNT=2 /TID=Mm.71137.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447644_at 0.6 1.4 A A 0.93 0.8 1 NC 0.2 gb:BB269821 /DB_XREF=gi:8966291 /DB_XREF=BB269821 /CLONE=A830044E21 /FEA=EST /CNT=2 /TID=Mm.125477.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447684_at 2.1 3.9 A A 0.8 0.75 1 NC 0.5 gb:BB159567 /DB_XREF=gi:8815497 /DB_XREF=BB159567 /CLONE=A130047D14 /FEA=EST /CNT=2 /TID=Mm.138488.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447696_x_ 15.8 27.7 A A 0.53 0.17 1 NC 0.18 gb:BB091427 /DB_XREF=gi:8674674 /DB_XREF=BB091427 /CLONE=9430030D02 /FEA=EST /CNT=2 /TID=Mm.149209.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447843_at 19.2 30.8 A P 0.11 0.03 1 NC 0.01 gb:BB297060 /DB_XREF=gi:8997765 /DB_XREF=BB297060 /CLONE=B130052C15 /FEA=EST /CNT=2 /TID=Mm.166401.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448011_at 6.9 12.7 A A 0.43 0.11 1 NC 0.14 gb:AV238602 /DB_XREF=gi:6191112 /DB_XREF=AV238602 /CLONE=4732428F05 /FEA=EST /CNT=18 /TID=Mm.2954.1 /TIER=ConsEnd /STK=0 /UG=Mm.
MOE430_2_1448085_at 1.1 1.4 A A 0.77 0.8 1 NC 0.19 gb:BG079145 /DB_XREF=gi:12561713 /DB_XREF=H3036D01-5 /CLONE=H3036D01 /FEA=EST /CNT=3 /TID=Mm.5593.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448086_at 6.8 7.6 A A 0.27 0.14 1 NC 0.06 gb:BG079429 /DB_XREF=gi:12561997 /DB_XREF=H3039F10-5 /CLONE=H3039F10 /FEA=EST /CNT=3 /TID=Mm.24991.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448113_at 92.8 186 P P 0.001953 0.000244 1 I 0.00002 gb:BC010581.1 /DB_XREF=gi:14714856 /FEA=FLmRNA /CNT=370 /TID=Mm.28479.1 /TIER=FL+Stack /STK=204 /UG=Mm.28479 /LL=16765 /UG_GENE=La
MOE430_2_1448229_s_ 118.2 224.5 P P 0.001221 0.000244 1 I 0.00002 gb:BM118679 /DB_XREF=gi:17086705 /DB_XREF=L0914E12-3 /CLONE=L0914E12 /FEA=FLmRNA /CNT=267 /TID=Mm.3141.1 /TIER=Stack /STK=67 /UG
MOE430_2_1448393_at 5.2 8.5 A A 0.43 0.3 1 NC 0.37 gb:BC008104.1 /DB_XREF=gi:14198076 /FEA=FLmRNA /CNT=183 /TID=Mm.42189.1 /TIER=FL+Stack /STK=79 /UG=Mm.42189 /LL=53624 /UG_GENE=Cld
MOE430_2_1448833_at 33.9 74.8 P P 0.01 0.000732 1 I 0.00002 gb:BC006788.1 /DB_XREF=gi:13905011 /FEA=FLmRNA /CNT=117 /TID=Mm.42148.1 /TIER=FL+Stack /STK=37 /UG=Mm.42148 /LL=14235 /UG_GENE=Fo
MOE430_2_1448865_at 87.8 141.2 P P 0.005859 0.001953 1 I 0.000114 gb:AV235735 /DB_XREF=gi:15405098 /DB_XREF=AV235735 /CLONE=4732406L09 /FEA=FLmRNA /CNT=181 /TID=Mm.12882.1 /TIER=Stack /STK=17 /UG
MOE430_2_1448878_at 75.6 210.3 P P 0.001953 0.000244 1 I 0.000068 gb:NM_053213.1 /DB_XREF=gi:16716516 /GEN=4631412E13Rik /FEA=FLmRNA /CNT=35 /TID=Mm.206736.1 /TIER=FL+Stack /STK=34 /UG=Mm.206736 /L
MOE430_2_1448991_a_ 0.3 0.4 A A 0.6 0.87 1 NC 0.18 gb:BC018383.1 /DB_XREF=gi:17390899 /FEA=FLmRNA /CNT=144 /TID=Mm.2496.1 /TIER=FL+Stack /STK=28 /UG=Mm.2496 /LL=16318 /UG_GENE=Ina /
MOE430_2_1449191_at 29.2 88.1 A P 0.21 0.001221 1 I 0.00002 gb:NM_138684.1 /DB_XREF=gi:20149777 /GEN=SWAM2 /FEA=FLmRNA /CNT=32 /TID=Mm.6433.1 /TIER=FL+Stack /STK=19 /UG=Mm.6433 /LL=192200 /
MOE430_2_1449302_at 10.4 25.6 A A 0.17 0.12 1 NC 0.5 gb:NM_007379.1 /DB_XREF=gi:11993938 /GEN=Abca2 /FEA=FLmRNA /CNT=63 /TID=Mm.2210.1 /TIER=FL+Stack /STK=15 /UG=Mm.2210 /LL=11305 /DE
MOE430_2_1449414_at 25.1 51.9 P P 0.001221 0.000244 1 I 0.000552 gb:NM_013843.1 /DB_XREF=gi:7305636 /GEN=Zfp118 /FEA=FLmRNA /CNT=21 /TID=Mm.42140.1 /TIER=FL+Stack /STK=11 /UG=Mm.42140 /LL=24132 /D
MOE430_2_1449427_at 1.2 1.2 A A 0.97 0.99 1 NC 0.57 gb:NM_026317.1 /DB_XREF=gi:13385811 /GEN=1700016G05Rik /FEA=FLmRNA /CNT=15 /TID=Mm.52550.1 /TIER=FL+Stack /STK=11 /UG=Mm.52550 /LL
MOE430_2_1449463_at 5.9 12.9 A A 0.53 0.14 1 NC 0.06 gb:NM_008457.1 /DB_XREF=gi:7705571 /GEN=Klk8 /FEA=FLmRNA /CNT=20 /TID=Mm.5193.1 /TIER=FL+Stack /STK=10 /UG=Mm.5193 /LL=16624 /DEF=
MOE430_2_1449481_at 44 88.3 P P 0.01 0.00293 1 I 0.00013 gb:BC016571.1 /DB_XREF=gi:16741518 /FEA=FLmRNA /CNT=142 /TID=Mm.24513.1 /TIER=FL+Stack /STK=9 /UG=Mm.24513 /LL=50799 /UG_GENE=Slc2
MOE430_2_1449493_at 7.5 13.7 A A 0.19 0.09 1 NC 0.09 gb:NM_011831.1 /DB_XREF=gi:6754357 /GEN=Insl5 /FEA=FLmRNA /CNT=18 /TID=Mm.100163.1 /TIER=FL+Stack /STK=9 /UG=Mm.100163 /LL=23919 /D
MOE430_2_1449500_at 4.6 9 A A 0.66 0.21 1 NC 0.02 gb:NM_027548.1 /DB_XREF=gi:16506823 /GEN=Serpinb7 /FEA=FLmRNA /CNT=11 /TID=Mm.66015.1 /TIER=FL+Stack /STK=9 /UG=Mm.66015 /LL=116872
MOE430_2_1449609_at 1.2 2 A A 0.98 0.96 1 NC 0.05 gb:AA189214 /DB_XREF=gi:1776815 /DB_XREF=mu50b07.r1 /CLONE=IMAGE:642805 /FEA=EST /CNT=3 /TID=Mm.24066.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449667_at 0.6 0.9 A A 0.97 0.85 1 NC 0.06 gb:BB255841 /DB_XREF=gi:16398498 /DB_XREF=BB255841 /CLONE=A730070D15 /FEA=EST /CNT=1 /TID=Mm.132853.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449859_at 46.5 92.8 P P 0.03 0.001953 1 I 0.00002 gb:NM_025872.1 /DB_XREF=gi:13385353 /GEN=2310061A22Rik /FEA=FLmRNA /CNT=20 /TID=Mm.3676.1 /TIER=FL /STK=5 /UG=Mm.3676 /LL=66964 /D
MOE430_2_1449909_at 0.5 1.6 A A 0.88 0.75 1 NC 0.57 gb:NM_029733.1 /DB_XREF=gi:13386437 /GEN=2010005H15Rik /FEA=FLmRNA /CNT=7 /TID=Mm.159782.1 /TIER=FL /STK=4 /UG=Mm.159782 /LL=76770
MOE430_2_1449912_at 1.7 7.8 A A 0.52 0.14 1 NC 0.05 gb:NM_026492.1 /DB_XREF=gi:13385977 /GEN=4930414C09Rik /FEA=FLmRNA /CNT=6 /TID=Mm.158183.1 /TIER=FL /STK=4 /UG=Mm.158183 /LL=67985
MOE430_2_1449946_a_ 18.2 43.1 A P 0.06 0.01 1 I 0.000114 gb:NM_024215.1 /DB_XREF=gi:13195641 /GEN=3110024A21Rik /FEA=FLmRNA /CNT=24 /TID=Mm.46473.1 /TIER=FL /STK=3 /UG=Mm.46473 /LL=68040 /
MOE430_2_1449992_at 6.3 13.7 A A 0.66 0.3 1 NC 0.34 gb:AF442819.1 /DB_XREF=gi:17227089 /FEA=FLmRNA /CNT=5 /TID=Mm.207082.1 /TIER=FL /STK=3 /UG=Mm.207082 /LL=114662 /UG_GENE=Isp2-pend
MOE430_2_1450292_a_ 0.3 0.2 A A 0.74 0.75 1 NC 0.72 gb:NM_026489.1 /DB_XREF=gi:13385973 /GEN=4921522K05Rik /FEA=FLmRNA /CNT=10 /TID=Mm.84531.1 /TIER=FL /STK=2 /UG=Mm.84531 /LL=67981 /
MOE430_2_1450335_at 8.5 20.7 A P 0.39 0.01 1 NC 0.02 gb:NM_011073.1 /DB_XREF=gi:6755041 /GEN=Pfp /FEA=FLmRNA /CNT=2 /TID=Mm.89962.1 /TIER=FL /STK=2 /UG=Mm.89962 /LL=18646 /DEF=Mus mu
MOE430_2_1450413_at 6.8 14.3 A A 0.24 0.11 1 NC 0.41 gb:NM_011057.1 /DB_XREF=gi:6755009 /GEN=Pdgfb /FEA=FLmRNA /CNT=39 /TID=Mm.144089.1 /TIER=FL /STK=1 /UG=Mm.144089 /LL=18591 /DEF=Mu
MOE430_2_1450423_s_ 36.6 78.1 P P 0.000732 0.000244 1 I 0.00013 gb:NM_023323.1 /DB_XREF=gi:13122600 /GEN=2810470K21Rik /FEA=FLmRNA /CNT=33 /TID=Mm.11480.1 /TIER=FL /STK=1 /UG=Mm.11480 /LL=67239 /
MOE430_2_1450496_a_ 43.1 96.3 P P 0.005859 0.000732 1 I 0.00002 gb:NM_025581.1 /DB_XREF=gi:13385027 /GEN=2810433K01Rik /FEA=FLmRNA /CNT=6 /TID=Mm.25546.1 /TIER=FL /STK=1 /UG=Mm.25546 /LL=66468 /D
MOE430_2_1450506_a_ 111.5 134.4 P P 0.001221 0.000732 1 I 0.000865 gb:NM_026531.1 /DB_XREF=gi:13386029 /GEN=2700083B06Rik /FEA=FLmRNA /CNT=5 /TID=Mm.34109.1 /TIER=FL /STK=1 /UG=Mm.34109 /LL=68048 /
MOE430_2_1450508_at 2.2 11.6 A A 0.53 0.21 1 NC 0.5 gb:NM_008238.1 /DB_XREF=gi:6680210 /GEN=Foxn1 /FEA=FLmRNA /CNT=6 /TID=Mm.4496.1 /TIER=FL /STK=1 /UG=Mm.4496 /LL=15218 /DEF=Mus mu
MOE430_2_1450597_at 1.2 4.7 A A 0.43 0.33 1 NC 0.41 gb:NM_020500.1 /DB_XREF=gi:10048423 /GEN=Olfr72 /FEA=FLmRNA /CNT=1 /TID=Mm.103798.1 /TIER=FL /STK=1 /UG=Mm.103798 /LL=57251 /DEF=M
MOE430_2_1450619_x_ 15.5 29.8 A A 0.27 0.12 1 NC 0.05 gb:NM_020612.1 /DB_XREF=gi:10181151 /GEN=Cmar /FEA=FLmRNA /CNT=1 /TID=Mm.57063.1 /TIER=FL /STK=1 /UG=Mm.57063 /LL=57358 /DEF=Mus 
MOE430_2_1450735_at 139.5 283.7 P P 0.000244 0.000244 1 I 0.00002 gb:AF349950.1 /DB_XREF=gi:13549143 /FEA=FLmRNA /CNT=129 /TID=Mm.27831.1 /TIER=FL+Stack /STK=14 /UG=Mm.27831 /LL=66249 /UG_GENE=181
MOE430_2_1450752_at 6 11 A A 0.21 0.09 1 NC 0.22 gb:NM_009989.1 /DB_XREF=gi:6753559 /GEN=Cyct /FEA=FLmRNA /CNT=20 /TID=Mm.4872.1 /TIER=FL+Stack /STK=12 /UG=Mm.4872 /LL=13067 /DEF=
MOE430_2_1450871_a_ 34.3 58.4 P P 0.01 0.001221 1 I 0.000307 gb:X17502.1 /DB_XREF=gi:50762 /FEA=FLmRNA /CNT=71 /TID=Mm.4606.1 /TIER=Stack /STK=42 /UG=Mm.4606 /LL=12035 /UG_GENE=Bcat1 /UG_TITL
MOE430_2_1450889_at 61.1 107.8 P P 0.00293 0.000732 1 I 0.000492 gb:BB206482 /DB_XREF=gi:16352129 /DB_XREF=BB206482 /CLONE=A430076C13 /FEA=FLmRNA /CNT=78 /TID=Mm.3909.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1450950_at 87 166 P P 0.000244 0.000244 1 I 0.00002 gb:BI663134 /DB_XREF=gi:15577367 /DB_XREF=603286746F1 /CLONE=IMAGE:5320858 /FEA=FLmRNA /CNT=151 /TID=Mm.14910.1 /TIER=Stack /STK=
MOE430_2_1450951_at 9.9 10.9 A A 0.3 0.14 1 NC 0.14 gb:AK005647.1 /DB_XREF=gi:12838331 /GEN=Cspg6 /FEA=FLmRNA /CNT=151 /TID=Mm.14910.1 /TIER=ConsEnd /STK=4 /UG=Mm.14910 /LL=13006 /UG
MOE430_2_1450989_at 0.4 1 A A 0.99 0.87 1 NC 0.41 gb:AV294613 /DB_XREF=gi:16392621 /DB_XREF=AV294613 /CLONE=5630400F13 /FEA=FLmRNA /CNT=42 /TID=Mm.5090.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1451077_at 145.6 290.3 P P 0.001221 0.000244 1 I 0.00002 gb:BM114165 /DB_XREF=gi:17077183 /DB_XREF=L0800E02-3 /CLONE=L0800E02 /FEA=FLmRNA /CNT=412 /TID=Mm.4419.1 /TIER=Stack /STK=10 /UG
MOE430_2_1451144_at 214.6 466.6 P P 0.000244 0.000244 1 I 0.00002 gb:BC014832.1 /DB_XREF=gi:15928737 /FEA=FLmRNA /CNT=153 /TID=Mm.28057.1 /TIER=FL+Stack /STK=93 /UG=Mm.28057 /LL=67832 /UG_GENE=11
MOE430_2_1451353_at 3 4.6 A A 0.87 0.56 1 NC 0.05 gb:AV378394 /DB_XREF=gi:16398181 /DB_XREF=AV378394 /CLONE=9130414K12 /FEA=FLmRNA /CNT=73 /TID=Mm.200913.1 /TIER=Stack /STK=14 /U
MOE430_2_1451452_a_ 6.5 9.2 A A 0.53 0.53 1 NC 0.26 gb:U72881.1 /DB_XREF=gi:1698849 /FEA=FLmRNA /CNT=44 /TID=Mm.181709.1 /TIER=FL /STK=1 /UG=Mm.181709 /LL=19734 /UG_GENE=Rgs16 /DEF=
MOE430_2_1451457_at 173.9 291.6 P P 0.000732 0.000732 1 I 0.000023 gb:AB016248.1 /DB_XREF=gi:3721883 /GEN=C5D /FEA=FLmRNA /CNT=178 /TID=Mm.13081.1 /TIER=FL+Stack /STK=18 /UG=Mm.13081 /LL=30961 /DE
MOE430_2_1451496_at 7.8 19.7 A A 0.43 0.09 1 NC 0.06 gb:BC024131.1 /DB_XREF=gi:18848243 /FEA=FLmRNA /CNT=94 /TID=Mm.220818.1 /TIER=FL+Stack /STK=14 /UG=Mm.220818 /DEF=Mus musculus, sim
MOE430_2_1451581_at 1.4 3.1 A A 0.6 0.63 1 NC 0.5 gb:BB532544 /DB_XREF=gi:9584473 /DB_XREF=BB532544 /CLONE=E030025I17 /FEA=FLmRNA /CNT=35 /TID=Mm.132396.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1451832_at 6.8 17.8 P P 0.03 0.00293 1 I 0.000692 gb:AF401530.1 /DB_XREF=gi:15278122 /GEN=CKLF2-1 /FEA=FLmRNA /CNT=8 /TID=Mm.46021.2 /TIER=FL /STK=1 /UG=Mm.46021 /LL=75458 /DEF=Mu
MOE430_2_1452022_at 3.2 10.6 A A 0.21 0.12 1 NC 0.004073 gb:AF371320.1 /DB_XREF=gi:17980122 /GEN=Baalc /FEA=FLmRNA /CNT=9 /TID=Mm.44234.1 /TIER=FL /STK=0 /UG=Mm.44234 /LL=118452 /DEF=Mus 
MOE430_2_1452089_at 1.3 1 A A 0.82 0.9 1 NC 0.5 gb:AW106929 /DB_XREF=gi:6077729 /DB_XREF=um34d04.x1 /CLONE=IMAGE:2236423 /FEA=FLmRNA /CNT=79 /TID=Mm.28404.1 /TIER=Stack /STK=71 
MOE430_2_1452104_at 10.7 14 A P 0.36 0.04 1 NC 0.02 gb:BI456906 /DB_XREF=gi:15247562 /DB_XREF=603174428F1 /CLONE=IMAGE:5253918 /FEA=FLmRNA /CNT=34 /TID=Mm.103384.1 /TIER=ConsEnd /ST
MOE430_2_1452138_a_ 14.4 31.4 P P 0.01 0.00293 1 I 0.000865 gb:BB497528 /DB_XREF=gi:9471563 /DB_XREF=BB497528 /CLONE=D630009E12 /FEA=FLmRNA /CNT=10 /TID=Mm.13451.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452163_at 66 152 P P 0.01 0.001953 1 I 0.000214 gb:BB151715 /DB_XREF=gi:16267958 /DB_XREF=BB151715 /CLONE=A130001G21 /FEA=mRNA /CNT=158 /TID=Mm.14115.2 /TIER=Stack /STK=90 /UG=
MOE430_2_1452202_at 6 12 A A 0.21 0.11 1 NC 0.29 gb:BG069616 /DB_XREF=gi:12552185 /DB_XREF=H3078C07-3 /CLONE=H3078C07 /FEA=mRNA /CNT=94 /TID=Mm.70573.1 /TIER=Stack /STK=63 /UG=M
MOE430_2_1452241_at 84.5 196.5 P P 0.000244 0.000244 1 I 0.00002 gb:BC007170.1 /DB_XREF=gi:13938109 /FEA=mRNA /CNT=102 /TID=Mm.1687.1 /TIER=Stack /STK=37 /UG=Mm.1687 /DEF=Mus musculus, Similar to top
MOE430_2_1452311_at 0.7 2.1 A A 0.96 0.85 1 NC 0.35 gb:AK004755.1 /DB_XREF=gi:12836170 /FEA=mRNA /CNT=45 /TID=Mm.21789.1 /TIER=Stack /STK=16 /UG=Mm.21789 /LL=74129 /UG_GENE=1200014D1
MOE430_2_1452463_x_ 0.4 0.8 A A 0.99 0.9 1 NC 0.005933 gb:BG966217 /DB_XREF=gi:14353854 /DB_XREF=602830177F1 /CLONE=IMAGE:4984819 /FEA=mRNA /CNT=7 /TID=Mm.104747.17 /TIER=ConsEnd /STK
MOE430_2_1452511_at 6.1 6.9 A A 0.3 0.08 1 NC 0.39 gb:AJ010604.1 /DB_XREF=gi:3702609 /GEN=sox5 /FEA=mRNA /CNT=1 /TID=Mm.1752.3 /TIER=ConsEnd /STK=0 /UG=Mm.1752 /LL=20678 /DEF=Mus m
MOE430_2_1452517_at 3.6 7.4 A A 0.46 0.33 1 NC 0.5 gb:BC006045.1 /DB_XREF=gi:13543794 /FEA=mRNA /CNT=1 /TID=Mm.78093.1 /TIER=ConsEnd /STK=0 /UG=Mm.78093 /DEF=Mus musculus, clone IMAG



MOE430_2_1452553_at 4.9 18 A A 0.43 0.21 1 NC 0.01 gb:BC021394.1 /DB_XREF=gi:18204084 /FEA=mRNA /CNT=2 /TID=Mm.215562.1 /TIER=ConsEnd /STK=0 /UG=Mm.215562 /DEF=Mus musculus, clone IMA
MOE430_2_1452651_a_ 1.1 3.2 A A 0.69 0.6 1 NC 0.18 gb:AK003182.1 /DB_XREF=gi:12833688 /GEN=Mylf /FEA=mRNA /CNT=200 /TID=Mm.1000.1 /TIER=Stack /STK=152 /UG=Mm.1000 /LL=17901 /UG_TITLE
MOE430_2_1452661_at 55.8 93.7 P P 0.01 0.008057 1 I 0.00006 gb:AK011596.1 /DB_XREF=gi:12847824 /FEA=mRNA /CNT=206 /TID=Mm.28683.1 /TIER=Stack /STK=122 /UG=Mm.28683 /LL=76361 /UG_GENE=2610028
MOE430_2_1452682_at 558.1 1292.1 P P 0.000244 0.000244 1 I 0.00002 gb:AK019480.1 /DB_XREF=gi:12859713 /FEA=mRNA /CNT=125 /TID=Mm.28559.1 /TIER=Stack /STK=89 /UG=Mm.28559 /LL=78755 /UG_GENE=4632404H
MOE430_2_1452731_x_ 14.6 29.1 P P 0.01 0.000732 1 I 0.00002 gb:BM195235 /DB_XREF=gi:17746601 /DB_XREF=C0306B10-3 /CLONE=C0306B10 /FEA=mRNA /CNT=95 /TID=Mm.204.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1452816_at 12.1 29.6 A P 0.21 0.02 1 NC 0.01 gb:BB667813 /DB_XREF=gi:16399262 /DB_XREF=BB667813 /CLONE=C730042I10 /FEA=mRNA /CNT=62 /TID=Mm.22108.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1452818_at 17.4 31.1 P P 0.001221 0.01 1 NC 0.03 gb:BB283807 /DB_XREF=gi:8984256 /DB_XREF=BB283807 /CLONE=A930103G22 /FEA=mRNA /CNT=62 /TID=Mm.71278.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1452997_at 400.8 758.6 P P 0.000244 0.000244 1 I 0.00002 gb:BM207489 /DB_XREF=gi:17763343 /DB_XREF=C0613D12-3 /CLONE=C0613D12 /FEA=mRNA /CNT=234 /TID=Mm.1571.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1453067_at 24.3 42.9 A P 0.08 0.00415 1 I 0.001486 gb:AU043467 /DB_XREF=gi:3978942 /DB_XREF=AU043467 /CLONE=J0905E02 /FEA=mRNA /CNT=28 /TID=Mm.18376.1 /TIER=Stack /STK=8 /UG=Mm.18
MOE430_2_1453102_at 88.9 157 P P 0.000244 0.000244 1 I 0.00002 gb:BE945486 /DB_XREF=gi:10523245 /DB_XREF=UI-M-BH3-awc-e-09-0-UI.s4 /CLONE=UI-M-BH3-awc-e-09-0-UI /FEA=mRNA /CNT=124 /TID=Mm.66
MOE430_2_1453190_at 9.8 21.1 M A 0.05 0.27 1 NC 0.5 gb:AK018431.1 /DB_XREF=gi:12858127 /FEA=mRNA /CNT=29 /TID=Mm.196660.1 /TIER=Stack /STK=15 /UG=Mm.196660 /LL=71472 /UG_GENE=8430421
MOE430_2_1453191_at 115.3 227.9 A P 0.14 0.03 1 I 0.00013 gb:BB044654 /DB_XREF=gi:15403932 /DB_XREF=BB044654 /CLONE=6030489L02 /FEA=mRNA /CNT=44 /TID=Mm.31400.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1453232_at 5.5 15.9 A P 0.21 0.01 1 NC 0.08 gb:AK006582.1 /DB_XREF=gi:12839755 /FEA=mRNA /CNT=15 /TID=Mm.196315.1 /TIER=Stack /STK=11 /UG=Mm.196315 /LL=73316 /UG_GENE=1700031
MOE430_2_1453252_at 32.7 53.8 P P 0.000244 0.000244 1 I 0.001077 gb:AK010138.1 /DB_XREF=gi:12845369 /FEA=mRNA /CNT=13 /TID=Mm.33157.1 /TIER=Stack /STK=10 /UG=Mm.33157 /LL=71916 /UG_GENE=2310069P0
MOE430_2_1453282_at 77.8 167.7 P P 0.000244 0.000244 1 I 0.00002 gb:BE824924 /DB_XREF=gi:10257158 /DB_XREF=C0506H01-3 /CLONE=C0506H01 /FEA=mRNA /CNT=93 /TID=Mm.28878.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1453339_at 0.5 1.5 A A 0.98 0.72 1 NC 0.26 gb:AK005772.1 /DB_XREF=gi:12838519 /FEA=mRNA /CNT=7 /TID=Mm.48801.1 /TIER=ConsEnd /STK=6 /UG=Mm.48801 /LL=71841 /UG_GENE=1700008I0
MOE430_2_1453395_at 14.2 37.8 A P 0.24 0.00415 1 I 0.000346 gb:BB022670 /DB_XREF=gi:8195249 /DB_XREF=BB022670 /CLONE=5330412C03 /FEA=mRNA /CNT=6 /TID=Mm.168110.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1453539_at 9.4 22.4 A P 0.29 0.04 1 NC 0.004925 gb:AK020197.1 /DB_XREF=gi:12860707 /FEA=mRNA /CNT=4 /TID=Mm.171394.1 /TIER=ConsEnd /STK=2 /UG=Mm.171394 /LL=77172 /UG_GENE=803043
MOE430_2_1453719_at 13.2 51.1 P P 0.01 0.005859 1 I 0.000307 gb:AK015714.1 /DB_XREF=gi:12854153 /FEA=mRNA /CNT=3 /TID=Mm.195727.1 /TIER=ConsEnd /STK=1 /UG=Mm.195727 /LL=75060 /UG_GENE=493050
MOE430_2_1453881_x_ 9.5 21.7 A A 0.33 0.17 1 NC 0.003355 gb:AK015808.1 /DB_XREF=gi:12854288 /GEN=Cetn2 /FEA=mRNA /CNT=5 /TID=Mm.195831.2 /TIER=ConsEnd /STK=2 /UG=Mm.195831 /LL=26369 /UG_T
MOE430_2_1453912_at 2.7 6.3 A A 0.39 0.09 1 NC 0.01 gb:AK016584.1 /DB_XREF=gi:12855400 /FEA=mRNA /CNT=2 /TID=Mm.195703.1 /TIER=ConsEnd /STK=1 /UG=Mm.195703 /LL=74431 /UG_GENE=493270
MOE430_2_1454055_at 10 16.8 A A 0.16 0.08 1 NC 0.5 gb:AK005564.1 /DB_XREF=gi:12838205 /GEN=Hk1 /FEA=mRNA /CNT=1 /TID=Mm.220147.1 /TIER=ConsEnd /STK=0 /UG=Mm.220147 /UG_TITLE=Mus mu
MOE430_2_1454100_at 3.8 7.7 A A 0.36 0.43 1 NC 0.5 gb:AK015598.1 /DB_XREF=gi:12853996 /FEA=mRNA /CNT=1 /TID=Mm.159364.1 /TIER=ConsEnd /STK=0 /UG=Mm.159364 /LL=74910 /UG_GENE=493048
MOE430_2_1454198_a_ 0.6 0.6 A A 0.94 0.56 1 NC 0.13 gb:AK015866.1 /DB_XREF=gi:12854368 /FEA=mRNA /CNT=1 /TID=Mm.17544.3 /TIER=ConsEnd /STK=0 /UG=Mm.17544 /LL=66793 /UG_GENE=5430404L
MOE430_2_1454283_at 16.9 35.9 P P 0.01 0.008057 1 NC 0.005933 gb:BB440224 /DB_XREF=gi:9282836 /DB_XREF=BB440224 /CLONE=D030020M04 /FEA=mRNA /CNT=4 /TID=Mm.161211.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1454298_at 8 18.7 A P 0.46 0.04 1 NC 0.005409 gb:AV275696 /DB_XREF=gi:6263733 /DB_XREF=AV275696 /CLONE=4932430A15 /FEA=mRNA /CNT=3 /TID=Mm.159180.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454304_at 14.8 25.4 A P 0.11 0.04 1 NC 0.04 gb:BB626346 /DB_XREF=gi:16464361 /DB_XREF=BB626346 /CLONE=9330177E19 /FEA=mRNA /CNT=3 /TID=Mm.160112.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454306_at 1.8 3.4 A A 0.98 0.43 1 NC 0.02 gb:BB614236 /DB_XREF=gi:16454689 /DB_XREF=BB614236 /CLONE=4833432L19 /FEA=mRNA /CNT=3 /TID=Mm.158954.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454324_at 3.4 7.5 A A 0.6 0.24 1 NC 0.23 gb:BB015033 /DB_XREF=gi:8138225 /DB_XREF=BB015033 /CLONE=4930487N04 /FEA=mRNA /CNT=2 /TID=Mm.108386.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454361_at 2 7.4 A A 0.69 0.53 1 NC 0.5 gb:AK020322.1 /DB_XREF=gi:12860877 /FEA=mRNA /CNT=2 /TID=Mm.99596.1 /TIER=ConsEnd /STK=0 /UG=Mm.99596 /LL=77703 /UG_GENE=9230106L
MOE430_2_1454638_a_ 4 8.4 A M 0.56 0.05 1 NC 0.004481 gb:AW106920 /DB_XREF=gi:6077720 /DB_XREF=um34c04.x1 /CLONE=IMAGE:2236422 /FEA=EST /CNT=238 /TID=Mm.2422.2 /TIER=Stack /STK=106 /UG
MOE430_2_1454812_at 24.8 56.6 P P 0.000732 0.000244 1 I 0.00004 gb:AW825881 /DB_XREF=gi:7918958 /DB_XREF=us17g04.x1 /CLONE=IMAGE:3167382 /FEA=EST /CNT=53 /TID=Mm.73291.1 /TIER=Stack /STK=45 /UG=
MOE430_2_1454955_at 128.9 259.6 P P 0.000244 0.000244 1 I 0.00002 gb:BG922298 /DB_XREF=gi:14302774 /DB_XREF=602820096F1 /CLONE=IMAGE:4949231 /FEA=EST /CNT=166 /TID=Mm.157648.2 /TIER=Stack /STK=32 
MOE430_2_1455025_at 1 1.9 A A 0.9 0.75 1 NC 0.26 gb:AV103696 /DB_XREF=gi:16381840 /DB_XREF=AV103696 /CLONE=2500004M10 /FEA=EST /CNT=61 /TID=Mm.30771.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455230_at 11.2 12 A A 0.33 0.3 1 NC 0.28 gb:BQ176350 /DB_XREF=gi:20351842 /DB_XREF=UI-M-DJ2-bwg-f-20-0-UI.s1 /CLONE=UI-M-DJ2-bwg-f-20-0-UI /FEA=EST /CNT=33 /TID=Mm.22981.1
MOE430_2_1455375_at 7.4 21.7 A A 0.3 0.24 1 NC 0.5 gb:BM205932 /DB_XREF=gi:17761214 /DB_XREF=C0290H08-3 /CLONE=C0290H08 /FEA=EST /CNT=16 /TID=Mm.36081.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455380_at 29.1 86.4 P P 0.01 0.000732 1 I 0.000147 gb:BB433166 /DB_XREF=gi:16424274 /DB_XREF=BB433166 /CLONE=C630049M13 /FEA=EST /CNT=15 /TID=Mm.212971.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455475_at 6 11.8 A A 0.5 0.39 1 NC 0.23 gb:AV317245 /DB_XREF=gi:16394567 /DB_XREF=AV317245 /CLONE=5832415I18 /FEA=EST /CNT=13 /TID=Mm.32373.2 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1455561_at 1.2 1 A A 0.82 0.62 1 NC 0.31 gb:BB497651 /DB_XREF=gi:16441977 /DB_XREF=BB497651 /CLONE=D630009N02 /FEA=EST /CNT=14 /TID=Mm.23278.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455765_a_ 11.2 12.9 A P 0.3 0.03 1 NC 0.08 gb:BB515948 /DB_XREF=gi:16443048 /DB_XREF=BB515948 /CLONE=D830013F18 /FEA=EST /CNT=10 /TID=Mm.147824.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455782_at 2.4 5.3 A A 0.56 0.3 1 NC 0.29 gb:BE984591 /DB_XREF=gi:10656970 /DB_XREF=UI-M-CG0p-bdf-c-12-0-UI.s1 /CLONE=UI-M-CG0p-bdf-c-12-0-UI /FEA=EST /CNT=9 /TID=Mm.13831
MOE430_2_1455818_at 31.9 73.1 P P 0.03 0.01 1 NC 0.004481 gb:BE951637 /DB_XREF=gi:10591191 /DB_XREF=UI-M-CC0-ayd-a-08-0-UI.s1 /CLONE=UI-M-CC0-ayd-a-08-0-UI /FEA=EST /CNT=65 /TID=Mm.87616.
MOE430_2_1455973_at 0.2 0.6 A A 0.42 0.6 1 NC 0.29 gb:BB738659 /DB_XREF=gi:16141664 /DB_XREF=BB738659 /CLONE=F430108I10 /FEA=EST /CNT=27 /TID=Mm.84459.1 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1456058_at 61.3 120.3 P P 0.000244 0.000244 1 I 0.000027 gb:BB228600 /DB_XREF=gi:16354233 /DB_XREF=BB228600 /CLONE=A630016C16 /FEA=EST /CNT=52 /TID=Mm.24373.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456095_at 0.4 0.3 A A 0.87 0.56 1 NC 0.18 gb:BB769772 /DB_XREF=gi:16212308 /DB_XREF=BB769772 /CLONE=G370100D19 /FEA=EST /CNT=25 /TID=Mm.1365.3 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1456282_at 14.5 28.4 P M 0.01 0.05 1 NC 0.33 gb:BB763701 /DB_XREF=gi:16196401 /DB_XREF=BB763701 /CLONE=G370029K14 /FEA=EST /CNT=15 /TID=Mm.154569.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456333_a_ 15 29.4 P P 0.00415 0.000244 1 NC 0.003041 gb:BB367529 /DB_XREF=gi:16406549 /DB_XREF=BB367529 /CLONE=C130038E13 /FEA=EST /CNT=19 /TID=Mm.33353.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456401_at 8.2 23.9 A P 0.19 0.03 1 NC 0.04 gb:BB078175 /DB_XREF=gi:15406951 /DB_XREF=BB078175 /CLONE=9330151M08 /FEA=EST /CNT=34 /TID=Mm.27013.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456431_at 12.9 23.9 A P 0.17 0.03 1 NC 0.19 gb:BF462815 /DB_XREF=gi:11531998 /DB_XREF=UI-M-CG0p-bnh-h-12-0-UI.s1 /CLONE=UI-M-CG0p-bnh-h-12-0-UI /FEA=EST /CNT=11 /TID=Mm.209
MOE430_2_1456494_a_ 7.8 10.6 M A 0.05 0.09 1 NC 0.01 gb:BG068242 /DB_XREF=gi:12550811 /DB_XREF=H3063C08-3 /CLONE=H3063C08 /FEA=EST /CNT=18 /TID=Mm.3288.3 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1456627_at 1.3 5.2 A A 0.6 0.33 1 NC 0.49 gb:BE950186 /DB_XREF=gi:10588852 /DB_XREF=UI-M-CE0-ayt-e-03-0-UI.s1 /CLONE=UI-M-CE0-ayt-e-03-0-UI /FEA=EST /CNT=16 /TID=Mm.92529.2
MOE430_2_1456669_at 2.7 7 A A 0.6 0.19 1 NC 0.09 gb:BB324481 /DB_XREF=gi:16403513 /DB_XREF=BB324481 /CLONE=B430109A14 /FEA=EST /CNT=10 /TID=Mm.188175.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456714_at 57.5 102.3 P P 0.01 0.000244 1 I 0.000023 gb:BB217820 /DB_XREF=gi:16353231 /DB_XREF=BB217820 /CLONE=A530046H21 /FEA=EST /CNT=8 /TID=Mm.22711.3 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456731_x_ 373.2 785.3 P P 0.01 0.01 1 I 0.001832 gb:AV169424 /DB_XREF=gi:5375861 /DB_XREF=AV169424 /CLONE=3110084K15 /FEA=EST /CNT=8 /TID=Mm.22358.4 /TIER=Stack /STK=8 /UG=Mm.223
MOE430_2_1456854_at 1.6 3.6 A A 0.69 0.72 1 NC 0.5 gb:BB319030 /DB_XREF=gi:16403235 /DB_XREF=BB319030 /CLONE=B230378F24 /FEA=EST /CNT=7 /TID=Mm.131767.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456924_at 10.1 24 A A 0.21 0.14 1 NC 0.29 gb:AI552423 /DB_XREF=gi:4484786 /DB_XREF=vp06e05.x1 /CLONE=IMAGE:1067840 /FEA=EST /CNT=7 /TID=Mm.34909.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1456951_at 18.4 30.4 P P 0.00415 0.000732 1 I 0.000692 gb:AV254764 /DB_XREF=gi:16388111 /DB_XREF=AV254764 /CLONE=4921513I01 /FEA=EST /CNT=8 /TID=Mm.37235.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456978_s_ 1 1.7 A A 0.84 0.53 1 NC 0.005933 gb:BG070237 /DB_XREF=gi:12552806 /DB_XREF=H3085B08-3 /CLONE=H3085B08 /FEA=EST /CNT=6 /TID=Mm.23578.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456997_at 6.7 13.5 A A 0.53 0.06 1 NC 0.005409 gb:BB364611 /DB_XREF=gi:16406261 /DB_XREF=BB364611 /CLONE=C130022G24 /FEA=EST /CNT=6 /TID=Mm.209879.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457070_at 10.1 18 P P 0.01 0.005859 1 NC 0.08 gb:BG143677 /DB_XREF=gi:12647076 /DB_XREF=ut58h07.x1 /CLONE=IMAGE:3332220 /FEA=EST /CNT=7 /TID=Mm.41676.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457152_at 3.3 8.8 A A 0.39 0.21 1 NC 0.5 gb:BB451702 /DB_XREF=gi:16425585 /DB_XREF=BB451702 /CLONE=D130012F21 /FEA=EST /CNT=6 /TID=Mm.168676.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457262_at 10.2 22.3 A M 0.33 0.05 1 NC 0.09 gb:BB024162 /DB_XREF=gi:16257870 /DB_XREF=BB024162 /CLONE=5330419P05 /FEA=EST /CNT=17 /TID=Mm.110251.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457298_at 4.8 8.2 A A 0.42 0.19 1 NC 0.36 gb:BB279319 /DB_XREF=gi:16401153 /DB_XREF=BB279319 /CLONE=A930017A10 /FEA=EST /CNT=12 /TID=Mm.154474.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457365_at 1.8 3.9 A A 0.68 0.53 1 NC 0.07 gb:BB491094 /DB_XREF=gi:16441713 /DB_XREF=BB491094 /CLONE=D530019G12 /FEA=EST /CNT=7 /TID=Mm.209527.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457374_at 24.6 49.8 P P 0.00415 0.000732 1 NC 0.003699 gb:AV377264 /DB_XREF=gi:16398116 /DB_XREF=AV377264 /CLONE=9130225F20 /FEA=EST /CNT=6 /TID=Mm.98668.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457478_at 5 11.3 A A 0.24 0.09 1 NC 0.06 gb:BG074672 /DB_XREF=gi:12557241 /DB_XREF=H3137H07-3 /CLONE=H3137H07 /FEA=EST /CNT=4 /TID=Mm.120448.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457733_at 2.8 3.8 A A 0.17 0.43 1 NC 0.37 gb:AU067808 /DB_XREF=gi:4968545 /DB_XREF=AU067808 /CLONE=MNCb-2180 /FEA=EST /CNT=6 /TID=Mm.138491.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457921_at 6.2 15.4 A A 0.33 0.33 1 NC 0.49 gb:BB450269 /DB_XREF=gi:16425435 /DB_XREF=BB450269 /CLONE=D130001L19 /FEA=EST /CNT=4 /TID=Mm.166485.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457965_at 0.4 1.5 A A 0.95 0.63 1 NC 0.13 gb:BE994019 /DB_XREF=gi:10676822 /DB_XREF=UI-M-BZ1-bjj-g-11-0-UI.s1 /CLONE=UI-M-BZ1-bjj-g-11-0-UI /FEA=EST /CNT=4 /TID=Mm.76735.1 /T
MOE430_2_1458033_at 12.1 28.1 A P 0.17 0.03 1 NC 0.13 gb:BG075178 /DB_XREF=gi:12557747 /DB_XREF=H3144B09-3 /CLONE=H3144B09 /FEA=EST /CNT=3 /TID=Mm.125587.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458089_at 2.2 4.8 A A 0.63 0.27 1 NC 0.02 gb:BB161337 /DB_XREF=gi:16268614 /DB_XREF=BB161337 /CLONE=A130059H01 /FEA=EST /CNT=3 /TID=Mm.63340.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458104_a_ 0.6 2 A A 0.94 0.66 1 NC 0.2 gb:BB211614 /DB_XREF=gi:16352697 /DB_XREF=BB211614 /CLONE=A430106F02 /FEA=EST /CNT=3 /TID=Mm.122999.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458154_at 0.2 0.4 A A 0.99 0.98 1 NC 0.16 gb:BG068589 /DB_XREF=gi:12551158 /DB_XREF=H3067B10-3 /CLONE=H3067B10 /FEA=EST /CNT=3 /TID=Mm.26363.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458215_at 6.4 10.1 A A 0.09 0.21 1 NC 0.5 gb:C77070 /DB_XREF=gi:2517400 /DB_XREF=C77070 /CLONE=J0025F02 /FEA=EST /CNT=3 /TID=Mm.24934.1 /TIER=ConsEnd /STK=3 /UG=Mm.24934 /
MOE430_2_1458218_s_ 282.1 509.3 P P 0.000244 0.000244 1 I 0.00002 gb:AU015378 /DB_XREF=gi:3370169 /DB_XREF=AU015378 /CLONE=J0711C03 /FEA=EST /CNT=3 /TID=Mm.200179.1 /TIER=ConsEnd /STK=3 /UG=Mm.2
MOE430_2_1458264_at 0.6 0.8 A A 0.91 0.43 1 NC 0.11 gb:AW046200 /DB_XREF=gi:5906729 /DB_XREF=UI-M-BH1-akw-f-10-0-UI.s1 /CLONE=UI-M-BH1-akw-f-10-0-UI /FEA=EST /CNT=3 /TID=Mm.33500.1 /
MOE430_2_1458337_at 8.6 14.7 A A 0.21 0.06 1 NC 0.09 gb:BB476667 /DB_XREF=gi:9394276 /DB_XREF=BB476667 /CLONE=D330020L01 /FEA=EST /CNT=3 /TID=Mm.58677.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458435_at 13 28.7 A A 0.27 0.12 1 NC 0.01 gb:BF658266 /DB_XREF=gi:11923400 /DB_XREF=maa87d04.y1 /CLONE=IMAGE:3823902 /FEA=EST /CNT=6 /TID=Mm.27174.2 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458439_a_ 4.5 20.3 P P 0.03 0.01 1 NC 0.01 gb:BM231657 /DB_XREF=gi:17866927 /DB_XREF=K0312G04-3 /CLONE=K0312G04 /FEA=EST /CNT=10 /TID=Mm.86668.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458484_at 8.4 21.5 P P 0.001953 0.01 1 NC 0.29 gb:AW319105 /DB_XREF=gi:6748649 /DB_XREF=un03c09.x1 /CLONE=IMAGE:2372752 /FEA=EST /CNT=5 /TID=Mm.65320.2 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458503_at 0.4 0.9 A A 0.98 0.91 1 NC 0.29 gb:BE988767 /DB_XREF=gi:10665439 /DB_XREF=UI-M-CG0p-bhg-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bhg-a-07-0-UI /FEA=EST /CNT=7 /TID=Mm.15196
MOE430_2_1458575_at 22 65 P P 0.008057 0.00415 1 NC 0.07 gb:BB291656 /DB_XREF=gi:16401486 /DB_XREF=BB291656 /CLONE=B130007C04 /FEA=EST /CNT=4 /TID=Mm.212271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458582_at 5.5 12.9 A P 0.24 0.03 1 NC 0.01 gb:AV019870 /DB_XREF=gi:16356361 /DB_XREF=AV019870 /CLONE=1190012C08 /FEA=EST /CNT=4 /TID=Mm.212568.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458624_at 5 10.2 A P 0.3 0.04 1 NC 0.26 gb:AW125876 /DB_XREF=gi:6101406 /DB_XREF=UI-M-BH2.2-aqk-f-11-0-UI.s1 /CLONE=UI-M-BH2.2-aqk-f-11-0-UI /FEA=EST /CNT=4 /TID=Mm.101192
MOE430_2_1458753_at 8.6 12.5 A A 0.45 0.24 1 NC 0.13 gb:BB548169 /DB_XREF=gi:16447651 /DB_XREF=BB548169 /CLONE=E230005B06 /FEA=EST /CNT=3 /TID=Mm.208677.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458904_at 4.8 15.7 A A 0.56 0.5 1 NC 0.46 gb:BB822564 /DB_XREF=gi:16995193 /DB_XREF=BB822564 /CLONE=G830022D12 /FEA=EST /CNT=3 /TID=Mm.137413.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458959_at 3.4 7.8 A A 0.14 0.12 1 NC 0.07 gb:BB233318 /DB_XREF=gi:16354594 /DB_XREF=BB233318 /CLONE=A630042P16 /FEA=EST /CNT=3 /TID=Mm.124313.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459051_at 18.7 47.9 A A 0.36 0.14 1 I 0.000273 gb:BB781615 /DB_XREF=gi:16942315 /DB_XREF=BB781615 /CLONE=G430074I01 /FEA=EST /CNT=3 /TID=Mm.166007.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459079_at 1.4 4.6 A A 0.85 0.43 1 NC 0.03 gb:BG067889 /DB_XREF=gi:12550458 /DB_XREF=H3059D03-3 /CLONE=H3059D03 /FEA=EST /CNT=3 /TID=Mm.173095.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459112_at 5.9 12.3 A A 0.39 0.21 1 NC 0.5 gb:BB016323 /DB_XREF=gi:16257456 /DB_XREF=BB016323 /CLONE=4930558M01 /FEA=EST /CNT=3 /TID=Mm.72496.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459119_at 7.4 15.2 A A 0.21 0.09 1 NC 0.11 gb:AV244406 /DB_XREF=gi:16386936 /DB_XREF=AV244406 /CLONE=4831430H22 /FEA=EST /CNT=3 /TID=Mm.193302.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459152_at 3.8 8.1 A A 0.36 0.12 1 NC 0.14 gb:BG066225 /DB_XREF=gi:12548794 /DB_XREF=H3040D10-3 /CLONE=H3040D10 /FEA=EST /CNT=2 /TID=Mm.172708.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459289_at 2.4 5.1 A A 0.36 0.27 1 NC 0.3 gb:BB127991 /DB_XREF=gi:16262396 /DB_XREF=BB127991 /CLONE=9630027C04 /FEA=EST /CNT=2 /TID=Mm.207412.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459314_at 4.4 6.7 A A 0.6 0.66 1 NC 0.72 gb:BB229373 /DB_XREF=gi:16354295 /DB_XREF=BB229373 /CLONE=A630021B02 /FEA=EST /CNT=2 /TID=Mm.215615.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459384_at 2.4 5.8 A A 0.6 0.36 1 NC 0.12 gb:AV316207 /DB_XREF=gi:16394522 /DB_XREF=AV316207 /CLONE=5830434O05 /FEA=EST /CNT=2 /TID=Mm.212807.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459483_at 10.8 21.5 P A 0.04 0.09 1 NC 0.15 gb:BB461295 /DB_XREF=gi:16426639 /DB_XREF=BB461295 /CLONE=D130071A17 /FEA=EST /CNT=2 /TID=Mm.209303.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459494_at 4.4 8.8 A P 0.3 0.01 1 NC 0.03 gb:BG060764 /DB_XREF=gi:12529582 /DB_XREF=L0907E09-3 /CLONE=L0907E09 /FEA=EST /CNT=2 /TID=Mm.167071.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459564_at 5.2 15.2 A A 0.46 0.27 1 NC 0.41 gb:C87580 /DB_XREF=gi:2919537 /DB_XREF=C87580 /CLONE=J0247G03 /FEA=EST /CNT=2 /TID=Mm.25872.1 /TIER=ConsEnd /STK=2 /UG=Mm.25872 /
MOE430_2_1459591_at 0.2 0.8 A A 0.91 0.66 1 NC 0.09 gb:BG069306 /DB_XREF=gi:12551875 /DB_XREF=H3074H12-3 /CLONE=H3074H12 /FEA=EST /CNT=2 /TID=Mm.173392.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459617_at 12.1 18 A A 0.6 0.46 1 NC 0.39 gb:AU041705 /DB_XREF=gi:3955940 /DB_XREF=AU041705 /CLONE=J1008A05 /FEA=EST /CNT=2 /TID=Mm.218170.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1459621_at 15.3 23.3 A A 0.39 0.33 1 NC 0.5 gb:BB713496 /DB_XREF=gi:16066665 /DB_XREF=BB713496 /CLONE=B020047F14 /FEA=EST /CNT=2 /TID=Mm.212257.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459670_at 8.2 21.4 A P 0.19 0.008057 1 I 0.000389 gb:AI503931 /DB_XREF=gi:4401782 /DB_XREF=vm34b05.x1 /CLONE=IMAGE:992049 /FEA=EST /CNT=2 /TID=Mm.104227.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459867_x_ 33.5 77.4 P P 0.03 0.01 1 NC 0.5 gb:BB464342 /DB_XREF=gi:9381531 /DB_XREF=BB464342 /CLONE=D130090D18 /FEA=EST /CNT=2 /TID=Mm.202234.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459916_at 5.7 10.1 A A 0.29 0.43 1 NC 0.35 gb:AA185884 /DB_XREF=gi:1772283 /DB_XREF=mt35a07.r1 /CLONE=IMAGE:623028 /FEA=EST /CNT=6 /TID=Mm.24057.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460013_at 20.8 51.6 A P 0.21 0.02 1 NC 0.06 gb:BF465089 /DB_XREF=gi:11534272 /DB_XREF=UI-M-CG0p-bqg-f-03-0-UI.s1 /CLONE=UI-M-CG0p-bqg-f-03-0-UI /FEA=EST /CNT=16 /TID=Mm.4069
MOE430_2_1460139_at 2.8 3 A A 0.39 0.56 1 NC 0.16 gb:BG066463 /DB_XREF=gi:12549032 /DB_XREF=H3043C09-3 /CLONE=H3043C09 /FEA=EST /CNT=4 /TID=Mm.171283.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460312_at 2.2 2 A A 0.8 0.85 1 NC 0.06 gb:NM_019475.1 /DB_XREF=gi:11276078 /GEN=Olfr37c /FEA=FLmRNA /CNT=1 /TID=Mm.88843.1 /TIER=FL /STK=1 /UG=Mm.88843 /LL=29847 /DEF=Mu
MOE430_2_1460440_at 60.4 91.7 P P 0.001953 0.000732 1 I 0.000114 gb:BE945410 /DB_XREF=gi:10523169 /DB_XREF=UI-M-BZ0-axm-f-12-0-UI.s1 /CLONE=UI-M-BZ0-axm-f-12-0-UI /FEA=mRNA /CNT=82 /TID=Mm.8962
MOE430_2_1460487_at 1.1 1.1 A A 0.6 0.8 1 NC 0.74 gb:AV008900 /DB_XREF=gi:4785887 /DB_XREF=AV008900 /CLONE=1110014L15 /FEA=mRNA /CNT=6 /TID=Mm.135055.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1460521_a_ 14.9 35.9 P P 0.000732 0.000244 1 I 0.000692 gb:AK015312.1 /DB_XREF=gi:12853600 /FEA=mRNA /CNT=1 /TID=Mm.196290.2 /TIER=ConsEnd /STK=0 /UG=Mm.196290 /LL=73960 /UG_GENE=493043
MOE430_2_1460710_at 19 37.8 A A 0.3 0.08 1 NC 0.06 gb:BB748999 /DB_XREF=gi:16153235 /DB_XREF=BB748999 /CLONE=G030102C24 /FEA=EST /CNT=27 /TID=Mm.153916.2 /TIER=Stack /STK=23 /UG=M
MOE430_2_1415789_a_ 246.5 369.4 P P 0.000244 0.000732 0.9 I 0.00004 gb:BF158817 /DB_XREF=gi:11038907 /DB_XREF=601766168F1 /CLONE=IMAGE:3982121 /FEA=FLmRNA /CNT=376 /TID=Mm.23744.1 /TIER=Stack /STK=
MOE430_2_1415849_s_ 2123.4 4117.1 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC010581.1 /DB_XREF=gi:14714856 /FEA=FLmRNA /CNT=370 /TID=Mm.28479.1 /TIER=FL+Stack /STK=204 /UG=Mm.28479 /LL=16765 /UG_GENE=La
MOE430_2_1415860_at 765.4 1360.5 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_010655.1 /DB_XREF=gi:6754473 /GEN=Kpna2 /FEA=FLmRNA /CNT=399 /TID=Mm.12508.1 /TIER=FL+Stack /STK=197 /UG=Mm.12508 /LL=16647 
MOE430_2_1415905_at 7.4 9.7 A A 0.39 0.3 0.9 NC 0.11 gb:NM_009042.1 /DB_XREF=gi:6677702 /GEN=Reg1 /FEA=FLmRNA /CNT=214 /TID=Mm.142731.1 /TIER=FL+Stack /STK=173 /UG=Mm.142731 /LL=19692
MOE430_2_1416016_at 39.1 61.4 P P 0.03 0.03 0.9 NC 0.004073 gb:BC024897.1 /DB_XREF=gi:19352971 /FEA=FLmRNA /CNT=240 /TID=Mm.16122.1 /TIER=FL+Stack /STK=144 /UG=Mm.16122 /LL=21354 /UG_GENE=A
MOE430_2_1416031_s_ 341.7 712.7 P P 0.000244 0.000244 0.9 I 0.000035 gb:NM_008568.1 /DB_XREF=gi:10242372 /GEN=Mcmd7 /FEA=FLmRNA /CNT=270 /TID=Mm.18923.1 /TIER=FL+Stack /STK=141 /UG=Mm.18923 /LL=1722
MOE430_2_1416374_at 62.1 112 P P 0.000244 0.000244 0.9 I 0.000027 gb:BC024595.1 /DB_XREF=gi:19353280 /FEA=FLmRNA /CNT=223 /TID=Mm.3256.1 /TIER=FL+Stack /STK=32 /UG=Mm.3256 /LL=55946 /UG_GENE=Ap3m
MOE430_2_1416617_at 8.8 13.1 A A 0.36 0.12 0.9 NC 0.5 gb:NM_080575.1 /DB_XREF=gi:18034772 /GEN=Acas2 /FEA=FLmRNA /CNT=125 /TID=Mm.7044.1 /TIER=FL+Stack /STK=78 /UG=Mm.7044 /LL=68738 /D
MOE430_2_1416715_at 26.4 57 P P 0.04 0.01 0.9 I 0.000214 gb:NM_008126.1 /DB_XREF=gi:6680012 /GEN=Gjb3 /FEA=FLmRNA /CNT=89 /TID=Mm.90003.1 /TIER=FL+Stack /STK=72 /UG=Mm.90003 /LL=14620 /DE
MOE430_2_1416732_at 45.8 85.4 P P 0.000732 0.000244 0.9 I 0.00013 gb:BB732892 /DB_XREF=gi:16116167 /DB_XREF=BB732892 /CLONE=E970032F13 /FEA=FLmRNA /CNT=174 /TID=Mm.4093.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1417035_at 149.2 287.3 P P 0.01 0.005859 0.9 I 0.00002 gb:NM_133678.1 /DB_XREF=gi:19526835 /GEN=2410004C24Rik /FEA=FLmRNA /CNT=113 /TID=Mm.28413.1 /TIER=FL+Stack /STK=59 /UG=Mm.28413 /L
MOE430_2_1417077_at 131 251.5 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_007530.1 /DB_XREF=gi:6671619 /GEN=Bcap29 /FEA=FLmRNA /CNT=86 /TID=Mm.4236.1 /TIER=FL+Stack /STK=58 /UG=Mm.4236 /LL=12033 /DE
MOE430_2_1417096_at 98.3 162.2 P P 0.008057 0.000732 0.9 I 0.000114 gb:NM_026041.1 /DB_XREF=gi:13385539 /GEN=2810430M08Rik /FEA=FLmRNA /CNT=86 /TID=Mm.38528.1 /TIER=FL+Stack /STK=57 /UG=Mm.38528 /LL
MOE430_2_1417139_at 68.1 98.8 P P 0.000244 0.000244 0.9 I 0.000214 gb:NM_025853.1 /DB_XREF=gi:13385331 /GEN=1700022L09Rik /FEA=FLmRNA /CNT=91 /TID=Mm.25410.1 /TIER=FL+Stack /STK=55 /UG=Mm.25410 /LL=
MOE430_2_1417169_at 59.6 114.8 P P 0.00415 0.00415 0.9 I 0.000167 gb:AI553394 /DB_XREF=gi:4485757 /DB_XREF=vw51h02.x1 /CLONE=IMAGE:1247379 /FEA=FLmRNA /CNT=113 /TID=Mm.12914.1 /TIER=ConsEnd /STK=0
MOE430_2_1417202_s_ 126.5 311.5 P P 0.000732 0.000732 0.9 I 0.00002 gb:NM_011666.1 /DB_XREF=gi:6755920 /GEN=Ube1c /FEA=FLmRNA /CNT=131 /TID=Mm.12892.1 /TIER=FL+Stack /STK=53 /UG=Mm.12892 /LL=22200 /
MOE430_2_1417293_at 66.6 154.8 P P 0.000732 0.000244 0.9 I 0.00002 gb:NM_015818.1 /DB_XREF=gi:7657187 /GEN=Hs6st1 /FEA=FLmRNA /CNT=116 /TID=Mm.27195.1 /TIER=FL+Stack /STK=49 /UG=Mm.27195 /LL=50785 /
MOE430_2_1417430_at 89.2 159.9 P P 0.000244 0.000244 0.9 I 0.00003 gb:NM_007672.1 /DB_XREF=gi:6671729 /GEN=Cdr2 /FEA=FLmRNA /CNT=104 /TID=Mm.1640.1 /TIER=FL+Stack /STK=45 /UG=Mm.1640 /LL=12585 /DEF
MOE430_2_1417445_at 11.1 18.7 A A 0.36 0.09 0.9 I 0.000692 gb:NM_023294.1 /DB_XREF=gi:12963624 /GEN=2610020P18Rik /FEA=FLmRNA /CNT=79 /TID=Mm.31730.1 /TIER=FL+Stack /STK=45 /UG=Mm.31730 /LL
MOE430_2_1417487_at 28.5 54.4 M P 0.05 0.01 0.9 NC 0.01 gb:NM_010235.1 /DB_XREF=gi:6753895 /GEN=Fosl1 /FEA=FLmRNA /CNT=51 /TID=Mm.6215.1 /TIER=FL+Stack /STK=44 /UG=Mm.6215 /LL=14283 /DEF=
MOE430_2_1417502_at 96.3 154.1 P P 0.000732 0.000732 0.9 I 0.000618 gb:AF052492.1 /DB_XREF=gi:3549250 /FEA=FLmRNA /CNT=143 /TID=Mm.18590.1 /TIER=FL /STK=1 /UG=Mm.18590 /LL=21912 /UG_GENE=Tm4sf2 /DE
MOE430_2_1417736_at 22.1 44.2 M P 0.05 0.02 0.9 NC 0.05 gb:BM225266 /DB_XREF=gi:17786792 /DB_XREF=K0208H12-3 /CLONE=K0208H12 /FEA=FLmRNA /CNT=124 /TID=Mm.70309.1 /TIER=Stack /STK=10 /U
MOE430_2_1417797_a_ 4.1 6.1 A P 0.24 0.03 0.9 NC 0.06 gb:NM_133707.1 /DB_XREF=gi:19526881 /GEN=1810019J16Rik /FEA=FLmRNA /CNT=66 /TID=Mm.26248.1 /TIER=FL+Stack /STK=36 /UG=Mm.26248 /LL=
MOE430_2_1417800_at 118.8 204.1 P P 0.000244 0.000732 0.9 I 0.000214 gb:AF072521.1 /DB_XREF=gi:3283974 /FEA=FLmRNA /CNT=49 /TID=Mm.5728.1 /TIER=FL+Stack /STK=36 /UG=Mm.5728 /LL=11546 /UG_GENE=Adprt2 /
MOE430_2_1417822_at 278.7 539.3 P P 0.00293 0.000732 0.9 I 0.00002 gb:NM_033075.1 /DB_XREF=gi:14861841 /GEN=G7e-pending /FEA=FLmRNA /CNT=190 /TID=Mm.22506.1 /TIER=FL /STK=3 /UG=Mm.22506 /LL=110956 /
MOE430_2_1417858_at 0.9 4.1 A A 0.82 0.66 0.9 NC 0.17 gb:NM_013832.1 /DB_XREF=gi:7305430 /GEN=Rasal1 /FEA=FLmRNA /CNT=50 /TID=Mm.41209.1 /TIER=FL+Stack /STK=35 /UG=Mm.41209 /LL=19415 /D
MOE430_2_1417871_at 39.2 78.6 P P 0.000244 0.008057 0.9 NC 0.004481 gb:NM_010476.1 /DB_XREF=gi:6754249 /GEN=Hsd17b7 /FEA=FLmRNA /CNT=181 /TID=Mm.12882.1 /TIER=FL+Stack /STK=34 /UG=Mm.12882 /LL=15490
MOE430_2_1417875_at 343.4 643.4 P P 0.000244 0.000244 0.9 I 0.000692 gb:NM_053183.1 /DB_XREF=gi:16716474 /GEN=GU2 /FEA=FLmRNA /CNT=80 /TID=Mm.114116.1 /TIER=FL+Stack /STK=34 /UG=Mm.114116 /LL=94213 /
MOE430_2_1417877_at 11.5 19.6 M P 0.05 0.04 0.9 NC 0.31 gb:NM_026189.1 /DB_XREF=gi:13385701 /GEN=2310005P05Rik /FEA=FLmRNA /CNT=66 /TID=Mm.6825.1 /TIER=FL+Stack /STK=34 /UG=Mm.6825 /LL=6
MOE430_2_1417895_a_ 9 12 A A 0.3 0.3 0.9 NC 0.5 gb:BC019563.1 /DB_XREF=gi:18043493 /FEA=FLmRNA /CNT=54 /TID=Mm.25295.1 /TIER=FL+Stack /STK=34 /UG=Mm.25295 /LL=66260 /UG_GENE=1810
MOE430_2_1417936_at 214.2 442.4 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_011338.1 /DB_XREF=gi:6755433 /GEN=Scya9 /FEA=FLmRNA /CNT=72 /TID=Mm.2271.1 /TIER=FL+Stack /STK=33 /UG=Mm.2271 /LL=20308 /DEF
MOE430_2_1418008_at 18.6 37.3 A P 0.27 0.008057 0.9 NC 0.003699 gb:BM235038 /DB_XREF=gi:17870308 /DB_XREF=K0410F09-3 /CLONE=K0410F09 /FEA=FLmRNA /CNT=109 /TID=Mm.347.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1418402_at 225.9 424.6 P P 0.000244 0.000244 0.9 I 0.00002 gb:D50410.2 /DB_XREF=gi:11079164 /FEA=FLmRNA /CNT=60 /TID=Mm.89940.1 /TIER=FL+Stack /STK=24 /UG=Mm.89940 /LL=11492 /UG_GENE=Adam1
MOE430_2_1418443_at 270.4 514.3 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC025628.1 /DB_XREF=gi:19344075 /FEA=FLmRNA /CNT=155 /TID=Mm.22269.1 /TIER=FL /STK=7 /UG=Mm.22269 /LL=103573 /UG_GENE=Xpo1 /DE
MOE430_2_1418489_a_ 21.2 44 P P 0.00293 0.000732 0.9 MI 0.00225 gb:AB015595.1 /DB_XREF=gi:4586828 /FEA=FLmRNA /CNT=37 /TID=Mm.75467.1 /TIER=FL /STK=1 /UG=Mm.75467 /LL=54598 /UG_GENE=Calcrl /DEF=
MOE430_2_1418530_at 76.6 141.2 P P 0.000244 0.000244 0.9 I 0.000241 gb:NM_021512.1 /DB_XREF=gi:10946931 /GEN=Gtl1-13 /FEA=FLmRNA /CNT=60 /TID=Mm.25164.1 /TIER=FL+Stack /STK=22 /UG=Mm.25164 /LL=59015 
MOE430_2_1418547_at 0.9 1.4 A A 0.9 0.66 0.9 NC 0.16 gb:NM_009364.2 /DB_XREF=gi:20070368 /GEN=Tfpi2 /FEA=FLmRNA /CNT=28 /TID=Mm.25612.1 /TIER=FL+Stack /STK=22 /UG=Mm.25612 /LL=21789 /D
MOE430_2_1418825_at 190.2 395.3 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_008326.1 /DB_XREF=gi:6680350 /GEN=Ifi1 /FEA=FLmRNA /CNT=57 /TID=Mm.29938.1 /TIER=FL+Stack /STK=17 /UG=Mm.29938 /LL=15944 /DEF=
MOE430_2_1418856_a_ 42.6 81.5 P P 0.000244 0.000244 0.9 MI 0.002032 gb:NM_016925.1 /DB_XREF=gi:8393351 /GEN=Fanca /FEA=FLmRNA /CNT=40 /TID=Mm.6536.1 /TIER=FL+Stack /STK=17 /UG=Mm.6536 /LL=14087 /DEF
MOE430_2_1418973_at 49.3 95.9 P P 0.000244 0.000244 0.9 I 0.000618 gb:NM_025505.1 /DB_XREF=gi:13384927 /GEN=1700030G05Rik /FEA=FLmRNA /CNT=89 /TID=Mm.33285.1 /TIER=FL+Stack /STK=15 /UG=Mm.33285 /LL
MOE430_2_1419004_s_ 3.8 8.8 A A 0.43 0.36 0.9 NC 0.31 gb:L16462.1 /DB_XREF=gi:293273 /FEA=FLmRNA /CNT=22 /TID=Mm.196731.1 /TIER=FL+Stack /STK=15 /UG=Mm.196731 /LL=12044 /UG_GENE=Bcl2a1
MOE430_2_1419035_s_ 19.4 30.6 P P 0.04 0.04 0.9 NC 0.03 gb:NM_007788.1 /DB_XREF=gi:7106274 /GEN=Csnk2a1-rs4 /FEA=FLmRNA /CNT=162 /TID=Mm.23692.1 /TIER=FL+Stack /STK=14 /UG=Mm.23692 /LL=1
MOE430_2_1419148_at 7.2 13.7 A A 0.49 0.3 0.9 NC 0.06 gb:AF059486.1 /DB_XREF=gi:3170616 /GEN=Doc6 /FEA=FLmRNA /CNT=20 /TID=Mm.10739.1 /TIER=FL+Stack /STK=13 /UG=Mm.10739 /LL=11567 /DEF
MOE430_2_1419149_at 24.6 49.1 A A 0.6 0.19 0.9 I 0.000046 gb:NM_008871.1 /DB_XREF=gi:6679372 /GEN=Serpine1 /FEA=FLmRNA /CNT=19 /TID=Mm.1263.1 /TIER=FL+Stack /STK=13 /UG=Mm.1263 /LL=18787 /D
MOE430_2_1419662_at 2018.2 3790.8 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC021939.1 /DB_XREF=gi:18314516 /FEA=FLmRNA /CNT=85 /TID=Mm.4258.1 /TIER=FL /STK=7 /UG=Mm.4258 /LL=18295 /UG_GENE=Ogn /DEF=Mu
MOE430_2_1419686_at 81.2 131.9 P P 0.000732 0.000244 0.9 I 0.000167 gb:NM_031998.1 /DB_XREF=gi:14030772 /GEN=Tsga14 /FEA=FLmRNA /CNT=29 /TID=Mm.27751.1 /TIER=FL /STK=7 /UG=Mm.27751 /LL=83922 /DEF=M
MOE430_2_1419714_at 8.7 9.3 A A 0.27 0.39 0.9 NC 0.34 gb:NM_021893.1 /DB_XREF=gi:11230797 /GEN=Pdcd1l1-pending /FEA=FLmRNA /CNT=18 /TID=Mm.168681.1 /TIER=FL /STK=7 /UG=Mm.168681 /LL=605
MOE430_2_1419768_at 9.3 19.5 A P 0.3 0.02 0.9 NC 0.08 gb:NM_009845.1 /DB_XREF=gi:6753339 /GEN=Cd22 /FEA=FLmRNA /CNT=19 /TID=Mm.1708.1 /TIER=FL /STK=6 /UG=Mm.1708 /LL=12483 /DEF=Mus mu
MOE430_2_1419775_at 1.4 1 A A 0.77 0.9 0.9 NC 0.46 gb:C76510 /DB_XREF=gi:2516840 /DB_XREF=C76510 /CLONE=J0012B04 /FEA=EST /CNT=2 /TID=Mm.13211.1 /TIER=ConsEnd /STK=2 /UG=Mm.13211 /
MOE430_2_1419783_at 1 2.5 A A 0.93 0.6 0.9 NC 0.04 gb:AV259294 /DB_XREF=gi:6246753 /DB_XREF=AV259294 /CLONE=4930404E11 /FEA=EST /CNT=2 /TID=Mm.141313.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1419849_at 1.8 2.3 A A 0.88 0.78 0.9 NC 0.33 gb:AI447945 /DB_XREF=gi:4307538 /DB_XREF=mr13b04.x1 /CLONE=IMAGE:597295 /FEA=EST /CNT=2 /TID=Mm.23898.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419853_a_ 0.4 0.3 A A 0.94 0.53 0.9 NC 0.04 gb:AI552982 /DB_XREF=gi:4485345 /DB_XREF=ve39a07.y1 /CLONE=IMAGE:820500 /FEA=EST /CNT=2 /TID=Mm.31661.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419895_at 6 10.9 A A 0.27 0.12 0.9 NC 0.13 gb:AA674593 /DB_XREF=gi:2651830 /DB_XREF=vm73h01.s1 /CLONE=IMAGE:1003921 /FEA=EST /CNT=3 /TID=Mm.4328.1 /TIER=ConsEnd /STK=0 /UG=



MOE430_2_1419896_at 8.5 13.2 A A 0.43 0.08 0.9 NC 0.16 gb:BB001228 /DB_XREF=gi:16214685 /DB_XREF=BB001228 /CLONE=2700060O09 /FEA=EST /CNT=1 /TID=Mm.199983.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419899_at 10.6 26.8 A A 0.43 0.36 0.9 NC 0.16 gb:AW556219 /DB_XREF=gi:7201648 /DB_XREF=L0265D08-3 /CLONE=L0265D08 /FEA=EST /CNT=1 /TID=Mm.201822.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419909_at 36.7 75.9 P P 0.00415 0.000244 0.9 I 0.000147 gb:AW547060 /DB_XREF=gi:7192471 /DB_XREF=L0016G08-3 /CLONE=L0016G08 /FEA=EST /CNT=1 /TID=Mm.199059.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419947_at 25.3 51 P P 0.00415 0.005859 0.9 NC 0.003699 gb:C77489 /DB_XREF=gi:2517819 /DB_XREF=C77489 /CLONE=J0032D05 /FEA=EST /CNT=1 /TID=Mm.195245.1 /TIER=ConsEnd /STK=1 /UG=Mm.19524
MOE430_2_1419991_at 0.2 0.5 A A 0.98 0.93 0.9 NC 0.42 gb:C76746 /DB_XREF=gi:2517076 /DB_XREF=C76746 /CLONE=J0018D06 /FEA=EST /CNT=1 /TID=Mm.219839.1 /TIER=ConsEnd /STK=1 /UG=Mm.21983
MOE430_2_1419998_at 7.6 18 A P 0.09 0.01 0.9 NC 0.28 gb:AU018569 /DB_XREF=gi:3374059 /DB_XREF=AU018569 /CLONE=J0505A12 /FEA=EST /CNT=1 /TID=Mm.201776.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420021_s_ 67.3 110.8 P P 0.02 0.00415 0.9 I 0.00003 gb:AU022339 /DB_XREF=gi:3387298 /DB_XREF=AU022339 /CLONE=J0412F04 /FEA=EST /CNT=1 /TID=Mm.202151.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420202_at 0.3 0.6 A A 0.98 0.96 0.9 NC 0.01 gb:AV239269 /DB_XREF=gi:6191779 /DB_XREF=AV239269 /CLONE=4732433D11 /FEA=EST /CNT=1 /TID=Mm.71797.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420238_at 0.9 2.3 A A 0.91 0.82 0.9 NC 0.44 gb:AV088850 /DB_XREF=gi:5220298 /DB_XREF=AV088850 /CLONE=2310040E07 /FEA=EST /CNT=1 /TID=Mm.46400.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420255_at 0.3 1.2 A A 0.9 0.62 0.9 NC 0.34 gb:AV346798 /DB_XREF=gi:6387857 /DB_XREF=AV346798 /CLONE=6430585E17 /FEA=EST /CNT=1 /TID=Mm.189950.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420333_at 4.4 9.3 A A 0.3 0.19 0.9 NC 0.18 gb:NM_026132.1 /DB_XREF=gi:13385641 /GEN=4930429J24Rik /FEA=FLmRNA /CNT=10 /TID=Mm.87357.1 /TIER=FL /STK=6 /UG=Mm.87357 /LL=67402 /
MOE430_2_1420639_at 32.1 55.6 A P 0.06 0.03 0.9 NC 0.00712 gb:NM_021310.1 /DB_XREF=gi:10946587 /GEN=Jmy-pending /FEA=FLmRNA /CNT=55 /TID=Mm.86772.1 /TIER=FL /STK=3 /UG=Mm.86772 /LL=57748 /D
MOE430_2_1420669_at 9.9 16.1 M P 0.05 0.00415 0.9 NC 0.00712 gb:NM_007488.1 /DB_XREF=gi:6671574 /GEN=Arnt2 /FEA=FLmRNA /CNT=18 /TID=Mm.4813.1 /TIER=FL /STK=3 /UG=Mm.4813 /LL=11864 /DEF=Mus mu
MOE430_2_1420713_a_ 3.4 5.7 A A 0.85 0.78 0.9 NC 0.29 gb:NM_010783.1 /DB_XREF=gi:6754665 /GEN=Mdfi /FEA=FLmRNA /CNT=8 /TID=Mm.4763.1 /TIER=FL /STK=3 /UG=Mm.4763 /LL=17240 /DEF=Mus musc
MOE430_2_1420838_at 56.6 120.5 P P 0.01 0.001953 0.9 NC 0.00712 gb:AK018789.1 /DB_XREF=gi:12858688 /GEN=Ntrk2 /FEA=FLmRNA /CNT=136 /TID=Mm.3993.1 /TIER=Stack /STK=107 /UG=Mm.3993 /LL=18212 /UG_TI
MOE430_2_1420914_at 9.9 20.5 A P 0.43 0.02 0.9 NC 0.04 gb:BI108501 /DB_XREF=gi:14559402 /DB_XREF=602894947F1 /CLONE=IMAGE:5025202 /FEA=FLmRNA /CNT=106 /TID=Mm.23996.1 /TIER=ConsEnd /ST
MOE430_2_1420928_at 186.6 335.6 P P 0.000244 0.000244 0.9 I 0.00002 gb:BG075800 /DB_XREF=gi:12558369 /DB_XREF=H3152A02-3 /CLONE=H3152A02 /FEA=FLmRNA /CNT=96 /TID=Mm.149029.1 /TIER=Stack /STK=42 /U
MOE430_2_1421065_at 32.9 55.1 P P 0.03 0.008057 0.9 I 0.000389 gb:NM_008413.1 /DB_XREF=gi:6680507 /GEN=Jak2 /FEA=FLmRNA /CNT=51 /TID=Mm.809.1 /TIER=FL /STK=2 /UG=Mm.809 /LL=16452 /DEF=Mus musc
MOE430_2_1421089_a_ 42.2 96.5 P P 0.000244 0.000244 0.9 I 0.001201 gb:NM_028228.1 /DB_XREF=gi:18129615 /GEN=Pinx1-pending /FEA=FLmRNA /CNT=26 /TID=Mm.29645.1 /TIER=FL /STK=2 /UG=Mm.29645 /LL=72400 /
MOE430_2_1421253_at 8.1 18.5 A M 0.17 0.05 0.9 NC 0.05 gb:NM_008733.1 /DB_XREF=gi:6679123 /GEN=Nrap /FEA=FLmRNA /CNT=12 /TID=Mm.6384.1 /TIER=FL /STK=2 /UG=Mm.6384 /LL=18175 /DEF=Mus mu
MOE430_2_1421257_at 12.4 23.8 A P 0.08 0.03 0.9 NC 0.24 gb:NM_018889.1 /DB_XREF=gi:9256625 /GEN=Pigb /FEA=FLmRNA /CNT=11 /TID=Mm.154514.1 /TIER=FL /STK=2 /UG=Mm.154514 /LL=55981 /DEF=Mus
MOE430_2_1421342_at 3.3 7 A A 0.6 0.3 0.9 NC 0.01 gb:NM_008436.1 /DB_XREF=gi:6680549 /GEN=Kcns2 /FEA=FLmRNA /CNT=12 /TID=Mm.6218.1 /TIER=FL /STK=2 /UG=Mm.6218 /LL=16539 /DEF=Mus m
MOE430_2_1421416_at 7.9 13.1 A A 0.19 0.17 0.9 NC 0.08 gb:NM_011944.1 /DB_XREF=gi:6754625 /GEN=Map2k7 /FEA=FLmRNA /CNT=7 /TID=Mm.3906.1 /TIER=FL /STK=2 /UG=Mm.3906 /LL=26400 /DEF=Mus m
MOE430_2_1421421_at 111 182.5 P P 0.00415 0.001221 0.9 I 0.000492 gb:NM_028333.1 /DB_XREF=gi:13386303 /GEN=Angptl1 /FEA=FLmRNA /CNT=7 /TID=Mm.158870.1 /TIER=FL /STK=2 /UG=Mm.158870 /LL=72713 /DEF=
MOE430_2_1421449_at 2.1 5.1 A A 0.36 0.3 0.9 NC 0.05 gb:NM_053171.1 /DB_XREF=gi:16716456 /GEN=Csmd1 /FEA=FLmRNA /CNT=8 /TID=Mm.210952.1 /TIER=FL /STK=2 /UG=Mm.210952 /LL=94109 /DEF=M
MOE430_2_1421479_at 21.5 48.4 P P 0.008057 0.000732 0.9 I 0.000214 gb:NM_021346.1 /DB_XREF=gi:10946663 /GEN=Zfp318 /FEA=FLmRNA /CNT=5 /TID=Mm.116965.1 /TIER=FL /STK=2 /UG=Mm.116965 /LL=57908 /DEF=M
MOE430_2_1421525_a_ 2.9 11.7 A P 0.17 0.03 0.9 NC 0.19 gb:NM_010870.1 /DB_XREF=gi:9055285 /GEN=Birc1e /FEA=FLmRNA /CNT=5 /TID=Mm.38013.1 /TIER=FL /STK=2 /UG=Mm.38013 /LL=17951 /DEF=Mus 
MOE430_2_1421543_at 3.9 7.3 A A 0.6 0.53 0.9 NC 0.41 gb:NM_026216.1 /DB_XREF=gi:19920326 /GEN=1700096C12Rik /FEA=FLmRNA /CNT=5 /TID=Mm.193020.1 /TIER=FL /STK=2 /UG=Mm.193020 /LL=67521
MOE430_2_1421545_a_ 11.4 21.2 A A 0.43 0.3 0.9 NC 0.19 gb:NM_022027.1 /DB_XREF=gi:19526754 /GEN=Syne1-pending /FEA=FLmRNA /CNT=4 /TID=Mm.157716.1 /TIER=FL /STK=2 /UG=Mm.157716 /LL=64009 
MOE430_2_1421609_a_ 15.1 24 A A 0.17 0.17 0.9 NC 0.5 gb:NM_053097.1 /DB_XREF=gi:16716390 /GEN=Cml3 /FEA=FLmRNA /CNT=4 /TID=Mm.154781.1 /TIER=FL /STK=2 /UG=Mm.154781 /LL=93674 /DEF=Mu
MOE430_2_1421663_at 10.5 12.3 A A 0.3 0.33 0.9 NC 0.45 gb:NM_027790.1 /DB_XREF=gi:13386259 /GEN=5430405K24Rik /FEA=FLmRNA /CNT=3 /TID=Mm.85484.1 /TIER=FL /STK=2 /UG=Mm.85484 /LL=71412 /D
MOE430_2_1421714_at 1.6 3.2 A A 0.87 0.6 0.9 NC 0.27 gb:NM_080727.1 /DB_XREF=gi:18141558 /GEN=Tmprss3 /FEA=FLmRNA /CNT=2 /TID=Mm.214638.1 /TIER=FL /STK=2 /UG=Mm.214638 /LL=140765 /DEF
MOE430_2_1421741_at 0.5 0.9 A A 0.78 0.8 0.9 NC 0.21 gb:NM_007820.1 /DB_XREF=gi:6681116 /GEN=Cyp3a16 /FEA=FLmRNA /CNT=2 /TID=Mm.30303.1 /TIER=FL /STK=2 /UG=Mm.30303 /LL=13114 /DEF=Mu
MOE430_2_1421916_at 191 351.3 P P 0.000244 0.000244 0.9 I 0.00002 gb:M57683.1 /DB_XREF=gi:199783 /GEN=PDGF-alpha-R /FEA=FLmRNA /CNT=98 /TID=Mm.2924.1 /TIER=FL /STK=1 /UG=Mm.2924 /LL=18595 /DEF=M.
MOE430_2_1422020_at 0.5 1.2 A A 0.97 0.82 0.9 NC 0.06 gb:AB019280.1 /DB_XREF=gi:4850325 /FEA=FLmRNA /CNT=22 /TID=Mm.42038.1 /TIER=FL /STK=1 /UG=Mm.42038 /LL=24066 /UG_GENE=Spry4 /DEF=
MOE430_2_1422028_a_ 18 36.7 P P 0.01 0.008057 0.9 NC 0.008511 gb:BC010588.1 /DB_XREF=gi:14714868 /FEA=FLmRNA /CNT=11 /TID=Mm.14115.1 /TIER=FL /STK=1 /UG=Mm.14115 /LL=23871 /UG_GENE=Ets1 /DEF=
MOE430_2_1422176_at 3.9 10.3 A A 0.36 0.17 0.9 NC 0.46 gb:AF263536.1 /DB_XREF=gi:9964289 /GEN=Fgf23 /FEA=FLmRNA /CNT=5 /TID=Mm.154766.1 /TIER=FL /STK=1 /UG=Mm.154766 /LL=64654 /DEF=Mus 
MOE430_2_1422220_at 0.7 0.7 A A 0.98 0.94 0.9 NC 0.5 gb:NM_008849.1 /DB_XREF=gi:6679334 /GEN=Pit1 /FEA=FLmRNA /CNT=4 /TID=Mm.4726.1 /TIER=FL /STK=1 /UG=Mm.4726 /LL=18736 /DEF=Mus musc
MOE430_2_1422224_at 1.1 2.2 A A 0.9 0.78 0.9 NC 0.5 gb:NM_009341.1 /DB_XREF=gi:6678262 /GEN=Tcp10c /FEA=FLmRNA /CNT=3 /TID=Mm.89971.1 /TIER=FL /STK=1 /UG=Mm.89971 /LL=21462 /DEF=Mus
MOE430_2_1422272_at 21.4 51.1 A P 0.12 0.02 0.9 NC 0.08 gb:NM_008835.1 /DB_XREF=gi:6679308 /GEN=Phxr4 /FEA=FLmRNA /CNT=2 /TID=Mm.41972.1 /TIER=FL /STK=1 /UG=Mm.41972 /LL=18689 /DEF=Mus m
MOE430_2_1422282_at 2.1 4 A A 0.82 0.53 0.9 NC 0.06 gb:NM_009313.1 /DB_XREF=gi:6678210 /GEN=Tacr1 /FEA=FLmRNA /CNT=2 /TID=Mm.8055.1 /TIER=FL /STK=1 /UG=Mm.8055 /LL=21336 /DEF=Mus mus
MOE430_2_1422306_at 7.2 13.3 A A 0.6 0.43 0.9 NC 0.09 gb:NM_010694.1 /DB_XREF=gi:6754513 /GEN=Lcn3 /FEA=FLmRNA /CNT=2 /TID=Mm.4632.1 /TIER=FL /STK=1 /UG=Mm.4632 /LL=16820 /DEF=Mus mus
MOE430_2_1422359_at 5.6 9.6 A A 0.17 0.08 0.9 NC 0.2 gb:NM_020290.1 /DB_XREF=gi:9938013 /GEN=Ors18 /FEA=FLmRNA /CNT=1 /TID=Mm.103734.1 /TIER=FL /STK=1 /UG=Mm.103734 /LL=56860 /DEF=Mu
MOE430_2_1422403_at 2.3 6.5 A A 0.4 0.4 0.9 NC 0.5 gb:NM_008334.1 /DB_XREF=gi:6680366 /GEN=Ifna7 /FEA=FLmRNA /CNT=1 /TID=Mm.46795.1 /TIER=FL /STK=1 /UG=Mm.46795 /LL=15970 /DEF=Mus m
MOE430_2_1422540_at 12.4 35.4 A A 0.14 0.11 0.9 NC 0.01 gb:NM_010180.1 /DB_XREF=gi:6753821 /GEN=Fbln1 /FEA=FLmRNA /CNT=91 /TID=Mm.219663.1 /TIER=FL+Stack /STK=41 /UG=Mm.219663 /LL=14114 /
MOE430_2_1422618_x_ 4.9 6.9 M A 0.05 0.12 0.9 NC 0.46 gb:NM_009529.1 /DB_XREF=gi:6678606 /GEN=Xmr /FEA=FLmRNA /CNT=32 /TID=Mm.14300.1 /TIER=FL+Stack /STK=26 /UG=Mm.14300 /LL=22526 /DEF
MOE430_2_1422656_at 8.9 12 P A 0.03 0.09 0.9 NC 0.5 gb:NM_009028.1 /DB_XREF=gi:6677676 /GEN=Rasl2-9 /FEA=FLmRNA /CNT=28 /TID=Mm.103632.1 /TIER=FL+Stack /STK=21 /UG=Mm.103632 /LL=19428
MOE430_2_1422674_s_ 0.9 1.9 A A 0.94 0.82 0.9 NC 0.07 gb:NM_007775.1 /DB_XREF=gi:6681036 /GEN=Crygc /FEA=FLmRNA /CNT=25 /TID=Mm.30374.1 /TIER=FL+Stack /STK=20 /UG=Mm.30374 /LL=12966 /D
MOE430_2_1423104_at 1438 2860.6 P P 0.000244 0.000244 0.9 I 0.00002 gb:BB345784 /DB_XREF=gi:16404985 /DB_XREF=BB345784 /CLONE=B930058J01 /FEA=FLmRNA /CNT=121 /TID=Mm.4952.1 /TIER=Stack /STK=54 /UG
MOE430_2_1423145_a_ 8.4 17.2 A A 0.27 0.08 0.9 NC 0.01 gb:AK010167.1 /DB_XREF=gi:12845417 /GEN=Tcap /FEA=FLmRNA /CNT=56 /TID=Mm.10762.1 /TIER=Stack /STK=40 /UG=Mm.10762 /LL=21393 /UG_TIT
MOE430_2_1423186_at 176.7 289 P P 0.00415 0.001953 0.9 I 0.000114 gb:BM228957 /DB_XREF=gi:17791757 /DB_XREF=K0270H03-3 /CLONE=K0270H03 /FEA=FLmRNA /CNT=51 /TID=Mm.29014.1 /TIER=Stack /STK=31 /UG
MOE430_2_1423198_a_ 31.8 58.4 P P 0.00293 0.001221 0.9 I 0.000438 gb:BB147131 /DB_XREF=gi:8802068 /DB_XREF=BB147131 /CLONE=9930038A08 /FEA=FLmRNA /CNT=263 /TID=Mm.197564.1 /TIER=Stack /STK=11 /U
MOE430_2_1423244_at 1.5 14.2 A A 0.14 0.16 0.9 NC 0.5 gb:AI265721 /DB_XREF=gi:3883879 /DB_XREF=uj05e08.x1 /CLONE=IMAGE:1891046 /FEA=FLmRNA /CNT=154 /TID=Mm.29973.1 /TIER=Stack /STK=23 /
MOE430_2_1423248_at 68.3 139 P P 0.000244 0.000244 0.9 I 0.00002 gb:BI079648 /DB_XREF=gi:14497978 /DB_XREF=602876476F1 /CLONE=IMAGE:5008171 /FEA=FLmRNA /CNT=149 /TID=Mm.23964.1 /TIER=Stack /STK=2
MOE430_2_1423571_at 98.1 144.6 P P 0.001953 0.001953 0.9 I 0.000167 gb:BB133079 /DB_XREF=gi:8787469 /DB_XREF=BB133079 /CLONE=9830005G16 /FEA=FLmRNA /CNT=126 /TID=Mm.982.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1423751_at 23.1 38 A A 0.3 0.17 0.9 I 0.000492 gb:BB774406 /DB_XREF=gi:16935086 /DB_XREF=BB774406 /CLONE=G430009O06 /FEA=FLmRNA /CNT=226 /TID=Mm.42240.2 /TIER=ConsEnd /STK=7 /
MOE430_2_1423773_at 240.4 499.1 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC016083.1 /DB_XREF=gi:18677813 /FEA=FLmRNA /CNT=234 /TID=Mm.181870.1 /TIER=FL+Stack /STK=116 /UG=Mm.181870 /DEF=Mus musculus, c
MOE430_2_1423963_at 36.2 48.2 P P 0.01 0.000732 0.9 I 0.000273 gb:BF137127 /DB_XREF=gi:10976167 /DB_XREF=601783649F1 /CLONE=IMAGE:4011540 /FEA=FLmRNA /CNT=273 /TID=Mm.21126.1 /TIER=ConsEnd /ST
MOE430_2_1424076_at 41.8 77.2 P P 0.000732 0.000244 0.9 I 0.000241 gb:BC016541.1 /DB_XREF=gi:16741443 /FEA=FLmRNA /CNT=145 /TID=Mm.7775.1 /TIER=FL+Stack /STK=56 /UG=Mm.7775 /LL=66569 /UG_GENE=26100
MOE430_2_1424312_at 51.6 109.7 P P 0.000244 0.000244 0.9 I 0.00006 gb:BG065410 /DB_XREF=gi:12547973 /DB_XREF=H3030G10-3 /CLONE=H3030G10 /FEA=FLmRNA /CNT=192 /TID=Mm.205010.1 /TIER=Stack /STK=9 /U
MOE430_2_1424409_at 0.3 0.8 A A 0.98 0.87 0.9 NC 0.03 gb:BC019534.1 /DB_XREF=gi:18043463 /FEA=FLmRNA /CNT=46 /TID=Mm.37817.1 /TIER=FL+Stack /STK=34 /UG=Mm.37817 /LL=71908 /UG_GENE=2310
MOE430_2_1424495_a_ 87.1 129.7 P P 0.001953 0.000244 0.9 I 0.000046 gb:AY047360.1 /DB_XREF=gi:15983742 /GEN=Cklf2 /FEA=FLmRNA /CNT=31 /TID=Mm.46021.1 /TIER=FL+Stack /STK=29 /UG=Mm.46021 /LL=75458 /DE
MOE430_2_1424504_at 21.3 35.6 P P 0.005859 0.00415 0.9 NC 0.01 gb:BE533418 /DB_XREF=gi:9762063 /DB_XREF=601231725F1 /CLONE=IMAGE:3595302 /FEA=FLmRNA /CNT=125 /TID=Mm.87650.1 /TIER=ConsEnd /ST
MOE430_2_1424571_at 25.4 53.6 P P 0.000244 0.000244 0.9 I 0.000088 gb:BF023426 /DB_XREF=gi:10754759 /DB_XREF=ux08a08.y1 /CLONE=IMAGE:3470870 /FEA=FLmRNA /CNT=101 /TID=Mm.202725.1 /TIER=ConsEnd /ST
MOE430_2_1424587_at 61.4 112 P P 0.00415 0.001221 0.9 I 0.000167 gb:BB769038 /DB_XREF=gi:16211580 /DB_XREF=BB769038 /CLONE=G370091L06 /FEA=FLmRNA /CNT=36 /TID=Mm.102118.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1424709_at 26.5 56.6 M P 0.05 0.001953 0.9 I 0.00002 gb:BE649198 /DB_XREF=gi:9975022 /DB_XREF=UI-M-BH2.3-aof-h-05-0-UI.r1 /CLONE=UI-M-BH2.3-aof-h-05-0-UI /FEA=FLmRNA /CNT=178 /TID=Mm
MOE430_2_1424758_s_ 2.3 4.9 A A 0.56 0.53 0.9 NC 0.5 gb:BC018416.1 /DB_XREF=gi:17390983 /FEA=FLmRNA /CNT=38 /TID=Mm.29094.1 /TIER=FL+Stack /STK=17 /UG=Mm.29094 /DEF=Mus musculus, clone 
MOE430_2_1424860_at 15.8 29.9 M P 0.05 0.005859 0.9 I 0.001486 gb:BC023132.1 /DB_XREF=gi:18605613 /FEA=FLmRNA /CNT=39 /TID=Mm.31098.1 /TIER=FL+Stack /STK=13 /UG=Mm.31098 /LL=100662 /UG_GENE=AI4
MOE430_2_1424910_at 9.9 23 A A 0.27 0.06 0.9 NC 0.16 gb:BC022225.1 /DB_XREF=gi:18490591 /FEA=FLmRNA /CNT=13 /TID=Mm.216057.1 /TIER=FL+Stack /STK=12 /UG=Mm.216057 /DEF=Mus musculus, Sim
MOE430_2_1424921_at 352.5 646.5 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC027328.1 /DB_XREF=gi:20071088 /FEA=FLmRNA /CNT=39 /TID=Mm.143755.2 /TIER=FL+Stack /STK=11 /UG=Mm.143755 /LL=57261 /UG_GENE=B
MOE430_2_1424950_at 376.7 736.9 P P 0.001953 0.001953 0.9 I 0.000035 gb:BI077717 /DB_XREF=gi:14496047 /DB_XREF=602871652F1 /CLONE=IMAGE:5003557 /FEA=FLmRNA /CNT=138 /TID=Mm.46607.1 /TIER=ConsEnd /ST
MOE430_2_1424991_s_ 154 391 P P 0.000244 0.000244 0.9 I 0.00006 gb:BC020139.1 /DB_XREF=gi:18044896 /FEA=FLmRNA /CNT=23 /TID=Mm.5879.1 /TIER=FL+Stack /STK=9 /UG=Mm.5879 /LL=22171 /UG_GENE=Tyms /
MOE430_2_1424999_at 49.1 88.5 P P 0.001953 0.000244 0.9 I 0.000114 gb:BC027007.1 /DB_XREF=gi:20071974 /FEA=FLmRNA /CNT=18 /TID=Mm.26684.1 /TIER=FL+Stack /STK=9 /UG=Mm.26684 /LL=76416 /UG_GENE=17000
MOE430_2_1425007_at 54.8 86.4 P P 0.008057 0.005859 0.9 NC 0.01 gb:BC019790.1 /DB_XREF=gi:18044176 /FEA=FLmRNA /CNT=16 /TID=Mm.158842.1 /TIER=FL+Stack /STK=9 /UG=Mm.158842 /LL=72556 /UG_GENE=270
MOE430_2_1425058_at 42.7 57.7 P P 0.000244 0.000244 0.9 I 0.000035 gb:BC023090.1 /DB_XREF=gi:18605642 /FEA=FLmRNA /CNT=31 /TID=Mm.132412.1 /TIER=FL /STK=7 /UG=Mm.132412 /DEF=Mus musculus, clone MGC:
MOE430_2_1425072_at 21.5 40.7 A P 0.19 0.01 0.9 I 0.001201 gb:BC003468.1 /DB_XREF=gi:13097467 /FEA=FLmRNA /CNT=17 /TID=Mm.153353.1 /TIER=FL /STK=7 /UG=Mm.153353 /DEF=Mus musculus, Similar to S
MOE430_2_1425179_at 44.2 85.7 P P 0.005859 0.001953 0.9 MI 0.00249 gb:AF237702.1 /DB_XREF=gi:13183075 /FEA=FLmRNA /CNT=113 /TID=Mm.3379.2 /TIER=FL+Stack /STK=52 /UG=Mm.3379 /LL=20425 /UG_GENE=Shmt
MOE430_2_1425206_a_ 7.8 18 P P 0.01 0.000244 0.9 I 0.000389 gb:BB224620 /DB_XREF=gi:8893232 /DB_XREF=BB224620 /CLONE=A530087G20 /FEA=FLmRNA /CNT=27 /TID=Mm.132544.2 /TIER=Stack /STK=10 /UG
MOE430_2_1425259_x_ 1.1 1.9 A A 0.36 0.43 0.9 NC 0.5 gb:AF307947.1 /DB_XREF=gi:11935095 /FEA=FLmRNA /CNT=4 /TID=Mm.160169.1 /TIER=FL /STK=4 /UG=Mm.160169 /LL=16630 /UG_GENE=Klra12 /DE
MOE430_2_1425278_at 3.3 8.2 A A 0.33 0.06 0.9 NC 0.17 gb:BC021406.1 /DB_XREF=gi:18203935 /FEA=FLmRNA /CNT=14 /TID=Mm.215069.1 /TIER=FL /STK=3 /UG=Mm.215069 /DEF=Mus musculus, Similar to u
MOE430_2_1425289_a_ 1.6 3.8 A A 0.72 0.75 0.9 NC 0.5 gb:M35684.1 /DB_XREF=gi:192687 /FEA=FLmRNA /CNT=14 /TID=Mm.1226.1 /TIER=FL /STK=3 /UG=Mm.1226 /LL=12902 /UG_GENE=Cr2 /UG_TITLE=co
MOE430_2_1425636_at 18.6 39.8 P P 0.000732 0.001953 0.9 NC 0.02 gb:BC008159.1 /DB_XREF=gi:14198201 /FEA=FLmRNA /CNT=11 /TID=Mm.196830.1 /TIER=FL /STK=1 /UG=Mm.196830 /DEF=Mus musculus, Similar to m
MOE430_2_1425747_at 107.1 238.9 P P 0.000244 0.000244 0.9 I 0.00004 gb:BC016533.1 /DB_XREF=gi:16741426 /FEA=FLmRNA /CNT=9 /TID=Mm.102714.1 /TIER=FL /STK=1 /UG=Mm.102714 /DEF=Mus musculus, Similar to hy
MOE430_2_1425770_at 0.4 1.2 A A 0.91 0.82 0.9 NC 0.09 gb:BB621876 /DB_XREF=gi:16461098 /DB_XREF=BB621876 /CLONE=6330419B13 /FEA=FLmRNA /CNT=8 /TID=Mm.46021.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1425796_a_ 14.5 18 A A 0.33 0.24 0.9 NC 0.05 gb:AF024638.1 /DB_XREF=gi:2558917 /GEN=FR3 /FEA=FLmRNA /CNT=4 /TID=Mm.6904.2 /TIER=FL /STK=1 /UG=Mm.6904 /LL=14184 /DEF=Mus muscu
MOE430_2_1425825_at 4.9 9.1 A A 0.39 0.12 0.9 NC 0.01 gb:BC024726.1 /DB_XREF=gi:19353719 /FEA=FLmRNA /CNT=4 /TID=Mm.145103.1 /TIER=FL /STK=1 /UG=Mm.145103 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425827_at 18.8 41.6 A A 0.21 0.19 0.9 NC 0.5 gb:AF202036.1 /DB_XREF=gi:6409471 /GEN=Nkx2-3 /FEA=FLmRNA /CNT=4 /TID=Mm.56994.1 /TIER=FL /STK=1 /UG=Mm.56994 /LL=18089 /DEF=Mus m
MOE430_2_1425911_a_ 518.6 889.9 P P 0.000732 0.000244 0.9 I 0.00002 gb:M65053.1 /DB_XREF=gi:193292 /GEN=FGF /FEA=FLmRNA /CNT=2 /TID=Mm.3157.3 /TIER=FL /STK=1 /UG=Mm.3157 /LL=14182 /DEF=Mouse fibrobla
MOE430_2_1425924_at 4 10.4 A A 0.21 0.27 0.9 NC 0.9 gb:U57821.1 /DB_XREF=gi:1545985 /GEN=I-mf /FEA=FLmRNA /CNT=2 /TID=Mm.4763.3 /TIER=FL /STK=1 /UG=Mm.4763 /LL=17240 /DEF=Mus musculus
MOE430_2_1426041_a_ 0.6 1.3 A A 0.75 0.66 0.9 NC 0.39 gb:AF402612.1 /DB_XREF=gi:15705416 /FEA=FLmRNA /CNT=1 /TID=Mm.65692.3 /TIER=FL /STK=1 /UG=Mm.65692 /DEF=Mus musculus actin-binding pr
MOE430_2_1426076_at 6.4 13.7 A A 0.27 0.12 0.9 NC 0.03 gb:BC023187.1 /DB_XREF=gi:18606457 /FEA=FLmRNA /CNT=1 /TID=Mm.131057.1 /TIER=FL /STK=1 /UG=Mm.131057 /DEF=Mus musculus, Similar to ce
MOE430_2_1426099_at 0.9 3.2 A A 0.82 0.36 0.9 NC 0.005409 gb:AF358859.1 /DB_XREF=gi:15420534 /FEA=FLmRNA /CNT=1 /TID=Mm.207073.1 /TIER=FL /STK=1 /UG=Mm.207073 /DEF=Mus musculus histamine H4 
MOE430_2_1426175_a_ 5.6 9 A A 0.39 0.5 0.9 NC 0.5 gb:U42405.1 /DB_XREF=gi:1174029 /FEA=FLmRNA /CNT=1 /TID=Mm.3301.2 /TIER=FL /STK=1 /UG=Mm.3301 /LL=17230 /UG_GENE=Mcpt7 /DEF=Mus m
MOE430_2_1426329_s_ 2.4 9.6 A A 0.21 0.08 0.9 NC 0.39 gb:AF371320.1 /DB_XREF=gi:17980122 /GEN=Baalc /FEA=FLmRNA /CNT=9 /TID=Mm.44234.1 /TIER=FL /STK=0 /UG=Mm.44234 /LL=118452 /DEF=Mus 
MOE430_2_1426635_at 49.6 94.7 A P 0.09 0.00415 0.9 I 0.000101 gb:BF786885 /DB_XREF=gi:12092023 /DB_XREF=602108814F1 /CLONE=IMAGE:4237203 /FEA=FLmRNA /CNT=17 /TID=Mm.28214.1 /TIER=ConsEnd /ST
MOE430_2_1426823_s_ 318.9 585.9 P P 0.000244 0.000244 0.9 I 0.00002 gb:BM195254 /DB_XREF=gi:17746632 /DB_XREF=C0306E04-3 /CLONE=C0306E04 /FEA=mRNA /CNT=171 /TID=Mm.21963.1 /TIER=Stack /STK=53 /UG=
MOE430_2_1426985_s_ 78.9 187.1 P P 0.000244 0.000244 0.9 I 0.000027 gb:AV337692 /DB_XREF=gi:16396544 /DB_XREF=AV337692 /CLONE=6430402M21 /FEA=mRNA /CNT=81 /TID=Mm.27493.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1427090_at 50.4 111.6 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC026763.1 /DB_XREF=gi:20071281 /FEA=mRNA /CNT=42 /TID=Mm.79022.1 /TIER=Stack /STK=18 /UG=Mm.79022 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427102_at 2 3 A A 0.88 0.75 0.9 NC 0.06 gb:AF099975.1 /DB_XREF=gi:3983159 /GEN=Slfn4 /FEA=mRNA /CNT=37 /TID=Mm.38192.1 /TIER=Stack /STK=17 /UG=Mm.38192 /LL=20558 /DEF=Mus 
MOE430_2_1427134_at 53.8 71.6 P P 0.000244 0.000244 0.9 I 0.001077 gb:AV364671 /DB_XREF=gi:15406724 /DB_XREF=AV364671 /CLONE=8430401B01 /FEA=mRNA /CNT=55 /TID=Mm.33908.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1427246_at 4.1 8.1 A A 0.39 0.24 0.9 NC 0.14 gb:BB702366 /DB_XREF=gi:16051190 /DB_XREF=BB702366 /CLONE=7420440K08 /FEA=mRNA /CNT=32 /TID=Mm.147281.1 /TIER=Stack /STK=30 /UG=
MOE430_2_1427253_s_ 28.7 54.7 P P 0.001221 0.001221 0.9 I 0.000618 gb:BG066534 /DB_XREF=gi:12549191 /DB_XREF=H3045A10-3 /CLONE=H3045A10 /FEA=mRNA /CNT=207 /TID=Mm.21964.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1427255_s_ 49.4 91 A P 0.33 0.02 0.9 I 0.00013 gb:BI729900 /DB_XREF=gi:15706913 /DB_XREF=603349576F1 /CLONE=IMAGE:5357226 /FEA=mRNA /CNT=67 /TID=Mm.27140.1 /TIER=ConsEnd /STK=0
MOE430_2_1427322_at 32.1 69.8 P P 0.01 0.000732 0.9 I 0.000046 gb:BQ031260 /DB_XREF=gi:19766539 /DB_XREF=UI-1-CF0-amg-a-06-0-UI.s1 /CLONE=UI-1-CF0-amg-a-06-0-UI /FEA=mRNA /CNT=29 /TID=Mm.1310
MOE430_2_1427342_at 64.4 106.4 P P 0.02 0.00293 0.9 I 0.000214 gb:BC023501.1 /DB_XREF=gi:19483962 /FEA=mRNA /CNT=12 /TID=Mm.221029.1 /TIER=ConsEnd /STK=7 /UG=Mm.221029 /DEF=Mus musculus, clone IM
MOE430_2_1427358_a_ 94.1 173.7 P P 0.000244 0.000244 0.9 I 0.000023 gb:BC026671.1 /DB_XREF=gi:20071878 /FEA=mRNA /CNT=24 /TID=Mm.24103.2 /TIER=ConsEnd /STK=5 /UG=Mm.24103 /LL=69635 /UG_GENE=Dapk1 /D
MOE430_2_1427391_a_ 207.8 371.1 P P 0.001221 0.000244 0.9 I 0.000027 gb:AW412729 /DB_XREF=gi:6938645 /DB_XREF=uq45h12.x1 /CLONE=IMAGE:2812391 /FEA=mRNA /CNT=20 /TID=Mm.3819.2 /TIER=ConsEnd /STK=2 /U
MOE430_2_1427406_at 29.4 55.5 A P 0.12 0.005859 0.9 I 0.000023 gb:AV013785 /DB_XREF=gi:4790777 /DB_XREF=AV013785 /CLONE=1110050B17 /FEA=mRNA /CNT=52 /TID=Mm.28581.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1427492_at 0.4 3.4 A A 0.88 0.56 0.9 NC 0.5 gb:AF408412.1 /DB_XREF=gi:19880622 /GEN=Pof1b /FEA=mRNA /CNT=19 /TID=Mm.34964.1 /TIER=ConsEnd /STK=0 /UG=Mm.34964 /DEF=Mus musculu
MOE430_2_1427497_at 5.8 17.6 A A 0.53 0.24 0.9 NC 0.13 gb:BC021827.1 /DB_XREF=gi:18256852 /FEA=mRNA /CNT=13 /TID=Mm.17561.1 /TIER=ConsEnd /STK=0 /UG=Mm.17561 /LL=106345 /UG_GENE=261001
MOE430_2_1427577_x_ 0.9 3.5 A A 0.95 0.53 0.9 NC 0.15 gb:BF301241 /DB_XREF=gi:11247764 /DB_XREF=602029676F1 /CLONE=IMAGE:4164906 /FEA=mRNA /CNT=4 /TID=Mm.57033.1 /TIER=ConsEnd /STK=0 
MOE430_2_1427601_at 5.8 12.1 A A 0.56 0.46 0.9 NC 0.13 gb:AJ414562.1 /DB_XREF=gi:15990848 /GEN=Cx39 /FEA=mRNA /CNT=3 /TID=Mm.119273.1 /TIER=ConsEnd /STK=0 /UG=Mm.119273 /DEF=Mus muscul
MOE430_2_1427622_at 4.8 14.5 A A 0.36 0.17 0.9 NC 0.12 gb:X95349.1 /DB_XREF=gi:1177537 /FEA=mRNA /CNT=1 /TID=Mm.89930.1 /TIER=ConsEnd /STK=1 /UG=Mm.89930 /LL=17280 /UG_GENE=Mem1 /UG_TI
MOE430_2_1427765_a_ 1.1 2.2 A A 0.88 0.85 0.9 NC 0.36 gb:M31648.1 /DB_XREF=gi:201409 /FEA=mRNA /CNT=1 /TID=Mm.157012.13 /TIER=ConsEnd /STK=0 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /
MOE430_2_1427774_at 0.4 1.1 A A 0.38 0.78 0.9 NC 0.83 gb:AJ298147.1 /DB_XREF=gi:15020666 /GEN=Defb7 /FEA=mRNA /CNT=1 /TID=Mm.207067.1 /TIER=ConsEnd /STK=0 /UG=Mm.207067 /LL=246080 /DEF
MOE430_2_1427790_at 13.9 27.9 A A 0.27 0.14 0.9 NC 0.5 gb:AV272432 /DB_XREF=gi:6260469 /DB_XREF=AV272432 /CLONE=4931425L06 /FEA=mRNA /CNT=3 /TID=Mm.1453.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1427797_s_ 379.1 671.8 P P 0.000244 0.000244 0.9 I 0.00002 gb:BF580235 /DB_XREF=gi:11653947 /DB_XREF=602099052F1 /CLONE=IMAGE:4219044 /FEA=mRNA /CNT=2 /TID=Mm.214467.1 /TIER=ConsEnd /STK=0
MOE430_2_1427808_at 6.7 10.3 A P 0.46 0.04 0.9 I 0.001336 gb:D78642.1 /DB_XREF=gi:1304151 /FEA=mRNA /CNT=1 /TID=Mm.4929.3 /TIER=ConsEnd /STK=0 /UG=Mm.4929 /LL=18044 /UG_GENE=Nfya /UG_TITLE
MOE430_2_1427813_at 0.5 0.8 A A 0.93 0.95 0.9 NC 0.29 gb:X75636.1 /DB_XREF=gi:895866 /FEA=mRNA /CNT=1 /TID=Mm.7973.2 /TIER=ConsEnd /STK=0 /UG=Mm.7973 /LL=15931 /UG_GENE=Ids /UG_TITLE=id
MOE430_2_1427830_at 0.5 1.4 A A 0.96 0.85 0.9 NC 0.07 gb:L36316.1 /DB_XREF=gi:538414 /GEN=Zfp /FEA=mRNA /CNT=1 /TID=Mm.195092.1 /TIER=ConsEnd /STK=0 /UG=Mm.195092 /LL=22721 /DEF=Mus mu
MOE430_2_1427831_s_ 55.9 91.2 P P 0.000244 0.000244 0.9 I 0.000692 gb:L36316.1 /DB_XREF=gi:538414 /GEN=Zfp /FEA=mRNA /CNT=1 /TID=Mm.195092.1 /TIER=ConsEnd /STK=0 /UG=Mm.195092 /LL=22721 /DEF=Mus mu
MOE430_2_1427846_x_ 16.2 36.8 A P 0.08 0.03 0.9 NC 0.05 gb:AF127140.1 /DB_XREF=gi:9754617 /GEN=Fgfr4 /FEA=mRNA /CNT=1 /TID=Mm.4912.3 /TIER=ConsEnd /STK=0 /UG=Mm.4912 /LL=14186 /DEF=Mus m
MOE430_2_1427865_at 5.6 7.9 A A 0.36 0.08 0.9 NC 0.44 gb:AF071431.1 /DB_XREF=gi:5732443 /FEA=mRNA /CNT=1 /TID=Mm.220129.1 /TIER=ConsEnd /STK=0 /UG=Mm.220129 /DEF=Mus musculus beta globin 
MOE430_2_1427882_at 38.8 65.4 P P 0.000732 0.000244 0.9 I 0.000114 gb:AK016368.1 /DB_XREF=gi:12855068 /FEA=mRNA /CNT=174 /TID=Mm.28259.1 /TIER=Stack /STK=13 /UG=Mm.28259 /LL=75923 /UG_GENE=4930588M
MOE430_2_1427926_at 0.8 2.2 A A 0.78 0.63 0.9 NC 0.39 gb:BF020669 /DB_XREF=gi:10752001 /DB_XREF=ux22h07.x1 /CLONE=IMAGE:3472285 /FEA=mRNA /CNT=31 /TID=Mm.216203.1 /TIER=Stack /STK=19 /
MOE430_2_1427975_at 0.7 1.3 A A 0.94 0.96 0.9 NC 0.41 gb:AK008807.1 /DB_XREF=gi:12843226 /FEA=mRNA /CNT=14 /TID=Mm.32010.1 /TIER=Stack /STK=8 /UG=Mm.32010 /LL=75668 /UG_GENE=2210403B10
MOE430_2_1427979_at 5.8 11.9 A A 0.39 0.39 0.9 NC 0.5 gb:BB318254 /DB_XREF=gi:9025289 /DB_XREF=BB318254 /CLONE=B230374A07 /FEA=mRNA /CNT=156 /TID=Mm.34028.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1428008_at 0.4 0.8 A A 0.75 0.72 0.9 NC 0.13 gb:BC027538.1 /DB_XREF=gi:20380346 /FEA=mRNA /CNT=13 /TID=Mm.221051.1 /TIER=ConsEnd /STK=0 /UG=Mm.221051 /DEF=Mus musculus, Similar t
MOE430_2_1428015_at 10.8 26.3 P P 0.000244 0.005859 0.9 NC 0.05 gb:BC027567.1 /DB_XREF=gi:20380569 /FEA=mRNA /CNT=10 /TID=Mm.215524.1 /TIER=ConsEnd /STK=0 /UG=Mm.215524 /UG_TITLE=Mus musculus, clo
MOE430_2_1428046_a_ 23.1 40.4 P P 0.001221 0.000244 0.9 NC 0.003041 gb:BC028506.1 /DB_XREF=gi:20306411 /FEA=mRNA /CNT=2 /TID=Mm.919.3 /TIER=ConsEnd /STK=0 /UG=Mm.919 /LL=22764 /UG_GENE=Zfx /DEF=Mus
MOE430_2_1428051_a_ 12.5 23.1 A A 0.21 0.08 0.9 NC 0.03 gb:AJ437291.1 /DB_XREF=gi:20338998 /GEN=cacna1d /FEA=mRNA /CNT=1 /TID=Mm.9772.2 /TIER=ConsEnd /STK=0 /UG=Mm.9772 /LL=74524 /DEF=M
MOE430_2_1428055_at 9.3 18.8 A P 0.08 0.01 0.9 NC 0.29 gb:AB076245.1 /DB_XREF=gi:20330513 /FEA=mRNA /CNT=1 /TID=Mm.220172.1 /TIER=ConsEnd /STK=0 /UG=Mm.220172 /UG_TITLE=Mus musculus cDN
MOE430_2_1428061_at 90.8 142.7 P P 0.000244 0.000244 0.9 I 0.000273 gb:AK014330.1 /DB_XREF=gi:12852107 /FEA=mRNA /CNT=366 /TID=Mm.28421.1 /TIER=Stack /STK=298 /UG=Mm.28421 /LL=67376 /UG_GENE=2410071
MOE430_2_1428100_at 51.8 102.3 P P 0.000244 0.000732 0.9 I 0.000214 gb:BM125059 /DB_XREF=gi:17108827 /DB_XREF=L0549E01-3 /CLONE=L0549E01 /FEA=mRNA /CNT=226 /TID=Mm.6840.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1428172_at 23 44.4 P P 0.000732 0.000244 0.9 I 0.001486 gb:AK017379.1 /DB_XREF=gi:12856590 /FEA=mRNA /CNT=182 /TID=Mm.28480.2 /TIER=Stack /STK=33 /UG=Mm.28480 /LL=30795 /UG_GENE=Fkbp3 /U
MOE430_2_1428225_s_ 61.5 124.9 P P 0.01 0.005859 0.9 I 0.000966 gb:AV101245 /DB_XREF=gi:5248793 /DB_XREF=AV101245 /CLONE=2410073C07 /FEA=mRNA /CNT=168 /TID=Mm.7861.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1428361_x_ 14.8 37.7 A A 0.24 0.06 0.9 NC 0.06 gb:AK011116.1 /DB_XREF=gi:12847032 /GEN=Hba-a1 /FEA=mRNA /CNT=79 /TID=Mm.30266.3 /TIER=Stack /STK=48 /UG=Mm.30266 /LL=15129 /UG_TIT
MOE430_2_1428409_at 298.4 559.2 P P 0.000244 0.000244 0.9 I 0.00002 gb:BI696870 /DB_XREF=gi:15659499 /DB_XREF=603348602F1 /CLONE=IMAGE:5375952 /FEA=mRNA /CNT=133 /TID=Mm.28064.1 /TIER=Stack /STK=44 
MOE430_2_1428529_at 241.1 464.1 P P 0.000732 0.000244 0.9 I 0.00002 gb:AK012825.1 /DB_XREF=gi:12849824 /FEA=mRNA /CNT=56 /TID=Mm.21798.1 /TIER=Stack /STK=34 /UG=Mm.21798 /LL=72655 /UG_GENE=2810026P1
MOE430_2_1428574_a_ 133.2 242.7 P P 0.000244 0.000244 0.9 I 0.00002 gb:AK006398.1 /DB_XREF=gi:12839479 /FEA=mRNA /CNT=97 /TID=Mm.34715.2 /TIER=Stack /STK=28 /UG=Mm.34715 /LL=69993 /UG_GENE=1700026N2
MOE430_2_1428591_at 7.3 8.1 A A 0.14 0.26 0.9 NC 0.5 gb:AV249297 /DB_XREF=gi:16387441 /DB_XREF=AV249297 /CLONE=4833413N11 /FEA=mRNA /CNT=102 /TID=Mm.29998.2 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1428694_at 4.6 9.3 A A 0.21 0.21 0.9 NC 0.26 gb:AK017164.1 /DB_XREF=gi:12856276 /FEA=mRNA /CNT=60 /TID=Mm.34859.1 /TIER=Stack /STK=25 /UG=Mm.34859 /LL=75957 /UG_GENE=5033413D1
MOE430_2_1428695_at 3.4 5 A A 0.72 0.66 0.9 NC 0.04 gb:BB424872 /DB_XREF=gi:16423543 /DB_XREF=BB424872 /CLONE=C530043L06 /FEA=mRNA /CNT=63 /TID=Mm.37592.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1428699_at 43.9 99.5 P P 0.000732 0.001221 0.9 I 0.000346 gb:AW744143 /DB_XREF=gi:7655979 /DB_XREF=ur27f10.y1 /CLONE=IMAGE:3025579 /FEA=mRNA /CNT=69 /TID=Mm.18652.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1428727_at 46.1 63.3 P P 0.000732 0.000244 0.9 I 0.00006 gb:AK014527.1 /DB_XREF=gi:12852440 /FEA=mRNA /CNT=42 /TID=Mm.30857.1 /TIER=Stack /STK=24 /UG=Mm.30857 /LL=70799 /UG_GENE=4631422C1
MOE430_2_1428729_at 17 31.7 P P 0.001221 0.001953 0.9 NC 0.28 gb:AK008150.1 /DB_XREF=gi:12842159 /FEA=mRNA /CNT=40 /TID=Mm.34969.1 /TIER=Stack /STK=24 /UG=Mm.34969 /LL=70109 /UG_GENE=2010007K1
MOE430_2_1428789_at 147.4 295.8 P P 0.000244 0.000244 0.9 I 0.000023 gb:AK008856.1 /DB_XREF=gi:12843299 /FEA=mRNA /CNT=42 /TID=Mm.28376.1 /TIER=Stack /STK=21 /UG=Mm.28376 /LL=70139 /UG_GENE=2210408F1
MOE430_2_1428852_at 5.6 6.9 A A 0.33 0.43 0.9 NC 0.4 gb:BB194720 /DB_XREF=gi:15409575 /DB_XREF=BB194720 /CLONE=A330084P18 /FEA=mRNA /CNT=41 /TID=Mm.40107.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1428870_at 85.2 178.8 P P 0.000244 0.000244 0.9 I 0.00002 gb:BB093407 /DB_XREF=gi:15407802 /DB_XREF=BB093407 /CLONE=9430042G06 /FEA=mRNA /CNT=186 /TID=Mm.78861.2 /TIER=Stack /STK=17 /UG=
MOE430_2_1428892_at 219.5 328.5 P P 0.000244 0.000732 0.9 I 0.000088 gb:AK004331.1 /DB_XREF=gi:12835475 /FEA=mRNA /CNT=52 /TID=Mm.196081.1 /TIER=Stack /STK=18 /UG=Mm.196081 /LL=68816 /UG_GENE=Ppil1 /U
MOE430_2_1428899_at 5.4 7.8 A A 0.53 0.11 0.9 NC 0.13 gb:AK010233.1 /DB_XREF=gi:12845524 /FEA=mRNA /CNT=29 /TID=Mm.27905.1 /TIER=Stack /STK=18 /UG=Mm.27905 /LL=76475 /UG_GENE=2310079P1
MOE430_2_1428911_at 65.7 105.5 P P 0.005859 0.001221 0.9 I 0.000346 gb:AK019866.1 /DB_XREF=gi:12860243 /FEA=mRNA /CNT=55 /TID=Mm.32062.1 /TIER=Stack /STK=17 /UG=Mm.32062 /LL=67534 /UG_GENE=4632407P0
MOE430_2_1428938_at 116.4 216.7 P P 0.000244 0.000244 0.9 I 0.00002 gb:AK018078.1 /DB_XREF=gi:12857633 /FEA=mRNA /CNT=100 /TID=Mm.27322.1 /TIER=Stack /STK=16 /UG=Mm.27322 /LL=67782 /UG_GENE=6230401I0
MOE430_2_1428939_s_ 105.4 163.1 P P 0.000244 0.000244 0.9 I 0.001077 gb:W41916 /DB_XREF=gi:1325631 /DB_XREF=mc65e09.r1 /CLONE=IMAGE:353416 /FEA=mRNA /CNT=100 /TID=Mm.27322.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1429068_at 10.8 12.2 P P 0.02 0.04 0.9 NC 0.22 gb:AK013449.1 /DB_XREF=gi:12850811 /FEA=mRNA /CNT=38 /TID=Mm.27290.1 /TIER=Stack /STK=13 /UG=Mm.27290 /LL=72842 /UG_GENE=2810488G0
MOE430_2_1429184_at 19.9 36.9 P P 0.005859 0.00293 0.9 NC 0.003041 gb:BM243571 /DB_XREF=gi:17878841 /DB_XREF=K0648G07-3 /CLONE=K0648G07 /FEA=mRNA /CNT=86 /TID=Mm.97986.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429205_at 64.9 117.3 P P 0.001221 0.000244 0.9 I 0.000023 gb:AK011386.1 /DB_XREF=gi:12847475 /FEA=mRNA /CNT=26 /TID=Mm.89237.1 /TIER=Stack /STK=9 /UG=Mm.89237 /LL=72444 /UG_GENE=2610012I03R
MOE430_2_1429211_at 0.2 0.3 A A 0.85 0.88 0.9 NC 0.14 gb:AK013801.1 /DB_XREF=gi:12851303 /FEA=mRNA /CNT=23 /TID=Mm.113827.1 /TIER=Stack /STK=9 /UG=Mm.113827 /LL=72986 /UG_GENE=2900078E
MOE430_2_1429229_s_ 20 23.7 A P 0.17 0.00293 0.9 I 0.000078 gb:BE980134 /DB_XREF=gi:10647785 /DB_XREF=UI-M-BG2-bcq-b-01-0-UI.s1 /CLONE=UI-M-BG2-bcq-b-01-0-UI /FEA=mRNA /CNT=15 /TID=Mm.3468
MOE430_2_1429294_at 17.4 25.4 M P 0.05 0.008057 0.9 NC 0.01 gb:AK010336.1 /DB_XREF=gi:12845702 /FEA=mRNA /CNT=97 /TID=Mm.6960.1 /TIER=Stack /STK=66 /UG=Mm.6960 /LL=69716 /UG_GENE=Trip13 /UG_T
MOE430_2_1429338_a_ 35.9 56.9 P P 0.000244 0.000732 0.9 NC 0.003041 gb:BB443840 /DB_XREF=gi:16424911 /DB_XREF=BB443840 /CLONE=D030042P22 /FEA=mRNA /CNT=53 /TID=Mm.132646.1 /TIER=Stack /STK=36 /UG=
MOE430_2_1429461_at 129 239.9 P P 0.000244 0.000244 0.9 I 0.00002 gb:AK013101.1 /DB_XREF=gi:12850251 /FEA=mRNA /CNT=46 /TID=Mm.220929.1 /TIER=Stack /STK=20 /UG=Mm.220929 /LL=70422 /UG_GENE=2810417
MOE430_2_1429745_at 1.5 2 A A 0.8 0.66 0.9 NC 0.22 gb:AK005439.1 /DB_XREF=gi:12837989 /GEN=DXBay18 /FEA=mRNA /CNT=13 /TID=Mm.5154.2 /TIER=Stack /STK=9 /UG=Mm.5154 /LL=14070 /UG_TITL
MOE430_2_1429749_at 40.8 58.2 P P 0.000732 0.000244 0.9 I 0.000052 gb:AK020390.1 /DB_XREF=gi:12860964 /FEA=mRNA /CNT=14 /TID=Mm.10061.1 /TIER=Stack /STK=9 /UG=Mm.10061 /LL=77268 /UG_GENE=9330180L21



MOE430_2_1429868_at 8.8 11.1 A P 0.12 0.04 0.9 NC 0.03 gb:AK006179.1 /DB_XREF=gi:12839135 /FEA=mRNA /CNT=10 /TID=Mm.54306.1 /TIER=ConsEnd /STK=7 /UG=Mm.54306 /LL=67692 /UG_GENE=1700020
MOE430_2_1430047_at 8.8 20.2 P P 0.04 0.00415 0.9 I 0.001832 gb:AK012253.1 /DB_XREF=gi:12848877 /FEA=mRNA /CNT=13 /TID=Mm.44754.1 /TIER=ConsEnd /STK=4 /UG=Mm.44754 /LL=72573 /UG_GENE=2700017A
MOE430_2_1430049_at 0.5 0.9 A A 0.95 0.75 0.9 NC 0.01 gb:AV260265 /DB_XREF=gi:6247724 /DB_XREF=AV260265 /CLONE=4930412G10 /FEA=mRNA /CNT=11 /TID=Mm.87331.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430187_at 10.8 16.9 M P 0.06 0.03 0.9 NC 0.008511 gb:AK018216.1 /DB_XREF=gi:12857829 /FEA=mRNA /CNT=7 /TID=Mm.23140.1 /TIER=ConsEnd /STK=3 /UG=Mm.23140 /LL=76165 /UG_GENE=6330516O
MOE430_2_1430286_s_ 9.2 17.3 A P 0.19 0.01 0.9 NC 0.005933 gb:AK013448.1 /DB_XREF=gi:12850809 /FEA=mRNA /CNT=4 /TID=Mm.45223.1 /TIER=ConsEnd /STK=3 /UG=Mm.45223 /LL=72819 /UG_GENE=2810487F
MOE430_2_1430330_at 8.6 21.3 A P 0.12 0.03 0.9 NC 0.19 gb:AI662623 /DB_XREF=gi:4766206 /DB_XREF=mz71d09.x1 /CLONE=IMAGE:718865 /FEA=mRNA /CNT=9 /TID=Mm.116800.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430348_at 12.4 33.5 A A 0.3 0.17 0.9 NC 0.11 gb:BE945320 /DB_XREF=gi:10523079 /DB_XREF=UI-M-BZ0-axl-f-02-0-UI.s1 /CLONE=UI-M-BZ0-axl-f-02-0-UI /FEA=mRNA /CNT=6 /TID=Mm.154245.1
MOE430_2_1430358_at 20.4 34.1 A P 0.11 0.01 0.9 NC 0.04 gb:AV338072 /DB_XREF=gi:15406488 /DB_XREF=AV338072 /CLONE=6430407H14 /FEA=mRNA /CNT=7 /TID=Mm.158468.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430364_at 0.2 0.9 A A 0.99 0.93 0.9 MI 0.00225 gb:AI429259 /DB_XREF=gi:4275185 /DB_XREF=ml60c08.x1 /CLONE=IMAGE:516398 /FEA=mRNA /CNT=7 /TID=Mm.108729.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430393_at 0.9 1.6 A A 0.96 0.91 0.9 NC 0.34 gb:AV105737 /DB_XREF=gi:5253285 /DB_XREF=AV105737 /CLONE=2510017J16 /FEA=mRNA /CNT=6 /TID=Mm.158119.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430631_at 11.9 21.6 A A 0.21 0.09 0.9 NC 0.16 gb:AK016942.1 /DB_XREF=gi:12855945 /FEA=mRNA /CNT=9 /TID=Mm.158620.1 /TIER=ConsEnd /STK=1 /UG=Mm.158620 /LL=71214 /UG_GENE=493342
MOE430_2_1430706_at 9.5 15.2 A A 0.33 0.33 0.9 NC 0.11 gb:AK006750.1 /DB_XREF=gi:12839990 /FEA=mRNA /CNT=6 /TID=Mm.196072.1 /TIER=ConsEnd /STK=1 /UG=Mm.196072 /LL=73384 /UG_GENE=170005
MOE430_2_1430745_at 3.1 8.2 A A 0.17 0.06 0.9 NC 0.35 gb:AK020028.1 /DB_XREF=gi:12860485 /FEA=mRNA /CNT=5 /TID=Mm.125475.1 /TIER=ConsEnd /STK=1 /UG=Mm.125475 /LL=77066 /UG_GENE=593040
MOE430_2_1430820_a_ 9.4 18 A A 0.27 0.24 0.9 NC 0.03 gb:BC024449.1 /DB_XREF=gi:19354462 /FEA=mRNA /CNT=4 /TID=Mm.181039.3 /TIER=ConsEnd /STK=1 /UG=Mm.181039 /LL=70508 /UG_GENE=573040
MOE430_2_1430902_at 13.9 28.2 A P 0.19 0.03 0.9 NC 0.35 gb:AK019475.1 /DB_XREF=gi:12859703 /FEA=mRNA /CNT=4 /TID=Mm.71560.2 /TIER=ConsEnd /STK=1 /UG=Mm.71560 /LL=78750 /UG_GENE=4631433D
MOE430_2_1430926_at 0.4 1.3 A A 0.99 0.98 0.9 NC 0.36 gb:AK017232.1 /DB_XREF=gi:12856368 /FEA=mRNA /CNT=3 /TID=Mm.159759.1 /TIER=ConsEnd /STK=1 /UG=Mm.159759 /LL=76670 /UG_GENE=533040
MOE430_2_1430986_at 43.3 49.5 A P 0.12 0.03 0.9 I 0.000241 gb:AK012154.1 /DB_XREF=gi:12848722 /GEN=Farsl /FEA=mRNA /CNT=30 /TID=Mm.28922.2 /TIER=ConsEnd /STK=0 /UG=Mm.28922 /LL=23874 /UG_TIT
MOE430_2_1431069_at 0.3 0.7 A A 0.94 0.8 0.9 NC 0.11 gb:BI730651 /DB_XREF=gi:15707664 /DB_XREF=603351079F1 /CLONE=IMAGE:5358546 /FEA=mRNA /CNT=20 /TID=Mm.154303.1 /TIER=ConsEnd /STK=
MOE430_2_1431083_a_ 8.9 14.9 A P 0.12 0.008057 0.9 NC 0.002753 gb:AK012122.1 /DB_XREF=gi:12848673 /FEA=mRNA /CNT=11 /TID=Mm.46783.3 /TIER=ConsEnd /STK=0 /UG=Mm.46783 /LL=66263 /UG_GENE=1810014
MOE430_2_1431093_at 6.6 10 A A 0.5 0.11 0.9 NC 0.1 gb:AK014393.1 /DB_XREF=gi:12852212 /FEA=mRNA /CNT=15 /TID=Mm.35189.1 /TIER=ConsEnd /STK=0 /UG=Mm.35189 /LL=74025 /UG_GENE=3632410
MOE430_2_1431095_a_ 15.8 59 A P 0.11 0.008057 0.9 NC 0.41 gb:AI639807 /DB_XREF=gi:4702916 /DB_XREF=ms85b08.y1 /CLONE=IMAGE:618327 /FEA=mRNA /CNT=15 /TID=Mm.30552.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431201_at 3.9 10 A A 0.5 0.17 0.9 NC 0.04 gb:BB659415 /DB_XREF=gi:16493236 /DB_XREF=BB659415 /CLONE=D330037G19 /FEA=mRNA /CNT=14 /TID=Mm.170682.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431206_at 37.3 75 P P 0.000244 0.000244 0.9 I 0.00002 gb:BI110339 /DB_XREF=gi:14561240 /DB_XREF=602900771F1 /CLONE=IMAGE:5030609 /FEA=mRNA /CNT=11 /TID=Mm.160830.1 /TIER=ConsEnd /STK=
MOE430_2_1431286_at 0.6 0.6 A A 0.99 0.96 0.9 NC 0.18 gb:BB637114 /DB_XREF=gi:16472899 /DB_XREF=BB637114 /CLONE=A530053K18 /FEA=mRNA /CNT=5 /TID=Mm.159329.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431294_at 6.2 10.8 A A 0.36 0.17 0.9 NC 0.5 gb:AK016672.1 /DB_XREF=gi:12855537 /FEA=mRNA /CNT=5 /TID=Mm.195694.1 /TIER=ConsEnd /STK=0 /UG=Mm.195694 /LL=74062 /UG_GENE=493340
MOE430_2_1431480_at 0.8 0.5 A A 0.91 0.72 0.9 NC 0.23 gb:AV244995 /DB_XREF=gi:6232454 /DB_XREF=AV244995 /CLONE=4831435I08 /FEA=mRNA /CNT=3 /TID=Mm.55347.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1431586_at 6.2 11.4 A A 0.17 0.5 0.9 NC 0.5 gb:AK014981.1 /DB_XREF=gi:12853132 /FEA=mRNA /CNT=2 /TID=Mm.158502.1 /TIER=ConsEnd /STK=1 /UG=Mm.158502 /LL=70944 /UG_GENE=492152
MOE430_2_1431688_at 5.5 14.8 A A 0.46 0.19 0.9 NC 0.06 gb:AK014661.1 /DB_XREF=gi:12852654 /FEA=mRNA /CNT=3 /TID=Mm.203971.1 /TIER=ConsEnd /STK=0 /UG=Mm.203971 /LL=73899 /UG_GENE=483340
MOE430_2_1431779_at 2.9 3.2 A A 0.3 0.39 0.9 NC 0.5 gb:AK012034.1 /DB_XREF=gi:12848525 /GEN=Lmnb2 /FEA=mRNA /CNT=2 /TID=Mm.160328.1 /TIER=ConsEnd /STK=0 /UG=Mm.160328 /UG_TITLE=Mus 
MOE430_2_1431842_at 3.7 9.3 A A 0.39 0.36 0.9 NC 0.5 gb:AK015175.1 /DB_XREF=gi:12853410 /FEA=mRNA /CNT=1 /TID=Mm.159570.1 /TIER=ConsEnd /STK=0 /UG=Mm.159570 /LL=75781 /UG_GENE=493042
MOE430_2_1431847_at 1.3 1.1 A A 0.93 0.91 0.9 NC 0.02 gb:AK019939.1 /DB_XREF=gi:12860349 /FEA=mRNA /CNT=1 /TID=Mm.160078.1 /TIER=ConsEnd /STK=0 /UG=Mm.160078 /LL=78282 /UG_GENE=533043
MOE430_2_1431861_a_ 15.9 18.5 A A 0.24 0.21 0.9 NC 0.09 gb:AK016726.1 /DB_XREF=gi:12855619 /FEA=mRNA /CNT=1 /TID=Mm.25030.3 /TIER=ConsEnd /STK=0 /UG=Mm.25030 /LL=66699 /UG_GENE=4733401D
MOE430_2_1431863_at 6.6 9 A A 0.09 0.12 0.9 NC 0.36 gb:AK016492.1 /DB_XREF=gi:12855254 /FEA=mRNA /CNT=1 /TID=Mm.159170.1 /TIER=ConsEnd /STK=0 /UG=Mm.159170 /LL=74363 /UG_GENE=493143
MOE430_2_1431922_at 0.8 1.8 A A 0.96 0.9 0.9 NC 0.08 gb:AK018615.1 /DB_XREF=gi:12858412 /FEA=mRNA /CNT=1 /TID=Mm.158735.1 /TIER=ConsEnd /STK=0 /UG=Mm.158735 /LL=71597 /UG_GENE=913001
MOE430_2_1431978_at 3.5 10.7 A A 0.36 0.21 0.9 NC 0.48 gb:AK018472.1 /DB_XREF=gi:12858188 /FEA=mRNA /CNT=1 /TID=Mm.159233.1 /TIER=ConsEnd /STK=0 /UG=Mm.159233 /LL=74541 /UG_GENE=843043
MOE430_2_1432200_at 5.9 9.9 A P 0.24 0.04 0.9 NC 0.01 gb:AK021148.1 /DB_XREF=gi:12861935 /FEA=mRNA /CNT=1 /TID=Mm.159954.1 /TIER=ConsEnd /STK=0 /UG=Mm.159954 /LL=77614 /UG_GENE=C03004
MOE430_2_1432221_at 22.3 30.6 A A 0.33 0.17 0.9 NC 0.5 gb:AK017242.1 /DB_XREF=gi:12856380 /FEA=mRNA /CNT=1 /TID=Mm.159762.1 /TIER=ConsEnd /STK=0 /UG=Mm.159762 /LL=76679 /UG_GENE=533041
MOE430_2_1432317_at 14.2 37.7 P P 0.00293 0.001221 0.9 NC 0.03 gb:AK020496.1 /DB_XREF=gi:12861100 /FEA=mRNA /CNT=1 /TID=Mm.159888.1 /TIER=ConsEnd /STK=0 /UG=Mm.159888 /LL=77290 /UG_GENE=943007
MOE430_2_1432416_a_ 734.3 1715.8 P P 0.000244 0.000244 0.9 I 0.00002 gb:AK005498.1 /DB_XREF=gi:12838096 /GEN=Npm1 /FEA=mRNA /CNT=1 /TID=Mm.6343.3 /TIER=ConsEnd /STK=0 /UG=Mm.6343 /LL=18148 /UG_TITLE
MOE430_2_1432431_s_ 42.6 64.2 P P 0.000244 0.000732 0.9 NC 0.00712 gb:AK004072.1 /DB_XREF=gi:12835106 /FEA=mRNA /CNT=1 /TID=Mm.195677.1 /TIER=ConsEnd /STK=0 /UG=Mm.195677 /LL=73752 /UG_GENE=111003
MOE430_2_1432442_at 8 15.2 A P 0.06 0.03 0.9 NC 0.25 gb:AK015606.1 /DB_XREF=gi:12854005 /FEA=mRNA /CNT=1 /TID=Mm.206829.1 /TIER=ConsEnd /STK=0 /UG=Mm.206829 /LL=74997 /UG_GENE=493048
MOE430_2_1432491_at 0.8 2.6 A A 0.95 0.72 0.9 NC 0.04 gb:AK006960.1 /DB_XREF=gi:12840280 /GEN=Pcdh8 /FEA=mRNA /CNT=1 /TID=Mm.103811.2 /TIER=ConsEnd /STK=0 /UG=Mm.103811 /LL=18530 /UG_T
MOE430_2_1432500_at 0.4 0.3 A A 0.93 0.8 0.9 NC 0.04 gb:AK019107.1 /DB_XREF=gi:12859141 /FEA=mRNA /CNT=1 /TID=Mm.160082.1 /TIER=ConsEnd /STK=0 /UG=Mm.160082 /LL=78313 /UG_GENE=241000
MOE430_2_1432650_at 11.4 24 A M 0.12 0.05 0.9 NC 0.25 gb:AV106068 /DB_XREF=gi:5253616 /DB_XREF=AV106068 /CLONE=2510019I12 /FEA=mRNA /CNT=3 /TID=Mm.158141.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432741_at 0.2 0.3 A A 0.94 0.91 0.9 NC 0.17 gb:BB119579 /DB_XREF=gi:8772147 /DB_XREF=BB119579 /CLONE=9530071P10 /FEA=mRNA /CNT=2 /TID=Mm.160096.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432747_at 9.2 16.5 A P 0.17 0.03 0.9 NC 0.5 gb:AV278747 /DB_XREF=gi:6266784 /DB_XREF=AV278747 /CLONE=4933403J19 /FEA=mRNA /CNT=2 /TID=Mm.56320.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432794_at 0.2 1 A A 0.92 0.9 0.9 NC 0.29 gb:AV091021 /DB_XREF=gi:5238569 /DB_XREF=AV091021 /CLONE=2310058F05 /FEA=mRNA /CNT=2 /TID=Mm.64465.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432814_at 0.5 0.8 A A 0.88 0.96 0.9 NC 0.18 gb:AK013749.1 /DB_XREF=gi:12851234 /FEA=mRNA /CNT=2 /TID=Mm.58840.1 /TIER=ConsEnd /STK=0 /UG=Mm.58840 /LL=73043 /UG_GENE=2900064F
MOE430_2_1432839_at 4.5 10.1 A A 0.17 0.19 0.9 NC 0.35 gb:BM114929 /DB_XREF=gi:17077947 /DB_XREF=L0813A02-3 /CLONE=L0813A02 /FEA=mRNA /CNT=2 /TID=Mm.159718.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432905_at 7.3 14.9 A A 0.3 0.12 0.9 NC 0.02 gb:AK014131.1 /DB_XREF=gi:12851804 /FEA=mRNA /CNT=1 /TID=Mm.158951.1 /TIER=ConsEnd /STK=0 /UG=Mm.158951 /LL=73125 /UG_GENE=311003
MOE430_2_1432964_at 0.7 7.3 A A 0.39 0.27 0.9 NC 0.5 gb:AK010698.1 /DB_XREF=gi:12846333 /FEA=mRNA /CNT=1 /TID=Mm.203977.1 /TIER=ConsEnd /STK=0 /UG=Mm.203977 /LL=76772 /UG_GENE=241004
MOE430_2_1433017_at 6.2 11.9 A A 0.6 0.33 0.9 NC 0.1 gb:AK016186.1 /DB_XREF=gi:12854819 /FEA=mRNA /CNT=1 /TID=Mm.219778.1 /TIER=ConsEnd /STK=0 /UG=Mm.219778 /LL=75838 /UG_GENE=493056
MOE430_2_1433148_at 7 20.5 A A 0.5 0.3 0.9 NC 0.39 gb:AK015786.1 /DB_XREF=gi:12854257 /FEA=mRNA /CNT=1 /TID=Mm.159429.1 /TIER=ConsEnd /STK=0 /UG=Mm.159429 /LL=75108 /UG_GENE=493051
MOE430_2_1433246_at 0.5 1.1 A A 0.91 0.6 0.9 NC 0.05 gb:AK020161.1 /DB_XREF=gi:12860662 /FEA=mRNA /CNT=1 /TID=Mm.160016.1 /TIER=ConsEnd /STK=0 /UG=Mm.160016 /LL=77896 /UG_GENE=672047
MOE430_2_1433280_at 6 14.1 A A 0.39 0.36 0.9 NC 0.09 gb:AK016844.1 /DB_XREF=gi:12855794 /FEA=mRNA /CNT=1 /TID=Mm.195603.1 /TIER=ConsEnd /STK=0 /UG=Mm.195603 /LL=71182 /UG_GENE=493341
MOE430_2_1433341_at 0.6 2.2 A A 0.95 0.88 0.9 NC 0.44 gb:AK017567.1 /DB_XREF=gi:12856867 /FEA=mRNA /CNT=1 /TID=Mm.195569.1 /TIER=ConsEnd /STK=0 /UG=Mm.195569 /LL=70550 /UG_GENE=573041
MOE430_2_1433357_at 5.6 11.2 A A 0.36 0.5 0.9 NC 0.5 gb:AK017599.1 /DB_XREF=gi:12856922 /FEA=mRNA /CNT=1 /TID=Mm.158402.1 /TIER=ConsEnd /STK=0 /UG=Mm.158402 /LL=70543 /UG_GENE=573042
MOE430_2_1433414_at 0.9 3.2 A A 0.78 0.72 0.9 NC 0.2 gb:AK020658.1 /DB_XREF=gi:12861306 /FEA=mRNA /CNT=1 /TID=Mm.160122.1 /TIER=ConsEnd /STK=0 /UG=Mm.160122 /LL=78742 /UG_GENE=953008
MOE430_2_1433431_at 3.7 10.9 A A 0.08 0.21 0.9 NC 0.5 gb:AI326372 /DB_XREF=gi:4060801 /DB_XREF=mm11g06.x1 /CLONE=IMAGE:521242 /FEA=EST /CNT=447 /TID=Mm.20407.2 /TIER=Stack /STK=255 /UG
MOE430_2_1433437_at 0.9 1.5 A A 0.97 0.95 0.9 NC 0.41 gb:AV147281 /DB_XREF=gi:5351414 /DB_XREF=AV147281 /CLONE=2810460I19 /FEA=EST /CNT=227 /TID=Mm.3532.2 /TIER=Stack /STK=224 /UG=Mm.
MOE430_2_1433667_at 1.9 1.4 A A 0.72 0.46 0.9 NC 0.13 gb:BB350292 /DB_XREF=gi:16405273 /DB_XREF=BB350292 /CLONE=B930079D22 /FEA=EST /CNT=95 /TID=Mm.41708.1 /TIER=Stack /STK=75 /UG=Mm
MOE430_2_1433790_at 36.6 67 A P 0.17 0.01 0.9 I 0.000023 gb:BB667806 /DB_XREF=gi:16399255 /DB_XREF=BB667806 /CLONE=C730042B03 /FEA=EST /CNT=66 /TID=Mm.124905.1 /TIER=Stack /STK=61 /UG=M
MOE430_2_1433848_at 15.7 31.9 P P 0.001953 0.01 0.9 NC 0.02 gb:BM213941 /DB_XREF=gi:17771966 /DB_XREF=C0843G10-3 /CLONE=C0843G10 /FEA=EST /CNT=168 /TID=Mm.89845.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1434095_at 7.6 14.9 A A 0.53 0.24 0.9 NC 0.08 gb:BM226712 /DB_XREF=gi:17788739 /DB_XREF=K0232C10-3 /CLONE=K0232C10 /FEA=EST /CNT=55 /TID=Mm.23573.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434243_s_ 16.6 31.1 P P 0.001953 0.000732 0.9 I 0.000618 gb:AV233564 /DB_XREF=gi:15405056 /DB_XREF=AV233564 /CLONE=4632425L03 /FEA=EST /CNT=40 /TID=Mm.21473.2 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434278_at 35.5 68.7 P P 0.000244 0.000244 0.9 I 0.001336 gb:BG076122 /DB_XREF=gi:12558691 /DB_XREF=H3155H08-3 /CLONE=H3155H08 /FEA=EST /CNT=386 /TID=Mm.30502.2 /TIER=Stack /STK=36 /UG=M
MOE430_2_1434327_at 17.1 31.3 A P 0.14 0.01 0.9 MI 0.002032 gb:BM250342 /DB_XREF=gi:17885612 /DB_XREF=K0848A12-3 /CLONE=K0848A12 /FEA=EST /CNT=37 /TID=Mm.38237.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1434393_at 40.8 92.1 P P 0.000244 0.001221 0.9 I 0.000346 gb:BM235696 /DB_XREF=gi:17870966 /DB_XREF=K0423D04-3 /CLONE=K0423D04 /FEA=EST /CNT=96 /TID=Mm.13148.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1434433_x_ 19.9 29.5 P P 0.00415 0.000244 0.9 I 0.001651 gb:BF730671 /DB_XREF=gi:12048535 /DB_XREF=mab67d04.x1 /CLONE=IMAGE:3975223 /FEA=EST /CNT=33 /TID=Mm.28437.2 /TIER=Stack /STK=33 /U
MOE430_2_1434457_at 3.8 3.5 A A 0.56 0.62 0.9 NC 0.37 gb:AV284523 /DB_XREF=gi:16391844 /DB_XREF=AV284523 /CLONE=5031400L14 /FEA=EST /CNT=51 /TID=Mm.13125.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434494_at 16.4 36.2 A A 0.36 0.06 0.9 NC 0.01 gb:BG071693 /DB_XREF=gi:12554262 /DB_XREF=H3102B03-3 /CLONE=H3102B03 /FEA=EST /CNT=35 /TID=Mm.11934.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434593_at 43.6 71.4 P P 0.000732 0.000244 0.9 I 0.00013 gb:AV271901 /DB_XREF=gi:15405496 /DB_XREF=AV271901 /CLONE=4931417G05 /FEA=EST /CNT=33 /TID=Mm.31867.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434604_at 121.5 247.1 P P 0.000732 0.000244 0.9 I 0.00002 gb:BM243780 /DB_XREF=gi:17879050 /DB_XREF=K0701G03-3 /CLONE=K0701G03 /FEA=EST /CNT=119 /TID=Mm.154309.2 /TIER=Stack /STK=28 /UG=
MOE430_2_1434754_at 17.2 28.1 P P 0.000244 0.005859 0.9 NC 0.09 gb:AU067654 /DB_XREF=gi:4968391 /DB_XREF=AU067654 /CLONE=MNCb-0207 /FEA=EST /CNT=68 /TID=Mm.26548.1 /TIER=Stack /STK=25 /UG=Mm.2
MOE430_2_1434761_at 7.9 12.5 A P 0.19 0.01 0.9 NC 0.23 gb:BM224801 /DB_XREF=gi:17786190 /DB_XREF=K0201F10-3 /CLONE=K0201F10 /FEA=EST /CNT=73 /TID=Mm.80339.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1434842_s_ 79.7 130.9 P P 0.001953 0.000244 0.9 I 0.000027 gb:AV294165 /DB_XREF=gi:15405842 /DB_XREF=AV294165 /CLONE=5530402D09 /FEA=EST /CNT=45 /TID=Mm.5935.1 /TIER=Stack /STK=24 /UG=Mm.5
MOE430_2_1434919_at 60.9 109.3 P P 0.01 0.001953 0.9 I 0.00002 gb:BQ176868 /DB_XREF=gi:20352360 /DB_XREF=UI-M-DJ2-bvz-n-20-0-UI.s1 /CLONE=UI-M-DJ2-bvz-n-20-0-UI /FEA=EST /CNT=24 /TID=Mm.65341.
MOE430_2_1435104_at 27.1 52.3 A P 0.11 0.01 0.9 I 0.000035 gb:BI900142 /DB_XREF=gi:16188080 /DB_XREF=id13c05.x1 /CLONE=IMAGE:5662857 /FEA=EST /CNT=51 /TID=Mm.32047.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435106_at 6.5 17.4 A P 0.21 0.03 0.9 NC 0.23 gb:AV024662 /DB_XREF=gi:15431416 /DB_XREF=AV024662 /CLONE=1200006A12 /FEA=EST /CNT=25 /TID=Mm.24441.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435255_at 19.4 46 A A 0.27 0.09 0.9 NC 0.08 gb:BM119522 /DB_XREF=gi:17087536 /DB_XREF=L0926C09-3 /CLONE=L0926C09 /FEA=EST /CNT=69 /TID=Mm.33361.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1435282_at 19.3 47.4 P P 0.01 0.001953 0.9 NC 0.07 gb:BE647179 /DB_XREF=gi:9972961 /DB_XREF=UI-M-BH1-ame-d-08-0-UI.r1 /CLONE=UI-M-BH1-ame-d-08-0-UI /FEA=EST /CNT=25 /TID=Mm.25363.1
MOE430_2_1435297_at 1.1 0.8 A A 0.85 0.78 0.9 NC 0.2 gb:BI737842 /DB_XREF=gi:15714855 /DB_XREF=603357403F1 /CLONE=IMAGE:5364480 /FEA=EST /CNT=19 /TID=Mm.188875.1 /TIER=Stack /STK=18 /U
MOE430_2_1435332_at 8.7 14 A A 0.33 0.45 0.9 NC 0.5 gb:BQ175864 /DB_XREF=gi:20351356 /DB_XREF=UI-M-DJ2-bwf-m-03-0-UI.s1 /CLONE=UI-M-DJ2-bwf-m-03-0-UI /FEA=EST /CNT=34 /TID=Mm.32429
MOE430_2_1435385_at 3.1 5.9 A A 0.75 0.63 0.9 NC 0.28 gb:AW556161 /DB_XREF=gi:7201590 /DB_XREF=L0264F06-3 /CLONE=L0264F06 /FEA=EST /CNT=35 /TID=Mm.28740.1 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1435617_at 5.7 10.3 A A 0.24 0.14 0.9 NC 0.5 gb:BQ175501 /DB_XREF=gi:20350993 /DB_XREF=UI-M-DJ2-bvw-e-10-0-UI.s1 /CLONE=UI-M-DJ2-bvw-e-10-0-UI /FEA=EST /CNT=16 /TID=Mm.32976
MOE430_2_1435635_at 16.4 34.3 P P 0.00293 0.001953 0.9 NC 0.05 gb:BB549335 /DB_XREF=gi:9620763 /DB_XREF=BB549335 /CLONE=E230015D02 /FEA=EST /CNT=127 /TID=Mm.21539.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1435710_at 1.9 4.5 A A 0.63 0.5 0.9 NC 0.09 gb:BB034038 /DB_XREF=gi:16258260 /DB_XREF=BB034038 /CLONE=5830488I19 /FEA=EST /CNT=15 /TID=Mm.30743.1 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1435717_at 140.6 243.2 P P 0.000732 0.000732 0.9 I 0.000346 gb:AV250971 /DB_XREF=gi:16387575 /DB_XREF=AV250971 /CLONE=4833428C12 /FEA=EST /CNT=26 /TID=Mm.18298.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435767_at 9.2 11.4 P P 0.04 0.01 0.9 NC 0.28 gb:BE951842 /DB_XREF=gi:10591609 /DB_XREF=UI-M-CC0-ayf-e-05-0-UI.s1 /CLONE=UI-M-CC0-ayf-e-05-0-UI /FEA=EST /CNT=48 /TID=Mm.45097.2
MOE430_2_1435793_at 91 145 P P 0.000244 0.000244 0.9 I 0.000101 gb:BM219801 /DB_XREF=gi:17779729 /DB_XREF=C0930C07-3 /CLONE=C0930C07 /FEA=EST /CNT=24 /TID=Mm.41291.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435934_at 12.8 20.5 A P 0.08 0.01 0.9 NC 0.003355 gb:AI643884 /DB_XREF=gi:4722359 /DB_XREF=vu61e10.x1 /CLONE=IMAGE:1195914 /FEA=EST /CNT=18 /TID=Mm.3014.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436108_at 10.5 18.9 A P 0.08 0.000732 0.9 I 0.000273 gb:AV232965 /DB_XREF=gi:15405037 /DB_XREF=AV232965 /CLONE=4632419B12 /FEA=EST /CNT=13 /TID=Mm.72105.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436125_at 72.4 127.1 P P 0.01 0.005859 0.9 I 0.000214 gb:AV381575 /DB_XREF=gi:16398336 /DB_XREF=AV381575 /CLONE=9230116L08 /FEA=EST /CNT=14 /TID=Mm.37332.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436186_at 47.1 94.2 P P 0.00293 0.000244 0.9 I 0.00002 gb:BM247465 /DB_XREF=gi:17882735 /DB_XREF=K0802D01-3 /CLONE=K0802D01 /FEA=EST /CNT=22 /TID=Mm.1911.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1436197_at 44 60.7 P P 0.001221 0.001953 0.9 I 0.000189 gb:BI651416 /DB_XREF=gi:15565652 /DB_XREF=603298151F1 /CLONE=IMAGE:5338741 /FEA=EST /CNT=20 /TID=Mm.25332.1 /TIER=Stack /STK=10 /UG
MOE430_2_1436278_at 13.3 29.7 A A 0.21 0.08 0.9 NC 0.16 gb:BM934468 /DB_XREF=gi:19393620 /DB_XREF=UI-M-BH2.2-aqi-a-01-0-UI.r1 /CLONE=UI-M-BH2.2-aqi-a-01-0-UI /FEA=EST /CNT=10 /TID=Mm.1539
MOE430_2_1436352_at 41.7 84.7 P P 0.008057 0.00293 0.9 I 0.000068 gb:BF226994 /DB_XREF=gi:11134976 /DB_XREF=uz35c12.x1 /CLONE=IMAGE:3671062 /FEA=EST /CNT=27 /TID=Mm.105652.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1436428_at 5.3 15.6 A A 0.17 0.08 0.9 NC 0.19 gb:AV220367 /DB_XREF=gi:16384647 /DB_XREF=AV220367 /CLONE=3221401A04 /FEA=EST /CNT=15 /TID=Mm.35088.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436463_at 0.8 1.7 A A 0.72 0.53 0.9 NC 0.13 gb:AU067666 /DB_XREF=gi:4968403 /DB_XREF=AU067666 /CLONE=MNCb-0281 /FEA=EST /CNT=10 /TID=Mm.90274.1 /TIER=Stack /STK=9 /UG=Mm.90
MOE430_2_1436500_at 17.6 23.3 A P 0.08 0.03 0.9 NC 0.11 gb:BM210662 /DB_XREF=gi:17767593 /DB_XREF=C0668D03-3 /CLONE=C0668D03 /FEA=EST /CNT=45 /TID=Mm.16775.8 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436550_at 21.8 39.8 P P 0.00293 0.000732 0.9 NC 0.01 gb:BB706685 /DB_XREF=gi:16055520 /DB_XREF=BB706685 /CLONE=7420492F17 /FEA=EST /CNT=13 /TID=Mm.44605.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1436590_at 7.4 21.6 A A 0.27 0.12 0.9 NC 0.11 gb:BG071940 /DB_XREF=gi:12554509 /DB_XREF=H3104H08-3 /CLONE=H3104H08 /FEA=EST /CNT=23 /TID=Mm.24668.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436670_x_ 46.6 86.5 P P 0.000732 0.001221 0.9 I 0.000241 gb:BM214338 /DB_XREF=gi:17772456 /DB_XREF=C0849B07-3 /CLONE=C0849B07 /FEA=EST /CNT=8 /TID=Mm.24454.3 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436725_at 20.4 51.1 P P 0.01 0.000244 0.9 I 0.00003 gb:BM226118 /DB_XREF=gi:17787914 /DB_XREF=K0222D07-3 /CLONE=K0222D07 /FEA=EST /CNT=94 /TID=Mm.113006.1 /TIER=Stack /STK=87 /UG=M
MOE430_2_1436727_x_ 21.4 54.2 P P 0.008057 0.008057 0.9 NC 0.5 gb:BB470898 /DB_XREF=gi:16427849 /DB_XREF=BB470898 /CLONE=D230035O14 /FEA=EST /CNT=93 /TID=Mm.200841.1 /TIER=Stack /STK=86 /UG=M
MOE430_2_1436745_at 312.1 608.5 P P 0.000244 0.000244 0.9 I 0.00002 gb:BB271761 /DB_XREF=gi:16400677 /DB_XREF=BB271761 /CLONE=A830058K19 /FEA=EST /CNT=74 /TID=Mm.32901.1 /TIER=Stack /STK=72 /UG=Mm
MOE430_2_1436796_at 69.2 132.4 P P 0.000732 0.000732 0.9 I 0.000114 gb:BB237072 /DB_XREF=gi:16354866 /DB_XREF=BB237072 /CLONE=A630063B10 /FEA=EST /CNT=77 /TID=Mm.36541.2 /TIER=Stack /STK=51 /UG=Mm
MOE430_2_1436858_at 181.5 312.8 P P 0.008057 0.001221 0.9 I 0.00002 gb:BI202431 /DB_XREF=gi:14668403 /DB_XREF=UI-M-CG0p-bro-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bro-e-07-0-UI /FEA=EST /CNT=183 /TID=Mm.2865
MOE430_2_1436864_at 6.9 7.8 A A 0.24 0.14 0.9 NC 0.03 gb:BM214060 /DB_XREF=gi:17772115 /DB_XREF=C0845D12-3 /CLONE=C0845D12 /FEA=EST /CNT=42 /TID=Mm.217808.1 /TIER=Stack /STK=42 /UG=M
MOE430_2_1436891_at 6.1 6.7 A A 0.63 0.36 0.9 NC 0.22 gb:AW536567 /DB_XREF=gi:7178984 /DB_XREF=G0106A11-3 /CLONE=G0106A11 /FEA=EST /CNT=61 /TID=Mm.102507.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1436933_at 21.5 45 P P 0.01 0.001953 0.9 NC 0.002753 gb:BM211430 /DB_XREF=gi:17768630 /DB_XREF=C0806D09-3 /CLONE=C0806D09 /FEA=EST /CNT=35 /TID=Mm.216107.1 /TIER=Stack /STK=35 /UG=M
MOE430_2_1436940_at 2.2 7.9 A A 0.72 0.6 0.9 NC 0.29 gb:AW987536 /DB_XREF=gi:8182456 /DB_XREF=uf25f12.x1 /CLONE=IMAGE:1512431 /FEA=EST /CNT=47 /TID=Mm.154651.2 /TIER=Stack /STK=34 /UG=
MOE430_2_1437030_at 1 1 A A 0.97 0.93 0.9 NC 0.03 gb:AV257260 /DB_XREF=gi:15405346 /DB_XREF=AV257260 /CLONE=4921535E01 /FEA=EST /CNT=29 /TID=Mm.100350.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437058_at 7.4 18.2 A P 0.12 0.03 0.9 NC 0.44 gb:AI450376 /DB_XREF=gi:4296570 /DB_XREF=mu31d09.x1 /CLONE=IMAGE:641009 /FEA=EST /CNT=71 /TID=Mm.29268.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1437111_at 15.7 23.6 P P 0.001221 0.000732 0.9 MI 0.00249 gb:BB183628 /DB_XREF=gi:16270262 /DB_XREF=BB183628 /CLONE=A230108E06 /FEA=EST /CNT=43 /TID=Mm.32738.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437166_at 42 70 P P 0.008057 0.001953 0.9 I 0.000214 gb:BM238063 /DB_XREF=gi:17873333 /DB_XREF=K0511E06-3 /CLONE=K0511E06 /FEA=EST /CNT=29 /TID=Mm.110727.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1437209_at 35.1 70.6 P P 0.00415 0.005859 0.9 NC 0.02 gb:AV324566 /DB_XREF=gi:16395348 /DB_XREF=AV324566 /CLONE=6230425F05 /FEA=EST /CNT=27 /TID=Mm.73618.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437244_at 16.9 30.7 P P 0.001221 0.000732 0.9 I 0.001832 gb:BB770972 /DB_XREF=gi:16197271 /DB_XREF=BB770972 /CLONE=G370118O13 /FEA=EST /CNT=47 /TID=Mm.11982.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437286_x_ 28.3 43.7 P P 0.005859 0.000732 0.9 NC 0.03 gb:BG070096 /DB_XREF=gi:12552588 /DB_XREF=H3082G01-3 /CLONE=H3082G01 /FEA=EST /CNT=136 /TID=Mm.42110.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437409_s_ 106.9 174.4 P P 0.000732 0.000244 0.9 I 0.000027 gb:BB812574 /DB_XREF=gi:16985203 /DB_XREF=BB812574 /CLONE=G730015E09 /FEA=EST /CNT=29 /TID=Mm.23058.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437573_at 5.8 11.2 A P 0.14 0.005859 0.9 I 0.000774 gb:BF018351 /DB_XREF=gi:10749683 /DB_XREF=uw98c04.x1 /CLONE=IMAGE:3470022 /FEA=EST /CNT=21 /TID=Mm.124704.1 /TIER=Stack /STK=16 /U
MOE430_2_1437677_at 12.5 21.9 A P 0.08 0.02 0.9 NC 0.16 gb:BG063913 /DB_XREF=gi:12546476 /DB_XREF=H3013C05-3 /CLONE=H3013C05 /FEA=EST /CNT=16 /TID=Mm.32200.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437768_at 23.6 37.3 P P 0.01 0.01 0.9 NC 0.004073 gb:BE994936 /DB_XREF=gi:10678674 /DB_XREF=UI-M-CG0p-bik-c-07-0-UI.s1 /CLONE=UI-M-CG0p-bik-c-07-0-UI /FEA=EST /CNT=23 /TID=Mm.82558
MOE430_2_1437796_at 0.8 1.7 A A 0.96 0.72 0.9 NC 0.5 gb:BB077283 /DB_XREF=gi:16260404 /DB_XREF=BB077283 /CLONE=9330134N15 /FEA=EST /CNT=15 /TID=Mm.102037.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1438041_at 25.7 66.7 A P 0.06 0.000244 0.9 I 0.00003 gb:BG963325 /DB_XREF=gi:14350962 /DB_XREF=602827745F1 /CLONE=IMAGE:4982507 /FEA=EST /CNT=20 /TID=Mm.200668.1 /TIER=Stack /STK=12 /
MOE430_2_1438054_x_ 0.4 0.6 A A 0.76 0.94 0.9 NC 0.57 gb:BB125998 /DB_XREF=gi:8780330 /DB_XREF=BB125998 /CLONE=9630010H07 /FEA=EST /CNT=18 /TID=Mm.153078.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438204_at 6.3 11.5 A A 0.53 0.36 0.9 NC 0.35 gb:AW741575 /DB_XREF=gi:7653353 /DB_XREF=ur57b05.x1 /CLONE=IMAGE:3154353 /FEA=EST /CNT=55 /TID=Mm.193539.6 /TIER=Stack /STK=11 /UG
MOE430_2_1438219_at 0.5 1.4 A A 0.9 0.88 0.9 NC 0.06 gb:BI134072 /DB_XREF=gi:14584320 /DB_XREF=UI-M-BH3-bsh-d-06-0-UI.s1 /CLONE=UI-M-BH3-bsh-d-06-0-UI /FEA=EST /CNT=20 /TID=Mm.2236.2 
MOE430_2_1438252_at 0.2 0.3 A A 0.99 0.95 0.9 NC 0.11 gb:BB107020 /DB_XREF=gi:8759588 /DB_XREF=BB107020 /CLONE=9530004D05 /FEA=EST /CNT=15 /TID=Mm.27035.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438276_at 9.5 17.9 A A 0.39 0.21 0.9 NC 0.11 gb:BM239260 /DB_XREF=gi:17874530 /DB_XREF=K0531E09-3 /CLONE=K0531E09 /FEA=EST /CNT=13 /TID=Mm.166546.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438320_s_ 1333.5 2373.6 P P 0.000488 0.000488 0.9 I 0.000044 gb:BB464359 /DB_XREF=gi:9381548 /DB_XREF=BB464359 /CLONE=D130090G20 /FEA=EST /CNT=12 /TID=Mm.18923.3 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438335_at 5.8 9.3 A A 0.46 0.56 0.9 NC 0.5 gb:BB486118 /DB_XREF=gi:16441342 /DB_XREF=BB486118 /CLONE=D430035B03 /FEA=EST /CNT=11 /TID=Mm.131871.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438363_at 6.7 17.1 A A 0.24 0.08 0.9 NC 0.5 gb:BB332375 /DB_XREF=gi:9041138 /DB_XREF=BB332375 /CLONE=B730047G02 /FEA=EST /CNT=11 /TID=Mm.131907.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438517_at 15.8 26.7 P P 0.01 0.01 0.9 NC 0.07 gb:BB818997 /DB_XREF=gi:16991626 /DB_XREF=BB818997 /CLONE=G730047G03 /FEA=EST /CNT=13 /TID=Mm.138110.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438604_at 10.2 11.2 A M 0.46 0.05 0.9 NC 0.00712 gb:BF319676 /DB_XREF=gi:11268458 /DB_XREF=uy62d12.x1 /CLONE=IMAGE:3664151 /FEA=EST /CNT=10 /TID=Mm.52511.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1438703_at 18.2 22.7 A A 0.14 0.12 0.9 NC 0.37 gb:BM241442 /DB_XREF=gi:17876712 /DB_XREF=K0616H07-3 /CLONE=K0616H07 /FEA=EST /CNT=18 /TID=Mm.26386.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438718_at 2.7 8 A A 0.5 0.17 0.9 NC 0.22 gb:AW046863 /DB_XREF=gi:5907392 /DB_XREF=UI-M-BH1-akl-a-11-0-UI.s1 /CLONE=UI-M-BH1-akl-a-11-0-UI /FEA=EST /CNT=16 /TID=Mm.44895.1 /
MOE430_2_1438726_at 10.6 22 A P 0.14 0.04 0.9 NC 0.006503 gb:BB533836 /DB_XREF=gi:9585765 /DB_XREF=BB533836 /CLONE=E030032D12 /FEA=EST /CNT=20 /TID=Mm.52312.1 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1438738_at 4.7 8.2 A P 0.33 0.04 0.9 NC 0.21 gb:BG063598 /DB_XREF=gi:12546161 /DB_XREF=H3009B12-3 /CLONE=H3009B12 /FEA=EST /CNT=16 /TID=Mm.100633.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438829_at 17.7 36.2 A A 0.12 0.12 0.9 NC 0.5 gb:BB801060 /DB_XREF=gi:16970683 /DB_XREF=BB801060 /CLONE=G630034D09 /FEA=EST /CNT=10 /TID=Mm.132766.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438880_at 12.5 27.9 A P 0.11 0.008057 0.9 I 0.000147 gb:AV321778 /DB_XREF=gi:16395117 /DB_XREF=AV321778 /CLONE=6030437H22 /FEA=EST /CNT=9 /TID=Mm.131541.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439110_at 19.8 28.7 P P 0.008057 0.005859 0.9 NC 0.17 gb:BB251875 /DB_XREF=gi:8944621 /DB_XREF=BB251875 /CLONE=A730048H19 /FEA=EST /CNT=14 /TID=Mm.3711.2 /TIER=Stack /STK=8 /UG=Mm.37
MOE430_2_1439147_at 2.7 6.2 A A 0.63 0.56 0.9 NC 0.86 gb:BB426251 /DB_XREF=gi:16423664 /DB_XREF=BB426251 /CLONE=C630001B07 /FEA=EST /CNT=11 /TID=Mm.60083.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439155_at 76.5 126.3 P P 0.00415 0.00293 0.9 I 0.000492 gb:AI838750 /DB_XREF=gi:5472963 /DB_XREF=UI-M-AO0-acf-e-04-0-UI.s1 /CLONE=UI-M-AO0-acf-e-04-0-UI /FEA=EST /CNT=16 /TID=Mm.101146.1 
MOE430_2_1439170_at 13.7 31.3 A P 0.19 0.03 0.9 NC 0.00712 gb:AU067772 /DB_XREF=gi:4968509 /DB_XREF=AU067772 /CLONE=MNCb-1654 /FEA=EST /CNT=10 /TID=Mm.25251.1 /TIER=Stack /STK=8 /UG=Mm.25
MOE430_2_1439211_at 0.4 0.6 A A 0.82 0.39 0.9 NC 0.06 gb:BG068098 /DB_XREF=gi:12550667 /DB_XREF=H3061G03-3 /CLONE=H3061G03 /FEA=EST /CNT=9 /TID=Mm.25923.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439261_x_ 4.4 7.3 A M 0.33 0.05 0.9 NC 0.007788 gb:AV102700 /DB_XREF=gi:5250248 /DB_XREF=AV102700 /CLONE=2410108I06 /FEA=EST /CNT=9 /TID=Mm.30851.3 /TIER=Stack /STK=8 /UG=Mm.308
MOE430_2_1439266_a_ 399.9 747.2 P P 0.000244 0.000244 0.9 I 0.000035 gb:AV260647 /DB_XREF=gi:6248106 /DB_XREF=AV260647 /CLONE=4930414K22 /FEA=EST /CNT=9 /TID=Mm.22358.3 /TIER=Stack /STK=8 /UG=Mm.223
MOE430_2_1439301_at 14.6 32.3 P P 0.03 0.000244 0.9 I 0.00002 gb:BM240022 /DB_XREF=gi:17875292 /DB_XREF=K0545A08-3 /CLONE=K0545A08 /FEA=EST /CNT=8 /TID=Mm.214924.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439320_at 2.3 8.3 A A 0.56 0.53 0.9 NC 0.07 gb:BB398014 /DB_XREF=gi:15411693 /DB_XREF=BB398014 /CLONE=C330006H24 /FEA=EST /CNT=8 /TID=Mm.132070.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439337_at 5.1 9.5 A M 0.36 0.05 0.9 NC 0.18 gb:BB446548 /DB_XREF=gi:16425112 /DB_XREF=BB446548 /CLONE=D030056H14 /FEA=EST /CNT=8 /TID=Mm.188040.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439341_at 80.4 167.3 P P 0.000732 0.000732 0.9 I 0.00002 gb:BB203252 /DB_XREF=gi:16351681 /DB_XREF=BB203252 /CLONE=A430050O08 /FEA=EST /CNT=8 /TID=Mm.183863.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439366_at 1 2.3 A A 0.87 0.63 0.9 NC 0.15 gb:BB314567 /DB_XREF=gi:9015272 /DB_XREF=BB314567 /CLONE=B230348B02 /FEA=EST /CNT=8 /TID=Mm.27453.8 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1439578_at 52.1 126.3 P P 0.000244 0.000244 0.9 I 0.000147 gb:BB713457 /DB_XREF=gi:16066626 /DB_XREF=BB713457 /CLONE=B020047A14 /FEA=EST /CNT=9 /TID=Mm.219133.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439622_at 0.4 1.2 A A 0.8 0.53 0.9 NC 0.04 gb:AV291679 /DB_XREF=gi:16392407 /DB_XREF=AV291679 /CLONE=5430408M01 /FEA=EST /CNT=8 /TID=Mm.36661.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439871_at 2.2 3 A A 0.5 0.55 0.9 NC 0.37 gb:BB449235 /DB_XREF=gi:16425338 /DB_XREF=BB449235 /CLONE=D030070K03 /FEA=EST /CNT=8 /TID=Mm.133256.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439879_at 7.9 12.3 A A 0.21 0.07 0.9 NC 0.2 gb:AI503123 /DB_XREF=gi:4400974 /DB_XREF=vm95e06.x1 /CLONE=IMAGE:1006018 /FEA=EST /CNT=8 /TID=Mm.35762.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439926_at 11.6 26.5 A A 0.06 0.12 0.9 NC 0.55 gb:BB326056 /DB_XREF=gi:16403610 /DB_XREF=BB326056 /CLONE=B430203F21 /FEA=EST /CNT=7 /TID=Mm.210052.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439986_at 40.5 64.4 P P 0.00415 0.000732 0.9 I 0.001201 gb:BE647270 /DB_XREF=gi:9973053 /DB_XREF=UI-M-BH1-alv-b-10-0-UI.r1 /CLONE=UI-M-BH1-alv-b-10-0-UI /FEA=EST /CNT=8 /TID=Mm.139159.1 /
MOE430_2_1440107_at 4.2 5.7 A A 0.66 0.6 0.9 NC 0.25 gb:BB077622 /DB_XREF=gi:16260426 /DB_XREF=BB077622 /CLONE=9330142A06 /FEA=EST /CNT=6 /TID=Mm.131403.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440122_at 1.4 0.7 A A 0.87 0.87 0.9 NC 0.5 gb:AV284066 /DB_XREF=gi:16391802 /DB_XREF=AV284066 /CLONE=4933439E13 /FEA=EST /CNT=6 /TID=Mm.189718.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440130_at 8.9 9.6 A A 0.27 0.17 0.9 NC 0.46 gb:BB484394 /DB_XREF=gi:16441145 /DB_XREF=BB484394 /CLONE=D430025F03 /FEA=EST /CNT=6 /TID=Mm.114806.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440272_at 66.1 122.3 P P 0.000244 0.000732 0.9 I 0.000241 gb:BB232473 /DB_XREF=gi:16354528 /DB_XREF=BB232473 /CLONE=A630039C05 /FEA=EST /CNT=9 /TID=Mm.33045.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440450_at 8.3 15.3 A P 0.14 0.03 0.9 NC 0.1 gb:AW611466 /DB_XREF=gi:7316652 /DB_XREF=un64b08.x1 /CLONE=IMAGE:2503383 /FEA=EST /CNT=6 /TID=Mm.165735.1 /TIER=ConsEnd /STK=5 /UG



MOE430_2_1440468_at 1.4 7.5 A A 0.65 0.33 0.9 NC 0.5 gb:BB781360 /DB_XREF=gi:16942060 /DB_XREF=BB781360 /CLONE=G430072O13 /FEA=EST /CNT=6 /TID=Mm.42122.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440485_at 0.9 2.3 A A 0.9 0.5 0.9 NC 0.02 gb:AI452177 /DB_XREF=gi:4300097 /DB_XREF=mp82f07.x1 /CLONE=IMAGE:575749 /FEA=EST /CNT=8 /TID=Mm.34752.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440530_at 9.9 23 A P 0.17 0.03 0.9 NC 0.03 gb:BG069545 /DB_XREF=gi:12552114 /DB_XREF=H3077E06-3 /CLONE=H3077E06 /FEA=EST /CNT=6 /TID=Mm.26178.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440697_at 10.7 21.6 A A 0.43 0.14 0.9 NC 0.004925 gb:AV309202 /DB_XREF=gi:16394149 /DB_XREF=AV309202 /CLONE=5730577K16 /FEA=EST /CNT=5 /TID=Mm.32182.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440766_at 11 7.8 P P 0.03 0.03 0.9 NC 0.07 gb:AV001099 /DB_XREF=gi:4777949 /DB_XREF=AV001099 /CLONE=0610010O08 /FEA=EST /CNT=5 /TID=Mm.88512.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440774_x_ 0.3 1.1 A A 0.75 0.55 0.9 NC 0.5 gb:BB061859 /DB_XREF=gi:8519272 /DB_XREF=BB061859 /CLONE=7420468G13 /FEA=EST /CNT=5 /TID=Mm.115827.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440778_x_ 19.4 34.7 A P 0.08 0.03 0.9 NC 0.007788 gb:BB167921 /DB_XREF=gi:8823862 /DB_XREF=BB167921 /CLONE=A130095O11 /FEA=EST /CNT=5 /TID=Mm.122767.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440789_at 13 18.3 P P 0.00293 0.02 0.9 NC 0.3 gb:BB243938 /DB_XREF=gi:8936684 /DB_XREF=BB243938 /CLONE=A630098L07 /FEA=EST /CNT=5 /TID=Mm.131419.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440838_at 5.9 9.8 A A 0.45 0.21 0.9 NC 0.09 gb:BQ126997 /DB_XREF=gi:20200908 /DB_XREF=ii57h06.x1 /CLONE=IMAGE:5946082 /FEA=EST /CNT=17 /TID=Mm.40297.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1440844_at 8.1 18.6 A A 0.24 0.24 0.9 NC 0.65 gb:AA242096 /DB_XREF=gi:1873287 /DB_XREF=my29f07.r1 /CLONE=IMAGE:697285 /FEA=EST /CNT=12 /TID=Mm.31688.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440856_at 25 48.6 P P 0.04 0.01 0.9 NC 0.01 gb:AW909414 /DB_XREF=gi:8074585 /DB_XREF=uf47g03.x1 /CLONE=IMAGE:1514548 /FEA=EST /CNT=21 /TID=Mm.39724.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1440869_x_ 9.6 17 P P 0.01 0.04 0.9 NC 0.15 gb:BB076796 /DB_XREF=gi:15406905 /DB_XREF=BB076796 /CLONE=9330128I06 /FEA=EST /CNT=13 /TID=Mm.204700.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440878_at 10.5 19.7 A P 0.39 0.01 0.9 I 0.000167 gb:BB795285 /DB_XREF=gi:16964904 /DB_XREF=BB795285 /CLONE=G431004E12 /FEA=EST /CNT=9 /TID=Mm.139221.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440893_at 9.1 7.1 A A 0.11 0.24 0.9 NC 0.5 gb:BB031426 /DB_XREF=gi:16258183 /DB_XREF=BB031426 /CLONE=5830464E10 /FEA=EST /CNT=9 /TID=Mm.138589.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440894_at 24.9 35.6 P P 0.000244 0.000244 0.9 I 0.001486 gb:BE984574 /DB_XREF=gi:10656935 /DB_XREF=UI-M-CG0p-bdf-b-06-0-UI.s1 /CLONE=UI-M-CG0p-bdf-b-06-0-UI /FEA=EST /CNT=8 /TID=Mm.15196
MOE430_2_1441002_at 10.5 16.3 A A 0.17 0.24 0.9 NC 0.46 gb:BB078377 /DB_XREF=gi:16260467 /DB_XREF=BB078377 /CLONE=9330153B03 /FEA=EST /CNT=7 /TID=Mm.86761.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441177_at 9.6 21.4 P P 0.000732 0.000732 0.9 NC 0.11 gb:AW552076 /DB_XREF=gi:7197499 /DB_XREF=L0208A04-3 /CLONE=L0208A04 /FEA=EST /CNT=5 /TID=Mm.182691.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441185_at 10 26.8 A A 0.17 0.17 0.9 NC 0.63 gb:AV319863 /DB_XREF=gi:15406154 /DB_XREF=AV319863 /CLONE=6030413L18 /FEA=EST /CNT=5 /TID=Mm.179973.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441220_at 12.3 16.5 P A 0.01 0.11 0.9 NC 0.5 gb:BB457124 /DB_XREF=gi:16426123 /DB_XREF=BB457124 /CLONE=D130049N13 /FEA=EST /CNT=5 /TID=Mm.130026.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441222_x_ 1.4 3.5 A A 0.66 0.53 0.9 NC 0.5 gb:BG071618 /DB_XREF=gi:12554187 /DB_XREF=H3101C01-3 /CLONE=H3101C01 /FEA=EST /CNT=5 /TID=Mm.17838.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441240_at 4.9 5 A A 0.3 0.36 0.9 NC 0.5 gb:BG069759 /DB_XREF=gi:12552328 /DB_XREF=H3079G11-3 /CLONE=H3079G11 /FEA=EST /CNT=5 /TID=Mm.26229.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441255_at 2 3.6 A A 0.43 0.33 0.9 NC 0.5 gb:BB038598 /DB_XREF=gi:15403763 /DB_XREF=BB038598 /CLONE=5930439E13 /FEA=EST /CNT=5 /TID=Mm.138163.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441372_at 9.1 12 A A 0.19 0.27 0.9 NC 0.45 gb:BB153281 /DB_XREF=gi:16268073 /DB_XREF=BB153281 /CLONE=A130012H24 /FEA=EST /CNT=5 /TID=Mm.207507.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441466_at 5.1 8.9 A P 0.21 0.01 0.9 NC 0.28 gb:BG066615 /DB_XREF=gi:12549107 /DB_XREF=H3044B05-3 /CLONE=H3044B05 /FEA=EST /CNT=4 /TID=Mm.146452.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441529_at 4.2 9.1 A A 0.56 0.17 0.9 NC 0.2 gb:BB325889 /DB_XREF=gi:16403591 /DB_XREF=BB325889 /CLONE=B430201H09 /FEA=EST /CNT=4 /TID=Mm.170839.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441530_at 7.9 15.8 A P 0.08 0.02 0.9 NC 0.11 gb:BB209729 /DB_XREF=gi:15409979 /DB_XREF=BB209729 /CLONE=A430093O22 /FEA=EST /CNT=4 /TID=Mm.202196.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441569_at 0.1 1 A A 0.98 0.63 0.9 NC 0.02 gb:BB553926 /DB_XREF=gi:16448358 /DB_XREF=BB553926 /CLONE=E330009P21 /FEA=EST /CNT=4 /TID=Mm.188028.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441577_at 27.6 47.3 P P 0.04 0.01 0.9 NC 0.4 gb:BB419140 /DB_XREF=gi:16423434 /DB_XREF=BB419140 /CLONE=C530014P21 /FEA=EST /CNT=4 /TID=Mm.209331.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441588_at 0.7 2 A A 0.94 0.53 0.9 NC 0.04 gb:BB487239 /DB_XREF=gi:16441486 /DB_XREF=BB487239 /CLONE=D430040N07 /FEA=EST /CNT=4 /TID=Mm.121687.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441639_at 8.6 10 A A 0.6 0.09 0.9 NC 0.01 gb:BB258225 /DB_XREF=gi:16399759 /DB_XREF=BB258225 /CLONE=A730083I03 /FEA=EST /CNT=4 /TID=Mm.185731.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441644_at 5.5 7.6 A A 0.21 0.39 0.9 NC 0.46 gb:AV230350 /DB_XREF=gi:16385721 /DB_XREF=AV230350 /CLONE=4631428K24 /FEA=EST /CNT=4 /TID=Mm.178206.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441812_at 13.9 8.8 A A 0.17 0.21 0.9 NC 0.35 gb:BB808516 /DB_XREF=gi:16981145 /DB_XREF=BB808516 /CLONE=G630089I19 /FEA=EST /CNT=4 /TID=Mm.214327.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441912_x_ 30 44.3 A P 0.12 0.04 0.9 NC 0.01 gb:AV290571 /DB_XREF=gi:6304602 /DB_XREF=AV290571 /CLONE=5230400F18 /FEA=EST /CNT=4 /TID=Mm.73650.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1441941_x_ 4.5 8.3 A A 0.6 0.19 0.9 NC 0.35 gb:AV171845 /DB_XREF=gi:5378283 /DB_XREF=AV171845 /CLONE=3300002G08 /FEA=EST /CNT=4 /TID=Mm.213065.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441997_at 10.1 15.6 A A 0.33 0.11 0.9 NC 0.006503 gb:BB129967 /DB_XREF=gi:15408325 /DB_XREF=BB129967 /CLONE=9630042L18 /FEA=EST /CNT=9 /TID=Mm.187444.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442102_at 24.2 41.2 A P 0.08 0.02 0.9 NC 0.04 gb:BG072347 /DB_XREF=gi:12554916 /DB_XREF=H3109E04-3 /CLONE=H3109E04 /FEA=EST /CNT=6 /TID=Mm.160640.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442120_at 6.1 10.3 A A 0.46 0.33 0.9 NC 0.07 gb:AA153229 /DB_XREF=gi:1724878 /DB_XREF=mr17d02.r1 /CLONE=IMAGE:597699 /FEA=EST /CNT=6 /TID=Mm.20227.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442136_at 4.9 10.2 A M 0.33 0.05 0.9 NC 0.09 gb:AI481031 /DB_XREF=gi:4374257 /DB_XREF=vf89e03.x1 /CLONE=IMAGE:850972 /FEA=EST /CNT=6 /TID=Mm.32039.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442165_at 33 40.1 P P 0.03 0.005859 0.9 NC 0.008511 gb:BG075027 /DB_XREF=gi:12557596 /DB_XREF=H3142D05-3 /CLONE=H3142D05 /FEA=EST /CNT=7 /TID=Mm.103125.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442175_at 147.5 152.7 P P 0.000244 0.000244 0.9 I 0.000552 gb:BB358264 /DB_XREF=gi:9070092 /DB_XREF=BB358264 /CLONE=C030027H14 /FEA=EST /CNT=7 /TID=Mm.39282.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442178_at 12.1 23.3 P A 0.03 0.11 0.9 NC 0.5 gb:BG070914 /DB_XREF=gi:12553406 /DB_XREF=H3091F10-3 /CLONE=H3091F10 /FEA=EST /CNT=6 /TID=Mm.33534.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442195_at 9.6 17 A P 0.27 0.04 0.9 NC 0.07 gb:BB307119 /DB_XREF=gi:16402266 /DB_XREF=BB307119 /CLONE=B230212I21 /FEA=EST /CNT=6 /TID=Mm.82577.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442210_at 15.7 18.1 A A 0.12 0.06 0.9 NC 0.28 gb:AV273577 /DB_XREF=gi:16390347 /DB_XREF=AV273577 /CLONE=4932411P22 /FEA=EST /CNT=5 /TID=Mm.189585.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442334_at 4.5 6.6 A A 0.69 0.5 0.9 NC 0.04 gb:BB711873 /DB_XREF=gi:16065042 /DB_XREF=BB711873 /CLONE=B020030J15 /FEA=EST /CNT=5 /TID=Mm.212193.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442342_at 7.2 11.5 A A 0.53 0.36 0.9 NC 0.07 gb:AI643646 /DB_XREF=gi:4722121 /DB_XREF=vh98b08.x1 /CLONE=IMAGE:902295 /FEA=EST /CNT=5 /TID=Mm.83613.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442343_at 0.5 1.3 A A 0.79 0.43 0.9 NC 0.08 gb:BF661182 /DB_XREF=gi:11926316 /DB_XREF=maa73e01.x1 /CLONE=IMAGE:3822432 /FEA=EST /CNT=5 /TID=Mm.139152.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442382_at 16.8 42.2 P P 0.005859 0.01 0.9 NC 0.01 gb:BI714055 /DB_XREF=gi:15689750 /DB_XREF=ie31f09.x1 /FEA=EST /CNT=5 /TID=Mm.206357.1 /TIER=ConsEnd /STK=3 /UG=Mm.206357 /UG_TITLE=E
MOE430_2_1442525_at 13.9 31.2 A M 0.11 0.05 0.9 NC 0.02 gb:AW488042 /DB_XREF=gi:7058312 /DB_XREF=UI-M-BH3-arr-a-08-0-UI.s1 /CLONE=UI-M-BH3-arr-a-08-0-UI /FEA=EST /CNT=4 /TID=Mm.101379.1 /
MOE430_2_1442549_at 12.9 30.3 A A 0.12 0.11 0.9 NC 0.03 gb:BB211386 /DB_XREF=gi:16352665 /DB_XREF=BB211386 /CLONE=A430105B05 /FEA=EST /CNT=4 /TID=Mm.209757.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442553_at 4.7 8 A M 0.27 0.05 0.9 NC 0.07 gb:BB434779 /DB_XREF=gi:16424347 /DB_XREF=BB434779 /CLONE=C820009F03 /FEA=EST /CNT=4 /TID=Mm.209148.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442697_at 3.1 6.3 A A 0.27 0.48 0.9 NC 0.5 gb:BE628495 /DB_XREF=gi:9911227 /DB_XREF=uu64g10.x1 /CLONE=IMAGE:3376770 /FEA=EST /CNT=4 /TID=Mm.163161.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442803_at 3.4 9.9 A A 0.53 0.19 0.9 NC 0.29 gb:BB211417 /DB_XREF=gi:16352670 /DB_XREF=BB211417 /CLONE=A430105D20 /FEA=EST /CNT=7 /TID=Mm.35176.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442816_at 0.9 1.1 A A 0.53 0.56 0.9 NC 0.33 gb:BG072212 /DB_XREF=gi:12554781 /DB_XREF=H3108A07-3 /CLONE=H3108A07 /FEA=EST /CNT=5 /TID=Mm.17655.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442874_at 3.2 8.4 A A 0.53 0.19 0.9 NC 0.13 gb:BG069305 /DB_XREF=gi:12551874 /DB_XREF=H3074H11-3 /CLONE=H3074H11 /FEA=EST /CNT=4 /TID=Mm.143951.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442950_at 9 12.1 A A 0.16 0.11 0.9 NC 0.11 gb:BB024097 /DB_XREF=gi:16257864 /DB_XREF=BB024097 /CLONE=5330419H11 /FEA=EST /CNT=3 /TID=Mm.101770.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443112_at 8.4 20.1 A A 0.21 0.19 0.9 NC 0.2 gb:AV364797 /DB_XREF=gi:16397623 /DB_XREF=AV364797 /CLONE=8430401M20 /FEA=EST /CNT=3 /TID=Mm.181824.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443119_at 0.6 1.1 A A 0.85 0.66 0.9 NC 0.13 gb:AV335221 /DB_XREF=gi:15406423 /DB_XREF=AV335221 /CLONE=6330570A01 /FEA=EST /CNT=3 /TID=Mm.93367.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443179_at 1.5 1.4 A A 0.6 0.39 0.9 NC 0.08 gb:BB087975 /DB_XREF=gi:16260959 /DB_XREF=BB087975 /CLONE=9430013J05 /FEA=EST /CNT=3 /TID=Mm.115100.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443183_at 4.9 9 A A 0.14 0.09 0.9 NC 0.5 gb:AV319988 /DB_XREF=gi:15406159 /DB_XREF=AV319988 /CLONE=6030414N10 /FEA=EST /CNT=3 /TID=Mm.207466.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443218_at 0.9 0.3 A A 0.88 0.98 0.9 NC 0.17 gb:BB206107 /DB_XREF=gi:16352067 /DB_XREF=BB206107 /CLONE=A430072H09 /FEA=EST /CNT=3 /TID=Mm.207937.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443250_at 9.7 27.4 A P 0.27 0.02 0.9 I 0.001077 gb:AV246932 /DB_XREF=gi:16387163 /DB_XREF=AV246932 /CLONE=4832419P18 /FEA=EST /CNT=3 /TID=Mm.55267.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443272_at 2.7 5.5 A A 0.69 0.19 0.9 NC 0.04 gb:BB550296 /DB_XREF=gi:16447901 /DB_XREF=BB550296 /CLONE=E230021G18 /FEA=EST /CNT=3 /TID=Mm.210022.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443311_at 4.7 9.8 A A 0.39 0.3 0.9 NC 0.33 gb:BB298086 /DB_XREF=gi:16402033 /DB_XREF=BB298086 /CLONE=B130065I10 /FEA=EST /CNT=3 /TID=Mm.208590.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443447_at 3.1 6.1 A A 0.53 0.33 0.9 NC 0.22 gb:BB521954 /DB_XREF=gi:16443584 /DB_XREF=BB521954 /CLONE=D930005B17 /FEA=EST /CNT=3 /TID=Mm.136198.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443465_at 2.1 3.5 A A 0.69 0.63 0.9 NC 0.5 gb:BF467172 /DB_XREF=gi:11536355 /DB_XREF=UI-M-CG0p-brp-e-05-0-UI.s1 /CLONE=UI-M-CG0p-brp-e-05-0-UI /FEA=EST /CNT=3 /TID=Mm.48645
MOE430_2_1443482_at 1.2 4 A A 0.88 0.56 0.9 NC 0.5 gb:BG063240 /DB_XREF=gi:12545803 /DB_XREF=H3004G05-3 /CLONE=H3004G05 /FEA=EST /CNT=3 /TID=Mm.24490.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443484_at 3.2 8.8 A P 0.12 0.02 0.9 NC 0.41 gb:AW536522 /DB_XREF=gi:7178939 /DB_XREF=G0105E02-3 /CLONE=G0105E02 /FEA=EST /CNT=3 /TID=Mm.214535.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443505_at 0.9 1.1 A A 0.82 0.56 0.9 NC 0.007788 gb:BE651535 /DB_XREF=gi:9977354 /DB_XREF=UI-M-BH2.3-aqc-b-08-0-UI.r1 /CLONE=UI-M-BH2.3-aqc-b-08-0-UI /FEA=EST /CNT=3 /TID=Mm.76759
MOE430_2_1443519_at 5.8 8 A A 0.36 0.33 0.9 NC 0.06 gb:AW554760 /DB_XREF=gi:7200183 /DB_XREF=L0245A11-3 /CLONE=L0245A11 /FEA=EST /CNT=3 /TID=Mm.103111.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443572_at 2.7 0.5 A A 0.27 0.5 0.9 NC 0.26 gb:AU024133 /DB_XREF=gi:3394480 /DB_XREF=AU024133 /CLONE=J0447B01 /FEA=EST /CNT=3 /TID=Mm.173703.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443645_at 8.7 17 A A 0.65 0.27 0.9 NC 0.03 gb:BE948405 /DB_XREF=gi:10526164 /DB_XREF=UI-M-BH3-awq-d-01-0-UI.s1 /CLONE=UI-M-BH3-awq-d-01-0-UI /FEA=EST /CNT=3 /TID=Mm.40521.1
MOE430_2_1443759_at 0.2 0.3 A A 0.94 0.96 0.9 NC 0.3 gb:AU022616 /DB_XREF=gi:3387591 /DB_XREF=AU022616 /CLONE=J0417F12 /FEA=EST /CNT=3 /TID=Mm.26306.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1443890_at 38.4 67.3 A A 0.17 0.08 0.9 NC 0.21 gb:BE851943 /DB_XREF=gi:10310282 /DB_XREF=uw18h08.x1 /CLONE=IMAGE:3417087 /FEA=EST /CNT=9 /TID=Mm.129091.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1443929_at 6.5 10.6 A P 0.12 0.005859 0.9 NC 0.05 gb:BG083020 /DB_XREF=gi:12565588 /DB_XREF=H3083E12-5 /CLONE=H3083E12 /FEA=EST /CNT=8 /TID=Mm.12297.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443947_at 5.7 13.8 A A 0.36 0.11 0.9 NC 0.06 gb:BB415206 /DB_XREF=gi:15411994 /DB_XREF=BB415206 /CLONE=C430041B13 /FEA=EST /CNT=8 /TID=Mm.57734.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443993_at 8.9 23.9 A M 0.3 0.05 0.9 NC 0.18 gb:BE852171 /DB_XREF=gi:10310435 /DB_XREF=uw15g01.x1 /CLONE=IMAGE:3416784 /FEA=EST /CNT=8 /TID=Mm.171338.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444056_at 15.5 25.8 A A 0.3 0.08 0.9 NC 0.01 gb:BB553796 /DB_XREF=gi:16448333 /DB_XREF=BB553796 /CLONE=E330009F12 /FEA=EST /CNT=6 /TID=Mm.23767.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444104_at 3.6 8.5 A A 0.12 0.06 0.9 NC 0.09 gb:BB207814 /DB_XREF=gi:16352287 /DB_XREF=BB207814 /CLONE=A430084K18 /FEA=EST /CNT=6 /TID=Mm.207362.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444121_at 1.4 2.9 A A 0.5 0.27 0.9 NC 0.35 gb:AW494884 /DB_XREF=gi:7065165 /DB_XREF=UI-M-BH3-auu-f-07-0-UI.s1 /CLONE=UI-M-BH3-auu-f-07-0-UI /FEA=EST /CNT=5 /TID=Mm.150126.1 
MOE430_2_1444162_at 8.9 15.3 A A 0.39 0.39 0.9 NC 0.5 gb:BB515624 /DB_XREF=gi:16443022 /DB_XREF=BB515624 /CLONE=D830011A13 /FEA=EST /CNT=5 /TID=Mm.135965.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444176_at 0.9 1.8 A A 0.93 0.72 0.9 NC 0.01 gb:AV204216 /DB_XREF=gi:16384401 /DB_XREF=AV204216 /CLONE=1620401A02 /FEA=EST /CNT=5 /TID=Mm.87268.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444180_at 22.5 33.9 A A 0.3 0.19 0.9 NC 0.19 gb:BB458137 /DB_XREF=gi:16426239 /DB_XREF=BB458137 /CLONE=D130055E11 /FEA=EST /CNT=5 /TID=Mm.168814.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444182_at 1.4 2.9 A A 0.9 0.75 0.9 NC 0.08 gb:AV376910 /DB_XREF=gi:16398092 /DB_XREF=AV376910 /CLONE=9130218M03 /FEA=EST /CNT=5 /TID=Mm.98583.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444202_at 1.9 3.2 A A 0.94 0.66 0.9 NC 0.08 gb:BI965268 /DB_XREF=gi:16339673 /DB_XREF=id36a06.y1 /CLONE=IMAGE:5665066 /FEA=EST /CNT=5 /TID=Mm.212469.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444228_s_ 5.3 11.7 A A 0.36 0.09 0.9 NC 0.18 gb:BB333568 /DB_XREF=gi:9042331 /DB_XREF=BB333568 /CLONE=B830013K01 /FEA=EST /CNT=5 /TID=Mm.188291.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444241_at 22.2 46.9 P P 0.01 0.001221 0.9 I 0.000023 gb:BB172117 /DB_XREF=gi:16269388 /DB_XREF=BB172117 /CLONE=A230035H12 /FEA=EST /CNT=7 /TID=Mm.204524.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444250_at 6.7 14.2 A P 0.08 0.00415 0.9 MI 0.00225 gb:AI451553 /DB_XREF=gi:4304805 /DB_XREF=mu47a11.x1 /CLONE=IMAGE:642524 /FEA=EST /CNT=6 /TID=Mm.133185.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444298_at 0.2 0.5 A A 0.97 0.88 0.9 NC 0.02 gb:BB703415 /DB_XREF=gi:16052250 /DB_XREF=BB703415 /CLONE=7420452A11 /FEA=EST /CNT=5 /TID=Mm.122667.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444326_at 17.2 35.7 P P 0.04 0.008057 0.9 NC 0.00712 gb:BB414484 /DB_XREF=gi:9235839 /DB_XREF=BB414484 /CLONE=C430037N03 /FEA=EST /CNT=5 /TID=Mm.168098.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444330_at 4.2 18.5 A P 0.24 0.02 0.9 NC 0.06 gb:BG066195 /DB_XREF=gi:12548758 /DB_XREF=H3040A08-3 /CLONE=H3040A08 /FEA=EST /CNT=4 /TID=Mm.155523.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444450_at 8.5 10.2 A A 0.06 0.12 0.9 NC 0.11 gb:BB124025 /DB_XREF=gi:15408180 /DB_XREF=BB124025 /CLONE=9530096D07 /FEA=EST /CNT=4 /TID=Mm.143574.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444553_at 1.9 5.5 A A 0.39 0.39 0.9 NC 0.5 gb:BB474896 /DB_XREF=gi:16439932 /DB_XREF=BB474896 /CLONE=D330010E15 /FEA=EST /CNT=4 /TID=Mm.130642.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444555_at 1.2 3.3 A A 0.87 0.78 0.9 NC 0.29 gb:AW491503 /DB_XREF=gi:7061784 /DB_XREF=UI-M-BH3-atp-a-10-0-UI.s1 /CLONE=UI-M-BH3-atp-a-10-0-UI /FEA=EST /CNT=4 /TID=Mm.101955.1 
MOE430_2_1444564_at 267.5 483 P P 0.000244 0.000244 0.9 I 0.00002 gb:AV332635 /DB_XREF=gi:6372687 /DB_XREF=AV332635 /CLONE=6330536E12 /FEA=EST /CNT=4 /TID=Mm.92749.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444579_at 0.8 2.7 A A 0.82 0.6 0.9 NC 0.06 gb:BG094502 /DB_XREF=gi:12576992 /DB_XREF=uu77b04.x1 /CLONE=IMAGE:3382590 /FEA=EST /CNT=4 /TID=Mm.176285.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444611_at 18.1 27.1 P P 0.00415 0.000244 0.9 I 0.000865 gb:BE630073 /DB_XREF=gi:9912761 /DB_XREF=uu15a02.x1 /CLONE=IMAGE:3371978 /FEA=EST /CNT=4 /TID=Mm.30530.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444612_at 4 9 A A 0.19 0.06 0.9 NC 0.16 gb:BB283973 /DB_XREF=gi:8984422 /DB_XREF=BB283973 /CLONE=A930103P12 /FEA=EST /CNT=4 /TID=Mm.169667.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444628_at 4.4 5.9 A A 0.63 0.29 0.9 NC 0.11 gb:AW986061 /DB_XREF=gi:8180609 /DB_XREF=uf92g03.x1 /CLONE=IMAGE:1529620 /FEA=EST /CNT=5 /TID=Mm.108550.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444635_at 1.5 5.3 A A 0.66 0.17 0.9 NC 0.003041 gb:AI451419 /DB_XREF=gi:4303866 /DB_XREF=mu38a03.x1 /CLONE=IMAGE:641644 /FEA=EST /CNT=5 /TID=Mm.32465.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444645_at 1.5 6.1 A A 0.6 0.5 0.9 NC 0.23 gb:BG229515 /DB_XREF=gi:12717009 /DB_XREF=uu94h10.x1 /CLONE=IMAGE:3384427 /FEA=EST /CNT=5 /TID=Mm.79078.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444714_at 9.6 16.6 A A 0.33 0.39 0.9 NC 0.46 gb:BB529567 /DB_XREF=gi:16445630 /DB_XREF=BB529567 /CLONE=E030003B04 /FEA=EST /CNT=4 /TID=Mm.196962.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444862_at 0.5 1.5 A A 0.82 0.85 0.9 NC 0.19 gb:AW556390 /DB_XREF=gi:7201819 /DB_XREF=L0267F08-3 /CLONE=L0267F08 /FEA=EST /CNT=3 /TID=Mm.182810.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444874_at 3 4.1 A A 0.66 0.19 0.9 NC 0.11 gb:BG074583 /DB_XREF=gi:12557152 /DB_XREF=H3136H05-3 /CLONE=H3136H05 /FEA=EST /CNT=3 /TID=Mm.172076.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444915_at 0.7 1.1 A A 0.91 0.66 0.9 NC 0.05 gb:BG067109 /DB_XREF=gi:12549678 /DB_XREF=H3050F11-3 /CLONE=H3050F11 /FEA=EST /CNT=3 /TID=Mm.155142.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444953_at 3.9 11.3 A A 0.63 0.27 0.9 NC 0.11 gb:BB260383 /DB_XREF=gi:16399893 /DB_XREF=BB260383 /CLONE=A730094F08 /FEA=EST /CNT=3 /TID=Mm.29420.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444962_at 2.3 3.5 A A 0.82 0.6 0.9 NC 0.05 gb:AU043557 /DB_XREF=gi:3979032 /DB_XREF=AU043557 /CLONE=J0906H04 /FEA=EST /CNT=3 /TID=Mm.173986.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445014_at 0.6 1 A A 0.93 0.91 0.9 NC 0.24 gb:BG069492 /DB_XREF=gi:12551984 /DB_XREF=H3076B04-3 /CLONE=H3076B04 /FEA=EST /CNT=3 /TID=Mm.173402.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445022_at 4.5 8.7 M A 0.05 0.14 0.9 NC 0.26 gb:BG068284 /DB_XREF=gi:12550853 /DB_XREF=H3063G06-3 /CLONE=H3063G06 /FEA=EST /CNT=3 /TID=Mm.173536.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445052_at 1.8 4.1 A A 0.72 0.53 0.9 NC 0.34 gb:AW122237 /DB_XREF=gi:6097700 /DB_XREF=UI-M-BH2.2-aov-e-12-0-UI.s1 /CLONE=UI-M-BH2.2-aov-e-12-0-UI /FEA=EST /CNT=3 /TID=Mm.15110
MOE430_2_1445053_at 0.2 0.7 A A 0.88 0.55 0.9 NC 0.22 gb:AU022537 /DB_XREF=gi:3387512 /DB_XREF=AU022537 /CLONE=J0416C07 /FEA=EST /CNT=3 /TID=Mm.173541.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445155_at 1.2 0.5 A A 0.75 0.69 0.9 NC 0.16 gb:BE991137 /DB_XREF=gi:10670294 /DB_XREF=UI-M-BZ1-bdr-c-08-0-UI.s1 /CLONE=UI-M-BZ1-bdr-c-08-0-UI /FEA=EST /CNT=3 /TID=Mm.90379.1 /
MOE430_2_1445178_at 8.3 13.4 A A 0.5 0.17 0.9 NC 0.05 gb:BG072612 /DB_XREF=gi:12555181 /DB_XREF=H3112H07-3 /CLONE=H3112H07 /FEA=EST /CNT=3 /TID=Mm.182596.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445201_at 2.4 7 A A 0.12 0.12 0.9 NC 0.3 gb:BB176857 /DB_XREF=gi:16269773 /DB_XREF=BB176857 /CLONE=A230064B05 /FEA=EST /CNT=3 /TID=Mm.105333.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445393_at 4.1 7.2 A A 0.53 0.3 0.9 NC 0.08 gb:BB375376 /DB_XREF=gi:9088189 /DB_XREF=BB375376 /CLONE=C130079M09 /FEA=EST /CNT=3 /TID=Mm.208885.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445450_x_ 0.3 0.7 A A 0.94 0.69 0.9 NC 0.45 gb:BB701524 /DB_XREF=gi:16050348 /DB_XREF=BB701524 /CLONE=7420429P19 /FEA=EST /CNT=3 /TID=Mm.185196.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445612_at 15 39.1 P P 0.02 0.01 0.9 I 0.001077 gb:AI114898 /DB_XREF=gi:3515222 /DB_XREF=ui49g01.x1 /CLONE=IMAGE:1885776 /FEA=EST /CNT=3 /TID=Mm.177183.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445641_at 36.2 64.4 P P 0.01 0.000244 0.9 I 0.000167 gb:BB727879 /DB_XREF=gi:16111154 /DB_XREF=BB727879 /CLONE=E860030A08 /FEA=EST /CNT=3 /TID=Mm.209630.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445671_at 22.1 40.3 P P 0.008057 0.001221 0.9 NC 0.01 gb:BG228218 /DB_XREF=gi:12715722 /DB_XREF=ux40a05.x1 /CLONE=IMAGE:3512720 /FEA=EST /CNT=3 /TID=Mm.121909.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445683_at 0.6 1.7 A A 0.91 0.6 0.9 NC 0.02 gb:BG071952 /DB_XREF=gi:12554521 /DB_XREF=H3105A09-3 /CLONE=H3105A09 /FEA=EST /CNT=3 /TID=Mm.174047.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445750_at 0.6 0.7 A A 0.87 0.88 0.9 NC 0.5 gb:BG064716 /DB_XREF=gi:12547279 /DB_XREF=H3023A09-3 /CLONE=H3023A09 /FEA=EST /CNT=3 /TID=Mm.171826.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445841_at 1.3 4.5 A A 0.6 0.12 0.9 NC 0.21 gb:BB473910 /DB_XREF=gi:16439783 /DB_XREF=BB473910 /CLONE=D330003K23 /FEA=EST /CNT=3 /TID=Mm.216027.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445881_at 2.8 7.4 A A 0.43 0.21 0.9 NC 0.34 gb:BG230003 /DB_XREF=gi:12717507 /DB_XREF=mac25f10.x1 /CLONE=IMAGE:4001034 /FEA=EST /CNT=3 /TID=Mm.176095.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1446013_at 5.4 10.6 A A 0.5 0.39 0.9 NC 0.02 gb:BB105046 /DB_XREF=gi:15407953 /DB_XREF=BB105046 /CLONE=9430094B04 /FEA=EST /CNT=2 /TID=Mm.197646.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446014_at 8.4 15.2 A A 0.3 0.06 0.9 NC 0.1 gb:AU067791 /DB_XREF=gi:4968528 /DB_XREF=AU067791 /CLONE=MNCb-1880 /FEA=EST /CNT=2 /TID=Mm.207134.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446022_at 5.1 33.4 A A 0.43 0.39 0.9 NC 0.44 gb:BG075654 /DB_XREF=gi:12558223 /DB_XREF=H3149H02-3 /CLONE=H3149H02 /FEA=EST /CNT=2 /TID=Mm.197296.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446078_at 0.6 2.8 A A 0.98 0.78 0.9 NC 0.01 gb:BF167678 /DB_XREF=gi:11048030 /DB_XREF=601774401F1 /CLONE=IMAGE:3995016 /FEA=EST /CNT=2 /TID=Mm.152868.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1446202_at 3.9 5.4 A A 0.46 0.59 0.9 NC 0.2 gb:BB127895 /DB_XREF=gi:16262388 /DB_XREF=BB127895 /CLONE=9630026I09 /FEA=EST /CNT=2 /TID=Mm.214557.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446230_at 0.3 1.7 A A 0.78 0.69 0.9 NC 0.11 gb:BB036646 /DB_XREF=gi:16258382 /DB_XREF=BB036646 /CLONE=5930418O04 /FEA=EST /CNT=2 /TID=Mm.77758.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446308_at 5 5.8 A A 0.46 0.14 0.9 NC 0.05 gb:BB104209 /DB_XREF=gi:16261429 /DB_XREF=BB104209 /CLONE=9430090L01 /FEA=EST /CNT=2 /TID=Mm.207320.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446328_at 0.7 4.1 A A 0.5 0.56 0.9 NC 0.75 gb:BB470610 /DB_XREF=gi:16427788 /DB_XREF=BB470610 /CLONE=D230034I09 /FEA=EST /CNT=2 /TID=Mm.209387.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446331_at 14.7 31.8 P P 0.01 0.01 0.9 I 0.000774 gb:AV244075 /DB_XREF=gi:16386891 /DB_XREF=AV244075 /CLONE=4831427J20 /FEA=EST /CNT=2 /TID=Mm.49651.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446394_at 0.6 1.3 A A 0.63 0.3 0.9 NC 0.22 gb:BB182920 /DB_XREF=gi:16270177 /DB_XREF=BB182920 /CLONE=A230102K24 /FEA=EST /CNT=2 /TID=Mm.207730.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446483_at 9 24 P P 0.04 0.001953 0.9 NC 0.004481 gb:AV236736 /DB_XREF=gi:16386298 /DB_XREF=AV236736 /CLONE=4732415F20 /FEA=EST /CNT=2 /TID=Mm.212638.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446488_at 3.7 6.9 A A 0.5 0.27 0.9 NC 0.14 gb:BG065575 /DB_XREF=gi:12548138 /DB_XREF=H3032G11-3 /CLONE=H3032G11 /FEA=EST /CNT=2 /TID=Mm.172565.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446514_at 0.6 4.6 A A 0.87 0.66 0.9 NC 0.48 gb:BB126071 /DB_XREF=gi:15408218 /DB_XREF=BB126071 /CLONE=9630011B11 /FEA=EST /CNT=2 /TID=Mm.119336.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446655_at 9.5 15.6 A A 0.21 0.09 0.9 NC 0.13 gb:BB431919 /DB_XREF=gi:15412066 /DB_XREF=BB431919 /CLONE=C630042P03 /FEA=EST /CNT=2 /TID=Mm.209140.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446671_at 1.3 3.8 A A 0.3 0.69 0.9 NC 0.82 gb:BG067600 /DB_XREF=gi:12550169 /DB_XREF=H3056B09-3 /CLONE=H3056B09 /FEA=EST /CNT=2 /TID=Mm.173048.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446720_at 12.7 24 P P 0.00293 0.000244 0.9 NC 0.008511 gb:AW547545 /DB_XREF=gi:7192960 /DB_XREF=L0023F09-3 /CLONE=L0023F09 /FEA=EST /CNT=2 /TID=Mm.182621.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446814_at 5.2 20.4 A P 0.21 0.04 0.9 NC 0.5 gb:BB226765 /DB_XREF=gi:16354054 /DB_XREF=BB226765 /CLONE=A530098H07 /FEA=EST /CNT=2 /TID=Mm.209747.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446890_at 18.1 28.8 A P 0.14 0.04 0.9 NC 0.02 gb:AU022123 /DB_XREF=gi:3387082 /DB_XREF=AU022123 /CLONE=J0408H02 /FEA=EST /CNT=2 /TID=Mm.173502.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446955_at 15.3 27.6 A P 0.08 0.02 0.9 NC 0.05 gb:BG074954 /DB_XREF=gi:12557523 /DB_XREF=H3141D05-3 /CLONE=H3141D05 /FEA=EST /CNT=2 /TID=Mm.197280.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446977_at 5.7 10.5 A A 0.63 0.21 0.9 NC 0.25 gb:AW551882 /DB_XREF=gi:7197305 /DB_XREF=L0205A09-3 /CLONE=L0205A09 /FEA=EST /CNT=2 /TID=Mm.182686.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446998_at 6.2 8.3 A A 0.24 0.3 0.9 NC 0.5 gb:BG072157 /DB_XREF=gi:12554726 /DB_XREF=H3107D06-3 /CLONE=H3107D06 /FEA=EST /CNT=2 /TID=Mm.173910.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447064_at 22.1 40.3 P P 0.000244 0.000732 0.9 NC 0.01 gb:AU040379 /DB_XREF=gi:3954199 /DB_XREF=AU040379 /CLONE=J0805C06 /FEA=EST /CNT=2 /TID=Mm.218079.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447103_at 6.5 9.6 A A 0.27 0.08 0.9 NC 0.02 gb:BB191966 /DB_XREF=gi:15409535 /DB_XREF=BB191966 /CLONE=A330069P16 /FEA=EST /CNT=2 /TID=Mm.121999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447315_at 3.7 5.3 A A 0.6 0.56 0.9 NC 0.33 gb:AW489338 /DB_XREF=gi:7059608 /DB_XREF=UI-M-BH3-ata-g-06-0-UI.s1 /CLONE=UI-M-BH3-ata-g-06-0-UI /FEA=EST /CNT=2 /TID=Mm.101600.1 
MOE430_2_1447322_at 2.5 4.3 A A 0.46 0.5 0.9 NC 0.41 gb:AI845029 /DB_XREF=gi:5488935 /DB_XREF=UI-M-BG0-ahy-a-02-0-UI.s1 /CLONE=UI-M-BG0-ahy-a-02-0-UI /FEA=EST /CNT=2 /TID=Mm.40155.1 /
MOE430_2_1447499_s_ 3.8 2.4 A A 0.46 0.63 0.9 NC 0.14 gb:AU018149 /DB_XREF=gi:3373639 /DB_XREF=AU018149 /CLONE=J0749D05 /FEA=EST /CNT=2 /TID=Mm.206851.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447542_at 0.9 0.7 A A 0.77 0.78 0.9 NC 0.35 gb:BF319663 /DB_XREF=gi:11268444 /DB_XREF=uy62c03.x1 /CLONE=IMAGE:3664132 /FEA=EST /CNT=2 /TID=Mm.135665.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447564_x_ 0.2 0.7 A A 0.98 0.88 0.9 NC 0.09 gb:BB814395 /DB_XREF=gi:16987024 /DB_XREF=BB814395 /CLONE=G730024A10 /FEA=EST /CNT=2 /TID=Mm.116288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447628_x_ 11.6 21.6 A P 0.06 0.04 0.9 NC 0.07 gb:BB165757 /DB_XREF=gi:8821698 /DB_XREF=BB165757 /CLONE=A130084I04 /FEA=EST /CNT=2 /TID=Mm.94155.2 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447664_x_ 8.6 17.8 A A 0.19 0.17 0.9 NC 0.5 gb:BB007405 /DB_XREF=gi:8127762 /DB_XREF=BB007405 /CLONE=4732477H08 /FEA=EST /CNT=2 /TID=Mm.167100.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447760_x_ 1.7 3.6 A A 0.69 0.46 0.9 NC 0.37 gb:BB307780 /DB_XREF=gi:9008485 /DB_XREF=BB307780 /CLONE=B230216G04 /FEA=EST /CNT=2 /TID=Mm.66144.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447792_x_ 0.1 0.2 A A 0.98 0.91 0.9 NC 0.05 gb:BB241847 /DB_XREF=gi:8934593 /DB_XREF=BB241847 /CLONE=A630089D03 /FEA=EST /CNT=2 /TID=Mm.123722.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447944_at 40.2 69.9 P P 0.000732 0.000244 0.9 I 0.000438 gb:BB006473 /DB_XREF=gi:15390042 /DB_XREF=BB006473 /CLONE=4732471K18 /FEA=EST /CNT=16 /TID=Mm.25477.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447948_at 25.9 48.2 P P 0.02 0.00293 0.9 I 0.001077 gb:AI195854 /DB_XREF=gi:3748460 /DB_XREF=ui51e03.x1 /CLONE=IMAGE:1885948 /FEA=EST /CNT=14 /TID=Mm.26707.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1447984_at 15.5 12.9 A P 0.19 0.02 0.9 NC 0.01 gb:BG066069 /DB_XREF=gi:12548632 /DB_XREF=H3038E07-3 /CLONE=H3038E07 /FEA=EST /CNT=3 /TID=Mm.34935.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448030_at 7.2 15.2 A A 0.56 0.53 0.9 NC 0.07 gb:BI157197 /DB_XREF=gi:14617198 /DB_XREF=602921992F1 /CLONE=IMAGE:5062318 /FEA=EST /CNT=12 /TID=Mm.37221.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1448098_at 3.2 4.1 A A 0.33 0.56 0.9 NC 0.16 gb:AA522015 /DB_XREF=gi:2262760 /DB_XREF=vh78d11.r1 /CLONE=IMAGE:893109 /FEA=EST /CNT=3 /TID=Mm.4227.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1448160_at 7.1 10.9 A A 0.53 0.21 0.9 NC 0.02 gb:NM_008879.1 /DB_XREF=gi:6679384 /GEN=Pls2 /FEA=FLmRNA /CNT=302 /TID=Mm.153911.1 /TIER=FL+Stack /STK=9 /UG=Mm.153911 /LL=18826 /D
MOE430_2_1448211_at 7.8 11 A A 0.06 0.24 0.9 NC 0.5 gb:NM_133764.1 /DB_XREF=gi:19526977 /GEN=0610006O14Rik /FEA=FLmRNA /CNT=206 /TID=Mm.30214.1 /TIER=FL+Stack /STK=130 /UG=Mm.30214 /
MOE430_2_1448281_a_ 5.3 8.5 A A 0.43 0.36 0.9 NC 0.34 gb:NM_007919.1 /DB_XREF=gi:6681296 /GEN=Ela2 /FEA=FLmRNA /CNT=252 /TID=Mm.21925.1 /TIER=FL+Stack /STK=102 /UG=Mm.21925 /LL=13706 /D
MOE430_2_1448307_at 642 1235.2 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_019537.1 /DB_XREF=gi:9506554 /GEN=Dscr2 /FEA=FLmRNA /CNT=130 /TID=Mm.27746.1 /TIER=FL+Stack /STK=94 /UG=Mm.27746 /LL=56088 /D
MOE430_2_1448314_at 845.9 1629.8 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_007659.1 /DB_XREF=gi:6671719 /GEN=Cdc2a /FEA=FLmRNA /CNT=154 /TID=Mm.4761.1 /TIER=FL+Stack /STK=93 /UG=Mm.4761 /LL=12534 /DE



MOE430_2_1448375_at 19.5 41.1 A P 0.27 0.01 0.9 I 0.00006 gb:BI736795 /DB_XREF=gi:15713820 /DB_XREF=603360915F1 /CLONE=IMAGE:5368131 /FEA=FLmRNA /CNT=224 /TID=Mm.2986.1 /TIER=ConsEnd /STK
MOE430_2_1448399_at 191.2 339.1 P P 0.000732 0.000244 0.9 I 0.000027 gb:NM_025816.1 /DB_XREF=gi:13385283 /GEN=1200003J11Rik /FEA=FLmRNA /CNT=276 /TID=Mm.30069.1 /TIER=FL+Stack /STK=78 /UG=Mm.30069 /LL
MOE430_2_1448591_at 5.7 6.7 A A 0.43 0.46 0.9 NC 0.33 gb:NM_021281.1 /DB_XREF=gi:10946581 /GEN=Ctss /FEA=FLmRNA /CNT=157 /TID=Mm.3619.1 /TIER=FL+Stack /STK=56 /UG=Mm.3619 /LL=13040 /DE
MOE430_2_1448607_at 12.2 23 A P 0.08 0.03 0.9 NC 0.05 gb:AW989410 /DB_XREF=gi:8184806 /DB_XREF=uf25g05.y1 /CLONE=IMAGE:1512440 /FEA=FLmRNA /CNT=217 /TID=Mm.28830.1 /TIER=ConsEnd /STK=
MOE430_2_1448737_at 242.4 434.7 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_019634.1 /DB_XREF=gi:9790004 /GEN=Tm4sf2 /FEA=FLmRNA /CNT=143 /TID=Mm.18590.1 /TIER=FL+Stack /STK=43 /UG=Mm.18590 /LL=21912 
MOE430_2_1448777_at 234.8 447.6 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_008564.1 /DB_XREF=gi:6678825 /GEN=Mcmd2 /FEA=FLmRNA /CNT=145 /TID=Mm.16711.1 /TIER=FL+Stack /STK=40 /UG=Mm.16711 /LL=17216 /
MOE430_2_1448819_at 133.9 208.3 P P 0.00415 0.001221 0.9 I 0.00002 gb:NM_026030.1 /DB_XREF=gi:14149755 /GEN=Eif2s2 /FEA=FLmRNA /CNT=448 /TID=Mm.29859.1 /TIER=FL+Stack /STK=37 /UG=Mm.29859 /LL=67204 /
MOE430_2_1448885_at 45.8 84.5 P P 0.005859 0.001221 0.9 I 0.000147 gb:BB645629 /DB_XREF=gi:15402342 /DB_XREF=BB645629 /CLONE=B430305J03 /FEA=FLmRNA /CNT=101 /TID=Mm.26939.1 /TIER=Stack /STK=25 /U
MOE430_2_1449009_at 51.2 91.4 P P 0.001953 0.000244 0.9 I 0.00002 gb:NM_011579.1 /DB_XREF=gi:6755776 /GEN=Tgtp /FEA=FLmRNA /CNT=54 /TID=Mm.15793.1 /TIER=FL+Stack /STK=27 /UG=Mm.15793 /LL=21822 /DE
MOE430_2_1449038_at 35.7 63 M P 0.06 0.001221 0.9 I 0.00002 gb:NM_008288.1 /DB_XREF=gi:6680278 /GEN=Hsd11b1 /FEA=FLmRNA /CNT=93 /TID=Mm.28328.1 /TIER=FL+Stack /STK=25 /UG=Mm.28328 /LL=15483 
MOE430_2_1449143_at 14.7 45.6 A P 0.1 0.005859 0.9 NC 0.01 gb:BC024872.1 /DB_XREF=gi:19353159 /FEA=FLmRNA /CNT=64 /TID=Mm.180157.1 /TIER=ConsEnd /STK=0 /UG=Mm.180157 /LL=67775 /UG_GENE=583
MOE430_2_1449154_at 226.6 450 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_007729.1 /DB_XREF=gi:6680957 /GEN=Col11a1 /FEA=FLmRNA /CNT=101 /TID=Mm.5017.1 /TIER=FL+Stack /STK=21 /UG=Mm.5017 /LL=12814 /D
MOE430_2_1449231_at 8.1 13.2 A A 0.36 0.08 0.9 NC 0.24 gb:NM_022409.1 /DB_XREF=gi:11967932 /GEN=Zfp296 /FEA=FLmRNA /CNT=27 /TID=Mm.23310.1 /TIER=FL+Stack /STK=18 /UG=Mm.23310 /LL=63872 /
MOE430_2_1449366_at 1.5 2 A A 0.75 0.6 0.9 NC 0.34 gb:NM_008611.1 /DB_XREF=gi:6678903 /GEN=Mmp8 /FEA=FLmRNA /CNT=18 /TID=Mm.16415.1 /TIER=FL+Stack /STK=13 /UG=Mm.16415 /LL=17394 /D
MOE430_2_1449373_at 15.6 22.3 P P 0.008057 0.001221 0.9 NC 0.04 gb:BE624323 /DB_XREF=gi:9904739 /DB_XREF=uu45b07.y1 /CLONE=IMAGE:3374869 /FEA=FLmRNA /CNT=147 /TID=Mm.12616.1 /TIER=ConsEnd /STK=
MOE430_2_1449489_at 0.4 0.8 A A 0.98 0.97 0.9 NC 0.11 gb:NM_009436.1 /DB_XREF=gi:6678166 /GEN=Stk22b /FEA=FLmRNA /CNT=22 /TID=Mm.14777.1 /TIER=FL+Stack /STK=9 /UG=Mm.14777 /LL=22115 /D
MOE430_2_1449515_at 26.2 50.5 P P 0.00293 0.000244 0.9 I 0.000438 gb:NM_013889.1 /DB_XREF=gi:7305640 /GEN=Zfp292 /FEA=FLmRNA /CNT=74 /TID=Mm.38193.1 /TIER=FL+Stack /STK=8 /UG=Mm.38193 /LL=30046 /D
MOE430_2_1449578_at 45.6 81.1 P P 0.000244 0.000732 0.9 I 0.001336 gb:AW536705 /DB_XREF=gi:7179122 /DB_XREF=G0107G09-3 /CLONE=G0107G09 /FEA=FLmRNA /CNT=92 /TID=Mm.45286.1 /TIER=Stack /STK=45 /UG
MOE430_2_1449661_at 5.1 8.1 A A 0.21 0.06 0.9 NC 0.12 gb:AW536442 /DB_XREF=gi:7178859 /DB_XREF=G0104E09-3 /CLONE=G0104E09 /FEA=EST /CNT=1 /TID=Mm.203771.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449748_at 0.4 0.4 A A 0.69 0.96 0.9 NC 0.57 gb:AA517023 /DB_XREF=gi:2256612 /DB_XREF=vh85f06.r1 /CLONE=IMAGE:893795 /FEA=EST /CNT=1 /TID=Mm.4902.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449895_at 2.7 2.5 A A 0.46 0.53 0.9 NC 0.5 gb:M85170.1 /DB_XREF=gi:201009 /GEN=acrosin /FEA=FLmRNA /CNT=13 /TID=Mm.57.1 /TIER=FL /STK=4 /UG=Mm.57 /LL=11434 /DEF=Mouse acrosin 
MOE430_2_1450047_at 1094.5 2029.2 P P 0.000244 0.000244 0.9 I 0.00002 gb:AW536432 /DB_XREF=gi:7178849 /DB_XREF=G0104D07-3 /CLONE=G0104D07 /FEA=FLmRNA /CNT=94 /TID=Mm.41264.1 /TIER=Stack /STK=37 /UG
MOE430_2_1450076_at 13.7 30 A P 0.11 0.005859 0.9 NC 0.01 gb:NM_025747.1 /DB_XREF=gi:13385209 /GEN=4933411K20Rik /FEA=FLmRNA /CNT=31 /TID=Mm.133623.1 /TIER=FL /STK=2 /UG=Mm.133623 /LL=6675
MOE430_2_1450087_a_ 77.1 133.9 P P 0.000244 0.000244 0.9 I 0.000088 gb:NM_053086.1 /DB_XREF=gi:16716370 /GEN=Nolc1 /FEA=FLmRNA /CNT=25 /TID=Mm.78861.1 /TIER=FL /STK=2 /UG=Mm.78861 /LL=70769 /DEF=Mus
MOE430_2_1450113_at 29.2 37.2 P P 0.01 0.000244 0.9 I 0.000147 gb:AW258373 /DB_XREF=gi:6631354 /DB_XREF=uq33h11.y1 /CLONE=IMAGE:2811237 /FEA=FLmRNA /CNT=54 /TID=Mm.30561.1 /TIER=ConsEnd /STK=0
MOE430_2_1450136_at 0.3 0.6 A A 0.94 0.94 0.9 NC 0.5 gb:NM_007646.1 /DB_XREF=gi:6680881 /GEN=Cd38 /FEA=FLmRNA /CNT=17 /TID=Mm.97734.1 /TIER=FL /STK=2 /UG=Mm.97734 /LL=12494 /DEF=Mus 
MOE430_2_1450157_a_ 18.2 53 A P 0.08 0.000244 0.9 I 0.00004 gb:AF079222.1 /DB_XREF=gi:4165078 /FEA=FLmRNA /CNT=21 /TID=Mm.116997.1 /TIER=FL /STK=1 /UG=Mm.116997 /LL=15366 /UG_GENE=Hmmr /DEF
MOE430_2_1450185_a_ 0.5 2.7 A A 0.87 0.6 0.9 NC 0.14 gb:NM_019664.1 /DB_XREF=gi:9790078 /GEN=Kcnj15 /FEA=FLmRNA /CNT=11 /TID=Mm.44238.1 /TIER=FL /STK=2 /UG=Mm.44238 /LL=16516 /DEF=Mus
MOE430_2_1450194_a_ 0.1 0.7 A A 0.88 0.95 0.9 NC 0.36 gb:NM_033597.1 /DB_XREF=gi:19526472 /GEN=Myb /FEA=FLmRNA /CNT=9 /TID=Mm.1202.1 /TIER=FL /STK=2 /UG=Mm.1202 /LL=17863 /DEF=Mus mus
MOE430_2_1450195_at 15.9 42.4 P P 0.01 0.01 0.9 NC 0.009292 gb:NM_022565.1 /DB_XREF=gi:12000418 /GEN=Ndst4 /FEA=FLmRNA /CNT=9 /TID=Mm.102338.1 /TIER=FL /STK=2 /UG=Mm.102338 /LL=64580 /DEF=M
MOE430_2_1450300_at 6.9 17.1 A A 0.5 0.39 0.9 NC 0.35 gb:NM_008075.1 /DB_XREF=gi:6679918 /GEN=Gabrr1 /FEA=FLmRNA /CNT=4 /TID=Mm.14116.1 /TIER=FL /STK=2 /UG=Mm.14116 /LL=14408 /DEF=Mus 
MOE430_2_1450328_at 0.7 1.1 A A 0.8 0.66 0.9 NC 0.14 gb:NM_028588.1 /DB_XREF=gi:15987829 /GEN=1700129L04Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159041.1 /TIER=FL /STK=2 /UG=Mm.159041 /LL=73627
MOE430_2_1450443_at 22.3 33.1 A P 0.11 0.03 0.9 NC 0.5 gb:NM_008956.1 /DB_XREF=gi:6679514 /GEN=Ptbp1 /FEA=FLmRNA /CNT=21 /TID=Mm.19117.1 /TIER=FL /STK=1 /UG=Mm.19117 /LL=19205 /DEF=Mus 
MOE430_2_1450501_at 5 8.8 A A 0.43 0.33 0.9 NC 0.5 gb:NM_008396.1 /DB_XREF=gi:6680477 /GEN=Itga2 /FEA=FLmRNA /CNT=7 /TID=Mm.5007.1 /TIER=FL /STK=1 /UG=Mm.5007 /LL=16398 /DEF=Mus mus
MOE430_2_1450516_a_ 2.9 3.1 A A 0.75 0.56 0.9 NC 0.09 gb:NM_008998.1 /DB_XREF=gi:6679584 /GEN=Rab17 /FEA=FLmRNA /CNT=5 /TID=Mm.38889.1 /TIER=FL /STK=1 /UG=Mm.38889 /LL=19329 /DEF=Mus m
MOE430_2_1450533_a_ 12.1 21 A A 0.43 0.08 0.9 I 0.000189 gb:NM_009538.1 /DB_XREF=gi:7110736 /GEN=Zac1 /FEA=FLmRNA /CNT=6 /TID=Mm.220978.1 /TIER=FL /STK=1 /UG=Mm.220978 /LL=22634 /DEF=Mus
MOE430_2_1450744_at 179.3 339.9 P P 0.000244 0.000244 0.9 I 0.00002 gb:NM_138953.1 /DB_XREF=gi:20336737 /GEN=Ell2 /FEA=FLmRNA /CNT=75 /TID=Mm.21288.1 /TIER=FL+Stack /STK=13 /UG=Mm.21288 /LL=192657 /D
MOE430_2_1450745_at 57.1 121.1 P P 0.000244 0.000244 0.9 I 0.000023 gb:NM_052993.1 /DB_XREF=gi:16506276 /GEN=C1galt1-pending /FEA=FLmRNA /CNT=41 /TID=Mm.102752.1 /TIER=FL+Stack /STK=13 /UG=Mm.102752 /
MOE430_2_1450759_at 3.1 6.3 A A 0.6 0.33 0.9 NC 0.15 gb:NM_007556.1 /DB_XREF=gi:6680797 /GEN=Bmp6 /FEA=FLmRNA /CNT=41 /TID=Mm.214548.1 /TIER=FL+Stack /STK=11 /UG=Mm.214548 /LL=12161 /
MOE430_2_1450789_at 16.9 31.9 A A 0.3 0.19 0.9 I 0.000552 gb:NM_008164.1 /DB_XREF=gi:6680084 /GEN=Grbp /FEA=FLmRNA /CNT=20 /TID=Mm.57052.1 /TIER=FL+Stack /STK=8 /UG=Mm.57052 /LL=14787 /DEF
MOE430_2_1450801_at 2 3.3 A A 0.66 0.56 0.9 NC 0.14 gb:NM_020330.1 /DB_XREF=gi:9966765 /GEN=Adam21 /FEA=FLmRNA /CNT=8 /TID=Mm.117130.1 /TIER=FL /STK=2 /UG=Mm.117130 /LL=56622 /DEF=M
MOE430_2_1450830_a_ 2 2 A A 0.8 0.72 0.9 NC 0.004481 gb:NM_033614.1 /DB_XREF=gi:15809035 /GEN=Pde6c /FEA=FLmRNA /CNT=6 /TID=Mm.196971.1 /TIER=FL /STK=0 /UG=Mm.196971 /LL=110855 /DEF=M
MOE430_2_1450985_a_ 43.7 123.9 P P 0.000244 0.001221 0.9 NC 0.009292 gb:NM_011597.1 /DB_XREF=gi:7549794 /GEN=Tjp2 /FEA=FLmRNA /CNT=105 /TID=Mm.104744.1 /TIER=ConsEnd /STK=0 /UG=Mm.104744 /LL=21873 /D
MOE430_2_1451022_at 115.5 229.6 P P 0.000244 0.000244 0.9 I 0.00002 gb:BB437173 /DB_XREF=gi:16424405 /DB_XREF=BB437173 /CLONE=D030001M05 /FEA=FLmRNA /CNT=48 /TID=Mm.20861.1 /TIER=Stack /STK=11 /UG
MOE430_2_1451092_a_ 146.7 282 P P 0.001953 0.000732 0.9 I 0.00002 gb:AV258722 /DB_XREF=gi:6246181 /DB_XREF=AV258722 /CLONE=4930401K09 /FEA=FLmRNA /CNT=270 /TID=Mm.3833.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1451158_at 57.5 96.5 P P 0.000244 0.000732 0.9 NC 0.04 gb:BG923744 /DB_XREF=gi:14304233 /DB_XREF=602825857F1 /CLONE=IMAGE:4954286 /FEA=FLmRNA /CNT=284 /TID=Mm.173718.1 /TIER=Stack /STK
MOE430_2_1451190_a_ 305.9 493.1 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC025837.1 /DB_XREF=gi:19388001 /FEA=FLmRNA /CNT=185 /TID=Mm.29660.1 /TIER=FL+Stack /STK=70 /UG=Mm.29660 /DEF=Mus musculus, clone
MOE430_2_1451417_at 15 27.9 A A 0.19 0.06 0.9 NC 0.11 gb:U31625.1 /DB_XREF=gi:988213 /GEN=Brca1 /FEA=FLmRNA /CNT=50 /TID=Mm.1889.1 /TIER=FL /STK=1 /UG=Mm.1889 /LL=12189 /DEF=Mus muscul
MOE430_2_1451466_at 84.2 163.7 P P 0.000244 0.000244 0.9 I 0.001336 gb:BC019957.1 /DB_XREF=gi:18043250 /FEA=FLmRNA /CNT=53 /TID=Mm.35581.1 /TIER=FL+Stack /STK=18 /UG=Mm.35581 /LL=67102 /UG_GENE=2310
MOE430_2_1451490_at 263.9 429.2 P P 0.000244 0.000244 0.9 I 0.00006 gb:BC027340.1 /DB_XREF=gi:20071103 /FEA=FLmRNA /CNT=31 /TID=Mm.46759.1 /TIER=FL+Stack /STK=15 /UG=Mm.46759 /DEF=Mus musculus, clone 
MOE430_2_1451538_at 426.1 843.7 P P 0.001953 0.000244 0.9 I 0.000023 gb:BC024958.1 /DB_XREF=gi:19353855 /FEA=FLmRNA /CNT=138 /TID=Mm.46607.1 /TIER=FL+Stack /STK=10 /UG=Mm.46607 /DEF=Mus musculus, clone
MOE430_2_1451635_at 0.2 0.4 A A 0.99 0.78 0.9 NC 0.04 gb:AB056443.1 /DB_XREF=gi:19032278 /GEN=mOAT6-S /FEA=FLmRNA /CNT=8 /TID=Mm.187584.2 /TIER=FL /STK=4 /UG=Mm.187584 /LL=171405 /DE
MOE430_2_1451659_at 7.5 13.3 A A 0.43 0.12 0.9 NC 0.34 gb:AF402613.1 /DB_XREF=gi:15705418 /FEA=FLmRNA /CNT=9 /TID=Mm.65692.2 /TIER=FL /STK=3 /UG=Mm.65692 /DEF=Mus musculus actin-binding pr
MOE430_2_1451739_at 15.5 37 A P 0.09 0.01 0.9 NC 0.009292 gb:BC006646.1 /DB_XREF=gi:13879341 /FEA=FLmRNA /CNT=49 /TID=Mm.30262.2 /TIER=FL /STK=1 /UG=Mm.30262 /LL=12224 /UG_GENE=Klf5 /DEF=M
MOE430_2_1451818_at 21.2 49.3 A P 0.06 0.008057 0.9 I 0.000552 gb:BC011287.1 /DB_XREF=gi:15030078 /FEA=FLmRNA /CNT=11 /TID=Mm.207083.1 /TIER=FL /STK=1 /UG=Mm.207083 /DEF=Mus musculus, clone MGC:
MOE430_2_1451839_a_ 48.1 99.3 P P 0.000244 0.000244 0.9 I 0.000273 gb:AY007702.1 /DB_XREF=gi:10863860 /FEA=FLmRNA /CNT=5 /TID=Mm.5034.2 /TIER=FL /STK=1 /UG=Mm.5034 /LL=18583 /UG_GENE=Pde7a /DEF=Mu
MOE430_2_1451909_a_ 34 53.6 P P 0.005859 0.001221 0.9 MI 0.002032 gb:BC003769.1 /DB_XREF=gi:13277749 /FEA=FLmRNA /CNT=1 /TID=Mm.10027.2 /TIER=FL /STK=1 /UG=Mm.10027 /LL=19134 /UG_GENE=Prpk /DEF=M
MOE430_2_1451922_at 0.9 2.7 A A 0.72 0.82 0.9 NC 0.5 gb:BC020188.1 /DB_XREF=gi:18044924 /FEA=FLmRNA /CNT=1 /TID=Mm.216349.1 /TIER=FL /STK=1 /UG=Mm.216349 /DEF=Mus musculus, Similar to ER
MOE430_2_1451942_x_ 4.3 10.1 A P 0.14 0.03 0.9 NC 0.22 gb:AF288379.1 /DB_XREF=gi:9716703 /FEA=FLmRNA /CNT=1 /TID=Mm.197613.1 /TIER=FL /STK=1 /UG=Mm.197613 /LL=93967 /UG_GENE=Klra20 /DEF
MOE430_2_1451953_at 5.7 7.9 A A 0.3 0.09 0.9 NC 0.08 gb:U82380.1 /DB_XREF=gi:1769578 /GEN=Vcs2 /FEA=FLmRNA /CNT=1 /TID=Mm.1397.4 /TIER=FL /STK=1 /UG=Mm.1397 /LL=20600 /DEF=Mus musculu
MOE430_2_1452045_at 94.1 165.7 P P 0.000732 0.000244 0.9 I 0.00002 gb:AV071650 /DB_XREF=gi:5191478 /DB_XREF=AV071650 /CLONE=2124002K05 /FEA=FLmRNA /CNT=128 /TID=Mm.32505.1 /TIER=Stack /STK=16 /UG
MOE430_2_1452211_at 263.7 546.6 P P 0.001221 0.000732 0.9 I 0.00002 gb:BM195254 /DB_XREF=gi:17746632 /DB_XREF=C0306E04-3 /CLONE=C0306E04 /FEA=mRNA /CNT=171 /TID=Mm.21963.1 /TIER=Stack /STK=53 /UG=
MOE430_2_1452252_at 150.9 300.7 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC005522.1 /DB_XREF=gi:13529628 /FEA=mRNA /CNT=65 /TID=Mm.29631.1 /TIER=Stack /STK=34 /UG=Mm.29631 /LL=70683 /UG_GENE=3830408P0
MOE430_2_1452299_at 58.7 93.5 P P 0.000732 0.000244 0.9 I 0.000147 gb:BB397174 /DB_XREF=gi:16411795 /DB_XREF=BB397174 /CLONE=C330002J17 /FEA=mRNA /CNT=181 /TID=Mm.78312.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1452338_s_ 159.1 325.8 P P 0.000244 0.000244 0.9 I 0.00002 gb:AA172344 /DB_XREF=gi:1751595 /DB_XREF=mt04a11.r1 /CLONE=IMAGE:620060 /FEA=mRNA /CNT=24 /TID=Mm.40546.4 /TIER=ConsEnd /STK=0 /U
MOE430_2_1452349_x_ 6.3 10 A A 0.24 0.11 0.9 NC 0.17 gb:AI481797 /DB_XREF=gi:4375023 /DB_XREF=vf99b08.x1 /CLONE=IMAGE:851895 /FEA=mRNA /CNT=24 /TID=Mm.215120.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1452354_at 10.9 18.2 A A 0.36 0.19 0.9 NC 0.33 gb:AK013367.1 /DB_XREF=gi:12850681 /FEA=mRNA /CNT=32 /TID=Mm.54981.1 /TIER=Stack /STK=9 /UG=Mm.54981 /LL=72792 /UG_GENE=2810459M1
MOE430_2_1452411_at 66.4 130.9 P P 0.01 0.000732 0.9 I 0.000101 gb:BG966295 /DB_XREF=gi:14353932 /DB_XREF=602832772F1 /CLONE=IMAGE:4987624 /FEA=mRNA /CNT=33 /TID=Mm.28534.1 /TIER=ConsEnd /STK=
MOE430_2_1452461_a_ 98.3 171.2 P P 0.000732 0.000732 0.9 I 0.000046 gb:L36434.1 /DB_XREF=gi:625041 /FEA=mRNA /CNT=8 /TID=Mm.67919.2 /TIER=ConsEnd /STK=0 /UG=Mm.67919 /LL=16658 /UG_GENE=Mafb /DEF=Mu
MOE430_2_1452465_at 0.7 1.6 A A 0.99 0.8 0.9 NC 0.01 gb:AJ293626.1 /DB_XREF=gi:9886713 /GEN=MYHC-IIX /FEA=mRNA /CNT=13 /TID=Mm.42156.1 /TIER=ConsEnd /STK=0 /UG=Mm.42156 /LL=17879 /DE
MOE430_2_1452496_at 11.4 21.2 A P 0.09 0.01 0.9 NC 0.02 gb:AI593492 /DB_XREF=gi:4602540 /DB_XREF=vu51c06.x1 /CLONE=IMAGE:1194922 /FEA=mRNA /CNT=3 /TID=Mm.86729.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452534_a_ 294.8 686 P P 0.000244 0.000244 0.9 I 0.000052 gb:X67668.1 /DB_XREF=gi:51338 /GEN=hmg2 /FEA=mRNA /CNT=1 /TID=Mm.1693.2 /TIER=ConsEnd /STK=0 /UG=Mm.1693 /LL=15352 /DEF=M.musculus
MOE430_2_1452549_at 0.3 1.4 A A 0.85 0.53 0.9 NC 0.29 gb:AJ319753.1 /DB_XREF=gi:17426730 /FEA=mRNA /CNT=1 /TID=Mm.214643.1 /TIER=ConsEnd /STK=0 /UG=Mm.214643 /DEF=Mus musculus mRNA for
MOE430_2_1452574_x_ 0.2 0.3 A A 0.9 0.99 0.9 NC 0.68 gb:X94422.1 /DB_XREF=gi:1181229 /FEA=mRNA /CNT=1 /TID=Mm.28362.3 /TIER=ConsEnd /STK=0 /UG=Mm.28362 /LL=104790 /UG_GENE=AI326478 /D
MOE430_2_1452593_a_ 7.2 14.8 P P 0.01 0.008057 0.9 NC 0.01 gb:AI019214 /DB_XREF=gi:3233550 /DB_XREF=ub21b02.r1 /CLONE=IMAGE:1378347 /FEA=mRNA /CNT=88 /TID=Mm.176927.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1452617_at 11.6 17.9 A P 0.11 0.02 0.9 NC 0.45 gb:BC028648.1 /DB_XREF=gi:20307044 /FEA=mRNA /CNT=24 /TID=Mm.131705.1 /TIER=ConsEnd /STK=0 /UG=Mm.131705 /DEF=Mus musculus, Similar t
MOE430_2_1452774_at 229.2 398.2 P P 0.000244 0.000244 0.9 I 0.00002 gb:BG518769 /DB_XREF=gi:13513961 /DB_XREF=602578358F1 /CLONE=IMAGE:3491655 /FEA=mRNA /CNT=102 /TID=Mm.220976.1 /TIER=Stack /STK=4
MOE430_2_1452854_at 67.1 117.3 P P 0.000732 0.000244 0.9 I 0.00002 gb:AK017703.1 /DB_XREF=gi:12857079 /FEA=mRNA /CNT=44 /TID=Mm.80393.1 /TIER=Stack /STK=28 /UG=Mm.80393 /LL=70585 /UG_GENE=5730478J1
MOE430_2_1452913_at 21.8 52.4 P P 0.01 0.000244 0.9 NC 0.002753 gb:AV337888 /DB_XREF=gi:16396586 /DB_XREF=AV337888 /CLONE=6430406H24 /FEA=mRNA /CNT=105 /TID=Mm.28040.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1452922_at 38 62.2 P P 0.000244 0.001221 0.9 NC 0.02 gb:AK011539.1 /DB_XREF=gi:12847726 /FEA=mRNA /CNT=31 /TID=Mm.40719.1 /TIER=Stack /STK=20 /UG=Mm.40719 /LL=70414 /UG_GENE=2610024M0
MOE430_2_1452924_at 88.2 172.1 P P 0.000732 0.000244 0.9 I 0.00002 gb:BF730742 /DB_XREF=gi:12048606 /DB_XREF=mab68g02.x1 /CLONE=IMAGE:3975722 /FEA=mRNA /CNT=100 /TID=Mm.85162.1 /TIER=Stack /STK=19 
MOE430_2_1452987_at 7.1 12.1 A P 0.12 0.04 0.9 NC 0.009292 gb:AV167760 /DB_XREF=gi:5374197 /DB_XREF=AV167760 /CLONE=3110057A08 /FEA=mRNA /CNT=36 /TID=Mm.218317.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1453235_at 1.7 1.6 A A 0.91 0.8 0.9 NC 0.5 gb:AK005903.1 /DB_XREF=gi:12838727 /FEA=mRNA /CNT=17 /TID=Mm.45828.1 /TIER=Stack /STK=11 /UG=Mm.45828 /LL=69332 /UG_GENE=1700012F1
MOE430_2_1453236_at 1 0.9 A A 0.85 0.87 0.9 NC 0.45 gb:AK006782.1 /DB_XREF=gi:12840032 /FEA=mRNA /CNT=15 /TID=Mm.23518.1 /TIER=Stack /STK=11 /UG=Mm.23518 /LL=73398 /UG_GENE=1700054F2
MOE430_2_1453245_at 3.2 3.1 A A 0.33 0.24 0.9 NC 0.5 gb:BB329046 /DB_XREF=gi:16403899 /DB_XREF=BB329046 /CLONE=B530033F01 /FEA=mRNA /CNT=21 /TID=Mm.74688.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1453349_at 11.1 20.8 A P 0.17 0.02 0.9 NC 0.41 gb:AK010559.1 /DB_XREF=gi:12846091 /FEA=mRNA /CNT=13 /TID=Mm.45320.1 /TIER=ConsEnd /STK=5 /UG=Mm.45320 /LL=69743 /UG_GENE=2410019
MOE430_2_1453389_a_ 7.9 11 A A 0.21 0.33 0.9 NC 0.49 gb:AK017604.1 /DB_XREF=gi:12856929 /FEA=mRNA /CNT=7 /TID=Mm.103797.2 /TIER=ConsEnd /STK=4 /UG=Mm.103797 /LL=23921 /UG_GENE=Aps-pe
MOE430_2_1453424_at 15.2 23.5 M P 0.05 0.01 0.9 I 0.001832 gb:BM123442 /DB_XREF=gi:17107210 /DB_XREF=L0525A03-3 /CLONE=L0525A03 /FEA=mRNA /CNT=8 /TID=Mm.154526.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1453536_at 4.3 6.5 A A 0.53 0.33 0.9 NC 0.26 gb:AK006601.1 /DB_XREF=gi:12839783 /FEA=mRNA /CNT=4 /TID=Mm.52613.1 /TIER=ConsEnd /STK=2 /UG=Mm.52613 /LL=73314 /UG_GENE=1700034K
MOE430_2_1453546_at 5.5 17.1 A A 0.17 0.21 0.9 NC 0.5 gb:AV043665 /DB_XREF=gi:4863330 /DB_XREF=AV043665 /CLONE=1700029I08 /FEA=mRNA /CNT=3 /TID=Mm.158283.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453631_at 9.8 9.9 P A 0.03 0.08 0.9 NC 0.5 gb:AK011376.1 /DB_XREF=gi:12847458 /GEN=Stx8 /FEA=mRNA /CNT=6 /TID=Mm.3973.2 /TIER=ConsEnd /STK=1 /UG=Mm.3973 /LL=55943 /UG_TITLE=
MOE430_2_1453669_at 0.8 1.7 A A 0.82 0.5 0.9 NC 0.16 gb:BB514976 /DB_XREF=gi:16442973 /DB_XREF=BB514976 /CLONE=D830006E06 /FEA=mRNA /CNT=4 /TID=Mm.159617.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453675_at 6.5 12.1 A A 0.72 0.36 0.9 NC 0.31 gb:AK011813.1 /DB_XREF=gi:12848173 /FEA=mRNA /CNT=4 /TID=Mm.186778.1 /TIER=ConsEnd /STK=1 /UG=Mm.186778 /LL=72472 /UG_GENE=261010
MOE430_2_1453836_a_ 90.6 183.3 P P 0.000732 0.000244 0.9 I 0.00002 gb:AK006949.1 /DB_XREF=gi:12840262 /GEN=Mgll /FEA=mRNA /CNT=5 /TID=Mm.194795.3 /TIER=ConsEnd /STK=0 /UG=Mm.194795 /LL=23945 /UG_TIT
MOE430_2_1453841_at 7.5 17.4 P A 0.01 0.06 0.9 NC 0.74 gb:BG061080 /DB_XREF=gi:12530212 /DB_XREF=L0902C08-5 /CLONE=L0902C08 /FEA=mRNA /CNT=4 /TID=Mm.158816.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453928_a_ 119.1 209 P P 0.000732 0.000244 0.9 I 0.000027 gb:AK017822.1 /DB_XREF=gi:12857270 /GEN=Ssb /FEA=mRNA /CNT=2 /TID=Mm.10508.2 /TIER=ConsEnd /STK=1 /UG=Mm.10508 /LL=20823 /UG_TITLE
MOE430_2_1453937_at 0.8 1.4 A A 0.87 0.75 0.9 NC 0.05 gb:AK016719.1 /DB_XREF=gi:12855609 /FEA=mRNA /CNT=2 /TID=Mm.56343.1 /TIER=ConsEnd /STK=1 /UG=Mm.56343 /LL=71125 /UG_GENE=4933407G
MOE430_2_1453942_at 2 4.4 A A 0.96 0.69 0.9 NC 0.5 gb:AK007250.1 /DB_XREF=gi:12840678 /FEA=mRNA /CNT=2 /TID=Mm.159757.1 /TIER=ConsEnd /STK=1 /UG=Mm.159757 /LL=76663 /UG_GENE=170012
MOE430_2_1453957_a_ 0.9 2.1 A A 0.82 0.43 0.9 NC 0.42 gb:AK011797.1 /DB_XREF=gi:12848149 /FEA=mRNA /CNT=2 /TID=Mm.18496.2 /TIER=ConsEnd /STK=1 /UG=Mm.18496 /LL=140488 /UG_GENE=Igf2bp3 /
MOE430_2_1454022_at 45.1 83.2 M M 0.05 0.05 0.9 NC 0.37 gb:AK017630.1 /DB_XREF=gi:12856968 /GEN=Ephb2 /FEA=mRNA /CNT=1 /TID=Mm.4652.2 /TIER=ConsEnd /STK=0 /UG=Mm.4652 /LL=13844 /UG_TITLE
MOE430_2_1454070_a_ 17.4 32.3 A P 0.09 0.007568 0.9 MI 0.002032 gb:AK014975.1 /DB_XREF=gi:12853122 /FEA=mRNA /CNT=1 /TID=Mm.24760.2 /TIER=ConsEnd /STK=0 /UG=Mm.24760 /LL=114874 /UG_GENE=4921528
MOE430_2_1454129_at 0.9 2.9 A A 0.8 0.53 0.9 NC 0.01 gb:AK016834.1 /DB_XREF=gi:12855781 /FEA=mRNA /CNT=1 /TID=Mm.158602.1 /TIER=ConsEnd /STK=0 /UG=Mm.158602 /LL=71174 /UG_GENE=493341
MOE430_2_1454165_at 5.1 9.1 A A 0.36 0.17 0.9 NC 0.21 gb:AK006351.1 /DB_XREF=gi:12839407 /FEA=mRNA /CNT=1 /TID=Mm.158113.1 /TIER=ConsEnd /STK=0 /UG=Mm.158113 /LL=66334 /UG_GENE=170002
MOE430_2_1454208_at 0.6 1 A A 0.96 0.85 0.9 NC 0.5 gb:AK015618.1 /DB_XREF=gi:12854021 /FEA=mRNA /CNT=1 /TID=Mm.159380.1 /TIER=ConsEnd /STK=0 /UG=Mm.159380 /LL=74970 /UG_GENE=493048
MOE430_2_1454349_at 0.4 1 A A 0.93 0.79 0.9 NC 0.5 gb:AK013447.1 /DB_XREF=gi:12850808 /FEA=mRNA /CNT=2 /TID=Mm.195649.1 /TIER=ConsEnd /STK=0 /UG=Mm.195649 /LL=72837 /UG_GENE=281048
MOE430_2_1454375_at 6.4 7.3 A A 0.11 0.3 0.9 NC 0.3 gb:AK017674.1 /DB_XREF=gi:12857032 /FEA=mRNA /CNT=2 /TID=Mm.158121.1 /TIER=ConsEnd /STK=0 /UG=Mm.158121 /LL=66638 /UG_GENE=573045
MOE430_2_1454396_at 1.6 1.7 A A 0.5 0.53 0.9 NC 0.5 gb:AK014560.1 /DB_XREF=gi:12852489 /FEA=mRNA /CNT=1 /TID=Mm.159117.1 /TIER=ConsEnd /STK=0 /UG=Mm.159117 /LL=74036 /UG_GENE=463240
MOE430_2_1454413_at 0.2 1.5 A A 0.97 0.82 0.9 NC 0.5 gb:AK016894.1 /DB_XREF=gi:12855871 /FEA=mRNA /CNT=1 /TID=Mm.158568.1 /TIER=ConsEnd /STK=0 /UG=Mm.158568 /LL=71113 /UG_GENE=493342
MOE430_2_1454457_at 0.6 4.5 A A 0.72 0.43 0.9 NC 0.5 gb:AK015342.1 /DB_XREF=gi:12853644 /FEA=mRNA /CNT=1 /TID=Mm.159355.1 /TIER=ConsEnd /STK=0 /UG=Mm.159355 /LL=74891 /UG_GENE=493043
MOE430_2_1454458_at 1.7 2.1 A A 0.82 0.72 0.9 NC 0.5 gb:AK018099.1 /DB_XREF=gi:12857659 /FEA=mRNA /CNT=1 /TID=Mm.159693.1 /TIER=ConsEnd /STK=0 /UG=Mm.159693 /LL=76143 /UG_GENE=623042
MOE430_2_1454520_at 5.8 9.3 A A 0.09 0.11 0.9 NC 0.25 gb:AK017930.1 /DB_XREF=gi:12857430 /FEA=mRNA /CNT=1 /TID=Mm.159649.1 /TIER=ConsEnd /STK=0 /UG=Mm.159649 /LL=76012 /UG_GENE=583041
MOE430_2_1454625_at 71.9 118.7 P P 0.001953 0.000244 0.9 I 0.00013 gb:BG073473 /DB_XREF=gi:12556042 /DB_XREF=H3123A03-3 /CLONE=H3123A03 /FEA=EST /CNT=148 /TID=Mm.26870.2 /TIER=Stack /STK=122 /UG=
MOE430_2_1454715_at 0.7 1.7 A A 0.9 0.82 0.9 NC 0.13 gb:BB170143 /DB_XREF=gi:16269281 /DB_XREF=BB170143 /CLONE=A230016C14 /FEA=EST /CNT=73 /TID=Mm.121014.1 /TIER=Stack /STK=64 /UG=M
MOE430_2_1454764_s_ 75.1 123.9 P P 0.000244 0.000244 0.9 I 0.00002 gb:BF165681 /DB_XREF=gi:11046033 /DB_XREF=601777989F1 /CLONE=IMAGE:4019254 /FEA=EST /CNT=72 /TID=Mm.25162.1 /TIER=Stack /STK=52 /U
MOE430_2_1455070_at 121.4 225.8 P P 0.000732 0.000244 0.9 I 0.00002 gb:BF730353 /DB_XREF=gi:12048217 /DB_XREF=mab62c12.x1 /CLONE=IMAGE:3974806 /FEA=EST /CNT=64 /TID=Mm.27420.1 /TIER=Stack /STK=26 /U
MOE430_2_1455163_at 23.5 41 P P 0.00293 0.000244 0.9 I 0.000692 gb:AV351082 /DB_XREF=gi:16397163 /DB_XREF=AV351082 /CLONE=6620402B19 /FEA=EST /CNT=32 /TID=Mm.186774.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1455234_at 5.9 9.5 A A 0.19 0.17 0.9 NC 0.28 gb:BB795733 /DB_XREF=gi:16965352 /DB_XREF=BB795733 /CLONE=G4D0001J03 /FEA=EST /CNT=21 /TID=Mm.32526.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1455360_at 8.9 20.3 A A 0.27 0.39 0.9 NC 0.71 gb:AV249132 /DB_XREF=gi:16387432 /DB_XREF=AV249132 /CLONE=4833412L08 /FEA=EST /CNT=26 /TID=Mm.40834.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455406_at 24.5 53.8 P P 0.000732 0.001221 0.9 I 0.000167 gb:AV251542 /DB_XREF=gi:16387638 /DB_XREF=AV251542 /CLONE=4833431M13 /FEA=EST /CNT=20 /TID=Mm.23057.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455428_at 57.7 123 P P 0.000244 0.000732 0.9 I 0.000438 gb:BM248711 /DB_XREF=gi:17883981 /DB_XREF=K0821B10-3 /CLONE=K0821B10 /FEA=EST /CNT=14 /TID=Mm.27698.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455488_at 59 73.5 P P 0.00415 0.000732 0.9 I 0.000966 gb:BB827546 /DB_XREF=gi:17005789 /DB_XREF=BB827546 /CLONE=G830048G20 /FEA=EST /CNT=39 /TID=Mm.85763.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455735_at 17.1 37 P P 0.000732 0.001221 0.9 I 0.000618 gb:AW259574 /DB_XREF=gi:6632555 /DB_XREF=up30e03.x1 /CLONE=IMAGE:2655868 /FEA=EST /CNT=16 /TID=Mm.32409.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1455750_at 23.5 50.8 P P 0.000732 0.000244 0.9 I 0.000052 gb:BE852799 /DB_XREF=gi:10311138 /DB_XREF=uw34d11.x1 /CLONE=IMAGE:3418581 /FEA=EST /CNT=15 /TID=Mm.37333.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1455772_at 0.3 1 A A 0.99 0.93 0.9 NC 0.01 gb:BB428874 /DB_XREF=gi:16423955 /DB_XREF=BB428874 /CLONE=C630024B11 /FEA=EST /CNT=9 /TID=Mm.132136.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455858_x_ 1.3 1.6 A A 0.85 0.8 0.9 NC 0.19 gb:BB020616 /DB_XREF=gi:8192723 /DB_XREF=BB020616 /CLONE=5330402N14 /FEA=EST /CNT=35 /TID=Mm.21878.5 /TIER=Stack /STK=35 /UG=Mm.2
MOE430_2_1455876_at 20 36.4 P P 0.005859 0.000244 0.9 NC 0.01 gb:BM237826 /DB_XREF=gi:17873096 /DB_XREF=K0507F09-3 /CLONE=K0507F09 /FEA=EST /CNT=73 /TID=Mm.107339.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1455901_at 118.1 220.9 P P 0.000732 0.000244 0.9 I 0.00002 gb:AI642069 /DB_XREF=gi:4720544 /DB_XREF=ub75d10.x1 /CLONE=IMAGE:1383571 /FEA=EST /CNT=121 /TID=Mm.21754.4 /TIER=Stack /STK=27 /UG=
MOE430_2_1456112_at 24.5 48.9 P P 0.000244 0.000244 0.9 NC 0.01 gb:AW554765 /DB_XREF=gi:7200188 /DB_XREF=L0245B10-3 /CLONE=L0245B10 /FEA=EST /CNT=76 /TID=Mm.28546.3 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1456156_at 4.1 8.3 A P 0.39 0.01 0.9 NC 0.01 gb:BM124366 /DB_XREF=gi:17108134 /DB_XREF=L0539B06-3 /CLONE=L0539B06 /FEA=EST /CNT=17 /TID=Mm.138541.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456305_x_ 0.8 1.9 A A 0.78 0.72 0.9 NC 0.5 gb:BB702568 /DB_XREF=gi:16051392 /DB_XREF=BB702568 /CLONE=7420442F22 /FEA=EST /CNT=12 /TID=Mm.26391.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456360_at 22.1 50.6 M P 0.05 0.00293 0.9 I 0.001336 gb:BI466259 /DB_XREF=gi:15279137 /DB_XREF=ie23a05.x1 /FEA=EST /CNT=12 /TID=Mm.30127.5 /TIER=Stack /STK=11 /UG=Mm.30127 /LL=54339 /UG
MOE430_2_1456386_at 13.5 17.5 A P 0.06 0.00293 0.9 NC 0.03 gb:BB203348 /DB_XREF=gi:15409807 /DB_XREF=BB203348 /CLONE=A430051G09 /FEA=EST /CNT=67 /TID=Mm.17307.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456432_at 5.4 9.6 A A 0.52 0.24 0.9 NC 0.28 gb:BB168280 /DB_XREF=gi:8824221 /DB_XREF=BB168280 /CLONE=A130097M16 /FEA=EST /CNT=11 /TID=Mm.131405.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456543_at 187.9 329.9 P P 0.000244 0.000244 0.9 I 0.00002 gb:BB037474 /DB_XREF=gi:15403730 /DB_XREF=BB037474 /CLONE=5930427N04 /FEA=EST /CNT=13 /TID=Mm.103800.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456749_at 1 2.3 A A 0.82 0.69 0.9 NC 0.06 gb:BF466885 /DB_XREF=gi:11536068 /DB_XREF=UI-M-CG0p-brb-b-07-0-UI.s1 /CLONE=UI-M-CG0p-brb-b-07-0-UI /FEA=EST /CNT=9 /TID=Mm.15156
MOE430_2_1456853_at 10.3 23.6 P P 0.02 0.02 0.9 NC 0.004073 gb:BM235636 /DB_XREF=gi:17870906 /DB_XREF=K0422D01-3 /CLONE=K0422D01 /FEA=EST /CNT=7 /TID=Mm.189519.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456868_at 9.9 16.7 A A 0.43 0.24 0.9 NC 0.46 gb:BB156724 /DB_XREF=gi:8812654 /DB_XREF=BB156724 /CLONE=A130032P14 /FEA=EST /CNT=7 /TID=Mm.132660.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456876_at 10.2 12.7 A P 0.14 0.03 0.9 NC 0.04 gb:BE981349 /DB_XREF=gi:10650367 /DB_XREF=UI-M-CG0p-bdb-b-10-0-UI.s1 /CLONE=UI-M-CG0p-bdb-b-10-0-UI /FEA=EST /CNT=13 /TID=Mm.732
MOE430_2_1456920_at 1.5 2.5 A A 0.69 0.56 0.9 NC 0.22 gb:AU045135 /DB_XREF=gi:3981318 /DB_XREF=AU045135 /CLONE=J0930F06 /FEA=EST /CNT=7 /TID=Mm.17746.1 /TIER=ConsEnd /STK=6 /UG=Mm.17
MOE430_2_1456959_at 3.9 8.5 A A 0.46 0.46 0.9 NC 0.5 gb:BM197941 /DB_XREF=gi:17750302 /DB_XREF=C0351D10-3 /CLONE=C0351D10 /FEA=EST /CNT=7 /TID=Mm.101681.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457080_at 6.4 14.3 A A 0.33 0.06 0.9 NC 0.01 gb:BB046159 /DB_XREF=gi:16259400 /DB_XREF=BB046159 /CLONE=6030498E16 /FEA=EST /CNT=8 /TID=Mm.85280.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457102_at 12.6 24.8 P P 0.02 0.001953 0.9 NC 0.02 gb:BB149729 /DB_XREF=gi:16267844 /DB_XREF=BB149729 /CLONE=A030001D16 /FEA=EST /CNT=6 /TID=Mm.95774.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457212_at 0.7 1 A A 0.85 0.93 0.9 NC 0.11 gb:BB396605 /DB_XREF=gi:16410807 /DB_XREF=BB396605 /CLONE=C230098E21 /FEA=EST /CNT=5 /TID=Mm.133469.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457248_x_ 283.1 506.6 P P 0.000244 0.000244 0.9 I 0.000023 gb:BB554029 /DB_XREF=gi:9640395 /DB_XREF=BB554029 /CLONE=E330010H16 /FEA=EST /CNT=5 /TID=Mm.215044.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457455_at 11.7 30.8 P P 0.04 0.01 0.9 MI 0.002032 gb:BB430212 /DB_XREF=gi:16424062 /DB_XREF=BB430212 /CLONE=C630032C17 /FEA=EST /CNT=5 /TID=Mm.132512.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457499_at 11.8 34 M P 0.05 0.01 0.9 NC 0.09 gb:BB545823 /DB_XREF=gi:16447377 /DB_XREF=BB545823 /CLONE=E130306L11 /FEA=EST /CNT=4 /TID=Mm.153362.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457542_at 7.7 16.4 A P 0.14 0.00415 0.9 NC 0.008511 gb:BB211418 /DB_XREF=gi:16352671 /DB_XREF=BB211418 /CLONE=A430105D21 /FEA=EST /CNT=4 /TID=Mm.132735.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457561_at 7.4 16 A A 0.14 0.19 0.9 NC 0.42 gb:AW544851 /DB_XREF=gi:7187268 /DB_XREF=C0186F07-3 /CLONE=C0186F07 /FEA=EST /CNT=4 /TID=Mm.102602.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457592_x_ 13.6 19.4 A M 0.53 0.05 0.9 I 0.001077 gb:BI133496 /DB_XREF=gi:14583744 /DB_XREF=UI-M-BH3-brx-g-07-0-UI.s1 /CLONE=UI-M-BH3-brx-g-07-0-UI /FEA=EST /CNT=4 /TID=Mm.78563.1 /
MOE430_2_1457609_at 6.2 18.6 A A 0.69 0.39 0.9 NC 0.01 gb:AW124806 /DB_XREF=gi:6100336 /DB_XREF=UI-M-BH2.1-apk-b-05-0-UI.s1 /CLONE=UI-M-BH2.1-apk-b-05-0-UI /FEA=EST /CNT=4 /TID=Mm.15074
MOE430_2_1457617_at 4.6 9.6 A A 0.39 0.24 0.9 NC 0.13 gb:AI851474 /DB_XREF=gi:5495380 /DB_XREF=UI-M-BH0-akj-h-04-0-UI.s1 /CLONE=UI-M-BH0-akj-h-04-0-UI /FEA=EST /CNT=4 /TID=Mm.184898.1 /T
MOE430_2_1457682_at 84.1 138.6 P P 0.000732 0.000732 0.9 I 0.000273 gb:AV368701 /DB_XREF=gi:16397730 /DB_XREF=AV368701 /CLONE=9030004P22 /FEA=EST /CNT=16 /TID=Mm.80648.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457754_at 4.3 13.1 A P 0.21 0.01 0.9 NC 0.24 gb:BB259151 /DB_XREF=gi:16399816 /DB_XREF=BB259151 /CLONE=A730088G13 /FEA=EST /CNT=6 /TID=Mm.157571.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457765_at 1.1 2.1 A A 0.82 0.6 0.9 NC 0.3 gb:BM230572 /DB_XREF=gi:17793833 /DB_XREF=K0297G05-3 /CLONE=K0297G05 /FEA=EST /CNT=5 /TID=Mm.218198.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457848_at 16.2 31.7 A A 0.53 0.19 0.9 I 0.000552 gb:BG075315 /DB_XREF=gi:12557884 /DB_XREF=H3145G11-3 /CLONE=H3145G11 /FEA=EST /CNT=4 /TID=Mm.182788.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457857_at 0.6 1 A A 0.9 0.95 0.9 NC 0.16 gb:C85463 /DB_XREF=gi:2917420 /DB_XREF=C85463 /CLONE=J0208E08 /FEA=EST /CNT=4 /TID=Mm.172972.1 /TIER=ConsEnd /STK=3 /UG=Mm.17297
MOE430_2_1457884_at 6.3 14.4 A A 0.45 0.06 0.9 NC 0.09 gb:BB010533 /DB_XREF=gi:16257196 /DB_XREF=BB010533 /CLONE=4732496C06 /FEA=EST /CNT=4 /TID=Mm.32426.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457895_at 0.3 0.8 A A 0.93 0.9 0.9 NC 0.5 gb:BM240074 /DB_XREF=gi:17875344 /DB_XREF=K0545H02-3 /CLONE=K0545H02 /FEA=EST /CNT=4 /TID=Mm.214711.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457944_at 24.3 52 A A 0.3 0.24 0.9 NC 0.003041 gb:BM218086 /DB_XREF=gi:17777492 /DB_XREF=C0906C02-3 /CLONE=C0906C02 /FEA=EST /CNT=4 /TID=Mm.215864.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458019_at 0.7 2.7 A A 0.8 0.43 0.9 NC 0.09 gb:BB548602 /DB_XREF=gi:16447708 /DB_XREF=BB548602 /CLONE=E230011B21 /FEA=EST /CNT=4 /TID=Mm.44751.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458087_at 2.3 6.1 A A 0.6 0.46 0.9 NC 0.06 gb:BB135364 /DB_XREF=gi:16266630 /DB_XREF=BB135364 /CLONE=9830125E18 /FEA=EST /CNT=3 /TID=Mm.32087.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458176_at 10.6 18 A A 0.5 0.14 0.9 NC 0.42 gb:BB021263 /DB_XREF=gi:16257692 /DB_XREF=BB021263 /CLONE=5330405H16 /FEA=EST /CNT=3 /TID=Mm.121361.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458187_at 13.1 32.2 A P 0.12 0.04 0.9 NC 0.01 gb:AV244432 /DB_XREF=gi:16386945 /DB_XREF=AV244432 /CLONE=4831430K24 /FEA=EST /CNT=3 /TID=Mm.49663.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458300_at 5 5.8 A A 0.46 0.3 0.9 NC 0.68 gb:BF147372 /DB_XREF=gi:11028767 /DB_XREF=us30f10.x1 /CLONE=IMAGE:3168619 /FEA=EST /CNT=3 /TID=Mm.137269.1 /TIER=ConsEnd /STK=3 /UG



MOE430_2_1458317_at 18.9 21.7 A A 0.24 0.24 0.9 NC 0.5 gb:AI448971 /DB_XREF=gi:4286732 /DB_XREF=ms54f06.x1 /CLONE=IMAGE:615395 /FEA=EST /CNT=3 /TID=Mm.32094.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458401_at 0.6 1.1 A A 0.78 0.8 0.9 NC 0.21 gb:BB203808 /DB_XREF=gi:16351740 /DB_XREF=BB203808 /CLONE=A430054I17 /FEA=EST /CNT=10 /TID=Mm.33530.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458448_at 9.8 27.7 A P 0.12 0.000732 0.9 I 0.000273 gb:BB233887 /DB_XREF=gi:15410346 /DB_XREF=BB233887 /CLONE=A630046K14 /FEA=EST /CNT=7 /TID=Mm.123932.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458451_at 1.1 3.4 A A 0.97 0.66 0.9 NC 0.04 gb:BE985383 /DB_XREF=gi:10658564 /DB_XREF=UI-M-CG0p-bdk-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bdk-e-07-0-UI /FEA=EST /CNT=6 /TID=Mm.15613
MOE430_2_1458464_at 5.5 9 A A 0.12 0.12 0.9 NC 0.27 gb:BB445169 /DB_XREF=gi:16424993 /DB_XREF=BB445169 /CLONE=D030049F17 /FEA=EST /CNT=6 /TID=Mm.212832.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458470_at 12.5 24.7 P P 0.01 0.01 0.9 NC 0.05 gb:AI447822 /DB_XREF=gi:4306678 /DB_XREF=mr24f05.x1 /CLONE=IMAGE:598401 /FEA=EST /CNT=5 /TID=Mm.88433.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458492_x_ 2.6 5.1 A A 0.72 0.53 0.9 NC 0.06 gb:BB081359 /DB_XREF=gi:8646419 /DB_XREF=BB081359 /CLONE=9330168L04 /FEA=EST /CNT=5 /TID=Mm.117231.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458532_at 20.3 38.1 P P 0.02 0.001953 0.9 NC 0.004925 gb:BB813231 /DB_XREF=gi:16985860 /DB_XREF=BB813231 /CLONE=G730018F05 /FEA=EST /CNT=5 /TID=Mm.213284.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458608_at 10.5 18.2 A A 0.46 0.27 0.9 NC 0.02 gb:BB112957 /DB_XREF=gi:16261728 /DB_XREF=BB112957 /CLONE=9530037P13 /FEA=EST /CNT=4 /TID=Mm.118561.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458632_at 1.2 4.5 A A 0.75 0.78 0.9 NC 0.51 gb:AI506097 /DB_XREF=gi:4403948 /DB_XREF=vl28c02.x1 /CLONE=IMAGE:973538 /FEA=EST /CNT=4 /TID=Mm.218417.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458634_at 3.6 7.3 A A 0.53 0.39 0.9 NC 0.48 gb:BB254163 /DB_XREF=gi:15410694 /DB_XREF=BB254163 /CLONE=A730060L24 /FEA=EST /CNT=4 /TID=Mm.31752.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458689_at 7.6 16.3 A A 0.24 0.08 0.9 NC 0.13 gb:BB210656 /DB_XREF=gi:16352574 /DB_XREF=BB210656 /CLONE=A430098O13 /FEA=EST /CNT=4 /TID=Mm.207980.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458780_at 2.6 4.4 A A 0.79 0.63 0.9 NC 0.2 gb:BG070109 /DB_XREF=gi:12552678 /DB_XREF=H3083G05-3 /CLONE=H3083G05 /FEA=EST /CNT=3 /TID=Mm.155172.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458809_at 3.4 7.2 A A 0.53 0.43 0.9 NC 0.49 gb:BG073424 /DB_XREF=gi:12555993 /DB_XREF=H3122D11-3 /CLONE=H3122D11 /FEA=EST /CNT=3 /TID=Mm.182652.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458900_at 12.7 16 A P 0.12 0.000244 0.9 NC 0.01 gb:BB183674 /DB_XREF=gi:16270269 /DB_XREF=BB183674 /CLONE=A230108J22 /FEA=EST /CNT=3 /TID=Mm.207732.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458995_at 4.1 5.7 A A 0.56 0.17 0.9 NC 0.42 gb:BG069082 /DB_XREF=gi:12551651 /DB_XREF=H3072E08-3 /CLONE=H3072E08 /FEA=EST /CNT=3 /TID=Mm.173758.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459087_at 1.6 3.6 A A 0.6 0.43 0.9 NC 0.5 gb:BG071032 /DB_XREF=gi:12553601 /DB_XREF=H3094A01-3 /CLONE=H3094A01 /FEA=EST /CNT=3 /TID=Mm.173352.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459128_at 1 1.7 A A 0.63 0.46 0.9 NC 0.16 gb:BB543095 /DB_XREF=gi:16447293 /DB_XREF=BB543095 /CLONE=E130207I18 /FEA=EST /CNT=3 /TID=Mm.137166.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459269_at 21.9 58.9 P P 0.03 0.001953 0.9 I 0.000189 gb:BB356493 /DB_XREF=gi:16405752 /DB_XREF=BB356493 /CLONE=C030015F15 /FEA=EST /CNT=2 /TID=Mm.208778.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459286_at 2.1 3.8 A A 0.68 0.5 0.9 NC 0.4 gb:BM228627 /DB_XREF=gi:17791332 /DB_XREF=K0264H12-3 /CLONE=K0264H12 /FEA=EST /CNT=2 /TID=Mm.212054.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459313_at 0.9 1.9 A A 0.94 0.75 0.9 NC 0.1 gb:BB099061 /DB_XREF=gi:16261279 /DB_XREF=BB099061 /CLONE=9430066N14 /FEA=EST /CNT=2 /TID=Mm.202497.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459367_at 1.1 3.4 A A 0.56 0.66 0.9 NC 0.5 gb:BG069965 /DB_XREF=gi:12552622 /DB_XREF=H3083B02-3 /CLONE=H3083B02 /FEA=EST /CNT=2 /TID=Mm.173190.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459376_at 5.3 15.1 A A 0.33 0.27 0.9 NC 0.5 gb:BM120619 /DB_XREF=gi:17088645 /DB_XREF=L0942A05-3 /CLONE=L0942A05 /FEA=EST /CNT=2 /TID=Mm.215888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459392_at 10.4 24.2 A P 0.33 0.03 0.9 NC 0.04 gb:BB137196 /DB_XREF=gi:15408483 /DB_XREF=BB137196 /CLONE=9830141C09 /FEA=EST /CNT=2 /TID=Mm.207439.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459423_at 10.2 20.9 A P 0.27 0.04 0.9 NC 0.14 gb:BB425010 /DB_XREF=gi:16423554 /DB_XREF=BB425010 /CLONE=C530044H18 /FEA=EST /CNT=2 /TID=Mm.209103.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459588_at 4.3 7.8 A A 0.43 0.3 0.9 NC 0.14 gb:AW555526 /DB_XREF=gi:7200865 /DB_XREF=L0254F10-3 /CLONE=L0254F10 /FEA=EST /CNT=2 /TID=Mm.182773.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459659_at 43.5 66.4 P P 0.03 0.03 0.9 NC 0.003041 gb:BB833349 /DB_XREF=gi:17011592 /DB_XREF=BB833349 /CLONE=G930026B02 /FEA=EST /CNT=2 /TID=Mm.152496.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459676_at 1.7 2.9 A A 0.96 0.53 0.9 NC 0.01 gb:AW491903 /DB_XREF=gi:7062184 /DB_XREF=UI-M-BH3-asu-g-08-0-UI.s1 /CLONE=UI-M-BH3-asu-g-08-0-UI /FEA=EST /CNT=2 /TID=Mm.102006.1
MOE430_2_1459724_at 6.4 12.1 A A 0.19 0.17 0.9 NC 0.45 gb:BE946638 /DB_XREF=gi:10524397 /DB_XREF=UI-M-BZ0-axv-e-10-0-UI.s1 /CLONE=UI-M-BZ0-axv-e-10-0-UI /FEA=EST /CNT=2 /TID=Mm.33082.1 
MOE430_2_1459778_at 1.7 2.6 A A 0.75 0.53 0.9 NC 0.37 gb:BB156696 /DB_XREF=gi:8812626 /DB_XREF=BB156696 /CLONE=A130032N13 /FEA=EST /CNT=2 /TID=Mm.168082.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459824_at 1 1.2 A A 0.88 0.99 0.9 NC 0.55 gb:BB286894 /DB_XREF=gi:8987343 /DB_XREF=BB286894 /CLONE=B020015K16 /FEA=EST /CNT=2 /TID=Mm.121787.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459906_at 9.5 21.3 A P 0.12 0.01 0.9 NC 0.01 gb:BB655998 /DB_XREF=gi:16489826 /DB_XREF=BB655998 /CLONE=D130053N18 /FEA=EST /CNT=14 /TID=Mm.9747.3 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460005_at 1.3 2.6 A A 0.93 0.8 0.9 NC 0.5 gb:BB542960 /DB_XREF=gi:15412389 /DB_XREF=BB542960 /CLONE=E130206E21 /FEA=EST /CNT=79 /TID=Mm.35504.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1460057_at 3.4 4.2 A A 0.63 0.56 0.9 NC 0.39 gb:BM196098 /DB_XREF=gi:17747799 /DB_XREF=C0322E01-3 /CLONE=C0322E01 /FEA=EST /CNT=7 /TID=Mm.70169.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460123_at 7.5 12.6 A A 0.17 0.08 0.9 NC 0.29 gb:AW541072 /DB_XREF=gi:7183489 /DB_XREF=C0140F12-3 /CLONE=C0140F12 /FEA=EST /CNT=8 /TID=Mm.103354.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460141_at 6.9 11.5 M A 0.05 0.08 0.9 NC 0.5 gb:BB811709 /DB_XREF=gi:16984338 /DB_XREF=BB811709 /CLONE=G730011D07 /FEA=EST /CNT=4 /TID=Mm.66293.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460272_at 8.1 14.6 A A 0.36 0.06 0.9 NC 0.12 gb:NM_026261.1 /DB_XREF=gi:13385769 /GEN=4930522D07Rik /FEA=FLmRNA /CNT=23 /TID=Mm.55982.1 /TIER=FL /STK=5 /UG=Mm.55982 /LL=67591 /
MOE430_2_1460283_at 7.8 25.3 M P 0.05 0.04 0.9 NC 0.1 gb:NM_019453.1 /DB_XREF=gi:9506892 /GEN=Mefv /FEA=FLmRNA /CNT=4 /TID=Mm.143718.1 /TIER=FL /STK=3 /UG=Mm.143718 /LL=54483 /DEF=Mus
MOE430_2_1460378_a_ 91.7 162.2 P P 0.000244 0.000244 0.9 I 0.00002 gb:BC010465.1 /DB_XREF=gi:14714650 /FEA=FLmRNA /CNT=51 /TID=Mm.88645.2 /TIER=FL /STK=1 /UG=Mm.88645 /LL=21753 /UG_GENE=Tes /DEF=M
MOE430_2_1460382_at 5.3 18 A A 0.39 0.14 0.9 NC 0.49 gb:BC020535.1 /DB_XREF=gi:18088218 /FEA=FLmRNA /CNT=4 /TID=Mm.216317.1 /TIER=FL /STK=1 /UG=Mm.216317 /DEF=Mus musculus, Similar to ch
MOE430_2_1460742_at 190 352.8 P P 0.000732 0.000732 0.9 I 0.00002 gb:BI144423 /DB_XREF=gi:14604424 /DB_XREF=602908571F1 /CLONE=IMAGE:5049809 /FEA=EST /CNT=42 /TID=Mm.24950.1 /TIER=Stack /STK=33 /UG
MOE430_2_1415685_at 69.4 123.5 P P 0.000732 0.000244 0.8 I 0.000052 gb:NM_133767.1 /DB_XREF=gi:19526983 /GEN=2410112O06Rik /FEA=FLmRNA /CNT=48 /TID=Mm.214594.1 /TIER=FL+Stack /STK=16 /UG=Mm.214594 /
MOE430_2_1415773_at 217 367.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:BF118393 /DB_XREF=gi:10987869 /DB_XREF=uy94h11.x1 /CLONE=IMAGE:3667269 /FEA=FLmRNA /CNT=834 /TID=Mm.117581.1 /TIER=Stack /STK=3
MOE430_2_1415872_at 394.4 690.9 P P 0.000244 0.000244 0.8 I 0.000618 gb:NM_021510.1 /DB_XREF=gi:10946927 /GEN=Hnrph1 /FEA=FLmRNA /CNT=315 /TID=Mm.21740.1 /TIER=FL+Stack /STK=190 /UG=Mm.21740 /LL=5901
MOE430_2_1415878_at 383.7 732.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_009103.1 /DB_XREF=gi:6677822 /GEN=Rrm1 /FEA=FLmRNA /CNT=310 /TID=Mm.656.1 /TIER=FL+Stack /STK=188 /UG=Mm.656 /LL=20133 /DEF=
MOE430_2_1416042_s_ 290.5 456.6 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_016777.2 /DB_XREF=gi:13384597 /GEN=Nasp /FEA=FLmRNA /CNT=221 /TID=Mm.7516.1 /TIER=FL+Stack /STK=139 /UG=Mm.7516 /LL=50927 /D
MOE430_2_1416117_at 29.5 50.7 A P 0.08 0.02 0.8 NC 0.005933 gb:BF161073 /DB_XREF=gi:11041180 /DB_XREF=601768012F1 /CLONE=IMAGE:3987482 /FEA=FLmRNA /CNT=216 /TID=Mm.29361.1 /TIER=ConsEnd /ST
MOE430_2_1416123_at 32.3 52.5 P P 0.000732 0.000732 0.8 I 0.000346 gb:BM118679 /DB_XREF=gi:17086705 /DB_XREF=L0914E12-3 /CLONE=L0914E12 /FEA=FLmRNA /CNT=267 /TID=Mm.3141.1 /TIER=Stack /STK=67 /UG
MOE430_2_1416203_at 2241.2 4072.1 P P 0.000244 0.000244 0.8 I 0.000088 gb:NM_007472.1 /DB_XREF=gi:6680709 /GEN=Aqp1 /FEA=FLmRNA /CNT=262 /TID=Mm.18625.1 /TIER=FL+Stack /STK=113 /UG=Mm.18625 /LL=11826 /
MOE430_2_1416345_at 184.5 334.9 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_013898.1 /DB_XREF=gi:7305576 /GEN=Timm8a /FEA=FLmRNA /CNT=168 /TID=Mm.30034.1 /TIER=FL+Stack /STK=96 /UG=Mm.30034 /LL=30058 
MOE430_2_1416454_s_ 4183.6 8154.9 P P 0.000244 0.000244 0.8 I 0.00003 gb:NM_007392.1 /DB_XREF=gi:6671506 /GEN=Acta2 /FEA=FLmRNA /CNT=294 /TID=Mm.16537.1 /TIER=FL+Stack /STK=88 /UG=Mm.16537 /LL=11475 /D
MOE430_2_1416467_at 205.8 335.5 P P 0.001221 0.000732 0.8 I 0.00002 gb:L25126.1 /DB_XREF=gi:407995 /FEA=FLmRNA /CNT=262 /TID=Mm.88188.1 /TIER=FL+Stack /STK=8 /UG=Mm.88188 /LL=13205 /UG_GENE=Ddx3 /DE
MOE430_2_1416480_a_ 676.4 1225.9 P P 0.000244 0.000244 0.8 I 0.000027 gb:NM_019814.1 /DB_XREF=gi:9789976 /GEN=Hig1-pending /FEA=FLmRNA /CNT=108 /TID=Mm.7381.1 /TIER=FL+Stack /STK=86 /UG=Mm.7381 /LL=562
MOE430_2_1416645_a_ 3.6 5.6 A A 0.53 0.19 0.8 NC 0.16 gb:NM_007423.1 /DB_XREF=gi:6680667 /GEN=Afp /FEA=FLmRNA /CNT=178 /TID=Mm.80.1 /TIER=FL+Stack /STK=76 /UG=Mm.80 /LL=11576 /DEF=Mus 
MOE430_2_1416701_at 750.3 1441.5 P P 0.000244 0.000244 0.8 I 0.000023 gb:BC009002.1 /DB_XREF=gi:14290473 /FEA=FLmRNA /CNT=123 /TID=Mm.46497.1 /TIER=FL /STK=6 /UG=Mm.46497 /LL=74194 /UG_GENE=Arhe /DEF
MOE430_2_1416787_at 9 18.4 A A 0.21 0.17 0.8 NC 0.48 gb:NM_007394.1 /DB_XREF=gi:6680627 /GEN=Acvr1 /FEA=FLmRNA /CNT=104 /TID=Mm.689.1 /TIER=ConsEnd /STK=0 /UG=Mm.689 /LL=11477 /DEF=M
MOE430_2_1416809_at 2.4 6.8 A A 0.36 0.17 0.8 NC 0.07 gb:BC010528.1 /DB_XREF=gi:14714762 /FEA=FLmRNA /CNT=276 /TID=Mm.21193.1 /TIER=FL+Stack /STK=68 /UG=Mm.21193 /LL=13112 /UG_GENE=Cy
MOE430_2_1416859_at 251.4 428.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_013902.1 /DB_XREF=gi:7305060 /GEN=Fkbp3 /FEA=FLmRNA /CNT=123 /TID=Mm.28480.1 /TIER=FL+Stack /STK=66 /UG=Mm.28480 /LL=30795 /D
MOE430_2_1416915_at 122 245 P P 0.000244 0.000244 0.8 I 0.00002 gb:U42190.1 /DB_XREF=gi:1817724 /GEN=Gtmbp /FEA=FLmRNA /CNT=113 /TID=Mm.18210.1 /TIER=FL+Stack /STK=64 /UG=Mm.18210 /LL=17688 /DEF
MOE430_2_1416939_at 577.8 1011.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_026438.1 /DB_XREF=gi:13385935 /GEN=2010317E03Rik /FEA=FLmRNA /CNT=170 /TID=Mm.28897.1 /TIER=FL+Stack /STK=62 /UG=Mm.28897 /L
MOE430_2_1416998_at 244.7 489.4 P P 0.000244 0.000244 0.8 I 0.000023 gb:NM_021511.1 /DB_XREF=gi:10946929 /GEN=Rrr-pending /FEA=FLmRNA /CNT=110 /TID=Mm.29061.1 /TIER=FL+Stack /STK=61 /UG=Mm.29061 /LL=5
MOE430_2_1417122_at 32 68.6 P P 0.001953 0.001221 0.8 I 0.000101 gb:BC027242.1 /DB_XREF=gi:20071017 /FEA=FLmRNA /CNT=71 /TID=Mm.103805.1 /TIER=FL+Stack /STK=56 /UG=Mm.103805 /LL=57257 /UG_GENE=V
MOE430_2_1417213_a_ 79.3 117.9 P P 0.000732 0.000732 0.8 NC 0.002753 gb:BB706030 /DB_XREF=gi:16054865 /DB_XREF=BB706030 /CLONE=7420485L10 /FEA=FLmRNA /CNT=125 /TID=Mm.12931.1 /TIER=Stack /STK=10 /U
MOE430_2_1417230_at 45.5 83.2 P P 0.008057 0.005859 0.8 I 0.000492 gb:BM225097 /DB_XREF=gi:17786583 /DB_XREF=K0206C04-3 /CLONE=K0206C04 /FEA=FLmRNA /CNT=121 /TID=Mm.154286.1 /TIER=Stack /STK=39 /
MOE430_2_1417356_at 0.8 2.5 A A 0.99 0.63 0.8 NC 0.03 gb:NM_008817.1 /DB_XREF=gi:6679274 /GEN=Peg3 /FEA=FLmRNA /CNT=138 /TID=Mm.7952.1 /TIER=FL /STK=1 /UG=Mm.7952 /LL=18616 /DEF=Mus m
MOE430_2_1417651_at 6.6 14.7 P M 0.01 0.05 0.8 NC 0.5 gb:NM_007815.1 /DB_XREF=gi:6681108 /GEN=Cyp2c29 /FEA=FLmRNA /CNT=164 /TID=Mm.20764.1 /TIER=FL+Stack /STK=39 /UG=Mm.20764 /LL=13095
MOE430_2_1417738_at 2.8 6.5 A A 0.66 0.46 0.8 NC 0.16 gb:NM_016899.1 /DB_XREF=gi:8394129 /GEN=Rab25 /FEA=FLmRNA /CNT=67 /TID=Mm.26994.1 /TIER=FL+Stack /STK=37 /UG=Mm.26994 /LL=53868 /D
MOE430_2_1417740_at 56.2 99.9 P P 0.008057 0.001221 0.8 I 0.00004 gb:NM_025950.1 /DB_XREF=gi:13385439 /GEN=Cdc37l /FEA=FLmRNA /CNT=105 /TID=Mm.78875.1 /TIER=FL+Stack /STK=37 /UG=Mm.78875 /LL=67072 
MOE430_2_1417756_a_ 162.3 307 P P 0.000732 0.000244 0.8 I 0.00004 gb:NM_019391.1 /DB_XREF=gi:11225263 /GEN=Lsp1 /FEA=FLmRNA /CNT=62 /TID=Mm.2183.1 /TIER=FL+Stack /STK=37 /UG=Mm.2183 /LL=16985 /DEF
MOE430_2_1417770_s_ 146.5 323.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_025959.1 /DB_XREF=gi:13385449 /GEN=2300001E01Rik /FEA=FLmRNA /CNT=160 /TID=Mm.18472.1 /TIER=FL+Stack /STK=36 /UG=Mm.18472 /L
MOE430_2_1417807_at 33.7 61.2 P P 0.005859 0.00293 0.8 I 0.001832 gb:NM_027356.1 /DB_XREF=gi:13899210 /GEN=2700038N03Rik /FEA=FLmRNA /CNT=47 /TID=Mm.21836.1 /TIER=FL+Stack /STK=36 /UG=Mm.21836 /LL
MOE430_2_1417835_at 0.3 0.7 A A 0.95 0.94 0.8 NC 0.4 gb:NM_008645.1 /DB_XREF=gi:6678963 /GEN=Mug1 /FEA=FLmRNA /CNT=127 /TID=Mm.1311.1 /TIER=FL+Stack /STK=35 /UG=Mm.1311 /LL=17836 /DEF
MOE430_2_1417902_at 176.6 227.9 P P 0.000244 0.000244 0.8 I 0.00003 gb:NM_054087.1 /DB_XREF=gi:16905116 /GEN=Slc19a2 /FEA=FLmRNA /CNT=58 /TID=Mm.35444.1 /TIER=FL+Stack /STK=34 /UG=Mm.35444 /LL=116914
MOE430_2_1417914_at 98.5 174 P P 0.001221 0.001221 0.8 I 0.000035 gb:NM_028712.1 /DB_XREF=gi:13386337 /GEN=Rap2b /FEA=FLmRNA /CNT=101 /TID=Mm.26939.1 /TIER=FL+Stack /STK=33 /UG=Mm.26939 /LL=74012 
MOE430_2_1417921_at 347.9 564.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_026312.1 /DB_XREF=gi:13385809 /GEN=2610029G23Rik /FEA=FLmRNA /CNT=67 /TID=Mm.180499.1 /TIER=FL+Stack /STK=33 /UG=Mm.180499 /
MOE430_2_1417971_at 57.9 112.3 P P 0.001221 0.000732 0.8 I 0.000023 gb:NM_134122.1 /DB_XREF=gi:19527351 /GEN=AI429796 /FEA=FLmRNA /CNT=56 /TID=Mm.18478.1 /TIER=FL+Stack /STK=32 /UG=Mm.18478 /LL=1065
MOE430_2_1418022_at 60.1 127.6 P P 0.000244 0.00293 0.8 I 0.001336 gb:NM_053089.1 /DB_XREF=gi:16716374 /GEN=Narg1 /FEA=FLmRNA /CNT=123 /TID=Mm.28256.1 /TIER=FL+Stack /STK=31 /UG=Mm.28256 /LL=74838 /
MOE430_2_1418030_at 26.3 56.5 P P 0.03 0.01 0.8 NC 0.02 gb:BB337160 /DB_XREF=gi:16404225 /DB_XREF=BB337160 /CLONE=B930006P19 /FEA=FLmRNA /CNT=81 /TID=Mm.25368.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1418102_at 29.5 63.1 P P 0.001953 0.000244 0.8 I 0.001651 gb:BC018375.1 /DB_XREF=gi:17390875 /FEA=FLmRNA /CNT=59 /TID=Mm.4451.1 /TIER=FL+Stack /STK=30 /UG=Mm.4451 /LL=15205 /UG_GENE=Hes1 /
MOE430_2_1418156_at 30.5 66.4 P A 0.04 0.06 0.8 NC 0.01 gb:NM_021342.1 /DB_XREF=gi:10946657 /GEN=Kcne4 /FEA=FLmRNA /CNT=44 /TID=Mm.24386.1 /TIER=FL+Stack /STK=29 /UG=Mm.24386 /LL=57814 /
MOE430_2_1418226_at 47.1 94.4 P P 0.000244 0.000244 0.8 I 0.000307 gb:AW539841 /DB_XREF=gi:7182258 /DB_XREF=C0125B10-3 /CLONE=C0125B10 /FEA=FLmRNA /CNT=146 /TID=Mm.3411.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1418250_at 24.7 36.2 A M 0.14 0.05 0.8 NC 0.13 gb:NM_025404.1 /DB_XREF=gi:13384791 /GEN=1110036H21Rik /FEA=FLmRNA /CNT=50 /TID=Mm.5376.1 /TIER=FL+Stack /STK=27 /UG=Mm.5376 /LL=6
MOE430_2_1418342_at 108.4 186.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_011258.1 /DB_XREF=gi:6755305 /GEN=Recc1 /FEA=FLmRNA /CNT=85 /TID=Mm.148877.1 /TIER=FL+Stack /STK=25 /UG=Mm.148877 /LL=19687 
MOE430_2_1418352_at 6.4 12.3 A A 0.5 0.33 0.8 NC 0.01 gb:BC012682.1 /DB_XREF=gi:15215148 /FEA=FLmRNA /CNT=47 /TID=Mm.8877.1 /TIER=FL+Stack /STK=25 /UG=Mm.8877 /LL=15486 /UG_GENE=Hsd17
MOE430_2_1418387_at 54.9 77.2 P P 0.03 0.00293 0.8 I 0.00002 gb:NM_023773.1 /DB_XREF=gi:13357211 /GEN=4930548G07Rik /FEA=FLmRNA /CNT=73 /TID=Mm.27160.1 /TIER=FL+Stack /STK=24 /UG=Mm.27160 /LL
MOE430_2_1418403_at 45.5 71.1 P P 0.001221 0.000732 0.8 I 0.00004 gb:NM_009616.1 /DB_XREF=gi:6752965 /GEN=Adam19 /FEA=FLmRNA /CNT=60 /TID=Mm.89940.1 /TIER=FL /STK=2 /UG=Mm.89940 /LL=11492 /DEF=Mu
MOE430_2_1418442_at 199.5 327.9 P P 0.000244 0.000732 0.8 I 0.00006 gb:NM_134014.1 /DB_XREF=gi:19527231 /GEN=AA420417 /FEA=FLmRNA /CNT=155 /TID=Mm.22269.1 /TIER=FL+Stack /STK=23 /UG=Mm.22269 /LL=103
MOE430_2_1418462_at 57.6 84.8 P P 0.008057 0.000244 0.8 I 0.00003 gb:NM_019393.1 /DB_XREF=gi:9506980 /GEN=Pmscl1 /FEA=FLmRNA /CNT=61 /TID=Mm.116711.1 /TIER=FL+Stack /STK=23 /UG=Mm.116711 /LL=50911
MOE430_2_1418492_at 18.4 31 P P 0.01 0.02 0.8 NC 0.04 gb:NM_011825.1 /DB_XREF=gi:6754069 /GEN=Prdc-pending /FEA=FLmRNA /CNT=36 /TID=Mm.25760.1 /TIER=FL+Stack /STK=23 /UG=Mm.25760 /LL=23
MOE430_2_1418516_at 108.6 185.3 P P 0.001953 0.000732 0.8 I 0.00004 gb:AA545607 /DB_XREF=gi:2306681 /DB_XREF=vj99c02.r1 /CLONE=IMAGE:945218 /FEA=FLmRNA /CNT=185 /TID=Mm.10563.1 /TIER=Stack /STK=17 /U
MOE430_2_1418527_a_ 138.8 233.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB778301 /DB_XREF=gi:16939001 /DB_XREF=BB778301 /CLONE=G430045H04 /FEA=FLmRNA /CNT=106 /TID=Mm.10229.1 /TIER=Stack /STK=8 /UG
MOE430_2_1418554_at 11 17.1 A P 0.12 0.04 0.8 NC 0.5 gb:NM_007412.1 /DB_XREF=gi:6680653 /GEN=Admr /FEA=FLmRNA /CNT=33 /TID=Mm.2857.1 /TIER=FL+Stack /STK=22 /UG=Mm.2857 /LL=11536 /DEF=
MOE430_2_1418566_s_ 731 1134.9 P P 0.000732 0.000732 0.8 I 0.000068 gb:BC005646.1 /DB_XREF=gi:13542905 /FEA=FLmRNA /CNT=157 /TID=Mm.30177.1 /TIER=FL+Stack /STK=21 /UG=Mm.30177 /LL=67191 /UG_GENE=270
MOE430_2_1418620_at 6.9 13.3 A A 0.14 0.24 0.8 NC 0.5 gb:NM_008887.1 /DB_XREF=gi:6679398 /GEN=Arix /FEA=FLmRNA /CNT=23 /TID=Mm.5028.1 /TIER=FL+Stack /STK=21 /UG=Mm.5028 /LL=11859 /DEF=M
MOE430_2_1418633_at 34.2 50.3 A P 0.14 0.01 0.8 I 0.000052 gb:NM_008714.1 /DB_XREF=gi:6679091 /GEN=Notch1 /FEA=FLmRNA /CNT=178 /TID=Mm.31255.1 /TIER=FL+Stack /STK=20 /UG=Mm.31255 /LL=18128 /
MOE430_2_1418665_at 89.2 102.3 P P 0.01 0.00415 0.8 NC 0.009292 gb:NM_053261.1 /DB_XREF=gi:16716594 /GEN=Impa2 /FEA=FLmRNA /CNT=50 /TID=Mm.34079.1 /TIER=FL+Stack /STK=20 /UG=Mm.34079 /LL=114663 /
MOE430_2_1418729_at 11.8 28.7 A A 0.3 0.36 0.8 NC 0.5 gb:BG067261 /DB_XREF=gi:12549830 /DB_XREF=H3052D03-3 /CLONE=H3052D03 /FEA=FLmRNA /CNT=61 /TID=Mm.142364.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1418772_at 64.9 113.3 P P 0.000244 0.000244 0.8 I 0.000114 gb:NM_134063.1 /DB_XREF=gi:19527277 /GEN=AI645998 /FEA=FLmRNA /CNT=41 /TID=Mm.201409.1 /TIER=FL+Stack /STK=18 /UG=Mm.201409 /LL=10
MOE430_2_1418785_at 7.7 11.1 A A 0.36 0.43 0.8 NC 0.5 gb:AF220195.1 /DB_XREF=gi:17979629 /FEA=FLmRNA /CNT=44 /TID=Mm.157741.1 /TIER=FL+Stack /STK=18 /UG=Mm.157741 /LL=60597 /UG_GENE=M
MOE430_2_1418800_at 5.4 8.1 A A 0.36 0.11 0.8 NC 0.01 gb:AF049660.1 /DB_XREF=gi:6578125 /GEN=Mist1 /FEA=FLmRNA /CNT=47 /TID=Mm.46362.1 /TIER=FL /STK=1 /UG=Mm.46362 /LL=17341 /DEF=Mus m
MOE430_2_1418827_at 70.6 79.9 P P 0.03 0.01 0.8 I 0.000438 gb:NM_026067.1 /DB_XREF=gi:13385565 /GEN=3110010F15Rik /FEA=FLmRNA /CNT=87 /TID=Mm.86387.1 /TIER=FL+Stack /STK=17 /UG=Mm.86387 /LL=
MOE430_2_1419043_a_ 93.8 158.1 P P 0.001221 0.000732 0.8 I 0.000214 gb:BM239828 /DB_XREF=gi:17875098 /DB_XREF=K0541A12-3 /CLONE=K0541A12 /FEA=FLmRNA /CNT=97 /TID=Mm.29008.1 /TIER=Stack /STK=19 /UG
MOE430_2_1419044_at 7 10.9 A P 0.36 0.04 0.8 NC 0.02 gb:NM_130457.1 /DB_XREF=gi:18496980 /GEN=Caspr4 /FEA=FLmRNA /CNT=38 /TID=Mm.117915.1 /TIER=FL+Stack /STK=14 /UG=Mm.117915 /LL=1705
MOE430_2_1419089_at 1956.8 3753.9 P P 0.000244 0.000244 0.8 I 0.00002 gb:BM232384 /DB_XREF=gi:17867654 /DB_XREF=K0322E06-3 /CLONE=K0322E06 /FEA=FLmRNA /CNT=399 /TID=Mm.4871.1 /TIER=Stack /STK=63 /UG
MOE430_2_1419100_at 1.2 2.6 A A 0.95 0.66 0.8 NC 0.02 gb:NM_009252.1 /DB_XREF=gi:6678092 /GEN=Spi2-2 /FEA=FLmRNA /CNT=61 /TID=Mm.22650.1 /TIER=FL+Stack /STK=13 /UG=Mm.22650 /LL=20716 /D
MOE430_2_1419166_at 8.9 22.2 A A 0.33 0.14 0.8 NC 0.1 gb:BC022226.1 /DB_XREF=gi:18490101 /FEA=FLmRNA /CNT=55 /TID=Mm.38870.1 /TIER=FL+Stack /STK=12 /UG=Mm.38870 /LL=170832 /UG_GENE=Sg
MOE430_2_1419240_at 3.9 6.6 A A 0.63 0.33 0.8 NC 0.5 gb:NM_031386.1 /DB_XREF=gi:13878214 /GEN=Tex14 /FEA=FLmRNA /CNT=17 /TID=Mm.103080.1 /TIER=FL+Stack /STK=12 /UG=Mm.103080 /LL=83560
MOE430_2_1419361_at 77.2 131.4 P P 0.005859 0.001953 0.8 I 0.000027 gb:AI528781 /DB_XREF=gi:4442916 /DB_XREF=mr73a11.x1 /CLONE=IMAGE:603068 /FEA=FLmRNA /CNT=95 /TID=Mm.4296.1 /TIER=Stack /STK=15 /UG
MOE430_2_1419376_at 19.5 41.2 P P 0.02 0.001953 0.8 I 0.000692 gb:BC027250.1 /DB_XREF=gi:20071231 /FEA=FLmRNA /CNT=70 /TID=Mm.23947.1 /TIER=FL+Stack /STK=10 /UG=Mm.23947 /LL=67606 /UG_GENE=1110
MOE430_2_1419523_at 8.9 13.8 P P 0.01 0.008057 0.8 NC 0.01 gb:NM_007819.1 /DB_XREF=gi:6681114 /GEN=Cyp3a13 /FEA=FLmRNA /CNT=22 /TID=Mm.4094.1 /TIER=FL+Stack /STK=9 /UG=Mm.4094 /LL=13113 /DE
MOE430_2_1419574_at 51 91.1 P P 0.000732 0.000244 0.8 I 0.000078 gb:BI686420 /DB_XREF=gi:15649035 /DB_XREF=603315565F1 /CLONE=IMAGE:5355184 /FEA=FLmRNA /CNT=74 /TID=Mm.38193.1 /TIER=ConsEnd /STK
MOE430_2_1419591_at 4.7 7.9 A A 0.5 0.3 0.8 NC 0.009292 gb:NM_031378.1 /DB_XREF=gi:13878198 /GEN=Mlze /FEA=FLmRNA /CNT=16 /TID=Mm.83284.1 /TIER=FL+Stack /STK=8 /UG=Mm.83284 /LL=83492 /DE
MOE430_2_1419677_at 13.5 23 P M 0.04 0.05 0.8 NC 0.5 gb:NM_008555.1 /DB_XREF=gi:6678809 /GEN=Masp1 /FEA=FLmRNA /CNT=25 /TID=Mm.1213.1 /TIER=FL /STK=7 /UG=Mm.1213 /LL=17174 /DEF=Mus m
MOE430_2_1419747_at 7.2 12.7 A P 0.11 0.03 0.8 NC 0.5 gb:NM_007493.1 /DB_XREF=gi:6680733 /GEN=Asgr2 /FEA=FLmRNA /CNT=24 /TID=Mm.1357.1 /TIER=FL /STK=6 /UG=Mm.1357 /LL=11890 /DEF=Mus mu
MOE430_2_1419762_at 5.6 10.3 A A 0.39 0.09 0.8 NC 0.31 gb:NM_023137.2 /DB_XREF=gi:13194204 /GEN=Ubd /FEA=FLmRNA /CNT=20 /TID=Mm.140210.1 /TIER=FL /STK=6 /UG=Mm.140210 /LL=24108 /DEF=Mu
MOE430_2_1419777_at 9 18 A A 0.19 0.06 0.8 NC 0.09 gb:AA516600 /DB_XREF=gi:2256601 /DB_XREF=vh85e02.r1 /CLONE=IMAGE:893786 /FEA=EST /CNT=2 /TID=Mm.36302.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1419820_at 0.3 0.3 A A 0.78 0.56 0.8 NC 0.1 gb:AI182499 /DB_XREF=gi:3733137 /DB_XREF=ue21f03.x1 /CLONE=IMAGE:1481021 /FEA=EST /CNT=1 /TID=Mm.198060.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419901_at 9.5 19.6 A A 0.39 0.11 0.8 NC 0.01 gb:BB344838 /DB_XREF=gi:16404900 /DB_XREF=BB344838 /CLONE=B930053I10 /FEA=EST /CNT=1 /TID=Mm.76700.3 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419932_s_ 6.2 11.9 A A 0.21 0.11 0.8 NC 0.5 gb:AW546472 /DB_XREF=gi:7191881 /DB_XREF=L0008F12-3 /CLONE=L0008F12 /FEA=EST /CNT=1 /TID=Mm.201472.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419949_at 12.3 29.4 M P 0.05 0.001221 0.8 NC 0.06 gb:C77858 /DB_XREF=gi:2518188 /DB_XREF=C77858 /CLONE=J0038G04 /FEA=EST /CNT=1 /TID=Mm.195244.1 /TIER=ConsEnd /STK=0 /UG=Mm.19524
MOE430_2_1420093_s_ 213.3 397 P P 0.000244 0.000244 0.8 I 0.000052 gb:AU015266 /DB_XREF=gi:3370057 /DB_XREF=AU015266 /CLONE=J0709G08 /FEA=EST /CNT=1 /TID=Mm.195310.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420105_at 0.4 0.6 A A 0.96 0.96 0.8 NC 0.18 gb:C78750 /DB_XREF=gi:2519080 /DB_XREF=C78750 /CLONE=J0054C11 /FEA=EST /CNT=1 /TID=Mm.43954.1 /TIER=ConsEnd /STK=1 /UG=Mm.43954 /
MOE430_2_1420161_at 26.2 38.3 A P 0.17 0.02 0.8 I 0.000273 gb:AA409749 /DB_XREF=gi:2066449 /DB_XREF=EST01534 /CLONE=C0011A07 /FEA=EST /CNT=1 /TID=Mm.3628.1 /TIER=ConsEnd /STK=1 /UG=Mm.362
MOE430_2_1420164_at 1.7 3.2 A A 0.69 0.63 0.8 NC 0.79 gb:BG066235 /DB_XREF=gi:12548804 /DB_XREF=H3040E09-3 /CLONE=H3040E09 /FEA=EST /CNT=1 /TID=Mm.24993.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420177_at 3.2 1.9 A A 0.6 0.56 0.8 NC 0.3 gb:BB139905 /DB_XREF=gi:8794842 /DB_XREF=BB139905 /CLONE=9830166M22 /FEA=EST /CNT=1 /TID=Mm.184441.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420180_at 0.7 2.7 A A 0.9 0.8 0.8 NC 0.26 gb:AA589418 /DB_XREF=gi:2402798 /DB_XREF=vl46g07.s1 /CLONE=IMAGE:975324 /FEA=EST /CNT=1 /TID=Mm.7001.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420189_at 7.6 7.1 A A 0.27 0.43 0.8 NC 0.34 gb:AV034993 /DB_XREF=gi:4854658 /DB_XREF=AV034993 /CLONE=1600013E21 /FEA=EST /CNT=1 /TID=Mm.52490.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420291_at 8.5 11 A P 0.27 0.04 0.8 NC 0.04 gb:AV379327 /DB_XREF=gi:6428336 /DB_XREF=AV379327 /CLONE=9230005E14 /FEA=EST /CNT=1 /TID=Mm.99117.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420423_at 8.4 14.3 A A 0.43 0.5 0.8 NC 0.5 gb:NM_013774.1 /DB_XREF=gi:7305558 /GEN=Tcl1b4 /FEA=FLmRNA /CNT=9 /TID=Mm.103652.1 /TIER=FL /STK=5 /UG=Mm.103652 /LL=27380 /DEF=Mu
MOE430_2_1420464_s_ 4.5 11.6 A A 0.33 0.16 0.8 NC 0.21 gb:NM_011093.1 /DB_XREF=gi:6755067 /GEN=Pira6 /FEA=FLmRNA /CNT=5 /TID=Mm.87804.1 /TIER=FL /STK=5 /UG=Mm.87804 /LL=18729 /DEF=Mus m
MOE430_2_1420468_at 0.3 0.6 A A 0.96 0.63 0.8 NC 0.39 gb:NM_025758.1 /DB_XREF=gi:13385223 /GEN=4933436O18Rik /FEA=FLmRNA /CNT=8 /TID=Mm.116960.1 /TIER=FL /STK=5 /UG=Mm.116960 /LL=66772
MOE430_2_1420580_at 15 33.9 P P 0.01 0.008057 0.8 NC 0.06 gb:NM_026249.1 /DB_XREF=gi:13385757 /GEN=4930429B21Rik /FEA=FLmRNA /CNT=8 /TID=Mm.97822.1 /TIER=FL /STK=4 /UG=Mm.97822 /LL=67576 /
MOE430_2_1420673_a_ 29.1 49.4 A P 0.08 0.01 0.8 I 0.000438 gb:NM_053115.1 /DB_XREF=gi:16716410 /GEN=Acox2 /FEA=FLmRNA /CNT=12 /TID=Mm.28700.1 /TIER=FL /STK=3 /UG=Mm.28700 /LL=93732 /DEF=Mu
MOE430_2_1420712_a_ 1.2 6.7 A A 0.82 0.69 0.8 NC 0.5 gb:NM_008281.1 /DB_XREF=gi:6680266 /GEN=Hpn /FEA=FLmRNA /CNT=8 /TID=Mm.19182.1 /TIER=FL /STK=3 /UG=Mm.19182 /LL=15451 /DEF=Mus mu
MOE430_2_1420750_at 15.9 31.4 A A 0.43 0.14 0.8 NC 0.007788 gb:NM_021417.1 /DB_XREF=gi:10946779 /GEN=1110006O24Rik /FEA=FLmRNA /CNT=5 /TID=Mm.133063.1 /TIER=FL /STK=3 /UG=Mm.133063 /LL=66123
MOE430_2_1420763_at 0.8 2 A A 0.96 0.82 0.8 NC 0.45 gb:NM_019928.1 /DB_XREF=gi:9910515 /GEN=Klk4 /FEA=FLmRNA /CNT=5 /TID=Mm.42080.1 /TIER=FL /STK=3 /UG=Mm.42080 /LL=56640 /DEF=Mus mu
MOE430_2_1420844_at 16.7 32.8 A P 0.09 0.01 0.8 NC 0.01 gb:NM_018798.1 /DB_XREF=gi:9055311 /GEN=Ubqln2 /FEA=FLmRNA /CNT=163 /TID=Mm.92529.1 /TIER=FL /STK=2 /UG=Mm.92529 /LL=54609 /DEF=Mu
MOE430_2_1420891_at 6.8 10.4 A A 0.5 0.39 0.8 NC 0.23 gb:NM_009528.1 /DB_XREF=gi:6678604 /GEN=Wnt7b /FEA=FLmRNA /CNT=91 /TID=Mm.4092.1 /TIER=FL /STK=2 /UG=Mm.4092 /LL=22422 /DEF=Mus m
MOE430_2_1420907_at 48.2 96.2 P P 0.000244 0.000244 0.8 I 0.001201 gb:BM201213 /DB_XREF=gi:17754879 /DB_XREF=C0221F03-3 /CLONE=C0221F03 /FEA=FLmRNA /CNT=188 /TID=Mm.218637.1 /TIER=Stack /STK=31 /
MOE430_2_1420981_a_ 893.3 1481.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_010723.1 /DB_XREF=gi:6754559 /GEN=Lmo4 /FEA=FLmRNA /CNT=32 /TID=Mm.29187.1 /TIER=FL /STK=2 /UG=Mm.29187 /LL=16911 /DEF=Mus 
MOE430_2_1420982_at 33.5 55.6 A P 0.19 0.03 0.8 I 0.000307 gb:NM_133242.1 /DB_XREF=gi:18875411 /GEN=Caper-pending /FEA=FLmRNA /CNT=74 /TID=Mm.17307.1 /TIER=FL /STK=2 /UG=Mm.17307 /LL=170791 
MOE430_2_1421106_at 7.4 10.1 A M 0.21 0.05 0.8 NC 0.05 gb:AA880220 /DB_XREF=gi:2989203 /DB_XREF=vx39c04.r1 /CLONE=IMAGE:1277574 /FEA=FLmRNA /CNT=34 /TID=Mm.87380.1 /TIER=ConsEnd /STK=0
MOE430_2_1421108_at 1 1.2 A A 0.66 0.69 0.8 NC 0.06 gb:NM_053096.1 /DB_XREF=gi:16716388 /GEN=Cml2 /FEA=FLmRNA /CNT=23 /TID=Mm.24251.1 /TIER=FL /STK=2 /UG=Mm.24251 /LL=93673 /DEF=Mus
MOE430_2_1421145_at 20.6 37 P P 0.005859 0.01 0.8 MI 0.00225 gb:NM_007885.1 /DB_XREF=gi:6681232 /GEN=Slc26a2 /FEA=FLmRNA /CNT=31 /TID=Mm.24803.1 /TIER=FL /STK=2 /UG=Mm.24803 /LL=13521 /DEF=Mu
MOE430_2_1421234_at 12.7 22.8 A A 0.27 0.19 0.8 NC 0.01 gb:NM_009327.1 /DB_XREF=gi:6678240 /GEN=Tcf1 /FEA=FLmRNA /CNT=26 /TID=Mm.455.1 /TIER=FL /STK=2 /UG=Mm.455 /LL=21405 /DEF=Mus muscu
MOE430_2_1421244_at 4.6 5.8 A A 0.46 0.33 0.8 NC 0.5 gb:NM_007956.1 /DB_XREF=gi:6679694 /GEN=Esr1 /FEA=FLmRNA /CNT=16 /TID=Mm.9213.1 /TIER=FL /STK=2 /UG=Mm.9213 /LL=13982 /DEF=Mus mus
MOE430_2_1421277_at 0.3 1 A A 0.99 0.8 0.8 NC 0.26 gb:U87455.1 /DB_XREF=gi:1841856 /GEN=Spna1 /FEA=FLmRNA /CNT=21 /TID=Mm.200611.1 /TIER=FL /STK=2 /UG=Mm.200611 /LL=20739 /DEF=Mus m
MOE430_2_1421346_a_ 969.2 1563 P P 0.000244 0.000244 0.8 I 0.000035 gb:NM_009320.1 /DB_XREF=gi:6678222 /GEN=Slc6a6 /FEA=FLmRNA /CNT=11 /TID=Mm.200518.1 /TIER=FL /STK=2 /UG=Mm.200518 /LL=21366 /DEF=M
MOE430_2_1421351_at 12.5 15.2 A A 0.19 0.19 0.8 NC 0.13 gb:NM_019691.1 /DB_XREF=gi:9790090 /GEN=Gria4 /FEA=FLmRNA /CNT=10 /TID=Mm.42022.1 /TIER=FL /STK=2 /UG=Mm.42022 /LL=14802 /DEF=Mus 
MOE430_2_1421441_at 1.1 3.9 A A 0.82 0.74 0.8 NC 0.13 gb:NM_009640.1 /DB_XREF=gi:6753007 /GEN=Agpt /FEA=FLmRNA /CNT=10 /TID=Mm.2550.1 /TIER=FL /STK=2 /UG=Mm.2550 /LL=11600 /DEF=Mus mu
MOE430_2_1421488_at 18.1 34.4 A P 0.06 0.001953 0.8 NC 0.11 gb:NM_013862.1 /DB_XREF=gi:8567359 /GEN=Hhl-pending /FEA=FLmRNA /CNT=5 /TID=Mm.100579.1 /TIER=FL /STK=2 /UG=Mm.100579 /LL=29809 /DE
MOE430_2_1421523_at 11.5 19.6 A A 0.24 0.17 0.8 NC 0.5 gb:NM_008004.1 /DB_XREF=gi:6679778 /GEN=Fgf17 /FEA=FLmRNA /CNT=6 /TID=Mm.12814.1 /TIER=FL /STK=2 /UG=Mm.12814 /LL=14171 /DEF=Mus m
MOE430_2_1421582_a_ 7.4 10 A A 0.46 0.3 0.8 NC 0.64 gb:NM_009952.1 /DB_XREF=gi:19745143 /GEN=Creb1 /FEA=FLmRNA /CNT=5 /TID=Mm.1376.1 /TIER=FL /STK=2 /UG=Mm.1376 /LL=12912 /DEF=Mus m
MOE430_2_1421591_at 0.1 0.5 A A 0.95 0.9 0.8 NC 0.26 gb:NM_026134.1 /DB_XREF=gi:13385643 /GEN=4930401M13Rik /FEA=FLmRNA /CNT=5 /TID=Mm.158151.1 /TIER=FL /STK=2 /UG=Mm.158151 /LL=67407
MOE430_2_1421645_at 13.8 27.4 P P 0.04 0.03 0.8 NC 0.24 gb:NM_030728.1 /DB_XREF=gi:13540715 /GEN=AY007814 /FEA=FLmRNA /CNT=3 /TID=Mm.160389.1 /TIER=FL /STK=2 /UG=Mm.160389 /LL=80982 /DE
MOE430_2_1421671_at 7.7 8 A A 0.27 0.17 0.8 NC 0.17 gb:NM_008291.1 /DB_XREF=gi:6680284 /GEN=Hsd17b3 /FEA=FLmRNA /CNT=3 /TID=Mm.5109.1 /TIER=FL /STK=2 /UG=Mm.5109 /LL=15487 /DEF=Mus m
MOE430_2_1421694_a_ 1258.2 2474 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_019389.1 /DB_XREF=gi:9506520 /GEN=Cspg2 /FEA=FLmRNA /CNT=2 /TID=Mm.4575.1 /TIER=FL /STK=2 /UG=Mm.4575 /LL=13003 /DEF=Mus mu
MOE430_2_1421698_a_ 0.9 0.9 A A 0.6 0.43 0.8 NC 0.29 gb:NM_007733.1 /DB_XREF=gi:6680965 /GEN=Col19a1 /FEA=FLmRNA /CNT=2 /TID=Mm.6252.1 /TIER=FL /STK=2 /UG=Mm.6252 /LL=12823 /DEF=Mus m
MOE430_2_1421709_a_ 3.8 8.8 A A 0.55 0.06 0.8 NC 0.15 gb:NM_010232.1 /DB_XREF=gi:6753891 /GEN=Fmo5 /FEA=FLmRNA /CNT=2 /TID=Mm.1668.1 /TIER=FL /STK=2 /UG=Mm.1668 /LL=14263 /DEF=Mus mus
MOE430_2_1421738_at 0.4 2.7 A A 0.85 0.5 0.8 NC 0.49 gb:NM_008066.1 /DB_XREF=gi:6679900 /GEN=Gabra2 /FEA=FLmRNA /CNT=2 /TID=Mm.5304.1 /TIER=FL /STK=2 /UG=Mm.5304 /LL=14395 /DEF=Mus m
MOE430_2_1422006_at 48.9 83 P P 0.001221 0.000244 0.8 I 0.000966 gb:BE911144 /DB_XREF=gi:10408128 /DB_XREF=601662563F1 /CLONE=IMAGE:3962702 /FEA=FLmRNA /CNT=22 /TID=Mm.807.1 /TIER=ConsEnd /STK=
MOE430_2_1422052_at 4.2 12.6 A P 0.33 0.01 0.8 NC 0.02 gb:NM_007667.1 /DB_XREF=gi:6680905 /GEN=Cdh8 /FEA=FLmRNA /CNT=13 /TID=Mm.41976.1 /TIER=FL /STK=1 /UG=Mm.41976 /LL=12564 /DEF=Mus 
MOE430_2_1422135_at 30.9 56.5 P P 0.000244 0.000244 0.8 I 0.000389 gb:NM_011980.1 /DB_XREF=gi:6756046 /GEN=Zfp146 /FEA=FLmRNA /CNT=9 /TID=Mm.42054.1 /TIER=FL /STK=1 /UG=Mm.42054 /LL=26465 /DEF=Mus 
MOE430_2_1422207_at 7.3 13.6 A A 0.27 0.08 0.8 NC 0.14 gb:NM_008314.1 /DB_XREF=gi:6680326 /GEN=Htr5a /FEA=FLmRNA /CNT=3 /TID=Mm.4835.1 /TIER=FL /STK=1 /UG=Mm.4835 /LL=15563 /DEF=Mus mus



MOE430_2_1422295_at 11.1 19 A A 0.33 0.11 0.8 NC 0.04 gb:NM_021442.1 /DB_XREF=gi:10946815 /GEN=Mds1 /FEA=FLmRNA /CNT=2 /TID=Mm.42023.1 /TIER=FL /STK=1 /UG=Mm.42023 /LL=17251 /DEF=Mus 
MOE430_2_1422299_a_ 20.1 30.1 A P 0.06 0.03 0.8 NC 0.06 gb:NM_029659.2 /DB_XREF=gi:15805021 /GEN=1700011C14Rik /FEA=FLmRNA /CNT=2 /TID=Mm.154000.1 /TIER=FL /STK=1 /UG=Mm.154000 /LL=76571
MOE430_2_1422432_at 1022.9 1652.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_007830.1 /DB_XREF=gi:6681136 /GEN=Dbi /FEA=FLmRNA /CNT=326 /TID=Mm.2785.1 /TIER=FL+Stack /STK=157 /UG=Mm.2785 /LL=13167 /DEF
MOE430_2_1422567_at 6.6 11.5 A A 0.46 0.19 0.8 NC 0.03 gb:NM_022018.1 /DB_XREF=gi:11528503 /GEN=Niban /FEA=FLmRNA /CNT=58 /TID=Mm.157700.1 /TIER=FL+Stack /STK=34 /UG=Mm.157700 /LL=63913 
MOE430_2_1422634_a_ 4.1 10.6 A A 0.5 0.5 0.8 NC 0.5 gb:NM_020518.1 /DB_XREF=gi:10048455 /GEN=Ctxl-pending /FEA=FLmRNA /CNT=28 /TID=Mm.27478.1 /TIER=FL+Stack /STK=24 /UG=Mm.27478 /LL=5
MOE430_2_1422747_at 45.2 75.9 P P 0.000244 0.000244 0.8 I 0.000023 gb:NM_016681.1 /DB_XREF=gi:7710087 /GEN=Rad53 /FEA=FLmRNA /CNT=32 /TID=Mm.42149.1 /TIER=FL+Stack /STK=15 /UG=Mm.42149 /LL=50883 /D
MOE430_2_1422777_at 19.5 36.4 P P 0.04 0.01 0.8 NC 0.22 gb:NM_011795.1 /DB_XREF=gi:6753221 /GEN=C1qrf-pending /FEA=FLmRNA /CNT=18 /TID=Mm.57154.1 /TIER=FL+Stack /STK=13 /UG=Mm.57154 /LL=2
MOE430_2_1422825_at 1.8 4.6 A A 0.72 0.56 0.8 NC 0.25 gb:NM_013732.1 /DB_XREF=gi:7304944 /GEN=Cart-pending /FEA=FLmRNA /CNT=40 /TID=Mm.75498.1 /TIER=FL+Stack /STK=10 /UG=Mm.75498 /LL=27
MOE430_2_1422886_a_ 55.4 102.7 P P 0.000732 0.000244 0.8 I 0.000023 gb:NM_007714.1 /DB_XREF=gi:6671765 /GEN=Clk4 /FEA=FLmRNA /CNT=94 /TID=Mm.9488.1 /TIER=FL+Stack /STK=8 /UG=Mm.9488 /LL=12750 /DEF=M
MOE430_2_1422927_at 39.1 48.4 P P 0.008057 0.01 0.8 NC 0.009292 gb:NM_023784.1 /DB_XREF=gi:12963820 /GEN=2310016N21Rik /FEA=FLmRNA /CNT=9 /TID=Mm.154776.1 /TIER=FL /STK=4 /UG=Mm.154776 /LL=75581
MOE430_2_1422948_s_ 179.9 343.5 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_013550.1 /DB_XREF=gi:7305140 /GEN=Hist4 /FEA=FLmRNA /CNT=9 /TID=Mm.193557.1 /TIER=FL /STK=1 /UG=Mm.193557 /LL=15269 /DEF=Mus
MOE430_2_1422988_at 24.6 63 A P 0.06 0.001953 0.8 NC 0.01 gb:NM_018822.1 /DB_XREF=gi:9055341 /GEN=Sgsh /FEA=FLmRNA /CNT=10 /TID=Mm.103788.1 /TIER=FL /STK=0 /UG=Mm.103788 /LL=27029 /DEF=Mu
MOE430_2_1422997_s_ 34.9 59.1 P P 0.000244 0.000244 0.8 I 0.001486 gb:NM_134188.1 /DB_XREF=gi:19527401 /GEN=Mte1-pending /FEA=FLmRNA /CNT=9 /TID=Mm.219457.1 /TIER=FL /STK=0 /UG=Mm.219457 /LL=171210 
MOE430_2_1423131_at 110.4 182.9 P P 0.000244 0.000244 0.8 I 0.00002 gb:BM207622 /DB_XREF=gi:17763532 /DB_XREF=C0615E02-3 /CLONE=C0615E02 /FEA=FLmRNA /CNT=269 /TID=Mm.27796.1 /TIER=Stack /STK=43 /U
MOE430_2_1423178_at 4.2 10.4 A P 0.3 0.04 0.8 NC 0.08 gb:NM_007380.1 /DB_XREF=gi:6671498 /GEN=Ssh3bp1 /FEA=FLmRNA /CNT=242 /TID=Mm.695.1 /TIER=ConsEnd /STK=0 /UG=Mm.695 /LL=11308 /DEF=
MOE430_2_1423183_at 0.6 1.3 A A 0.85 0.69 0.8 NC 0.49 gb:BB314774 /DB_XREF=gi:9015479 /DB_XREF=BB314774 /CLONE=B230349E23 /FEA=FLmRNA /CNT=39 /TID=Mm.65357.1 /TIER=Stack /STK=32 /UG=
MOE430_2_1423209_at 16.8 43.9 P P 0.04 0.01 0.8 NC 0.008511 gb:AA222535 /DB_XREF=gi:1842813 /DB_XREF=mw20e08.r1 /CLONE=IMAGE:671270 /FEA=FLmRNA /CNT=257 /TID=Mm.23263.1 /TIER=ConsEnd /STK=
MOE430_2_1423221_at 9.9 14.9 A A 0.43 0.39 0.8 NC 0.42 gb:AK013717.1 /DB_XREF=gi:12851186 /GEN=Tubb4 /FEA=FLmRNA /CNT=63 /TID=Mm.7420.1 /TIER=Stack /STK=27 /UG=Mm.7420 /LL=22153 /UG_TIT
MOE430_2_1423320_at 9.7 16 A P 0.08 0.03 0.8 I 0.001832 gb:BB114349 /DB_XREF=gi:15408068 /DB_XREF=BB114349 /CLONE=9530045L04 /FEA=FLmRNA /CNT=34 /TID=Mm.29017.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1423324_at 50 93.7 P P 0.000244 0.000244 0.8 NC 0.007788 gb:BE135912 /DB_XREF=gi:8598412 /DB_XREF=ug21c06.x1 /CLONE=IMAGE:1532266 /FEA=FLmRNA /CNT=140 /TID=Mm.22347.1 /TIER=Stack /STK=15 
MOE430_2_1423360_at 40.2 51.2 P P 0.000732 0.000244 0.8 MI 0.00249 gb:BF660939 /DB_XREF=gi:11926073 /DB_XREF=maa70f03.x1 /CLONE=IMAGE:3822101 /FEA=FLmRNA /CNT=161 /TID=Mm.23335.1 /TIER=Stack /STK=1
MOE430_2_1423421_at 38.1 65.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB233668 /DB_XREF=gi:8913523 /DB_XREF=BB233668 /CLONE=A630045F22 /FEA=FLmRNA /CNT=129 /TID=Mm.42088.1 /TIER=Stack /STK=37 /UG
MOE430_2_1423440_at 83.6 137.8 P P 0.00293 0.000244 0.8 I 0.00006 gb:AK003196.1 /DB_XREF=gi:12833711 /FEA=FLmRNA /CNT=62 /TID=Mm.25233.1 /TIER=Stack /STK=25 /UG=Mm.25233 /LL=66140 /UG_GENE=1110001
MOE430_2_1423520_at 98.9 165.8 P P 0.00293 0.000732 0.8 I 0.00002 gb:BG064054 /DB_XREF=gi:12546617 /DB_XREF=H3015A04-3 /CLONE=H3015A04 /FEA=FLmRNA /CNT=134 /TID=Mm.4846.1 /TIER=Stack /STK=13 /UG
MOE430_2_1423521_at 330.1 559.3 P P 0.000732 0.000244 0.8 I 0.00002 gb:AA270173 /DB_XREF=gi:1908560 /DB_XREF=va59a11.r1 /CLONE=IMAGE:735644 /FEA=FLmRNA /CNT=134 /TID=Mm.4846.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423531_a_ 429.3 940.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:BI663320 /DB_XREF=gi:15577553 /DB_XREF=603287369F1 /CLONE=IMAGE:5321561 /FEA=FLmRNA /CNT=378 /TID=Mm.27927.1 /TIER=Stack /STK=
MOE430_2_1423640_at 2.8 4.5 A A 0.6 0.19 0.8 NC 0.07 gb:BC026512.1 /DB_XREF=gi:20071497 /FEA=FLmRNA /CNT=329 /TID=Mm.41729.1 /TIER=FL+Stack /STK=296 /UG=Mm.41729 /LL=72003 /UG_GENE=15
MOE430_2_1423674_at 54.3 71.7 P P 0.000244 0.000732 0.8 NC 0.18 gb:BQ033290 /DB_XREF=gi:19768569 /DB_XREF=UI-1-CF0-axf-g-10-0-UI.s1 /CLONE=UI-1-CF0-axf-g-10-0-UI /FEA=FLmRNA /CNT=264 /TID=Mm.274
MOE430_2_1423675_at 87.5 160.7 P P 0.000732 0.000244 0.8 I 0.00002 gb:BG066359 /DB_XREF=gi:12548928 /DB_XREF=H3042A11-3 /CLONE=H3042A11 /FEA=FLmRNA /CNT=264 /TID=Mm.27496.1 /TIER=Stack /STK=13 /U
MOE430_2_1423969_at 597 1100.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:BC011102.1 /DB_XREF=gi:15029764 /FEA=FLmRNA /CNT=90 /TID=Mm.158871.1 /TIER=FL+Stack /STK=71 /UG=Mm.158871 /LL=69736 /UG_GENE=24
MOE430_2_1424074_at 72.3 129.9 P P 0.001953 0.000244 0.8 I 0.000214 gb:AV232137 /DB_XREF=gi:16385927 /DB_XREF=AV232137 /CLONE=4632412E09 /FEA=FLmRNA /CNT=198 /TID=Mm.30001.1 /TIER=Stack /STK=9 /UG
MOE430_2_1424110_a_ 1261.8 2207.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:BC005629.1 /DB_XREF=gi:13542866 /FEA=FLmRNA /CNT=135 /TID=Mm.1260.1 /TIER=FL+Stack /STK=52 /UG=Mm.1260 /LL=18102 /UG_GENE=Nme1
MOE430_2_1424156_at 74.1 129.6 P P 0.000244 0.000244 0.8 I 0.000167 gb:U27177.1 /DB_XREF=gi:1871224 /GEN=p107 /FEA=FLmRNA /CNT=73 /TID=Mm.2994.1 /TIER=FL+Stack /STK=49 /UG=Mm.2994 /LL=19650 /DEF=Mus
MOE430_2_1424217_at 10.2 15.1 P M 0.02 0.05 0.8 NC 0.44 gb:U52197.1 /DB_XREF=gi:1256821 /FEA=FLmRNA /CNT=94 /TID=Mm.3170.1 /TIER=FL+Stack /STK=8 /UG=Mm.3170 /LL=18789 /UG_GENE=Papola /DE
MOE430_2_1424300_at 33.9 82.9 P P 0.000244 0.000244 0.8 I 0.000101 gb:BC025157.1 /DB_XREF=gi:19263578 /FEA=FLmRNA /CNT=71 /TID=Mm.196135.1 /TIER=FL+Stack /STK=39 /UG=Mm.196135 /LL=67242 /UG_GENE=28
MOE430_2_1424426_at 1075.2 2023.2 P P 0.000244 0.000244 0.8 I 0.00002 gb:BC003858.1 /DB_XREF=gi:13277989 /FEA=FLmRNA /CNT=98 /TID=Mm.28500.1 /TIER=FL+Stack /STK=33 /UG=Mm.28500 /LL=66902 /UG_GENE=1300
MOE430_2_1424524_at 541.7 1240.7 P P 0.000244 0.000732 0.8 I 0.000101 gb:BC021433.1 /DB_XREF=gi:18203971 /FEA=FLmRNA /CNT=48 /TID=Mm.35450.1 /TIER=FL+Stack /STK=27 /UG=Mm.35450 /LL=71712 /UG_GENE=1200
MOE430_2_1424555_at 33.8 81.5 P P 0.000244 0.000244 0.8 I 0.000438 gb:BC004010.1 /DB_XREF=gi:13278390 /FEA=FLmRNA /CNT=54 /TID=Mm.68999.1 /TIER=FL+Stack /STK=25 /UG=Mm.68999 /DEF=Mus musculus, Simila
MOE430_2_1424556_at 284.2 515.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:BC006727.1 /DB_XREF=gi:13879493 /FEA=FLmRNA /CNT=49 /TID=Mm.33650.1 /TIER=FL+Stack /STK=25 /UG=Mm.33650 /DEF=Mus musculus, Simila
MOE430_2_1424576_s_ 5.1 6.9 A A 0.35 0.6 0.8 NC 0.33 gb:BC025819.1 /DB_XREF=gi:19387958 /FEA=FLmRNA /CNT=71 /TID=Mm.26457.1 /TIER=FL+Stack /STK=24 /UG=Mm.26457 /DEF=Mus musculus, clone 
MOE430_2_1424580_at 7.6 14.7 P P 0.03 0.01 0.8 NC 0.005409 gb:AW822833 /DB_XREF=gi:7915910 /DB_XREF=uq20d10.y1 /CLONE=IMAGE:2803027 /FEA=FLmRNA /CNT=58 /TID=Mm.190758.1 /TIER=ConsEnd /STK=
MOE430_2_1424642_at 123.6 158.8 P P 0.001953 0.000244 0.8 I 0.000023 gb:BC024951.1 /DB_XREF=gi:19353205 /FEA=FLmRNA /CNT=69 /TID=Mm.219648.1 /TIER=FL+Stack /STK=21 /UG=Mm.219648 /DEF=Mus musculus, Sim
MOE430_2_1424724_a_ 55.5 92.2 P P 0.001953 0.000732 0.8 I 0.00003 gb:BB799833 /DB_XREF=gi:16969456 /DB_XREF=BB799833 /CLONE=G630026A10 /FEA=FLmRNA /CNT=53 /TID=Mm.35581.1 /TIER=Stack /STK=13 /UG
MOE430_2_1424739_at 5.4 13.1 A A 0.24 0.06 0.8 NC 0.09 gb:BE288551 /DB_XREF=gi:9168321 /DB_XREF=601094173F1 /CLONE=IMAGE:3488563 /FEA=FLmRNA /CNT=95 /TID=Mm.87037.1 /TIER=ConsEnd /STK
MOE430_2_1424802_a_ 223 378.6 P P 0.000244 0.000244 0.8 I 0.000167 gb:BC009092.1 /DB_XREF=gi:14318589 /FEA=FLmRNA /CNT=88 /TID=Mm.30927.1 /TIER=FL+Stack /STK=15 /UG=Mm.30927 /LL=67684 /UG_GENE=3300
MOE430_2_1424852_at 46.1 69.3 P P 0.000732 0.000244 0.8 I 0.001336 gb:AV291165 /DB_XREF=gi:16392372 /DB_XREF=AV291165 /CLONE=5430401D19 /FEA=FLmRNA /CNT=127 /TID=Mm.24001.2 /TIER=Stack /STK=33 /U
MOE430_2_1424898_at 0.3 0.5 A A 0.95 0.82 0.8 NC 0.05 gb:BC021154.1 /DB_XREF=gi:18088160 /FEA=FLmRNA /CNT=28 /TID=Mm.104295.2 /TIER=FL+Stack /STK=12 /UG=Mm.104295 /LL=20493 /UG_GENE=S
MOE430_2_1424955_at 185.6 351.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:BC024400.1 /DB_XREF=gi:19353456 /FEA=FLmRNA /CNT=35 /TID=Mm.156884.1 /TIER=FL+Stack /STK=10 /UG=Mm.156884 /DEF=Mus musculus, clon
MOE430_2_1424970_at 419.7 798.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:AF479672.1 /DB_XREF=gi:19224219 /GEN=Purg /FEA=FLmRNA /CNT=15 /TID=Mm.159402.1 /TIER=FL+Stack /STK=10 /UG=Mm.159402 /LL=75029 /D
MOE430_2_1424985_a_ 18.4 37.1 A A 0.19 0.06 0.8 NC 0.006503 gb:BC025171.1 /DB_XREF=gi:19263796 /FEA=FLmRNA /CNT=127 /TID=Mm.1493.1 /TIER=FL+Stack /STK=9 /UG=Mm.1493 /LL=20665 /UG_GENE=Sox10 
MOE430_2_1424988_at 702 1424.2 P P 0.000244 0.000244 0.8 I 0.00002 gb:BC010206.1 /DB_XREF=gi:16307333 /FEA=FLmRNA /CNT=58 /TID=Mm.212855.1 /TIER=FL+Stack /STK=9 /UG=Mm.212855 /DEF=Mus musculus, Simil
MOE430_2_1425118_at 38.3 63.3 A P 0.06 0.01 0.8 NC 0.005409 gb:BC026502.1 /DB_XREF=gi:20072944 /FEA=FLmRNA /CNT=14 /TID=Mm.150200.1 /TIER=FL /STK=6 /UG=Mm.150200 /DEF=Mus musculus, Similar to S
MOE430_2_1425297_at 20.5 41.1 A M 0.09 0.05 0.8 NC 0.002753 gb:BC012278.1 /DB_XREF=gi:15126708 /FEA=FLmRNA /CNT=9 /TID=Mm.218531.1 /TIER=FL /STK=3 /UG=Mm.218531 /DEF=Mus musculus, clone MGC:1
MOE430_2_1425350_a_ 100.1 149.7 P P 0.001221 0.000244 0.8 I 0.000027 gb:U13262.1 /DB_XREF=gi:536925 /GEN=MEF-2 /FEA=FLmRNA /CNT=32 /TID=Mm.18535.1 /TIER=ConsEnd /STK=0 /UG=Mm.18535 /LL=17876 /DEF=M
MOE430_2_1425366_a_ 15.4 21.7 A P 0.12 0.008057 0.8 NC 0.04 gb:AF076845.1 /DB_XREF=gi:4019218 /GEN=Hus1 /FEA=FLmRNA /CNT=9 /TID=Mm.42201.2 /TIER=FL /STK=2 /UG=Mm.42201 /LL=15574 /DEF=Mus mu
MOE430_2_1425427_at 0.9 1 A A 0.78 0.78 0.8 NC 0.5 gb:AF067058.1 /DB_XREF=gi:3171133 /GEN=variable group of 2-cell-stage gene family /FEA=FLmRNA /CNT=3 /TID=Mm.154810.1 /TIER=FL /STK=2 /UG
MOE430_2_1425467_a_ 24 42.8 A A 0.24 0.09 0.8 NC 0.005409 gb:M14674.1 /DB_XREF=gi:200424 /FEA=FLmRNA /CNT=272 /TID=Mm.1268.1 /TIER=FL /STK=1 /UG=Mm.1268 /LL=18823 /UG_GENE=Plp /DEF=Mouse m
MOE430_2_1425506_at 130.5 178.2 P P 0.001953 0.000732 0.8 I 0.000068 gb:BF451748 /DB_XREF=gi:11517917 /DB_XREF=uz78g06.y1 /CLONE=IMAGE:3675226 /FEA=FLmRNA /CNT=74 /TID=Mm.27680.1 /TIER=ConsEnd /STK=
MOE430_2_1425523_at 82.1 142.5 P P 0.000244 0.000244 0.8 I 0.000114 gb:BI904984 /DB_XREF=gi:16167412 /DB_XREF=603169112F1 /CLONE=IMAGE:5257010 /FEA=FLmRNA /CNT=49 /TID=Mm.220915.1 /TIER=Stack /STK=9
MOE430_2_1425541_at 11 8.8 A A 0.19 0.09 0.8 NC 0.21 gb:BC024730.1 /DB_XREF=gi:19354447 /FEA=FLmRNA /CNT=25 /TID=Mm.219575.1 /TIER=FL /STK=1 /UG=Mm.219575 /DEF=Mus musculus, Similar to D
MOE430_2_1425622_at 77.9 130.9 P P 0.000244 0.000244 0.8 I 0.00003 gb:AF031524.1 /DB_XREF=gi:2623893 /GEN=Del1 /FEA=FLmRNA /CNT=17 /TID=Mm.41716.1 /TIER=FL /STK=1 /UG=Mm.41716 /LL=13612 /DEF=Mus mu
MOE430_2_1425633_at 1.3 1.8 A A 0.87 0.62 0.8 NC 0.09 gb:M29007.1 /DB_XREF=gi:192557 /FEA=FLmRNA /CNT=12 /TID=Mm.194940.2 /TIER=FL /STK=1 /UG=Mm.194940 /LL=192290 /UG_GENE=BC026782 /U
MOE430_2_1425668_a_ 262.4 568.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:AB061305.1 /DB_XREF=gi:14017999 /FEA=FLmRNA /CNT=12 /TID=Mm.2793.2 /TIER=FL /STK=1 /UG=Mm.2793 /LL=20443 /UG_GENE=Siat4c /DEF=M
MOE430_2_1425735_at 2.2 3.1 A A 0.96 0.87 0.8 NC 0.06 gb:BC003255.1 /DB_XREF=gi:13096909 /FEA=FLmRNA /CNT=6 /TID=Mm.45334.1 /TIER=FL /STK=1 /UG=Mm.45334 /DEF=Mus musculus, Similar to MAP-
MOE430_2_1425837_a_ 37.1 72.9 P P 0.000732 0.000244 0.8 I 0.000068 gb:AF199491.1 /DB_XREF=gi:9885277 /GEN=Nocturnin /FEA=FLmRNA /CNT=3 /TID=Mm.86541.2 /TIER=FL /STK=1 /UG=Mm.86541 /LL=12457 /DEF=Mu
MOE430_2_1425899_a_ 218.9 418.2 P P 0.000244 0.000244 0.8 I 0.00002 gb:AF132478.1 /DB_XREF=gi:4378884 /FEA=FLmRNA /CNT=2 /TID=Mm.40546.3 /TIER=FL /STK=1 /UG=Mm.40546 /LL=16443 /UG_GENE=Itsn /DEF=Mus
MOE430_2_1425931_a_ 28.7 30.1 A P 0.12 0.03 0.8 NC 0.05 gb:AY014836.1 /DB_XREF=gi:15147212 /FEA=FLmRNA /CNT=2 /TID=Mm.207079.1 /TIER=FL /STK=1 /UG=Mm.207079 /DEF=Mus musculus brain-muscle-
MOE430_2_1425994_a_ 25.9 37.1 A P 0.08 0.03 0.8 NC 0.23 gb:AB037111.1 /DB_XREF=gi:7576308 /GEN=LCDase /FEA=FLmRNA /CNT=1 /TID=Mm.104900.2 /TIER=FL /STK=1 /UG=Mm.104900 /LL=54447 /DEF=Mu
MOE430_2_1426037_a_ 0.8 2.8 A A 0.98 0.6 0.8 NC 0.1 gb:U94828.1 /DB_XREF=gi:2605641 /GEN=RGS-r /FEA=FLmRNA /CNT=1 /TID=Mm.181709.2 /TIER=FL /STK=1 /UG=Mm.181709 /LL=19734 /DEF=Mus m
MOE430_2_1426095_a_ 12.7 25.8 P P 0.00293 0.01 0.8 NC 0.28 gb:AY046551.1 /DB_XREF=gi:18056435 /FEA=FLmRNA /CNT=1 /TID=Mm.156947.2 /TIER=FL /STK=1 /UG=Mm.156947 /LL=79202 /UG_GENE=Tnfrsf22 /D
MOE430_2_1426096_at 1.5 5.1 A A 0.78 0.46 0.8 NC 0.5 gb:BC012845.1 /DB_XREF=gi:15341756 /FEA=FLmRNA /CNT=1 /TID=Mm.153872.2 /TIER=FL /STK=1 /UG=Mm.153872 /DEF=Mus musculus, clone MGC:8
MOE430_2_1426105_a_ 34.8 55.7 A P 0.21 0.03 0.8 NC 0.02 gb:BC019461.1 /DB_XREF=gi:18044094 /FEA=FLmRNA /CNT=1 /TID=Mm.22176.2 /TIER=FL /STK=1 /UG=Mm.22176 /LL=67586 /UG_GENE=4930506L07R
MOE430_2_1426117_a_ 29.9 62.7 P P 0.000244 0.000244 0.8 I 0.000078 gb:AF326916.1 /DB_XREF=gi:19171655 /GEN=Slc19a2 /FEA=FLmRNA /CNT=1 /TID=Mm.35444.2 /TIER=FL /STK=1 /UG=Mm.35444 /LL=116914 /DEF=Mu
MOE430_2_1426133_a_ 46.5 101.7 P P 0.005859 0.000732 0.8 I 0.00003 gb:BC020137.1 /DB_XREF=gi:18043237 /FEA=FLmRNA /CNT=1 /TID=Mm.30851.1 /TIER=FL /STK=1 /UG=Mm.30851 /LL=69028 /UG_GENE=1500032H18R
MOE430_2_1426139_a_ 7.9 15.5 A A 0.43 0.17 0.8 NC 0.26 gb:AF306532.1 /DB_XREF=gi:15028429 /FEA=FLmRNA /CNT=1 /TID=Mm.41274.3 /TIER=FL /STK=1 /UG=Mm.41274 /DEF=Mus musculus chemokine rece
MOE430_2_1426140_x_ 5.4 8.8 A A 0.5 0.14 0.8 NC 0.21 gb:AF288378.1 /DB_XREF=gi:9716701 /FEA=FLmRNA /CNT=1 /TID=Mm.197616.1 /TIER=FL /STK=1 /UG=Mm.197616 /LL=93971 /UG_GENE=Klra19 /DEF
MOE430_2_1426156_at 2.9 2.9 A A 0.9 0.8 0.8 NC 0.3 gb:AY015062.1 /DB_XREF=gi:17220750 /GEN=Lats2 /FEA=FLmRNA /CNT=1 /TID=Mm.220157.1 /TIER=FL /STK=1 /UG=Mm.220157 /DEF=Mus musculus 
MOE430_2_1426165_a_ 69.6 123.6 P P 0.000244 0.000244 0.8 I 0.000068 gb:D86352.1 /DB_XREF=gi:2317649 /FEA=FLmRNA /CNT=1 /TID=Mm.34405.2 /TIER=FL /STK=1 /UG=Mm.34405 /LL=12367 /UG_GENE=Casp3 /DEF=Mou
MOE430_2_1426224_x_ 0.4 1 A A 0.98 0.9 0.8 NC 0.28 gb:AF401531.1 /DB_XREF=gi:15278127 /GEN=CKLF2-2 /FEA=FLmRNA /CNT=61 /TID=Mm.34728.1 /TIER=FL+Stack /STK=46 /UG=Mm.34728 /LL=69290 
MOE430_2_1426243_at 21.6 39.1 P P 0.03 0.04 0.8 NC 0.08 gb:BC019483.1 /DB_XREF=gi:18044097 /FEA=FLmRNA /CNT=66 /TID=Mm.28301.1 /TIER=FL+Stack /STK=28 /UG=Mm.28301 /LL=70338 /UG_GENE=0610
MOE430_2_1426533_at 264.8 436.5 P P 0.000244 0.000244 0.8 I 0.000035 gb:BF660256 /DB_XREF=gi:11925462 /DB_XREF=maa95h07.x1 /CLONE=IMAGE:3824868 /FEA=FLmRNA /CNT=174 /TID=Mm.29363.1 /TIER=Stack /STK=
MOE430_2_1426582_at 56.9 88.8 P P 0.000244 0.000244 0.8 I 0.000189 gb:BB099828 /DB_XREF=gi:8752396 /DB_XREF=BB099828 /CLONE=9430070F06 /FEA=FLmRNA /CNT=69 /TID=Mm.3466.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1426612_at 320.8 544.3 P P 0.000244 0.000244 0.8 I 0.00002 gb:AK011357.1 /DB_XREF=gi:12847426 /FEA=FLmRNA /CNT=147 /TID=Mm.196219.1 /TIER=Stack /STK=9 /UG=Mm.196219 /LL=66131 /UG_GENE=11100
MOE430_2_1426649_at 120.3 168.5 P P 0.000732 0.000244 0.8 I 0.000046 gb:BM114154 /DB_XREF=gi:17077172 /DB_XREF=L0800B02-3 /CLONE=L0800B02 /FEA=mRNA /CNT=231 /TID=Mm.41772.1 /TIER=Stack /STK=163 /UG
MOE430_2_1426685_a_ 213.7 437.6 P P 0.000244 0.000244 0.8 I 0.000078 gb:BM940481 /DB_XREF=gi:19399633 /DB_XREF=UI-M-CG0p-bhb-a-05-0-UI.r1 /CLONE=UI-M-CG0p-bhb-a-05-0-UI /FEA=mRNA /CNT=289 /TID=Mm.2
MOE430_2_1426797_at 186.7 274.3 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB667255 /DB_XREF=gi:16398704 /DB_XREF=BB667255 /CLONE=6820444B09 /FEA=mRNA /CNT=113 /TID=Mm.45418.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1426803_at 43.6 81.1 P P 0.005859 0.001221 0.8 I 0.000147 gb:BM120471 /DB_XREF=gi:17088497 /DB_XREF=L0940C01-3 /CLONE=L0940C01 /FEA=mRNA /CNT=132 /TID=Mm.1279.1 /TIER=Stack /STK=63 /UG=M
MOE430_2_1426897_at 412.8 699.2 P P 0.000244 0.000244 0.8 I 0.000147 gb:BG072271 /DB_XREF=gi:12554840 /DB_XREF=H3108F10-3 /CLONE=H3108F10 /FEA=mRNA /CNT=227 /TID=Mm.253.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1426915_at 206.7 287.4 P P 0.000244 0.000244 0.8 I 0.000241 gb:BC021490.1 /DB_XREF=gi:18204816 /FEA=mRNA /CNT=66 /TID=Mm.24103.1 /TIER=Stack /STK=39 /UG=Mm.24103 /LL=69635 /UG_GENE=Dapk1 /DE
MOE430_2_1426936_at 13.3 23.3 P P 0.03 0.03 0.8 NC 0.06 gb:BC002257.1 /DB_XREF=gi:12805558 /FEA=mRNA /CNT=182 /TID=Mm.220992.1 /TIER=Stack /STK=36 /UG=Mm.220992 /DEF=Mus musculus, clone IMA
MOE430_2_1426954_at 97 163.8 P P 0.000244 0.000244 0.8 I 0.000078 gb:BE915274 /DB_XREF=gi:10414736 /DB_XREF=601667444F1 /CLONE=IMAGE:3967522 /FEA=mRNA /CNT=72 /TID=Mm.31048.1 /TIER=Stack /STK=33 /
MOE430_2_1427107_at 12.3 16 A A 0.21 0.19 0.8 NC 0.5 gb:BM938327 /DB_XREF=gi:19397479 /DB_XREF=UI-M-BZ1-bfw-f-03-0-UI.r1 /CLONE=UI-M-BZ1-bfw-f-03-0-UI /FEA=mRNA /CNT=21 /TID=Mm.46969
MOE430_2_1427208_at 97.4 171.3 P P 0.000244 0.000244 0.8 I 0.000189 gb:BC024435.1 /DB_XREF=gi:19353531 /FEA=mRNA /CNT=42 /TID=Mm.63497.1 /TIER=Stack /STK=8 /UG=Mm.63497 /LL=98403 /UG_GENE=AI596398 /D
MOE430_2_1427241_at 147.4 231.5 P P 0.000244 0.000244 0.8 I 0.000088 gb:BC019635.1 /DB_XREF=gi:18044596 /FEA=mRNA /CNT=58 /TID=Mm.61064.1 /TIER=Stack /STK=46 /UG=Mm.61064 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427257_at 400.2 757.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:BM251152 /DB_XREF=gi:17886422 /DB_XREF=K0860D06-3 /CLONE=K0860D06 /FEA=mRNA /CNT=109 /TID=Mm.4575.3 /TIER=Stack /STK=11 /UG=M
MOE430_2_1427258_at 236.3 469.5 P P 0.000244 0.000244 0.8 I 0.00002 gb:BM945528 /DB_XREF=gi:19429113 /DB_XREF=UI-M-EM0-bvg-l-04-0-UI.r1 /CLONE=IMAGE:5691795 /FEA=mRNA /CNT=124 /TID=Mm.41063.1 /TIER=
MOE430_2_1427268_at 3.8 5.1 A A 0.69 0.21 0.8 NC 0.07 gb:J03458.1 /DB_XREF=gi:193307 /FEA=mRNA /CNT=25 /TID=Mm.4685.1 /TIER=Stack /STK=17 /UG=Mm.4685 /LL=14246 /UG_GENE=Flg /UG_TITLE=fila
MOE430_2_1427305_at 41.5 66.3 P P 0.01 0.001221 0.8 I 0.00003 gb:AV340508 /DB_XREF=gi:15406536 /DB_XREF=AV340508 /CLONE=6430515G15 /FEA=mRNA /CNT=60 /TID=Mm.3781.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1427364_a_ 129.9 279.7 P P 0.001953 0.001221 0.8 I 0.000027 gb:S64539.1 /DB_XREF=gi:404561 /GEN=ornithine decarboxylase, ODC /FEA=mRNA /CNT=81 /TID=Mm.34102.2 /TIER=ConsEnd /STK=4 /UG=Mm.34102 /
MOE430_2_1427396_a_ 657.6 891.9 P P 0.001953 0.000732 0.8 I 0.000307 gb:BC024826.1 /DB_XREF=gi:19354136 /FEA=mRNA /CNT=9 /TID=Mm.11204.2 /TIER=ConsEnd /STK=2 /UG=Mm.11204 /DEF=Mus musculus, clone IMAG
MOE430_2_1427494_at 6.5 5 A A 0.46 0.27 0.8 NC 0.46 gb:X06762.1 /DB_XREF=gi:51389 /FEA=mRNA /CNT=16 /TID=Mm.4822.1 /TIER=ConsEnd /STK=0 /UG=Mm.4822 /LL=15415 /UG_GENE=Hoxb7 /UG_TITLE
MOE430_2_1427499_at 0.7 10.3 A P 0.63 0.01 0.8 NC 0.1 gb:AU079957 /DB_XREF=gi:6084712 /DB_XREF=AU079957 /CLONE=MNCb-4996 /FEA=mRNA /CNT=11 /TID=Mm.132814.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427506_at 13 20.6 A A 0.46 0.3 0.8 NC 0.31 gb:BC022648.1 /DB_XREF=gi:18490949 /FEA=mRNA /CNT=8 /TID=Mm.28847.1 /TIER=ConsEnd /STK=0 /UG=Mm.28847 /LL=69706 /UG_GENE=2410005L
MOE430_2_1427528_a_ 49.4 84.2 P P 0.000244 0.000244 0.8 NC 0.003041 gb:X79084.1 /DB_XREF=gi:607137 /FEA=mRNA /CNT=7 /TID=Mm.4806.3 /TIER=ConsEnd /STK=0 /UG=Mm.4806 /LL=13841 /UG_GENE=Epha7 /DEF=M.m
MOE430_2_1427559_a_ 34.1 60.3 P P 0.000244 0.000244 0.8 I 0.000552 gb:M31629.1 /DB_XREF=gi:199926 /FEA=mRNA /CNT=6 /TID=Mm.3466.2 /TIER=ConsEnd /STK=0 /UG=Mm.3466 /LL=11909 /UG_GENE=Atf2 /UG_TITLE=
MOE430_2_1427680_a_ 304.2 537.5 P P 0.000244 0.000244 0.8 I 0.00002 gb:Y07687.1 /DB_XREF=gi:1524160 /GEN=NfiB /FEA=mRNA /CNT=1 /TID=Mm.4025.3 /TIER=ConsEnd /STK=0 /UG=Mm.4025 /LL=18028 /DEF=M.musculu
MOE430_2_1427694_at 0.2 0.3 A A 0.98 0.99 0.8 NC 0.17 gb:L28756.1 /DB_XREF=gi:453664 /FEA=mRNA /CNT=1 /TID=Mm.26791.2 /TIER=ConsEnd /STK=0 /UG=Mm.26791 /LL=14715 /UG_GENE=Gnrhr /UG_TIT
MOE430_2_1427777_x_ 7.4 4.8 A A 0.63 0.53 0.8 NC 0.07 gb:AF127141.1 /DB_XREF=gi:9754619 /GEN=Fgfr4 /FEA=mRNA /CNT=1 /TID=Mm.4912.2 /TIER=ConsEnd /STK=0 /UG=Mm.4912 /LL=14186 /DEF=Mus m
MOE430_2_1427792_at 0.8 1.3 A A 0.91 0.8 0.8 NC 0.29 gb:U18597.1 /DB_XREF=gi:623393 /FEA=mRNA /CNT=4 /TID=Mm.104747.21 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /D
MOE430_2_1427827_at 9.6 18.6 A M 0.11 0.05 0.8 NC 0.07 gb:AF014454.1 /DB_XREF=gi:2897088 /FEA=mRNA /CNT=1 /TID=Mm.23794.1 /TIER=ConsEnd /STK=0 /UG=Mm.23794 /UG_TITLE=Mus musculus murine r
MOE430_2_1427919_at 65.4 141 P P 0.01 0.00293 0.8 I 0.000307 gb:BC028307.1 /DB_XREF=gi:20271427 /FEA=mRNA /CNT=39 /TID=Mm.45735.1 /TIER=Stack /STK=22 /UG=Mm.45735 /LL=68792 /UG_GENE=1110039C0
MOE430_2_1427963_s_ 26 46.8 P P 0.005859 0.000244 0.8 I 0.000101 gb:BE979765 /DB_XREF=gi:10647008 /DB_XREF=UI-M-BG2-bbz-b-05-0-UI.s1 /CLONE=UI-M-BG2-bbz-b-05-0-UI /FEA=mRNA /CNT=16 /TID=Mm.2211
MOE430_2_1427994_at 12.3 14.1 P P 0.04 0.04 0.8 NC 0.5 gb:BM230330 /DB_XREF=gi:17793528 /DB_XREF=K0293G11-3 /CLONE=K0293G11 /FEA=mRNA /CNT=13 /TID=Mm.22903.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1428012_at 1.6 0.7 A A 0.85 0.69 0.8 NC 0.16 gb:BC027748.1 /DB_XREF=gi:20381210 /FEA=mRNA /CNT=27 /TID=Mm.197638.1 /TIER=ConsEnd /STK=0 /UG=Mm.197638 /DEF=Mus musculus, Similar t
MOE430_2_1428047_s_ 18.7 32.5 P P 0.000244 0.00415 0.8 NC 0.05 gb:BC028506.1 /DB_XREF=gi:20306411 /FEA=mRNA /CNT=2 /TID=Mm.919.3 /TIER=ConsEnd /STK=0 /UG=Mm.919 /LL=22764 /UG_GENE=Zfx /DEF=Mus
MOE430_2_1428087_at 154.4 257.2 P P 0.000244 0.000244 0.8 I 0.000389 gb:BM249101 /DB_XREF=gi:17884371 /DB_XREF=K0828B09-3 /CLONE=K0828B09 /FEA=mRNA /CNT=238 /TID=Mm.140013.1 /TIER=Stack /STK=34 /UG
MOE430_2_1428478_at 75.1 116.6 P P 0.008057 0.001953 0.8 I 0.000023 gb:AK012301.1 /DB_XREF=gi:12848955 /FEA=mRNA /CNT=77 /TID=Mm.46742.1 /TIER=Stack /STK=39 /UG=Mm.46742 /LL=72549 /UG_GENE=2700029E1
MOE430_2_1428483_a_ 132.1 214.9 P P 0.000732 0.000732 0.8 I 0.00003 gb:AK012762.1 /DB_XREF=gi:12849717 /FEA=mRNA /CNT=51 /TID=Mm.180363.1 /TIER=Stack /STK=39 /UG=Mm.180363 /LL=66578 /UG_GENE=2610039
MOE430_2_1428546_at 132.6 188.9 P P 0.000244 0.000244 0.8 I 0.00003 gb:AK019500.1 /DB_XREF=gi:12859748 /FEA=mRNA /CNT=82 /TID=Mm.196209.1 /TIER=Stack /STK=33 /UG=Mm.196209 /LL=78260 /UG_GENE=4632417
MOE430_2_1428551_at 39.8 74.5 P P 0.04 0.01 0.8 I 0.000241 gb:BG070720 /DB_XREF=gi:12553289 /DB_XREF=H3090D09-3 /CLONE=H3090D09 /FEA=mRNA /CNT=57 /TID=Mm.26017.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1428700_at 4.5 5.3 A A 0.3 0.43 0.8 NC 0.45 gb:AK008013.1 /DB_XREF=gi:12841935 /GEN=Gpr86 /FEA=mRNA /CNT=42 /TID=Mm.90067.1 /TIER=Stack /STK=25 /UG=Mm.90067 /LL=74191 /UG_TITL
MOE430_2_1428734_at 40.5 48.9 P P 0.01 0.001953 0.8 NC 0.02 gb:AK018169.1 /DB_XREF=gi:12857764 /FEA=mRNA /CNT=33 /TID=Mm.39906.1 /TIER=Stack /STK=24 /UG=Mm.39906 /LL=70741 /UG_GENE=6330414C1
MOE430_2_1428739_at 21.7 38.3 P P 0.01 0.01 0.8 NC 0.05 gb:BB772205 /DB_XREF=gi:16213896 /DB_XREF=BB772205 /CLONE=G370140O07 /FEA=mRNA /CNT=58 /TID=Mm.34074.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1428742_at 19.3 32.2 A P 0.08 0.00415 0.8 NC 0.003699 gb:BB542582 /DB_XREF=gi:16447274 /DB_XREF=BB542582 /CLONE=E130201D15 /FEA=mRNA /CNT=87 /TID=Mm.5710.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1428748_at 29.5 53.7 P P 0.008057 0.005859 0.8 I 0.000438 gb:BM202530 /DB_XREF=gi:17756738 /DB_XREF=C0241A12-3 /CLONE=C0241A12 /FEA=mRNA /CNT=34 /TID=Mm.36809.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1428754_at 94.8 162.7 P P 0.00293 0.000732 0.8 I 0.000027 gb:BB752934 /DB_XREF=gi:16183373 /DB_XREF=BB752934 /CLONE=G270024B22 /FEA=mRNA /CNT=125 /TID=Mm.34199.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1428761_a_ 30.1 40.4 P P 0.03 0.001221 0.8 I 0.001651 gb:AK019863.1 /DB_XREF=gi:12860237 /FEA=mRNA /CNT=63 /TID=Mm.89110.1 /TIER=ConsEnd /STK=1 /UG=Mm.89110 /LL=77634 /UG_GENE=5031401
MOE430_2_1428762_at 41.6 104.2 P P 0.001953 0.000732 0.8 I 0.00002 gb:AU067719 /DB_XREF=gi:4968456 /DB_XREF=AU067719 /CLONE=MNCb-0828 /FEA=mRNA /CNT=44 /TID=Mm.24995.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1428818_at 23.8 37.3 P P 0.001953 0.00293 0.8 NC 0.008511 gb:BB663418 /DB_XREF=gi:16497172 /DB_XREF=BB663418 /CLONE=D930043M02 /FEA=mRNA /CNT=112 /TID=Mm.133630.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1428861_at 216.6 380.2 P P 0.000732 0.000244 0.8 I 0.00002 gb:AK019472.1 /DB_XREF=gi:12859698 /FEA=mRNA /CNT=49 /TID=Mm.28383.1 /TIER=Stack /STK=19 /UG=Mm.28383 /LL=78749 /UG_GENE=4631422O0
MOE430_2_1428869_at 178.8 321.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:BM236574 /DB_XREF=gi:17871844 /DB_XREF=K0437G07-3 /CLONE=K0437G07 /FEA=mRNA /CNT=186 /TID=Mm.78861.2 /TIER=Stack /STK=18 /UG=
MOE430_2_1428952_at 6.9 12.5 A A 0.11 0.12 0.8 NC 0.44 gb:AK007743.1 /DB_XREF=gi:12841486 /FEA=mRNA /CNT=44 /TID=Mm.32631.1 /TIER=Stack /STK=16 /UG=Mm.32631 /LL=69191 /UG_GENE=1810041F1
MOE430_2_1428984_a_ 0.8 3.2 A A 0.96 0.69 0.8 NC 0.02 gb:AK005747.1 /DB_XREF=gi:12838483 /FEA=mRNA /CNT=21 /TID=Mm.46110.1 /TIER=Stack /STK=15 /UG=Mm.46110 /LL=69325 /UG_GENE=1700012B0
MOE430_2_1429011_x_ 8 10 A A 0.46 0.39 0.8 NC 0.63 gb:BI689977 /DB_XREF=gi:15652606 /DB_XREF=603311123F1 /CLONE=IMAGE:5347012 /FEA=mRNA /CNT=50 /TID=Mm.216386.1 /TIER=ConsEnd /STK=
MOE430_2_1429023_at 5.1 7.2 A A 0.56 0.46 0.8 NC 0.29 gb:AK013637.1 /DB_XREF=gi:12851074 /FEA=mRNA /CNT=23 /TID=Mm.39180.1 /TIER=Stack /STK=14 /UG=Mm.39180 /LL=72927 /UG_GENE=2900042E0
MOE430_2_1429041_at 56.7 91.3 P P 0.01 0.01 0.8 NC 0.05 gb:AV242801 /DB_XREF=gi:15405220 /DB_XREF=AV242801 /CLONE=4831414B06 /FEA=mRNA /CNT=234 /TID=Mm.1571.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1429099_at 11 18.6 P A 0.01 0.06 0.8 NC 0.42 gb:AK004227.1 /DB_XREF=gi:12835334 /FEA=mRNA /CNT=18 /TID=Mm.23498.1 /TIER=Stack /STK=12 /UG=Mm.23498 /LL=68798 /UG_GENE=1110051B1
MOE430_2_1429106_at 1.9 3.1 A A 0.87 0.56 0.8 NC 0.01 gb:AK014853.1 /DB_XREF=gi:12852937 /FEA=mRNA /CNT=58 /TID=Mm.39330.1 /TIER=Stack /STK=11 /UG=Mm.39330 /LL=70857 /UG_GENE=4921509J1
MOE430_2_1429120_at 0.5 1 A A 0.98 0.98 0.8 NC 0.46 gb:BF015853 /DB_XREF=gi:10747185 /DB_XREF=uy29g02.y1 /CLONE=IMAGE:3661010 /FEA=mRNA /CNT=52 /TID=Mm.37870.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1429129_at 36.9 58.6 P P 0.000244 0.000244 0.8 I 0.000692 gb:AK004646.1 /DB_XREF=gi:12835962 /FEA=mRNA /CNT=40 /TID=Mm.200636.1 /TIER=Stack /STK=11 /UG=Mm.200636 /LL=71710 /UG_GENE=1200008
MOE430_2_1429204_at 70.4 118.3 P P 0.001953 0.00293 0.8 NC 0.006503 gb:AK013788.1 /DB_XREF=gi:12851285 /FEA=mRNA /CNT=16 /TID=Mm.31199.1 /TIER=Stack /STK=9 /UG=Mm.31199 /LL=73047 /UG_GENE=2900075A18
MOE430_2_1429260_at 15.5 25.2 A P 0.17 0.03 0.8 NC 0.006503 gb:AK007490.1 /DB_XREF=gi:12841068 /FEA=mRNA /CNT=30 /TID=Mm.46783.1 /TIER=Stack /STK=8 /UG=Mm.46783 /LL=66263 /UG_GENE=1810014B01
MOE430_2_1429377_at 11.5 20 A A 0.12 0.06 0.8 NC 0.01 gb:AK010377.1 /DB_XREF=gi:12845777 /FEA=mRNA /CNT=48 /TID=Mm.157658.1 /TIER=Stack /STK=28 /UG=Mm.157658 /LL=66991 /UG_GENE=2410004
MOE430_2_1429411_a_ 266 459.8 P P 0.000244 0.000244 0.8 I 0.000027 gb:AI595744 /DB_XREF=gi:4604792 /DB_XREF=uj68g12.x1 /CLONE=IMAGE:1925158 /FEA=mRNA /CNT=64 /TID=Mm.203936.2 /TIER=Stack /STK=9 /UG=
MOE430_2_1429419_at 1 2.5 A A 0.93 0.69 0.8 NC 0.5 gb:AK009192.1 /DB_XREF=gi:12843834 /FEA=mRNA /CNT=25 /TID=Mm.46405.1 /TIER=Stack /STK=23 /UG=Mm.46405 /LL=66353 /UG_GENE=2310007A1
MOE430_2_1429424_at 1.8 2.7 A A 0.85 0.56 0.8 NC 0.05 gb:AK005665.1 /DB_XREF=gi:12838357 /FEA=mRNA /CNT=24 /TID=Mm.46167.1 /TIER=Stack /STK=23 /UG=Mm.46167 /LL=69294 /UG_GENE=1700006C1
MOE430_2_1429556_at 247 445.3 P P 0.000244 0.000244 0.8 I 0.00006 gb:BM214769 /DB_XREF=gi:17773041 /DB_XREF=C0855F03-3 /CLONE=C0855F03 /FEA=mRNA /CNT=92 /TID=Mm.24685.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429630_at 13.5 18 A A 0.21 0.06 0.8 NC 0.5 gb:AK003058.1 /DB_XREF=gi:12833477 /GEN=Ezh1 /FEA=mRNA /CNT=35 /TID=Mm.156568.1 /TIER=Stack /STK=8 /UG=Mm.156568 /UG_TITLE=Mus mus
MOE430_2_1429641_x_ 8.1 14.1 A A 0.6 0.53 0.8 NC 0.5 gb:AK009001.1 /DB_XREF=gi:12843527 /FEA=mRNA /CNT=14 /TID=Mm.197669.1 /TIER=Stack /STK=12 /UG=Mm.197669 /LL=66344 /UG_GENE=2310007
MOE430_2_1429662_at 13.2 20.9 A A 0.19 0.08 0.8 NC 0.01 gb:AK015003.1 /DB_XREF=gi:12853168 /FEA=mRNA /CNT=16 /TID=Mm.56002.1 /TIER=Stack /STK=11 /UG=Mm.56002 /LL=70951 /UG_GENE=4921536I2
MOE430_2_1429665_at 10.1 14.8 P P 0.01 0.03 0.8 NC 0.02 gb:BB794620 /DB_XREF=gi:16964239 /DB_XREF=BB794620 /CLONE=G431001C22 /FEA=mRNA /CNT=18 /TID=Mm.74730.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429674_at 7.4 9.9 A A 0.24 0.08 0.8 NC 0.22 gb:AK007195.1 /DB_XREF=gi:12840602 /FEA=mRNA /CNT=15 /TID=Mm.104634.1 /TIER=Stack /STK=11 /UG=Mm.104634 /LL=76640 /UG_GENE=1700113
MOE430_2_1429700_at 0.5 0.7 A A 0.96 0.88 0.8 NC 0.08 gb:AV000681 /DB_XREF=gi:4777531 /DB_XREF=AV000681 /CLONE=0610009B20 /FEA=mRNA /CNT=15 /TID=Mm.46663.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1429910_at 43.8 66 P P 0.001221 0.000244 0.8 NC 0.01 gb:AK017741.1 /DB_XREF=gi:12857139 /FEA=mRNA /CNT=12 /TID=Mm.33211.1 /TIER=ConsEnd /STK=6 /UG=Mm.33211 /LL=70634 /UG_GENE=5730499
MOE430_2_1429916_at 6.3 17.1 A A 0.27 0.08 0.8 NC 0.003699 gb:AK021129.1 /DB_XREF=gi:12861913 /FEA=mRNA /CNT=10 /TID=Mm.46822.1 /TIER=ConsEnd /STK=6 /UG=Mm.46822 /LL=68283 /UG_GENE=9530077
MOE430_2_1429988_at 6.6 18.8 A P 0.08 0.03 0.8 NC 0.31 gb:AK002713.1 /DB_XREF=gi:12832899 /FEA=mRNA /CNT=8 /TID=Mm.70963.1 /TIER=ConsEnd /STK=5 /UG=Mm.70963 /LL=75401 /UG_GENE=0610030O
MOE430_2_1430020_x_ 548.3 836.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:AK007802.1 /DB_XREF=gi:12841582 /GEN=Hnrpa1 /FEA=mRNA /CNT=69 /TID=Mm.27927.3 /TIER=ConsEnd /STK=4 /UG=Mm.27927 /LL=15382 /UG_T
MOE430_2_1430026_at 10.9 18.5 P A 0.01 0.14 0.8 NC 0.5 gb:AK021006.1 /DB_XREF=gi:12861762 /FEA=mRNA /CNT=18 /TID=Mm.26704.1 /TIER=ConsEnd /STK=4 /UG=Mm.26704 /LL=78846 /UG_GENE=B230217
MOE430_2_1430034_at 36.9 61.2 P P 0.000732 0.000244 0.8 I 0.000389 gb:BE648588 /DB_XREF=gi:9974409 /DB_XREF=UI-M-BH2.1-app-a-10-0-UI.r1 /CLONE=UI-M-BH2.1-app-a-10-0-UI /FEA=mRNA /CNT=20 /TID=Mm.132
MOE430_2_1430067_at 0.6 0.2 A A 0.66 0.78 0.8 NC 0.5 gb:AK017253.1 /DB_XREF=gi:12856398 /FEA=mRNA /CNT=8 /TID=Mm.22800.1 /TIER=ConsEnd /STK=4 /UG=Mm.22800 /LL=71392 /UG_GENE=5430401F
MOE430_2_1430077_at 15.1 26.7 P P 0.01 0.01 0.8 NC 0.16 gb:AK002411.1 /DB_XREF=gi:12832374 /FEA=mRNA /CNT=9 /TID=Mm.45379.1 /TIER=ConsEnd /STK=4 /UG=Mm.45379 /LL=74089 /UG_GENE=0610009J
MOE430_2_1430094_at 3.6 10.3 A A 0.24 0.11 0.8 NC 0.79 gb:AK016512.1 /DB_XREF=gi:12855284 /FEA=mRNA /CNT=6 /TID=Mm.158529.1 /TIER=ConsEnd /STK=4 /UG=Mm.158529 /LL=71001 /UG_GENE=493144
MOE430_2_1430104_at 22 30 A P 0.12 0.03 0.8 NC 0.03 gb:AV117956 /DB_XREF=gi:5300107 /DB_XREF=AV117956 /CLONE=2610206D24 /FEA=mRNA /CNT=6 /TID=Mm.159521.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430133_at 119 175 P P 0.000244 0.000244 0.8 I 0.00006 gb:AK014817.1 /DB_XREF=gi:12852882 /FEA=mRNA /CNT=21 /TID=Mm.50006.1 /TIER=ConsEnd /STK=3 /UG=Mm.50006 /LL=70851 /UG_GENE=4921505



MOE430_2_1430136_at 0.9 0.6 A A 0.96 0.98 0.8 NC 0.25 gb:AK002958.1 /DB_XREF=gi:12833319 /FEA=mRNA /CNT=13 /TID=Mm.45836.1 /TIER=ConsEnd /STK=3 /UG=Mm.45836 /LL=108069 /UG_GENE=Gprc1c 
MOE430_2_1430333_at 2 5 A A 0.24 0.17 0.8 NC 0.06 gb:BB424644 /DB_XREF=gi:16423520 /DB_XREF=BB424644 /CLONE=C530042K08 /FEA=mRNA /CNT=8 /TID=Mm.159184.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430345_at 9.8 12.5 P M 0.03 0.05 0.8 NC 0.27 gb:AI463042 /DB_XREF=gi:4317072 /DB_XREF=vb92e05.x1 /CLONE=IMAGE:764480 /FEA=mRNA /CNT=8 /TID=Mm.51514.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430372_at 8.2 15.4 A P 0.24 0.02 0.8 NC 0.02 gb:AK021342.1 /DB_XREF=gi:12862204 /FEA=mRNA /CNT=6 /TID=Mm.160009.1 /TIER=ConsEnd /STK=2 /UG=Mm.160009 /LL=77867 /UG_GENE=D73004
MOE430_2_1430374_at 0.9 1.2 A A 0.95 0.87 0.8 NC 0.05 gb:AK019700.1 /DB_XREF=gi:12860023 /FEA=mRNA /CNT=5 /TID=Mm.195805.1 /TIER=ConsEnd /STK=2 /UG=Mm.195805 /LL=78186 /UG_GENE=493052
MOE430_2_1430386_at 19.5 43.7 A A 0.11 0.17 0.8 NC 0.28 gb:BM240254 /DB_XREF=gi:17875524 /DB_XREF=K0549D01-3 /CLONE=K0549D01 /FEA=mRNA /CNT=6 /TID=Mm.138208.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430419_at 5.4 14.9 A P 0.12 0.03 0.8 NC 0.5 gb:AK009549.1 /DB_XREF=gi:12844410 /FEA=mRNA /CNT=4 /TID=Mm.24159.2 /TIER=ConsEnd /STK=2 /UG=Mm.24159 /LL=66213 /UG_GENE=1110063B
MOE430_2_1430476_at 0.6 1.6 A A 0.78 0.66 0.8 NC 0.06 gb:AK010716.1 /DB_XREF=gi:12846359 /GEN=Srp54 /FEA=mRNA /CNT=4 /TID=Mm.160335.1 /TIER=ConsEnd /STK=2 /UG=Mm.160335 /UG_TITLE=Mus m
MOE430_2_1430624_at 0.5 0.9 A A 0.82 0.75 0.8 NC 0.48 gb:AI428125 /DB_XREF=gi:4274051 /DB_XREF=ml43c11.x1 /CLONE=IMAGE:514772 /FEA=mRNA /CNT=10 /TID=Mm.46855.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430635_at 2.3 2.8 A A 0.85 0.5 0.8 NC 0.16 gb:BB774399 /DB_XREF=gi:16935079 /DB_XREF=BB774399 /CLONE=G430009N15 /FEA=mRNA /CNT=8 /TID=Mm.138437.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430665_at 14.5 24.5 A A 0.17 0.39 0.8 NC 0.39 gb:AK017706.1 /DB_XREF=gi:12857083 /FEA=mRNA /CNT=7 /TID=Mm.51620.1 /TIER=ConsEnd /STK=1 /UG=Mm.51620 /LL=70592 /UG_GENE=5730480H
MOE430_2_1430805_s_ 71.3 135 P P 0.001953 0.000244 0.8 I 0.000966 gb:AK016542.1 /DB_XREF=gi:12855327 /FEA=mRNA /CNT=4 /TID=Mm.27207.2 /TIER=ConsEnd /STK=1 /UG=Mm.27207 /LL=74386 /UG_GENE=4932432N
MOE430_2_1430817_at 0.2 1.3 A A 0.96 0.53 0.8 I 0.001486 gb:AK016401.1 /DB_XREF=gi:12855110 /FEA=mRNA /CNT=4 /TID=Mm.159633.1 /TIER=ConsEnd /STK=1 /UG=Mm.159633 /LL=75953 /UG_GENE=493059
MOE430_2_1430825_at 6.2 11.6 A A 0.27 0.06 0.8 NC 0.21 gb:AK021367.1 /DB_XREF=gi:12862238 /FEA=mRNA /CNT=4 /TID=Mm.160039.1 /TIER=ConsEnd /STK=1 /UG=Mm.160039 /LL=77995 /UG_GENE=E13010
MOE430_2_1430833_at 3.8 0.7 A A 0.85 0.85 0.8 NC 0.009292 gb:AK020772.1 /DB_XREF=gi:12861458 /GEN=Itk /FEA=mRNA /CNT=4 /TID=Mm.171369.1 /TIER=ConsEnd /STK=1 /UG=Mm.171369 /UG_TITLE=Mus mus
MOE430_2_1430840_at 2.1 1 A A 0.72 0.66 0.8 NC 0.05 gb:BF152921 /DB_XREF=gi:11034316 /DB_XREF=uz97h09.x1 /CLONE=IMAGE:3809537 /FEA=mRNA /CNT=4 /TID=Mm.148858.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1430961_at 8.7 15.3 A A 0.12 0.06 0.8 NC 0.09 gb:AK018067.1 /DB_XREF=gi:12857616 /FEA=mRNA /CNT=3 /TID=Mm.159683.1 /TIER=ConsEnd /STK=1 /UG=Mm.159683 /LL=76120 /UG_GENE=583049
MOE430_2_1430968_at 1.6 2.1 A A 0.78 0.46 0.8 NC 0.09 gb:AK015818.1 /DB_XREF=gi:12854301 /FEA=mRNA /CNT=3 /TID=Mm.159417.1 /TIER=ConsEnd /STK=1 /UG=Mm.159417 /LL=75075 /UG_GENE=493051
MOE430_2_1431024_a_ 5.7 11.9 A M 0.27 0.05 0.8 NC 0.5 gb:AK020165.1 /DB_XREF=gi:12860667 /FEA=mRNA /CNT=24 /TID=Mm.41138.2 /TIER=ConsEnd /STK=0 /UG=Mm.41138 /LL=70738 /UG_GENE=6330417
MOE430_2_1431053_at 13.5 24.2 P P 0.01 0.00415 0.8 NC 0.009292 gb:AI536236 /DB_XREF=gi:4450371 /DB_XREF=mp91d09.y1 /CLONE=IMAGE:576593 /FEA=mRNA /CNT=15 /TID=Mm.40818.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431060_at 0.4 1.4 A A 0.91 0.43 0.8 NC 0.19 gb:AK020915.1 /DB_XREF=gi:12861649 /FEA=mRNA /CNT=12 /TID=Mm.171297.1 /TIER=ConsEnd /STK=0 /UG=Mm.171297 /LL=77964 /UG_GENE=A9300
MOE430_2_1431068_at 17.9 32.9 P P 0.000244 0.000244 0.8 NC 0.01 gb:BI659732 /DB_XREF=gi:15573955 /DB_XREF=603302904F1 /CLONE=IMAGE:5348761 /FEA=mRNA /CNT=21 /TID=Mm.69047.1 /TIER=ConsEnd /STK=0
MOE430_2_1431076_at 8.3 16 A A 0.36 0.21 0.8 NC 0.008511 gb:BG976853 /DB_XREF=gi:14364490 /DB_XREF=602845757F1 /CLONE=IMAGE:4976175 /FEA=mRNA /CNT=16 /TID=Mm.40738.1 /TIER=ConsEnd /STK=
MOE430_2_1431117_x_ 9.6 18.8 A A 0.36 0.21 0.8 NC 0.06 gb:BC016246.1 /DB_XREF=gi:16740745 /FEA=mRNA /CNT=12 /TID=Mm.27421.2 /TIER=ConsEnd /STK=0 /UG=Mm.27421 /LL=66282 /UG_GENE=1810029
MOE430_2_1431139_at 7.1 12.8 A A 0.12 0.08 0.8 NC 0.5 gb:BB634322 /DB_XREF=gi:16470597 /DB_XREF=BB634322 /CLONE=A430013M11 /FEA=mRNA /CNT=11 /TID=Mm.159575.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431202_at 1.5 2 A A 0.59 0.85 0.8 NC 0.79 gb:AK017531.1 /DB_XREF=gi:12856816 /FEA=mRNA /CNT=12 /TID=Mm.33788.1 /TIER=ConsEnd /STK=0 /UG=Mm.33788 /LL=73998 /UG_GENE=Herc3 /U
MOE430_2_1431221_at 4.6 6.7 A A 0.46 0.43 0.8 NC 0.5 gb:AK017899.1 /DB_XREF=gi:12857386 /FEA=mRNA /CNT=8 /TID=Mm.120505.1 /TIER=ConsEnd /STK=0 /UG=Mm.120505 /LL=74749 /UG_GENE=583040
MOE430_2_1431275_at 8.9 18.6 A P 0.17 0.02 0.8 NC 0.09 gb:BB851263 /DB_XREF=gi:17092717 /DB_XREF=BB851263 /CLONE=G270045B20 /FEA=mRNA /CNT=6 /TID=Mm.159522.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431351_at 9.2 14.4 A A 0.14 0.12 0.8 NC 0.5 gb:BI453402 /DB_XREF=gi:15244058 /DB_XREF=603174381F1 /CLONE=IMAGE:5253428 /FEA=mRNA /CNT=4 /TID=Mm.202176.1 /TIER=ConsEnd /STK=0
MOE430_2_1431368_at 5.9 10.8 A P 0.27 0.04 0.8 NC 0.46 gb:AK015088.1 /DB_XREF=gi:12853296 /FEA=mRNA /CNT=5 /TID=Mm.182281.1 /TIER=ConsEnd /STK=0 /UG=Mm.182281 /LL=73822 /UG_GENE=493040
MOE430_2_1431568_at 0.4 0.5 A A 0.98 0.88 0.8 NC 0.13 gb:AK016948.1 /DB_XREF=gi:12855955 /FEA=mRNA /CNT=2 /TID=Mm.158627.1 /TIER=ConsEnd /STK=1 /UG=Mm.158627 /LL=71234 /UG_GENE=493342
MOE430_2_1431613_a_ 2.9 4.3 A A 0.8 0.63 0.8 NC 0.14 gb:AK006295.1 /DB_XREF=gi:12839321 /FEA=mRNA /CNT=2 /TID=Mm.196158.2 /TIER=ConsEnd /STK=1 /UG=Mm.196158 /LL=72258 /UG_GENE=170002
MOE430_2_1431638_at 0.5 2.6 A A 0.66 0.69 0.8 NC 0.5 gb:AK016384.1 /DB_XREF=gi:12855088 /FEA=mRNA /CNT=2 /TID=Mm.159611.1 /TIER=ConsEnd /STK=1 /UG=Mm.159611 /LL=75880 /UG_GENE=493059
MOE430_2_1431788_at 6.5 10.9 A P 0.27 0.04 0.8 NC 0.04 gb:AK005765.1 /DB_XREF=gi:12838508 /FEA=mRNA /CNT=2 /TID=Mm.47052.1 /TIER=ConsEnd /STK=0 /UG=Mm.47052 /LL=75497 /UG_GENE=1700008G
MOE430_2_1431831_at 28.3 44.9 M P 0.05 0.01 0.8 NC 0.01 gb:AK010392.1 /DB_XREF=gi:12845803 /FEA=mRNA /CNT=1 /TID=Mm.116820.2 /TIER=ConsEnd /STK=0 /UG=Mm.116820 /LL=74243 /UG_GENE=221000
MOE430_2_1431868_at 9.3 11 A A 0.24 0.12 0.8 NC 0.4 gb:AK016930.1 /DB_XREF=gi:12855924 /GEN=Akap4 /FEA=mRNA /CNT=1 /TID=Mm.1498.3 /TIER=ConsEnd /STK=0 /UG=Mm.1498 /LL=11643 /UG_TITLE
MOE430_2_1432019_at 5.3 14.2 A A 0.53 0.21 0.8 NC 0.07 gb:AK018525.1 /DB_XREF=gi:12858267 /FEA=mRNA /CNT=1 /TID=Mm.32746.2 /TIER=ConsEnd /STK=0 /UG=Mm.32746 /LL=72133 /UG_GENE=2610009I0
MOE430_2_1432048_at 1.4 3.2 A A 0.53 0.33 0.8 NC 0.01 gb:AK018240.1 /DB_XREF=gi:12857859 /FEA=mRNA /CNT=1 /TID=Mm.195757.1 /TIER=ConsEnd /STK=0 /UG=Mm.195757 /LL=76177 /UG_GENE=633056
MOE430_2_1432101_a_ 13.1 18.7 A P 0.08 0.04 0.8 NC 0.02 gb:AK006144.1 /DB_XREF=gi:12839086 /FEA=mRNA /CNT=1 /TID=Mm.171300.1 /TIER=ConsEnd /STK=0 /UG=Mm.171300 /LL=71099 /UG_GENE=493342
MOE430_2_1432104_a_ 7.3 18.9 A A 0.27 0.3 0.8 NC 0.26 gb:AK005893.1 /DB_XREF=gi:12838715 /FEA=mRNA /CNT=1 /TID=Mm.154960.2 /TIER=ConsEnd /STK=0 /UG=Mm.154960 /LL=94041 /UG_GENE=Allc /U
MOE430_2_1432116_at 7.9 14.2 A A 0.19 0.17 0.8 NC 0.4 gb:AK006578.1 /DB_XREF=gi:12839749 /FEA=mRNA /CNT=1 /TID=Mm.158984.1 /TIER=ConsEnd /STK=0 /UG=Mm.158984 /LL=73300 /UG_GENE=170003
MOE430_2_1432141_x_ 8.7 7.1 A A 0.21 0.12 0.8 NC 0.5 gb:AK008613.1 /DB_XREF=gi:12842904 /FEA=mRNA /CNT=1 /TID=Mm.159149.2 /TIER=ConsEnd /STK=0 /UG=Mm.159149 /LL=76758 /UG_GENE=220000
MOE430_2_1432170_at 4.2 6.2 A A 0.63 0.39 0.8 NC 0.46 gb:AK020437.1 /DB_XREF=gi:12861018 /FEA=mRNA /CNT=1 /TID=Mm.29900.2 /TIER=ConsEnd /STK=0 /UG=Mm.29900 /LL=66399 /UG_GENE=2310050B
MOE430_2_1432215_s_ 2.9 4.8 A A 0.6 0.43 0.8 NC 0.49 gb:AK015160.1 /DB_XREF=gi:12853388 /FEA=mRNA /CNT=1 /TID=Mm.159084.1 /TIER=ConsEnd /STK=0 /UG=Mm.159084 /LL=73887 /UG_GENE=493041
MOE430_2_1432265_at 5.3 13.2 A A 0.21 0.14 0.8 NC 0.24 gb:AK015387.1 /DB_XREF=gi:12853708 /FEA=mRNA /CNT=1 /TID=Mm.159349.1 /TIER=ConsEnd /STK=0 /UG=Mm.159349 /LL=74880 /UG_GENE=493044
MOE430_2_1432305_at 3.3 2.5 A A 0.72 0.75 0.8 NC 0.31 gb:AK016018.1 /DB_XREF=gi:12854594 /FEA=mRNA /CNT=1 /TID=Mm.159444.1 /TIER=ConsEnd /STK=0 /UG=Mm.159444 /LL=75163 /UG_GENE=493054
MOE430_2_1432352_at 14.4 39 P P 0.000732 0.000732 0.8 I 0.000618 gb:AK014201.1 /DB_XREF=gi:12851904 /FEA=mRNA /CNT=1 /TID=Mm.41707.2 /TIER=ConsEnd /STK=0 /UG=Mm.41707 /LL=67974 /UG_GENE=5730405I0
MOE430_2_1432386_a_ 13.9 20.8 P P 0.000244 0.005859 0.8 NC 0.06 gb:AK005673.1 /DB_XREF=gi:12838371 /FEA=mRNA /CNT=1 /TID=Mm.5348.2 /TIER=ConsEnd /STK=0 /UG=Mm.5348 /LL=71838 /UG_GENE=1700010P14
MOE430_2_1432474_a_ 14.5 11.9 A P 0.14 0.00415 0.8 NC 0.21 gb:AK007999.1 /DB_XREF=gi:12841911 /FEA=mRNA /CNT=1 /TID=Mm.35718.3 /TIER=ConsEnd /STK=0 /UG=Mm.35718 /LL=69815 /UG_GENE=2010001C
MOE430_2_1432502_at 4.6 10.3 A A 0.39 0.17 0.8 NC 0.5 gb:AK006468.1 /DB_XREF=gi:12839583 /FEA=mRNA /CNT=1 /TID=Mm.158981.1 /TIER=ConsEnd /STK=0 /UG=Mm.158981 /LL=73280 /UG_GENE=170002
MOE430_2_1432514_at 14.3 22.1 A A 0.36 0.21 0.8 NC 0.05 gb:AK006904.1 /DB_XREF=gi:12840203 /FEA=mRNA /CNT=1 /TID=Mm.159820.1 /TIER=ConsEnd /STK=0 /UG=Mm.159820 /LL=76992 /UG_GENE=170006
MOE430_2_1432534_at 16.4 23.7 A P 0.14 0.005859 0.8 NC 0.003699 gb:AK014369.1 /DB_XREF=gi:12852173 /FEA=mRNA /CNT=1 /TID=Mm.158256.1 /TIER=ConsEnd /STK=0 /UG=Mm.158256 /LL=69277 /UG_GENE=330000
MOE430_2_1432538_a_ 134.8 235.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:AK013095.1 /DB_XREF=gi:12850241 /FEA=mRNA /CNT=1 /TID=Mm.12553.2 /TIER=ConsEnd /STK=0 /UG=Mm.12553 /LL=69263 /UG_GENE=Rfc3 /UG
MOE430_2_1432541_at 13.2 19.1 A A 0.43 0.12 0.8 NC 0.008511 gb:AK015114.1 /DB_XREF=gi:12853330 /FEA=mRNA /CNT=1 /TID=Mm.159092.1 /TIER=ConsEnd /STK=0 /UG=Mm.159092 /LL=73928 /UG_GENE=493040
MOE430_2_1432584_at 0.3 0.3 A A 0.98 0.88 0.8 NC 0.4 gb:AK003437.1 /DB_XREF=gi:12834108 /FEA=mRNA /CNT=4 /TID=Mm.158212.1 /TIER=ConsEnd /STK=0 /UG=Mm.158212 /LL=68464 /UG_GENE=111000
MOE430_2_1432768_at 0.3 1.1 A A 0.93 0.69 0.8 NC 0.16 gb:AK018303.1 /DB_XREF=gi:12857944 /FEA=mRNA /CNT=2 /TID=Mm.74351.1 /TIER=ConsEnd /STK=0 /UG=Mm.74351 /LL=76214 /UG_GENE=6430710M
MOE430_2_1432798_at 3.4 5.2 A A 0.5 0.12 0.8 NC 0.03 gb:BB110203 /DB_XREF=gi:8762771 /DB_XREF=BB110203 /CLONE=9530023I19 /FEA=mRNA /CNT=2 /TID=Mm.160104.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1433015_at 0.3 0.8 A A 0.95 0.74 0.8 NC 0.01 gb:AK018204.1 /DB_XREF=gi:12857813 /FEA=mRNA /CNT=1 /TID=Mm.159775.1 /TIER=ConsEnd /STK=0 /UG=Mm.159775 /LL=76733 /UG_GENE=633043
MOE430_2_1433037_at 6.9 11.4 A A 0.17 0.09 0.8 NC 0.24 gb:AK017969.1 /DB_XREF=gi:12857481 /FEA=mRNA /CNT=1 /TID=Mm.220999.1 /TIER=ConsEnd /STK=0 /UG=Mm.220999 /LL=76034 /UG_GENE=583043
MOE430_2_1433047_at 9.3 9.7 A A 0.5 0.06 0.8 NC 0.11 gb:AK019920.1 /DB_XREF=gi:12860319 /FEA=mRNA /CNT=1 /TID=Mm.160076.1 /TIER=ConsEnd /STK=0 /UG=Mm.160076 /LL=78280 /UG_GENE=533043
MOE430_2_1433054_at 7.1 8.3 A A 0.66 0.27 0.8 NC 0.42 gb:AK017157.1 /DB_XREF=gi:12856268 /FEA=mRNA /CNT=1 /TID=Mm.159639.1 /TIER=ConsEnd /STK=0 /UG=Mm.159639 /LL=75978 /UG_GENE=503340
MOE430_2_1433081_at 0.7 0.4 A A 0.88 0.91 0.8 NC 0.16 gb:AK016725.1 /DB_XREF=gi:12855618 /FEA=mRNA /CNT=1 /TID=Mm.158572.1 /TIER=ConsEnd /STK=0 /UG=Mm.158572 /LL=71121 /UG_GENE=493340
MOE430_2_1433161_at 10.5 17.2 A A 0.36 0.09 0.8 NC 0.31 gb:AK005783.1 /DB_XREF=gi:12838535 /FEA=mRNA /CNT=1 /TID=Mm.159525.1 /TIER=ConsEnd /STK=0 /UG=Mm.159525 /LL=75449 /UG_GENE=170000
MOE430_2_1433182_at 2.5 4.9 A A 0.36 0.39 0.8 NC 0.54 gb:AK015278.1 /DB_XREF=gi:12853554 /FEA=mRNA /CNT=1 /TID=Mm.159261.1 /TIER=ConsEnd /STK=0 /UG=Mm.159261 /LL=74623 /UG_GENE=493043
MOE430_2_1433202_at 4.5 10.1 A P 0.27 0.03 0.8 NC 0.03 gb:AK020045.1 /DB_XREF=gi:12860507 /FEA=mRNA /CNT=1 /TID=Mm.159840.1 /TIER=ConsEnd /STK=0 /UG=Mm.159840 /LL=77069 /UG_GENE=603040
MOE430_2_1433231_at 1.3 1.5 A A 0.63 0.36 0.8 NC 0.18 gb:AK016932.1 /DB_XREF=gi:12855928 /FEA=mRNA /CNT=1 /TID=Mm.158611.1 /TIER=ConsEnd /STK=0 /UG=Mm.158611 /LL=71189 /UG_GENE=493342
MOE430_2_1433261_at 1.2 1.2 A A 0.96 0.87 0.8 NC 0.28 gb:AK020466.1 /DB_XREF=gi:12861059 /FEA=mRNA /CNT=1 /TID=Mm.159901.1 /TIER=ConsEnd /STK=0 /UG=Mm.159901 /LL=77338 /UG_GENE=943005
MOE430_2_1433320_at 5.9 9.6 A A 0.43 0.3 0.8 NC 0.41 gb:AK015846.1 /DB_XREF=gi:12854340 /FEA=mRNA /CNT=1 /TID=Mm.159420.1 /TIER=ConsEnd /STK=0 /UG=Mm.159420 /LL=75082 /UG_GENE=493051
MOE430_2_1433511_at 22.1 31.2 P P 0.000732 0.00293 0.8 NC 0.08 gb:BG074121 /DB_XREF=gi:12556690 /DB_XREF=H3131B03-3 /CLONE=H3131B03 /FEA=EST /CNT=183 /TID=Mm.31879.1 /TIER=Stack /STK=113 /UG=
MOE430_2_1433568_at 102.8 93.1 P P 0.005859 0.000244 0.8 I 0.000027 gb:AV301313 /DB_XREF=gi:16393385 /DB_XREF=AV301313 /CLONE=5730492O06 /FEA=EST /CNT=102 /TID=Mm.204920.2 /TIER=Stack /STK=91 /UG=M
MOE430_2_1433581_at 169.2 335.5 P P 0.000244 0.000244 0.8 I 0.000027 gb:BB500104 /DB_XREF=gi:16442268 /DB_XREF=BB500104 /CLONE=D630024N03 /FEA=EST /CNT=127 /TID=Mm.38211.1 /TIER=Stack /STK=87 /UG=M
MOE430_2_1433685_a_ 369.3 664.6 P P 0.000244 0.000244 0.8 I 0.00002 gb:BQ173888 /DB_XREF=gi:20349374 /DB_XREF=UI-M-DJ2-bvv-a-10-0-UI.s1 /CLONE=UI-M-DJ2-bvv-a-10-0-UI /FEA=EST /CNT=150 /TID=Mm.22226
MOE430_2_1433747_at 218.3 419.2 P P 0.000244 0.000244 0.8 I 0.000307 gb:BQ176475 /DB_XREF=gi:20351967 /DB_XREF=UI-M-DJ2-bvw-b-14-0-UI.s1 /CLONE=UI-M-DJ2-bvw-b-14-0-UI /FEA=EST /CNT=100 /TID=Mm.3505
MOE430_2_1433750_at 266.3 452.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:AV287019 /DB_XREF=gi:15405802 /DB_XREF=AV287019 /CLONE=5031430A19 /FEA=EST /CNT=95 /TID=Mm.200342.1 /TIER=Stack /STK=64 /UG=M
MOE430_2_1433800_a_ 24.1 51.3 P P 0.008057 0.02 0.8 NC 0.07 gb:AV173741 /DB_XREF=gi:16383937 /DB_XREF=AV173741 /CLONE=5730406K19 /FEA=EST /CNT=65 /TID=Mm.21878.3 /TIER=Stack /STK=60 /UG=Mm
MOE430_2_1433829_a_ 1030 1702.4 P P 0.000244 0.000244 0.8 I 0.00013 gb:C88150 /DB_XREF=gi:2920107 /DB_XREF=C88150 /CLONE=J0257F02 /FEA=EST /CNT=141 /TID=Mm.16767.2 /TIER=Stack /STK=14 /UG=Mm.16767 
MOE430_2_1433831_at 7.1 11.7 A P 0.43 0.03 0.8 NC 0.007788 gb:BM213879 /DB_XREF=gi:17771894 /DB_XREF=C0842H09-3 /CLONE=C0842H09 /FEA=EST /CNT=79 /TID=Mm.200526.2 /TIER=Stack /STK=57 /UG=M
MOE430_2_1433851_at 54.4 63.1 P P 0.00293 0.001953 0.8 NC 0.007788 gb:BI735251 /DB_XREF=gi:15712264 /DB_XREF=603356913F1 /CLONE=IMAGE:5364195 /FEA=EST /CNT=215 /TID=Mm.27223.1 /TIER=Stack /STK=22 /U
MOE430_2_1433855_at 30 63.9 P P 0.001221 0.000244 0.8 I 0.001486 gb:BF462185 /DB_XREF=gi:11531368 /DB_XREF=UI-M-CG0p-bnd-e-10-0-UI.s1 /CLONE=UI-M-CG0p-bnd-e-10-0-UI /FEA=EST /CNT=100 /TID=Mm.13
MOE430_2_1433910_at 328.6 529.5 P P 0.000732 0.000244 0.8 I 0.000307 gb:BM208041 /DB_XREF=gi:17764100 /DB_XREF=C0621F01-3 /CLONE=C0621F01 /FEA=EST /CNT=112 /TID=Mm.23910.2 /TIER=Stack /STK=52 /UG=M
MOE430_2_1433913_at 33.7 81.9 P P 0.01 0.00293 0.8 I 0.00003 gb:AV094811 /DB_XREF=gi:16381647 /DB_XREF=AV094811 /CLONE=2410002M24 /FEA=EST /CNT=61 /TID=Mm.197839.1 /TIER=Stack /STK=52 /UG=M
MOE430_2_1433993_at 174.2 335.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:AV271235 /DB_XREF=gi:16389999 /DB_XREF=AV271235 /CLONE=4931406P16 /FEA=EST /CNT=168 /TID=Mm.26708.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434033_at 129.9 245.9 P P 0.000732 0.000244 0.8 I 0.00002 gb:AI325112 /DB_XREF=gi:4059541 /DB_XREF=mr82f06.x1 /CLONE=IMAGE:603971 /FEA=EST /CNT=50 /TID=Mm.12823.2 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1434079_s_ 284.8 444.3 P P 0.001221 0.000244 0.8 I 0.000023 gb:BB699415 /DB_XREF=gi:16048239 /DB_XREF=BB699415 /CLONE=7420411K07 /FEA=EST /CNT=44 /TID=Mm.16711.2 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434186_at 51.6 202.9 P P 0.01 0.00293 0.8 I 0.000438 gb:BB297502 /DB_XREF=gi:16401985 /DB_XREF=BB297502 /CLONE=B130055L15 /FEA=EST /CNT=57 /TID=Mm.33503.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434190_at 244 380 P P 0.000732 0.000244 0.8 I 0.00002 gb:BG071956 /DB_XREF=gi:12554525 /DB_XREF=H3105B01-3 /CLONE=H3105B01 /FEA=EST /CNT=52 /TID=Mm.200785.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1434209_at 15.9 42.5 A A 0.17 0.06 0.8 I 0.001486 gb:BE650251 /DB_XREF=gi:9976075 /DB_XREF=UI-M-BH2.1-apu-b-10-0-UI.r1 /CLONE=UI-M-BH2.1-apu-b-10-0-UI /FEA=EST /CNT=43 /TID=Mm.2209
MOE430_2_1434239_at 50.6 70 P P 0.000244 0.000244 0.8 NC 0.004925 gb:AW554921 /DB_XREF=gi:7200344 /DB_XREF=L0247C06-3 /CLONE=L0247C06 /FEA=EST /CNT=43 /TID=Mm.203883.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434242_at 32.4 58.7 P P 0.001953 0.001221 0.8 NC 0.002753 gb:BG072011 /DB_XREF=gi:12554580 /DB_XREF=H3105F11-3 /CLONE=H3105F11 /FEA=EST /CNT=49 /TID=Mm.27239.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434279_at 11.3 22.2 A P 0.09 0.04 0.8 NC 0.25 gb:BI076485 /DB_XREF=gi:14515142 /DB_XREF=G0109C05-3 /CLONE=G0109C05 /FEA=EST /CNT=386 /TID=Mm.30502.2 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1434296_at 17 33.3 P P 0.04 0.00293 0.8 MI 0.00249 gb:BI692075 /DB_XREF=gi:15654704 /DB_XREF=603311735F1 /CLONE=IMAGE:5351793 /FEA=EST /CNT=47 /TID=Mm.10565.1 /TIER=Stack /STK=36 /UG
MOE430_2_1434300_at 18.4 30.6 P P 0.00415 0.001221 0.8 NC 0.15 gb:BM247469 /DB_XREF=gi:17882739 /DB_XREF=K0802D07-3 /CLONE=K0802D07 /FEA=EST /CNT=158 /TID=Mm.35491.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434355_at 62.6 131.4 P P 0.000244 0.000732 0.8 I 0.000189 gb:BB159201 /DB_XREF=gi:16268457 /DB_XREF=BB159201 /CLONE=A130044G05 /FEA=EST /CNT=38 /TID=Mm.7610.1 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1434553_at 6.5 7.8 A A 0.11 0.09 0.8 NC 0.14 gb:BB667728 /DB_XREF=gi:16399177 /DB_XREF=BB667728 /CLONE=C730036B01 /FEA=EST /CNT=51 /TID=Mm.2073.1 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1434625_at 120.9 127.6 P P 0.001953 0.000732 0.8 I 0.00002 gb:BM118654 /DB_XREF=gi:17086680 /DB_XREF=L0914B08-3 /CLONE=L0914B08 /FEA=EST /CNT=46 /TID=Mm.26540.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434645_at 40.1 56.6 P P 0.001221 0.000732 0.8 I 0.001336 gb:BB493717 /DB_XREF=gi:16441771 /DB_XREF=BB493717 /CLONE=D530035A11 /FEA=EST /CNT=52 /TID=Mm.32581.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434675_at 40.3 59.2 P P 0.001221 0.000244 0.8 I 0.000046 gb:BB442939 /DB_XREF=gi:16424843 /DB_XREF=BB442939 /CLONE=D030037L05 /FEA=EST /CNT=31 /TID=Mm.129453.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1434728_at 30.1 56.7 P P 0.005859 0.000732 0.8 I 0.000046 gb:BM220576 /DB_XREF=gi:17780712 /DB_XREF=C0942G02-3 /CLONE=C0942G02 /FEA=EST /CNT=29 /TID=Mm.32184.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434735_at 4.1 2.9 A A 0.36 0.36 0.8 NC 0.25 gb:BB277144 /DB_XREF=gi:16400945 /DB_XREF=BB277144 /CLONE=A930002I24 /FEA=EST /CNT=131 /TID=Mm.45146.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434781_at 32.3 51.4 P P 0.01 0.008057 0.8 NC 0.04 gb:AI875546 /DB_XREF=gi:5549595 /DB_XREF=uk49f02.x1 /CLONE=IMAGE:1972347 /FEA=EST /CNT=30 /TID=Mm.40365.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434793_at 21.3 48.9 P P 0.000244 0.00293 0.8 NC 0.03 gb:AI851014 /DB_XREF=gi:5494920 /DB_XREF=UI-M-BH0-ajv-c-08-0-UI.s1 /CLONE=UI-M-BH0-ajv-c-08-0-UI /FEA=EST /CNT=36 /TID=Mm.835.1 /TIE
MOE430_2_1434818_at 1.6 3.8 A A 0.66 0.66 0.8 NC 0.06 gb:BB079787 /DB_XREF=gi:16260543 /DB_XREF=BB079787 /CLONE=9330159K06 /FEA=EST /CNT=25 /TID=Mm.86126.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434933_at 114.8 146.5 P P 0.04 0.001953 0.8 NC 0.005409 gb:AV307999 /DB_XREF=gi:16394007 /DB_XREF=AV307999 /CLONE=5730557L09 /FEA=EST /CNT=54 /TID=Mm.89683.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434997_at 244.9 436.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB510904 /DB_XREF=gi:16442876 /DB_XREF=BB510904 /CLONE=D730031K06 /FEA=EST /CNT=93 /TID=Mm.200924.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435046_at 8.3 14.3 A A 0.6 0.24 0.8 NC 0.06 gb:BM240223 /DB_XREF=gi:17875493 /DB_XREF=K0548G01-3 /CLONE=K0548G01 /FEA=EST /CNT=25 /TID=Mm.151948.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435061_at 1.1 1 A A 0.66 0.72 0.8 NC 0.68 gb:AI853080 /DB_XREF=gi:5496986 /DB_XREF=UI-M-BH0-ajf-a-08-0-UI.s1 /CLONE=UI-M-BH0-ajf-a-08-0-UI /FEA=EST /CNT=24 /TID=Mm.40716.1 /T
MOE430_2_1435062_at 5.5 13.3 A A 0.3 0.26 0.8 NC 0.16 gb:BQ176215 /DB_XREF=gi:20351707 /DB_XREF=UI-M-DJ2-bwg-m-18-0-UI.s1 /CLONE=UI-M-DJ2-bwg-m-18-0-UI /FEA=EST /CNT=21 /TID=Mm.9398
MOE430_2_1435157_at 59.1 97.7 P P 0.005859 0.001221 0.8 I 0.000023 gb:BB030412 /DB_XREF=gi:16258159 /DB_XREF=BB030412 /CLONE=5830454D03 /FEA=EST /CNT=37 /TID=Mm.34014.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435201_at 0.6 2.2 A A 0.93 0.82 0.8 NC 0.5 gb:BG075369 /DB_XREF=gi:12557938 /DB_XREF=H3146D10-3 /CLONE=H3146D10 /FEA=EST /CNT=24 /TID=Mm.202273.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435218_at 5 11.3 A A 0.3 0.19 0.8 NC 0.2 gb:BI134758 /DB_XREF=gi:14585006 /DB_XREF=UI-M-BH3-bsw-f-07-0-UI.s1 /CLONE=UI-M-BH3-bsw-f-07-0-UI /FEA=EST /CNT=19 /TID=Mm.32310.1
MOE430_2_1435267_at 53.2 93.7 P P 0.000244 0.000244 0.8 NC 0.007788 gb:BB041868 /DB_XREF=gi:16258700 /DB_XREF=BB041868 /CLONE=6030458H09 /FEA=EST /CNT=22 /TID=Mm.205686.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435304_at 89.5 113.1 P P 0.000244 0.000244 0.8 NC 0.02 gb:BM240246 /DB_XREF=gi:17875516 /DB_XREF=K0549B09-3 /CLONE=K0549B09 /FEA=EST /CNT=25 /TID=Mm.5274.2 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1435379_at 56.9 100.3 P P 0.000244 0.000244 0.8 I 0.001077 gb:C87981 /DB_XREF=gi:2919938 /DB_XREF=C87981 /CLONE=J0254H10 /FEA=EST /CNT=27 /TID=Mm.22107.1 /TIER=Stack /STK=17 /UG=Mm.22107 /
MOE430_2_1435390_at 14.1 25.5 P P 0.005859 0.005859 0.8 NC 0.14 gb:BG067990 /DB_XREF=gi:12550559 /DB_XREF=H3060E07-3 /CLONE=H3060E07 /FEA=EST /CNT=20 /TID=Mm.9821.3 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1435391_at 33.6 50.5 P P 0.01 0.000732 0.8 I 0.000346 gb:BM236842 /DB_XREF=gi:17872112 /DB_XREF=K0442A11-3 /CLONE=K0442A11 /FEA=EST /CNT=20 /TID=Mm.89914.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435445_at 23.6 74.2 P P 0.008057 0.000244 0.8 I 0.000078 gb:AV377237 /DB_XREF=gi:16398115 /DB_XREF=AV377237 /CLONE=9130225A19 /FEA=EST /CNT=34 /TID=Mm.44881.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435446_a_ 336.9 583.1 P P 0.000244 0.000244 0.8 I 0.000027 gb:BF180212 /DB_XREF=gi:11058354 /DB_XREF=601808485F1 /CLONE=IMAGE:4039388 /FEA=EST /CNT=29 /TID=Mm.21754.3 /TIER=Stack /STK=16 /U
MOE430_2_1435474_at 49.1 54 P P 0.001953 0.000244 0.8 I 0.000865 gb:AV117817 /DB_XREF=gi:15404442 /DB_XREF=AV117817 /CLONE=2610205E06 /FEA=EST /CNT=30 /TID=Mm.147937.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435595_at 27.3 46.4 P P 0.000244 0.000732 0.8 MI 0.00225 gb:AV016374 /DB_XREF=gi:16356308 /DB_XREF=AV016374 /CLONE=1110065B09 /FEA=EST /CNT=17 /TID=Mm.200646.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435693_at 2.2 2.9 A A 0.69 0.43 0.8 NC 0.11 gb:AV378589 /DB_XREF=gi:16398188 /DB_XREF=AV378589 /CLONE=9130422D05 /FEA=EST /CNT=17 /TID=Mm.36422.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435753_a_ 72 153.6 P P 0.000244 0.000244 0.8 I 0.000307 gb:BM209748 /DB_XREF=gi:17766335 /DB_XREF=C0652F11-3 /CLONE=C0652F11 /FEA=EST /CNT=33 /TID=Mm.116767.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435810_at 44.6 69.8 P P 0.000244 0.000244 0.8 I 0.000438 gb:AV297833 /DB_XREF=gi:16392979 /DB_XREF=AV297833 /CLONE=5730451M23 /FEA=EST /CNT=18 /TID=Mm.30607.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435846_x_ 47.9 83.7 P P 0.008057 0.001953 0.8 I 0.000273 gb:BB448458 /DB_XREF=gi:16425274 /DB_XREF=BB448458 /CLONE=D030066L21 /FEA=EST /CNT=16 /TID=Mm.38405.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435853_at 2.8 5.5 A A 0.72 0.56 0.8 NC 0.4 gb:AV372365 /DB_XREF=gi:16397884 /DB_XREF=AV372365 /CLONE=9030605E09 /FEA=EST /CNT=13 /TID=Mm.104363.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435913_at 10.4 31.3 A P 0.14 0.01 0.8 NC 0.02 gb:AW909327 /DB_XREF=gi:8074563 /DB_XREF=uf47d01.x1 /CLONE=IMAGE:1514497 /FEA=EST /CNT=24 /TID=Mm.28436.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1435983_at 9.3 14.2 A A 0.5 0.19 0.8 NC 0.02 gb:AV282519 /DB_XREF=gi:16391654 /DB_XREF=AV282519 /CLONE=4933430G18 /FEA=EST /CNT=13 /TID=Mm.63782.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435997_at 2.1 6.2 A A 0.71 0.3 0.8 NC 0.29 gb:BF318712 /DB_XREF=gi:11267325 /DB_XREF=uy05b07.x1 /CLONE=IMAGE:3657109 /FEA=EST /CNT=14 /TID=Mm.157774.1 /TIER=Stack /STK=12 /UG
MOE430_2_1436049_at 83.1 78.5 P P 0.00415 0.000244 0.8 I 0.001651 gb:BB827491 /DB_XREF=gi:17005734 /DB_XREF=BB827491 /CLONE=G830048C20 /FEA=EST /CNT=20 /TID=Mm.76983.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436072_at 15.4 21 A P 0.12 0.02 0.8 NC 0.09 gb:BG070468 /DB_XREF=gi:12553037 /DB_XREF=H3087F09-3 /CLONE=H3087F09 /FEA=EST /CNT=16 /TID=Mm.25955.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436091_at 15.5 21.8 P P 0.008057 0.03 0.8 NC 0.05 gb:AV337975 /DB_XREF=gi:16396603 /DB_XREF=AV337975 /CLONE=6430407B13 /FEA=EST /CNT=13 /TID=Mm.220265.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436151_x_ 62.4 106.6 P P 0.00293 0.005859 0.8 NC 0.07 gb:BM936006 /DB_XREF=gi:19395158 /DB_XREF=UI-M-BZ1-bds-b-10-0-UI.r1 /CLONE=UI-M-BZ1-bds-b-10-0-UI /FEA=EST /CNT=11 /TID=Mm.56547.
MOE430_2_1436157_at 183.1 275.1 P P 0.000244 0.000244 0.8 I 0.000865 gb:AW538049 /DB_XREF=gi:7180466 /DB_XREF=C0102E11-3 /CLONE=C0102E11 /FEA=EST /CNT=156 /TID=Mm.196371.2 /TIER=Stack /STK=40 /UG=M
MOE430_2_1436281_at 44.7 61.2 P P 0.001953 0.000732 0.8 I 0.001336 gb:BB465277 /DB_XREF=gi:16427068 /DB_XREF=BB465277 /CLONE=D130098D03 /FEA=EST /CNT=10 /TID=Mm.148033.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436313_at 19.3 38.6 P P 0.000244 0.00415 0.8 NC 0.005933 gb:BG070444 /DB_XREF=gi:12553013 /DB_XREF=H3087D09-3 /CLONE=H3087D09 /FEA=EST /CNT=44 /TID=Mm.27651.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436349_at 953.3 1658.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:BI408855 /DB_XREF=gi:15169778 /DB_XREF=602965802F1 /CLONE=IMAGE:5120976 /FEA=EST /CNT=15 /TID=Mm.4071.2 /TIER=Stack /STK=9 /UG=
MOE430_2_1436353_at 66 84.3 P P 0.001221 0.000244 0.8 I 0.000189 gb:AU018634 /DB_XREF=gi:3374124 /DB_XREF=AU018634 /CLONE=J0505H11 /FEA=EST /CNT=27 /TID=Mm.218640.1 /TIER=Stack /STK=9 /UG=Mm.21
MOE430_2_1436437_at 10.7 17.6 A A 0.27 0.19 0.8 NC 0.5 gb:BM226128 /DB_XREF=gi:17787926 /DB_XREF=K0222E10-3 /CLONE=K0222E10 /FEA=EST /CNT=12 /TID=Mm.27980.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436535_at 22.1 48 P P 0.00293 0.00415 0.8 NC 0.002753 gb:BQ176653 /DB_XREF=gi:20352145 /DB_XREF=UI-M-DJ2-bvz-e-18-0-UI.s1 /CLONE=UI-M-DJ2-bvz-e-18-0-UI /FEA=EST /CNT=58 /TID=Mm.40370.
MOE430_2_1436563_at 9.7 17.9 P P 0.04 0.04 0.8 NC 0.13 gb:AV277283 /DB_XREF=gi:15405665 /DB_XREF=AV277283 /CLONE=4932441J04 /FEA=EST /CNT=12 /TID=Mm.11964.3 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1436574_at 18.6 16.9 P P 0.005859 0.000732 0.8 NC 0.3 gb:BQ033755 /DB_XREF=gi:19769034 /DB_XREF=UI-1-CF0-amd-a-10-0-UI.s1 /CLONE=UI-1-CF0-amd-a-10-0-UI /FEA=EST /CNT=15 /TID=Mm.26588.
MOE430_2_1436623_at 33.8 43.1 P P 0.03 0.001953 0.8 I 0.000438 gb:AV381133 /DB_XREF=gi:16398273 /DB_XREF=AV381133 /CLONE=9230108M13 /FEA=EST /CNT=12 /TID=Mm.213007.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436641_at 9.9 15.4 A P 0.14 0.02 0.8 NC 0.004925 gb:AI415730 /DB_XREF=gi:4259234 /DB_XREF=mc76f06.x1 /CLONE=IMAGE:354467 /FEA=EST /CNT=9 /TID=Mm.23103.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436702_at 5.6 7.7 A A 0.46 0.43 0.8 NC 0.3 gb:BE989731 /DB_XREF=gi:10667412 /DB_XREF=UI-M-BZ1-bft-c-05-0-UI.s1 /CLONE=UI-M-BZ1-bft-c-05-0-UI /FEA=EST /CNT=191 /TID=Mm.39719.1
MOE430_2_1436735_at 50.2 81.4 P P 0.000244 0.000244 0.8 I 0.000147 gb:BB769111 /DB_XREF=gi:16211653 /DB_XREF=BB769111 /CLONE=G370092G20 /FEA=EST /CNT=98 /TID=Mm.30847.1 /TIER=Stack /STK=78 /UG=Mm
MOE430_2_1436814_at 2.7 3 A A 0.43 0.53 0.8 NC 0.33 gb:AV076187 /DB_XREF=gi:5196015 /DB_XREF=AV076187 /CLONE=2210017B18 /FEA=EST /CNT=48 /TID=Mm.140276.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1436825_a_ 6.7 14.1 A A 0.63 0.23 0.8 NC 0.08 gb:BB807335 /DB_XREF=gi:16979964 /DB_XREF=BB807335 /CLONE=G630081A18 /FEA=EST /CNT=66 /TID=Mm.118804.1 /TIER=Stack /STK=46 /UG=M
MOE430_2_1436939_at 3.4 6.2 A A 0.56 0.5 0.8 NC 0.08 gb:AV220213 /DB_XREF=gi:15404793 /DB_XREF=AV220213 /CLONE=3022402B06 /FEA=EST /CNT=52 /TID=Mm.187389.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1437024_at 23.1 39.6 P P 0.001953 0.000732 0.8 I 0.001336 gb:BB044730 /DB_XREF=gi:16259309 /DB_XREF=BB044730 /CLONE=6030490E16 /FEA=EST /CNT=33 /TID=Mm.34659.3 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437160_at 0.4 0.2 A A 0.9 0.82 0.8 NC 0.48 gb:BB702951 /DB_XREF=gi:16051775 /DB_XREF=BB702951 /CLONE=7420446I11 /FEA=EST /CNT=26 /TID=Mm.126932.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1437285_at 13.6 30.4 P P 0.03 0.00415 0.8 I 0.000389 gb:BG070096 /DB_XREF=gi:12552588 /DB_XREF=H3082G01-3 /CLONE=H3082G01 /FEA=EST /CNT=136 /TID=Mm.42110.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437344_x_ 0.5 1.9 A A 0.96 0.87 0.8 NC 0.01 gb:AV085233 /DB_XREF=gi:5216681 /DB_XREF=AV085233 /CLONE=2310010M09 /FEA=EST /CNT=20 /TID=Mm.4646.4 /TIER=Stack /STK=20 /UG=Mm.4
MOE430_2_1437417_s_ 21.2 30.3 P P 0.02 0.000244 0.8 NC 0.03 gb:BB493031 /DB_XREF=gi:16441751 /DB_XREF=BB493031 /CLONE=D530030P10 /FEA=EST /CNT=20 /TID=Mm.219112.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437476_at 12.9 24.2 P P 0.01 0.000732 0.8 MI 0.002032 gb:BB470755 /DB_XREF=gi:16427814 /DB_XREF=BB470755 /CLONE=D230035D19 /FEA=EST /CNT=35 /TID=Mm.24525.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437603_at 1.3 1.9 A A 0.72 0.78 0.8 NC 0.5 gb:AV207485 /DB_XREF=gi:16384463 /DB_XREF=AV207485 /CLONE=1700095H12 /FEA=EST /CNT=16 /TID=Mm.87455.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437655_at 49.5 69.4 P P 0.00415 0.000732 0.8 I 0.000068 gb:BB042982 /DB_XREF=gi:16258761 /DB_XREF=BB042982 /CLONE=6030468H24 /FEA=EST /CNT=22 /TID=Mm.133157.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437705_at 15.7 35.7 P P 0.01 0.005859 0.8 NC 0.007788 gb:AW743849 /DB_XREF=gi:7655670 /DB_XREF=ur30g11.x1 /CLONE=IMAGE:3025892 /FEA=EST /CNT=15 /TID=Mm.42121.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1437761_at 66.9 122.8 P P 0.001953 0.000244 0.8 I 0.00003 gb:BI693511 /DB_XREF=gi:15656140 /DB_XREF=603343882F1 /CLONE=IMAGE:5371364 /FEA=EST /CNT=23 /TID=Mm.218617.1 /TIER=Stack /STK=14 /U
MOE430_2_1437923_at 43.2 65.6 P P 0.000244 0.000244 0.8 I 0.000101 gb:BG070544 /DB_XREF=gi:12553113 /DB_XREF=H3088E04-3 /CLONE=H3088E04 /FEA=EST /CNT=33 /TID=Mm.26908.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437944_at 21.5 34.8 A A 0.21 0.06 0.8 NC 0.17 gb:BI714008 /DB_XREF=gi:15689703 /DB_XREF=ic88g07.x1 /CLONE=IMAGE:5660749 /FEA=EST /CNT=14 /TID=Mm.39424.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437954_at 6.9 13.1 A A 0.3 0.39 0.8 NC 0.21 gb:AU040155 /DB_XREF=gi:3953975 /DB_XREF=AU040155 /CLONE=J0800H11 /FEA=EST /CNT=14 /TID=Mm.87385.1 /TIER=Stack /STK=13 /UG=Mm.87
MOE430_2_1437983_at 10.5 22.4 P P 0.005859 0.008057 0.8 NC 0.07 gb:BB739342 /DB_XREF=gi:16142347 /DB_XREF=BB739342 /CLONE=F430113B04 /FEA=EST /CNT=13 /TID=Mm.68496.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438103_at 30 31 P P 0.03 0.00415 0.8 NC 0.01 gb:BG069300 /DB_XREF=gi:12551869 /DB_XREF=H3074H06-3 /CLONE=H3074H06 /FEA=EST /CNT=13 /TID=Mm.133603.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438128_at 2.8 13.7 A A 0.43 0.12 0.8 NC 0.5 gb:BB427907 /DB_XREF=gi:16423864 /DB_XREF=BB427907 /CLONE=C630015B10 /FEA=EST /CNT=12 /TID=Mm.121319.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438149_at 1.3 1.8 A A 0.46 0.5 0.8 NC 0.3 gb:AV167755 /DB_XREF=gi:5374192 /DB_XREF=AV167755 /CLONE=3110057A03 /FEA=EST /CNT=12 /TID=Mm.179836.1 /TIER=Stack /STK=12 /UG=Mm



MOE430_2_1438202_at 1.1 1.3 A A 0.72 0.66 0.8 NC 0.5 gb:AV295563 /DB_XREF=gi:15405853 /DB_XREF=AV295563 /CLONE=5730435E22 /FEA=EST /CNT=29 /TID=Mm.180290.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438249_at 24 40.4 P P 0.001221 0.005859 0.8 NC 0.16 gb:BM247366 /DB_XREF=gi:17882636 /DB_XREF=K0801A02-3 /CLONE=K0801A02 /FEA=EST /CNT=15 /TID=Mm.133609.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438260_at 0.7 1.4 A A 0.94 0.75 0.8 NC 0.01 gb:BF461625 /DB_XREF=gi:11530773 /DB_XREF=UI-M-CG0p-bmq-h-06-0-UI.s1 /CLONE=UI-M-CG0p-bmq-h-06-0-UI /FEA=EST /CNT=15 /TID=Mm.40
MOE430_2_1438308_at 3.3 4.2 A A 0.72 0.53 0.8 NC 0.39 gb:AV273928 /DB_XREF=gi:16390402 /DB_XREF=AV273928 /CLONE=4932415E16 /FEA=EST /CNT=12 /TID=Mm.93683.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438389_x_ 1.5 3.3 A A 0.19 0.24 0.8 NC 0.5 gb:BB424434 /DB_XREF=gi:9245789 /DB_XREF=BB424434 /CLONE=C530041K09 /FEA=EST /CNT=11 /TID=Mm.25316.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438405_at 438.7 755.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB791906 /DB_XREF=gi:16960611 /DB_XREF=BB791906 /CLONE=G430138M20 /FEA=EST /CNT=25 /TID=Mm.117395.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438447_at 35.7 61 A P 0.11 0.04 0.8 NC 0.02 gb:BB754207 /DB_XREF=gi:16201382 /DB_XREF=BB754207 /CLONE=G270040D14 /FEA=EST /CNT=15 /TID=Mm.133459.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438589_at 6.8 11.9 A A 0.53 0.56 0.8 NC 0.5 gb:BB023061 /DB_XREF=gi:16257800 /DB_XREF=BB023061 /CLONE=5330413N23 /FEA=EST /CNT=10 /TID=Mm.110505.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438642_at 3.4 8.2 A P 0.11 0.03 0.8 NC 0.5 gb:AV278176 /DB_XREF=gi:6266213 /DB_XREF=AV278176 /CLONE=4933400E08 /FEA=EST /CNT=10 /TID=Mm.20216.3 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438702_at 234.5 377.9 P P 0.000244 0.000244 0.8 I 0.00002 gb:BG075699 /DB_XREF=gi:12558268 /DB_XREF=H3150E08-3 /CLONE=H3150E08 /FEA=EST /CNT=19 /TID=Mm.103204.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438786_a_ 14.3 23.8 P P 0.00415 0.001953 0.8 NC 0.01 gb:AV258879 /DB_XREF=gi:6246338 /DB_XREF=AV258879 /CLONE=4930402G01 /FEA=EST /CNT=11 /TID=Mm.18001.2 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438844_x_ 20.5 40.1 M P 0.05 0.01 0.8 NC 0.005933 gb:BB819052 /DB_XREF=gi:16991681 /DB_XREF=BB819052 /CLONE=G730047K07 /FEA=EST /CNT=10 /TID=Mm.25633.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438847_at 104.3 151.7 P P 0.005859 0.000244 0.8 I 0.000214 gb:BB836571 /DB_XREF=gi:17014814 /DB_XREF=BB836571 /CLONE=G930042E19 /FEA=EST /CNT=10 /TID=Mm.182471.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438870_at 0.3 0.5 A A 0.98 0.87 0.8 NC 0.21 gb:BB327018 /DB_XREF=gi:16403719 /DB_XREF=BB327018 /CLONE=B430214C04 /FEA=EST /CNT=10 /TID=Mm.33767.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438999_a_ 73.6 119.4 P P 0.000244 0.000244 0.8 I 0.00006 gb:BM239652 /DB_XREF=gi:17874922 /DB_XREF=K0538A03-3 /CLONE=K0538A03 /FEA=EST /CNT=9 /TID=Mm.34530.6 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1439046_at 32 53.9 A P 0.24 0.01 0.8 NC 0.003355 gb:AV376983 /DB_XREF=gi:16398100 /DB_XREF=AV376983 /CLONE=9130219J07 /FEA=EST /CNT=35 /TID=Mm.63468.1 /TIER=Stack /STK=8 /UG=Mm.6
MOE430_2_1439061_at 20.4 49.4 P P 0.03 0.01 0.8 NC 0.01 gb:BB503633 /DB_XREF=gi:16442634 /DB_XREF=BB503633 /CLONE=D630044F24 /FEA=EST /CNT=19 /TID=Mm.265.4 /TIER=Stack /STK=8 /UG=Mm.26
MOE430_2_1439063_at 48.5 87 P P 0.01 0.001953 0.8 I 0.000189 gb:BM231855 /DB_XREF=gi:17867125 /DB_XREF=K0315D07-3 /CLONE=K0315D07 /FEA=EST /CNT=42 /TID=Mm.36424.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439165_at 1.3 2.7 A A 0.87 0.84 0.8 NC 0.24 gb:BF713980 /DB_XREF=gi:12013252 /DB_XREF=mab08b09.x1 /CLONE=IMAGE:3969736 /FEA=EST /CNT=11 /TID=Mm.132215.1 /TIER=Stack /STK=8 /U
MOE430_2_1439199_at 39.6 55.2 P P 0.008057 0.005859 0.8 NC 0.00712 gb:BB310749 /DB_XREF=gi:16402643 /DB_XREF=BB310749 /CLONE=B230317E19 /FEA=EST /CNT=10 /TID=Mm.11711.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439269_x_ 243.1 442.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB407228 /DB_XREF=gi:9226624 /DB_XREF=BB407228 /CLONE=C330050D10 /FEA=EST /CNT=9 /TID=Mm.18923.4 /TIER=Stack /STK=8 /UG=Mm.18
MOE430_2_1439431_x_ 3.8 3.9 A A 0.39 0.5 0.8 NC 0.15 gb:BB347657 /DB_XREF=gi:9059485 /DB_XREF=BB347657 /CLONE=B930066K09 /FEA=EST /CNT=8 /TID=Mm.163420.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439492_at 2.4 4.5 A A 0.85 0.69 0.8 NC 0.5 gb:BB370513 /DB_XREF=gi:16406882 /DB_XREF=BB370513 /CLONE=C130053K05 /FEA=EST /CNT=12 /TID=Mm.100450.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439562_at 79.6 119.6 P P 0.007568 0.001221 0.8 I 0.000774 gb:BG071041 /DB_XREF=gi:12553610 /DB_XREF=H3094A10-3 /CLONE=H3094A10 /FEA=EST /CNT=17 /TID=Mm.221136.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439563_at 9.4 18.5 M P 0.05 0.02 0.8 NC 0.27 gb:BB309203 /DB_XREF=gi:16402484 /DB_XREF=BB309203 /CLONE=B230309J24 /FEA=EST /CNT=14 /TID=Mm.40966.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439575_at 3.1 5 A A 0.55 0.27 0.8 NC 0.2 gb:AV276323 /DB_XREF=gi:6264360 /DB_XREF=AV276323 /CLONE=4932434B09 /FEA=EST /CNT=9 /TID=Mm.141275.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439634_at 0.5 1.4 A A 0.87 0.82 0.8 NC 0.5 gb:AW490446 /DB_XREF=gi:7060717 /DB_XREF=UI-M-BH3-ass-b-06-0-UI.s1 /CLONE=UI-M-BH3-ass-b-06-0-UI /FEA=EST /CNT=12 /TID=Mm.153928.
MOE430_2_1439650_at 14.9 24.6 A P 0.12 0.04 0.8 NC 0.08 gb:BG072267 /DB_XREF=gi:12554836 /DB_XREF=H3108F05-3 /CLONE=H3108F05 /FEA=EST /CNT=8 /TID=Mm.132186.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439655_at 16.1 13 A A 0.33 0.14 0.8 NC 0.26 gb:BG064372 /DB_XREF=gi:12546935 /DB_XREF=H3018G09-3 /CLONE=H3018G09 /FEA=EST /CNT=8 /TID=Mm.168915.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439666_at 11.7 19.2 A A 0.14 0.11 0.8 NC 0.5 gb:BB807812 /DB_XREF=gi:16980441 /DB_XREF=BB807812 /CLONE=G630084C02 /FEA=EST /CNT=8 /TID=Mm.46278.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439721_at 4.9 7.2 A A 0.27 0.06 0.8 NC 0.12 gb:BM226899 /DB_XREF=gi:17789005 /DB_XREF=K0235B04-3 /CLONE=K0235B04 /FEA=EST /CNT=7 /TID=Mm.25389.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439725_at 5.7 13.9 A A 0.36 0.33 0.8 NC 0.2 gb:BB384963 /DB_XREF=gi:16408300 /DB_XREF=BB384963 /CLONE=C230037D09 /FEA=EST /CNT=7 /TID=Mm.65363.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439745_at 8.2 13.6 A A 0.27 0.46 0.8 NC 0.5 gb:AV338037 /DB_XREF=gi:16396613 /DB_XREF=AV338037 /CLONE=6430407F10 /FEA=EST /CNT=7 /TID=Mm.93996.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439752_at 8.8 18.4 A A 0.06 0.06 0.8 NC 0.5 gb:BI793488 /DB_XREF=gi:15821205 /DB_XREF=ic39c06.x1 /CLONE=IMAGE:5655946 /FEA=EST /CNT=7 /TID=Mm.205900.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1439756_at 0.6 0.7 A A 0.96 0.85 0.8 NC 0.09 gb:AI507137 /DB_XREF=gi:4404988 /DB_XREF=vi78c06.x1 /CLONE=IMAGE:918346 /FEA=EST /CNT=7 /TID=Mm.33647.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439762_x_ 0.9 0.7 A A 0.78 0.72 0.8 NC 0.01 gb:BB317481 /DB_XREF=gi:9024516 /DB_XREF=BB317481 /CLONE=B230369L07 /FEA=EST /CNT=7 /TID=Mm.132066.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439831_at 21.5 33.7 P P 0.000732 0.00293 0.8 NC 0.006503 gb:AW111920 /DB_XREF=gi:6824633 /DB_XREF=MC8026 /CLONE=MC8026 /FEA=EST /CNT=9 /TID=Mm.100018.1 /TIER=ConsEnd /STK=6 /UG=Mm.1000
MOE430_2_1439874_at 10.6 17.8 A A 0.5 0.46 0.8 NC 0.04 gb:BB075161 /DB_XREF=gi:16260268 /DB_XREF=BB075161 /CLONE=9330102E08 /FEA=EST /CNT=8 /TID=Mm.44610.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439908_at 24.6 44.4 P P 0.008057 0.000732 0.8 I 0.000027 gb:BB703579 /DB_XREF=gi:16052414 /DB_XREF=BB703579 /CLONE=7420453L05 /FEA=EST /CNT=8 /TID=Mm.25477.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439912_at 18 31 A A 0.36 0.33 0.8 NC 0.01 gb:BB106004 /DB_XREF=gi:16261488 /DB_XREF=BB106004 /CLONE=9430098F02 /FEA=EST /CNT=8 /TID=Mm.40874.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439930_at 7.8 11.8 A A 0.43 0.14 0.8 NC 0.37 gb:BM240179 /DB_XREF=gi:17875449 /DB_XREF=K0547F06-3 /CLONE=K0547F06 /FEA=EST /CNT=7 /TID=Mm.162929.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439975_at 3.4 8.1 A A 0.39 0.11 0.8 NC 0.48 gb:BB281952 /DB_XREF=gi:16401340 /DB_XREF=BB281952 /CLONE=A930034I11 /FEA=EST /CNT=9 /TID=Mm.153094.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439978_at 7.1 8.1 A A 0.33 0.27 0.8 NC 0.29 gb:BG070570 /DB_XREF=gi:12553139 /DB_XREF=H3088G07-3 /CLONE=H3088G07 /FEA=EST /CNT=8 /TID=Mm.11115.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440024_at 12.6 19.4 A P 0.17 0.04 0.8 NC 0.03 gb:BB529013 /DB_XREF=gi:16445524 /DB_XREF=BB529013 /CLONE=D930049I05 /FEA=EST /CNT=6 /TID=Mm.118053.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440046_at 0.8 2 A A 0.95 0.6 0.8 NC 0.01 gb:BB195529 /DB_XREF=gi:16270949 /DB_XREF=BB195529 /CLONE=A330089G10 /FEA=EST /CNT=6 /TID=Mm.59404.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440082_at 12.3 19.7 A P 0.06 0.008057 0.8 NC 0.07 gb:AW552837 /DB_XREF=gi:7198260 /DB_XREF=L0218B12-3 /CLONE=L0218B12 /FEA=EST /CNT=6 /TID=Mm.103015.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440110_at 4.7 9.6 A A 0.53 0.14 0.8 NC 0.04 gb:BB235632 /DB_XREF=gi:16354782 /DB_XREF=BB235632 /CLONE=A630055C03 /FEA=EST /CNT=6 /TID=Mm.124488.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440132_s_ 11.8 15 A A 0.63 0.5 0.8 NC 0.15 gb:BB283894 /DB_XREF=gi:8984343 /DB_XREF=BB283894 /CLONE=A930103L12 /FEA=EST /CNT=6 /TID=Mm.209126.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440143_at 6.2 13.9 A A 0.33 0.43 0.8 NC 0.5 gb:AI413722 /DB_XREF=gi:4257226 /DB_XREF=me80f03.x1 /CLONE=IMAGE:401885 /FEA=EST /CNT=6 /TID=Mm.44145.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440165_at 5.9 5.8 A A 0.43 0.14 0.8 NC 0.4 gb:BB140726 /DB_XREF=gi:8795663 /DB_XREF=BB140726 /CLONE=9830170N12 /FEA=EST /CNT=6 /TID=Mm.130924.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440201_at 8.5 19.9 A P 0.06 0.00293 0.8 I 0.001201 gb:BB313689 /DB_XREF=gi:16402916 /DB_XREF=BB313689 /CLONE=B230343E22 /FEA=EST /CNT=14 /TID=Mm.5337.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440205_at 55.4 124.2 P P 0.000244 0.000244 0.8 I 0.000023 gb:BM195344 /DB_XREF=gi:17746765 /DB_XREF=C0308F04-3 /CLONE=C0308F04 /FEA=EST /CNT=28 /TID=Mm.40885.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440228_at 25.3 35.4 A P 0.09 0.008057 0.8 NC 0.02 gb:BB477637 /DB_XREF=gi:16440341 /DB_XREF=BB477637 /CLONE=D330026A09 /FEA=EST /CNT=11 /TID=Mm.138234.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440260_at 33.9 43.7 P P 0.000732 0.000732 0.8 NC 0.04 gb:BG064532 /DB_XREF=gi:12547095 /DB_XREF=H3020H01-3 /CLONE=H3020H01 /FEA=EST /CNT=11 /TID=Mm.102774.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440281_at 9.8 17.7 A P 0.21 0.04 0.8 NC 0.05 gb:BB387483 /DB_XREF=gi:16408520 /DB_XREF=BB387483 /CLONE=C230051N24 /FEA=EST /CNT=8 /TID=Mm.153111.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440283_at 10.4 18.1 A M 0.12 0.05 0.8 NC 0.23 gb:BB131118 /DB_XREF=gi:16266348 /DB_XREF=BB131118 /CLONE=9630050A10 /FEA=EST /CNT=8 /TID=Mm.38324.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440295_at 21.1 27.6 P P 0.008057 0.001221 0.8 NC 0.04 gb:BB130189 /DB_XREF=gi:15408336 /DB_XREF=BB130189 /CLONE=9630044E13 /FEA=EST /CNT=7 /TID=Mm.130967.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440332_at 18.2 46.7 P P 0.00415 0.000732 0.8 NC 0.01 gb:BB490889 /DB_XREF=gi:16441707 /DB_XREF=BB490889 /CLONE=D530018H03 /FEA=EST /CNT=7 /TID=Mm.129546.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440362_at 1.2 2.1 A A 0.97 0.8 0.8 NC 0.13 gb:BF467530 /DB_XREF=gi:11536713 /DB_XREF=UI-M-CG0p-brl-g-12-0-UI.s1 /CLONE=UI-M-CG0p-brl-g-12-0-UI /FEA=EST /CNT=7 /TID=Mm.44511.1
MOE430_2_1440395_at 0.9 1.2 A A 0.93 0.8 0.8 NC 0.02 gb:AV215464 /DB_XREF=gi:6156309 /DB_XREF=AV215464 /CLONE=2410148L10 /FEA=EST /CNT=6 /TID=Mm.133302.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440415_at 2.6 7.9 A A 0.56 0.3 0.8 NC 0.11 gb:BB210007 /DB_XREF=gi:16352515 /DB_XREF=BB210007 /CLONE=A430095E15 /FEA=EST /CNT=6 /TID=Mm.76718.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440432_at 4.6 12.3 A M 0.21 0.05 0.8 NC 0.4 gb:BB314873 /DB_XREF=gi:16403000 /DB_XREF=BB314873 /CLONE=B230350J02 /FEA=EST /CNT=6 /TID=Mm.102858.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440475_at 0.5 1.6 A A 0.95 0.85 0.8 NC 0.24 gb:BB740266 /DB_XREF=gi:16143271 /DB_XREF=BB740266 /CLONE=F430204E18 /FEA=EST /CNT=14 /TID=Mm.103602.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440502_at 0.8 1.3 A A 0.95 0.77 0.8 NC 0.09 gb:BB535501 /DB_XREF=gi:16446552 /DB_XREF=BB535501 /CLONE=E030044D11 /FEA=EST /CNT=6 /TID=Mm.210635.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440555_at 5.2 14.8 A A 0.43 0.17 0.8 NC 0.1 gb:BB354941 /DB_XREF=gi:16405660 /DB_XREF=BB354941 /CLONE=C030003H22 /FEA=EST /CNT=5 /TID=Mm.126528.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440589_at 6.1 10.9 A P 0.39 0.01 0.8 NC 0.007788 gb:BB079283 /DB_XREF=gi:16260510 /DB_XREF=BB079283 /CLONE=9330157G16 /FEA=EST /CNT=5 /TID=Mm.148672.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440630_at 2.7 5.7 A A 0.56 0.27 0.8 NC 0.23 gb:AV340255 /DB_XREF=gi:16396838 /DB_XREF=AV340255 /CLONE=6430514A06 /FEA=EST /CNT=5 /TID=Mm.138604.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440637_at 27 46.2 P P 0.00293 0.000244 0.8 I 0.000618 gb:BG074656 /DB_XREF=gi:12557225 /DB_XREF=H3137G01-3 /CLONE=H3137G01 /FEA=EST /CNT=5 /TID=Mm.103075.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440664_at 1 0.9 A A 0.88 0.93 0.8 NC 0.12 gb:BB277114 /DB_XREF=gi:15410920 /DB_XREF=BB277114 /CLONE=A930002G03 /FEA=EST /CNT=5 /TID=Mm.165992.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440684_at 10.8 23.7 A A 0.27 0.11 0.8 NC 0.08 gb:BB187472 /DB_XREF=gi:15409479 /DB_XREF=BB187472 /CLONE=A330042H22 /FEA=EST /CNT=5 /TID=Mm.121928.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440773_at 10.2 22.8 P P 0.001953 0.01 0.8 NC 0.06 gb:BB209878 /DB_XREF=gi:8874831 /DB_XREF=BB209878 /CLONE=A430094K05 /FEA=EST /CNT=5 /TID=Mm.45403.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440835_at 23.2 45.4 P P 0.001221 0.000244 0.8 NC 0.01 gb:AV224554 /DB_XREF=gi:15404874 /DB_XREF=AV224554 /CLONE=3830421G14 /FEA=EST /CNT=21 /TID=Mm.86747.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440849_at 10.6 21.6 A A 0.11 0.14 0.8 NC 0.11 gb:AV327187 /DB_XREF=gi:16395610 /DB_XREF=AV327187 /CLONE=6330417G04 /FEA=EST /CNT=12 /TID=Mm.44971.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440855_at 13.4 29.6 P P 0.001953 0.00293 0.8 NC 0.04 gb:AI647473 /DB_XREF=gi:4726151 /DB_XREF=uk42f01.x1 /CLONE=IMAGE:1971673 /FEA=EST /CNT=21 /TID=Mm.44288.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440900_at 1 3.2 A A 0.8 0.53 0.8 NC 0.23 gb:AV312603 /DB_XREF=gi:16394330 /DB_XREF=AV312603 /CLONE=5830404C02 /FEA=EST /CNT=8 /TID=Mm.179798.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440941_at 12.7 18.9 P P 0.01 0.03 0.8 NC 0.42 gb:BM935152 /DB_XREF=gi:19394304 /DB_XREF=UI-M-BH3-aqz-a-06-0-UI.r1 /CLONE=UI-M-BH3-aqz-a-06-0-UI /FEA=EST /CNT=7 /TID=Mm.100984.
MOE430_2_1441036_at 2.7 5.7 A A 0.5 0.6 0.8 NC 0.19 gb:BB189586 /DB_XREF=gi:8850157 /DB_XREF=BB189586 /CLONE=A330055D23 /FEA=EST /CNT=6 /TID=Mm.94302.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441107_at 6.2 9.5 A A 0.33 0.24 0.8 NC 0.16 gb:BB292639 /DB_XREF=gi:16401592 /DB_XREF=BB292639 /CLONE=B130012I23 /FEA=EST /CNT=7 /TID=Mm.32825.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441158_at 17.3 30.4 P P 0.02 0.03 0.8 NC 0.04 gb:BB707145 /DB_XREF=gi:16055980 /DB_XREF=BB707145 /CLONE=7420497J01 /FEA=EST /CNT=5 /TID=Mm.123276.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441188_at 1 0.6 A A 0.95 0.96 0.8 NC 0.36 gb:BB211325 /DB_XREF=gi:16352657 /DB_XREF=BB211325 /CLONE=A430104K07 /FEA=EST /CNT=5 /TID=Mm.164397.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441199_at 1.4 1.6 A A 0.95 0.88 0.8 NC 0.11 gb:BB104651 /DB_XREF=gi:16261443 /DB_XREF=BB104651 /CLONE=9430092G04 /FEA=EST /CNT=5 /TID=Mm.69016.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441261_at 6.2 12.2 A A 0.5 0.3 0.8 NC 0.5 gb:BE947089 /DB_XREF=gi:10524848 /DB_XREF=UI-M-BH3-awm-f-09-0-UI.s1 /CLONE=UI-M-BH3-awm-f-09-0-UI /FEA=EST /CNT=5 /TID=Mm.101064
MOE430_2_1441262_at 1.6 4.1 A A 0.85 0.69 0.8 NC 0.5 gb:BB251396 /DB_XREF=gi:16355863 /DB_XREF=BB251396 /CLONE=A730046E21 /FEA=EST /CNT=5 /TID=Mm.103092.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441340_at 17.9 20.2 P A 0.001221 0.06 0.8 NC 0.5 gb:BF018298 /DB_XREF=gi:10749630 /DB_XREF=uw97d05.x1 /CLONE=IMAGE:3469929 /FEA=EST /CNT=6 /TID=Mm.219637.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441559_at 10.7 35.3 A P 0.14 0.005859 0.8 NC 0.003041 gb:BB111245 /DB_XREF=gi:15408041 /DB_XREF=BB111245 /CLONE=9530029B01 /FEA=EST /CNT=4 /TID=Mm.208737.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441568_at 102.8 218.2 P P 0.008057 0.001953 0.8 I 0.000241 gb:BB545737 /DB_XREF=gi:16447359 /DB_XREF=BB545737 /CLONE=E130306B04 /FEA=EST /CNT=4 /TID=Mm.138349.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441682_s_ 483.3 872.6 P P 0.000244 0.000244 0.8 I 0.00002 gb:C79645 /DB_XREF=gi:2519975 /DB_XREF=C79645 /CLONE=J0069G11 /FEA=EST /CNT=4 /TID=Mm.200928.1 /TIER=ConsEnd /STK=4 /UG=Mm.20092
MOE430_2_1441750_x_ 10 16.7 P P 0.01 0.01 0.8 NC 0.03 gb:BB796499 /DB_XREF=gi:16966118 /DB_XREF=BB796499 /CLONE=G4D0009D19 /FEA=EST /CNT=4 /TID=Mm.137352.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441754_at 10 18.2 A A 0.19 0.11 0.8 NC 0.45 gb:BB807463 /DB_XREF=gi:16980092 /DB_XREF=BB807463 /CLONE=G630081J11 /FEA=EST /CNT=4 /TID=Mm.214333.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441867_x_ 53.4 89 P P 0.005859 0.001221 0.8 I 0.001486 gb:AI480494 /DB_XREF=gi:4373720 /DB_XREF=vg33h11.x1 /CLONE=IMAGE:863205 /FEA=EST /CNT=4 /TID=Mm.202274.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441869_x_ 2.5 2.5 A A 0.53 0.36 0.8 NC 0.39 gb:BB025762 /DB_XREF=gi:8200998 /DB_XREF=BB025762 /CLONE=5330429P10 /FEA=EST /CNT=4 /TID=Mm.138375.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441871_at 30 47.3 A P 0.08 0.01 0.8 NC 0.006503 gb:AV057045 /DB_XREF=gi:5156792 /DB_XREF=AV057045 /CLONE=1810044D09 /FEA=EST /CNT=4 /TID=Mm.212733.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441882_at 3.2 4.3 A A 0.66 0.43 0.8 NC 0.5 gb:BB040523 /DB_XREF=gi:8446909 /DB_XREF=BB040523 /CLONE=6030449L13 /FEA=EST /CNT=4 /TID=Mm.170738.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441890_x_ 9 13.5 A A 0.43 0.3 0.8 NC 0.1 gb:BB366425 /DB_XREF=gi:9078253 /DB_XREF=BB366425 /CLONE=C130033K03 /FEA=EST /CNT=4 /TID=Mm.165594.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441944_s_ 10.5 18.4 P M 0.04 0.05 0.8 NC 0.03 gb:AV025452 /DB_XREF=gi:4802444 /DB_XREF=AV025452 /CLONE=1200013J21 /FEA=EST /CNT=4 /TID=Mm.87093.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1441953_at 6 11.2 A P 0.39 0.03 0.8 NC 0.01 gb:BB003572 /DB_XREF=gi:8093020 /DB_XREF=BB003572 /CLONE=4732455N08 /FEA=EST /CNT=4 /TID=Mm.78859.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442011_at 18.3 30.1 A A 0.3 0.06 0.8 NC 0.5 gb:BB177150 /DB_XREF=gi:16269794 /DB_XREF=BB177150 /CLONE=A230065H16 /FEA=EST /CNT=10 /TID=Mm.125602.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442061_at 18.9 40.2 P P 0.00293 0.000244 0.8 NC 0.02 gb:BB199960 /DB_XREF=gi:16271371 /DB_XREF=BB199960 /CLONE=A430018J19 /FEA=EST /CNT=19 /TID=Mm.179765.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442067_at 36.8 67.8 P P 0.000244 0.000244 0.8 I 0.000273 gb:BB468437 /DB_XREF=gi:16427516 /DB_XREF=BB468437 /CLONE=D230019H04 /FEA=EST /CNT=9 /TID=Mm.170274.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442074_at 0.9 1.6 A A 0.78 0.56 0.8 NC 0.33 gb:AI447438 /DB_XREF=gi:4303988 /DB_XREF=mr19b09.x1 /CLONE=IMAGE:597881 /FEA=EST /CNT=8 /TID=Mm.33887.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442105_at 4.6 9.9 A A 0.3 0.24 0.8 NC 0.33 gb:BF467334 /DB_XREF=gi:11536517 /DB_XREF=UI-M-CG0p-brm-e-01-0-UI.s1 /CLONE=UI-M-CG0p-brm-e-01-0-UI /FEA=EST /CNT=6 /TID=Mm.1524
MOE430_2_1442132_at 11.5 18.2 A A 0.43 0.3 0.8 NC 0.08 gb:BG230108 /DB_XREF=gi:12717612 /DB_XREF=mac27g07.x1 /CLONE=IMAGE:4001100 /FEA=EST /CNT=6 /TID=Mm.35589.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442152_at 9.6 23.5 A P 0.11 0.00293 0.8 NC 0.01 gb:BB243292 /DB_XREF=gi:16355252 /DB_XREF=BB243292 /CLONE=A630095L01 /FEA=EST /CNT=8 /TID=Mm.84684.2 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442171_at 18.7 34 P P 0.000732 0.01 0.8 NC 0.09 gb:BB090901 /DB_XREF=gi:16261053 /DB_XREF=BB090901 /CLONE=9430028D14 /FEA=EST /CNT=7 /TID=Mm.132812.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442323_at 9.3 19 A A 0.11 0.09 0.8 NC 0.5 gb:BE946513 /DB_XREF=gi:10524272 /DB_XREF=UI-M-BH3-awl-a-12-0-UI.s1 /CLONE=UI-M-BH3-awl-a-12-0-UI /FEA=EST /CNT=5 /TID=Mm.150283.1
MOE430_2_1442326_at 0.1 0.5 A A 0.99 0.85 0.8 NC 0.19 gb:BE984978 /DB_XREF=gi:10657752 /DB_XREF=UI-M-CG0p-bgo-h-09-0-UI.s1 /CLONE=UI-M-CG0p-bgo-h-09-0-UI /FEA=EST /CNT=5 /TID=Mm.15153
MOE430_2_1442401_at 10.5 21.9 P P 0.04 0.03 0.8 NC 0.21 gb:AW120824 /DB_XREF=gi:6096157 /DB_XREF=UI-M-BH2.3-aoa-c-07-0-UI.s1 /CLONE=UI-M-BH2.3-aoa-c-07-0-UI /FEA=EST /CNT=5 /TID=Mm.76696
MOE430_2_1442428_at 35.1 56.4 A P 0.08 0.02 0.8 NC 0.01 gb:BE956919 /DB_XREF=gi:10601946 /DB_XREF=UI-M-BG2-bbp-g-05-0-UI.s1 /CLONE=UI-M-BG2-bbp-g-05-0-UI /FEA=EST /CNT=5 /TID=Mm.76761.1
MOE430_2_1442461_at 10.8 13.8 A A 0.66 0.39 0.8 NC 0.07 gb:BB538651 /DB_XREF=gi:16446922 /DB_XREF=BB538651 /CLONE=E130012P04 /FEA=EST /CNT=4 /TID=Mm.136987.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442484_at 34.1 42.6 P P 0.00293 0.001953 0.8 NC 0.01 gb:BG066761 /DB_XREF=gi:12549330 /DB_XREF=H3046F04-3 /CLONE=H3046F04 /FEA=EST /CNT=4 /TID=Mm.25065.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442526_at 2.1 1.9 A A 0.72 0.39 0.8 NC 0.5 gb:BG066010 /DB_XREF=gi:12548573 /DB_XREF=H3037H06-3 /CLONE=H3037H06 /FEA=EST /CNT=4 /TID=Mm.24963.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442528_at 3.1 6.8 A A 0.46 0.08 0.8 NC 0.01 gb:BB425301 /DB_XREF=gi:16423581 /DB_XREF=BB425301 /CLONE=C530046B07 /FEA=EST /CNT=4 /TID=Mm.168273.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442554_s_ 23.7 34.6 A P 0.12 0.03 0.8 NC 0.5 gb:BG066934 /DB_XREF=gi:12549503 /DB_XREF=H3048F11-3 /CLONE=H3048F11 /FEA=EST /CNT=4 /TID=Mm.28453.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442561_at 2.2 3.7 A A 0.6 0.33 0.8 NC 0.44 gb:BG073012 /DB_XREF=gi:12555581 /DB_XREF=H3117F03-3 /CLONE=H3117F03 /FEA=EST /CNT=4 /TID=Mm.171385.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442662_at 13.4 24.3 A P 0.06 0.03 0.8 NC 0.01 gb:BI662833 /DB_XREF=gi:15577066 /DB_XREF=603286265F1 /CLONE=IMAGE:5320241 /FEA=EST /CNT=4 /TID=Mm.39695.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442734_at 8.1 9.9 A A 0.27 0.27 0.8 NC 0.02 gb:BE980528 /DB_XREF=gi:10648605 /DB_XREF=UI-M-BG2-bck-b-10-0-UI.s1 /CLONE=UI-M-BG2-bck-b-10-0-UI /FEA=EST /CNT=4 /TID=Mm.151172.
MOE430_2_1442845_at 13.6 22.7 P A 0.02 0.08 0.8 NC 0.5 gb:AV320517 /DB_XREF=gi:16394963 /DB_XREF=AV320517 /CLONE=6030423N02 /FEA=EST /CNT=4 /TID=Mm.208973.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442875_at 7.6 6.5 A A 0.33 0.3 0.8 NC 0.5 gb:AV280088 /DB_XREF=gi:16391354 /DB_XREF=AV280088 /CLONE=4933412E01 /FEA=EST /CNT=4 /TID=Mm.212776.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442932_at 2.5 8.6 A A 0.82 0.33 0.8 NC 0.01 gb:BG066437 /DB_XREF=gi:12549006 /DB_XREF=H3043A04-3 /CLONE=H3043A04 /FEA=EST /CNT=3 /TID=Mm.5796.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442982_at 55.9 86.3 P P 0.00293 0.000732 0.8 I 0.000492 gb:BG075305 /DB_XREF=gi:12557874 /DB_XREF=H3145G01-3 /CLONE=H3145G01 /FEA=EST /CNT=3 /TID=Mm.216841.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443059_at 4.7 7.2 A P 0.36 0.04 0.8 NC 0.08 gb:BB402341 /DB_XREF=gi:16415438 /DB_XREF=BB402341 /CLONE=C330027B16 /FEA=EST /CNT=3 /TID=Mm.128318.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443086_at 22.3 29.1 P P 0.04 0.00293 0.8 NC 0.02 gb:BB534113 /DB_XREF=gi:16446344 /DB_XREF=BB534113 /CLONE=E030033J20 /FEA=EST /CNT=3 /TID=Mm.216113.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443123_at 0.8 0.6 A A 0.66 0.65 0.8 NC 0.11 gb:BB520952 /DB_XREF=gi:16443461 /DB_XREF=BB520952 /CLONE=D830047F13 /FEA=EST /CNT=3 /TID=Mm.173084.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443153_at 26.7 33 P P 0.000244 0.001953 0.8 NC 0.13 gb:BB306866 /DB_XREF=gi:15411334 /DB_XREF=BB306866 /CLONE=B230209N23 /FEA=EST /CNT=3 /TID=Mm.208618.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443163_at 1.1 1.8 A A 0.72 0.53 0.8 NC 0.13 gb:BB049001 /DB_XREF=gi:15404014 /DB_XREF=BB049001 /CLONE=6430598M10 /FEA=EST /CNT=3 /TID=Mm.68700.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443167_at 18.8 27 P P 0.01 0.000244 0.8 I 0.001201 gb:BB441213 /DB_XREF=gi:16424720 /DB_XREF=BB441213 /CLONE=D030026B04 /FEA=EST /CNT=3 /TID=Mm.215938.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443168_at 7.9 11.8 P P 0.04 0.04 0.8 NC 0.23 gb:BB072017 /DB_XREF=gi:16260135 /DB_XREF=BB072017 /CLONE=9030003C19 /FEA=EST /CNT=3 /TID=Mm.116439.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443309_at 0.9 1 A A 0.69 0.53 0.8 NC 0.16 gb:BG074641 /DB_XREF=gi:12557210 /DB_XREF=H3137E08-3 /CLONE=H3137E08 /FEA=EST /CNT=3 /TID=Mm.103072.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443334_at 12.8 20 A A 0.19 0.08 0.8 NC 0.35 gb:BB487579 /DB_XREF=gi:16441533 /DB_XREF=BB487579 /CLONE=D430042O09 /FEA=EST /CNT=3 /TID=Mm.135146.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443340_at 6.9 10.1 A A 0.26 0.24 0.8 NC 0.48 gb:AV272277 /DB_XREF=gi:16390151 /DB_XREF=AV272277 /CLONE=4931423E04 /FEA=EST /CNT=3 /TID=Mm.213235.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443348_at 5.3 10.3 A A 0.33 0.16 0.8 NC 0.31 gb:BB441812 /DB_XREF=gi:16424758 /DB_XREF=BB441812 /CLONE=D030028M11 /FEA=EST /CNT=3 /TID=Mm.208379.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443369_at 4.9 7.1 A A 0.24 0.11 0.8 NC 0.04 gb:BB392984 /DB_XREF=gi:16409100 /DB_XREF=BB392984 /CLONE=C230081G24 /FEA=EST /CNT=3 /TID=Mm.208281.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443384_at 9.6 15.4 A A 0.17 0.12 0.8 NC 0.1 gb:BB475506 /DB_XREF=gi:16440028 /DB_XREF=BB475506 /CLONE=D330013I23 /FEA=EST /CNT=3 /TID=Mm.209431.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443418_at 2.2 3 A A 0.72 0.72 0.8 NC 0.5 gb:BB236368 /DB_XREF=gi:16354825 /DB_XREF=BB236368 /CLONE=A630058O09 /FEA=EST /CNT=3 /TID=Mm.124042.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443459_at 0.4 1.1 A A 0.91 0.5 0.8 NC 0.03 gb:C86425 /DB_XREF=gi:2918382 /DB_XREF=C86425 /CLONE=J0226D05 /FEA=EST /CNT=3 /TID=Mm.173033.1 /TIER=ConsEnd /STK=3 /UG=Mm.17303
MOE430_2_1443512_at 13.8 19.4 A P 0.06 0.01 0.8 NC 0.02 gb:BG074352 /DB_XREF=gi:12556921 /DB_XREF=H3134B02-3 /CLONE=H3134B02 /FEA=EST /CNT=3 /TID=Mm.103030.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443586_at 33.7 74.1 P P 0.000244 0.000244 0.8 NC 0.01 gb:BM204835 /DB_XREF=gi:17759787 /DB_XREF=C0275C02-3 /CLONE=C0275C02 /FEA=EST /CNT=3 /TID=Mm.217708.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443595_at 1.3 2.6 A A 0.85 0.63 0.8 NC 0.4 gb:BE957208 /DB_XREF=gi:10602526 /DB_XREF=UI-M-BG2-bcd-e-06-0-UI.s1 /CLONE=UI-M-BG2-bcd-e-06-0-UI /FEA=EST /CNT=3 /TID=Mm.65385.1
MOE430_2_1443678_at 7.5 13.3 A A 0.46 0.27 0.8 NC 0.04 gb:BB710772 /DB_XREF=gi:16063941 /DB_XREF=BB710772 /CLONE=B020017M23 /FEA=EST /CNT=3 /TID=Mm.208722.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443807_x_ 14.6 32.8 P P 0.03 0.03 0.8 NC 0.002753 gb:BB089717 /DB_XREF=gi:8672964 /DB_XREF=BB089717 /CLONE=9430023I18 /FEA=EST /CNT=3 /TID=Mm.147866.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443846_x_ 15.4 17.8 A P 0.12 0.02 0.8 NC 0.03 gb:BB402666 /DB_XREF=gi:9222062 /DB_XREF=BB402666 /CLONE=C330028J19 /FEA=EST /CNT=3 /TID=Mm.89791.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443894_at 0.3 0.3 A A 0.91 0.87 0.8 NC 0.53 gb:BB236216 /DB_XREF=gi:16354815 /DB_XREF=BB236216 /CLONE=A630057N22 /FEA=EST /CNT=9 /TID=Mm.164948.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443941_at 2.4 3.1 A A 0.53 0.66 0.8 NC 0.18 gb:BB396098 /DB_XREF=gi:16409702 /DB_XREF=BB396098 /CLONE=C230095O06 /FEA=EST /CNT=9 /TID=Mm.86468.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444010_at 8.3 19.5 A A 0.09 0.09 0.8 NC 0.5 gb:BQ032226 /DB_XREF=gi:19767505 /DB_XREF=UI-1-CF0-aor-a-10-0-UI.s1 /CLONE=UI-1-CF0-aor-a-10-0-UI /FEA=EST /CNT=7 /TID=Mm.72830.1 /
MOE430_2_1444101_at 10.6 13.5 A P 0.09 0.000732 0.8 NC 0.01 gb:BB523536 /DB_XREF=gi:16443835 /DB_XREF=BB523536 /CLONE=D930015D06 /FEA=EST /CNT=6 /TID=Mm.209710.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444113_at 14.7 26.8 A P 0.08 0.01 0.8 NC 0.009292 gb:BB355329 /DB_XREF=gi:16405704 /DB_XREF=BB355329 /CLONE=C030005H03 /FEA=EST /CNT=6 /TID=Mm.117382.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444262_at 3.6 4.9 A A 0.63 0.5 0.8 NC 0.22 gb:AI506151 /DB_XREF=gi:4404002 /DB_XREF=vp34d01.x1 /CLONE=IMAGE:1078561 /FEA=EST /CNT=6 /TID=Mm.189801.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444367_at 0.9 0.9 A A 0.93 0.87 0.8 NC 0.25 gb:AU040200 /DB_XREF=gi:3954020 /DB_XREF=AU040200 /CLONE=J0801H08 /FEA=EST /CNT=4 /TID=Mm.173855.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444397_at 5.5 11.6 A A 0.46 0.06 0.8 NC 0.34 gb:BB337425 /DB_XREF=gi:16404248 /DB_XREF=BB337425 /CLONE=B930008C19 /FEA=EST /CNT=4 /TID=Mm.126407.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444452_at 0.4 0.5 A A 0.98 0.96 0.8 NC 0.46 gb:BB560393 /DB_XREF=gi:16449105 /DB_XREF=BB560393 /CLONE=E530017H10 /FEA=EST /CNT=4 /TID=Mm.138533.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444459_at 37.2 61 P P 0.04 0.01 0.8 I 0.000114 gb:BB152209 /DB_XREF=gi:16268003 /DB_XREF=BB152209 /CLONE=A130004H02 /FEA=EST /CNT=4 /TID=Mm.194397.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444476_at 0.3 1.1 A A 0.88 0.56 0.8 NC 0.27 gb:BB437983 /DB_XREF=gi:16424491 /DB_XREF=BB437983 /CLONE=D030007L05 /FEA=EST /CNT=4 /TID=Mm.212539.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444478_at 20 24.9 P P 0.001953 0.000244 0.8 NC 0.004481 gb:BB022931 /DB_XREF=gi:15403410 /DB_XREF=BB022931 /CLONE=5330413F05 /FEA=EST /CNT=4 /TID=Mm.218609.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444550_at 21.1 26.1 P P 0.00415 0.000732 0.8 NC 0.01 gb:AI480952 /DB_XREF=gi:4374178 /DB_XREF=vf83h03.x1 /CLONE=IMAGE:850421 /FEA=EST /CNT=4 /TID=Mm.104258.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444696_at 4.3 4.9 A A 0.33 0.12 0.8 NC 0.5 gb:AV374217 /DB_XREF=gi:16397941 /DB_XREF=AV374217 /CLONE=9130007L17 /FEA=EST /CNT=4 /TID=Mm.98052.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444712_at 3.9 6.2 A P 0.3 0.02 0.8 NC 0.06 gb:BG075885 /DB_XREF=gi:12558454 /DB_XREF=H3153A03-3 /CLONE=H3153A03 /FEA=EST /CNT=4 /TID=Mm.103240.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444780_at 6 15 A A 0.27 0.12 0.8 NC 0.13 gb:BI656658 /DB_XREF=gi:15570894 /DB_XREF=603283818F1 /CLONE=IMAGE:5327957 /FEA=EST /CNT=4 /TID=Mm.30723.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444925_at 0.6 1.5 A A 0.9 0.56 0.8 NC 0.04 gb:AU017527 /DB_XREF=gi:3373017 /DB_XREF=AU017527 /CLONE=J0740D05 /FEA=EST /CNT=3 /TID=Mm.173331.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444978_at 5.6 12.2 A P 0.09 0.01 0.8 NC 0.16 gb:BM223267 /DB_XREF=gi:17784175 /DB_XREF=K0133G01-3 /CLONE=K0133G01 /FEA=EST /CNT=3 /TID=Mm.217939.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445015_at 7 9.8 A A 0.46 0.39 0.8 NC 0.01 gb:BG069286 /DB_XREF=gi:12551855 /DB_XREF=H3074G03-3 /CLONE=H3074G03 /FEA=EST /CNT=3 /TID=Mm.173390.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445020_at 16.1 39.5 A M 0.14 0.05 0.8 MI 0.002032 gb:AU041168 /DB_XREF=gi:3955403 /DB_XREF=AU041168 /CLONE=J0826D02 /FEA=EST /CNT=3 /TID=Mm.173888.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445032_at 1 0.5 A A 0.94 0.96 0.8 NC 0.04 gb:AW491158 /DB_XREF=gi:7061439 /DB_XREF=UI-M-BH3-atn-c-10-0-UI.s1 /CLONE=UI-M-BH3-atn-c-10-0-UI /FEA=EST /CNT=3 /TID=Mm.44008.1 /
MOE430_2_1445036_at 0.8 0.8 A A 0.69 0.6 0.8 NC 0.73 gb:BG068155 /DB_XREF=gi:12550724 /DB_XREF=H3062D02-3 /CLONE=H3062D02 /FEA=EST /CNT=3 /TID=Mm.155216.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445047_at 0.5 0.8 A A 0.88 0.66 0.8 NC 0.03 gb:BG066461 /DB_XREF=gi:12549030 /DB_XREF=H3043C07-3 /CLONE=H3043C07 /FEA=EST /CNT=3 /TID=Mm.43925.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1445064_at 8.8 17.2 A P 0.17 0.03 0.8 NC 0.34 gb:BG073133 /DB_XREF=gi:12555691 /DB_XREF=H3119A01-3 /CLONE=H3119A01 /FEA=EST /CNT=3 /TID=Mm.218676.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445106_at 6.3 7.7 A A 0.17 0.17 0.8 NC 0.22 gb:BB066105 /DB_XREF=gi:16259910 /DB_XREF=BB066105 /CLONE=8030447O22 /FEA=EST /CNT=3 /TID=Mm.161506.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445144_at 3.2 6.1 A A 0.8 0.3 0.8 NC 0.02 gb:BG072125 /DB_XREF=gi:12554694 /DB_XREF=H3107A08-3 /CLONE=H3107A08 /FEA=EST /CNT=3 /TID=Mm.173903.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445154_at 7 13 A P 0.17 0.02 0.8 NC 0.05 gb:BQ178374 /DB_XREF=gi:20353866 /DB_XREF=UI-M-ER0-bwq-n-20-0-UI.r1 /CLONE=IMAGE:5700691 /FEA=EST /CNT=3 /TID=Mm.220186.1 /TIER=Co
MOE430_2_1445166_at 3.6 8.9 A P 0.33 0.01 0.8 NC 0.13 gb:BG066731 /DB_XREF=gi:12549300 /DB_XREF=H3046C09-3 /CLONE=H3046C09 /FEA=EST /CNT=3 /TID=Mm.172820.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445169_at 22.3 41.6 M P 0.05 0.01 0.8 NC 0.25 gb:BM232503 /DB_XREF=gi:17867773 /DB_XREF=K0324B04-3 /CLONE=K0324B04 /FEA=EST /CNT=3 /TID=Mm.218042.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445206_at 5.5 9.9 A A 0.6 0.17 0.8 NC 0.19 gb:BG066653 /DB_XREF=gi:12549145 /DB_XREF=H3044E09-3 /CLONE=H3044E09 /FEA=EST /CNT=3 /TID=Mm.174344.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445485_at 1.9 4.3 A A 0.8 0.66 0.8 NC 0.5 gb:C78607 /DB_XREF=gi:2518937 /DB_XREF=C78607 /CLONE=J0051H10 /FEA=EST /CNT=3 /TID=Mm.24796.1 /TIER=ConsEnd /STK=2 /UG=Mm.24796 /
MOE430_2_1445497_at 0.4 0.8 A A 0.91 0.75 0.8 NC 0.15 gb:BG066853 /DB_XREF=gi:12549422 /DB_XREF=H3047G01-3 /CLONE=H3047G01 /FEA=EST /CNT=3 /TID=Mm.172860.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445538_at 1.8 3.3 A A 0.65 0.63 0.8 NC 0.5 gb:BG072656 /DB_XREF=gi:12555225 /DB_XREF=H3113D08-3 /CLONE=H3113D08 /FEA=EST /CNT=3 /TID=Mm.197237.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445568_at 5 18.2 A P 0.17 0.00293 0.8 NC 0.03 gb:BE650916 /DB_XREF=gi:9976740 /DB_XREF=UI-M-BH3-ask-c-04-0-UI.r1 /CLONE=UI-M-BH3-ask-c-04-0-UI /FEA=EST /CNT=3 /TID=Mm.101581.1 
MOE430_2_1445585_at 1.3 2.2 A A 0.98 0.91 0.8 NC 0.15 gb:BE946251 /DB_XREF=gi:10524010 /DB_XREF=UI-M-BH3-awj-f-11-0-UI.s1 /CLONE=UI-M-BH3-awj-f-11-0-UI /FEA=EST /CNT=3 /TID=Mm.150267.1 
MOE430_2_1445628_at 0.8 2 A A 0.96 0.93 0.8 NC 0.07 gb:BE650280 /DB_XREF=gi:9976104 /DB_XREF=UI-M-BH2.1-app-d-08-0-UI.r1 /CLONE=UI-M-BH2.1-app-d-08-0-UI /FEA=EST /CNT=3 /TID=Mm.15110
MOE430_2_1445629_at 16.9 19.6 A P 0.09 0.008057 0.8 NC 0.009292 gb:AI642520 /DB_XREF=gi:4720995 /DB_XREF=vv87d02.x1 /CLONE=IMAGE:1229379 /FEA=EST /CNT=3 /TID=Mm.69097.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445630_at 16 18.3 A P 0.11 0.03 0.8 NC 0.08 gb:BE992060 /DB_XREF=gi:10672552 /DB_XREF=UI-M-BZ1-bec-e-11-0-UI.s1 /CLONE=UI-M-BZ1-bec-e-11-0-UI /FEA=EST /CNT=3 /TID=Mm.82605.1 
MOE430_2_1445647_at 8.2 16.2 A P 0.27 0.04 0.8 NC 0.004073 gb:AI447881 /DB_XREF=gi:4307091 /DB_XREF=mr08d08.x1 /CLONE=IMAGE:596847 /FEA=EST /CNT=3 /TID=Mm.34703.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445681_at 16.8 29.1 A A 0.27 0.12 0.8 MI 0.00225 gb:BE852160 /DB_XREF=gi:10310589 /DB_XREF=uw23h08.x1 /CLONE=IMAGE:3417567 /FEA=EST /CNT=3 /TID=Mm.163189.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445687_at 1.6 3.8 A A 0.69 0.82 0.8 NC 0.5 gb:BE629676 /DB_XREF=gi:9912364 /DB_XREF=uu32g09.x1 /CLONE=IMAGE:3373696 /FEA=EST /CNT=3 /TID=Mm.77690.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445766_at 2 7.8 A A 0.56 0.39 0.8 NC 0.5 gb:BB185246 /DB_XREF=gi:16270397 /DB_XREF=BB185246 /CLONE=A330021K06 /FEA=EST /CNT=3 /TID=Mm.207757.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445776_at 6 14.9 A A 0.19 0.11 0.8 NC 0.51 gb:BG069151 /DB_XREF=gi:12551720 /DB_XREF=H3073C08-3 /CLONE=H3073C08 /FEA=EST /CNT=3 /TID=Mm.172160.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445803_at 0.4 1.2 A A 0.98 0.85 0.8 NC 0.33 gb:BG070869 /DB_XREF=gi:12553526 /DB_XREF=H3093B04-3 /CLONE=H3093B04 /FEA=EST /CNT=3 /TID=Mm.26064.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445847_at 1.7 4 A A 0.78 0.56 0.8 NC 0.3 gb:BE948333 /DB_XREF=gi:10526092 /DB_XREF=UI-M-BH3-awp-e-04-0-UI.s1 /CLONE=UI-M-BH3-awp-e-04-0-UI /FEA=EST /CNT=3 /TID=Mm.192151
MOE430_2_1445918_at 7.6 13.3 P P 0.01 0.01 0.8 NC 0.04 gb:BB035414 /DB_XREF=gi:15403662 /DB_XREF=BB035414 /CLONE=5930403M10 /FEA=EST /CNT=2 /TID=Mm.207598.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445956_at 0.6 1.2 A A 0.69 0.39 0.8 NC 0.23 gb:BG068752 /DB_XREF=gi:12551321 /DB_XREF=H3068H11-3 /CLONE=H3068H11 /FEA=EST /CNT=2 /TID=Mm.173658.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445974_at 0.5 0.7 A A 0.91 0.85 0.8 NC 0.15 gb:BG068665 /DB_XREF=gi:12551234 /DB_XREF=H3068A07-3 /CLONE=H3068A07 /FEA=EST /CNT=2 /TID=Mm.173631.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445980_at 0.8 3.1 A A 0.8 0.39 0.8 NC 0.13 gb:BG076366 /DB_XREF=gi:12558935 /DB_XREF=H3158H04-3 /CLONE=H3158H04 /FEA=EST /CNT=2 /TID=Mm.182888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446011_at 6 10.2 A A 0.36 0.27 0.8 NC 0.09 gb:BG074604 /DB_XREF=gi:12557173 /DB_XREF=H3137B04-3 /CLONE=H3137B04 /FEA=EST /CNT=2 /TID=Mm.182733.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446034_at 11 33.1 A A 0.12 0.11 0.8 NC 0.08 gb:BQ175081 /DB_XREF=gi:20350573 /DB_XREF=UI-M-DJ2-bwd-o-15-0-UI.s1 /CLONE=UI-M-DJ2-bwd-o-15-0-UI /FEA=EST /CNT=2 /TID=Mm.149482
MOE430_2_1446061_at 0.3 0.4 A A 0.91 0.88 0.8 NC 0.06 gb:BB226401 /DB_XREF=gi:16354036 /DB_XREF=BB226401 /CLONE=A530097B03 /FEA=EST /CNT=2 /TID=Mm.185318.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446117_at 18.2 36.5 A A 0.53 0.17 0.8 NC 0.003355 gb:BB540135 /DB_XREF=gi:16447104 /DB_XREF=BB540135 /CLONE=E130103J24 /FEA=EST /CNT=2 /TID=Mm.209910.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446146_at 5.5 19.8 A P 0.33 0.03 0.8 NC 0.005409 gb:BB304523 /DB_XREF=gi:16402111 /DB_XREF=BB304523 /CLONE=B230113D08 /FEA=EST /CNT=2 /TID=Mm.152997.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446168_at 7.8 14.3 A A 0.08 0.06 0.8 NC 0.04 gb:BB128438 /DB_XREF=gi:16262432 /DB_XREF=BB128438 /CLONE=9630030G23 /FEA=EST /CNT=2 /TID=Mm.207864.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446193_at 0.3 1.1 A A 0.97 0.82 0.8 NC 0.08 gb:BB175385 /DB_XREF=gi:16269669 /DB_XREF=BB175385 /CLONE=A230056H17 /FEA=EST /CNT=2 /TID=Mm.207675.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446208_at 0.7 1.9 A A 0.9 0.49 0.8 NC 0.02 gb:BB553190 /DB_XREF=gi:16448256 /DB_XREF=BB553190 /CLONE=E330004L16 /FEA=EST /CNT=2 /TID=Mm.157875.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446215_at 6.2 8.3 A M 0.27 0.05 0.8 NC 0.05 gb:AV347642 /DB_XREF=gi:15406642 /DB_XREF=AV347642 /CLONE=6430605P16 /FEA=EST /CNT=2 /TID=Mm.80254.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446378_at 0.3 2.7 A A 0.94 0.69 0.8 NC 0.05 gb:BG066987 /DB_XREF=gi:12549556 /DB_XREF=H3049C09-3 /CLONE=H3049C09 /FEA=EST /CNT=2 /TID=Mm.25108.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446382_at 1.9 3.9 A A 0.56 0.52 0.8 NC 0.5 gb:BB395749 /DB_XREF=gi:16409337 /DB_XREF=BB395749 /CLONE=C230094E06 /FEA=EST /CNT=2 /TID=Mm.209034.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446399_at 1.6 1.3 A A 0.69 0.63 0.8 NC 0.2 gb:BB522094 /DB_XREF=gi:16443610 /DB_XREF=BB522094 /CLONE=D930005N13 /FEA=EST /CNT=2 /TID=Mm.117794.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446485_at 0.6 0.3 A A 0.82 0.9 0.8 NC 0.37 gb:AV277898 /DB_XREF=gi:15405684 /DB_XREF=AV277898 /CLONE=4932702I11 /FEA=EST /CNT=2 /TID=Mm.61144.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446495_at 1.2 0.8 A A 0.66 0.59 0.8 NC 0.2 gb:BB496295 /DB_XREF=gi:16441834 /DB_XREF=BB496295 /CLONE=D630002E24 /FEA=EST /CNT=2 /TID=Mm.209532.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446513_at 0.4 1.3 A A 0.91 0.82 0.8 NC 0.54 gb:AW556319 /DB_XREF=gi:7201748 /DB_XREF=L0266F11-3 /CLONE=L0266F11 /FEA=EST /CNT=2 /TID=Mm.103179.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446533_at 8.4 14.4 P P 0.03 0.005859 0.8 NC 0.09 gb:BB368030 /DB_XREF=gi:16406611 /DB_XREF=BB368030 /CLONE=C130040G12 /FEA=EST /CNT=2 /TID=Mm.208881.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446555_at 1.6 2.6 A A 0.87 0.69 0.8 NC 0.11 gb:BB462381 /DB_XREF=gi:16426756 /DB_XREF=BB462381 /CLONE=D130076B20 /FEA=EST /CNT=2 /TID=Mm.130270.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446578_at 6.2 6.1 A A 0.35 0.39 0.8 NC 0.5 gb:AV279797 /DB_XREF=gi:16391323 /DB_XREF=AV279797 /CLONE=4933409K12 /FEA=EST /CNT=2 /TID=Mm.212779.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446597_at 2.2 3.3 A A 0.36 0.43 0.8 NC 0.5 gb:BB667258 /DB_XREF=gi:16398707 /DB_XREF=BB667258 /CLONE=6820445E23 /FEA=EST /CNT=2 /TID=Mm.207139.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446693_at 2.3 8.1 A A 0.3 0.46 0.8 NC 0.55 gb:BM240141 /DB_XREF=gi:17875411 /DB_XREF=K0546H12-3 /CLONE=K0546H12 /FEA=EST /CNT=2 /TID=Mm.217312.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446695_at 1.3 2.5 A A 0.5 0.69 0.8 NC 0.5 gb:BG066178 /DB_XREF=gi:12548741 /DB_XREF=H3039G12-3 /CLONE=H3039G12 /FEA=EST /CNT=2 /TID=Mm.5703.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446705_at 1.6 2.7 A A 0.78 0.56 0.8 NC 0.01 gb:BB493267 /DB_XREF=gi:16441759 /DB_XREF=BB493267 /CLONE=D530032D18 /FEA=EST /CNT=2 /TID=Mm.169472.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446774_at 2.5 4.1 A A 0.6 0.39 0.8 NC 0.36 gb:BB337052 /DB_XREF=gi:16404219 /DB_XREF=BB337052 /CLONE=B930005O10 /FEA=EST /CNT=2 /TID=Mm.149870.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446783_at 4.5 6.2 A A 0.36 0.3 0.8 NC 0.45 gb:BG072462 /DB_XREF=gi:12555031 /DB_XREF=H3110G07-3 /CLONE=H3110G07 /FEA=EST /CNT=2 /TID=Mm.173958.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447032_at 4.2 9.2 A A 0.6 0.33 0.8 NC 0.5 gb:BG076204 /DB_XREF=gi:12558773 /DB_XREF=H3156H01-3 /CLONE=H3156H01 /FEA=EST /CNT=2 /TID=Mm.197305.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447082_at 1.4 3.1 A A 0.87 0.5 0.8 NC 0.15 gb:BB426900 /DB_XREF=gi:16423738 /DB_XREF=BB426900 /CLONE=C630004L07 /FEA=EST /CNT=2 /TID=Mm.134460.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447156_at 9.6 18.9 P P 0.001221 0.03 0.8 NC 0.14 gb:AI746579 /DB_XREF=gi:5124843 /DB_XREF=ul08g11.x1 /CLONE=IMAGE:2076260 /FEA=EST /CNT=2 /TID=Mm.110445.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447193_at 3.2 9.3 A A 0.5 0.14 0.8 NC 0.15 gb:AU043156 /DB_XREF=gi:3978631 /DB_XREF=AU043156 /CLONE=J0900F12 /FEA=EST /CNT=2 /TID=Mm.173974.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447201_at 8.9 11 A A 0.21 0.3 0.8 NC 0.13 gb:BG067575 /DB_XREF=gi:12550144 /DB_XREF=H3055H07-3 /CLONE=H3055H07 /FEA=EST /CNT=2 /TID=Mm.173044.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447303_at 5.2 9.3 A A 0.36 0.19 0.8 NC 0.5 gb:BG070611 /DB_XREF=gi:12553180 /DB_XREF=H3089B12-3 /CLONE=H3089B12 /FEA=EST /CNT=2 /TID=Mm.11134.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447324_at 1.1 2.2 A A 0.99 0.91 0.8 NC 0.35 gb:BE956162 /DB_XREF=gi:10600430 /DB_XREF=UI-M-BH4-bba-g-02-0-UI.s1 /CLONE=UI-M-BH4-bba-g-02-0-UI /FEA=EST /CNT=2 /TID=Mm.150980.
MOE430_2_1447498_at 0.8 0.2 A A 0.56 0.66 0.8 NC 0.5 gb:AV024486 /DB_XREF=gi:4801478 /DB_XREF=AV024486 /CLONE=1200003K04 /FEA=EST /CNT=2 /TID=Mm.174523.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447535_at 4.1 7.5 A A 0.72 0.19 0.8 NC 0.25 gb:AW121800 /DB_XREF=gi:6097160 /DB_XREF=UI-M-BH2.3-anx-b-01-0-UI.s2 /CLONE=UI-M-BH2.3-anx-b-01-0-UI /FEA=EST /CNT=2 /TID=Mm.76661
MOE430_2_1447560_at 10.4 21.7 A A 0.14 0.17 0.8 NC 0.16 gb:BB221678 /DB_XREF=gi:8890290 /DB_XREF=BB221678 /CLONE=A530070C22 /FEA=EST /CNT=2 /TID=Mm.129344.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447600_at 0.5 0.3 A A 0.8 0.95 0.8 NC 0.28 gb:BB144922 /DB_XREF=gi:8799859 /DB_XREF=BB144922 /CLONE=9930027K17 /FEA=EST /CNT=2 /TID=Mm.157214.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447627_at 7.2 18.4 A A 0.3 0.11 0.8 NC 0.07 gb:BB309327 /DB_XREF=gi:9010032 /DB_XREF=BB309327 /CLONE=B230310D03 /FEA=EST /CNT=2 /TID=Mm.196746.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447638_at 1.2 3 A A 0.75 0.68 0.8 NC 0.5 gb:BB720539 /DB_XREF=gi:16102112 /DB_XREF=BB720539 /CLONE=C730036J10 /FEA=EST /CNT=2 /TID=Mm.210158.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447648_at 0.3 11.6 A A 0.9 0.42 0.8 NC 0.4 gb:AV210004 /DB_XREF=gi:6150651 /DB_XREF=AV210004 /CLONE=1700122G04 /FEA=EST /CNT=2 /TID=Mm.63800.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447963_at 0.1 0.3 A A 0.93 0.93 0.8 NC 0.39 gb:AA415783 /DB_XREF=gi:2075732 /DB_XREF=vc52d07.r1 /CLONE=IMAGE:778189 /FEA=EST /CNT=5 /TID=Mm.38315.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447964_at 10.4 15.4 A A 0.43 0.24 0.8 NC 0.04 gb:BB470604 /DB_XREF=gi:16427787 /DB_XREF=BB470604 /CLONE=D230034H21 /FEA=EST /CNT=4 /TID=Mm.130475.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447992_s_ 0.3 0.5 A A 0.95 0.82 0.8 NC 0.36 gb:AI839700 /DB_XREF=gi:5473913 /DB_XREF=UI-M-AN0-acp-f-04-0-UI.s1 /CLONE=UI-M-AN0-acp-f-04-0-UI /FEA=EST /CNT=2 /TID=Mm.198327.1 /
MOE430_2_1448053_at 2.7 7 A A 0.39 0.36 0.8 NC 0.33 gb:AA111141 /DB_XREF=gi:1663016 /DB_XREF=mp58a11.r1 /CLONE=IMAGE:573404 /FEA=EST /CNT=6 /TID=Mm.5363.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448095_at 36.8 83.5 P P 0.001221 0.00293 0.8 NC 0.03 gb:BI080569 /DB_XREF=gi:14498899 /DB_XREF=602877054F1 /CLONE=IMAGE:5008668 /FEA=EST /CNT=2 /TID=Mm.153691.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1448154_at 11.3 16.5 A A 0.3 0.08 0.8 NC 0.04 gb:NM_013864.1 /DB_XREF=gi:7305304 /GEN=Ndr2 /FEA=FLmRNA /CNT=273 /TID=Mm.26722.1 /TIER=FL+Stack /STK=165 /UG=Mm.26722 /LL=29811 /D
MOE430_2_1448187_at 147 215.3 P P 0.008057 0.000732 0.8 I 0.000692 gb:BC009128.1 /DB_XREF=gi:14318656 /FEA=FLmRNA /CNT=193 /TID=Mm.16549.1 /TIER=FL+Stack /STK=140 /UG=Mm.16549 /LL=18971 /UG_GENE=P
MOE430_2_1448272_at 62.3 106.2 P P 0.02 0.008057 0.8 I 0.001201 gb:NM_007570.1 /DB_XREF=gi:6680813 /GEN=Btg2 /FEA=FLmRNA /CNT=229 /TID=Mm.903.1 /TIER=FL+Stack /STK=107 /UG=Mm.903 /LL=12227 /DEF=
MOE430_2_1448352_at 9.2 13 A A 0.6 0.63 0.8 NC 0.59 gb:BB705823 /DB_XREF=gi:16054658 /DB_XREF=BB705823 /CLONE=7420482N24 /FEA=FLmRNA /CNT=162 /TID=Mm.92659.1 /TIER=Stack /STK=19 /U
MOE430_2_1448572_at 0.8 1.9 A A 0.95 0.78 0.8 NC 0.28 gb:NM_011165.1 /DB_XREF=gi:6755165 /GEN=Prlpa /FEA=FLmRNA /CNT=80 /TID=Mm.18607.1 /TIER=FL+Stack /STK=58 /UG=Mm.18607 /LL=19110 /DE
MOE430_2_1448706_at 132 234.1 P P 0.000244 0.000244 0.8 I 0.000023 gb:NM_019551.1 /DB_XREF=gi:9507212 /GEN=Ttrap-pending /FEA=FLmRNA /CNT=103 /TID=Mm.19992.1 /TIER=FL+Stack /STK=45 /UG=Mm.19992 /LL=
MOE430_2_1448716_at 4.9 9 A A 0.5 0.3 0.8 NC 0.12 gb:M26898.1 /DB_XREF=gi:193536 /FEA=FLmRNA /CNT=112 /TID=Mm.141758.1 /TIER=FL+Stack /STK=44 /UG=Mm.141758 /LL=15126 /UG_GENE=Hba-x
MOE430_2_1448746_at 88.2 100.1 P P 0.001953 0.000244 0.8 I 0.000114 gb:NM_013752.1 /DB_XREF=gi:7305300 /GEN=Nbn /FEA=FLmRNA /CNT=85 /TID=Mm.20866.1 /TIER=FL+Stack /STK=43 /UG=Mm.20866 /LL=27354 /DEF
MOE430_2_1448760_at 50.9 98 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_013844.1 /DB_XREF=gi:7305646 /GEN=Zfp68 /FEA=FLmRNA /CNT=89 /TID=Mm.27575.1 /TIER=FL+Stack /STK=42 /UG=Mm.27575 /LL=24135 /D
MOE430_2_1448788_at 17.8 22 A P 0.06 0.005859 0.8 NC 0.04 gb:AF004023.1 /DB_XREF=gi:2735711 /FEA=FLmRNA /CNT=70 /TID=Mm.8649.1 /TIER=FL+Stack /STK=40 /UG=Mm.8649 /LL=17470 /UG_GENE=Mox2 /D
MOE430_2_1448809_at 322.4 520.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_023565.1 /DB_XREF=gi:12963736 /GEN=Cse1l /FEA=FLmRNA /CNT=116 /TID=Mm.22417.1 /TIER=FL+Stack /STK=38 /UG=Mm.22417 /LL=110750 
MOE430_2_1448815_at 21.6 52 P P 0.04 0.00415 0.8 NC 0.08 gb:NM_010957.2 /DB_XREF=gi:18921207 /GEN=Ogg1 /FEA=FLmRNA /CNT=63 /TID=Mm.43612.1 /TIER=FL+Stack /STK=38 /UG=Mm.43612 /LL=18294 /D
MOE430_2_1448837_at 0.4 0.8 A A 0.88 0.66 0.8 NC 0.08 gb:NM_009509.1 /DB_XREF=gi:6678572 /GEN=Vil /FEA=FLmRNA /CNT=81 /TID=Mm.4010.1 /TIER=FL+Stack /STK=37 /UG=Mm.4010 /LL=22349 /DEF=M
MOE430_2_1448939_at 40.8 66.5 P P 0.000244 0.000244 0.8 I 0.00013 gb:NM_013918.1 /DB_XREF=gi:7305616 /GEN=Usp25 /FEA=FLmRNA /CNT=132 /TID=Mm.40986.1 /TIER=FL+Stack /STK=30 /UG=Mm.40986 /LL=30940 /
MOE430_2_1449025_at 168.7 266.1 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_010501.1 /DB_XREF=gi:6754287 /GEN=Ifit3 /FEA=FLmRNA /CNT=51 /TID=Mm.951.1 /TIER=FL+Stack /STK=26 /UG=Mm.951 /LL=15959 /DEF=Mu
MOE430_2_1449079_s_ 2.8 8.1 A A 0.6 0.66 0.8 NC 0.75 gb:AV373417 /DB_XREF=gi:15406845 /DB_XREF=AV373417 /CLONE=9030623I11 /FEA=FLmRNA /CNT=102 /TID=Mm.100109.1 /TIER=Stack /STK=39 /U
MOE430_2_1449089_at 89 164.7 P P 0.000732 0.000732 0.8 I 0.00003 gb:NM_008735.1 /DB_XREF=gi:6679129 /GEN=Nrip1 /FEA=FLmRNA /CNT=78 /TID=Mm.20895.1 /TIER=FL+Stack /STK=23 /UG=Mm.20895 /LL=18184 /DE
MOE430_2_1449120_a_ 8.9 17.7 P P 0.02 0.01 0.8 I 0.001336 gb:NM_023662.1 /DB_XREF=gi:13540493 /GEN=Pcm1 /FEA=FLmRNA /CNT=107 /TID=Mm.28192.1 /TIER=FL+Stack /STK=22 /UG=Mm.28192 /LL=18536 /
MOE430_2_1449123_at 0.5 0.8 A A 0.87 0.9 0.8 NC 0.18 gb:NM_008407.1 /DB_XREF=gi:6680495 /GEN=Itih3 /FEA=FLmRNA /CNT=68 /TID=Mm.4517.1 /TIER=FL+Stack /STK=22 /UG=Mm.4517 /LL=16426 /DEF=
MOE430_2_1449219_at 73.5 147.6 P P 0.001221 0.000732 0.8 I 0.00003 gb:BE652876 /DB_XREF=gi:9978733 /DB_XREF=UI-M-AO1-ael-a-07-0-UI.r1 /CLONE=UI-M-AO1-ael-a-07-0-UI /FEA=FLmRNA /CNT=58 /TID=Mm.3434
MOE430_2_1449287_at 17.1 30.7 A A 0.24 0.24 0.8 NC 0.5 gb:NM_011481.1 /DB_XREF=gi:6755657 /GEN=Srms /FEA=FLmRNA /CNT=19 /TID=Mm.4752.1 /TIER=FL+Stack /STK=16 /UG=Mm.4752 /LL=20811 /DEF=
MOE430_2_1449334_at 704.6 1467.5 P P 0.000244 0.000244 0.8 I 0.000101 gb:BC014713.1 /DB_XREF=gi:15928469 /FEA=FLmRNA /CNT=399 /TID=Mm.4871.1 /TIER=FL+Stack /STK=13 /UG=Mm.4871 /LL=21859 /UG_GENE=Timp
MOE430_2_1449364_at 11.6 24.8 A P 0.06 0.04 0.8 NC 0.5 gb:NM_020572.1 /DB_XREF=gi:10181113 /GEN=Stk13 /FEA=FLmRNA /CNT=16 /TID=Mm.12877.1 /TIER=FL+Stack /STK=13 /UG=Mm.12877 /LL=20871 /D
MOE430_2_1449370_at 434.4 747.6 P P 0.000244 0.000244 0.8 I 0.00002 gb:AI428101 /DB_XREF=gi:4274027 /DB_XREF=mm41c03.x1 /CLONE=IMAGE:524068 /FEA=FLmRNA /CNT=166 /TID=Mm.18789.1 /TIER=Stack /STK=12 /
MOE430_2_1449452_a_ 6.5 15.1 A P 0.24 0.01 0.8 NC 0.27 gb:NM_025989.1 /DB_XREF=gi:13385493 /GEN=2310037I18Rik /FEA=FLmRNA /CNT=36 /TID=Mm.46403.1 /TIER=FL+Stack /STK=10 /UG=Mm.46403 /LL=
MOE430_2_1449492_a_ 0.7 1.8 A A 0.99 0.96 0.8 NC 0.005409 gb:NM_010702.1 /DB_XREF=gi:6754529 /GEN=Lect2 /FEA=FLmRNA /CNT=19 /TID=Mm.16973.1 /TIER=FL+Stack /STK=9 /UG=Mm.16973 /LL=16841 /DE
MOE430_2_1449495_at 1.4 2 A A 0.82 0.63 0.8 NC 0.33 gb:NM_011259.1 /DB_XREF=gi:6755307 /GEN=Reg3a /FEA=FLmRNA /CNT=12 /TID=Mm.2552.1 /TIER=FL+Stack /STK=9 /UG=Mm.2552 /LL=19694 /DEF=
MOE430_2_1449512_a_ 4.7 7.5 A A 0.21 0.09 0.8 NC 0.36 gb:BB283590 /DB_XREF=gi:8984039 /DB_XREF=BB283590 /CLONE=A930102L18 /FEA=FLmRNA /CNT=69 /TID=Mm.919.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1449528_at 356.4 452.5 P P 0.005859 0.001953 0.8 I 0.000774 gb:NM_010216.1 /DB_XREF=gi:6753873 /GEN=Figf /FEA=FLmRNA /CNT=19 /TID=Mm.3983.1 /TIER=FL+Stack /STK=8 /UG=Mm.3983 /LL=14205 /DEF=M
MOE430_2_1449543_at 7 17.6 A A 0.43 0.21 0.8 NC 0.2 gb:NM_133204.1 /DB_XREF=gi:18875349 /GEN=Zfp371 /FEA=FLmRNA /CNT=12 /TID=Mm.155595.1 /TIER=FL+Stack /STK=8 /UG=Mm.155595 /LL=17073
MOE430_2_1449659_s_ 22.9 34.8 A P 0.08 0.02 0.8 NC 0.004073 gb:AW547060 /DB_XREF=gi:7192471 /DB_XREF=L0016G08-3 /CLONE=L0016G08 /FEA=EST /CNT=1 /TID=Mm.199059.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449698_at 1.1 0.8 A A 0.82 0.78 0.8 NC 0.36 gb:AU018569 /DB_XREF=gi:3374059 /DB_XREF=AU018569 /CLONE=J0505A12 /FEA=EST /CNT=1 /TID=Mm.201776.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449928_at 110.2 211 P P 0.000244 0.000244 0.8 I 0.00003 gb:NM_025975.2 /DB_XREF=gi:19923872 /GEN=2310075M16Rik /FEA=FLmRNA /CNT=208 /TID=Mm.29150.1 /TIER=FL /STK=3 /UG=Mm.29150 /LL=67117
MOE430_2_1450033_a_ 327.7 632 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_009283.1 /DB_XREF=gi:6678152 /GEN=Stat1 /FEA=FLmRNA /CNT=144 /TID=Mm.8249.1 /TIER=FL /STK=2 /UG=Mm.8249 /LL=20846 /DEF=Mus m
MOE430_2_1450035_a_ 37.3 55.3 P P 0.001221 0.000244 0.8 MI 0.00225 gb:BG064340 /DB_XREF=gi:12546903 /DB_XREF=H3018D11-3 /CLONE=H3018D11 /FEA=FLmRNA /CNT=123 /TID=Mm.87658.1 /TIER=Stack /STK=42 /U
MOE430_2_1450037_at 13.8 15.8 P P 0.01 0.001953 0.8 NC 0.01 gb:NM_009481.1 /DB_XREF=gi:6678522 /GEN=Usp9x /FEA=FLmRNA /CNT=209 /TID=Mm.396.1 /TIER=FL /STK=2 /UG=Mm.396 /LL=22284 /DEF=Mus mu
MOE430_2_1450056_at 17.5 30.5 A P 0.08 0.005859 0.8 MI 0.00225 gb:NM_007462.1 /DB_XREF=gi:6680691 /GEN=Apc /FEA=FLmRNA /CNT=115 /TID=Mm.7883.1 /TIER=FL /STK=2 /UG=Mm.7883 /LL=11789 /DEF=Mus mu
MOE430_2_1450153_at 34.1 46.2 P P 0.005859 0.01 0.8 NC 0.08 gb:NM_053187.1 /DB_XREF=gi:16716482 /GEN=Pist-pending /FEA=FLmRNA /CNT=27 /TID=Mm.155704.1 /TIER=FL /STK=2 /UG=Mm.155704 /LL=94221 /
MOE430_2_1450164_at 0.6 1.3 A A 0.96 0.9 0.8 NC 0.27 gb:NM_008553.1 /DB_XREF=gi:6678805 /GEN=Ascl1 /FEA=FLmRNA /CNT=17 /TID=Mm.10663.1 /TIER=FL /STK=2 /UG=Mm.10663 /LL=17172 /DEF=Mus 
MOE430_2_1450223_at 42.6 82.3 P P 0.000244 0.000244 0.8 I 0.00002 gb:NM_009684.1 /DB_XREF=gi:6857754 /GEN=Apaf1 /FEA=FLmRNA /CNT=20 /TID=Mm.20836.1 /TIER=FL /STK=2 /UG=Mm.20836 /LL=11783 /DEF=Mus 
MOE430_2_1450232_at 16 37.2 A P 0.14 0.02 0.8 NC 0.02 gb:BF137345 /DB_XREF=gi:10976385 /DB_XREF=601780712F1 /CLONE=IMAGE:4008626 /FEA=FLmRNA /CNT=9 /TID=Mm.149115.1 /TIER=ConsEnd /ST
MOE430_2_1450251_a_ 29.8 69.8 P P 0.02 0.00415 0.8 NC 0.01 gb:NM_010727.1 /DB_XREF=gi:6754565 /GEN=Lnx1 /FEA=FLmRNA /CNT=9 /TID=Mm.10179.1 /TIER=FL /STK=2 /UG=Mm.10179 /LL=16924 /DEF=Mus m
MOE430_2_1450260_at 8.3 5.7 A A 0.14 0.19 0.8 NC 0.34 gb:M57922.1 /DB_XREF=gi:996089 /FEA=FLmRNA /CNT=6 /TID=Mm.4687.1 /TIER=FL /STK=1 /UG=Mm.4687 /LL=14829 /UG_GENE=Grpr /DEF=Mouse G
MOE430_2_1450297_at 10.3 16.9 P P 0.01 0.001953 0.8 I 0.001336 gb:NM_031168.1 /DB_XREF=gi:13624310 /GEN=Il6 /FEA=FLmRNA /CNT=5 /TID=Mm.1019.1 /TIER=FL /STK=2 /UG=Mm.1019 /LL=16193 /DEF=Mus musc
MOE430_2_1450302_at 9 15 A A 0.36 0.27 0.8 NC 0.44 gb:NM_026287.1 /DB_XREF=gi:13385781 /GEN=4930470P17Rik /FEA=FLmRNA /CNT=4 /TID=Mm.158163.1 /TIER=FL /STK=2 /UG=Mm.158163 /LL=67637
MOE430_2_1450330_at 5.9 11.3 A P 0.09 0.005859 0.8 NC 0.07 gb:NM_010548.1 /DB_XREF=gi:6754317 /GEN=Il10 /FEA=FLmRNA /CNT=3 /TID=Mm.874.1 /TIER=FL /STK=2 /UG=Mm.874 /LL=16153 /DEF=Mus musculu
MOE430_2_1450390_x_ 7.5 14.2 A P 0.27 0.01 0.8 NC 0.34 gb:AV167774 /DB_XREF=gi:5374211 /DB_XREF=AV167774 /CLONE=3110057B17 /FEA=FLmRNA /CNT=79 /TID=Mm.42790.2 /TIER=Stack /STK=69 /UG=
MOE430_2_1450391_a_ 103 154.9 P P 0.000244 0.000244 0.8 I 0.000865 gb:NM_011844.2 /DB_XREF=gi:15638943 /GEN=Mgll /FEA=FLmRNA /CNT=67 /TID=Mm.194795.1 /TIER=FL /STK=1 /UG=Mm.194795 /LL=23945 /DEF=Mu
MOE430_2_1450392_at 25.4 45.8 P P 0.000732 0.000244 0.8 NC 0.006503 gb:BB144704 /DB_XREF=gi:8799641 /DB_XREF=BB144704 /CLONE=9930026L15 /FEA=FLmRNA /CNT=126 /TID=Mm.369.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1450417_a_ 35.8 80 P P 0.000244 0.000244 0.8 I 0.000273 gb:NM_026147.1 /DB_XREF=gi:13385651 /GEN=Rps20 /FEA=FLmRNA /CNT=26 /TID=Mm.21938.1 /TIER=FL /STK=1 /UG=Mm.21938 /LL=67427 /DEF=Mu
MOE430_2_1450463_at 15.9 30.3 A A 0.43 0.17 0.8 NC 0.13 gb:NM_029241.1 /DB_XREF=gi:13386383 /GEN=4930558H15Rik /FEA=FLmRNA /CNT=11 /TID=Mm.220315.1 /TIER=FL /STK=1 /UG=Mm.220315 /LL=7529
MOE430_2_1450468_at 16.9 36.6 M P 0.05 0.02 0.8 I 0.000966 gb:AB013592.1 /DB_XREF=gi:3374583 /GEN=Myoc /FEA=FLmRNA /CNT=14 /TID=Mm.10694.1 /TIER=FL /STK=1 /UG=Mm.10694 /LL=17926 /DEF=Mus m
MOE430_2_1450509_at 44.3 67.7 P P 0.000244 0.000244 0.8 I 0.001201 gb:NM_021439.1 /DB_XREF=gi:10946809 /GEN=C4st-pending /FEA=FLmRNA /CNT=6 /TID=Mm.41887.1 /TIER=FL /STK=1 /UG=Mm.41887 /LL=58250 /DE
MOE430_2_1450520_at 6 15.2 A A 0.56 0.17 0.8 NC 0.13 gb:NM_019430.1 /DB_XREF=gi:9506452 /GEN=Cacng3 /FEA=FLmRNA /CNT=4 /TID=Mm.103723.1 /TIER=FL /STK=1 /UG=Mm.103723 /LL=54376 /DEF=M
MOE430_2_1450542_s_ 6.1 16.1 A A 0.14 0.17 0.8 NC 0.25 gb:NM_020017.1 /DB_XREF=gi:9910399 /GEN=Magea3 /FEA=FLmRNA /CNT=4 /TID=Mm.196413.1 /TIER=FL /STK=1 /UG=Mm.196413 /LL=17139 /DEF=M
MOE430_2_1450603_s_ 0.6 1.7 A A 0.97 0.93 0.8 NC 0.09 gb:NM_053218.1 /DB_XREF=gi:16716522 /GEN=V1ra3 /FEA=FLmRNA /CNT=1 /TID=Mm.213170.1 /TIER=FL /STK=1 /UG=Mm.213170 /LL=113845 /DEF=M
MOE430_2_1450621_a_ 1 3 A A 0.9 0.66 0.8 NC 0.48 gb:NM_008221.1 /DB_XREF=gi:6680176 /GEN=Hbb-y /FEA=FLmRNA /CNT=446 /TID=Mm.35830.1 /TIER=FL+Stack /STK=309 /UG=Mm.35830 /LL=15135 
MOE430_2_1450690_at 175.1 336.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:BM507707 /DB_XREF=gi:18678850 /DB_XREF=ih42a01.x1 /CLONE=IMAGE:5679648 /FEA=FLmRNA /CNT=126 /TID=Mm.142730.1 /TIER=Stack /STK=3
MOE430_2_1450763_x_ 0.5 0.9 A A 0.87 0.69 0.8 NC 0.01 gb:NM_009521.1 /DB_XREF=gi:6678592 /GEN=Wnt3 /FEA=FLmRNA /CNT=30 /TID=Mm.5188.1 /TIER=FL+Stack /STK=11 /UG=Mm.5188 /LL=22415 /DEF=
MOE430_2_1450796_at 8.4 11.2 A A 0.53 0.56 0.8 NC 0.66 gb:NM_016864.1 /DB_XREF=gi:8392931 /GEN=Atoh7 /FEA=FLmRNA /CNT=27 /TID=Mm.214851.1 /TIER=FL /STK=3 /UG=Mm.214851 /LL=53404 /DEF=M
MOE430_2_1450996_at 0.3 0.6 A A 0.88 0.87 0.8 NC 0.5 gb:AK017593.1 /DB_XREF=gi:12856911 /GEN=Fshb /FEA=FLmRNA /CNT=40 /TID=Mm.46711.1 /TIER=Stack /STK=21 /UG=Mm.46711 /LL=14308 /UG_TIT
MOE430_2_1451199_at 74.2 80.6 P P 0.00293 0.000244 0.8 I 0.00004 gb:BC017628.1 /DB_XREF=gi:17160927 /FEA=FLmRNA /CNT=102 /TID=Mm.63425.2 /TIER=FL+Stack /STK=68 /UG=Mm.63425 /LL=106248 /UG_GENE=A
MOE430_2_1451206_s_ 0.2 1.4 A A 0.97 0.85 0.8 NC 0.05 gb:BC007144.1 /DB_XREF=gi:13938053 /FEA=FLmRNA /CNT=146 /TID=Mm.123225.1 /TIER=FL+Stack /STK=64 /UG=Mm.123225 /LL=227929 /UG_GENE=
MOE430_2_1451219_at 142.3 212.7 P P 0.000244 0.000244 0.8 I 0.00006 gb:BC025572.1 /DB_XREF=gi:19343666 /FEA=FLmRNA /CNT=103 /TID=Mm.212846.1 /TIER=FL+Stack /STK=57 /UG=Mm.212846 /DEF=Mus musculus, clo
MOE430_2_1451244_a_ 29.1 46.1 P P 0.005859 0.000732 0.8 I 0.001201 gb:BC018339.1 /DB_XREF=gi:17390790 /FEA=FLmRNA /CNT=84 /TID=Mm.18810.1 /TIER=FL+Stack /STK=52 /UG=Mm.18810 /LL=67255 /UG_GENE=2900
MOE430_2_1451306_at 61.9 149.7 P P 0.01 0.000732 0.8 I 0.001832 gb:BC006933.1 /DB_XREF=gi:13905267 /FEA=FLmRNA /CNT=76 /TID=Mm.19726.2 /TIER=FL+Stack /STK=39 /UG=Mm.19726 /LL=13411 /UG_GENE=Dna
MOE430_2_1451345_at 1383 2270.3 P P 0.000244 0.000244 0.8 I 0.00002 gb:AB056100.1 /DB_XREF=gi:13111475 /GEN=mtap /FEA=FLmRNA /CNT=98 /TID=Mm.28500.1 /TIER=FL /STK=1 /UG=Mm.28500 /LL=66902 /DEF=Mus 
MOE430_2_1451349_at 78.1 107.7 P P 0.001221 0.001953 0.8 NC 0.01 gb:BC020077.1 /DB_XREF=gi:18043354 /FEA=FLmRNA /CNT=40 /TID=Mm.207859.1 /TIER=FL+Stack /STK=33 /UG=Mm.207859 /DEF=Mus musculus, Sim
MOE430_2_1451360_at 17.9 29.5 P P 0.008057 0.000732 0.8 NC 0.00712 gb:BI437908 /DB_XREF=gi:15262598 /DB_XREF=ic81d09.x1 /CLONE=IMAGE:5660200 /FEA=FLmRNA /CNT=211 /TID=Mm.22179.1 /TIER=ConsEnd /STK=
MOE430_2_1451562_at 52.9 112.9 P P 0.000244 0.000732 0.8 I 0.001832 gb:BC006662.1 /DB_XREF=gi:13879369 /FEA=FLmRNA /CNT=25 /TID=Mm.25240.1 /TIER=FL+Stack /STK=9 /UG=Mm.25240 /DEF=Mus musculus, clone M
MOE430_2_1451576_at 66.8 144.6 P P 0.000244 0.000244 0.8 I 0.00002 gb:D87521.1 /DB_XREF=gi:1944421 /GEN=DNA-PKcs /FEA=FLmRNA /CNT=23 /TID=Mm.71.1 /TIER=FL+Stack /STK=8 /UG=Mm.71 /LL=19090 /UG_TITL
MOE430_2_1451582_at 3.6 8.3 A A 0.69 0.55 0.8 NC 0.5 gb:AF105711.1 /DB_XREF=gi:5052218 /GEN=Tulp1 /FEA=FLmRNA /CNT=40 /TID=Mm.42102.1 /TIER=FL /STK=7 /UG=Mm.42102 /LL=22157 /DEF=Mus m
MOE430_2_1451661_at 1 3.6 A A 0.71 0.53 0.8 NC 0.23 gb:U10341.1 /DB_XREF=gi:507870 /GEN=Fsc1 /FEA=FLmRNA /CNT=6 /TID=Mm.1498.2 /TIER=FL /STK=3 /UG=Mm.1498 /LL=11643 /DEF=Mus musculus
MOE430_2_1451719_at 6.7 11.4 A A 0.53 0.19 0.8 NC 0.01 gb:BC020185.1 /DB_XREF=gi:18043545 /FEA=FLmRNA /CNT=122 /TID=Mm.44151.1 /TIER=FL /STK=1 /UG=Mm.44151 /DEF=Mus musculus, Similar to cof
MOE430_2_1451840_at 9.6 25.1 P P 0.03 0.000244 0.8 I 0.000046 gb:BG261945 /DB_XREF=gi:12771761 /DB_XREF=602373760F1 /CLONE=IMAGE:4481319 /FEA=FLmRNA /CNT=5 /TID=Mm.160172.2 /TIER=ConsEnd /ST
MOE430_2_1451920_a_ 22 32.8 P P 0.01 0.000244 0.8 NC 0.009292 gb:M88489.1 /DB_XREF=gi:1066814 /FEA=FLmRNA /CNT=1 /TID=Mm.148877.2 /TIER=FL /STK=1 /UG=Mm.148877 /LL=19687 /UG_GENE=Recc1 /DEF=M
MOE430_2_1451928_a_ 18.3 32 P P 0.008057 0.001953 0.8 I 0.000307 gb:BC011120.1 /DB_XREF=gi:15029796 /FEA=FLmRNA /CNT=1 /TID=Mm.103812.2 /TIER=FL /STK=1 /UG=Mm.103812 /LL=58186 /UG_GENE=Rad18 /DE
MOE430_2_1452029_a_ 23.9 52 P P 0.04 0.00293 0.8 I 0.000114 gb:AF479673.1 /DB_XREF=gi:19224221 /GEN=Purg /FEA=FLmRNA /CNT=2 /TID=Mm.159402.2 /TIER=FL /STK=0 /UG=Mm.159402 /LL=75029 /DEF=Mus 
MOE430_2_1452081_a_ 13.3 34.5 A A 0.33 0.08 0.8 NC 0.06 gb:BQ030875 /DB_XREF=gi:19766154 /DB_XREF=UI-1-CF0-bic-e-01-0-UI.s1 /CLONE=UI-1-CF0-bic-e-01-0-UI /FEA=FLmRNA /CNT=38 /TID=Mm.3308
MOE430_2_1452157_at 304.8 484 P P 0.000244 0.000244 0.8 I 0.00002 gb:X54327.1 /DB_XREF=gi:5804944 /FEA=mRNA /CNT=345 /TID=Mm.154511.1 /TIER=Stack /STK=95 /UG=Mm.154511 /UG_TITLE=M.musculus mRNA for 
MOE430_2_1452165_at 0.5 1.3 A A 0.92 0.88 0.8 NC 0.15 gb:AK005411.1 /DB_XREF=gi:12837937 /FEA=mRNA /CNT=89 /TID=Mm.5099.1 /TIER=Stack /STK=84 /UG=Mm.5099 /LL=66392 /UG_GENE=2310047B08R
MOE430_2_1452199_at 226.5 376 P P 0.000244 0.000244 0.8 I 0.00002 gb:AF408433.1 /DB_XREF=gi:15991590 /FEA=mRNA /CNT=113 /TID=Mm.45418.1 /TIER=Stack /STK=65 /UG=Mm.45418 /LL=72649 /UG_GENE=2700094F
MOE430_2_1452205_x_ 2.5 6.5 A A 0.53 0.3 0.8 NC 0.5 gb:X67128.1 /DB_XREF=gi:54678 /FEA=mRNA /CNT=67 /TID=Mm.157012.8 /TIER=Stack /STK=60 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /DE
MOE430_2_1452243_at 1.1 2.5 A A 0.82 0.72 0.8 NC 0.62 gb:BB282273 /DB_XREF=gi:15411146 /DB_XREF=BB282273 /CLONE=A930036I05 /FEA=mRNA /CNT=62 /TID=Mm.68170.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1452276_at 65.1 108 P P 0.00293 0.000732 0.8 I 0.000147 gb:BG065193 /DB_XREF=gi:12547756 /DB_XREF=H3028C12-3 /CLONE=H3028C12 /FEA=mRNA /CNT=69 /TID=Mm.99113.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1452300_at 2.3 4.4 A A 0.33 0.43 0.8 NC 0.39 gb:BI102531 /DB_XREF=gi:14553424 /DB_XREF=602889533F1 /CLONE=IMAGE:5044521 /FEA=mRNA /CNT=181 /TID=Mm.78312.1 /TIER=ConsEnd /STK=
MOE430_2_1452308_a_ 10.8 20.2 A P 0.21 0.04 0.8 NC 0.11 gb:BB462665 /DB_XREF=gi:9379854 /DB_XREF=BB462665 /CLONE=D130077E11 /FEA=mRNA /CNT=73 /TID=Mm.193539.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1452422_a_ 503 995.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:AW537796 /DB_XREF=gi:7180168 /DB_XREF=G0120A10-3 /CLONE=G0120A10 /FEA=mRNA /CNT=4 /TID=Mm.1323.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1452425_at 1.5 2.9 A A 0.82 0.63 0.8 NC 0.1 gb:BC022125.1 /DB_XREF=gi:18381073 /FEA=mRNA /CNT=3 /TID=Mm.215147.1 /TIER=ConsEnd /STK=1 /UG=Mm.215147 /DEF=Mus musculus, clone IMA
MOE430_2_1452557_a_ 10.8 14 A A 0.19 0.21 0.8 NC 0.04 gb:BF159226 /DB_XREF=gi:11039324 /DB_XREF=601766681F1 /CLONE=IMAGE:3982389 /FEA=mRNA /CNT=2 /TID=Mm.104747.22 /TIER=ConsEnd /STK=
MOE430_2_1452614_at 1.2 1.7 A A 0.82 0.56 0.8 NC 0.48 gb:BG243248 /DB_XREF=gi:12753063 /DB_XREF=602355669F1 /CLONE=IMAGE:4484056 /FEA=mRNA /CNT=25 /TID=Mm.35719.1 /TIER=Stack /STK=12 
MOE430_2_1452616_s_ 245.6 469 P P 0.000244 0.000244 0.8 I 0.00002 gb:BG073014 /DB_XREF=gi:12555583 /DB_XREF=H3117F05-3 /CLONE=H3117F05 /FEA=mRNA /CNT=24 /TID=Mm.131705.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1452676_a_ 100.6 129.6 P P 0.001953 0.000732 0.8 I 0.000101 gb:AK004563.1 /DB_XREF=gi:12835816 /FEA=mRNA /CNT=133 /TID=Mm.41935.2 /TIER=Stack /STK=93 /UG=Mm.41935 /LL=71701 /UG_GENE=1200003F
MOE430_2_1452761_a_ 156.8 254.5 P P 0.000732 0.000732 0.8 I 0.000027 gb:AK018466.1 /DB_XREF=gi:12858179 /FEA=mRNA /CNT=65 /TID=Mm.99916.1 /TIER=Stack /STK=48 /UG=Mm.99916 /LL=71506 /UG_GENE=8430436O1
MOE430_2_1452764_at 14.1 16.6 P P 0.03 0.001953 0.8 NC 0.02 gb:BB036683 /DB_XREF=gi:15403711 /DB_XREF=BB036683 /CLONE=5930419F04 /FEA=mRNA /CNT=81 /TID=Mm.85582.2 /TIER=ConsEnd /STK=1 /UG=



MOE430_2_1452877_at 326.5 559.9 P P 0.000244 0.000244 0.8 I 0.00002 gb:AK012304.1 /DB_XREF=gi:12848959 /FEA=mRNA /CNT=67 /TID=Mm.25263.1 /TIER=Stack /STK=25 /UG=Mm.25263 /LL=72612 /UG_GENE=2700029M0
MOE430_2_1452892_at 0.4 0.5 A A 0.98 0.93 0.8 NC 0.46 gb:AK014819.1 /DB_XREF=gi:12852885 /FEA=mRNA /CNT=27 /TID=Mm.79075.1 /TIER=Stack /STK=24 /UG=Mm.79075 /LL=74040 /UG_GENE=4921505G2
MOE430_2_1452895_at 74.2 119.6 P P 0.01 0.005859 0.8 I 0.000114 gb:AK011438.1 /DB_XREF=gi:12847564 /FEA=mRNA /CNT=87 /TID=Mm.5710.1 /TIER=Stack /STK=22 /UG=Mm.5710 /LL=75407 /UG_GENE=2610017J04R
MOE430_2_1452945_at 66.5 113.4 P P 0.000244 0.001953 0.8 I 0.001201 gb:AK011480.1 /DB_XREF=gi:12847630 /FEA=mRNA /CNT=63 /TID=Mm.20263.1 /TIER=Stack /STK=18 /UG=Mm.20263 /LL=72154 /UG_GENE=2610020C1
MOE430_2_1452969_at 80 119.8 P P 0.01 0.000732 0.8 I 0.00013 gb:BI080417 /DB_XREF=gi:14498747 /DB_XREF=602876877F1 /CLONE=IMAGE:5008603 /FEA=mRNA /CNT=245 /TID=Mm.103450.1 /TIER=Stack /STK=9 
MOE430_2_1453045_at 58.3 67.5 P P 0.00415 0.000732 0.8 MI 0.00225 gb:BM876680 /DB_XREF=gi:19244346 /DB_XREF=ih68h01.x1 /CLONE=IMAGE:5681880 /FEA=mRNA /CNT=45 /TID=Mm.67339.1 /TIER=Stack /STK=11 /U
MOE430_2_1453137_at 70.1 101.2 P P 0.000732 0.000244 0.8 I 0.000046 gb:AK006369.1 /DB_XREF=gi:12839433 /FEA=mRNA /CNT=54 /TID=Mm.142953.1 /TIER=Stack /STK=10 /UG=Mm.142953 /LL=71865 /UG_GENE=1700026
MOE430_2_1453164_a_ 41.2 82.3 P P 0.01 0.005859 0.8 NC 0.34 gb:AI596401 /DB_XREF=gi:4605449 /DB_XREF=vj61b11.x1 /CLONE=IMAGE:933501 /FEA=mRNA /CNT=39 /TID=Mm.3871.3 /TIER=Stack /STK=18 /UG=M
MOE430_2_1453169_a_ 113.5 214.9 P P 0.000732 0.000244 0.8 I 0.00002 gb:BE688673 /DB_XREF=gi:10076297 /DB_XREF=uw48d07.x1 /CLONE=IMAGE:3465229 /FEA=mRNA /CNT=116 /TID=Mm.22700.2 /TIER=Stack /STK=17 /
MOE430_2_1453183_at 124.5 163.8 P P 0.000244 0.000244 0.8 I 0.000147 gb:BB815668 /DB_XREF=gi:16988297 /DB_XREF=BB815668 /CLONE=G730030B11 /FEA=mRNA /CNT=88 /TID=Mm.44861.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1453194_at 23.2 36.4 P P 0.02 0.02 0.8 NC 0.05 gb:AK015293.1 /DB_XREF=gi:12853573 /FEA=mRNA /CNT=18 /TID=Mm.33625.1 /TIER=Stack /STK=15 /UG=Mm.33625 /LL=74666 /UG_GENE=4930432K2
MOE430_2_1453196_a_ 50.2 75.2 P P 0.03 0.00415 0.8 I 0.000088 gb:BQ033138 /DB_XREF=gi:19768417 /DB_XREF=UI-1-CF0-axe-c-08-0-UI.s1 /CLONE=UI-1-CF0-axe-c-08-0-UI /FEA=mRNA /CNT=95 /TID=Mm.27162
MOE430_2_1453202_at 26.6 53.7 P P 0.01 0.005859 0.8 I 0.001486 gb:AV285272 /DB_XREF=gi:16391919 /DB_XREF=AV285272 /CLONE=5031409C05 /FEA=mRNA /CNT=20 /TID=Mm.101559.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1453221_at 26.5 27.1 P P 0.00415 0.01 0.8 NC 0.01 gb:AA437924 /DB_XREF=gi:2142838 /DB_XREF=ve32b01.r1 /CLONE=IMAGE:819817 /FEA=mRNA /CNT=61 /TID=Mm.41352.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453306_at 12.1 28.1 A A 0.24 0.11 0.8 NC 0.39 gb:AK018224.1 /DB_XREF=gi:12857840 /FEA=mRNA /CNT=15 /TID=Mm.32957.1 /TIER=ConsEnd /STK=7 /UG=Mm.32957 /LL=76173 /UG_GENE=6330531
MOE430_2_1453319_at 8.9 21.9 A A 0.09 0.12 0.8 NC 0.5 gb:AI503765 /DB_XREF=gi:4401616 /DB_XREF=vm09b05.x1 /CLONE=IMAGE:989649 /FEA=mRNA /CNT=13 /TID=Mm.196371.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1453441_at 1.4 1.2 A A 0.78 0.72 0.8 NC 0.1 gb:AK014948.1 /DB_XREF=gi:12853081 /FEA=mRNA /CNT=5 /TID=Mm.59310.1 /TIER=ConsEnd /STK=3 /UG=Mm.59310 /LL=66719 /UG_GENE=4921522P
MOE430_2_1453486_a_ 58.6 96.7 P P 0.000244 0.000244 0.8 I 0.001832 gb:BI133839 /DB_XREF=gi:14584087 /DB_XREF=UI-M-BH3-bsf-h-07-0-UI.s1 /CLONE=UI-M-BH3-bsf-h-07-0-UI /FEA=mRNA /CNT=15 /TID=Mm.40447
MOE430_2_1453492_at 19 25.9 P P 0.01 0.01 0.8 NC 0.06 gb:AK017238.1 /DB_XREF=gi:12856376 /FEA=mRNA /CNT=8 /TID=Mm.123652.1 /TIER=ConsEnd /STK=2 /UG=Mm.123652 /LL=76678 /UG_GENE=533040
MOE430_2_1453507_at 2.1 3.5 A A 0.63 0.46 0.8 NC 0.01 gb:AK021136.1 /DB_XREF=gi:12861920 /FEA=mRNA /CNT=5 /TID=Mm.159936.1 /TIER=ConsEnd /STK=2 /UG=Mm.159936 /LL=77539 /UG_GENE=C03004
MOE430_2_1453589_a_ 73.3 144.5 P P 0.000244 0.000244 0.8 NC 0.003699 gb:BI737178 /DB_XREF=gi:15714191 /DB_XREF=603358203F1 /CLONE=IMAGE:5365248 /FEA=mRNA /CNT=11 /TID=Mm.1571.2 /TIER=ConsEnd /STK=1 /
MOE430_2_1453619_at 10.1 21.2 A A 0.46 0.19 0.8 NC 0.34 gb:AK015426.1 /DB_XREF=gi:12853762 /FEA=mRNA /CNT=6 /TID=Mm.17544.1 /TIER=ConsEnd /STK=1 /UG=Mm.17544 /LL=66793 /UG_GENE=5430404L
MOE430_2_1453654_at 5.8 8.3 A A 0.39 0.27 0.8 NC 0.42 gb:BB297961 /DB_XREF=gi:16402020 /DB_XREF=BB297961 /CLONE=B130064O10 /FEA=mRNA /CNT=6 /TID=Mm.28625.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453662_at 15.7 23.3 A A 0.14 0.06 0.8 NC 0.59 gb:AK020987.1 /DB_XREF=gi:12861739 /FEA=mRNA /CNT=5 /TID=Mm.159915.1 /TIER=ConsEnd /STK=1 /UG=Mm.159915 /LL=77413 /UG_GENE=B23020
MOE430_2_1453785_at 4.5 8.4 A A 0.06 0.19 0.8 NC 0.5 gb:AK019872.1 /DB_XREF=gi:12860251 /FEA=mRNA /CNT=13 /TID=Mm.168859.1 /TIER=ConsEnd /STK=0 /UG=Mm.168859 /LL=78810 /UG_GENE=50314
MOE430_2_1453825_at 12 16.7 A A 0.11 0.08 0.8 NC 0.29 gb:BG296369 /DB_XREF=gi:13058936 /DB_XREF=602394236F1 /CLONE=IMAGE:4505913 /FEA=mRNA /CNT=8 /TID=Mm.155756.1 /TIER=ConsEnd /STK=
MOE430_2_1453924_a_ 79.8 122.8 P P 0.000732 0.000244 0.8 I 0.00002 gb:AK014673.1 /DB_XREF=gi:12852671 /GEN=Ptgfr /FEA=mRNA /CNT=2 /TID=Mm.4170.2 /TIER=ConsEnd /STK=1 /UG=Mm.4170 /LL=19220 /UG_TITLE=
MOE430_2_1453939_x_ 15.2 25.3 A A 0.11 0.08 0.8 NC 0.18 gb:AK019325.1 /DB_XREF=gi:12859477 /GEN=Isg15 /FEA=mRNA /CNT=2 /TID=Mm.204646.1 /TIER=ConsEnd /STK=1 /UG=Mm.204646 /UG_TITLE=Mus m
MOE430_2_1453950_a_ 13.8 22.7 A A 0.27 0.24 0.8 NC 0.02 gb:AK014963.1 /DB_XREF=gi:12853104 /GEN=Xrcc2 /FEA=mRNA /CNT=2 /TID=Mm.143767.2 /TIER=ConsEnd /STK=1 /UG=Mm.143767 /LL=57434 /UG_T
MOE430_2_1453978_at 1.2 1.4 A A 0.93 0.85 0.8 NC 0.17 gb:AK019541.1 /DB_XREF=gi:12859812 /FEA=mRNA /CNT=2 /TID=Mm.160063.1 /TIER=ConsEnd /STK=0 /UG=Mm.160063 /LL=78254 /UG_GENE=492152
MOE430_2_1454036_a_ 38.2 139.2 P P 0.000244 0.000732 0.8 I 0.000273 gb:AK014891.1 /DB_XREF=gi:12852996 /FEA=mRNA /CNT=1 /TID=Mm.24280.2 /TIER=ConsEnd /STK=0 /UG=Mm.24280 /LL=70921 /UG_GENE=4921514G
MOE430_2_1454157_a_ 7.9 11.1 A M 0.06 0.05 0.8 NC 0.07 gb:AK004232.1 /DB_XREF=gi:12835341 /GEN=Pla2g2d /FEA=mRNA /CNT=1 /TID=Mm.71913.2 /TIER=ConsEnd /STK=0 /UG=Mm.71913 /LL=18782 /UG_T
MOE430_2_1454176_at 8.3 14.2 A A 0.3 0.06 0.8 NC 0.36 gb:AK013216.1 /DB_XREF=gi:12850437 /FEA=mRNA /CNT=1 /TID=Mm.46510.3 /TIER=ConsEnd /STK=0 /UG=Mm.46510 /LL=71991 /UG_GENE=Ckn1 /UG
MOE430_2_1454226_at 8.7 11 A A 0.17 0.06 0.8 NC 0.42 gb:AK016429.1 /DB_XREF=gi:12855151 /FEA=mRNA /CNT=1 /TID=Mm.158505.1 /TIER=ConsEnd /STK=0 /UG=Mm.158505 /LL=70955 /UG_GENE=493140
MOE430_2_1454329_at 12.5 18.6 A A 0.21 0.14 0.8 NC 0.15 gb:AV280556 /DB_XREF=gi:6268593 /DB_XREF=AV280556 /CLONE=4933415J04 /FEA=mRNA /CNT=2 /TID=Mm.79094.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454370_at 9.1 13.5 A A 0.17 0.09 0.8 NC 0.39 gb:BB015975 /DB_XREF=gi:8186969 /DB_XREF=BB015975 /CLONE=4930557B21 /FEA=mRNA /CNT=2 /TID=Mm.108657.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454460_at 9.7 14.4 P P 0.02 0.02 0.8 NC 0.13 gb:AK017612.1 /DB_XREF=gi:12856942 /FEA=mRNA /CNT=1 /TID=Mm.206820.1 /TIER=ConsEnd /STK=0 /UG=Mm.206820 /LL=70545 /UG_GENE=573043
MOE430_2_1454503_at 0.7 1.2 A A 0.82 0.9 0.8 NC 0.41 gb:AK020241.1 /DB_XREF=gi:12860762 /FEA=mRNA /CNT=1 /TID=Mm.159855.1 /TIER=ConsEnd /STK=0 /UG=Mm.159855 /LL=77120 /UG_GENE=903020
MOE430_2_1454518_at 1.1 2.8 A A 0.87 0.87 0.8 NC 0.36 gb:AK015242.1 /DB_XREF=gi:12853501 /FEA=mRNA /CNT=1 /TID=Mm.159059.1 /TIER=ConsEnd /STK=0 /UG=Mm.159059 /LL=73786 /UG_GENE=493042
MOE430_2_1454560_at 1.1 1.3 A A 0.8 0.75 0.8 NC 0.5 gb:AK015846.1 /DB_XREF=gi:12854340 /FEA=mRNA /CNT=1 /TID=Mm.159420.1 /TIER=ConsEnd /STK=0 /UG=Mm.159420 /LL=75082 /UG_GENE=493051
MOE430_2_1454573_at 0.8 1.7 A A 0.96 0.78 0.8 NC 0.005409 gb:AK016793.1 /DB_XREF=gi:12855720 /FEA=mRNA /CNT=1 /TID=Mm.159131.1 /TIER=ConsEnd /STK=0 /UG=Mm.159131 /LL=74078 /UG_GENE=493341
MOE430_2_1454623_at 38.4 46.5 A P 0.08 0.03 0.8 NC 0.26 gb:BG141511 /DB_XREF=gi:12644846 /DB_XREF=ia89d04.x1 /CLONE=IMAGE:5645598 /FEA=EST /CNT=241 /TID=Mm.30780.2 /TIER=Stack /STK=125 /U
MOE430_2_1454760_at 193.7 324.5 P P 0.000244 0.000244 0.8 I 0.001486 gb:AW543705 /DB_XREF=gi:7186122 /DB_XREF=C0173B09-3 /CLONE=C0173B09 /FEA=EST /CNT=76 /TID=Mm.2152.2 /TIER=Stack /STK=53 /UG=Mm.2
MOE430_2_1454819_at 198.5 345.3 P P 0.000244 0.000244 0.8 I 0.000046 gb:BQ031094 /DB_XREF=gi:19766373 /DB_XREF=UI-1-CF0-alz-c-03-0-UI.s1 /CLONE=UI-1-CF0-alz-c-03-0-UI /FEA=EST /CNT=50 /TID=Mm.35416.1 /
MOE430_2_1454872_at 69.3 107.6 P P 0.00293 0.000244 0.8 I 0.000966 gb:AW554529 /DB_XREF=gi:7199952 /DB_XREF=L0242A06-3 /CLONE=L0242A06 /FEA=EST /CNT=110 /TID=Mm.1511.1 /TIER=Stack /STK=38 /UG=Mm.
MOE430_2_1454878_at 38.9 61.5 P P 0.00415 0.000732 0.8 I 0.000189 gb:BM936291 /DB_XREF=gi:19395443 /DB_XREF=UI-M-CG0p-bna-g-06-0-UI.r1 /CLONE=UI-M-CG0p-bna-g-06-0-UI /FEA=EST /CNT=54 /TID=Mm.3310
MOE430_2_1454899_at 331.4 604.6 P P 0.000244 0.000244 0.8 I 0.000023 gb:BB089138 /DB_XREF=gi:15407736 /DB_XREF=BB089138 /CLONE=9430020K16 /FEA=EST /CNT=75 /TID=Mm.119265.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454908_x_ 131.2 57.9 A P 0.06 0.02 0.8 NC 0.5 gb:AA709993 /DB_XREF=gi:2719911 /DB_XREF=vt36b04.r1 /CLONE=IMAGE:1165135 /FEA=EST /CNT=41 /TID=Mm.1749.3 /TIER=Stack /STK=36 /UG=M
MOE430_2_1454947_a_ 294.7 521.8 P P 0.000244 0.000244 0.8 I 0.00002 gb:BE335796 /DB_XREF=gi:9209572 /DB_XREF=us06f11.x1 /CLONE=IMAGE:3164781 /FEA=EST /CNT=34 /TID=Mm.23744.2 /TIER=Stack /STK=34 /UG=M
MOE430_2_1454969_at 17 36 A P 0.08 0.03 0.8 NC 0.05 gb:AV299725 /DB_XREF=gi:16393194 /DB_XREF=AV299725 /CLONE=5730470N22 /FEA=EST /CNT=35 /TID=Mm.86663.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1455037_at 215.6 340.6 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB002869 /DB_XREF=gi:16214747 /DB_XREF=BB002869 /CLONE=4731420E14 /FEA=EST /CNT=39 /TID=Mm.33582.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455166_at 110.9 196.9 P P 0.000244 0.000244 0.8 I 0.00002 gb:BQ176456 /DB_XREF=gi:20351948 /DB_XREF=UI-M-DJ2-bwf-n-05-0-UI.s1 /CLONE=UI-M-DJ2-bwf-n-05-0-UI /FEA=EST /CNT=31 /TID=Mm.40882.
MOE430_2_1455228_at 31.5 63.8 P P 0.00293 0.000244 0.8 NC 0.007788 gb:BQ177743 /DB_XREF=gi:20353235 /DB_XREF=UI-M-ER0-bwp-n-15-0-UI.r1 /CLONE=IMAGE: 5700302 /FEA=EST /CNT=109 /TID=Mm.126694.1 /TIER
MOE430_2_1455262_at 7.6 14.7 A A 0.36 0.21 0.8 NC 0.26 gb:BB211377 /DB_XREF=gi:16352664 /DB_XREF=BB211377 /CLONE=A430105A12 /FEA=EST /CNT=27 /TID=Mm.28791.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455285_at 164.9 275.9 P P 0.000732 0.000244 0.8 I 0.00002 gb:BB771765 /DB_XREF=gi:16213456 /DB_XREF=BB771765 /CLONE=G370137C15 /FEA=EST /CNT=77 /TID=Mm.196340.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1455385_at 81.6 131.4 P P 0.000732 0.000732 0.8 NC 0.004481 gb:AV005520 /DB_XREF=gi:4782370 /DB_XREF=AV005520 /CLONE=1010001B07 /FEA=EST /CNT=15 /TID=Mm.182692.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455432_at 54.8 87.5 P P 0.000244 0.000244 0.8 MI 0.00225 gb:BM120903 /DB_XREF=gi:17088929 /DB_XREF=L0945E08-3 /CLONE=L0945E08 /FEA=EST /CNT=50 /TID=Mm.220959.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455499_at 1.1 1.9 A A 0.99 0.82 0.8 NC 0.25 gb:BE949064 /DB_XREF=gi:10526823 /DB_XREF=UI-M-BH3-avg-g-04-0-UI.s1 /CLONE=UI-M-BH3-avg-g-04-0-UI /FEA=EST /CNT=53 /TID=Mm.38036.1
MOE430_2_1455528_at 0.5 0.9 A A 0.78 0.8 0.8 NC 0.5 gb:AI315686 /DB_XREF=gi:4030953 /DB_XREF=uj37g12.x1 /CLONE=IMAGE:1922182 /FEA=EST /CNT=12 /TID=Mm.19314.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455529_at 206.2 303.3 P P 0.000244 0.000244 0.8 I 0.000114 gb:BE951772 /DB_XREF=gi:10591464 /DB_XREF=UI-M-CC0-aye-f-03-0-UI.s1 /CLONE=UI-M-CC0-aye-f-03-0-UI /FEA=EST /CNT=102 /TID=Mm.45769
MOE430_2_1455576_at 9.3 11.3 A P 0.21 0.01 0.8 NC 0.15 gb:AW493583 /DB_XREF=gi:7063864 /DB_XREF=UI-M-BH3-aud-h-09-0-UI.s1 /CLONE=UI-M-BH3-aud-h-09-0-UI /FEA=EST /CNT=57 /TID=Mm.74632.1
MOE430_2_1455585_at 105.9 177.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:AW552409 /DB_XREF=gi:7197748 /DB_XREF=L0211C05-3 /CLONE=L0211C05 /FEA=EST /CNT=60 /TID=Mm.217250.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455601_at 6.3 11.7 A P 0.21 0.03 0.8 NC 0.05 gb:BB507994 /DB_XREF=gi:16442843 /DB_XREF=BB507994 /CLONE=D730015L14 /FEA=EST /CNT=16 /TID=Mm.2797.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1455607_at 363.1 643.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:BG072958 /DB_XREF=gi:12555527 /DB_XREF=H3116H12-3 /CLONE=H3116H12 /FEA=EST /CNT=16 /TID=Mm.45191.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455654_at 27.4 33.8 P P 0.04 0.04 0.8 NC 0.004073 gb:BB794905 /DB_XREF=gi:16964524 /DB_XREF=BB794905 /CLONE=G431002G21 /FEA=EST /CNT=21 /TID=Mm.61390.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455687_at 49.2 79.9 P P 0.000244 0.000244 0.8 I 0.000114 gb:BB376918 /DB_XREF=gi:16407555 /DB_XREF=BB376918 /CLONE=C130087E09 /FEA=EST /CNT=12 /TID=Mm.101016.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455738_at 22.1 52.5 P P 0.000244 0.000244 0.8 I 0.000023 gb:BB066444 /DB_XREF=gi:16259928 /DB_XREF=BB066444 /CLONE=8030451K07 /FEA=EST /CNT=16 /TID=Mm.116117.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455847_at 9.1 10.8 A A 0.09 0.12 0.8 NC 0.17 gb:BM228403 /DB_XREF=gi:17791034 /DB_XREF=K0260F08-3 /CLONE=K0260F08 /FEA=EST /CNT=38 /TID=Mm.124661.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1455872_at 2.8 8.7 A A 0.43 0.5 0.8 NC 0.46 gb:BB151460 /DB_XREF=gi:16267936 /DB_XREF=BB151460 /CLONE=A030013D21 /FEA=EST /CNT=36 /TID=Mm.37882.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1455887_at 96.5 205.4 P P 0.000244 0.000244 0.8 I 0.00002 gb:BM249614 /DB_XREF=gi:17884884 /DB_XREF=K0836C06-3 /CLONE=K0836C06 /FEA=EST /CNT=53 /TID=Mm.31834.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455921_at 2.4 6.6 A A 0.53 0.19 0.8 NC 0.39 gb:BB104484 /DB_XREF=gi:8757052 /DB_XREF=BB104484 /CLONE=9430091L07 /FEA=EST /CNT=26 /TID=Mm.78552.1 /TIER=Stack /STK=26 /UG=Mm.7
MOE430_2_1456016_x_ 19.7 22 A M 0.14 0.05 0.8 NC 0.55 gb:BB310974 /DB_XREF=gi:9011679 /DB_XREF=BB310974 /CLONE=B230320C22 /FEA=EST /CNT=20 /TID=Mm.33815.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1456091_at 12.1 16 A A 0.27 0.06 0.8 NC 0.06 gb:BB277237 /DB_XREF=gi:15410929 /DB_XREF=BB277237 /CLONE=A930003D01 /FEA=EST /CNT=38 /TID=Mm.111097.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1456150_at 18.6 35.9 P P 0.008057 0.02 0.8 NC 0.01 gb:BM238680 /DB_XREF=gi:17873950 /DB_XREF=K0521F04-3 /CLONE=K0521F04 /FEA=EST /CNT=28 /TID=Mm.138650.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456163_at 33 57.5 P P 0.001953 0.000244 0.8 I 0.000052 gb:AV127670 /DB_XREF=gi:16382559 /DB_XREF=AV127670 /CLONE=2700049P18 /FEA=EST /CNT=21 /TID=Mm.31278.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456210_at 7.3 17.6 A P 0.14 0.00293 0.8 MI 0.002032 gb:AV222628 /DB_XREF=gi:16384998 /DB_XREF=AV222628 /CLONE=3830403D23 /FEA=EST /CNT=15 /TID=Mm.189089.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456329_at 22 37.3 M P 0.05 0.01 0.8 NC 0.2 gb:BB130087 /DB_XREF=gi:16266253 /DB_XREF=BB130087 /CLONE=9630043L16 /FEA=EST /CNT=21 /TID=Mm.31696.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456420_at 10.1 12 A A 0.39 0.24 0.8 NC 0.5 gb:BB667227 /DB_XREF=gi:16398676 /DB_XREF=BB667227 /CLONE=6820435A22 /FEA=EST /CNT=29 /TID=Mm.133482.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456429_at 7.1 9.8 A A 0.08 0.08 0.8 NC 0.5 gb:BB296321 /DB_XREF=gi:16401891 /DB_XREF=BB296321 /CLONE=B130046C19 /FEA=EST /CNT=11 /TID=Mm.132613.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456499_at 11.9 16.7 A A 0.24 0.17 0.8 NC 0.09 gb:BE948550 /DB_XREF=gi:10526309 /DB_XREF=UI-M-BH3-awa-a-08-0-UI.s4 /CLONE=UI-M-BH3-awa-a-08-0-UI /FEA=EST /CNT=16 /TID=Mm.44987
MOE430_2_1456525_at 9.4 14.4 A A 0.36 0.3 0.8 NC 0.08 gb:BG064490 /DB_XREF=gi:12547053 /DB_XREF=H3020D01-3 /CLONE=H3020D01 /FEA=EST /CNT=11 /TID=Mm.38123.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456614_at 114.4 201.8 P P 0.000732 0.000732 0.8 I 0.000189 gb:BF122715 /DB_XREF=gi:10961755 /DB_XREF=601761243F1 /CLONE=IMAGE:4024306 /FEA=EST /CNT=28 /TID=Mm.24549.1 /TIER=Stack /STK=8 /UG
MOE430_2_1456620_at 161.3 296.4 P P 0.000732 0.000732 0.8 I 0.000068 gb:BE944732 /DB_XREF=gi:10522491 /DB_XREF=UI-M-BH3-awg-c-11-0-UI.s1 /CLONE=UI-M-BH3-awg-c-11-0-UI /FEA=EST /CNT=20 /TID=Mm.67919
MOE430_2_1456717_at 15.1 27.3 P P 0.001221 0.00293 0.8 NC 0.003355 gb:BG071163 /DB_XREF=gi:12553732 /DB_XREF=H3095D09-3 /CLONE=H3095D09 /FEA=EST /CNT=8 /TID=Mm.170843.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456729_x_ 16 34.9 A P 0.11 0.01 0.8 NC 0.008511 gb:BB218661 /DB_XREF=gi:8883614 /DB_XREF=BB218661 /CLONE=A530050M14 /FEA=EST /CNT=8 /TID=Mm.11333.3 /TIER=Stack /STK=8 /UG=Mm.11
MOE430_2_1456930_at 73.8 100.7 P P 0.001221 0.000244 0.8 I 0.000552 gb:BE989461 /DB_XREF=gi:10666865 /DB_XREF=UI-M-BZ1-bfr-j-24-0-UI.s1 /CLONE=UI-M-BZ1-bfr-j-24-0-UI /FEA=EST /CNT=7 /TID=Mm.100960.1 /
MOE430_2_1457010_at 12.5 20.3 A P 0.12 0.000244 0.8 I 0.000618 gb:AW049649 /DB_XREF=gi:5910178 /DB_XREF=UI-M-BH1-and-g-09-0-UI.s1 /CLONE=UI-M-BH1-and-g-09-0-UI /FEA=EST /CNT=6 /TID=Mm.44979.1 /
MOE430_2_1457048_at 0.5 1.1 A A 0.82 0.66 0.8 NC 0.24 gb:BB526932 /DB_XREF=gi:16444401 /DB_XREF=BB526932 /CLONE=D930037B12 /FEA=EST /CNT=9 /TID=Mm.121674.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457061_at 3.9 5.4 A A 0.33 0.43 0.8 NC 0.05 gb:BB246045 /DB_XREF=gi:16355444 /DB_XREF=BB246045 /CLONE=A730013A01 /FEA=EST /CNT=10 /TID=Mm.31166.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457078_at 9.2 15.1 P P 0.01 0.01 0.8 NC 0.1 gb:AV277242 /DB_XREF=gi:16390946 /DB_XREF=AV277242 /CLONE=4932441F21 /FEA=EST /CNT=8 /TID=Mm.119664.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457087_at 1.7 4.1 A A 0.75 0.69 0.8 NC 0.37 gb:BI134263 /DB_XREF=gi:14584511 /DB_XREF=UI-M-BH3-brr-a-02-0-UI.s1 /CLONE=UI-M-BH3-brr-a-02-0-UI /FEA=EST /CNT=7 /TID=Mm.40764.1 /T
MOE430_2_1457131_at 1.7 3.4 A A 0.85 0.69 0.8 NC 0.23 gb:BI134576 /DB_XREF=gi:14584824 /DB_XREF=UI-M-BH3-brs-f-02-0-UI.s1 /CLONE=UI-M-BH3-brs-f-02-0-UI /FEA=EST /CNT=6 /TID=Mm.101668.1 /
MOE430_2_1457147_at 3.8 6.2 A A 0.56 0.36 0.8 NC 0.28 gb:BB557242 /DB_XREF=gi:16448774 /DB_XREF=BB557242 /CLONE=E330027G05 /FEA=EST /CNT=7 /TID=Mm.34933.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457176_at 15.9 16 P P 0.03 0.008057 0.8 NC 0.4 gb:BB148426 /DB_XREF=gi:15408903 /DB_XREF=BB148426 /CLONE=9930109J19 /FEA=EST /CNT=5 /TID=Mm.137994.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457179_at 0.5 0.4 A A 0.91 0.98 0.8 NC 0.84 gb:BM225203 /DB_XREF=gi:17786719 /DB_XREF=K0208A04-3 /CLONE=K0208A04 /FEA=EST /CNT=5 /TID=Mm.188559.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457199_at 10.4 18.8 A P 0.14 0.008057 0.8 I 0.001486 gb:BB477101 /DB_XREF=gi:16440259 /DB_XREF=BB477101 /CLONE=D330022N12 /FEA=EST /CNT=5 /TID=Mm.131463.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457292_at 23.6 52.9 P P 0.000244 0.000244 0.8 NC 0.002753 gb:BE996326 /DB_XREF=gi:10681174 /DB_XREF=UI-M-CG0p-bie-a-10-0-UI.s1 /CLONE=UI-M-CG0p-bie-a-10-0-UI /FEA=EST /CNT=8 /TID=Mm.103352
MOE430_2_1457356_at 44.4 55.6 P P 0.000244 0.000244 0.8 NC 0.005933 gb:BI793602 /DB_XREF=gi:15821327 /DB_XREF=ie35d02.x1 /FEA=EST /CNT=9 /TID=Mm.80556.1 /TIER=ConsEnd /STK=4 /UG=Mm.80556 /UG_TITLE=ES
MOE430_2_1457373_at 0.5 1.9 A A 0.94 0.72 0.8 NC 0.26 gb:BB495006 /DB_XREF=gi:16441785 /DB_XREF=BB495006 /CLONE=D530044L03 /FEA=EST /CNT=6 /TID=Mm.135415.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457472_at 15.5 35.4 P P 0.001221 0.000732 0.8 I 0.001201 gb:BB782031 /DB_XREF=gi:16942731 /DB_XREF=BB782031 /CLONE=G430077I21 /FEA=EST /CNT=5 /TID=Mm.146524.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457481_at 2 3.8 A A 0.78 0.78 0.8 NC 0.21 gb:BG069192 /DB_XREF=gi:12551761 /DB_XREF=H3073G04-3 /CLONE=H3073G04 /FEA=EST /CNT=4 /TID=Mm.36203.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457541_at 12.5 21.1 A A 0.24 0.14 0.8 NC 0.03 gb:BB019018 /DB_XREF=gi:16257600 /DB_XREF=BB019018 /CLONE=4930581F07 /FEA=EST /CNT=4 /TID=Mm.55422.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457556_at 1.7 2 A A 0.82 0.9 0.8 NC 0.5 gb:BB215882 /DB_XREF=gi:15410131 /DB_XREF=BB215882 /CLONE=A530029P05 /FEA=EST /CNT=4 /TID=Mm.24681.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457567_at 18.7 35.9 A P 0.08 0.00293 0.8 NC 0.003699 gb:BM938681 /DB_XREF=gi:19397833 /DB_XREF=UI-M-CG0p-bfb-e-11-0-UI.r1 /CLONE=UI-M-CG0p-bfb-e-11-0-UI /FEA=EST /CNT=4 /TID=Mm.15134
MOE430_2_1457758_at 7.5 18.4 A A 0.36 0.19 0.8 NC 0.08 gb:BB055459 /DB_XREF=gi:15404161 /DB_XREF=BB055459 /CLONE=6720481I12 /FEA=EST /CNT=6 /TID=Mm.117577.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457771_at 1.4 3.9 A A 0.94 0.85 0.8 NC 0.06 gb:BE954970 /DB_XREF=gi:10598036 /DB_XREF=UI-M-BH4-bbk-a-11-0-UI.s1 /CLONE=UI-M-BH4-bbk-a-11-0-UI /FEA=EST /CNT=5 /TID=Mm.150970.
MOE430_2_1457830_at 14.6 23.1 P P 0.04 0.008057 0.8 I 0.001486 gb:AV247312 /DB_XREF=gi:16387214 /DB_XREF=AV247312 /CLONE=4832426L05 /FEA=EST /CNT=7 /TID=Mm.72101.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457856_at 0.5 0.3 A A 0.92 0.8 0.8 NC 0.06 gb:BG067418 /DB_XREF=gi:12549987 /DB_XREF=H3054C01-3 /CLONE=H3054C01 /FEA=EST /CNT=4 /TID=Mm.9652.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457891_at 1.2 1.4 A A 0.78 0.75 0.8 NC 0.07 gb:BB381144 /DB_XREF=gi:16407971 /DB_XREF=BB381144 /CLONE=C230011H18 /FEA=EST /CNT=4 /TID=Mm.167636.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457913_at 69.4 129.6 P P 0.000244 0.000244 0.8 NC 0.08 gb:BB374879 /DB_XREF=gi:16407337 /DB_XREF=BB374879 /CLONE=C130077H22 /FEA=EST /CNT=4 /TID=Mm.130721.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457927_at 1.3 0.8 A A 0.8 0.69 0.8 NC 0.07 gb:BB278883 /DB_XREF=gi:16401116 /DB_XREF=BB278883 /CLONE=A930014C02 /FEA=EST /CNT=4 /TID=Mm.207680.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457931_at 0.3 0.4 A A 0.91 0.78 0.8 NC 0.02 gb:BG066958 /DB_XREF=gi:12549527 /DB_XREF=H3048H12-3 /CLONE=H3048H12 /FEA=EST /CNT=4 /TID=Mm.172881.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457942_at 17.5 27.4 P P 0.005859 0.000732 0.8 NC 0.009292 gb:BI467159 /DB_XREF=gi:15280037 /DB_XREF=ic57g03.x3 /CLONE=IMAGE:5658028 /FEA=EST /CNT=4 /TID=Mm.137960.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1457995_at 14.5 22.8 P P 0.00293 0.000244 0.8 NC 0.005409 gb:BB214935 /DB_XREF=gi:16353000 /DB_XREF=BB214935 /CLONE=A530023O20 /FEA=EST /CNT=5 /TID=Mm.208015.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458038_at 11.1 12.3 M P 0.05 0.03 0.8 NC 0.01 gb:BG063073 /DB_XREF=gi:12545559 /DB_XREF=H3001G09-3 /CLONE=H3001G09 /FEA=EST /CNT=3 /TID=Mm.169025.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458064_at 4.4 6.5 A A 0.24 0.19 0.8 NC 0.04 gb:BG067249 /DB_XREF=gi:12549818 /DB_XREF=H3052C03-3 /CLONE=H3052C03 /FEA=EST /CNT=3 /TID=Mm.162512.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458144_at 4.2 10.7 A A 0.21 0.21 0.8 NC 0.26 gb:BM200586 /DB_XREF=gi:17753944 /DB_XREF=C0213C06-3 /CLONE=C0213C06 /FEA=EST /CNT=3 /TID=Mm.194502.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458311_at 18 27 A A 0.09 0.08 0.8 NC 0.53 gb:BB804671 /DB_XREF=gi:16977300 /DB_XREF=BB804671 /CLONE=G630065H20 /FEA=EST /CNT=3 /TID=Mm.119448.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458390_at 13.7 19.8 A A 0.24 0.3 0.8 NC 0.44 gb:BB262069 /DB_XREF=gi:16400028 /DB_XREF=BB262069 /CLONE=A830003M23 /FEA=EST /CNT=7 /TID=Mm.208398.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458394_at 1.2 3.1 A A 0.95 0.69 0.8 NC 0.02 gb:BB769612 /DB_XREF=gi:16212154 /DB_XREF=BB769612 /CLONE=G370098D20 /FEA=EST /CNT=7 /TID=Mm.200348.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458512_at 21.4 52.1 A A 0.27 0.33 0.8 NC 0.39 gb:AW490470 /DB_XREF=gi:7060741 /DB_XREF=UI-M-BH3-ass-d-09-0-UI.s1 /CLONE=UI-M-BH3-ass-d-09-0-UI /FEA=EST /CNT=6 /TID=Mm.170553.1
MOE430_2_1458515_at 14 25.2 P P 0.02 0.000244 0.8 NC 0.005933 gb:BB502692 /DB_XREF=gi:16442541 /DB_XREF=BB502692 /CLONE=D630040F22 /FEA=EST /CNT=5 /TID=Mm.154014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458523_at 1.2 1.2 A A 0.6 0.53 0.8 NC 0.05 gb:BB364292 /DB_XREF=gi:16406231 /DB_XREF=BB364292 /CLONE=C130021A06 /FEA=EST /CNT=5 /TID=Mm.208586.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458550_at 2.7 7.3 A A 0.33 0.14 0.8 NC 0.06 gb:BB200258 /DB_XREF=gi:16271406 /DB_XREF=BB200258 /CLONE=A430022M06 /FEA=EST /CNT=4 /TID=Mm.120177.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458714_at 6.1 10 A A 0.27 0.11 0.8 NC 0.39 gb:BB273442 /DB_XREF=gi:16400759 /DB_XREF=BB273442 /CLONE=A830083I15 /FEA=EST /CNT=4 /TID=Mm.210828.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458742_at 13.3 26.3 P P 0.03 0.000244 0.8 I 0.000273 gb:BB317079 /DB_XREF=gi:16403133 /DB_XREF=BB317079 /CLONE=B230367J11 /FEA=EST /CNT=3 /TID=Mm.208655.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458804_at 3.6 5.5 A A 0.78 0.46 0.8 NC 0.44 gb:BG069963 /DB_XREF=gi:12552620 /DB_XREF=H3083A12-3 /CLONE=H3083A12 /FEA=EST /CNT=3 /TID=Mm.12276.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458805_at 5.9 11.2 A A 0.3 0.11 0.8 NC 0.15 gb:BG071540 /DB_XREF=gi:12554109 /DB_XREF=H3100B12-3 /CLONE=H3100B12 /FEA=EST /CNT=3 /TID=Mm.173982.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458873_at 9.1 12.4 A A 0.21 0.12 0.8 NC 0.01 gb:BB203904 /DB_XREF=gi:16351754 /DB_XREF=BB203904 /CLONE=A430055C20 /FEA=EST /CNT=3 /TID=Mm.132612.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458954_at 0.5 1.7 A A 0.85 0.68 0.8 NC 0.5 gb:AW455375 /DB_XREF=gi:7009110 /DB_XREF=UI-M-BH2.3-aqe-c-12-0-UI.s1 /CLONE=UI-M-BH2.3-aqe-c-12-0-UI /FEA=EST /CNT=3 /TID=Mm.15098
MOE430_2_1458978_at 0.8 1.1 A A 0.96 0.94 0.8 NC 0.04 gb:BG144033 /DB_XREF=gi:12647433 /DB_XREF=ut68d11.x1 /CLONE=IMAGE:3333164 /FEA=EST /CNT=3 /TID=Mm.213826.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458987_at 47 110 P P 0.000244 0.000732 0.8 I 0.000966 gb:BE981450 /DB_XREF=gi:10650569 /DB_XREF=UI-M-CG0p-bdc-c-11-0-UI.s1 /CLONE=UI-M-CG0p-bdc-c-11-0-UI /FEA=EST /CNT=3 /TID=Mm.1024
MOE430_2_1459049_at 0.2 0.9 A A 0.82 0.6 0.8 NC 0.59 gb:BE945685 /DB_XREF=gi:10523444 /DB_XREF=UI-M-BZ0-axo-h-09-0-UI.s1 /CLONE=UI-M-BZ0-axo-h-09-0-UI /FEA=EST /CNT=3 /TID=Mm.150224.1
MOE430_2_1459053_at 0.9 1.3 A A 0.94 0.93 0.8 NC 0.09 gb:BE987057 /DB_XREF=gi:10662005 /DB_XREF=UI-M-CG0p-bgh-d-11-0-UI.s1 /CLONE=UI-M-CG0p-bgh-d-11-0-UI /FEA=EST /CNT=3 /TID=Mm.10217
MOE430_2_1459059_at 3.7 8.2 A A 0.39 0.33 0.8 NC 0.44 gb:BB648418 /DB_XREF=gi:16482674 /DB_XREF=BB648418 /CLONE=C130016E19 /FEA=EST /CNT=3 /TID=Mm.75434.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459096_at 0.5 0.8 A A 0.96 0.93 0.8 NC 0.47 gb:BB198933 /DB_XREF=gi:16271236 /DB_XREF=BB198933 /CLONE=A430009K04 /FEA=EST /CNT=3 /TID=Mm.122293.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459130_at 1.4 3.2 A A 0.45 0.55 0.8 NC 0.5 gb:BB535261 /DB_XREF=gi:16446512 /DB_XREF=BB535261 /CLONE=E030042J19 /FEA=EST /CNT=3 /TID=Mm.210215.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459249_at 2.6 6.7 A A 0.56 0.09 0.8 NC 0.05 gb:BB281511 /DB_XREF=gi:16401324 /DB_XREF=BB281511 /CLONE=A930031N04 /FEA=EST /CNT=2 /TID=Mm.186017.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459258_at 6.6 13.1 A A 0.21 0.17 0.8 NC 0.34 gb:BB140565 /DB_XREF=gi:16267430 /DB_XREF=BB140565 /CLONE=9830169N05 /FEA=EST /CNT=2 /TID=Mm.207447.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459265_at 11.4 14.4 A P 0.11 0.01 0.8 NC 0.01 gb:BB525319 /DB_XREF=gi:16444128 /DB_XREF=BB525319 /CLONE=D930025M23 /FEA=EST /CNT=2 /TID=Mm.209738.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459299_at 5 7.3 A A 0.27 0.21 0.8 NC 0.17 gb:AV381193 /DB_XREF=gi:16398281 /DB_XREF=AV381193 /CLONE=9230110G05 /FEA=EST /CNT=2 /TID=Mm.99648.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459303_at 0.4 0.8 A A 0.69 0.75 0.8 NC 0.22 gb:BB481606 /DB_XREF=gi:16440832 /DB_XREF=BB481606 /CLONE=D430004N08 /FEA=EST /CNT=2 /TID=Mm.209465.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459337_at 9 19.1 A A 0.36 0.24 0.8 NC 0.5 gb:BB532516 /DB_XREF=gi:16446110 /DB_XREF=BB532516 /CLONE=E030025G15 /FEA=EST /CNT=2 /TID=Mm.209992.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459343_at 17.5 33.4 P P 0.02 0.005859 0.8 NC 0.22 gb:BB526398 /DB_XREF=gi:16444308 /DB_XREF=BB526398 /CLONE=D930033B05 /FEA=EST /CNT=2 /TID=Mm.213241.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459458_at 0.8 0.3 A A 0.82 0.88 0.8 NC 0.5 gb:BG066922 /DB_XREF=gi:12549491 /DB_XREF=H3048E10-3 /CLONE=H3048E10 /FEA=EST /CNT=2 /TID=Mm.155144.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459523_at 0.2 0.5 A A 0.99 0.96 0.8 NC 0.08 gb:C85403 /DB_XREF=gi:2917360 /DB_XREF=C85403 /CLONE=J0207E08 /FEA=EST /CNT=2 /TID=Mm.9587.1 /TIER=ConsEnd /STK=2 /UG=Mm.9587 /LL
MOE430_2_1459531_at 0.5 1 A A 0.97 0.87 0.8 NC 0.4 gb:AU040759 /DB_XREF=gi:3954583 /DB_XREF=AU040759 /CLONE=J0816E10 /FEA=EST /CNT=2 /TID=Mm.173875.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459546_s_ 30.2 63.2 P P 0.03 0.00293 0.8 I 0.00003 gb:C76301 /DB_XREF=gi:2516631 /DB_XREF=C76301 /CLONE=J0008D01 /FEA=EST /CNT=2 /TID=Mm.200279.1 /TIER=ConsEnd /STK=2 /UG=Mm.20027
MOE430_2_1459566_at 14.4 26.3 P P 0.04 0.005859 0.8 NC 0.03 gb:BM235748 /DB_XREF=gi:17871018 /DB_XREF=K0424B10-3 /CLONE=K0424B10 /FEA=EST /CNT=2 /TID=Mm.215989.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459623_at 0.8 1 A A 0.78 0.33 0.8 NC 0.36 gb:BG071428 /DB_XREF=gi:12553997 /DB_XREF=H3098H03-3 /CLONE=H3098H03 /FEA=EST /CNT=2 /TID=Mm.173889.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459628_at 0.4 0.7 A A 0.85 0.78 0.8 NC 0.11 gb:BB439641 /DB_XREF=gi:16424590 /DB_XREF=BB439641 /CLONE=D030018H12 /FEA=EST /CNT=2 /TID=Mm.121274.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459640_at 0.5 0.9 A A 0.96 0.75 0.8 NC 0.15 gb:BE956947 /DB_XREF=gi:10602003 /DB_XREF=UI-M-BG2-bbq-b-03-0-UI.s1 /CLONE=UI-M-BG2-bbq-b-03-0-UI /FEA=EST /CNT=2 /TID=Mm.151019.
MOE430_2_1459791_at 6.8 7.9 A P 0.36 0.01 0.8 NC 0.48 gb:AV129500 /DB_XREF=gi:5315735 /DB_XREF=AV129500 /CLONE=2700069B04 /FEA=EST /CNT=2 /TID=Mm.70400.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459838_s_ 70.5 123.2 P P 0.000244 0.000244 0.8 I 0.000147 gb:BB230894 /DB_XREF=gi:8910807 /DB_XREF=BB230894 /CLONE=A630029M08 /FEA=EST /CNT=2 /TID=Mm.126196.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459845_at 1.4 2.1 A A 0.56 0.56 0.8 NC 0.34 gb:AW558581 /DB_XREF=gi:7203926 /DB_XREF=L0295H07-3 /CLONE=L0295H07 /FEA=EST /CNT=2 /TID=Mm.182874.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459887_at 5.3 10.6 A A 0.6 0.46 0.8 NC 0.37 gb:BB024776 /DB_XREF=gi:16257896 /DB_XREF=BB024776 /CLONE=5330424A20 /FEA=EST /CNT=4 /TID=Mm.37791.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1459902_at 11.3 24.7 P P 0.01 0.005859 0.8 NC 0.19 gb:AI510297 /DB_XREF=gi:4409202 /DB_XREF=vx94c04.y1 /CLONE=IMAGE:1293606 /FEA=EST /CNT=13 /TID=Mm.107715.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1459905_at 12.3 15.4 A A 0.14 0.27 0.8 NC 0.71 gb:AA139939 /DB_XREF=gi:1702335 /DB_XREF=mr74b11.r1 /CLONE=IMAGE:603165 /FEA=EST /CNT=11 /TID=Mm.156938.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1459927_at 20.7 21.7 P P 0.03 0.03 0.8 NC 0.27 gb:AA867818 /DB_XREF=gi:2963263 /DB_XREF=vx18c05.r1 /CLONE=IMAGE:1264808 /FEA=EST /CNT=5 /TID=Mm.24368.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1459954_at 1 1.5 A A 0.8 0.8 0.8 NC 0.37 gb:BG068511 /DB_XREF=gi:12551080 /DB_XREF=H3066D03-3 /CLONE=H3066D03 /FEA=EST /CNT=2 /TID=Mm.221144.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459956_at 0.7 1.1 A A 0.69 0.53 0.8 NC 0.23 gb:BB214834 /DB_XREF=gi:16352987 /DB_XREF=BB214834 /CLONE=A530023D22 /FEA=EST /CNT=2 /TID=Mm.215593.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460082_at 9.1 15.4 A P 0.14 0.01 0.8 NC 0.006503 gb:BB298005 /DB_XREF=gi:16402023 /DB_XREF=BB298005 /CLONE=B130065C04 /FEA=EST /CNT=6 /TID=Mm.146475.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460114_at 0.8 0.9 A A 0.9 0.88 0.8 NC 0.66 gb:BB408149 /DB_XREF=gi:16415660 /DB_XREF=BB408149 /CLONE=C430004O10 /FEA=EST /CNT=3 /TID=Mm.209078.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460129_at 1.4 3 A A 0.53 0.6 0.8 NC 0.72 gb:BB057781 /DB_XREF=gi:16259821 /DB_XREF=BB057781 /CLONE=7120471N02 /FEA=EST /CNT=6 /TID=Mm.114923.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1460218_at 4.7 10.4 A A 0.39 0.43 0.8 NC 0.44 gb:NM_013706.1 /DB_XREF=gi:14719423 /GEN=Cd52 /FEA=FLmRNA /CNT=59 /TID=Mm.24130.1 /TIER=FL+Stack /STK=33 /UG=Mm.24130 /LL=23833 /D
MOE430_2_1460290_at 24.3 34 P P 0.02 0.03 0.8 NC 0.11 gb:NM_022882.1 /DB_XREF=gi:12584969 /GEN=Lpin2 /FEA=FLmRNA /CNT=37 /TID=Mm.158103.1 /TIER=FL /STK=2 /UG=Mm.158103 /LL=64898 /DEF=M
MOE430_2_1460319_at 125.6 235.9 P P 0.000732 0.000244 0.8 I 0.00002 gb:NM_016893.1 /DB_XREF=gi:8393370 /GEN=Fut8 /FEA=FLmRNA /CNT=333 /TID=Mm.35628.1 /TIER=FL+Stack /STK=14 /UG=Mm.35628 /LL=53618 /D
MOE430_2_1460392_a_ 356.6 723.7 P P 0.000244 0.000244 0.8 I 0.00002 gb:BB610210 /DB_XREF=gi:16451776 /DB_XREF=BB610210 /CLONE=1500039P13 /FEA=FLmRNA /CNT=66 /TID=Mm.203936.1 /TIER=Stack /STK=12 /U
MOE430_2_1460425_at 11.3 20.7 A P 0.21 0.03 0.8 NC 0.26 gb:AI195035 /DB_XREF=gi:3747641 /DB_XREF=ui59g06.x1 /CLONE=IMAGE:1886746 /FEA=mRNA /CNT=24 /TID=Mm.46129.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1460505_at 2.1 3.6 A A 0.63 0.53 0.8 NC 0.17 gb:AK020198.1 /DB_XREF=gi:12860709 /FEA=mRNA /CNT=2 /TID=Mm.159938.1 /TIER=ConsEnd /STK=1 /UG=Mm.159938 /LL=77543 /UG_GENE=803044
MOE430_2_1460527_at 7.3 13.4 A A 0.09 0.11 0.8 NC 0.33 gb:AK016713.1 /DB_XREF=gi:12855599 /FEA=mRNA /CNT=2 /TID=Mm.61180.1 /TIER=ConsEnd /STK=0 /UG=Mm.61180 /LL=71023 /UG_GENE=4933407C
MOE430_2_1460569_x_ 0.8 4.3 A A 0.87 0.69 0.8 NC 0.42 gb:AW611462 /DB_XREF=gi:7316648 /DB_XREF=un63d11.x1 /CLONE=IMAGE:2503317 /FEA=EST /CNT=39 /TID=Mm.28921.5 /TIER=Stack /STK=27 /UG=
MOE430_2_1460593_at 1.7 6 A A 0.36 0.39 0.8 NC 0.7 gb:BF455403 /DB_XREF=gi:11521572 /DB_XREF=UI-M-BZ1-bkg-e-09-0-UI.s1 /CLONE=UI-M-BZ1-bkg-e-09-0-UI /FEA=EST /CNT=21 /TID=Mm.41345.1
MOE430_2_1460674_at 11.3 15.3 A A 0.46 0.27 0.8 NC 0.01 gb:BC022922.1 /DB_XREF=gi:18605579 /FEA=FLmRNA /CNT=132 /TID=Mm.142343.1 /TIER=FL+Stack /STK=97 /UG=Mm.142343 /LL=71904 /UG_GENE=2
MOE430_2_AFFX-r2-B 0.8 1.1 A A 0.66 0.69 0.8 NC 0.36 B. subtilis  GEN=dapB  DB_XREF=gb:L38424.1  NOTE=SIF corresponding to nucleotides 1439-1846 of gb:L38424.1  DEF=Bacillus subtilis dihydropicolinate re
MOE430_2_1415723_at 410.4 655.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:BQ176989 /DB_XREF=gi:20352481 /DB_XREF=UI-M-DJ2-bwa-e-02-0-UI.s1 /CLONE=UI-M-DJ2-bwa-e-02-0-UI /FEA=EST /CNT=467 /TID=Mm.1965
MOE430_2_1415771_at 645.5 975 P P 0.000244 0.000244 0.7 I 0.00003 gb:AF318184.1 /DB_XREF=gi:12802526 /FEA=FLmRNA /CNT=834 /TID=Mm.117581.1 /TIER=FL+Stack /STK=483 /UG=Mm.117581 /LL=17975 /UG_GENE=
MOE430_2_1415836_at 225.2 451 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_019698.1 /DB_XREF=gi:9790060 /GEN=Pycs /FEA=FLmRNA /CNT=298 /TID=Mm.29751.1 /TIER=FL+Stack /STK=221 /UG=Mm.29751 /LL=56454 /
MOE430_2_1415884_at 11.5 18 A A 0.36 0.27 0.7 NC 0.58 gb:NM_026419.1 /DB_XREF=gi:13385915 /GEN=Ela3b /FEA=FLmRNA /CNT=429 /TID=Mm.30780.1 /TIER=FL+Stack /STK=184 /UG=Mm.30780 /LL=67868 
MOE430_2_1416154_at 8.2 13.6 A P 0.08 0.02 0.7 NC 0.13 gb:BB463557 /DB_XREF=gi:16426909 /DB_XREF=BB463557 /CLONE=D130081I18 /FEA=FLmRNA /CNT=250 /TID=Mm.12848.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1416239_at 58.2 98.1 P P 0.000732 0.000244 0.7 I 0.000346 gb:NM_007494.1 /DB_XREF=gi:6996910 /GEN=Ass1 /FEA=FLmRNA /CNT=282 /TID=Mm.3217.1 /TIER=FL+Stack /STK=108 /UG=Mm.3217 /LL=11898 /DE
MOE430_2_1416251_at 456.6 768.2 P P 0.000732 0.000732 0.7 I 0.00002 gb:NM_008567.1 /DB_XREF=gi:6678831 /GEN=Mcmd6 /FEA=FLmRNA /CNT=220 /TID=Mm.4933.1 /TIER=FL+Stack /STK=107 /UG=Mm.4933 /LL=17219 /D
MOE430_2_1416287_at 43.3 87.9 P P 0.04 0.008057 0.7 I 0.000147 gb:BB025471 /DB_XREF=gi:15403460 /DB_XREF=BB025471 /CLONE=5330428J18 /FEA=FLmRNA /CNT=198 /TID=Mm.41642.1 /TIER=Stack /STK=17 /U
MOE430_2_1416439_at 230.9 286.9 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_023203.1 /DB_XREF=gi:12963572 /GEN=2410015N17Rik /FEA=FLmRNA /CNT=144 /TID=Mm.29898.1 /TIER=FL+Stack /STK=89 /UG=Mm.29898 /L
MOE430_2_1416464_at 4.5 5.6 A A 0.63 0.35 0.7 NC 0.09 gb:NM_011403.1 /DB_XREF=gi:6755559 /GEN=Slc4a1 /FEA=FLmRNA /CNT=265 /TID=Mm.7248.1 /TIER=FL+Stack /STK=87 /UG=Mm.7248 /LL=20533 /DE
MOE430_2_1416641_at 277.7 442.1 P P 0.000244 0.000244 0.7 I 0.00003 gb:NM_010715.1 /DB_XREF=gi:6754543 /GEN=Lig1 /FEA=FLmRNA /CNT=133 /TID=Mm.1013.1 /TIER=FL+Stack /STK=77 /UG=Mm.1013 /LL=16881 /DEF=
MOE430_2_1416694_at 0.4 1.9 A A 0.87 0.86 0.7 NC 0.21 gb:NM_010294.1 /DB_XREF=gi:6753999 /GEN=Gk-rs2 /FEA=FLmRNA /CNT=93 /TID=Mm.61206.1 /TIER=FL+Stack /STK=74 /UG=Mm.61206 /LL=14626 /D
MOE430_2_1416730_at 215.3 374.8 P P 0.000244 0.000244 0.7 I 0.000027 gb:BC004574.1 /DB_XREF=gi:14919375 /FEA=FLmRNA /CNT=123 /TID=Mm.28630.1 /TIER=FL+Stack /STK=71 /UG=Mm.28630 /LL=59028 /UG_GENE=Rn
MOE430_2_1416746_at 880.3 1287.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_010436.1 /DB_XREF=gi:7106330 /GEN=H2afx /FEA=FLmRNA /CNT=144 /TID=Mm.14767.1 /TIER=FL+Stack /STK=71 /UG=Mm.14767 /LL=15270 /D
MOE430_2_1416799_at 125.3 204.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_021450.1 /DB_XREF=gi:10946829 /GEN=Trpm7 /FEA=FLmRNA /CNT=165 /TID=Mm.33819.1 /TIER=FL+Stack /STK=69 /UG=Mm.33819 /LL=58800 
MOE430_2_1416800_at 36.4 68.2 P P 0.001953 0.000732 0.7 I 0.000273 gb:AF376052.1 /DB_XREF=gi:14211382 /FEA=FLmRNA /CNT=165 /TID=Mm.33819.1 /TIER=FL /STK=1 /UG=Mm.33819 /LL=58800 /UG_GENE=Trpm7 /DE
MOE430_2_1416869_x_ 60.1 95.2 A M 0.14 0.05 0.7 NC 0.06 gb:NM_023684.1 /DB_XREF=gi:12963782 /GEN=2810038K19Rik /FEA=FLmRNA /CNT=90 /TID=Mm.28418.1 /TIER=FL+Stack /STK=66 /UG=Mm.28418 /LL
MOE430_2_1416927_at 31.9 42.1 P P 0.03 0.005859 0.7 MI 0.00225 gb:AW495711 /DB_XREF=gi:7065992 /DB_XREF=UI-M-BH3-avd-e-07-0-UI.s1 /CLONE=UI-M-BH3-avd-e-07-0-UI /FEA=FLmRNA /CNT=156 /TID=Mm.28
MOE430_2_1417010_at 87.4 117.6 P P 0.000244 0.000244 0.7 I 0.000966 gb:NM_013915.1 /DB_XREF=gi:7305638 /GEN=Zfp238 /FEA=FLmRNA /CNT=114 /TID=Mm.27962.1 /TIER=FL+Stack /STK=60 /UG=Mm.27962 /LL=30928 /
MOE430_2_1417127_at 17 29.6 P P 0.03 0.02 0.7 NC 0.5 gb:BC016426.1 /DB_XREF=gi:16741154 /FEA=FLmRNA /CNT=112 /TID=Mm.870.1 /TIER=FL+Stack /STK=55 /UG=Mm.870 /LL=17701 /UG_GENE=Msx1 /D
MOE430_2_1417132_at 109.7 163 P P 0.001221 0.000732 0.7 I 0.000552 gb:C76119 /DB_XREF=gi:2516449 /DB_XREF=C76119 /CLONE=J0003H02 /FEA=FLmRNA /CNT=180 /TID=Mm.29800.1 /TIER=Stack /STK=48 /UG=Mm.29
MOE430_2_1417145_at 80.4 151.4 P P 0.000244 0.000244 0.7 I 0.000068 gb:NM_133921.1 /DB_XREF=gi:19527133 /GEN=AW538212 /FEA=FLmRNA /CNT=87 /TID=Mm.27827.1 /TIER=FL+Stack /STK=55 /UG=Mm.27827 /LL=100
MOE430_2_1417166_at 61.4 113.2 P P 0.000244 0.000244 0.7 I 0.000692 gb:NM_133948.1 /DB_XREF=gi:19527167 /GEN=AU015605 /FEA=FLmRNA /CNT=151 /TID=Mm.28287.1 /TIER=FL+Stack /STK=54 /UG=Mm.28287 /LL=101
MOE430_2_1417205_at 482.2 781.3 P P 0.000244 0.000244 0.7 I 0.00002 gb:AJ278133.1 /DB_XREF=gi:13397918 /GEN=Erd2.2 /FEA=FLmRNA /CNT=142 /TID=Mm.181880.1 /TIER=Stack /STK=21 /UG=Mm.181880 /LL=66913 /D
MOE430_2_1417321_at 132.2 213.1 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_138590.1 /DB_XREF=gi:20070399 /GEN=D4Wsu132e /FEA=FLmRNA /CNT=79 /TID=Mm.28207.1 /TIER=FL+Stack /STK=48 /UG=Mm.28207 /LL=28
MOE430_2_1417351_a_ 293.5 449.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:BC013777.1 /DB_XREF=gi:15489363 /FEA=FLmRNA /CNT=96 /TID=Mm.821.1 /TIER=FL+Stack /STK=47 /UG=Mm.821 /LL=57806 /UG_GENE=Snrpa1 /
MOE430_2_1417352_s_ 275.4 419.5 P P 0.000244 0.000244 0.7 I 0.000027 gb:BC013777.1 /DB_XREF=gi:15489363 /FEA=FLmRNA /CNT=96 /TID=Mm.821.1 /TIER=FL+Stack /STK=47 /UG=Mm.821 /LL=57806 /UG_GENE=Snrpa1 /
MOE430_2_1417353_x_ 285.4 348.6 P P 0.001221 0.000244 0.7 I 0.000167 gb:BC013777.1 /DB_XREF=gi:15489363 /FEA=FLmRNA /CNT=96 /TID=Mm.821.1 /TIER=FL+Stack /STK=47 /UG=Mm.821 /LL=57806 /UG_GENE=Snrpa1 /
MOE430_2_1417404_at 384.2 635.9 P P 0.000244 0.000244 0.7 I 0.000346 gb:NM_130450.1 /DB_XREF=gi:18496984 /GEN=Lce-pending /FEA=FLmRNA /CNT=173 /TID=Mm.26171.1 /TIER=FL+Stack /STK=40 /UG=Mm.26171 /LL=1
MOE430_2_1417427_at 358 615.3 P P 0.000732 0.000244 0.7 I 0.000114 gb:NM_026616.1 /DB_XREF=gi:13386101 /GEN=1500026D16Rik /FEA=FLmRNA /CNT=81 /TID=Mm.28690.1 /TIER=FL+Stack /STK=45 /UG=Mm.28690 /LL
MOE430_2_1417512_at 103.7 146.3 P P 0.000244 0.001221 0.7 MI 0.00249 gb:NM_007964.1 /DB_XREF=gi:6679706 /GEN=Evi5 /FEA=FLmRNA /CNT=132 /TID=Mm.35796.1 /TIER=FL+Stack /STK=43 /UG=Mm.35796 /LL=14020 /DE
MOE430_2_1417567_at 215.6 364.4 P P 0.00415 0.000732 0.7 I 0.000618 gb:NM_023465.1 /DB_XREF=gi:13374560 /GEN=Catnbip1 /FEA=FLmRNA /CNT=149 /TID=Mm.41537.1 /TIER=FL+Stack /STK=41 /UG=Mm.41537 /LL=6708
MOE430_2_1417586_at 112.1 171.9 P P 0.00293 0.001221 0.7 I 0.000052 gb:NM_011589.1 /DB_XREF=gi:6755788 /GEN=Timeless /FEA=FLmRNA /CNT=92 /TID=Mm.6458.1 /TIER=FL+Stack /STK=41 /UG=Mm.6458 /LL=21853 /D
MOE430_2_1417617_at 16 22 A A 0.17 0.11 0.7 NC 0.1 gb:BC010208.1 /DB_XREF=gi:16307338 /FEA=FLmRNA /CNT=98 /TID=Mm.3947.1 /TIER=FL /STK=1 /UG=Mm.3947 /LL=20446 /UG_GENE=Siat7b /DEF=M
MOE430_2_1417675_a_ 73.3 113.7 A M 0.14 0.05 0.7 I 0.00002 gb:NM_133874.1 /DB_XREF=gi:19527089 /GEN=4833432B22Rik /FEA=FLmRNA /CNT=52 /TID=Mm.24627.1 /TIER=FL+Stack /STK=39 /UG=Mm.24627 /LL
MOE430_2_1417711_at 12.4 23.7 A P 0.09 0.04 0.7 NC 0.5 gb:NM_021554.1 /DB_XREF=gi:10946995 /GEN=0610012D09Rik /FEA=FLmRNA /CNT=114 /TID=Mm.29122.1 /TIER=ConsEnd /STK=0 /UG=Mm.29122 /LL=
MOE430_2_1417771_a_ 476.8 691.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:AW208944 /DB_XREF=gi:6514884 /DB_XREF=uo65h01.x1 /CLONE=IMAGE:2647441 /FEA=FLmRNA /CNT=160 /TID=Mm.18472.1 /TIER=Stack /STK=24
MOE430_2_1417852_x_ 4.3 8.7 A A 0.32 0.11 0.7 NC 0.32 gb:AF047838.1 /DB_XREF=gi:3925280 /GEN=mCLCA1 /FEA=FLmRNA /CNT=64 /TID=Mm.136780.1 /TIER=FL+Stack /STK=35 /UG=Mm.136780 /LL=12722
MOE430_2_1417876_at 6.4 14 A A 0.21 0.08 0.7 NC 0.19 gb:AF143181.1 /DB_XREF=gi:4973127 /GEN=Fcgr1 /FEA=FLmRNA /CNT=56 /TID=Mm.150.1 /TIER=FL+Stack /STK=34 /UG=Mm.150 /LL=14129 /DEF=Mu
MOE430_2_1417905_at 2.7 4.4 A A 0.5 0.17 0.7 NC 0.08 gb:NM_011168.1 /DB_XREF=gi:6755171 /GEN=Prlpf /FEA=FLmRNA /CNT=39 /TID=Mm.153999.1 /TIER=FL+Stack /STK=34 /UG=Mm.153999 /LL=19114 /D
MOE430_2_1417929_at 6.7 8.5 A A 0.56 0.24 0.7 NC 0.08 gb:NM_016972.1 /DB_XREF=gi:8394324 /GEN=Slc7a8 /FEA=FLmRNA /CNT=58 /TID=Mm.27830.1 /TIER=FL+Stack /STK=33 /UG=Mm.27830 /LL=50934 /D
MOE430_2_1417995_at 0.8 1.5 A A 0.96 0.85 0.7 NC 0.24 gb:NM_008979.1 /DB_XREF=gi:6679554 /GEN=Ptpn8 /FEA=FLmRNA /CNT=45 /TID=Mm.395.1 /TIER=FL+Stack /STK=32 /UG=Mm.395 /LL=19260 /DEF=M
MOE430_2_1418003_at 80.5 106.7 P P 0.000244 0.000244 0.7 MI 0.00225 gb:NM_025427.1 /DB_XREF=gi:13384823 /GEN=1190002H23Rik /FEA=FLmRNA /CNT=94 /TID=Mm.29811.1 /TIER=FL+Stack /STK=31 /UG=Mm.29811 /LL
MOE430_2_1418009_at 0.5 0.8 A A 0.95 0.69 0.7 NC 0.14 gb:BM932567 /DB_XREF=gi:19391719 /DB_XREF=UI-M-CG0p-bng-d-12-0-UI.r1 /CLONE=UI-M-CG0p-bng-d-12-0-UI /FEA=FLmRNA /CNT=109 /TID=M
MOE430_2_1418108_at 9.9 17.7 P P 0.01 0.000244 0.7 NC 0.24 gb:NM_133244.1 /DB_XREF=gi:18875415 /GEN=Mbf-pending /FEA=FLmRNA /CNT=42 /TID=Mm.28352.1 /TIER=FL+Stack /STK=30 /UG=Mm.28352 /LL=17
MOE430_2_1418113_at 1.7 2.3 A A 0.87 0.66 0.7 NC 0.5 gb:BC010989.1 /DB_XREF=gi:15012160 /FEA=FLmRNA /CNT=128 /TID=Mm.174372.1 /TIER=FL+Stack /STK=29 /UG=Mm.174372 /LL=13101 /UG_GENE=C
MOE430_2_1418117_at 60.1 77.3 P P 0.000244 0.000244 0.7 NC 0.06 gb:BM898749 /DB_XREF=gi:19381537 /DB_XREF=UI-M-DJ0-bta-h-05-0-UI.s1 /CLONE=UI-M-DJ0-bta-h-05-0-UI /FEA=FLmRNA /CNT=98 /TID=Mm.14
MOE430_2_1418253_a_ 30.3 54.8 A P 0.17 0.02 0.7 I 0.000552 gb:NM_011020.1 /DB_XREF=gi:6997236 /GEN=Osp94 /FEA=FLmRNA /CNT=62 /TID=Mm.4150.1 /TIER=FL+Stack /STK=27 /UG=Mm.4150 /LL=18415 /DEF
MOE430_2_1418286_a_ 136.6 207.2 P P 0.00293 0.000732 0.7 I 0.00002 gb:AI789778 /DB_XREF=gi:5337494 /DB_XREF=ui53g05.x1 /CLONE=IMAGE:1886168 /FEA=FLmRNA /CNT=83 /TID=Mm.3374.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1418310_a_ 7.3 14.1 A P 0.09 0.005859 0.7 NC 0.004073 gb:NM_020599.1 /DB_XREF=gi:10181109 /GEN=Rlbp1 /FEA=FLmRNA /CNT=39 /TID=Mm.41653.1 /TIER=FL+Stack /STK=26 /UG=Mm.41653 /LL=19771 /D
MOE430_2_1418430_at 60.6 110.7 P P 0.000244 0.001953 0.7 NC 0.01 gb:AV363909 /DB_XREF=gi:16397599 /DB_XREF=AV363909 /CLONE=8030433C16 /FEA=FLmRNA /CNT=397 /TID=Mm.3380.1 /TIER=Stack /STK=43 /UG
MOE430_2_1418481_at 123.5 198.3 P P 0.01 0.01 0.7 I 0.000492 gb:NM_023058.1 /DB_XREF=gi:12746437 /GEN=Pkmyt1-pending /FEA=FLmRNA /CNT=46 /TID=Mm.182193.1 /TIER=FL+Stack /STK=23 /UG=Mm.182193 /
MOE430_2_1418498_at 0.7 0.4 A A 0.8 0.88 0.7 NC 0.63 gb:AF020737.1 /DB_XREF=gi:2444476 /GEN=Fgf13 /FEA=FLmRNA /CNT=33 /TID=Mm.7995.1 /TIER=FL /STK=1 /UG=Mm.7995 /LL=14168 /DEF=Mus mus
MOE430_2_1418569_at 39.6 74.8 P P 0.000732 0.000244 0.7 I 0.000088 gb:NM_133754.1 /DB_XREF=gi:19526963 /GEN=2410043F08Rik /FEA=FLmRNA /CNT=133 /TID=Mm.11734.1 /TIER=FL+Stack /STK=21 /UG=Mm.11734 /L
MOE430_2_1418609_at 8 11.7 A P 0.17 0.000732 0.7 I 0.001486 gb:AF206697.1 /DB_XREF=gi:11493849 /GEN=Il1e /FEA=FLmRNA /CNT=25 /TID=Mm.133095.1 /TIER=FL+Stack /STK=21 /UG=Mm.133095 /LL=54448 /D
MOE430_2_1418680_at 1.4 3.4 A A 0.82 0.75 0.7 NC 0.57 gb:NM_008223.1 /DB_XREF=gi:6680182 /GEN=Serpind1 /FEA=FLmRNA /CNT=44 /TID=Mm.6609.1 /TIER=FL+Stack /STK=20 /UG=Mm.6609 /LL=15160 /D
MOE430_2_1418745_at 208.4 313.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_012050.1 /DB_XREF=gi:6754933 /GEN=Omd /FEA=FLmRNA /CNT=25 /TID=Mm.139817.1 /TIER=FL+Stack /STK=19 /UG=Mm.139817 /LL=27047 /D
MOE430_2_1418747_at 15 21.6 A M 0.14 0.05 0.7 NC 0.04 gb:NM_011355.1 /DB_XREF=gi:6755473 /GEN=Sfpi1 /FEA=FLmRNA /CNT=39 /TID=Mm.1302.1 /TIER=FL+Stack /STK=19 /UG=Mm.1302 /LL=20375 /DEF=
MOE430_2_1418770_at 1.4 2.2 A A 0.82 0.46 0.7 NC 0.35 gb:NM_013486.1 /DB_XREF=gi:7304948 /GEN=Cd2 /FEA=FLmRNA /CNT=28 /TID=Mm.22842.1 /TIER=FL+Stack /STK=18 /UG=Mm.22842 /LL=12481 /DEF
MOE430_2_1418777_at 38.7 68.9 P P 0.005859 0.00415 0.7 NC 0.01 gb:NM_009138.1 /DB_XREF=gi:6677880 /GEN=Scya25 /FEA=FLmRNA /CNT=31 /TID=Mm.7275.1 /TIER=FL+Stack /STK=18 /UG=Mm.7275 /LL=20300 /DE
MOE430_2_1418801_at 84.3 165 P P 0.000244 0.000244 0.7 I 0.000389 gb:NM_133906.1 /DB_XREF=gi:19527123 /GEN=AI788588 /FEA=FLmRNA /CNT=37 /TID=Mm.213114.1 /TIER=FL+Stack /STK=18 /UG=Mm.213114 /LL=10
MOE430_2_1418828_at 70.1 108 P P 0.000732 0.000244 0.7 I 0.00002 gb:BF320755 /DB_XREF=gi:11269767 /DB_XREF=uz56a07.x1 /CLONE=IMAGE:3673044 /FEA=FLmRNA /CNT=87 /TID=Mm.86387.1 /TIER=Stack /STK=18 
MOE430_2_1418839_at 17.7 34.5 A P 0.09 0.008057 0.7 I 0.000774 gb:NM_133248.1 /DB_XREF=gi:18875423 /GEN=AW227515 /FEA=FLmRNA /CNT=39 /TID=Mm.41417.1 /TIER=FL+Stack /STK=17 /UG=Mm.41417 /LL=170
MOE430_2_1418845_at 2.4 4.7 A A 0.56 0.63 0.7 NC 0.5 gb:NM_008934.1 /DB_XREF=gi:6679476 /GEN=Proc /FEA=FLmRNA /CNT=47 /TID=Mm.2786.1 /TIER=FL+Stack /STK=17 /UG=Mm.2786 /LL=19123 /DEF=
MOE430_2_1418875_at 9.1 9.4 A P 0.24 0.03 0.7 NC 0.5 gb:NM_021482.1 /DB_XREF=gi:10946887 /GEN=Syngr4 /FEA=FLmRNA /CNT=20 /TID=Mm.153185.1 /TIER=FL+Stack /STK=17 /UG=Mm.153185 /LL=5886
MOE430_2_1418902_at 217.1 347.6 P P 0.000732 0.000732 0.7 I 0.00003 gb:NM_026522.1 /DB_XREF=gi:13386015 /GEN=3110023E09Rik /FEA=FLmRNA /CNT=77 /TID=Mm.41767.1 /TIER=FL+Stack /STK=16 /UG=Mm.41767 /LL
MOE430_2_1418930_at 2.9 11.1 A A 0.53 0.39 0.7 NC 0.33 gb:NM_021274.1 /DB_XREF=gi:10946575 /GEN=Scyb10 /FEA=FLmRNA /CNT=36 /TID=Mm.877.1 /TIER=FL+Stack /STK=16 /UG=Mm.877 /LL=15945 /DEF
MOE430_2_1418985_at 20.3 24.8 P P 0.01 0.00293 0.7 NC 0.27 gb:BI652465 /DB_XREF=gi:15566701 /DB_XREF=603299553F1 /CLONE=IMAGE:5340012 /FEA=FLmRNA /CNT=60 /TID=Mm.24081.1 /TIER=ConsEnd /STK
MOE430_2_1419119_at 5.3 9.4 A A 0.5 0.39 0.7 NC 0.5 gb:AF172930.1 /DB_XREF=gi:5738200 /GEN=Kap10 /FEA=FLmRNA /CNT=21 /TID=Mm.24026.1 /TIER=FL+Stack /STK=13 /UG=Mm.24026 /LL=23900 /DE
MOE430_2_1419145_at 1.5 2 A A 0.69 0.75 0.7 NC 0.5 gb:NM_024230.1 /DB_XREF=gi:13195655 /GEN=1110030K22Rik /FEA=FLmRNA /CNT=18 /TID=Mm.33452.1 /TIER=FL+Stack /STK=13 /UG=Mm.33452 /LL
MOE430_2_1419155_a_ 1042.8 1716.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_009238.1 /DB_XREF=gi:6678072 /GEN=Sox4 /FEA=FLmRNA /CNT=166 /TID=Mm.18789.1 /TIER=FL+Stack /STK=12 /UG=Mm.18789 /LL=20677 /D
MOE430_2_1419156_at 808.2 1330.8 P P 0.000244 0.000244 0.7 I 0.000078 gb:NM_009238.1 /DB_XREF=gi:6678072 /GEN=Sox4 /FEA=FLmRNA /CNT=166 /TID=Mm.18789.1 /TIER=FL+Stack /STK=12 /UG=Mm.18789 /LL=20677 /D
MOE430_2_1419157_at 857 1579.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:BE952590 /DB_XREF=gi:10593201 /DB_XREF=UI-M-BH4-azh-f-04-0-UI.s1 /CLONE=UI-M-BH4-azh-f-04-0-UI /FEA=FLmRNA /CNT=166 /TID=Mm.18
MOE430_2_1419164_at 66.8 126.4 P P 0.00415 0.000732 0.7 I 0.00002 gb:D45210.1 /DB_XREF=gi:633989 /FEA=FLmRNA /CNT=84 /TID=Mm.200569.1 /TIER=FL+Stack /STK=12 /UG=Mm.200569 /LL=26466 /UG_GENE=Zfp260
MOE430_2_1419237_at 1 1.5 A A 0.9 0.66 0.7 NC 0.03 gb:NM_021323.1 /DB_XREF=gi:10946629 /GEN=Usp29 /FEA=FLmRNA /CNT=29 /TID=Mm.40752.1 /TIER=FL+Stack /STK=12 /UG=Mm.40752 /LL=57775 /
MOE430_2_1419274_at 119.2 187.5 P P 0.000732 0.000244 0.7 I 0.00002 gb:AV278756 /DB_XREF=gi:16391202 /DB_XREF=AV278756 /CLONE=4933403K13 /FEA=FLmRNA /CNT=83 /TID=Mm.23997.1 /TIER=Stack /STK=15 /UG
MOE430_2_1419283_s_ 33.3 62.1 A M 0.06 0.05 0.7 NC 0.007788 gb:BI101050 /DB_XREF=gi:14551943 /DB_XREF=602886493F1 /CLONE=IMAGE:5041654 /FEA=FLmRNA /CNT=81 /TID=Mm.179671.1 /TIER=Stack /STK=
MOE430_2_1419286_s_ 114.8 198.1 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_009879.2 /DB_XREF=gi:15638941 /GEN=Cdv1 /FEA=FLmRNA /CNT=46 /TID=Mm.10125.1 /TIER=FL+Stack /STK=11 /UG=Mm.10125 /LL=12589 /D
MOE430_2_1419395_at 0.7 2.4 A A 0.97 0.87 0.7 NC 0.12 gb:NM_028790.1 /DB_XREF=gi:18482376 /GEN=1300004O04Rik /FEA=FLmRNA /CNT=41 /TID=Mm.43994.1 /TIER=FL+Stack /STK=10 /UG=Mm.43994 /LL
MOE430_2_1419402_at 15.6 15.9 P P 0.01 0.04 0.7 NC 0.06 gb:NM_008613.1 /DB_XREF=gi:6678907 /GEN=Mns1 /FEA=FLmRNA /CNT=29 /TID=Mm.218.1 /TIER=FL+Stack /STK=10 /UG=Mm.218 /LL=17427 /DEF=M
MOE430_2_1419558_at 17.3 17.9 P P 0.005859 0.00415 0.7 NC 0.29 gb:BC003750.1 /DB_XREF=gi:13277695 /FEA=FLmRNA /CNT=47 /TID=Mm.200671.1 /TIER=FL+Stack /STK=8 /UG=Mm.200671 /LL=17248 /UG_GENE=Md
MOE430_2_1419592_at 83.8 138.2 P P 0.00293 0.000732 0.7 I 0.000035 gb:BM226250 /DB_XREF=gi:17788091 /DB_XREF=K0225B06-3 /CLONE=K0225B06 /FEA=FLmRNA /CNT=53 /TID=Mm.24430.1 /TIER=Stack /STK=10 /UG
MOE430_2_1419610_at 0.4 0.2 A A 0.78 0.98 0.7 NC 0.55 gb:AV231648 /DB_XREF=gi:16385875 /DB_XREF=AV231648 /CLONE=4632408G11 /FEA=FLmRNA /CNT=33 /TID=Mm.57051.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1419625_at 0.8 2.2 A A 0.69 0.69 0.7 NC 0.48 gb:NM_013558.1 /DB_XREF=gi:7305162 /GEN=Hspa1l /FEA=FLmRNA /CNT=13 /TID=Mm.14287.1 /TIER=FL+Stack /STK=8 /UG=Mm.14287 /LL=15482 /DE
MOE430_2_1419731_at 2.9 6.1 A A 0.39 0.27 0.7 NC 0.3 gb:NM_007814.1 /DB_XREF=gi:6681106 /GEN=Cyp2b19 /FEA=FLmRNA /CNT=10 /TID=Mm.14098.1 /TIER=FL /STK=7 /UG=Mm.14098 /LL=13090 /DEF=M
MOE430_2_1419796_at 0.9 2.8 A A 0.93 0.82 0.7 NC 0.03 gb:AA536727 /DB_XREF=gi:2282720 /DB_XREF=vj88a12.r1 /CLONE=IMAGE:944158 /FEA=EST /CNT=2 /TID=Mm.24748.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419864_x_ 14.5 20.8 A P 0.09 0.03 0.7 NC 0.5 gb:AA119213 /DB_XREF=gi:1676703 /DB_XREF=mo28g05.r1 /CLONE=IMAGE:554936 /FEA=EST /CNT=2 /TID=Mm.55092.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419956_at 1 1.1 A A 0.98 0.72 0.7 NC 0.13 gb:C77144 /DB_XREF=gi:2517474 /DB_XREF=C77144 /CLONE=J0026F01 /FEA=EST /CNT=1 /TID=Mm.5580.1 /TIER=ConsEnd /STK=1 /UG=Mm.5580 /LL
MOE430_2_1420030_at 1.3 2.5 A A 0.56 0.66 0.7 NC 0.5 gb:AU018869 /DB_XREF=gi:3374359 /DB_XREF=AU018869 /CLONE=J0509C08 /FEA=EST /CNT=1 /TID=Mm.219748.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420118_s_ 6.9 7.6 A A 0.53 0.43 0.7 NC 0.81 gb:AU015645 /DB_XREF=gi:3370436 /DB_XREF=AU015645 /CLONE=J0714F04 /FEA=EST /CNT=1 /TID=Mm.221024.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420139_s_ 139.1 264.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:AU020154 /DB_XREF=gi:3375738 /DB_XREF=AU020154 /CLONE=J0528A12 /FEA=EST /CNT=1 /TID=Mm.195413.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420148_at 15.8 31.9 P P 0.02 0.02 0.7 NC 0.02 gb:AA589629 /DB_XREF=gi:2403009 /DB_XREF=vl49g08.s1 /CLONE=IMAGE:975614 /FEA=EST /CNT=1 /TID=Mm.206905.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420197_at 17.8 25.1 A M 0.09 0.05 0.7 NC 0.46 gb:AI323528 /DB_XREF=gi:4057957 /DB_XREF=mp04e08.x1 /CLONE=IMAGE:568262 /FEA=EST /CNT=1 /TID=Mm.199863.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420259_at 0.9 0.6 A A 0.85 0.82 0.7 NC 0.06 gb:AA516617 /DB_XREF=gi:2256076 /DB_XREF=vh83f03.r1 /CLONE=IMAGE:893597 /FEA=EST /CNT=1 /TID=Mm.201703.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420346_at 2.5 5.9 A A 0.36 0.3 0.7 NC 0.5 gb:NM_080858.1 /DB_XREF=gi:20270028 /GEN=2310036C05Rik /FEA=FLmRNA /CNT=10 /TID=Mm.79122.1 /TIER=FL /STK=6 /UG=Mm.79122 /LL=70392 
MOE430_2_1420457_at 2.8 3.7 A A 0.87 0.69 0.7 NC 0.006503 gb:NM_007889.1 /DB_XREF=gi:6681240 /GEN=Dvl3 /FEA=FLmRNA /CNT=8 /TID=Mm.5049.1 /TIER=FL /STK=5 /UG=Mm.5049 /LL=13544 /DEF=Mus musc
MOE430_2_1420509_at 116.9 117.5 P P 0.000244 0.000732 0.7 I 0.001832 gb:NM_026040.1 /DB_XREF=gi:13385537 /GEN=2810036K01Rik /FEA=FLmRNA /CNT=50 /TID=Mm.100617.1 /TIER=FL /STK=4 /UG=Mm.100617 /LL=6722
MOE430_2_1420526_at 55.9 88.3 P P 0.02 0.03 0.7 I 0.001832 gb:BB477583 /DB_XREF=gi:16440330 /DB_XREF=BB477583 /CLONE=D330025L13 /FEA=FLmRNA /CNT=28 /TID=Mm.102200.1 /TIER=Stack /STK=11 /U
MOE430_2_1420576_at 37.7 42.6 M P 0.05 0.005859 0.7 NC 0.004925 gb:NM_020028.1 /DB_XREF=gi:9910211 /GEN=Edg4 /FEA=FLmRNA /CNT=14 /TID=Mm.23253.1 /TIER=FL /STK=4 /UG=Mm.23253 /LL=53978 /DEF=Mus m
MOE430_2_1420614_at 151.8 256.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG069784 /DB_XREF=gi:12552353 /DB_XREF=H3080B01-3 /CLONE=H3080B01 /FEA=FLmRNA /CNT=208 /TID=Mm.29150.1 /TIER=Stack /STK=11 /U
MOE430_2_1420672_at 1 0.7 A A 0.95 0.96 0.7 NC 0.5 gb:NM_008424.1 /DB_XREF=gi:6680527 /GEN=Kcne1 /FEA=FLmRNA /CNT=13 /TID=Mm.4955.1 /TIER=FL /STK=3 /UG=Mm.4955 /LL=16509 /DEF=Mus m
MOE430_2_1420683_at 1.4 3 A A 0.72 0.6 0.7 NC 0.09 gb:NM_134253.1 /DB_XREF=gi:19527417 /GEN=MGC8103 /FEA=FLmRNA /CNT=20 /TID=Mm.74618.1 /TIER=FL /STK=3 /UG=Mm.74618 /LL=171388 /DEF
MOE430_2_1420719_at 7.1 11.8 A A 0.39 0.17 0.7 NC 0.1 gb:NM_031374.1 /DB_XREF=gi:14780889 /GEN=Tex15 /FEA=FLmRNA /CNT=15 /TID=Mm.159047.1 /TIER=FL /STK=3 /UG=Mm.159047 /LL=104271 /DEF=
MOE430_2_1420725_at 42.3 52.8 P P 0.001953 0.000732 0.7 I 0.000114 gb:NM_138758.1 /DB_XREF=gi:20270296 /GEN=Tmlh /FEA=FLmRNA /CNT=8 /TID=Mm.139078.1 /TIER=FL /STK=3 /UG=Mm.139078 /LL=192289 /DEF=M
MOE430_2_1420736_at 8.2 14 P A 0.03 0.12 0.7 NC 0.5 gb:D79209.1 /DB_XREF=gi:1651192 /FEA=FLmRNA /CNT=8 /TID=Mm.4774.1 /TIER=FL /STK=1 /UG=Mm.4774 /LL=20464 /UG_GENE=Sim1 /DEF=Mus mu
MOE430_2_1420742_at 5.4 13.2 A P 0.27 0.02 0.7 NC 0.08 gb:NM_007402.1 /DB_XREF=gi:6671510 /GEN=Adam7 /FEA=FLmRNA /CNT=6 /TID=Mm.6220.1 /TIER=FL /STK=3 /UG=Mm.6220 /LL=11500 /DEF=Mus mu
MOE430_2_1420749_a_ 9.8 16.2 A A 0.21 0.06 0.7 NC 0.2 gb:NM_010127.1 /DB_XREF=gi:6753745 /GEN=Pou6f1 /FEA=FLmRNA /CNT=5 /TID=Mm.188701.1 /TIER=FL /STK=3 /UG=Mm.188701 /LL=19009 /DEF=M
MOE430_2_1420770_at 5.2 16.2 A P 0.14 0.01 0.7 NC 0.01 gb:NM_010643.1 /DB_XREF=gi:8393674 /GEN=Klk24 /FEA=FLmRNA /CNT=4 /TID=Mm.103622.1 /TIER=FL /STK=3 /UG=Mm.103622 /LL=16617 /DEF=Mus
MOE430_2_1420794_at 0.4 0.6 A A 0.9 0.83 0.7 NC 0.5 gb:NM_019915.1 /DB_XREF=gi:9910131 /GEN=Art2b /FEA=FLmRNA /CNT=4 /TID=Mm.57008.1 /TIER=FL /STK=3 /UG=Mm.57008 /LL=11872 /DEF=Mus m
MOE430_2_1420839_at 99.4 150.5 P P 0.000244 0.000244 0.7 I 0.000552 gb:NM_031256.1 /DB_XREF=gi:13752584 /GEN=Plekha3 /FEA=FLmRNA /CNT=159 /TID=Mm.41636.1 /TIER=FL /STK=2 /UG=Mm.41636 /LL=83435 /DEF=
MOE430_2_1420864_at 36.3 50.5 P P 0.00415 0.000732 0.7 NC 0.007788 gb:NM_009547.1 /DB_XREF=gi:6678636 /GEN=Zfp161 /FEA=FLmRNA /CNT=161 /TID=Mm.29434.1 /TIER=FL /STK=2 /UG=Mm.29434 /LL=22666 /DEF=Mu
MOE430_2_1420916_at 64.9 113.5 P P 0.000244 0.000244 0.7 I 0.000023 gb:NM_018785.1 /DB_XREF=gi:9055217 /GEN=Fnbp3 /FEA=FLmRNA /CNT=123 /TID=Mm.87658.1 /TIER=FL /STK=2 /UG=Mm.87658 /LL=56194 /DEF=Mu
MOE430_2_1420946_at 12.4 18 P P 0.02 0.001221 0.7 NC 0.05 gb:BM230515 /DB_XREF=gi:17793757 /DB_XREF=K0296F04-3 /CLONE=K0296F04 /FEA=FLmRNA /CNT=165 /TID=Mm.10141.1 /TIER=Stack /STK=20 /U
MOE430_2_1420955_at 0.5 1 A A 0.85 0.6 0.7 NC 0.09 gb:AK005091.1 /DB_XREF=gi:12836782 /FEA=FLmRNA /CNT=79 /TID=Mm.27005.1 /TIER=Stack /STK=39 /UG=Mm.27005 /LL=26950 /UG_GENE=Vsnl1 /U
MOE430_2_1420961_a_ 0.7 2.1 A A 0.88 0.45 0.7 NC 0.05 gb:NM_028582.2 /DB_XREF=gi:19263341 /GEN=Nd1-pending /FEA=FLmRNA /CNT=52 /TID=Mm.179252.1 /TIER=FL /STK=2 /UG=Mm.179252 /LL=117198
MOE430_2_1420975_at 114.2 209.2 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_011714.1 /DB_XREF=gi:6755992 /GEN=Baz1b /FEA=FLmRNA /CNT=96 /TID=Mm.40331.1 /TIER=FL /STK=2 /UG=Mm.40331 /LL=22385 /DEF=Mus
MOE430_2_1421031_a_ 110.3 179.3 P P 0.000244 0.000244 0.7 I 0.000027 gb:NM_023516.1 /DB_XREF=gi:12963710 /GEN=2310016C08Rik /FEA=FLmRNA /CNT=26 /TID=Mm.45161.1 /TIER=FL /STK=2 /UG=Mm.45161 /LL=69573 
MOE430_2_1421054_at 30.2 50.2 P P 0.001221 0.000732 0.7 NC 0.01 gb:NM_020506.1 /DB_XREF=gi:10048437 /GEN=Xpo4-pending /FEA=FLmRNA /CNT=47 /TID=Mm.143753.1 /TIER=FL /STK=2 /UG=Mm.143753 /LL=57258 
MOE430_2_1421061_at 5.3 7.3 A A 0.5 0.5 0.7 NC 0.37 gb:NM_008189.1 /DB_XREF=gi:6680130 /GEN=Guca1a /FEA=FLmRNA /CNT=21 /TID=Mm.16224.1 /TIER=FL /STK=2 /UG=Mm.16224 /LL=14913 /DEF=Mu
MOE430_2_1421136_at 4.9 6.3 A A 0.27 0.21 0.7 NC 0.07 gb:NM_007903.1 /DB_XREF=gi:6681266 /GEN=Edn3 /FEA=FLmRNA /CNT=14 /TID=Mm.9478.1 /TIER=FL /STK=2 /UG=Mm.9478 /LL=13616 /DEF=Mus mu
MOE430_2_1421166_at 17.5 30 A P 0.35 0.04 0.7 I 0.000101 gb:NM_009730.1 /DB_XREF=gi:6753145 /GEN=Atrn /FEA=FLmRNA /CNT=32 /TID=Mm.11677.1 /TIER=FL /STK=2 /UG=Mm.11677 /LL=11990 /DEF=Mus m
MOE430_2_1421188_at 7.8 9.6 A A 0.08 0.24 0.7 NC 0.24 gb:BB148128 /DB_XREF=gi:16267740 /DB_XREF=BB148128 /CLONE=9930105N04 /FEA=FLmRNA /CNT=31 /TID=Mm.6272.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1421205_at 30.9 72.8 P P 0.001953 0.001221 0.7 MI 0.00249 gb:NM_007499.1 /DB_XREF=gi:6680739 /GEN=Atm /FEA=FLmRNA /CNT=18 /TID=Mm.5088.1 /TIER=FL /STK=2 /UG=Mm.5088 /LL=11920 /DEF=Mus mus
MOE430_2_1421212_at 0.3 2.8 A A 0.75 0.53 0.7 NC 0.3 gb:NM_018795.1 /DB_XREF=gi:9055155 /GEN=Abcc6 /FEA=FLmRNA /CNT=16 /TID=Mm.63514.1 /TIER=FL /STK=2 /UG=Mm.63514 /LL=27421 /DEF=Mus
MOE430_2_1421229_at 15.7 25.7 P P 0.008057 0.00415 0.7 NC 0.28 gb:NM_007859.1 /DB_XREF=gi:6681184 /GEN=Dffb /FEA=FLmRNA /CNT=10 /TID=Mm.86386.1 /TIER=FL /STK=2 /UG=Mm.86386 /LL=13368 /DEF=Mus m
MOE430_2_1421236_at 70.6 114.6 P P 0.00415 0.008057 0.7 NC 0.003699 gb:BI664861 /DB_XREF=gi:15579081 /DB_XREF=603288281F1 /CLONE=IMAGE:5322165 /FEA=FLmRNA /CNT=25 /TID=Mm.112765.1 /TIER=ConsEnd /ST
MOE430_2_1421280_at 10.2 12.3 A A 0.36 0.33 0.7 NC 0.44 gb:NM_010250.1 /DB_XREF=gi:6753935 /GEN=Gabra1 /FEA=FLmRNA /CNT=18 /TID=Mm.4914.1 /TIER=FL /STK=2 /UG=Mm.4914 /LL=14394 /DEF=Mus m
MOE430_2_1421281_at 0.3 0.8 A A 0.85 0.94 0.7 NC 0.33 gb:Z36357 /DB_XREF=gi:530555 /DB_XREF=MM89 /CLONE=89 /FEA=FLmRNA /CNT=18 /TID=Mm.4914.1 /TIER=ConsEnd /STK=0 /UG=Mm.4914 /LL=14
MOE430_2_1421305_x_ 27.9 59.9 P P 0.001221 0.001953 0.7 NC 0.01 gb:NM_019400.1 /DB_XREF=gi:9507020 /GEN=Rab5ep-pending /FEA=FLmRNA /CNT=11 /TID=Mm.7087.1 /TIER=FL /STK=2 /UG=Mm.7087 /LL=54189 /D
MOE430_2_1421386_at 11.2 18 A M 0.12 0.05 0.7 NC 0.5 gb:NM_080471.2 /DB_XREF=gi:19924301 /GEN=Ankrd6 /FEA=FLmRNA /CNT=11 /TID=Mm.214766.1 /TIER=FL /STK=2 /UG=Mm.214766 /LL=140577 /DEF
MOE430_2_1421427_at 8.5 15.9 A A 0.63 0.53 0.7 NC 0.5 gb:NM_029838.1 /DB_XREF=gi:14209683 /GEN=2700062B08Rik /FEA=FLmRNA /CNT=6 /TID=Mm.190641.1 /TIER=FL /STK=2 /UG=Mm.190641 /LL=77018
MOE430_2_1421448_at 31.5 51.9 A P 0.14 0.008057 0.7 NC 0.009292 gb:NM_019994.1 /DB_XREF=gi:9910325 /GEN=Tulip1-pending /FEA=FLmRNA /CNT=9 /TID=Mm.154667.1 /TIER=FL /STK=2 /UG=Mm.154667 /LL=56784 /
MOE430_2_1421455_at 2.1 3.5 A A 0.94 0.75 0.7 NC 0.01 gb:NM_016667.1 /DB_XREF=gi:7710095 /GEN=Sntb1 /FEA=FLmRNA /CNT=8 /TID=Mm.6202.1 /TIER=FL /STK=2 /UG=Mm.6202 /LL=20649 /DEF=Mus mu
MOE430_2_1421457_a_ 6.2 5.8 A A 0.17 0.19 0.7 NC 0.06 gb:NM_023380.1 /DB_XREF=gi:12965184 /GEN=Samsn1 /FEA=FLmRNA /CNT=8 /TID=Mm.131406.1 /TIER=FL /STK=2 /UG=Mm.131406 /LL=67742 /DEF=
MOE430_2_1421522_at 0.8 1.9 A A 0.96 0.8 0.7 NC 0.11 gb:NM_008081.1 /DB_XREF=gi:6679930 /GEN=Galgt2 /FEA=FLmRNA /CNT=6 /TID=Mm.2807.1 /TIER=FL /STK=2 /UG=Mm.2807 /LL=14422 /DEF=Mus mu
MOE430_2_1421567_at 0.7 3.3 A A 0.9 0.69 0.7 NC 0.01 gb:NM_013780.1 /DB_XREF=gi:7305318 /GEN=Npas3 /FEA=FLmRNA /CNT=4 /TID=Mm.103654.1 /TIER=FL /STK=2 /UG=Mm.103654 /LL=27386 /DEF=Mu
MOE430_2_1421587_at 0.7 1.4 A A 0.9 0.87 0.7 NC 0.41 gb:NM_020268.1 /DB_XREF=gi:12313876 /GEN=Klk27 /FEA=FLmRNA /CNT=5 /TID=Mm.103708.1 /TIER=FL /STK=2 /UG=Mm.103708 /LL=16619 /DEF=Mu
MOE430_2_1421647_at 12.2 18 A A 0.29 0.17 0.7 NC 0.18 gb:NM_007640.1 /DB_XREF=gi:6671707 /GEN=Cd1d2 /FEA=FLmRNA /CNT=3 /TID=Mm.157907.1 /TIER=FL /STK=2 /UG=Mm.157907 /LL=12480 /DEF=Mu
MOE430_2_1421717_at 1.4 1.3 A A 0.8 0.96 0.7 NC 0.26 gb:NM_030739.1 /DB_XREF=gi:13507701 /GEN=V3R4 /FEA=FLmRNA /CNT=2 /TID=Mm.160379.1 /TIER=FL /STK=2 /UG=Mm.160379 /LL=81014 /DEF=Mu
MOE430_2_1421740_at 0.4 0.9 A A 0.98 0.72 0.7 NC 0.04 gb:NM_019690.1 /DB_XREF=gi:9790088 /GEN=Nespl-pending /FEA=FLmRNA /CNT=2 /TID=Mm.42094.1 /TIER=FL /STK=2 /UG=Mm.42094 /LL=56509 /DE
MOE430_2_1421770_a_ 23.1 28.8 A P 0.09 0.04 0.7 NC 0.19 gb:NM_009392.1 /DB_XREF=gi:6678366 /GEN=Hox11l1 /FEA=FLmRNA /CNT=2 /TID=Mm.37.1 /TIER=FL /STK=2 /UG=Mm.37 /LL=21909 /DEF=Mus muscu
MOE430_2_1421790_a_ 1.8 4.3 A A 0.87 0.75 0.7 NC 0.5 gb:NM_010599.1 /DB_XREF=gi:6754419 /GEN=Kcnab3 /FEA=FLmRNA /CNT=2 /TID=Mm.39364.1 /TIER=FL /STK=2 /UG=Mm.39364 /LL=16499 /DEF=Mus
MOE430_2_1421871_at 308.3 458.9 P P 0.000244 0.000244 0.7 I 0.000774 gb:NM_019989.1 /DB_XREF=gi:9910547 /GEN=Sh3bgrl /FEA=FLmRNA /CNT=74 /TID=Mm.196451.1 /TIER=FL /STK=1 /UG=Mm.196451 /LL=56726 /DEF=M
MOE430_2_1421930_at 4.3 5.7 A A 0.43 0.46 0.7 NC 0.27 gb:NM_017480.1 /DB_XREF=gi:8567361 /GEN=Icos /FEA=FLmRNA /CNT=33 /TID=Mm.42044.1 /TIER=FL /STK=1 /UG=Mm.42044 /LL=54167 /DEF=Mus m
MOE430_2_1421970_a_ 9.5 13.2 A A 0.09 0.1 0.7 NC 0.48 gb:NM_013540.1 /DB_XREF=gi:7305114 /GEN=Gria2 /FEA=FLmRNA /CNT=17 /TID=Mm.4921.1 /TIER=FL /STK=1 /UG=Mm.4921 /LL=14800 /DEF=Mus mu
MOE430_2_1421978_at 9.3 21 P A 0.01 0.08 0.7 NC 0.37 gb:AF326550.1 /DB_XREF=gi:17225426 /GEN=Gad2 /FEA=FLmRNA /CNT=19 /TID=Mm.4784.1 /TIER=FL /STK=1 /UG=Mm.4784 /LL=14417 /DEF=Mus mu
MOE430_2_1422013_at 0.5 1 A A 0.88 0.72 0.7 NC 0.39 gb:NM_011999.1 /DB_XREF=gi:6753441 /GEN=Clecsf6 /FEA=FLmRNA /CNT=16 /TID=Mm.47384.1 /TIER=FL /STK=1 /UG=Mm.47384 /LL=26888 /DEF=Mu
MOE430_2_1422067_at 1.1 0.3 A A 0.74 0.85 0.7 NC 0.39 gb:AF342896.1 /DB_XREF=gi:13447146 /FEA=FLmRNA /CNT=8 /TID=Mm.160364.1 /TIER=FL /STK=1 /UG=Mm.160364 /LL=80782 /UG_GENE=Klrb1d /DE
MOE430_2_1422072_a_ 1.3 1.1 A A 0.72 0.56 0.7 NC 0.49 gb:NM_008184.1 /DB_XREF=gi:7110612 /GEN=Gstm6 /FEA=FLmRNA /CNT=8 /TID=Mm.31041.1 /TIER=FL /STK=1 /UG=Mm.31041 /LL=14867 /DEF=Mus 
MOE430_2_1422160_at 14.8 24.1 P P 0.04 0.03 0.7 NC 0.5 gb:L22338.1 /DB_XREF=gi:1817735 /GEN=H-2T24 /FEA=FLmRNA /CNT=7 /TID=Mm.14573.1 /TIER=FL /STK=1 /UG=Mm.14573 /LL=15042 /DEF=Mouse M
MOE430_2_1422172_x_ 5.9 14.1 A P 0.09 0.03 0.7 NC 0.22 gb:NM_029583.1 /DB_XREF=gi:13386417 /GEN=2810408B13Rik /FEA=FLmRNA /CNT=5 /TID=Mm.159731.1 /TIER=FL /STK=1 /UG=Mm.159731 /LL=76371
MOE430_2_1422194_at 1.7 3.9 A A 0.9 0.63 0.7 NC 0.08 gb:NM_021544.1 /DB_XREF=gi:14547892 /GEN=Scn5a /FEA=FLmRNA /CNT=4 /TID=Mm.103584.1 /TIER=FL /STK=1 /UG=Mm.103584 /LL=20271 /DEF=M
MOE430_2_1422202_at 8.3 14.6 A P 0.14 0.01 0.7 NC 0.02 gb:NM_009380.1 /DB_XREF=gi:6678342 /GEN=Thrb /FEA=FLmRNA /CNT=3 /TID=Mm.4753.1 /TIER=FL /STK=1 /UG=Mm.4753 /LL=21834 /DEF=Mus musc



MOE430_2_1422212_at 8.1 13.8 A A 0.66 0.63 0.7 NC 0.34 gb:AF110506.1 /DB_XREF=gi:4262543 /GEN=Fast2 /FEA=FLmRNA /CNT=5 /TID=Mm.42011.1 /TIER=FL /STK=1 /UG=Mm.42011 /LL=14106 /DEF=Mus mu
MOE430_2_1422249_s_ 9.9 22.8 P P 0.02 0.02 0.7 NC 0.09 gb:NM_009540.1 /DB_XREF=gi:6678624 /GEN=Zfa /FEA=FLmRNA /CNT=2 /TID=Mm.87837.1 /TIER=FL /STK=1 /UG=Mm.87837 /LL=22639 /DEF=Mus mus
MOE430_2_1422312_a_ 0.9 1.1 A A 0.8 0.69 0.7 NC 0.33 gb:NM_009719.2 /DB_XREF=gi:11068131 /GEN=Neurog3 /FEA=FLmRNA /CNT=1 /TID=Mm.57236.1 /TIER=FL /STK=1 /UG=Mm.57236 /LL=11925 /DEF=M
MOE430_2_1422371_at 1.7 0.9 A A 0.8 0.78 0.7 NC 0.12 gb:NM_020512.1 /DB_XREF=gi:10048447 /GEN=Or28 /FEA=FLmRNA /CNT=1 /TID=Mm.88822.1 /TIER=FL /STK=1 /UG=Mm.88822 /LL=57269 /DEF=Mus m
MOE430_2_1422458_at 12.2 19.2 A P 0.27 0.03 0.7 NC 0.33 gb:NM_009337.1 /DB_XREF=gi:6678256 /GEN=Tcl1 /FEA=FLmRNA /CNT=126 /TID=Mm.18154.1 /TIER=FL+Stack /STK=96 /UG=Mm.18154 /LL=21432 /DE
MOE430_2_1422484_at 499.5 732.1 P P 0.000244 0.000244 0.7 I 0.000389 gb:AK002732.1 /DB_XREF=gi:12832926 /GEN=Cycs /FEA=FLmRNA /CNT=292 /TID=Mm.35389.1 /TIER=Stack /STK=61 /UG=Mm.35389 /LL=13063 /UG_T
MOE430_2_1422500_at 87.4 148 P P 0.000732 0.000244 0.7 I 0.000101 gb:AV030425 /DB_XREF=gi:16356549 /DB_XREF=AV030425 /CLONE=1500012E04 /FEA=FLmRNA /CNT=215 /TID=Mm.196043.1 /TIER=Stack /STK=65 /U
MOE430_2_1422523_at 24.9 42.9 A M 0.08 0.05 0.7 NC 0.04 gb:NM_021882.1 /DB_XREF=gi:11527397 /GEN=Si /FEA=FLmRNA /CNT=89 /TID=Mm.16756.1 /TIER=FL+Stack /STK=52 /UG=Mm.16756 /LL=20431 /DEF
MOE430_2_1422533_at 105.8 166.1 P P 0.000244 0.000244 0.7 I 0.000307 gb:BB004104 /DB_XREF=gi:15389680 /DB_XREF=BB004104 /CLONE=4732458H05 /FEA=FLmRNA /CNT=202 /TID=Mm.140158.1 /TIER=Stack /STK=25 /U
MOE430_2_1422547_at 1516.9 2444.8 P P 0.000244 0.000244 0.7 I 0.000023 gb:L25255.1 /DB_XREF=gi:431421 /GEN=RanBP1 /FEA=FLmRNA /CNT=95 /TID=Mm.3752.1 /TIER=FL+Stack /STK=39 /UG=Mm.3752 /LL=19385 /DEF=M
MOE430_2_1422628_at 91.3 151.9 P P 0.000244 0.000244 0.7 I 0.000618 gb:NM_026640.1 /DB_XREF=gi:13386131 /GEN=4632417K18Rik /FEA=FLmRNA /CNT=79 /TID=Mm.1643.1 /TIER=FL+Stack /STK=24 /UG=Mm.1643 /LL=1
MOE430_2_1422649_at 3.4 6.6 A A 0.36 0.3 0.7 NC 0.49 gb:NM_017383.1 /DB_XREF=gi:8393169 /GEN=Cntn6 /FEA=FLmRNA /CNT=26 /TID=Mm.40898.1 /TIER=FL+Stack /STK=22 /UG=Mm.40898 /LL=53870 /D
MOE430_2_1422749_at 4.4 6.5 A A 0.43 0.21 0.7 NC 0.35 gb:NM_023463.1 /DB_XREF=gi:12963684 /GEN=Ly6g6c-pending /FEA=FLmRNA /CNT=28 /TID=Mm.215096.1 /TIER=FL+Stack /STK=15 /UG=Mm.215096 /
MOE430_2_1422769_at 107.1 197.5 P P 0.000244 0.000244 0.7 I 0.000088 gb:BG920261 /DB_XREF=gi:14300737 /DB_XREF=602822344F1 /CLONE=IMAGE:4951330 /FEA=FLmRNA /CNT=67 /TID=Mm.196461.1 /TIER=Stack /STK=
MOE430_2_1422818_at 139.6 229.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB458177 /DB_XREF=gi:16426245 /DB_XREF=BB458177 /CLONE=D130055H05 /FEA=FLmRNA /CNT=175 /TID=Mm.8315.1 /TIER=Stack /STK=92 /UG
MOE430_2_1422874_at 6.2 9.1 A A 0.6 0.3 0.7 NC 0.05 gb:NM_016845.1 /DB_XREF=gi:8392844 /GEN=Acrbp /FEA=FLmRNA /CNT=16 /TID=Mm.4073.1 /TIER=FL+Stack /STK=9 /UG=Mm.4073 /LL=54137 /DEF=
MOE430_2_1422907_at 32.7 44 P P 0.04 0.005859 0.7 NC 0.0065 gb:NM_008141.1 /DB_XREF=gi:6680042 /GEN=Gnat2 /FEA=FLmRNA /CNT=25 /TID=Mm.4805.1 /TIER=FL+Stack /STK=8 /UG=Mm.4805 /LL=14686 /DEF=
MOE430_2_1422932_a_ 1 1.8 A A 0.85 0.72 0.7 NC 0.29 gb:NM_011691.1 /DB_XREF=gi:6755954 /GEN=Vav /FEA=FLmRNA /CNT=13 /TID=Mm.57191.1 /TIER=FL /STK=3 /UG=Mm.57191 /LL=22324 /DEF=Mus m
MOE430_2_1423004_at 1.6 2.5 A A 0.75 0.63 0.7 NC 0.28 gb:NM_011703.1 /DB_XREF=gi:6755976 /GEN=Vipr1 /FEA=FLmRNA /CNT=8 /TID=Mm.46809.1 /TIER=FL /STK=0 /UG=Mm.46809 /LL=22354 /DEF=Mus m
MOE430_2_1423019_at 1.9 3.4 A A 0.39 0.39 0.7 NC 0.36 gb:NM_010290.1 /DB_XREF=gi:6753993 /GEN=Gja9 /FEA=FLmRNA /CNT=4 /TID=Mm.138256.1 /TIER=FL /STK=0 /UG=Mm.138256 /LL=14617 /DEF=Mus 
MOE430_2_1423024_at 15 16.7 A A 0.53 0.21 0.7 NC 0.22 gb:NM_012009.1 /DB_XREF=gi:6753699 /GEN=Eat2 /FEA=FLmRNA /CNT=3 /TID=Mm.57009.1 /TIER=FL /STK=0 /UG=Mm.57009 /LL=26904 /DEF=Mus mu
MOE430_2_1423025_a_ 33.7 50.8 P P 0.001953 0.000244 0.7 I 0.001201 gb:NM_013928.1 /DB_XREF=gi:18250281 /GEN=Schip1 /FEA=FLmRNA /CNT=2 /TID=Mm.24059.1 /TIER=FL /STK=0 /UG=Mm.24059 /LL=30953 /DEF=Mus
MOE430_2_1423041_a_ 448.7 706.2 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB818485 /DB_XREF=gi:16991114 /DB_XREF=BB818485 /CLONE=G730045C06 /FEA=FLmRNA /CNT=465 /TID=Mm.21848.1 /TIER=Stack /STK=12 /U
MOE430_2_1423065_at 20.4 33.4 P P 0.000732 0.008057 0.7 NC 0.26 gb:BB044612 /DB_XREF=gi:15403931 /DB_XREF=BB044612 /CLONE=6030489E13 /FEA=FLmRNA /CNT=313 /TID=Mm.5001.1 /TIER=Stack /STK=10 /UG
MOE430_2_1423208_at 167.7 223.6 P P 0.00293 0.001221 0.7 I 0.000273 gb:AV296303 /DB_XREF=gi:6328320 /DB_XREF=AV296303 /CLONE=5730440P06 /FEA=FLmRNA /CNT=257 /TID=Mm.23263.1 /TIER=Stack /STK=16 /UG
MOE430_2_1423300_at 123.4 285 P P 0.000732 0.000732 0.7 I 0.000052 gb:AV305132 /DB_XREF=gi:16393674 /DB_XREF=AV305132 /CLONE=5730526A15 /FEA=FLmRNA /CNT=146 /TID=Mm.23975.1 /TIER=Stack /STK=17 /U
MOE430_2_1423405_at 4.4 6.3 A A 0.36 0.09 0.7 NC 0.02 gb:BB328405 /DB_XREF=gi:15411491 /DB_XREF=BB328405 /CLONE=B430316L01 /FEA=FLmRNA /CNT=306 /TID=Mm.36851.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1423444_at 128.8 170.4 P P 0.000732 0.000244 0.7 I 0.000438 gb:BM240191 /DB_XREF=gi:17875461 /DB_XREF=K0547H02-3 /CLONE=K0547H02 /FEA=FLmRNA /CNT=213 /TID=Mm.6710.1 /TIER=Stack /STK=19 /UG
MOE430_2_1423458_at 9.3 15.4 A P 0.17 0.03 0.7 NC 0.03 gb:BB778934 /DB_XREF=gi:16939634 /DB_XREF=BB778934 /CLONE=G430050C05 /FEA=FLmRNA /CNT=196 /TID=Mm.37381.1 /TIER=Stack /STK=10 /U
MOE430_2_1423466_at 1.5 2.8 A A 0.72 0.46 0.7 NC 0.35 gb:BB204380 /DB_XREF=gi:8869333 /DB_XREF=BB204380 /CLONE=A430057K10 /FEA=FLmRNA /CNT=42 /TID=Mm.2932.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1423499_at 37 60 P P 0.005859 0.000244 0.7 I 0.00002 gb:AK017012.1 /DB_XREF=gi:12856051 /FEA=FLmRNA /CNT=28 /TID=Mm.90801.1 /TIER=Stack /STK=15 /UG=Mm.90801 /LL=67847 /UG_GENE=Sncaip /
MOE430_2_1423554_at 46.5 65.3 P P 0.00293 0.001953 0.7 NC 0.004925 gb:AV370848 /DB_XREF=gi:16397834 /DB_XREF=AV370848 /CLONE=9030404K05 /FEA=FLmRNA /CNT=77 /TID=Mm.19937.1 /TIER=Stack /STK=11 /UG
MOE430_2_1423582_at 1.5 2 A A 0.69 0.6 0.7 NC 0.09 gb:AL133300.1 /DB_XREF=gi:6522828 /FEA=FLmRNA /CNT=13 /TID=Mm.88852.1 /TIER=Stack /STK=10 /UG=Mm.88852 /LL=50796 /UG_GENE=Dmrt1 /D
MOE430_2_1423595_at 28.4 46.1 A P 0.14 0.03 0.7 I 0.000492 gb:NM_025910.1 /DB_XREF=gi:13385401 /GEN=1810047J07Rik /FEA=FLmRNA /CNT=51 /TID=Mm.196204.1 /TIER=ConsEnd /STK=0 /UG=Mm.196204 /LL
MOE430_2_1423605_a_ 100.4 154.3 P P 0.000244 0.001953 0.7 I 0.000774 gb:AK004719.1 /DB_XREF=gi:12836100 /GEN=Mdm2 /FEA=FLmRNA /CNT=16 /TID=Mm.22670.1 /TIER=Stack /STK=9 /UG=Mm.22670 /LL=17246 /UG_TIT
MOE430_2_1423631_at 0.7 4.9 A A 0.95 0.69 0.7 NC 0.49 gb:BB540797 /DB_XREF=gi:15412216 /DB_XREF=BB540797 /CLONE=E130109K18 /FEA=FLmRNA /CNT=44 /TID=Mm.103641.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423761_at 51.7 92.2 P P 0.005859 0.000732 0.7 I 0.00003 gb:BC014872.1 /DB_XREF=gi:15990391 /FEA=FLmRNA /CNT=156 /TID=Mm.30735.1 /TIER=FL+Stack /STK=124 /UG=Mm.30735 /DEF=Mus musculus, clon
MOE430_2_1423957_at 199.6 315.8 P P 0.000244 0.000244 0.7 I 0.00002 gb:BC022614.1 /DB_XREF=gi:18490450 /FEA=FLmRNA /CNT=113 /TID=Mm.34109.2 /TIER=FL+Stack /STK=72 /UG=Mm.34109 /LL=68048 /UG_GENE=270
MOE430_2_1424021_at 21 38.1 P P 0.01 0.005859 0.7 NC 0.003699 gb:BB837198 /DB_XREF=gi:17015441 /DB_XREF=BB837198 /CLONE=G930045I18 /FEA=FLmRNA /CNT=151 /TID=Mm.37623.1 /TIER=Stack /STK=15 /UG
MOE430_2_1424063_at 12.8 18 A A 0.36 0.24 0.7 NC 0.42 gb:BC016132.1 /DB_XREF=gi:16359351 /FEA=FLmRNA /CNT=88 /TID=Mm.8025.1 /TIER=FL+Stack /STK=57 /UG=Mm.8025 /LL=11354 /UG_GENE=Abpa /
MOE430_2_1424141_at 213.2 308.9 P P 0.000244 0.000244 0.7 I 0.000035 gb:BC010205.1 /DB_XREF=gi:16307331 /FEA=FLmRNA /CNT=125 /TID=Mm.205737.1 /TIER=FL+Stack /STK=50 /UG=Mm.205737 /DEF=Mus musculus, clo
MOE430_2_1424230_at 10.8 14.5 A A 0.21 0.39 0.7 NC 0.2 gb:BC026859.1 /DB_XREF=gi:20071539 /FEA=FLmRNA /CNT=59 /TID=Mm.24865.1 /TIER=FL+Stack /STK=44 /UG=Mm.24865 /DEF=Mus musculus, Simila
MOE430_2_1424246_a_ 106.6 190.8 P P 0.008057 0.00293 0.7 I 0.001077 gb:BC003808.1 /DB_XREF=gi:13277857 /FEA=FLmRNA /CNT=99 /TID=Mm.88645.1 /TIER=FL+Stack /STK=43 /UG=Mm.88645 /LL=21753 /UG_GENE=Tes 
MOE430_2_1424247_at 205.2 332.6 P P 0.000732 0.000244 0.7 I 0.00002 gb:BB324369 /DB_XREF=gi:16403505 /DB_XREF=BB324369 /CLONE=B430107L16 /FEA=FLmRNA /CNT=96 /TID=Mm.33872.1 /TIER=Stack /STK=13 /UG
MOE430_2_1424252_at 126.9 185.9 P P 0.001221 0.000244 0.7 I 0.00002 gb:BC021374.1 /DB_XREF=gi:18203891 /FEA=FLmRNA /CNT=92 /TID=Mm.220918.2 /TIER=FL+Stack /STK=42 /UG=Mm.220918 /LL=50926 /UG_GENE=H
MOE430_2_1424310_at 14.5 21.8 P P 0.008057 0.01 0.7 NC 0.01 gb:AI447812 /DB_XREF=gi:4306608 /DB_XREF=mr24b04.x1 /CLONE=IMAGE:598351 /FEA=FLmRNA /CNT=102 /TID=Mm.19027.2 /TIER=ConsEnd /STK=1 
MOE430_2_1424451_at 13.3 20.4 A P 0.09 0.01 0.7 NC 0.13 gb:BC019882.1 /DB_XREF=gi:18043768 /FEA=FLmRNA /CNT=83 /TID=Mm.205266.2 /TIER=FL+Stack /STK=31 /UG=Mm.205266 /LL=113868 /UG_GENE=A
MOE430_2_1424534_at 1.1 4.4 A A 0.94 0.63 0.7 NC 0.01 gb:BC025064.1 /DB_XREF=gi:19263849 /FEA=FLmRNA /CNT=50 /TID=Mm.22331.1 /TIER=FL+Stack /STK=26 /UG=Mm.22331 /LL=75104 /UG_GENE=4930
MOE430_2_1424547_at 0.5 0.7 A A 0.82 0.85 0.7 NC 0.5 gb:BC017606.1 /DB_XREF=gi:17160864 /FEA=FLmRNA /CNT=58 /TID=Mm.94055.1 /TIER=FL+Stack /STK=25 /UG=Mm.94055 /DEF=Mus musculus, Carbo
MOE430_2_1424608_a_ 33.5 57.5 P P 0.001953 0.001221 0.7 NC 0.01 gb:BB204720 /DB_XREF=gi:16351882 /DB_XREF=BB204720 /CLONE=A430059G22 /FEA=FLmRNA /CNT=74 /TID=Mm.182434.2 /TIER=Stack /STK=16 /U
MOE430_2_1424691_at 21.7 36.9 A P 0.21 0.01 0.7 NC 0.01 gb:BB231173 /DB_XREF=gi:16354440 /DB_XREF=BB231173 /CLONE=A630031D21 /FEA=FLmRNA /CNT=52 /TID=Mm.38480.1 /TIER=Stack /STK=11 /UG
MOE430_2_1424706_at 28.8 43 P P 0.00293 0.000244 0.7 I 0.000389 gb:BC011183.1 /DB_XREF=gi:15029915 /FEA=FLmRNA /CNT=24 /TID=Mm.14812.1 /TIER=FL+Stack /STK=19 /UG=Mm.14812 /LL=22709 /UG_GENE=Zfp5
MOE430_2_1424759_at 27 48.6 P P 0.001953 0.001221 0.7 NC 0.01 gb:BC017528.1 /DB_XREF=gi:17028421 /FEA=FLmRNA /CNT=36 /TID=Mm.41446.1 /TIER=FL+Stack /STK=17 /UG=Mm.41446 /LL=66412 /UG_GENE=2410
MOE430_2_1424808_at 201.4 349 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB053010 /DB_XREF=gi:15404082 /DB_XREF=BB053010 /CLONE=6720458G04 /FEA=FLmRNA /CNT=77 /TID=Mm.2399.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1424817_at 40.2 62.2 P P 0.000244 0.000732 0.7 NC 0.002753 gb:BC006046.1 /DB_XREF=gi:13543797 /FEA=FLmRNA /CNT=34 /TID=Mm.7086.1 /TIER=FL+Stack /STK=15 /UG=Mm.7086 /LL=70997 /UG_GENE=493142
MOE430_2_1424879_at 11.2 12.8 A A 0.46 0.46 0.7 NC 0.26 gb:BB763566 /DB_XREF=gi:16208193 /DB_XREF=BB763566 /CLONE=G370028G06 /FEA=FLmRNA /CNT=141 /TID=Mm.200763.1 /TIER=Stack /STK=22 /
MOE430_2_1424914_at 38.7 87.2 P P 0.03 0.01 0.7 NC 0.01 gb:AK009800.1 /DB_XREF=gi:12844819 /FEA=FLmRNA /CNT=136 /TID=Mm.22337.1 /TIER=Stack /STK=51 /UG=Mm.22337 /LL=71935 /UG_GENE=231004
MOE430_2_1424927_at 1147.1 1801.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:BC025083.1 /DB_XREF=gi:19264069 /FEA=FLmRNA /CNT=34 /TID=Mm.173790.1 /TIER=FL+Stack /STK=11 /UG=Mm.173790 /LL=73690 /UG_GENE=24
MOE430_2_1424958_at 1.4 1.1 A A 0.82 0.87 0.7 NC 0.23 gb:AK004896.1 /DB_XREF=gi:12836427 /FEA=FLmRNA /CNT=50 /TID=Mm.156583.1 /TIER=ConsEnd /STK=4 /UG=Mm.156583 /LL=12319 /UG_GENE=Cals
MOE430_2_1424978_at 1.5 4.2 A A 0.72 0.55 0.7 NC 0.49 gb:AB074438.1 /DB_XREF=gi:18181922 /GEN=oppo 1 /FEA=FLmRNA /CNT=12 /TID=Mm.76826.1 /TIER=FL+Stack /STK=10 /UG=Mm.76826 /DEF=Mus mu
MOE430_2_1424986_s_ 30.2 42.5 P P 0.000244 0.000244 0.7 MI 0.00249 gb:AF391192.1 /DB_XREF=gi:17646195 /GEN=Fbxw6 /FEA=FLmRNA /CNT=88 /TID=Mm.196475.1 /TIER=FL+Stack /STK=9 /UG=Mm.196475 /DEF=Mus m
MOE430_2_1425006_a_ 93.9 110 P P 0.000244 0.000244 0.7 I 0.000346 gb:BC016676.1 /DB_XREF=gi:16741765 /FEA=FLmRNA /CNT=19 /TID=Mm.2981.2 /TIER=FL+Stack /STK=9 /UG=Mm.2981 /LL=22367 /UG_GENE=Vrk1 /D
MOE430_2_1425036_a_ 136.7 206 P P 0.000244 0.000244 0.7 I 0.000023 gb:BC005741.1 /DB_XREF=gi:13543132 /FEA=FLmRNA /CNT=35 /TID=Mm.220983.1 /TIER=FL+Stack /STK=8 /UG=Mm.220983 /DEF=Mus musculus, clone
MOE430_2_1425073_at 24.5 29.9 A P 0.09 0.001953 0.7 NC 0.08 gb:BC026778.1 /DB_XREF=gi:20072399 /FEA=FLmRNA /CNT=15 /TID=Mm.45604.1 /TIER=FL /STK=7 /UG=Mm.45604 /DEF=Mus musculus, Similar to hypo
MOE430_2_1425095_at 13.1 18.5 P P 0.03 0.03 0.7 NC 0.007788 gb:BC002059.1 /DB_XREF=gi:12805200 /FEA=FLmRNA /CNT=9 /TID=Mm.130624.1 /TIER=FL /STK=7 /UG=Mm.130624 /DEF=Mus musculus, Similar to zin
MOE430_2_1425097_a_ 41.4 78.7 P P 0.008057 0.008057 0.7 NC 0.004073 gb:BC025424.1 /DB_XREF=gi:19343546 /FEA=FLmRNA /CNT=16 /TID=Mm.27653.1 /TIER=FL /STK=7 /UG=Mm.27653 /LL=22647 /UG_GENE=Zfp106 /DEF
MOE430_2_1425207_at 4 7.3 A A 0.5 0.27 0.7 NC 0.11 gb:BC026439.1 /DB_XREF=gi:20071716 /FEA=FLmRNA /CNT=22 /TID=Mm.26555.1 /TIER=FL /STK=4 /UG=Mm.26555 /DEF=Mus musculus, Similar to solu
MOE430_2_1425250_a_ 7.3 15.9 P P 0.01 0.01 0.7 NC 0.03 gb:AF366052.1 /DB_XREF=gi:19880487 /FEA=FLmRNA /CNT=6 /TID=Mm.44158.2 /TIER=FL /STK=4 /UG=Mm.44158 /LL=27411 /UG_GENE=Slc14a2 /DEF
MOE430_2_1425252_a_ 112.9 137.8 P P 0.00293 0.00293 0.7 I 0.000241 gb:BC010702.1 /DB_XREF=gi:14715074 /FEA=FLmRNA /CNT=6 /TID=Mm.27250.2 /TIER=FL /STK=4 /UG=Mm.27250 /LL=17120 /UG_GENE=Mad1l1 /DEF
MOE430_2_1425274_at 8.5 12.1 A A 0.24 0.11 0.7 NC 0.05 gb:AF221854.1 /DB_XREF=gi:12655824 /FEA=FLmRNA /CNT=16 /TID=Mm.3088.2 /TIER=FL /STK=3 /UG=Mm.3088 /LL=65973 /UG_GENE=Asph /DEF=Mu
MOE430_2_1425282_at 5.5 11.3 M A 0.06 0.11 0.7 NC 0.1 gb:BC025007.1 /DB_XREF=gi:19483949 /FEA=FLmRNA /CNT=13 /TID=Mm.95695.1 /TIER=FL /STK=3 /UG=Mm.95695 /DEF=Mus musculus, similar to Ubc
MOE430_2_1425308_at 2.1 0.6 A A 0.68 0.78 0.7 NC 0.05 gb:BC026666.1 /DB_XREF=gi:20071872 /FEA=FLmRNA /CNT=6 /TID=Mm.213417.1 /TIER=FL /STK=3 /UG=Mm.213417 /DEF=Mus musculus, Similar to trip
MOE430_2_1425313_at 7.5 13.8 A P 0.12 0.03 0.7 NC 0.14 gb:AF454947.1 /DB_XREF=gi:18158218 /FEA=FLmRNA /CNT=4 /TID=Mm.186040.1 /TIER=FL /STK=3 /UG=Mm.186040 /LL=241066 /UG_GENE=CaRF /DE
MOE430_2_1425314_at 14.3 33.9 A A 0.06 0.06 0.7 NC 0.1 gb:AF435926.1 /DB_XREF=gi:16904209 /GEN=Vlgr1 /FEA=FLmRNA /CNT=8 /TID=Mm.137091.2 /TIER=FL /STK=3 /UG=Mm.137091 /LL=110789 /DEF=Mu
MOE430_2_1425349_a_ 25.9 43.1 P P 0.00293 0.000732 0.7 I 0.000114 gb:AF483504.1 /DB_XREF=gi:19548761 /FEA=FLmRNA /CNT=32 /TID=Mm.18535.1 /TIER=FL /STK=2 /UG=Mm.18535 /LL=17876 /UG_GENE=Myef2 /DEF
MOE430_2_1425352_at 13.6 24.7 A A 0.11 0.12 0.7 NC 0.4 gb:BC020065.1 /DB_XREF=gi:18043277 /FEA=FLmRNA /CNT=19 /TID=Mm.33001.1 /TIER=FL /STK=2 /UG=Mm.33001 /DEF=Mus musculus, Similar to hypo
MOE430_2_1425453_x_ 0.3 0.7 A A 0.77 0.69 0.7 NC 0.5 gb:AF204265.1 /DB_XREF=gi:8515117 /FEA=FLmRNA /CNT=2 /TID=Mm.160169.2 /TIER=FL /STK=2 /UG=Mm.160169 /LL=16630 /UG_GENE=Klra12 /DEF
MOE430_2_1425505_at 85.4 121.5 P P 0.000244 0.000244 0.7 I 0.000618 gb:AI746549 /DB_XREF=gi:5124813 /DB_XREF=ul08d10.x1 /CLONE=IMAGE:2076211 /FEA=FLmRNA /CNT=74 /TID=Mm.27680.1 /TIER=Stack /STK=28 /U
MOE430_2_1425634_a_ 3.2 4.2 A A 0.56 0.36 0.7 NC 0.27 gb:AF307746.1 /DB_XREF=gi:15824597 /GEN=Kos1 /FEA=FLmRNA /CNT=11 /TID=Mm.28874.2 /TIER=FL /STK=1 /UG=Mm.28874 /LL=83813 /DEF=Mus m
MOE430_2_1425658_at 54.4 73.9 P P 0.000244 0.000244 0.7 I 0.000273 gb:AY083458.1 /DB_XREF=gi:20070079 /FEA=FLmRNA /CNT=19 /TID=Mm.32955.1 /TIER=FL /STK=1 /UG=Mm.32955 /DEF=Mus musculus GPI-anchored 
MOE430_2_1425675_s_ 0.6 0.8 A A 0.98 0.9 0.7 NC 0.17 gb:M77196.1 /DB_XREF=gi:194002 /FEA=FLmRNA /CNT=9 /TID=Mm.14114.3 /TIER=FL /STK=1 /UG=Mm.14114 /LL=26365 /UG_GENE=Ceacam1 /DEF=M
MOE430_2_1425734_a_ 19 26.9 M M 0.05 0.05 0.7 NC 0.1 gb:BC018387.1 /DB_XREF=gi:17390911 /FEA=FLmRNA /CNT=6 /TID=Mm.45767.1 /TIER=FL /STK=1 /UG=Mm.45767 /LL=67200 /UG_GENE=2700091N06R
MOE430_2_1425765_at 12.4 20.4 M P 0.05 0.01 0.7 NC 0.41 gb:BC006659.1 /DB_XREF=gi:13879363 /FEA=FLmRNA /CNT=5 /TID=Mm.196686.1 /TIER=FL /STK=1 /UG=Mm.196686 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425775_at 5.3 9.1 A A 0.39 0.09 0.7 NC 0.06 gb:BC019219.1 /DB_XREF=gi:17512544 /FEA=FLmRNA /CNT=6 /TID=Mm.136530.1 /TIER=FL /STK=1 /UG=Mm.136530 /DEF=Mus musculus, Similar to zin
MOE430_2_1425783_at 0.2 0.4 A A 0.99 0.82 0.7 NC 0.23 gb:AB062282.1 /DB_XREF=gi:15186737 /GEN=Tac2-N /FEA=FLmRNA /CNT=5 /TID=Mm.67539.1 /TIER=FL /STK=1 /UG=Mm.67539 /LL=74413 /DEF=Mus
MOE430_2_1425789_s_ 38.4 43 P P 0.03 0.00415 0.7 I 0.000078 gb:BC013271.1 /DB_XREF=gi:15342007 /FEA=FLmRNA /CNT=5 /TID=Mm.207074.1 /TIER=FL /STK=1 /UG=Mm.207074 /DEF=Mus musculus, Similar to an
MOE430_2_1425806_a_ 255.4 417 P P 0.000244 0.000244 0.7 I 0.000101 gb:BC012286.1 /DB_XREF=gi:15126723 /FEA=FLmRNA /CNT=4 /TID=Mm.26212.2 /TIER=FL /STK=1 /UG=Mm.26212 /LL=66045 /UG_GENE=0610007L03R
MOE430_2_1425812_a_ 1 2.6 A A 0.95 0.85 0.7 NC 0.06 gb:AF042317.1 /DB_XREF=gi:2811217 /GEN=alpha1B /FEA=FLmRNA /CNT=5 /TID=Mm.4424.2 /TIER=FL /STK=1 /UG=Mm.4424 /LL=12287 /DEF=Mus mu
MOE430_2_1425907_s_ 39.4 67.6 P P 0.000244 0.001953 0.7 NC 0.11 gb:AF461135.1 /DB_XREF=gi:18479136 /FEA=FLmRNA /CNT=2 /TID=Mm.216426.1 /TIER=FL /STK=1 /UG=Mm.216426 /DEF=Mus musculus angiomotin mR
MOE430_2_1425972_a_ 69.9 110.5 P P 0.000244 0.000244 0.7 I 0.000273 gb:M32308.1 /DB_XREF=gi:202453 /FEA=FLmRNA /CNT=1 /TID=Mm.919.2 /TIER=FL /STK=1 /UG=Mm.919 /LL=22764 /UG_GENE=Zfx /UG_TITLE=zinc fin
MOE430_2_1426002_a_ 35.1 57.6 P P 0.008057 0.001953 0.7 I 0.00013 gb:AB018574.1 /DB_XREF=gi:3769331 /GEN=muCdc7 /FEA=FLmRNA /CNT=1 /TID=Mm.20842.2 /TIER=FL /STK=1 /UG=Mm.20842 /LL=12545 /UG_TITLE
MOE430_2_1426007_a_ 5.1 6.4 A A 0.6 0.46 0.7 NC 0.16 gb:BC027099.1 /DB_XREF=gi:20071528 /FEA=FLmRNA /CNT=1 /TID=Mm.61234.1 /TIER=FL /STK=1 /UG=Mm.61234 /DEF=Mus musculus, Similar to hypot
MOE430_2_1426107_at 5.5 10.8 A A 0.39 0.19 0.7 NC 0.19 gb:BC012016.1 /DB_XREF=gi:15341732 /FEA=FLmRNA /CNT=1 /TID=Mm.215162.1 /TIER=FL /STK=1 /UG=Mm.215162 /DEF=Mus musculus, clone MGC:2
MOE430_2_1426109_a_ 15.1 29.8 A P 0.08 0.001221 0.7 NC 0.02 gb:AF258601.1 /DB_XREF=gi:11177177 /FEA=FLmRNA /CNT=1 /TID=Mm.44158.3 /TIER=FL /STK=1 /UG=Mm.44158 /LL=27411 /UG_GENE=Slc14a2 /DEF
MOE430_2_1426113_x_ 14.5 17.8 A A 0.14 0.14 0.7 NC 0.13 gb:U07662.1 /DB_XREF=gi:476321 /FEA=FLmRNA /CNT=1 /TID=Mm.30557.3 /TIER=FL /STK=1 /UG=Mm.30557 /LL=21473 /UG_GENE=Tcra /DEF=Mus m
MOE430_2_1426124_a_ 288.9 360.2 P P 0.000732 0.000732 0.7 I 0.00006 gb:U21209.1 /DB_XREF=gi:706957 /GEN=sty /FEA=FLmRNA /CNT=1 /TID=Mm.1761.2 /TIER=FL /STK=1 /UG=Mm.1761 /LL=12747 /DEF=Mus musculus n
MOE430_2_1426135_a_ 7.6 13.1 A A 0.39 0.36 0.7 NC 0.26 gb:AF250295.1 /DB_XREF=gi:10179812 /FEA=FLmRNA /CNT=1 /TID=Mm.42046.3 /TIER=FL /STK=1 /UG=Mm.42046 /LL=50873 /UG_GENE=Park2 /DEF=M
MOE430_2_1426218_at 21.2 30.6 P P 0.04 0.00293 0.7 I 0.000189 gb:AF374476.1 /DB_XREF=gi:14150746 /GEN=Gig18 /FEA=FLmRNA /CNT=216 /TID=Mm.27320.1 /TIER=FL+Stack /STK=51 /UG=Mm.27320 /LL=170772 /
MOE430_2_1426255_at 0.3 0.4 A A 0.8 0.78 0.7 NC 0.12 gb:M20480.1 /DB_XREF=gi:200037 /GEN=NFL /FEA=FLmRNA /CNT=74 /TID=Mm.1956.1 /TIER=FL+Stack /STK=20 /UG=Mm.1956 /LL=18039 /DEF=Mous
MOE430_2_1426259_at 9.8 18.9 A P 0.14 0.008057 0.7 NC 0.03 gb:BC027089.1 /DB_XREF=gi:20072559 /FEA=FLmRNA /CNT=60 /TID=Mm.29566.1 /TIER=FL+Stack /STK=19 /UG=Mm.29566 /DEF=Mus musculus, hypoth
MOE430_2_1426271_at 24.1 42.5 P P 0.000244 0.000244 0.7 I 0.00003 gb:AV257384 /DB_XREF=gi:16388400 /DB_XREF=AV257384 /CLONE=4921536F04 /FEA=FLmRNA /CNT=76 /TID=Mm.23267.1 /TIER=Stack /STK=21 /UG
MOE430_2_1426286_at 38.1 51 A A 0.06 0.06 0.7 I 0.000774 gb:AB077991.1 /DB_XREF=gi:18389430 /GEN=ad24 /FEA=FLmRNA /CNT=32 /TID=Mm.86482.1 /TIER=FL+Stack /STK=12 /UG=Mm.86482 /LL=57753 /DE
MOE430_2_1426336_at 10.5 10.9 M A 0.05 0.11 0.7 NC 0.16 gb:AF361349.1 /DB_XREF=gi:17974531 /GEN=Cacng7 /FEA=FLmRNA /CNT=3 /TID=Mm.214994.1 /TIER=FL /STK=0 /UG=Mm.214994 /LL=81904 /DEF=M
MOE430_2_1426377_at 74.8 113.3 P P 0.000732 0.000244 0.7 I 0.00006 gb:AV128105 /DB_XREF=gi:16382563 /DB_XREF=AV128105 /CLONE=2700054B05 /FEA=FLmRNA /CNT=128 /TID=Mm.32505.1 /TIER=Stack /STK=43 /U
MOE430_2_1426609_at 146 211.3 P P 0.000244 0.000244 0.7 I 0.000147 gb:BM232345 /DB_XREF=gi:17867615 /DB_XREF=K0321H07-3 /CLONE=K0321H07 /FEA=FLmRNA /CNT=32 /TID=Mm.87637.1 /TIER=Stack /STK=10 /UG
MOE430_2_1426621_a_ 8.9 14.4 P P 0.03 0.000732 0.7 NC 0.004925 gb:BB560759 /DB_XREF=gi:9647125 /DB_XREF=BB560759 /CLONE=E530115H23 /FEA=FLmRNA /CNT=131 /TID=Mm.151483.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426682_at 349.6 590.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:BM114241 /DB_XREF=gi:17077259 /DB_XREF=L0801G04-3 /CLONE=L0801G04 /FEA=mRNA /CNT=289 /TID=Mm.28824.1 /TIER=Stack /STK=116 /UG
MOE430_2_1426709_a_ 81.9 152.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG075953 /DB_XREF=gi:12558522 /DB_XREF=H3153G07-3 /CLONE=H3153G07 /FEA=mRNA /CNT=172 /TID=Mm.24383.2 /TIER=Stack /STK=100 /UG
MOE430_2_1426751_s_ 245.8 409.5 P P 0.000244 0.000244 0.7 I 0.00004 gb:BC004655.1 /DB_XREF=gi:13435555 /FEA=mRNA /CNT=120 /TID=Mm.12568.1 /TIER=Stack /STK=76 /UG=Mm.12568 /LL=103468 /UG_GENE=AW5411
MOE430_2_1426800_at 0.5 1.1 A A 0.94 0.78 0.7 NC 0.00712 gb:BM214169 /DB_XREF=gi:17772253 /DB_XREF=C0846H03-3 /CLONE=C0846H03 /FEA=mRNA /CNT=102 /TID=Mm.2018.3 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1426976_at 411.6 666.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK015683.1 /DB_XREF=gi:12854108 /FEA=mRNA /CNT=90 /TID=Mm.141620.1 /TIER=Stack /STK=30 /UG=Mm.141620 /LL=74996 /UG_GENE=4930502
MOE430_2_1426977_at 233.8 374.3 P P 0.000244 0.000244 0.7 I 0.000023 gb:BG069271 /DB_XREF=gi:12551840 /DB_XREF=H3074E12-3 /CLONE=H3074E12 /FEA=mRNA /CNT=90 /TID=Mm.141620.1 /TIER=Stack /STK=28 /UG=
MOE430_2_1427016_at 29.7 40.6 P P 0.001953 0.000732 0.7 I 0.001077 gb:BC027125.1 /DB_XREF=gi:20071996 /FEA=mRNA /CNT=51 /TID=Mm.33367.1 /TIER=Stack /STK=25 /UG=Mm.33367 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427061_at 54.7 81.8 P P 0.001221 0.000244 0.7 I 0.000101 gb:BB147997 /DB_XREF=gi:15408809 /DB_XREF=BB147997 /CLONE=9930104E21 /FEA=mRNA /CNT=68 /TID=Mm.29216.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1427101_at 17.4 26.4 A M 0.12 0.05 0.7 NC 0.13 gb:BE947704 /DB_XREF=gi:10525463 /DB_XREF=UI-M-BH3-axd-e-07-0-UI.s1 /CLONE=UI-M-BH3-axd-e-07-0-UI /FEA=mRNA /CNT=65 /TID=Mm.4192
MOE430_2_1427140_at 14.8 35.8 P P 0.04 0.00293 0.7 I 0.000966 gb:Z12002.1 /DB_XREF=gi:53830 /FEA=mRNA /CNT=30 /TID=Mm.4608.2 /TIER=Stack /STK=14 /UG=Mm.4608 /LL=19296 /UG_GENE=Pvt1 /UG_TITLE=pl
MOE430_2_1427213_at 31.6 63.9 P P 0.000244 0.000244 0.7 NC 0.01 gb:X98848.1 /DB_XREF=gi:1495705 /GEN=PFK-2 FBPase-2 /FEA=mRNA /CNT=22 /TID=Mm.21017.1 /TIER=Stack /STK=8 /UG=Mm.21017 /LL=18639 /D
MOE430_2_1427259_at 59.2 66.6 P P 0.001221 0.008057 0.7 NC 0.005409 gb:BB611004 /DB_XREF=gi:16452384 /DB_XREF=BB611004 /CLONE=2700008F11 /FEA=mRNA /CNT=124 /TID=Mm.41063.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427275_at 24.9 69 P P 0.001221 0.00293 0.7 NC 0.11 gb:BI665051 /DB_XREF=gi:15579271 /DB_XREF=603287509F1 /CLONE=IMAGE:5321378 /FEA=mRNA /CNT=93 /TID=Mm.192224.2 /TIER=Stack /STK=15 
MOE430_2_1427289_at 8.2 9.2 P A 0.005859 0.17 0.7 NC 0.65 gb:BE654977 /DB_XREF=gi:9980890 /DB_XREF=UI-M-BH0-aje-c-06-0-UI.r1 /CLONE=UI-M-BH0-aje-c-06-0-UI /FEA=mRNA /CNT=78 /TID=Mm.24760.1
MOE430_2_1427383_at 7.6 12.5 A A 0.66 0.33 0.7 NC 0.06 gb:BB545230 /DB_XREF=gi:15412402 /DB_XREF=BB545230 /CLONE=E130303E11 /FEA=mRNA /CNT=5 /TID=Mm.137247.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1427385_s_ 161.6 259.5 P P 0.001221 0.000244 0.7 I 0.000273 gb:BC003232.1 /DB_XREF=gi:13096865 /FEA=mRNA /CNT=51 /TID=Mm.214752.1 /TIER=ConsEnd /STK=2 /UG=Mm.214752 /LL=109711 /UG_GENE=Actn
MOE430_2_1427490_at 18.1 36.3 P P 0.000244 0.000244 0.7 NC 0.01 gb:U43892.1 /DB_XREF=gi:1167981 /FEA=mRNA /CNT=20 /TID=Mm.4739.1 /TIER=ConsEnd /STK=0 /UG=Mm.4739 /LL=11306 /UG_GENE=Abcb7 /DEF=M
MOE430_2_1427573_at 19.8 25.3 P P 0.001953 0.01 0.7 NC 0.03 gb:Y11896.1 /DB_XREF=gi:2196873 /GEN=Brx /FEA=mRNA /CNT=4 /TID=Mm.42223.1 /TIER=ConsEnd /STK=0 /UG=Mm.42223 /LL=12212 /DEF=Mus mus
MOE430_2_1427590_at 16.3 21.5 P P 0.03 0.01 0.7 NC 0.04 gb:BC011182.1 /DB_XREF=gi:15029913 /FEA=mRNA /CNT=4 /TID=Mm.127646.1 /TIER=ConsEnd /STK=0 /UG=Mm.127646 /DEF=Mus musculus, clone IMA
MOE430_2_1427643_at 17.9 26.8 A A 0.08 0.12 0.7 NC 0.31 gb:BC006619.1 /DB_XREF=gi:13879289 /FEA=mRNA /CNT=2 /TID=Mm.41187.1 /TIER=ConsEnd /STK=0 /UG=Mm.41187 /LL=66873 /UG_GENE=1200009O
MOE430_2_1427654_a_ 3.7 3.5 A A 0.46 0.3 0.7 NC 0.04 gb:Y09587.1 /DB_XREF=gi:3647300 /GEN=5-HT4 /FEA=mRNA /CNT=2 /TID=Mm.20440.2 /TIER=ConsEnd /STK=0 /UG=Mm.20440 /LL=15562 /DEF=Mus 
MOE430_2_1427718_a_ 135 211 P P 0.000732 0.000244 0.7 I 0.00013 gb:X58876.1 /DB_XREF=gi:53038 /GEN=mdm2 /FEA=mRNA /CNT=1 /TID=Mm.22670.2 /TIER=ConsEnd /STK=0 /UG=Mm.22670 /LL=17246 /DEF=Murine m
MOE430_2_1427871_at 7.6 10.3 A A 0.33 0.12 0.7 NC 0.1 gb:AF004858.1 /DB_XREF=gi:2443485 /FEA=mRNA /CNT=1 /TID=Mm.12806.1 /TIER=ConsEnd /STK=0 /UG=Mm.12806 /LL=19204 /UG_GENE=Ptafr /DEF
MOE430_2_1427914_a_ 811.7 1433.3 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB867395 /DB_XREF=gi:17113605 /DB_XREF=BB867395 /CLONE=G4D0007K18 /FEA=mRNA /CNT=88 /TID=Mm.176927.2 /TIER=Stack /STK=24 /UG=
MOE430_2_1427965_at 876.3 1324.3 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG073014 /DB_XREF=gi:12555583 /DB_XREF=H3117F05-3 /CLONE=H3117F05 /FEA=mRNA /CNT=24 /TID=Mm.131705.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1428022_at 5.1 12.4 A A 0.36 0.33 0.7 NC 0.72 gb:BC027556.1 /DB_XREF=gi:20380562 /FEA=mRNA /CNT=5 /TID=Mm.44630.1 /TIER=ConsEnd /STK=0 /UG=Mm.44630 /DEF=Mus musculus, Similar to o
MOE430_2_1428027_at 0.3 0.9 A A 0.98 0.66 0.7 NC 0.27 gb:AY096003.1 /DB_XREF=gi:20750371 /FEA=mRNA /CNT=4 /TID=Mm.135652.1 /TIER=ConsEnd /STK=0 /UG=Mm.135652 /UG_TITLE=Mus musculus BIC 
MOE430_2_1428028_at 10.3 16.1 A A 0.43 0.46 0.7 NC 0.34 gb:BC028459.1 /DB_XREF=gi:20306529 /FEA=mRNA /CNT=4 /TID=Mm.220296.1 /TIER=ConsEnd /STK=0 /UG=Mm.220296 /DEF=Mus musculus, clone MG
MOE430_2_1428086_at 200.3 303.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK018195.1 /DB_XREF=gi:12857802 /FEA=mRNA /CNT=238 /TID=Mm.140013.1 /TIER=Stack /STK=132 /UG=Mm.140013 /LL=74006 /UG_GENE=Dnm1
MOE430_2_1428088_at 27 44.4 A A 0.3 0.21 0.7 NC 0.3 gb:AK019105.1 /DB_XREF=gi:12859138 /FEA=mRNA /CNT=161 /TID=Mm.23672.1 /TIER=Stack /STK=131 /UG=Mm.23672 /LL=78777 /UG_GENE=2410002
MOE430_2_1428101_at 237.5 359.4 P P 0.000244 0.000244 0.7 I 0.000114 gb:AK011864.1 /DB_XREF=gi:12848255 /FEA=mRNA /CNT=156 /TID=Mm.27834.1 /TIER=Stack /STK=115 /UG=Mm.27834 /LL=70440 /UG_GENE=2610202
MOE430_2_1428126_a_ 572.2 966 P P 0.000244 0.000244 0.7 I 0.00004 gb:BF318975 /DB_XREF=gi:11267653 /DB_XREF=uy07b06.x1 /CLONE=IMAGE:3657299 /FEA=mRNA /CNT=369 /TID=Mm.43640.1 /TIER=Stack /STK=8 /U
MOE430_2_1428193_at 123.7 172.8 P P 0.000244 0.000244 0.7 NC 0.01 gb:AK017878.1 /DB_XREF=gi:12857354 /FEA=mRNA /CNT=116 /TID=Mm.24116.1 /TIER=Stack /STK=74 /UG=Mm.24116 /LL=77016 /UG_GENE=5730589N
MOE430_2_1428287_at 33.3 51.2 P P 0.01 0.008057 0.7 NC 0.02 gb:BB521541 /DB_XREF=gi:16443528 /DB_XREF=BB521541 /CLONE=D930001P22 /FEA=mRNA /CNT=238 /TID=Mm.46579.1 /TIER=Stack /STK=60 /UG=
MOE430_2_1428339_at 136.5 215.1 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK017799.1 /DB_XREF=gi:12857230 /FEA=mRNA /CNT=70 /TID=Mm.35006.1 /TIER=Stack /STK=52 /UG=Mm.35006 /LL=70642 /UG_GENE=5730530J1
MOE430_2_1428376_at 38.9 66.5 P P 0.01 0.00415 0.7 NC 0.005933 gb:AK015136.1 /DB_XREF=gi:12853358 /FEA=mRNA /CNT=78 /TID=Mm.116284.1 /TIER=Stack /STK=19 /UG=Mm.116284 /LL=67723 /UG_GENE=4932415
MOE430_2_1428410_at 116.8 190.7 P P 0.000244 0.000244 0.7 I 0.000023 gb:AK013287.1 /DB_XREF=gi:12850560 /FEA=mRNA /CNT=133 /TID=Mm.28064.1 /TIER=Stack /STK=21 /UG=Mm.28064 /LL=72732 /UG_GENE=2810441M
MOE430_2_1428412_at 170.5 282.6 P P 0.001221 0.000732 0.7 I 0.00002 gb:AK004283.1 /DB_XREF=gi:12835411 /FEA=mRNA /CNT=90 /TID=Mm.24259.1 /TIER=Stack /STK=44 /UG=Mm.24259 /LL=67221 /UG_GENE=2810031D1
MOE430_2_1428500_at 232.4 428.5 P P 0.000244 0.000244 0.7 I 0.000046 gb:AK008985.1 /DB_XREF=gi:12843504 /FEA=mRNA /CNT=68 /TID=Mm.886.1 /TIER=Stack /STK=37 /UG=Mm.886 /LL=73661 /UG_GENE=2210419D22Rik
MOE430_2_1428557_a_ 55.7 71.9 P P 0.000244 0.000244 0.7 NC 0.008511 gb:BG067251 /DB_XREF=gi:12549820 /DB_XREF=H3052C05-3 /CLONE=H3052C05 /FEA=mRNA /CNT=90 /TID=Mm.28677.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1428583_at 86.6 130.3 P P 0.001953 0.000732 0.7 I 0.000035 gb:BQ176203 /DB_XREF=gi:20351695 /DB_XREF=UI-M-DJ2-bwg-k-08-0-UI.s1 /CLONE=UI-M-DJ2-bwg-k-08-0-UI /FEA=mRNA /CNT=64 /TID=Mm.2064
MOE430_2_1428639_at 19.2 28.9 P P 0.01 0.000732 0.7 NC 0.005933 gb:AK012271.1 /DB_XREF=gi:12848908 /FEA=mRNA /CNT=49 /TID=Mm.16813.1 /TIER=Stack /STK=28 /UG=Mm.16813 /LL=72568 /UG_GENE=2700022J2
MOE430_2_1428772_at 468.2 866.2 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK003432.1 /DB_XREF=gi:12834100 /FEA=mRNA /CNT=47 /TID=Mm.25042.1 /TIER=Stack /STK=22 /UG=Mm.25042 /LL=76284 /UG_GENE=1110004L0
MOE430_2_1428796_at 46.4 60.4 P P 0.000244 0.000244 0.7 MI 0.002032 gb:AK017436.1 /DB_XREF=gi:12856670 /FEA=mRNA /CNT=43 /TID=Mm.28940.1 /TIER=Stack /STK=21 /UG=Mm.28940 /LL=74503 /UG_GENE=5530401J0
MOE430_2_1428844_a_ 52.7 67 P P 0.000244 0.000244 0.7 I 0.001201 gb:BI965039 /DB_XREF=gi:16339444 /DB_XREF=id35h12.x1 /CLONE=IMAGE:5665391 /FEA=mRNA /CNT=118 /TID=Mm.385.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1428945_at 107.4 156.2 P P 0.000244 0.000244 0.7 I 0.000346 gb:AK017687.1 /DB_XREF=gi:12857053 /FEA=mRNA /CNT=106 /TID=Mm.34012.1 /TIER=Stack /STK=8 /UG=Mm.34012 /LL=66644 /UG_GENE=5730469D2
MOE430_2_1428960_at 0.9 1.2 A A 0.88 0.88 0.7 NC 0.28 gb:AK017056.1 /DB_XREF=gi:12856119 /FEA=mRNA /CNT=20 /TID=Mm.27658.1 /TIER=Stack /STK=16 /UG=Mm.27658 /LL=71233 /UG_GENE=4933434I06
MOE430_2_1428970_at 94.5 162.6 P P 0.00293 0.001221 0.7 I 0.000307 gb:AV113878 /DB_XREF=gi:16382152 /DB_XREF=AV113878 /CLONE=2610025E13 /FEA=mRNA /CNT=95 /TID=Mm.197688.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1429061_at 18.6 34.5 A P 0.08 0.01 0.7 I 0.001077 gb:AK007939.1 /DB_XREF=gi:12841816 /FEA=mRNA /CNT=28 /TID=Mm.31946.1 /TIER=Stack /STK=13 /UG=Mm.31946 /LL=67892 /UG_GENE=1810063B0
MOE430_2_1429121_at 46.6 67.6 P P 0.00293 0.000244 0.7 I 0.000046 gb:AW488266 /DB_XREF=gi:7058536 /DB_XREF=UI-M-BH3-ary-e-11-0-UI.s1 /CLONE=UI-M-BH3-ary-e-11-0-UI /FEA=mRNA /CNT=31 /TID=Mm.10178
MOE430_2_1429149_at 30.4 56.7 P P 0.01 0.005859 0.7 I 0.000492 gb:AV115650 /DB_XREF=gi:15404433 /DB_XREF=AV115650 /CLONE=2610100C18 /FEA=mRNA /CNT=49 /TID=Mm.35546.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429228_at 21.7 38.8 P P 0.00293 0.000732 0.7 I 0.000346 gb:BE980134 /DB_XREF=gi:10647785 /DB_XREF=UI-M-BG2-bcq-b-01-0-UI.s1 /CLONE=UI-M-BG2-bcq-b-01-0-UI /FEA=mRNA /CNT=15 /TID=Mm.3468
MOE430_2_1429231_at 1.3 1.8 A A 0.75 0.63 0.7 NC 0.37 gb:AK015078.1 /DB_XREF=gi:12853281 /GEN=Kif7 /FEA=mRNA /CNT=12 /TID=Mm.76667.1 /TIER=Stack /STK=9 /UG=Mm.76667 /UG_TITLE=Mus muscul
MOE430_2_1429239_a_ 97.1 157.2 P P 0.000244 0.000244 0.7 I 0.000023 gb:BB246854 /DB_XREF=gi:16355509 /DB_XREF=BB246854 /CLONE=A730016F08 /FEA=mRNA /CNT=73 /TID=Mm.31508.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429272_a_ 23.4 34.5 P P 0.01 0.001221 0.7 NC 0.05 gb:AK018646.1 /DB_XREF=gi:12858459 /FEA=mRNA /CNT=21 /TID=Mm.86391.1 /TIER=Stack /STK=8 /UG=Mm.86391 /LL=75761 /UG_GENE=9130022K13
MOE430_2_1429286_at 13.2 18.3 A A 0.24 0.32 0.7 NC 0.24 gb:AK004474.1 /DB_XREF=gi:12835673 /FEA=mRNA /CNT=10 /TID=Mm.45140.1 /TIER=Stack /STK=8 /UG=Mm.45140 /LL=68888 /UG_GENE=1190003M12
MOE430_2_1429310_at 274.2 474.2 P P 0.000244 0.000244 0.7 I 0.00004 gb:AK017456.1 /DB_XREF=gi:12856699 /FEA=mRNA /CNT=124 /TID=Mm.66061.1 /TIER=Stack /STK=16 /UG=Mm.66061 /LL=71436 /UG_GENE=5530600M
MOE430_2_1429323_at 0.9 2.6 A A 0.82 0.63 0.7 NC 0.63 gb:AK005583.1 /DB_XREF=gi:12838237 /FEA=mRNA /CNT=54 /TID=Mm.25851.1 /TIER=Stack /STK=43 /UG=Mm.25851 /LL=75438 /UG_GENE=1700001E0



MOE430_2_1429327_at 16.8 9.8 P P 0.000732 0.001221 0.7 NC 0.03 gb:AK017826.1 /DB_XREF=gi:12857276 /FEA=mRNA /CNT=57 /TID=Mm.46705.1 /TIER=Stack /STK=40 /UG=Mm.46705 /LL=66244 /UG_GENE=1500011I12
MOE430_2_1429364_at 108.7 127.1 P P 0.000244 0.000244 0.7 I 0.000046 gb:BB821996 /DB_XREF=gi:16994625 /DB_XREF=BB821996 /CLONE=G830016J22 /FEA=mRNA /CNT=47 /TID=Mm.33355.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1429372_at 0.7 1.3 A A 0.78 0.6 0.7 NC 0.36 gb:AK012222.1 /DB_XREF=gi:12848833 /FEA=mRNA /CNT=91 /TID=Mm.41702.1 /TIER=Stack /STK=29 /UG=Mm.41702 /LL=67779 /UG_GENE=6230403H0
MOE430_2_1429423_at 24.8 37.4 P P 0.00415 0.000732 0.7 NC 0.003355 gb:BB484739 /DB_XREF=gi:16441190 /DB_XREF=BB484739 /CLONE=D430027D19 /FEA=mRNA /CNT=27 /TID=Mm.34292.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1429448_s_ 16.6 27.5 P P 0.04 0.001953 0.7 NC 0.003041 gb:BM240219 /DB_XREF=gi:17875489 /DB_XREF=K0548F06-3 /CLONE=K0548F06 /FEA=mRNA /CNT=31 /TID=Mm.171277.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1429457_at 14 23.8 A A 0.27 0.17 0.7 NC 0.5 gb:BB001825 /DB_XREF=gi:15389275 /DB_XREF=BB001825 /CLONE=4631409K13 /FEA=mRNA /CNT=67 /TID=Mm.44242.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1429464_at 0.2 1 A A 0.91 0.78 0.7 NC 0.48 gb:BB612385 /DB_XREF=gi:16453369 /DB_XREF=BB612385 /CLONE=4632404I20 /FEA=mRNA /CNT=37 /TID=Mm.48638.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1429503_at 119 215.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK013580.1 /DB_XREF=gi:12850996 /FEA=mRNA /CNT=54 /TID=Mm.153384.1 /TIER=Stack /STK=17 /UG=Mm.153384 /LL=67266 /UG_GENE=2900024
MOE430_2_1429523_a_ 5.3 9.7 A A 0.6 0.24 0.7 NC 0.29 gb:AK008448.1 /DB_XREF=gi:12842636 /FEA=mRNA /CNT=22 /TID=Mm.22983.1 /TIER=Stack /STK=16 /UG=Mm.22983 /LL=72002 /UG_GENE=1810013D0
MOE430_2_1429525_s_ 8.7 9.5 A A 0.33 0.39 0.7 NC 0.41 gb:AK021181.1 /DB_XREF=gi:12861980 /GEN=Myo1f /FEA=mRNA /CNT=19 /TID=Mm.119953.1 /TIER=Stack /STK=16 /UG=Mm.119953 /LL=112416 /UG_T
MOE430_2_1429545_at 10.3 17.4 A P 0.24 0.00293 0.7 NC 0.01 gb:BI080812 /DB_XREF=gi:14499142 /DB_XREF=602878584F1 /CLONE=IMAGE:5010117 /FEA=mRNA /CNT=47 /TID=Mm.170644.1 /TIER=ConsEnd /STK=
MOE430_2_1429559_at 183.4 308 P P 0.000244 0.000244 0.7 I 0.000088 gb:AK003474.1 /DB_XREF=gi:12834163 /FEA=mRNA /CNT=49 /TID=Mm.148878.1 /TIER=Stack /STK=14 /UG=Mm.148878 /LL=71788 /UG_GENE=1110005
MOE430_2_1429605_at 0.6 0.7 A A 0.94 0.8 0.7 NC 0.05 gb:AV042608 /DB_XREF=gi:4862273 /DB_XREF=AV042608 /CLONE=1700023G14 /FEA=mRNA /CNT=17 /TID=Mm.67665.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1429632_at 19.5 25.7 P P 0.01 0.04 0.7 NC 0.34 gb:AK005276.1 /DB_XREF=gi:12837718 /GEN=Sbdn /FEA=mRNA /CNT=26 /TID=Mm.29814.2 /TIER=Stack /STK=12 /UG=Mm.29814 /LL=60409 /UG_TITL
MOE430_2_1429699_at 29.3 33.4 A P 0.17 0.02 0.7 NC 0.01 gb:AK016905.1 /DB_XREF=gi:12855886 /FEA=mRNA /CNT=20 /TID=Mm.26989.1 /TIER=Stack /STK=10 /UG=Mm.26989 /LL=71147 /UG_GENE=4933425A1
MOE430_2_1429735_at 24.3 37.5 P P 0.000244 0.000732 0.7 NC 0.08 gb:BM941198 /DB_XREF=gi:19400350 /DB_XREF=UI-M-BZ1-bkx-b-05-0-UI.r1 /CLONE=UI-M-BZ1-bkx-b-05-0-UI /FEA=mRNA /CNT=25 /TID=Mm.1306
MOE430_2_1429747_at 3.8 6.6 A A 0.3 0.17 0.7 NC 0.25 gb:AK005799.1 /DB_XREF=gi:12838559 /FEA=mRNA /CNT=15 /TID=Mm.23522.1 /TIER=Stack /STK=9 /UG=Mm.23522 /LL=75471 /UG_GENE=1700009N14
MOE430_2_1429756_at 17.4 28.7 A P 0.06 0.04 0.7 NC 0.3 gb:AK016481.1 /DB_XREF=gi:12855235 /FEA=mRNA /CNT=10 /TID=Mm.87347.1 /TIER=Stack /STK=9 /UG=Mm.87347 /LL=74356 /UG_GENE=4931428F04
MOE430_2_1429784_at 58.4 102 P P 0.000244 0.000244 0.7 I 0.001201 gb:BB092748 /DB_XREF=gi:16261115 /DB_XREF=BB092748 /CLONE=9430039D06 /FEA=mRNA /CNT=17 /TID=Mm.111185.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429831_at 0.6 0.6 A A 0.94 0.98 0.7 NC 0.4 gb:BI684288 /DB_XREF=gi:15646916 /DB_XREF=603308117F1 /CLONE=IMAGE:5344013 /FEA=mRNA /CNT=27 /TID=Mm.195934.1 /TIER=ConsEnd /STK=
MOE430_2_1429862_at 9.6 15.4 A A 0.36 0.12 0.7 NC 0.25 gb:AV235932 /DB_XREF=gi:6188445 /DB_XREF=AV235932 /CLONE=4732408D12 /FEA=mRNA /CNT=12 /TID=Mm.158770.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1429911_at 47.7 76.9 P P 0.000244 0.000244 0.7 I 0.000214 gb:AK017405.1 /DB_XREF=gi:12856626 /FEA=mRNA /CNT=12 /TID=Mm.66281.1 /TIER=ConsEnd /STK=6 /UG=Mm.66281 /LL=71346 /UG_GENE=5430437
MOE430_2_1429940_at 21.5 44.6 P P 0.01 0.005859 0.7 NC 0.004073 gb:BM935271 /DB_XREF=gi:19394428 /DB_XREF=UI-M-BH2.3-arh-g-07-0-UI.r1 /CLONE=UI-M-BH2.3-arh-g-07-0-UI /FEA=mRNA /CNT=12 /TID=Mm.96
MOE430_2_1429951_at 2.9 6.4 A A 0.46 0.19 0.7 NC 0.15 gb:AK005150.1 /DB_XREF=gi:12836873 /FEA=mRNA /CNT=10 /TID=Mm.174600.1 /TIER=ConsEnd /STK=5 /UG=Mm.174600 /LL=76496 /UG_GENE=15000
MOE430_2_1429995_at 10.3 16.2 A A 0.3 0.21 0.7 NC 0.5 gb:AK006612.1 /DB_XREF=gi:12839799 /FEA=mRNA /CNT=7 /TID=Mm.200587.1 /TIER=ConsEnd /STK=5 /UG=Mm.200587 /LL=73336 /UG_GENE=170003
MOE430_2_1429996_at 8.3 14.9 A M 0.24 0.05 0.7 NC 0.08 gb:BB207765 /DB_XREF=gi:8872718 /DB_XREF=BB207765 /CLONE=A430084E21 /FEA=mRNA /CNT=7 /TID=Mm.100305.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1430019_a_ 537.5 840.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK007802.1 /DB_XREF=gi:12841582 /GEN=Hnrpa1 /FEA=mRNA /CNT=69 /TID=Mm.27927.3 /TIER=ConsEnd /STK=4 /UG=Mm.27927 /LL=15382 /UG_T
MOE430_2_1430114_at 8 10.3 A A 0.24 0.17 0.7 NC 0.4 gb:AK017323.1 /DB_XREF=gi:12856506 /FEA=mRNA /CNT=5 /TID=Mm.126851.1 /TIER=ConsEnd /STK=4 /UG=Mm.126851 /LL=71338 /UG_GENE=543042
MOE430_2_1430167_a_ 10.1 16.2 A P 0.3 0.02 0.7 NC 0.19 gb:AK014130.1 /DB_XREF=gi:12851802 /FEA=mRNA /CNT=6 /TID=Mm.23989.2 /TIER=ConsEnd /STK=3 /UG=Mm.23989 /LL=73170 /UG_GENE=3110037C
MOE430_2_1430180_at 15.1 22.3 A P 0.11 0.000244 0.7 NC 0.003041 gb:AK013856.1 /DB_XREF=gi:12851378 /GEN=Map2k5 /FEA=mRNA /CNT=8 /TID=Mm.177439.1 /TIER=ConsEnd /STK=3 /UG=Mm.177439 /UG_TITLE=Mus
MOE430_2_1430201_at 1.7 1.4 A A 0.72 0.75 0.7 NC 0.16 gb:AV374494 /DB_XREF=gi:6422141 /DB_XREF=AV374494 /CLONE=9130012A04 /FEA=mRNA /CNT=5 /TID=Mm.158885.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430271_x_ 46.5 79.3 P P 0.01 0.000732 0.7 I 0.00003 gb:AA672926 /DB_XREF=gi:2646208 /DB_XREF=vp48b07.r1 /CLONE=IMAGE:1079893 /FEA=mRNA /CNT=4 /TID=Mm.218317.4 /TIER=ConsEnd /STK=3 /U
MOE430_2_1430300_at 51.1 121.8 P P 0.000244 0.000244 0.7 I 0.001832 gb:BE632264 /DB_XREF=gi:9914952 /DB_XREF=uv85e02.y1 /CLONE=IMAGE:3413978 /FEA=mRNA /CNT=28 /TID=Mm.23075.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1430324_x_ 0.9 2.2 A A 0.49 0.66 0.7 NC 0.5 gb:AK006737.1 /DB_XREF=gi:12839969 /FEA=mRNA /CNT=9 /TID=Mm.57578.1 /TIER=ConsEnd /STK=2 /UG=Mm.57578 /LL=73415 /UG_GENE=1700049E
MOE430_2_1430341_at 9.7 11.4 A A 0.19 0.17 0.7 NC 0.37 gb:BE200248 /DB_XREF=gi:8712502 /DB_XREF=ug51a03.x1 /CLONE=IMAGE:1545868 /FEA=mRNA /CNT=12 /TID=Mm.193051.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1430346_at 12.3 22.9 A A 0.19 0.06 0.7 NC 0.19 gb:BB550527 /DB_XREF=gi:16447929 /DB_XREF=BB550527 /CLONE=E230022P16 /FEA=mRNA /CNT=7 /TID=Mm.103502.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430356_at 14.3 17.4 A A 0.17 0.21 0.7 NC 0.03 gb:AA880527 /DB_XREF=gi:2989510 /DB_XREF=vw91g09.r1 /CLONE=IMAGE:1262368 /FEA=mRNA /CNT=8 /TID=Mm.175751.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1430415_at 36.9 53 P P 0.000732 0.001953 0.7 NC 0.01 gb:BF147362 /DB_XREF=gi:11028757 /DB_XREF=us30e06.x1 /CLONE=IMAGE:3168610 /FEA=mRNA /CNT=4 /TID=Mm.148805.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1430435_at 23.6 38.2 A A 0.39 0.3 0.7 NC 0.25 gb:AK014322.1 /DB_XREF=gi:12852094 /FEA=mRNA /CNT=5 /TID=Mm.158444.1 /TIER=ConsEnd /STK=2 /UG=Mm.158444 /LL=70768 /UG_GENE=322240
MOE430_2_1430463_a_ 19.6 21.4 M A 0.05 0.08 0.7 NC 0.14 gb:AK016941.1 /DB_XREF=gi:12855943 /FEA=mRNA /CNT=4 /TID=Mm.90801.2 /TIER=ConsEnd /STK=2 /UG=Mm.90801 /LL=67847 /UG_GENE=Sncaip /U
MOE430_2_1430495_at 0.4 1.6 A A 0.9 0.85 0.7 NC 0.5 gb:AV154049 /DB_XREF=gi:5359255 /DB_XREF=AV154049 /CLONE=2900059K10 /FEA=mRNA /CNT=3 /TID=Mm.158918.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430610_at 14.2 20.6 A A 0.14 0.06 0.7 NC 0.13 gb:AK014632.1 /DB_XREF=gi:12852607 /FEA=mRNA /CNT=9 /TID=Mm.29974.2 /TIER=ConsEnd /STK=1 /UG=Mm.29974 /LL=66710 /UG_GENE=4733401F
MOE430_2_1430612_at 3.9 7.5 A A 0.53 0.33 0.7 NC 0.21 gb:BB533148 /DB_XREF=gi:16446201 /DB_XREF=BB533148 /CLONE=E030028I19 /FEA=mRNA /CNT=15 /TID=Mm.175176.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430621_at 1 3.5 A A 0.39 0.17 0.7 NC 0.5 gb:AK014984.1 /DB_XREF=gi:12853137 /FEA=mRNA /CNT=10 /TID=Mm.22904.1 /TIER=ConsEnd /STK=1 /UG=Mm.22904 /LL=70945 /UG_GENE=4921530
MOE430_2_1430641_at 12.3 21.7 A M 0.06 0.05 0.7 NC 0.26 gb:AV368819 /DB_XREF=gi:6416466 /DB_XREF=AV368819 /CLONE=9030007C15 /FEA=mRNA /CNT=13 /TID=Mm.42327.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430752_at 23.3 36.7 A P 0.16 0.000732 0.7 I 0.000692 gb:BB397948 /DB_XREF=gi:9217344 /DB_XREF=BB397948 /CLONE=C330006D17 /FEA=mRNA /CNT=5 /TID=Mm.159955.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430808_at 16.8 20.8 P M 0.005859 0.05 0.7 NC 0.31 gb:AK005461.1 /DB_XREF=gi:12838030 /FEA=mRNA /CNT=4 /TID=Mm.182469.1 /TIER=ConsEnd /STK=1 /UG=Mm.182469 /LL=72238 /UG_GENE=160001
MOE430_2_1430874_at 0.3 2.1 A A 0.94 0.72 0.7 NC 0.09 gb:BB103115 /DB_XREF=gi:8755683 /DB_XREF=BB103115 /CLONE=9430085M18 /FEA=mRNA /CNT=3 /TID=Mm.159903.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430889_a_ 72.4 104.9 P P 0.001953 0.000244 0.7 I 0.000078 gb:AK002335.1 /DB_XREF=gi:12832238 /GEN=Tpmt /FEA=mRNA /CNT=3 /TID=Mm.10169.2 /TIER=ConsEnd /STK=1 /UG=Mm.10169 /LL=22017 /UG_TITL
MOE430_2_1430905_at 3.7 13.3 A P 0.27 0.03 0.7 NC 0.23 gb:AK014808.1 /DB_XREF=gi:12852869 /FEA=mRNA /CNT=4 /TID=Mm.158488.1 /TIER=ConsEnd /STK=1 /UG=Mm.158488 /LL=70909 /UG_GENE=492152
MOE430_2_1430928_at 0.5 1.4 A A 0.96 0.8 0.7 NC 0.03 gb:AV150162 /DB_XREF=gi:5355368 /DB_XREF=AV150162 /CLONE=2900002J02 /FEA=mRNA /CNT=3 /TID=Mm.158373.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430939_at 7.8 11.5 A A 0.36 0.14 0.7 NC 0.36 gb:AV267730 /DB_XREF=gi:6255767 /DB_XREF=AV267730 /CLONE=4930528D03 /FEA=mRNA /CNT=3 /TID=Mm.159469.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430962_at 8.4 11.8 P A 0.04 0.08 0.7 NC 0.5 gb:AK020143.1 /DB_XREF=gi:12860635 /FEA=mRNA /CNT=3 /TID=Mm.22491.2 /TIER=ConsEnd /STK=1 /UG=Mm.22491 /LL=77891 /UG_GENE=6720465F
MOE430_2_1430964_at 2.5 3.3 A A 0.6 0.56 0.7 NC 0.44 gb:AK009622.1 /DB_XREF=gi:12844528 /FEA=mRNA /CNT=3 /TID=Mm.58173.1 /TIER=ConsEnd /STK=1 /UG=Mm.58173 /LL=69571 /UG_GENE=2310034O
MOE430_2_1430965_at 9.8 18.7 A A 0.3 0.36 0.7 NC 0.4 gb:BB098581 /DB_XREF=gi:8743615 /DB_XREF=BB098581 /CLONE=9430064K01 /FEA=mRNA /CNT=3 /TID=Mm.159890.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430971_a_ 16 31.3 M P 0.05 0.03 0.7 NC 0.008511 gb:AK020468.1 /DB_XREF=gi:12861061 /GEN=Aqr /FEA=mRNA /CNT=3 /TID=Mm.2545.3 /TIER=ConsEnd /STK=1 /UG=Mm.2545 /LL=11834 /UG_TITLE=a
MOE430_2_1430982_at 316.8 560.8 P P 0.000244 0.000244 0.7 I 0.000052 gb:BF682801 /DB_XREF=gi:11956696 /DB_XREF=602117181F1 /CLONE=IMAGE:3468213 /FEA=mRNA /CNT=97 /TID=Mm.196619.1 /TIER=ConsEnd /STK=
MOE430_2_1430983_at 10.1 19.5 P P 0.01 0.00415 0.7 NC 0.23 gb:AK005989.1 /DB_XREF=gi:12838857 /FEA=mRNA /CNT=50 /TID=Mm.182959.2 /TIER=ConsEnd /STK=0 /UG=Mm.182959 /LL=71853 /UG_GENE=17000
MOE430_2_1430996_at 21.2 30.9 P P 0.005859 0.000244 0.7 I 0.000167 gb:BG867902 /DB_XREF=gi:14218442 /DB_XREF=602787137F1 /CLONE=IMAGE:4913360 /FEA=mRNA /CNT=40 /TID=Mm.196190.1 /TIER=ConsEnd /STK
MOE430_2_1431000_at 14.6 20.1 A P 0.14 0.03 0.7 NC 0.01 gb:BB651128 /DB_XREF=gi:16485382 /DB_XREF=BB651128 /CLONE=C230060G02 /FEA=mRNA /CNT=28 /TID=Mm.23429.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431004_at 18.2 35.4 A P 0.09 0.03 0.7 NC 0.02 gb:AI415741 /DB_XREF=gi:4259245 /DB_XREF=mc78d03.x1 /CLONE=IMAGE:354629 /FEA=mRNA /CNT=41 /TID=Mm.157089.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431039_at 17.6 24.7 P A 0.008057 0.06 0.7 NC 0.44 gb:BB652005 /DB_XREF=gi:16486107 /DB_XREF=BB652005 /CLONE=C330026O18 /FEA=mRNA /CNT=32 /TID=Mm.34348.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431094_at 21.6 40.2 M P 0.05 0.01 0.7 NC 0.003699 gb:AK003491.1 /DB_XREF=gi:12834191 /FEA=mRNA /CNT=15 /TID=Mm.151018.1 /TIER=ConsEnd /STK=0 /UG=Mm.151018 /LL=76286 /UG_GENE=11100
MOE430_2_1431183_at 12.2 18.2 P A 0.01 0.21 0.7 NC 0.5 gb:AA109251 /DB_XREF=gi:1660719 /DB_XREF=mo34g12.r1 /CLONE=IMAGE:555526 /FEA=mRNA /CNT=8 /TID=Mm.67218.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431184_a_ 0.7 0.9 A A 0.91 0.87 0.7 NC 0.5 gb:AK015685.1 /DB_XREF=gi:12854110 /FEA=mRNA /CNT=8 /TID=Mm.87368.1 /TIER=ConsEnd /STK=0 /UG=Mm.87368 /LL=75015 /UG_GENE=4930483N
MOE430_2_1431218_at 16 31.4 P P 0.000732 0.001221 0.7 NC 0.03 gb:BB655693 /DB_XREF=gi:16489521 /DB_XREF=BB655693 /CLONE=D130016I20 /FEA=mRNA /CNT=9 /TID=Mm.160002.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431252_a_ 49.9 79.3 P P 0.001221 0.000244 0.7 I 0.00002 gb:AK012336.1 /DB_XREF=gi:12849010 /FEA=mRNA /CNT=9 /TID=Mm.206555.2 /TIER=ConsEnd /STK=0 /UG=Mm.206555 /LL=72611 /UG_GENE=270003
MOE430_2_1431262_at 5.7 8.1 A A 0.56 0.5 0.7 NC 0.5 gb:AK011748.1 /DB_XREF=gi:12848069 /FEA=mRNA /CNT=7 /TID=Mm.204.2 /TIER=ConsEnd /STK=0 /UG=Mm.204 /LL=67055 /UG_GENE=2610042L04Rik
MOE430_2_1431263_at 6.3 7.2 A A 0.3 0.24 0.7 NC 0.22 gb:AK010703.1 /DB_XREF=gi:12846340 /FEA=mRNA /CNT=7 /TID=Mm.86667.1 /TIER=ConsEnd /STK=0 /UG=Mm.86667 /LL=73700 /UG_GENE=2410051C
MOE430_2_1431266_at 7.5 11.1 A A 0.09 0.17 0.7 NC 0.25 gb:BI102599 /DB_XREF=gi:14553492 /DB_XREF=602888119F1 /CLONE=IMAGE:5043436 /FEA=mRNA /CNT=7 /TID=Mm.159657.1 /TIER=ConsEnd /STK=0
MOE430_2_1431329_at 6.8 10.5 A A 0.56 0.5 0.7 NC 0.5 gb:AK016223.1 /DB_XREF=gi:12854872 /FEA=mRNA /CNT=5 /TID=Mm.87376.1 /TIER=ConsEnd /STK=0 /UG=Mm.87376 /LL=75293 /UG_GENE=4930564O
MOE430_2_1431414_at 0.3 1.4 A A 0.92 0.8 0.7 NC 0.04 gb:AV330219 /DB_XREF=gi:6370271 /DB_XREF=AV330219 /CLONE=6330512F18 /FEA=mRNA /CNT=3 /TID=Mm.158379.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1431471_at 1.6 0.9 A A 0.82 0.91 0.7 NC 0.14 gb:AV251009 /DB_XREF=gi:6238468 /DB_XREF=AV251009 /CLONE=4833428M15 /FEA=mRNA /CNT=3 /TID=Mm.159832.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431505_at 3.3 2.5 A A 0.69 0.63 0.7 NC 0.04 gb:AK008394.1 /DB_XREF=gi:12842552 /FEA=mRNA /CNT=3 /TID=Mm.196088.1 /TIER=ConsEnd /STK=2 /UG=Mm.196088 /LL=72063 /UG_GENE=201011
MOE430_2_1431514_at 18.4 30.6 P P 0.03 0.04 0.7 NC 0.13 gb:AI666426 /DB_XREF=gi:4804780 /DB_XREF=mz68h02.x1 /CLONE=IMAGE:718611 /FEA=mRNA /CNT=4 /TID=Mm.38152.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1431537_at 3 1.8 A A 0.75 0.82 0.7 NC 0.51 gb:AK008003.1 /DB_XREF=gi:12841918 /FEA=mRNA /CNT=2 /TID=Mm.218253.1 /TIER=ConsEnd /STK=1 /UG=Mm.218253 /LL=72045 /UG_GENE=201000
MOE430_2_1431542_at 7.2 13.6 A A 0.63 0.24 0.7 NC 0.19 gb:AV249558 /DB_XREF=gi:6237017 /DB_XREF=AV249558 /CLONE=4833416A15 /FEA=mRNA /CNT=2 /TID=Mm.4338.5 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1431545_at 10.4 18.8 A A 0.36 0.08 0.7 NC 0.27 gb:AK014993.1 /DB_XREF=gi:12853151 /FEA=mRNA /CNT=2 /TID=Mm.84121.1 /TIER=ConsEnd /STK=1 /UG=Mm.84121 /LL=70961 /UG_GENE=4921532D
MOE430_2_1431615_at 0.7 1.4 A A 0.75 0.87 0.7 NC 0.22 gb:AK016178.1 /DB_XREF=gi:12854809 /FEA=mRNA /CNT=2 /TID=Mm.208543.1 /TIER=ConsEnd /STK=1 /UG=Mm.208543 /UG_TITLE=Mus musculus adul
MOE430_2_1431673_at 0.7 1.2 A A 0.78 0.78 0.7 NC 0.21 gb:AK016155.1 /DB_XREF=gi:12854778 /FEA=mRNA /CNT=2 /TID=Mm.108656.1 /TIER=ConsEnd /STK=1 /UG=Mm.108656 /LL=75271 /UG_GENE=493055
MOE430_2_1431716_at 14 27.5 P A 0.03 0.06 0.7 NC 0.5 gb:AK009436.1 /DB_XREF=gi:12844230 /FEA=mRNA /CNT=2 /TID=Mm.5772.3 /TIER=ConsEnd /STK=0 /UG=Mm.5772 /LL=67345 /UG_GENE=1700056O17
MOE430_2_1431810_a_ 9.4 12.4 A A 0.5 0.5 0.7 NC 0.71 gb:AK014571.1 /DB_XREF=gi:12852507 /FEA=mRNA /CNT=1 /TID=Mm.23646.2 /TIER=ConsEnd /STK=0 /UG=Mm.23646 /LL=77056 /UG_GENE=4632413C
MOE430_2_1431844_at 1.9 2.3 A A 0.66 0.33 0.7 NC 0.03 gb:AK012400.1 /DB_XREF=gi:12849119 /FEA=mRNA /CNT=1 /TID=Mm.64790.2 /TIER=ConsEnd /STK=0 /UG=Mm.64790 /LL=72413 /UG_GENE=2700049B
MOE430_2_1431893_a_ 24.4 50.6 A P 0.08 0.03 0.7 I 0.000618 gb:AK011869.1 /DB_XREF=gi:12848263 /FEA=mRNA /CNT=1 /TID=Mm.161501.3 /TIER=ConsEnd /STK=0 /UG=Mm.161501 /LL=56075 /UG_GENE=Tptf-pe
MOE430_2_1431900_a_ 4.4 8.6 A A 0.36 0.14 0.7 NC 0.5 gb:AK019022.1 /DB_XREF=gi:12859020 /FEA=mRNA /CNT=1 /TID=Mm.42260.2 /TIER=ConsEnd /STK=0 /UG=Mm.42260 /LL=15377 /UG_GENE=Foxa3 /UG
MOE430_2_1431905_s_ 5.1 14.9 A A 0.19 0.11 0.7 NC 0.37 gb:AK016951.1 /DB_XREF=gi:12855960 /FEA=mRNA /CNT=1 /TID=Mm.159214.1 /TIER=ConsEnd /STK=0 /UG=Mm.159214 /LL=74466 /UG_GENE=493342
MOE430_2_1431923_at 2 2.1 A A 0.8 0.78 0.7 NC 0.44 gb:AK012958.1 /DB_XREF=gi:12850030 /FEA=mRNA /CNT=1 /TID=Mm.40038.1 /TIER=ConsEnd /STK=0 /UG=Mm.40038 /LL=72168 /UG_GENE=2810401C
MOE430_2_1432006_at 14.4 22.6 A A 0.63 0.56 0.7 NC 0.63 gb:AK009735.1 /DB_XREF=gi:12844711 /FEA=mRNA /CNT=1 /TID=Mm.14555.3 /TIER=ConsEnd /STK=0 /UG=Mm.14555 /LL=11772 /UG_GENE=Ap2a2 /U
MOE430_2_1432053_at 1.5 2 A A 0.97 0.97 0.7 NC 0.31 gb:AK016791.1 /DB_XREF=gi:12855716 /FEA=mRNA /CNT=1 /TID=Mm.158580.1 /TIER=ConsEnd /STK=0 /UG=Mm.158580 /LL=71137 /UG_GENE=Rfx4 /U
MOE430_2_1432114_at 9 8.7 A A 0.14 0.12 0.7 NC 0.25 gb:AK004108.1 /DB_XREF=gi:12835162 /FEA=mRNA /CNT=1 /TID=Mm.215189.1 /TIER=ConsEnd /STK=0 /UG=Mm.215189 /LL=68672 /UG_GENE=111003
MOE430_2_1432123_at 1.1 1.2 A A 0.82 0.63 0.7 NC 0.12 gb:AK015465.1 /DB_XREF=gi:12853821 /FEA=mRNA /CNT=1 /TID=Mm.159280.1 /TIER=ConsEnd /STK=0 /UG=Mm.159280 /LL=74654 /UG_GENE=493045
MOE430_2_1432124_at 3.5 6.6 A A 0.43 0.27 0.7 NC 0.07 gb:AK014875.1 /DB_XREF=gi:12852971 /FEA=mRNA /CNT=1 /TID=Mm.158466.1 /TIER=ConsEnd /STK=0 /UG=Mm.158466 /LL=70858 /UG_GENE=492151
MOE430_2_1432132_at 5.5 10.3 A A 0.39 0.11 0.7 NC 0.004073 gb:AK016599.1 /DB_XREF=gi:12855426 /FEA=mRNA /CNT=1 /TID=Mm.158532.1 /TIER=ConsEnd /STK=0 /UG=Mm.158532 /LL=71008 /UG_GENE=493340
MOE430_2_1432179_x_ 20.5 23.6 A A 0.21 0.12 0.7 NC 0.01 gb:AK007138.1 /DB_XREF=gi:12840520 /FEA=mRNA /CNT=1 /TID=Mm.25546.3 /TIER=ConsEnd /STK=0 /UG=Mm.25546 /LL=66468 /UG_GENE=2810433K
MOE430_2_1432218_a_ 40 61.5 P P 0.000732 0.000244 0.7 NC 0.009292 gb:AK020079.1 /DB_XREF=gi:12860548 /FEA=mRNA /CNT=1 /TID=Mm.132646.2 /TIER=ConsEnd /STK=0 /UG=Mm.132646 /LL=74035 /UG_GENE=463241
MOE430_2_1432245_s_ 84.7 128 P P 0.001953 0.00293 0.7 NC 0.01 gb:AK018145.1 /DB_XREF=gi:12857728 /FEA=mRNA /CNT=1 /TID=Mm.195579.1 /TIER=ConsEnd /STK=0 /UG=Mm.195579 /LL=70714 /UG_GENE=633040
MOE430_2_1432285_at 11.7 14.5 A A 0.14 0.27 0.7 NC 0.35 gb:AK007310.1 /DB_XREF=gi:12840772 /FEA=mRNA /CNT=1 /TID=Mm.159758.1 /TIER=ConsEnd /STK=0 /UG=Mm.159758 /LL=76669 /UG_GENE=170012
MOE430_2_1432288_at 0.5 0.8 A A 0.99 0.95 0.7 NC 0.14 gb:AK018042.1 /DB_XREF=gi:12857581 /FEA=mRNA /CNT=1 /TID=Mm.159672.1 /TIER=ConsEnd /STK=0 /UG=Mm.159672 /LL=76082 /UG_GENE=583046
MOE430_2_1432293_at 8.7 21.3 A A 0.11 0.09 0.7 NC 0.18 gb:AK016319.1 /DB_XREF=gi:12855004 /FEA=mRNA /CNT=1 /TID=Mm.159620.1 /TIER=ConsEnd /STK=0 /UG=Mm.159620 /LL=75913 /UG_GENE=493057
MOE430_2_1432384_a_ 119.4 194.7 P P 0.001221 0.000732 0.7 I 0.00004 gb:AK006715.1 /DB_XREF=gi:12839941 /FEA=mRNA /CNT=1 /TID=Mm.27580.2 /TIER=ConsEnd /STK=0 /UG=Mm.27580 /LL=67011 /UG_GENE=1600013P
MOE430_2_1432450_at 11.4 18.2 A P 0.12 0.001221 0.7 NC 0.03 gb:AK020194.1 /DB_XREF=gi:12860703 /FEA=mRNA /CNT=1 /TID=Mm.159859.1 /TIER=ConsEnd /STK=0 /UG=Mm.159859 /LL=77166 /UG_GENE=803042
MOE430_2_1432532_at 0.8 1 A A 0.95 0.74 0.7 NC 0.15 gb:AK021025.1 /DB_XREF=gi:12861789 /FEA=mRNA /CNT=1 /TID=Mm.160113.1 /TIER=ConsEnd /STK=0 /UG=Mm.160113 /LL=78687 /UG_GENE=B43031
MOE430_2_1432580_at 5.4 6.9 A A 0.5 0.36 0.7 NC 0.3 gb:AA544511 /DB_XREF=gi:2305585 /DB_XREF=vj66e04.r1 /CLONE=IMAGE:934014 /FEA=mRNA /CNT=6 /TID=Mm.159766.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432672_at 2.7 10.7 A A 0.43 0.19 0.7 NC 0.5 gb:AK016710.1 /DB_XREF=gi:12855595 /FEA=mRNA /CNT=2 /TID=Mm.61179.1 /TIER=ConsEnd /STK=0 /UG=Mm.61179 /LL=75726 /UG_GENE=4933407A
MOE430_2_1432719_at 8.2 17.9 A A 0.3 0.39 0.7 NC 0.23 gb:AV249122 /DB_XREF=gi:6236581 /DB_XREF=AV249122 /CLONE=4833412K13 /FEA=mRNA /CNT=2 /TID=Mm.159255.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432730_at 2.3 2.6 A A 0.66 0.46 0.7 NC 0.09 gb:AK017932.1 /DB_XREF=gi:12857433 /FEA=mRNA /CNT=2 /TID=Mm.79262.1 /TIER=ConsEnd /STK=0 /UG=Mm.79262 /LL=76009 /UG_GENE=5830415G
MOE430_2_1432734_at 7 11.8 A P 0.21 0.03 0.7 NC 0.03 gb:AK016615.1 /DB_XREF=gi:12855447 /FEA=mRNA /CNT=2 /TID=Mm.159122.1 /TIER=ConsEnd /STK=0 /UG=Mm.159122 /LL=74056 /UG_GENE=493340
MOE430_2_1432760_at 5 9.8 A A 0.36 0.09 0.7 NC 0.5 gb:AK021383.1 /DB_XREF=gi:12862257 /FEA=mRNA /CNT=2 /TID=Mm.160007.1 /TIER=ConsEnd /STK=0 /UG=Mm.160007 /LL=77858 /UG_GENE=E13011
MOE430_2_1432958_at 1.2 4.5 A A 0.6 0.36 0.7 NC 0.23 gb:AK017518.1 /DB_XREF=gi:12856795 /FEA=mRNA /CNT=1 /TID=Mm.158382.1 /TIER=ConsEnd /STK=0 /UG=Mm.158382 /LL=70477 /UG_GENE=573040
MOE430_2_1432968_at 28.9 44.8 P P 0.00293 0.000732 0.7 I 0.000552 gb:AK015472.1 /DB_XREF=gi:12853830 /FEA=mRNA /CNT=1 /TID=Mm.159291.1 /TIER=ConsEnd /STK=0 /UG=Mm.159291 /LL=74676 /UG_GENE=493045
MOE430_2_1432981_at 0.9 0.8 A A 0.91 0.93 0.7 NC 0.5 gb:AK015187.1 /DB_XREF=gi:12853426 /FEA=mRNA /CNT=1 /TID=Mm.159266.1 /TIER=ConsEnd /STK=0 /UG=Mm.159266 /LL=74634 /UG_GENE=493042
MOE430_2_1432997_at 12 16.3 A A 0.39 0.14 0.7 NC 0.01 gb:AK018031.1 /DB_XREF=gi:12857566 /FEA=mRNA /CNT=1 /TID=Mm.159676.1 /TIER=ConsEnd /STK=0 /UG=Mm.159676 /LL=76098 /UG_GENE=583046
MOE430_2_1433171_at 2.8 3.7 A A 0.53 0.36 0.7 NC 0.13 gb:AK014197.1 /DB_XREF=gi:12851897 /FEA=mRNA /CNT=1 /TID=Mm.158970.1 /TIER=ConsEnd /STK=0 /UG=Mm.158970 /LL=73238 /UG_GENE=311004
MOE430_2_1433252_at 1.1 0.8 A A 0.88 0.75 0.7 NC 0.04 gb:AK016582.1 /DB_XREF=gi:12855397 /FEA=mRNA /CNT=1 /TID=Mm.158531.1 /TIER=ConsEnd /STK=0 /UG=Mm.158531 /LL=71006 /UG_GENE=493270
MOE430_2_1433260_at 5.8 8 A A 0.11 0.21 0.7 NC 0.5 gb:AK015656.1 /DB_XREF=gi:12854072 /FEA=mRNA /CNT=1 /TID=Mm.195723.1 /TIER=ConsEnd /STK=0 /UG=Mm.195723 /LL=74990 /UG_GENE=493050
MOE430_2_1433268_at 7.3 11.3 A A 0.19 0.11 0.7 NC 0.5 gb:AK016108.1 /DB_XREF=gi:12854719 /FEA=mRNA /CNT=1 /TID=Mm.159476.1 /TIER=ConsEnd /STK=0 /UG=Mm.159476 /LL=75246 /UG_GENE=493055
MOE430_2_1433293_at 5.4 8.7 A A 0.21 0.14 0.7 NC 0.24 gb:AK005350.1 /DB_XREF=gi:12837836 /FEA=mRNA /CNT=1 /TID=Mm.158231.1 /TIER=ConsEnd /STK=0 /UG=Mm.158231 /LL=69027 /UG_GENE=150003
MOE430_2_1433365_at 0.4 0.4 A A 0.96 0.93 0.7 NC 0.74 gb:AK016211.1 /DB_XREF=gi:12854853 /FEA=mRNA /CNT=1 /TID=Mm.158169.1 /TIER=ConsEnd /STK=0 /UG=Mm.158169 /LL=67668 /UG_GENE=493056
MOE430_2_1433394_at 0.4 0.8 A A 0.95 0.8 0.7 NC 0.17 gb:AK015170.1 /DB_XREF=gi:12853405 /FEA=mRNA /CNT=1 /TID=Mm.101107.1 /TIER=ConsEnd /STK=0 /UG=Mm.101107 /LL=71635 /UG_GENE=493042
MOE430_2_1433396_at 1.6 2.5 A A 0.82 0.56 0.7 NC 0.16 gb:AK014815.1 /DB_XREF=gi:12852880 /FEA=mRNA /CNT=1 /TID=Mm.158122.1 /TIER=ConsEnd /STK=0 /UG=Mm.158122 /LL=66703 /UG_GENE=492150
MOE430_2_1433401_at 3 3 A A 0.87 0.8 0.7 NC 0.02 gb:AK019887.1 /DB_XREF=gi:12860276 /FEA=mRNA /CNT=1 /TID=Mm.160058.1 /TIER=ConsEnd /STK=0 /UG=Mm.160058 /LL=78230 /UG_GENE=503340
MOE430_2_1433459_x_ 6.2 6.1 A A 0.12 0.14 0.7 NC 0.49 gb:BI348548 /DB_XREF=gi:15042994 /DB_XREF=ib87b09.x3 /CLONE=IMAGE:5653577 /FEA=EST /CNT=192 /TID=Mm.14410.2 /TIER=Stack /STK=176 /UG
MOE430_2_1433505_a_ 55.5 50.7 P P 0.01 0.001953 0.7 I 0.000692 gb:BB315861 /DB_XREF=gi:16403064 /DB_XREF=BB315861 /CLONE=B230361H05 /FEA=EST /CNT=256 /TID=Mm.23837.1 /TIER=Stack /STK=114 /UG=M
MOE430_2_1433545_s_ 190.2 275.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:BQ031255 /DB_XREF=gi:19766534 /DB_XREF=UI-1-CF0-amc-h-10-0-UI.s1 /CLONE=UI-1-CF0-amc-h-10-0-UI /FEA=EST /CNT=160 /TID=Mm.41274
MOE430_2_1433567_at 292.4 573.3 P P 0.000244 0.000244 0.7 I 0.00002 gb:AW553616 /DB_XREF=gi:7199039 /DB_XREF=L0229E06-3 /CLONE=L0229E06 /FEA=EST /CNT=141 /TID=Mm.28299.1 /TIER=Stack /STK=91 /UG=Mm
MOE430_2_1433582_at 337.3 526 P P 0.000244 0.000244 0.7 I 0.000046 gb:AV309085 /DB_XREF=gi:16394140 /DB_XREF=AV309085 /CLONE=5730576L14 /FEA=EST /CNT=127 /TID=Mm.38211.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1433596_at 5.9 7.2 A A 0.24 0.5 0.7 NC 0.31 gb:BQ175337 /DB_XREF=gi:20350829 /DB_XREF=UI-M-DJ2-bwc-f-15-0-UI.s1 /CLONE=UI-M-DJ2-bwc-f-15-0-UI /FEA=EST /CNT=94 /TID=Mm.76494.
MOE430_2_1433643_at 87.7 151.4 P P 0.001221 0.000244 0.7 I 0.00002 gb:BI106777 /DB_XREF=gi:14557670 /DB_XREF=602890519F1 /CLONE=IMAGE:5035756 /FEA=EST /CNT=90 /TID=Mm.25672.1 /TIER=Stack /STK=78 /UG
MOE430_2_1433675_at 752.9 1350 P P 0.000244 0.000244 0.7 I 0.00002 gb:BQ177137 /DB_XREF=gi:20352629 /DB_XREF=UI-M-DJ2-bwa-p-17-0-UI.s1 /CLONE=UI-M-DJ2-bwa-p-17-0-UI /FEA=EST /CNT=114 /TID=Mm.2823
MOE430_2_1433728_at 3 5.1 A A 0.17 0.35 0.7 NC 0.5 gb:AV367395 /DB_XREF=gi:16397702 /DB_XREF=AV367395 /CLONE=8430431N14 /FEA=EST /CNT=106 /TID=Mm.27909.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1433767_at 141.7 259.5 P P 0.000244 0.000244 0.7 I 0.000027 gb:BM119946 /DB_XREF=gi:17087972 /DB_XREF=L0932H07-3 /CLONE=L0932H07 /FEA=EST /CNT=112 /TID=Mm.24446.1 /TIER=Stack /STK=62 /UG=M
MOE430_2_1433785_at 0.7 1.8 A A 0.99 0.85 0.7 NC 0.04 gb:BM899593 /DB_XREF=gi:19382381 /DB_XREF=UI-M-DJ1-bud-b-08-0-UI.s1 /CLONE=UI-M-DJ1-bud-b-08-0-UI /FEA=EST /CNT=66 /TID=Mm.5259.1
MOE430_2_1433839_at 39 63.4 P P 0.000244 0.000244 0.7 I 0.00006 gb:BB431372 /DB_XREF=gi:16424157 /DB_XREF=BB431372 /CLONE=C630038B10 /FEA=EST /CNT=66 /TID=Mm.40274.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433949_x_ 1.8 0.7 A A 0.75 0.96 0.7 NC 0.13 gb:AV081808 /DB_XREF=gi:5213256 /DB_XREF=AV081808 /CLONE=2210421H06 /FEA=EST /CNT=51 /TID=Mm.20190.3 /TIER=Stack /STK=50 /UG=Mm.2
MOE430_2_1433966_x_ 329.2 561.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:AV212753 /DB_XREF=gi:6154366 /DB_XREF=AV212753 /CLONE=2410118F17 /FEA=EST /CNT=51 /TID=Mm.2942.2 /TIER=Stack /STK=49 /UG=Mm.29
MOE430_2_1433991_x_ 1936.5 3052.5 P P 0.000732 0.001953 0.7 I 0.000307 gb:AV007315 /DB_XREF=gi:4784302 /DB_XREF=AV007315 /CLONE=1110003P04 /FEA=EST /CNT=50 /TID=Mm.2785.2 /TIER=Stack /STK=48 /UG=Mm.27
MOE430_2_1433996_at 14.1 43.2 A A 0.06 0.09 0.7 NC 0.04 gb:BB296443 /DB_XREF=gi:16401901 /DB_XREF=BB296443 /CLONE=B130047D07 /FEA=EST /CNT=67 /TID=Mm.134698.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434017_at 23.1 42.6 P P 0.000732 0.000732 0.7 I 0.000774 gb:AV226579 /DB_XREF=gi:16385348 /DB_XREF=AV226579 /CLONE=4021401H01 /FEA=EST /CNT=178 /TID=Mm.423.1 /TIER=Stack /STK=25 /UG=Mm.4
MOE430_2_1434135_at 44.2 65.6 P P 0.000244 0.000244 0.7 I 0.00013 gb:BB107552 /DB_XREF=gi:15407988 /DB_XREF=BB107552 /CLONE=9530006I10 /FEA=EST /CNT=48 /TID=Mm.21686.2 /TIER=Stack /STK=41 /UG=Mm.
MOE430_2_1434200_at 28.2 45.7 P P 0.001953 0.000732 0.7 I 0.001336 gb:AV270842 /DB_XREF=gi:16389912 /DB_XREF=AV270842 /CLONE=4931401F16 /FEA=EST /CNT=44 /TID=Mm.74716.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434218_at 25.9 31.5 A P 0.11 0.03 0.7 NC 0.01 gb:BB400635 /DB_XREF=gi:15411788 /DB_XREF=BB400635 /CLONE=C330019G07 /FEA=EST /CNT=86 /TID=Mm.86400.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1434233_at 103.6 163.9 P P 0.000244 0.000244 0.7 I 0.000052 gb:BB429625 /DB_XREF=gi:16424008 /DB_XREF=BB429625 /CLONE=C630029D24 /FEA=EST /CNT=60 /TID=Mm.83743.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434253_s_ 103.1 202.7 P P 0.000244 0.000244 0.7 I 0.000088 gb:BB711990 /DB_XREF=gi:16065159 /DB_XREF=BB711990 /CLONE=B020031N18 /FEA=EST /CNT=107 /TID=Mm.205458.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1434339_at 220.9 344 P P 0.000244 0.000244 0.7 I 0.000023 gb:AW548221 /DB_XREF=gi:7193642 /DB_XREF=L0033B08-3 /CLONE=L0033B08 /FEA=EST /CNT=51 /TID=Mm.21860.1 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1434365_a_ 18.5 25.5 P P 0.03 0.000732 0.7 I 0.001486 gb:BB093351 /DB_XREF=gi:8676598 /DB_XREF=BB093351 /CLONE=9430042D07 /FEA=EST /CNT=36 /TID=Mm.28152.2 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1434404_at 14 19.9 P P 0.01 0.03 0.7 NC 0.02 gb:BB375245 /DB_XREF=gi:16407378 /DB_XREF=BB375245 /CLONE=C130079A11 /FEA=EST /CNT=41 /TID=Mm.135018.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434426_at 31.4 45.8 P P 0.02 0.03 0.7 NC 0.04 gb:BG069311 /DB_XREF=gi:12551880 /DB_XREF=H3075A05-3 /CLONE=H3075A05 /FEA=EST /CNT=51 /TID=Mm.21448.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434427_a_ 121.7 171.2 P P 0.000244 0.000244 0.7 I 0.000241 gb:BB246182 /DB_XREF=gi:16355455 /DB_XREF=BB246182 /CLONE=A730013I06 /FEA=EST /CNT=47 /TID=Mm.15571.4 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434574_at 27 48.5 P P 0.008057 0.01 0.7 NC 0.15 gb:BF466702 /DB_XREF=gi:11535850 /DB_XREF=UI-M-CG0p-bqx-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bqx-d-09-0-UI /FEA=EST /CNT=36 /TID=Mm.1191
MOE430_2_1434607_at 156.4 237 P P 0.000244 0.000244 0.7 I 0.00002 gb:BM247010 /DB_XREF=gi:17882280 /DB_XREF=K0745H10-3 /CLONE=K0745H10 /FEA=EST /CNT=112 /TID=Mm.27807.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1434612_s_ 135.2 185.6 P P 0.000244 0.000244 0.7 I 0.000046 gb:BQ032471 /DB_XREF=gi:19767750 /DB_XREF=UI-1-CF0-ape-h-04-0-UI.s1 /CLONE=UI-1-CF0-ape-h-04-0-UI /FEA=EST /CNT=85 /TID=Mm.23879.1
MOE430_2_1434671_at 58.1 111.7 P P 0.001953 0.000244 0.7 I 0.00002 gb:BM120593 /DB_XREF=gi:17088619 /DB_XREF=L0941F09-3 /CLONE=L0941F09 /FEA=EST /CNT=57 /TID=Mm.130344.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434673_at 0.5 0.8 A A 0.87 0.66 0.7 NC 0.11 gb:BB429977 /DB_XREF=gi:16424039 /DB_XREF=BB429977 /CLONE=C630031C05 /FEA=EST /CNT=57 /TID=Mm.68486.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1434698_at 153.3 210.9 P P 0.005859 0.001221 0.7 I 0.000167 gb:BG066717 /DB_XREF=gi:12549286 /DB_XREF=H3046B07-3 /CLONE=H3046B07 /FEA=EST /CNT=75 /TID=Mm.153790.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1434711_at 34.9 64.7 P P 0.001221 0.001221 0.7 NC 0.01 gb:AV094888 /DB_XREF=gi:15404395 /DB_XREF=AV094888 /CLONE=2410003D24 /FEA=EST /CNT=41 /TID=Mm.33152.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434727_at 4.2 6.4 A A 0.39 0.33 0.7 NC 0.5 gb:BQ176287 /DB_XREF=gi:20351779 /DB_XREF=UI-M-DJ2-bwg-l-03-0-UI.s1 /CLONE=UI-M-DJ2-bwg-l-03-0-UI /FEA=EST /CNT=29 /TID=Mm.39180.2
MOE430_2_1434777_at 1.6 3.2 A A 0.87 0.6 0.7 NC 0.04 gb:BG064871 /DB_XREF=gi:12547434 /DB_XREF=H3024G07-3 /CLONE=H3024G07 /FEA=EST /CNT=38 /TID=Mm.198846.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434794_at 7.1 11.4 A A 0.14 0.19 0.7 NC 0.5 gb:BM241811 /DB_XREF=gi:17877081 /DB_XREF=K0622H08-3 /CLONE=K0622H08 /FEA=EST /CNT=33 /TID=Mm.200930.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434836_at 138.3 207.1 P P 0.000244 0.000244 0.7 I 0.000966 gb:AV277440 /DB_XREF=gi:16390994 /DB_XREF=AV277440 /CLONE=4932442G09 /FEA=EST /CNT=36 /TID=Mm.28949.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434843_at 197.6 273.1 P P 0.000244 0.000244 0.7 I 0.000068 gb:BG070968 /DB_XREF=gi:12553537 /DB_XREF=H3093C03-3 /CLONE=H3093C03 /FEA=EST /CNT=42 /TID=Mm.25725.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434899_s_ 126 195.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:BI080625 /DB_XREF=gi:14498955 /DB_XREF=602878332F1 /CLONE=IMAGE:5010270 /FEA=EST /CNT=58 /TID=Mm.218873.1 /TIER=Stack /STK=17 /U
MOE430_2_1434965_at 22.4 17.4 A P 0.08 0.04 0.7 NC 0.19 gb:BG067081 /DB_XREF=gi:12549650 /DB_XREF=H3050D04-3 /CLONE=H3050D04 /FEA=EST /CNT=34 /TID=Mm.9876.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434982_at 0.3 0.4 A A 0.94 0.99 0.7 NC 0.58 gb:AV327376 /DB_XREF=gi:16395618 /DB_XREF=AV327376 /CLONE=6330418F21 /FEA=EST /CNT=24 /TID=Mm.40178.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1435098_at 34.5 59.9 P P 0.03 0.005859 0.7 I 0.000241 gb:BF658992 /DB_XREF=gi:11924126 /DB_XREF=maa99g12.x1 /CLONE=IMAGE:3825214 /FEA=EST /CNT=26 /TID=Mm.55513.1 /TIER=Stack /STK=20 /U



MOE430_2_1435124_at 6.6 9.5 A A 0.43 0.27 0.7 NC 0.48 gb:BB307349 /DB_XREF=gi:16402290 /DB_XREF=BB307349 /CLONE=B230214C04 /FEA=EST /CNT=22 /TID=Mm.40539.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435155_at 6.4 8.3 A A 0.24 0.27 0.7 NC 0.4 gb:BI455486 /DB_XREF=gi:15246142 /DB_XREF=603171173F1 /CLONE=IMAGE:5250354 /FEA=EST /CNT=43 /TID=Mm.87634.1 /TIER=Stack /STK=19 /UG
MOE430_2_1435237_at 299.6 499.3 P P 0.000244 0.000244 0.7 I 0.00002 gb:AV004950 /DB_XREF=gi:4781800 /DB_XREF=AV004950 /CLONE=0710007K16 /FEA=EST /CNT=27 /TID=Mm.46748.1 /TIER=Stack /STK=18 /UG=Mm.4
MOE430_2_1435249_at 164.7 162 P P 0.001953 0.000732 0.7 I 0.001651 gb:BG917504 /DB_XREF=gi:14297980 /DB_XREF=602817048F1 /CLONE=IMAGE:4946170 /FEA=EST /CNT=46 /TID=Mm.146462.2 /TIER=Stack /STK=18 /
MOE430_2_1435287_at 1 2.6 A A 0.91 0.66 0.7 NC 0.07 gb:AV298858 /DB_XREF=gi:15405878 /DB_XREF=AV298858 /CLONE=5730462B05 /FEA=EST /CNT=21 /TID=Mm.68261.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435294_at 22.5 40.1 A P 0.14 0.02 0.7 NC 0.007788 gb:BB037102 /DB_XREF=gi:16258405 /DB_XREF=BB037102 /CLONE=5930423J17 /FEA=EST /CNT=20 /TID=Mm.24379.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435308_at 3 3.6 A A 0.36 0.53 0.7 NC 0.71 gb:AU067636 /DB_XREF=gi:4968373 /DB_XREF=AU067636 /CLONE=MNCb-0071 /FEA=EST /CNT=18 /TID=Mm.19313.1 /TIER=Stack /STK=18 /UG=Mm.1
MOE430_2_1435315_s_ 72.1 103.4 P P 0.000244 0.000244 0.7 I 0.001201 gb:BQ175035 /DB_XREF=gi:20350527 /DB_XREF=UI-M-DJ2-bwd-e-17-0-UI.s1 /CLONE=UI-M-DJ2-bwd-e-17-0-UI /FEA=EST /CNT=18 /TID=Mm.14752
MOE430_2_1435324_x_ 1051.1 1736.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:AI648759 /DB_XREF=gi:4729593 /DB_XREF=uk28f08.x1 /CLONE=IMAGE:1970343 /FEA=EST /CNT=42 /TID=Mm.16421.3 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435335_a_ 310 491.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG144467 /DB_XREF=gi:12647867 /DB_XREF=ut65d07.x1 /CLONE=IMAGE:3332773 /FEA=EST /CNT=46 /TID=Mm.67919.3 /TIER=Stack /STK=17 /UG
MOE430_2_1435440_at 134.4 246.2 P P 0.000244 0.000244 0.7 I 0.000027 gb:BQ175434 /DB_XREF=gi:20350926 /DB_XREF=UI-M-DJ2-bwc-h-14-0-UI.s1 /CLONE=UI-M-DJ2-bwc-h-14-0-UI /FEA=EST /CNT=79 /TID=Mm.91919
MOE430_2_1435508_x_ 8.5 16.2 M A 0.05 0.09 0.7 NC 0.46 gb:AV018047 /DB_XREF=gi:4795039 /DB_XREF=AV018047 /CLONE=1190003E03 /FEA=EST /CNT=17 /TID=Mm.29712.2 /TIER=Stack /STK=16 /UG=Mm.2
MOE430_2_1435577_at 1 1.5 A A 0.95 0.85 0.7 NC 0.26 gb:BB429377 /DB_XREF=gi:16423990 /DB_XREF=BB429377 /CLONE=C630028C02 /FEA=EST /CNT=21 /TID=Mm.28223.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435610_at 1 1.5 A A 0.78 0.75 0.7 NC 0.5 gb:BB282772 /DB_XREF=gi:16401383 /DB_XREF=BB282772 /CLONE=A930040D03 /FEA=EST /CNT=16 /TID=Mm.131700.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435625_at 34.7 74.2 P P 0.000244 0.001953 0.7 NC 0.006503 gb:BG064768 /DB_XREF=gi:12547331 /DB_XREF=H3023F06-3 /CLONE=H3023F06 /FEA=EST /CNT=15 /TID=Mm.24247.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435628_x_ 33.8 34.6 P P 0.01 0.01 0.7 NC 0.03 gb:AW763751 /DB_XREF=gi:7695694 /DB_XREF=ur65b08.x1 /CLONE=IMAGE:3155127 /FEA=EST /CNT=15 /TID=Mm.220992.3 /TIER=Stack /STK=15 /UG
MOE430_2_1435665_at 17.9 27.5 A P 0.21 0.01 0.7 I 0.000273 gb:BM241342 /DB_XREF=gi:17876612 /DB_XREF=K0615F02-3 /CLONE=K0615F02 /FEA=EST /CNT=26 /TID=Mm.33905.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435745_at 490.6 817 P P 0.000244 0.000244 0.7 I 0.00002 gb:BI408317 /DB_XREF=gi:15169240 /DB_XREF=602962211F1 /CLONE=IMAGE:5117570 /FEA=EST /CNT=55 /TID=Mm.28334.1 /TIER=Stack /STK=13 /UG
MOE430_2_1435826_at 36.4 57.1 A A 0.21 0.11 0.7 MI 0.00249 gb:BM250232 /DB_XREF=gi:17885502 /DB_XREF=K0846E05-3 /CLONE=K0846E05 /FEA=EST /CNT=17 /TID=Mm.38355.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435855_x_ 381.2 569.8 P P 0.000244 0.000732 0.7 NC 0.01 gb:BF148128 /DB_XREF=gi:11029512 /DB_XREF=uw94e10.x1 /CLONE=IMAGE:3469674 /FEA=EST /CNT=13 /TID=Mm.29751.2 /TIER=Stack /STK=13 /UG
MOE430_2_1435867_at 25.6 37 P P 0.008057 0.001953 0.7 NC 0.00712 gb:BM244697 /DB_XREF=gi:17879967 /DB_XREF=K0714F04-3 /CLONE=K0714F04 /FEA=EST /CNT=40 /TID=Mm.30702.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435883_at 98.6 170.3 P P 0.000244 0.000244 0.7 I 0.000027 gb:BM206080 /DB_XREF=gi:17761418 /DB_XREF=C0292H03-3 /CLONE=C0292H03 /FEA=EST /CNT=28 /TID=Mm.87151.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435904_at 28.7 42.6 P P 0.005859 0.000244 0.7 I 0.000774 gb:BB355034 /DB_XREF=gi:16405674 /DB_XREF=BB355034 /CLONE=C030004B18 /FEA=EST /CNT=19 /TID=Mm.156699.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435905_at 15.7 22.5 P P 0.005859 0.00293 0.7 NC 0.01 gb:BE691021 /DB_XREF=gi:10078645 /DB_XREF=uv54g04.x1 /CLONE=IMAGE:3411030 /FEA=EST /CNT=18 /TID=Mm.33860.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1435916_at 31.8 60.5 P P 0.000244 0.000732 0.7 NC 0.04 gb:BG067388 /DB_XREF=gi:12549957 /DB_XREF=H3053H05-3 /CLONE=H3053H05 /FEA=EST /CNT=18 /TID=Mm.27441.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435931_at 11.7 20.4 A P 0.09 0.00415 0.7 NC 0.04 gb:BM937727 /DB_XREF=gi:19396879 /DB_XREF=UI-M-CC1-azw-g-02-0-UI.r1 /CLONE=UI-M-CC1-azw-g-02-0-UI /FEA=EST /CNT=21 /TID=Mm.10221
MOE430_2_1435949_at 33.1 55.1 P A 0.01 0.08 0.7 NC 0.5 gb:BB175029 /DB_XREF=gi:15409297 /DB_XREF=BB175029 /CLONE=A230054N07 /FEA=EST /CNT=23 /TID=Mm.4016.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1435953_at 31.9 47 A A 0.14 0.14 0.7 NC 0.01 gb:AW494978 /DB_XREF=gi:7065259 /DB_XREF=UI-M-BH3-auq-g-03-0-UI.s1 /CLONE=UI-M-BH3-auq-g-03-0-UI /FEA=EST /CNT=20 /TID=Mm.22925.1
MOE430_2_1435959_at 6.1 21 M P 0.05 0.001221 0.7 NC 0.005933 gb:BM246535 /DB_XREF=gi:17881805 /DB_XREF=K0739E07-3 /CLONE=K0739E07 /FEA=EST /CNT=16 /TID=Mm.41321.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435963_at 1.1 2.4 A A 0.91 0.75 0.7 NC 0.5 gb:BB801134 /DB_XREF=gi:16970757 /DB_XREF=BB801134 /CLONE=G630034I24 /FEA=EST /CNT=15 /TID=Mm.40254.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435985_at 86.8 101.6 P P 0.000244 0.000244 0.7 I 0.000552 gb:BM232304 /DB_XREF=gi:17867574 /DB_XREF=K0321C04-3 /CLONE=K0321C04 /FEA=EST /CNT=13 /TID=Mm.38843.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435998_at 22.9 24.2 A A 0.08 0.08 0.7 NC 0.01 gb:BG066504 /DB_XREF=gi:12549073 /DB_XREF=H3043G02-3 /CLONE=H3043G02 /FEA=EST /CNT=13 /TID=Mm.5829.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436025_at 57 80.3 P P 0.000244 0.000244 0.7 I 0.001832 gb:BB228331 /DB_XREF=gi:16354207 /DB_XREF=BB228331 /CLONE=A630012J02 /FEA=EST /CNT=40 /TID=Mm.37793.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436028_at 81.6 136.4 P P 0.000244 0.000244 0.7 I 0.000865 gb:BB795429 /DB_XREF=gi:16965048 /DB_XREF=BB795429 /CLONE=G431005A17 /FEA=EST /CNT=30 /TID=Mm.23217.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436036_at 66.8 81.3 P P 0.03 0.01 0.7 I 0.000774 gb:BB441606 /DB_XREF=gi:16424745 /DB_XREF=BB441606 /CLONE=D030027O06 /FEA=EST /CNT=51 /TID=Mm.86399.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436057_at 23 44.5 A A 0.09 0.06 0.7 NC 0.04 gb:BM117428 /DB_XREF=gi:17080446 /DB_XREF=L0851E10-3 /CLONE=L0851E10 /FEA=EST /CNT=28 /TID=Mm.154560.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436067_at 23.9 39.8 P P 0.01 0.001221 0.7 NC 0.03 gb:BB364226 /DB_XREF=gi:16406220 /DB_XREF=BB364226 /CLONE=C130020L13 /FEA=EST /CNT=74 /TID=Mm.103262.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436071_at 22 49.9 P P 0.01 0.000732 0.7 I 0.00004 gb:BQ175953 /DB_XREF=gi:20351445 /DB_XREF=UI-M-DJ2-bwf-n-08-0-UI.s1 /CLONE=UI-M-DJ2-bwf-n-08-0-UI /FEA=EST /CNT=17 /TID=Mm.37608.
MOE430_2_1436092_at 11.2 12.2 P P 0.01 0.02 0.7 NC 0.04 gb:BB336256 /DB_XREF=gi:15411598 /DB_XREF=BB336256 /CLONE=B830048F16 /FEA=EST /CNT=13 /TID=Mm.25089.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436095_at 9.3 16.7 A A 0.14 0.11 0.7 NC 0.5 gb:AV274538 /DB_XREF=gi:16390549 /DB_XREF=AV274538 /CLONE=4932419H08 /FEA=EST /CNT=18 /TID=Mm.40192.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436165_at 46.9 86.5 P P 0.001221 0.000244 0.7 I 0.000114 gb:BI076494 /DB_XREF=gi:14515151 /DB_XREF=G0116B02-3 /CLONE=G0116B02 /FEA=EST /CNT=49 /TID=Mm.177642.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436194_at 0.8 1.1 A A 0.6 0.56 0.7 NC 0.5 gb:BE985366 /DB_XREF=gi:10658681 /DB_XREF=UI-M-CG0p-bem-c-03-0-UI.s1 /CLONE=UI-M-CG0p-bem-c-03-0-UI /FEA=EST /CNT=24 /TID=Mm.30
MOE430_2_1436226_at 115.5 197.9 P P 0.000732 0.000732 0.7 I 0.00002 gb:AI891570 /DB_XREF=gi:5597472 /DB_XREF=ul31g07.x1 /CLONE=IMAGE:2099964 /FEA=EST /CNT=15 /TID=Mm.39272.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436242_a_ 134.2 192 P P 0.005859 0.001221 0.7 I 0.00006 gb:BE852312 /DB_XREF=gi:10310651 /DB_XREF=uw24f12.x1 /CLONE=IMAGE:3417647 /FEA=EST /CNT=13 /TID=Mm.46021.4 /TIER=Stack /STK=10 /UG=
MOE430_2_1436311_at 36.3 45 P P 0.001221 0.000244 0.7 NC 0.01 gb:BB824003 /DB_XREF=gi:17002246 /DB_XREF=BB824003 /CLONE=G830030J24 /FEA=EST /CNT=71 /TID=Mm.249.1 /TIER=Stack /STK=14 /UG=Mm.2
MOE430_2_1436454_x_ 276 392.6 P P 0.005859 0.000244 0.7 I 0.00003 gb:BB393998 /DB_XREF=gi:9116980 /DB_XREF=BB393998 /CLONE=C230086E06 /FEA=EST /CNT=10 /TID=Mm.2952.4 /TIER=Stack /STK=9 /UG=Mm.29
MOE430_2_1436501_at 7.5 14.9 A P 0.11 0.001953 0.7 NC 0.02 gb:AW554551 /DB_XREF=gi:7199974 /DB_XREF=L0242C09-3 /CLONE=L0242C09 /FEA=EST /CNT=113 /TID=Mm.200266.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436534_at 118.4 206.2 P P 0.000244 0.000244 0.7 I 0.000167 gb:AA762834 /DB_XREF=gi:2812581 /DB_XREF=vs77g02.r1 /CLONE=IMAGE:1152338 /FEA=EST /CNT=58 /TID=Mm.40370.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436557_at 9.1 12.1 A A 0.33 0.17 0.7 NC 0.5 gb:BM936589 /DB_XREF=gi:19395741 /DB_XREF=UI-M-CG0p-bqi-h-04-0-UI.r1 /CLONE=UI-M-CG0p-bqi-h-04-0-UI /FEA=EST /CNT=16 /TID=Mm.3826
MOE430_2_1436612_at 10.2 10.2 A A 0.36 0.21 0.7 NC 0.16 gb:BE979753 /DB_XREF=gi:10646984 /DB_XREF=UI-M-BG2-bbz-a-05-0-UI.s1 /CLONE=UI-M-BG2-bbz-a-05-0-UI /FEA=EST /CNT=10 /TID=Mm.70478.
MOE430_2_1436632_at 32.8 40.1 P P 0.01 0.02 0.7 NC 0.01 gb:BM207119 /DB_XREF=gi:17762848 /DB_XREF=C0608A10-3 /CLONE=C0608A10 /FEA=EST /CNT=9 /TID=Mm.33329.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436705_at 311.4 497 P P 0.000244 0.000244 0.7 I 0.00003 gb:BB131044 /DB_XREF=gi:15408383 /DB_XREF=BB131044 /CLONE=9630048L06 /FEA=EST /CNT=213 /TID=Mm.119513.1 /TIER=Stack /STK=145 /UG=
MOE430_2_1436714_at 666.5 1117.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB297498 /DB_XREF=gi:16401983 /DB_XREF=BB297498 /CLONE=B130055L10 /FEA=EST /CNT=143 /TID=Mm.205997.2 /TIER=Stack /STK=110 /UG=
MOE430_2_1436779_at 4.2 13.1 A A 0.24 0.33 0.7 NC 0.42 gb:AV373944 /DB_XREF=gi:16397922 /DB_XREF=AV373944 /CLONE=9130003L10 /FEA=EST /CNT=151 /TID=Mm.23968.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1436853_a_ 5.5 7.9 A A 0.06 0.09 0.7 NC 0.5 gb:AI324124 /DB_XREF=gi:4058553 /DB_XREF=mh26h04.x1 /CLONE=IMAGE:443671 /FEA=EST /CNT=48 /TID=Mm.17484.4 /TIER=Stack /STK=43 /UG=M
MOE430_2_1436854_at 11.3 17.1 A A 0.27 0.11 0.7 NC 0.09 gb:AV284133 /DB_XREF=gi:15405762 /DB_XREF=AV284133 /CLONE=4933439J20 /FEA=EST /CNT=56 /TID=Mm.83615.7 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1437017_at 248.2 340.3 P P 0.000244 0.000244 0.7 I 0.000438 gb:BB046727 /DB_XREF=gi:15403983 /DB_XREF=BB046727 /CLONE=6230417F19 /FEA=EST /CNT=64 /TID=Mm.34180.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437090_at 2.5 1.8 A A 0.72 0.66 0.7 NC 0.11 gb:AV254560 /DB_XREF=gi:16388082 /DB_XREF=AV254560 /CLONE=4921511C16 /FEA=EST /CNT=27 /TID=Mm.84974.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437096_at 0.2 0.5 A A 0.99 0.93 0.7 NC 0.2 gb:AV253502 /DB_XREF=gi:16387923 /DB_XREF=AV253502 /CLONE=4921501B22 /FEA=EST /CNT=26 /TID=Mm.61243.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437109_s_ 253.8 370 P P 0.000244 0.000244 0.7 I 0.000023 gb:BE949068 /DB_XREF=gi:10526827 /DB_XREF=UI-M-BH3-avg-g-08-0-UI.s1 /CLONE=UI-M-BH3-avg-g-08-0-UI /FEA=EST /CNT=76 /TID=Mm.28694.2
MOE430_2_1437136_at 7.3 11.8 P P 0.03 0.02 0.7 NC 0.06 gb:AV316469 /DB_XREF=gi:16394534 /DB_XREF=AV316469 /CLONE=5830436I19 /FEA=EST /CNT=27 /TID=Mm.131336.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437181_at 97.7 177.9 P P 0.001953 0.000732 0.7 I 0.000167 gb:BM121149 /DB_XREF=gi:17089175 /DB_XREF=L0949A10-3 /CLONE=L0949A10 /FEA=EST /CNT=29 /TID=Mm.17370.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437216_at 63.2 103.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB498608 /DB_XREF=gi:16442100 /DB_XREF=BB498608 /CLONE=D630015J07 /FEA=EST /CNT=52 /TID=Mm.111789.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1437222_x_ 3.1 4.9 A P 0.36 0.04 0.7 NC 0.5 gb:BB702377 /DB_XREF=gi:16051201 /DB_XREF=BB702377 /CLONE=7420440N11 /FEA=EST /CNT=24 /TID=Mm.115282.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1437238_x_ 141 241.1 P P 0.000732 0.000244 0.7 I 0.00002 gb:BB233370 /DB_XREF=gi:8913225 /DB_XREF=BB233370 /CLONE=A630043D19 /FEA=EST /CNT=22 /TID=Mm.21062.3 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1437274_at 20.3 44.8 P P 0.01 0.01 0.7 NC 0.15 gb:BM204808 /DB_XREF=gi:17759755 /DB_XREF=C0274H01-3 /CLONE=C0274H01 /FEA=EST /CNT=21 /TID=Mm.132725.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437305_at 7.1 8.2 A A 0.1 0.06 0.7 NC 0.02 gb:AV296864 /DB_XREF=gi:16392878 /DB_XREF=AV296864 /CLONE=5730444M17 /FEA=EST /CNT=32 /TID=Mm.132523.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437349_at 136.2 232.3 P P 0.001953 0.001221 0.7 I 0.000101 gb:BE951922 /DB_XREF=gi:10591770 /DB_XREF=UI-M-CC0-ayg-f-02-0-UI.s1 /CLONE=UI-M-CC0-ayg-f-02-0-UI /FEA=EST /CNT=120 /TID=Mm.22357.
MOE430_2_1437382_at 58.1 94.7 P P 0.001221 0.000732 0.7 I 0.000865 gb:BG066107 /DB_XREF=gi:12548670 /DB_XREF=H3039A03-3 /CLONE=H3039A03 /FEA=EST /CNT=46 /TID=Mm.21834.3 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437411_at 0.9 3.7 A A 0.6 0.5 0.7 NC 0.5 gb:BM226368 /DB_XREF=gi:17788253 /DB_XREF=K0227A12-3 /CLONE=K0227A12 /FEA=EST /CNT=21 /TID=Mm.33736.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437497_a_ 166.1 296.3 P P 0.000244 0.000244 0.7 I 0.001486 gb:C77384 /DB_XREF=gi:2517714 /DB_XREF=C77384 /CLONE=J0030C03 /FEA=EST /CNT=20 /TID=Mm.1843.2 /TIER=Stack /STK=17 /UG=Mm.1843 /LL
MOE430_2_1437543_at 34.2 49.8 P P 0.03 0.005859 0.7 MI 0.00249 gb:BI152524 /DB_XREF=gi:14612525 /DB_XREF=602915668F1 /CLONE=IMAGE:5066153 /FEA=EST /CNT=40 /TID=Mm.25703.4 /TIER=Stack /STK=16 /UG
MOE430_2_1437550_at 70 136.7 P P 0.000732 0.001221 0.7 NC 0.005409 gb:BB757452 /DB_XREF=gi:16185833 /DB_XREF=BB757452 /CLONE=G270085H22 /FEA=EST /CNT=30 /TID=Mm.200824.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437775_at 36.7 56.2 P P 0.005859 0.001221 0.7 NC 0.006503 gb:BB343361 /DB_XREF=gi:16404783 /DB_XREF=BB343361 /CLONE=B930044G13 /FEA=EST /CNT=18 /TID=Mm.133233.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437790_at 0.3 2.8 A A 0.53 0.33 0.7 NC 0.03 gb:AV230748 /DB_XREF=gi:16385761 /DB_XREF=AV230748 /CLONE=4632401E18 /FEA=EST /CNT=16 /TID=Mm.25549.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437942_x_ 17.3 31.3 P M 0.03 0.05 0.7 NC 0.01 gb:AV100095 /DB_XREF=gi:5247643 /DB_XREF=AV100095 /CLONE=2410056A12 /FEA=EST /CNT=14 /TID=Mm.200206.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438012_at 69.5 101.7 P P 0.02 0.000732 0.7 I 0.000618 gb:BB308836 /DB_XREF=gi:16402443 /DB_XREF=BB308836 /CLONE=B230307L22 /FEA=EST /CNT=95 /TID=Mm.151418.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438016_at 128.7 222.3 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG072713 /DB_XREF=gi:12555282 /DB_XREF=H3114A12-3 /CLONE=H3114A12 /FEA=EST /CNT=78 /TID=Mm.24729.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438019_at 54.3 96.9 P P 0.01 0.00293 0.7 I 0.000088 gb:BM196347 /DB_XREF=gi:17748105 /DB_XREF=C0327A09-3 /CLONE=C0327A09 /FEA=EST /CNT=39 /TID=Mm.196627.5 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438060_at 10.7 18.9 A P 0.09 0.005859 0.7 NC 0.15 gb:AV226749 /DB_XREF=gi:16385377 /DB_XREF=AV226749 /CLONE=4022401C23 /FEA=EST /CNT=28 /TID=Mm.133037.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438062_at 18 28.5 P P 0.01 0.00415 0.7 NC 0.21 gb:BM933984 /DB_XREF=gi:19393136 /DB_XREF=UI-M-CG0p-bin-d-09-0-UI.r1 /CLONE=UI-M-CG0p-bin-d-09-0-UI /FEA=EST /CNT=17 /TID=Mm.6640
MOE430_2_1438076_at 12.9 20.1 A P 0.3 0.03 0.7 NC 0.1 gb:BE447059 /DB_XREF=gi:9446558 /DB_XREF=ut42f05.x1 /CLONE=IMAGE:3330561 /FEA=EST /CNT=28 /TID=Mm.3487.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438079_at 8.1 23.4 M A 0.05 0.06 0.7 NC 0.007788 gb:AV290754 /DB_XREF=gi:16392312 /DB_XREF=AV290754 /CLONE=5230401K14 /FEA=EST /CNT=17 /TID=Mm.84028.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438087_at 18.8 42.3 P P 0.03 0.001953 0.7 I 0.000618 gb:BB744467 /DB_XREF=gi:16147460 /DB_XREF=BB744467 /CLONE=F530003F24 /FEA=EST /CNT=14 /TID=Mm.100261.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438142_s_ 8.1 16.4 A A 0.33 0.36 0.7 NC 0.5 gb:C87564 /DB_XREF=gi:2919521 /DB_XREF=C87564 /CLONE=J0247E10 /FEA=EST /CNT=12 /TID=Mm.25497.1 /TIER=Stack /STK=12 /UG=Mm.25497 /
MOE430_2_1438241_at 246.2 402.6 P P 0.000244 0.000244 0.7 I 0.00004 gb:BB827685 /DB_XREF=gi:17005928 /DB_XREF=BB827685 /CLONE=G830048P16 /FEA=EST /CNT=43 /TID=Mm.100632.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438273_at 0.6 1.7 A A 0.88 0.85 0.7 NC 0.54 gb:AU021225 /DB_XREF=gi:3376809 /DB_XREF=AU021225 /CLONE=J0544E08 /FEA=EST /CNT=15 /TID=Mm.28069.1 /TIER=Stack /STK=11 /UG=Mm.280
MOE430_2_1438278_a_ 29.2 70.5 P P 0.001953 0.000244 0.7 NC 0.004481 gb:BB532946 /DB_XREF=gi:9584875 /DB_XREF=BB532946 /CLONE=E030027I05 /FEA=EST /CNT=13 /TID=Mm.28717.3 /TIER=Stack /STK=11 /UG=Mm.2
MOE430_2_1438339_at 10.4 11.9 P M 0.008057 0.05 0.7 NC 0.09 gb:BM250291 /DB_XREF=gi:17885561 /DB_XREF=K0847C09-3 /CLONE=K0847C09 /FEA=EST /CNT=11 /TID=Mm.72959.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438342_at 19.7 28.9 P P 0.01 0.001953 0.7 NC 0.009292 gb:AV310577 /DB_XREF=gi:16394238 /DB_XREF=AV310577 /CLONE=5730591F07 /FEA=EST /CNT=11 /TID=Mm.112701.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438398_at 5.6 6.1 A A 0.08 0.11 0.7 NC 0.17 gb:BM239446 /DB_XREF=gi:17874716 /DB_XREF=K0534F02-3 /CLONE=K0534F02 /FEA=EST /CNT=67 /TID=Mm.17307.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438422_at 195.7 249.8 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB143476 /DB_XREF=gi:8798413 /DB_XREF=BB143476 /CLONE=9930021A09 /FEA=EST /CNT=38 /TID=Mm.77445.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438428_at 11.9 13.3 A P 0.06 0.01 0.7 I 0.000189 gb:BB432934 /DB_XREF=gi:16424255 /DB_XREF=BB432934 /CLONE=C630048I04 /FEA=EST /CNT=17 /TID=Mm.64030.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438432_at 93.7 103.8 P P 0.01 0.00415 0.7 I 0.000027 gb:BE850004 /DB_XREF=gi:10308333 /DB_XREF=uw10e05.y1 /CLONE=IMAGE:3416288 /FEA=EST /CNT=25 /TID=Mm.133523.1 /TIER=Stack /STK=10 /U
MOE430_2_1438512_at 13 12.6 A A 0.17 0.24 0.7 NC 0.13 gb:AV360837 /DB_XREF=gi:16397468 /DB_XREF=AV360837 /CLONE=7530417M22 /FEA=EST /CNT=15 /TID=Mm.99511.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438524_x_ 2.4 6.6 A M 0.36 0.05 0.7 NC 0.69 gb:BB713716 /DB_XREF=gi:16066885 /DB_XREF=BB713716 /CLONE=B020048N10 /FEA=EST /CNT=12 /TID=Mm.27769.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438533_at 19.3 30.1 P P 0.02 0.01 0.7 NC 0.34 gb:BM121122 /DB_XREF=gi:17089148 /DB_XREF=L0948G03-3 /CLONE=L0948G03 /FEA=EST /CNT=11 /TID=Mm.140135.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438595_at 2.1 3.2 A A 0.98 0.94 0.7 NC 0.12 gb:AV266839 /DB_XREF=gi:16389508 /DB_XREF=AV266839 /CLONE=4930520P07 /FEA=EST /CNT=10 /TID=Mm.46157.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438620_x_ 113.5 142.8 A A 0.12 0.06 0.7 I 0.001201 gb:BB497685 /DB_XREF=gi:9471882 /DB_XREF=BB497685 /CLONE=D630010A08 /FEA=EST /CNT=10 /TID=Mm.3171.2 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1438673_at 188.2 326.8 P P 0.000244 0.000244 0.7 I 0.000023 gb:AW555750 /DB_XREF=gi:7201173 /DB_XREF=L0259A10-3 /CLONE=L0259A10 /FEA=EST /CNT=53 /TID=Mm.135092.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438694_at 2.1 3.9 A A 0.46 0.21 0.7 NC 0.12 gb:AI463693 /DB_XREF=gi:4317723 /DB_XREF=uc45f02.x1 /CLONE=IMAGE:1400955 /FEA=EST /CNT=21 /TID=Mm.4908.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438714_at 76.4 114.2 P P 0.01 0.01 0.7 I 0.000307 gb:BB622498 /DB_XREF=gi:16461523 /DB_XREF=BB622498 /CLONE=6430408J18 /FEA=EST /CNT=21 /TID=Mm.12236.4 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438842_at 5.7 9.7 A A 0.59 0.36 0.7 I 0.001336 gb:AV067008 /DB_XREF=gi:5186836 /DB_XREF=AV067008 /CLONE=2010200J19 /FEA=EST /CNT=10 /TID=Mm.28023.5 /TIER=Stack /STK=9 /UG=Mm.28
MOE430_2_1438852_x_ 220.3 344 P P 0.000244 0.000244 0.7 I 0.00003 gb:BB099487 /DB_XREF=gi:8744521 /DB_XREF=BB099487 /CLONE=9430069A11 /FEA=EST /CNT=10 /TID=Mm.4933.4 /TIER=Stack /STK=9 /UG=Mm.493
MOE430_2_1438869_at 39.4 65.8 P P 0.000732 0.000244 0.7 I 0.000035 gb:BB230660 /DB_XREF=gi:16354397 /DB_XREF=BB230660 /CLONE=A630028K10 /FEA=EST /CNT=10 /TID=Mm.87372.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438888_at 7 13 A P 0.27 0.01 0.7 NC 0.05 gb:BM239632 /DB_XREF=gi:17874902 /DB_XREF=K0537F06-3 /CLONE=K0537F06 /FEA=EST /CNT=9 /TID=Mm.74594.2 /TIER=Stack /STK=9 /UG=Mm.74
MOE430_2_1438889_at 0.7 0.7 A A 0.95 0.9 0.7 NC 0.11 gb:BB183456 /DB_XREF=gi:16270238 /DB_XREF=BB183456 /CLONE=A230106K24 /FEA=EST /CNT=9 /TID=Mm.132652.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438953_at 258 395.8 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB359521 /DB_XREF=gi:9071349 /DB_XREF=BB359521 /CLONE=C030039K08 /FEA=EST /CNT=9 /TID=Mm.3983.2 /TIER=Stack /STK=9 /UG=Mm.398
MOE430_2_1438954_x_ 311.1 470.3 P P 0.000244 0.000244 0.7 I 0.00013 gb:BB359521 /DB_XREF=gi:9071349 /DB_XREF=BB359521 /CLONE=C030039K08 /FEA=EST /CNT=9 /TID=Mm.3983.2 /TIER=Stack /STK=9 /UG=Mm.398
MOE430_2_1439023_at 13 26.5 A A 0.27 0.12 0.7 NC 0.00712 gb:C88117 /DB_XREF=gi:2920074 /DB_XREF=C88117 /CLONE=J0257B03 /FEA=EST /CNT=57 /TID=Mm.218579.1 /TIER=Stack /STK=8 /UG=Mm.218579 
MOE430_2_1439030_at 212.2 393.8 P P 0.000244 0.000244 0.7 I 0.00002 gb:BI410722 /DB_XREF=gi:15171645 /DB_XREF=602964254F1 /CLONE=IMAGE:5119644 /FEA=EST /CNT=45 /TID=Mm.22554.2 /TIER=Stack /STK=8 /UG
MOE430_2_1439041_at 27.5 47.1 P P 0.001221 0.000732 0.7 NC 0.007788 gb:BM239325 /DB_XREF=gi:17874595 /DB_XREF=K0532G07-3 /CLONE=K0532G07 /FEA=EST /CNT=47 /TID=Mm.215090.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439044_at 155.5 238.4 P P 0.000244 0.000244 0.7 I 0.000492 gb:BB024472 /DB_XREF=gi:16257883 /DB_XREF=BB024472 /CLONE=5330421P20 /FEA=EST /CNT=30 /TID=Mm.110597.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439050_at 31.9 36.2 P P 0.001953 0.00293 0.7 NC 0.03 gb:BB258019 /DB_XREF=gi:8950852 /DB_XREF=BB258019 /CLONE=A730082I06 /FEA=EST /CNT=33 /TID=Mm.45298.1 /TIER=Stack /STK=8 /UG=Mm.45
MOE430_2_1439057_x_ 572.8 949.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB143557 /DB_XREF=gi:8798494 /DB_XREF=BB143557 /CLONE=9930021F13 /FEA=EST /CNT=15 /TID=Mm.202776.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439059_at 0.5 2.3 A A 0.95 0.53 0.7 NC 0.5 gb:BB709811 /DB_XREF=gi:16062980 /DB_XREF=BB709811 /CLONE=B020006F13 /FEA=EST /CNT=23 /TID=Mm.23859.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439072_at 74.4 77 M P 0.05 0.01 0.7 I 0.001077 gb:BB308757 /DB_XREF=gi:16402434 /DB_XREF=BB308757 /CLONE=B230307E07 /FEA=EST /CNT=13 /TID=Mm.206394.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439088_at 6.4 16 A P 0.11 0.001953 0.7 NC 0.21 gb:BB102308 /DB_XREF=gi:8754876 /DB_XREF=BB102308 /CLONE=9430081K18 /FEA=EST /CNT=14 /TID=Mm.91919.4 /TIER=Stack /STK=8 /UG=Mm.9
MOE430_2_1439100_s_ 1.5 2 A A 0.96 0.94 0.7 NC 0.04 gb:BB284664 /DB_XREF=gi:8985113 /DB_XREF=BB284664 /CLONE=A930106J06 /FEA=EST /CNT=12 /TID=Mm.202660.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439113_at 33.6 66.5 P P 0.001953 0.000244 0.7 I 0.000052 gb:BB379753 /DB_XREF=gi:16407852 /DB_XREF=BB379753 /CLONE=C230001I10 /FEA=EST /CNT=14 /TID=Mm.31130.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1439139_at 9.7 23.3 A A 0.53 0.5 0.7 NC 0.17 gb:AU015122 /DB_XREF=gi:3369913 /DB_XREF=AU015122 /CLONE=J0708A04 /FEA=EST /CNT=11 /TID=Mm.153856.1 /TIER=Stack /STK=8 /UG=Mm.15
MOE430_2_1439159_at 20.3 39.5 A M 0.17 0.05 0.7 NC 0.01 gb:BB021107 /DB_XREF=gi:15403370 /DB_XREF=BB021107 /CLONE=5330404N07 /FEA=EST /CNT=13 /TID=Mm.138715.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439302_at 8.6 11.8 A P 0.06 0.01 0.7 NC 0.35 gb:AV266743 /DB_XREF=gi:16389500 /DB_XREF=AV266743 /CLONE=4930520D19 /FEA=EST /CNT=8 /TID=Mm.67109.1 /TIER=Stack /STK=8 /UG=Mm.6
MOE430_2_1439311_at 3.2 5.5 A A 0.46 0.21 0.7 NC 0.5 gb:BB333487 /DB_XREF=gi:16404003 /DB_XREF=BB333487 /CLONE=B830012L14 /FEA=EST /CNT=8 /TID=Mm.136993.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439313_at 9.3 26.3 A P 0.06 0.03 0.7 NC 0.05 gb:AV338336 /DB_XREF=gi:16396663 /DB_XREF=AV338336 /CLONE=6430408K12 /FEA=EST /CNT=8 /TID=Mm.94051.1 /TIER=Stack /STK=8 /UG=Mm.94
MOE430_2_1439357_at 3.1 6.7 A A 0.6 0.3 0.7 NC 0.31 gb:BB291414 /DB_XREF=gi:16401462 /DB_XREF=BB291414 /CLONE=B130004N16 /FEA=EST /CNT=8 /TID=Mm.131781.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439430_x_ 0.3 0.9 A A 0.98 0.91 0.7 NC 0.02 gb:AV046935 /DB_XREF=gi:4866600 /DB_XREF=AV046935 /CLONE=1700064M19 /FEA=EST /CNT=8 /TID=Mm.56450.1 /TIER=Stack /STK=8 /UG=Mm.56
MOE430_2_1439463_x_ 666.7 1189.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:AV127023 /DB_XREF=gi:5313257 /DB_XREF=AV127023 /CLONE=2700045M22 /FEA=EST /CNT=8 /TID=Mm.16421.6 /TIER=Stack /STK=8 /UG=Mm.16
MOE430_2_1439474_x_ 5 8.5 A A 0.24 0.17 0.7 NC 0.16 gb:BB494544 /DB_XREF=gi:9453171 /DB_XREF=BB494544 /CLONE=D530041D20 /FEA=EST /CNT=8 /TID=Mm.169456.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439487_at 21.3 30.2 P P 0.00415 0.000244 0.7 I 0.000552 gb:AW545311 /DB_XREF=gi:7187728 /DB_XREF=C0192B07-3 /CLONE=C0192B07 /FEA=EST /CNT=22 /TID=Mm.80584.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439509_at 1.1 1.7 A A 0.8 0.43 0.7 NC 0.004925 gb:BE985592 /DB_XREF=gi:10659058 /DB_XREF=UI-M-CG0p-bep-d-08-0-UI.s1 /CLONE=UI-M-CG0p-bep-d-08-0-UI /FEA=EST /CNT=12 /TID=Mm.805
MOE430_2_1439525_at 4.5 7.9 A A 0.96 0.72 0.7 NC 0.06 gb:BE456721 /DB_XREF=gi:9478083 /DB_XREF=up88c01.x1 /CLONE=IMAGE:2796960 /FEA=EST /CNT=17 /TID=Mm.138549.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1439549_at 3 7 A A 0.63 0.56 0.7 NC 0.08 gb:BB164509 /DB_XREF=gi:16268833 /DB_XREF=BB164509 /CLONE=A130078E22 /FEA=EST /CNT=9 /TID=Mm.25626.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439581_at 13.2 18 A A 0.36 0.19 0.7 NC 0.01 gb:AW121393 /DB_XREF=gi:6096726 /DB_XREF=UI-M-BH2.2-aom-g-08-0-UI.s1 /CLONE=UI-M-BH2.2-aom-g-08-0-UI /FEA=EST /CNT=9 /TID=Mm.3959
MOE430_2_1439598_at 14.2 23.6 A A 0.14 0.06 0.7 NC 0.11 gb:BM245920 /DB_XREF=gi:17881190 /DB_XREF=K0731B05-3 /CLONE=K0731B05 /FEA=EST /CNT=8 /TID=Mm.218352.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439602_at 8.3 13.6 A A 0.39 0.39 0.7 NC 0.5 gb:BB344218 /DB_XREF=gi:16404849 /DB_XREF=BB344218 /CLONE=B930049N01 /FEA=EST /CNT=8 /TID=Mm.210135.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439611_at 16.2 24 A P 0.11 0.01 0.7 NC 0.08 gb:BE947522 /DB_XREF=gi:10525281 /DB_XREF=UI-M-BH3-axc-e-05-0-UI.s1 /CLONE=UI-M-BH3-axc-e-05-0-UI /FEA=EST /CNT=8 /TID=Mm.39185.1 
MOE430_2_1439616_at 105.2 144.5 P P 0.000244 0.000244 0.7 I 0.001336 gb:BB167055 /DB_XREF=gi:8822996 /DB_XREF=BB167055 /CLONE=A130091F22 /FEA=EST /CNT=8 /TID=Mm.31241.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439643_at 11 20.3 P P 0.01 0.001953 0.7 NC 0.16 gb:BG076154 /DB_XREF=gi:12558723 /DB_XREF=H3156C06-3 /CLONE=H3156C06 /FEA=EST /CNT=9 /TID=Mm.114880.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439659_at 15.1 34.1 A P 0.14 0.03 0.7 NC 0.45 gb:BB014981 /DB_XREF=gi:16257393 /DB_XREF=BB014981 /CLONE=4930487C02 /FEA=EST /CNT=8 /TID=Mm.214494.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439703_at 1.4 3.1 A A 0.5 0.3 0.7 NC 0.82 gb:AV248072 /DB_XREF=gi:16387332 /DB_XREF=AV248072 /CLONE=4833403B05 /FEA=EST /CNT=7 /TID=Mm.83536.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439738_at 55.6 75.1 P P 0.00415 0.001953 0.7 I 0.000147 gb:BB756081 /DB_XREF=gi:16185304 /DB_XREF=BB756081 /CLONE=G270070K24 /FEA=EST /CNT=7 /TID=Mm.40083.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439740_s_ 93.3 159 P P 0.000244 0.000732 0.7 I 0.000273 gb:AU018180 /DB_XREF=gi:3373670 /DB_XREF=AU018180 /CLONE=J0749G07 /FEA=EST /CNT=7 /TID=Mm.200468.1 /TIER=ConsEnd /STK=7 /UG=Mm.2
MOE430_2_1439741_x_ 26.3 35.6 P P 0.000244 0.005859 0.7 NC 0.01 gb:AU018180 /DB_XREF=gi:3373670 /DB_XREF=AU018180 /CLONE=J0749G07 /FEA=EST /CNT=7 /TID=Mm.200468.1 /TIER=ConsEnd /STK=7 /UG=Mm.2
MOE430_2_1439767_at 6.2 8.3 A A 0.36 0.5 0.7 NC 0.5 gb:BB130159 /DB_XREF=gi:8784549 /DB_XREF=BB130159 /CLONE=9630044C18 /FEA=EST /CNT=7 /TID=Mm.132532.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439794_at 19.9 35.9 P P 0.03 0.00415 0.7 NC 0.02 gb:BQ086474 /DB_XREF=gi:20045678 /DB_XREF=ih89c07.x1 /CLONE=IMAGE:5939317 /FEA=EST /CNT=11 /TID=Mm.59574.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1439821_at 4 7.9 A M 0.17 0.05 0.7 NC 0.01 gb:BB075157 /DB_XREF=gi:16260267 /DB_XREF=BB075157 /CLONE=9330102C18 /FEA=EST /CNT=9 /TID=Mm.115430.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439837_at 33.5 51.1 P P 0.005859 0.000244 0.7 I 0.000214 gb:BE136147 /DB_XREF=gi:8598647 /DB_XREF=ug26e02.x1 /CLONE=IMAGE:1532762 /FEA=EST /CNT=15 /TID=Mm.37898.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1439902_at 0.2 1.7 A A 0.9 0.46 0.7 NC 0.09 gb:BB552085 /DB_XREF=gi:16448122 /DB_XREF=BB552085 /CLONE=E230034J22 /FEA=EST /CNT=9 /TID=Mm.137488.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439949_at 31.5 42.4 P P 0.04 0.01 0.7 NC 0.007788 gb:BG063622 /DB_XREF=gi:12546185 /DB_XREF=H3009E07-3 /CLONE=H3009E07 /FEA=EST /CNT=7 /TID=Mm.122305.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439961_x_ 9.8 13.8 A M 0.39 0.05 0.7 NC 0.2 gb:BB730617 /DB_XREF=gi:16113892 /DB_XREF=BB730617 /CLONE=E860128D01 /FEA=EST /CNT=7 /TID=Mm.212382.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439965_at 82.3 131.4 P P 0.00415 0.001221 0.7 I 0.000078 gb:BM933678 /DB_XREF=gi:19392830 /DB_XREF=UI-M-BZ1-bjn-e-07-0-UI.r2 /CLONE=UI-M-BZ1-bjn-e-07-0-UI /FEA=EST /CNT=7 /TID=Mm.22950.1 /
MOE430_2_1439998_at 21.5 35.6 P P 0.000732 0.001221 0.7 NC 0.04 gb:BB015508 /DB_XREF=gi:16257411 /DB_XREF=BB015508 /CLONE=4930554J09 /FEA=EST /CNT=7 /TID=Mm.108497.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440049_at 0.9 1 A A 0.69 0.8 0.7 NC 0.65 gb:AV349048 /DB_XREF=gi:15406674 /DB_XREF=AV349048 /CLONE=6530401H16 /FEA=EST /CNT=6 /TID=Mm.189973.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440066_at 20.3 31.1 P P 0.03 0.01 0.7 NC 0.02 gb:BB531653 /DB_XREF=gi:16445955 /DB_XREF=BB531653 /CLONE=E030018G13 /FEA=EST /CNT=6 /TID=Mm.131445.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440069_at 2.6 5.4 A A 0.78 0.66 0.7 NC 0.46 gb:BB054062 /DB_XREF=gi:16259702 /DB_XREF=BB054062 /CLONE=6720468E16 /FEA=EST /CNT=6 /TID=Mm.209813.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440075_at 14.8 33.2 A P 0.19 0.04 0.7 NC 0.3 gb:BB017364 /DB_XREF=gi:16257516 /DB_XREF=BB017364 /CLONE=4930568A14 /FEA=EST /CNT=6 /TID=Mm.116738.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440136_at 5.2 5.9 A A 0.43 0.3 0.7 NC 0.23 gb:BB334199 /DB_XREF=gi:16404052 /DB_XREF=BB334199 /CLONE=B830019J01 /FEA=EST /CNT=6 /TID=Mm.65111.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440138_at 4.3 7 A A 0.5 0.36 0.7 NC 0.5 gb:BE456980 /DB_XREF=gi:9478631 /DB_XREF=us26a05.x1 /CLONE=IMAGE:3168176 /FEA=EST /CNT=6 /TID=Mm.36328.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1440226_at 55.5 88.7 P P 0.000244 0.000244 0.7 NC 0.005933 gb:BB088782 /DB_XREF=gi:16260994 /DB_XREF=BB088782 /CLONE=9430018I06 /FEA=EST /CNT=13 /TID=Mm.34723.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440231_at 13.5 31 A M 0.14 0.05 0.7 NC 0.01 gb:BM205212 /DB_XREF=gi:17760300 /DB_XREF=C0280E02-3 /CLONE=C0280E02 /FEA=EST /CNT=10 /TID=Mm.32653.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440277_at 19.7 39.4 P P 0.001221 0.04 0.7 NC 0.5 gb:BG072101 /DB_XREF=gi:12554670 /DB_XREF=H3106G05-3 /CLONE=H3106G05 /FEA=EST /CNT=8 /TID=Mm.17644.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440284_at 3.1 4.2 A A 0.39 0.3 0.7 NC 0.58 gb:AI506066 /DB_XREF=gi:4403917 /DB_XREF=vl25h12.x1 /CLONE=IMAGE:973319 /FEA=EST /CNT=8 /TID=Mm.31030.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440290_at 0.5 1.6 A A 0.94 0.75 0.7 I 0.000966 gb:AW494128 /DB_XREF=gi:7064409 /DB_XREF=UI-M-BH3-auj-a-02-0-UI.s1 /CLONE=UI-M-BH3-auj-a-02-0-UI /FEA=EST /CNT=8 /TID=Mm.101361.1 /



MOE430_2_1440296_at 4.2 5.8 A A 0.21 0.19 0.7 NC 0.49 gb:AV260651 /DB_XREF=gi:16388800 /DB_XREF=AV260651 /CLONE=4930414L09 /FEA=EST /CNT=7 /TID=Mm.50243.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440299_at 37.5 89.8 P P 0.008057 0.001221 0.7 NC 0.004073 gb:BB073366 /DB_XREF=gi:16260190 /DB_XREF=BB073366 /CLONE=9230105D09 /FEA=EST /CNT=7 /TID=Mm.183907.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440303_at 35 35.5 P P 0.000244 0.000244 0.7 NC 0.02 gb:AV256717 /DB_XREF=gi:15405338 /DB_XREF=AV256717 /CLONE=4921530K24 /FEA=EST /CNT=7 /TID=Mm.129639.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440329_s_ 25.9 55.1 P P 0.008057 0.000244 0.7 NC 0.00712 gb:AV274050 /DB_XREF=gi:15405554 /DB_XREF=AV274050 /CLONE=4932416D18 /FEA=EST /CNT=7 /TID=Mm.200615.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440364_a_ 50.8 67.1 A P 0.06 0.01 0.7 NC 0.009292 gb:BB760971 /DB_XREF=gi:16191431 /DB_XREF=BB760971 /CLONE=G270136B20 /FEA=EST /CNT=7 /TID=Mm.39271.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440399_at 4 6.7 A A 0.56 0.24 0.7 NC 0.28 gb:BE648078 /DB_XREF=gi:9973938 /DB_XREF=UI-M-BH2.1-apf-g-01-0-UI.r1 /CLONE=UI-M-BH2.1-apf-g-01-0-UI /FEA=EST /CNT=6 /TID=Mm.65411.1
MOE430_2_1440413_at 2.4 3.7 A A 0.66 0.5 0.7 NC 0.16 gb:BB800596 /DB_XREF=gi:16970219 /DB_XREF=BB800596 /CLONE=G630031C21 /FEA=EST /CNT=6 /TID=Mm.168328.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440458_at 0.8 0.6 A A 0.8 0.63 0.7 NC 0.5 gb:BF661639 /DB_XREF=gi:11926773 /DB_XREF=maa64a05.x1 /CLONE=IMAGE:3821457 /FEA=EST /CNT=6 /TID=Mm.213431.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1440461_at 6.8 13 A P 0.17 0.00415 0.7 NC 0.003699 gb:BB229269 /DB_XREF=gi:16354286 /DB_XREF=BB229269 /CLONE=A630020J17 /FEA=EST /CNT=6 /TID=Mm.137965.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440464_at 22.3 37.1 P P 0.000732 0.005859 0.7 NC 0.02 gb:BB284404 /DB_XREF=gi:8984853 /DB_XREF=BB284404 /CLONE=A930105L22 /FEA=EST /CNT=6 /TID=Mm.127901.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440514_at 1 6.4 A A 0.39 0.39 0.7 NC 0.66 gb:AU022059 /DB_XREF=gi:3387018 /DB_XREF=AU022059 /CLONE=J0407G03 /FEA=EST /CNT=6 /TID=Mm.131740.1 /TIER=ConsEnd /STK=5 /UG=Mm.1
MOE430_2_1440518_at 5.8 7.6 A A 0.42 0.14 0.7 NC 0.04 gb:AI666798 /DB_XREF=gi:4805152 /DB_XREF=mw13c12.x1 /CLONE=IMAGE:670582 /FEA=EST /CNT=6 /TID=Mm.32181.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440533_at 15.8 27.9 P P 0.000244 0.008057 0.7 NC 0.07 gb:BF464033 /DB_XREF=gi:11533216 /DB_XREF=UI-M-CG0p-bnv-e-04-0-UI.s1 /CLONE=UI-M-CG0p-bnv-e-04-0-UI /FEA=EST /CNT=6 /TID=Mm.38958
MOE430_2_1440534_at 1.3 4.1 A A 0.93 0.43 0.7 NC 0.02 gb:BB177862 /DB_XREF=gi:16269851 /DB_XREF=BB177862 /CLONE=A230069K02 /FEA=EST /CNT=6 /TID=Mm.44791.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440560_at 16.8 24.6 A P 0.08 0.04 0.7 NC 0.007788 gb:AU067691 /DB_XREF=gi:4968428 /DB_XREF=AU067691 /CLONE=MNCb-0457 /FEA=EST /CNT=5 /TID=Mm.120255.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440584_at 9.4 15.3 A A 0.21 0.14 0.7 NC 0.24 gb:AV377077 /DB_XREF=gi:16398108 /DB_XREF=AV377077 /CLONE=9130221L21 /FEA=EST /CNT=5 /TID=Mm.133696.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440606_at 7.1 13.7 A A 0.27 0.08 0.7 NC 0.08 gb:BM238634 /DB_XREF=gi:17873904 /DB_XREF=K0520H07-3 /CLONE=K0520H07 /FEA=EST /CNT=5 /TID=Mm.216000.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440612_at 5.7 9.2 A A 0.21 0.08 0.7 NC 0.19 gb:AV248029 /DB_XREF=gi:16387320 /DB_XREF=AV248029 /CLONE=4833401L11 /FEA=EST /CNT=5 /TID=Mm.154275.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440663_at 5.1 8.2 A P 0.24 0.02 0.7 NC 0.2 gb:BB322506 /DB_XREF=gi:15411420 /DB_XREF=BB322506 /CLONE=B330016E16 /FEA=EST /CNT=5 /TID=Mm.125567.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440722_at 8.7 9.8 P P 0.03 0.03 0.7 NC 0.26 gb:BB284387 /DB_XREF=gi:8984836 /DB_XREF=BB284387 /CLONE=A930105L03 /FEA=EST /CNT=5 /TID=Mm.164807.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440745_at 2.5 1.6 A A 0.69 0.93 0.7 NC 0.4 gb:BB796293 /DB_XREF=gi:16965912 /DB_XREF=BB796293 /CLONE=G4D0007G06 /FEA=EST /CNT=5 /TID=Mm.207723.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440851_at 25.4 39.9 P P 0.00415 0.000244 0.7 NC 0.01 gb:BI076810 /DB_XREF=gi:14515455 /DB_XREF=L0267H09-3 /CLONE=L0267H09 /FEA=EST /CNT=11 /TID=Mm.132258.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440862_at 21.8 30.8 P P 0.008057 0.02 0.7 NC 0.01 gb:BB629079 /DB_XREF=gi:16466328 /DB_XREF=BB629079 /CLONE=9630048P21 /FEA=EST /CNT=11 /TID=Mm.153468.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440866_at 41.4 85.2 P P 0.000244 0.000244 0.7 I 0.000078 gb:AV328340 /DB_XREF=gi:6368392 /DB_XREF=AV328340 /CLONE=6330441E06 /FEA=EST /CNT=10 /TID=Mm.86877.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440886_at 80.3 143.4 P P 0.000244 0.000244 0.7 I 0.000241 gb:BE949427 /DB_XREF=gi:10527186 /DB_XREF=UI-M-BH3-avi-g-07-0-UI.s1 /CLONE=UI-M-BH3-avi-g-07-0-UI /FEA=EST /CNT=11 /TID=Mm.170751.1
MOE430_2_1440888_at 8.3 12.4 P P 0.000732 0.02 0.7 NC 0.23 gb:BB551848 /DB_XREF=gi:16448096 /DB_XREF=BB551848 /CLONE=E230031F21 /FEA=EST /CNT=10 /TID=Mm.137480.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440913_at 1.2 2.3 A A 0.99 0.82 0.7 NC 0.16 gb:BB019247 /DB_XREF=gi:16257606 /DB_XREF=BB019247 /CLONE=4930584L23 /FEA=EST /CNT=12 /TID=Mm.32977.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440934_at 35 57 P P 0.000244 0.000244 0.7 I 0.000147 gb:BQ178166 /DB_XREF=gi:20353658 /DB_XREF=UI-M-ER0-bwq-i-10-0-UI.r1 /CLONE=IMAGE:5700561 /FEA=EST /CNT=7 /TID=Mm.125050.1 /TIER=Co
MOE430_2_1441029_at 15.3 27 P P 0.03 0.03 0.7 NC 0.48 gb:BI076737 /DB_XREF=gi:14515394 /DB_XREF=L0236B03-3 /CLONE=L0236B03 /FEA=EST /CNT=6 /TID=Mm.153962.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441085_at 3.7 2.6 A A 0.66 0.75 0.7 NC 0.4 gb:AW494655 /DB_XREF=gi:7064936 /DB_XREF=UI-M-BH3-aun-g-09-0-UI.s1 /CLONE=UI-M-BH3-aun-g-09-0-UI /FEA=EST /CNT=6 /TID=Mm.102360.1
MOE430_2_1441115_at 3.9 3.5 A A 0.46 0.46 0.7 NC 0.31 gb:BB205273 /DB_XREF=gi:16351951 /DB_XREF=BB205273 /CLONE=A430063G02 /FEA=EST /CNT=6 /TID=Mm.5866.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441129_at 7.4 12.9 A A 0.09 0.06 0.7 NC 0.04 gb:BB155713 /DB_XREF=gi:16268278 /DB_XREF=BB155713 /CLONE=A130027E11 /FEA=EST /CNT=6 /TID=Mm.207515.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441194_at 2.2 6 A A 0.63 0.39 0.7 NC 0.16 gb:BB365484 /DB_XREF=gi:16406345 /DB_XREF=BB365484 /CLONE=C130029F03 /FEA=EST /CNT=5 /TID=Mm.132191.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441224_at 9 17.6 A A 0.24 0.19 0.7 NC 0.03 gb:BB394637 /DB_XREF=gi:16409253 /DB_XREF=BB394637 /CLONE=C230088J21 /FEA=EST /CNT=5 /TID=Mm.127843.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441229_at 7.7 28.2 P P 0.02 0.000732 0.7 NC 0.11 gb:BB468551 /DB_XREF=gi:16427529 /DB_XREF=BB468551 /CLONE=D230019N24 /FEA=EST /CNT=5 /TID=Mm.32982.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441256_at 0.2 0.5 A A 0.96 0.88 0.7 NC 0.12 gb:BB304800 /DB_XREF=gi:9005505 /DB_XREF=BB304800 /CLONE=B230114K08 /FEA=EST /CNT=5 /TID=Mm.100409.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441366_at 1 3.6 A A 0.78 0.5 0.7 NC 0.12 gb:BG067531 /DB_XREF=gi:12550100 /DB_XREF=H3055D10-3 /CLONE=H3055D10 /FEA=EST /CNT=5 /TID=Mm.36778.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441447_at 9.6 11.5 A A 0.21 0.17 0.7 NC 0.11 gb:AV338483 /DB_XREF=gi:16396671 /DB_XREF=AV338483 /CLONE=6430409O06 /FEA=EST /CNT=4 /TID=Mm.210270.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441449_at 21.4 29.6 A A 0.39 0.36 0.7 NC 0.46 gb:BB362489 /DB_XREF=gi:16406030 /DB_XREF=BB362489 /CLONE=C130011J04 /FEA=EST /CNT=4 /TID=Mm.209284.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441505_at 12.9 18.5 P P 0.008057 0.01 0.7 NC 0.28 gb:BB211484 /DB_XREF=gi:16352676 /DB_XREF=BB211484 /CLONE=A430105J09 /FEA=EST /CNT=4 /TID=Mm.131224.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441517_at 0.4 0.5 A A 0.95 0.91 0.7 NC 0.23 gb:BB277520 /DB_XREF=gi:16400996 /DB_XREF=BB277520 /CLONE=A930005L01 /FEA=EST /CNT=4 /TID=Mm.25533.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441547_at 14.2 28.2 P P 0.02 0.01 0.7 NC 0.06 gb:BB453909 /DB_XREF=gi:16425813 /DB_XREF=BB453909 /CLONE=D130027H11 /FEA=EST /CNT=4 /TID=Mm.89160.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441570_at 9.8 12.2 A P 0.14 0.001221 0.7 MI 0.002032 gb:BB066943 /DB_XREF=gi:15404223 /DB_XREF=BB066943 /CLONE=8030456E09 /FEA=EST /CNT=4 /TID=Mm.212639.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441607_at 5.8 8.8 A A 0.24 0.09 0.7 NC 0.14 gb:BG075723 /DB_XREF=gi:12558292 /DB_XREF=H3150H03-3 /CLONE=H3150H03 /FEA=EST /CNT=4 /TID=Mm.103003.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441626_at 8.2 6.2 A A 0.21 0.3 0.7 NC 0.13 gb:BB128657 /DB_XREF=gi:16266139 /DB_XREF=BB128657 /CLONE=9630032I21 /FEA=EST /CNT=4 /TID=Mm.119446.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441784_at 4.2 5.8 A A 0.46 0.08 0.7 NC 0.41 gb:BB830629 /DB_XREF=gi:17008872 /DB_XREF=BB830629 /CLONE=G930013D10 /FEA=EST /CNT=4 /TID=Mm.121166.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441800_at 0.3 1.7 A A 0.87 0.63 0.7 NC 0.08 gb:BB817863 /DB_XREF=gi:16990492 /DB_XREF=BB817863 /CLONE=G730041H10 /FEA=EST /CNT=4 /TID=Mm.130278.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441808_at 15.5 22 A A 0.21 0.09 0.7 NC 0.09 gb:AW122578 /DB_XREF=gi:6098104 /DB_XREF=UI-M-BH2.2-aox-f-12-0-UI.s1 /CLONE=UI-M-BH2.2-aox-f-12-0-UI /FEA=EST /CNT=4 /TID=Mm.54190
MOE430_2_1441834_x_ 0.1 0.3 A A 0.78 0.82 0.7 NC 0.24 gb:BB160659 /DB_XREF=gi:8816599 /DB_XREF=BB160659 /CLONE=A130054H10 /FEA=EST /CNT=4 /TID=Mm.122374.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441874_x_ 0.3 0.4 A A 0.97 0.85 0.7 NC 0.08 gb:AV225384 /DB_XREF=gi:6176699 /DB_XREF=AV225384 /CLONE=3830429G09 /FEA=EST /CNT=4 /TID=Mm.54573.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441884_x_ 1 0.7 A A 0.69 0.56 0.7 NC 0.4 gb:BB278992 /DB_XREF=gi:8976014 /DB_XREF=BB278992 /CLONE=A930014K10 /FEA=EST /CNT=4 /TID=Mm.51356.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442030_at 19 47.9 P P 0.000244 0.000244 0.7 I 0.000189 gb:BB379905 /DB_XREF=gi:16407863 /DB_XREF=BB379905 /CLONE=C230002J17 /FEA=EST /CNT=9 /TID=Mm.101387.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442044_at 13.3 25 M P 0.05 0.00415 0.7 I 0.000438 gb:BM242890 /DB_XREF=gi:17878160 /DB_XREF=K0639A03-3 /CLONE=K0639A03 /FEA=EST /CNT=7 /TID=Mm.218522.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442096_at 11 12.5 A A 0.3 0.24 0.7 NC 0.5 gb:BB467381 /DB_XREF=gi:16427358 /DB_XREF=BB467381 /CLONE=D230014F07 /FEA=EST /CNT=6 /TID=Mm.168948.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442113_at 2.8 2 A A 0.39 0.69 0.7 NC 0.63 gb:BB183350 /DB_XREF=gi:16270229 /DB_XREF=BB183350 /CLONE=A230106E24 /FEA=EST /CNT=6 /TID=Mm.188910.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442124_at 45.1 63.9 P P 0.000244 0.000244 0.7 I 0.000552 gb:BG797231 /DB_XREF=gi:14143806 /DB_XREF=ic12e03.x1 /FEA=EST /CNT=6 /TID=Mm.32305.1 /TIER=ConsEnd /STK=3 /UG=Mm.32305 /LL=100132 /
MOE430_2_1442159_at 7.9 12.2 A A 0.27 0.12 0.7 NC 0.04 gb:C77557 /DB_XREF=gi:2517887 /DB_XREF=C77557 /CLONE=J0033F02 /FEA=EST /CNT=7 /TID=Mm.155604.1 /TIER=ConsEnd /STK=3 /UG=Mm.15560
MOE430_2_1442164_at 8.2 17.9 P P 0.03 0.02 0.7 NC 0.03 gb:BB016374 /DB_XREF=gi:15403331 /DB_XREF=BB016374 /CLONE=4930558P13 /FEA=EST /CNT=7 /TID=Mm.74652.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442252_at 15.2 34.4 P P 0.00293 0.001953 0.7 NC 0.01 gb:BM239905 /DB_XREF=gi:17875175 /DB_XREF=K0542C04-3 /CLONE=K0542C04 /FEA=EST /CNT=5 /TID=Mm.162734.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442266_at 0.8 1.7 A A 0.75 0.66 0.7 NC 0.39 gb:BB222530 /DB_XREF=gi:16353714 /DB_XREF=BB222530 /CLONE=A530078F23 /FEA=EST /CNT=5 /TID=Mm.37719.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442471_at 25.9 47.4 P P 0.005859 0.001221 0.7 NC 0.05 gb:BG060522 /DB_XREF=gi:12529096 /DB_XREF=L0904B07-3 /CLONE=L0904B07 /FEA=EST /CNT=4 /TID=Mm.171749.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442531_at 16 39.8 A P 0.17 0.00293 0.7 NC 0.003041 gb:BG065748 /DB_XREF=gi:12548311 /DB_XREF=H3034G07-3 /CLONE=H3034G07 /FEA=EST /CNT=4 /TID=Mm.24922.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442618_at 12.1 21.8 A P 0.08 0.008057 0.7 NC 0.03 gb:BB477709 /DB_XREF=gi:16440347 /DB_XREF=BB477709 /CLONE=D330026F23 /FEA=EST /CNT=4 /TID=Mm.134720.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442696_at 4.6 5.7 A A 0.63 0.39 0.7 NC 0.07 gb:BG072360 /DB_XREF=gi:12554929 /DB_XREF=H3109F05-3 /CLONE=H3109F05 /FEA=EST /CNT=4 /TID=Mm.17667.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442708_at 4.1 9.6 A A 0.5 0.14 0.7 NC 0.5 gb:BB504418 /DB_XREF=gi:16442719 /DB_XREF=BB504418 /CLONE=D630048D13 /FEA=EST /CNT=4 /TID=Mm.210379.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442726_s_ 4.7 13.4 A A 0.33 0.24 0.7 NC 0.5 gb:AW457339 /DB_XREF=gi:7027556 /DB_XREF=UI-M-BH3-arg-d-04-0-UI.s1 /CLONE=UI-M-BH3-arg-d-04-0-UI /FEA=EST /CNT=4 /TID=Mm.203938.1 
MOE430_2_1442802_x_ 0.6 0.9 A A 0.98 0.98 0.7 NC 0.46 gb:BB409822 /DB_XREF=gi:9229218 /DB_XREF=BB409822 /CLONE=C430015J20 /FEA=EST /CNT=4 /TID=Mm.138540.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442808_at 2.1 4.2 A A 0.63 0.66 0.7 NC 0.31 gb:BB667271 /DB_XREF=gi:16398720 /DB_XREF=BB667271 /CLONE=6820448D03 /FEA=EST /CNT=5 /TID=Mm.188374.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442820_at 4 10.7 A A 0.11 0.27 0.7 NC 0.5 gb:BG072268 /DB_XREF=gi:12554837 /DB_XREF=H3108F07-3 /CLONE=H3108F07 /FEA=EST /CNT=5 /TID=Mm.105229.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442924_at 6 6 A A 0.14 0.36 0.7 NC 0.5 gb:BB430910 /DB_XREF=gi:16424118 /DB_XREF=BB430910 /CLONE=C630035I16 /FEA=EST /CNT=4 /TID=Mm.220195.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442961_at 1.1 2.1 A A 0.95 0.63 0.7 NC 0.06 gb:BG071782 /DB_XREF=gi:12554362 /DB_XREF=H3103C05-3 /CLONE=H3103C05 /FEA=EST /CNT=3 /TID=Mm.17820.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442963_at 9.6 15.8 M A 0.05 0.1 0.7 NC 0.5 gb:BG067242 /DB_XREF=gi:12549811 /DB_XREF=H3052B07-3 /CLONE=H3052B07 /FEA=EST /CNT=3 /TID=Mm.151965.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443014_at 3.3 5 A A 0.56 0.14 0.7 NC 0.5 gb:BG068822 /DB_XREF=gi:12551391 /DB_XREF=H3069F10-3 /CLONE=H3069F10 /FEA=EST /CNT=3 /TID=Mm.26379.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443029_at 12.3 32.9 A P 0.08 0.00293 0.7 NC 0.02 gb:AW550306 /DB_XREF=gi:7195734 /DB_XREF=L0062H05-3 /CLONE=L0062H05 /FEA=EST /CNT=3 /TID=Mm.161335.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443056_at 14.2 18.2 P M 0.00293 0.05 0.7 NC 0.5 gb:BB374993 /DB_XREF=gi:16407344 /DB_XREF=BB374993 /CLONE=C130078A05 /FEA=EST /CNT=3 /TID=Mm.167541.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443124_at 4.2 9.6 A A 0.53 0.43 0.7 NC 0.5 gb:BB091346 /DB_XREF=gi:16261069 /DB_XREF=BB091346 /CLONE=9430029N07 /FEA=EST /CNT=3 /TID=Mm.188514.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443188_at 3.1 4.5 A A 0.69 0.56 0.7 NC 0.36 gb:BB541252 /DB_XREF=gi:16447192 /DB_XREF=BB541252 /CLONE=E130112P14 /FEA=EST /CNT=3 /TID=Mm.122430.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443214_at 1.1 1.8 A A 0.63 0.8 0.7 NC 0.5 gb:BB078584 /DB_XREF=gi:15406964 /DB_XREF=BB078584 /CLONE=9330154D11 /FEA=EST /CNT=3 /TID=Mm.131431.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443221_at 1.3 1.5 A A 0.9 0.75 0.7 NC 0.16 gb:BB070264 /DB_XREF=gi:15404285 /DB_XREF=BB070264 /CLONE=8030489O15 /FEA=EST /CNT=3 /TID=Mm.161569.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443295_at 5.8 7.3 A A 0.33 0.33 0.7 NC 0.31 gb:BG083660 /DB_XREF=gi:12566228 /DB_XREF=H3090F11-5 /CLONE=H3090F11 /FEA=EST /CNT=3 /TID=Mm.27537.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443302_at 22.9 35 P P 0.000732 0.000244 0.7 NC 0.1 gb:BB472466 /DB_XREF=gi:16428048 /DB_XREF=BB472466 /CLONE=D230045F22 /FEA=EST /CNT=3 /TID=Mm.209404.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443325_at 20.5 38.9 P P 0.02 0.01 0.7 NC 0.009292 gb:BM225143 /DB_XREF=gi:17786640 /DB_XREF=K0207A07-3 /CLONE=K0207A07 /FEA=EST /CNT=3 /TID=Mm.217717.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443342_at 2.6 2.1 A A 0.85 0.78 0.7 NC 0.00712 gb:BF464858 /DB_XREF=gi:11534041 /DB_XREF=UI-M-CG0p-bqd-d-12-0-UI.s1 /CLONE=UI-M-CG0p-bqd-d-12-0-UI /FEA=EST /CNT=3 /TID=Mm.1511
MOE430_2_1443358_at 13.5 32.2 A P 0.33 0.03 0.7 I 0.000346 gb:BB177090 /DB_XREF=gi:16269786 /DB_XREF=BB177090 /CLONE=A230065C20 /FEA=EST /CNT=3 /TID=Mm.210048.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443454_at 11.1 14.9 A A 0.24 0.11 0.7 NC 0.08 gb:AV349355 /DB_XREF=gi:16397144 /DB_XREF=AV349355 /CLONE=6530402O03 /FEA=EST /CNT=3 /TID=Mm.189223.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443474_at 0.6 1.5 A A 0.9 0.38 0.7 NC 0.31 gb:AU021791 /DB_XREF=gi:3386750 /DB_XREF=AU021791 /CLONE=J0402C01 /FEA=EST /CNT=3 /TID=Mm.31478.1 /TIER=ConsEnd /STK=3 /UG=Mm.31
MOE430_2_1443481_at 6.3 11.6 A A 0.53 0.12 0.7 NC 0.09 gb:BF715463 /DB_XREF=gi:12014735 /DB_XREF=mab07h11.x1 /CLONE=IMAGE:3825669 /FEA=EST /CNT=3 /TID=Mm.157694.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1443531_at 0.6 0.5 A A 0.96 0.99 0.7 NC 0.29 gb:AU024060 /DB_XREF=gi:3394407 /DB_XREF=AU024060 /CLONE=J0444H02 /FEA=EST /CNT=3 /TID=Mm.23000.1 /TIER=ConsEnd /STK=3 /UG=Mm.23
MOE430_2_1443533_at 28.6 37 P P 0.00415 0.00415 0.7 NC 0.08 gb:BM203526 /DB_XREF=gi:17758130 /DB_XREF=C0255F10-3 /CLONE=C0255F10 /FEA=EST /CNT=3 /TID=Mm.218335.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443542_at 1.6 3.9 A A 0.46 0.5 0.7 NC 0.5 gb:BB767151 /DB_XREF=gi:16210032 /DB_XREF=BB767151 /CLONE=G370070C13 /FEA=EST /CNT=3 /TID=Mm.208993.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443578_at 0.7 0.6 A A 0.91 0.96 0.7 NC 0.62 gb:BE980330 /DB_XREF=gi:10648160 /DB_XREF=UI-M-BG2-bch-d-10-0-UI.s1 /CLONE=UI-M-BG2-bch-d-10-0-UI /FEA=EST /CNT=3 /TID=Mm.65394.1
MOE430_2_1443582_at 3.6 6.8 A A 0.46 0.5 0.7 NC 0.44 gb:BB172928 /DB_XREF=gi:16269418 /DB_XREF=BB172928 /CLONE=A230042J24 /FEA=EST /CNT=3 /TID=Mm.121179.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443659_at 0.6 0.7 A A 0.93 0.75 0.7 NC 0.09 gb:AW123423 /DB_XREF=gi:6098953 /DB_XREF=UI-M-BH2.1-apj-c-04-0-UI.s1 /CLONE=UI-M-BH2.1-apj-c-04-0-UI /FEA=EST /CNT=3 /TID=Mm.65382.
MOE430_2_1443689_at 5.1 10.3 A P 0.19 0.03 0.7 NC 0.04 gb:BB740339 /DB_XREF=gi:16143344 /DB_XREF=BB740339 /CLONE=F430204P04 /FEA=EST /CNT=3 /TID=Mm.120656.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443698_at 288.1 578.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB645745 /DB_XREF=gi:16480175 /DB_XREF=BB645745 /CLONE=B530033B21 /FEA=EST /CNT=3 /TID=Mm.149240.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443717_at 1.5 4.4 A A 0.66 0.43 0.7 NC 0.33 gb:BB742192 /DB_XREF=gi:16145197 /DB_XREF=BB742192 /CLONE=F520006F24 /FEA=EST /CNT=3 /TID=Mm.68915.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443778_at 0.3 0.8 A A 0.99 0.87 0.7 NC 0.25 gb:AV226663 /DB_XREF=gi:6178330 /DB_XREF=AV226663 /CLONE=4021402F18 /FEA=EST /CNT=3 /TID=Mm.140916.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443805_at 15.6 26.8 A A 0.24 0.6 0.7 NC 0.5 gb:AW122309 /DB_XREF=gi:6097794 /DB_XREF=UI-M-BH2.2-aos-d-09-0-UI.s1 /CLONE=UI-M-BH2.2-aos-d-09-0-UI /FEA=EST /CNT=3 /TID=Mm.65304
MOE430_2_1443885_at 7 9.8 A A 0.27 0.14 0.7 NC 0.5 gb:BI988638 /DB_XREF=gi:17959624 /DB_XREF=4013-55 /FEA=EST /CNT=11 /TID=Mm.132806.1 /TIER=ConsEnd /STK=2 /UG=Mm.132806 /UG_TITLE=E
MOE430_2_1443949_at 23.5 32.3 P P 0.04 0.03 0.7 NC 0.03 gb:BB107628 /DB_XREF=gi:16261557 /DB_XREF=BB107628 /CLONE=9530006N05 /FEA=EST /CNT=8 /TID=Mm.24932.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443954_at 17.7 31.6 P P 0.01 0.000244 0.7 I 0.001201 gb:BB530954 /DB_XREF=gi:16445840 /DB_XREF=BB530954 /CLONE=E030012J12 /FEA=EST /CNT=7 /TID=Mm.156900.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443988_at 8.4 12.9 A A 0.14 0.17 0.7 NC 0.18 gb:AI451374 /DB_XREF=gi:4303551 /DB_XREF=mu33h11.x1 /CLONE=IMAGE:641253 /FEA=EST /CNT=8 /TID=Mm.35598.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444004_at 13.7 29.2 P P 0.01 0.000732 0.7 NC 0.27 gb:BB375353 /DB_XREF=gi:16407391 /DB_XREF=BB375353 /CLONE=C130079J24 /FEA=EST /CNT=7 /TID=Mm.25284.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444041_at 27.4 62 P P 0.01 0.001221 0.7 I 0.001201 gb:AU041133 /DB_XREF=gi:3955368 /DB_XREF=AU041133 /CLONE=J0825E03 /FEA=EST /CNT=6 /TID=Mm.17592.1 /TIER=ConsEnd /STK=2 /UG=Mm.17
MOE430_2_1444059_at 1.9 2.8 A A 0.72 0.6 0.7 NC 0.02 gb:BB667536 /DB_XREF=gi:16398985 /DB_XREF=BB667536 /CLONE=C730023K06 /FEA=EST /CNT=10 /TID=Mm.118501.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444090_at 11.8 24.7 A A 0.39 0.36 0.7 NC 0.5 gb:AI561611 /DB_XREF=gi:4512956 /DB_XREF=vv01d11.x1 /CLONE=IMAGE:1210389 /FEA=EST /CNT=6 /TID=Mm.37902.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444092_at 9.9 13.4 A A 0.21 0.09 0.7 NC 0.02 gb:BM228262 /DB_XREF=gi:17790831 /DB_XREF=K0258A09-3 /CLONE=K0258A09 /FEA=EST /CNT=6 /TID=Mm.148946.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444108_at 77.1 115.1 P P 0.001221 0.000732 0.7 I 0.000865 gb:AI414004 /DB_XREF=gi:4257508 /DB_XREF=ma78e11.x1 /CLONE=IMAGE:316844 /FEA=EST /CNT=6 /TID=Mm.211696.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444125_at 0.4 0.4 A A 0.99 0.95 0.7 NC 0.5 gb:AW990527 /DB_XREF=gi:8186196 /DB_XREF=uf07c04.x1 /CLONE=IMAGE:1510662 /FEA=EST /CNT=5 /TID=Mm.152566.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444152_at 6.2 13.6 A A 0.3 0.19 0.7 NC 0.5 gb:BM221939 /DB_XREF=gi:17782434 /DB_XREF=K0112D08-3 /CLONE=K0112D08 /FEA=EST /CNT=5 /TID=Mm.214665.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444155_at 15.1 34.2 A A 0.24 0.17 0.7 NC 0.15 gb:BM230024 /DB_XREF=gi:17793125 /DB_XREF=K0288G04-3 /CLONE=K0288G04 /FEA=EST /CNT=5 /TID=Mm.215351.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444156_at 19.5 27.9 P P 0.00293 0.000244 0.7 NC 0.01 gb:BB586516 /DB_XREF=gi:11483060 /DB_XREF=BB586516 /CLONE=9570002M10 /FEA=EST /CNT=5 /TID=Mm.155499.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444179_at 0.6 2.5 A A 0.85 0.69 0.7 NC 0.26 gb:BB220313 /DB_XREF=gi:16353491 /DB_XREF=BB220313 /CLONE=A530059L06 /FEA=EST /CNT=5 /TID=Mm.139187.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444191_at 9.1 14.6 A A 0.36 0.3 0.7 NC 0.13 gb:BB210461 /DB_XREF=gi:8875414 /DB_XREF=BB210461 /CLONE=A430097J17 /FEA=EST /CNT=5 /TID=Mm.138318.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444192_at 4.1 8.4 A A 0.63 0.27 0.7 NC 0.01 gb:BB460651 /DB_XREF=gi:16426557 /DB_XREF=BB460651 /CLONE=D130067N15 /FEA=EST /CNT=5 /TID=Mm.168843.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444308_at 0.7 1.8 A A 0.98 0.82 0.7 NC 0.05 gb:BB272123 /DB_XREF=gi:16400695 /DB_XREF=BB272123 /CLONE=A830062A19 /FEA=EST /CNT=5 /TID=Mm.208452.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444327_at 7.8 12.5 A P 0.27 0.03 0.7 NC 0.5 gb:BF224640 /DB_XREF=gi:11131965 /DB_XREF=uz02h05.x1 /CLONE=IMAGE:3667929 /FEA=EST /CNT=5 /TID=Mm.125926.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444331_at 4.6 4.4 A A 0.6 0.53 0.7 NC 0.09 gb:BG070492 /DB_XREF=gi:12553061 /DB_XREF=H3087H10-3 /CLONE=H3087H10 /FEA=EST /CNT=4 /TID=Mm.25967.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444408_at 11.2 24.1 A P 0.09 0.02 0.7 NC 0.09 gb:BB295604 /DB_XREF=gi:16401834 /DB_XREF=BB295604 /CLONE=B130040O20 /FEA=EST /CNT=4 /TID=Mm.166372.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444409_at 16.3 27.3 A M 0.17 0.05 0.7 NC 0.00712 gb:BQ176035 /DB_XREF=gi:20351527 /DB_XREF=UI-M-DJ2-bwf-k-22-0-UI.s1 /CLONE=UI-M-DJ2-bwf-k-22-0-UI /FEA=EST /CNT=4 /TID=Mm.202644.1
MOE430_2_1444451_at 14.1 20.4 P P 0.01 0.01 0.7 NC 0.22 gb:BB101283 /DB_XREF=gi:16261350 /DB_XREF=BB101283 /CLONE=9430076M13 /FEA=EST /CNT=4 /TID=Mm.215369.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444475_at 1.5 3.9 A A 0.87 0.63 0.7 NC 0.16 gb:BE983052 /DB_XREF=gi:10653833 /DB_XREF=UI-M-CG0p-bdl-f-11-0-UI.s1 /CLONE=UI-M-CG0p-bdl-f-11-0-UI /FEA=EST /CNT=4 /TID=Mm.151368
MOE430_2_1444490_at 7.9 11.5 A A 0.17 0.06 0.7 NC 0.03 gb:BM233732 /DB_XREF=gi:17868990 /DB_XREF=K0340E09-3 /CLONE=K0340E09 /FEA=EST /CNT=4 /TID=Mm.214971.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444534_at 8.3 15.6 A A 0.24 0.24 0.7 NC 0.57 gb:AW122555 /DB_XREF=gi:6098079 /DB_XREF=UI-M-BH2.2-aox-e-01-0-UI.s1 /CLONE=UI-M-BH2.2-aox-e-01-0-UI /FEA=EST /CNT=4 /TID=Mm.15118
MOE430_2_1444582_at 2.6 4.1 A A 0.49 0.3 0.7 NC 0.33 gb:AV032530 /DB_XREF=gi:4832078 /DB_XREF=AV032530 /CLONE=1500035M15 /FEA=EST /CNT=4 /TID=Mm.90250.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444607_at 14.3 19.8 P A 0.02 0.06 0.7 NC 0.4 gb:AI849219 /DB_XREF=gi:5493125 /DB_XREF=UI-M-AJ1-agz-b-03-0-UI.s1 /CLONE=UI-M-AJ1-agz-b-03-0-UI /FEA=EST /CNT=4 /TID=Mm.150078.1 /
MOE430_2_1444638_at 7.2 8.6 A A 0.21 0.19 0.7 NC 0.5 gb:BB478751 /DB_XREF=gi:16440476 /DB_XREF=BB478751 /CLONE=D330034N21 /FEA=EST /CNT=5 /TID=Mm.138169.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444644_x_ 68.1 102.4 P P 0.01 0.00293 0.7 I 0.000189 gb:BB761179 /DB_XREF=gi:16191563 /DB_XREF=BB761179 /CLONE=G270138G05 /FEA=EST /CNT=5 /TID=Mm.11022.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444748_at 3.9 7.8 A A 0.39 0.55 0.7 NC 0.2 gb:BM219492 /DB_XREF=gi:17779325 /DB_XREF=C0925H11-3 /CLONE=C0925H11 /FEA=EST /CNT=4 /TID=Mm.161194.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444749_at 28.5 29.1 P P 0.000244 0.008057 0.7 NC 0.01 gb:BB427399 /DB_XREF=gi:16423807 /DB_XREF=BB427399 /CLONE=C630010M09 /FEA=EST /CNT=4 /TID=Mm.209114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444837_at 1.5 1.4 A A 0.87 0.95 0.7 NC 0.5 gb:AV260557 /DB_XREF=gi:16388787 /DB_XREF=AV260557 /CLONE=4930414D20 /FEA=EST /CNT=3 /TID=Mm.78350.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444951_at 8.4 11.7 A P 0.11 0.03 0.7 NC 0.5 gb:AW488889 /DB_XREF=gi:7059159 /DB_XREF=UI-M-BH3-arz-g-09-0-UI.s1 /CLONE=UI-M-BH3-arz-g-09-0-UI /FEA=EST /CNT=3 /TID=Mm.193226.1 
MOE430_2_1445031_at 4.4 7.8 A A 0.5 0.33 0.7 NC 0.5 gb:BG075092 /DB_XREF=gi:12557661 /DB_XREF=H3143B12-3 /CLONE=H3143B12 /FEA=EST /CNT=3 /TID=Mm.182765.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445100_at 0.8 0.8 A A 0.98 0.91 0.7 NC 0.16 gb:BG071710 /DB_XREF=gi:12554279 /DB_XREF=H3102C09-3 /CLONE=H3102C09 /FEA=EST /CNT=3 /TID=Mm.174007.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445110_at 0.9 2.7 A A 0.66 0.39 0.7 NC 0.005933 gb:AW559045 /DB_XREF=gi:7204474 /DB_XREF=L0303D08-3 /CLONE=L0303D08 /FEA=EST /CNT=3 /TID=Mm.182893.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445143_at 5.3 9.8 A P 0.11 0.04 0.7 NC 0.02 gb:BM117872 /DB_XREF=gi:17080890 /DB_XREF=L0857D09-3 /CLONE=L0857D09 /FEA=EST /CNT=3 /TID=Mm.216101.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445148_at 10.7 17.6 P P 0.01 0.005859 0.7 NC 0.01 gb:BB041366 /DB_XREF=gi:16258657 /DB_XREF=BB041366 /CLONE=6030455G18 /FEA=EST /CNT=3 /TID=Mm.210283.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445192_at 0.3 0.8 A A 0.98 0.87 0.7 NC 0.11 gb:BG068436 /DB_XREF=gi:12551005 /DB_XREF=H3065E02-3 /CLONE=H3065E02 /FEA=EST /CNT=3 /TID=Mm.171934.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445214_at 1.1 1.9 A A 0.63 0.69 0.7 NC 0.34 gb:BG076014 /DB_XREF=gi:12558583 /DB_XREF=H3154E11-3 /CLONE=H3154E11 /FEA=EST /CNT=3 /TID=Mm.182846.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445221_at 4.2 8.1 A M 0.45 0.06 0.7 NC 0.05 gb:BB451452 /DB_XREF=gi:16425555 /DB_XREF=BB451452 /CLONE=D130011D03 /FEA=EST /CNT=3 /TID=Mm.59187.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445226_at 1.2 2.5 A A 0.6 0.27 0.7 NC 0.07 gb:BI664409 /DB_XREF=gi:15578642 /DB_XREF=603289974F1 /CLONE=IMAGE:5323746 /FEA=EST /CNT=3 /TID=Mm.205125.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445253_at 7.5 7.6 A P 0.12 0.01 0.7 NC 0.39 gb:BB278285 /DB_XREF=gi:16401059 /DB_XREF=BB278285 /CLONE=A930010D20 /FEA=EST /CNT=3 /TID=Mm.138043.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445257_at 0.1 0.4 A A 0.98 0.91 0.7 NC 0.26 gb:AU022531 /DB_XREF=gi:3387506 /DB_XREF=AU022531 /CLONE=J0416B11 /FEA=EST /CNT=3 /TID=Mm.173540.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445315_at 6 9.4 A A 0.14 0.56 0.7 NC 0.54 gb:BB266062 /DB_XREF=gi:16400327 /DB_XREF=BB266062 /CLONE=A830023F21 /FEA=EST /CNT=3 /TID=Mm.125462.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445346_at 0.9 2.7 A A 0.55 0.33 0.7 NC 0.5 gb:AW493503 /DB_XREF=gi:7063784 /DB_XREF=UI-M-BH3-aud-a-07-0-UI.s1 /CLONE=UI-M-BH3-aud-a-07-0-UI /FEA=EST /CNT=3 /TID=Mm.101165.1
MOE430_2_1445478_at 3 3.8 A A 0.33 0.17 0.7 NC 0.21 gb:BG071058 /DB_XREF=gi:12553627 /DB_XREF=H3094C04-3 /CLONE=H3094C04 /FEA=EST /CNT=3 /TID=Mm.173360.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445482_at 13.3 28 P A 0.04 0.17 0.7 NC 0.49 gb:BB375481 /DB_XREF=gi:16407404 /DB_XREF=BB375481 /CLONE=C130080H15 /FEA=EST /CNT=3 /TID=Mm.90066.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445484_at 6.3 10.9 A A 0.19 0.09 0.7 NC 0.04 gb:BB741727 /DB_XREF=gi:16144732 /DB_XREF=BB741727 /CLONE=F520003L15 /FEA=EST /CNT=3 /TID=Mm.157348.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445565_at 10.3 17.4 A A 0.14 0.06 0.7 NC 0.13 gb:BE688907 /DB_XREF=gi:10076531 /DB_XREF=uw51b08.x1 /CLONE=IMAGE:3465495 /FEA=EST /CNT=3 /TID=Mm.170587.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445620_at 0.4 1.9 A A 0.98 0.75 0.7 NC 0.01 gb:BE953024 /DB_XREF=gi:10594104 /DB_XREF=UI-M-BH4-azo-g-09-0-UI.s1 /CLONE=UI-M-BH4-azo-g-09-0-UI /FEA=EST /CNT=3 /TID=Mm.150764.1
MOE430_2_1445625_at 22.3 37.1 P P 0.00293 0.008057 0.7 NC 0.09 gb:AW701858 /DB_XREF=gi:7586000 /DB_XREF=uq95f11.x1 /CLONE=IMAGE:2938893 /FEA=EST /CNT=3 /TID=Mm.133759.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445657_at 10.5 14.1 A A 0.39 0.39 0.7 NC 0.21 gb:AW111847 /DB_XREF=gi:6824560 /DB_XREF=MC2018 /CLONE=MC2018 /FEA=EST /CNT=3 /TID=Mm.36341.2 /TIER=ConsEnd /STK=2 /UG=Mm.36341
MOE430_2_1445742_at 12.4 20.9 A P 0.08 0.02 0.7 NC 0.005933 gb:BB487930 /DB_XREF=gi:16441578 /DB_XREF=BB487930 /CLONE=D430045L08 /FEA=EST /CNT=3 /TID=Mm.211119.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445837_at 8.6 18.7 P P 0.00415 0.02 0.7 NC 0.18 gb:BB461843 /DB_XREF=gi:16426704 /DB_XREF=BB461843 /CLONE=D130073P12 /FEA=EST /CNT=3 /TID=Mm.210082.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445856_at 5 12.5 M A 0.05 0.11 0.7 NC 0.06 gb:BM194997 /DB_XREF=gi:17746269 /DB_XREF=L0704E02-3 /CLONE=L0704E02 /FEA=EST /CNT=3 /TID=Mm.40813.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445862_at 34.4 61.8 P P 0.000244 0.000244 0.7 NC 0.04 gb:BB123487 /DB_XREF=gi:16262082 /DB_XREF=BB123487 /CLONE=9530092L19 /FEA=EST /CNT=3 /TID=Mm.24004.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445878_at 8.8 16.1 A P 0.33 0.03 0.7 NC 0.08 gb:BE630205 /DB_XREF=gi:9912893 /DB_XREF=uu17a08.x1 /CLONE=IMAGE:3372182 /FEA=EST /CNT=3 /TID=Mm.131285.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445882_at 4.7 7.1 A A 0.33 0.11 0.7 NC 0.03 gb:BB230267 /DB_XREF=gi:16354366 /DB_XREF=BB230267 /CLONE=A630025N16 /FEA=EST /CNT=3 /TID=Mm.185355.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445913_at 0.6 1.7 A A 0.94 0.75 0.7 NC 0.01 gb:AV251751 /DB_XREF=gi:16387676 /DB_XREF=AV251751 /CLONE=4833434E01 /FEA=EST /CNT=2 /TID=Mm.78052.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445929_at 0.5 1.4 A A 0.94 0.78 0.7 NC 0.33 gb:BG076025 /DB_XREF=gi:12558594 /DB_XREF=H3154F12-3 /CLONE=H3154F12 /FEA=EST /CNT=2 /TID=Mm.182849.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445933_at 15.1 19.7 P P 0.000244 0.01 0.7 NC 0.5 gb:BG073432 /DB_XREF=gi:12556001 /DB_XREF=H3122E08-3 /CLONE=H3122E08 /FEA=EST /CNT=2 /TID=Mm.197250.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445993_at 3.5 3.7 A A 0.33 0.3 0.7 NC 0.5 gb:BG069665 /DB_XREF=gi:12552234 /DB_XREF=H3078G09-3 /CLONE=H3078G09 /FEA=EST /CNT=2 /TID=Mm.173434.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446033_at 9.5 10.9 A A 0.5 0.24 0.7 NC 0.08 gb:BG067895 /DB_XREF=gi:12550464 /DB_XREF=H3059D09-3 /CLONE=H3059D09 /FEA=EST /CNT=2 /TID=Mm.25515.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446059_at 7.2 14.2 A P 0.24 0.03 0.7 NC 0.01 gb:BG072433 /DB_XREF=gi:12555002 /DB_XREF=H3110E01-3 /CLONE=H3110E01 /FEA=EST /CNT=2 /TID=Mm.173952.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1446079_at 32.4 73.3 P P 0.00415 0.01 0.7 NC 0.14 gb:BG065279 /DB_XREF=gi:12547842 /DB_XREF=H3029C07-3 /CLONE=H3029C07 /FEA=EST /CNT=2 /TID=Mm.182530.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446138_at 11.2 15.6 A P 0.3 0.02 0.7 NC 0.23 gb:BB520404 /DB_XREF=gi:16443405 /DB_XREF=BB520404 /CLONE=D830041O06 /FEA=EST /CNT=2 /TID=Mm.216090.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446155_at 2.7 6.2 A A 0.53 0.36 0.7 NC 0.5 gb:BB046613 /DB_XREF=gi:16259425 /DB_XREF=BB046613 /CLONE=6230415F21 /FEA=EST /CNT=2 /TID=Mm.113370.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446178_at 7.1 12 A A 0.24 0.09 0.7 NC 0.5 gb:BB497148 /DB_XREF=gi:16441931 /DB_XREF=BB497148 /CLONE=D630006M24 /FEA=EST /CNT=2 /TID=Mm.216051.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446196_at 6.3 8.3 A A 0.19 0.08 0.7 NC 0.21 gb:BB105328 /DB_XREF=gi:15407958 /DB_XREF=BB105328 /CLONE=9430095D03 /FEA=EST /CNT=2 /TID=Mm.157190.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446219_at 19.9 33.3 M P 0.05 0.04 0.7 NC 0.09 gb:BB140256 /DB_XREF=gi:16267408 /DB_XREF=BB140256 /CLONE=9830168I15 /FEA=EST /CNT=2 /TID=Mm.126642.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446319_at 10.9 12.9 P P 0.03 0.01 0.7 NC 0.04 gb:BB446215 /DB_XREF=gi:16425082 /DB_XREF=BB446215 /CLONE=D030055C23 /FEA=EST /CNT=2 /TID=Mm.132598.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446336_at 6.7 10.1 A A 0.24 0.19 0.7 NC 0.74 gb:BB064041 /DB_XREF=gi:16259839 /DB_XREF=BB064041 /CLONE=7420494E20 /FEA=EST /CNT=2 /TID=Mm.208731.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446342_at 12.6 21.9 A P 0.06 0.01 0.7 I 0.001201 gb:BB137728 /DB_XREF=gi:16266737 /DB_XREF=BB137728 /CLONE=9830143P17 /FEA=EST /CNT=2 /TID=Mm.213246.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446401_at 0.8 1.2 A A 0.98 0.91 0.7 NC 0.48 gb:BB210785 /DB_XREF=gi:16352590 /DB_XREF=BB210785 /CLONE=A430099M01 /FEA=EST /CNT=2 /TID=Mm.122954.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446410_at 11.2 12.2 P P 0.00415 0.01 0.7 NC 0.45 gb:BB463681 /DB_XREF=gi:16426925 /DB_XREF=BB463681 /CLONE=D130083C01 /FEA=EST /CNT=2 /TID=Mm.215990.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446411_at 2.7 6.9 A A 0.49 0.5 0.7 NC 0.51 gb:BB560365 /DB_XREF=gi:16449098 /DB_XREF=BB560365 /CLONE=E530016P10 /FEA=EST /CNT=2 /TID=Mm.216167.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446412_at 5.9 10.9 A P 0.21 0.01 0.7 NC 0.02 gb:AW538350 /DB_XREF=gi:7180767 /DB_XREF=C0106E01-3 /CLONE=C0106E01 /FEA=EST /CNT=2 /TID=Mm.218666.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446456_at 15 21.9 A A 0.39 0.27 0.7 NC 0.13 gb:BB536978 /DB_XREF=gi:16446731 /DB_XREF=BB536978 /CLONE=E130003J08 /FEA=EST /CNT=2 /TID=Mm.209873.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446464_at 7.1 15.5 P P 0.03 0.01 0.7 NC 0.009292 gb:BB384493 /DB_XREF=gi:16408263 /DB_XREF=BB384493 /CLONE=C230034I15 /FEA=EST /CNT=2 /TID=Mm.208943.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446507_at 10.4 19 A P 0.09 0.005859 0.7 NC 0.06 gb:BB472606 /DB_XREF=gi:16428068 /DB_XREF=BB472606 /CLONE=D230045O11 /FEA=EST /CNT=2 /TID=Mm.209406.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446550_at 20.1 22.5 P P 0.008057 0.00415 0.7 NC 0.46 gb:BB162021 /DB_XREF=gi:15409123 /DB_XREF=BB162021 /CLONE=A130064M08 /FEA=EST /CNT=2 /TID=Mm.131553.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446606_at 5.3 14.4 A P 0.09 0.03 0.7 NC 0.5 gb:AV320564 /DB_XREF=gi:16394980 /DB_XREF=AV320564 /CLONE=6030424H16 /FEA=EST /CNT=2 /TID=Mm.212102.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446644_at 13.8 20 A A 0.36 0.33 0.7 NC 0.5 gb:AW536758 /DB_XREF=gi:7179175 /DB_XREF=G0108D09-3 /CLONE=G0108D09 /FEA=EST /CNT=2 /TID=Mm.218664.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446652_at 6.4 9.1 A A 0.21 0.24 0.7 NC 0.5 gb:BB547008 /DB_XREF=gi:16447519 /DB_XREF=BB547008 /CLONE=E130315D13 /FEA=EST /CNT=2 /TID=Mm.151793.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446672_at 3.3 5.5 A A 0.56 0.43 0.7 NC 0.36 gb:BG068792 /DB_XREF=gi:12551361 /DB_XREF=H3069D03-3 /CLONE=H3069D03 /FEA=EST /CNT=2 /TID=Mm.173668.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446685_at 6.4 7.9 P A 0.03 0.09 0.7 NC 0.5 gb:BB044797 /DB_XREF=gi:16259316 /DB_XREF=BB044797 /CLONE=6030490K08 /FEA=EST /CNT=2 /TID=Mm.40853.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446791_at 12.1 15.7 A P 0.12 0.03 0.7 NC 0.85 gb:BB216232 /DB_XREF=gi:16353091 /DB_XREF=BB216232 /CLONE=A530031G07 /FEA=EST /CNT=2 /TID=Mm.114867.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446840_at 8.6 6.8 A A 0.19 0.33 0.7 NC 0.02 gb:BQ032894 /DB_XREF=gi:19768173 /DB_XREF=UI-1-CF0-axl-e-01-0-UI.s1 /CLONE=UI-1-CF0-axl-e-01-0-UI /FEA=EST /CNT=2 /TID=Mm.117583.1 /
MOE430_2_1446870_at 0.6 1.2 A A 0.88 0.88 0.7 NC 0.24 gb:AU022094 /DB_XREF=gi:3387053 /DB_XREF=AU022094 /CLONE=J0408C11 /FEA=EST /CNT=2 /TID=Mm.154726.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446891_at 1.9 1.4 A A 0.33 0.6 0.7 NC 0.54 gb:AU024446 /DB_XREF=gi:3394793 /DB_XREF=AU024446 /CLONE=J0453F08 /FEA=EST /CNT=2 /TID=Mm.173737.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446935_at 0.3 1.2 A A 0.99 0.85 0.7 NC 0.003041 gb:BG074093 /DB_XREF=gi:12556662 /DB_XREF=H3130G06-3 /CLONE=H3130G06 /FEA=EST /CNT=2 /TID=Mm.182697.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447030_at 0.4 0.5 A A 0.8 0.82 0.7 NC 0.44 gb:BB454223 /DB_XREF=gi:16425843 /DB_XREF=BB454223 /CLONE=D130030I02 /FEA=EST /CNT=2 /TID=Mm.187288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447084_at 6.8 19.8 A P 0.11 0.01 0.7 NC 0.05 gb:BB376906 /DB_XREF=gi:16407550 /DB_XREF=BB376906 /CLONE=C130087D15 /FEA=EST /CNT=2 /TID=Mm.201979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447097_at 6.1 9.3 A A 0.3 0.08 0.7 NC 0.18 gb:BG068083 /DB_XREF=gi:12550652 /DB_XREF=H3061E10-3 /CLONE=H3061E10 /FEA=EST /CNT=2 /TID=Mm.34545.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447116_at 4.8 9.7 A A 0.14 0.06 0.7 NC 0.02 gb:BB214530 /DB_XREF=gi:16352965 /DB_XREF=BB214530 /CLONE=A530021B03 /FEA=EST /CNT=2 /TID=Mm.123140.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447240_at 17.4 29 P P 0.03 0.01 0.7 NC 0.25 gb:BB462614 /DB_XREF=gi:16426790 /DB_XREF=BB462614 /CLONE=D130077B03 /FEA=EST /CNT=2 /TID=Mm.130204.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447246_at 17.9 34.2 M P 0.05 0.01 0.7 NC 0.08 gb:BE955693 /DB_XREF=gi:10599492 /DB_XREF=UI-M-BH4-bbd-f-05-0-UI.s1 /CLONE=UI-M-BH4-bbd-f-05-0-UI /FEA=EST /CNT=2 /TID=Mm.122885.1
MOE430_2_1447263_at 15.2 20.7 P P 0.01 0.000732 0.7 NC 0.17 gb:BM730703 /DB_XREF=gi:19052036 /DB_XREF=ih60e04.x1 /CLONE=IMAGE:5680974 /FEA=EST /CNT=2 /TID=Mm.194432.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447264_at 0.7 1.9 A A 0.99 0.75 0.7 NC 0.17 gb:BB727442 /DB_XREF=gi:16110717 /DB_XREF=BB727442 /CLONE=E860025I01 /FEA=EST /CNT=2 /TID=Mm.210458.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447268_at 28.3 55.7 P P 0.005859 0.00415 0.7 NC 0.24 gb:BI900756 /DB_XREF=gi:16204518 /DB_XREF=ib84h05.x4 /CLONE=IMAGE:5653496 /FEA=EST /CNT=2 /TID=Mm.212449.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447283_at 10 10 A P 0.12 0.01 0.7 NC 0.45 gb:BF319562 /DB_XREF=gi:11268327 /DB_XREF=uy60h05.x1 /CLONE=IMAGE:3663993 /FEA=EST /CNT=2 /TID=Mm.188448.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447296_at 8.2 10.3 A A 0.14 0.24 0.7 NC 0.28 gb:AW490725 /DB_XREF=gi:7060996 /DB_XREF=UI-M-BH3-asx-d-04-0-UI.s1 /CLONE=UI-M-BH3-asx-d-04-0-UI /FEA=EST /CNT=2 /TID=Mm.101833.1
MOE430_2_1447312_at 43.9 75 A P 0.06 0.005859 0.7 I 0.001486 gb:AI173473 /DB_XREF=gi:3719615 /DB_XREF=ue91e08.x1 /CLONE=IMAGE:1498502 /FEA=EST /CNT=2 /TID=Mm.17377.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447313_at 18.3 25.3 P P 0.00415 0.00415 0.7 NC 0.01 gb:BB750488 /DB_XREF=gi:16154724 /DB_XREF=BB750488 /CLONE=G130003O03 /FEA=EST /CNT=2 /TID=Mm.213051.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447385_at 4.7 8.9 A A 0.46 0.19 0.7 NC 0.5 gb:AI843353 /DB_XREF=gi:5477566 /DB_XREF=UI-M-AQ1-adz-c-10-0-UI.s1 /CLONE=UI-M-AQ1-adz-c-10-0-UI /FEA=EST /CNT=2 /TID=Mm.103449.1 
MOE430_2_1447388_at 0.9 0.8 A A 0.88 0.72 0.7 NC 0.14 gb:AI448156 /DB_XREF=gi:4309014 /DB_XREF=mo64a12.x1 /CLONE=IMAGE:558334 /FEA=EST /CNT=2 /TID=Mm.35716.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447403_a_ 51.6 82.8 P P 0.000732 0.000244 0.7 I 0.000167 gb:AW125726 /DB_XREF=gi:6101296 /DB_XREF=UI-M-BH2.2-aql-e-02-0-UI.s1 /CLONE=UI-M-BH2.2-aql-e-02-0-UI /FEA=EST /CNT=2 /TID=Mm.40885.
MOE430_2_1447443_at 11.3 21.3 A A 0.39 0.17 0.7 NC 0.11 gb:BM935608 /DB_XREF=gi:19394760 /DB_XREF=UI-M-BH3-ars-e-10-0-UI.r1 /CLONE=UI-M-BH3-ars-e-10-0-UI /FEA=EST /CNT=2 /TID=Mm.139973.1
MOE430_2_1447459_at 5.4 8 A A 0.43 0.21 0.7 NC 0.06 gb:BB256199 /DB_XREF=gi:16399624 /DB_XREF=BB256199 /CLONE=A730072E19 /FEA=EST /CNT=2 /TID=Mm.215669.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447473_at 3.1 4.8 A A 0.39 0.11 0.7 NC 0.004073 gb:BG798142 /DB_XREF=gi:14162474 /DB_XREF=ic10c06.x1 /FEA=EST /CNT=2 /TID=Mm.194362.1 /TIER=ConsEnd /STK=2 /UG=Mm.194362 /UG_TITLE=
MOE430_2_1447516_at 4.5 6 A A 0.56 0.43 0.7 NC 0.04 gb:BE948458 /DB_XREF=gi:10526217 /DB_XREF=UI-M-BH3-awr-a-02-0-UI.s1 /CLONE=UI-M-BH3-awr-a-02-0-UI /FEA=EST /CNT=2 /TID=Mm.40484.1 
MOE430_2_1447557_at 11.6 19.2 A P 0.19 0.04 0.7 NC 0.21 gb:BB085124 /DB_XREF=gi:8650904 /DB_XREF=BB085124 /CLONE=9330197N24 /FEA=EST /CNT=2 /TID=Mm.120256.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447593_x_ 8.8 10.4 A A 0.08 0.06 0.7 NC 0.01 gb:BB100157 /DB_XREF=gi:8752725 /DB_XREF=BB100157 /CLONE=9430071J20 /FEA=EST /CNT=2 /TID=Mm.214997.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447657_s_ 12.8 14.9 A A 0.35 0.12 0.7 NC 0.08 gb:BB322227 /DB_XREF=gi:9030541 /DB_XREF=BB322227 /CLONE=B330013K18 /FEA=EST /CNT=2 /TID=Mm.149158.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447662_x_ 6.4 16.7 A A 0.08 0.32 0.7 NC 0.89 gb:BB428303 /DB_XREF=gi:9268030 /DB_XREF=BB428303 /CLONE=C630016J16 /FEA=EST /CNT=2 /TID=Mm.133617.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447680_at 5.8 8.3 A A 0.33 0.52 0.7 NC 0.33 gb:BB046920 /DB_XREF=gi:8454096 /DB_XREF=BB046920 /CLONE=6330541D21 /FEA=EST /CNT=2 /TID=Mm.161150.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447683_x_ 142.1 194.4 P P 0.001221 0.005859 0.7 NC 0.01 gb:AV118676 /DB_XREF=gi:5300827 /DB_XREF=AV118676 /CLONE=2610209K12 /FEA=EST /CNT=2 /TID=Mm.45653.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447695_at 1.4 0.9 A A 0.63 0.85 0.7 NC 0.41 gb:BB481401 /DB_XREF=gi:9399010 /DB_XREF=BB481401 /CLONE=D430003N19 /FEA=EST /CNT=2 /TID=Mm.138470.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447706_at 21.9 26.6 P P 0.000732 0.001221 0.7 NC 0.01 gb:BB535847 /DB_XREF=gi:9591347 /DB_XREF=BB535847 /CLONE=E030046D21 /FEA=EST /CNT=2 /TID=Mm.136858.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447742_at 6.8 11.6 A A 0.39 0.43 0.7 NC 0.24 gb:BB216290 /DB_XREF=gi:8881243 /DB_XREF=BB216290 /CLONE=A530031K19 /FEA=EST /CNT=2 /TID=Mm.168302.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447820_x_ 5.9 30.7 A P 0.12 0.008057 0.7 NC 0.88 gb:AV236319 /DB_XREF=gi:6188832 /DB_XREF=AV236319 /CLONE=4732410L13 /FEA=EST /CNT=2 /TID=Mm.182243.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447822_x_ 16.7 23.7 P P 0.03 0.000244 0.7 I 0.001077 gb:BB228898 /DB_XREF=gi:8899543 /DB_XREF=BB228898 /CLONE=A630018M06 /FEA=EST /CNT=2 /TID=Mm.124666.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447923_at 296.4 476.2 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB327381 /DB_XREF=gi:16403748 /DB_XREF=BB327381 /CLONE=B430217H04 /FEA=EST /CNT=55 /TID=Mm.34539.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447937_a_ 0.6 1.9 A A 0.88 0.72 0.7 NC 0.00712 gb:BB379724 /DB_XREF=gi:16407846 /DB_XREF=BB379724 /CLONE=C230001G04 /FEA=EST /CNT=32 /TID=Mm.41016.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447977_x_ 32.1 42.6 P P 0.001953 0.01 0.7 NC 0.01 gb:C77009 /DB_XREF=gi:2517339 /DB_XREF=C77009 /CLONE=J0024D07 /FEA=EST /CNT=3 /TID=Mm.218648.1 /TIER=ConsEnd /STK=1 /UG=Mm.21864
MOE430_2_1447993_a_ 177.8 298.2 P P 0.000244 0.000244 0.7 I 0.00013 gb:AV043099 /DB_XREF=gi:4862764 /DB_XREF=AV043099 /CLONE=1700026B20 /FEA=EST /CNT=2 /TID=Mm.70062.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1447995_x_ 89.7 134.5 P P 0.005859 0.00415 0.7 NC 0.002753 gb:AV043099 /DB_XREF=gi:4862764 /DB_XREF=AV043099 /CLONE=1700026B20 /FEA=EST /CNT=2 /TID=Mm.70062.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448025_at 3.9 4 A A 0.63 0.53 0.7 NC 0.22 gb:AI662854 /DB_XREF=gi:4766437 /DB_XREF=vb29c05.x1 /CLONE=IMAGE:750344 /FEA=EST /CNT=18 /TID=Mm.37579.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448037_at 79.9 115.7 P P 0.001221 0.001221 0.7 I 0.000307 gb:BI695361 /DB_XREF=gi:15657990 /DB_XREF=603345441F1 /CLONE=IMAGE:5372842 /FEA=EST /CNT=8 /TID=Mm.24792.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448048_at 6.9 15.4 A A 0.36 0.14 0.7 NC 0.41 gb:BB661072 /DB_XREF=gi:16494851 /DB_XREF=BB661072 /CLONE=D630020N23 /FEA=EST /CNT=7 /TID=Mm.24492.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448081_at 4.6 7.1 A A 0.39 0.33 0.7 NC 0.41 gb:BB631643 /DB_XREF=gi:16468361 /DB_XREF=BB631643 /CLONE=A130087H08 /FEA=EST /CNT=4 /TID=Mm.212365.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448285_at 22.3 44.9 P P 0.008057 0.008057 0.7 NC 0.03 gb:NM_009062.1 /DB_XREF=gi:6677742 /GEN=Rgs4 /FEA=FLmRNA /CNT=198 /TID=Mm.41642.1 /TIER=FL /STK=2 /UG=Mm.41642 /LL=19736 /DEF=Mus
MOE430_2_1448509_at 228 434 P P 0.000244 0.000732 0.7 I 0.000167 gb:BC021353.1 /DB_XREF=gi:18204171 /FEA=FLmRNA /CNT=137 /TID=Mm.200627.1 /TIER=FL+Stack /STK=65 /UG=Mm.200627 /LL=66540 /UG_GENE=3
MOE430_2_1448531_at 33.5 59.4 P P 0.01 0.00293 0.7 I 0.000966 gb:NM_010722.1 /DB_XREF=gi:6754557 /GEN=Lmnb2 /FEA=FLmRNA /CNT=104 /TID=Mm.7362.1 /TIER=FL+Stack /STK=63 /UG=Mm.7362 /LL=16907 /DE
MOE430_2_1448600_s_ 41.9 71.9 P P 0.001953 0.000244 0.7 I 0.000167 gb:BC027242.1 /DB_XREF=gi:20071017 /FEA=FLmRNA /CNT=71 /TID=Mm.103805.1 /TIER=FL+Stack /STK=56 /UG=Mm.103805 /LL=57257 /UG_GENE=V
MOE430_2_1448713_at 0.5 1.4 A A 0.96 0.87 0.7 NC 0.06 gb:NM_011487.1 /DB_XREF=gi:6755669 /GEN=Stat4 /FEA=FLmRNA /CNT=55 /TID=Mm.1550.1 /TIER=FL+Stack /STK=45 /UG=Mm.1550 /LL=20849 /DEF=
MOE430_2_1448714_at 26.3 43.2 P P 0.02 0.02 0.7 I 0.000865 gb:NM_011884.1 /DB_XREF=gi:6755341 /GEN=Rngtt /FEA=FLmRNA /CNT=71 /TID=Mm.26153.1 /TIER=FL+Stack /STK=45 /UG=Mm.26153 /LL=24018 /DE
MOE430_2_1448910_at 173.6 292.7 P P 0.02 0.00293 0.7 I 0.00002 gb:NM_023523.1 /DB_XREF=gi:12963714 /GEN=Pecr /FEA=FLmRNA /CNT=77 /TID=Mm.29988.1 /TIER=FL+Stack /STK=32 /UG=Mm.29988 /LL=111175 /D
MOE430_2_1448926_at 204.8 319.8 P P 0.000732 0.000244 0.7 I 0.00002 gb:BC011063.1 /DB_XREF=gi:15029696 /FEA=FLmRNA /CNT=54 /TID=Mm.173.1 /TIER=FL+Stack /STK=31 /UG=Mm.173 /LL=15402 /UG_GENE=Hoxa5 /D
MOE430_2_1448927_at 0.8 3.6 A A 0.6 0.6 0.7 NC 0.54 gb:NM_080465.1 /DB_XREF=gi:17978281 /GEN=Kcnn2 /FEA=FLmRNA /CNT=42 /TID=Mm.38118.1 /TIER=FL+Stack /STK=31 /UG=Mm.38118 /LL=140492 
MOE430_2_1449050_at 169.5 258.9 P P 0.000732 0.000732 0.7 I 0.00003 gb:U01222.1 /DB_XREF=gi:405111 /FEA=FLmRNA /CNT=85 /TID=Mm.148877.1 /TIER=FL+Stack /STK=13 /UG=Mm.148877 /LL=19687 /UG_GENE=Recc1 
MOE430_2_1449061_a_ 316.4 634.4 P P 0.000244 0.000732 0.7 I 0.000088 gb:J04620.1 /DB_XREF=gi:200196 /FEA=FLmRNA /CNT=91 /TID=Mm.2903.1 /TIER=FL+Stack /STK=24 /UG=Mm.2903 /LL=19075 /UG_GENE=Prim1 /DEF
MOE430_2_1449114_at 12 21.9 P P 0.02 0.01 0.7 NC 0.02 gb:AK021111.1 /DB_XREF=gi:12861894 /GEN=Stk3 /FEA=FLmRNA /CNT=71 /TID=Mm.4678.1 /TIER=ConsEnd /STK=1 /UG=Mm.4678 /LL=56274 /UG_TIT
MOE430_2_1449140_at 164.3 307.8 P P 0.000732 0.000244 0.7 I 0.00002 gb:BC005646.1 /DB_XREF=gi:13542905 /FEA=FLmRNA /CNT=157 /TID=Mm.30177.1 /TIER=FL+Stack /STK=21 /UG=Mm.30177 /LL=67191 /UG_GENE=270
MOE430_2_1449158_at 16 22.7 P P 0.01 0.01 0.7 NC 0.16 gb:NM_010607.1 /DB_XREF=gi:6754431 /GEN=Kcnk2 /FEA=FLmRNA /CNT=30 /TID=Mm.31570.1 /TIER=FL+Stack /STK=21 /UG=Mm.31570 /LL=16526 /D
MOE430_2_1449184_at 1.8 2.7 A A 0.88 0.75 0.7 NC 0.15 gb:NM_009402.1 /DB_XREF=gi:6679292 /GEN=Pglyrp /FEA=FLmRNA /CNT=54 /TID=Mm.21855.1 /TIER=FL+Stack /STK=19 /UG=Mm.21855 /LL=21946 /D
MOE430_2_1449201_at 1.4 1.1 A A 0.93 0.69 0.7 NC 0.16 gb:L36062.1 /DB_XREF=gi:1236242 /FEA=FLmRNA /CNT=61 /TID=Mm.142364.1 /TIER=FL+Stack /STK=19 /UG=Mm.142364 /LL=20845 /UG_GENE=Star /
MOE430_2_1449221_a_ 74.2 133 P P 0.000244 0.000244 0.7 I 0.00013 gb:NM_133626.1 /DB_XREF=gi:19482167 /GEN=Rrbp1 /FEA=FLmRNA /CNT=50 /TID=Mm.13705.1 /TIER=FL+Stack /STK=18 /UG=Mm.13705 /LL=81910 /D
MOE430_2_1449224_at 1.7 3.7 A A 0.82 0.5 0.7 NC 0.33 gb:AV242563 /DB_XREF=gi:16386768 /DB_XREF=AV242563 /CLONE=4831410H20 /FEA=FLmRNA /CNT=26 /TID=Mm.143747.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1449244_at 796.5 1206.1 P P 0.000244 0.000244 0.7 I 0.000078 gb:BC022107.1 /DB_XREF=gi:18381066 /FEA=FLmRNA /CNT=122 /TID=Mm.14897.1 /TIER=FL+Stack /STK=17 /UG=Mm.14897 /LL=12558 /UG_GENE=Cd
MOE430_2_1449297_at 111.7 205.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_009808.1 /DB_XREF=gi:6753277 /GEN=Casp12 /FEA=FLmRNA /CNT=64 /TID=Mm.42163.1 /TIER=FL+Stack /STK=15 /UG=Mm.42163 /LL=12364 /
MOE430_2_1449313_at 0.8 0.7 A A 0.87 0.9 0.7 NC 0.54 gb:NM_008456.1 /DB_XREF=gi:7949063 /GEN=Klk5 /FEA=FLmRNA /CNT=21 /TID=Mm.30375.1 /TIER=FL+Stack /STK=15 /UG=Mm.30375 /LL=16622 /DEF
MOE430_2_1449462_at 25.4 42.9 P P 0.01 0.008057 0.7 NC 0.009292 gb:NM_026085.1 /DB_XREF=gi:13385583 /GEN=3110049J23Rik /FEA=FLmRNA /CNT=24 /TID=Mm.24795.1 /TIER=FL+Stack /STK=10 /UG=Mm.24795 /LL=
MOE430_2_1449480_at 65.9 123 P P 0.000732 0.000244 0.7 I 0.000147 gb:NM_009119.1 /DB_XREF=gi:6677846 /GEN=Sap18 /FEA=FLmRNA /CNT=190 /TID=Mm.35851.1 /TIER=FL /STK=4 /UG=Mm.35851 /LL=20220 /DEF=Mu
MOE430_2_1449486_at 5.7 4.2 A A 0.46 0.29 0.7 NC 0.18 gb:NM_021456.1 /DB_XREF=gi:10946841 /GEN=Ces1 /FEA=FLmRNA /CNT=30 /TID=Mm.22720.1 /TIER=FL+Stack /STK=9 /UG=Mm.22720 /LL=12623 /DE
MOE430_2_1449544_a_ 9.4 15.6 A A 0.27 0.14 0.7 NC 0.5 gb:NM_013569.1 /DB_XREF=gi:7305202 /GEN=Kcnh2 /FEA=FLmRNA /CNT=14 /TID=Mm.6539.1 /TIER=FL+Stack /STK=8 /UG=Mm.6539 /LL=16511 /DEF=
MOE430_2_1449545_at 21.8 25.2 P P 0.000732 0.01 0.7 NC 0.5 gb:NM_008005.1 /DB_XREF=gi:6679780 /GEN=Fgf18 /FEA=FLmRNA /CNT=12 /TID=Mm.20424.1 /TIER=FL+Stack /STK=8 /UG=Mm.20424 /LL=14172 /DE
MOE430_2_1449561_at 10.2 16.5 A A 0.53 0.19 0.7 NC 0.06 gb:NM_025719.1 /DB_XREF=gi:13385175 /GEN=4921504I05Rik /FEA=FLmRNA /CNT=13 /TID=Mm.116869.1 /TIER=FL /STK=7 /UG=Mm.116869 /LL=66707
MOE430_2_1449563_at 5.8 9.8 P A 0.008057 0.08 0.7 NC 0.17 gb:NM_007727.1 /DB_XREF=gi:6680953 /GEN=Cntn1 /FEA=FLmRNA /CNT=17 /TID=Mm.4911.1 /TIER=FL /STK=7 /UG=Mm.4911 /LL=12805 /DEF=Mus m
MOE430_2_1449566_at 12.3 17.4 A A 0.27 0.27 0.7 NC 0.2 gb:NM_008700.1 /DB_XREF=gi:6679067 /GEN=Nkx2-5 /FEA=FLmRNA /CNT=13 /TID=Mm.41974.1 /TIER=FL /STK=7 /UG=Mm.41974 /LL=18091 /DEF=Mu
MOE430_2_1449650_at 0.5 0.9 A A 0.85 0.9 0.7 NC 0.28 gb:BF658463 /DB_XREF=gi:11923597 /DB_XREF=maa90f09.y1 /CLONE=IMAGE:3824033 /FEA=EST /CNT=7 /TID=Mm.22280.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1449745_at 7.4 11.3 A M 0.33 0.05 0.7 NC 0.02 gb:AA516748 /DB_XREF=gi:2256207 /DB_XREF=vh84d06.r1 /CLONE=IMAGE:893675 /FEA=EST /CNT=1 /TID=Mm.172523.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449777_at 3.9 6.7 A A 0.75 0.46 0.7 NC 0.06 gb:AV132298 /DB_XREF=gi:5318533 /DB_XREF=AV132298 /CLONE=2700089B10 /FEA=EST /CNT=1 /TID=Mm.62979.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449866_at 6.1 9.2 A A 0.42 0.36 0.7 NC 0.5 gb:NM_009307.1 /DB_XREF=gi:6678198 /GEN=Syt2 /FEA=FLmRNA /CNT=18 /TID=Mm.5102.1 /TIER=FL /STK=1 /UG=Mm.5102 /LL=20980 /DEF=Mus mu
MOE430_2_1449880_s_ 53.9 103 A P 0.17 0.03 0.7 I 0.00002 gb:NM_007541.1 /DB_XREF=gi:6671633 /GEN=Bglap1 /FEA=FLmRNA /CNT=6 /TID=Mm.87858.1 /TIER=FL /STK=5 /UG=Mm.87858 /LL=12096 /DEF=Mus 
MOE430_2_1449937_at 0.4 4 A A 0.88 0.6 0.7 NC 0.12 gb:NM_008902.1 /DB_XREF=gi:6679428 /GEN=Pp11r /FEA=FLmRNA /CNT=36 /TID=Mm.1001.1 /TIER=FL /STK=3 /UG=Mm.1001 /LL=19011 /DEF=Mus m
MOE430_2_1449993_at 3.6 6.9 A A 0.39 0.14 0.7 NC 0.37 gb:NM_130883.1 /DB_XREF=gi:18700021 /GEN=AF119384 /FEA=FLmRNA /CNT=5 /TID=Mm.34950.1 /TIER=FL /STK=3 /UG=Mm.34950 /LL=170717 /DEF
MOE430_2_1450016_at 521.7 853.7 P P 0.000244 0.000244 0.7 I 0.000088 gb:NM_009831.1 /DB_XREF=gi:6753313 /GEN=Ccng /FEA=FLmRNA /CNT=268 /TID=Mm.2103.1 /TIER=FL /STK=2 /UG=Mm.2103 /LL=12450 /DEF=Mus m
MOE430_2_1450017_at 305.2 505 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG065754 /DB_XREF=gi:12548317 /DB_XREF=H3034H06-3 /CLONE=H3034H06 /FEA=FLmRNA /CNT=268 /TID=Mm.2103.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450031_at 291 418.6 P P 0.000732 0.000244 0.7 I 0.00002 gb:BM230280 /DB_XREF=gi:17793472 /DB_XREF=K0293B01-3 /CLONE=K0293B01 /FEA=FLmRNA /CNT=153 /TID=Mm.27887.1 /TIER=Stack /STK=8 /UG
MOE430_2_1450034_at 442.3 706.3 P P 0.000244 0.000244 0.7 I 0.000147 gb:AW214029 /DB_XREF=gi:6520396 /DB_XREF=uo46g11.x1 /CLONE=IMAGE:2645636 /FEA=FLmRNA /CNT=144 /TID=Mm.8249.1 /TIER=Stack /STK=13 /
MOE430_2_1450096_at 12.8 20.8 A P 0.24 0.01 0.7 NC 0.15 gb:BF302166 /DB_XREF=gi:11248689 /DB_XREF=602033120F1 /CLONE=IMAGE:4167988 /FEA=FLmRNA /CNT=45 /TID=Mm.140610.1 /TIER=ConsEnd /ST
MOE430_2_1450111_a_ 280.8 432.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:NM_025529.1 /DB_XREF=gi:13384949 /GEN=2310039H17Rik /FEA=FLmRNA /CNT=18 /TID=Mm.44092.1 /TIER=FL /STK=2 /UG=Mm.44092 /LL=66387 /
MOE430_2_1450128_at 7.3 9.2 A A 0.3 0.19 0.7 NC 0.15 gb:NM_011108.1 /DB_XREF=gi:7242174 /GEN=Pla2g2a /FEA=FLmRNA /CNT=14 /TID=Mm.4675.1 /TIER=FL /STK=2 /UG=Mm.4675 /LL=18780 /DEF=Mus 
MOE430_2_1450190_at 2.2 3.2 A A 0.69 0.36 0.7 NC 0.02 gb:NM_009165.1 /DB_XREF=gi:6677932 /GEN=Sh3bp3 /FEA=FLmRNA /CNT=9 /TID=Mm.195877.1 /TIER=FL /STK=2 /UG=Mm.195877 /LL=20402 /DEF=M
MOE430_2_1450198_at 13.5 16.6 A A 0.24 0.11 0.7 I 0.000214 gb:NM_013849.1 /DB_XREF=gi:7305010 /GEN=Dusp13 /FEA=FLmRNA /CNT=8 /TID=Mm.52571.1 /TIER=FL /STK=2 /UG=Mm.52571 /LL=27389 /DEF=Mus
MOE430_2_1450213_at 14 20.3 A A 0.09 0.06 0.7 NC 0.03 gb:NM_013875.1 /DB_XREF=gi:7305372 /GEN=Pde7b /FEA=FLmRNA /CNT=9 /TID=Mm.100580.1 /TIER=FL /STK=2 /UG=Mm.100580 /LL=29863 /DEF=Mu
MOE430_2_1450321_at 25.2 34.2 P P 0.005859 0.000732 0.7 NC 0.005933 gb:NM_013922.1 /DB_XREF=gi:7305546 /GEN=Zfp354c /FEA=FLmRNA /CNT=3 /TID=Mm.103674.1 /TIER=FL /STK=2 /UG=Mm.103674 /LL=30944 /DEF=M
MOE430_2_1450375_at 9 13.1 A M 0.11 0.05 0.7 NC 0.23 gb:NM_008954.1 /DB_XREF=gi:6679510 /GEN=Pspn /FEA=FLmRNA /CNT=2 /TID=Mm.86487.1 /TIER=FL /STK=2 /UG=Mm.86487 /LL=19197 /DEF=Mus m
MOE430_2_1450377_at 87.4 144.8 P P 0.02 0.00415 0.7 I 0.00002 gb:M87276.1 /DB_XREF=gi:202196 /FEA=FLmRNA /CNT=282 /TID=Mm.4159.1 /TIER=FL /STK=1 /UG=Mm.4159 /LL=21825 /UG_GENE=Thbs1 /DEF=Mous
MOE430_2_1450401_at 37.5 58.2 P P 0.01 0.001953 0.7 I 0.001651 gb:BM233196 /DB_XREF=gi:17868466 /DB_XREF=K0333E12-3 /CLONE=K0333E12 /FEA=FLmRNA /CNT=120 /TID=Mm.34104.1 /TIER=Stack /STK=14 /U
MOE430_2_1450469_at 14.8 22.3 A A 0.27 0.12 0.7 NC 0.44 gb:NM_021440.1 /DB_XREF=gi:10946811 /GEN=Ddc8-pending /FEA=FLmRNA /CNT=13 /TID=Mm.41973.1 /TIER=FL /STK=1 /UG=Mm.41973 /LL=58251 /D
MOE430_2_1450499_at 1.3 2.7 A A 0.84 0.72 0.7 NC 0.36 gb:NM_009124.1 /DB_XREF=gi:6677854 /GEN=Sca1 /FEA=FLmRNA /CNT=10 /TID=Mm.5095.1 /TIER=FL /STK=1 /UG=Mm.5095 /LL=20238 /DEF=Mus mu
MOE430_2_1450523_at 10.4 21.9 A A 0.43 0.39 0.7 NC 0.5 gb:NM_011531.1 /DB_XREF=gi:7110722 /GEN=Cntn2 /FEA=FLmRNA /CNT=4 /TID=Mm.117097.1 /TIER=FL /STK=1 /UG=Mm.117097 /LL=21367 /DEF=Mu
MOE430_2_1450537_at 12.2 14.5 A A 0.27 0.3 0.7 NC 0.29 gb:AF196480.1 /DB_XREF=gi:6358716 /GEN=Fxy2 /FEA=FLmRNA /CNT=4 /TID=Mm.25678.1 /TIER=FL /STK=1 /UG=Mm.25678 /LL=23947 /DEF=Mus mu
MOE430_2_1450571_a_ 3.7 5.6 A A 0.46 0.43 0.7 NC 0.5 gb:NM_009751.1 /DB_XREF=gi:6753187 /GEN=Bfsp1 /FEA=FLmRNA /CNT=1 /TID=Mm.127171.1 /TIER=FL /STK=1 /UG=Mm.127171 /LL=12075 /DEF=Mus
MOE430_2_1450578_at 0.5 0.4 A A 0.96 0.9 0.7 NC 0.04 gb:NM_011564.1 /DB_XREF=gi:6755760 /GEN=Sry /FEA=FLmRNA /CNT=1 /TID=Mm.4288.1 /TIER=FL /STK=1 /UG=Mm.4288 /LL=21674 /DEF=Mus muscu
MOE430_2_1450633_at 1 3.5 A A 0.94 0.85 0.7 NC 0.5 gb:NM_020036.1 /DB_XREF=gi:9910189 /GEN=Calm4 /FEA=FLmRNA /CNT=105 /TID=Mm.21075.1 /TIER=FL+Stack /STK=63 /UG=Mm.21075 /LL=80796 /
MOE430_2_1450671_at 0.7 1.1 A A 0.97 0.96 0.7 NC 0.16 gb:NM_009965.1 /DB_XREF=gi:20304088 /GEN=Cryba1 /FEA=FLmRNA /CNT=50 /TID=Mm.22830.1 /TIER=FL+Stack /STK=31 /UG=Mm.22830 /LL=12957 /
MOE430_2_1450685_at 280.4 469.2 P P 0.000244 0.000244 0.7 I 0.00002 gb:BE648432 /DB_XREF=gi:9974253 /DB_XREF=UI-M-BH2.1-apo-c-11-0-UI.r1 /CLONE=UI-M-BH2.1-apo-c-11-0-UI /FEA=FLmRNA /CNT=185 /TID=Mm
MOE430_2_1450846_at 363.2 569.2 P P 0.001221 0.000732 0.7 I 0.00013 gb:AV144956 /DB_XREF=gi:5349089 /DB_XREF=AV144956 /CLONE=2810440D21 /FEA=FLmRNA /CNT=465 /TID=Mm.21848.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1450854_at 150 152.8 P P 0.000244 0.000244 0.7 I 0.000438 gb:BM232515 /DB_XREF=gi:17867785 /DB_XREF=K0324D01-3 /CLONE=K0324D01 /FEA=FLmRNA /CNT=308 /TID=Mm.4742.1 /TIER=Stack /STK=77 /UG
MOE430_2_1450910_at 5.6 9.6 A A 0.27 0.11 0.7 NC 0.49 gb:AV261931 /DB_XREF=gi:15405384 /DB_XREF=AV261931 /CLONE=4930427A15 /FEA=FLmRNA /CNT=77 /TID=Mm.44529.1 /TIER=Stack /STK=27 /UG
MOE430_2_1450935_at 82.6 124.7 P P 0.000244 0.000244 0.7 I 0.000692 gb:BM198879 /DB_XREF=gi:17751522 /DB_XREF=C0409D12-3 /CLONE=C0409D12 /FEA=FLmRNA /CNT=61 /TID=Mm.2213.1 /TIER=Stack /STK=16 /UG
MOE430_2_1450984_at 26.9 46.4 A A 0.53 0.3 0.7 I 0.001832 gb:BM207032 /DB_XREF=gi:17762738 /DB_XREF=C0606H03-3 /CLONE=C0606H03 /FEA=FLmRNA /CNT=105 /TID=Mm.104744.1 /TIER=Stack /STK=35 /
MOE430_2_1451016_at 63.2 74.2 P P 0.005859 0.005859 0.7 NC 0.01 gb:BB540964 /DB_XREF=gi:9612187 /DB_XREF=BB540964 /CLONE=E130111G11 /FEA=FLmRNA /CNT=209 /TID=Mm.181740.1 /TIER=Stack /STK=11 /U
MOE430_2_1451054_at 0.3 0.9 A A 0.8 0.66 0.7 NC 0.09 gb:BE628912 /DB_XREF=gi:9911600 /DB_XREF=uu29g05.y1 /CLONE=IMAGE:3373400 /FEA=FLmRNA /CNT=56 /TID=Mm.4777.1 /TIER=Stack /STK=8 /UG
MOE430_2_1451080_at 389.5 756 P P 0.000244 0.000244 0.7 I 0.00002 gb:BC018179.1 /DB_XREF=gi:17390389 /FEA=FLmRNA /CNT=264 /TID=Mm.27496.1 /TIER=FL+Stack /STK=169 /UG=Mm.27496 /DEF=Mus musculus, Sim
MOE430_2_1451095_at 419.7 662.8 P P 0.000244 0.000244 0.7 I 0.00002 gb:BC005552.1 /DB_XREF=gi:13542689 /FEA=FLmRNA /CNT=242 /TID=Mm.2942.1 /TIER=FL+Stack /STK=127 /UG=Mm.2942 /LL=27053 /UG_GENE=Asn
MOE430_2_1451123_at 14 19.7 A P 0.27 0.01 0.7 NC 0.01 gb:BC006740.1 /DB_XREF=gi:13879519 /FEA=FLmRNA /CNT=151 /TID=Mm.41760.1 /TIER=FL+Stack /STK=105 /UG=Mm.41760 /DEF=Mus musculus, Sim
MOE430_2_1451184_at 369.9 608.9 P P 0.000244 0.000244 0.7 I 0.00002 gb:BC024454.1 /DB_XREF=gi:19353542 /FEA=FLmRNA /CNT=272 /TID=Mm.213045.1 /TIER=FL+Stack /STK=72 /UG=Mm.213045 /DEF=Mus musculus, sim
MOE430_2_1451255_at 10.1 18.3 A A 0.33 0.39 0.7 NC 0.13 gb:BC004672.1 /DB_XREF=gi:13435588 /FEA=FLmRNA /CNT=123 /TID=Mm.4067.1 /TIER=FL+Stack /STK=50 /UG=Mm.4067 /LL=54135 /UG_GENE=Lisch
MOE430_2_1451266_at 37.7 59.1 P P 0.000244 0.001953 0.7 NC 0.01 gb:BC021318.1 /DB_XREF=gi:18204124 /FEA=FLmRNA /CNT=124 /TID=Mm.30052.1 /TIER=FL+Stack /STK=48 /UG=Mm.30052 /LL=28028 /UG_GENE=D4
MOE430_2_1451279_at 69.3 117.3 P P 0.000244 0.000244 0.7 I 0.001201 gb:BC002272.1 /DB_XREF=gi:12805584 /FEA=FLmRNA /CNT=96 /TID=Mm.33872.1 /TIER=FL+Stack /STK=43 /UG=Mm.33872 /LL=78063 /UG_GENE=5033
MOE430_2_1451354_at 109.8 174 P P 0.000244 0.000244 0.7 I 0.00002 gb:BC024806.1 /DB_XREF=gi:19354546 /FEA=FLmRNA /CNT=57 /TID=Mm.138512.1 /TIER=FL+Stack /STK=32 /UG=Mm.138512 /DEF=Mus musculus, Sim
MOE430_2_1451377_a_ 251 353.9 P P 0.000732 0.000732 0.7 I 0.000692 gb:BC025501.1 /DB_XREF=gi:19343737 /FEA=FLmRNA /CNT=72 /TID=Mm.28508.1 /TIER=FL+Stack /STK=28 /UG=Mm.28508 /DEF=Mus musculus, clone 
MOE430_2_1451439_at 85.5 152.1 P P 0.000732 0.000244 0.7 I 0.00004 gb:BC027231.1 /DB_XREF=gi:20073144 /FEA=FLmRNA /CNT=32 /TID=Mm.34520.1 /TIER=FL+Stack /STK=20 /UG=Mm.34520 /DEF=Mus musculus, Simila
MOE430_2_1451483_s_ 18 39.6 P P 0.001221 0.00293 0.7 NC 0.02 gb:BC024705.1 /DB_XREF=gi:19353310 /FEA=FLmRNA /CNT=34 /TID=Mm.157746.1 /TIER=FL+Stack /STK=16 /UG=Mm.157746 /LL=73420 /UG_GENE=17
MOE430_2_1451502_at 11.3 22.6 A M 0.36 0.05 0.7 NC 0.11 gb:AF166097.2 /DB_XREF=gi:6525307 /GEN=Pla2g10 /FEA=FLmRNA /CNT=19 /TID=Mm.4214.1 /TIER=FL+Stack /STK=14 /UG=Mm.4214 /LL=26565 /DEF
MOE430_2_1451565_s_ 8 12 A A 0.06 0.11 0.7 NC 0.1 gb:BC022133.1 /DB_XREF=gi:18381076 /FEA=FLmRNA /CNT=21 /TID=Mm.27361.1 /TIER=FL+Stack /STK=9 /UG=Mm.27361 /DEF=Mus musculus, clone M
MOE430_2_1451603_at 20.3 29 A A 0.36 0.24 0.7 NC 0.21 gb:BC022744.1 /DB_XREF=gi:18490555 /FEA=FLmRNA /CNT=23 /TID=Mm.206228.1 /TIER=FL /STK=5 /UG=Mm.206228 /DEF=Mus musculus, clone MGC:
MOE430_2_1451640_a_ 50.1 93.4 P P 0.000244 0.000244 0.7 NC 0.003041 gb:BC008229.1 /DB_XREF=gi:14198330 /FEA=FLmRNA /CNT=111 /TID=Mm.27799.1 /TIER=FL /STK=3 /UG=Mm.27799 /LL=66239 /UG_GENE=1500011J0
MOE430_2_1451654_x_ 44.1 72.1 P P 0.01 0.01 0.7 I 0.001336 gb:BC012278.1 /DB_XREF=gi:15126708 /FEA=FLmRNA /CNT=9 /TID=Mm.218531.1 /TIER=FL /STK=3 /UG=Mm.218531 /DEF=Mus musculus, clone MGC:1
MOE430_2_1451685_at 9.8 17.4 P P 0.03 0.02 0.7 NC 0.31 gb:AY050217.1 /DB_XREF=gi:17223775 /GEN=Mllt6 /FEA=FLmRNA /CNT=30 /TID=Mm.213468.1 /TIER=FL /STK=2 /UG=Mm.213468 /DEF=Mus musculus 
MOE430_2_1451699_at 29.3 49.9 P P 0.01 0.001221 0.7 I 0.00002 gb:BC024416.1 /DB_XREF=gi:19353816 /FEA=FLmRNA /CNT=4 /TID=Mm.219541.1 /TIER=FL /STK=2 /UG=Mm.219541 /DEF=Mus musculus, Similar to RIK
MOE430_2_1451760_s_ 36.2 85 P P 0.000244 0.000244 0.7 NC 0.01 gb:BC018406.1 /DB_XREF=gi:17390956 /FEA=FLmRNA /CNT=23 /TID=Mm.26536.1 /TIER=FL /STK=1 /UG=Mm.26536 /DEF=Mus musculus, Similar to RIK
MOE430_2_1451838_a_ 0.9 1.7 A A 0.5 0.5 0.7 NC 0.5 gb:AB062282.1 /DB_XREF=gi:15186737 /GEN=Tac2-N /FEA=FLmRNA /CNT=5 /TID=Mm.67539.1 /TIER=FL /STK=1 /UG=Mm.67539 /LL=74413 /DEF=Mus
MOE430_2_1451849_a_ 35.8 72 P P 0.000732 0.001221 0.7 MI 0.00249 gb:D13455.1 /DB_XREF=gi:220471 /FEA=FLmRNA /CNT=3 /TID=Mm.7362.2 /TIER=FL /STK=1 /UG=Mm.7362 /LL=16907 /UG_GENE=Lmnb2 /DEF=Mouse 
MOE430_2_1451880_at 4 10 A A 0.39 0.53 0.7 NC 0.36 gb:BC006743.1 /DB_XREF=gi:13879524 /FEA=FLmRNA /CNT=2 /TID=Mm.196685.1 /TIER=FL /STK=1 /UG=Mm.196685 /DEF=Mus musculus, clone MGC:1
MOE430_2_1451912_a_ 669.4 1296.1 P P 0.000244 0.000244 0.7 I 0.00002 gb:AF321301.1 /DB_XREF=gi:15723201 /GEN=Fgfr5 /FEA=FLmRNA /CNT=1 /TID=Mm.35691.2 /TIER=FL /STK=1 /UG=Mm.35691 /LL=116701 /DEF=Mus 
MOE430_2_1451973_at 175.2 261.7 P P 0.000244 0.000732 0.7 I 0.000078 gb:BC019764.1 /DB_XREF=gi:18043598 /FEA=FLmRNA /CNT=94 /TID=Mm.14253.1 /TIER=FL+Stack /STK=49 /UG=Mm.14253 /LL=66663 /UG_GENE=5730
MOE430_2_1452061_s_ 81.3 113.8 P P 0.001221 0.000732 0.7 I 0.00013 gb:AK006314.1 /DB_XREF=gi:12839348 /GEN=Spnr /FEA=FLmRNA /CNT=67 /TID=Mm.30670.2 /TIER=Stack /STK=26 /UG=Mm.30670 /LL=20744 /UG_TIT
MOE430_2_1452082_at 17.9 20.7 A A 0.33 0.19 0.7 NC 0.5 gb:BB319392 /DB_XREF=gi:16403259 /DB_XREF=BB319392 /CLONE=B230380C07 /FEA=FLmRNA /CNT=61 /TID=Mm.101958.1 /TIER=Stack /STK=18 /U
MOE430_2_1452099_at 123 208.9 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG070043 /DB_XREF=gi:12552535 /DB_XREF=H3082B02-3 /CLONE=H3082B02 /FEA=FLmRNA /CNT=64 /TID=Mm.31551.1 /TIER=Stack /STK=29 /UG
MOE430_2_1452128_a_ 153.1 235.5 P P 0.000244 0.000732 0.7 I 0.000241 gb:AI462244 /DB_XREF=gi:4316274 /DB_XREF=ub71d02.x1 /CLONE=IMAGE:1383171 /FEA=FLmRNA /CNT=53 /TID=Mm.30557.9 /TIER=Stack /STK=10 /U
MOE430_2_1452232_at 17.5 51.3 P P 0.01 0.001953 0.7 NC 0.004925 gb:BM202729 /DB_XREF=gi:17757042 /DB_XREF=C0243H05-3 /CLONE=C0243H05 /FEA=mRNA /CNT=121 /TID=Mm.62886.1 /TIER=Stack /STK=40 /UG=
MOE430_2_1452247_at 28.6 47.3 P P 0.005859 0.000244 0.7 I 0.000046 gb:AW557263 /DB_XREF=gi:7202692 /DB_XREF=L0279F11-3 /CLONE=L0279F11 /FEA=mRNA /CNT=81 /TID=Mm.4038.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1452344_at 27 43.5 P P 0.02 0.03 0.7 NC 0.5 gb:BE944213 /DB_XREF=gi:10521972 /DB_XREF=UI-M-BH3-avs-d-11-0-UI.s1 /CLONE=UI-M-BH3-avs-d-11-0-UI /FEA=mRNA /CNT=29 /TID=Mm.3071



MOE430_2_1452423_at 0.8 1.2 A A 0.96 0.82 0.7 NC 0.1 gb:AW493746 /DB_XREF=gi:7064027 /DB_XREF=UI-M-BH3-auo-g-01-0-UI.s1 /CLONE=UI-M-BH3-auo-g-01-0-UI /FEA=mRNA /CNT=4 /TID=Mm.40996.
MOE430_2_1452432_at 283.2 418.1 P P 0.000244 0.000244 0.7 I 0.00002 gb:BF451808 /DB_XREF=gi:11517977 /DB_XREF=uz79f07.y1 /CLONE=IMAGE:3675301 /FEA=mRNA /CNT=24 /TID=Mm.3601.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1452500_at 13 26.2 A P 0.06 0.000244 0.7 I 0.000241 gb:BC005497.1 /DB_XREF=gi:13529568 /FEA=mRNA /CNT=2 /TID=Mm.139078.2 /TIER=ConsEnd /STK=0 /UG=Mm.139078 /LL=192289 /UG_GENE=Tmlh /
MOE430_2_1452570_at 11 13.6 P A 0.005859 0.3 0.7 NC 0.34 gb:U80892.1 /DB_XREF=gi:2228572 /FEA=mRNA /CNT=1 /TID=Mm.195103.1 /TIER=ConsEnd /STK=0 /UG=Mm.195103 /LL=27490 /UG_GENE=D0Kist5 /U
MOE430_2_1452571_at 10.1 13.3 A A 0.43 0.5 0.7 NC 0.41 gb:M19413.1 /DB_XREF=gi:202220 /FEA=mRNA /CNT=1 /TID=Mm.195098.1 /TIER=ConsEnd /STK=0 /UG=Mm.195098 /LL=26947 /UG_GENE=Tuba-rs1 /U
MOE430_2_1452632_at 13.4 24.7 A A 0.29 0.12 0.7 NC 0.01 gb:BG229246 /DB_XREF=gi:12716676 /DB_XREF=ux67g02.x1 /CLONE=IMAGE:3515331 /FEA=mRNA /CNT=72 /TID=Mm.200561.1 /TIER=ConsEnd /STK=2
MOE430_2_1452638_s_ 23.5 42.2 P P 0.03 0.008057 0.7 I 0.000214 gb:BC027538.1 /DB_XREF=gi:20380346 /FEA=mRNA /CNT=13 /TID=Mm.221051.1 /TIER=ConsEnd /STK=0 /UG=Mm.221051 /DEF=Mus musculus, Similar t
MOE430_2_1452659_at 373.3 624.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK007546.1 /DB_XREF=gi:12841159 /FEA=mRNA /CNT=248 /TID=Mm.28343.1 /TIER=Stack /STK=130 /UG=Mm.28343 /LL=67004 /UG_GENE=1810019
MOE430_2_1452670_at 2074.2 3601.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK007972.1 /DB_XREF=gi:12841866 /GEN=Trrp2 /FEA=mRNA /CNT=218 /TID=Mm.83615.6 /TIER=Stack /STK=104 /UG=Mm.83615 /LL=22064 /UG_TI
MOE430_2_1452699_at 212.9 283 P P 0.005859 0.000732 0.7 I 0.00002 gb:AK009576.1 /DB_XREF=gi:12844455 /FEA=mRNA /CNT=106 /TID=Mm.5750.1 /TIER=Stack /STK=75 /UG=Mm.5750 /LL=69637 /UG_GENE=2310032K15
MOE430_2_1452785_at 96.7 158.5 P P 0.00415 0.000244 0.7 I 0.00002 gb:AK012203.1 /DB_XREF=gi:12848804 /FEA=mRNA /CNT=80 /TID=Mm.28169.1 /TIER=Stack /STK=41 /UG=Mm.28169 /LL=67105 /UG_GENE=2700002I20
MOE430_2_1452827_at 4.6 7.2 A A 0.53 0.5 0.7 NC 0.01 gb:AK005178.1 /DB_XREF=gi:12837559 /FEA=mRNA /CNT=41 /TID=Mm.23023.1 /TIER=Stack /STK=34 /UG=Mm.23023 /LL=76505 /UG_GENE=1500009C0
MOE430_2_1452870_at 172.1 224.8 P P 0.000244 0.000732 0.7 I 0.00006 gb:AK018076.1 /DB_XREF=gi:12857630 /FEA=mRNA /CNT=44 /TID=Mm.180060.1 /TIER=Stack /STK=26 /UG=Mm.180060 /LL=76129 /UG_GENE=6230400
MOE430_2_1452885_at 36.3 72.6 P P 0.01 0.03 0.7 NC 0.16 gb:BG075383 /DB_XREF=gi:12557952 /DB_XREF=H3146E12-3 /CLONE=H3146E12 /FEA=mRNA /CNT=139 /TID=Mm.27790.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1452915_at 90.3 134.9 P P 0.001953 0.000244 0.7 I 0.00006 gb:AK004336.1 /DB_XREF=gi:12835483 /FEA=mRNA /CNT=115 /TID=Mm.27046.1 /TIER=Stack /STK=21 /UG=Mm.27046 /LL=66210 /UG_GENE=1110061A
MOE430_2_1452935_at 69.7 127 P P 0.00415 0.001221 0.7 I 0.001832 gb:AK003736.1 /DB_XREF=gi:12834587 /FEA=mRNA /CNT=27 /TID=Mm.46109.1 /TIER=Stack /STK=19 /UG=Mm.46109 /LL=73716 /UG_GENE=1110017B0
MOE430_2_1452952_at 167.2 233.9 P P 0.000732 0.000244 0.7 I 0.00002 gb:AK018518.1 /DB_XREF=gi:12858258 /FEA=mRNA /CNT=24 /TID=Mm.40216.1 /TIER=Stack /STK=18 /UG=Mm.40216 /LL=71532 /UG_GENE=9030418K0
MOE430_2_1452960_at 169.3 268.3 P P 0.000244 0.000244 0.7 I 0.00002 gb:BB274851 /DB_XREF=gi:16400818 /DB_XREF=BB274851 /CLONE=A830089O07 /FEA=mRNA /CNT=69 /TID=Mm.28152.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1452962_at 8.5 12.5 A A 0.43 0.43 0.7 NC 0.5 gb:AK002841.1 /DB_XREF=gi:12833120 /FEA=mRNA /CNT=33 /TID=Mm.41409.1 /TIER=Stack /STK=17 /UG=Mm.41409 /LL=71687 /UG_GENE=0610039J0
MOE430_2_1453068_at 25.8 54.4 P P 0.001953 0.000732 0.7 NC 0.03 gb:BM226301 /DB_XREF=gi:17788162 /DB_XREF=K0225H12-3 /CLONE=K0225H12 /FEA=mRNA /CNT=50 /TID=Mm.44405.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1453122_at 93.1 171.1 P P 0.000244 0.000244 0.7 I 0.00004 gb:AK019549.1 /DB_XREF=gi:12859825 /FEA=mRNA /CNT=88 /TID=Mm.87130.1 /TIER=Stack /STK=31 /UG=Mm.87130 /LL=68187 /UG_GENE=4921533L1
MOE430_2_1453150_at 4.5 7.4 A A 0.33 0.5 0.7 NC 0.5 gb:BG069341 /DB_XREF=gi:12551998 /DB_XREF=H3076C08-3 /CLONE=H3076C08 /FEA=mRNA /CNT=32 /TID=Mm.32009.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1453163_at 110.9 187.3 P P 0.000244 0.000244 0.7 I 0.000346 gb:BI653999 /DB_XREF=gi:15568235 /DB_XREF=603280062F1 /CLONE=IMAGE:5310470 /FEA=mRNA /CNT=88 /TID=Mm.133122.1 /TIER=ConsEnd /STK=
MOE430_2_1453165_at 20 37 A P 0.09 0.01 0.7 NC 0.01 gb:BB701076 /DB_XREF=gi:16049900 /DB_XREF=BB701076 /CLONE=7420426M18 /FEA=mRNA /CNT=41 /TID=Mm.116991.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1453186_at 53.5 70.7 P P 0.001953 0.000732 0.7 I 0.001486 gb:BG277020 /DB_XREF=gi:13071902 /DB_XREF=uv10c10.y1 /CLONE=IMAGE:3385722 /FEA=mRNA /CNT=93 /TID=Mm.100117.1 /TIER=ConsEnd /STK=0
MOE430_2_1453230_at 43.1 48.6 P P 0.00415 0.00293 0.7 I 0.001486 gb:AK012947.1 /DB_XREF=gi:12850017 /FEA=mRNA /CNT=30 /TID=Mm.132543.1 /TIER=Stack /STK=11 /UG=Mm.132543 /LL=72723 /UG_GENE=2810054
MOE430_2_1453233_s_ 14.4 21.3 M M 0.05 0.05 0.7 NC 0.3 gb:AK006582.1 /DB_XREF=gi:12839755 /FEA=mRNA /CNT=15 /TID=Mm.196315.1 /TIER=Stack /STK=11 /UG=Mm.196315 /LL=73316 /UG_GENE=1700031
MOE430_2_1453314_x_ 208.9 336.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:AK012533.1 /DB_XREF=gi:12849338 /FEA=mRNA /CNT=27 /TID=Mm.180363.2 /TIER=ConsEnd /STK=6 /UG=Mm.180363 /LL=66578 /UG_GENE=26100
MOE430_2_1453346_at 0.9 1.8 A A 0.93 0.69 0.7 NC 0.31 gb:AK005876.1 /DB_XREF=gi:12838683 /FEA=mRNA /CNT=16 /TID=Mm.178707.1 /TIER=ConsEnd /STK=5 /UG=Mm.178707 /LL=67687 /UG_GENE=17000
MOE430_2_1453391_at 1.3 1.8 A A 0.82 0.69 0.7 NC 0.22 gb:AK016255.1 /DB_XREF=gi:12854913 /FEA=mRNA /CNT=7 /TID=Mm.26027.1 /TIER=ConsEnd /STK=4 /UG=Mm.26027 /LL=75858 /UG_GENE=4930568L
MOE430_2_1453401_at 2.4 4.6 A A 0.93 0.85 0.7 NC 0.1 gb:AK015228.1 /DB_XREF=gi:12853483 /FEA=mRNA /CNT=5 /TID=Mm.164323.1 /TIER=ConsEnd /STK=4 /UG=Mm.164323 /LL=75784 /UG_GENE=493042
MOE430_2_1453452_at 10 8.8 A A 0.56 0.3 0.7 NC 0.13 gb:AW488177 /DB_XREF=gi:7058447 /DB_XREF=UI-M-BH3-ars-e-12-0-UI.s1 /CLONE=UI-M-BH3-ars-e-12-0-UI /FEA=mRNA /CNT=4 /TID=Mm.101407
MOE430_2_1453468_at 30.6 45.3 P P 0.001221 0.001953 0.7 NC 0.13 gb:AV312369 /DB_XREF=gi:15406042 /DB_XREF=AV312369 /CLONE=5830401O16 /FEA=mRNA /CNT=35 /TID=Mm.3447.2 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1453490_at 8.7 14.9 A P 0.3 0.04 0.7 NC 0.09 gb:AK013338.1 /DB_XREF=gi:12850639 /FEA=mRNA /CNT=9 /TID=Mm.133329.1 /TIER=ConsEnd /STK=2 /UG=Mm.133329 /LL=72776 /UG_GENE=281045
MOE430_2_1453511_at 2.6 5.8 A A 0.46 0.53 0.7 NC 0.46 gb:AK009193.1 /DB_XREF=gi:12843836 /FEA=mRNA /CNT=7 /TID=Mm.158766.1 /TIER=ConsEnd /STK=2 /UG=Mm.158766 /LL=71874 /UG_GENE=231000
MOE430_2_1453534_at 3.8 11 A A 0.14 0.06 0.7 NC 0.25 gb:BB825508 /DB_XREF=gi:17003751 /DB_XREF=BB825508 /CLONE=G830038E23 /FEA=mRNA /CNT=4 /TID=Mm.158310.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453547_at 1.5 2 A A 0.91 0.72 0.7 NC 0.27 gb:AK007796.1 /DB_XREF=gi:12841571 /FEA=mRNA /CNT=3 /TID=Mm.75315.1 /TIER=ConsEnd /STK=2 /UG=Mm.75315 /LL=69809 /UG_GENE=1810046K
MOE430_2_1453576_at 45.4 97.1 P P 0.000244 0.000244 0.7 I 0.000346 gb:BF661272 /DB_XREF=gi:11926406 /DB_XREF=maa74h11.x1 /CLONE=IMAGE:3822597 /FEA=mRNA /CNT=31 /TID=Mm.1558.1 /TIER=ConsEnd /STK=1 
MOE430_2_1453598_at 25 51.2 A P 0.11 0.02 0.7 NC 0.005409 gb:AW492445 /DB_XREF=gi:7062726 /DB_XREF=UI-M-BH3-atu-f-07-0-UI.s1 /CLONE=UI-M-BH3-atu-f-07-0-UI /FEA=mRNA /CNT=9 /TID=Mm.133142.
MOE430_2_1453696_at 3.8 4.1 A A 0.78 0.72 0.7 NC 0.05 gb:AV254149 /DB_XREF=gi:6241608 /DB_XREF=AV254149 /CLONE=4921508A21 /FEA=mRNA /CNT=3 /TID=Mm.55456.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453706_at 6 10.9 A P 0.49 0.03 0.7 NC 0.13 gb:AV152654 /DB_XREF=gi:5357860 /DB_XREF=AV152654 /CLONE=2900042A17 /FEA=mRNA /CNT=3 /TID=Mm.158906.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453745_at 23.4 44.2 A A 0.09 0.11 0.7 NC 0.005409 gb:AK012332.1 /DB_XREF=gi:12849004 /FEA=mRNA /CNT=16 /TID=Mm.100791.1 /TIER=ConsEnd /STK=0 /UG=Mm.100791 /LL=67194 /UG_GENE=27000
MOE430_2_1453764_at 18.2 15.8 P A 0.04 0.06 0.7 NC 0.63 gb:BG087883 /DB_XREF=gi:12570447 /DB_XREF=H3146A09-5 /CLONE=H3146A09 /FEA=mRNA /CNT=13 /TID=Mm.101538.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453777_a_ 6.5 11.4 A A 0.06 0.21 0.7 NC 0.5 gb:AK014990.1 /DB_XREF=gi:12853147 /FEA=mRNA /CNT=9 /TID=Mm.132056.2 /TIER=ConsEnd /STK=0 /UG=Mm.132056 /LL=83398 /UG_GENE=Ndst3 /
MOE430_2_1453810_at 5.8 13.9 A A 0.56 0.14 0.7 NC 0.09 gb:BB590516 /DB_XREF=gi:16449946 /DB_XREF=BB590516 /CLONE=A530001M19 /FEA=mRNA /CNT=6 /TID=Mm.190602.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453902_at 1.6 1.9 A A 0.82 0.82 0.7 NC 0.33 gb:AI661934 /DB_XREF=gi:4765517 /DB_XREF=mz62g06.x1 /CLONE=IMAGE:718042 /FEA=mRNA /CNT=4 /TID=Mm.220921.3 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453945_at 4.3 10.3 A A 0.08 0.19 0.7 NC 0.04 gb:AK009168.1 /DB_XREF=gi:12843796 /FEA=mRNA /CNT=2 /TID=Mm.158327.1 /TIER=ConsEnd /STK=1 /UG=Mm.158327 /LL=70090 /UG_GENE=231000
MOE430_2_1453990_at 0.8 0.8 A A 0.69 0.5 0.7 NC 0.27 gb:AK016119.1 /DB_XREF=gi:12854734 /FEA=mRNA /CNT=2 /TID=Mm.108492.1 /TIER=ConsEnd /STK=0 /UG=Mm.108492 /LL=75280 /UG_GENE=493055
MOE430_2_1454024_at 0.5 0.8 A A 0.98 0.94 0.7 NC 0.03 gb:AK015292.1 /DB_XREF=gi:12853572 /FEA=mRNA /CNT=1 /TID=Mm.160065.2 /TIER=ConsEnd /STK=0 /UG=Mm.160065 /LL=78257 /UG_GENE=492152
MOE430_2_1454049_at 2.1 3.1 A A 0.6 0.69 0.7 NC 0.5 gb:AK016931.1 /DB_XREF=gi:12855926 /FEA=mRNA /CNT=1 /TID=Mm.159209.1 /TIER=ConsEnd /STK=0 /UG=Mm.159209 /LL=74460 /UG_GENE=493342
MOE430_2_1454108_at 4.7 7.3 A M 0.11 0.05 0.7 NC 0.11 gb:AK015891.1 /DB_XREF=gi:12854408 /FEA=mRNA /CNT=1 /TID=Mm.159306.1 /TIER=ConsEnd /STK=0 /UG=Mm.159306 /LL=74700 /UG_GENE=493052
MOE430_2_1454177_at 2.1 3.5 A A 0.69 0.63 0.7 NC 0.5 gb:AK016405.1 /DB_XREF=gi:12855116 /FEA=mRNA /CNT=1 /TID=Mm.159515.1 /TIER=ConsEnd /STK=0 /UG=Mm.159515 /LL=75377 /UG_GENE=493059
MOE430_2_1454213_at 38 47.5 P P 0.00415 0.001221 0.7 NC 0.01 gb:AK019512.1 /DB_XREF=gi:12859766 /FEA=mRNA /CNT=1 /TID=Mm.196521.4 /TIER=ConsEnd /STK=0 /UG=Mm.196521 /LL=78795 /UG_GENE=493043
MOE430_2_1454342_at 1.7 2.6 A A 0.49 0.66 0.7 NC 0.17 gb:AK021053.1 /DB_XREF=gi:12861825 /FEA=mRNA /CNT=2 /TID=Mm.159896.1 /TIER=ConsEnd /STK=0 /UG=Mm.159896 /LL=77319 /UG_GENE=C03000
MOE430_2_1454404_at 1.4 2.3 A A 0.78 0.66 0.7 NC 0.16 gb:AK011375.1 /DB_XREF=gi:12847457 /FEA=mRNA /CNT=1 /TID=Mm.158829.1 /TIER=ConsEnd /STK=0 /UG=Mm.158829 /LL=72460 /UG_GENE=261001
MOE430_2_1454406_at 1.5 6.3 A A 0.78 0.39 0.7 NC 0.3 gb:AK015453.1 /DB_XREF=gi:12853803 /FEA=mRNA /CNT=1 /TID=Mm.159279.1 /TIER=ConsEnd /STK=0 /UG=Mm.159279 /LL=74652 /UG_GENE=493045
MOE430_2_1454472_at 0.1 0.3 A A 0.94 0.56 0.7 NC 0.01 gb:AK013843.1 /DB_XREF=gi:12851360 /FEA=mRNA /CNT=1 /TID=Mm.158946.1 /TIER=ConsEnd /STK=0 /UG=Mm.158946 /LL=73107 /UG_GENE=290009
MOE430_2_1454580_at 0.8 0.6 A A 0.87 0.56 0.7 NC 0.13 gb:AK015547.1 /DB_XREF=gi:12853934 /FEA=mRNA /CNT=1 /TID=Mm.159387.1 /TIER=ConsEnd /STK=0 /UG=Mm.159387 /LL=74985 /UG_GENE=493047
MOE430_2_1454601_at 9.8 16.6 A A 0.21 0.11 0.7 I 0.000865 gb:AK020225.1 /DB_XREF=gi:12860740 /FEA=mRNA /CNT=1 /TID=Mm.159930.1 /TIER=ConsEnd /STK=0 /UG=Mm.159930 /LL=77506 /UG_GENE=803049
MOE430_2_1454631_at 68.1 111.5 P P 0.000244 0.000244 0.7 I 0.000273 gb:BI689897 /DB_XREF=gi:15652526 /DB_XREF=603310730F1 /CLONE=IMAGE:5346582 /FEA=EST /CNT=183 /TID=Mm.31879.1 /TIER=Stack /STK=17 /U
MOE430_2_1454633_at 34.8 41.7 P P 0.005859 0.000244 0.7 NC 0.01 gb:BG066916 /DB_XREF=gi:12549485 /DB_XREF=H3048E04-3 /CLONE=H3048E04 /FEA=EST /CNT=250 /TID=Mm.30163.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1454647_at 296.4 446.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:BQ031255 /DB_XREF=gi:19766534 /DB_XREF=UI-1-CF0-amc-h-10-0-UI.s1 /CLONE=UI-1-CF0-amc-h-10-0-UI /FEA=EST /CNT=160 /TID=Mm.41274
MOE430_2_1454648_s_ 229.3 376.8 P P 0.000244 0.000244 0.7 I 0.000023 gb:AV025581 /DB_XREF=gi:16356444 /DB_XREF=AV025581 /CLONE=1200014H04 /FEA=EST /CNT=125 /TID=Mm.24033.1 /TIER=Stack /STK=98 /UG=M
MOE430_2_1454649_at 23.2 31.2 A P 0.14 0.02 0.7 I 0.000389 gb:AV003635 /DB_XREF=gi:16356035 /DB_XREF=AV003635 /CLONE=0610031P22 /FEA=EST /CNT=102 /TID=Mm.22941.2 /TIER=Stack /STK=96 /UG=M
MOE430_2_1454686_at 125.3 161.2 P P 0.000244 0.000244 0.7 I 0.000438 gb:BM248225 /DB_XREF=gi:17883495 /DB_XREF=K0813E12-3 /CLONE=K0813E12 /FEA=EST /CNT=150 /TID=Mm.22226.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1454762_at 10.6 14.1 A A 0.27 0.06 0.7 NC 0.008511 gb:BM932447 /DB_XREF=gi:19391599 /DB_XREF=UI-M-BH2.1-apb-f-11-0-UI.r1 /CLONE=UI-M-BH2.1-apb-f-11-0-UI /FEA=EST /CNT=53 /TID=Mm.3875
MOE430_2_1454766_at 114.4 193.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:BG075041 /DB_XREF=gi:12557610 /DB_XREF=H3142E11-3 /CLONE=H3142E11 /FEA=EST /CNT=60 /TID=Mm.46552.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1454790_at 308 471.8 P P 0.00415 0.001221 0.7 I 0.000147 gb:BG072960 /DB_XREF=gi:12555529 /DB_XREF=H3117A02-3 /CLONE=H3117A02 /FEA=EST /CNT=71 /TID=Mm.87389.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1454839_a_ 61.4 90.9 P P 0.005859 0.008057 0.7 NC 0.17 gb:AV285979 /DB_XREF=gi:15405786 /DB_XREF=AV285979 /CLONE=5031416E18 /FEA=EST /CNT=49 /TID=Mm.265.3 /TIER=Stack /STK=42 /UG=Mm.26
MOE430_2_1454862_at 630.5 945.4 P P 0.000244 0.000244 0.7 I 0.00002 gb:AV253284 /DB_XREF=gi:16387896 /DB_XREF=AV253284 /CLONE=4833446K14 /FEA=EST /CNT=72 /TID=Mm.158.1 /TIER=Stack /STK=40 /UG=Mm.15
MOE430_2_1454937_at 76.1 122.4 P P 0.000244 0.000244 0.7 I 0.000189 gb:BB329261 /DB_XREF=gi:16403916 /DB_XREF=BB329261 /CLONE=B630005N14 /FEA=EST /CNT=100 /TID=Mm.33849.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1454968_at 116.2 162.2 P P 0.000244 0.000244 0.7 NC 0.004073 gb:AV011961 /DB_XREF=gi:16356167 /DB_XREF=AV011961 /CLONE=1110034A24 /FEA=EST /CNT=34 /TID=Mm.36686.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1455035_s_ 473.5 772.7 P P 0.000244 0.000244 0.7 I 0.00002 gb:BM249243 /DB_XREF=gi:17884513 /DB_XREF=K0830D10-3 /CLONE=K0830D10 /FEA=EST /CNT=30 /TID=Mm.29363.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455053_a_ 11.7 17.7 P A 0.02 0.08 0.7 NC 0.1 gb:BM228454 /DB_XREF=gi:17791102 /DB_XREF=K0261E08-3 /CLONE=K0261E08 /FEA=EST /CNT=72 /TID=Mm.30127.3 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455073_at 45.5 73.5 P P 0.000244 0.000732 0.7 I 0.000966 gb:BB178837 /DB_XREF=gi:15409371 /DB_XREF=BB178837 /CLONE=A230076D07 /FEA=EST /CNT=35 /TID=Mm.203878.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1455128_x_ 102.4 152.5 P P 0.000732 0.000244 0.7 I 0.000027 gb:BG342407 /DB_XREF=gi:13148845 /DB_XREF=602374135F1 /CLONE=IMAGE:4481649 /FEA=EST /CNT=63 /TID=Mm.220983.2 /TIER=Stack /STK=23 /
MOE430_2_1455181_at 28.9 49.2 P P 0.000244 0.000244 0.7 I 0.001651 gb:BM228516 /DB_XREF=gi:17791179 /DB_XREF=K0262E10-3 /CLONE=K0262E10 /FEA=EST /CNT=59 /TID=Mm.35647.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455214_at 36.2 61.8 P P 0.000244 0.000244 0.7 I 0.000966 gb:BB763517 /DB_XREF=gi:16208168 /DB_XREF=BB763517 /CLONE=G370027N13 /FEA=EST /CNT=30 /TID=Mm.100641.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1455224_at 263.6 430.4 P P 0.000732 0.000244 0.7 I 0.00002 gb:AI593746 /DB_XREF=gi:4602794 /DB_XREF=vt64g12.x1 /CLONE=IMAGE:1167910 /FEA=EST /CNT=23 /TID=Mm.141159.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1455231_s_ 32.4 43 P P 0.04 0.04 0.7 NC 0.29 gb:BM114349 /DB_XREF=gi:17077367 /DB_XREF=L0803D07-3 /CLONE=L0803D07 /FEA=EST /CNT=25 /TID=Mm.4692.1 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1455232_at 4.3 7.5 A A 0.39 0.17 0.7 NC 0.29 gb:BB745660 /DB_XREF=gi:16148599 /DB_XREF=BB745660 /CLONE=F530009J21 /FEA=EST /CNT=23 /TID=Mm.24454.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1455271_at 4.5 15.4 A A 0.46 0.3 0.7 NC 0.19 gb:BB560177 /DB_XREF=gi:16449077 /DB_XREF=BB560177 /CLONE=E530011N06 /FEA=EST /CNT=30 /TID=Mm.27799.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455278_at 10.6 14.8 P P 0.001953 0.000244 0.7 NC 0.24 gb:BQ177185 /DB_XREF=gi:20352677 /DB_XREF=UI-M-DJ2-bwa-j-08-0-UI.s1 /CLONE=UI-M-DJ2-bwa-j-08-0-UI /FEA=EST /CNT=21 /TID=Mm.91874.1
MOE430_2_1455356_at 89.4 130 P P 0.008057 0.001221 0.7 I 0.000966 gb:BG064669 /DB_XREF=gi:12547232 /DB_XREF=H3022E06-3 /CLONE=H3022E06 /FEA=EST /CNT=73 /TID=Mm.36834.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455523_at 22.3 30.9 P P 0.001953 0.000244 0.7 I 0.001486 gb:BG074683 /DB_XREF=gi:12557252 /DB_XREF=H3138A08-3 /CLONE=H3138A08 /FEA=EST /CNT=14 /TID=Mm.38401.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455566_s_ 28.5 61.1 P P 0.001953 0.000732 0.7 I 0.000147 gb:AV337975 /DB_XREF=gi:16396603 /DB_XREF=AV337975 /CLONE=6430407B13 /FEA=EST /CNT=13 /TID=Mm.220265.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1455637_x_ 23.4 60.2 P P 0.01 0.001953 0.7 NC 0.003355 gb:BB465277 /DB_XREF=gi:16427068 /DB_XREF=BB465277 /CLONE=D130098D03 /FEA=EST /CNT=10 /TID=Mm.148033.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455643_s_ 309.5 508.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:BF228294 /DB_XREF=gi:11136389 /DB_XREF=uz42d07.x1 /CLONE=IMAGE:3671725 /FEA=EST /CNT=10 /TID=Mm.220843.2 /TIER=Stack /STK=10 /UG
MOE430_2_1455666_at 13.8 25.5 P P 0.00293 0.00415 0.7 NC 0.01 gb:BB034008 /DB_XREF=gi:16258258 /DB_XREF=BB034008 /CLONE=5830488D03 /FEA=EST /CNT=14 /TID=Mm.26628.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455667_at 30.4 46.2 P P 0.000244 0.000244 0.7 NC 0.07 gb:AV362891 /DB_XREF=gi:16397563 /DB_XREF=AV362891 /CLONE=8030405C03 /FEA=EST /CNT=25 /TID=Mm.138654.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455680_at 37.4 68.8 P P 0.001221 0.001221 0.7 I 0.000027 gb:BB438526 /DB_XREF=gi:16424523 /DB_XREF=BB438526 /CLONE=D030012B17 /FEA=EST /CNT=21 /TID=Mm.31914.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455681_at 71.7 129.9 A A 0.17 0.06 0.7 I 0.000774 gb:BQ176698 /DB_XREF=gi:20352190 /DB_XREF=UI-M-DJ2-bvz-m-22-0-UI.s1 /CLONE=UI-M-DJ2-bvz-m-22-0-UI /FEA=EST /CNT=17 /TID=Mm.42710
MOE430_2_1455737_at 83.3 154.7 P P 0.001221 0.000244 0.7 I 0.000023 gb:AU040848 /DB_XREF=gi:3954672 /DB_XREF=AU040848 /CLONE=J0819C09 /FEA=EST /CNT=20 /TID=Mm.70065.1 /TIER=Stack /STK=8 /UG=Mm.700
MOE430_2_1455786_at 21.2 31.5 P P 0.01 0.01 0.7 NC 0.41 gb:BB476620 /DB_XREF=gi:16440189 /DB_XREF=BB476620 /CLONE=D330020F13 /FEA=EST /CNT=8 /TID=Mm.42298.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1455825_s_ 58.1 105.7 P P 0.000244 0.000244 0.7 I 0.000241 gb:BB131619 /DB_XREF=gi:8786009 /DB_XREF=BB131619 /CLONE=9630054F19 /FEA=EST /CNT=46 /TID=Mm.24084.4 /TIER=Stack /STK=43 /UG=Mm.2
MOE430_2_1455883_a_ 0.6 1.1 A A 0.95 0.93 0.7 NC 0.17 gb:BB269910 /DB_XREF=gi:8966381 /DB_XREF=BB269910 /CLONE=A830044M16 /FEA=EST /CNT=30 /TID=Mm.24190.2 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455959_s_ 333.9 502.2 P P 0.000244 0.000244 0.7 I 0.00002 gb:AW825835 /DB_XREF=gi:7918912 /DB_XREF=us17a10.x1 /CLONE=IMAGE:3167322 /FEA=EST /CNT=41 /TID=Mm.196494.1 /TIER=Stack /STK=22 /UG
MOE430_2_1455976_x_ 1824.5 2981.5 P P 0.01 0.01 0.7 I 0.000068 gb:AV019984 /DB_XREF=gi:4796976 /DB_XREF=AV019984 /CLONE=1190012K22 /FEA=EST /CNT=22 /TID=Mm.2785.3 /TIER=Stack /STK=22 /UG=Mm.27
MOE430_2_1456010_x_ 0.9 1.6 A A 0.75 0.43 0.7 NC 0.23 gb:BB561515 /DB_XREF=gi:9647881 /DB_XREF=BB561515 /CLONE=E530216E10 /FEA=EST /CNT=20 /TID=Mm.137268.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456055_x_ 166.6 323 P P 0.000244 0.000244 0.7 I 0.000078 gb:BB385244 /DB_XREF=gi:9107951 /DB_XREF=BB385244 /CLONE=C230038F12 /FEA=EST /CNT=18 /TID=Mm.16549.3 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1456062_at 8.1 9.6 A A 0.3 0.39 0.7 NC 0.49 gb:BM122009 /DB_XREF=gi:17105777 /DB_XREF=L0504D06-3 /CLONE=L0504D06 /FEA=EST /CNT=39 /TID=Mm.19961.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456139_at 19.1 37.1 P P 0.03 0.005859 0.7 NC 0.02 gb:BM124989 /DB_XREF=gi:17108757 /DB_XREF=L0548C08-3 /CLONE=L0548C08 /FEA=EST /CNT=15 /TID=Mm.138484.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456141_x_ 4.1 5.6 A A 0.08 0.09 0.7 NC 0.01 gb:BB751098 /DB_XREF=gi:16155334 /DB_XREF=BB751098 /CLONE=G130203P08 /FEA=EST /CNT=15 /TID=Mm.132497.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456161_at 51 79.6 P P 0.00293 0.005859 0.7 NC 0.003355 gb:BE198048 /DB_XREF=gi:8710217 /DB_XREF=ug78e09.x1 /CLONE=IMAGE:1548520 /FEA=EST /CNT=16 /TID=Mm.30983.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1456166_at 8.1 8 A A 0.53 0.53 0.7 NC 0.42 gb:BB358215 /DB_XREF=gi:16405804 /DB_XREF=BB358215 /CLONE=C030027D11 /FEA=EST /CNT=15 /TID=Mm.138215.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456179_at 8.6 11.7 A A 0.06 0.08 0.7 NC 0.01 gb:BM228311 /DB_XREF=gi:17790902 /DB_XREF=K0258H10-3 /CLONE=K0258H10 /FEA=EST /CNT=15 /TID=Mm.43477.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456201_at 57.7 93.7 P P 0.01 0.001953 0.7 I 0.00002 gb:BB464034 /DB_XREF=gi:16426962 /DB_XREF=BB464034 /CLONE=D130084N24 /FEA=EST /CNT=17 /TID=Mm.45354.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456260_at 22.4 41.5 P P 0.01 0.02 0.7 NC 0.01 gb:AV251099 /DB_XREF=gi:16387593 /DB_XREF=AV251099 /CLONE=4833429G05 /FEA=EST /CNT=24 /TID=Mm.132048.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456328_at 7.4 7.4 A A 0.12 0.09 0.7 NC 0.11 gb:AI451642 /DB_XREF=gi:4305427 /DB_XREF=mu55c08.x1 /CLONE=IMAGE:643310 /FEA=EST /CNT=30 /TID=Mm.30832.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456399_at 45.3 75.9 P P 0.000244 0.000244 0.7 I 0.00003 gb:AV372940 /DB_XREF=gi:16397896 /DB_XREF=AV372940 /CLONE=9030618A07 /FEA=EST /CNT=35 /TID=Mm.24044.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456472_at 5.7 14.9 A A 0.5 0.14 0.7 NC 0.16 gb:AV256009 /DB_XREF=gi:16388263 /DB_XREF=AV256009 /CLONE=4921524J11 /FEA=EST /CNT=12 /TID=Mm.79192.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456483_at 162.1 212 P P 0.001953 0.000732 0.7 I 0.00002 gb:BB008902 /DB_XREF=gi:16257115 /DB_XREF=BB008902 /CLONE=4732485J19 /FEA=EST /CNT=28 /TID=Mm.106970.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456500_at 259.9 408.6 P P 0.000244 0.000244 0.7 I 0.00002 gb:AV232784 /DB_XREF=gi:15405029 /DB_XREF=AV232784 /CLONE=4632417K02 /FEA=EST /CNT=14 /TID=Mm.133712.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456511_x_ 0.7 2.8 A A 0.63 0.5 0.7 NC 0.16 gb:AV212609 /DB_XREF=gi:6152433 /DB_XREF=AV212609 /CLONE=2410115K01 /FEA=EST /CNT=12 /TID=Mm.4881.2 /TIER=Stack /STK=9 /UG=Mm.488
MOE430_2_1456532_at 54.7 97.4 P P 0.000244 0.000244 0.7 I 0.000273 gb:BB428671 /DB_XREF=gi:16423932 /DB_XREF=BB428671 /CLONE=C630020I23 /FEA=EST /CNT=13 /TID=Mm.32922.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1456617_a_ 388.5 611.8 P P 0.000244 0.000244 0.7 I 0.00002 gb:BM210677 /DB_XREF=gi:17767612 /DB_XREF=C0668E12-3 /CLONE=C0668E12 /FEA=EST /CNT=17 /TID=Mm.29859.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456626_a_ 149.9 280.5 P P 0.000244 0.000244 0.7 I 0.00002 gb:AV066677 /DB_XREF=gi:5186505 /DB_XREF=AV066677 /CLONE=2010110K09 /FEA=EST /CNT=17 /TID=Mm.10278.2 /TIER=Stack /STK=8 /UG=Mm.10
MOE430_2_1456776_at 8.9 19 A A 0.24 0.09 0.7 NC 0.5 gb:AW492300 /DB_XREF=gi:7062581 /DB_XREF=UI-M-BH3-atl-h-01-0-UI.s1 /CLONE=UI-M-BH3-atl-h-01-0-UI /FEA=EST /CNT=10 /TID=Mm.101267.1 
MOE430_2_1456787_at 29.9 56.6 P P 0.00293 0.001953 0.7 I 0.000307 gb:BM220188 /DB_XREF=gi:17780210 /DB_XREF=C0936F08-3 /CLONE=C0936F08 /FEA=EST /CNT=9 /TID=Mm.169436.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456812_at 0.4 0.8 A A 0.75 0.9 0.7 NC 0.06 gb:AW456685 /DB_XREF=gi:7026902 /DB_XREF=UI-M-BH3-aqv-a-11-0-UI.s1 /CLONE=UI-M-BH3-aqv-a-11-0-UI /FEA=EST /CNT=8 /TID=Mm.40168.1 /
MOE430_2_1456848_at 12.1 27.2 P P 0.02 0.000244 0.7 I 0.000241 gb:BM198889 /DB_XREF=gi:17751534 /DB_XREF=C0409G07-3 /CLONE=C0409G07 /FEA=EST /CNT=7 /TID=Mm.17751.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456873_at 0.4 1.5 A A 0.97 0.66 0.7 NC 0.35 gb:BB236747 /DB_XREF=gi:8916283 /DB_XREF=BB236747 /CLONE=A630060P09 /FEA=EST /CNT=18 /TID=Mm.37666.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456892_at 17 26.5 M P 0.05 0.03 0.7 NC 0.35 gb:BB442855 /DB_XREF=gi:16424839 /DB_XREF=BB442855 /CLONE=D030036P13 /FEA=EST /CNT=11 /TID=Mm.103398.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1456961_at 18.4 14.9 P P 0.000244 0.04 0.7 NC 0.06 gb:AV033253 /DB_XREF=gi:16356595 /DB_XREF=AV033253 /CLONE=1500039P13 /FEA=EST /CNT=7 /TID=Mm.188647.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456983_at 51.5 90 P P 0.01 0.00415 0.7 NC 0.004925 gb:BB360644 /DB_XREF=gi:16405871 /DB_XREF=BB360644 /CLONE=C030048M04 /FEA=EST /CNT=6 /TID=Mm.132168.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456999_at 19 27.7 P P 0.04 0.01 0.7 NC 0.06 gb:BB269619 /DB_XREF=gi:16400563 /DB_XREF=BB269619 /CLONE=A830041P05 /FEA=EST /CNT=6 /TID=Mm.153162.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457108_at 9.2 12.7 A A 0.24 0.3 0.7 NC 0.06 gb:BM240069 /DB_XREF=gi:17875339 /DB_XREF=K0545G08-3 /CLONE=K0545G08 /FEA=EST /CNT=6 /TID=Mm.102651.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457138_x_ 17.6 15.6 P P 0.02 0.04 0.7 NC 0.31 gb:BB124626 /DB_XREF=gi:8777194 /DB_XREF=BB124626 /CLONE=9530098J09 /FEA=EST /CNT=6 /TID=Mm.218260.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457186_at 0.5 0.7 A A 0.95 0.72 0.7 NC 0.04 gb:BB078701 /DB_XREF=gi:16260485 /DB_XREF=BB078701 /CLONE=9330154M04 /FEA=EST /CNT=5 /TID=Mm.131416.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457207_at 5.8 5.8 A A 0.46 0.33 0.7 NC 0.11 gb:BB204297 /DB_XREF=gi:16351813 /DB_XREF=BB204297 /CLONE=A430057E13 /FEA=EST /CNT=5 /TID=Mm.210021.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457228_x_ 37.2 62.2 A P 0.24 0.04 0.7 NC 0.004925 gb:AV251087 /DB_XREF=gi:16387590 /DB_XREF=AV251087 /CLONE=4833429F02 /FEA=EST /CNT=5 /TID=Mm.83939.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457270_at 43.1 59 A A 0.14 0.06 0.7 I 0.001651 gb:AI506234 /DB_XREF=gi:4404074 /DB_XREF=vp38e01.x1 /CLONE=IMAGE:1078968 /FEA=EST /CNT=22 /TID=Mm.152121.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1457306_at 47.5 83.1 P P 0.001221 0.000732 0.7 I 0.001486 gb:C86690 /DB_XREF=gi:2918647 /DB_XREF=C86690 /CLONE=J0231C11 /FEA=EST /CNT=8 /TID=Mm.90076.1 /TIER=ConsEnd /STK=4 /UG=Mm.90076 /
MOE430_2_1457346_at 8.8 10.3 A A 0.53 0.35 0.7 NC 0.5 gb:BE649821 /DB_XREF=gi:9975645 /DB_XREF=UI-M-BH2.3-aqg-a-03-0-UI.r1 /CLONE=UI-M-BH2.3-aqg-a-03-0-UI /FEA=EST /CNT=6 /TID=Mm.65379
MOE430_2_1457392_at 17.8 24 P P 0.03 0.000732 0.7 NC 0.004481 gb:BB055966 /DB_XREF=gi:15404179 /DB_XREF=BB055966 /CLONE=6720485M11 /FEA=EST /CNT=5 /TID=Mm.204690.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457407_at 1 1.6 A A 0.94 0.72 0.7 NC 0.1 gb:BB766081 /DB_XREF=gi:16193824 /DB_XREF=BB766081 /CLONE=G370060L20 /FEA=EST /CNT=5 /TID=Mm.183739.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457425_at 17.9 34.8 A M 0.24 0.05 0.7 NC 0.73 gb:BE957378 /DB_XREF=gi:10602867 /DB_XREF=UI-M-BG2-bcf-e-10-0-UI.s1 /CLONE=UI-M-BG2-bcf-e-10-0-UI /FEA=EST /CNT=5 /TID=Mm.151046.1
MOE430_2_1457437_at 2.2 3.8 A A 0.87 0.9 0.7 NC 0.55 gb:BB430955 /DB_XREF=gi:16424125 /DB_XREF=BB430955 /CLONE=C630035N08 /FEA=EST /CNT=8 /TID=Mm.188968.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457448_at 1 2.9 A A 0.88 0.56 0.7 NC 0.22 gb:BB440087 /DB_XREF=gi:9282699 /DB_XREF=BB440087 /CLONE=D030020D20 /FEA=EST /CNT=6 /TID=Mm.163915.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457464_at 26.6 35.1 P P 0.000732 0.000244 0.7 NC 0.05 gb:BG070926 /DB_XREF=gi:12553418 /DB_XREF=H3091G10-3 /CLONE=H3091G10 /FEA=EST /CNT=5 /TID=Mm.168965.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457488_at 5.5 11.5 A A 0.24 0.14 0.7 NC 0.21 gb:BB667330 /DB_XREF=gi:16398779 /DB_XREF=BB667330 /CLONE=C730002H08 /FEA=EST /CNT=4 /TID=Mm.212317.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457526_at 2.5 6 A A 0.3 0.27 0.7 NC 0.5 gb:BB079631 /DB_XREF=gi:16260535 /DB_XREF=BB079631 /CLONE=9330158P05 /FEA=EST /CNT=4 /TID=Mm.214554.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457591_at 2.1 3.4 A A 0.63 0.66 0.7 NC 0.37 gb:BM237609 /DB_XREF=gi:17872879 /DB_XREF=K0504B12-3 /CLONE=K0504B12 /FEA=EST /CNT=4 /TID=Mm.217673.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457593_at 17.5 25.2 P P 0.02 0.01 0.7 NC 0.41 gb:BM221021 /DB_XREF=gi:17781276 /DB_XREF=C0948F11-3 /CLONE=C0948F11 /FEA=EST /CNT=4 /TID=Mm.117160.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457594_at 22.1 41.8 P P 0.000244 0.000244 0.7 NC 0.04 gb:BG063310 /DB_XREF=gi:12545873 /DB_XREF=H3005F05-3 /CLONE=H3005F05 /FEA=EST /CNT=4 /TID=Mm.3735.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457613_at 4.5 7.3 A A 0.21 0.17 0.7 NC 0.21 gb:BI788635 /DB_XREF=gi:15816360 /DB_XREF=ie41g08.x1 /FEA=EST /CNT=4 /TID=Mm.132545.1 /TIER=ConsEnd /STK=4 /UG=Mm.132545 /UG_TITLE=E
MOE430_2_1457664_x_ 1 3.3 A A 0.53 0.56 0.7 NC 0.37 gb:AV227574 /DB_XREF=gi:6179241 /DB_XREF=AV227574 /CLONE=4432406G08 /FEA=EST /CNT=4 /TID=Mm.56884.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457696_at 20.8 36.2 A A 0.43 0.21 0.7 NC 0.24 gb:AI835553 /DB_XREF=gi:5469766 /DB_XREF=UI-M-AI0-aam-h-04-0-UI.s1 /CLONE=UI-M-AI0-aam-h-04-0-UI /FEA=EST /CNT=12 /TID=Mm.41416.1 /
MOE430_2_1457702_at 0.2 0.9 A A 0.87 0.63 0.7 NC 0.13 gb:BB284435 /DB_XREF=gi:8984884 /DB_XREF=BB284435 /CLONE=A930105N10 /FEA=EST /CNT=8 /TID=Mm.153539.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457708_at 8.3 21.5 P P 0.04 0.001953 0.7 NC 0.002753 gb:BB753827 /DB_XREF=gi:16184222 /DB_XREF=BB753827 /CLONE=G270036M20 /FEA=EST /CNT=9 /TID=Mm.174411.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457711_at 25 28.9 A P 0.09 0.02 0.7 NC 0.23 gb:BB211023 /DB_XREF=gi:16352614 /DB_XREF=BB211023 /CLONE=A430102I21 /FEA=EST /CNT=8 /TID=Mm.164384.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457718_at 16.3 23.7 A P 0.21 0.03 0.7 NC 0.04 gb:BB440691 /DB_XREF=gi:16424673 /DB_XREF=BB440691 /CLONE=D030022P06 /FEA=EST /CNT=14 /TID=Mm.144944.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457728_at 28.4 41.9 P P 0.001953 0.001221 0.7 NC 0.41 gb:BB763642 /DB_XREF=gi:16196386 /DB_XREF=BB763642 /CLONE=G370028O16 /FEA=EST /CNT=7 /TID=Mm.149119.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457757_at 1.3 1.5 A A 0.94 0.75 0.7 NC 0.007788 gb:AW495695 /DB_XREF=gi:7065976 /DB_XREF=UI-M-BH3-avd-d-03-0-UI.s1 /CLONE=UI-M-BH3-avd-d-03-0-UI /FEA=EST /CNT=6 /TID=Mm.102061.1
MOE430_2_1457781_at 25.6 54.9 P P 0.001221 0.001221 0.7 I 0.000618 gb:BG063584 /DB_XREF=gi:12546147 /DB_XREF=H3009A10-3 /CLONE=H3009A10 /FEA=EST /CNT=5 /TID=Mm.167218.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457805_at 0.9 1.5 A A 0.98 0.71 0.7 NC 0.04 gb:BM205530 /DB_XREF=gi:17760717 /DB_XREF=C0285A03-3 /CLONE=C0285A03 /FEA=EST /CNT=5 /TID=Mm.31959.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457871_at 37.7 53 P P 0.000244 0.001221 0.7 NC 0.06 gb:BB765132 /DB_XREF=gi:16193293 /DB_XREF=BB765132 /CLONE=G370044L21 /FEA=EST /CNT=4 /TID=Mm.82400.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457983_s_ 492.3 807.2 P P 0.000244 0.000244 0.7 I 0.00004 gb:AV310898 /DB_XREF=gi:6363933 /DB_XREF=AV310898 /CLONE=5730593A16 /FEA=EST /CNT=4 /TID=Mm.90364.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457988_at 18.9 41.7 P P 0.01 0.001221 0.7 NC 0.04 gb:BB257743 /DB_XREF=gi:16399718 /DB_XREF=BB257743 /CLONE=A730081F18 /FEA=EST /CNT=6 /TID=Mm.37435.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458134_at 18.2 22.7 A P 0.12 0.01 0.7 NC 0.03 gb:BB265744 /DB_XREF=gi:16400307 /DB_XREF=BB265744 /CLONE=A830021P09 /FEA=EST /CNT=3 /TID=Mm.212355.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458205_at 6.9 15 A A 0.27 0.21 0.7 NC 0.48 gb:AV352768 /DB_XREF=gi:16397267 /DB_XREF=AV352768 /CLONE=7030414N10 /FEA=EST /CNT=3 /TID=Mm.218537.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458388_at 2.6 9.7 A A 0.5 0.19 0.7 NC 0.09 gb:BB667184 /DB_XREF=gi:16398633 /DB_XREF=BB667184 /CLONE=4922504L10 /FEA=EST /CNT=8 /TID=Mm.61136.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458409_at 0.9 4.8 A A 0.96 0.69 0.7 NC 0.13 gb:AI790191 /DB_XREF=gi:5337907 /DB_XREF=uk57a05.x1 /CLONE=IMAGE:1973072 /FEA=EST /CNT=7 /TID=Mm.44060.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458468_at 0.9 0.9 A A 0.87 0.8 0.7 NC 0.01 gb:BE650854 /DB_XREF=gi:9976678 /DB_XREF=UI-M-BH3-asy-f-05-0-UI.r1 /CLONE=UI-M-BH3-asy-f-05-0-UI /FEA=EST /CNT=5 /TID=Mm.101458.1 /



MOE430_2_1458482_at 7.4 16.4 A P 0.33 0.01 0.7 NC 0.05 gb:BB480482 /DB_XREF=gi:16440692 /DB_XREF=BB480482 /CLONE=D330046N16 /FEA=EST /CNT=5 /TID=Mm.210428.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458501_at 57.1 100.7 P P 0.03 0.000732 0.7 I 0.000114 gb:BB371361 /DB_XREF=gi:16406963 /DB_XREF=BB371361 /CLONE=C130058I15 /FEA=EST /CNT=7 /TID=Mm.200227.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458509_at 8.9 15.8 A A 0.39 0.11 0.7 NC 0.21 gb:BF466475 /DB_XREF=gi:11535658 /DB_XREF=UI-M-CG0p-bqy-h-12-0-UI.s1 /CLONE=UI-M-CG0p-bqy-h-12-0-UI /FEA=EST /CNT=6 /TID=Mm.19242
MOE430_2_1458595_at 9.5 15.1 A A 0.06 0.06 0.7 NC 0.5 gb:AW907704 /DB_XREF=gi:8072932 /DB_XREF=ur97b06.x1 /CLONE=IMAGE:3158195 /FEA=EST /CNT=4 /TID=Mm.105309.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458628_at 11.2 23.6 P P 0.005859 0.04 0.7 NC 0.5 gb:AI604383 /DB_XREF=gi:4613550 /DB_XREF=vv74b06.x1 /CLONE=IMAGE:1228115 /FEA=EST /CNT=4 /TID=Mm.37662.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458657_at 6.4 16.4 M M 0.06 0.05 0.7 NC 0.14 gb:AA822260 /DB_XREF=gi:2892128 /DB_XREF=vw08d05.r1 /CLONE=IMAGE:1243209 /FEA=EST /CNT=4 /TID=Mm.212665.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458666_at 10.6 16 A A 0.09 0.09 0.7 NC 0.01 gb:AI615881 /DB_XREF=gi:4625048 /DB_XREF=vl54d04.y1 /CLONE=IMAGE:976039 /FEA=EST /CNT=4 /TID=Mm.163101.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458928_at 0.4 1.6 A A 0.9 0.82 0.7 NC 0.5 gb:BM936732 /DB_XREF=gi:19395884 /DB_XREF=UI-M-BH3-aru-g-03-0-UI.r1 /CLONE=UI-M-BH3-aru-g-03-0-UI /FEA=EST /CNT=3 /TID=Mm.150956.1
MOE430_2_1458951_at 32 44.9 P P 0.00293 0.001221 0.7 NC 0.04 gb:AV341598 /DB_XREF=gi:15406561 /DB_XREF=AV341598 /CLONE=6430523D18 /FEA=EST /CNT=3 /TID=Mm.210086.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458974_at 9.6 16.8 A P 0.12 0.01 0.7 I 0.000492 gb:BM245368 /DB_XREF=gi:17880650 /DB_XREF=K0723H07-3 /CLONE=K0723H07 /FEA=EST /CNT=3 /TID=Mm.218392.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458976_at 16.7 26.7 A P 0.09 0.00293 0.7 NC 0.01 gb:BB636029 /DB_XREF=gi:16471982 /DB_XREF=BB636029 /CLONE=A430094C23 /FEA=EST /CNT=3 /TID=Mm.101501.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459041_at 0.5 0.4 A A 0.72 0.91 0.7 NC 0.84 gb:BE984840 /DB_XREF=gi:10657473 /DB_XREF=UI-M-CG0p-bgn-c-05-0-UI.s1 /CLONE=UI-M-CG0p-bgn-c-05-0-UI /FEA=EST /CNT=3 /TID=Mm.15154
MOE430_2_1459092_at 2.7 5.5 A A 0.36 0.69 0.7 NC 0.7 gb:BG066440 /DB_XREF=gi:12549009 /DB_XREF=H3043A07-3 /CLONE=H3043A07 /FEA=EST /CNT=3 /TID=Mm.25014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459170_at 7.3 8.9 A A 0.39 0.12 0.7 NC 0.5 gb:BG071113 /DB_XREF=gi:12553682 /DB_XREF=H3094G12-3 /CLONE=H3094G12 /FEA=EST /CNT=2 /TID=Mm.173373.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459202_at 5.5 10.1 A A 0.43 0.27 0.7 NC 0.29 gb:BB366565 /DB_XREF=gi:16406447 /DB_XREF=BB366565 /CLONE=C130034D14 /FEA=EST /CNT=2 /TID=Mm.208823.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459290_at 8 20.9 A A 0.39 0.45 0.7 NC 0.03 gb:BB356486 /DB_XREF=gi:16405750 /DB_XREF=BB356486 /CLONE=C030015D19 /FEA=EST /CNT=2 /TID=Mm.208777.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459317_at 7.1 10.4 A A 0.3 0.46 0.7 NC 0.07 gb:BB280924 /DB_XREF=gi:15411102 /DB_XREF=BB280924 /CLONE=A930028N13 /FEA=EST /CNT=2 /TID=Mm.208496.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459326_at 7.4 14.6 A A 0.24 0.12 0.7 NC 0.5 gb:BG066667 /DB_XREF=gi:12549159 /DB_XREF=H3044F11-3 /CLONE=H3044F11 /FEA=EST /CNT=2 /TID=Mm.154735.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459339_at 22.1 33.5 A A 0.27 0.06 0.7 I 0.001201 gb:BB390736 /DB_XREF=gi:16408855 /DB_XREF=BB390736 /CLONE=C230070P17 /FEA=EST /CNT=2 /TID=Mm.101686.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459360_at 28.2 31.6 P P 0.001221 0.001953 0.7 NC 0.09 gb:BB039073 /DB_XREF=gi:16258529 /DB_XREF=BB039073 /CLONE=6030419D17 /FEA=EST /CNT=2 /TID=Mm.207159.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459368_at 4.9 9.1 A A 0.46 0.39 0.7 NC 0.48 gb:BB439493 /DB_XREF=gi:16424579 /DB_XREF=BB439493 /CLONE=D030017N12 /FEA=EST /CNT=2 /TID=Mm.209162.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459373_at 13.6 20.8 P P 0.02 0.001221 0.7 NC 0.07 gb:AW551720 /DB_XREF=gi:7197059 /DB_XREF=L0201G07-3 /CLONE=L0201G07 /FEA=EST /CNT=2 /TID=Mm.182672.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459425_at 2.1 2.3 A A 0.82 0.84 0.7 NC 0.07 gb:BG065423 /DB_XREF=gi:12547986 /DB_XREF=H3031A01-3 /CLONE=H3031A01 /FEA=EST /CNT=2 /TID=Mm.171831.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459432_at 0.8 2 A A 0.78 0.72 0.7 NC 0.15 gb:BG067504 /DB_XREF=gi:12550073 /DB_XREF=H3055B07-3 /CLONE=H3055B07 /FEA=EST /CNT=2 /TID=Mm.173037.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459437_at 7.4 13.8 A A 0.5 0.17 0.7 NC 0.16 gb:BB181574 /DB_XREF=gi:16270082 /DB_XREF=BB181574 /CLONE=A230092B18 /FEA=EST /CNT=2 /TID=Mm.207721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459449_at 4.8 7.9 A A 0.21 0.19 0.7 NC 0.24 gb:BB462664 /DB_XREF=gi:16426802 /DB_XREF=BB462664 /CLONE=D130077E08 /FEA=EST /CNT=2 /TID=Mm.139809.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459470_at 9.8 15.7 A A 0.3 0.11 0.7 I 0.000774 gb:AW546412 /DB_XREF=gi:7191821 /DB_XREF=L0008A03-3 /CLONE=L0008A03 /FEA=EST /CNT=2 /TID=Mm.182599.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459585_at 9.2 12.2 P A 0.01 0.14 0.7 NC 0.45 gb:BG069502 /DB_XREF=gi:12552071 /DB_XREF=H3077A11-3 /CLONE=H3077A11 /FEA=EST /CNT=2 /TID=Mm.36204.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459649_at 4.6 7.6 A P 0.3 0.03 0.7 NC 0.04 gb:AI662750 /DB_XREF=gi:4766333 /DB_XREF=vb21d10.x1 /CLONE=IMAGE:749587 /FEA=EST /CNT=2 /TID=Mm.150125.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459707_at 13.7 20.6 P A 0.02 0.09 0.7 NC 0.5 gb:AI536269 /DB_XREF=gi:4450404 /DB_XREF=vr05a04.x1 /CLONE=IMAGE:1110894 /FEA=EST /CNT=2 /TID=Mm.174377.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459712_at 4.7 8.1 A A 0.14 0.08 0.7 NC 0.11 gb:BM236856 /DB_XREF=gi:17872126 /DB_XREF=K0442E02-3 /CLONE=K0442E02 /FEA=EST /CNT=2 /TID=Mm.127097.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459834_x_ 2.5 3.4 A A 0.56 0.36 0.7 NC 0.13 gb:BB428424 /DB_XREF=gi:9268151 /DB_XREF=BB428424 /CLONE=C630017F21 /FEA=EST /CNT=2 /TID=Mm.93637.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459911_at 68.9 106.7 M P 0.05 0.03 0.7 NC 0.01 gb:AA285490 /DB_XREF=gi:1929684 /DB_XREF=vb82f11.r1 /CLONE=IMAGE:763533 /FEA=EST /CNT=7 /TID=Mm.26608.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1459914_at 22.1 34 A P 0.33 0.04 0.7 NC 0.007788 gb:AI448995 /DB_XREF=gi:4286900 /DB_XREF=ms56h03.x1 /CLONE=IMAGE:615605 /FEA=EST /CNT=8 /TID=Mm.1572.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1459988_at 3.2 5 A A 0.66 0.43 0.7 NC 0.04 gb:BG070851 /DB_XREF=gi:12553508 /DB_XREF=H3092H06-3 /CLONE=H3092H06 /FEA=EST /CNT=20 /TID=Mm.21232.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1460027_at 1.8 4.8 A A 0.24 0.27 0.7 NC 0.5 gb:BB013876 /DB_XREF=gi:8137035 /DB_XREF=BB013876 /CLONE=4930472J24 /FEA=EST /CNT=8 /TID=Mm.55857.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1460058_at 7 29.5 A A 0.24 0.19 0.7 NC 0.16 gb:BE648595 /DB_XREF=gi:9974416 /DB_XREF=UI-M-BH2.1-apq-b-10-0-UI.r1 /CLONE=UI-M-BH2.1-apq-b-10-0-UI /FEA=EST /CNT=5 /TID=Mm.63869
MOE430_2_1460092_at 0.7 1 A A 0.71 0.75 0.7 NC 0.5 gb:BB082567 /DB_XREF=gi:16260714 /DB_XREF=BB082567 /CLONE=9330175N07 /FEA=EST /CNT=4 /TID=Mm.132675.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460119_at 10.5 12 A P 0.08 0.02 0.7 NC 0.16 gb:BB245904 /DB_XREF=gi:8938650 /DB_XREF=BB245904 /CLONE=A730011O17 /FEA=EST /CNT=3 /TID=Mm.133656.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460133_at 43.6 56.4 P P 0.000244 0.000732 0.7 NC 0.04 gb:BF607205 /DB_XREF=gi:13503697 /DB_XREF=MY1_000147 /CLONE=ICRFp522B1131 /FEA=EST /CNT=4 /TID=Mm.183635.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1460176_at 15.6 43.9 P P 0.000244 0.000244 0.7 I 0.000052 gb:BF020879 /DB_XREF=gi:10752211 /DB_XREF=uw69h01.x1 /CLONE=IMAGE:3467281 /FEA=FLmRNA /CNT=507 /TID=Mm.22073.1 /TIER=Stack /STK=1
MOE430_2_1460213_at 19.9 41.5 A P 0.12 0.01 0.7 I 0.000035 gb:NM_018748.2 /DB_XREF=gi:20127149 /GEN=Golga4 /FEA=FLmRNA /CNT=128 /TID=Mm.10409.1 /TIER=FL+Stack /STK=39 /UG=Mm.10409 /LL=54214 
MOE430_2_1460251_at 77.4 250.1 P P 0.008057 0.008057 0.7 I 0.001832 gb:NM_007987.1 /DB_XREF=gi:6679750 /GEN=Tnfrsf6 /FEA=FLmRNA /CNT=19 /TID=Mm.1626.1 /TIER=FL+Stack /STK=13 /UG=Mm.1626 /LL=14102 /DE
MOE430_2_1460275_at 2.7 6.4 A A 0.72 0.63 0.7 NC 0.5 gb:NM_008154.1 /DB_XREF=gi:6680064 /GEN=Gpcr3 /FEA=FLmRNA /CNT=10 /TID=Mm.4721.1 /TIER=FL /STK=4 /UG=Mm.4721 /LL=14748 /DEF=Mus m
MOE430_2_1460310_a_ 10.6 21.7 A A 0.19 0.36 0.7 NC 0.4 gb:NM_008117.1 /DB_XREF=gi:6679996 /GEN=Gh /FEA=FLmRNA /CNT=7 /TID=Mm.1240.1 /TIER=FL /STK=1 /UG=Mm.1240 /LL=14599 /DEF=Mus muscu
MOE430_2_1460321_at 3.9 9.7 A P 0.19 0.005859 0.7 NC 0.35 gb:NM_007518.1 /DB_XREF=gi:6671605 /GEN=Axcam /FEA=FLmRNA /CNT=11 /TID=Mm.103038.1 /TIER=FL /STK=2 /UG=Mm.103038 /LL=12003 /DEF=M
MOE430_2_1460369_at 73.9 101.2 P P 0.01 0.000732 0.7 I 0.000114 gb:BC003267.1 /DB_XREF=gi:13096942 /FEA=FLmRNA /CNT=17 /TID=Mm.102799.1 /TIER=FL /STK=7 /UG=Mm.102799 /DEF=Mus musculus, Similar to z
MOE430_2_1460471_at 8.9 14.1 A A 0.14 0.19 0.7 NC 0.5 gb:BB702364 /DB_XREF=gi:16051188 /DB_XREF=BB702364 /CLONE=7420440K06 /FEA=mRNA /CNT=19 /TID=Mm.26883.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1460473_at 12.2 20.3 A P 0.14 0.01 0.7 NC 0.16 gb:AK018074.1 /DB_XREF=gi:12857627 /FEA=mRNA /CNT=7 /TID=Mm.165794.1 /TIER=ConsEnd /STK=5 /UG=Mm.165794 /LL=76133 /UG_GENE=623040
MOE430_2_1460474_at 41.2 60.6 P P 0.01 0.00415 0.7 I 0.000438 gb:C76835 /DB_XREF=gi:2517165 /DB_XREF=C76835 /CLONE=J0021A08 /FEA=mRNA /CNT=7 /TID=Mm.87684.1 /TIER=ConsEnd /STK=4 /UG=Mm.87684
MOE430_2_1460528_at 1 1.8 A A 0.69 0.78 0.7 NC 0.5 gb:AV260466 /DB_XREF=gi:16388771 /DB_XREF=AV260466 /CLONE=4930413G19 /FEA=mRNA /CNT=2 /TID=Mm.78346.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1460616_at 2.6 5 A A 0.43 0.56 0.7 NC 0.53 gb:BB400146 /DB_XREF=gi:15411765 /DB_XREF=BB400146 /CLONE=C330017E21 /FEA=EST /CNT=35 /TID=Mm.11662.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1460624_at 27.4 64.4 P P 0.000244 0.000244 0.7 NC 0.01 gb:BB047007 /DB_XREF=gi:16259439 /DB_XREF=BB047007 /CLONE=6330564D18 /FEA=EST /CNT=30 /TID=Mm.39287.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1460642_at 242.4 370.4 P P 0.000244 0.000244 0.7 I 0.000552 gb:NM_009423.1 /DB_XREF=gi:6678426 /GEN=Traf4 /FEA=FLmRNA /CNT=169 /TID=Mm.4521.1 /TIER=FL+Stack /STK=81 /UG=Mm.4521 /LL=22032 /DEF
MOE430_2_AFFX-r2-B 0.4 2 A A 0.99 0.78 0.7 NC 0.009292 B. subtilis  GEN=thrB  DB_XREF=gb:X04603.1  NOTE=SIF corresponding to nucleotides 1735-2143 of gb:X04603.1  DEF=B. subtilis thrB and thrC genes for 
MOE430_2_1415700_a_ 782.9 1278.7 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC011111.1 /DB_XREF=gi:15029779 /FEA=FLmRNA /CNT=245 /TID=Mm.144420.1 /TIER=FL+Stack /STK=59 /UG=Mm.144420 /LL=67437 /UG_GENE=0
MOE430_2_1415711_at 134.2 190.2 P P 0.000244 0.000244 0.6 NC 0.005409 gb:BC025221.1 /DB_XREF=gi:19483923 /FEA=mRNA /CNT=100 /TID=Mm.28512.1 /TIER=Stack /STK=37 /UG=Mm.28512 /DEF=Mus musculus, clone IMAG
MOE430_2_1415726_at 241.4 364 P P 0.000244 0.000244 0.6 I 0.00002 gb:AW536361 /DB_XREF=gi:7178778 /DB_XREF=G0103E11-3 /CLONE=G0103E11 /FEA=EST /CNT=151 /TID=Mm.38930.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1415788_at 358.8 513.7 P P 0.000244 0.000244 0.6 I 0.000241 gb:NM_024475.1 /DB_XREF=gi:13277387 /GEN=BC002236 /FEA=FLmRNA /CNT=376 /TID=Mm.23744.1 /TIER=FL+Stack /STK=275 /UG=Mm.23744 /LL=79
MOE430_2_1415790_at 96.6 209.9 P P 0.000244 0.000244 0.6 I 0.000068 gb:BF158817 /DB_XREF=gi:11038907 /DB_XREF=601766168F1 /CLONE=IMAGE:3982121 /FEA=FLmRNA /CNT=376 /TID=Mm.23744.1 /TIER=Stack /STK=
MOE430_2_1415839_a_ 1846.1 2685.6 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_008722.1 /DB_XREF=gi:6679107 /GEN=Npm1 /FEA=FLmRNA /CNT=355 /TID=Mm.6343.1 /TIER=FL+Stack /STK=218 /UG=Mm.6343 /LL=18148 /D
MOE430_2_1415850_at 306.4 446.3 P P 0.000244 0.000244 0.6 I 0.000027 gb:NM_009025.1 /DB_XREF=gi:7110712 /GEN=Rasa3 /FEA=FLmRNA /CNT=276 /TID=Mm.18517.1 /TIER=FL+Stack /STK=203 /UG=Mm.18517 /LL=19414 /
MOE430_2_1415874_at 73.3 112 P P 0.00415 0.001953 0.6 NC 0.03 gb:NM_011896.1 /DB_XREF=gi:6755649 /GEN=Spry1 /FEA=FLmRNA /CNT=214 /TID=Mm.86483.1 /TIER=FL+Stack /STK=189 /UG=Mm.86483 /LL=24063 /
MOE430_2_1415883_a_ 1.1 0.8 A A 0.95 0.95 0.6 NC 0.1 gb:NM_026419.1 /DB_XREF=gi:13385915 /GEN=Ela3b /FEA=FLmRNA /CNT=429 /TID=Mm.30780.1 /TIER=FL+Stack /STK=184 /UG=Mm.30780 /LL=67868 
MOE430_2_1416118_at 221.7 311.8 P P 0.000244 0.001221 0.6 I 0.000214 gb:NM_025863.1 /DB_XREF=gi:13385345 /GEN=2310035M22Rik /FEA=FLmRNA /CNT=194 /TID=Mm.41535.1 /TIER=FL+Stack /STK=125 /UG=Mm.41535 /
MOE430_2_1416126_at 71.4 86.2 P P 0.001953 0.000244 0.6 NC 0.009292 gb:NM_009086.1 /DB_XREF=gi:6677788 /GEN=Rpo1-2 /FEA=FLmRNA /CNT=147 /TID=Mm.34589.1 /TIER=FL+Stack /STK=124 /UG=Mm.34589 /LL=20017
MOE430_2_1416152_a_ 351.5 569.7 P P 0.000244 0.000244 0.6 I 0.000078 gb:AV135383 /DB_XREF=gi:16382763 /DB_XREF=AV135383 /CLONE=2810017D11 /FEA=FLmRNA /CNT=470 /TID=Mm.6787.1 /TIER=Stack /STK=12 /UG
MOE430_2_1416162_at 178.5 281.9 P P 0.000244 0.000244 0.6 I 0.000114 gb:AF332085.1 /DB_XREF=gi:14193736 /GEN=Rad21 /FEA=FLmRNA /CNT=282 /TID=Mm.182628.1 /TIER=FL /STK=2 /UG=Mm.182628 /LL=19357 /DEF=M
MOE430_2_1416250_at 158.3 220.5 P P 0.000244 0.000244 0.6 I 0.000692 gb:BG965405 /DB_XREF=gi:14353042 /DB_XREF=602830441F1 /CLONE=IMAGE:4984979 /FEA=FLmRNA /CNT=229 /TID=Mm.903.1 /TIER=Stack /STK=23
MOE430_2_1416283_at 335.4 495.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_010256.1 /DB_XREF=gi:6857792 /GEN=Gart /FEA=FLmRNA /CNT=155 /TID=Mm.4505.1 /TIER=FL+Stack /STK=102 /UG=Mm.4505 /LL=14450 /DE
MOE430_2_1416346_at 106.7 138.4 P P 0.000732 0.000244 0.6 I 0.000389 gb:W82151 /DB_XREF=gi:1539831 /DB_XREF=mf02d04.r1 /CLONE=IMAGE:403879 /FEA=FLmRNA /CNT=168 /TID=Mm.30034.1 /TIER=Stack /STK=13 /UG
MOE430_2_1416363_at 29.5 47.7 P P 0.005859 0.00415 0.6 NC 0.28 gb:BB456860 /DB_XREF=gi:16426092 /DB_XREF=BB456860 /CLONE=D130048N01 /FEA=FLmRNA /CNT=395 /TID=Mm.12758.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1416482_at 36.3 51.1 A P 0.09 0.02 0.6 NC 0.004481 gb:BQ257627 /DB_XREF=gi:20458380 /DB_XREF=NISC_kp04c07.q2 /CLONE=IMAGE:5408269 /FEA=FLmRNA /CNT=416 /TID=Mm.3679.1 /TIER=Stack /ST
MOE430_2_1416602_a_ 71.3 99 P P 0.000244 0.000732 0.6 NC 0.03 gb:NM_011236.1 /DB_XREF=gi:6755279 /GEN=Rad52 /FEA=FLmRNA /CNT=90 /TID=Mm.149.1 /TIER=FL+Stack /STK=79 /UG=Mm.149 /LL=19365 /DEF=M
MOE430_2_1416605_at 601.7 1091.1 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC024944.1 /DB_XREF=gi:19353066 /FEA=FLmRNA /CNT=156 /TID=Mm.28203.1 /TIER=FL+Stack /STK=78 /UG=Mm.28203 /LL=68237 /UG_GENE=24
MOE430_2_1416606_s_ 978.3 1396.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC024944.1 /DB_XREF=gi:19353066 /FEA=FLmRNA /CNT=156 /TID=Mm.28203.1 /TIER=FL+Stack /STK=78 /UG=Mm.28203 /LL=68237 /UG_GENE=24
MOE430_2_1416679_at 642.2 981.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC009119.1 /DB_XREF=gi:14318641 /FEA=FLmRNA /CNT=186 /TID=Mm.1519.1 /TIER=FL+Stack /STK=74 /UG=Mm.1519 /LL=19299 /UG_GENE=Abcd
MOE430_2_1416706_at 149.6 228.8 P P 0.000244 0.000244 0.6 I 0.000052 gb:BC019126.1 /DB_XREF=gi:17512310 /FEA=FLmRNA /CNT=147 /TID=Mm.43671.1 /TIER=FL+Stack /STK=8 /UG=Mm.43671 /LL=66646 /UG_GENE=5730
MOE430_2_1416731_at 213.6 315.4 P P 0.000244 0.000244 0.6 I 0.000088 gb:NM_009409.1 /DB_XREF=gi:6678400 /GEN=Top2b /FEA=FLmRNA /CNT=174 /TID=Mm.4093.1 /TIER=FL+Stack /STK=71 /UG=Mm.4093 /LL=21974 /DE
MOE430_2_1416773_at 101.6 145 P P 0.000244 0.000732 0.6 I 0.000241 gb:BC006852.1 /DB_XREF=gi:13905129 /FEA=FLmRNA /CNT=129 /TID=Mm.8108.1 /TIER=FL+Stack /STK=70 /UG=Mm.8108 /LL=22390 /UG_GENE=Wee1
MOE430_2_1416803_at 1049.2 1572.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_010222.1 /DB_XREF=gi:6806908 /GEN=Fkbp7 /FEA=FLmRNA /CNT=91 /TID=Mm.24720.1 /TIER=FL+Stack /STK=69 /UG=Mm.24720 /LL=14231 /D
MOE430_2_1416812_at 467.1 643 P P 0.000244 0.000244 0.6 I 0.001077 gb:U00689.1 /DB_XREF=gi:437056 /FEA=FLmRNA /CNT=218 /TID=Mm.2291.1 /TIER=FL+Stack /STK=68 /UG=Mm.2291 /LL=21841 /UG_GENE=Tia1 /DEF
MOE430_2_1416813_at 208.2 297.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:BM237763 /DB_XREF=gi:17873033 /DB_XREF=K0506F11-3 /CLONE=K0506F11 /FEA=FLmRNA /CNT=218 /TID=Mm.2291.1 /TIER=Stack /STK=33 /UG
MOE430_2_1416814_at 225.5 343.1 P P 0.000244 0.000244 0.6 I 0.00003 gb:BG518542 /DB_XREF=gi:13513521 /DB_XREF=602578276F1 /CLONE=IMAGE:3491754 /FEA=FLmRNA /CNT=218 /TID=Mm.2291.1 /TIER=Stack /STK=2
MOE430_2_1416858_a_ 427.3 705.7 P P 0.000244 0.000244 0.6 I 0.000035 gb:NM_013902.1 /DB_XREF=gi:7305060 /GEN=Fkbp3 /FEA=FLmRNA /CNT=123 /TID=Mm.28480.1 /TIER=FL+Stack /STK=66 /UG=Mm.28480 /LL=30795 /D
MOE430_2_1417012_at 316.8 457.4 P P 0.000244 0.000244 0.6 I 0.000114 gb:AI266824 /DB_XREF=gi:3884982 /DB_XREF=uj07e08.x1 /CLONE=IMAGE:1891238 /FEA=FLmRNA /CNT=232 /TID=Mm.29350.1 /TIER=Stack /STK=12 /
MOE430_2_1417023_a_ 21.1 23.9 P P 0.01 0.000244 0.6 I 0.000618 gb:NM_024406.1 /DB_XREF=gi:14149634 /GEN=Fabp4 /FEA=FLmRNA /CNT=222 /TID=Mm.582.1 /TIER=FL+Stack /STK=59 /UG=Mm.582 /LL=11770 /DEF
MOE430_2_1417062_at 116.2 174.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_026034.1 /DB_XREF=gi:13385535 /GEN=2810037C14Rik /FEA=FLmRNA /CNT=121 /TID=Mm.21972.1 /TIER=FL+Stack /STK=58 /UG=Mm.21972 /L
MOE430_2_1417120_at 71.6 89.3 P P 0.00415 0.001953 0.6 I 0.000214 gb:NM_133873.1 /DB_XREF=gi:19527087 /GEN=AA553001 /FEA=FLmRNA /CNT=73 /TID=Mm.29708.1 /TIER=FL+Stack /STK=56 /UG=Mm.29708 /LL=1000
MOE430_2_1417131_at 85.7 114.8 P P 0.001953 0.001221 0.6 I 0.001651 gb:NM_007658.1 /DB_XREF=gi:6680895 /GEN=Cdc25a /FEA=FLmRNA /CNT=180 /TID=Mm.29800.1 /TIER=FL+Stack /STK=55 /UG=Mm.29800 /LL=12530 
MOE430_2_1417164_at 241.7 347.1 P P 0.000244 0.000244 0.6 I 0.000167 gb:NM_022019.1 /DB_XREF=gi:11528505 /GEN=Dusp10 /FEA=FLmRNA /CNT=148 /TID=Mm.34912.1 /TIER=FL+Stack /STK=46 /UG=Mm.34912 /LL=63953
MOE430_2_1417238_at 186.8 293.1 P P 0.001953 0.001221 0.6 I 0.000307 gb:NM_007968.1 /DB_XREF=gi:6679714 /GEN=Ewsh /FEA=FLmRNA /CNT=212 /TID=Mm.142822.1 /TIER=FL+Stack /STK=51 /UG=Mm.142822 /LL=14030 
MOE430_2_1417372_a_ 118.9 150.9 P P 0.000732 0.000244 0.6 I 0.000046 gb:BC016515.1 /DB_XREF=gi:16741379 /FEA=FLmRNA /CNT=182 /TID=Mm.28957.1 /TIER=FL+Stack /STK=59 /UG=Mm.28957 /LL=67245 /UG_GENE=Pe
MOE430_2_1417402_at 597 841.8 P P 0.000244 0.000244 0.6 I 0.00004 gb:NM_138743.1 /DB_XREF=gi:20270270 /GEN=1190017O12Rik /FEA=FLmRNA /CNT=60 /TID=Mm.21698.1 /TIER=FL+Stack /STK=46 /UG=Mm.21698 /LL
MOE430_2_1417403_at 149.7 203.9 P P 0.001953 0.000244 0.6 I 0.00003 gb:AF480860.1 /DB_XREF=gi:20152987 /GEN=Masr /FEA=FLmRNA /CNT=173 /TID=Mm.26171.1 /TIER=FL+Stack /STK=46 /UG=Mm.26171 /LL=170439 /
MOE430_2_1417454_at 210.7 280.1 P P 0.000244 0.000244 0.6 I 0.000027 gb:AW536452 /DB_XREF=gi:7178869 /DB_XREF=G0104F08-3 /CLONE=G0104F08 /FEA=FLmRNA /CNT=234 /TID=Mm.26885.1 /TIER=Stack /STK=93 /UG
MOE430_2_1417466_at 21.1 22.1 P P 0.01 0.005859 0.6 NC 0.01 gb:NM_133736.1 /DB_XREF=gi:19526933 /GEN=1110070A02Rik /FEA=FLmRNA /CNT=99 /TID=Mm.41641.1 /TIER=FL+Stack /STK=44 /UG=Mm.41641 /LL
MOE430_2_1417511_at 115.9 172.2 P P 0.000244 0.000244 0.6 I 0.00004 gb:NM_025281.1 /DB_XREF=gi:13384621 /GEN=Lyar /FEA=FLmRNA /CNT=93 /TID=Mm.28560.1 /TIER=FL+Stack /STK=43 /UG=Mm.28560 /LL=17089 /DE
MOE430_2_1417539_at 281.4 456.4 P P 0.000244 0.000244 0.6 I 0.000147 gb:NM_011895.1 /DB_XREF=gi:6755557 /GEN=Slc35a1 /FEA=FLmRNA /CNT=92 /TID=Mm.22684.1 /TIER=FL+Stack /STK=9 /UG=Mm.22684 /LL=24060 /D
MOE430_2_1417577_at 1.2 1.5 A A 0.91 0.79 0.6 NC 0.16 gb:NM_019510.1 /DB_XREF=gi:9507206 /GEN=Trrp3 /FEA=FLmRNA /CNT=58 /TID=Mm.74363.1 /TIER=FL+Stack /STK=41 /UG=Mm.74363 /LL=22065 /DE
MOE430_2_1417598_a_ 193.6 242.1 P P 0.000732 0.000244 0.6 I 0.00002 gb:NM_008053.1 /DB_XREF=gi:17998693 /GEN=Fxr1h /FEA=FLmRNA /CNT=96 /TID=Mm.4038.1 /TIER=FL+Stack /STK=41 /UG=Mm.4038 /LL=14359 /DE
MOE430_2_1417657_s_ 79 92.4 P P 0.01 0.00415 0.6 I 0.000189 gb:NM_009584.1 /DB_XREF=gi:6677658 /GEN=Zrf2 /FEA=FLmRNA /CNT=94 /TID=Mm.2467.1 /TIER=FL+Stack /STK=39 /UG=Mm.2467 /LL=22792 /DEF=M
MOE430_2_1417658_at 38.1 63.4 P P 0.001953 0.00293 0.6 NC 0.17 gb:BB768873 /DB_XREF=gi:16211415 /DB_XREF=BB768873 /CLONE=G370090A09 /FEA=FLmRNA /CNT=145 /TID=Mm.196027.1 /TIER=Stack /STK=40 /
MOE430_2_1417668_at 32.6 35.7 A P 0.19 0.03 0.6 NC 0.37 gb:BC024116.1 /DB_XREF=gi:18848345 /FEA=FLmRNA /CNT=73 /TID=Mm.25238.1 /TIER=FL+Stack /STK=39 /UG=Mm.25238 /LL=170728 /UG_GENE=Rtn
MOE430_2_1417678_at 16.4 23.2 M P 0.05 0.04 0.6 NC 0.5 gb:NM_010808.1 /DB_XREF=gi:6754711 /GEN=Mmp24 /FEA=FLmRNA /CNT=59 /TID=Mm.21306.1 /TIER=FL /STK=1 /UG=Mm.21306 /LL=17391 /DEF=Mu
MOE430_2_1417684_at 140.2 206.6 P P 0.000244 0.000244 0.6 I 0.000307 gb:NM_008188.1 /DB_XREF=gi:6680128 /GEN=Gt(ROSA)26asSor /FEA=FLmRNA /CNT=77 /TID=Mm.781.1 /TIER=FL+Stack /STK=38 /UG=Mm.781 /LL=14
MOE430_2_1417801_a_ 9.1 10.6 A A 0.08 0.18 0.6 NC 0.13 gb:NM_008905.1 /DB_XREF=gi:6679434 /GEN=Ppfibp2 /FEA=FLmRNA /CNT=69 /TID=Mm.2817.1 /TIER=FL+Stack /STK=36 /UG=Mm.2817 /LL=19024 /DE
MOE430_2_1417831_at 75.2 113.8 P P 0.001221 0.000244 0.6 I 0.000774 gb:AI875533 /DB_XREF=gi:5549582 /DB_XREF=uk49d11.x1 /CLONE=IMAGE:1972341 /FEA=FLmRNA /CNT=128 /TID=Mm.26412.1 /TIER=Stack /STK=28 /
MOE430_2_1417861_at 22.2 45.5 P P 0.01 0.005859 0.6 I 0.001201 gb:NM_016746.1 /DB_XREF=gi:7949015 /GEN=Ccnc /FEA=FLmRNA /CNT=52 /TID=Mm.4300.1 /TIER=FL+Stack /STK=35 /UG=Mm.4300 /LL=51813 /DEF=
MOE430_2_1417890_at 72.3 105.8 P P 0.005859 0.001221 0.6 I 0.000438 gb:NM_020271.1 /DB_XREF=gi:9938029 /GEN=AB041662 /FEA=FLmRNA /CNT=62 /TID=Mm.29410.1 /TIER=FL+Stack /STK=34 /UG=Mm.29410 /LL=57028
MOE430_2_1417923_at 44.1 74.1 P P 0.01 0.00293 0.6 I 0.00013 gb:NM_008778.1 /DB_XREF=gi:6679204 /GEN=Pak3 /FEA=FLmRNA /CNT=51 /TID=Mm.3392.1 /TIER=FL+Stack /STK=33 /UG=Mm.3392 /LL=18481 /DEF=
MOE430_2_1417990_at 0.9 3 A A 0.63 0.32 0.6 NC 0.06 gb:NM_028104.2 /DB_XREF=gi:19920330 /GEN=2010107K19Rik /FEA=FLmRNA /CNT=35 /TID=Mm.46317.1 /TIER=FL+Stack /STK=32 /UG=Mm.46317 /LL
MOE430_2_1418016_at 200.2 328.3 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ174534 /DB_XREF=gi:20350020 /DB_XREF=UI-M-DJ2-bvy-k-14-0-UI.s1 /CLONE=UI-M-DJ2-bvy-k-14-0-UI /FEA=FLmRNA /CNT=273 /TID=Mm.2
MOE430_2_1418021_at 47.4 72.6 P P 0.01 0.001953 0.6 NC 0.01 gb:NM_009780.1 /DB_XREF=gi:6753225 /GEN=C4 /FEA=FLmRNA /CNT=175 /TID=Mm.16106.1 /TIER=FL+Stack /STK=31 /UG=Mm.16106 /LL=12268 /DEF
MOE430_2_1418023_at 38.1 59.3 P P 0.001221 0.000732 0.6 I 0.000114 gb:BG065941 /DB_XREF=gi:12548504 /DB_XREF=H3037B02-3 /CLONE=H3037B02 /FEA=FLmRNA /CNT=123 /TID=Mm.28256.1 /TIER=Stack /STK=8 /UG
MOE430_2_1418037_at 9.3 11.2 A A 0.53 0.32 0.6 NC 0.3 gb:NM_007576.1 /DB_XREF=gi:6671655 /GEN=C4bp /FEA=FLmRNA /CNT=67 /TID=Mm.14087.1 /TIER=FL+Stack /STK=31 /UG=Mm.14087 /LL=12269 /DE
MOE430_2_1418053_at 10.5 8.5 A A 0.36 0.27 0.6 NC 0.13 gb:NM_033610.2 /DB_XREF=gi:20589946 /GEN=Sncb /FEA=FLmRNA /CNT=46 /TID=Mm.200843.1 /TIER=FL+Stack /STK=31 /UG=Mm.200843 /LL=104069
MOE430_2_1418069_at 5.8 5.6 A A 0.14 0.14 0.6 NC 0.16 gb:NM_009695.1 /DB_XREF=gi:6753099 /GEN=Apoc2 /FEA=FLmRNA /CNT=82 /TID=Mm.28394.1 /TIER=FL+Stack /STK=30 /UG=Mm.28394 /LL=11813 /D
MOE430_2_1418158_at 25.2 41.7 P P 0.000244 0.000732 0.6 NC 0.02 gb:NM_011641.1 /DB_XREF=gi:6755882 /GEN=Trp63 /FEA=FLmRNA /CNT=47 /TID=Mm.20894.1 /TIER=FL+Stack /STK=29 /UG=Mm.20894 /LL=22061 /D
MOE430_2_1418161_at 9.2 12.7 A A 0.27 0.21 0.6 NC 0.04 gb:NM_020605.1 /DB_XREF=gi:10181141 /GEN=Jph3 /FEA=FLmRNA /CNT=45 /TID=Mm.143762.1 /TIER=FL+Stack /STK=29 /UG=Mm.143762 /LL=57340 /
MOE430_2_1418206_at 298 448 P P 0.000244 0.000244 0.6 I 0.000774 gb:NM_022324.1 /DB_XREF=gi:11612504 /GEN=Sdf2l1 /FEA=FLmRNA /CNT=60 /TID=Mm.30222.1 /TIER=FL+Stack /STK=28 /UG=Mm.30222 /LL=64136 /
MOE430_2_1418225_at 53.9 86 P P 0.000732 0.000732 0.6 I 0.000147 gb:U27457.1 /DB_XREF=gi:1142707 /FEA=FLmRNA /CNT=146 /TID=Mm.3411.1 /TIER=FL+Stack /STK=27 /UG=Mm.3411 /LL=18393 /UG_GENE=Orc2 /DE
MOE430_2_1418230_a_ 51.4 76.8 P P 0.008057 0.000732 0.6 MI 0.002032 gb:BC005621.1 /DB_XREF=gi:13542843 /FEA=FLmRNA /CNT=178 /TID=Mm.29097.1 /TIER=FL+Stack /STK=27 /UG=Mm.29097 /LL=110829 /UG_GENE=L
MOE430_2_1418319_at 168 307.3 P P 0.000244 0.000244 0.6 I 0.000068 gb:NM_138668.1 /DB_XREF=gi:20149753 /GEN=MGC7482 /FEA=FLmRNA /CNT=86 /TID=Mm.193082.1 /TIER=FL+Stack /STK=25 /UG=Mm.193082 /LL=19
MOE430_2_1418339_at 101.7 116.9 P P 0.01 0.00293 0.6 I 0.000114 gb:NM_023042.1 /DB_XREF=gi:12746417 /GEN=Recql /FEA=FLmRNA /CNT=55 /TID=Mm.27407.1 /TIER=FL+Stack /STK=25 /UG=Mm.27407 /LL=19691 /D
MOE430_2_1418340_at 13.8 13.6 A A 0.53 0.33 0.6 NC 0.01 gb:NM_010185.1 /DB_XREF=gi:6753829 /GEN=Fcer1g /FEA=FLmRNA /CNT=42 /TID=Mm.22673.1 /TIER=FL+Stack /STK=25 /UG=Mm.22673 /LL=14127 /D
MOE430_2_1418355_at 128.7 183.9 P P 0.000244 0.000732 0.6 I 0.001201 gb:NM_016773.1 /DB_XREF=gi:7949093 /GEN=Nucb2 /FEA=FLmRNA /CNT=62 /TID=Mm.9901.1 /TIER=FL+Stack /STK=25 /UG=Mm.9901 /LL=53322 /DEF
MOE430_2_1418388_s_ 101.5 155.4 P P 0.000244 0.000244 0.6 I 0.000167 gb:NM_023773.1 /DB_XREF=gi:13357211 /GEN=4930548G07Rik /FEA=FLmRNA /CNT=73 /TID=Mm.27160.1 /TIER=FL+Stack /STK=24 /UG=Mm.27160 /LL
MOE430_2_1418414_at 1.4 3.5 A A 0.9 0.75 0.6 NC 0.04 gb:NM_010600.1 /DB_XREF=gi:6754421 /GEN=Kcnh1 /FEA=FLmRNA /CNT=34 /TID=Mm.4489.1 /TIER=FL+Stack /STK=24 /UG=Mm.4489 /LL=16510 /DEF
MOE430_2_1418451_at 1.7 1.5 A A 0.96 0.88 0.6 NC 0.05 gb:BC021599.1 /DB_XREF=gi:18204890 /FEA=FLmRNA /CNT=72 /TID=Mm.46767.1 /TIER=FL+Stack /STK=23 /UG=Mm.46767 /LL=14702 /UG_GENE=Gng
MOE430_2_1418469_at 26.9 59.6 A P 0.09 0.01 0.6 I 0.000618 gb:AV272221 /DB_XREF=gi:16390145 /DB_XREF=AV272221 /CLONE=4931421O04 /FEA=FLmRNA /CNT=78 /TID=Mm.20895.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1418478_at 11.7 25.7 A A 0.09 0.12 0.6 NC 0.5 gb:NM_057173.1 /DB_XREF=gi:16975505 /GEN=Lmo1 /FEA=FLmRNA /CNT=35 /TID=Mm.12607.1 /TIER=FL+Stack /STK=23 /UG=Mm.12607 /LL=109594 /
MOE430_2_1418494_at 16.1 18.4 A A 0.3 0.14 0.6 NC 0.007788 gb:NM_010095.1 /DB_XREF=gi:6753703 /GEN=Ebf2 /FEA=FLmRNA /CNT=35 /TID=Mm.179.1 /TIER=FL+Stack /STK=23 /UG=Mm.179 /LL=13592 /DEF=Mu
MOE430_2_1418501_a_ 220.1 313.1 P P 0.000244 0.000244 0.6 I 0.000101 gb:NM_130885.1 /DB_XREF=gi:18700025 /GEN=Oxr1 /FEA=FLmRNA /CNT=60 /TID=Mm.70667.1 /TIER=FL+Stack /STK=23 /UG=Mm.70667 /LL=170719 /
MOE430_2_1418502_a_ 83.1 117.8 P P 0.000244 0.000244 0.6 I 0.000774 gb:AW548944 /DB_XREF=gi:7194368 /DB_XREF=L0044A05-3 /CLONE=L0044A05 /FEA=FLmRNA /CNT=60 /TID=Mm.70667.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1418572_x_ 190.2 261.7 P P 0.000244 0.000244 0.6 I 0.001832 gb:NM_013749.1 /DB_XREF=gi:7305058 /GEN=Fn14-pending /FEA=FLmRNA /CNT=79 /TID=Mm.28518.1 /TIER=FL+Stack /STK=21 /UG=Mm.28518 /LL=27
MOE430_2_1418596_at 5.4 8.4 A A 0.24 0.27 0.6 NC 0.12 gb:NM_008011.1 /DB_XREF=gi:6679788 /GEN=Fgfr4 /FEA=FLmRNA /CNT=44 /TID=Mm.4912.1 /TIER=FL+Stack /STK=21 /UG=Mm.4912 /LL=14186 /DEF=
MOE430_2_1418612_at 0.5 1 A A 0.99 0.96 0.6 NC 0.31 gb:NM_011407.1 /DB_XREF=gi:6755567 /GEN=Slfn1 /FEA=FLmRNA /CNT=32 /TID=Mm.10948.1 /TIER=FL+Stack /STK=21 /UG=Mm.10948 /LL=20555 /DE
MOE430_2_1418727_at 65.4 92.7 P P 0.000244 0.000244 0.6 I 0.000692 gb:NM_133227.1 /DB_XREF=gi:18875385 /GEN=Nup155 /FEA=FLmRNA /CNT=85 /TID=Mm.31419.1 /TIER=FL+Stack /STK=19 /UG=Mm.31419 /LL=170762
MOE430_2_1418757_at 0.9 2.1 A A 0.88 0.63 0.6 NC 0.16 gb:NM_080510.1 /DB_XREF=gi:17985998 /GEN=Rnf36 /FEA=FLmRNA /CNT=20 /TID=Mm.55486.1 /TIER=FL+Stack /STK=19 /UG=Mm.55486 /LL=70928 /D
MOE430_2_1418824_at 23.5 33.2 P P 0.005859 0.000244 0.6 NC 0.003699 gb:BI248938 /DB_XREF=gi:14795819 /DB_XREF=602992540F1 /CLONE=IMAGE:5148537 /FEA=FLmRNA /CNT=84 /TID=Mm.196526.1 /TIER=ConsEnd /ST
MOE430_2_1418849_x_ 3.8 6 A A 0.27 0.11 0.6 NC 0.29 gb:AB056091.1 /DB_XREF=gi:15787851 /FEA=FLmRNA /CNT=32 /TID=Mm.8728.1 /TIER=FL /STK=3 /UG=Mm.8728 /LL=11832 /UG_GENE=Aqp7 /DEF=Mu
MOE430_2_1418915_at 175.8 274.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_025962.1 /DB_XREF=gi:13385455 /GEN=1810037K07Rik /FEA=FLmRNA /CNT=49 /TID=Mm.116921.1 /TIER=FL+Stack /STK=16 /UG=Mm.116921 /
MOE430_2_1418925_at 0.3 0.8 A A 0.82 0.56 0.6 NC 0.22 gb:NM_009886.1 /DB_XREF=gi:6753407 /GEN=Celsr1 /FEA=FLmRNA /CNT=31 /TID=Mm.22680.1 /TIER=FL+Stack /STK=16 /UG=Mm.22680 /LL=12614 /D
MOE430_2_1419030_at 63.1 105.1 P P 0.001221 0.001221 0.6 I 0.000438 gb:NM_015774.2 /DB_XREF=gi:15718668 /GEN=Ero1l /FEA=FLmRNA /CNT=192 /TID=Mm.206768.1 /TIER=FL /STK=3 /UG=Mm.206768 /LL=50527 /DEF=M
MOE430_2_1419058_at 113.5 138.3 P P 0.000244 0.000244 0.6 I 0.001336 gb:NM_022811.1 /DB_XREF=gi:12328815 /GEN=Paf53-pending /FEA=FLmRNA /CNT=37 /TID=Mm.130322.1 /TIER=FL+Stack /STK=14 /UG=Mm.130322 /L
MOE430_2_1419088_at 882.8 1380.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:L27424.1 /DB_XREF=gi:439881 /GEN=Timp-3 /FEA=FLmRNA /CNT=399 /TID=Mm.4871.1 /TIER=FL+Stack /STK=9 /UG=Mm.4871 /LL=21859 /UG_TITL
MOE430_2_1419122_at 135 209.1 P P 0.000732 0.000732 0.6 I 0.000438 gb:NM_010792.1 /DB_XREF=gi:6754681 /GEN=Mettl1 /FEA=FLmRNA /CNT=27 /TID=Mm.41667.1 /TIER=FL+Stack /STK=13 /UG=Mm.41667 /LL=17299 /D
MOE430_2_1419163_s_ 72.9 104.7 P P 0.01 0.02 0.6 NC 0.01 gb:BE624323 /DB_XREF=gi:9904739 /DB_XREF=uu45b07.y1 /CLONE=IMAGE:3374869 /FEA=FLmRNA /CNT=147 /TID=Mm.12616.1 /TIER=ConsEnd /STK=
MOE430_2_1419172_at 103 158.2 P P 0.000244 0.001221 0.6 NC 0.003699 gb:NM_010049.1 /DB_XREF=gi:7106288 /GEN=Dhfr /FEA=FLmRNA /CNT=64 /TID=Mm.23695.1 /TIER=FL+Stack /STK=12 /UG=Mm.23695 /LL=13361 /DE
MOE430_2_1419216_at 112.2 152.2 P P 0.00415 0.001221 0.6 I 0.000966 gb:NM_009734.1 /DB_XREF=gi:6753153 /GEN=Azi1 /FEA=FLmRNA /CNT=23 /TID=Mm.2556.1 /TIER=FL+Stack /STK=12 /UG=Mm.2556 /LL=12009 /DEF=
MOE430_2_1419239_at 15.2 31.7 P P 0.001221 0.000244 0.6 I 0.000046 gb:NM_011760.1 /DB_XREF=gi:6756062 /GEN=Zfp54 /FEA=FLmRNA /CNT=19 /TID=Mm.12916.1 /TIER=FL+Stack /STK=12 /UG=Mm.12916 /LL=22712 /D
MOE430_2_1419284_at 11.9 28.3 A A 0.19 0.06 0.6 NC 0.13 gb:BF302143 /DB_XREF=gi:11248666 /DB_XREF=602033093F1 /CLONE=IMAGE:4168055 /FEA=FLmRNA /CNT=45 /TID=Mm.18561.1 /TIER=ConsEnd /ST
MOE430_2_1419302_at 19.3 23.5 A A 0.14 0.06 0.6 NC 0.5 gb:NM_013905.1 /DB_XREF=gi:7305160 /GEN=Heyl /FEA=FLmRNA /CNT=47 /TID=Mm.103615.1 /TIER=FL+Stack /STK=11 /UG=Mm.103615 /LL=56198 /D
MOE430_2_1419318_at 8 12.1 A A 0.3 0.27 0.6 NC 0.06 gb:BC019212.1 /DB_XREF=gi:17512523 /FEA=FLmRNA /CNT=25 /TID=Mm.3489.1 /TIER=FL+Stack /STK=11 /UG=Mm.3489 /LL=20211 /UG_GENE=Saa4 /
MOE430_2_1419360_a_ 309.1 491.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_009280.1 /DB_XREF=gi:6678146 /GEN=Ss18 /FEA=FLmRNA /CNT=95 /TID=Mm.4296.1 /TIER=FL+Stack /STK=10 /UG=Mm.4296 /LL=20836 /DEF=
MOE430_2_1419375_at 138.9 225.6 P P 0.000732 0.000244 0.6 I 0.000101 gb:BI453048 /DB_XREF=gi:15243704 /DB_XREF=603170020F1 /CLONE=IMAGE:5249692 /FEA=FLmRNA /CNT=94 /TID=Mm.20938.1 /TIER=Stack /STK=28
MOE430_2_1419380_at 184.1 275.1 P P 0.000244 0.000244 0.6 I 0.001077 gb:NM_033327.1 /DB_XREF=gi:15277418 /GEN=Ebfaz /FEA=FLmRNA /CNT=39 /TID=Mm.23452.1 /TIER=FL+Stack /STK=10 /UG=Mm.23452 /LL=94187 /D
MOE430_2_1419397_at 26.6 42.7 P P 0.01 0.000244 0.6 NC 0.009292 gb:NM_008892.1 /DB_XREF=gi:6679408 /GEN=Pola1 /FEA=FLmRNA /CNT=33 /TID=Mm.1923.1 /TIER=FL+Stack /STK=10 /UG=Mm.1923 /LL=18968 /DEF
MOE430_2_1419446_at 15.7 34.2 P P 0.01 0.008057 0.6 NC 0.33 gb:NM_019636.1 /DB_XREF=gi:9790250 /GEN=Tbc1d1 /FEA=FLmRNA /CNT=198 /TID=Mm.56905.1 /TIER=FL+Stack /STK=9 /UG=Mm.56905 /LL=57915 /
MOE430_2_1419507_at 1.1 1.3 A A 0.91 0.63 0.6 NC 0.09 gb:NM_013713.1 /DB_XREF=gi:7305212 /GEN=Krtap15 /FEA=FLmRNA /CNT=32 /TID=Mm.86430.1 /TIER=FL+Stack /STK=9 /UG=Mm.86430 /LL=26560 /D
MOE430_2_1419541_at 4.8 9.4 A A 0.5 0.43 0.6 NC 0.34 gb:NM_026128.1 /DB_XREF=gi:13385637 /GEN=4930403L05Rik /FEA=FLmRNA /CNT=11 /TID=Mm.50369.1 /TIER=FL+Stack /STK=9 /UG=Mm.50369 /LL=
MOE430_2_1419562_at 155.9 300.9 P P 0.000244 0.000732 0.6 NC 0.004073 gb:NM_007566.1 /DB_XREF=gi:10048467 /GEN=Birc6 /FEA=FLmRNA /CNT=87 /TID=Mm.12921.1 /TIER=FL+Stack /STK=8 /UG=Mm.12921 /LL=12211 /DE
MOE430_2_1419660_at 102.3 188.1 P P 0.000244 0.000244 0.6 I 0.000023 gb:AK011774.1 /DB_XREF=gi:12848111 /FEA=FLmRNA /CNT=72 /TID=Mm.22641.1 /TIER=Stack /STK=23 /UG=Mm.22641 /LL=67008 /UG_GENE=1600012



MOE430_2_1419709_at 6.5 15.8 A A 0.33 0.19 0.6 NC 0.01 gb:NM_025288.1 /DB_XREF=gi:13384635 /GEN=Stfa3 /FEA=FLmRNA /CNT=11 /TID=Mm.77709.1 /TIER=FL /STK=7 /UG=Mm.77709 /LL=20863 /DEF=Mus
MOE430_2_1419710_at 27.4 54.1 M P 0.05 0.001221 0.6 NC 0.11 gb:NM_130858.1 /DB_XREF=gi:18699993 /GEN=Nxph3 /FEA=FLmRNA /CNT=20 /TID=Mm.22970.1 /TIER=FL /STK=7 /UG=Mm.22970 /LL=104079 /DEF=M
MOE430_2_1419720_at 2.2 1 A A 0.94 0.9 0.6 NC 0.2 gb:NM_018762.1 /DB_XREF=gi:9055225 /GEN=Gp9 /FEA=FLmRNA /CNT=13 /TID=Mm.12897.1 /TIER=FL /STK=7 /UG=Mm.12897 /LL=54368 /DEF=Mus m
MOE430_2_1419749_at 62.8 81.5 P P 0.000732 0.000732 0.6 I 0.000027 gb:NM_010067.1 /DB_XREF=gi:6753659 /GEN=Dnmt2 /FEA=FLmRNA /CNT=25 /TID=Mm.6979.1 /TIER=FL /STK=6 /UG=Mm.6979 /LL=13434 /DEF=Mus m
MOE430_2_1419795_at 0.8 0.7 A A 0.93 0.99 0.6 NC 0.3 gb:AA511281 /DB_XREF=gi:2249135 /DB_XREF=vh78h04.r1 /CLONE=IMAGE:893143 /FEA=EST /CNT=2 /TID=Mm.24675.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419800_at 4.8 7.5 A A 0.56 0.63 0.6 NC 0.5 gb:AI506277 /DB_XREF=gi:4404128 /DB_XREF=vq55d11.x1 /CLONE=IMAGE:1106229 /FEA=EST /CNT=2 /TID=Mm.7290.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419815_at 76.5 97.8 P P 0.005859 0.005859 0.6 MI 0.00225 gb:C78784 /DB_XREF=gi:2519114 /DB_XREF=C78784 /CLONE=J0055A04 /FEA=EST /CNT=1 /TID=Mm.195345.1 /TIER=ConsEnd /STK=1 /UG=Mm.19534
MOE430_2_1419858_at 6.7 10.8 A A 0.21 0.12 0.6 NC 0.25 gb:AA200306 /DB_XREF=gi:1796505 /DB_XREF=mu58d10.r1 /CLONE=IMAGE:643603 /FEA=EST /CNT=2 /TID=Mm.35460.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419861_at 0 0.2 A A 0.98 0.95 0.6 NC 0.31 gb:AA672901 /DB_XREF=gi:2646183 /DB_XREF=vn70c04.r1 /CLONE=IMAGE:1026534 /FEA=EST /CNT=2 /TID=Mm.6130.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419903_at 0.9 0.8 A A 0.99 0.99 0.6 NC 0.44 gb:AU067707 /DB_XREF=gi:4968444 /DB_XREF=AU067707 /CLONE=MNCb-0673 /FEA=EST /CNT=1 /TID=Mm.124753.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419973_at 0.4 0.6 A A 0.98 0.96 0.6 NC 0.24 gb:C80494 /DB_XREF=gi:2520824 /DB_XREF=C80494 /CLONE=J0083A07 /FEA=EST /CNT=1 /TID=Mm.197960.1 /TIER=ConsEnd /STK=0 /UG=Mm.19796
MOE430_2_1420050_at 0.5 0.7 A A 0.68 0.69 0.6 NC 0.23 gb:BE691368 /DB_XREF=gi:10078992 /DB_XREF=ut14e12.x1 /CLONE=IMAGE:3327886 /FEA=EST /CNT=1 /TID=Mm.139091.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1420062_at 14.8 20.1 P A 0.00415 0.08 0.6 NC 0.5 gb:BE628832 /DB_XREF=gi:9911520 /DB_XREF=uu08g02.x1 /CLONE=IMAGE:3371378 /FEA=EST /CNT=1 /TID=Mm.102682.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1420099_at 1.7 1.4 A A 0.78 0.56 0.6 NC 0.26 gb:AU020421 /DB_XREF=gi:3376005 /DB_XREF=AU020421 /CLONE=J0532G06 /FEA=EST /CNT=1 /TID=Mm.200727.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420134_at 2.7 6.1 A A 0.39 0.21 0.6 NC 0.3 gb:AU017237 /DB_XREF=gi:3372436 /DB_XREF=AU017237 /CLONE=J0736C10 /FEA=EST /CNT=1 /TID=Mm.28381.2 /TIER=ConsEnd /STK=0 /UG=Mm.28
MOE430_2_1420146_at 15.4 22.9 P P 0.01 0.02 0.6 NC 0.03 gb:AI429207 /DB_XREF=gi:4275133 /DB_XREF=ml57a06.x1 /CLONE=IMAGE:516082 /FEA=EST /CNT=1 /TID=Mm.201862.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420174_s_ 33.5 60.1 P P 0.01 0.01 0.6 I 0.001201 gb:C85320 /DB_XREF=gi:2917277 /DB_XREF=C85320 /CLONE=J0206B11 /FEA=EST /CNT=1 /TID=Mm.195286.1 /TIER=ConsEnd /STK=1 /UG=Mm.19528
MOE430_2_1420176_x_ 23.8 37.5 A M 0.14 0.05 0.6 NC 0.24 gb:BB139905 /DB_XREF=gi:8794842 /DB_XREF=BB139905 /CLONE=9830166M22 /FEA=EST /CNT=1 /TID=Mm.184441.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420181_at 6.4 10.2 A A 0.24 0.33 0.6 NC 0.26 gb:AV047896 /DB_XREF=gi:4867561 /DB_XREF=AV047896 /CLONE=1700071L13 /FEA=EST /CNT=1 /TID=Mm.74728.2 /TIER=ConsEnd /STK=1 /UG=Mm.
MOE430_2_1420200_at 0.5 2.9 A A 0.8 0.33 0.6 NC 0.16 gb:BB088844 /DB_XREF=gi:8654638 /DB_XREF=BB088844 /CLONE=9430019A13 /FEA=EST /CNT=1 /TID=Mm.119257.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420220_x_ 5.5 11.4 A A 0.17 0.24 0.6 NC 0.36 gb:BB192718 /DB_XREF=gi:8853337 /DB_XREF=BB192718 /CLONE=A330073L10 /FEA=EST /CNT=1 /TID=Mm.86710.3 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420223_at 9.9 13.2 A A 0.21 0.12 0.6 NC 0.17 gb:T25554 /DB_XREF=gi:562875 /DB_XREF=EST00587 /CLONE=B0001C09 /FEA=EST /CNT=1 /TID=Mm.23757.1 /TIER=ConsEnd /STK=0 /UG=Mm.23757
MOE430_2_1420243_at 0.7 1.8 A A 0.82 0.63 0.6 NC 0.41 gb:AV292586 /DB_XREF=gi:6306617 /DB_XREF=AV292586 /CLONE=5430426I10 /FEA=EST /CNT=1 /TID=Mm.189815.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420271_at 0.3 0.2 A A 0.9 0.85 0.6 NC 0.23 gb:AV304639 /DB_XREF=gi:6337153 /DB_XREF=AV304639 /CLONE=5730522L18 /FEA=EST /CNT=1 /TID=Mm.147967.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420283_at 0.2 0.2 A A 0.91 0.88 0.6 NC 0.5 gb:BB228325 /DB_XREF=gi:8898970 /DB_XREF=BB228325 /CLONE=A630012H02 /FEA=EST /CNT=1 /TID=Mm.90452.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420287_at 16.1 38.1 A A 0.66 0.33 0.6 NC 0.03 gb:R75193 /DB_XREF=gi:850124 /DB_XREF=MDB1137 /FEA=EST /CNT=1 /TID=Mm.5306.1 /TIER=ConsEnd /STK=0 /UG=Mm.5306 /UG_TITLE=EST
MOE430_2_1420368_at 339.9 498.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK010394.1 /DB_XREF=gi:12845806 /FEA=FLmRNA /CNT=92 /TID=Mm.28549.1 /TIER=Stack /STK=31 /UG=Mm.28549 /LL=68184 /UG_GENE=1500003
MOE430_2_1420417_at 0.6 1.2 A A 0.94 0.72 0.6 NC 0.21 gb:BB124175 /DB_XREF=gi:15408184 /DB_XREF=BB124175 /CLONE=9530096M16 /FEA=FLmRNA /CNT=32 /TID=Mm.5020.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1420433_at 6.7 12.9 A A 0.19 0.21 0.6 NC 0.1 gb:AF285574.1 /DB_XREF=gi:13603830 /GEN=Taf2q /FEA=FLmRNA /CNT=9 /TID=Mm.103259.1 /TIER=FL /STK=5 /UG=Mm.103259 /LL=74469 /DEF=Mus
MOE430_2_1420512_at 173.3 291.2 P P 0.000244 0.000244 0.6 I 0.000088 gb:NM_020265.1 /DB_XREF=gi:9937993 /GEN=Dkk2 /FEA=FLmRNA /CNT=24 /TID=Mm.103593.1 /TIER=FL /STK=4 /UG=Mm.103593 /LL=56811 /DEF=Mu
MOE430_2_1420514_at 103.5 99.4 P P 0.000244 0.000244 0.6 I 0.001201 gb:AI505784 /DB_XREF=gi:4403635 /DB_XREF=vi40g05.x1 /CLONE=IMAGE:906296 /FEA=FLmRNA /CNT=77 /TID=Mm.154610.1 /TIER=Stack /STK=12 /U
MOE430_2_1420563_at 20.9 30.7 A A 0.17 0.06 0.6 NC 0.04 gb:NM_016886.1 /DB_XREF=gi:8393312 /GEN=Gria3 /FEA=FLmRNA /CNT=11 /TID=Mm.42021.1 /TIER=FL /STK=4 /UG=Mm.42021 /LL=53623 /DEF=Mus 
MOE430_2_1420567_at 49.2 92.5 A A 0.17 0.06 0.6 NC 0.03 gb:NM_029239.1 /DB_XREF=gi:13386381 /GEN=4930557O20Rik /FEA=FLmRNA /CNT=9 /TID=Mm.108699.1 /TIER=FL /STK=4 /UG=Mm.108699 /LL=75292
MOE430_2_1420592_a_ 101.8 140.3 P P 0.000244 0.000732 0.6 NC 0.005933 gb:NM_023210.1 /DB_XREF=gi:12963576 /GEN=Cla3 /FEA=FLmRNA /CNT=6 /TID=Mm.218657.1 /TIER=FL /STK=4 /UG=Mm.218657 /LL=66471 /DEF=Mus
MOE430_2_1420705_at 4.4 10.7 A A 0.49 0.24 0.6 NC 0.1 gb:U90538.1 /DB_XREF=gi:2098743 /FEA=FLmRNA /CNT=16 /TID=Mm.1325.1 /TIER=FL /STK=3 /UG=Mm.1325 /LL=64290 /UG_GENE=Foxb1 /DEF=Mus 
MOE430_2_1420714_at 14.9 24.1 A A 0.11 0.09 0.6 NC 0.02 gb:NM_010692.1 /DB_XREF=gi:6754511 /GEN=Lbx2h /FEA=FLmRNA /CNT=8 /TID=Mm.20359.1 /TIER=FL /STK=3 /UG=Mm.20359 /LL=16815 /DEF=Mus m
MOE430_2_1420746_at 9 11.1 A A 0.17 0.12 0.6 NC 0.15 gb:NM_025896.1 /DB_XREF=gi:13385389 /GEN=1600016E11Rik /FEA=FLmRNA /CNT=6 /TID=Mm.69279.1 /TIER=FL /STK=3 /UG=Mm.69279 /LL=67000 /D
MOE430_2_1420777_a_ 0.3 0.2 A A 0.98 0.97 0.6 NC 0.08 gb:NM_025743.1 /DB_XREF=gi:13385205 /GEN=4933400A11Rik /FEA=FLmRNA /CNT=7 /TID=Mm.85010.1 /TIER=FL /STK=3 /UG=Mm.85010 /LL=66747 /
MOE430_2_1420793_at 4.4 11 A P 0.39 0.01 0.6 NC 0.09 gb:NM_008648.1 /DB_XREF=gi:6678967 /GEN=Mup4 /FEA=FLmRNA /CNT=4 /TID=Mm.34335.1 /TIER=FL /STK=3 /UG=Mm.34335 /LL=17843 /DEF=Mus m
MOE430_2_1420827_a_ 1314.8 1835 P P 0.000244 0.000244 0.6 I 0.000167 gb:BG085921 /DB_XREF=gi:12568485 /DB_XREF=H3119F08-5 /CLONE=H3119F08 /FEA=FLmRNA /CNT=268 /TID=Mm.2103.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1420856_a_ 38.7 57.6 P P 0.03 0.008057 0.6 I 0.000552 gb:NM_133737.1 /DB_XREF=gi:19526935 /GEN=1700003F10Rik /FEA=FLmRNA /CNT=145 /TID=Mm.25888.1 /TIER=FL /STK=2 /UG=Mm.25888 /LL=71835
MOE430_2_1420895_at 163.1 282.9 P P 0.000244 0.000244 0.6 I 0.000692 gb:BM248342 /DB_XREF=gi:17883612 /DB_XREF=K0815D01-3 /CLONE=K0815D01 /FEA=FLmRNA /CNT=110 /TID=Mm.197552.1 /TIER=Stack /STK=57 /
MOE430_2_1420903_at 3.2 2.6 A A 0.33 0.3 0.6 NC 0.39 gb:BQ176193 /DB_XREF=gi:20351685 /DB_XREF=UI-M-DJ2-bwg-i-12-0-UI.s1 /CLONE=UI-M-DJ2-bwg-i-12-0-UI /FEA=FLmRNA /CNT=66 /TID=Mm.15
MOE430_2_1420912_at 15.1 37.6 P P 0.001953 0.00293 0.6 NC 0.16 gb:NM_033565.1 /DB_XREF=gi:17298671 /GEN=Laf4l /FEA=FLmRNA /CNT=153 /TID=Mm.27887.1 /TIER=FL /STK=2 /UG=Mm.27887 /LL=93736 /DEF=Mu
MOE430_2_1420943_at 2.7 4 A A 0.94 0.85 0.6 NC 0.17 gb:NM_009549.1 /DB_XREF=gi:6678640 /GEN=Zfp185 /FEA=FLmRNA /CNT=63 /TID=Mm.1161.1 /TIER=FL /STK=2 /UG=Mm.1161 /LL=22673 /DEF=Mus m
MOE430_2_1420957_at 0.9 1.2 A A 0.69 0.6 0.6 NC 0.07 gb:BB316435 /DB_XREF=gi:16403104 /DB_XREF=BB316435 /CLONE=B230364G07 /FEA=FLmRNA /CNT=115 /TID=Mm.7883.1 /TIER=Stack /STK=10 /UG
MOE430_2_1420971_at 45.9 60.1 P P 0.000732 0.001953 0.6 NC 0.17 gb:NM_009461.1 /DB_XREF=gi:6678490 /GEN=Ubr1 /FEA=FLmRNA /CNT=63 /TID=Mm.10731.1 /TIER=FL /STK=2 /UG=Mm.10731 /LL=22222 /DEF=Mus m
MOE430_2_1420978_at 35.2 44 P P 0.01 0.001953 0.6 NC 0.01 gb:AK014494.1 /DB_XREF=gi:12852388 /GEN=Nrf1 /FEA=FLmRNA /CNT=53 /TID=Mm.45045.1 /TIER=Stack /STK=19 /UG=Mm.45045 /LL=18181 /UG_TIT
MOE430_2_1421028_a_ 32.1 35.4 P P 0.001221 0.000244 0.6 NC 0.004925 gb:AI595932 /DB_XREF=gi:4604980 /DB_XREF=uk20d09.x1 /CLONE=IMAGE:1969553 /FEA=FLmRNA /CNT=41 /TID=Mm.24001.1 /TIER=Stack /STK=16 /U
MOE430_2_1421033_a_ 129.9 221.3 P P 0.000244 0.000244 0.6 I 0.00004 gb:NM_019512.1 /DB_XREF=gi:9506442 /GEN=Tcerg1 /FEA=FLmRNA /CNT=62 /TID=Mm.67998.1 /TIER=FL /STK=2 /UG=Mm.67998 /LL=56070 /DEF=Mus
MOE430_2_1421046_a_ 1150.7 1746.1 P P 0.000732 0.000732 0.6 I 0.00002 gb:NM_130881.1 /DB_XREF=gi:18700019 /GEN=MGC6685 /FEA=FLmRNA /CNT=43 /TID=Mm.12267.1 /TIER=FL /STK=2 /UG=Mm.12267 /LL=170715 /DEF
MOE430_2_1421048_a_ 127.4 193.7 P P 0.000244 0.000244 0.6 I 0.00004 gb:NM_023249.1 /DB_XREF=gi:17865318 /GEN=Dgl1-pending /FEA=FLmRNA /CNT=25 /TID=Mm.195629.1 /TIER=FL /STK=2 /UG=Mm.195629 /LL=72222 
MOE430_2_1421218_at 0.8 1.9 A A 0.8 0.36 0.6 NC 0.03 gb:NM_009738.1 /DB_XREF=gi:6857760 /GEN=Bche /FEA=FLmRNA /CNT=13 /TID=Mm.8073.1 /TIER=FL /STK=2 /UG=Mm.8073 /LL=12038 /DEF=Mus mu
MOE430_2_1421260_a_ 771.1 1075.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_009272.1 /DB_XREF=gi:6678130 /GEN=Srm /FEA=FLmRNA /CNT=11 /TID=Mm.10.1 /TIER=FL /STK=2 /UG=Mm.10 /LL=20810 /DEF=Mus musculus
MOE430_2_1421290_at 9.8 14.2 M A 0.05 0.11 0.6 NC 0.5 gb:BG968304 /DB_XREF=gi:14355941 /DB_XREF=602834725F1 /CLONE=IMAGE:4989198 /FEA=FLmRNA /CNT=15 /TID=Mm.46181.1 /TIER=ConsEnd /ST
MOE430_2_1421408_at 0.6 1.9 A A 0.99 0.88 0.6 NC 0.07 gb:NM_030691.1 /DB_XREF=gi:13540502 /GEN=Igsf6 /FEA=FLmRNA /CNT=8 /TID=Mm.160384.1 /TIER=FL /STK=2 /UG=Mm.160384 /LL=80719 /DEF=Mu
MOE430_2_1421456_at 0.7 0.9 A A 0.95 0.98 0.6 NC 0.13 gb:NM_008772.1 /DB_XREF=gi:6679192 /GEN=P2ry1 /FEA=FLmRNA /CNT=8 /TID=Mm.3556.1 /TIER=FL /STK=2 /UG=Mm.3556 /LL=18441 /DEF=Mus mu
MOE430_2_1421460_at 0.2 0.4 A A 0.85 0.78 0.6 NC 0.04 gb:NM_013504.1 /DB_XREF=gi:7305004 /GEN=Dsc1 /FEA=FLmRNA /CNT=7 /TID=Mm.909.1 /TIER=FL /STK=2 /UG=Mm.909 /LL=13505 /DEF=Mus muscu
MOE430_2_1421473_at 1.1 0.9 A A 0.88 0.8 0.6 NC 0.02 gb:BC003727.1 /DB_XREF=gi:13277631 /FEA=FLmRNA /CNT=6 /TID=Mm.15534.1 /TIER=FL /STK=2 /UG=Mm.15534 /LL=16175 /UG_GENE=Il1a /DEF=Mu
MOE430_2_1421482_at 3.2 1.5 A A 0.63 0.46 0.6 NC 0.02 gb:NM_080458.1 /DB_XREF=gi:17978269 /GEN=Bsnd-pending /FEA=FLmRNA /CNT=5 /TID=Mm.135448.1 /TIER=FL /STK=2 /UG=Mm.135448 /LL=140475 
MOE430_2_1421493_a_ 17.2 21.5 P P 0.03 0.005859 0.6 NC 0.05 gb:NM_021374.1 /DB_XREF=gi:10946707 /GEN=Rgs20 /FEA=FLmRNA /CNT=5 /TID=Mm.103771.1 /TIER=FL /STK=2 /UG=Mm.103771 /LL=58175 /DEF=M
MOE430_2_1421519_a_ 22.9 27.2 P P 0.001953 0.000244 0.6 NC 0.002753 gb:NM_023266.1 /DB_XREF=gi:12963606 /GEN=1200003I07Rik /FEA=FLmRNA /CNT=6 /TID=Mm.24056.1 /TIER=FL /STK=2 /UG=Mm.24056 /LL=66869 /D
MOE430_2_1421564_at 0.9 0.4 A A 0.95 0.98 0.6 NC 0.09 gb:NM_008458.1 /DB_XREF=gi:6680585 /GEN=Klkbp /FEA=FLmRNA /CNT=5 /TID=Mm.14191.1 /TIER=FL /STK=2 /UG=Mm.14191 /LL=16625 /DEF=Mus m
MOE430_2_1421583_at 0.3 0.3 A A 0.85 0.87 0.6 NC 0.2 gb:AF448508.1 /DB_XREF=gi:17864958 /GEN=Creb1 /FEA=FLmRNA /CNT=5 /TID=Mm.1376.1 /TIER=FL /STK=1 /UG=Mm.1376 /LL=12912 /DEF=Mus mu
MOE430_2_1421610_at 4.2 6.5 A A 0.66 0.27 0.6 NC 0.14 gb:NM_021373.1 /DB_XREF=gi:12957489 /GEN=AB030188 /FEA=FLmRNA /CNT=4 /TID=Mm.103711.1 /TIER=FL /STK=2 /UG=Mm.103711 /LL=58173 /DE
MOE430_2_1421615_at 15.3 23.9 A M 0.09 0.05 0.6 NC 0.11 gb:NM_010862.1 /DB_XREF=gi:6754779 /GEN=Myo15 /FEA=FLmRNA /CNT=3 /TID=Mm.89960.1 /TIER=FL /STK=2 /UG=Mm.89960 /LL=17910 /DEF=Mus 
MOE430_2_1421616_at 1.8 2.8 A A 0.78 0.72 0.6 NC 0.37 gb:NM_008170.1 /DB_XREF=gi:6680096 /GEN=Grin2a /FEA=FLmRNA /CNT=3 /TID=Mm.2953.1 /TIER=FL /STK=2 /UG=Mm.2953 /LL=14811 /DEF=Mus mu
MOE430_2_1421681_at 8.1 7.6 A A 0.3 0.21 0.6 NC 0.18 gb:NM_032002.1 /DB_XREF=gi:14030776 /GEN=Nrg4 /FEA=FLmRNA /CNT=3 /TID=Mm.10142.1 /TIER=FL /STK=2 /UG=Mm.10142 /LL=83961 /DEF=Mus m
MOE430_2_1421686_at 6.2 16.5 A P 0.09 0.02 0.6 NC 0.5 gb:NM_021892.1 /DB_XREF=gi:11230795 /GEN=Rfrp /FEA=FLmRNA /CNT=3 /TID=Mm.157158.1 /TIER=FL /STK=2 /UG=Mm.157158 /LL=60531 /DEF=Mus
MOE430_2_1421752_a_ 6.3 10.2 A A 0.27 0.21 0.6 NC 0.5 gb:NM_009257.1 /DB_XREF=gi:6678102 /GEN=Serpinb5 /FEA=FLmRNA /CNT=2 /TID=Mm.4622.1 /TIER=FL /STK=2 /UG=Mm.4622 /LL=20724 /DEF=Mus 
MOE430_2_1421771_a_ 49.7 72.6 P P 0.000244 0.000244 0.6 I 0.000273 gb:NM_008389.1 /DB_XREF=gi:6680464 /GEN=Ipp /FEA=FLmRNA /CNT=2 /TID=Mm.1350.1 /TIER=FL /STK=2 /UG=Mm.1350 /LL=16351 /DEF=Mus muscu
MOE430_2_1421904_at 213.4 311.1 P P 0.001953 0.000244 0.6 I 0.00003 gb:BB032062 /DB_XREF=gi:16258201 /DB_XREF=BB032062 /CLONE=5830468L16 /FEA=FLmRNA /CNT=120 /TID=Mm.34104.1 /TIER=Stack /STK=25 /U
MOE430_2_1421917_at 1078.6 1748.1 P P 0.000244 0.000244 0.6 I 0.00002 gb:AW537708 /DB_XREF=gi:7180221 /DB_XREF=G0120F08-3 /CLONE=G0120F08 /FEA=FLmRNA /CNT=98 /TID=Mm.2924.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1421933_at 11.6 15.6 P P 0.01 0.000244 0.6 NC 0.007117 gb:BC004707.1 /DB_XREF=gi:13435680 /FEA=FLmRNA /CNT=94 /TID=Mm.28003.1 /TIER=FL+Stack /STK=11 /UG=Mm.28003 /LL=12419 /UG_GENE=Cbx
MOE430_2_1421935_at 46 86.2 P P 0.000244 0.000244 0.6 I 0.000492 gb:NM_026147.1 /DB_XREF=gi:13385651 /GEN=Rps20 /FEA=FLmRNA /CNT=26 /TID=Mm.21938.1 /TIER=FL /STK=1 /UG=Mm.21938 /LL=67427 /DEF=Mu
MOE430_2_1421943_at 68.9 78.9 P P 0.00415 0.000244 0.6 I 0.000027 gb:U65016.1 /DB_XREF=gi:1518850 /GEN=TGFa /FEA=FLmRNA /CNT=40 /TID=Mm.219664.1 /TIER=FL+Stack /STK=16 /UG=Mm.219664 /LL=21802 /DEF
MOE430_2_1421958_at 1.9 4.9 A A 0.66 0.3 0.6 NC 0.49 gb:NM_008478.2 /DB_XREF=gi:11079652 /GEN=L1cam /FEA=FLmRNA /CNT=34 /TID=Mm.57194.1 /TIER=FL /STK=1 /UG=Mm.57194 /LL=16728 /DEF=Mu
MOE430_2_1421984_at 5.5 12.6 A A 0.33 0.12 0.6 NC 0.5 gb:AF099098.1 /DB_XREF=gi:3851659 /FEA=FLmRNA /CNT=30 /TID=Mm.20911.1 /TIER=FL /STK=1 /UG=Mm.20911 /LL=20855 /UG_GENE=Stc /DEF=Mu
MOE430_2_1422005_at 23.4 30.4 P P 0.008057 0.001953 0.6 NC 0.01 gb:M93567.1 /DB_XREF=gi:200209 /GEN=65 kD protein kinase /FEA=FLmRNA /CNT=22 /TID=Mm.807.1 /TIER=FL /STK=1 /UG=Mm.807 /LL=19106 /DEF=
MOE430_2_1422031_a_ 180.4 290.7 P P 0.000244 0.000244 0.6 NC 0.02 gb:NM_022985.2 /DB_XREF=gi:15805025 /GEN=Awp1-pending /FEA=FLmRNA /CNT=20 /TID=Mm.1608.1 /TIER=FL /STK=1 /UG=Mm.1608 /LL=65098 /DE
MOE430_2_1422051_a_ 17.7 23.2 A A 0.19 0.08 0.6 NC 0.14 gb:NM_019439.1 /DB_XREF=gi:10257426 /GEN=Gabbr1 /FEA=FLmRNA /CNT=14 /TID=Mm.32191.1 /TIER=FL /STK=1 /UG=Mm.32191 /LL=54393 /DEF=M
MOE430_2_1422150_at 4.9 7.5 A A 0.06 0.3 0.6 NC 0.45 gb:NM_008257.1 /DB_XREF=gi:6680234 /GEN=Hmx3 /FEA=FLmRNA /CNT=5 /TID=Mm.214647.1 /TIER=FL /STK=1 /UG=Mm.214647 /LL=15373 /DEF=Mus
MOE430_2_1422167_at 15.4 29.7 M P 0.05 0.005859 0.6 NC 0.02 gb:NM_009154.1 /DB_XREF=gi:6677914 /GEN=Sema5a /FEA=FLmRNA /CNT=5 /TID=Mm.24733.1 /TIER=FL /STK=1 /UG=Mm.24733 /LL=20356 /DEF=Mus
MOE430_2_1422221_at 0.6 2.4 A A 0.78 0.53 0.6 NC 0.1 gb:NM_010402.1 /DB_XREF=gi:6754153 /GEN=Hand2 /FEA=FLmRNA /CNT=4 /TID=Mm.8035.1 /TIER=FL /STK=1 /UG=Mm.8035 /LL=15111 /DEF=Mus mu
MOE430_2_1422245_a_ 0.6 0.8 A A 0.88 0.43 0.6 NC 0.07 gb:U63408.1 /DB_XREF=gi:4558374 /GEN=Mrvi1 /FEA=FLmRNA /CNT=2 /TID=Mm.89958.1 /TIER=FL /STK=1 /UG=Mm.89958 /LL=17540 /DEF=Mus musc
MOE430_2_1422275_at 1.5 1.1 A A 0.95 0.99 0.6 NC 0.04 gb:NM_009962.1 /DB_XREF=gi:6753527 /GEN=Gpr44 /FEA=FLmRNA /CNT=2 /TID=Mm.56903.1 /TIER=FL /STK=1 /UG=Mm.56903 /LL=14764 /DEF=Mus m
MOE430_2_1422388_at 3 5.6 A A 0.69 0.3 0.6 NC 0.24 gb:NM_053238.1 /DB_XREF=gi:16716558 /GEN=V1rc8 /FEA=FLmRNA /CNT=1 /TID=Mm.213188.1 /TIER=FL /STK=1 /UG=Mm.213188 /LL=113865 /DEF=M
MOE430_2_1422391_at 0.2 0.5 A A 0.96 0.94 0.6 NC 0.57 gb:NM_053233.1 /DB_XREF=gi:16716548 /GEN=V1rc3 /FEA=FLmRNA /CNT=1 /TID=Mm.213183.1 /TIER=FL /STK=1 /UG=Mm.213183 /LL=113860 /DEF=M
MOE430_2_1422396_s_ 1 0.4 A A 0.8 0.95 0.6 NC 0.49 gb:NM_008554.1 /DB_XREF=gi:6678807 /GEN=Ascl2 /FEA=FLmRNA /CNT=1 /TID=Mm.196417.1 /TIER=FL /STK=1 /UG=Mm.196417 /LL=17173 /DEF=Mus
MOE430_2_1422411_s_ 2 5.7 A A 0.39 0.19 0.6 NC 0.5 gb:NM_017388.1 /DB_XREF=gi:8393282 /GEN=Ear3 /FEA=FLmRNA /CNT=1 /TID=Mm.195444.1 /TIER=FL /STK=1 /UG=Mm.195444 /LL=53876 /DEF=Mus 
MOE430_2_1422450_at 224.4 389.3 P P 0.000244 0.000244 0.6 I 0.00004 gb:NM_007615.1 /DB_XREF=gi:6671685 /GEN=Catns /FEA=FLmRNA /CNT=211 /TID=Mm.35738.1 /TIER=FL+Stack /STK=108 /UG=Mm.35738 /LL=12388 /
MOE430_2_1422483_a_ 1364.6 2101.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_007808.1 /DB_XREF=gi:6681094 /GEN=Cycs /FEA=FLmRNA /CNT=292 /TID=Mm.35389.1 /TIER=FL+Stack /STK=73 /UG=Mm.35389 /LL=13063 /D
MOE430_2_1422502_at 523.8 596.3 P P 0.00293 0.001221 0.6 I 0.000273 gb:AF126717.1 /DB_XREF=gi:7363321 /FEA=FLmRNA /CNT=237 /TID=Mm.9248.1 /TIER=FL+Stack /STK=67 /UG=Mm.9248 /LL=11545 /UG_GENE=Adprt1
MOE430_2_1422503_s_ 208.8 361.6 P P 0.000732 0.000244 0.6 I 0.000046 gb:AF126717.1 /DB_XREF=gi:7363321 /FEA=FLmRNA /CNT=237 /TID=Mm.9248.1 /TIER=FL+Stack /STK=67 /UG=Mm.9248 /LL=11545 /UG_GENE=Adprt1
MOE430_2_1422582_at 0.6 0.4 A A 0.96 0.93 0.6 NC 0.44 gb:U18812.1 /DB_XREF=gi:746416 /GEN=ob /FEA=FLmRNA /CNT=61 /TID=Mm.34519.1 /TIER=FL+Stack /STK=32 /UG=Mm.34519 /LL=16846 /UG_TITLE
MOE430_2_1422658_at 0.7 0.7 A A 0.96 0.98 0.6 NC 0.54 gb:NM_054066.1 /DB_XREF=gi:16905092 /GEN=1700041H07Rik /FEA=FLmRNA /CNT=24 /TID=Mm.50808.1 /TIER=FL+Stack /STK=21 /UG=Mm.50808 /LL
MOE430_2_1422668_at 16.5 30.9 A A 0.17 0.14 0.6 NC 0.29 gb:NM_011452.1 /DB_XREF=gi:15826841 /GEN=Spi10 /FEA=FLmRNA /CNT=35 /TID=Mm.45371.1 /TIER=FL+Stack /STK=20 /UG=Mm.45371 /LL=20706 /D
MOE430_2_1422711_a_ 4.7 8 A A 0.53 0.43 0.6 NC 0.09 gb:NM_012040.1 /DB_XREF=gi:6753247 /GEN=Pnck /FEA=FLmRNA /CNT=33 /TID=Mm.89564.1 /TIER=FL+Stack /STK=17 /UG=Mm.89564 /LL=93843 /DE
MOE430_2_1422744_at 27 35.2 P P 0.000732 0.000732 0.6 NC 0.03 gb:AA422311 /DB_XREF=gi:2101189 /DB_XREF=vf45f12.r1 /CLONE=IMAGE:846767 /FEA=FLmRNA /CNT=42 /TID=Mm.42254.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1422788_at 146 209.1 P P 0.000732 0.000732 0.6 I 0.000966 gb:NM_021398.1 /DB_XREF=gi:10946743 /GEN=Eeg1-pending /FEA=FLmRNA /CNT=26 /TID=Mm.116825.1 /TIER=FL+Stack /STK=12 /UG=Mm.116825 /LL
MOE430_2_1422831_at 321.4 467.7 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_010181.1 /DB_XREF=gi:6753825 /GEN=Fbn2 /FEA=FLmRNA /CNT=40 /TID=Mm.20271.1 /TIER=FL+Stack /STK=10 /UG=Mm.20271 /LL=14119 /DE
MOE430_2_1422923_at 14.5 22.9 A A 0.3 0.33 0.6 NC 0.5 gb:NM_008007.1 /DB_XREF=gi:6679782 /GEN=Fgf3 /FEA=FLmRNA /CNT=18 /TID=Mm.4947.1 /TIER=FL /STK=5 /UG=Mm.4947 /LL=14174 /DEF=Mus mus
MOE430_2_1422938_at 14.7 22.8 A A 0.27 0.12 0.6 NC 0.3 gb:NM_009741.1 /DB_XREF=gi:6753167 /GEN=Bcl2 /FEA=FLmRNA /CNT=9 /TID=Mm.153797.1 /TIER=FL /STK=2 /UG=Mm.153797 /LL=12043 /DEF=Mus 
MOE430_2_1422967_a_ 1.6 4.4 A A 0.8 0.5 0.6 NC 0.28 gb:BB810450 /DB_XREF=gi:16983079 /DB_XREF=BB810450 /CLONE=G730005G14 /FEA=FLmRNA /CNT=50 /TID=Mm.26069.1 /TIER=Stack /STK=14 /UG
MOE430_2_1423013_at 12.9 19.7 A A 0.19 0.39 0.6 NC 0.5 gb:NM_010426.1 /DB_XREF=gi:6753901 /GEN=Foxf1a /FEA=FLmRNA /CNT=6 /TID=Mm.86423.1 /TIER=FL /STK=0 /UG=Mm.86423 /LL=15227 /DEF=Mus 
MOE430_2_1423040_at 385.1 615.1 P P 0.000244 0.000244 0.6 I 0.000046 gb:AK008059.1 /DB_XREF=gi:12842007 /FEA=FLmRNA /CNT=465 /TID=Mm.21848.1 /TIER=Stack /STK=64 /UG=Mm.21848 /LL=66882 /UG_GENE=120001
MOE430_2_1423070_at 25.6 35.4 P M 0.04 0.05 0.6 NC 0.5 gb:AK018480.1 /DB_XREF=gi:12858198 /GEN=Rpl21 /FEA=FLmRNA /CNT=173 /TID=Mm.29896.1 /TIER=ConsEnd /STK=6 /UG=Mm.29896 /LL=19933 /UG
MOE430_2_1423096_at 113.5 200.7 P P 0.000732 0.001221 0.6 I 0.001832 gb:BG068214 /DB_XREF=gi:12550783 /DB_XREF=H3063A03-3 /CLONE=H3063A03 /FEA=FLmRNA /CNT=113 /TID=Mm.24778.1 /TIER=Stack /STK=57 /U
MOE430_2_1423143_at 106.7 167.7 P P 0.000732 0.000244 0.6 I 0.00002 gb:BB822914 /DB_XREF=gi:16995543 /DB_XREF=BB822914 /CLONE=G830025B03 /FEA=FLmRNA /CNT=127 /TID=Mm.41800.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423180_at 0.9 0.8 A A 0.94 0.95 0.6 NC 0.5 gb:BQ175822 /DB_XREF=gi:20351314 /DB_XREF=UI-M-DJ2-bwf-e-11-0-UI.s1 /CLONE=UI-M-DJ2-bwf-e-11-0-UI /FEA=FLmRNA /CNT=160 /TID=Mm.5
MOE430_2_1423207_at 261.7 398.5 P P 0.000732 0.000244 0.6 I 0.00002 gb:BB784924 /DB_XREF=gi:16953420 /DB_XREF=BB784924 /CLONE=G430099K02 /FEA=FLmRNA /CNT=257 /TID=Mm.23263.1 /TIER=Stack /STK=27 /U
MOE430_2_1423253_at 2.9 3.3 A A 0.6 0.66 0.6 NC 0.22 gb:AI385618 /DB_XREF=gi:4199081 /DB_XREF=mc35h09.x1 /CLONE=IMAGE:350561 /FEA=FLmRNA /CNT=71 /TID=Mm.9986.1 /TIER=Stack /STK=23 /UG
MOE430_2_1423319_at 11.1 17.7 A A 0.27 0.08 0.6 NC 0.3 gb:AK014111.1 /DB_XREF=gi:12851776 /GEN=Hhex /FEA=FLmRNA /CNT=36 /TID=Mm.33896.1 /TIER=Stack /STK=16 /UG=Mm.33896 /LL=15242 /UG_TIT
MOE430_2_1423472_at 419.9 626.9 P P 0.000244 0.000244 0.6 I 0.000189 gb:BE985469 /DB_XREF=gi:10658810 /DB_XREF=UI-M-CG0p-bem-h-07-0-UI.s1 /CLONE=UI-M-CG0p-bem-h-07-0-UI /FEA=FLmRNA /CNT=336 /TID=M
MOE430_2_1423530_at 0.9 2 A A 0.98 0.88 0.6 NC 0.02 gb:BB320288 /DB_XREF=gi:16403301 /DB_XREF=BB320288 /CLONE=B230385A21 /FEA=FLmRNA /CNT=26 /TID=Mm.65336.1 /TIER=Stack /STK=13 /UG
MOE430_2_1423594_a_ 2.5 6.3 A A 0.33 0.21 0.6 NC 0.5 gb:BB451714 /DB_XREF=gi:9312749 /DB_XREF=BB451714 /CLONE=D130012G17 /FEA=FLmRNA /CNT=67 /TID=Mm.2377.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1423622_a_ 188.7 267.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:BM250672 /DB_XREF=gi:17885942 /DB_XREF=K0853E03-3 /CLONE=K0853E03 /FEA=FLmRNA /CNT=85 /TID=Mm.175612.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423673_at 8.5 15.1 A A 0.14 0.19 0.6 NC 0.5 gb:BC023053.1 /DB_XREF=gi:18606002 /FEA=FLmRNA /CNT=176 /TID=Mm.6471.1 /TIER=FL+Stack /STK=169 /UG=Mm.6471 /DEF=Mus musculus, clone 
MOE430_2_1423683_at 273.8 446.1 P P 0.00293 0.000732 0.6 I 0.000618 gb:AF322238.1 /DB_XREF=gi:13569346 /GEN=Hepp /FEA=FLmRNA /CNT=223 /TID=Mm.28595.1 /TIER=FL+Stack /STK=162 /UG=Mm.28595 /LL=71963 /
MOE430_2_1423700_at 146.7 222.9 P P 0.000244 0.000732 0.6 I 0.001077 gb:BC026795.1 /DB_XREF=gi:20071209 /FEA=FLmRNA /CNT=182 /TID=Mm.12553.1 /TIER=FL+Stack /STK=147 /UG=Mm.12553 /LL=69263 /UG_GENE=R
MOE430_2_1423796_at 265.9 344.8 P P 0.000732 0.000244 0.6 I 0.000389 gb:BE951578 /DB_XREF=gi:10591072 /DB_XREF=UI-M-CC0-ayc-b-12-0-UI.s1 /CLONE=UI-M-CC0-ayc-b-12-0-UI /FEA=FLmRNA /CNT=462 /TID=Mm.4
MOE430_2_1423829_at 136.1 230 P P 0.000244 0.000244 0.6 I 0.000052 gb:BC011343.1 /DB_XREF=gi:15030174 /FEA=FLmRNA /CNT=155 /TID=Mm.22383.1 /TIER=FL+Stack /STK=97 /UG=Mm.22383 /DEF=Mus musculus, Simil
MOE430_2_1423882_at 251 371.1 P P 0.000244 0.000244 0.6 I 0.000114 gb:BC027246.1 /DB_XREF=gi:20073142 /FEA=FLmRNA /CNT=130 /TID=Mm.206008.1 /TIER=FL+Stack /STK=85 /UG=Mm.206008 /DEF=Mus musculus, Sim
MOE430_2_1423899_at 128.6 192.8 P P 0.000244 0.000244 0.6 I 0.000101 gb:BG143641 /DB_XREF=gi:12647040 /DB_XREF=ut58d08.x1 /CLONE=IMAGE:3332030 /FEA=FLmRNA /CNT=284 /TID=Mm.173718.1 /TIER=Stack /STK=3
MOE430_2_1423931_s_ 509.8 808.9 P P 0.000244 0.000244 0.6 I 0.000307 gb:BC024870.1 /DB_XREF=gi:19353518 /FEA=FLmRNA /CNT=129 /TID=Mm.27142.1 /TIER=FL+Stack /STK=77 /UG=Mm.27142 /LL=67924 /UG_GENE=26
MOE430_2_1423977_at 0.5 0.4 A A 0.9 0.75 0.6 NC 0.04 gb:BI144256 /DB_XREF=gi:14604257 /DB_XREF=602907804F1 /CLONE=IMAGE:5064624 /FEA=FLmRNA /CNT=122 /TID=Mm.23682.1 /TIER=ConsEnd /ST
MOE430_2_1424166_at 22.3 41.9 P A 0.04 0.11 0.6 NC 0.22 gb:M80360.1 /DB_XREF=gi:200705 /GEN=Rep-3 /FEA=FLmRNA /CNT=65 /TID=Mm.116254.2 /TIER=FL+Stack /STK=48 /UG=Mm.116254 /LL=17686 /UG_
MOE430_2_1424170_at 450.5 687.5 P P 0.000732 0.000732 0.6 I 0.000027 gb:BC025161.1 /DB_XREF=gi:19263792 /FEA=FLmRNA /CNT=98 /TID=Mm.29503.1 /TIER=FL+Stack /STK=47 /UG=Mm.29503 /LL=68479 /UG_GENE=1110
MOE430_2_1424327_at 170.1 256.2 P P 0.000244 0.000244 0.6 I 0.00003 gb:BC006736.1 /DB_XREF=gi:13879509 /FEA=FLmRNA /CNT=58 /TID=Mm.182195.1 /TIER=FL+Stack /STK=37 /UG=Mm.182195 /LL=75430 /UG_GENE=32
MOE430_2_1424328_s_ 106.3 174.7 P P 0.000244 0.000244 0.6 I 0.000273 gb:BC006736.1 /DB_XREF=gi:13879509 /FEA=FLmRNA /CNT=58 /TID=Mm.182195.1 /TIER=FL+Stack /STK=37 /UG=Mm.182195 /LL=75430 /UG_GENE=32
MOE430_2_1424351_at 5.9 8.2 A A 0.56 0.39 0.6 NC 0.5 gb:AF334269.1 /DB_XREF=gi:18478507 /GEN=He4 /FEA=FLmRNA /CNT=59 /TID=Mm.27289.1 /TIER=FL+Stack /STK=36 /UG=Mm.27289 /LL=67701 /DEF
MOE430_2_1424353_at 136 151.2 P P 0.000732 0.000244 0.6 NC 0.004481 gb:BC004681.1 /DB_XREF=gi:13435608 /FEA=FLmRNA /CNT=72 /TID=Mm.180895.1 /TIER=FL+Stack /STK=36 /UG=Mm.180895 /LL=72416 /UG_GENE=3
MOE430_2_1424408_at 40.5 62.3 A A 0.19 0.11 0.6 NC 0.01 gb:BC010816.1 /DB_XREF=gi:14789888 /FEA=FLmRNA /CNT=55 /TID=Mm.24551.1 /TIER=FL+Stack /STK=34 /UG=Mm.24551 /DEF=Mus musculus, Simila
MOE430_2_1424425_a_ 2617.5 4039 P P 0.000244 0.000244 0.6 I 0.000035 gb:BC003858.1 /DB_XREF=gi:13277989 /FEA=FLmRNA /CNT=98 /TID=Mm.28500.1 /TIER=FL+Stack /STK=33 /UG=Mm.28500 /LL=66902 /UG_GENE=1300
MOE430_2_1424448_at 2.7 4.5 A A 0.39 0.26 0.6 NC 0.05 gb:BC026912.1 /DB_XREF=gi:20071546 /FEA=FLmRNA /CNT=47 /TID=Mm.128106.1 /TIER=FL+Stack /STK=32 /UG=Mm.128106 /DEF=Mus musculus, Sim
MOE430_2_1424465_at 139.3 245.9 P P 0.000244 0.000244 0.6 I 0.000273 gb:BC024862.1 /DB_XREF=gi:19353737 /FEA=FLmRNA /CNT=56 /TID=Mm.28499.1 /TIER=FL+Stack /STK=30 /UG=Mm.28499 /DEF=Mus musculus, similar
MOE430_2_1424503_at 147.1 167.2 P P 0.001221 0.000244 0.6 NC 0.005933 gb:AK014407.1 /DB_XREF=gi:12852238 /FEA=FLmRNA /CNT=125 /TID=Mm.87650.1 /TIER=Stack /STK=20 /UG=Mm.87650 /LL=67423 /UG_GENE=373241
MOE430_2_1424522_at 151.7 227.4 P P 0.01 0.00415 0.6 I 0.000078 gb:BC019693.1 /DB_XREF=gi:18043995 /FEA=FLmRNA /CNT=46 /TID=Mm.197686.1 /TIER=FL+Stack /STK=27 /UG=Mm.197686 /DEF=Mus musculus, Sim
MOE430_2_1424529_s_ 36.7 57.2 P P 0.03 0.005859 0.6 NC 0.22 gb:BC023116.1 /DB_XREF=gi:18605666 /FEA=FLmRNA /CNT=54 /TID=Mm.45127.1 /TIER=FL+Stack /STK=26 /UG=Mm.45127 /LL=68567 /UG_GENE=1110
MOE430_2_1424570_at 30 34.3 P P 0.03 0.02 0.6 NC 0.02 gb:BB313851 /DB_XREF=gi:9014556 /DB_XREF=BB313851 /CLONE=B230344A19 /FEA=FLmRNA /CNT=101 /TID=Mm.202725.1 /TIER=Stack /STK=12 /U
MOE430_2_1424579_at 25.8 33.3 P P 0.01 0.01 0.6 NC 0.004073 gb:BC024110.1 /DB_XREF=gi:18848270 /FEA=FLmRNA /CNT=58 /TID=Mm.190758.1 /TIER=FL+Stack /STK=24 /UG=Mm.190758 /DEF=Mus musculus, Sim
MOE430_2_1424581_at 16.2 27.2 A A 0.19 0.08 0.6 NC 0.12 gb:BC024864.1 /DB_XREF=gi:19354549 /FEA=FLmRNA /CNT=80 /TID=Mm.181008.1 /TIER=FL+Stack /STK=24 /UG=Mm.181008 /DEF=Mus musculus, sim
MOE430_2_1424632_a_ 241.6 398.6 P P 0.000244 0.000244 0.6 I 0.00006 gb:AB031049.1 /DB_XREF=gi:6978945 /GEN=Sez4 /FEA=FLmRNA /CNT=48 /TID=Mm.2167.1 /TIER=FL+Stack /STK=22 /UG=Mm.2167 /LL=19714 /DEF=M
MOE430_2_1424690_at 38.3 71.7 P P 0.000244 0.001221 0.6 NC 0.11 gb:BC027257.1 /DB_XREF=gi:20072664 /FEA=FLmRNA /CNT=52 /TID=Mm.38480.1 /TIER=FL+Stack /STK=19 /UG=Mm.38480 /LL=77067 /UG_GENE=5930
MOE430_2_1424697_at 404.9 517.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC020149.1 /DB_XREF=gi:18043305 /FEA=FLmRNA /CNT=39 /TID=Mm.29019.1 /TIER=FL+Stack /STK=19 /UG=Mm.29019 /LL=69185 /UG_GENE=1810
MOE430_2_1424723_s_ 282.4 406.4 P P 0.000244 0.000244 0.6 I 0.000241 gb:BC003241.1 /DB_XREF=gi:13096879 /FEA=FLmRNA /CNT=39 /TID=Mm.39286.1 /TIER=FL+Stack /STK=18 /UG=Mm.39286 /DEF=Mus musculus, clone 
MOE430_2_1424729_at 6.7 11.1 A A 0.5 0.63 0.6 NC 0.4 gb:AY092026.1 /DB_XREF=gi:20257221 /FEA=FLmRNA /CNT=29 /TID=Mm.28800.1 /TIER=FL+Stack /STK=18 /UG=Mm.28800 /DEF=Mus musculus SMAF1
MOE430_2_1424742_at 20.5 24 A A 0.53 0.39 0.6 NC 0.14 gb:BG070002 /DB_XREF=gi:12552659 /DB_XREF=H3083E06-3 /CLONE=H3083E06 /FEA=FLmRNA /CNT=80 /TID=Mm.12407.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1424775_at 79.7 119.2 A P 0.08 0.03 0.6 NC 0.007788 gb:BC018470.1 /DB_XREF=gi:17391105 /FEA=FLmRNA /CNT=62 /TID=Mm.14301.1 /TIER=FL+Stack /STK=16 /UG=Mm.14301 /LL=23960 /UG_GENE=Oas
MOE430_2_1424798_a_ 7.6 12.7 A P 0.27 0.03 0.6 NC 0.11 gb:U22059.1 /DB_XREF=gi:965015 /GEN=ADAM 5 /FEA=FLmRNA /CNT=24 /TID=Mm.143889.1 /TIER=FL+Stack /STK=16 /UG=Mm.143889 /LL=11499 /D
MOE430_2_1424864_at 15.2 25.4 A A 0.14 0.19 0.6 NC 0.31 gb:AU079220 /DB_XREF=gi:6083975 /DB_XREF=AU079220 /CLONE=MNCb-4006 /FEA=FLmRNA /CNT=33 /TID=Mm.20934.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1424930_s_ 0.6 1.6 A A 0.82 0.53 0.6 NC 0.01 gb:BC016600.1 /DB_XREF=gi:19116229 /FEA=FLmRNA /CNT=23 /TID=Mm.3369.1 /TIER=FL+Stack /STK=11 /UG=Mm.3369 /DEF=Mus musculus, clone MG
MOE430_2_1424931_s_ 1.7 0.5 A A 0.91 0.82 0.6 NC 0.17 gb:M94350.1 /DB_XREF=gi:200937 /GEN=IgL /FEA=FLmRNA /CNT=22 /TID=Mm.780.1 /TIER=FL+Stack /STK=11 /UG=Mm.780 /LL=16142 /DEF=Mus mus
MOE430_2_1425010_at 17.8 25.5 A P 0.11 0.00293 0.6 I 0.001077 gb:AF242376.1 /DB_XREF=gi:8809805 /GEN=Mzf13 /FEA=FLmRNA /CNT=14 /TID=Mm.77767.1 /TIER=FL+Stack /STK=9 /UG=Mm.77767 /DEF=Mus musc
MOE430_2_1425033_at 0.7 2.3 A A 0.9 0.72 0.6 NC 0.04 gb:BC018306.1 /DB_XREF=gi:17390717 /FEA=FLmRNA /CNT=30 /TID=Mm.24030.1 /TIER=FL+Stack /STK=8 /UG=Mm.24030 /DEF=Mus musculus, Similar 
MOE430_2_1425078_x_ 0.4 0.5 A A 0.95 0.75 0.6 NC 0.08 gb:BC007193.1 /DB_XREF=gi:13938153 /FEA=FLmRNA /CNT=19 /TID=Mm.197519.1 /TIER=FL /STK=7 /UG=Mm.197519 /DEF=Mus musculus, clone MGC:
MOE430_2_1425089_at 3.4 3 A A 0.95 0.92 0.6 NC 0.11 gb:BC024837.1 /DB_XREF=gi:19354540 /FEA=FLmRNA /CNT=17 /TID=Mm.101976.1 /TIER=FL /STK=7 /UG=Mm.101976 /DEF=Mus musculus, Similar to p
MOE430_2_1425090_s_ 7.3 11.7 A A 0.72 0.63 0.6 NC 0.3 gb:BC024837.1 /DB_XREF=gi:19354540 /FEA=FLmRNA /CNT=17 /TID=Mm.101976.1 /TIER=FL /STK=7 /UG=Mm.101976 /DEF=Mus musculus, Similar to p
MOE430_2_1425138_at 15 28.6 A A 0.33 0.46 0.6 NC 0.5 gb:BC018480.1 /DB_XREF=gi:17391130 /FEA=FLmRNA /CNT=56 /TID=Mm.59151.1 /TIER=FL /STK=5 /UG=Mm.59151 /DEF=Mus musculus, clone MGC:21
MOE430_2_1425168_at 4.3 6 A A 0.36 0.43 0.6 NC 0.19 gb:BC023064.1 /DB_XREF=gi:18606499 /FEA=FLmRNA /CNT=7 /TID=Mm.95398.1 /TIER=FL /STK=5 /UG=Mm.95398 /LL=14699 /UG_GENE=Gng1 /DEF=M
MOE430_2_1425174_at 1.3 1.9 A A 0.87 0.72 0.6 NC 0.07 gb:BC024928.1 /DB_XREF=gi:19352977 /FEA=FLmRNA /CNT=117 /TID=Mm.100050.1 /TIER=FL /STK=4 /UG=Mm.100050 /DEF=Mus musculus, transformi
MOE430_2_1425241_a_ 210.2 295.1 P P 0.000244 0.000244 0.6 I 0.000273 gb:BC019601.1 /DB_XREF=gi:18044004 /FEA=FLmRNA /CNT=8 /TID=Mm.28719.2 /TIER=FL /STK=4 /UG=Mm.28719 /LL=78889 /UG_GENE=2700038M07R
MOE430_2_1425293_a_ 4.5 7.7 A A 0.42 0.56 0.6 NC 0.5 gb:BC017627.1 /DB_XREF=gi:17160924 /FEA=FLmRNA /CNT=9 /TID=Mm.23671.1 /TIER=FL /STK=3 /UG=Mm.23671 /LL=66995 /UG_GENE=1500031H04R
MOE430_2_1425359_at 1.2 0.3 A A 0.87 0.87 0.6 NC 0.18 gb:BC012256.1 /DB_XREF=gi:15126654 /FEA=FLmRNA /CNT=15 /TID=Mm.133036.1 /TIER=FL /STK=2 /UG=Mm.133036 /DEF=Mus musculus, Similar to B



MOE430_2_1425410_at 83.4 128.1 P P 0.000244 0.000244 0.6 NC 0.09 gb:BC027413.1 /DB_XREF=gi:20072101 /FEA=FLmRNA /CNT=5 /TID=Mm.218434.2 /TIER=FL /STK=2 /UG=Mm.218434 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425437_a_ 10.3 11.9 A A 0.46 0.33 0.6 NC 0.49 gb:AF012324.1 /DB_XREF=gi:6649860 /GEN=KNOT1 /FEA=FLmRNA /CNT=4 /TID=Mm.23020.2 /TIER=FL /STK=2 /UG=Mm.23020 /LL=16530 /DEF=Mus m
MOE430_2_1425459_at 183.7 276.9 P P 0.000244 0.000244 0.6 I 0.00006 gb:AY055832.1 /DB_XREF=gi:18031940 /GEN=Mtmr2 /FEA=FLmRNA /CNT=199 /TID=Mm.24298.1 /TIER=FL /STK=1 /UG=Mm.24298 /DEF=Mus musculus 
MOE430_2_1425460_at 305.2 502.1 P P 0.000244 0.000244 0.6 I 0.000307 gb:BB197262 /DB_XREF=gi:15409612 /DB_XREF=BB197262 /CLONE=A330098C13 /FEA=FLmRNA /CNT=199 /TID=Mm.24298.1 /TIER=Stack /STK=140 /
MOE430_2_1425617_at 65.5 103.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:U91922.1 /DB_XREF=gi:2961455 /GEN=Ddx9 /FEA=FLmRNA /CNT=39 /TID=Mm.20000.1 /TIER=FL /STK=1 /UG=Mm.20000 /LL=13211 /DEF=Mus mus
MOE430_2_1425660_at 48.7 68.4 P P 0.04 0.03 0.6 NC 0.005409 gb:BC018174.1 /DB_XREF=gi:17390381 /FEA=FLmRNA /CNT=19 /TID=Mm.153405.1 /TIER=FL /STK=1 /UG=Mm.153405 /DEF=Mus musculus, Similar to K
MOE430_2_1425768_at 11.2 11.4 A A 0.33 0.3 0.6 NC 0.5 gb:BC024780.1 /DB_XREF=gi:19353386 /FEA=FLmRNA /CNT=8 /TID=Mm.219619.1 /TIER=FL /STK=1 /UG=Mm.219619 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425769_x_ 28 42.3 P P 0.000244 0.000244 0.6 I 0.000774 gb:AF401530.1 /DB_XREF=gi:15278122 /GEN=CKLF2-1 /FEA=FLmRNA /CNT=8 /TID=Mm.46021.2 /TIER=FL /STK=1 /UG=Mm.46021 /LL=75458 /DEF=Mu
MOE430_2_1425784_a_ 10.8 19.3 A A 0.14 0.36 0.6 NC 0.5 gb:D78264.1 /DB_XREF=gi:3218527 /FEA=FLmRNA /CNT=5 /TID=Mm.43278.2 /TIER=FL /STK=1 /UG=Mm.43278 /LL=56177 /UG_GENE=Olfm1 /DEF=Mus
MOE430_2_1425795_a_ 195.5 282.7 P P 0.000244 0.000244 0.6 I 0.00002 gb:D76446.1 /DB_XREF=gi:1167505 /FEA=FLmRNA /CNT=4 /TID=Mm.3968.1 /TIER=FL /STK=1 /UG=Mm.3968 /LL=26409 /UG_GENE=Map3k7 /DEF=Mous
MOE430_2_1425822_a_ 13 18.5 A A 0.3 0.06 0.6 NC 0.09 gb:AB015422.1 /DB_XREF=gi:11611466 /GEN=Deltex1 /FEA=FLmRNA /CNT=4 /TID=Mm.1645.2 /TIER=FL /STK=1 /UG=Mm.1645 /LL=14357 /DEF=Mus m
MOE430_2_1425862_a_ 16.7 31.4 P P 0.001221 0.005859 0.6 NC 0.16 gb:U52193.1 /DB_XREF=gi:1272421 /GEN=cpk-m /FEA=FLmRNA /CNT=4 /TID=Mm.3810.2 /TIER=FL /STK=1 /UG=Mm.3810 /LL=18704 /DEF=Mus muscu
MOE430_2_1425874_at 1.2 1.3 A A 0.94 0.87 0.6 NC 0.3 gb:AF193796.1 /DB_XREF=gi:15824280 /GEN=Hoxc13 /FEA=FLmRNA /CNT=5 /TID=Mm.207062.1 /TIER=FL /STK=1 /UG=Mm.207062 /LL=15422 /DEF=M
MOE430_2_1425946_at 23.4 23.7 A A 0.11 0.06 0.6 NC 0.24 gb:BC019413.1 /DB_XREF=gi:18043912 /FEA=FLmRNA /CNT=2 /TID=Mm.215157.1 /TIER=FL /STK=1 /UG=Mm.215157 /DEF=Mus musculus, glutathione S
MOE430_2_1425956_a_ 121.7 203.8 P P 0.000244 0.000732 0.6 NC 0.003355 gb:BC004588.1 /DB_XREF=gi:13435439 /FEA=FLmRNA /CNT=2 /TID=Mm.2046.2 /TIER=FL /STK=1 /UG=Mm.2046 /LL=71891 /UG_GENE=2310010M10Rik
MOE430_2_1425976_x_ 0 0.1 A A 0.91 0.94 0.6 NC 0.45 gb:AF358728.1 /DB_XREF=gi:18448205 /GEN=Zfp353 /FEA=FLmRNA /CNT=1 /TID=Mm.220165.1 /TIER=FL /STK=1 /UG=Mm.220165 /DEF=Mus musculus
MOE430_2_1425977_a_ 56.9 86.5 P P 0.001953 0.000732 0.6 NC 0.007788 gb:AF112855.1 /DB_XREF=gi:4741822 /GEN=SMAK /FEA=FLmRNA /CNT=1 /TID=Mm.7693.2 /TIER=FL /STK=1 /UG=Mm.7693 /LL=20874 /DEF=Mus mus
MOE430_2_1426080_a_ 8.5 12.2 A A 0.24 0.19 0.6 NC 0.11 gb:AB000500.1 /DB_XREF=gi:4176405 /FEA=FLmRNA /CNT=1 /TID=Mm.40615.8 /TIER=FL /STK=1 /UG=Mm.40615 /LL=16536 /UG_GENE=Kcnq2 /DEF=M
MOE430_2_1426123_a_ 83.5 105.7 P P 0.000244 0.000244 0.6 NC 0.01 gb:AF273691.1 /DB_XREF=gi:13094692 /FEA=FLmRNA /CNT=1 /TID=Mm.13705.8 /TIER=FL /STK=1 /UG=Mm.13705 /LL=81910 /UG_GENE=Rrbp1 /DEF=
MOE430_2_1426152_a_ 21.6 41.9 P P 0.02 0.02 0.6 I 0.000389 gb:M64262.1 /DB_XREF=gi:198595 /GEN=KL /FEA=FLmRNA /CNT=1 /TID=Mm.4235.2 /TIER=FL /STK=1 /UG=Mm.4235 /LL=17311 /DEF=Mouse Sl-d mut
MOE430_2_1426204_a_ 4.8 7.7 A A 0.17 0.11 0.6 NC 0.5 gb:AF043276.1 /DB_XREF=gi:3769423 /FEA=FLmRNA /CNT=212 /TID=Mm.2991.5 /TIER=FL+Stack /STK=195 /UG=Mm.2991 /LL=18389 /UG_GENE=Oprl /
MOE430_2_1426214_at 45.7 59.7 A A 0.11 0.08 0.6 NC 0.004073 gb:AK013334.1 /DB_XREF=gi:12850633 /GEN=D1Wsu40e /FEA=FLmRNA /CNT=155 /TID=Mm.36335.1 /TIER=Stack /STK=15 /UG=Mm.36335 /LL=27993 /
MOE430_2_1426268_at 3.7 9.6 A P 0.53 0.03 0.6 NC 0.13 gb:BC016523.1 /DB_XREF=gi:16741399 /FEA=FLmRNA /CNT=33 /TID=Mm.66253.1 /TIER=FL+Stack /STK=16 /UG=Mm.66253 /DEF=Mus musculus, Simila
MOE430_2_1426300_at 124 241.2 P P 0.000244 0.000244 0.6 I 0.000023 gb:U95030.1 /DB_XREF=gi:2982191 /GEN=ALCAM /FEA=FLmRNA /CNT=60 /TID=Mm.2877.1 /TIER=FL+Stack /STK=10 /UG=Mm.2877 /LL=11658 /DEF=M
MOE430_2_1426314_at 8 10.3 A A 0.08 0.06 0.6 NC 0.28 gb:BB770914 /DB_XREF=gi:16212972 /DB_XREF=BB770914 /CLONE=G370118I06 /FEA=FLmRNA /CNT=115 /TID=Mm.2377.2 /TIER=Stack /STK=49 /UG
MOE430_2_1426317_at 17.3 30.5 A A 0.14 0.12 0.6 NC 0.2 gb:AF480303.1 /DB_XREF=gi:19525699 /GEN=Stard6 /FEA=FLmRNA /CNT=24 /TID=Mm.83623.1 /TIER=FL+Stack /STK=8 /UG=Mm.83623 /LL=71255 /DE
MOE430_2_1426337_a_ 14.4 21.4 A A 0.24 0.11 0.6 NC 0.04 gb:D87965.1 /DB_XREF=gi:1648831 /FEA=FLmRNA /CNT=3 /TID=Mm.14774.3 /TIER=FL /STK=0 /UG=Mm.14774 /LL=21679 /UG_GENE=Tead4 /DEF=Mus
MOE430_2_1426351_at 1083.6 1483.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:AI648003 /DB_XREF=gi:4726681 /DB_XREF=uk39a09.x1 /CLONE=IMAGE:1971352 /FEA=FLmRNA /CNT=633 /TID=Mm.1777.1 /TIER=Stack /STK=78 /U
MOE430_2_1426352_s_ 10.8 38 P P 0.01 0.001953 0.6 NC 0.005933 gb:BF581095 /DB_XREF=gi:11654807 /DB_XREF=602100207F1 /CLONE=IMAGE:4220328 /FEA=FLmRNA /CNT=105 /TID=Mm.4363.2 /TIER=ConsEnd /ST
MOE430_2_1426442_at 0.6 0.7 A A 0.72 0.87 0.6 NC 0.34 gb:BF449735 /DB_XREF=gi:11515904 /DB_XREF=maa39a10.x1 /CLONE=IMAGE:3813402 /FEA=FLmRNA /CNT=202 /TID=Mm.178672.1 /TIER=Stack /STK
MOE430_2_1426447_at 205.4 333.6 P P 0.000732 0.000244 0.6 I 0.000023 gb:AK009187.1 /DB_XREF=gi:12843825 /FEA=FLmRNA /CNT=170 /TID=Mm.29200.1 /TIER=Stack /STK=17 /UG=Mm.29200 /LL=69482 /UG_GENE=231000
MOE430_2_1426472_at 13.1 13.7 P P 0.03 0.01 0.6 NC 0.5 gb:BB612262 /DB_XREF=gi:16453284 /DB_XREF=BB612262 /CLONE=4631416M11 /FEA=FLmRNA /CNT=29 /TID=Mm.65655.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1426477_at 60.2 92.9 P P 0.000244 0.000244 0.6 I 0.001201 gb:BG074180 /DB_XREF=gi:12556749 /DB_XREF=H3131G09-3 /CLONE=H3131G09 /FEA=FLmRNA /CNT=120 /TID=Mm.153637.1 /TIER=Stack /STK=16 /
MOE430_2_1426487_a_ 69.5 101 P P 0.000244 0.000244 0.6 I 0.000692 gb:BB092954 /DB_XREF=gi:16261121 /DB_XREF=BB092954 /CLONE=9430040J02 /FEA=FLmRNA /CNT=24 /TID=Mm.4480.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1426513_at 51.3 91.1 P P 0.00293 0.001953 0.6 MI 0.00249 gb:AW123167 /DB_XREF=gi:6098697 /DB_XREF=UI-M-BH2.1-apd-d-10-0-UI.s1 /CLONE=UI-M-BH2.1-apd-d-10-0-UI /FEA=FLmRNA /CNT=115 /TID=Mm
MOE430_2_1426518_at 37.1 65.9 P P 0.03 0.03 0.6 MI 0.002032 gb:AV333951 /DB_XREF=gi:16396279 /DB_XREF=AV333951 /CLONE=6330552H06 /FEA=FLmRNA /CNT=225 /TID=Mm.30740.1 /TIER=Stack /STK=44 /U
MOE430_2_1426556_at 38.9 60.6 P P 0.000732 0.000244 0.6 NC 0.004925 gb:BG066777 /DB_XREF=gi:12549346 /DB_XREF=H3046G11-3 /CLONE=H3046G11 /FEA=FLmRNA /CNT=59 /TID=Mm.87229.1 /TIER=Stack /STK=19 /UG
MOE430_2_1426597_s_ 5.4 8.3 A A 0.63 0.39 0.6 NC 0.07 gb:BG066466 /DB_XREF=gi:12549035 /DB_XREF=H3043C12-3 /CLONE=H3043C12 /FEA=FLmRNA /CNT=28 /TID=Mm.31342.1 /TIER=Stack /STK=11 /UG
MOE430_2_1426613_a_ 732 1095.2 P P 0.000244 0.000244 0.6 I 0.000023 gb:AV066554 /DB_XREF=gi:5186382 /DB_XREF=AV066554 /CLONE=2010110B02 /FEA=FLmRNA /CNT=122 /TID=Mm.1323.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1426628_at 304.8 343.4 P P 0.000244 0.000244 0.6 I 0.000052 gb:BB431503 /DB_XREF=gi:15412055 /DB_XREF=BB431503 /CLONE=C630039B09 /FEA=FLmRNA /CNT=59 /TID=Mm.85137.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426658_x_ 418.6 642.5 P P 0.000732 0.000244 0.6 I 0.00002 gb:L21027.1 /DB_XREF=gi:398584 /GEN=A10 /FEA=mRNA /CNT=284 /TID=Mm.16898.1 /TIER=Stack /STK=149 /UG=Mm.16898 /LL=50895 /UG_TITLE=3-
MOE430_2_1426683_at 173.6 255.7 P P 0.000244 0.000244 0.6 I 0.000147 gb:BQ175973 /DB_XREF=gi:20351465 /DB_XREF=UI-M-DJ2-bwf-a-02-0-UI.s1 /CLONE=UI-M-DJ2-bwf-a-02-0-UI /FEA=mRNA /CNT=289 /TID=Mm.288
MOE430_2_1426698_a_ 192.1 276.8 P P 0.001221 0.000244 0.6 I 0.000023 gb:AK011521.1 /DB_XREF=gi:12847700 /FEA=mRNA /CNT=173 /TID=Mm.157135.1 /TIER=Stack /STK=109 /UG=Mm.157135 /LL=76936 /UG_GENE=26100
MOE430_2_1426705_s_ 319.4 429.9 P P 0.000244 0.000244 0.6 I 0.000618 gb:BE915338 /DB_XREF=gi:10414866 /DB_XREF=601667619F1 /CLONE=IMAGE:3967493 /FEA=mRNA /CNT=189 /TID=Mm.21118.1 /TIER=Stack /STK=10
MOE430_2_1426785_s_ 128.4 246.3 P P 0.000244 0.001221 0.6 I 0.000068 gb:BI411560 /DB_XREF=gi:15172483 /DB_XREF=602965160F1 /CLONE=IMAGE:5120678 /FEA=mRNA /CNT=286 /TID=Mm.194795.2 /TIER=Stack /STK=72
MOE430_2_1426839_at 49.9 81.4 P P 0.000732 0.000244 0.6 I 0.000552 gb:AK010805.1 /DB_XREF=gi:12846502 /FEA=mRNA /CNT=108 /TID=Mm.37562.1 /TIER=Stack /STK=14 /UG=Mm.37562 /LL=67967 /UG_GENE=2410142G
MOE430_2_1426860_at 298.4 477.1 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ032508 /DB_XREF=gi:19767787 /DB_XREF=UI-1-CF0-apf-e-04-0-UI.s1 /CLONE=UI-1-CF0-apf-e-04-0-UI /FEA=mRNA /CNT=96 /TID=Mm.171025
MOE430_2_1426863_at 25.8 42.3 P P 0.000732 0.000244 0.6 NC 0.007788 gb:BM123721 /DB_XREF=gi:17107489 /DB_XREF=L0529C10-3 /CLONE=L0529C10 /FEA=mRNA /CNT=65 /TID=Mm.28275.2 /TIER=Stack /STK=48 /UG=M
MOE430_2_1426877_a_ 388.2 492.7 P P 0.000244 0.000244 0.6 I 0.00002 gb:BG963592 /DB_XREF=gi:14351229 /DB_XREF=602831276F1 /CLONE=IMAGE:4985899 /FEA=mRNA /CNT=240 /TID=Mm.28550.1 /TIER=Stack /STK=45
MOE430_2_1426909_at 48.4 59.5 P P 0.01 0.02 0.6 NC 0.34 gb:BC004016.1 /DB_XREF=gi:13278408 /FEA=mRNA /CNT=73 /TID=Mm.24157.1 /TIER=Stack /STK=40 /UG=Mm.24157 /LL=98383 /UG_GENE=AI481316 /
MOE430_2_1426913_at 84.2 129.4 P P 0.000732 0.000244 0.6 NC 0.003699 gb:AK014742.1 /DB_XREF=gi:12852769 /FEA=mRNA /CNT=121 /TID=Mm.55075.1 /TIER=Stack /STK=24 /UG=Mm.55075 /LL=67060 /UG_GENE=2810025N
MOE430_2_1426929_at 10.9 15.8 A A 0.14 0.27 0.6 NC 0.5 gb:BB748921 /DB_XREF=gi:16153157 /DB_XREF=BB748921 /CLONE=G030101L19 /FEA=mRNA /CNT=161 /TID=Mm.29205.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1426930_at 5.2 9.5 A A 0.3 0.24 0.6 NC 0.48 gb:BB731282 /DB_XREF=gi:16114557 /DB_XREF=BB731282 /CLONE=E970006D13 /FEA=mRNA /CNT=161 /TID=Mm.29205.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1426999_at 355.1 525.6 P P 0.000244 0.000244 0.6 I 0.00002 gb:BM198642 /DB_XREF=gi:17751205 /DB_XREF=C0403G04-3 /CLONE=C0403G04 /FEA=mRNA /CNT=65 /TID=Mm.25549.2 /TIER=Stack /STK=27 /UG=
MOE430_2_1427018_at 11.7 13.8 A A 0.24 0.3 0.6 NC 0.5 gb:AK006041.1 /DB_XREF=gi:12838934 /FEA=mRNA /CNT=29 /TID=Mm.46107.1 /TIER=Stack /STK=25 /UG=Mm.46107 /LL=72236 /UG_GENE=1700016K0
MOE430_2_1427083_a_ 26.1 35.1 P P 0.000244 0.000244 0.6 NC 0.009292 gb:BB734681 /DB_XREF=gi:16133831 /DB_XREF=BB734681 /CLONE=F420011H23 /FEA=mRNA /CNT=105 /TID=Mm.24022.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1427151_at 24.9 50.5 P P 0.008057 0.000244 0.6 I 0.001077 gb:BC021511.1 /DB_XREF=gi:18204504 /FEA=mRNA /CNT=42 /TID=Mm.34850.1 /TIER=Stack /STK=13 /UG=Mm.34850 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427189_at 131.2 168.2 P P 0.000244 0.000244 0.6 NC 0.007788 gb:BB362210 /DB_XREF=gi:16406010 /DB_XREF=BB362210 /CLONE=C130009L06 /FEA=mRNA /CNT=103 /TID=Mm.200649.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1427190_at 59.5 78.6 P P 0.000732 0.000244 0.6 I 0.000052 gb:BG073343 /DB_XREF=gi:12555912 /DB_XREF=H3121E06-3 /CLONE=H3121E06 /FEA=mRNA /CNT=29 /TID=Mm.97975.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427194_a_ 47.5 67.8 P P 0.000732 0.000732 0.6 MI 0.00225 gb:AK010576.1 /DB_XREF=gi:12846120 /FEA=mRNA /CNT=22 /TID=Mm.46510.1 /TIER=Stack /STK=10 /UG=Mm.46510 /LL=71991 /UG_GENE=Ckn1 /UG_
MOE430_2_1427214_at 8 15.5 A A 0.46 0.21 0.6 NC 0.01 gb:AK017155.1 /DB_XREF=gi:12856265 /FEA=mRNA /CNT=41 /TID=Mm.30032.1 /TIER=Stack /STK=8 /UG=Mm.30032 /LL=75986 /UG_GENE=5033405N08
MOE430_2_1427266_at 196.6 304.9 P P 0.000244 0.000244 0.6 I 0.000189 gb:BG065752 /DB_XREF=gi:12548315 /DB_XREF=H3034H03-3 /CLONE=H3034H03 /FEA=mRNA /CNT=50 /TID=Mm.27913.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1427292_at 0.2 1.2 A A 0.84 0.6 0.6 NC 0.06 gb:BI676554 /DB_XREF=gi:15629461 /DB_XREF=ic45b04.x1 /CLONE=IMAGE:5656638 /FEA=mRNA /CNT=18 /TID=Mm.214500.3 /TIER=Stack /STK=13 /U
MOE430_2_1427298_at 63.2 103.8 P P 0.000244 0.000244 0.6 I 0.000552 gb:AV241189 /DB_XREF=gi:15405184 /DB_XREF=AV241189 /CLONE=4732446L13 /FEA=mRNA /CNT=47 /TID=Mm.130425.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1427306_at 0.6 0.6 A A 0.96 0.91 0.6 NC 0.2 gb:X83932.1 /DB_XREF=gi:639812 /GEN=RYR1 /FEA=mRNA /CNT=33 /TID=Mm.4519.1 /TIER=Stack /STK=11 /UG=Mm.4519 /LL=20190 /DEF=M.musculu
MOE430_2_1427354_at 65.7 77.2 P P 0.03 0.04 0.6 NC 0.07 gb:AV135424 /DB_XREF=gi:16382768 /DB_XREF=AV135424 /CLONE=2810017G21 /FEA=mRNA /CNT=11 /TID=Mm.4027.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1427377_x_ 3.4 7 A A 0.63 0.63 0.6 NC 0.5 gb:M77015.1 /DB_XREF=gi:194006 /FEA=mRNA /CNT=16 /TID=Mm.335.1 /TIER=ConsEnd /STK=3 /UG=Mm.335 /LL=15494 /UG_GENE=Hsd3b3 /UG_TITL
MOE430_2_1427387_a_ 18.7 29 A A 0.36 0.21 0.6 NC 0.28 gb:L04678.1 /DB_XREF=gi:192151 /FEA=mRNA /CNT=28 /TID=Mm.21117.1 /TIER=ConsEnd /STK=2 /UG=Mm.21117 /LL=16417 /UG_GENE=Itgb4 /UG_TIT
MOE430_2_1427395_a_ 2.7 4.3 A A 0.96 0.91 0.6 NC 0.04 gb:BC026667.1 /DB_XREF=gi:20071874 /FEA=mRNA /CNT=6 /TID=Mm.140988.2 /TIER=ConsEnd /STK=2 /UG=Mm.140988 /LL=56847 /UG_GENE=Aldh1a3
MOE430_2_1427433_s_ 71.2 119.9 P P 0.000244 0.000244 0.6 I 0.000147 gb:BB496114 /DB_XREF=gi:16441813 /DB_XREF=BB496114 /CLONE=D630001G19 /FEA=mRNA /CNT=9 /TID=Mm.42208.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1427534_at 18.1 16.7 P A 0.00293 0.09 0.6 NC 0.5 gb:BB617849 /DB_XREF=gi:16457600 /DB_XREF=BB617849 /CLONE=5330416F22 /FEA=mRNA /CNT=8 /TID=Mm.135349.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427544_a_ 50.2 71.4 P P 0.000244 0.000244 0.6 MI 0.00225 gb:U58135.1 /DB_XREF=gi:1377871 /FEA=mRNA /CNT=5 /TID=Mm.3170.2 /TIER=ConsEnd /STK=0 /UG=Mm.3170 /LL=18789 /UG_GENE=Papola /DEF=M
MOE430_2_1427569_a_ 19.5 32.2 P A 0.04 0.12 0.6 NC 0.22 gb:X83506.1 /DB_XREF=gi:793851 /FEA=mRNA /CNT=4 /TID=Mm.42222.2 /TIER=ConsEnd /STK=0 /UG=Mm.42222 /LL=22288 /UG_GENE=Utrn /DEF=M.m
MOE430_2_1427576_at 1.8 2.7 A A 0.93 0.87 0.6 NC 0.16 gb:BF301241 /DB_XREF=gi:11247764 /DB_XREF=602029676F1 /CLONE=IMAGE:4164906 /FEA=mRNA /CNT=4 /TID=Mm.57033.1 /TIER=ConsEnd /STK=0 
MOE430_2_1427598_at 1.8 1.7 A A 0.6 0.39 0.6 NC 0.13 gb:AU080871 /DB_XREF=gi:6085625 /DB_XREF=AU080871 /CLONE=MNCb-6175 /FEA=mRNA /CNT=3 /TID=Mm.157744.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1427630_x_ 2.4 2.2 A A 0.82 0.69 0.6 NC 0.34 gb:X67278.1 /DB_XREF=gi:312581 /GEN=Bgpc /FEA=mRNA /CNT=3 /TID=Mm.14114.5 /TIER=ConsEnd /STK=0 /UG=Mm.14114 /LL=26365 /DEF=M.musc
MOE430_2_1427636_at 5.5 10.4 A A 0.12 0.14 0.6 NC 0.5 gb:AJ001379.1 /DB_XREF=gi:2982625 /GEN=Tspy /FEA=mRNA /CNT=2 /TID=Mm.10106.1 /TIER=ConsEnd /STK=0 /UG=Mm.10106 /LL=22109 /UG_TITLE
MOE430_2_1427663_a_ 63.4 103.1 P P 0.01 0.01 0.6 I 0.001486 gb:BG921314 /DB_XREF=gi:14301790 /DB_XREF=602824164F1 /CLONE=IMAGE:4953087 /FEA=mRNA /CNT=2 /TID=Mm.9488.3 /TIER=ConsEnd /STK=0 /
MOE430_2_1427728_at 6.8 11.7 A A 0.27 0.33 0.6 NC 0.4 gb:X03819.1 /DB_XREF=gi:49854 /FEA=mRNA /CNT=1 /TID=Mm.2810.2 /TIER=ConsEnd /STK=0 /UG=Mm.2810 /LL=11449 /UG_GENE=Chrng /DEF=Mous
MOE430_2_1427735_a_ 27.8 47.5 P P 0.04 0.00415 0.6 NC 0.01 gb:M12233.1 /DB_XREF=gi:191576 /FEA=mRNA /CNT=1 /TID=Mm.214950.2 /TIER=ConsEnd /STK=0 /UG=Mm.214950 /LL=11459 /UG_GENE=Acta1 /UG_T
MOE430_2_1427798_x_ 133.8 174.5 P P 0.000244 0.000732 0.6 I 0.000774 gb:BF580235 /DB_XREF=gi:11653947 /DB_XREF=602099052F1 /CLONE=IMAGE:4219044 /FEA=mRNA /CNT=2 /TID=Mm.214467.1 /TIER=ConsEnd /STK=0
MOE430_2_1427842_at 0.3 1.6 A A 0.9 0.82 0.6 NC 0.01 gb:D89901.1 /DB_XREF=gi:1944456 /FEA=mRNA /CNT=1 /TID=Mm.3504.1 /TIER=ConsEnd /STK=0 /UG=Mm.3504 /LL=16702 /UG_GENE=Krtap6-3 /DEF=
MOE430_2_1427848_at 1.2 0.6 A A 0.63 0.78 0.6 NC 0.66 gb:M87849.1 /DB_XREF=gi:201877 /GEN=TCR beta-chain /FEA=mRNA /CNT=1 /TID=Mm.157012.14 /TIER=ConsEnd /STK=0 /UG=Mm.157012 /LL=21586 
MOE430_2_1427881_at 75.2 143.3 P P 0.000244 0.000244 0.6 I 0.000023 gb:BM246741 /DB_XREF=gi:17882011 /DB_XREF=K0742C04-3 /CLONE=K0742C04 /FEA=mRNA /CNT=174 /TID=Mm.28259.1 /TIER=Stack /STK=82 /UG=
MOE430_2_1427900_at 3.2 5.1 A A 0.43 0.3 0.6 NC 0.49 gb:BC028795.1 /DB_XREF=gi:20381163 /FEA=mRNA /CNT=45 /TID=Mm.78923.1 /TIER=Stack /STK=44 /UG=Mm.78923 /DEF=Mus musculus, similar to mu
MOE430_2_1427920_at 15.4 37.9 A P 0.24 0.02 0.6 I 0.000438 gb:AK014380.1 /DB_XREF=gi:12852189 /FEA=mRNA /CNT=35 /TID=Mm.65691.1 /TIER=Stack /STK=22 /UG=Mm.65691 /LL=74016 /UG_GENE=3321402G0
MOE430_2_1427941_at 57.2 121.4 P P 0.00415 0.00415 0.6 I 0.000307 gb:AF430845.1 /DB_XREF=gi:20385912 /GEN=Dicer1 /FEA=mRNA /CNT=42 /TID=Mm.31523.1 /TIER=Stack /STK=15 /UG=Mm.31523 /DEF=Mus musculus
MOE430_2_1427982_s_ 22.4 40.6 P P 0.000244 0.000244 0.6 NC 0.008511 gb:BF582734 /DB_XREF=gi:11656452 /DB_XREF=602094153F1 /CLONE=IMAGE:4208364 /FEA=mRNA /CNT=71 /TID=Mm.26652.1 /TIER=Stack /STK=31 /
MOE430_2_1427988_s_ 121.5 163.8 P P 0.01 0.00415 0.6 I 0.000214 gb:BE134496 /DB_XREF=gi:8596996 /DB_XREF=ug15f09.y1 /CLONE=IMAGE:1531721 /FEA=mRNA /CNT=37 /TID=Mm.214973.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427989_at 0.9 4.4 A A 0.96 0.9 0.6 NC 0.5 gb:AF503863.1 /DB_XREF=gi:20799684 /GEN=Misrii /FEA=mRNA /CNT=21 /TID=Mm.142929.1 /TIER=Stack /STK=13 /UG=Mm.142929 /DEF=Mus musculu
MOE430_2_1427993_at 27.4 44 P P 0.01 0.01 0.6 NC 0.19 gb:AF484555.1 /DB_XREF=gi:20278978 /GEN=Rufy2 /FEA=mRNA /CNT=21 /TID=Mm.219578.1 /TIER=ConsEnd /STK=0 /UG=Mm.219578 /LL=70432 /DEF
MOE430_2_1428013_at 56.2 101.5 P P 0.001953 0.00415 0.6 NC 0.03 gb:BC028769.1 /DB_XREF=gi:20380378 /FEA=mRNA /CNT=13 /TID=Mm.204861.1 /TIER=ConsEnd /STK=0 /UG=Mm.204861 /LL=77877 /UG_GENE=60304
MOE430_2_1428033_at 17.3 16.1 A A 0.27 0.11 0.6 NC 0.5 gb:BC028643.1 /DB_XREF=gi:20306831 /FEA=mRNA /CNT=3 /TID=Mm.66250.1 /TIER=ConsEnd /STK=0 /UG=Mm.66250 /UG_TITLE=Mus musculus, Simila
MOE430_2_1428053_at 1.9 3.4 A A 0.85 0.87 0.6 NC 0.2 gb:AY101365.1 /DB_XREF=gi:20530308 /GEN=Gprc6a /FEA=mRNA /CNT=1 /TID=Mm.221031.1 /TIER=ConsEnd /STK=0 /UG=Mm.221031 /DEF=Mus musc
MOE430_2_1428077_at 1.3 2 A A 0.96 0.82 0.6 NC 0.05 gb:AK011522.1 /DB_XREF=gi:12847702 /FEA=mRNA /CNT=177 /TID=Mm.90580.1 /TIER=Stack /STK=147 /UG=Mm.90580 /LL=72160 /UG_GENE=2610024
MOE430_2_1428166_at 110 133.1 P P 0.000244 0.000244 0.6 I 0.000346 gb:AK005239.1 /DB_XREF=gi:12837654 /FEA=mRNA /CNT=94 /TID=Mm.2289.1 /TIER=Stack /STK=85 /UG=Mm.2289 /LL=68968 /UG_GENE=1500015A01R
MOE430_2_1428222_at 159.3 241 P P 0.000244 0.000244 0.6 I 0.00004 gb:AK018179.1 /DB_XREF=gi:12857779 /FEA=mRNA /CNT=101 /TID=Mm.44490.1 /TIER=Stack /STK=70 /UG=Mm.44490 /LL=70762 /UG_GENE=6330415M
MOE430_2_1428231_at 183.6 334.9 P P 0.001221 0.000244 0.6 I 0.00002 gb:BE986912 /DB_XREF=gi:10661723 /DB_XREF=UI-M-CG0p-bfa-e-03-0-UI.s1 /CLONE=UI-M-CG0p-bfa-e-03-0-UI /FEA=mRNA /CNT=312 /TID=Mm.34
MOE430_2_1428239_at 74.1 115.3 P P 0.000732 0.000244 0.6 I 0.000552 gb:AK013354.1 /DB_XREF=gi:12850662 /FEA=mRNA /CNT=88 /TID=Mm.28310.1 /TIER=Stack /STK=68 /UG=Mm.28310 /LL=72833 /UG_GENE=2810455F0
MOE430_2_1428251_at 153.6 241.6 P P 0.000244 0.000244 0.6 I 0.001077 gb:AK016419.1 /DB_XREF=gi:12855134 /FEA=mRNA /CNT=140 /TID=Mm.25566.1 /TIER=Stack /STK=66 /UG=Mm.25566 /LL=74355 /UG_GENE=4931400A
MOE430_2_1428254_at 169.7 226.8 P P 0.00293 0.001953 0.6 NC 0.006503 gb:BC019459.1 /DB_XREF=gi:18043385 /FEA=mRNA /CNT=128 /TID=Mm.31025.1 /TIER=Stack /STK=66 /UG=Mm.31025 /LL=76437 /UG_GENE=2310015K
MOE430_2_1428301_at 15.9 34.9 P P 0.01 0.000244 0.6 I 0.00002 gb:BM195235 /DB_XREF=gi:17746601 /DB_XREF=C0306B10-3 /CLONE=C0306B10 /FEA=mRNA /CNT=95 /TID=Mm.204.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1428326_s_ 111.7 182.2 P P 0.000732 0.000244 0.6 I 0.000023 gb:AK005016.1 /DB_XREF=gi:12836643 /FEA=mRNA /CNT=65 /TID=Mm.2607.1 /TIER=Stack /STK=53 /UG=Mm.2607 /UG_TITLE=Mus musculus adult male
MOE430_2_1428335_a_ 249.8 426.2 P P 0.000732 0.000244 0.6 I 0.00002 gb:AK014070.1 /DB_XREF=gi:12851713 /FEA=mRNA /CNT=75 /TID=Mm.68989.2 /TIER=Stack /STK=52 /UG=Mm.68989 /LL=76983 /UG_GENE=3110021P2
MOE430_2_1428362_at 739.4 1318.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK021370.1 /DB_XREF=gi:12862241 /FEA=mRNA /CNT=157 /TID=Mm.183021.1 /TIER=Stack /STK=48 /UG=Mm.183021 /LL=77989 /UG_GENE=E13010
MOE430_2_1428386_at 45.3 64.6 P P 0.000732 0.000244 0.6 I 0.000692 gb:AK012088.1 /DB_XREF=gi:12848614 /GEN=Facl3 /FEA=mRNA /CNT=131 /TID=Mm.27944.1 /TIER=Stack /STK=45 /UG=Mm.27944 /LL=74205 /UG_TIT
MOE430_2_1428389_s_ 59.6 76.1 P P 0.000732 0.000244 0.6 I 0.000214 gb:AV113347 /DB_XREF=gi:16382114 /DB_XREF=AV113347 /CLONE=2610020M02 /FEA=mRNA /CNT=142 /TID=Mm.139720.1 /TIER=Stack /STK=45 /UG
MOE430_2_1428444_at 5.8 14.3 A A 0.53 0.39 0.6 NC 0.13 gb:AK003566.1 /DB_XREF=gi:12834309 /GEN=Asb2 /FEA=mRNA /CNT=56 /TID=Mm.27159.1 /TIER=Stack /STK=42 /UG=Mm.27159 /LL=65256 /UG_TITL
MOE430_2_1428453_at 132.9 233.2 P P 0.000244 0.000244 0.6 I 0.000114 gb:AK017805.1 /DB_XREF=gi:12857240 /FEA=mRNA /CNT=105 /TID=Mm.87638.1 /TIER=Stack /STK=41 /UG=Mm.87638 /LL=70646 /UG_GENE=5730533P
MOE430_2_1428457_at 238.2 380 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK014262.1 /DB_XREF=gi:12851992 /FEA=mRNA /CNT=54 /TID=Mm.45020.1 /TIER=Stack /STK=41 /UG=Mm.45020 /LL=73224 /UG_GENE=3110080A0
MOE430_2_1428498_at 57.5 85.4 P P 0.00293 0.001953 0.6 MI 0.002032 gb:AK011896.1 /DB_XREF=gi:12848302 /FEA=mRNA /CNT=49 /TID=Mm.27248.1 /TIER=Stack /STK=37 /UG=Mm.27248 /LL=72486 /UG_GENE=2610206B1
MOE430_2_1428522_at 85.9 130.6 P P 0.000732 0.000732 0.6 I 0.001832 gb:AK014607.1 /DB_XREF=gi:12852568 /FEA=mRNA /CNT=62 /TID=Mm.71278.1 /TIER=Stack /STK=35 /UG=Mm.71278 /LL=74044 /UG_GENE=4632434F2
MOE430_2_1428539_at 39.2 86.1 P P 0.001953 0.000244 0.6 I 0.000114 gb:AK011909.1 /DB_XREF=gi:12848323 /FEA=mRNA /CNT=94 /TID=Mm.35795.1 /TIER=Stack /STK=33 /UG=Mm.35795 /LL=72492 /UG_GENE=2610207I05
MOE430_2_1428616_at 75.5 118 P P 0.000244 0.000244 0.6 NC 0.003355 gb:BG075140 /DB_XREF=gi:12557709 /DB_XREF=H3143G04-3 /CLONE=H3143G04 /FEA=mRNA /CNT=99 /TID=Mm.139115.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1428624_at 376.9 578.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK013434.1 /DB_XREF=gi:12850790 /FEA=mRNA /CNT=71 /TID=Mm.182238.1 /TIER=Stack /STK=29 /UG=Mm.182238 /LL=67243 /UG_GENE=2810482
MOE430_2_1428627_at 5.5 4 A A 0.56 0.53 0.6 NC 0.5 gb:AK015819.1 /DB_XREF=gi:12854303 /FEA=mRNA /CNT=39 /TID=Mm.44531.1 /TIER=Stack /STK=29 /UG=Mm.44531 /LL=75079 /UG_GENE=4930518A0
MOE430_2_1428644_at 101.5 135.1 P P 0.000244 0.000244 0.6 I 0.000101 gb:AK015544.1 /DB_XREF=gi:12853930 /FEA=mRNA /CNT=79 /TID=Mm.38399.1 /TIER=Stack /STK=22 /UG=Mm.38399 /LL=75810 /UG_GENE=4930471A2
MOE430_2_1428652_at 68.4 91.8 P P 0.001953 0.000732 0.6 I 0.00003 gb:BB469274 /DB_XREF=gi:16427614 /DB_XREF=BB469274 /CLONE=D230024A04 /FEA=mRNA /CNT=61 /TID=Mm.48031.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1428691_at 118.2 145.2 P P 0.000244 0.000244 0.6 I 0.001336 gb:BM206596 /DB_XREF=gi:17762136 /DB_XREF=C0299G09-3 /CLONE=C0299G09 /FEA=mRNA /CNT=87 /TID=Mm.34955.1 /TIER=Stack /STK=25 /UG=
MOE430_2_1428757_at 143.3 262.9 P P 0.000244 0.000732 0.6 I 0.000346 gb:AK013111.1 /DB_XREF=gi:12850270 /FEA=mRNA /CNT=116 /TID=Mm.33970.1 /TIER=Stack /STK=13 /UG=Mm.33970 /LL=67618 /UG_GENE=2810407B
MOE430_2_1428797_at 45.2 69.2 P P 0.00415 0.001221 0.6 I 0.000552 gb:AK010304.1 /DB_XREF=gi:12845647 /FEA=mRNA /CNT=35 /TID=Mm.24616.1 /TIER=Stack /STK=21 /UG=Mm.24616 /LL=66083 /UG_GENE=0610039J0
MOE430_2_1428832_at 42.3 70.1 P P 0.02 0.01 0.6 NC 0.003355 gb:AK005395.1 /DB_XREF=gi:12837911 /FEA=mRNA /CNT=39 /TID=Mm.23881.1 /TIER=Stack /STK=20 /UG=Mm.23881 /LL=72016 /UG_GENE=1600002H0
MOE430_2_1428891_at 34.7 48.1 P P 0.005859 0.005859 0.6 NC 0.003041 gb:AK008716.1 /DB_XREF=gi:12843081 /FEA=mRNA /CNT=55 /TID=Mm.5002.1 /TIER=Stack /STK=18 /UG=Mm.5002 /LL=74258 /UG_GENE=2210012L08R
MOE430_2_1428908_at 60.6 86.3 P P 0.000244 0.000732 0.6 I 0.000167 gb:BG228787 /DB_XREF=gi:12716291 /DB_XREF=ux61e02.x1 /CLONE=IMAGE:3514827 /FEA=mRNA /CNT=120 /TID=Mm.46005.1 /TIER=Stack /STK=9 /U
MOE430_2_1428917_at 215.4 340.2 P P 0.000732 0.000244 0.6 I 0.00002 gb:AK018158.1 /DB_XREF=gi:12857749 /FEA=mRNA /CNT=38 /TID=Mm.44863.2 /TIER=Stack /STK=17 /UG=Mm.44863 /LL=67727 /UG_GENE=9030425C2
MOE430_2_1428918_at 104.3 164.4 P P 0.000244 0.000244 0.6 I 0.001077 gb:AK004809.1 /DB_XREF=gi:12836268 /FEA=mRNA /CNT=69 /TID=Mm.28152.1 /TIER=Stack /STK=15 /UG=Mm.28152 /LL=74135 /UG_GENE=1200016D2
MOE430_2_1428940_at 63.8 94.1 P P 0.02 0.008057 0.6 I 0.000492 gb:BE996674 /DB_XREF=gi:10681523 /DB_XREF=UI-M-BZ1-biy-e-04-0-UI.s1 /CLONE=UI-M-BZ1-biy-e-04-0-UI /FEA=mRNA /CNT=100 /TID=Mm.2732
MOE430_2_1428971_at 769.8 1193.3 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV113441 /DB_XREF=gi:16382123 /DB_XREF=AV113441 /CLONE=2610021F20 /FEA=mRNA /CNT=89 /TID=Mm.86523.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1428976_at 284.4 417.6 P P 0.000244 0.000244 0.6 I 0.000027 gb:AK017463.1 /DB_XREF=gi:12856709 /FEA=mRNA /CNT=35 /TID=Mm.180271.1 /TIER=Stack /STK=15 /UG=Mm.180271 /LL=71450 /UG_GENE=5630400
MOE430_2_1428990_at 24.1 21.9 P P 0.01 0.000244 0.6 I 0.001336 gb:BE946575 /DB_XREF=gi:10524334 /DB_XREF=UI-M-BH3-awl-g-07-0-UI.s1 /CLONE=UI-M-BH3-awl-g-07-0-UI /FEA=mRNA /CNT=20 /TID=Mm.41524
MOE430_2_1428992_at 12.5 20.1 A P 0.11 0.02 0.6 NC 0.01 gb:AK011827.1 /DB_XREF=gi:12848195 /FEA=mRNA /CNT=19 /TID=Mm.23648.1 /TIER=Stack /STK=15 /UG=Mm.23648 /LL=70450 /UG_GENE=2610108D0
MOE430_2_1429040_at 139.1 224.4 P P 0.00415 0.001221 0.6 I 0.000088 gb:BE692399 /DB_XREF=gi:10080023 /DB_XREF=uw11d08.x1 /CLONE=IMAGE:3416367 /FEA=mRNA /CNT=234 /TID=Mm.1571.1 /TIER=Stack /STK=8 /UG
MOE430_2_1429052_at 2.2 4.2 A A 0.46 0.5 0.6 NC 0.5 gb:AK003303.1 /DB_XREF=gi:12833888 /FEA=mRNA /CNT=42 /TID=Mm.41736.1 /TIER=Stack /STK=13 /UG=Mm.41736 /LL=70222 /UG_GENE=3000002J1
MOE430_2_1429054_at 100.6 150.8 P P 0.01 0.01 0.6 I 0.000389 gb:AK009257.1 /DB_XREF=gi:12843941 /GEN=Extl3 /FEA=mRNA /CNT=22 /TID=Mm.103748.2 /TIER=Stack /STK=13 /UG=Mm.103748 /LL=54616 /UG_TIT
MOE430_2_1429081_at 82.2 132.1 P P 0.000244 0.000244 0.6 NC 0.004925 gb:AK002923.1 /DB_XREF=gi:12833264 /FEA=mRNA /CNT=43 /TID=Mm.25531.1 /TIER=Stack /STK=12 /UG=Mm.25531 /LL=76266 /UG_GENE=0610043A0
MOE430_2_1429115_at 193.5 322.8 P P 0.02 0.01 0.6 I 0.000273 gb:W91372 /DB_XREF=gi:1407414 /DB_XREF=mf94g04.r1 /CLONE=IMAGE:421974 /FEA=mRNA /CNT=23 /TID=Mm.1103.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1429122_a_ 336.9 456.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK006658.1 /DB_XREF=gi:12839864 /FEA=mRNA /CNT=26 /TID=Mm.28037.1 /TIER=Stack /STK=11 /UG=Mm.28037 /LL=73327 /UG_GENE=1700040I03
MOE430_2_1429162_at 28.7 53.9 P P 0.008057 0.000244 0.6 NC 0.005933 gb:AK005240.1 /DB_XREF=gi:12837656 /FEA=mRNA /CNT=23 /TID=Mm.96466.1 /TIER=Stack /STK=10 /UG=Mm.96466 /LL=68982 /UG_GENE=1500015A0
MOE430_2_1429212_a_ 167.2 250.1 P P 0.000732 0.000732 0.6 I 0.001077 gb:AK005758.1 /DB_XREF=gi:12838498 /FEA=mRNA /CNT=21 /TID=Mm.28460.2 /TIER=Stack /STK=9 /UG=Mm.28460 /LL=69358 /UG_GENE=1700008D07
MOE430_2_1429215_at 1.1 0.9 A A 0.72 0.56 0.6 NC 0.01 gb:BQ175646 /DB_XREF=gi:20351138 /DB_XREF=UI-M-DJ2-bwe-c-10-0-UI.s1 /CLONE=UI-M-DJ2-bwe-c-10-0-UI /FEA=mRNA /CNT=20 /TID=Mm.426
MOE430_2_1429242_at 57.5 68.7 P P 0.001953 0.000244 0.6 I 0.000273 gb:AK008870.1 /DB_XREF=gi:12843323 /FEA=mRNA /CNT=72 /TID=Mm.32279.1 /TIER=Stack /STK=8 /UG=Mm.32279 /LL=66209 /UG_GENE=1110054O05
MOE430_2_1429250_at 28.2 38.1 P P 0.01 0.001953 0.6 NC 0.004925 gb:AV256128 /DB_XREF=gi:16388284 /DB_XREF=AV256128 /CLONE=4921525G23 /FEA=mRNA /CNT=30 /TID=Mm.34682.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429268_at 7.3 9.1 P A 0.02 0.19 0.6 NC 0.5 gb:AK012048.1 /DB_XREF=gi:12848545 /FEA=mRNA /CNT=24 /TID=Mm.45237.1 /TIER=Stack /STK=8 /UG=Mm.45237 /LL=70458 /UG_GENE=2610318N02
MOE430_2_1429304_at 33.4 63.9 P P 0.04 0.04 0.6 NC 0.05 gb:AW545961 /DB_XREF=gi:7191428 /DB_XREF=L0002D06-3 /CLONE=L0002D06 /FEA=mRNA /CNT=88 /TID=Mm.218878.1 /TIER=Stack /STK=52 /UG=M
MOE430_2_1429306_at 90.9 127.4 P P 0.001221 0.000732 0.6 I 0.00006 gb:AK007657.1 /DB_XREF=gi:12841337 /FEA=mRNA /CNT=88 /TID=Mm.45138.1 /TIER=Stack /STK=51 /UG=Mm.45138 /LL=69151 /UG_GENE=1810030J0
MOE430_2_1429312_s_ 38.8 62 P P 0.000244 0.000244 0.6 NC 0.006503 gb:BB328408 /DB_XREF=gi:16403841 /DB_XREF=BB328408 /CLONE=B430316N06 /FEA=mRNA /CNT=77 /TID=Mm.30207.1 /TIER=Stack /STK=50 /UG=M
MOE430_2_1429405_at 15.8 16.6 M A 0.05 0.06 0.6 NC 0.09 gb:AV114149 /DB_XREF=gi:16382171 /DB_XREF=AV114149 /CLONE=2610029J06 /FEA=mRNA /CNT=62 /TID=Mm.87568.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1429406_at 0.7 1.8 A A 0.98 0.66 0.6 NC 0.01 gb:AV254330 /DB_XREF=gi:16388028 /DB_XREF=AV254330 /CLONE=4921509D18 /FEA=mRNA /CNT=34 /TID=Mm.60362.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1429430_at 42.5 60.5 P P 0.008057 0.01 0.6 NC 0.04 gb:AK018402.1 /DB_XREF=gi:12858086 /FEA=mRNA /CNT=97 /TID=Mm.196522.1 /TIER=Stack /STK=15 /UG=Mm.196522 /LL=71455 /UG_GENE=8430411
MOE430_2_1429450_at 0.3 0.5 A A 0.99 0.99 0.6 NC 0.5 gb:AK006388.1 /DB_XREF=gi:12839463 /FEA=mRNA /CNT=28 /TID=Mm.56723.1 /TIER=Stack /STK=21 /UG=Mm.56723 /LL=71864 /UG_GENE=1700026J0
MOE430_2_1429488_at 53 75 P P 0.000244 0.000244 0.6 NC 0.03 gb:AK017682.1 /DB_XREF=gi:12857044 /FEA=mRNA /CNT=48 /TID=Mm.103500.1 /TIER=Stack /STK=18 /UG=Mm.103500 /LL=68268 /UG_GENE=9130404
MOE430_2_1429491_s_ 135.8 183.5 P P 0.000244 0.000244 0.6 I 0.00004 gb:AK018316.1 /DB_XREF=gi:12857965 /FEA=mRNA /CNT=57 /TID=Mm.27568.1 /TIER=Stack /STK=18 /UG=Mm.27568 /LL=76244 /UG_GENE=6530403D0
MOE430_2_1429519_at 56.7 96.3 P P 0.000732 0.000732 0.6 I 0.000774 gb:BB303906 /DB_XREF=gi:16402081 /DB_XREF=BB303906 /CLONE=B230107G15 /FEA=mRNA /CNT=36 /TID=Mm.35218.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1429583_at 23.1 41.4 P P 0.00293 0.000244 0.6 NC 0.03 gb:AK011549.1 /DB_XREF=gi:12847745 /FEA=mRNA /CNT=45 /TID=Mm.41456.3 /TIER=ConsEnd /STK=7 /UG=Mm.41456 /LL=18545 /UG_GENE=Pcp2 /U
MOE430_2_1429588_at 83.8 111.3 P P 0.008057 0.00293 0.6 I 0.000088 gb:AA509870 /DB_XREF=gi:2247724 /DB_XREF=vh51b12.r1 /CLONE=IMAGE:890495 /FEA=mRNA /CNT=23 /TID=Mm.52140.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1429623_at 78.4 152 P P 0.000244 0.000244 0.6 I 0.000189 gb:AV261187 /DB_XREF=gi:16388898 /DB_XREF=AV261187 /CLONE=4930419E03 /FEA=mRNA /CNT=70 /TID=Mm.220900.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1429644_at 0.6 1.7 A A 0.99 0.87 0.6 NC 0.13 gb:AK005868.1 /DB_XREF=gi:12838672 /FEA=mRNA /CNT=14 /TID=Mm.78729.1 /TIER=Stack /STK=12 /UG=Mm.78729 /LL=75444 /UG_GENE=1700011I03
MOE430_2_1429694_at 31.7 55.2 P P 0.000732 0.000732 0.6 I 0.001077 gb:AK015050.1 /DB_XREF=gi:12853240 /FEA=mRNA /CNT=18 /TID=Mm.150399.1 /TIER=Stack /STK=10 /UG=Mm.150399 /LL=75779 /UG_GENE=4930402
MOE430_2_1429696_at 1.1 2.9 A A 0.8 0.39 0.6 NC 0.007788 gb:BE946247 /DB_XREF=gi:10524006 /DB_XREF=UI-M-BH3-awj-f-06-0-UI.s1 /CLONE=UI-M-BH3-awj-f-06-0-UI /FEA=mRNA /CNT=13 /TID=Mm.39863
MOE430_2_1429698_at 35.6 58.8 A P 0.09 0.02 0.6 NC 0.005933 gb:AK016498.1 /DB_XREF=gi:12855264 /FEA=mRNA /CNT=24 /TID=Mm.129815.1 /TIER=Stack /STK=10 /UG=Mm.129815 /LL=70990 /UG_GENE=4931431
MOE430_2_1429805_at 5.6 8.6 A A 0.27 0.08 0.6 NC 0.09 gb:AK008176.1 /DB_XREF=gi:12842200 /GEN=Myhl /FEA=mRNA /CNT=10 /TID=Mm.90450.1 /TIER=Stack /STK=8 /UG=Mm.90450 /UG_TITLE=Mus muscu
MOE430_2_1429816_at 2.7 3.4 A A 0.6 0.5 0.6 NC 0.29 gb:AK014880.1 /DB_XREF=gi:12852980 /FEA=mRNA /CNT=13 /TID=Mm.66689.1 /TIER=ConsEnd /STK=4 /UG=Mm.66689 /LL=70882 /UG_GENE=4921513
MOE430_2_1429837_at 14.3 21 A A 0.43 0.27 0.6 I 0.001832 gb:AV278908 /DB_XREF=gi:16391213 /DB_XREF=AV278908 /CLONE=4933404M01 /FEA=mRNA /CNT=14 /TID=Mm.84424.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429844_at 15.4 24.2 A A 0.19 0.09 0.6 NC 0.48 gb:AK009780.1 /DB_XREF=gi:12844787 /FEA=mRNA /CNT=11 /TID=Mm.75713.1 /TIER=ConsEnd /STK=7 /UG=Mm.75713 /LL=69665 /UG_GENE=2310043



MOE430_2_1429875_at 6.2 5.8 A A 0.17 0.07 0.6 NC 0.3 gb:BB667178 /DB_XREF=gi:16398627 /DB_XREF=BB667178 /CLONE=4922504C17 /FEA=mRNA /CNT=15 /TID=Mm.171293.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429887_at 18.4 24.1 P M 0.005859 0.05 0.6 NC 0.06 gb:AK009163.1 /DB_XREF=gi:12843787 /FEA=mRNA /CNT=12 /TID=Mm.38573.1 /TIER=ConsEnd /STK=6 /UG=Mm.38573 /LL=76730 /UG_GENE=2310005
MOE430_2_1429907_at 37.4 53.4 M P 0.05 0.03 0.6 NC 0.01 gb:AK007060.1 /DB_XREF=gi:12840419 /FEA=mRNA /CNT=8 /TID=Mm.3765.1 /TIER=ConsEnd /STK=6 /UG=Mm.3765 /LL=73545 /UG_GENE=1700094D03
MOE430_2_1429944_at 6.2 9.8 A A 0.09 0.09 0.6 NC 0.3 gb:AK017244.1 /DB_XREF=gi:12856383 /FEA=mRNA /CNT=27 /TID=Mm.68064.1 /TIER=ConsEnd /STK=5 /UG=Mm.68064 /LL=71325 /UG_GENE=5430400
MOE430_2_1429960_at 3.3 7.2 A A 0.56 0.6 0.6 NC 0.45 gb:BB775376 /DB_XREF=gi:16936056 /DB_XREF=BB775376 /CLONE=G430024P11 /FEA=mRNA /CNT=9 /TID=Mm.78454.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1430022_at 32.7 61.6 P P 0.03 0.01 0.6 I 0.000438 gb:AK011772.1 /DB_XREF=gi:12848108 /GEN=Uble1a /FEA=mRNA /CNT=45 /TID=Mm.29698.2 /TIER=ConsEnd /STK=4 /UG=Mm.29698 /LL=56459 /UG_T
MOE430_2_1430030_at 8.1 13.1 A A 0.24 0.24 0.6 NC 0.5 gb:AK019912.1 /DB_XREF=gi:12860308 /FEA=mRNA /CNT=19 /TID=Mm.139089.1 /TIER=ConsEnd /STK=4 /UG=Mm.139089 /LL=68190 /UG_GENE=53304
MOE430_2_1430035_at 21.7 44.6 P P 0.008057 0.001221 0.6 NC 0.02 gb:AK018415.1 /DB_XREF=gi:12858103 /FEA=mRNA /CNT=10 /TID=Mm.45539.1 /TIER=ConsEnd /STK=4 /UG=Mm.45539 /LL=71488 /UG_GENE=8430415
MOE430_2_1430053_a_ 394.1 609.3 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK019142.1 /DB_XREF=gi:12859192 /FEA=mRNA /CNT=8 /TID=Mm.22661.2 /TIER=ConsEnd /STK=4 /UG=Mm.22661 /LL=67059 /UG_GENE=2810409H
MOE430_2_1430087_at 1.2 1.8 A A 0.98 0.9 0.6 NC 0.23 gb:AK009357.1 /DB_XREF=gi:12844104 /FEA=mRNA /CNT=7 /TID=Mm.77325.1 /TIER=ConsEnd /STK=4 /UG=Mm.77325 /LL=69547 /UG_GENE=2310015G
MOE430_2_1430153_at 10.7 13.5 A M 0.09 0.05 0.6 NC 0.19 gb:AK018223.1 /DB_XREF=gi:12857838 /GEN=Tmod2 /FEA=mRNA /CNT=10 /TID=Mm.44216.3 /TIER=ConsEnd /STK=3 /UG=Mm.44216 /LL=50876 /UG_T
MOE430_2_1430197_a_ 1 2.4 A A 0.97 0.72 0.6 NC 0.21 gb:AK015126.1 /DB_XREF=gi:12853346 /FEA=mRNA /CNT=5 /TID=Mm.44261.2 /TIER=ConsEnd /STK=3 /UG=Mm.44261 /LL=19679 /UG_GENE=Rdgb2 /U
MOE430_2_1430205_a_ 42.7 67.2 P P 0.00415 0.01 0.6 NC 0.02 gb:AK016651.1 /DB_XREF=gi:12855505 /FEA=mRNA /CNT=5 /TID=Mm.78875.2 /TIER=ConsEnd /STK=3 /UG=Mm.78875 /LL=67072 /UG_GENE=Cdc37l /U
MOE430_2_1430239_at 7.8 14.2 A A 0.19 0.12 0.6 NC 0.18 gb:AK017331.1 /DB_XREF=gi:12856516 /FEA=mRNA /CNT=5 /TID=Mm.159222.1 /TIER=ConsEnd /STK=3 /UG=Mm.159222 /LL=74489 /UG_GENE=543042
MOE430_2_1430262_at 0.7 1.7 A A 0.86 0.72 0.6 NC 0.39 gb:BQ174849 /DB_XREF=gi:20350341 /DB_XREF=UI-M-DJ2-bwb-p-07-0-UI.s1 /CLONE=UI-M-DJ2-bwb-p-07-0-UI /FEA=mRNA /CNT=4 /TID=Mm.1100
MOE430_2_1430277_at 11.6 13.7 A A 0.12 0.08 0.6 NC 0.33 gb:AK020456.1 /DB_XREF=gi:12861046 /FEA=mRNA /CNT=4 /TID=Mm.159887.1 /TIER=ConsEnd /STK=3 /UG=Mm.159887 /LL=77289 /UG_GENE=943003
MOE430_2_1430336_at 6.6 7.9 A A 0.3 0.09 0.6 NC 0.34 gb:BB427699 /DB_XREF=gi:16423839 /DB_XREF=BB427699 /CLONE=C630013E16 /FEA=mRNA /CNT=7 /TID=Mm.159051.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430373_at 7.6 12.9 A A 0.19 0.08 0.6 NC 0.22 gb:AI645098 /DB_XREF=gi:4723573 /DB_XREF=ms87a07.y1 /CLONE=IMAGE:618516 /FEA=mRNA /CNT=5 /TID=Mm.37955.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430378_at 17.5 20.6 A P 0.14 0.03 0.6 NC 0.1 gb:AK013526.1 /DB_XREF=gi:12850927 /FEA=mRNA /CNT=8 /TID=Mm.82242.1 /TIER=ConsEnd /STK=2 /UG=Mm.82242 /LL=72933 /UG_GENE=2900011G
MOE430_2_1430423_s_ 138.8 194.7 P P 0.00293 0.001221 0.6 I 0.00002 gb:AK019808.1 /DB_XREF=gi:12860151 /FEA=mRNA /CNT=4 /TID=Mm.109166.1 /TIER=ConsEnd /STK=2 /UG=Mm.109166 /LL=78053 /UG_GENE=493057
MOE430_2_1430464_at 8.3 11.7 A P 0.09 0.03 0.6 NC 0.05 gb:AK020430.1 /DB_XREF=gi:12861010 /FEA=mRNA /CNT=4 /TID=Mm.131632.1 /TIER=ConsEnd /STK=2 /UG=Mm.131632 /LL=77288 /UG_GENE=943002
MOE430_2_1430472_at 12 15.9 P P 0.01 0.00293 0.6 NC 0.03 gb:BB831717 /DB_XREF=gi:17009960 /DB_XREF=BB831717 /CLONE=G930018J07 /FEA=mRNA /CNT=4 /TID=Mm.158920.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430488_at 6.3 12.4 A A 0.26 0.14 0.6 NC 0.25 gb:AK006900.1 /DB_XREF=gi:12840198 /FEA=mRNA /CNT=3 /TID=Mm.159014.1 /TIER=ConsEnd /STK=2 /UG=Mm.159014 /LL=73449 /UG_GENE=170006
MOE430_2_1430510_at 10.4 17 A A 0.36 0.12 0.6 NC 0.07 gb:AK009699.1 /DB_XREF=gi:12844654 /FEA=mRNA /CNT=3 /TID=Mm.101823.1 /TIER=ConsEnd /STK=2 /UG=Mm.101823 /LL=76450 /UG_GENE=231003
MOE430_2_1430528_at 20.4 34.6 P M 0.03 0.05 0.6 NC 0.06 gb:AV248921 /DB_XREF=gi:6236380 /DB_XREF=AV248921 /CLONE=4833411E15 /FEA=mRNA /CNT=36 /TID=Mm.220894.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430588_at 0.9 1.8 A A 0.94 0.8 0.6 NC 0.48 gb:BI076815 /DB_XREF=gi:14515472 /DB_XREF=L0274H01-3 /CLONE=L0274H01 /FEA=mRNA /CNT=11 /TID=Mm.126220.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430691_at 1.2 5 A A 0.6 0.3 0.6 NC 0.46 gb:AK019492.1 /DB_XREF=gi:12859734 /FEA=mRNA /CNT=6 /TID=Mm.98952.1 /TIER=ConsEnd /STK=1 /UG=Mm.98952 /LL=78263 /UG_GENE=4632411P
MOE430_2_1430771_a_ 17 24.2 A A 0.12 0.12 0.6 NC 0.41 gb:BG061809 /DB_XREF=gi:12531703 /DB_XREF=L0951E11-3 /CLONE=L0951E11 /FEA=mRNA /CNT=4 /TID=Mm.24192.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430892_at 1.1 0.9 A A 0.93 0.85 0.6 NC 0.01 gb:AK005862.1 /DB_XREF=gi:12838660 /FEA=mRNA /CNT=3 /TID=Mm.159142.1 /TIER=ConsEnd /STK=1 /UG=Mm.159142 /LL=74221 /UG_GENE=170001
MOE430_2_1430908_at 0.8 1.4 A A 0.88 0.72 0.6 NC 0.4 gb:AV282421 /DB_XREF=gi:6275170 /DB_XREF=AV282421 /CLONE=4933429O19 /FEA=mRNA /CNT=4 /TID=Mm.136954.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430920_at 12.4 20.9 A P 0.14 0.01 0.6 NC 0.07 gb:AK014181.1 /DB_XREF=gi:12851876 /FEA=mRNA /CNT=3 /TID=Mm.195657.1 /TIER=ConsEnd /STK=1 /UG=Mm.195657 /LL=73221 /UG_GENE=311004
MOE430_2_1430936_at 2.3 3.6 A A 0.75 0.6 0.6 NC 0.03 gb:BB020115 /DB_XREF=gi:8192112 /DB_XREF=BB020115 /CLONE=4930596K11 /FEA=mRNA /CNT=3 /TID=Mm.159637.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430940_at 16.9 26.7 A P 0.11 0.01 0.6 NC 0.18 gb:AV166410 /DB_XREF=gi:5372847 /DB_XREF=AV166410 /CLONE=3110045A19 /FEA=mRNA /CNT=3 /TID=Mm.158964.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430999_a_ 105.7 173.2 P P 0.000244 0.000244 0.6 I 0.000167 gb:BM932452 /DB_XREF=gi:19391604 /DB_XREF=UI-M-BH2.1-apb-h-01-0-UI.r1 /CLONE=UI-M-BH2.1-apb-h-01-0-UI /FEA=mRNA /CNT=20 /TID=Mm.2
MOE430_2_1431005_at 70.8 102.6 P P 0.000244 0.000244 0.6 NC 0.005409 gb:AA693052 /DB_XREF=gi:2693990 /DB_XREF=vr61a01.s1 /CLONE=IMAGE:1125096 /FEA=mRNA /CNT=33 /TID=Mm.196210.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431026_at 36.9 65.5 P P 0.001221 0.00415 0.6 NC 0.006503 gb:BF168504 /DB_XREF=gi:11048856 /DB_XREF=601775402F1 /CLONE=IMAGE:4016977 /FEA=mRNA /CNT=21 /TID=Mm.27532.1 /TIER=ConsEnd /STK=0
MOE430_2_1431034_at 13.3 18.5 A A 0.19 0.17 0.6 NC 0.03 gb:BG277370 /DB_XREF=gi:13072605 /DB_XREF=ux42h01.y1 /CLONE=IMAGE:3513072 /FEA=mRNA /CNT=21 /TID=Mm.200536.1 /TIER=ConsEnd /STK=0
MOE430_2_1431054_at 228.1 250 P P 0.000732 0.000732 0.6 I 0.000273 gb:AK019126.1 /DB_XREF=gi:12859165 /FEA=mRNA /CNT=13 /TID=Mm.28694.1 /TIER=ConsEnd /STK=0 /UG=Mm.28694 /LL=78651 /UG_GENE=2410088
MOE430_2_1431113_at 11.5 23 P M 0.03 0.05 0.6 NC 0.2 gb:AK004302.1 /DB_XREF=gi:12835437 /FEA=mRNA /CNT=15 /TID=Mm.34653.1 /TIER=ConsEnd /STK=0 /UG=Mm.34653 /LL=107216 /UG_GENE=AI50463
MOE430_2_1431131_s_ 53.4 72.5 P P 0.008057 0.001953 0.6 NC 0.006503 gb:BI106826 /DB_XREF=gi:14557719 /DB_XREF=602890579F1 /CLONE=IMAGE:5035962 /FEA=mRNA /CNT=14 /TID=Mm.47349.1 /TIER=ConsEnd /STK=0
MOE430_2_1431166_at 11.2 20.6 A A 0.24 0.11 0.6 NC 0.02 gb:BF319155 /DB_XREF=gi:11267865 /DB_XREF=uy53e10.x1 /CLONE=IMAGE:3663306 /FEA=mRNA /CNT=13 /TID=Mm.8137.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431179_at 38.9 51 P P 0.001953 0.000244 0.6 I 0.000214 gb:BB873170 /DB_XREF=gi:17119380 /DB_XREF=BB873170 /CLONE=G630042N02 /FEA=mRNA /CNT=9 /TID=Mm.45966.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431193_at 8.6 9.1 A A 0.17 0.11 0.6 NC 0.01 gb:AK012135.1 /DB_XREF=gi:12848693 /FEA=mRNA /CNT=7 /TID=Mm.158836.1 /TIER=ConsEnd /STK=0 /UG=Mm.158836 /LL=72504 /UG_GENE=261052
MOE430_2_1431238_at 9.4 14.4 A P 0.18 0.01 0.6 NC 0.08 gb:AK017854.1 /DB_XREF=gi:12857321 /FEA=mRNA /CNT=6 /TID=Mm.29247.4 /TIER=ConsEnd /STK=0 /UG=Mm.29247 /LL=66943 /UG_GENE=2310009N
MOE430_2_1431250_at 15.3 19.1 A A 0.21 0.14 0.6 MI 0.00203 gb:BG923655 /DB_XREF=gi:14304131 /DB_XREF=602823394F1 /CLONE=IMAGE:4952231 /FEA=mRNA /CNT=9 /TID=Mm.133128.1 /TIER=ConsEnd /STK=
MOE430_2_1431320_a_ 50.6 87.7 P P 0.001221 0.000732 0.6 I 0.000774 gb:AK002362.1 /DB_XREF=gi:12832285 /GEN=Myo5a /FEA=mRNA /CNT=5 /TID=Mm.3645.2 /TIER=ConsEnd /STK=0 /UG=Mm.3645 /LL=17918 /UG_TITLE
MOE430_2_1431321_at 7.4 14 A A 0.53 0.27 0.6 NC 0.01 gb:BE953598 /DB_XREF=gi:10595275 /DB_XREF=UI-M-CC1-bac-g-02-0-UI.s1 /CLONE=UI-M-CC1-bac-g-02-0-UI /FEA=mRNA /CNT=5 /TID=Mm.17921
MOE430_2_1431446_at 11.6 26 A P 0.27 0.04 0.6 MI 0.002617 gb:AK002366.1 /DB_XREF=gi:12832293 /FEA=mRNA /CNT=7 /TID=Mm.46194.1 /TIER=ConsEnd /STK=6 /UG=Mm.46194 /LL=68354 /UG_GENE=0610009B
MOE430_2_1431494_at 2.5 2.7 A A 0.87 0.72 0.6 NC 0.29 gb:BB283739 /DB_XREF=gi:8984188 /DB_XREF=BB283739 /CLONE=A930103D12 /FEA=mRNA /CNT=3 /TID=Mm.166046.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431522_at 1 5.3 A A 0.69 0.33 0.6 NC 0.11 gb:BB280276 /DB_XREF=gi:16401239 /DB_XREF=BB280276 /CLONE=A930024P13 /FEA=mRNA /CNT=3 /TID=Mm.195792.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1431531_at 13.9 23.5 A P 0.08 0.01 0.6 NC 0.005409 gb:AK006327.1 /DB_XREF=gi:12839368 /FEA=mRNA /CNT=3 /TID=Mm.158179.1 /TIER=ConsEnd /STK=1 /UG=Mm.158179 /LL=67944 /UG_GENE=170002
MOE430_2_1431555_at 1.1 2.1 A A 0.94 0.91 0.6 NC 0.31 gb:AK015322.1 /DB_XREF=gi:12853616 /FEA=mRNA /CNT=2 /TID=Mm.66969.1 /TIER=ConsEnd /STK=1 /UG=Mm.66969 /LL=74668 /UG_GENE=4930435E
MOE430_2_1431618_a_ 17.8 26.7 P P 0.02 0.01 0.6 NC 0.02 gb:AK017117.1 /DB_XREF=gi:12856214 /FEA=mRNA /CNT=2 /TID=Mm.22835.2 /TIER=ConsEnd /STK=1 /UG=Mm.22835 /LL=75515 /UG_GENE=1700017E
MOE430_2_1431664_at 7.8 8.1 A A 0.46 0.12 0.6 NC 0.002753 gb:AK007781.1 /DB_XREF=gi:12841546 /FEA=mRNA /CNT=2 /TID=Mm.203970.1 /TIER=ConsEnd /STK=1 /UG=Mm.203970 /LL=72300 /UG_GENE=181004
MOE430_2_1431704_a_ 69.2 115.6 P P 0.000244 0.000732 0.6 I 0.001201 gb:AK018622.1 /DB_XREF=gi:12858422 /FEA=mRNA /CNT=2 /TID=Mm.154286.2 /TIER=ConsEnd /STK=0 /UG=Mm.154286 /LL=78255 /UG_GENE=492152
MOE430_2_1431748_a_ 16 11.6 P M 0.02 0.05 0.6 NC 0.5 gb:AK015806.1 /DB_XREF=gi:12854285 /FEA=mRNA /CNT=2 /TID=Mm.35060.2 /TIER=ConsEnd /STK=0 /UG=Mm.35060 /LL=67338 /UG_GENE=1700051E
MOE430_2_1431759_at 1.3 2.3 A A 0.66 0.53 0.6 NC 0.15 gb:AI173806 /DB_XREF=gi:3719948 /DB_XREF=ue92c06.y1 /CLONE=IMAGE:1498570 /FEA=mRNA /CNT=2 /TID=Mm.159437.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431764_at 0.4 0.4 A A 0.82 0.96 0.6 NC 0.64 gb:AK010100.1 /DB_XREF=gi:12845309 /FEA=mRNA /CNT=2 /TID=Mm.195561.1 /TIER=ConsEnd /STK=0 /UG=Mm.195561 /LL=70286 /UG_GENE=231006
MOE430_2_1431804_a_ 216 311.9 P P 0.000244 0.000244 0.6 NC 0.007788 gb:AK004607.1 /DB_XREF=gi:12835892 /FEA=mRNA /CNT=1 /TID=Mm.28513.2 /TIER=ConsEnd /STK=0 /UG=Mm.28513 /LL=20687 /UG_GENE=Sp3 /UG_
MOE430_2_1431828_a_ 2.4 4.2 A A 0.56 0.53 0.6 NC 0.5 gb:AK019694.1 /DB_XREF=gi:12860015 /GEN=Synj2 /FEA=mRNA /CNT=1 /TID=Mm.30717.9 /TIER=ConsEnd /STK=0 /UG=Mm.30717 /LL=20975 /UG_TIT
MOE430_2_1431833_a_ 9.7 14.2 A A 0.17 0.19 0.6 NC 0.24 gb:AK004902.1 /DB_XREF=gi:12836438 /GEN=Hmgcs2 /FEA=mRNA /CNT=1 /TID=Mm.10633.2 /TIER=ConsEnd /STK=0 /UG=Mm.10633 /LL=15360 /UG_T
MOE430_2_1431838_at 23 33.3 A P 0.09 0.01 0.6 NC 0.02 gb:AK007309.1 /DB_XREF=gi:12840770 /FEA=mRNA /CNT=1 /TID=Mm.159039.1 /TIER=ConsEnd /STK=0 /UG=Mm.159039 /LL=73618 /UG_GENE=170012
MOE430_2_1431841_at 2.2 3.1 A A 0.87 0.72 0.6 NC 0.4 gb:AK015309.1 /DB_XREF=gi:12853595 /FEA=mRNA /CNT=1 /TID=Mm.78443.1 /TIER=ConsEnd /STK=0 /UG=Mm.78443 /LL=75792 /UG_GENE=4930434E
MOE430_2_1431849_at 10.7 15.1 A M 0.24 0.05 0.6 NC 0.03 gb:AK017017.1 /DB_XREF=gi:12856059 /FEA=mRNA /CNT=1 /TID=Mm.179729.1 /TIER=ConsEnd /STK=0 /UG=Mm.179729 /LL=75729 /UG_GENE=493343
MOE430_2_1431890_a_ 53.3 72.7 P P 0.01 0.000732 0.6 I 0.000078 gb:AK019458.1 /DB_XREF=gi:12859673 /FEA=mRNA /CNT=1 /TID=Mm.18617.2 /TIER=ConsEnd /STK=0 /UG=Mm.18617 /LL=77576 /UG_GENE=3830408D
MOE430_2_1431897_at 0.5 1.2 A A 0.72 0.46 0.6 NC 0.21 gb:AK017407.1 /DB_XREF=gi:12856629 /FEA=mRNA /CNT=1 /TID=Mm.158682.1 /TIER=ConsEnd /STK=0 /UG=Mm.158682 /LL=71367 /UG_GENE=543043
MOE430_2_1431904_at 11.7 18.8 M M 0.05 0.05 0.6 NC 0.04 gb:AK016951.1 /DB_XREF=gi:12855960 /FEA=mRNA /CNT=1 /TID=Mm.159214.1 /TIER=ConsEnd /STK=0 /UG=Mm.159214 /LL=74466 /UG_GENE=493342
MOE430_2_1431907_at 0.9 1.1 A A 0.84 0.94 0.6 NC 0.8 gb:AK017113.1 /DB_XREF=gi:12856207 /FEA=mRNA /CNT=1 /TID=Mm.87373.2 /TIER=ConsEnd /STK=0 /UG=Mm.87373 /LL=66748 /UG_GENE=4933404M
MOE430_2_1431920_a_ 10.4 11.7 A A 0.21 0.19 0.6 NC 0.39 gb:AK008082.1 /DB_XREF=gi:12842043 /FEA=mRNA /CNT=1 /TID=Mm.35302.2 /TIER=ConsEnd /STK=0 /UG=Mm.35302 /LL=76527 /UG_GENE=2010004A
MOE430_2_1431929_a_ 61.9 116 P P 0.001953 0.000244 0.6 I 0.00013 gb:AK014718.1 /DB_XREF=gi:12852736 /FEA=mRNA /CNT=1 /TID=Mm.44863.3 /TIER=ConsEnd /STK=0 /UG=Mm.44863 /LL=67727 /UG_GENE=9030425C
MOE430_2_1431951_a_ 134.1 200.1 P P 0.000244 0.000244 0.6 I 0.000865 gb:AK013437.1 /DB_XREF=gi:12850793 /FEA=mRNA /CNT=1 /TID=Mm.196253.2 /TIER=ConsEnd /STK=0 /UG=Mm.196253 /LL=74112 /UG_GENE=Usp16 /
MOE430_2_1431961_at 4.3 11.8 A A 0.56 0.3 0.6 NC 0.16 gb:AK018051.1 /DB_XREF=gi:12857594 /FEA=mRNA /CNT=1 /TID=Mm.168427.1 /TIER=ConsEnd /STK=0 /UG=Mm.168427 /LL=76088 /UG_GENE=583047
MOE430_2_1432051_at 0.3 0.4 A A 0.95 0.82 0.6 NC 0.08 gb:AK015811.1 /DB_XREF=gi:12854293 /FEA=mRNA /CNT=1 /TID=Mm.196017.2 /TIER=ConsEnd /STK=0 /UG=Mm.196017 /LL=74703 /UG_GENE=493051
MOE430_2_1432054_at 10.5 10.4 A A 0.27 0.12 0.6 NC 0.13 gb:AK008972.1 /DB_XREF=gi:12843482 /FEA=mRNA /CNT=1 /TID=Mm.131098.2 /TIER=ConsEnd /STK=0 /UG=Mm.131098 /LL=76899 /UG_GENE=071000
MOE430_2_1432161_a_ 5.3 8.1 A A 0.43 0.11 0.6 NC 0.48 gb:AK006988.1 /DB_XREF=gi:12840324 /FEA=mRNA /CNT=1 /TID=Mm.32215.2 /TIER=ConsEnd /STK=0 /UG=Mm.32215 /LL=74625 /UG_GENE=4930428J
MOE430_2_1432235_at 14.4 15.3 A A 0.17 0.14 0.6 NC 0.3 gb:AK017174.1 /DB_XREF=gi:12856288 /FEA=mRNA /CNT=1 /TID=Mm.68134.2 /TIER=ConsEnd /STK=0 /UG=Mm.68134 /LL=75988 /UG_GENE=5033415K
MOE430_2_1432250_at 29.8 41.2 P P 0.02 0.005859 0.6 NC 0.02 gb:AK012492.1 /DB_XREF=gi:12849272 /FEA=mRNA /CNT=1 /TID=Mm.154355.1 /TIER=ConsEnd /STK=0 /UG=Mm.154355 /LL=72554 /UG_GENE=270006
MOE430_2_1432284_at 8.3 13.7 A P 0.3 0.04 0.6 NC 0.02 gb:AK006974.1 /DB_XREF=gi:12840302 /FEA=mRNA /CNT=1 /TID=Mm.121753.1 /TIER=ConsEnd /STK=0 /UG=Mm.121753 /LL=73490 /UG_GENE=170008
MOE430_2_1432296_a_ 10.1 17.8 A P 0.08 0.001953 0.6 MI 0.002032 gb:AK020674.1 /DB_XREF=gi:12861326 /GEN=Itgav /FEA=mRNA /CNT=1 /TID=Mm.4427.2 /TIER=ConsEnd /STK=0 /UG=Mm.4427 /LL=16410 /UG_TITLE=
MOE430_2_1432312_a_ 6.8 8.4 A A 0.46 0.3 0.6 NC 0.34 gb:AK016509.1 /DB_XREF=gi:12855279 /FEA=mRNA /CNT=1 /TID=Mm.158530.2 /TIER=ConsEnd /STK=0 /UG=Mm.158530 /LL=71003 /UG_GENE=493144
MOE430_2_1432340_at 11.6 16.4 A A 0.17 0.06 0.6 NC 0.25 gb:AK007234.1 /DB_XREF=gi:12840655 /FEA=mRNA /CNT=1 /TID=Mm.159752.1 /TIER=ConsEnd /STK=0 /UG=Mm.159752 /LL=76639 /UG_GENE=170012
MOE430_2_1432443_at 36.1 63.2 P P 0.00293 0.001221 0.6 I 0.000865 gb:AK006222.1 /DB_XREF=gi:12839202 /FEA=mRNA /CNT=1 /TID=Mm.46186.1 /TIER=ConsEnd /STK=0 /UG=Mm.46186 /LL=72251 /UG_GENE=1700021N
MOE430_2_1432460_at 6.2 12.9 A A 0.19 0.14 0.6 NC 0.53 gb:AK007277.1 /DB_XREF=gi:12840723 /FEA=mRNA /CNT=1 /TID=Mm.159038.1 /TIER=ConsEnd /STK=0 /UG=Mm.159038 /LL=73616 /UG_GENE=170012
MOE430_2_1432484_at 1.2 0.7 A A 0.6 0.55 0.6 NC 0.37 gb:AK004189.1 /DB_XREF=gi:12835280 /FEA=mRNA /CNT=1 /TID=Mm.220997.1 /TIER=ConsEnd /STK=0 /UG=Mm.220997 /LL=68811 /UG_GENE=111004
MOE430_2_1432529_at 7.3 9.4 A A 0.24 0.33 0.6 NC 0.75 gb:AK016125.1 /DB_XREF=gi:12854740 /FEA=mRNA /CNT=1 /TID=Mm.218765.1 /TIER=ConsEnd /STK=0 /UG=Mm.218765 /LL=75298 /UG_GENE=493055
MOE430_2_1432539_a_ 19.4 31.3 P P 0.02 0.005859 0.6 I 0.001077 gb:AK014260.1 /DB_XREF=gi:12851988 /FEA=mRNA /CNT=1 /TID=Mm.13356.1 /TIER=ConsEnd /STK=0 /UG=Mm.13356 /LL=73210 /UG_GENE=3110079L
MOE430_2_1432543_a_ 259.4 352.8 P P 0.000244 0.000244 0.6 I 0.00003 gb:AK002926.1 /DB_XREF=gi:12833269 /GEN=Klf13 /FEA=mRNA /CNT=1 /TID=Mm.41170.2 /TIER=ConsEnd /STK=0 /UG=Mm.41170 /LL=50794 /UG_TITL
MOE430_2_1432551_at 4.1 8.1 A A 0.56 0.27 0.6 NC 0.29 gb:AK006579.1 /DB_XREF=gi:12839751 /FEA=mRNA /CNT=1 /TID=Mm.195664.1 /TIER=ConsEnd /STK=0 /UG=Mm.195664 /LL=73317 /UG_GENE=170003
MOE430_2_1432634_at 9.7 6 A A 0.33 0.56 0.6 NC 0.72 gb:AV282337 /DB_XREF=gi:6275086 /DB_XREF=AV282337 /CLONE=4933429H19 /FEA=mRNA /CNT=3 /TID=Mm.200980.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432679_at 4.3 6.9 A A 0.72 0.46 0.6 NC 0.06 gb:AK011583.1 /DB_XREF=gi:12847803 /FEA=mRNA /CNT=2 /TID=Mm.159729.1 /TIER=ConsEnd /STK=0 /UG=Mm.159729 /LL=76358 /UG_GENE=261002
MOE430_2_1432687_at 3.2 4 A A 0.63 0.46 0.6 NC 0.5 gb:AK014658.1 /DB_XREF=gi:12852650 /FEA=mRNA /CNT=2 /TID=Mm.159245.1 /TIER=ConsEnd /STK=0 /UG=Mm.159245 /LL=74575 /UG_GENE=483340
MOE430_2_1432711_at 7.4 8.9 A A 0.39 0.21 0.6 NC 0.5 gb:AV281674 /DB_XREF=gi:6269711 /DB_XREF=AV281674 /CLONE=4933425M03 /FEA=mRNA /CNT=2 /TID=Mm.67631.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432722_at 4.3 8.2 A A 0.63 0.27 0.6 NC 0.28 gb:AV279617 /DB_XREF=gi:6267654 /DB_XREF=AV279617 /CLONE=4933408K01 /FEA=mRNA /CNT=2 /TID=Mm.158582.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432723_at 5.2 6 A A 0.66 0.3 0.6 NC 0.08 gb:AK016740.1 /DB_XREF=gi:12855638 /FEA=mRNA /CNT=2 /TID=Mm.158582.1 /TIER=ConsEnd /STK=0 /UG=Mm.158582 /LL=71139 /UG_GENE=493340
MOE430_2_1432763_at 2.6 3.6 A A 0.53 0.46 0.6 NC 0.23 gb:AK011086.1 /DB_XREF=gi:12846981 /FEA=mRNA /CNT=2 /TID=Mm.2664.2 /TIER=ConsEnd /STK=0 /UG=Mm.2664 /LL=65116 /UG_GENE=Prrg2 /UG_T
MOE430_2_1432824_at 6.4 8.6 A A 0.33 0.24 0.6 NC 0.02 gb:AK013552.1 /DB_XREF=gi:12850957 /FEA=mRNA /CNT=3 /TID=Mm.158896.1 /TIER=ConsEnd /STK=0 /UG=Mm.158896 /LL=72864 /UG_GENE=290001
MOE430_2_1432844_at 2 4.1 A A 0.72 0.53 0.6 NC 0.02 gb:AK013935.1 /DB_XREF=gi:12851505 /FEA=mRNA /CNT=2 /TID=Mm.158361.1 /TIER=ConsEnd /STK=0 /UG=Mm.158361 /LL=70353 /UG_GENE=311000
MOE430_2_1432878_at 4.9 9.1 A A 0.43 0.36 0.6 NC 0.5 gb:AK019739.1 /DB_XREF=gi:12860067 /FEA=mRNA /CNT=1 /TID=Mm.159961.1 /TIER=ConsEnd /STK=0 /UG=Mm.159961 /LL=77628 /UG_GENE=493054
MOE430_2_1432884_at 3.9 12.4 A A 0.27 0.09 0.6 NC 0.5 gb:AK008065.1 /DB_XREF=gi:12842017 /FEA=mRNA /CNT=1 /TID=Mm.158781.1 /TIER=ConsEnd /STK=0 /UG=Mm.158781 /LL=72059 /UG_GENE=201000
MOE430_2_1432904_at 8.3 14.5 A A 0.19 0.27 0.6 NC 0.17 gb:AK014131.1 /DB_XREF=gi:12851804 /FEA=mRNA /CNT=1 /TID=Mm.158951.1 /TIER=ConsEnd /STK=0 /UG=Mm.158951 /LL=73125 /UG_GENE=311003
MOE430_2_1432912_at 0.3 0.3 A A 0.96 0.82 0.6 NC 0.4 gb:AK017867.1 /DB_XREF=gi:12857338 /FEA=mRNA /CNT=1 /TID=Mm.158426.1 /TIER=ConsEnd /STK=0 /UG=Mm.158426 /LL=70649 /UG_GENE=573057
MOE430_2_1432950_at 0.4 1.2 A A 0.85 0.66 0.6 NC 0.23 gb:AK019902.1 /DB_XREF=gi:12860295 /FEA=mRNA /CNT=1 /TID=Mm.160081.1 /TIER=ConsEnd /STK=0 /UG=Mm.160081 /LL=78288 /UG_GENE=533042
MOE430_2_1432972_at 11.2 19.6 A A 0.36 0.3 0.6 NC 0.5 gb:AK014916.1 /DB_XREF=gi:12853035 /FEA=mRNA /CNT=1 /TID=Mm.159796.1 /TIER=ConsEnd /STK=0 /UG=Mm.159796 /LL=76859 /UG_GENE=492151
MOE430_2_1432995_at 14 17.7 P P 0.03 0.02 0.6 NC 0.5 gb:AK013716.1 /DB_XREF=gi:12851185 /FEA=mRNA /CNT=1 /TID=Mm.158925.1 /TIER=ConsEnd /STK=0 /UG=Mm.158925 /LL=73021 /UG_GENE=290005
MOE430_2_1433049_at 0.6 0.8 A A 0.62 0.72 0.6 NC 0.62 gb:AK017704.1 /DB_XREF=gi:12857080 /FEA=mRNA /CNT=1 /TID=Mm.195570.1 /TIER=ConsEnd /STK=0 /UG=Mm.195570 /LL=70580 /UG_GENE=573047
MOE430_2_1433050_at 0.4 1 A A 0.82 0.8 0.6 NC 0.05 gb:AK017704.1 /DB_XREF=gi:12857080 /FEA=mRNA /CNT=1 /TID=Mm.195570.1 /TIER=ConsEnd /STK=0 /UG=Mm.195570 /LL=70580 /UG_GENE=573047
MOE430_2_1433053_at 4.4 4.9 A A 0.33 0.46 0.6 NC 0.5 gb:AK017157.1 /DB_XREF=gi:12856268 /FEA=mRNA /CNT=1 /TID=Mm.159639.1 /TIER=ConsEnd /STK=0 /UG=Mm.159639 /LL=75978 /UG_GENE=503340
MOE430_2_1433078_at 9.6 22.4 A A 0.19 0.12 0.6 NC 0.4 gb:AK017970.1 /DB_XREF=gi:12857482 /FEA=mRNA /CNT=1 /TID=Mm.159655.1 /TIER=ConsEnd /STK=0 /UG=Mm.159655 /LL=76033 /UG_GENE=583043
MOE430_2_1433079_at 0.8 2.1 A A 0.98 0.94 0.6 NC 0.26 gb:AK017091.1 /DB_XREF=gi:12856174 /FEA=mRNA /CNT=1 /TID=Mm.158644.1 /TIER=ConsEnd /STK=0 /UG=Mm.158644 /LL=71266 /UG_GENE=493343
MOE430_2_1433090_at 3.5 7.3 A A 0.75 0.72 0.6 NC 0.57 gb:AK018281.1 /DB_XREF=gi:12857915 /FEA=mRNA /CNT=1 /TID=Mm.159803.1 /TIER=ConsEnd /STK=0 /UG=Mm.159803 /LL=76885 /UG_GENE=643051
MOE430_2_1433116_at 2 3.2 A A 0.75 0.69 0.6 NC 0.33 gb:AK017837.1 /DB_XREF=gi:12857295 /FEA=mRNA /CNT=1 /TID=Mm.158424.1 /TIER=ConsEnd /STK=0 /UG=Mm.158424 /LL=70644 /UG_GENE=573055
MOE430_2_1433174_a_ 41.9 54 P P 0.001221 0.000732 0.6 NC 0.08 gb:AK017417.1 /DB_XREF=gi:12856643 /FEA=mRNA /CNT=1 /TID=Mm.34582.1 /TIER=ConsEnd /STK=0 /UG=Mm.34582 /LL=71384 /UG_GENE=5430440L
MOE430_2_1433199_at 0.4 1.7 A A 0.96 0.63 0.6 NC 0.16 gb:AK020976.1 /DB_XREF=gi:12861724 /FEA=mRNA /CNT=1 /TID=Mm.160034.1 /TIER=ConsEnd /STK=0 /UG=Mm.160034 /LL=77985 /UG_GENE=B23011
MOE430_2_1433241_at 26.7 47.7 P P 0.01 0.01 0.6 MI 0.00225 gb:AK020414.1 /DB_XREF=gi:12860993 /FEA=mRNA /CNT=1 /TID=Mm.159880.1 /TIER=ConsEnd /STK=0 /UG=Mm.159880 /LL=77266 /UG_GENE=943001
MOE430_2_1433352_at 9 12.1 A A 0.38 0.39 0.6 NC 0.16 gb:AK021261.1 /DB_XREF=gi:12862096 /FEA=mRNA /CNT=1 /TID=Mm.159966.1 /TIER=ConsEnd /STK=0 /UG=Mm.159966 /LL=77654 /UG_GENE=C43004
MOE430_2_1433356_at 0.9 1.2 A A 0.9 0.9 0.6 NC 0.55 gb:AK011506.1 /DB_XREF=gi:12847675 /FEA=mRNA /CNT=1 /TID=Mm.158246.1 /TIER=ConsEnd /STK=0 /UG=Mm.158246 /LL=69214 /UG_GENE=261002
MOE430_2_1433386_at 5.3 9.6 A A 0.43 0.19 0.6 NC 0.08 gb:AK016962.1 /DB_XREF=gi:12855977 /FEA=mRNA /CNT=1 /TID=Mm.158636.1 /TIER=ConsEnd /STK=0 /UG=Mm.158636 /LL=71250 /UG_GENE=493342
MOE430_2_1433410_at 8.8 15.2 A A 0.17 0.08 0.6 NC 0.06 gb:AK021082.1 /DB_XREF=gi:12861860 /FEA=mRNA /CNT=1 /TID=Mm.159925.1 /TIER=ConsEnd /STK=0 /UG=Mm.159925 /LL=77463 /UG_GENE=C03001
MOE430_2_1433424_at 1.3 1.9 A A 0.88 0.49 0.6 NC 0.03 gb:AK007108.1 /DB_XREF=gi:12840482 /FEA=mRNA /CNT=1 /TID=Mm.159033.1 /TIER=ConsEnd /STK=0 /UG=Mm.159033 /LL=73589 /UG_GENE=170010
MOE430_2_1433502_s_ 119.6 147.5 P P 0.04 0.01 0.6 I 0.000189 gb:BM213835 /DB_XREF=gi:17771843 /DB_XREF=C0842C08-3 /CLONE=C0842C08 /FEA=EST /CNT=123 /TID=Mm.19015.2 /TIER=Stack /STK=116 /UG=
MOE430_2_1433506_at 38.9 58.3 P P 0.005859 0.001953 0.6 I 0.000618 gb:BB315861 /DB_XREF=gi:16403064 /DB_XREF=BB315861 /CLONE=B230361H05 /FEA=EST /CNT=256 /TID=Mm.23837.1 /TIER=Stack /STK=114 /UG=M
MOE430_2_1433514_at 230.2 345.5 P P 0.000244 0.000244 0.6 I 0.000307 gb:BQ175711 /DB_XREF=gi:20351203 /DB_XREF=UI-M-DJ2-bwe-o-02-0-UI.s1 /CLONE=UI-M-DJ2-bwe-o-02-0-UI /FEA=EST /CNT=250 /TID=Mm.3016
MOE430_2_1433519_at 956.4 1603.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV123899 /DB_XREF=gi:16382500 /DB_XREF=AV123899 /CLONE=2700010L10 /FEA=EST /CNT=178 /TID=Mm.200894.1 /TIER=Stack /STK=110 /UG=
MOE430_2_1433527_at 202.8 321.4 P P 0.000244 0.000244 0.6 I 0.00002 gb:BB080732 /DB_XREF=gi:15407575 /DB_XREF=BB080732 /CLONE=9330164J05 /FEA=EST /CNT=208 /TID=Mm.163230.1 /TIER=Stack /STK=106 /UG=
MOE430_2_1433530_at 73.2 100.2 P P 0.001221 0.000732 0.6 I 0.000692 gb:BI694945 /DB_XREF=gi:15657574 /DB_XREF=603346335F1 /CLONE=IMAGE:5374064 /FEA=EST /CNT=214 /TID=Mm.13859.2 /TIER=Stack /STK=105 /
MOE430_2_1433552_a_ 757.7 1111.4 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ177004 /DB_XREF=gi:20352496 /DB_XREF=UI-M-DJ2-bwa-g-10-0-UI.s1 /CLONE=UI-M-DJ2-bwa-g-10-0-UI /FEA=EST /CNT=138 /TID=Mm.534.2
MOE430_2_1433622_at 119.6 163.4 P P 0.000732 0.000244 0.6 I 0.00002 gb:BB385039 /DB_XREF=gi:16408310 /DB_XREF=BB385039 /CLONE=C230037I02 /FEA=EST /CNT=111 /TID=Mm.127482.1 /TIER=Stack /STK=81 /UG=M
MOE430_2_1433674_a_ 1009.5 1588.7 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ177137 /DB_XREF=gi:20352629 /DB_XREF=UI-M-DJ2-bwa-p-17-0-UI.s1 /CLONE=UI-M-DJ2-bwa-p-17-0-UI /FEA=EST /CNT=114 /TID=Mm.2823
MOE430_2_1433696_at 586.8 871 P P 0.000244 0.000244 0.6 I 0.00003 gb:AV116987 /DB_XREF=gi:16382329 /DB_XREF=AV116987 /CLONE=2610111H24 /FEA=EST /CNT=212 /TID=Mm.34546.1 /TIER=Stack /STK=70 /UG=M
MOE430_2_1433739_at 46.3 64 P P 0.01 0.00415 0.6 I 0.000618 gb:BG071110 /DB_XREF=gi:12553679 /DB_XREF=H3094G09-3 /CLONE=H3094G09 /FEA=EST /CNT=109 /TID=Mm.27536.1 /TIER=Stack /STK=65 /UG=M
MOE430_2_1433741_at 0.6 2.1 A A 0.8 0.63 0.6 NC 0.006503 gb:BB256012 /DB_XREF=gi:15410714 /DB_XREF=BB256012 /CLONE=A730071F12 /FEA=EST /CNT=74 /TID=Mm.97734.2 /TIER=Stack /STK=65 /UG=Mm
MOE430_2_1433759_at 227.9 333.3 P P 0.000244 0.000244 0.6 I 0.000147 gb:BE949451 /DB_XREF=gi:10527210 /DB_XREF=UI-M-CC0-axx-b-05-0-UI.s1 /CLONE=UI-M-CC0-axx-b-05-0-UI /FEA=EST /CNT=100 /TID=Mm.38526
MOE430_2_1433836_a_ 47.9 216.8 A P 0.24 0.02 0.6 I 0.000618 gb:AV365503 /DB_XREF=gi:16397643 /DB_XREF=AV365503 /CLONE=8430408G22 /FEA=EST /CNT=116 /TID=Mm.38231.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1433849_at 35.1 67.5 P P 0.000244 0.001953 0.6 NC 0.03 gb:BB752135 /DB_XREF=gi:16200607 /DB_XREF=BB752135 /CLONE=G270010L23 /FEA=EST /CNT=168 /TID=Mm.89845.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1433856_at 30.3 53.7 P P 0.000732 0.000244 0.6 I 0.00006 gb:AW555814 /DB_XREF=gi:7201237 /DB_XREF=L0259H04-3 /CLONE=L0259H04 /FEA=EST /CNT=88 /TID=Mm.27852.1 /TIER=Stack /STK=56 /UG=Mm.
MOE430_2_1433934_at 388 473.2 P P 0.000244 0.000244 0.6 I 0.000078 gb:BM233963 /DB_XREF=gi:17869233 /DB_XREF=K0343F03-3 /CLONE=K0343F03 /FEA=EST /CNT=73 /TID=Mm.33878.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1433939_at 1079.7 1622.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ177036 /DB_XREF=gi:20352528 /DB_XREF=UI-M-DJ2-bwa-m-06-0-UI.s1 /CLONE=UI-M-DJ2-bwa-m-06-0-UI /FEA=EST /CNT=71 /TID=Mm.3567
MOE430_2_1433989_at 1.2 2.4 A A 0.88 0.72 0.6 NC 0.28 gb:BB536871 /DB_XREF=gi:16446712 /DB_XREF=BB536871 /CLONE=E130002N21 /FEA=EST /CNT=52 /TID=Mm.44683.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1433994_at 51.8 97 P P 0.005859 0.00293 0.6 I 0.001651 gb:BG067664 /DB_XREF=gi:12550233 /DB_XREF=H3056H02-3 /CLONE=H3056H02 /FEA=EST /CNT=168 /TID=Mm.26708.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1434019_at 684.6 946.7 P P 0.000244 0.000244 0.6 I 0.00004 gb:BI408557 /DB_XREF=gi:15169480 /DB_XREF=602965033F1 /CLONE=IMAGE:5120168 /FEA=EST /CNT=101 /TID=Mm.3360.2 /TIER=Stack /STK=46 /UG
MOE430_2_1434039_at 67.9 85.3 P P 0.000732 0.000244 0.6 I 0.000389 gb:BI454479 /DB_XREF=gi:15245135 /DB_XREF=603171441F1 /CLONE=IMAGE:5250731 /FEA=EST /CNT=114 /TID=Mm.86454.1 /TIER=Stack /STK=45 /U
MOE430_2_1434144_s_ 103.3 121.2 P P 0.000244 0.000244 0.6 I 0.001336 gb:BG073505 /DB_XREF=gi:12556074 /DB_XREF=H3123D07-3 /CLONE=H3123D07 /FEA=EST /CNT=54 /TID=Mm.26771.2 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1434197_at 68.1 113 P P 0.000732 0.001221 0.6 NC 0.005933 gb:AW558010 /DB_XREF=gi:7203439 /DB_XREF=L0289E04-3 /CLONE=L0289E04 /FEA=EST /CNT=61 /TID=Mm.27165.1 /TIER=Stack /STK=39 /UG=Mm.2
MOE430_2_1434208_at 14 21 A P 0.09 0.000244 0.6 NC 0.002753 gb:BE570729 /DB_XREF=gi:9814449 /DB_XREF=601329090F1 /CLONE=IMAGE:3603022 /FEA=EST /CNT=81 /TID=Mm.35756.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1434286_at 181.3 326 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ176054 /DB_XREF=gi:20351546 /DB_XREF=UI-M-DJ2-bwf-o-12-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-12-0-UI /FEA=EST /CNT=72 /TID=Mm.22380.
MOE430_2_1434359_at 7.3 13.8 A P 0.08 0.01 0.6 NC 0.28 gb:AV329070 /DB_XREF=gi:15406349 /DB_XREF=AV329070 /CLONE=6330500D04 /FEA=EST /CNT=45 /TID=Mm.32356.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434391_at 32.9 40.7 P P 0.01 0.000732 0.6 NC 0.31 gb:BB200448 /DB_XREF=gi:16271431 /DB_XREF=BB200448 /CLONE=A430024H24 /FEA=EST /CNT=120 /TID=Mm.28927.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1434398_at 79.8 113.4 P P 0.000732 0.000244 0.6 I 0.000052 gb:BB396674 /DB_XREF=gi:16411039 /DB_XREF=BB396674 /CLONE=C230098J16 /FEA=EST /CNT=49 /TID=Mm.21649.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434408_at 36.6 48.3 P P 0.001221 0.001221 0.6 I 0.001336 gb:BQ176512 /DB_XREF=gi:20352004 /DB_XREF=UI-M-DJ2-bvw-j-16-0-UI.s1 /CLONE=UI-M-DJ2-bvw-j-16-0-UI /FEA=EST /CNT=52 /TID=Mm.30782.1
MOE430_2_1434418_at 255.7 287.6 P P 0.000244 0.000244 0.6 I 0.001201 gb:BQ176664 /DB_XREF=gi:20352156 /DB_XREF=UI-M-DJ2-bvz-g-18-0-UI.s1 /CLONE=UI-M-DJ2-bvz-g-18-0-UI /FEA=EST /CNT=36 /TID=Mm.40284.1
MOE430_2_1434419_s_ 203.2 301.7 P P 0.000244 0.000244 0.6 I 0.000618 gb:AW538183 /DB_XREF=gi:7180600 /DB_XREF=C0104C11-3 /CLONE=C0104C11 /FEA=EST /CNT=36 /TID=Mm.219677.2 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434421_at 1.2 2.8 A A 0.96 0.78 0.6 NC 0.03 gb:BB344549 /DB_XREF=gi:16404872 /DB_XREF=BB344549 /CLONE=B930052A04 /FEA=EST /CNT=73 /TID=Mm.186499.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434422_at 41.6 57.7 P P 0.000244 0.000244 0.6 MI 0.002032 gb:AV027153 /DB_XREF=gi:16356480 /DB_XREF=AV027153 /CLONE=1300006B11 /FEA=EST /CNT=36 /TID=Mm.23446.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434442_at 18.1 30.5 P P 0.000244 0.008057 0.6 NC 0.18 gb:BB667844 /DB_XREF=gi:16399293 /DB_XREF=BB667844 /CLONE=C730046N20 /FEA=EST /CNT=68 /TID=Mm.21965.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434469_at 43.9 64.5 P P 0.000244 0.000244 0.6 NC 0.1 gb:BM238914 /DB_XREF=gi:17874184 /DB_XREF=K0525F03-3 /CLONE=K0525F03 /FEA=EST /CNT=125 /TID=Mm.26609.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434471_at 61.6 96.1 P P 0.008057 0.00293 0.6 I 0.000865 gb:BI660899 /DB_XREF=gi:15575135 /DB_XREF=603303961F1 /CLONE=IMAGE:5349614 /FEA=EST /CNT=122 /TID=Mm.28546.2 /TIER=Stack /STK=31 /U
MOE430_2_1434480_at 42.6 89.7 P P 0.000244 0.000732 0.6 I 0.000774 gb:BB667201 /DB_XREF=gi:16398650 /DB_XREF=BB667201 /CLONE=6820428B18 /FEA=EST /CNT=113 /TID=Mm.28350.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1434512_x_ 274.6 491.6 P P 0.01 0.005859 0.6 I 0.000101 gb:BB492363 /DB_XREF=gi:9450990 /DB_XREF=BB492363 /CLONE=D530026K20 /FEA=EST /CNT=38 /TID=Mm.6787.2 /TIER=Stack /STK=30 /UG=Mm.6
MOE430_2_1434521_at 149.4 237.2 P P 0.000244 0.000244 0.6 I 0.00013 gb:BB333258 /DB_XREF=gi:15411540 /DB_XREF=BB333258 /CLONE=B830008N21 /FEA=EST /CNT=83 /TID=Mm.32081.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434550_at 29.4 38.6 P P 0.005859 0.00415 0.6 NC 0.09 gb:AW146284 /DB_XREF=gi:6168020 /DB_XREF=um54c01.x1 /CLONE=IMAGE:2259072 /FEA=EST /CNT=49 /TID=Mm.44068.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1434554_at 31.3 46 P P 0.000244 0.000732 0.6 NC 0.04 gb:BM119247 /DB_XREF=gi:17087273 /DB_XREF=L0922H08-3 /CLONE=L0922H08 /FEA=EST /CNT=48 /TID=Mm.17436.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434576_at 150.3 223.1 P P 0.000244 0.000244 0.6 I 0.000088 gb:BI648973 /DB_XREF=gi:15563209 /DB_XREF=603275744F1 /CLONE=IMAGE:5316131 /FEA=EST /CNT=35 /TID=Mm.204946.1 /TIER=Stack /STK=29 /U
MOE430_2_1434691_at 97.4 154.3 P P 0.000244 0.000244 0.6 I 0.001201 gb:BB154529 /DB_XREF=gi:16268187 /DB_XREF=BB154529 /CLONE=A130021F17 /FEA=EST /CNT=41 /TID=Mm.27790.2 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434710_at 147.7 180.8 P P 0.000244 0.000244 0.6 I 0.000966 gb:BB397009 /DB_XREF=gi:16411482 /DB_XREF=BB397009 /CLONE=C330001N15 /FEA=EST /CNT=60 /TID=Mm.26530.1 /TIER=Stack /STK=26 /UG=Mm



MOE430_2_1434715_at 12.6 24 P P 0.00415 0.01 0.6 NC 0.16 gb:AV341544 /DB_XREF=gi:16396952 /DB_XREF=AV341544 /CLONE=6430522I20 /FEA=EST /CNT=33 /TID=Mm.100145.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434724_at 23 40.1 A A 0.36 0.09 0.6 I 0.000214 gb:BE986792 /DB_XREF=gi:10661480 /DB_XREF=UI-M-CG0p-bey-g-11-0-UI.s1 /CLONE=UI-M-CG0p-bey-g-11-0-UI /FEA=EST /CNT=41 /TID=Mm.3753
MOE430_2_1434730_at 6.8 11.7 A P 0.3 0.01 0.6 NC 0.24 gb:BB346879 /DB_XREF=gi:16405066 /DB_XREF=BB346879 /CLONE=B930063F15 /FEA=EST /CNT=28 /TID=Mm.41661.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434756_at 187.7 257.4 P P 0.000244 0.000244 0.6 I 0.000492 gb:AV292354 /DB_XREF=gi:15405826 /DB_XREF=AV292354 /CLONE=5430421B17 /FEA=EST /CNT=49 /TID=Mm.86755.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434764_at 191 212.8 P P 0.000244 0.000244 0.6 I 0.000774 gb:AW555068 /DB_XREF=gi:7200491 /DB_XREF=L0249E09-3 /CLONE=L0249E09 /FEA=EST /CNT=52 /TID=Mm.89413.1 /TIER=Stack /STK=25 /UG=Mm.8
MOE430_2_1434776_at 27.2 49.5 A A 0.26 0.11 0.6 I 0.000966 gb:BQ176610 /DB_XREF=gi:20352102 /DB_XREF=UI-M-DJ2-bvy-n-16-0-UI.s1 /CLONE=UI-M-DJ2-bvy-n-16-0-UI /FEA=EST /CNT=39 /TID=Mm.24733.
MOE430_2_1434800_at 3.4 6 A A 0.42 0.36 0.6 NC 0.35 gb:BQ175909 /DB_XREF=gi:20351401 /DB_XREF=UI-M-DJ2-bwf-f-06-0-UI.s1 /CLONE=UI-M-DJ2-bwf-f-06-0-UI /FEA=EST /CNT=27 /TID=Mm.39888.1
MOE430_2_1434861_at 31.4 63.7 P P 0.000244 0.000732 0.6 NC 0.04 gb:BE200144 /DB_XREF=gi:8712313 /DB_XREF=ug59h07.x1 /CLONE=IMAGE:1546717 /FEA=EST /CNT=29 /TID=Mm.11969.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1434870_at 126.1 192.4 P P 0.000732 0.000244 0.6 I 0.000389 gb:BB121003 /DB_XREF=gi:16262009 /DB_XREF=BB121003 /CLONE=9530080B09 /FEA=EST /CNT=27 /TID=Mm.33233.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434885_at 42.8 40 P P 0.001221 0.000244 0.6 NC 0.006503 gb:AV316328 /DB_XREF=gi:15406079 /DB_XREF=AV316328 /CLONE=5830435K17 /FEA=EST /CNT=106 /TID=Mm.24055.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1434909_at 15.5 27.1 P P 0.00415 0.005859 0.6 NC 0.5 gb:BF462770 /DB_XREF=gi:11531953 /DB_XREF=UI-M-CG0p-bnh-d-07-0-UI.s1 /CLONE=UI-M-CG0p-bnh-d-07-0-UI /FEA=EST /CNT=50 /TID=Mm.341
MOE430_2_1434954_at 36.4 54.5 P P 0.02 0.001953 0.6 NC 0.003355 gb:AV272917 /DB_XREF=gi:16390212 /DB_XREF=AV272917 /CLONE=4931438I24 /FEA=EST /CNT=44 /TID=Mm.30561.2 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1434956_at 84.1 134.6 P P 0.000244 0.000244 0.6 I 0.000027 gb:AV145226 /DB_XREF=gi:15404561 /DB_XREF=AV145226 /CLONE=2810441K17 /FEA=EST /CNT=34 /TID=Mm.34833.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434966_at 172.8 249.1 P P 0.000244 0.000732 0.6 I 0.000307 gb:BE688816 /DB_XREF=gi:10076440 /DB_XREF=uw50c05.x1 /CLONE=IMAGE:3465416 /FEA=EST /CNT=33 /TID=Mm.45043.1 /TIER=Stack /STK=22 /UG
MOE430_2_1435000_at 140.7 218 P P 0.00293 0.001221 0.6 I 0.000052 gb:BQ176452 /DB_XREF=gi:20351944 /DB_XREF=UI-M-DJ2-bwf-l-19-0-UI.s1 /CLONE=UI-M-DJ2-bwf-l-19-0-UI /FEA=EST /CNT=75 /TID=Mm.29255.1 
MOE430_2_1435001_at 58.1 117 P P 0.001221 0.000244 0.6 I 0.000035 gb:BM198417 /DB_XREF=gi:17750927 /DB_XREF=C0355F11-3 /CLONE=C0355F11 /FEA=EST /CNT=37 /TID=Mm.33764.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435002_at 160.5 268.7 P P 0.000244 0.000244 0.6 I 0.00002 gb:BM249415 /DB_XREF=gi:17884685 /DB_XREF=K0833A08-3 /CLONE=K0833A08 /FEA=EST /CNT=31 /TID=Mm.80590.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435047_at 1.3 0.8 A A 0.82 0.93 0.6 NC 0.5 gb:AI666801 /DB_XREF=gi:4805155 /DB_XREF=mw14a08.x1 /CLONE=IMAGE:670646 /FEA=EST /CNT=23 /TID=Mm.37750.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435074_at 453.7 696.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:BI790290 /DB_XREF=gi:15818015 /DB_XREF=ic96e04.x1 /CLONE=IMAGE:5661415 /FEA=EST /CNT=94 /TID=Mm.27742.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435083_at 340.2 468.6 P P 0.000244 0.000244 0.6 I 0.00002 gb:BI155559 /DB_XREF=gi:14615560 /DB_XREF=602903963F1 /CLONE=IMAGE:5033679 /FEA=EST /CNT=39 /TID=Mm.34210.1 /TIER=Stack /STK=20 /UG
MOE430_2_1435122_x_ 393 677.4 P P 0.000244 0.000244 0.6 I 0.000189 gb:BB165431 /DB_XREF=gi:8821372 /DB_XREF=BB165431 /CLONE=A130082N12 /FEA=EST /CNT=21 /TID=Mm.7814.4 /TIER=Stack /STK=20 /UG=Mm.7
MOE430_2_1435160_at 100.6 166.1 P P 0.000732 0.000244 0.6 I 0.000214 gb:BM120737 /DB_XREF=gi:17088763 /DB_XREF=L0943E10-3 /CLONE=L0943E10 /FEA=EST /CNT=52 /TID=Mm.13148.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435206_at 1.9 2.6 A A 0.78 0.63 0.6 NC 0.15 gb:BB767169 /DB_XREF=gi:16210049 /DB_XREF=BB767169 /CLONE=G370070E06 /FEA=EST /CNT=21 /TID=Mm.39575.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435230_at 40.1 58 P P 0.001953 0.001221 0.6 NC 0.008511 gb:BB277613 /DB_XREF=gi:16401005 /DB_XREF=BB277613 /CLONE=A930006E17 /FEA=EST /CNT=80 /TID=Mm.34706.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435238_x_ 328.5 512.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV004950 /DB_XREF=gi:4781800 /DB_XREF=AV004950 /CLONE=0710007K16 /FEA=EST /CNT=27 /TID=Mm.46748.1 /TIER=Stack /STK=18 /UG=Mm.4
MOE430_2_1435274_at 39.1 79.7 P P 0.001953 0.000732 0.6 I 0.000088 gb:BQ175341 /DB_XREF=gi:20350833 /DB_XREF=UI-M-DJ2-bwc-h-01-0-UI.s1 /CLONE=UI-M-DJ2-bwc-h-01-0-UI /FEA=EST /CNT=22 /TID=Mm.49884
MOE430_2_1435279_at 156.4 254 P P 0.000244 0.000244 0.6 I 0.000865 gb:AV338182 /DB_XREF=gi:15406490 /DB_XREF=AV338182 /CLONE=6430407N22 /FEA=EST /CNT=35 /TID=Mm.63522.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435307_at 1.1 1 A A 0.87 0.8 0.6 NC 0.11 gb:AW489260 /DB_XREF=gi:7059530 /DB_XREF=UI-M-BH3-ask-h-07-0-UI.s1 /CLONE=UI-M-BH3-ask-h-07-0-UI /FEA=EST /CNT=19 /TID=Mm.63289.1
MOE430_2_1435338_at 82.6 114.2 P P 0.00415 0.001953 0.6 I 0.000307 gb:AW553415 /DB_XREF=gi:7198838 /DB_XREF=L0226H02-3 /CLONE=L0226H02 /FEA=EST /CNT=87 /TID=Mm.31672.1 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1435348_at 185.1 280.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ177188 /DB_XREF=gi:20352680 /DB_XREF=UI-M-DJ2-bwa-j-14-0-UI.s1 /CLONE=UI-M-DJ2-bwa-j-14-0-UI /FEA=EST /CNT=32 /TID=Mm.21093.1
MOE430_2_1435384_at 112.3 169.1 P P 0.000732 0.000244 0.6 I 0.00002 gb:BE980685 /DB_XREF=gi:10648976 /DB_XREF=UI-M-BG2-bcl-h-07-0-UI.s1 /CLONE=UI-M-BG2-bcl-h-07-0-UI /FEA=EST /CNT=37 /TID=Mm.44900.1
MOE430_2_1435403_at 30.3 63.7 P P 0.000244 0.000244 0.6 NC 0.004925 gb:AV039549 /DB_XREF=gi:16356633 /DB_XREF=AV039549 /CLONE=1700007L15 /FEA=EST /CNT=21 /TID=Mm.32764.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435421_at 24.3 38.1 A A 0.43 0.39 0.6 NC 0.5 gb:BQ175318 /DB_XREF=gi:20350810 /DB_XREF=UI-M-DJ2-bwc-b-17-0-UI.s1 /CLONE=UI-M-DJ2-bwc-b-17-0-UI /FEA=EST /CNT=17 /TID=Mm.39229
MOE430_2_1435460_at 55.4 69.2 P P 0.02 0.01 0.6 I 0.000618 gb:BB363188 /DB_XREF=gi:16406106 /DB_XREF=BB363188 /CLONE=C130016C24 /FEA=EST /CNT=22 /TID=Mm.200875.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435473_at 10.3 18.4 A P 0.11 0.03 0.6 NC 0.09 gb:AV271807 /DB_XREF=gi:16390073 /DB_XREF=AV271807 /CLONE=4931415D17 /FEA=EST /CNT=30 /TID=Mm.37524.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435515_at 8.9 17.6 M P 0.05 0.02 0.6 NC 0.1 gb:BQ175524 /DB_XREF=gi:20351016 /DB_XREF=UI-M-DJ2-bvw-i-18-0-UI.s1 /CLONE=UI-M-DJ2-bvw-i-18-0-UI /FEA=EST /CNT=16 /TID=Mm.23332.1
MOE430_2_1435529_at 20.9 30.7 P P 0.001953 0.001953 0.6 NC 0.34 gb:BM245961 /DB_XREF=gi:17881231 /DB_XREF=K0731F11-3 /CLONE=K0731F11 /FEA=EST /CNT=35 /TID=Mm.202663.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435530_at 60.2 79.9 A M 0.08 0.05 0.6 MI 0.00249 gb:C77823 /DB_XREF=gi:2518153 /DB_XREF=C77823 /CLONE=J0038B11 /FEA=EST /CNT=73 /TID=Mm.36834.1 /TIER=Stack /STK=15 /UG=Mm.36834 /
MOE430_2_1435535_at 47 71.5 P P 0.000244 0.000244 0.6 NC 0.01 gb:AW550473 /DB_XREF=gi:7195901 /DB_XREF=L0065B02-3 /CLONE=L0065B02 /FEA=EST /CNT=30 /TID=Mm.92904.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1435556_at 83.1 122.6 P P 0.000244 0.000244 0.6 I 0.000214 gb:BE136584 /DB_XREF=gi:8599084 /DB_XREF=ug33h08.x1 /CLONE=IMAGE:1533471 /FEA=EST /CNT=42 /TID=Mm.97531.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1435564_at 32.2 36.8 P P 0.03 0.01 0.6 NC 0.004925 gb:BB547893 /DB_XREF=gi:16447615 /DB_XREF=BB547893 /CLONE=E230001D06 /FEA=EST /CNT=19 /TID=Mm.133211.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435574_at 24.7 36.4 P P 0.000244 0.000244 0.6 NC 0.05 gb:BB428304 /DB_XREF=gi:16423899 /DB_XREF=BB428304 /CLONE=C630016J19 /FEA=EST /CNT=22 /TID=Mm.128892.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435579_at 0.9 2.1 A A 0.85 0.49 0.6 NC 0.008511 gb:BM220110 /DB_XREF=gi:17780105 /DB_XREF=C0935C04-3 /CLONE=C0935C04 /FEA=EST /CNT=21 /TID=Mm.70953.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435598_at 34.1 56.6 P P 0.001221 0.000732 0.6 NC 0.02 gb:BE996371 /DB_XREF=gi:10681219 /DB_XREF=UI-M-CG0p-bie-e-11-0-UI.s1 /CLONE=UI-M-CG0p-bie-e-11-0-UI /FEA=EST /CNT=17 /TID=Mm.12950
MOE430_2_1435688_at 1.9 2.9 A A 0.69 0.8 0.6 NC 0.25 gb:AV280625 /DB_XREF=gi:16391450 /DB_XREF=AV280625 /CLONE=4933415P20 /FEA=EST /CNT=20 /TID=Mm.41311.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435690_at 45.2 68.1 P P 0.01 0.001221 0.6 I 0.000492 gb:BB476775 /DB_XREF=gi:16440214 /DB_XREF=BB476775 /CLONE=D330021F07 /FEA=EST /CNT=19 /TID=Mm.196583.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435711_at 22.5 40.6 M M 0.05 0.05 0.6 NC 0.13 gb:BB432317 /DB_XREF=gi:15412083 /DB_XREF=BB432317 /CLONE=C630044O15 /FEA=EST /CNT=15 /TID=Mm.32658.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435721_at 24.1 32.7 A P 0.12 0.02 0.6 NC 0.03 gb:BE956674 /DB_XREF=gi:10601446 /DB_XREF=UI-M-BG2-bbn-a-05-0-UI.s1 /CLONE=UI-M-BG2-bbn-a-05-0-UI /FEA=EST /CNT=17 /TID=Mm.29281.
MOE430_2_1435733_x_ 235.6 368.1 P P 0.00415 0.005859 0.6 I 0.001832 gb:AI646809 /DB_XREF=gi:4725284 /DB_XREF=ub66a09.x1 /CLONE=IMAGE:1382680 /FEA=EST /CNT=14 /TID=Mm.28690.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435742_at 92 136.6 P P 0.001221 0.001953 0.6 NC 0.002753 gb:AV028026 /DB_XREF=gi:16356507 /DB_XREF=AV028026 /CLONE=1300017A17 /FEA=EST /CNT=66 /TID=Mm.71015.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435771_at 190.2 247.9 P P 0.000244 0.000244 0.6 I 0.000046 gb:BM730668 /DB_XREF=gi:19052001 /DB_XREF=ih60a05.x1 /CLONE=IMAGE:5680784 /FEA=EST /CNT=20 /TID=Mm.38009.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1435779_at 27.8 38 A P 0.19 0.03 0.6 NC 0.05 gb:BB466021 /DB_XREF=gi:16427186 /DB_XREF=BB466021 /CLONE=D230005N01 /FEA=EST /CNT=29 /TID=Mm.25710.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435827_at 47.1 97.8 P P 0.01 0.00293 0.6 I 0.000492 gb:BB501711 /DB_XREF=gi:16442445 /DB_XREF=BB501711 /CLONE=D630035O08 /FEA=EST /CNT=16 /TID=Mm.135764.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435871_at 3.1 4.6 A A 0.46 0.46 0.6 NC 0.23 gb:AU067745 /DB_XREF=gi:4968482 /DB_XREF=AU067745 /CLONE=MNCb-1341 /FEA=EST /CNT=56 /TID=Mm.3477.3 /TIER=Stack /STK=12 /UG=Mm.34
MOE430_2_1435909_at 11.7 12.6 P P 0.01 0.008057 0.6 NC 0.3 gb:AW986101 /DB_XREF=gi:8180657 /DB_XREF=uf71a03.x1 /CLONE=IMAGE:1527532 /FEA=EST /CNT=34 /TID=Mm.33176.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1435929_at 11.2 15.5 A A 0.33 0.11 0.6 NC 0.41 gb:AV085117 /DB_XREF=gi:16381315 /DB_XREF=AV085117 /CLONE=2310010C11 /FEA=EST /CNT=24 /TID=Mm.101836.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435978_at 2 1.7 A A 0.74 0.88 0.6 NC 0.26 gb:BI415762 /DB_XREF=gi:15176685 /DB_XREF=602988864F1 /CLONE=IMAGE:5145063 /FEA=EST /CNT=13 /TID=Mm.23951.3 /TIER=Stack /STK=12 /UG
MOE430_2_1435996_at 0.7 1.8 A A 0.95 0.9 0.6 NC 0.5 gb:AV095659 /DB_XREF=gi:16381701 /DB_XREF=AV095659 /CLONE=2410011D02 /FEA=EST /CNT=14 /TID=Mm.32866.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436023_at 56.9 68.8 P P 0.000244 0.000244 0.6 NC 0.006503 gb:BB833538 /DB_XREF=gi:17011781 /DB_XREF=BB833538 /CLONE=G930026M05 /FEA=EST /CNT=92 /TID=Mm.182424.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436041_at 4.3 6.9 A A 0.27 0.14 0.6 NC 0.5 gb:BB029192 /DB_XREF=gi:16258118 /DB_XREF=BB029192 /CLONE=5730556G21 /FEA=EST /CNT=23 /TID=Mm.23651.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436043_at 2.6 0.8 A A 0.36 0.56 0.6 NC 0.42 gb:BB508825 /DB_XREF=gi:9517790 /DB_XREF=BB508825 /CLONE=D730019N09 /FEA=EST /CNT=30 /TID=Mm.38127.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436135_at 0.7 1.7 A A 0.88 0.69 0.6 NC 0.19 gb:AV345687 /DB_XREF=gi:16397051 /DB_XREF=AV345687 /CLONE=6430558I17 /FEA=EST /CNT=11 /TID=Mm.68604.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436145_at 17.9 19.2 P P 0.001221 0.001953 0.6 NC 0.42 gb:BG797580 /DB_XREF=gi:14144487 /DB_XREF=ic11c09.x1 /FEA=EST /CNT=11 /TID=Mm.122291.1 /TIER=Stack /STK=11 /UG=Mm.122291 /UG_TITLE=
MOE430_2_1436147_at 14.4 14.7 A A 0.12 0.11 0.6 NC 0.17 gb:BB283306 /DB_XREF=gi:8983755 /DB_XREF=BB283306 /CLONE=A930101L18 /FEA=EST /CNT=11 /TID=Mm.125531.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436156_at 237.7 303.6 P P 0.000732 0.000244 0.6 I 0.000101 gb:BG064739 /DB_XREF=gi:12547302 /DB_XREF=H3023C11-3 /CLONE=H3023C11 /FEA=EST /CNT=156 /TID=Mm.196371.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1436169_at 0.7 2 A A 0.75 0.69 0.6 NC 0.5 gb:BB428892 /DB_XREF=gi:16423958 /DB_XREF=BB428892 /CLONE=C630024D06 /FEA=EST /CNT=52 /TID=Mm.24292.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1436181_at 73.8 89.2 P P 0.000244 0.000244 0.6 NC 0.005933 gb:AV077160 /DB_XREF=gi:16381044 /DB_XREF=AV077160 /CLONE=2210022F04 /FEA=EST /CNT=21 /TID=Mm.29258.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436233_at 6.1 11.1 A P 0.29 0.03 0.6 NC 0.02 gb:BM123923 /DB_XREF=gi:17107691 /DB_XREF=L0532G03-3 /CLONE=L0532G03 /FEA=EST /CNT=13 /TID=Mm.27376.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436237_at 8 8.7 A M 0.3 0.05 0.6 NC 0.03 gb:BE947764 /DB_XREF=gi:10525523 /DB_XREF=UI-M-BH3-axa-b-09-0-UI.s1 /CLONE=UI-M-BH3-axa-b-09-0-UI /FEA=EST /CNT=13 /TID=Mm.90436.
MOE430_2_1436247_at 86.9 143.8 P P 0.000244 0.000244 0.6 I 0.000027 gb:AW552294 /DB_XREF=gi:7197717 /DB_XREF=L0210H06-3 /CLONE=L0210H06 /FEA=EST /CNT=22 /TID=Mm.220929.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436249_at 20.3 35.2 M P 0.05 0.001221 0.6 NC 0.05 gb:BM247455 /DB_XREF=gi:17882725 /DB_XREF=K0802C02-3 /CLONE=K0802C02 /FEA=EST /CNT=15 /TID=Mm.132975.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436259_at 0.6 0.8 A A 0.9 0.63 0.6 NC 0.36 gb:BI134113 /DB_XREF=gi:14584361 /DB_XREF=UI-M-BH3-bsi-a-04-0-UI.s1 /CLONE=UI-M-BH3-bsi-a-04-0-UI /FEA=EST /CNT=12 /TID=Mm.39737.1 /
MOE430_2_1436273_at 15.2 25.5 A A 0.21 0.12 0.6 NC 0.13 gb:BB003110 /DB_XREF=gi:16214759 /DB_XREF=BB003110 /CLONE=4732452D18 /FEA=EST /CNT=13 /TID=Mm.103270.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436276_at 50.1 79 P P 0.001221 0.001953 0.6 NC 0.003041 gb:AV229498 /DB_XREF=gi:15404935 /DB_XREF=AV229498 /CLONE=4631412M10 /FEA=EST /CNT=10 /TID=Mm.102310.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436307_at 31.2 36.9 P P 0.04 0.03 0.6 NC 0.11 gb:BB524436 /DB_XREF=gi:16443978 /DB_XREF=BB524436 /CLONE=D930019O05 /FEA=EST /CNT=47 /TID=Mm.206534.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436357_at 69.1 106.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:AI875680 /DB_XREF=gi:5549729 /DB_XREF=uk51d03.x1 /CLONE=IMAGE:1972517 /FEA=EST /CNT=20 /TID=Mm.34832.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436408_at 12.6 17.7 A A 0.14 0.09 0.6 NC 0.16 gb:BE946298 /DB_XREF=gi:10524057 /DB_XREF=UI-M-BZ0-axt-c-11-0-UI.s1 /CLONE=UI-M-BZ0-axt-c-11-0-UI /FEA=EST /CNT=13 /TID=Mm.44618.1
MOE430_2_1436443_a_ 760.4 1250.7 P P 0.000244 0.000244 0.6 I 0.00003 gb:BM198314 /DB_XREF=gi:17750782 /DB_XREF=C0359F07-3 /CLONE=C0359F07 /FEA=EST /CNT=10 /TID=Mm.8282.3 /TIER=Stack /STK=9 /UG=Mm.8
MOE430_2_1436444_at 8.4 13.4 A A 0.17 0.27 0.6 NC 0.6 gb:AV319257 /DB_XREF=gi:16394830 /DB_XREF=AV319257 /CLONE=6030405A18 /FEA=EST /CNT=10 /TID=Mm.51187.1 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1436462_at 96.3 134.2 P P 0.000244 0.000244 0.6 I 0.000023 gb:BM899333 /DB_XREF=gi:19382121 /DB_XREF=UI-M-DJ1-btz-g-02-0-UI.s1 /CLONE=UI-M-DJ1-btz-g-02-0-UI /FEA=EST /CNT=11 /TID=Mm.154145.
MOE430_2_1436467_at 4.2 9.6 A A 0.39 0.3 0.6 NC 0.07 gb:AU067749 /DB_XREF=gi:4968486 /DB_XREF=AU067749 /CLONE=MNCb-1428 /FEA=EST /CNT=9 /TID=Mm.130298.1 /TIER=Stack /STK=9 /UG=Mm.13
MOE430_2_1436541_at 44.8 65.3 P P 0.000244 0.000244 0.6 NC 0.009292 gb:BB452927 /DB_XREF=gi:16425726 /DB_XREF=BB452927 /CLONE=D130020I06 /FEA=EST /CNT=31 /TID=Mm.32462.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436585_at 10.8 13.8 A P 0.09 0.01 0.6 NC 0.2 gb:BB506740 /DB_XREF=gi:9515702 /DB_XREF=BB506740 /CLONE=D730009J15 /FEA=EST /CNT=11 /TID=Mm.74633.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1436588_at 22.7 36.6 A P 0.11 0.03 0.6 NC 0.01 gb:BB700837 /DB_XREF=gi:16049661 /DB_XREF=BB700837 /CLONE=7420424D16 /FEA=EST /CNT=11 /TID=Mm.772.1 /TIER=Stack /STK=8 /UG=Mm.77
MOE430_2_1436610_at 7 11 A P 0.33 0.04 0.6 NC 0.2 gb:BQ176856 /DB_XREF=gi:20352348 /DB_XREF=UI-M-DJ2-bvz-l-18-0-UI.s1 /CLONE=UI-M-DJ2-bvz-l-18-0-UI /FEA=EST /CNT=10 /TID=Mm.34706.2 
MOE430_2_1436645_a_ 173.8 285.2 P P 0.000244 0.000244 0.6 I 0.00006 gb:BB066603 /DB_XREF=gi:8524017 /DB_XREF=BB066603 /CLONE=8030453H14 /FEA=EST /CNT=9 /TID=Mm.42183.2 /TIER=Stack /STK=8 /UG=Mm.42
MOE430_2_1436706_at 75.1 110.1 P P 0.000244 0.000244 0.6 I 0.000147 gb:BB262218 /DB_XREF=gi:16400042 /DB_XREF=BB262218 /CLONE=A830005F13 /FEA=EST /CNT=213 /TID=Mm.119513.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1436740_at 108.3 160.1 P P 0.000244 0.000244 0.6 I 0.000307 gb:AI585679 /DB_XREF=gi:4571576 /DB_XREF=mq91e05.y1 /CLONE=IMAGE:586112 /FEA=EST /CNT=89 /TID=Mm.27819.1 /TIER=Stack /STK=74 /UG=M
MOE430_2_1436742_a_ 1.4 2.1 A A 0.6 0.6 0.6 NC 0.16 gb:BG070524 /DB_XREF=gi:12553093 /DB_XREF=H3088C07-3 /CLONE=H3088C07 /FEA=EST /CNT=75 /TID=Mm.9889.1 /TIER=Stack /STK=73 /UG=Mm
MOE430_2_1436845_at 5.7 7.8 A A 0.5 0.36 0.6 NC 0.17 gb:BB398993 /DB_XREF=gi:15411724 /DB_XREF=BB398993 /CLONE=C330012C04 /FEA=EST /CNT=49 /TID=Mm.71710.2 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1436857_at 1 1.4 A A 0.95 0.94 0.6 NC 0.22 gb:AV066538 /DB_XREF=gi:5186366 /DB_XREF=AV066538 /CLONE=2010109P20 /FEA=EST /CNT=43 /TID=Mm.42715.1 /TIER=Stack /STK=43 /UG=Mm.4
MOE430_2_1436871_at 31 64.3 P P 0.000732 0.000244 0.6 I 0.000307 gb:BE825013 /DB_XREF=gi:10257247 /DB_XREF=C0508C07-3 /CLONE=C0508C07 /FEA=EST /CNT=43 /TID=Mm.29915.2 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1436878_at 15.9 24.9 A A 0.36 0.43 0.6 NC 0.31 gb:BB175696 /DB_XREF=gi:16269698 /DB_XREF=BB175696 /CLONE=A230057P21 /FEA=EST /CNT=45 /TID=Mm.85430.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1437001_at 70.1 93.2 P P 0.001221 0.005859 0.6 NC 0.01 gb:BQ173949 /DB_XREF=gi:20349440 /DB_XREF=UI-M-DJ2-bvv-m-04-0-UI.s1 /CLONE=UI-M-DJ2-bvv-m-04-0-UI /FEA=EST /CNT=50 /TID=Mm.20077
MOE430_2_1437065_at 28.9 36.8 P P 0.01 0.01 0.6 NC 0.05 gb:BF730713 /DB_XREF=gi:12048577 /DB_XREF=mab68c03.x1 /CLONE=IMAGE:3975532 /FEA=EST /CNT=65 /TID=Mm.31375.1 /TIER=Stack /STK=27 /U
MOE430_2_1437085_at 5.9 7.9 A A 0.14 0.19 0.6 NC 0.23 gb:AV370040 /DB_XREF=gi:15406779 /DB_XREF=AV370040 /CLONE=9030206J18 /FEA=EST /CNT=32 /TID=Mm.23214.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437110_at 12.1 15.2 A P 0.08 0.001221 0.6 I 0.001336 gb:BM232998 /DB_XREF=gi:17868268 /DB_XREF=K0331A04-3 /CLONE=K0331A04 /FEA=EST /CNT=48 /TID=Mm.103435.2 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437132_x_ 136.5 205.6 P P 0.000732 0.000244 0.6 I 0.000027 gb:BB535494 /DB_XREF=gi:9590994 /DB_XREF=BB535494 /CLONE=E030044C21 /FEA=EST /CNT=27 /TID=Mm.8315.2 /TIER=Stack /STK=25 /UG=Mm.8
MOE430_2_1437149_at 826.1 1355.3 P P 0.000244 0.000244 0.6 I 0.000027 gb:AI648846 /DB_XREF=gi:4729680 /DB_XREF=uk29h02.x1 /CLONE=IMAGE:1970451 /FEA=EST /CNT=127 /TID=Mm.29762.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1437176_at 9 13.7 P P 0.04 0.02 0.6 NC 0.06 gb:AV277444 /DB_XREF=gi:16390998 /DB_XREF=AV277444 /CLONE=4932442G13 /FEA=EST /CNT=48 /TID=Mm.50780.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437179_at 55.1 90 P P 0.005859 0.001953 0.6 I 0.000078 gb:BG070871 /DB_XREF=gi:12553528 /DB_XREF=H3093B06-3 /CLONE=H3093B06 /FEA=EST /CNT=33 /TID=Mm.12647.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437203_at 67.8 109.2 P P 0.001953 0.001221 0.6 I 0.001486 gb:BB460904 /DB_XREF=gi:16426596 /DB_XREF=BB460904 /CLONE=D130069F05 /FEA=EST /CNT=62 /TID=Mm.32894.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437213_at 142.9 232.8 P P 0.000244 0.000244 0.6 I 0.000052 gb:BG070110 /DB_XREF=gi:12552679 /DB_XREF=H3083G06-3 /CLONE=H3083G06 /FEA=EST /CNT=29 /TID=Mm.35006.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437250_at 12 12.3 A A 0.11 0.3 0.6 NC 0.08 gb:AV298358 /DB_XREF=gi:16393041 /DB_XREF=AV298358 /CLONE=5730456N15 /FEA=EST /CNT=31 /TID=Mm.45760.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437287_at 269.7 380.5 P P 0.000244 0.000244 0.6 I 0.000046 gb:BB277742 /DB_XREF=gi:15410953 /DB_XREF=BB277742 /CLONE=A930007D01 /FEA=EST /CNT=136 /TID=Mm.42110.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1437288_at 719.2 914.7 P P 0.000244 0.000244 0.6 I 0.000214 gb:BF299912 /DB_XREF=gi:11246435 /DB_XREF=602030551F1 /CLONE=IMAGE:4165621 /FEA=EST /CNT=217 /TID=Mm.24703.1 /TIER=Stack /STK=20 /
MOE430_2_1437308_s_ 564 870.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV024285 /DB_XREF=gi:4801277 /DB_XREF=AV024285 /CLONE=1200001P22 /FEA=EST /CNT=23 /TID=Mm.24816.2 /TIER=Stack /STK=20 /UG=Mm.2
MOE430_2_1437311_at 5.3 8.5 A A 0.3 0.3 0.6 NC 0.37 gb:BB281971 /DB_XREF=gi:16401342 /DB_XREF=BB281971 /CLONE=A930034L06 /FEA=EST /CNT=30 /TID=Mm.154430.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437313_x_ 235.8 394.9 P P 0.000244 0.000244 0.6 I 0.000101 gb:C85885 /DB_XREF=gi:2917842 /DB_XREF=C85885 /CLONE=J0216B04 /FEA=EST /CNT=24 /TID=Mm.1693.3 /TIER=Stack /STK=20 /UG=Mm.1693 /LL
MOE430_2_1437316_at 8.2 6.8 A A 0.33 0.39 0.6 NC 0.29 gb:BB556441 /DB_XREF=gi:16448689 /DB_XREF=BB556441 /CLONE=E330023O18 /FEA=EST /CNT=22 /TID=Mm.24555.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437325_x_ 1033 1655.1 P P 0.000732 0.000732 0.6 I 0.000027 gb:BB251523 /DB_XREF=gi:8944269 /DB_XREF=BB251523 /CLONE=A730046N23 /FEA=EST /CNT=21 /TID=Mm.29751.3 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437340_x_ 4.3 7.6 A A 0.6 0.36 0.6 NC 0.13 gb:AV081751 /DB_XREF=gi:5213199 /DB_XREF=AV081751 /CLONE=2210421C20 /FEA=EST /CNT=20 /TID=Mm.46414.4 /TIER=Stack /STK=20 /UG=Mm.4
MOE430_2_1437360_at 409.9 614.6 P P 0.000244 0.000244 0.6 I 0.00002 gb:BB053591 /DB_XREF=gi:15404106 /DB_XREF=BB053591 /CLONE=6720464I11 /FEA=EST /CNT=25 /TID=Mm.39738.1 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1437372_at 9.8 18.4 A P 0.06 0.01 0.6 NC 0.01 gb:BB335087 /DB_XREF=gi:15411581 /DB_XREF=BB335087 /CLONE=B830031K20 /FEA=EST /CNT=22 /TID=Mm.132502.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1437373_at 37.1 65.9 P P 0.01 0.00415 0.6 NC 0.004481 gb:BM213143 /DB_XREF=gi:17770933 /DB_XREF=C0832B12-3 /CLONE=C0832B12 /FEA=EST /CNT=21 /TID=Mm.31746.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437376_at 1.3 0.5 A A 0.68 0.78 0.6 NC 0.5 gb:AW107807 /DB_XREF=gi:6078607 /DB_XREF=um23b04.x1 /CLONE=IMAGE:2225359 /FEA=EST /CNT=20 /TID=Mm.84113.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1437466_at 184.3 293.7 P P 0.000244 0.000244 0.6 I 0.00002 gb:BB810080 /DB_XREF=gi:16982709 /DB_XREF=BB810080 /CLONE=G730002K08 /FEA=EST /CNT=75 /TID=Mm.203946.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437492_at 23.1 43.4 P P 0.000732 0.001221 0.6 NC 0.003355 gb:BB021019 /DB_XREF=gi:16257677 /DB_XREF=BB021019 /CLONE=5330404I04 /FEA=EST /CNT=22 /TID=Mm.99898.1 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1437574_at 1 1.3 A A 0.85 0.75 0.6 NC 0.19 gb:AV226694 /DB_XREF=gi:15404896 /DB_XREF=AV226694 /CLONE=4021402K23 /FEA=EST /CNT=20 /TID=Mm.167471.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437585_x_ 128.5 264.7 P P 0.000244 0.000244 0.6 I 0.00004 gb:BB329659 /DB_XREF=gi:9038422 /DB_XREF=BB329659 /CLONE=B630016K01 /FEA=EST /CNT=18 /TID=Mm.29434.2 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437620_x_ 35 77.4 P P 0.04 0.02 0.6 NC 0.002753 gb:BB271911 /DB_XREF=gi:8968927 /DB_XREF=BB271911 /CLONE=A830060B12 /FEA=EST /CNT=16 /TID=Mm.29751.5 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437660_at 44.7 50.4 P P 0.000732 0.000244 0.6 NC 0.03 gb:AW987751 /DB_XREF=gi:8182730 /DB_XREF=uf90a05.y1 /CLONE=IMAGE:1529360 /FEA=EST /CNT=33 /TID=Mm.32842.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1437716_x_ 397.7 1144.6 P P 0.000244 0.000244 0.6 NC 0.00712 gb:BB251322 /DB_XREF=gi:8944068 /DB_XREF=BB251322 /CLONE=A730045O16 /FEA=EST /CNT=15 /TID=Mm.29381.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437781_at 0.6 0.8 A A 0.91 0.94 0.6 NC 0.63 gb:BB180869 /DB_XREF=gi:16270031 /DB_XREF=BB180869 /CLONE=A230087K08 /FEA=EST /CNT=16 /TID=Mm.114886.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437794_at 10.6 17.5 A P 0.24 0.02 0.6 NC 0.1 gb:BG071186 /DB_XREF=gi:12553755 /DB_XREF=H3095F10-3 /CLONE=H3095F10 /FEA=EST /CNT=15 /TID=Mm.154496.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437822_at 8.1 9.9 A A 0.09 0.06 0.6 NC 0.25 gb:AV340292 /DB_XREF=gi:15406530 /DB_XREF=AV340292 /CLONE=6430514D04 /FEA=EST /CNT=14 /TID=Mm.62590.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437860_at 4.2 4 A A 0.53 0.33 0.6 NC 0.29 gb:BB335101 /DB_XREF=gi:16404093 /DB_XREF=BB335101 /CLONE=B830031O06 /FEA=EST /CNT=48 /TID=Mm.200701.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437898_at 0.4 1 A A 0.96 0.85 0.6 NC 0.06 gb:BB668056 /DB_XREF=gi:16399505 /DB_XREF=BB668056 /CLONE=C920009B18 /FEA=EST /CNT=18 /TID=Mm.208256.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437926_at 115.8 171.7 P P 0.000244 0.000244 0.6 I 0.00004 gb:BI076709 /DB_XREF=gi:14515366 /DB_XREF=L0218E02-3 /CLONE=L0218E02 /FEA=EST /CNT=20 /TID=Mm.42492.1 /TIER=Stack /STK=13 /UG=Mm.4
MOE430_2_1437934_at 31.9 58.6 P P 0.001221 0.001953 0.6 NC 0.08 gb:BB098115 /DB_XREF=gi:15407865 /DB_XREF=BB098115 /CLONE=9430062G19 /FEA=EST /CNT=14 /TID=Mm.204699.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437946_x_ 12.4 18.1 A A 0.36 0.36 0.6 NC 0.71 gb:BB506495 /DB_XREF=gi:9515457 /DB_XREF=BB506495 /CLONE=D730008G23 /FEA=EST /CNT=14 /TID=Mm.24028.4 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1437965_at 13 22.4 A P 0.1 0.001221 0.6 I 0.000692 gb:BM239677 /DB_XREF=gi:17874947 /DB_XREF=K0538D07-3 /CLONE=K0538D07 /FEA=EST /CNT=13 /TID=Mm.215513.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438037_at 8.4 13.1 P P 0.04 0.03 0.6 NC 0.16 gb:AW208668 /DB_XREF=gi:6514608 /DB_XREF=uo62e03.x1 /CLONE=IMAGE:2647132 /FEA=EST /CNT=40 /TID=Mm.30552.3 /TIER=Stack /STK=12 /UG=
MOE430_2_1438040_a_ 804.3 1249.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:BE995678 /DB_XREF=gi:10680173 /DB_XREF=UI-M-CG0p-bib-b-11-0-UI.s1 /CLONE=UI-M-CG0p-bib-b-11-0-UI /FEA=EST /CNT=21 /TID=Mm.4526.
MOE430_2_1438053_at 22.1 16.8 A A 0.06 0.21 0.6 NC 0.28 gb:BB428499 /DB_XREF=gi:16423920 /DB_XREF=BB428499 /CLONE=C630018F20 /FEA=EST /CNT=18 /TID=Mm.30790.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438063_at 13.5 21.8 A A 0.39 0.19 0.6 NC 0.31 gb:BB540670 /DB_XREF=gi:15412213 /DB_XREF=BB540670 /CLONE=E130107H24 /FEA=EST /CNT=17 /TID=Mm.40818.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438072_at 51.9 80.8 P P 0.03 0.02 0.6 I 0.001077 gb:BB242844 /DB_XREF=gi:16355233 /DB_XREF=BB242844 /CLONE=A630093M01 /FEA=EST /CNT=15 /TID=Mm.103411.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438089_a_ 84.6 123.3 P P 0.000244 0.000244 0.6 NC 0.004481 gb:BE853331 /DB_XREF=gi:10311670 /DB_XREF=uw88a12.x1 /CLONE=IMAGE:3469054 /FEA=EST /CNT=14 /TID=Mm.182424.3 /TIER=Stack /STK=12 /U
MOE430_2_1438091_a_ 1384.1 2281.5 P P 0.000244 0.000244 0.6 I 0.000023 gb:AV003424 /DB_XREF=gi:4780274 /DB_XREF=AV003424 /CLONE=0610027M19 /FEA=EST /CNT=14 /TID=Mm.916.5 /TIER=Stack /STK=12 /UG=Mm.91
MOE430_2_1438093_x_ 568.8 895.7 P P 0.001221 0.000244 0.6 I 0.00002 gb:BB115327 /DB_XREF=gi:8767895 /DB_XREF=BB115327 /CLONE=9530050A01 /FEA=EST /CNT=14 /TID=Mm.2785.4 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438094_x_ 243.9 451.1 P P 0.000244 0.000244 0.6 I 0.00002 gb:BB029149 /DB_XREF=gi:8383900 /DB_XREF=BB029149 /CLONE=5730556D02 /FEA=EST /CNT=14 /TID=Mm.22661.5 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438172_x_ 29.1 42 P P 0.00293 0.001221 0.6 NC 0.03 gb:BB091183 /DB_XREF=gi:8674430 /DB_XREF=BB091183 /CLONE=9430029E05 /FEA=EST /CNT=12 /TID=Mm.9821.5 /TIER=Stack /STK=12 /UG=Mm.98
MOE430_2_1438198_at 61 67.8 P P 0.008057 0.00293 0.6 I 0.000241 gb:BB363154 /DB_XREF=gi:16406102 /DB_XREF=BB363154 /CLONE=C130016A10 /FEA=EST /CNT=64 /TID=Mm.45042.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438220_at 31.6 47.5 P P 0.000244 0.000244 0.6 NC 0.009292 gb:BM240405 /DB_XREF=gi:17875675 /DB_XREF=K0602A05-3 /CLONE=K0602A05 /FEA=EST /CNT=33 /TID=Mm.31178.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438229_at 49.4 87.4 P P 0.001221 0.001953 0.6 NC 0.004481 gb:AV304495 /DB_XREF=gi:16393607 /DB_XREF=AV304495 /CLONE=5730521K22 /FEA=EST /CNT=54 /TID=Mm.30613.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438306_at 0.2 1 A A 0.96 0.69 0.6 NC 0.09 gb:AV340072 /DB_XREF=gi:15406520 /DB_XREF=AV340072 /CLONE=6430512M05 /FEA=EST /CNT=12 /TID=Mm.77524.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438348_x_ 12.7 18 A A 0.21 0.06 0.6 NC 0.45 gb:BB039821 /DB_XREF=gi:15403795 /DB_XREF=BB039821 /CLONE=6030445K22 /FEA=EST /CNT=11 /TID=Mm.30082.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438356_x_ 2.2 1.8 A A 0.8 0.94 0.6 NC 0.29 gb:AI428127 /DB_XREF=gi:4274053 /DB_XREF=ml43g02.x1 /CLONE=IMAGE:514802 /FEA=EST /CNT=11 /TID=Mm.23397.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438397_a_ 69.8 97.8 P P 0.000732 0.000244 0.6 NC 0.01 gb:BM239446 /DB_XREF=gi:17874716 /DB_XREF=K0534F02-3 /CLONE=K0534F02 /FEA=EST /CNT=67 /TID=Mm.17307.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438402_at 333.4 537.1 P P 0.000732 0.000244 0.6 I 0.00002 gb:BB131315 /DB_XREF=gi:16266362 /DB_XREF=BB131315 /CLONE=9630050M13 /FEA=EST /CNT=51 /TID=Mm.23044.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438410_at 18.3 32.7 P P 0.001953 0.005859 0.6 NC 0.16 gb:BB295128 /DB_XREF=gi:16401801 /DB_XREF=BB295128 /CLONE=B130034I20 /FEA=EST /CNT=23 /TID=Mm.23289.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438423_at 38.9 36.6 P P 0.001953 0.000244 0.6 NC 0.05 gb:BB085949 /DB_XREF=gi:8651734 /DB_XREF=BB085949 /CLONE=9330210C15 /FEA=EST /CNT=21 /TID=Mm.133698.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438453_at 31.8 44.4 A A 0.24 0.06 0.6 NC 0.01 gb:BB234087 /DB_XREF=gi:16354650 /DB_XREF=BB234087 /CLONE=A630047J01 /FEA=EST /CNT=15 /TID=Mm.37376.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438458_a_ 442.2 604.7 P P 0.000244 0.000244 0.6 I 0.000088 gb:BF224766 /DB_XREF=gi:11132131 /DB_XREF=uz10g05.x1 /CLONE=IMAGE:3668696 /FEA=EST /CNT=14 /TID=Mm.43213.4 /TIER=Stack /STK=10 /UG=
MOE430_2_1438516_at 36.9 59 P P 0.000732 0.000732 0.6 I 0.000273 gb:BB208938 /DB_XREF=gi:16352397 /DB_XREF=BB208938 /CLONE=A430090E05 /FEA=EST /CNT=13 /TID=Mm.49533.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438530_at 430.9 568.5 P P 0.000244 0.000244 0.6 I 0.000068 gb:BB756069 /DB_XREF=gi:16202550 /DB_XREF=BB756069 /CLONE=G270070I12 /FEA=EST /CNT=11 /TID=Mm.32938.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438608_at 0.9 2.3 A A 0.94 0.82 0.6 NC 0.16 gb:AV007148 /DB_XREF=gi:4784135 /DB_XREF=AV007148 /CLONE=1110003C01 /FEA=EST /CNT=10 /TID=Mm.39469.3 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438666_at 315.5 419.4 P P 0.00293 0.000732 0.6 I 0.00013 gb:BB534423 /DB_XREF=gi:16446392 /DB_XREF=BB534423 /CLONE=E030036L24 /FEA=EST /CNT=74 /TID=Mm.35116.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438675_at 34.2 47.3 P P 0.000244 0.001953 0.6 NC 0.02 gb:BB278628 /DB_XREF=gi:8975650 /DB_XREF=BB278628 /CLONE=A930011P04 /FEA=EST /CNT=48 /TID=Mm.208458.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438680_at 12.6 20.3 A P 0.07 0.03 0.6 NC 0.31 gb:BB429147 /DB_XREF=gi:16423979 /DB_XREF=BB429147 /CLONE=C630026B02 /FEA=EST /CNT=52 /TID=Mm.37850.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438699_at 27.8 50.3 P P 0.000732 0.001953 0.6 NC 0.06 gb:AA530749 /DB_XREF=gi:2273487 /DB_XREF=vj44e02.r1 /CLONE=IMAGE:931898 /FEA=EST /CNT=28 /TID=Mm.22941.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438769_a_ 127.2 211.3 P P 0.001221 0.000244 0.6 I 0.000088 gb:BF719766 /DB_XREF=gi:12020768 /DB_XREF=mab36g09.x1 /CLONE=IMAGE:3972664 /FEA=EST /CNT=14 /TID=Mm.16925.3 /TIER=Stack /STK=9 /UG
MOE430_2_1438877_at 8.6 19.4 A P 0.16 0.04 0.6 NC 0.5 gb:BM213868 /DB_XREF=gi:17771881 /DB_XREF=C0842G03-3 /CLONE=C0842G03 /FEA=EST /CNT=9 /TID=Mm.217805.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439047_s_ 109.9 138.6 P P 0.00293 0.000732 0.6 I 0.000774 gb:BB258011 /DB_XREF=gi:8950844 /DB_XREF=BB258011 /CLONE=A730082H18 /FEA=EST /CNT=33 /TID=Mm.219655.2 /TIER=Stack /STK=8 /UG=Mm.



MOE430_2_1439049_at 16.4 20.9 P P 0.03 0.01 0.6 NC 0.09 gb:BG229936 /DB_XREF=gi:12717440 /DB_XREF=mac24e11.x1 /CLONE=IMAGE:4000629 /FEA=EST /CNT=40 /TID=Mm.5915.2 /TIER=Stack /STK=8 /UG=
MOE430_2_1439074_a_ 144.8 156.8 P P 0.001221 0.001221 0.6 I 0.001201 gb:BB212307 /DB_XREF=gi:15410052 /DB_XREF=BB212307 /CLONE=A430110D10 /FEA=EST /CNT=13 /TID=Mm.46401.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439107_a_ 71.1 51.6 P P 0.00293 0.00293 0.6 NC 0.05 gb:BF021054 /DB_XREF=gi:10752386 /DB_XREF=ux51f11.x1 /CLONE=IMAGE:3513837 /FEA=EST /CNT=15 /TID=Mm.195887.2 /TIER=Stack /STK=8 /UG=
MOE430_2_1439114_at 0.7 1.1 A A 0.95 0.75 0.6 NC 0.49 gb:BB234229 /DB_XREF=gi:15410353 /DB_XREF=BB234229 /CLONE=A630048D12 /FEA=EST /CNT=13 /TID=Mm.125179.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439242_at 4.9 7.3 A A 0.53 0.33 0.6 NC 0.5 gb:BG095454 /DB_XREF=gi:12578017 /DB_XREF=uu87g02.x1 /CLONE=IMAGE:3383618 /FEA=EST /CNT=9 /TID=Mm.29912.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439295_x_ 11.3 19.6 M P 0.05 0.008057 0.6 NC 0.01 gb:BB371300 /DB_XREF=gi:16406953 /DB_XREF=BB371300 /CLONE=C130058E06 /FEA=EST /CNT=9 /TID=Mm.100378.4 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439306_at 0.4 0.5 A A 0.93 0.87 0.6 NC 0.55 gb:BB310452 /DB_XREF=gi:16402623 /DB_XREF=BB310452 /CLONE=B230315K07 /FEA=EST /CNT=8 /TID=Mm.131920.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439317_at 11.6 19.1 P M 0.04 0.05 0.6 NC 0.5 gb:BB433504 /DB_XREF=gi:16424287 /DB_XREF=BB433504 /CLONE=C820001N14 /FEA=EST /CNT=8 /TID=Mm.123929.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439335_at 0.5 0.6 A A 0.94 0.85 0.6 NC 0.11 gb:AV281260 /DB_XREF=gi:16391517 /DB_XREF=AV281260 /CLONE=4933423I04 /FEA=EST /CNT=8 /TID=Mm.87434.1 /TIER=Stack /STK=8 /UG=Mm.87
MOE430_2_1439338_at 6.1 7.8 A A 0.27 0.06 0.6 NC 0.5 gb:BM227990 /DB_XREF=gi:17790473 /DB_XREF=K0253E01-3 /CLONE=K0253E01 /FEA=EST /CNT=8 /TID=Mm.214914.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439356_at 1.2 1.2 A A 0.91 0.69 0.6 NC 0.02 gb:BB728374 /DB_XREF=gi:16111649 /DB_XREF=BB728374 /CLONE=E860036E15 /FEA=EST /CNT=8 /TID=Mm.25044.2 /TIER=Stack /STK=8 /UG=Mm.25
MOE430_2_1439362_at 1.2 1.3 A A 0.88 0.8 0.6 NC 0.63 gb:BB776065 /DB_XREF=gi:16936765 /DB_XREF=BB776065 /CLONE=G430029J22 /FEA=EST /CNT=8 /TID=Mm.48015.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1439379_x_ 0.3 0.3 A A 0.85 0.96 0.6 NC 0.82 gb:AV209010 /DB_XREF=gi:6149862 /DB_XREF=AV209010 /CLONE=1700112F20 /FEA=EST /CNT=8 /TID=Mm.42733.5 /TIER=Stack /STK=8 /UG=Mm.427
MOE430_2_1439399_a_ 1011.1 1498.3 P P 0.000244 0.000244 0.6 I 0.00006 gb:BB493265 /DB_XREF=gi:9451892 /DB_XREF=BB493265 /CLONE=D530032D14 /FEA=EST /CNT=8 /TID=Mm.28239.4 /TIER=Stack /STK=8 /UG=Mm.28
MOE430_2_1439438_a_ 556.2 727.1 P P 0.000244 0.000244 0.6 I 0.000052 gb:AV084012 /DB_XREF=gi:5215460 /DB_XREF=AV084012 /CLONE=2310004P05 /FEA=EST /CNT=8 /TID=Mm.10278.3 /TIER=Stack /STK=8 /UG=Mm.102
MOE430_2_1439453_x_ 355.1 537.2 P P 0.000244 0.000244 0.6 I 0.000035 gb:AV259141 /DB_XREF=gi:6246600 /DB_XREF=AV259141 /CLONE=4930403J09 /FEA=EST /CNT=8 /TID=Mm.28690.3 /TIER=Stack /STK=8 /UG=Mm.286
MOE430_2_1439481_at 337.9 388.2 P P 0.001221 0.000244 0.6 I 0.000167 gb:BE860012 /DB_XREF=gi:10376514 /DB_XREF=UI-M-AQ1-ady-g-05-0-UI.r1 /CLONE=UI-M-AQ1-ady-g-05-0-UI /FEA=EST /CNT=17 /TID=Mm.40270.
MOE430_2_1439483_at 11.4 17.5 A A 0.39 0.27 0.6 NC 0.41 gb:BI438039 /DB_XREF=gi:15262729 /DB_XREF=ic84a04.x1 /CLONE=IMAGE:5660071 /FEA=EST /CNT=21 /TID=Mm.5399.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439495_at 101.5 181.7 P P 0.000244 0.000244 0.6 I 0.000068 gb:BB476293 /DB_XREF=gi:16440147 /DB_XREF=BB476293 /CLONE=D330017J19 /FEA=EST /CNT=38 /TID=Mm.103598.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439538_at 34.5 48.5 P P 0.001953 0.000244 0.6 NC 0.01 gb:BM248385 /DB_XREF=gi:17883655 /DB_XREF=K0816A09-3 /CLONE=K0816A09 /FEA=EST /CNT=10 /TID=Mm.30753.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439545_at 8.1 17.5 A A 0.19 0.08 0.6 NC 0.02 gb:BM240227 /DB_XREF=gi:17875497 /DB_XREF=K0548G07-3 /CLONE=K0548G07 /FEA=EST /CNT=9 /TID=Mm.216264.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439551_at 1.1 1.1 A A 0.72 0.79 0.6 NC 0.48 gb:BB834573 /DB_XREF=gi:17012816 /DB_XREF=BB834573 /CLONE=G930032A04 /FEA=EST /CNT=9 /TID=Mm.86511.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439601_at 45.4 61 P P 0.005859 0.000732 0.6 I 0.001336 gb:BB076670 /DB_XREF=gi:15406899 /DB_XREF=BB076670 /CLONE=9330127A20 /FEA=EST /CNT=8 /TID=Mm.117874.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439640_at 4.6 9.6 A A 0.75 0.5 0.6 NC 0.29 gb:AV381105 /DB_XREF=gi:16398270 /DB_XREF=AV381105 /CLONE=9230108E01 /FEA=EST /CNT=10 /TID=Mm.70872.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439642_at 12.6 17.5 P P 0.03 0.01 0.6 NC 0.07 gb:BB308657 /DB_XREF=gi:16402420 /DB_XREF=BB308657 /CLONE=B230306I04 /FEA=EST /CNT=9 /TID=Mm.209777.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439653_at 0.5 1.3 A A 0.98 0.87 0.6 NC 0.31 gb:AV283162 /DB_XREF=gi:16391733 /DB_XREF=AV283162 /CLONE=4933433J18 /FEA=EST /CNT=8 /TID=Mm.188683.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439686_at 0.4 1.1 A A 0.66 0.82 0.6 NC 0.51 gb:BB235876 /DB_XREF=gi:16354796 /DB_XREF=BB235876 /CLONE=A630056D15 /FEA=EST /CNT=7 /TID=Mm.131359.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439690_at 5.1 9.9 A A 0.56 0.46 0.6 NC 0.5 gb:BB212011 /DB_XREF=gi:16352735 /DB_XREF=BB212011 /CLONE=A430107O21 /FEA=EST /CNT=7 /TID=Mm.131138.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439730_at 1.4 2 A A 0.75 0.87 0.6 NC 0.5 gb:BM229080 /DB_XREF=gi:17791902 /DB_XREF=K0273C04-3 /CLONE=K0273C04 /FEA=EST /CNT=7 /TID=Mm.95247.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439772_at 137.9 193.1 P P 0.000244 0.000244 0.6 I 0.000552 gb:BB526986 /DB_XREF=gi:16444412 /DB_XREF=BB526986 /CLONE=D930037G10 /FEA=EST /CNT=24 /TID=Mm.44164.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439788_at 27.1 45.6 P P 0.01 0.01 0.6 NC 0.01 gb:AV025195 /DB_XREF=gi:16356434 /DB_XREF=AV025195 /CLONE=1200011G01 /FEA=EST /CNT=20 /TID=Mm.173142.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439955_at 1.6 2.6 A A 0.95 0.88 0.6 NC 0.5 gb:BB240638 /DB_XREF=gi:16355090 /DB_XREF=BB240638 /CLONE=A630082N15 /FEA=EST /CNT=7 /TID=Mm.208460.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439972_at 4.4 8.8 A A 0.46 0.14 0.6 NC 0.13 gb:BB177192 /DB_XREF=gi:16269797 /DB_XREF=BB177192 /CLONE=A230065K18 /FEA=EST /CNT=10 /TID=Mm.100060.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1440027_at 73.6 96.4 P P 0.01 0.001221 0.6 I 0.000023 gb:BB119857 /DB_XREF=gi:16261966 /DB_XREF=BB119857 /CLONE=9530073E04 /FEA=EST /CNT=6 /TID=Mm.23191.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440084_at 44 64.9 P P 0.000244 0.000244 0.6 I 0.000307 gb:AV380966 /DB_XREF=gi:16398253 /DB_XREF=AV380966 /CLONE=9230106H08 /FEA=EST /CNT=6 /TID=Mm.127146.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440092_at 38 59.3 M P 0.05 0.01 0.6 NC 0.5 gb:BB497623 /DB_XREF=gi:16441975 /DB_XREF=BB497623 /CLONE=D630009L10 /FEA=EST /CNT=6 /TID=Mm.208122.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440141_at 1.8 3.5 A A 0.8 0.56 0.6 NC 0.45 gb:AW493210 /DB_XREF=gi:7063491 /DB_XREF=UI-M-BH3-auf-f-09-0-UI.s1 /CLONE=UI-M-BH3-auf-f-09-0-UI /FEA=EST /CNT=6 /TID=Mm.102187.1 /
MOE430_2_1440167_s_ 591.1 921.3 P P 0.000244 0.000732 0.6 I 0.000035 gb:BB557975 /DB_XREF=gi:9644341 /DB_XREF=BB557975 /CLONE=E330031K10 /FEA=EST /CNT=6 /TID=Mm.202294.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440265_at 12.2 11.2 M A 0.05 0.17 0.6 NC 0.48 gb:BE995638 /DB_XREF=gi:10680089 /DB_XREF=UI-M-CG0p-bia-g-02-0-UI.s1 /CLONE=UI-M-CG0p-bia-g-02-0-UI /FEA=EST /CNT=10 /TID=Mm.44094
MOE430_2_1440334_at 8.1 16.5 A A 0.24 0.08 0.6 NC 0.01 gb:BF730667 /DB_XREF=gi:12048531 /DB_XREF=mab67c08.x1 /CLONE=IMAGE:3975183 /FEA=EST /CNT=7 /TID=Mm.137107.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1440338_at 22.4 33.8 P P 0.01 0.008057 0.6 NC 0.08 gb:BM933532 /DB_XREF=gi:19392684 /DB_XREF=UI-M-BZ1-bft-a-17-0-UI.r2 /CLONE=UI-M-BZ1-bft-a-17-0-UI /FEA=EST /CNT=7 /TID=Mm.83547.1 /
MOE430_2_1440369_at 8.2 14.9 A A 0.14 0.19 0.6 NC 0.27 gb:BE952603 /DB_XREF=gi:10593227 /DB_XREF=UI-M-BH4-azh-g-05-0-UI.s1 /CLONE=UI-M-BH4-azh-g-05-0-UI /FEA=EST /CNT=7 /TID=Mm.151179.1
MOE430_2_1440380_at 2.3 8.9 A P 0.18 0.008057 0.6 NC 0.38 gb:BB211710 /DB_XREF=gi:16352708 /DB_XREF=BB211710 /CLONE=A430106L08 /FEA=EST /CNT=7 /TID=Mm.167152.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440404_at 22.4 32.7 P P 0.01 0.00415 0.6 NC 0.06 gb:AW557797 /DB_XREF=gi:7203226 /DB_XREF=L0286F03-3 /CLONE=L0286F03 /FEA=EST /CNT=6 /TID=Mm.172096.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440545_at 4.3 5.8 A A 0.46 0.36 0.6 NC 0.16 gb:BQ176278 /DB_XREF=gi:20351770 /DB_XREF=UI-M-DJ2-bwg-j-09-0-UI.s1 /CLONE=UI-M-DJ2-bwg-j-09-0-UI /FEA=EST /CNT=5 /TID=Mm.39108.1 
MOE430_2_1440609_at 76.1 105.1 P P 0.04 0.01 0.6 I 0.001486 gb:BB113015 /DB_XREF=gi:16261731 /DB_XREF=BB113015 /CLONE=9530038D12 /FEA=EST /CNT=5 /TID=Mm.201303.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440627_at 3 3.5 A A 0.88 0.82 0.6 NC 0.07 gb:BB456872 /DB_XREF=gi:16426096 /DB_XREF=BB456872 /CLONE=D130048N18 /FEA=EST /CNT=5 /TID=Mm.130731.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440632_at 1.6 2.8 A A 0.75 0.39 0.6 NC 0.53 gb:AV246533 /DB_XREF=gi:16387115 /DB_XREF=AV246533 /CLONE=4832410O15 /FEA=EST /CNT=5 /TID=Mm.122861.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440636_at 16.4 34.4 P P 0.005859 0.001953 0.6 NC 0.23 gb:BB378931 /DB_XREF=gi:16407769 /DB_XREF=BB378931 /CLONE=C130096I01 /FEA=EST /CNT=5 /TID=Mm.48714.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440667_at 5.1 9.7 A A 0.33 0.24 0.6 NC 0.39 gb:BB324098 /DB_XREF=gi:16403489 /DB_XREF=BB324098 /CLONE=B430104F01 /FEA=EST /CNT=5 /TID=Mm.207441.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440673_at 0.3 0.6 A A 0.78 0.69 0.6 NC 0.3 gb:BB431289 /DB_XREF=gi:15412052 /DB_XREF=BB431289 /CLONE=C630037K07 /FEA=EST /CNT=5 /TID=Mm.126396.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440683_at 0.8 1.3 A A 0.85 0.75 0.6 NC 0.19 gb:BB279543 /DB_XREF=gi:15411047 /DB_XREF=BB279543 /CLONE=A930018H04 /FEA=EST /CNT=5 /TID=Mm.173546.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440691_at 83 123.3 P P 0.000244 0.000244 0.6 MI 0.00225 gb:AV373767 /DB_XREF=gi:15412257 /DB_XREF=AV373767 /CLONE=9130001H23 /FEA=EST /CNT=5 /TID=Mm.97979.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440703_at 6.1 9.7 A A 0.36 0.19 0.6 NC 0.5 gb:BM199768 /DB_XREF=gi:17752759 /DB_XREF=C0200E02-3 /CLONE=C0200E02 /FEA=EST /CNT=5 /TID=Mm.214661.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440796_at 4.8 8.7 A A 0.36 0.16 0.6 NC 0.4 gb:BB561281 /DB_XREF=gi:9647647 /DB_XREF=BB561281 /CLONE=E530120L05 /FEA=EST /CNT=5 /TID=Mm.49985.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440841_at 23.8 40.3 P P 0.008057 0.000244 0.6 NC 0.03 gb:BF714941 /DB_XREF=gi:12014213 /DB_XREF=mab04e02.x1 /CLONE=IMAGE:3825482 /FEA=EST /CNT=17 /TID=Mm.128635.1 /TIER=ConsEnd /STK=4 
MOE430_2_1440854_at 23.9 43.7 P P 0.000244 0.00415 0.6 NC 0.21 gb:BM214836 /DB_XREF=gi:17773126 /DB_XREF=C0856F03-3 /CLONE=C0856F03 /FEA=EST /CNT=11 /TID=Mm.35216.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440885_at 31 49.3 P P 0.001221 0.008057 0.6 NC 0.18 gb:AW546029 /DB_XREF=gi:7191323 /DB_XREF=L0001C09-3 /CLONE=L0001C09 /FEA=EST /CNT=11 /TID=Mm.171544.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440899_at 0.4 1.3 A A 0.95 0.72 0.6 NC 0.13 gb:BB141577 /DB_XREF=gi:15408523 /DB_XREF=BB141577 /CLONE=9930010G21 /FEA=EST /CNT=8 /TID=Mm.89547.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440908_at 16.6 21.7 A A 0.27 0.24 0.6 NC 0.23 gb:BB447861 /DB_XREF=gi:16425224 /DB_XREF=BB447861 /CLONE=D030063E12 /FEA=EST /CNT=14 /TID=Mm.102877.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440922_at 4.8 5.9 A A 0.3 0.3 0.6 NC 0.5 gb:AI506672 /DB_XREF=gi:4404523 /DB_XREF=vn59a10.x1 /CLONE=IMAGE:1025466 /FEA=EST /CNT=10 /TID=Mm.31261.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440928_at 41.6 60.2 P P 0.005859 0.000732 0.6 NC 0.003041 gb:AV252126 /DB_XREF=gi:16387738 /DB_XREF=AV252126 /CLONE=4833438E15 /FEA=EST /CNT=8 /TID=Mm.35513.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440950_at 22.3 34.7 A A 0.12 0.09 0.6 NC 0.002753 gb:BE852439 /DB_XREF=gi:10310778 /DB_XREF=uw20d09.x1 /CLONE=IMAGE:3417233 /FEA=EST /CNT=7 /TID=Mm.157641.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1440967_at 12.6 12.5 A A 0.27 0.06 0.6 NC 0.17 gb:AI666381 /DB_XREF=gi:4804735 /DB_XREF=mu13g05.x1 /CLONE=IMAGE:639320 /FEA=EST /CNT=10 /TID=Mm.37582.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440977_at 16.7 30.4 A M 0.08 0.05 0.6 NC 0.04 gb:BB201490 /DB_XREF=gi:16271577 /DB_XREF=BB201490 /CLONE=A430039E03 /FEA=EST /CNT=8 /TID=Mm.165061.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440980_at 0.5 2.3 A A 0.66 0.6 0.6 NC 0.5 gb:AV258531 /DB_XREF=gi:16388497 /DB_XREF=AV258531 /CLONE=4930400C01 /FEA=EST /CNT=8 /TID=Mm.55604.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440986_at 17.4 19.8 P P 0.008057 0.000244 0.6 NC 0.16 gb:BM197823 /DB_XREF=gi:17750124 /DB_XREF=C0332B03-3 /CLONE=C0332B03 /FEA=EST /CNT=7 /TID=Mm.212522.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440996_at 13.9 22.5 P P 0.000244 0.02 0.6 NC 0.36 gb:AV237452 /DB_XREF=gi:16386369 /DB_XREF=AV237452 /CLONE=4732421C11 /FEA=EST /CNT=7 /TID=Mm.30553.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441000_at 4.1 4.9 A A 0.14 0.39 0.6 NC 0.5 gb:BB076832 /DB_XREF=gi:16260373 /DB_XREF=BB076832 /CLONE=9330129D21 /FEA=EST /CNT=7 /TID=Mm.33553.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441043_at 0.5 1.6 A A 0.88 0.56 0.6 NC 0.004073 gb:AV046786 /DB_XREF=gi:16380523 /DB_XREF=AV046786 /CLONE=1700063J24 /FEA=EST /CNT=6 /TID=Mm.109295.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441059_at 4.6 2.4 M A 0.06 0.5 0.6 NC 0.5 gb:BB705620 /DB_XREF=gi:16054455 /DB_XREF=BB705620 /CLONE=7420479E16 /FEA=EST /CNT=6 /TID=Mm.116661.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441143_at 5.5 9.1 A A 0.53 0.43 0.6 NC 0.5 gb:BE946371 /DB_XREF=gi:10524130 /DB_XREF=UI-M-BH3-awk-c-09-0-UI.s1 /CLONE=UI-M-BH3-awk-c-09-0-UI /FEA=EST /CNT=6 /TID=Mm.39381.1
MOE430_2_1441154_at 1.5 1.9 A A 0.93 0.87 0.6 NC 0.03 gb:BG071951 /DB_XREF=gi:12554520 /DB_XREF=H3105A08-3 /CLONE=H3105A08 /FEA=EST /CNT=5 /TID=Mm.17861.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441159_at 1.6 0.9 A A 0.63 0.91 0.6 NC 0.5 gb:BB726231 /DB_XREF=gi:16109506 /DB_XREF=BB726231 /CLONE=E860012L11 /FEA=EST /CNT=5 /TID=Mm.210218.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441163_at 0.3 0.4 A A 0.97 0.74 0.6 NC 0.02 gb:BG071747 /DB_XREF=gi:12554316 /DB_XREF=H3102G05-3 /CLONE=H3102G05 /FEA=EST /CNT=5 /TID=Mm.17803.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441170_a_ 15.2 26 A P 0.08 0.03 0.6 NC 0.02 gb:BB531641 /DB_XREF=gi:9583570 /DB_XREF=BB531641 /CLONE=E030018F14 /FEA=EST /CNT=5 /TID=Mm.197038.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441198_at 29.7 38.3 P P 0.001221 0.000244 0.6 NC 0.02 gb:BB311524 /DB_XREF=gi:16402710 /DB_XREF=BB311524 /CLONE=B230325K17 /FEA=EST /CNT=5 /TID=Mm.129570.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441216_at 27.9 46.5 A P 0.08 0.01 0.6 NC 0.01 gb:BB024025 /DB_XREF=gi:16257861 /DB_XREF=BB024025 /CLONE=5330418N22 /FEA=EST /CNT=5 /TID=Mm.130672.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441248_at 14.5 17.9 M A 0.05 0.12 0.6 NC 0.5 gb:BB328803 /DB_XREF=gi:16403872 /DB_XREF=BB328803 /CLONE=B530002E23 /FEA=EST /CNT=5 /TID=Mm.210327.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441301_at 15.2 23.3 A A 0.3 0.11 0.6 NC 0.4 gb:BB727497 /DB_XREF=gi:16110772 /DB_XREF=BB727497 /CLONE=E860025O20 /FEA=EST /CNT=5 /TID=Mm.212438.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441383_at 15.1 20.1 A A 0.17 0.09 0.6 NC 0.00712 gb:AW489095 /DB_XREF=gi:7059365 /DB_XREF=UI-M-BH3-asi-b-03-0-UI.s1 /CLONE=UI-M-BH3-asi-b-03-0-UI /FEA=EST /CNT=5 /TID=Mm.101088.1 /
MOE430_2_1441516_a_ 8.5 14.8 A A 0.3 0.09 0.6 NC 0.15 gb:BB527707 /DB_XREF=gi:16444518 /DB_XREF=BB527707 /CLONE=D930042H17 /FEA=EST /CNT=4 /TID=Mm.23688.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441567_at 19.3 23.2 P P 0.00293 0.000732 0.6 NC 0.24 gb:BM118375 /DB_XREF=gi:17086401 /DB_XREF=L0910B04-3 /CLONE=L0910B04 /FEA=EST /CNT=4 /TID=Mm.213345.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441571_at 12.1 16.8 M P 0.05 0.03 0.6 NC 0.01 gb:BB202709 /DB_XREF=gi:16271752 /DB_XREF=BB202709 /CLONE=A430048F14 /FEA=EST /CNT=4 /TID=Mm.164436.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441574_at 6.2 12.1 A A 0.36 0.17 0.6 NC 0.25 gb:BB084593 /DB_XREF=gi:16260805 /DB_XREF=BB084593 /CLONE=9330190O21 /FEA=EST /CNT=4 /TID=Mm.213238.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441589_at 3 3.8 A A 0.39 0.6 0.6 NC 0.17 gb:BB634277 /DB_XREF=gi:16470556 /DB_XREF=BB634277 /CLONE=A430010I22 /FEA=EST /CNT=4 /TID=Mm.131220.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441599_at 0.2 1.4 A A 0.97 0.75 0.6 NC 0.16 gb:BB525681 /DB_XREF=gi:16444191 /DB_XREF=BB525681 /CLONE=D930028I12 /FEA=EST /CNT=4 /TID=Mm.169893.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441634_at 0.7 0.9 A A 0.91 0.87 0.6 NC 0.16 gb:BB390710 /DB_XREF=gi:16408850 /DB_XREF=BB390710 /CLONE=C230070N18 /FEA=EST /CNT=4 /TID=Mm.131083.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441743_at 4.1 8.8 A A 0.33 0.36 0.6 NC 0.68 gb:BB759978 /DB_XREF=gi:16206287 /DB_XREF=BB759978 /CLONE=G270123L11 /FEA=EST /CNT=4 /TID=Mm.125577.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441757_at 7.7 15.3 A A 0.14 0.06 0.6 NC 0.16 gb:AI120476 /DB_XREF=gi:3520800 /DB_XREF=ue89a03.x1 /CLONE=IMAGE:1498252 /FEA=EST /CNT=4 /TID=Mm.214951.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441785_at 13.4 9.1 A M 0.09 0.05 0.6 NC 0.13 gb:AW120650 /DB_XREF=gi:6096023 /DB_XREF=UI-M-BH2.3-anz-f-12-0-UI.s1 /CLONE=UI-M-BH2.3-anz-f-12-0-UI /FEA=EST /CNT=4 /TID=Mm.82555.
MOE430_2_1441792_at 10.2 11 A A 0.09 0.11 0.6 NC 0.37 gb:BB788678 /DB_XREF=gi:16957174 /DB_XREF=BB788678 /CLONE=G430123O20 /FEA=EST /CNT=4 /TID=Mm.133612.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441804_at 5.2 9.4 A A 0.36 0.06 0.6 NC 0.5 gb:BB797794 /DB_XREF=gi:16967417 /DB_XREF=BB797794 /CLONE=G630008D15 /FEA=EST /CNT=4 /TID=Mm.213514.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441815_at 0.6 0.4 A A 0.94 0.95 0.6 NC 0.33 gb:AI851453 /DB_XREF=gi:5495359 /DB_XREF=UI-M-BH0-akj-f-06-0-UI.s1 /CLONE=UI-M-BH0-akj-f-06-0-UI /FEA=EST /CNT=4 /TID=Mm.39646.1 /TIE
MOE430_2_1441833_at 4.1 6.6 A A 0.46 0.39 0.6 NC 0.33 gb:BB165498 /DB_XREF=gi:8821439 /DB_XREF=BB165498 /CLONE=A130083C15 /FEA=EST /CNT=4 /TID=Mm.118019.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441893_at 0.5 0.5 A A 0.95 0.72 0.6 NC 0.01 gb:AV208461 /DB_XREF=gi:6149313 /DB_XREF=AV208461 /CLONE=1700108N07 /FEA=EST /CNT=4 /TID=Mm.84066.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441986_at 37.1 65.6 P P 0.001221 0.001221 0.6 NC 0.06 gb:BG067943 /DB_XREF=gi:12550512 /DB_XREF=H3059H10-3 /CLONE=H3059H10 /FEA=EST /CNT=27 /TID=Mm.21902.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1441998_at 24.8 37.7 P P 0.000732 0.01 0.6 NC 0.06 gb:BB369709 /DB_XREF=gi:16406799 /DB_XREF=BB369709 /CLONE=C130049J04 /FEA=EST /CNT=9 /TID=Mm.126881.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442077_at 4.4 4.8 A A 0.43 0.46 0.6 NC 0.39 gb:BB197581 /DB_XREF=gi:16271064 /DB_XREF=BB197581 /CLONE=A330101I18 /FEA=EST /CNT=8 /TID=Mm.185016.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442084_at 12.5 20.8 A A 0.3 0.21 0.6 NC 0.05 gb:BB312613 /DB_XREF=gi:16402814 /DB_XREF=BB312613 /CLONE=B230337A22 /FEA=EST /CNT=7 /TID=Mm.33988.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442116_at 19.6 34.4 A A 0.39 0.19 0.6 NC 0.01 gb:BB311924 /DB_XREF=gi:16402749 /DB_XREF=BB311924 /CLONE=B230329P09 /FEA=EST /CNT=6 /TID=Mm.70979.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442123_at 46.1 62.1 P P 0.03 0.001221 0.6 I 0.001832 gb:AW909226 /DB_XREF=gi:8074461 /DB_XREF=uf45e03.x1 /CLONE=IMAGE:1514332 /FEA=EST /CNT=6 /TID=Mm.105328.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442161_at 0.4 0.8 A A 0.95 0.91 0.6 NC 0.49 gb:AV238800 /DB_XREF=gi:15405141 /DB_XREF=AV238800 /CLONE=4732429G11 /FEA=EST /CNT=7 /TID=Mm.220257.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442205_at 14.8 19.9 P P 0.02 0.000732 0.6 I 0.001486 gb:AW455994 /DB_XREF=gi:7026211 /DB_XREF=UI-M-BH3-aqr-d-12-0-UI.s1 /CLONE=UI-M-BH3-aqr-d-12-0-UI /FEA=EST /CNT=6 /TID=Mm.100927.1 
MOE430_2_1442214_at 31.4 51.2 P P 0.000244 0.00293 0.6 NC 0.11 gb:BG173293 /DB_XREF=gi:12679996 /DB_XREF=602336784F1 /CLONE=IMAGE:4459821 /FEA=EST /CNT=5 /TID=Mm.127686.1 /TIER=ConsEnd /STK=3 
MOE430_2_1442223_at 14.1 21.8 A P 0.09 0.000732 0.6 NC 0.004481 gb:AV329519 /DB_XREF=gi:16396068 /DB_XREF=AV329519 /CLONE=6330504A06 /FEA=EST /CNT=5 /TID=Mm.214744.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442237_at 7 9 A P 0.12 0.005859 0.6 NC 0.33 gb:BE133829 /DB_XREF=gi:8596261 /DB_XREF=ug11g05.x1 /CLONE=IMAGE:1531352 /FEA=EST /CNT=5 /TID=Mm.108593.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442253_at 10.1 22.8 A A 0.5 0.24 0.6 NC 0.45 gb:BB547876 /DB_XREF=gi:16447611 /DB_XREF=BB547876 /CLONE=E130320P15 /FEA=EST /CNT=5 /TID=Mm.36524.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442264_at 6.2 16.5 A P 0.11 0.03 0.6 NC 0.04 gb:BB089844 /DB_XREF=gi:15407748 /DB_XREF=BB089844 /CLONE=9430024A12 /FEA=EST /CNT=5 /TID=Mm.39613.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442267_at 10.5 21.3 A A 0.53 0.32 0.6 NC 0.46 gb:BM239982 /DB_XREF=gi:17875252 /DB_XREF=K0543D11-3 /CLONE=K0543D11 /FEA=EST /CNT=5 /TID=Mm.207716.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442285_at 13.1 13 A A 0.27 0.21 0.6 NC 0.5 gb:AW551808 /DB_XREF=gi:7197231 /DB_XREF=L0204B04-3 /CLONE=L0204B04 /FEA=EST /CNT=5 /TID=Mm.83634.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442378_x_ 9.7 13.4 A P 0.11 0.005859 0.6 NC 0.21 gb:BG067993 /DB_XREF=gi:12550562 /DB_XREF=H3060E10-3 /CLONE=H3060E10 /FEA=EST /CNT=5 /TID=Mm.148701.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442381_at 16.2 19.3 A A 0.27 0.17 0.6 NC 0.4 gb:BG068971 /DB_XREF=gi:12551540 /DB_XREF=H3071C09-3 /CLONE=H3071C09 /FEA=EST /CNT=5 /TID=Mm.162073.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442395_at 6.3 10 A A 0.27 0.5 0.6 NC 0.5 gb:AW494347 /DB_XREF=gi:7064628 /DB_XREF=UI-M-BH3-aul-d-03-0-UI.s1 /CLONE=UI-M-BH3-aul-d-03-0-UI /FEA=EST /CNT=5 /TID=Mm.102322.1 /
MOE430_2_1442407_at 30.4 48.8 P P 0.001953 0.000732 0.6 NC 0.01 gb:BI076666 /DB_XREF=gi:14515323 /DB_XREF=L0071C02-3 /CLONE=L0071C02 /FEA=EST /CNT=5 /TID=Mm.86999.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442423_at 9.6 17.5 A P 0.24 0.03 0.6 NC 0.07 gb:BE979514 /DB_XREF=gi:10646494 /DB_XREF=UI-M-BG2-bby-a-02-0-UI.s1 /CLONE=UI-M-BG2-bby-a-02-0-UI /FEA=EST /CNT=5 /TID=Mm.153639.
MOE430_2_1442448_at 4.4 9.8 A A 0.5 0.43 0.6 NC 0.76 gb:BG070450 /DB_XREF=gi:12553019 /DB_XREF=H3087E03-3 /CLONE=H3087E03 /FEA=EST /CNT=4 /TID=Mm.11059.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442464_at 12.9 27.2 A P 0.06 0.00293 0.6 NC 0.09 gb:BM239110 /DB_XREF=gi:17874380 /DB_XREF=K0528H06-3 /CLONE=K0528H06 /FEA=EST /CNT=4 /TID=Mm.218350.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442467_at 0.6 1.2 A A 0.88 0.66 0.6 NC 0.04 gb:AU067780 /DB_XREF=gi:4968517 /DB_XREF=AU067780 /CLONE=MNCb-1790 /FEA=EST /CNT=4 /TID=Mm.38601.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442476_at 5.8 14.1 A P 0.14 0.02 0.6 NC 0.05 gb:BG074752 /DB_XREF=gi:12557321 /DB_XREF=H3138H02-3 /CLONE=H3138H02 /FEA=EST /CNT=4 /TID=Mm.103086.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442482_at 1.4 1.1 A A 0.93 0.88 0.6 NC 0.34 gb:C87416 /DB_XREF=gi:2919373 /DB_XREF=C87416 /CLONE=J0245E11 /FEA=EST /CNT=4 /TID=Mm.173076.1 /TIER=ConsEnd /STK=3 /UG=Mm.17307
MOE430_2_1442498_at 1.1 3.1 A A 0.92 0.69 0.6 NC 0.01 gb:BG066268 /DB_XREF=gi:12548837 /DB_XREF=H3041A01-3 /CLONE=H3041A01 /FEA=EST /CNT=4 /TID=Mm.172905.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442530_at 6.2 7.1 A A 0.59 0.5 0.6 NC 0.5 gb:BG067617 /DB_XREF=gi:12550186 /DB_XREF=H3056D02-3 /CLONE=H3056D02 /FEA=EST /CNT=4 /TID=Mm.9706.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442582_at 0.6 1.3 A A 0.93 0.75 0.6 NC 0.17 gb:BB136224 /DB_XREF=gi:16266666 /DB_XREF=BB136224 /CLONE=9830133C11 /FEA=EST /CNT=4 /TID=Mm.71929.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442602_at 0.6 1.1 A A 0.82 0.78 0.6 NC 0.27 gb:BG070568 /DB_XREF=gi:12553137 /DB_XREF=H3088G05-3 /CLONE=H3088G05 /FEA=EST /CNT=4 /TID=Mm.13482.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442621_at 6.9 7.6 A A 0.12 0.27 0.6 NC 0.09 gb:C77798 /DB_XREF=gi:2518128 /DB_XREF=C77798 /CLONE=J0037G06 /FEA=EST /CNT=4 /TID=Mm.117552.1 /TIER=ConsEnd /STK=3 /UG=Mm.11755
MOE430_2_1442635_at 12.9 25.4 A A 0.17 0.09 0.6 NC 0.06 gb:BB644362 /DB_XREF=gi:16478899 /DB_XREF=BB644362 /CLONE=B230312L02 /FEA=EST /CNT=4 /TID=Mm.138385.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442642_at 2.1 2.4 A A 0.78 0.66 0.6 NC 0.21 gb:BB016237 /DB_XREF=gi:16257447 /DB_XREF=BB016237 /CLONE=4930558F10 /FEA=EST /CNT=4 /TID=Mm.108713.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442644_at 9.7 17.5 A P 0.09 0.00415 0.6 NC 0.005409 gb:BG071730 /DB_XREF=gi:12554299 /DB_XREF=H3102E08-3 /CLONE=H3102E08 /FEA=EST /CNT=4 /TID=Mm.26872.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442664_at 2.9 7.4 A A 0.3 0.27 0.6 NC 0.24 gb:BB636024 /DB_XREF=gi:15400850 /DB_XREF=BB636024 /CLONE=A430093O22 /FEA=EST /CNT=4 /TID=Mm.202476.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442669_at 2.9 7.3 A A 0.5 0.46 0.6 NC 0.5 gb:BG066783 /DB_XREF=gi:12549352 /DB_XREF=H3046H06-3 /CLONE=H3046H06 /FEA=EST /CNT=4 /TID=Mm.25069.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442681_at 21.3 47.3 P P 0.005859 0.001953 0.6 NC 0.03 gb:AV294722 /DB_XREF=gi:16392628 /DB_XREF=AV294722 /CLONE=5630400O04 /FEA=EST /CNT=4 /TID=Mm.212975.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442692_at 8.6 10.4 M P 0.05 0.03 0.6 NC 0.22 gb:BM199774 /DB_XREF=gi:17752767 /DB_XREF=C0200E09-3 /CLONE=C0200E09 /FEA=EST /CNT=4 /TID=Mm.217617.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442747_at 0.4 1.1 A A 0.9 0.66 0.6 NC 0.31 gb:BE951567 /DB_XREF=gi:10591049 /DB_XREF=UI-M-CC0-ayc-a-12-0-UI.s1 /CLONE=UI-M-CC0-ayc-a-12-0-UI /FEA=EST /CNT=4 /TID=Mm.101261.
MOE430_2_1442766_at 8.8 22.1 A A 0.21 0.09 0.6 NC 0.6 gb:AI846596 /DB_XREF=gi:5490502 /DB_XREF=UI-M-AQ1-aef-d-11-0-UI.s1 /CLONE=UI-M-AQ1-aef-d-11-0-UI /FEA=EST /CNT=4 /TID=Mm.102130.1 /
MOE430_2_1442772_at 4.1 3.6 A A 0.87 0.75 0.6 NC 0.09 gb:AW213766 /DB_XREF=gi:6520016 /DB_XREF=uo42d06.x1 /CLONE=IMAGE:2645195 /FEA=EST /CNT=4 /TID=Mm.127453.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442778_at 8.2 12.4 A A 0.24 0.14 0.6 NC 0.04 gb:AA516934 /DB_XREF=gi:2256393 /DB_XREF=vh85a05.r1 /CLONE=IMAGE:893744 /FEA=EST /CNT=4 /TID=Mm.4194.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442790_at 1.2 3.2 A A 0.94 0.82 0.6 NC 0.27 gb:BI133241 /DB_XREF=gi:14583489 /DB_XREF=UI-M-BH3-bru-a-04-0-UI.s1 /CLONE=UI-M-BH3-bru-a-04-0-UI /FEA=EST /CNT=4 /TID=Mm.152496.1 
MOE430_2_1442794_at 0.2 0.5 A A 0.97 0.94 0.6 NC 0.09 gb:BB227699 /DB_XREF=gi:8898344 /DB_XREF=BB227699 /CLONE=A630007B02 /FEA=EST /CNT=4 /TID=Mm.133441.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442832_at 4.7 7 A A 0.39 0.33 0.6 NC 0.4 gb:AV344312 /DB_XREF=gi:15406591 /DB_XREF=AV344312 /CLONE=6430544C07 /FEA=EST /CNT=5 /TID=Mm.130874.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442911_at 6.4 10.8 A A 0.27 0.56 0.6 NC 0.11 gb:BM240832 /DB_XREF=gi:17876102 /DB_XREF=K0608B07-3 /CLONE=K0608B07 /FEA=EST /CNT=4 /TID=Mm.218423.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442933_at 26.8 46.3 P P 0.000244 0.000244 0.6 NC 0.005933 gb:BB046659 /DB_XREF=gi:16259427 /DB_XREF=BB046659 /CLONE=6230415M23 /FEA=EST /CNT=3 /TID=Mm.209750.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442936_at 5.5 9.9 A A 0.46 0.5 0.6 NC 0.33 gb:AV229522 /DB_XREF=gi:15404937 /DB_XREF=AV229522 /CLONE=4631413B02 /FEA=EST /CNT=3 /TID=Mm.120021.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442995_at 22.1 34.8 P P 0.01 0.01 0.6 NC 0.39 gb:BB235079 /DB_XREF=gi:15410384 /DB_XREF=BB235079 /CLONE=A630052K22 /FEA=EST /CNT=3 /TID=Mm.215635.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443002_at 8.3 15.2 A A 0.27 0.27 0.6 NC 0.5 gb:BM119505 /DB_XREF=gi:17087531 /DB_XREF=L0926C02-3 /CLONE=L0926C02 /FEA=EST /CNT=3 /TID=Mm.213474.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443027_at 0.9 1.6 A A 0.62 0.72 0.6 NC 0.48 gb:BB667435 /DB_XREF=gi:16398884 /DB_XREF=BB667435 /CLONE=C730013K12 /FEA=EST /CNT=3 /TID=Mm.38079.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443047_at 6.6 10.5 A A 0.3 0.36 0.6 NC 0.45 gb:BB354666 /DB_XREF=gi:16405634 /DB_XREF=BB354666 /CLONE=B930099O15 /FEA=EST /CNT=3 /TID=Mm.208317.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443051_at 32 63.4 P P 0.001953 0.000244 0.6 NC 0.02 gb:BB189136 /DB_XREF=gi:16270661 /DB_XREF=BB189136 /CLONE=A330052O03 /FEA=EST /CNT=3 /TID=Mm.121887.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443077_at 12.3 17.6 P A 0.01 0.08 0.6 NC 0.34 gb:BB526689 /DB_XREF=gi:16444355 /DB_XREF=BB526689 /CLONE=D930035G11 /FEA=EST /CNT=3 /TID=Mm.136418.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443089_at 0.7 0.6 A A 0.9 0.94 0.6 NC 0.21 gb:BB463630 /DB_XREF=gi:16426918 /DB_XREF=BB463630 /CLONE=D130082J02 /FEA=EST /CNT=3 /TID=Mm.122381.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443145_at 6.6 9 A A 0.06 0.08 0.6 NC 0.39 gb:BB153348 /DB_XREF=gi:16268078 /DB_XREF=BB153348 /CLONE=A130012N01 /FEA=EST /CNT=3 /TID=Mm.207547.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443170_at 17.2 24 A A 0.24 0.12 0.6 NC 0.5 gb:AW554599 /DB_XREF=gi:7200022 /DB_XREF=L0242H09-3 /CLONE=L0242H09 /FEA=EST /CNT=3 /TID=Mm.103106.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443245_at 0.3 1.8 A A 0.96 0.36 0.6 I 0.001651 gb:BB438848 /DB_XREF=gi:16424540 /DB_XREF=BB438848 /CLONE=D030014K19 /FEA=EST /CNT=3 /TID=Mm.208547.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443354_at 10 14.1 P P 0.04 0.02 0.6 NC 0.37 gb:BB204151 /DB_XREF=gi:16351794 /DB_XREF=BB204151 /CLONE=A430056J19 /FEA=EST /CNT=3 /TID=Mm.207881.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443493_at 30.9 36.5 P P 0.001953 0.001953 0.6 NC 0.5 gb:BB766805 /DB_XREF=gi:16194219 /DB_XREF=BB766805 /CLONE=G370067M05 /FEA=EST /CNT=3 /TID=Mm.216296.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443509_at 2.6 3.6 A A 0.72 0.36 0.6 NC 0.42 gb:AU042807 /DB_XREF=gi:3957042 /DB_XREF=AU042807 /CLONE=J1031B01 /FEA=EST /CNT=3 /TID=Mm.214915.1 /TIER=ConsEnd /STK=3 /UG=Mm.2
MOE430_2_1443510_at 2 4.8 A A 0.91 0.82 0.6 NC 0.22 gb:BQ033268 /DB_XREF=gi:19768547 /DB_XREF=UI-1-CF0-axf-d-09-0-UI.s1 /CLONE=UI-1-CF0-axf-d-09-0-UI /FEA=EST /CNT=3 /TID=Mm.71525.1 /T
MOE430_2_1443546_at 47 89.2 P P 0.02 0.01 0.6 NC 0.05 gb:BM219313 /DB_XREF=gi:17779079 /DB_XREF=C0923C02-3 /CLONE=C0923C02 /FEA=EST /CNT=3 /TID=Mm.214939.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443549_at 6.2 10.9 A A 0.6 0.56 0.6 NC 0.33 gb:BB311487 /DB_XREF=gi:16402706 /DB_XREF=BB311487 /CLONE=B230325G10 /FEA=EST /CNT=3 /TID=Mm.125643.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443568_x_ 1.9 1.9 A A 0.91 0.63 0.6 NC 0.11 gb:AU043103 /DB_XREF=gi:3957338 /DB_XREF=AU043103 /CLONE=J1043H08 /FEA=EST /CNT=3 /TID=Mm.216136.1 /TIER=ConsEnd /STK=3 /UG=Mm.2
MOE430_2_1443617_at 0.5 0.4 A A 0.82 0.85 0.6 NC 0.04 gb:BE956751 /DB_XREF=gi:10601610 /DB_XREF=UI-M-BG2-bbn-h-06-0-UI.s1 /CLONE=UI-M-BG2-bbn-h-06-0-UI /FEA=EST /CNT=3 /TID=Mm.151012
MOE430_2_1443621_at 25.3 26.6 P P 0.00293 0.000244 0.6 I 0.000189 gb:BG092359 /DB_XREF=gi:12574922 /DB_XREF=mac09f12.x1 /CLONE=IMAGE:3999502 /FEA=EST /CNT=3 /TID=Mm.10783.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443628_at 8.5 8 A A 0.24 0.21 0.6 NC 0.19 gb:BB747765 /DB_XREF=gi:16150702 /DB_XREF=BB747765 /CLONE=F530206I23 /FEA=EST /CNT=3 /TID=Mm.44833.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443639_at 1.4 5.2 A A 0.78 0.6 0.6 NC 0.5 gb:BE627942 /DB_XREF=gi:9908384 /DB_XREF=uu25e07.x1 /CLONE=IMAGE:3372996 /FEA=EST /CNT=3 /TID=Mm.188095.1 /TIER=ConsEnd /STK=3 /UG



MOE430_2_1443658_at 4.9 0.7 A A 0.74 0.9 0.6 NC 0.5 gb:BM055454 /DB_XREF=gi:16813357 /DB_XREF=id82b08.x1 /CLONE=IMAGE:5669702 /FEA=EST /CNT=3 /TID=Mm.211920.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443671_x_ 6.3 10.2 A A 0.21 0.17 0.6 NC 0.34 gb:AI451392 /DB_XREF=gi:4303677 /DB_XREF=mu35h10.x1 /CLONE=IMAGE:641443 /FEA=EST /CNT=3 /TID=Mm.46278.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443705_at 1.1 4.5 A A 0.53 0.46 0.6 NC 0.55 gb:AI839625 /DB_XREF=gi:5473838 /DB_XREF=UI-M-AJ0-aax-a-01-0-UI.s2 /CLONE=UI-M-AJ0-aax-a-01-0-UI /FEA=EST /CNT=3 /TID=Mm.150646.1 /
MOE430_2_1443708_at 15.7 25.1 A M 0.14 0.05 0.6 NC 0.004925 gb:BB731914 /DB_XREF=gi:16115189 /DB_XREF=BB731914 /CLONE=E970016P04 /FEA=EST /CNT=3 /TID=Mm.214691.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443768_at 0.3 0.5 A A 0.95 0.94 0.6 NC 0.3 gb:BG101505 /DB_XREF=gi:12596822 /DB_XREF=uu98f12.x1 /CLONE=IMAGE:3384719 /FEA=EST /CNT=3 /TID=Mm.180458.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443808_at 0.5 0.8 A A 0.94 0.78 0.6 NC 0.22 gb:BB263941 /DB_XREF=gi:8960397 /DB_XREF=BB263941 /CLONE=A830013H22 /FEA=EST /CNT=3 /TID=Mm.171074.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443857_at 28.8 38.8 P P 0.001953 0.000244 0.6 NC 0.02 gb:BB825115 /DB_XREF=gi:17003358 /DB_XREF=BB825115 /CLONE=G830036I01 /FEA=EST /CNT=35 /TID=Mm.63527.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443878_at 0.9 2.1 A A 0.96 0.9 0.6 NC 0.01 gb:BB306768 /DB_XREF=gi:15411329 /DB_XREF=BB306768 /CLONE=B230209H17 /FEA=EST /CNT=10 /TID=Mm.166568.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443944_at 8.2 23.6 A A 0.43 0.21 0.6 NC 0.49 gb:AW495582 /DB_XREF=gi:7065863 /DB_XREF=UI-M-BH3-avc-b-03-0-UI.s1 /CLONE=UI-M-BH3-avc-b-03-0-UI /FEA=EST /CNT=9 /TID=Mm.131893.1
MOE430_2_1443964_at 0.9 3.1 A A 0.9 0.72 0.6 NC 0.06 gb:AV290109 /DB_XREF=gi:16392236 /DB_XREF=AV290109 /CLONE=5131400L21 /FEA=EST /CNT=7 /TID=Mm.180951.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443991_at 59.2 78.9 P P 0.001953 0.000732 0.6 I 0.000774 gb:BB283533 /DB_XREF=gi:8983982 /DB_XREF=BB283533 /CLONE=A930102J01 /FEA=EST /CNT=8 /TID=Mm.209058.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444050_at 4.7 6.8 A A 0.39 0.19 0.6 NC 0.46 gb:BB638160 /DB_XREF=gi:16473857 /DB_XREF=BB638160 /CLONE=A630014F13 /FEA=EST /CNT=6 /TID=Mm.133830.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444073_at 7.9 10.2 A A 0.27 0.12 0.6 NC 0.02 gb:AV352375 /DB_XREF=gi:16397239 /DB_XREF=AV352375 /CLONE=7030407G01 /FEA=EST /CNT=7 /TID=Mm.212906.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444095_a_ 0.5 2.3 A A 0.93 0.66 0.6 NC 0.25 gb:BE986579 /DB_XREF=gi:10661053 /DB_XREF=UI-M-CG0p-bew-b-11-0-UI.s1 /CLONE=UI-M-CG0p-bew-b-11-0-UI /FEA=EST /CNT=6 /TID=Mm.4085
MOE430_2_1444099_at 1 2.2 A A 0.88 0.72 0.6 NC 0.13 gb:AI461619 /DB_XREF=gi:4315649 /DB_XREF=ub78d06.x1 /CLONE=IMAGE:1383851 /FEA=EST /CNT=6 /TID=Mm.31836.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444195_at 11.7 19.7 A A 0.19 0.06 0.6 NC 0.07 gb:BB386165 /DB_XREF=gi:16408411 /DB_XREF=BB386165 /CLONE=C230043P20 /FEA=EST /CNT=5 /TID=Mm.37916.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444199_at 14.8 21 A A 0.11 0.08 0.6 NC 0.11 gb:AW046689 /DB_XREF=gi:5907218 /DB_XREF=UI-M-BH1-alm-c-10-0-UI.s1 /CLONE=UI-M-BH1-alm-c-10-0-UI /FEA=EST /CNT=5 /TID=Mm.45087.1 /
MOE430_2_1444264_at 1.6 2 A A 0.46 0.46 0.6 NC 0.13 gb:BE690573 /DB_XREF=gi:10078197 /DB_XREF=uw55g12.x1 /CLONE=IMAGE:3465958 /FEA=EST /CNT=5 /TID=Mm.150701.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444275_at 4.5 5.7 A A 0.36 0.24 0.6 NC 0.58 gb:BB025668 /DB_XREF=gi:16257940 /DB_XREF=BB025668 /CLONE=5330429I16 /FEA=EST /CNT=5 /TID=Mm.110468.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444284_at 0.7 1 A A 0.91 0.77 0.6 NC 0.19 gb:BB614900 /DB_XREF=gi:16455225 /DB_XREF=BB614900 /CLONE=4930404L12 /FEA=EST /CNT=5 /TID=Mm.72429.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444299_at 4.9 6.5 A A 0.56 0.21 0.6 NC 0.27 gb:BB209605 /DB_XREF=gi:16352475 /DB_XREF=BB209605 /CLONE=A430093F15 /FEA=EST /CNT=5 /TID=Mm.34482.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444343_at 7.7 11 A P 0.09 0.02 0.6 NC 0.05 gb:BB475564 /DB_XREF=gi:16440038 /DB_XREF=BB475564 /CLONE=D330013M23 /FEA=EST /CNT=4 /TID=Mm.209434.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444349_at 15.6 27 P P 0.03 0.002686 0.6 NC 0.16 gb:BG071091 /DB_XREF=gi:12553660 /DB_XREF=H3094F02-3 /CLONE=H3094F02 /FEA=EST /CNT=4 /TID=Mm.218058.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444422_at 86.4 150.4 P P 0.01 0.00293 0.6 I 0.000068 gb:BB732600 /DB_XREF=gi:16115875 /DB_XREF=BB732600 /CLONE=E970028F06 /FEA=EST /CNT=4 /TID=Mm.210225.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444505_at 11.8 16 A A 0.3 0.14 0.6 NC 0.14 gb:BB729667 /DB_XREF=gi:16112942 /DB_XREF=BB729667 /CLONE=E860111O20 /FEA=EST /CNT=4 /TID=Mm.212900.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444508_s_ 43 60.9 P P 0.000244 0.001221 0.6 NC 0.05 gb:BB564960 /DB_XREF=gi:11455852 /DB_XREF=BB564960 /CLONE=2210001H08 /FEA=EST /CNT=4 /TID=Mm.200397.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444511_at 14.3 29.8 A P 0.06 0.02 0.6 NC 0.37 gb:BB310363 /DB_XREF=gi:16402616 /DB_XREF=BB310363 /CLONE=B230315F01 /FEA=EST /CNT=4 /TID=Mm.166643.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444522_at 8.4 11.1 A A 0.19 0.36 0.6 NC 0.37 gb:BM942961 /DB_XREF=gi:19402824 /DB_XREF=UI-M-BZ1-beh-d-11-0-UI.r1 /CLONE=UI-M-BZ1-beh-d-11-0-UI /FEA=EST /CNT=4 /TID=Mm.191605.
MOE430_2_1444557_at 24.1 39.6 P P 0.03 0.005859 0.6 NC 0.07 gb:BG060557 /DB_XREF=gi:12529166 /DB_XREF=L0904F01-3 /CLONE=L0904F01 /FEA=EST /CNT=4 /TID=Mm.178458.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444604_at 24.4 50.8 M P 0.05 0.03 0.6 NC 0.01 gb:AI426517 /DB_XREF=gi:4272443 /DB_XREF=ml99g12.x1 /CLONE=IMAGE:520198 /FEA=EST /CNT=4 /TID=Mm.55068.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444605_at 1 1.2 A A 0.69 0.5 0.6 NC 0.2 gb:AI550758 /DB_XREF=gi:4483121 /DB_XREF=mn93h01.y1 /CLONE=IMAGE:551665 /FEA=EST /CNT=4 /TID=Mm.23558.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444694_at 1.4 1.7 A A 0.75 0.53 0.6 NC 0.07 gb:BB198702 /DB_XREF=gi:16271206 /DB_XREF=BB198702 /CLONE=A430006A04 /FEA=EST /CNT=4 /TID=Mm.207910.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444700_at 3.2 4.4 A A 0.5 0.56 0.6 NC 0.5 gb:BE985761 /DB_XREF=gi:10659399 /DB_XREF=UI-M-CG0p-bgk-b-02-0-UI.s1 /CLONE=UI-M-CG0p-bgk-b-02-0-UI /FEA=EST /CNT=4 /TID=Mm.15165
MOE430_2_1444723_at 27.9 38.8 P P 0.03 0.01 0.6 NC 0.02 gb:BB049759 /DB_XREF=gi:16259528 /DB_XREF=BB049759 /CLONE=6530418L21 /FEA=EST /CNT=4 /TID=Mm.212591.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444806_at 15.5 27.8 P P 0.04 0.01 0.6 NC 0.13 gb:BB551256 /DB_XREF=gi:16448032 /DB_XREF=BB551256 /CLONE=E230026L21 /FEA=EST /CNT=3 /TID=Mm.216140.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444815_at 1.2 0.7 A A 0.8 0.56 0.6 NC 0.24 gb:BG067157 /DB_XREF=gi:12549726 /DB_XREF=H3051C02-3 /CLONE=H3051C02 /FEA=EST /CNT=3 /TID=Mm.172968.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444819_at 7.7 15.2 P A 0.04 0.3 0.6 NC 0.39 gb:BG067367 /DB_XREF=gi:12549936 /DB_XREF=H3053F04-3 /CLONE=H3053F04 /FEA=EST /CNT=3 /TID=Mm.173014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444839_at 0.7 0.9 A A 0.94 0.88 0.6 NC 0.5 gb:AU022620 /DB_XREF=gi:3387595 /DB_XREF=AU022620 /CLONE=J0417G05 /FEA=EST /CNT=3 /TID=Mm.173551.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444860_at 4 6.7 A A 0.36 0.46 0.6 NC 0.5 gb:BG071841 /DB_XREF=gi:12554410 /DB_XREF=H3103G07-3 /CLONE=H3103G07 /FEA=EST /CNT=3 /TID=Mm.174029.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444866_at 0.3 2.5 A A 0.96 0.72 0.6 NC 0.24 gb:C76972 /DB_XREF=gi:2517302 /DB_XREF=C76972 /CLONE=J0023F07 /FEA=EST /CNT=3 /TID=Mm.24928.1 /TIER=ConsEnd /STK=2 /UG=Mm.24928 /
MOE430_2_1444871_at 0.3 0.5 A A 0.98 0.96 0.6 NC 0.4 gb:AU022697 /DB_XREF=gi:3387672 /DB_XREF=AU022697 /CLONE=J0419C12 /FEA=EST /CNT=3 /TID=Mm.173561.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444887_at 9.8 18.4 A A 0.43 0.11 0.6 NC 0.37 gb:C79015 /DB_XREF=gi:2519345 /DB_XREF=C79015 /CLONE=J0059B03 /FEA=EST /CNT=3 /TID=Mm.5780.1 /TIER=ConsEnd /STK=2 /UG=Mm.5780 /LL
MOE430_2_1444910_at 9.8 10.5 A P 0.17 0.02 0.6 NC 0.009292 gb:BG069004 /DB_XREF=gi:12551573 /DB_XREF=H3071F10-3 /CLONE=H3071F10 /FEA=EST /CNT=3 /TID=Mm.173733.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444911_at 0.8 1.6 A A 0.96 0.8 0.6 NC 0.16 gb:BG069160 /DB_XREF=gi:12551729 /DB_XREF=H3073D05-3 /CLONE=H3073D05 /FEA=EST /CNT=3 /TID=Mm.173787.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444965_at 0.6 0.9 A A 0.97 0.75 0.6 NC 0.22 gb:BB215043 /DB_XREF=gi:16353010 /DB_XREF=BB215043 /CLONE=A530024I22 /FEA=EST /CNT=3 /TID=Mm.170107.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444966_at 2.6 2.3 A A 0.72 0.9 0.6 NC 0.5 gb:BB107103 /DB_XREF=gi:16261537 /DB_XREF=BB107103 /CLONE=9530004I15 /FEA=EST /CNT=3 /TID=Mm.212297.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444971_at 6 15.2 A P 0.19 0.01 0.6 NC 0.14 gb:AW553802 /DB_XREF=gi:7199225 /DB_XREF=L0231H08-3 /CLONE=L0231H08 /FEA=EST /CNT=3 /TID=Mm.105029.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445030_at 1.9 1.5 A A 0.6 0.6 0.6 NC 0.48 gb:BG064921 /DB_XREF=gi:12547484 /DB_XREF=H3025D02-3 /CLONE=H3025D02 /FEA=EST /CNT=3 /TID=Mm.182524.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445069_at 2.1 2.6 A A 0.53 0.27 0.6 NC 0.1 gb:BG067348 /DB_XREF=gi:12549917 /DB_XREF=H3053D07-3 /CLONE=H3053D07 /FEA=EST /CNT=3 /TID=Mm.25402.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445074_at 14.3 21.2 P P 0.03 0.008057 0.6 NC 0.05 gb:BB519491 /DB_XREF=gi:16443339 /DB_XREF=BB519491 /CLONE=D830036I24 /FEA=EST /CNT=3 /TID=Mm.108726.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445189_at 19.9 33.4 P P 0.03 0.001953 0.6 I 0.000618 gb:BB546084 /DB_XREF=gi:16447416 /DB_XREF=BB546084 /CLONE=E130308D17 /FEA=EST /CNT=3 /TID=Mm.138321.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445197_x_ 1.9 1.8 A A 0.66 0.94 0.6 NC 0.5 gb:BG066639 /DB_XREF=gi:12549131 /DB_XREF=H3044D07-3 /CLONE=H3044D07 /FEA=EST /CNT=3 /TID=Mm.172781.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445234_at 1.2 2.6 A A 0.63 0.6 0.6 NC 0.5 gb:BB280585 /DB_XREF=gi:16401266 /DB_XREF=BB280585 /CLONE=A930027E12 /FEA=EST /CNT=3 /TID=Mm.185993.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445242_at 2.7 1.8 A A 0.66 0.85 0.6 NC 0.18 gb:BQ176629 /DB_XREF=gi:20352121 /DB_XREF=UI-M-DJ2-bvz-a-16-0-UI.s1 /CLONE=UI-M-DJ2-bvz-a-16-0-UI /FEA=EST /CNT=3 /TID=Mm.220203.1
MOE430_2_1445280_at 19 28.3 A A 0.12 0.11 0.6 NC 0.36 gb:BB027903 /DB_XREF=gi:16258052 /DB_XREF=BB027903 /CLONE=5330439I18 /FEA=EST /CNT=3 /TID=Mm.209294.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445324_s_ 11.4 15.6 A A 0.39 0.36 0.6 NC 0.39 gb:BB444784 /DB_XREF=gi:9287396 /DB_XREF=BB444784 /CLONE=D030047I10 /FEA=EST /CNT=3 /TID=Mm.218957.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445364_at 10.6 16.8 A A 0.24 0.14 0.6 NC 0.5 gb:BQ175630 /DB_XREF=gi:20351122 /DB_XREF=UI-M-DJ2-bwe-a-02-0-UI.s1 /CLONE=UI-M-DJ2-bwe-a-02-0-UI /FEA=EST /CNT=3 /TID=Mm.101225
MOE430_2_1445375_at 21.8 36.2 A A 0.19 0.11 0.6 NC 0.01 gb:AI847133 /DB_XREF=gi:5491039 /DB_XREF=UI-M-AO1-aep-a-10-0-UI.s1 /CLONE=UI-M-AO1-aep-a-10-0-UI /FEA=EST /CNT=3 /TID=Mm.39608.1 /
MOE430_2_1445412_at 5.4 7.5 A A 0.36 0.09 0.6 NC 0.27 gb:BM227718 /DB_XREF=gi:17790102 /DB_XREF=K0247H05-3 /CLONE=K0247H05 /FEA=EST /CNT=3 /TID=Mm.205316.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445418_at 2.2 4.5 A A 0.69 0.56 0.6 NC 0.08 gb:BB743283 /DB_XREF=gi:16146288 /DB_XREF=BB743283 /CLONE=F520011H17 /FEA=EST /CNT=3 /TID=Mm.212605.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445422_at 14.7 17.5 P A 0.04 0.12 0.6 NC 0.5 gb:BB503979 /DB_XREF=gi:16442677 /DB_XREF=BB503979 /CLONE=D630046A03 /FEA=EST /CNT=3 /TID=Mm.169657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445441_at 5.5 10 A A 0.46 0.19 0.6 NC 0.49 gb:BB018814 /DB_XREF=gi:16257592 /DB_XREF=BB018814 /CLONE=4930580A02 /FEA=EST /CNT=3 /TID=Mm.81009.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445454_at 0.4 0.5 A A 0.99 0.98 0.6 NC 0.45 gb:BG066542 /DB_XREF=gi:12549199 /DB_XREF=H3045B06-3 /CLONE=H3045B06 /FEA=EST /CNT=3 /TID=Mm.154678.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445493_at 1 0.6 A A 0.63 0.72 0.6 NC 0.41 gb:BG081224 /DB_XREF=gi:12563792 /DB_XREF=H3062F12-5 /CLONE=H3062F12 /FEA=EST /CNT=3 /TID=Mm.173511.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445512_at 11.5 20 A A 0.27 0.12 0.6 NC 0.39 gb:C78040 /DB_XREF=gi:2518370 /DB_XREF=C78040 /CLONE=J0041H03 /FEA=EST /CNT=3 /TID=Mm.173139.1 /TIER=ConsEnd /STK=2 /UG=Mm.17313
MOE430_2_1445517_at 15.1 26 A M 0.11 0.05 0.6 NC 0.004481 gb:BB144876 /DB_XREF=gi:16267614 /DB_XREF=BB144876 /CLONE=9930027H16 /FEA=EST /CNT=3 /TID=Mm.212804.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445522_at 0.6 1.6 A A 0.88 0.78 0.6 NC 0.27 gb:BB217381 /DB_XREF=gi:16353187 /DB_XREF=BB217381 /CLONE=A530043E15 /FEA=EST /CNT=3 /TID=Mm.133807.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445531_at 0.7 1 A A 0.94 0.97 0.6 NC 0.54 gb:BB179947 /DB_XREF=gi:8839030 /DB_XREF=BB179947 /CLONE=A230081I05 /FEA=EST /CNT=3 /TID=Mm.212917.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445573_at 15 18.8 A A 0.53 0.33 0.6 NC 0.23 gb:BF465791 /DB_XREF=gi:11534974 /DB_XREF=UI-M-CG0p-bqn-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bqn-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.15649
MOE430_2_1445617_at 19.4 33.2 A P 0.21 0.03 0.6 I 0.000865 gb:BM207422 /DB_XREF=gi:17763245 /DB_XREF=C0612E08-3 /CLONE=C0612E08 /FEA=EST /CNT=3 /TID=Mm.2354.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445660_at 7.1 12.8 A P 0.09 0.03 0.6 NC 0.04 gb:BB487209 /DB_XREF=gi:9404818 /DB_XREF=BB487209 /CLONE=D430040K19 /FEA=EST /CNT=3 /TID=Mm.89012.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445690_at 0.3 0.6 A A 0.97 0.66 0.6 NC 0.23 gb:BG072010 /DB_XREF=gi:12554579 /DB_XREF=H3105F10-3 /CLONE=H3105F10 /FEA=EST /CNT=3 /TID=Mm.174055.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445694_at 32.7 55.7 P P 0.000732 0.000244 0.6 NC 0.02 gb:AI666551 /DB_XREF=gi:4804905 /DB_XREF=mu24b11.x1 /CLONE=IMAGE:640317 /FEA=EST /CNT=3 /TID=Mm.37963.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445709_at 15.6 27.3 P P 0.03 0.01 0.6 NC 0.5 gb:AI323780 /DB_XREF=gi:4058209 /DB_XREF=mm39e03.x1 /CLONE=IMAGE:523900 /FEA=EST /CNT=3 /TID=Mm.101191.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445719_at 9.4 11.8 P P 0.04 0.03 0.6 NC 0.08 gb:BB387158 /DB_XREF=gi:16408499 /DB_XREF=BB387158 /CLONE=C230050F22 /FEA=EST /CNT=4 /TID=Mm.210487.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445740_at 0.3 0.3 A A 0.9 0.69 0.6 NC 0.5 gb:BG071006 /DB_XREF=gi:12553575 /DB_XREF=H3093F09-3 /CLONE=H3093F09 /FEA=EST /CNT=3 /TID=Mm.11325.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445778_at 0.3 1.6 A A 0.72 0.69 0.6 NC 0.5 gb:BB198529 /DB_XREF=gi:16271178 /DB_XREF=BB198529 /CLONE=A430003G07 /FEA=EST /CNT=3 /TID=Mm.207625.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445794_at 1.3 1.3 A A 0.66 0.75 0.6 NC 0.5 gb:BG069734 /DB_XREF=gi:12552303 /DB_XREF=H3079E07-3 /CLONE=H3079E07 /FEA=EST /CNT=3 /TID=Mm.26220.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445804_at 3.5 8.3 A A 0.36 0.06 0.6 NC 0.26 gb:BB667304 /DB_XREF=gi:16398753 /DB_XREF=BB667304 /CLONE=7120464N03 /FEA=EST /CNT=3 /TID=Mm.208406.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445940_at 8.2 7.8 P A 0.000244 0.19 0.6 NC 0.36 gb:BG066705 /DB_XREF=gi:12549274 /DB_XREF=H3046A07-3 /CLONE=H3046A07 /FEA=EST /CNT=2 /TID=Mm.154680.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445963_at 19 21.3 P M 0.01 0.05 0.6 NC 0.5 gb:BG076280 /DB_XREF=gi:12558849 /DB_XREF=H3157G10-3 /CLONE=H3157G10 /FEA=EST /CNT=2 /TID=Mm.182879.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445972_at 1.9 0.5 A A 0.63 0.63 0.6 NC 0.08 gb:BG069135 /DB_XREF=gi:12551704 /DB_XREF=H3073B04-3 /CLONE=H3073B04 /FEA=EST /CNT=2 /TID=Mm.27576.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446006_at 6.1 9.6 A A 0.43 0.18 0.6 NC 0.13 gb:BG065338 /DB_XREF=gi:12547901 /DB_XREF=H3029H11-3 /CLONE=H3029H11 /FEA=EST /CNT=2 /TID=Mm.182532.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446016_at 7.8 8.1 A A 0.08 0.27 0.6 NC 0.39 gb:BG068967 /DB_XREF=gi:12551536 /DB_XREF=H3071C05-3 /CLONE=H3071C05 /FEA=EST /CNT=2 /TID=Mm.173714.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446031_at 12.7 20 A A 0.39 0.36 0.6 NC 0.3 gb:BG075651 /DB_XREF=gi:12558220 /DB_XREF=H3149G09-3 /CLONE=H3149G09 /FEA=EST /CNT=2 /TID=Mm.197295.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446183_at 11.9 16.4 A P 0.12 0.02 0.6 NC 0.45 gb:BB128085 /DB_XREF=gi:16262398 /DB_XREF=BB128085 /CLONE=9630027L12 /FEA=EST /CNT=2 /TID=Mm.207956.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446245_at 21.7 41.5 P P 0.02 0.00415 0.6 NC 0.09 gb:BB042558 /DB_XREF=gi:16258738 /DB_XREF=BB042558 /CLONE=6030463N01 /FEA=EST /CNT=2 /TID=Mm.208389.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446281_at 7.8 8.7 A A 0.32 0.17 0.6 NC 0.33 gb:BB535418 /DB_XREF=gi:16446545 /DB_XREF=BB535418 /CLONE=E030043I15 /FEA=EST /CNT=2 /TID=Mm.216117.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446294_at 26.9 41.6 A A 0.17 0.08 0.6 NC 0.03 gb:AV247132 /DB_XREF=gi:15405251 /DB_XREF=AV247132 /CLONE=4832424F15 /FEA=EST /CNT=2 /TID=Mm.218448.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446321_at 5 13.5 A A 0.14 0.17 0.6 NC 0.5 gb:BB306435 /DB_XREF=gi:16402215 /DB_XREF=BB306435 /CLONE=B230208B08 /FEA=EST /CNT=2 /TID=Mm.163591.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446322_at 8.3 6.1 A A 0.09 0.06 0.6 NC 0.41 gb:BG066245 /DB_XREF=gi:12548814 /DB_XREF=H3040F07-3 /CLONE=H3040F07 /FEA=EST /CNT=2 /TID=Mm.172713.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446323_at 1.7 2.2 A A 0.72 0.53 0.6 NC 0.14 gb:BG070574 /DB_XREF=gi:12553143 /DB_XREF=H3088G11-3 /CLONE=H3088G11 /FEA=EST /CNT=2 /TID=Mm.173271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446335_at 10.7 14.2 A A 0.21 0.14 0.6 NC 0.03 gb:BG076297 /DB_XREF=gi:12558866 /DB_XREF=H3158A09-3 /CLONE=H3158A09 /FEA=EST /CNT=2 /TID=Mm.182881.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446348_at 0.6 0.5 A A 0.98 0.99 0.6 NC 0.29 gb:AW556507 /DB_XREF=gi:7201936 /DB_XREF=L0269C03-3 /CLONE=L0269C03 /FEA=EST /CNT=2 /TID=Mm.182812.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446370_at 0.6 1.3 A A 0.99 0.91 0.6 NC 0.08 gb:BB400784 /DB_XREF=gi:16414281 /DB_XREF=BB400784 /CLONE=C330020A07 /FEA=EST /CNT=2 /TID=Mm.131713.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446447_at 6.8 5.8 A A 0.43 0.09 0.6 NC 0.27 gb:BB081671 /DB_XREF=gi:16260664 /DB_XREF=BB081671 /CLONE=9330170H13 /FEA=EST /CNT=2 /TID=Mm.118938.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446451_at 6.1 7.6 A A 0.24 0.36 0.6 NC 0.39 gb:BG074824 /DB_XREF=gi:12557393 /DB_XREF=H3139G06-3 /CLONE=H3139G06 /FEA=EST /CNT=2 /TID=Mm.182743.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446496_at 1.7 1 A A 0.91 0.96 0.6 NC 0.33 gb:BB219075 /DB_XREF=gi:16353371 /DB_XREF=BB219075 /CLONE=A530052K18 /FEA=EST /CNT=2 /TID=Mm.210352.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446526_at 0.4 1.2 A A 0.66 0.56 0.6 NC 0.37 gb:BB085416 /DB_XREF=gi:16260845 /DB_XREF=BB085416 /CLONE=9330199F22 /FEA=EST /CNT=2 /TID=Mm.127764.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446571_at 10.4 21.2 A A 0.21 0.08 0.6 NC 0.51 gb:AV376055 /DB_XREF=gi:16398033 /DB_XREF=AV376055 /CLONE=9130204L17 /FEA=EST /CNT=2 /TID=Mm.216026.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446594_at 3.7 6.6 A A 0.63 0.19 0.6 NC 0.13 gb:BB205215 /DB_XREF=gi:16351941 /DB_XREF=BB205215 /CLONE=A430062M14 /FEA=EST /CNT=2 /TID=Mm.122677.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446639_at 0.5 1 A A 0.63 0.62 0.6 NC 0.16 gb:BB523569 /DB_XREF=gi:16443843 /DB_XREF=BB523569 /CLONE=D930015G16 /FEA=EST /CNT=2 /TID=Mm.136262.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446718_at 2.6 1.3 A A 0.63 0.78 0.6 NC 0.42 gb:BB174460 /DB_XREF=gi:15409286 /DB_XREF=BB174460 /CLONE=A230051M19 /FEA=EST /CNT=2 /TID=Mm.207668.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446805_at 5.9 7.6 P A 0.03 0.43 0.6 NC 0.71 gb:BB433285 /DB_XREF=gi:15412101 /DB_XREF=BB433285 /CLONE=C630050G13 /FEA=EST /CNT=2 /TID=Mm.209145.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446809_at 4.6 6.8 A A 0.33 0.17 0.6 NC 0.21 gb:BB175973 /DB_XREF=gi:15409314 /DB_XREF=BB175973 /CLONE=A230059L01 /FEA=EST /CNT=2 /TID=Mm.207677.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446846_at 18.1 30 P P 0.03 0.01 0.6 NC 0.07 gb:BG805795 /DB_XREF=gi:17952733 /DB_XREF=0823-59 /FEA=EST /CNT=2 /TID=Mm.152682.1 /TIER=ConsEnd /STK=2 /UG=Mm.152682 /UG_TITLE=E
MOE430_2_1446909_at 2.5 4.9 A A 0.8 0.46 0.6 NC 0.31 gb:AW546206 /DB_XREF=gi:7191614 /DB_XREF=L0005A10-3 /CLONE=L0005A10 /FEA=EST /CNT=2 /TID=Mm.182595.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446943_at 4.4 10.5 A A 0.82 0.56 0.6 NC 0.09 gb:BM205323 /DB_XREF=gi:17760439 /DB_XREF=C0282A10-3 /CLONE=C0282A10 /FEA=EST /CNT=2 /TID=Mm.218210.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446949_at 18.7 27.5 P P 0.01 0.01 0.6 NC 0.02 gb:BB042584 /DB_XREF=gi:15403889 /DB_XREF=BB042584 /CLONE=6030464A17 /FEA=EST /CNT=2 /TID=Mm.208761.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446970_at 10.7 19.4 A P 0.08 0.001953 0.6 NC 0.03 gb:AW559047 /DB_XREF=gi:7204476 /DB_XREF=L0303D10-3 /CLONE=L0303D10 /FEA=EST /CNT=2 /TID=Mm.218693.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446979_at 10 19.4 A A 0.21 0.14 0.6 NC 0.5 gb:BB758657 /DB_XREF=gi:16190131 /DB_XREF=BB758657 /CLONE=G270102B05 /FEA=EST /CNT=2 /TID=Mm.212529.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447017_at 0.8 0.4 A A 0.93 0.72 0.6 NC 0.15 gb:BE956696 /DB_XREF=gi:10601500 /DB_XREF=UI-M-BG2-bbn-c-08-0-UI.s1 /CLONE=UI-M-BG2-bbn-c-08-0-UI /FEA=EST /CNT=2 /TID=Mm.65349.1
MOE430_2_1447022_at 0.5 0.7 A A 0.96 0.95 0.6 NC 0.23 gb:BB614861 /DB_XREF=gi:16455193 /DB_XREF=BB614861 /CLONE=4930402K03 /FEA=EST /CNT=2 /TID=Mm.55616.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447071_at 13.7 27.7 P M 0.03 0.05 0.6 NC 0.1 gb:BM218908 /DB_XREF=gi:17778562 /DB_XREF=C0917E04-3 /CLONE=C0917E04 /FEA=EST /CNT=2 /TID=Mm.215993.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447152_at 4.5 2.8 A A 0.56 0.53 0.6 NC 0.48 gb:BB232686 /DB_XREF=gi:16354546 /DB_XREF=BB232686 /CLONE=A630040D04 /FEA=EST /CNT=2 /TID=Mm.164842.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447153_x_ 8.4 12.2 P P 0.03 0.01 0.6 NC 0.16 gb:BB232686 /DB_XREF=gi:16354546 /DB_XREF=BB232686 /CLONE=A630040D04 /FEA=EST /CNT=2 /TID=Mm.164842.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447170_at 4.5 4.3 A A 0.14 0.43 0.6 NC 0.5 gb:BI076734 /DB_XREF=gi:14515391 /DB_XREF=L0233A02-3 /CLONE=L0233A02 /FEA=EST /CNT=2 /TID=Mm.197273.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447184_at 1.2 1.1 A A 0.82 0.75 0.6 NC 0.06 gb:AU021760 /DB_XREF=gi:3386719 /DB_XREF=AU021760 /CLONE=J0401F05 /FEA=EST /CNT=2 /TID=Mm.165757.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447335_x_ 5.7 6 A A 0.53 0.72 0.6 NC 0.34 gb:BB526119 /DB_XREF=gi:16444265 /DB_XREF=BB526119 /CLONE=D930031G22 /FEA=EST /CNT=2 /TID=Mm.150248.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447353_at 9.8 11.8 A A 0.27 0.36 0.6 NC 0.48 gb:BB711229 /DB_XREF=gi:16064398 /DB_XREF=BB711229 /CLONE=B020021F12 /FEA=EST /CNT=2 /TID=Mm.212186.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447356_at 0.6 0.8 A A 0.93 0.8 0.6 NC 0.41 gb:BB747192 /DB_XREF=gi:16150129 /DB_XREF=BB747192 /CLONE=F530201C01 /FEA=EST /CNT=2 /TID=Mm.22899.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447412_at 10.6 17.7 A A 0.12 0.12 0.6 NC 0.13 gb:AI853452 /DB_XREF=gi:5497358 /DB_XREF=UI-M-BH0-ajy-e-09-0-UI.s1 /CLONE=UI-M-BH0-ajy-e-09-0-UI /FEA=EST /CNT=2 /TID=Mm.44514.1 /T
MOE430_2_1447437_at 4 8.6 A A 0.27 0.39 0.6 NC 0.59 gb:BB750591 /DB_XREF=gi:16154827 /DB_XREF=BB750591 /CLONE=G130201B03 /FEA=EST /CNT=2 /TID=Mm.211703.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447439_at 4.5 8.8 A A 0.43 0.36 0.6 NC 0.15 gb:AI848394 /DB_XREF=gi:5492295 /DB_XREF=UI-M-AH1-ago-g-12-0-UI.s1 /CLONE=UI-M-AH1-ago-g-12-0-UI /FEA=EST /CNT=2 /TID=Mm.40952.1 /T
MOE430_2_1447543_at 5.2 11.4 A M 0.11 0.05 0.6 NC 0.45 gb:BB225041 /DB_XREF=gi:8893653 /DB_XREF=BB225041 /CLONE=A530089F04 /FEA=EST /CNT=2 /TID=Mm.123563.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447598_x_ 4.4 5.9 A A 0.24 0.19 0.6 NC 0.33 gb:BB498629 /DB_XREF=gi:9473836 /DB_XREF=BB498629 /CLONE=D630015L04 /FEA=EST /CNT=2 /TID=Mm.135581.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447649_x_ 7.5 9 A A 0.33 0.08 0.6 NC 0.02 gb:AV129500 /DB_XREF=gi:5315735 /DB_XREF=AV129500 /CLONE=2700069B04 /FEA=EST /CNT=2 /TID=Mm.70400.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447756_x_ 5.1 4.7 A A 0.08 0.17 0.6 NC 0.08 gb:AV308361 /DB_XREF=gi:6340875 /DB_XREF=AV308361 /CLONE=5730564O11 /FEA=EST /CNT=2 /TID=Mm.87549.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447766_x_ 10.2 18.1 A A 0.27 0.19 0.6 NC 0.2 gb:AV003249 /DB_XREF=gi:4780099 /DB_XREF=AV003249 /CLONE=0610025L06 /FEA=EST /CNT=2 /TID=Mm.155296.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447787_x_ 200.2 308.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV148957 /DB_XREF=gi:5353090 /DB_XREF=AV148957 /CLONE=2810482G12 /FEA=EST /CNT=2 /TID=Mm.90349.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447869_x_ 36.2 64.4 P P 0.01 0.000732 0.6 I 0.000147 gb:AV047988 /DB_XREF=gi:4867653 /DB_XREF=AV047988 /CLONE=1700072E02 /FEA=EST /CNT=2 /TID=Mm.84884.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447878_s_ 1523.6 2287.6 P P 0.000244 0.000244 0.6 I 0.000027 gb:BB109694 /DB_XREF=gi:8762262 /DB_XREF=BB109694 /CLONE=9530020H10 /FEA=EST /CNT=2 /TID=Mm.118450.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447903_x_ 224.2 324.3 P P 0.000244 0.000244 0.6 I 0.00002 gb:BB185861 /DB_XREF=gi:8846432 /DB_XREF=BB185861 /CLONE=A330029J07 /FEA=EST /CNT=2 /TID=Mm.117864.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447989_at 5.7 9.5 A A 0.53 0.26 0.6 NC 0.1 gb:BG066802 /DB_XREF=gi:12549371 /DB_XREF=H3047B02-3 /CLONE=H3047B02 /FEA=EST /CNT=2 /TID=Mm.172842.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447999_x_ 41.4 51.6 A A 0.33 0.24 0.6 NC 0.5 gb:AI840508 /DB_XREF=gi:5474721 /DB_XREF=UI-M-AN0-aci-h-08-0-UI.s1 /CLONE=UI-M-AN0-aci-h-08-0-UI /FEA=EST /CNT=2 /TID=Mm.40749.1 /T
MOE430_2_1448008_at 33.2 54 P P 0.00415 0.005859 0.6 I 0.001336 gb:BG081523 /DB_XREF=gi:12564091 /DB_XREF=H3066B09-5 /CLONE=H3066B09 /FEA=EST /CNT=27 /TID=Mm.24790.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448033_at 60.5 108.1 P P 0.01 0.00415 0.6 I 0.000241 gb:BG083270 /DB_XREF=gi:12565838 /DB_XREF=H3086D07-5 /CLONE=H3086D07 /FEA=EST /CNT=10 /TID=Mm.11022.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448101_s_ 493.5 684.1 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_009054.1 /DB_XREF=gi:6677726 /GEN=Trim27 /FEA=FLmRNA /CNT=314 /TID=Mm.55.1 /TIER=FL+Stack /STK=238 /UG=Mm.55 /LL=19720 /DEF=
MOE430_2_1448133_at 75.5 110 P P 0.02 0.02 0.6 I 0.000147 gb:NM_133787.1 /DB_XREF=gi:19526939 /GEN=C87860 /FEA=FLmRNA /CNT=230 /TID=Mm.21062.1 /TIER=FL+Stack /STK=184 /UG=Mm.21062 /LL=9711
MOE430_2_1448174_at 215.9 288.4 P P 0.000244 0.000244 0.6 I 0.00003 gb:AF176910.1 /DB_XREF=gi:5815402 /GEN=Cul1 /FEA=FLmRNA /CNT=322 /TID=Mm.21771.1 /TIER=FL+Stack /STK=145 /UG=Mm.21771 /LL=26965 /D
MOE430_2_1448188_at 48.8 63.2 A M 0.21 0.05 0.6 NC 0.16 gb:BC012697.1 /DB_XREF=gi:15215192 /FEA=FLmRNA /CNT=299 /TID=Mm.144413.1 /TIER=FL+Stack /STK=139 /UG=Mm.144413 /LL=22228 /UG_GENE=
MOE430_2_1448261_at 15.9 24 P P 0.01 0.005859 0.6 NC 0.02 gb:NM_009864.1 /DB_XREF=gi:6753373 /GEN=Cdh1 /FEA=FLmRNA /CNT=246 /TID=Mm.35605.1 /TIER=FL+Stack /STK=110 /UG=Mm.35605 /LL=12550 /
MOE430_2_1448270_at 146 219.4 P P 0.000244 0.000244 0.6 I 0.000023 gb:NM_019553.1 /DB_XREF=gi:10092594 /GEN=Ddx21 /FEA=FLmRNA /CNT=269 /TID=Mm.25264.1 /TIER=FL+Stack /STK=107 /UG=Mm.25264 /LL=56200
MOE430_2_1448282_at 514.5 853.3 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC006750.1 /DB_XREF=gi:13879537 /FEA=FLmRNA /CNT=156 /TID=Mm.7138.1 /TIER=FL+Stack /STK=102 /UG=Mm.7138 /LL=53317 /UG_GENE=Plrg
MOE430_2_1448321_at 14.2 19.7 A A 0.24 0.11 0.6 NC 0.21 gb:NM_022316.1 /DB_XREF=gi:11612484 /GEN=Smoc1 /FEA=FLmRNA /CNT=152 /TID=Mm.27643.1 /TIER=FL+Stack /STK=92 /UG=Mm.27643 /LL=64075 
MOE430_2_1448369_at 164.6 225.1 P P 0.000244 0.000244 0.6 I 0.000346 gb:NM_008893.1 /DB_XREF=gi:6679410 /GEN=Pola2 /FEA=FLmRNA /CNT=116 /TID=Mm.320.1 /TIER=FL+Stack /STK=85 /UG=Mm.320 /LL=18969 /DEF=
MOE430_2_1448371_at 13.8 11.5 A A 0.3 0.19 0.6 NC 0.36 gb:NM_016754.1 /DB_XREF=gi:7949077 /GEN=Mylpf /FEA=FLmRNA /CNT=238 /TID=Mm.14526.1 /TIER=FL+Stack /STK=84 /UG=Mm.14526 /LL=17907 /D
MOE430_2_1448377_at 354.8 559.4 P P 0.000244 0.000244 0.6 I 0.000027 gb:NM_011414.1 /DB_XREF=gi:6755573 /GEN=Slpi /FEA=FLmRNA /CNT=103 /TID=Mm.1395.1 /TIER=FL+Stack /STK=84 /UG=Mm.1395 /LL=20568 /DEF=
MOE430_2_1448425_at 517.4 776.8 P P 0.000732 0.000732 0.6 I 0.00002 gb:AW701127 /DB_XREF=gi:7585252 /DB_XREF=un75b07.x1 /CLONE=IMAGE:2536693 /FEA=FLmRNA /CNT=376 /TID=Mm.2238.1 /TIER=Stack /STK=20 /
MOE430_2_1448444_at 3.6 9.8 A M 0.26 0.05 0.6 NC 0.01 gb:BG916066 /DB_XREF=gi:14296542 /DB_XREF=602815149F1 /CLONE=IMAGE:4937364 /FEA=FLmRNA /CNT=147 /TID=Mm.43671.1 /TIER=ConsEnd /ST
MOE430_2_1448523_at 57.6 97.8 P P 0.001221 0.000244 0.6 I 0.000692 gb:NM_016902.1 /DB_XREF=gi:8393844 /GEN=Nphp1 /FEA=FLmRNA /CNT=80 /TID=Mm.38522.1 /TIER=FL+Stack /STK=64 /UG=Mm.38522 /LL=53885 /D
MOE430_2_1448544_at 13.4 33.5 A A 0.39 0.11 0.6 NC 0.26 gb:AV238834 /DB_XREF=gi:15405144 /DB_XREF=AV238834 /CLONE=4732429L06 /FEA=FLmRNA /CNT=135 /TID=Mm.20396.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1448558_a_ 163.2 244.6 P P 0.000244 0.000244 0.6 NC 0.01 gb:NM_008869.1 /DB_XREF=gi:6679368 /GEN=Pla2g4a /FEA=FLmRNA /CNT=70 /TID=Mm.4186.1 /TIER=FL+Stack /STK=59 /UG=Mm.4186 /LL=18783 /DE
MOE430_2_1448638_at 33.8 64.3 P P 0.04 0.02 0.6 NC 0.004481 gb:NM_134092.1 /DB_XREF=gi:19527319 /GEN=AI429604 /FEA=FLmRNA /CNT=84 /TID=Mm.61901.1 /TIER=FL+Stack /STK=51 /UG=Mm.61901 /LL=1058
MOE430_2_1448828_at 127.6 172.6 P P 0.000244 0.000244 0.6 I 0.000307 gb:BC026429.1 /DB_XREF=gi:20071399 /FEA=FLmRNA /CNT=124 /TID=Mm.70309.1 /TIER=FL+Stack /STK=37 /UG=Mm.70309 /LL=66669 /UG_GENE=383
MOE430_2_1448872_at 1.6 3 A A 0.9 0.78 0.6 NC 0.21 gb:NM_011260.1 /DB_XREF=gi:6755309 /GEN=Reg3g /FEA=FLmRNA /CNT=74 /TID=Mm.263.1 /TIER=FL+Stack /STK=34 /UG=Mm.263 /LL=19695 /DEF=M
MOE430_2_1448884_at 440.5 633 P P 0.000732 0.000244 0.6 I 0.000035 gb:NM_026584.1 /DB_XREF=gi:13386073 /GEN=Gtf2e2 /FEA=FLmRNA /CNT=95 /TID=Mm.36088.1 /TIER=FL+Stack /STK=33 /UG=Mm.36088 /LL=68153 /
MOE430_2_1448931_at 3.2 2.7 A A 0.63 0.59 0.6 NC 0.37 gb:NM_007974.1 /DB_XREF=gi:6679726 /GEN=F2rl1 /FEA=FLmRNA /CNT=53 /TID=Mm.1614.1 /TIER=FL+Stack /STK=31 /UG=Mm.1614 /LL=14063 /DEF=
MOE430_2_1448954_at 6.4 11 A A 0.43 0.21 0.6 NC 0.02 gb:NM_020610.1 /DB_XREF=gi:10181147 /GEN=A330103B05Rik /FEA=FLmRNA /CNT=67 /TID=Mm.80051.1 /TIER=FL+Stack /STK=30 /UG=Mm.80051 /LL
MOE430_2_1449017_at 304.5 425.3 P P 0.000244 0.000244 0.6 I 0.000114 gb:BC003955.1 /DB_XREF=gi:13278246 /FEA=FLmRNA /CNT=193 /TID=Mm.196148.1 /TIER=FL+Stack /STK=26 /UG=Mm.196148 /LL=68051 /UG_GENE=2
MOE430_2_1449176_a_ 62.5 115.3 P P 0.000732 0.001221 0.6 I 0.000189 gb:NM_007832.1 /DB_XREF=gi:6681140 /GEN=Dck /FEA=FLmRNA /CNT=22 /TID=Mm.3446.1 /TIER=FL+Stack /STK=20 /UG=Mm.3446 /LL=13178 /DEF=M
MOE430_2_1449209_a_ 206.4 331.6 P P 0.000732 0.000732 0.6 I 0.000307 gb:AB030503.1 /DB_XREF=gi:5668732 /GEN=Ube-1a /FEA=FLmRNA /CNT=173 /TID=Mm.219462.1 /TIER=FL+Stack /STK=18 /UG=Mm.219462 /LL=17252
MOE430_2_1449217_at 103.1 159.6 P P 0.000732 0.000732 0.6 I 0.000214 gb:NM_011997.1 /DB_XREF=gi:6753287 /GEN=Casp8ap2 /FEA=FLmRNA /CNT=64 /TID=Mm.22279.1 /TIER=FL+Stack /STK=18 /UG=Mm.22279 /LL=26885
MOE430_2_1449254_at 94.9 138.8 P P 0.000732 0.000732 0.6 I 0.000214 gb:NM_009263.1 /DB_XREF=gi:6678112 /GEN=Spp1 /FEA=FLmRNA /CNT=201 /TID=Mm.321.1 /TIER=FL+Stack /STK=16 /UG=Mm.321 /LL=20750 /DEF=M



MOE430_2_1449325_at 366.9 516.1 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_019699.1 /DB_XREF=gi:9790070 /GEN=Fads2 /FEA=FLmRNA /CNT=137 /TID=Mm.38901.1 /TIER=FL+Stack /STK=14 /UG=Mm.38901 /LL=56473 /D
MOE430_2_1449353_at 611.5 877.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_009517.1 /DB_XREF=gi:6678584 /GEN=Wig1 /FEA=FLmRNA /CNT=40 /TID=Mm.35705.1 /TIER=FL+Stack /STK=13 /UG=Mm.35705 /LL=22401 /DE
MOE430_2_1449360_at 4.8 5.2 A A 0.36 0.3 0.6 NC 0.5 gb:NM_007781.1 /DB_XREF=gi:6681048 /GEN=Csf2rb2 /FEA=FLmRNA /CNT=27 /TID=Mm.1940.1 /TIER=FL+Stack /STK=13 /UG=Mm.1940 /LL=12984 /DE
MOE430_2_1449365_at 0.3 0.6 A A 0.46 0.82 0.6 NC 0.5 gb:NM_053190.1 /DB_XREF=gi:16716488 /GEN=Edg8 /FEA=FLmRNA /CNT=24 /TID=Mm.190619.1 /TIER=FL+Stack /STK=13 /UG=Mm.190619 /LL=94226 /
MOE430_2_1449420_at 23.2 16.6 A A 0.21 0.11 0.6 NC 0.24 gb:NM_008800.1 /DB_XREF=gi:6679242 /GEN=Pde1b /FEA=FLmRNA /CNT=32 /TID=Mm.62.1 /TIER=FL+Stack /STK=11 /UG=Mm.62 /LL=18574 /DEF=Mu
MOE430_2_1449429_at 71.8 98.3 P P 0.001953 0.001953 0.6 NC 0.03 gb:NM_016863.1 /DB_XREF=gi:8393361 /GEN=Fkbp1b /FEA=FLmRNA /CNT=17 /TID=Mm.20453.1 /TIER=FL+Stack /STK=11 /UG=Mm.20453 /LL=14226 /D
MOE430_2_1449501_a_ 9.3 16.2 A A 0.39 0.43 0.6 NC 0.16 gb:NM_008504.1 /DB_XREF=gi:6678699 /GEN=Gzmm /FEA=FLmRNA /CNT=10 /TID=Mm.22302.1 /TIER=FL+Stack /STK=9 /UG=Mm.22302 /LL=16904 /DE
MOE430_2_1449530_at 318 458 P P 0.000244 0.000244 0.6 I 0.000241 gb:NM_032000.1 /DB_XREF=gi:14030774 /GEN=Trps1 /FEA=FLmRNA /CNT=33 /TID=Mm.30466.1 /TIER=FL+Stack /STK=8 /UG=Mm.30466 /LL=83925 /D
MOE430_2_1449548_at 131.3 195.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_010111.1 /DB_XREF=gi:6753727 /GEN=Efnb2 /FEA=FLmRNA /CNT=152 /TID=Mm.4005.1 /TIER=FL /STK=7 /UG=Mm.4005 /LL=13642 /DEF=Mus m
MOE430_2_1449558_at 30.2 24.5 P P 0.001953 0.03 0.6 NC 0.5 gb:NM_007977.1 /DB_XREF=gi:6679732 /GEN=F8 /FEA=FLmRNA /CNT=18 /TID=Mm.1805.1 /TIER=FL /STK=7 /UG=Mm.1805 /LL=14069 /DEF=Mus musc
MOE430_2_1449564_at 7.6 14.4 A A 0.27 0.19 0.6 NC 0.55 gb:NM_012034.1 /DB_XREF=gi:6755818 /GEN=Tpsg1 /FEA=FLmRNA /CNT=14 /TID=Mm.20881.1 /TIER=FL /STK=7 /UG=Mm.20881 /LL=26945 /DEF=Mus
MOE430_2_1449576_at 139.9 196.7 P P 0.00293 0.000732 0.6 I 0.000552 gb:BG073346 /DB_XREF=gi:12555915 /DB_XREF=H3121E10-3 /CLONE=H3121E10 /FEA=FLmRNA /CNT=118 /TID=Mm.65264.1 /TIER=Stack /STK=66 /U
MOE430_2_1449614_s_ 68 94.6 P P 0.01 0.005859 0.6 NC 0.004925 gb:AW558560 /DB_XREF=gi:7203905 /DB_XREF=L0295F02-3 /CLONE=L0295F02 /FEA=EST /CNT=1 /TID=Mm.220105.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449729_at 0.3 0.6 A A 0.96 0.66 0.6 NC 0.04 gb:BB709552 /DB_XREF=gi:16062721 /DB_XREF=BB709552 /CLONE=B020002M11 /FEA=EST /CNT=1 /TID=Mm.212127.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449751_at 24.6 44.5 P P 0.005859 0.01 0.6 NC 0.24 gb:AA589629 /DB_XREF=gi:2403009 /DB_XREF=vl49g08.s1 /CLONE=IMAGE:975614 /FEA=EST /CNT=1 /TID=Mm.206905.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449765_at 0.4 0.8 A A 0.86 0.8 0.6 NC 0.35 gb:BG065712 /DB_XREF=gi:12548275 /DB_XREF=H3034D04-3 /CLONE=H3034D04 /FEA=EST /CNT=1 /TID=Mm.5518.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449776_at 6.8 9.3 A A 0.21 0.3 0.6 NC 0.4 gb:AV239269 /DB_XREF=gi:6191779 /DB_XREF=AV239269 /CLONE=4732433D11 /FEA=EST /CNT=1 /TID=Mm.71797.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449794_x_ 1.1 1.3 A A 0.93 0.78 0.6 NC 0.07 gb:AV370629 /DB_XREF=gi:6418276 /DB_XREF=AV370629 /CLONE=9030225E11 /FEA=EST /CNT=1 /TID=Mm.203908.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449800_x_ 141.5 253.2 P P 0.000244 0.000244 0.6 I 0.000307 gb:AI427892 /DB_XREF=gi:4273818 /DB_XREF=ml37b01.x1 /CLONE=IMAGE:514153 /FEA=EST /CNT=1 /TID=Mm.201501.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449806_at 6.6 6.4 A A 0.14 0.12 0.6 NC 0.93 gb:AA420337 /DB_XREF=gi:2080894 /DB_XREF=vc51d03.r1 /CLONE=IMAGE:778085 /FEA=EST /CNT=1 /TID=Mm.6761.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449853_at 34.7 58.2 P P 0.001953 0.001953 0.6 MI 0.00249 gb:NM_053196.1 /DB_XREF=gi:16716496 /GEN=Sfxn2 /FEA=FLmRNA /CNT=16 /TID=Mm.197430.1 /TIER=FL /STK=5 /UG=Mm.197430 /LL=94279 /DEF=M
MOE430_2_1449862_a_ 38.7 46.2 P P 0.001221 0.000244 0.6 I 0.000774 gb:NM_028744.1 /DB_XREF=gi:13386343 /GEN=Pi4k2b-pending /FEA=FLmRNA /CNT=14 /TID=Mm.74642.2 /TIER=FL /STK=5 /UG=Mm.74642 /LL=67073 
MOE430_2_1449873_at 7.6 11.7 A A 0.33 0.5 0.6 NC 0.5 gb:NM_007558.1 /DB_XREF=gi:6671643 /GEN=Bmp8a /FEA=FLmRNA /CNT=8 /TID=Mm.5044.1 /TIER=FL /STK=5 /UG=Mm.5044 /LL=12163 /DEF=Mus mu
MOE430_2_1449897_a_ 111.1 147.6 P P 0.000732 0.000244 0.6 I 0.000966 gb:NM_010839.1 /DB_XREF=gi:6754759 /GEN=Mtcp1 /FEA=FLmRNA /CNT=14 /TID=Mm.16366.1 /TIER=FL /STK=4 /UG=Mm.16366 /LL=17763 /DEF=Mus
MOE430_2_1450036_at 69 105.5 P P 0.01 0.01 0.6 NC 0.15 gb:BB768208 /DB_XREF=gi:16210761 /DB_XREF=BB768208 /CLONE=G370082O10 /FEA=FLmRNA /CNT=111 /TID=Mm.78106.1 /TIER=Stack /STK=38 /U
MOE430_2_1450063_at 0.8 0.5 A A 0.87 0.85 0.6 NC 0.5 gb:NM_019445.1 /DB_XREF=gi:9506700 /GEN=Fmn2 /FEA=FLmRNA /CNT=53 /TID=Mm.41105.1 /TIER=FL /STK=2 /UG=Mm.41105 /LL=54418 /DEF=Mus 
MOE430_2_1450071_at 31.8 42.3 P P 0.001221 0.000732 0.6 NC 0.003041 gb:NM_138679.1 /DB_XREF=gi:20149771 /GEN=LOC192195 /FEA=FLmRNA /CNT=123 /TID=Mm.24637.1 /TIER=FL /STK=2 /UG=Mm.24637 /LL=192195 /
MOE430_2_1450119_at 0.9 2.3 A A 0.87 0.69 0.6 NC 0.25 gb:NM_010081.1 /DB_XREF=gi:19745145 /GEN=Dst /FEA=FLmRNA /CNT=40 /TID=Mm.25326.1 /TIER=FL /STK=2 /UG=Mm.25326 /LL=13518 /DEF=Mus m
MOE430_2_1450141_at 9.3 12.8 A A 0.36 0.33 0.6 NC 0.5 gb:NM_030239.1 /DB_XREF=gi:14141175 /GEN=Abcg3 /FEA=FLmRNA /CNT=28 /TID=Mm.100671.1 /TIER=FL /STK=2 /UG=Mm.100671 /LL=27405 /DEF=M
MOE430_2_1450209_at 0.6 1 A A 0.96 0.88 0.6 NC 0.08 gb:J03770.1 /DB_XREF=gi:193951 /GEN=hox-4.2 /FEA=FLmRNA /CNT=11 /TID=Mm.1214.1 /TIER=FL /STK=2 /UG=Mm.1214 /LL=15436 /DEF=Mouse hom
MOE430_2_1450214_at 34.5 37.6 P P 0.00293 0.000244 0.6 NC 0.11 gb:NM_007413.1 /DB_XREF=gi:6680655 /GEN=Adora2b /FEA=FLmRNA /CNT=9 /TID=Mm.3938.1 /TIER=FL /STK=2 /UG=Mm.3938 /LL=11541 /DEF=Mus m
MOE430_2_1450231_a_ 3.9 7.7 A A 0.33 0.09 0.6 NC 0.29 gb:NM_009688.1 /DB_XREF=gi:6753087 /GEN=Birc4 /FEA=FLmRNA /CNT=9 /TID=Mm.149115.1 /TIER=FL /STK=2 /UG=Mm.149115 /LL=11798 /DEF=Mus
MOE430_2_1450233_a_ 4.1 1.6 A A 0.63 0.63 0.6 NC 0.26 gb:NM_031255.1 /DB_XREF=gi:13752582 /GEN=Rshl1 /FEA=FLmRNA /CNT=9 /TID=Mm.84435.1 /TIER=FL /STK=2 /UG=Mm.84435 /LL=83434 /DEF=Mus 
MOE430_2_1450273_at 8.4 10.2 A A 0.5 0.46 0.6 NC 0.46 gb:NM_133193.1 /DB_XREF=gi:18875333 /GEN=Il1rl2 /FEA=FLmRNA /CNT=5 /TID=Mm.155583.1 /TIER=FL /STK=2 /UG=Mm.155583 /LL=107527 /DEF=M
MOE430_2_1450298_at 0.4 2.8 A A 0.95 0.72 0.6 NC 0.04 gb:NM_019418.1 /DB_XREF=gi:9507194 /GEN=Tnfsf14 /FEA=FLmRNA /CNT=6 /TID=Mm.103577.1 /TIER=FL /STK=2 /UG=Mm.103577 /LL=50930 /DEF=M
MOE430_2_1450303_at 15.9 28.4 A A 0.12 0.17 0.6 NC 0.5 gb:NM_011912.1 /DB_XREF=gi:6755956 /GEN=Vax2 /FEA=FLmRNA /CNT=4 /TID=Mm.57253.1 /TIER=FL /STK=2 /UG=Mm.57253 /LL=24113 /DEF=Mus m
MOE430_2_1450400_at 56.1 78.1 P P 0.000732 0.000244 0.6 MI 0.002032 gb:AF389908.1 /DB_XREF=gi:15127913 /GEN=Pimt /FEA=FLmRNA /CNT=120 /TID=Mm.34104.1 /TIER=FL /STK=1 /UG=Mm.34104 /LL=116940 /DEF=Mus
MOE430_2_1450414_at 8.5 19.3 A A 0.33 0.27 0.6 NC 0.3 gb:BC023427.1 /DB_XREF=gi:19484038 /FEA=FLmRNA /CNT=39 /TID=Mm.144089.1 /TIER=Stack /STK=22 /UG=Mm.144089 /LL=18591 /UG_GENE=Pdgfb
MOE430_2_1450422_a_ 183.2 318.1 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_023645.1 /DB_XREF=gi:12963766 /GEN=Kdel1 /FEA=FLmRNA /CNT=28 /TID=Mm.8282.1 /TIER=FL /STK=1 /UG=Mm.8282 /LL=72050 /DEF=Mus m
MOE430_2_1450462_at 5.3 10.6 A P 0.36 0.04 0.6 NC 0.09 gb:U21729.1 /DB_XREF=gi:717137 /FEA=FLmRNA /CNT=16 /TID=Mm.4546.1 /TIER=FL /STK=1 /UG=Mm.4546 /LL=12922 /UG_GENE=Crhr2 /DEF=Mus m
MOE430_2_1450485_at 1.8 1.3 A A 0.53 0.39 0.6 NC 0.09 gb:NM_009237.1 /DB_XREF=gi:6678070 /GEN=Sox3 /FEA=FLmRNA /CNT=9 /TID=Mm.35784.1 /TIER=FL /STK=1 /UG=Mm.35784 /LL=20675 /DEF=Mus m
MOE430_2_1450502_at 14.9 21.5 A A 0.33 0.09 0.6 NC 0.5 gb:NM_009955.1 /DB_XREF=gi:6753675 /GEN=Dpysl2 /FEA=FLmRNA /CNT=7 /TID=Mm.42108.1 /TIER=FL /STK=1 /UG=Mm.42108 /LL=12934 /DEF=Mus 
MOE430_2_1450529_at 0.4 1.2 A A 0.99 0.82 0.6 NC 0.009292 gb:NM_008205.1 /DB_XREF=gi:6680148 /GEN=H2-M9 /FEA=FLmRNA /CNT=3 /TID=Mm.57004.1 /TIER=FL /STK=1 /UG=Mm.57004 /LL=14997 /DEF=Mus 
MOE430_2_1450550_at 0.7 1.5 A A 0.78 0.72 0.6 NC 0.5 gb:NM_010558.1 /DB_XREF=gi:6754335 /GEN=Il5 /FEA=FLmRNA /CNT=3 /TID=Mm.4461.1 /TIER=FL /STK=1 /UG=Mm.4461 /LL=16191 /DEF=Mus muscu
MOE430_2_1450553_at 0.8 1.5 A A 0.99 0.75 0.6 NC 0.004481 gb:NM_008274.1 /DB_XREF=gi:6680258 /GEN=Hoxd12 /FEA=FLmRNA /CNT=3 /TID=Mm.57124.1 /TIER=FL /STK=1 /UG=Mm.57124 /LL=15432 /DEF=Mus
MOE430_2_1450655_at 251 439.5 P P 0.000244 0.000244 0.6 I 0.000167 gb:AA214868 /DB_XREF=gi:1814649 /DB_XREF=mu81f11.r1 /CLONE=IMAGE:651981 /FEA=FLmRNA /CNT=146 /TID=Mm.1591.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1450659_at 10.5 32.4 A A 0.21 0.12 0.6 NC 0.23 gb:NM_011880.1 /DB_XREF=gi:6755317 /GEN=Rgs7 /FEA=FLmRNA /CNT=44 /TID=Mm.7956.1 /TIER=FL+Stack /STK=35 /UG=Mm.7956 /LL=24012 /DEF=
MOE430_2_1450707_at 27.1 50 A P 0.06 0.03 0.6 NC 0.04 gb:NM_021791.1 /DB_XREF=gi:11140828 /GEN=Doc2g /FEA=FLmRNA /CNT=29 /TID=Mm.40194.1 /TIER=FL+Stack /STK=21 /UG=Mm.40194 /LL=60425 /
MOE430_2_1450720_at 393.5 594.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:NM_021330.1 /DB_XREF=gi:10946641 /GEN=Acp1 /FEA=FLmRNA /CNT=167 /TID=Mm.26166.1 /TIER=FL+Stack /STK=16 /UG=Mm.26166 /LL=11431 /
MOE430_2_1450750_a_ 32.1 38.7 P P 0.000732 0.000244 0.6 NC 0.004073 gb:BE824605 /DB_XREF=gi:10256839 /DB_XREF=C0502A03-3 /CLONE=C0502A03 /FEA=FLmRNA /CNT=44 /TID=Mm.3507.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1450756_s_ 55.3 90.2 P P 0.00415 0.000732 0.6 I 0.000068 gb:AV273804 /DB_XREF=gi:16390383 /DB_XREF=AV273804 /CLONE=4932413M14 /FEA=FLmRNA /CNT=218 /TID=Mm.12665.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1450781_at 53.8 87.9 P P 0.000244 0.000244 0.6 I 0.000241 gb:X58380.1 /DB_XREF=gi:51343 /GEN=HMGI-C /FEA=FLmRNA /CNT=79 /TID=Mm.3953.1 /TIER=Stack /STK=22 /UG=Mm.3953 /LL=15364 /DEF=M.mus
MOE430_2_1450795_at 11.2 19 A A 0.12 0.19 0.6 NC 0.37 gb:NM_008497.1 /DB_XREF=gi:6678685 /GEN=Lhb /FEA=FLmRNA /CNT=7 /TID=Mm.57061.1 /TIER=FL /STK=4 /UG=Mm.57061 /LL=16866 /DEF=Mus mu
MOE430_2_1450799_at 18.6 27.5 A A 0.19 0.12 0.6 NC 0.2 gb:NM_007407.1 /DB_XREF=gi:6680647 /GEN=Adcyap1r1 /FEA=FLmRNA /CNT=13 /TID=Mm.44245.1 /TIER=FL /STK=2 /UG=Mm.44245 /LL=11517 /DEF=
MOE430_2_1450839_at 2352.8 3473.4 P P 0.000244 0.000244 0.6 I 0.00002 gb:D45203.1 /DB_XREF=gi:757508 /FEA=FLmRNA /CNT=377 /TID=Mm.4919.1 /TIER=Stack /STK=198 /UG=Mm.4919 /LL=27528 /UG_GENE=D0H4S114 /U
MOE430_2_1450849_at 260.6 395 P P 0.000244 0.000244 0.6 I 0.00002 gb:BF228203 /DB_XREF=gi:11136298 /DB_XREF=uz41b07.x1 /CLONE=IMAGE:3671605 /FEA=FLmRNA /CNT=610 /TID=Mm.2115.1 /TIER=Stack /STK=11 
MOE430_2_1450852_s_ 329.4 481.6 P P 0.000244 0.001953 0.6 I 0.000346 gb:BQ173958 /DB_XREF=gi:20349449 /DB_XREF=UI-M-DJ2-bvv-m-22-0-UI.s1 /CLONE=UI-M-DJ2-bvv-m-22-0-UI /FEA=FLmRNA /CNT=169 /TID=Mm
MOE430_2_1450873_at 253.1 292.9 P P 0.000244 0.000244 0.6 I 0.000147 gb:AI987834 /DB_XREF=gi:5819628 /DB_XREF=um07f06.x1 /CLONE=IMAGE:2182403 /FEA=FLmRNA /CNT=127 /TID=Mm.41800.1 /TIER=Stack /STK=40 /
MOE430_2_1450897_at 377.2 522.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:BM248774 /DB_XREF=gi:17884044 /DB_XREF=K0822B09-3 /CLONE=K0822B09 /FEA=FLmRNA /CNT=161 /TID=Mm.35059.1 /TIER=Stack /STK=26 /U
MOE430_2_1450917_at 1.5 2.2 A A 0.9 0.87 0.6 NC 0.07 gb:BB474208 /DB_XREF=gi:16439826 /DB_XREF=BB474208 /CLONE=D330005G22 /FEA=FLmRNA /CNT=36 /TID=Mm.10194.1 /TIER=Stack /STK=24 /UG
MOE430_2_1450986_at 47.2 63.9 P P 0.000732 0.000244 0.6 I 0.000273 gb:BB729616 /DB_XREF=gi:16112891 /DB_XREF=BB729616 /CLONE=E860111F10 /FEA=FLmRNA /CNT=167 /TID=Mm.10303.1 /TIER=Stack /STK=31 /U
MOE430_2_1451004_at 27.2 51.5 P P 0.03 0.02 0.6 NC 0.17 gb:BB818297 /DB_XREF=gi:16990926 /DB_XREF=BB818297 /CLONE=G730044H19 /FEA=FLmRNA /CNT=24 /TID=Mm.5041.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1451048_at 22.2 33.2 P P 0.000244 0.000244 0.6 NC 0.02 gb:BG086961 /DB_XREF=gi:12569525 /DB_XREF=H3132H01-5 /CLONE=H3132H01 /FEA=FLmRNA /CNT=199 /TID=Mm.19170.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1451064_a_ 376.5 586.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC004827.1 /DB_XREF=gi:13435989 /FEA=FLmRNA /CNT=395 /TID=Mm.29902.1 /TIER=FL+Stack /STK=290 /UG=Mm.29902 /DEF=Mus musculus, Sim
MOE430_2_1451139_at 4.3 2.5 A A 0.69 0.6 0.6 NC 0.14 gb:BC023498.1 /DB_XREF=gi:19483885 /FEA=FLmRNA /CNT=131 /TID=Mm.29483.1 /TIER=FL+Stack /STK=96 /UG=Mm.29483 /LL=72027 /UG_GENE=160
MOE430_2_1451146_at 79.2 157.2 P P 0.000244 0.000244 0.6 NC 0.003355 gb:BC004747.1 /DB_XREF=gi:13435779 /FEA=FLmRNA /CNT=105 /TID=Mm.30864.2 /TIER=FL+Stack /STK=92 /UG=Mm.30864 /LL=56220 /UG_GENE=Zfp
MOE430_2_1451177_at 253.7 432.2 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC017161.1 /DB_XREF=gi:16877863 /FEA=FLmRNA /CNT=145 /TID=Mm.46746.1 /TIER=FL+Stack /STK=76 /UG=Mm.46746 /LL=67035 /UG_GENE=20
MOE430_2_1451227_a_ 228.4 380.3 P P 0.000244 0.000244 0.6 I 0.00002 gb:BC027440.1 /DB_XREF=gi:20072746 /FEA=FLmRNA /CNT=76 /TID=Mm.19931.1 /TIER=FL+Stack /STK=56 /UG=Mm.19931 /DEF=Mus musculus, clone 
MOE430_2_1451254_at 1003.5 1405.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:AF367244.1 /DB_XREF=gi:17154959 /GEN=Ikbkap /FEA=FLmRNA /CNT=110 /TID=Mm.46573.1 /TIER=FL+Stack /STK=50 /UG=Mm.46573 /LL=67294 /
MOE430_2_1451308_at 33.3 42.9 P P 0.04 0.001221 0.6 I 0.000027 gb:BB829575 /DB_XREF=gi:17007818 /DB_XREF=BB829575 /CLONE=G930007M12 /FEA=FLmRNA /CNT=125 /TID=Mm.83949.1 /TIER=Stack /STK=16 /U
MOE430_2_1451319_at 49.5 68.2 P P 0.000732 0.000244 0.6 NC 0.03 gb:BC023129.1 /DB_XREF=gi:18605616 /FEA=FLmRNA /CNT=114 /TID=Mm.130235.1 /TIER=FL+Stack /STK=37 /UG=Mm.130235 /DEF=Mus musculus, Sim
MOE430_2_1451335_at 41 66.9 P P 0.02 0.01 0.6 I 0.000865 gb:AF263458.1 /DB_XREF=gi:8571447 /FEA=FLmRNA /CNT=96 /TID=Mm.34609.1 /TIER=FL+Stack /STK=35 /UG=Mm.34609 /LL=231507 /UG_GENE=onzi
MOE430_2_1451346_at 1935 2885.7 P P 0.000244 0.000244 0.6 I 0.000078 gb:BG075139 /DB_XREF=gi:12557708 /DB_XREF=H3143G03-3 /CLONE=H3143G03 /FEA=FLmRNA /CNT=98 /TID=Mm.28500.1 /TIER=Stack /STK=11 /UG
MOE430_2_1451356_at 233.7 306.8 P P 0.000732 0.000244 0.6 I 0.000035 gb:BG063586 /DB_XREF=gi:12546149 /DB_XREF=H3009A12-3 /CLONE=H3009A12 /FEA=FLmRNA /CNT=272 /TID=Mm.218657.2 /TIER=Stack /STK=102 
MOE430_2_1451400_at 257.2 402.6 P P 0.000244 0.000244 0.6 I 0.000023 gb:BC023488.1 /DB_XREF=gi:19483883 /FEA=FLmRNA /CNT=36 /TID=Mm.102118.1 /TIER=FL+Stack /STK=24 /UG=Mm.102118 /DEF=Mus musculus, Sim
MOE430_2_1451407_at 1.2 2.4 A A 0.69 0.6 0.6 NC 0.45 gb:BC004806.1 /DB_XREF=gi:13435932 /FEA=FLmRNA /CNT=36 /TID=Mm.46368.1 /TIER=FL+Stack /STK=23 /UG=Mm.46368 /LL=72058 /UG_GENE=2010
MOE430_2_1451411_at 54 78.8 P P 0.00293 0.001953 0.6 I 0.00006 gb:BC020004.1 /DB_XREF=gi:18043164 /FEA=FLmRNA /CNT=76 /TID=Mm.103439.1 /TIER=FL /STK=5 /UG=Mm.103439 /LL=64297 /UG_GENE=Gprc5b /D
MOE430_2_1451412_a_ 160.7 241.1 P P 0.001953 0.001953 0.6 I 0.001651 gb:AY082613.1 /DB_XREF=gi:19908405 /FEA=FLmRNA /CNT=97 /TID=Mm.154307.1 /TIER=FL+Stack /STK=22 /UG=Mm.154307 /LL=55978 /UG_GENE=06
MOE430_2_1451454_at 0.5 0.7 A A 0.96 0.86 0.6 NC 0.2 gb:BB528056 /DB_XREF=gi:16444586 /DB_XREF=BB528056 /CLONE=D930044J15 /FEA=FLmRNA /CNT=46 /TID=Mm.128861.1 /TIER=Stack /STK=14 /U
MOE430_2_1451478_at 2.4 2 A A 0.75 0.69 0.6 NC 0.6 gb:BC023373.1 /DB_XREF=gi:19483941 /FEA=FLmRNA /CNT=30 /TID=Mm.50809.1 /TIER=FL+Stack /STK=16 /UG=Mm.50809 /DEF=Mus musculus, Simila
MOE430_2_1451558_at 40 67.7 P P 0.01 0.001953 0.6 I 0.000438 gb:AV338062 /DB_XREF=gi:16396615 /DB_XREF=AV338062 /CLONE=6430407G20 /FEA=FLmRNA /CNT=88 /TID=Mm.196475.1 /TIER=Stack /STK=26 /U
MOE430_2_1451591_a_ 63.4 122.4 P P 0.01 0.001221 0.6 I 0.000068 gb:BC006797.1 /DB_XREF=gi:13905027 /FEA=FLmRNA /CNT=14 /TID=Mm.3374.2 /TIER=FL /STK=6 /UG=Mm.3374 /LL=13641 /UG_GENE=Efnb1 /DEF=M
MOE430_2_1451649_a_ 158.4 235.7 P P 0.000732 0.000244 0.6 I 0.00004 gb:BC004071.1 /DB_XREF=gi:13278557 /FEA=FLmRNA /CNT=9 /TID=Mm.38955.1 /TIER=FL /STK=3 /UG=Mm.38955 /LL=73674 /UG_GENE=2410118I19Ri
MOE430_2_1451675_a_ 0.5 1.2 A A 0.99 0.96 0.6 NC 0.07 gb:M63244.1 /DB_XREF=gi:1220399 /GEN=ALAS-E /FEA=FLmRNA /CNT=34 /TID=Mm.140509.2 /TIER=FL /STK=2 /UG=Mm.140509 /LL=11656 /DEF=Mu
MOE430_2_1451740_at 115.3 183.7 P P 0.000732 0.000244 0.6 I 0.00002 gb:BB406189 /DB_XREF=gi:16415598 /DB_XREF=BB406189 /CLONE=C330045B02 /FEA=FLmRNA /CNT=63 /TID=Mm.25450.1 /TIER=Stack /STK=23 /UG
MOE430_2_1451753_at 166.4 264.2 P P 0.000244 0.000244 0.6 I 0.000027 gb:D86949.1 /DB_XREF=gi:1655431 /FEA=FLmRNA /CNT=26 /TID=Mm.2251.1 /TIER=FL /STK=1 /UG=Mm.2251 /LL=18845 /UG_GENE=Plxna2 /DEF=Mus 
MOE430_2_1451775_s_ 6.2 9.5 A A 0.27 0.36 0.6 NC 0.25 gb:S80963.1 /DB_XREF=gi:1911503 /GEN=NR4 /FEA=FLmRNA /CNT=11 /TID=Mm.24208.1 /TIER=FL /STK=1 /UG=Mm.24208 /LL=16164 /DEF=Mus musc
MOE430_2_1451911_a_ 26 34.4 P P 0.03 0.01 0.6 NC 0.5 gb:M55333.1 /DB_XREF=gi:191589 /FEA=FLmRNA /CNT=1 /TID=Mm.754.1 /TIER=FL /STK=1 /UG=Mm.754 /LL=11421 /UG_GENE=Ace /DEF=Mouse testi
MOE430_2_1451925_at 7.1 9 A A 0.43 0.3 0.6 NC 0.5 gb:AF016631.1 /DB_XREF=gi:2739476 /GEN=Ta /FEA=FLmRNA /CNT=1 /TID=Mm.6258.3 /TIER=FL /STK=1 /UG=Mm.6258 /LL=13607 /DEF=Mus musculu
MOE430_2_1451926_at 5.7 6.1 A A 0.3 0.27 0.6 NC 0.08 gb:AY042194.1 /DB_XREF=gi:15546028 /GEN=MrgA4 /FEA=FLmRNA /CNT=1 /TID=Mm.207065.1 /TIER=FL /STK=1 /UG=Mm.207065 /DEF=Mus musculus
MOE430_2_1451999_at 10.9 17.9 A P 0.12 0.01 0.6 NC 0.04 gb:AF114378.2 /DB_XREF=gi:11612595 /FEA=FLmRNA /CNT=36 /TID=Mm.29733.2 /TIER=FL+Stack /STK=20 /UG=Mm.29733 /LL=24131 /UG_GENE=Ldb3
MOE430_2_1452018_at 16.5 19.9 A A 0.36 0.11 0.6 NC 0.08 gb:AF045150.1 /DB_XREF=gi:3098519 /GEN=Nkx2-6 /FEA=FLmRNA /CNT=10 /TID=Mm.7507.1 /TIER=FL /STK=1 /UG=Mm.7507 /LL=18092 /DEF=Mus m
MOE430_2_1452123_s_ 4.6 7.5 A A 0.24 0.12 0.6 NC 0.5 gb:BG067753 /DB_XREF=gi:12550322 /DB_XREF=H3057G09-3 /CLONE=H3057G09 /FEA=FLmRNA /CNT=84 /TID=Mm.27789.2 /TIER=Stack /STK=11 /UG
MOE430_2_1452154_at 217.6 403.6 P P 0.000244 0.000244 0.6 I 0.000241 gb:BE915338 /DB_XREF=gi:10414866 /DB_XREF=601667619F1 /CLONE=IMAGE:3967493 /FEA=mRNA /CNT=189 /TID=Mm.21118.1 /TIER=Stack /STK=10
MOE430_2_1452158_at 175.1 216.7 P P 0.000244 0.000244 0.6 I 0.001832 gb:BM238943 /DB_XREF=gi:17874213 /DB_XREF=K0526B04-3 /CLONE=K0526B04 /FEA=mRNA /CNT=345 /TID=Mm.154511.1 /TIER=Stack /STK=57 /UG
MOE430_2_1452229_at 10.9 18.8 A A 0.3 0.06 0.6 NC 0.12 gb:BB657856 /DB_XREF=gi:16491682 /DB_XREF=BB657856 /CLONE=D230019A04 /FEA=mRNA /CNT=50 /TID=Mm.10650.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452268_at 42.9 78.9 P P 0.001953 0.008057 0.6 NC 0.005409 gb:AV337692 /DB_XREF=gi:16396544 /DB_XREF=AV337692 /CLONE=6430402M21 /FEA=mRNA /CNT=81 /TID=Mm.27493.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1452269_at 4.7 5.8 A A 0.5 0.39 0.6 NC 0.5 gb:AF026489.1 /DB_XREF=gi:2511783 /GEN=Spnb3 /FEA=mRNA /CNT=62 /TID=Mm.7363.1 /TIER=Stack /STK=29 /UG=Mm.7363 /LL=20743 /DEF=Mus m
MOE430_2_1452310_at 105.1 148.2 P P 0.000732 0.000244 0.6 I 0.000023 gb:BB440612 /DB_XREF=gi:16424668 /DB_XREF=BB440612 /CLONE=D030022J10 /FEA=mRNA /CNT=36 /TID=Mm.45159.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1452332_at 2.3 4.2 A A 0.46 0.36 0.6 NC 0.28 gb:AW060797 /DB_XREF=gi:6008548 /DB_XREF=UI-M-BH1-anu-g-08-0-UI.s1 /CLONE=UI-M-BH1-anu-g-08-0-UI /FEA=mRNA /CNT=81 /TID=Mm.93759
MOE430_2_1452374_at 57.6 74.5 P P 0.008057 0.000732 0.6 I 0.00002 gb:BB315154 /DB_XREF=gi:16403022 /DB_XREF=BB315154 /CLONE=B230353G21 /FEA=mRNA /CNT=79 /TID=Mm.46224.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1452385_at 20.4 28.5 P P 0.04 0.04 0.6 NC 0.08 gb:BG076275 /DB_XREF=gi:12558844 /DB_XREF=H3157G05-3 /CLONE=H3157G05 /FEA=mRNA /CNT=69 /TID=Mm.5026.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1452393_at 4.1 7.9 A A 0.24 0.33 0.6 NC 0.5 gb:BB014626 /DB_XREF=gi:15403319 /DB_XREF=BB014626 /CLONE=4930483L24 /FEA=mRNA /CNT=20 /TID=Mm.77877.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1452403_a_ 1.2 1.2 A A 0.87 0.82 0.6 NC 0.01 gb:AF091846.1 /DB_XREF=gi:4092676 /GEN=Oc90 /FEA=mRNA /CNT=9 /TID=Mm.41776.2 /TIER=ConsEnd /STK=6 /UG=Mm.41776 /LL=18256 /DEF=Mus
MOE430_2_1452430_s_ 449.1 658.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:X66091.1 /DB_XREF=gi:50027 /FEA=mRNA /CNT=44 /TID=Mm.220341.1 /TIER=ConsEnd /STK=0 /UG=Mm.220341 /UG_TITLE=M.musculus ASF mRNA 
MOE430_2_1452466_a_ 78.8 121.8 P P 0.001221 0.000244 0.6 NC 0.009292 gb:BC026130.1 /DB_XREF=gi:20070683 /FEA=mRNA /CNT=11 /TID=Mm.12931.2 /TIER=ConsEnd /STK=0 /UG=Mm.12931 /LL=19654 /UG_GENE=Rbm6 /U
MOE430_2_1452556_at 43.4 69.3 P P 0.01 0.005859 0.6 NC 0.05 gb:BF580235 /DB_XREF=gi:11653947 /DB_XREF=602099052F1 /CLONE=IMAGE:4219044 /FEA=mRNA /CNT=2 /TID=Mm.214467.1 /TIER=ConsEnd /STK=0
MOE430_2_1452597_at 311.6 420.4 P P 0.000244 0.000244 0.6 I 0.001651 gb:AW045976 /DB_XREF=gi:5906505 /DB_XREF=UI-M-BH1-alc-a-11-0-UI.s1 /CLONE=UI-M-BH1-alc-a-11-0-UI /FEA=mRNA /CNT=73 /TID=Mm.4011.1 
MOE430_2_1452604_at 40.2 53.8 P P 0.000244 0.000732 0.6 NC 0.17 gb:BB667840 /DB_XREF=gi:16399289 /DB_XREF=BB667840 /CLONE=C730046G22 /FEA=mRNA /CNT=55 /TID=Mm.77864.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1452612_at 135.8 219.5 P P 0.000244 0.000244 0.6 I 0.00004 gb:BM231649 /DB_XREF=gi:17866919 /DB_XREF=K0312F06-3 /CLONE=K0312F06 /FEA=mRNA /CNT=105 /TID=Mm.162637.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1452627_at 88.4 149 P P 0.000244 0.000244 0.6 I 0.001201 gb:BG066990 /DB_XREF=gi:12549559 /DB_XREF=H3049D01-3 /CLONE=H3049D01 /FEA=mRNA /CNT=89 /TID=Mm.28232.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1452655_at 12.5 21.2 P P 0.03 0.02 0.6 NC 0.03 gb:BB834998 /DB_XREF=gi:17013241 /DB_XREF=BB834998 /CLONE=G930034A09 /FEA=mRNA /CNT=186 /TID=Mm.34326.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1452657_at 261.6 345.6 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK005223.1 /DB_XREF=gi:12837632 /FEA=mRNA /CNT=181 /TID=Mm.12390.1 /TIER=Stack /STK=137 /UG=Mm.12390 /LL=68960 /UG_GENE=1500012
MOE430_2_1452712_at 176.7 291.2 P P 0.000244 0.000244 0.6 I 0.000046 gb:AK011930.1 /DB_XREF=gi:12848357 /FEA=mRNA /CNT=163 /TID=Mm.219668.1 /TIER=Stack /STK=9 /UG=Mm.219668 /LL=114667 /UG_GENE=261020
MOE430_2_1452750_at 44.9 64.8 P P 0.005859 0.000244 0.6 I 0.000147 gb:BB820846 /DB_XREF=gi:16993475 /DB_XREF=BB820846 /CLONE=G830009C02 /FEA=mRNA /CNT=65 /TID=Mm.44816.1 /TIER=Stack /STK=50 /UG=M
MOE430_2_1452819_at 8.7 14.9 A P 0.43 0.03 0.6 MI 0.00249 gb:AK017260.1 /DB_XREF=gi:12856410 /FEA=mRNA /CNT=82 /TID=Mm.89629.1 /TIER=ConsEnd /STK=2 /UG=Mm.89629 /LL=74495 /UG_GENE=5430402
MOE430_2_1452821_at 143.4 214.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK020218.1 /DB_XREF=gi:12860732 /FEA=mRNA /CNT=53 /TID=Mm.41057.1 /TIER=Stack /STK=35 /UG=Mm.41057 /LL=68078 /UG_GENE=5330433G1
MOE430_2_1452838_at 67.1 88.5 P P 0.008057 0.001953 0.6 I 0.000346 gb:AK019495.1 /DB_XREF=gi:12859739 /FEA=mRNA /CNT=87 /TID=Mm.133560.1 /TIER=Stack /STK=32 /UG=Mm.133560 /LL=77591 /UG_GENE=Ddx10 /
MOE430_2_1452852_at 168.1 248.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK016638.1 /DB_XREF=gi:12855483 /GEN=D16Wsu83e /FEA=mRNA /CNT=117 /TID=Mm.196472.1 /TIER=Stack /STK=28 /UG=Mm.196472 /LL=28071 
MOE430_2_1452881_at 139.9 190 P P 0.000732 0.000244 0.6 I 0.00002 gb:AW488914 /DB_XREF=gi:7059184 /DB_XREF=UI-M-BH3-ash-a-12-0-UI.s1 /CLONE=UI-M-BH3-ash-a-12-0-UI /FEA=mRNA /CNT=62 /TID=Mm.28675
MOE430_2_1452893_s_ 10 21.6 A A 0.12 0.08 0.6 NC 0.02 gb:BB772205 /DB_XREF=gi:16213896 /DB_XREF=BB772205 /CLONE=G370140O07 /FEA=mRNA /CNT=58 /TID=Mm.34074.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1452917_at 251.4 348.4 P P 0.000244 0.000244 0.6 I 0.000078 gb:AK011489.1 /DB_XREF=gi:12847645 /FEA=mRNA /CNT=55 /TID=Mm.27997.1 /TIER=Stack /STK=21 /UG=Mm.27997 /LL=72151 /UG_GENE=Rfc5 /UG_
MOE430_2_1452970_at 213.6 340.3 P P 0.000244 0.000244 0.6 I 0.00006 gb:AK017929.1 /DB_XREF=gi:12857428 /FEA=mRNA /CNT=72 /TID=Mm.31417.1 /TIER=Stack /STK=16 /UG=Mm.31417 /LL=76007 /UG_GENE=Zfp198 /U
MOE430_2_1452986_at 6.8 12.4 A A 0.46 0.27 0.6 NC 0.19 gb:AK002584.1 /DB_XREF=gi:12832674 /FEA=mRNA /CNT=57 /TID=Mm.157442.1 /TIER=Stack /STK=15 /UG=Mm.157442 /UG_TITLE=Mus musculus adult
MOE430_2_1452994_at 56.8 79.2 P P 0.01 0.001221 0.6 I 0.000214 gb:AK017225.1 /DB_XREF=gi:12856359 /FEA=mRNA /CNT=21 /TID=Mm.17858.1 /TIER=Stack /STK=14 /UG=Mm.17858 /LL=71407 /UG_GENE=5230400C1
MOE430_2_1453001_at 96.4 131.2 P P 0.000244 0.000244 0.6 I 0.000241 gb:AU017373 /DB_XREF=gi:3372792 /DB_XREF=AU017373 /CLONE=J0738C07 /FEA=mRNA /CNT=56 /TID=Mm.26040.1 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1453006_at 47.2 63.6 P P 0.01 0.02 0.6 NC 0.005933 gb:AI506568 /DB_XREF=gi:4404419 /DB_XREF=vl96b04.x1 /CLONE=IMAGE:988495 /FEA=mRNA /CNT=26 /TID=Mm.41674.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1453051_at 13.8 31.2 P P 0.03 0.02 0.6 NC 0.04 gb:AI509716 /DB_XREF=gi:4408621 /DB_XREF=vx21g12.y1 /CLONE=IMAGE:1265158 /FEA=mRNA /CNT=41 /TID=Mm.33370.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453106_a_ 158.7 236.9 P P 0.000244 0.000244 0.6 I 0.000078 gb:AK015403.1 /DB_XREF=gi:12853734 /FEA=mRNA /CNT=54 /TID=Mm.27544.2 /TIER=Stack /STK=47 /UG=Mm.27544 /LL=67897 /UG_GENE=2610002P1
MOE430_2_1453141_at 72 113.2 P P 0.001221 0.000732 0.6 I 0.000273 gb:BE370605 /DB_XREF=gi:9315955 /DB_XREF=601219759F1 /CLONE=IMAGE:3588494 /FEA=mRNA /CNT=24 /TID=Mm.46616.1 /TIER=Stack /STK=21 /
MOE430_2_1453168_at 15.6 24.5 P P 0.01 0.005859 0.6 NC 0.01 gb:AK006501.1 /DB_XREF=gi:12839636 /FEA=mRNA /CNT=20 /TID=Mm.158282.1 /TIER=Stack /STK=18 /UG=Mm.158282 /LL=69479 /UG_GENE=1700029
MOE430_2_1453227_at 37.1 57.8 P P 0.00415 0.000244 0.6 NC 0.003355 gb:BG801497 /DB_XREF=gi:17948373 /DB_XREF=0104-78 /FEA=mRNA /CNT=24 /TID=Mm.73079.1 /TIER=ConsEnd /STK=0 /UG=Mm.73079 /LL=73296 /
MOE430_2_1453273_at 0.5 2.2 A A 0.9 0.43 0.6 NC 0.28 gb:AV142265 /DB_XREF=gi:16382942 /DB_XREF=AV142265 /CLONE=2810422A08 /FEA=mRNA /CNT=23 /TID=Mm.76079.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1453289_at 34.1 47.2 P P 0.000244 0.000732 0.6 NC 0.08 gb:AI481660 /DB_XREF=gi:4374886 /DB_XREF=vh27b12.x1 /CLONE=IMAGE:876671 /FEA=mRNA /CNT=27 /TID=Mm.86705.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1453293_a_ 81.3 108 P P 0.001221 0.000244 0.6 I 0.001336 gb:AK015537.1 /DB_XREF=gi:12853920 /FEA=mRNA /CNT=20 /TID=Mm.195980.1 /TIER=Stack /STK=8 /UG=Mm.195980 /LL=70419 /UG_GENE=2810408A
MOE430_2_1453304_s_ 63.8 97.3 P P 0.000732 0.000732 0.6 I 0.00004 gb:BM245572 /DB_XREF=gi:17880842 /DB_XREF=K0726E03-3 /CLONE=K0726E03 /FEA=mRNA /CNT=10 /TID=Mm.204648.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1453311_at 21 29.5 P P 0.01 0.000244 0.6 NC 0.05 gb:BM202851 /DB_XREF=gi:17757222 /DB_XREF=C0245G12-3 /CLONE=C0245G12 /FEA=mRNA /CNT=8 /TID=Mm.133307.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1453352_at 0.9 1.8 A A 0.96 0.8 0.6 NC 0.41 gb:BE979227 /DB_XREF=gi:10645906 /DB_XREF=UI-M-BG2-bbw-e-09-0-UI.s1 /CLONE=UI-M-BG2-bbw-e-09-0-UI /FEA=mRNA /CNT=8 /TID=Mm.6540
MOE430_2_1453415_at 5.8 7.2 A A 0.24 0.12 0.6 NC 0.44 gb:AK014355.1 /DB_XREF=gi:12852149 /FEA=mRNA /CNT=21 /TID=Mm.32165.1 /TIER=ConsEnd /STK=3 /UG=Mm.32165 /LL=67571 /UG_GENE=4833425
MOE430_2_1453422_a_ 81 119.4 P P 0.000244 0.000732 0.6 I 0.000492 gb:AK003858.1 /DB_XREF=gi:12834780 /FEA=mRNA /CNT=13 /TID=Mm.42110.1 /TIER=ConsEnd /STK=3 /UG=Mm.42110 /LL=68646 /UG_GENE=1110020
MOE430_2_1453440_at 2.4 6.1 A A 0.66 0.19 0.6 NC 0.06 gb:AK015018.1 /DB_XREF=gi:12853192 /FEA=mRNA /CNT=5 /TID=Mm.158501.1 /TIER=ConsEnd /STK=3 /UG=Mm.158501 /LL=70941 /UG_GENE=492153
MOE430_2_1453458_at 0.9 1.5 A A 0.99 0.78 0.6 NC 0.28 gb:BM121183 /DB_XREF=gi:17089209 /DB_XREF=L0949E03-3 /CLONE=L0949E03 /FEA=mRNA /CNT=4 /TID=Mm.161951.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1453489_at 3.8 7.2 A A 0.69 0.6 0.6 NC 0.1 gb:BM213880 /DB_XREF=gi:17771895 /DB_XREF=C0842H11-3 /CLONE=C0842H11 /FEA=mRNA /CNT=10 /TID=Mm.171395.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1453514_at 11.2 14.5 P P 0.001953 0.00415 0.6 NC 0.02 gb:AK020224.1 /DB_XREF=gi:12860739 /FEA=mRNA /CNT=6 /TID=Mm.177473.1 /TIER=ConsEnd /STK=2 /UG=Mm.177473 /UG_TITLE=Mus musculus 15 d
MOE430_2_1453565_at 7.9 14.6 P A 0.04 0.09 0.6 NC 0.48 gb:AV221509 /DB_XREF=gi:6170686 /DB_XREF=AV221509 /CLONE=3425401B10 /FEA=mRNA /CNT=38 /TID=Mm.195621.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453622_s_ 55.5 80.6 P P 0.000244 0.000244 0.6 I 0.001077 gb:AK008707.1 /DB_XREF=gi:12843066 /FEA=mRNA /CNT=6 /TID=Mm.215191.1 /TIER=ConsEnd /STK=1 /UG=Mm.215191 /LL=70122 /UG_GENE=221001
MOE430_2_1453681_at 30 66.2 P P 0.000732 0.000732 0.6 I 0.000214 gb:AK011886.1 /DB_XREF=gi:12848288 /FEA=mRNA /CNT=4 /TID=Mm.160330.1 /TIER=ConsEnd /STK=1 /UG=Mm.160330 /UG_TITLE=Mus musculus 10 d
MOE430_2_1453722_s_ 753.2 1291.2 P P 0.000244 0.000244 0.6 I 0.000035 gb:BF682801 /DB_XREF=gi:11956696 /DB_XREF=602117181F1 /CLONE=IMAGE:3468213 /FEA=mRNA /CNT=97 /TID=Mm.196619.1 /TIER=ConsEnd /STK=
MOE430_2_1453814_at 2.2 3.6 A A 0.66 0.24 0.6 NC 0.1 gb:BE952702 /DB_XREF=gi:10593432 /DB_XREF=UI-M-BH4-azj-b-03-0-UI.s1 /CLONE=UI-M-BH4-azj-b-03-0-UI /FEA=mRNA /CNT=6 /TID=Mm.53687.1
MOE430_2_1453829_at 2.7 2.8 A A 0.88 0.82 0.6 NC 0.34 gb:BE948719 /DB_XREF=gi:10526478 /DB_XREF=UI-M-BH3-awb-h-06-0-UI.s4 /CLONE=UI-M-BH3-awb-h-06-0-UI /FEA=mRNA /CNT=6 /TID=Mm.1504
MOE430_2_1453856_at 7.5 7.1 A A 0.5 0.6 0.6 NC 0.45 gb:AK016700.1 /DB_XREF=gi:12855579 /FEA=mRNA /CNT=6 /TID=Mm.56581.2 /TIER=ConsEnd /STK=0 /UG=Mm.56581 /LL=72147 /UG_GENE=2610019F
MOE430_2_1453860_s_ 4.6 4.6 A A 0.5 0.35 0.6 NC 0.5 gb:BB600983 /DB_XREF=gi:16450512 /DB_XREF=BB600983 /CLONE=D430003M11 /FEA=mRNA /CNT=4 /TID=Mm.220887.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453904_at 0.4 0.7 A A 0.63 0.75 0.6 NC 0.53 gb:AK015926.1 /DB_XREF=gi:12854457 /FEA=mRNA /CNT=4 /TID=Mm.78617.1 /TIER=ConsEnd /STK=1 /UG=Mm.78617 /LL=75172 /UG_GENE=4930528G
MOE430_2_1453911_at 1.4 3.9 A A 0.82 0.6 0.6 NC 0.03 gb:AK019816.1 /DB_XREF=gi:12860162 /GEN=Amfr /FEA=mRNA /CNT=2 /TID=Mm.34641.3 /TIER=ConsEnd /STK=1 /UG=Mm.34641 /LL=23802 /UG_TITL
MOE430_2_1453920_a_ 36 48.6 P P 0.00415 0.000244 0.6 MI 0.002249 gb:BB000068 /DB_XREF=gi:7839996 /DB_XREF=BB000068 /CLONE=2410013I23 /FEA=mRNA /CNT=2 /TID=Mm.27132.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1453932_at 4 4.3 A A 0.6 0.53 0.6 NC 0.5 gb:AK016502.1 /DB_XREF=gi:12855270 /FEA=mRNA /CNT=2 /TID=Mm.158526.1 /TIER=ConsEnd /STK=1 /UG=Mm.158526 /LL=70994 /UG_GENE=493143
MOE430_2_1453955_a_ 1 0.5 A A 0.96 0.99 0.6 NC 0.5 gb:AK015916.1 /DB_XREF=gi:12854440 /FEA=mRNA /CNT=2 /TID=Mm.84527.1 /TIER=ConsEnd /STK=1 /UG=Mm.84527 /LL=73866 /UG_GENE=4930432H
MOE430_2_1453958_at 1.8 4.3 A A 0.85 0.66 0.6 NC 0.22 gb:AK011866.1 /DB_XREF=gi:12848257 /FEA=mRNA /CNT=2 /TID=Mm.108546.1 /TIER=ConsEnd /STK=1 /UG=Mm.108546 /LL=72481 /UG_GENE=261020
MOE430_2_1453967_at 3.9 3.6 A A 0.6 0.6 0.6 NC 0.44 gb:AI414504 /DB_XREF=gi:4258008 /DB_XREF=ma40a11.x1 /CLONE=IMAGE:313148 /FEA=mRNA /CNT=4 /TID=Mm.139404.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453968_at 0.5 1.4 A A 0.99 0.99 0.6 NC 0.04 gb:AK019523.1 /DB_XREF=gi:12859785 /FEA=mRNA /CNT=3 /TID=Mm.160131.1 /TIER=ConsEnd /STK=0 /UG=Mm.160131 /LL=78786 /UG_GENE=483343
MOE430_2_1453994_at 5.1 10.2 A A 0.33 0.14 0.6 NC 0.45 gb:AK013815.1 /DB_XREF=gi:12851320 /FEA=mRNA /CNT=2 /TID=Mm.158947.1 /TIER=ConsEnd /STK=0 /UG=Mm.158947 /LL=73111 /UG_GENE=290008
MOE430_2_1454027_at 1.4 0.8 A A 0.78 0.88 0.6 NC 0.39 gb:AK019619.1 /DB_XREF=gi:12859918 /FEA=mRNA /CNT=1 /TID=Mm.160149.1 /TIER=ConsEnd /STK=0 /UG=Mm.160149 /LL=78905 /UG_GENE=493044
MOE430_2_1454040_at 15.5 17.4 A A 0.19 0.24 0.6 NC 0.49 gb:AK019984.1 /DB_XREF=gi:12860420 /FEA=mRNA /CNT=1 /TID=Mm.159946.1 /TIER=ConsEnd /STK=0 /UG=Mm.159946 /LL=77581 /UG_GENE=573059
MOE430_2_1454084_a_ 28.8 50.6 P P 0.000244 0.000732 0.6 NC 0.007788 gb:AK018606.1 /DB_XREF=gi:12858398 /FEA=mRNA /CNT=1 /TID=Mm.78515.1 /TIER=ConsEnd /STK=0 /UG=Mm.78515 /LL=71599 /UG_GENE=9130010J



MOE430_2_1454097_at 8.4 11.8 A P 0.19 0.02 0.6 NC 0.14 gb:AK015254.1 /DB_XREF=gi:12853518 /FEA=mRNA /CNT=1 /TID=Mm.159269.1 /TIER=ConsEnd /STK=0 /UG=Mm.159269 /LL=74638 /UG_GENE=493043
MOE430_2_1454116_a_ 270.2 354.8 P P 0.000732 0.000244 0.6 I 0.000167 gb:AK002299.1 /DB_XREF=gi:12832180 /FEA=mRNA /CNT=1 /TID=Mm.34567.2 /TIER=ConsEnd /STK=0 /UG=Mm.34567 /LL=66410 /UG_GENE=2410017I1
MOE430_2_1454117_at 4.8 9.4 A A 0.39 0.12 0.6 NC 0.26 gb:AK019938.1 /DB_XREF=gi:12860347 /GEN=Abcc9 /FEA=mRNA /CNT=1 /TID=Mm.160271.1 /TIER=ConsEnd /STK=0 /UG=Mm.160271 /UG_TITLE=Mus 
MOE430_2_1454121_x_ 5.6 9.5 A A 0.14 0.14 0.6 NC 0.49 gb:AK006197.1 /DB_XREF=gi:12839163 /FEA=mRNA /CNT=1 /TID=Mm.195660.1 /TIER=ConsEnd /STK=0 /UG=Mm.195660 /LL=73254 /UG_GENE=170002
MOE430_2_1454128_at 0.8 0.9 A A 0.9 0.91 0.6 NC 0.25 gb:AK015127.1 /DB_XREF=gi:12853347 /FEA=mRNA /CNT=1 /TID=Mm.159263.1 /TIER=ConsEnd /STK=0 /UG=Mm.159263 /LL=74627 /UG_GENE=493041
MOE430_2_1454140_at 4.6 7 A A 0.5 0.43 0.6 NC 0.54 gb:AK017085.1 /DB_XREF=gi:12856164 /GEN=Ncam /FEA=mRNA /CNT=1 /TID=Mm.220135.1 /TIER=ConsEnd /STK=0 /UG=Mm.220135 /UG_TITLE=Mus m
MOE430_2_1454144_a_ 9.9 10.6 A P 0.27 0.04 0.6 NC 0.25 gb:AK014079.1 /DB_XREF=gi:12851726 /FEA=mRNA /CNT=1 /TID=Mm.4300.3 /TIER=ConsEnd /STK=0 /UG=Mm.4300 /LL=51813 /UG_GENE=Ccnc /UG_T
MOE430_2_1454154_at 4.4 11.9 A A 0.45 0.56 0.6 NC 0.45 gb:AK016833.1 /DB_XREF=gi:12855779 /FEA=mRNA /CNT=1 /TID=Mm.158595.1 /TIER=ConsEnd /STK=0 /UG=Mm.158595 /LL=71159 /UG_GENE=493341
MOE430_2_1454183_at 3.1 4.1 A A 0.78 0.75 0.6 NC 0.02 gb:AK005626.1 /DB_XREF=gi:12838300 /FEA=mRNA /CNT=1 /TID=Mm.21819.2 /TIER=ConsEnd /STK=0 /UG=Mm.21819 /LL=68035 /UG_GENE=3100004P
MOE430_2_1454195_at 20.2 21.3 P P 0.03 0.01 0.6 NC 0.31 gb:AK017041.1 /DB_XREF=gi:12856097 /FEA=mRNA /CNT=1 /TID=Mm.195610.1 /TIER=ConsEnd /STK=0 /UG=Mm.195610 /LL=71226 /UG_GENE=493343
MOE430_2_1454196_at 4.9 4.2 P A 0.01 0.14 0.6 NC 0.45 gb:AK016245.1 /DB_XREF=gi:12854900 /FEA=mRNA /CNT=1 /TID=Mm.159616.1 /TIER=ConsEnd /STK=0 /UG=Mm.159616 /LL=75902 /UG_GENE=493056
MOE430_2_1454197_a_ 188 245.5 P P 0.000732 0.000732 0.6 I 0.001336 gb:AK016771.1 /DB_XREF=gi:12855682 /FEA=mRNA /CNT=1 /TID=Mm.24770.2 /TIER=ConsEnd /STK=0 /UG=Mm.24770 /LL=74079 /UG_GENE=4933411H
MOE430_2_1454222_a_ 15.9 23.2 A A 0.3 0.09 0.6 NC 0.008511 gb:AK013632.1 /DB_XREF=gi:12851066 /FEA=mRNA /CNT=1 /TID=Mm.139258.1 /TIER=ConsEnd /STK=0 /UG=Mm.139258 /LL=72894 /UG_GENE=290004
MOE430_2_1454263_at 13.9 26 P P 0.01 0.01 0.6 NC 0.46 gb:AK016252.1 /DB_XREF=gi:12854909 /FEA=mRNA /CNT=1 /TID=Mm.159609.1 /TIER=ConsEnd /STK=0 /UG=Mm.159609 /LL=75875 /UG_GENE=493056
MOE430_2_1454303_at 2.6 3.7 A A 0.69 0.39 0.6 NC 0.16 gb:BB115600 /DB_XREF=gi:8768168 /DB_XREF=BB115600 /CLONE=9530051D10 /FEA=mRNA /CNT=3 /TID=Mm.160112.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454344_at 1.3 7.2 A A 0.53 0.09 0.6 NC 0.49 gb:AK014708.1 /DB_XREF=gi:12852723 /FEA=mRNA /CNT=2 /TID=Mm.159055.1 /TIER=ConsEnd /STK=0 /UG=Mm.159055 /LL=73760 /UG_GENE=483341
MOE430_2_1454348_at 4.9 13.6 A A 0.3 0.21 0.6 NC 0.46 gb:AV279361 /DB_XREF=gi:6267398 /DB_XREF=AV279361 /CLONE=4933407C09 /FEA=mRNA /CNT=2 /TID=Mm.61180.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454419_at 5.3 8.7 A A 0.3 0.27 0.6 NC 0.49 gb:AK015985.1 /DB_XREF=gi:12854546 /FEA=mRNA /CNT=1 /TID=Mm.159591.1 /TIER=ConsEnd /STK=0 /UG=Mm.159591 /LL=75825 /UG_GENE=493053
MOE430_2_1454422_at 0.7 2.6 A A 0.97 0.85 0.6 NC 0.06 gb:AK015477.1 /DB_XREF=gi:12853837 /FEA=mRNA /CNT=1 /TID=Mm.159353.1 /TIER=ConsEnd /STK=0 /UG=Mm.159353 /LL=74887 /UG_GENE=493045
MOE430_2_1454569_at 1 1 A A 0.85 0.93 0.6 NC 0.21 gb:AK015601.1 /DB_XREF=gi:12854000 /FEA=mRNA /CNT=1 /TID=Mm.159373.1 /TIER=ConsEnd /STK=0 /UG=Mm.159373 /LL=74935 /UG_GENE=493048
MOE430_2_1454652_at 246.9 319.7 P P 0.000732 0.000732 0.6 I 0.000088 gb:AV221867 /DB_XREF=gi:16384794 /DB_XREF=AV221867 /CLONE=3632429L03 /FEA=EST /CNT=191 /TID=Mm.21203.1 /TIER=Stack /STK=93 /UG=Mm
MOE430_2_1454703_x_ 67.4 49.6 P P 0.01 0.005859 0.6 I 0.001832 gb:BF163381 /DB_XREF=gi:11043635 /DB_XREF=601771740F1 /CLONE=IMAGE:3991137 /FEA=EST /CNT=73 /TID=Mm.28239.2 /TIER=Stack /STK=67 /U
MOE430_2_1454705_at 242.1 445.2 P P 0.000244 0.000244 0.6 I 0.000147 gb:BM235412 /DB_XREF=gi:17870682 /DB_XREF=K0417H09-3 /CLONE=K0417H09 /FEA=EST /CNT=157 /TID=Mm.3224.1 /TIER=Stack /STK=66 /UG=Mm
MOE430_2_1454763_at 76.4 100.1 P P 0.000244 0.000244 0.6 I 0.000966 gb:BQ174531 /DB_XREF=gi:20350027 /DB_XREF=UI-M-DJ2-bvy-m-10-0-UI.s1 /CLONE=UI-M-DJ2-bvy-m-10-0-UI /FEA=EST /CNT=151 /TID=Mm.3893
MOE430_2_1454774_at 168.1 296 P P 0.000244 0.000244 0.6 I 0.000068 gb:BF141180 /DB_XREF=gi:10980220 /DB_XREF=601789179F1 /CLONE=IMAGE:4016850 /FEA=EST /CNT=89 /TID=Mm.220893.1 /TIER=Stack /STK=51 /
MOE430_2_1454830_at 682.2 1032.1 P P 0.000244 0.000244 0.6 I 0.00003 gb:AV010392 /DB_XREF=gi:16356134 /DB_XREF=AV010392 /CLONE=1110025N19 /FEA=EST /CNT=56 /TID=Mm.29576.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1454905_at 61.2 98.4 P P 0.005859 0.000732 0.6 I 0.001651 gb:BM250711 /DB_XREF=gi:17885981 /DB_XREF=K0854A12-3 /CLONE=K0854A12 /FEA=EST /CNT=108 /TID=Mm.22315.1 /TIER=Stack /STK=36 /UG=M
MOE430_2_1454906_at 3.9 6.7 A A 0.3 0.3 0.6 NC 0.5 gb:BB266455 /DB_XREF=gi:16400349 /DB_XREF=BB266455 /CLONE=A830025K23 /FEA=EST /CNT=88 /TID=Mm.4093.2 /TIER=Stack /STK=36 /UG=Mm.
MOE430_2_1454907_at 26.7 44.8 A A 0.19 0.09 0.6 NC 0.3 gb:AA709993 /DB_XREF=gi:2719911 /DB_XREF=vt36b04.r1 /CLONE=IMAGE:1165135 /FEA=EST /CNT=41 /TID=Mm.1749.3 /TIER=Stack /STK=36 /UG=M
MOE430_2_1454912_at 7.8 11.6 A A 0.27 0.39 0.6 NC 0.5 gb:BE951484 /DB_XREF=gi:10590883 /DB_XREF=UI-M-CC0-ayb-a-12-0-UI.s1 /CLONE=UI-M-CC0-ayb-a-12-0-UI /FEA=EST /CNT=37 /TID=Mm.22961.
MOE430_2_1454951_at 25.2 31.4 P P 0.000732 0.000244 0.6 NC 0.004481 gb:BB026842 /DB_XREF=gi:15403489 /DB_XREF=BB026842 /CLONE=5330435E23 /FEA=EST /CNT=44 /TID=Mm.23274.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1454970_at 16.3 31.8 M P 0.05 0.03 0.6 NC 0.01 gb:BM240002 /DB_XREF=gi:17875272 /DB_XREF=K0543G07-3 /CLONE=K0543G07 /FEA=EST /CNT=34 /TID=Mm.176845.4 /TIER=Stack /STK=32 /UG=M
MOE430_2_1455031_at 234.4 345.6 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV278072 /DB_XREF=gi:15405689 /DB_XREF=AV278072 /CLONE=4932704E18 /FEA=EST /CNT=52 /TID=Mm.189645.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455050_at 6.8 6.3 A P 0.12 0.02 0.6 NC 0.3 gb:BB304844 /DB_XREF=gi:16402130 /DB_XREF=BB304844 /CLONE=B230114N07 /FEA=EST /CNT=46 /TID=Mm.187910.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1455092_at 21.2 44.3 P P 0.03 0.008057 0.6 NC 0.04 gb:AV338324 /DB_XREF=gi:16396660 /DB_XREF=AV338324 /CLONE=6430408J18 /FEA=EST /CNT=80 /TID=Mm.12236.3 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1455103_at 125.1 175.4 P P 0.00293 0.001953 0.6 I 0.000618 gb:BE952175 /DB_XREF=gi:10592281 /DB_XREF=UI-M-CD0-ayj-f-08-0-UI.s1 /CLONE=UI-M-CD0-ayj-f-08-0-UI /FEA=EST /CNT=40 /TID=Mm.220889.1
MOE430_2_1455107_at 177.2 258.8 P P 0.000244 0.000244 0.6 I 0.000101 gb:BQ176926 /DB_XREF=gi:20352418 /DB_XREF=UI-M-DJ2-bwa-i-03-0-UI.s1 /CLONE=UI-M-DJ2-bwa-i-03-0-UI /FEA=EST /CNT=48 /TID=Mm.24140.1
MOE430_2_1455173_at 68 100.2 P P 0.000244 0.000244 0.6 I 0.000552 gb:AW537663 /DB_XREF=gi:7180080 /DB_XREF=G0119B02-3 /CLONE=G0119B02 /FEA=EST /CNT=75 /TID=Mm.29255.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1455218_at 24.1 33.2 P P 0.02 0.01 0.6 NC 0.04 gb:BG070835 /DB_XREF=gi:12553492 /DB_XREF=H3092F10-3 /CLONE=H3092F10 /FEA=EST /CNT=38 /TID=Mm.23279.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455263_at 49.6 81.7 P P 0.001953 0.001221 0.6 NC 0.07 gb:AV373606 /DB_XREF=gi:16397913 /DB_XREF=AV373606 /CLONE=9030625A04 /FEA=EST /CNT=22 /TID=Mm.89278.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455340_at 35.8 46.9 P P 0.000244 0.000244 0.6 I 0.001201 gb:BB763709 /DB_XREF=gi:16196403 /DB_XREF=BB763709 /CLONE=G370029L04 /FEA=EST /CNT=25 /TID=Mm.22883.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455341_at 97.7 135.9 P P 0.001221 0.000732 0.6 MI 0.002032 gb:AV325310 /DB_XREF=gi:15406265 /DB_XREF=AV325310 /CLONE=6330403A16 /FEA=EST /CNT=19 /TID=Mm.206755.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1455355_at 20.2 30 P P 0.008057 0.02 0.6 NC 0.04 gb:BG073146 /DB_XREF=gi:12555715 /DB_XREF=H3119C05-3 /CLONE=H3119C05 /FEA=EST /CNT=38 /TID=Mm.97493.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455381_at 138.2 203.1 P P 0.000244 0.000244 0.6 I 0.000865 gb:AV254721 /DB_XREF=gi:16388105 /DB_XREF=AV254721 /CLONE=4921513D23 /FEA=EST /CNT=15 /TID=Mm.85442.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455433_at 44.1 68.4 P P 0.001953 0.001953 0.6 NC 0.01 gb:BM241540 /DB_XREF=gi:17876810 /DB_XREF=K0618E05-3 /CLONE=K0618E05 /FEA=EST /CNT=27 /TID=Mm.24098.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455435_s_ 11.3 20 A A 0.19 0.19 0.6 NC 0.17 gb:BG072100 /DB_XREF=gi:12554669 /DB_XREF=H3106G04-3 /CLONE=H3106G04 /FEA=EST /CNT=25 /TID=Mm.9772.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455463_at 0.5 1.3 A A 0.91 0.75 0.6 NC 0.23 gb:BB427286 /DB_XREF=gi:16423786 /DB_XREF=BB427286 /CLONE=C630010D02 /FEA=EST /CNT=16 /TID=Mm.40863.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455522_at 1.7 1.8 A A 0.69 0.78 0.6 NC 0.5 gb:AW492648 /DB_XREF=gi:7062894 /DB_XREF=UI-M-BH3-att-e-08-0-UI.s1 /CLONE=UI-M-BH3-att-e-08-0-UI /FEA=EST /CNT=16 /TID=Mm.92700.1 /
MOE430_2_1455555_at 0.8 1 A A 0.95 0.95 0.6 NC 0.01 gb:BF224468 /DB_XREF=gi:11131826 /DB_XREF=uz19f03.x1 /CLONE=IMAGE:3669533 /FEA=EST /CNT=17 /TID=Mm.205513.1 /TIER=Stack /STK=11 /UG
MOE430_2_1455573_at 4.8 7.7 A A 0.26 0.24 0.6 NC 0.3 gb:BE197934 /DB_XREF=gi:8710103 /DB_XREF=ug76g07.x1 /CLONE=IMAGE:1548348 /FEA=EST /CNT=11 /TID=Mm.6974.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1455619_at 3.1 8.9 A A 0.66 0.39 0.6 NC 0.09 gb:AA185687 /DB_XREF=gi:1769370 /DB_XREF=mt62a10.r1 /CLONE=IMAGE:634458 /FEA=EST /CNT=12 /TID=Mm.37768.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455648_at 39 60.2 P P 0.001221 0.001953 0.6 I 0.000618 gb:BG244780 /DB_XREF=gi:12754595 /DB_XREF=602356295F1 /CLONE=IMAGE:4484951 /FEA=EST /CNT=32 /TID=Mm.25705.1 /TIER=Stack /STK=8 /UG
MOE430_2_1455661_at 29.9 40.6 P P 0.005859 0.01 0.6 NC 0.28 gb:BB211563 /DB_XREF=gi:16352689 /DB_XREF=BB211563 /CLONE=A430106B04 /FEA=EST /CNT=14 /TID=Mm.30508.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455663_at 11.9 21.9 A A 0.19 0.08 0.6 NC 0.15 gb:BB055163 /DB_XREF=gi:16259757 /DB_XREF=BB055163 /CLONE=6720478C22 /FEA=EST /CNT=19 /TID=Mm.45745.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455665_at 63.1 117.2 P P 0.000244 0.000244 0.6 I 0.000273 gb:BB705689 /DB_XREF=gi:16054524 /DB_XREF=BB705689 /CLONE=7420480D07 /FEA=EST /CNT=16 /TID=Mm.41111.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1455703_at 50.4 67.7 P P 0.008057 0.005859 0.6 NC 0.01 gb:BG074736 /DB_XREF=gi:12557305 /DB_XREF=H3138F08-3 /CLONE=H3138F08 /FEA=EST /CNT=11 /TID=Mm.200983.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455729_at 237.2 433.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV154513 /DB_XREF=gi:16383240 /DB_XREF=AV154513 /CLONE=2900063A17 /FEA=EST /CNT=18 /TID=Mm.202711.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455745_at 35 46.3 P P 0.001953 0.000244 0.6 I 0.000438 gb:BM249363 /DB_XREF=gi:17884633 /DB_XREF=K0832B09-3 /CLONE=K0832B09 /FEA=EST /CNT=15 /TID=Mm.37675.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455758_at 1.1 2.6 A A 0.85 0.78 0.6 NC 0.5 gb:BM215011 /DB_XREF=gi:17773377 /DB_XREF=C0859C05-3 /CLONE=C0859C05 /FEA=EST /CNT=13 /TID=Mm.200511.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455798_at 916.1 1148.7 P P 0.000244 0.000244 0.6 I 0.00003 gb:BB771515 /DB_XREF=gi:16213229 /DB_XREF=BB771515 /CLONE=G370130M05 /FEA=EST /CNT=199 /TID=Mm.20216.1 /TIER=Stack /STK=79 /UG=M
MOE430_2_1455811_at 13 13.3 A P 0.12 0.001221 0.6 NC 0.08 gb:AV216873 /DB_XREF=gi:6157717 /DB_XREF=AV216873 /CLONE=2410168F22 /FEA=EST /CNT=58 /TID=Mm.206404.2 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1455827_at 348.5 529.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:BB003847 /DB_XREF=gi:15389600 /DB_XREF=BB003847 /CLONE=4732457D15 /FEA=EST /CNT=183 /TID=Mm.28651.1 /TIER=Stack /STK=42 /UG=M
MOE430_2_1455829_at 43.3 71.4 P P 0.000732 0.000244 0.6 I 0.001486 gb:BG066490 /DB_XREF=gi:12549059 /DB_XREF=H3043E12-3 /CLONE=H3043E12 /FEA=EST /CNT=50 /TID=Mm.219648.2 /TIER=Stack /STK=42 /UG=M
MOE430_2_1455835_at 3.2 4.4 A A 0.5 0.69 0.6 NC 0.73 gb:AV167814 /DB_XREF=gi:5374251 /DB_XREF=AV167814 /CLONE=3110057G06 /FEA=EST /CNT=41 /TID=Mm.212512.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1455894_at 58.2 77.9 P P 0.01 0.001953 0.6 I 0.00002 gb:BB178232 /DB_XREF=gi:15409357 /DB_XREF=BB178232 /CLONE=A230072I16 /FEA=EST /CNT=43 /TID=Mm.24868.3 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455974_at 0.6 2.7 A A 0.98 0.88 0.6 NC 0.42 gb:AV339269 /DB_XREF=gi:6379321 /DB_XREF=AV339269 /CLONE=6430503E18 /FEA=EST /CNT=22 /TID=Mm.29131.2 /TIER=Stack /STK=22 /UG=Mm.2
MOE430_2_1455987_at 56.3 108 P P 0.000244 0.000244 0.6 I 0.00002 gb:BF148622 /DB_XREF=gi:11030017 /DB_XREF=uy32c08.x1 /CLONE=IMAGE:3661262 /FEA=EST /CNT=31 /TID=Mm.28375.3 /TIER=Stack /STK=21 /UG
MOE430_2_1456000_at 18.4 22 A P 0.11 0.01 0.6 NC 0.03 gb:BM233297 /DB_XREF=gi:17868567 /DB_XREF=K0335A02-3 /CLONE=K0335A02 /FEA=EST /CNT=25 /TID=Mm.44219.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456049_at 2.4 3.3 A A 0.85 0.56 0.6 NC 0.31 gb:AV118421 /DB_XREF=gi:5300572 /DB_XREF=AV118421 /CLONE=2610208H02 /FEA=EST /CNT=22 /TID=Mm.27348.2 /TIER=Stack /STK=18 /UG=Mm.2
MOE430_2_1456084_x_ 5.7 5.6 A A 0.56 0.24 0.6 NC 0.04 gb:BB532202 /DB_XREF=gi:9584131 /DB_XREF=BB532202 /CLONE=E030022M17 /FEA=EST /CNT=17 /TID=Mm.41573.6 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1456087_at 406.5 551 P P 0.00415 0.005859 0.6 I 0.000438 gb:BB089547 /DB_XREF=gi:15407739 /DB_XREF=BB089547 /CLONE=9430022M17 /FEA=EST /CNT=108 /TID=Mm.31274.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1456102_a_ 14.7 12.4 A A 0.3 0.14 0.6 NC 0.06 gb:BB257147 /DB_XREF=gi:8949980 /DB_XREF=BB257147 /CLONE=A730077B04 /FEA=EST /CNT=17 /TID=Mm.46579.3 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1456128_at 94.4 109.1 P P 0.005859 0.001221 0.6 I 0.000214 gb:AW413339 /DB_XREF=gi:6939310 /DB_XREF=uo32e10.x1 /CLONE=IMAGE:2631210 /FEA=EST /CNT=17 /TID=Mm.10314.3 /TIER=Stack /STK=15 /UG=
MOE430_2_1456151_at 12.8 20.4 A A 0.09 0.14 0.6 NC 0.5 gb:AI851660 /DB_XREF=gi:5495566 /DB_XREF=UI-M-BH0-ain-f-06-0-UI.s1 /CLONE=UI-M-BH0-ain-f-06-0-UI /FEA=EST /CNT=19 /TID=Mm.39099.2 /T
MOE430_2_1456207_at 9.1 8.3 M P 0.05 0.03 0.6 NC 0.48 gb:BB405150 /DB_XREF=gi:16415587 /DB_XREF=BB405150 /CLONE=C330039I10 /FEA=EST /CNT=24 /TID=Mm.124429.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456283_at 0.5 0.7 A A 0.96 0.96 0.6 NC 0.65 gb:AV346211 /DB_XREF=gi:15406622 /DB_XREF=AV346211 /CLONE=6430575D21 /FEA=EST /CNT=14 /TID=Mm.133483.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456294_at 11.4 19.4 P A 0.01 0.09 0.6 NC 0.37 gb:AV228714 /DB_XREF=gi:16385571 /DB_XREF=AV228714 /CLONE=4631401K12 /FEA=EST /CNT=17 /TID=Mm.26465.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456306_a_ 0.8 0.5 A A 0.91 0.95 0.6 NC 0.69 gb:BB747266 /DB_XREF=gi:16150203 /DB_XREF=BB747266 /CLONE=F530201M24 /FEA=EST /CNT=12 /TID=Mm.10826.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456315_a_ 1200.7 1757.7 P P 0.000244 0.000244 0.6 I 0.000241 gb:BB014781 /DB_XREF=gi:16257388 /DB_XREF=BB014781 /CLONE=4930484M11 /FEA=EST /CNT=30 /TID=Mm.28564.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456326_at 7.1 14.9 A A 0.5 0.19 0.6 NC 0.03 gb:BG065026 /DB_XREF=gi:12547589 /DB_XREF=H3026E10-3 /CLONE=H3026E10 /FEA=EST /CNT=17 /TID=Mm.102509.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456345_at 0.4 0.4 A A 0.9 0.88 0.6 NC 0.17 gb:BB224397 /DB_XREF=gi:8893009 /DB_XREF=BB224397 /CLONE=A530086H04 /FEA=EST /CNT=13 /TID=Mm.131052.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456357_at 10.6 31.9 P P 0.008057 0.01 0.6 NC 0.11 gb:BB037906 /DB_XREF=gi:16258461 /DB_XREF=BB037906 /CLONE=5930433C21 /FEA=EST /CNT=12 /TID=Mm.122874.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456371_a_ 18 24.7 A A 0.43 0.1 0.6 NC 0.004925 gb:BQ266582 /DB_XREF=gi:20491657 /DB_XREF=NISC_ff13h11.x1 /CLONE=IMAGE:2866028 /FEA=EST /CNT=11 /TID=Mm.202216.3 /TIER=Stack /STK=1
MOE430_2_1456379_x_ 42.8 59.2 P P 0.000732 0.000244 0.6 I 0.000167 gb:BB038556 /DB_XREF=gi:8444942 /DB_XREF=BB038556 /CLONE=5930438N17 /FEA=EST /CNT=11 /TID=Mm.39067.2 /TIER=Stack /STK=11 /UG=Mm.3
MOE430_2_1456427_at 10.2 21.7 A A 0.08 0.24 0.6 NC 0.5 gb:BE988990 /DB_XREF=gi:10665911 /DB_XREF=UI-M-CG0p-bhi-f-08-0-UI.s1 /CLONE=UI-M-CG0p-bhi-f-08-0-UI /FEA=EST /CNT=17 /TID=Mm.20365
MOE430_2_1456449_at 12.6 19.8 P P 0.01 0.001953 0.6 NC 0.04 gb:BB327279 /DB_XREF=gi:16403737 /DB_XREF=BB327279 /CLONE=B430216F14 /FEA=EST /CNT=10 /TID=Mm.132431.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456485_at 54.7 132.6 P P 0.000244 0.000244 0.6 NC 0.02 gb:BM207451 /DB_XREF=gi:17763286 /DB_XREF=C0612H10-3 /CLONE=C0612H10 /FEA=EST /CNT=56 /TID=Mm.23319.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456533_at 113.2 145.9 P P 0.000244 0.000244 0.6 I 0.000027 gb:BM119324 /DB_XREF=gi:17087350 /DB_XREF=L0923H09-3 /CLONE=L0923H09 /FEA=EST /CNT=13 /TID=Mm.191939.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456572_x_ 19.9 22.9 A P 0.11 0.03 0.6 NC 0.11 gb:AV216906 /DB_XREF=gi:6157750 /DB_XREF=AV216906 /CLONE=2410168J17 /FEA=EST /CNT=9 /TID=Mm.6821.5 /TIER=Stack /STK=9 /UG=Mm.6821
MOE430_2_1456630_x_ 96.1 128.6 P P 0.00415 0.000244 0.6 I 0.000101 gb:BB212307 /DB_XREF=gi:15410052 /DB_XREF=BB212307 /CLONE=A430110D10 /FEA=EST /CNT=13 /TID=Mm.46401.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456675_at 6 14.2 A A 0.66 0.33 0.6 NC 0.13 gb:BB279458 /DB_XREF=gi:15411044 /DB_XREF=BB279458 /CLONE=A930017O22 /FEA=EST /CNT=9 /TID=Mm.210279.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456687_at 17.3 40.8 P P 0.01 0.001221 0.6 NC 0.002753 gb:BB544216 /DB_XREF=gi:9615439 /DB_XREF=BB544216 /CLONE=E130215N24 /FEA=EST /CNT=9 /TID=Mm.218543.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456705_at 29.8 49.1 P P 0.04 0.03 0.6 NC 0.06 gb:BB489298 /DB_XREF=gi:16441679 /DB_XREF=BB489298 /CLONE=D530006J06 /FEA=EST /CNT=11 /TID=Mm.102041.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456724_x_ 18.7 26.5 P A 0.03 0.06 0.6 NC 0.02 gb:BB801753 /DB_XREF=gi:16971376 /DB_XREF=BB801753 /CLONE=G630039F07 /FEA=EST /CNT=8 /TID=Mm.31586.3 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1456772_at 8.5 16.2 A P 0.11 0.008057 0.6 NC 0.02 gb:AI844633 /DB_XREF=gi:5488539 /DB_XREF=UI-M-AL1-ahr-a-12-0-UI.s1 /CLONE=UI-M-AL1-ahr-a-12-0-UI /FEA=EST /CNT=13 /TID=Mm.39187.1 /T
MOE430_2_1456809_at 13.8 18.7 A P 0.09 0.01 0.6 NC 0.09 gb:AV316366 /DB_XREF=gi:16394530 /DB_XREF=AV316366 /CLONE=5830435O18 /FEA=EST /CNT=8 /TID=Mm.139193.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456832_at 26 33.6 P P 0.03 0.04 0.6 NC 0.08 gb:BB238171 /DB_XREF=gi:16354934 /DB_XREF=BB238171 /CLONE=A630068P20 /FEA=EST /CNT=7 /TID=Mm.17577.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456865_x_ 262.7 371.6 P P 0.000244 0.000244 0.6 I 0.00002 gb:AV304745 /DB_XREF=gi:6337259 /DB_XREF=AV304745 /CLONE=5730523E17 /FEA=EST /CNT=7 /TID=Mm.200704.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456878_at 184.7 322.9 P P 0.000244 0.000244 0.6 I 0.00002 gb:BE910952 /DB_XREF=gi:10407936 /DB_XREF=601662037F1 /CLONE=IMAGE:3962217 /FEA=EST /CNT=13 /TID=Mm.45062.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1456931_at 0.6 1.2 A A 0.91 0.85 0.6 NC 0.05 gb:BB235388 /DB_XREF=gi:8915111 /DB_XREF=BB235388 /CLONE=A630053O06 /FEA=EST /CNT=7 /TID=Mm.9584.1 /TIER=ConsEnd /STK=6 /UG=Mm.
MOE430_2_1456943_a_ 0.9 1.1 A A 0.96 0.9 0.6 NC 0.11 gb:BE949296 /DB_XREF=gi:10527050 /DB_XREF=UI-M-BH3-avf-c-06-0-UI.s1 /CLONE=UI-M-BH3-avf-c-06-0-UI /FEA=EST /CNT=11 /TID=Mm.124753.
MOE430_2_1456956_at 7.3 10.3 P P 0.03 0.04 0.6 NC 0.48 gb:BB291816 /DB_XREF=gi:16401505 /DB_XREF=BB291816 /CLONE=B130008C04 /FEA=EST /CNT=7 /TID=Mm.131067.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457011_at 0.7 2.6 A A 0.69 0.5 0.6 NC 0.64 gb:BB797251 /DB_XREF=gi:16966870 /DB_XREF=BB797251 /CLONE=G630004K24 /FEA=EST /CNT=6 /TID=Mm.118149.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457030_at 55.1 86.3 P P 0.008057 0.00415 0.6 I 0.00003 gb:BQ175773 /DB_XREF=gi:20351265 /DB_XREF=UI-M-DJ2-bwe-l-12-0-UI.s1 /CLONE=UI-M-DJ2-bwe-l-12-0-UI /FEA=EST /CNT=16 /TID=Mm.29727.1
MOE430_2_1457031_at 11.9 10.4 A A 0.43 0.39 0.6 NC 0.36 gb:BE457750 /DB_XREF=gi:9480220 /DB_XREF=us96g02.x1 /CLONE=IMAGE:3326258 /FEA=EST /CNT=14 /TID=Mm.38773.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457032_at 36 61 P P 0.02 0.01 0.6 NC 0.01 gb:BB546359 /DB_XREF=gi:16447451 /DB_XREF=BB546359 /CLONE=E130309L01 /FEA=EST /CNT=12 /TID=Mm.34017.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457041_at 24 46 P P 0.00293 0.01 0.6 NC 0.5 gb:BE634500 /DB_XREF=gi:9917188 /DB_XREF=uv82f08.x1 /CLONE=IMAGE:3413703 /FEA=EST /CNT=10 /TID=Mm.70062.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457057_at 9.8 17.2 M A 0.05 0.19 0.6 NC 0.5 gb:AV046807 /DB_XREF=gi:16380527 /DB_XREF=AV046807 /CLONE=1700063M02 /FEA=EST /CNT=8 /TID=Mm.45442.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457079_at 6.2 9.9 P P 0.007813 0.01 0.6 NC 0.17 gb:BB023667 /DB_XREF=gi:16257838 /DB_XREF=BB023667 /CLONE=5330416H03 /FEA=EST /CNT=8 /TID=Mm.110177.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457096_at 1.1 1.5 A A 0.96 0.97 0.6 NC 0.02 gb:AV341352 /DB_XREF=gi:16396945 /DB_XREF=AV341352 /CLONE=6430520M22 /FEA=EST /CNT=6 /TID=Mm.154529.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457114_at 11.2 26.7 A A 0.43 0.33 0.6 NC 0.13 gb:BB475906 /DB_XREF=gi:16440094 /DB_XREF=BB475906 /CLONE=D330015I01 /FEA=EST /CNT=6 /TID=Mm.59142.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457151_at 6.1 11.8 A A 0.3 0.24 0.6 NC 0.3 gb:BE685633 /DB_XREF=gi:10073309 /DB_XREF=uu56f04.x1 /CLONE=IMAGE:3375967 /FEA=EST /CNT=7 /TID=Mm.32236.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457170_at 9.7 12.8 A A 0.12 0.06 0.6 NC 0.03 gb:BB016410 /DB_XREF=gi:16257457 /DB_XREF=BB016410 /CLONE=4930560D22 /FEA=EST /CNT=5 /TID=Mm.212709.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457247_at 6.1 10.4 A M 0.11 0.05 0.6 NC 0.13 gb:AI465495 /DB_XREF=gi:4319525 /DB_XREF=mu89a04.x1 /CLONE=IMAGE:652686 /FEA=EST /CNT=5 /TID=Mm.23364.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457256_x_ 3.8 8 A A 0.8 0.53 0.6 NC 0.2 gb:BB530125 /DB_XREF=gi:9582054 /DB_XREF=BB530125 /CLONE=E030007D01 /FEA=EST /CNT=5 /TID=Mm.138363.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457268_at 106.2 133.9 P P 0.00293 0.001221 0.6 MI 0.002032 gb:BM199751 /DB_XREF=gi:17752735 /DB_XREF=C0200C05-3 /CLONE=C0200C05 /FEA=EST /CNT=11 /TID=Mm.24518.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457287_at 41.2 65.3 P P 0.000244 0.000244 0.6 I 0.00002 gb:BQ031062 /DB_XREF=gi:19766341 /DB_XREF=UI-1-CF0-alx-f-02-0-UI.s1 /CLONE=UI-1-CF0-alx-f-02-0-UI /FEA=EST /CNT=10 /TID=Mm.30907.1 /T
MOE430_2_1457290_at 7.5 11.5 A A 0.36 0.21 0.6 NC 0.5 gb:BB127590 /DB_XREF=gi:16262364 /DB_XREF=BB127590 /CLONE=9630024C22 /FEA=EST /CNT=8 /TID=Mm.124689.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457308_at 3.7 8 A A 0.5 0.11 0.6 NC 0.29 gb:BG070176 /DB_XREF=gi:12552745 /DB_XREF=H3084E07-3 /CLONE=H3084E07 /FEA=EST /CNT=8 /TID=Mm.4245.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457342_at 11 16.5 A A 0.36 0.27 0.6 NC 0.13 gb:BM114149 /DB_XREF=gi:17077167 /DB_XREF=L0800A06-3 /CLONE=L0800A06 /FEA=EST /CNT=6 /TID=Mm.80620.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457351_at 45.6 67.7 P P 0.005859 0.00293 0.6 I 0.000865 gb:AI451461 /DB_XREF=gi:4304160 /DB_XREF=mu41a08.x1 /CLONE=IMAGE:641942 /FEA=EST /CNT=6 /TID=Mm.160881.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457393_at 14.7 17.8 A A 0.19 0.12 0.6 NC 0.21 gb:BB667793 /DB_XREF=gi:16399242 /DB_XREF=BB667793 /CLONE=C730041E03 /FEA=EST /CNT=5 /TID=Mm.212114.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457426_at 9.9 24.1 P P 0.01 0.008057 0.6 NC 0.19 gb:BE980678 /DB_XREF=gi:10648956 /DB_XREF=UI-M-BG2-bcl-g-12-0-UI.s1 /CLONE=UI-M-BG2-bcl-g-12-0-UI /FEA=EST /CNT=5 /TID=Mm.71062.1 /
MOE430_2_1457441_at 20.4 42.2 P P 0.001221 0.001953 0.6 NC 0.42 gb:AI385540 /DB_XREF=gi:4199003 /DB_XREF=mj02c06.x1 /CLONE=IMAGE:474922 /FEA=EST /CNT=7 /TID=Mm.192344.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457449_at 8.8 16.6 P A 0.03 0.12 0.6 NC 0.24 gb:AW550676 /DB_XREF=gi:7196104 /DB_XREF=L0067F09-3 /CLONE=L0067F09 /FEA=EST /CNT=5 /TID=Mm.102931.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457458_at 1.1 2.2 A A 0.9 0.69 0.6 NC 0.4 gb:BG076273 /DB_XREF=gi:12558842 /DB_XREF=H3157F12-3 /CLONE=H3157F12 /FEA=EST /CNT=5 /TID=Mm.164114.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457506_at 7.3 8.2 A A 0.33 0.12 0.6 NC 0.16 gb:BB524880 /DB_XREF=gi:16444049 /DB_XREF=BB524880 /CLONE=D930022P17 /FEA=EST /CNT=4 /TID=Mm.138280.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457507_at 0.9 1.5 A A 0.82 0.78 0.6 NC 0.09 gb:BB017405 /DB_XREF=gi:16257520 /DB_XREF=BB017405 /CLONE=4930568D09 /FEA=EST /CNT=4 /TID=Mm.183443.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457525_at 1 1.2 A A 0.93 0.93 0.6 NC 0.39 gb:AV281748 /DB_XREF=gi:16391576 /DB_XREF=AV281748 /CLONE=4933426D11 /FEA=EST /CNT=4 /TID=Mm.67660.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457580_at 9.9 15.8 A A 0.27 0.14 0.6 NC 0.3 gb:AU015341 /DB_XREF=gi:3370132 /DB_XREF=AU015341 /CLONE=J0710G02 /FEA=EST /CNT=4 /TID=Mm.123412.1 /TIER=ConsEnd /STK=4 /UG=Mm.1
MOE430_2_1457590_at 2.5 6.5 A A 0.39 0.3 0.6 NC 0.5 gb:BB210907 /DB_XREF=gi:16352599 /DB_XREF=BB210907 /CLONE=A430101J08 /FEA=EST /CNT=4 /TID=Mm.137956.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457631_at 0.4 0.4 A A 0.85 0.96 0.6 NC 0.83 gb:AV090279 /DB_XREF=gi:5237827 /DB_XREF=AV090279 /CLONE=2310047N11 /FEA=EST /CNT=4 /TID=Mm.64455.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457671_at 7.5 16.5 A P 0.12 0.04 0.6 NC 0.1 gb:BG076134 /DB_XREF=gi:12558703 /DB_XREF=H3156A08-3 /CLONE=H3156A08 /FEA=EST /CNT=19 /TID=Mm.135072.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457688_at 15.3 23.2 A A 0.19 0.14 0.6 NC 0.42 gb:AV343776 /DB_XREF=gi:16397012 /DB_XREF=AV343776 /CLONE=6430539K21 /FEA=EST /CNT=16 /TID=Mm.125601.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457723_at 12.7 21.2 A A 0.39 0.08 0.6 NC 0.01 gb:BB467267 /DB_XREF=gi:16427351 /DB_XREF=BB467267 /CLONE=D230013E08 /FEA=EST /CNT=8 /TID=Mm.170168.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457768_at 1.3 2.6 A A 0.93 0.82 0.6 NC 0.19 gb:BG070687 /DB_XREF=gi:12553256 /DB_XREF=H3090A07-3 /CLONE=H3090A07 /FEA=EST /CNT=5 /TID=Mm.173293.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457783_at 13.2 14.5 A A 0.39 0.3 0.6 NC 0.53 gb:BM210713 /DB_XREF=gi:17767662 /DB_XREF=C0669B08-3 /CLONE=C0669B08 /FEA=EST /CNT=5 /TID=Mm.153054.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457785_at 11.7 25.7 A A 0.33 0.19 0.6 NC 0.13 gb:BE627957 /DB_XREF=gi:9908399 /DB_XREF=uu25h03.x1 /CLONE=IMAGE:3373013 /FEA=EST /CNT=5 /TID=Mm.40925.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457832_at 7.5 12.5 P P 0.03 0.01 0.6 NC 0.09 gb:BE951554 /DB_XREF=gi:10591022 /DB_XREF=UI-M-CC0-ayb-h-10-0-UI.s1 /CLONE=UI-M-CC0-ayb-h-10-0-UI /FEA=EST /CNT=6 /TID=Mm.39642.1
MOE430_2_1457843_at 0.7 0.8 A A 0.85 0.8 0.6 NC 0.16 gb:AI848492 /DB_XREF=gi:5492398 /DB_XREF=UI-M-AP1-agf-b-11-0-UI.s2 /CLONE=UI-M-AP1-agf-b-11-0-UI /FEA=EST /CNT=5 /TID=Mm.44908.1 /T
MOE430_2_1457854_at 0.5 0.7 A A 0.99 0.97 0.6 NC 0.5 gb:BG069553 /DB_XREF=gi:12552122 /DB_XREF=H3077F02-3 /CLONE=H3077F02 /FEA=EST /CNT=4 /TID=Mm.173419.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457865_at 0.3 0.5 A A 0.99 0.9 0.6 NC 0.13 gb:BG072054 /DB_XREF=gi:12554623 /DB_XREF=H3106B08-3 /CLONE=H3106B08 /FEA=EST /CNT=4 /TID=Mm.130965.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457868_at 4.7 5.4 A A 0.52 0.43 0.6 NC 0.25 gb:BE979398 /DB_XREF=gi:10646250 /DB_XREF=UI-M-BG2-bbx-f-01-0-UI.s1 /CLONE=UI-M-BG2-bbx-f-01-0-UI /FEA=EST /CNT=4 /TID=Mm.151076.1
MOE430_2_1457900_at 5.9 5.4 M M 0.05 0.05 0.6 NC 0.25 gb:BB501662 /DB_XREF=gi:16442440 /DB_XREF=BB501662 /CLONE=D630035L15 /FEA=EST /CNT=4 /TID=Mm.209607.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457938_at 7.3 15 A A 0.66 0.46 0.6 NC 0.18 gb:BM233968 /DB_XREF=gi:17869238 /DB_XREF=K0343F10-3 /CLONE=K0343F10 /FEA=EST /CNT=4 /TID=Mm.117529.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457999_at 9.6 12.6 A A 0.3 0.24 0.6 NC 0.003041 gb:AI449062 /DB_XREF=gi:4287370 /DB_XREF=ms88f09.x1 /CLONE=IMAGE:618665 /FEA=EST /CNT=5 /TID=Mm.168010.2 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458055_at 2.6 5.2 A A 0.6 0.46 0.6 NC 0.13 gb:BB365998 /DB_XREF=gi:16406395 /DB_XREF=BB365998 /CLONE=C130031M09 /FEA=EST /CNT=3 /TID=Mm.132194.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458061_at 0.5 0.5 A A 0.94 0.91 0.6 NC 0.31 gb:BB366510 /DB_XREF=gi:16406437 /DB_XREF=BB366510 /CLONE=C130033P17 /FEA=EST /CNT=3 /TID=Mm.167406.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458079_at 12.5 27.6 A A 0.21 0.12 0.6 NC 0.23 gb:BB028887 /DB_XREF=gi:16258103 /DB_XREF=BB028887 /CLONE=5730424L04 /FEA=EST /CNT=3 /TID=Mm.210202.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458136_at 31.3 41.4 A P 0.12 0.03 0.6 NC 0.008511 gb:BB453842 /DB_XREF=gi:16425803 /DB_XREF=BB453842 /CLONE=D130027C15 /FEA=EST /CNT=3 /TID=Mm.153351.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458140_at 50 69.4 P P 0.01 0.001953 0.6 NC 0.01 gb:BB547877 /DB_XREF=gi:16447612 /DB_XREF=BB547877 /CLONE=E130320P19 /FEA=EST /CNT=3 /TID=Mm.156414.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458159_at 4.1 8.8 A A 0.3 0.09 0.6 NC 0.17 gb:BB486509 /DB_XREF=gi:16441396 /DB_XREF=BB486509 /CLONE=D430036M08 /FEA=EST /CNT=3 /TID=Mm.212308.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458184_at 2.8 4.3 A A 0.3 0.12 0.6 NC 0.1 gb:BB481509 /DB_XREF=gi:16440811 /DB_XREF=BB481509 /CLONE=D430004G14 /FEA=EST /CNT=3 /TID=Mm.120912.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458217_s_ 12 19.9 P P 0.005859 0.02 0.6 NC 0.46 gb:AU021197 /DB_XREF=gi:3376781 /DB_XREF=AU021197 /CLONE=J0544A03 /FEA=EST /CNT=3 /TID=Mm.173458.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1458224_at 14.1 29.4 A A 0.36 0.11 0.6 NC 0.42 gb:BG068932 /DB_XREF=gi:12551501 /DB_XREF=H3070H03-3 /CLONE=H3070H03 /FEA=EST /CNT=3 /TID=Mm.12064.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458236_at 35.6 52.1 P P 0.000244 0.000244 0.6 NC 0.01 gb:BB657751 /DB_XREF=gi:16491577 /DB_XREF=BB657751 /CLONE=D230015O18 /FEA=EST /CNT=3 /TID=Mm.130354.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458245_at 0.9 0.8 A A 0.93 0.96 0.6 NC 0.51 gb:BM198146 /DB_XREF=gi:17750572 /DB_XREF=C0356A08-3 /CLONE=C0356A08 /FEA=EST /CNT=3 /TID=Mm.214432.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458269_at 2.5 1.9 A A 0.24 0.24 0.6 NC 0.5 gb:AW048370 /DB_XREF=gi:5908899 /DB_XREF=UI-M-BH1-akk-h-09-0-UI.s1 /CLONE=UI-M-BH1-akk-h-09-0-UI /FEA=EST /CNT=3 /TID=Mm.44532.1 /
MOE430_2_1458293_at 14.3 28.8 A A 0.19 0.19 0.6 NC 0.3 gb:BB748064 /DB_XREF=gi:16151001 /DB_XREF=BB748064 /CLONE=F530209J05 /FEA=EST /CNT=3 /TID=Mm.178175.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458302_at 19.1 23.7 A P 0.09 0.03 0.6 NC 0.22 gb:BE200453 /DB_XREF=gi:8712622 /DB_XREF=ug63a09.x1 /CLONE=IMAGE:1547032 /FEA=EST /CNT=3 /TID=Mm.23320.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458314_at 0.3 0.2 A A 0.99 0.99 0.6 NC 0.35 gb:AW491006 /DB_XREF=gi:7061283 /DB_XREF=UI-M-BH3-asr-e-11-0-UI.s1 /CLONE=UI-M-BH3-asr-e-11-0-UI /FEA=EST /CNT=3 /TID=Mm.101872.1 
MOE430_2_1458350_at 13.4 23.4 A P 0.12 0.01 0.6 NC 0.04 gb:AV290089 /DB_XREF=gi:6304120 /DB_XREF=AV290089 /CLONE=5131400I23 /FEA=EST /CNT=3 /TID=Mm.93378.1 /TIER=ConsEnd /STK=3 /UG=Mm.9
MOE430_2_1458415_at 1.1 2.1 A A 0.82 0.53 0.6 NC 0.05 gb:AI413530 /DB_XREF=gi:4257034 /DB_XREF=mb74d02.x1 /CLONE=IMAGE:335139 /FEA=EST /CNT=7 /TID=Mm.30870.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458420_at 16.8 37.7 A A 0.06 0.09 0.6 NC 0.03 gb:BB501301 /DB_XREF=gi:16442396 /DB_XREF=BB501301 /CLONE=D630034B16 /FEA=EST /CNT=6 /TID=Mm.133739.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1458428_at 11.1 10.6 A A 0.14 0.09 0.6 NC 0.2 gb:BB389830 /DB_XREF=gi:9112758 /DB_XREF=BB389830 /CLONE=C230065H12 /FEA=EST /CNT=6 /TID=Mm.119462.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458474_at 10.4 17.5 A A 0.43 0.24 0.6 NC 0.05 gb:AA177800 /DB_XREF=gi:1759053 /DB_XREF=mt28d11.r1 /CLONE=IMAGE:622389 /FEA=EST /CNT=5 /TID=Mm.77692.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458479_at 6.7 15.2 A A 0.19 0.08 0.6 NC 0.35 gb:BF661644 /DB_XREF=gi:11926778 /DB_XREF=maa64b02.x1 /CLONE=IMAGE:3821499 /FEA=EST /CNT=5 /TID=Mm.157601.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1458567_at 22.1 37.8 P P 0.03 0.01 0.6 NC 0.13 gb:BB452527 /DB_XREF=gi:16425681 /DB_XREF=BB452527 /CLONE=D130017N08 /FEA=EST /CNT=4 /TID=Mm.209238.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458583_at 9.8 19.5 A A 0.43 0.14 0.6 NC 0.06 gb:AV274779 /DB_XREF=gi:16390602 /DB_XREF=AV274779 /CLONE=4932422G15 /FEA=EST /CNT=4 /TID=Mm.67392.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458671_at 0.4 0.4 A A 0.98 0.94 0.6 NC 0.01 gb:AW495030 /DB_XREF=gi:7065311 /DB_XREF=UI-M-BH3-auv-e-02-0-UI.s1 /CLONE=UI-M-BH3-auv-e-02-0-UI /FEA=EST /CNT=5 /TID=Mm.102363.1
MOE430_2_1458680_at 1.9 3.9 A A 0.46 0.39 0.6 NC 0.31 gb:AV291985 /DB_XREF=gi:16392430 /DB_XREF=AV291985 /CLONE=5430413M10 /FEA=EST /CNT=5 /TID=Mm.31535.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458727_at 0.4 0.7 A A 0.96 0.8 0.6 NC 0.12 gb:BG074029 /DB_XREF=gi:12556598 /DB_XREF=H3130A07-3 /CLONE=H3130A07 /FEA=EST /CNT=3 /TID=Mm.180967.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458750_at 0.5 1.3 A A 0.93 0.91 0.6 NC 0.09 gb:BB525728 /DB_XREF=gi:16444202 /DB_XREF=BB525728 /CLONE=D930028N23 /FEA=EST /CNT=3 /TID=Mm.209742.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458801_at 6.6 8.8 A A 0.39 0.19 0.6 NC 0.44 gb:BG068215 /DB_XREF=gi:12550784 /DB_XREF=H3063A04-3 /CLONE=H3063A04 /FEA=EST /CNT=3 /TID=Mm.173516.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458845_at 5.9 7.7 A A 0.46 0.3 0.6 NC 0.36 gb:BG066608 /DB_XREF=gi:12549100 /DB_XREF=H3044A09-3 /CLONE=H3044A09 /FEA=EST /CNT=3 /TID=Mm.154732.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458879_at 7.8 12.3 A P 0.12 0.03 0.6 NC 0.36 gb:BG065751 /DB_XREF=gi:12548314 /DB_XREF=H3034G11-3 /CLONE=H3034G11 /FEA=EST /CNT=3 /TID=Mm.172603.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458882_at 21.6 37.5 M P 0.05 0.005859 0.6 NC 0.002753 gb:BB049357 /DB_XREF=gi:16259517 /DB_XREF=BB049357 /CLONE=6530404K23 /FEA=EST /CNT=3 /TID=Mm.30916.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458892_at 11.4 17.3 P A 0.01 0.09 0.6 NC 0.36 gb:BB094583 /DB_XREF=gi:15407825 /DB_XREF=BB094583 /CLONE=9430047G12 /FEA=EST /CNT=3 /TID=Mm.203395.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458932_at 12.6 26.3 A M 0.21 0.05 0.6 NC 0.08 gb:BB639093 /DB_XREF=gi:16474562 /DB_XREF=BB639093 /CLONE=A630073M21 /FEA=EST /CNT=3 /TID=Mm.124208.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459000_at 2.2 4.1 A A 0.45 0.53 0.6 NC 0.5 gb:BE852282 /DB_XREF=gi:10310621 /DB_XREF=uw24c10.x1 /CLONE=IMAGE:3417618 /FEA=EST /CNT=3 /TID=Mm.162936.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459003_at 3.7 9 A A 0.35 0.06 0.6 NC 0.5 gb:BF466856 /DB_XREF=gi:11536039 /DB_XREF=UI-M-CG0p-brc-g-09-0-UI.s1 /CLONE=UI-M-CG0p-brc-g-09-0-UI /FEA=EST /CNT=3 /TID=Mm.15646
MOE430_2_1459007_at 0.9 1.1 A A 0.97 0.85 0.6 NC 0.16 gb:BG063888 /DB_XREF=gi:12546451 /DB_XREF=H3012H11-3 /CLONE=H3012H11 /FEA=EST /CNT=3 /TID=Mm.196874.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459143_at 3.3 10.3 M A 0.05 0.08 0.6 NC 0.5 gb:BB667403 /DB_XREF=gi:16398852 /DB_XREF=BB667403 /CLONE=C730009F21 /FEA=EST /CNT=3 /TID=Mm.212330.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459168_at 8.5 17.1 A A 0.14 0.11 0.6 NC 0.42 gb:BG075241 /DB_XREF=gi:12557810 /DB_XREF=H3145A04-3 /CLONE=H3145A04 /FEA=EST /CNT=2 /TID=Mm.182783.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459208_at 4.8 7.6 A A 0.33 0.09 0.6 NC 0.29 gb:BG068079 /DB_XREF=gi:12550648 /DB_XREF=H3061E06-3 /CLONE=H3061E06 /FEA=EST /CNT=2 /TID=Mm.173484.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459247_at 6.8 13.2 A P 0.24 0.03 0.6 NC 0.01 gb:BB016868 /DB_XREF=gi:16257482 /DB_XREF=BB016868 /CLONE=4930564M09 /FEA=EST /CNT=2 /TID=Mm.207294.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459253_at 155.7 201.8 P P 0.000244 0.000244 0.6 I 0.00002 gb:AW556597 /DB_XREF=gi:7202026 /DB_XREF=L0270F09-3 /CLONE=L0270F09 /FEA=EST /CNT=2 /TID=Mm.103191.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459323_at 14 24.4 A A 0.36 0.21 0.6 NC 0.5 gb:BG076272 /DB_XREF=gi:12558841 /DB_XREF=H3157F10-3 /CLONE=H3157F10 /FEA=EST /CNT=2 /TID=Mm.182878.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459325_at 12.5 26.2 A A 0.11 0.09 0.6 NC 0.02 gb:AV329840 /DB_XREF=gi:16396096 /DB_XREF=AV329840 /CLONE=6330508D19 /FEA=EST /CNT=2 /TID=Mm.23327.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459327_at 5.9 13 A A 0.43 0.14 0.6 NC 0.29 gb:BB076113 /DB_XREF=gi:16260336 /DB_XREF=BB076113 /CLONE=9330117I16 /FEA=EST /CNT=2 /TID=Mm.157243.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459358_at 8.9 15 A P 0.11 0.03 0.6 NC 0.29 gb:BG075777 /DB_XREF=gi:12558346 /DB_XREF=H3151F05-3 /CLONE=H3151F05 /FEA=EST /CNT=2 /TID=Mm.103287.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459388_at 1 0.6 A A 0.88 0.88 0.6 NC 0.05 gb:BB257461 /DB_XREF=gi:16399703 /DB_XREF=BB257461 /CLONE=A730079P09 /FEA=EST /CNT=2 /TID=Mm.208359.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459402_at 0.8 7.5 A A 0.8 0.33 0.6 NC 0.5 gb:BB168846 /DB_XREF=gi:16269208 /DB_XREF=BB168846 /CLONE=A230002D02 /FEA=EST /CNT=2 /TID=Mm.207647.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459471_at 2.5 4.8 A A 0.88 0.6 0.6 NC 0.01 gb:BG068489 /DB_XREF=gi:12551058 /DB_XREF=H3066B04-3 /CLONE=H3066B04 /FEA=EST /CNT=2 /TID=Mm.221143.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459475_at 10 12.7 M P 0.05 0.001221 0.6 NC 0.11 gb:BG069580 /DB_XREF=gi:12552149 /DB_XREF=H3077H05-3 /CLONE=H3077H05 /FEA=EST /CNT=2 /TID=Mm.155229.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459569_at 14.2 27.9 A P 0.11 0.03 0.6 NC 0.09 gb:BM123371 /DB_XREF=gi:17107139 /DB_XREF=L0523G04-3 /CLONE=L0523G04 /FEA=EST /CNT=2 /TID=Mm.194987.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459645_at 1.3 2.2 A A 0.75 0.66 0.6 NC 0.37 gb:AU022907 /DB_XREF=gi:3393254 /DB_XREF=AU022907 /CLONE=J0422E01 /FEA=EST /CNT=2 /TID=Mm.173579.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459651_s_ 90.3 140 P P 0.001221 0.000244 0.6 I 0.000241 gb:BM195726 /DB_XREF=gi:17747305 /DB_XREF=C0315E01-3 /CLONE=C0315E01 /FEA=EST /CNT=2 /TID=Mm.217523.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459714_at 10.7 16.8 P P 0.01 0.001221 0.6 NC 0.13 gb:BB799418 /DB_XREF=gi:16969041 /DB_XREF=BB799418 /CLONE=G630023D24 /FEA=EST /CNT=2 /TID=Mm.213347.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459723_at 14.5 24.1 A A 0.24 0.09 0.6 NC 0.13 gb:AI852580 /DB_XREF=gi:5496486 /DB_XREF=UI-M-BH0-aiu-a-10-0-UI.s1 /CLONE=UI-M-BH0-aiu-a-10-0-UI /FEA=EST /CNT=2 /TID=Mm.39560.1 /T
MOE430_2_1459811_at 0.2 0.4 A A 0.69 0.72 0.6 NC 0.5 gb:BB094679 /DB_XREF=gi:8739713 /DB_XREF=BB094679 /CLONE=9430047O17 /FEA=EST /CNT=2 /TID=Mm.117634.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459881_at 9.8 15 A A 0.21 0.12 0.6 NC 0.26 gb:AI595406 /DB_XREF=gi:4604454 /DB_XREF=ve32a08.x1 /CLONE=IMAGE:819830 /FEA=EST /CNT=10 /TID=Mm.189222.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1459885_s_ 18.8 25.5 P P 0.000244 0.008057 0.6 NC 0.21 gb:AA190297 /DB_XREF=gi:1778977 /DB_XREF=mt94g01.r1 /CLONE=IMAGE:637584 /FEA=EST /CNT=5 /TID=Mm.24165.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1459903_at 19.9 21.9 A A 0.24 0.12 0.6 NC 0.41 gb:AA144045 /DB_XREF=gi:1713414 /DB_XREF=mq65a08.r1 /CLONE=IMAGE:583574 /FEA=EST /CNT=12 /TID=Mm.638.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460018_at 24.2 34.1 P P 0.01 0.000244 0.6 NC 0.01 gb:AV278039 /DB_XREF=gi:16391088 /DB_XREF=AV278039 /CLONE=4932704A10 /FEA=EST /CNT=8 /TID=Mm.133342.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1460023_at 15.9 21 P P 0.03 0.001953 0.6 NC 0.48 gb:BB450104 /DB_XREF=gi:16425420 /DB_XREF=BB450104 /CLONE=D030074N20 /FEA=EST /CNT=10 /TID=Mm.131542.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1460046_at 1 2.4 A A 0.95 0.69 0.6 NC 0.1 gb:AU021315 /DB_XREF=gi:3376899 /DB_XREF=AU021315 /CLONE=J0545H02 /FEA=EST /CNT=5 /TID=Mm.26183.1 /TIER=ConsEnd /STK=5 /UG=Mm.26
MOE430_2_1460047_at 14.7 13.1 A A 0.09 0.17 0.6 NC 0.42 gb:BG071234 /DB_XREF=gi:12553803 /DB_XREF=H3096D03-3 /CLONE=H3096D03 /FEA=EST /CNT=5 /TID=Mm.163328.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1460252_s_ 20.5 26.7 M P 0.05 0.001953 0.6 NC 0.21 gb:NM_009544.1 /DB_XREF=gi:6678632 /GEN=Zfp105 /FEA=FLmRNA /CNT=18 /TID=Mm.20430.1 /TIER=FL+Stack /STK=13 /UG=Mm.20430 /LL=22646 /D
MOE430_2_1460301_at 0.8 0.4 A A 0.65 0.93 0.6 NC 0.74 gb:NM_030741.1 /DB_XREF=gi:13507705 /GEN=V3R2 /FEA=FLmRNA /CNT=3 /TID=Mm.160381.1 /TIER=FL /STK=2 /UG=Mm.160381 /LL=81016 /DEF=Mu
MOE430_2_1460302_at 106.8 191.2 P P 0.000244 0.000244 0.6 I 0.000027 gb:AI385532 /DB_XREF=gi:4198995 /DB_XREF=mi82e10.x1 /CLONE=IMAGE:473130 /FEA=FLmRNA /CNT=282 /TID=Mm.4159.1 /TIER=Stack /STK=16 /UG
MOE430_2_1460323_at 397.5 548.5 P P 0.000244 0.000244 0.6 I 0.00002 gb:AK010256.1 /DB_XREF=gi:12845561 /GEN=D15Wsu59e /FEA=FLmRNA /CNT=264 /TID=Mm.29144.1 /TIER=Stack /STK=93 /UG=Mm.29144 /LL=110960
MOE430_2_1460326_at 70 79.2 P P 0.02 0.005859 0.6 I 0.000389 gb:AI528567 /DB_XREF=gi:4442702 /DB_XREF=mq72c02.x1 /CLONE=IMAGE:584258 /FEA=FLmRNA /CNT=136 /TID=Mm.41943.1 /TIER=Stack /STK=40 /
MOE430_2_1460368_at 11.4 22.3 A P 0.08 0.03 0.6 NC 0.09 gb:AB059357.1 /DB_XREF=gi:15991073 /GEN=mDLG6A /FEA=FLmRNA /CNT=25 /TID=Mm.101838.1 /TIER=FL+Stack /STK=10 /UG=Mm.101838 /DEF=Mu
MOE430_2_1460389_at 188 253.3 P P 0.00415 0.00415 0.6 I 0.000552 gb:BC025046.1 /DB_XREF=gi:19263841 /FEA=FLmRNA /CNT=111 /TID=Mm.219645.1 /TIER=FL+Stack /STK=58 /UG=Mm.219645 /DEF=Mus musculus, clo
MOE430_2_1460391_at 70 68.5 P P 0.001953 0.000244 0.6 I 0.001201 gb:AK013055.1 /DB_XREF=gi:12850182 /FEA=FLmRNA /CNT=226 /TID=Mm.22661.1 /TIER=Stack /STK=21 /UG=Mm.22661 /LL=67059 /UG_GENE=281040
MOE430_2_1460456_at 63.5 109.5 P P 0.000244 0.000244 0.6 I 0.000438 gb:AV288141 /DB_XREF=gi:16392139 /DB_XREF=AV288141 /CLONE=5033403O17 /FEA=mRNA /CNT=34 /TID=Mm.32803.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1460458_at 15.5 28.1 A A 0.19 0.09 0.6 NC 0.27 gb:AK019034.1 /DB_XREF=gi:12859037 /FEA=mRNA /CNT=176 /TID=Mm.133711.1 /TIER=Stack /STK=111 /UG=Mm.133711 /LL=78892 /UG_GENE=18100
MOE430_2_1460462_at 183.2 292.5 P P 0.01 0.001953 0.6 NC 0.13 gb:AK012903.1 /DB_XREF=gi:12849949 /FEA=mRNA /CNT=24 /TID=Mm.45929.1 /TIER=Stack /STK=16 /UG=Mm.45929 /LL=67219 /UG_GENE=2810046C0
MOE430_2_1460493_at 0.8 1.5 A A 0.72 0.66 0.6 NC 0.005933 gb:AV323374 /DB_XREF=gi:6293291 /DB_XREF=AV323374 /CLONE=6230409E21 /FEA=mRNA /CNT=3 /TID=Mm.159685.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1460507_at 9.6 18.2 A A 0.63 0.36 0.6 NC 0.01 gb:AK019762.1 /DB_XREF=gi:12860094 /FEA=mRNA /CNT=2 /TID=Mm.159948.1 /TIER=ConsEnd /STK=0 /UG=Mm.159948 /LL=77594 /UG_GENE=493055
MOE430_2_1460645_at 261.9 392.5 P P 0.000244 0.000244 0.6 I 0.000618 gb:NM_025844.1 /DB_XREF=gi:13385323 /GEN=Chordc1 /FEA=FLmRNA /CNT=146 /TID=Mm.29138.1 /TIER=FL+Stack /STK=62 /UG=Mm.29138 /LL=6691
MOE430_2_1460655_a_ 104.5 132.8 M P 0.05 0.04 0.6 NC 0.1 gb:NM_013699.1 /DB_XREF=gi:7305604 /GEN=Ubp1 /FEA=FLmRNA /CNT=47 /TID=Mm.28052.1 /TIER=FL+Stack /STK=17 /UG=Mm.28052 /LL=22221 /DE
MOE430_2_1460672_at 270 418.5 P P 0.000244 0.000244 0.6 I 0.000346 gb:BC016099.1 /DB_XREF=gi:18677819 /FEA=FLmRNA /CNT=224 /TID=Mm.2660.1 /TIER=FL+Stack /STK=180 /UG=Mm.2660 /LL=66976 /UG_GENE=2410
MOE430_2_1460705_at 56.4 66.2 P P 0.001953 0.000732 0.6 I 0.000618 gb:AI451506 /DB_XREF=gi:4304476 /DB_XREF=mu43f08.x1 /CLONE=IMAGE:642183 /FEA=mRNA /CNT=126 /TID=Mm.34490.1 /TIER=Stack /STK=19 /UG
MOE430_2_1415682_at 181 264.7 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_023045.1 /DB_XREF=gi:12746421 /GEN=Ranbp16 /FEA=FLmRNA /CNT=199 /TID=Mm.27607.1 /TIER=FL+Stack /STK=33 /UG=Mm.27607 /LL=6524
MOE430_2_1415708_at 360.9 504.7 P P 0.000244 0.000244 0.5 I 0.00002 gb:D50523.1 /DB_XREF=gi:1166394 /FEA=mRNA /CNT=175 /TID=Mm.18728.1 /TIER=Stack /STK=71 /UG=Mm.18728 /LL=103674 /UG_GENE=AI316828 /U
MOE430_2_1415750_at 311.6 316.6 P P 0.000244 0.000244 0.5 NC 0.05 gb:BC019504.1 /DB_XREF=gi:18043535 /FEA=FLmRNA /CNT=240 /TID=Mm.41552.1 /TIER=FL+Stack /STK=159 /UG=Mm.41552 /DEF=Mus musculus, clon
MOE430_2_1415766_at 347.4 515.2 P P 0.000244 0.000244 0.5 I 0.00003 gb:BQ175529 /DB_XREF=gi:20351021 /DB_XREF=UI-M-DJ2-bvw-k-10-0-UI.s1 /CLONE=UI-M-DJ2-bvw-k-10-0-UI /FEA=EST /CNT=23 /TID=Mm.6636.1
MOE430_2_1415807_s_ 444.6 619 P P 0.000244 0.000244 0.5 I 0.000023 gb:AK011528.1 /DB_XREF=gi:12847710 /FEA=FLmRNA /CNT=405 /TID=Mm.21841.1 /TIER=Stack /STK=18 /UG=Mm.21841 /LL=20382 /UG_GENE=Sfrs2 /
MOE430_2_1415824_at 400.8 575.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:BG060909 /DB_XREF=gi:12529872 /DB_XREF=L0900C01-5 /CLONE=L0900C01 /FEA=FLmRNA /CNT=525 /TID=Mm.193096.1 /TIER=Stack /STK=13 /
MOE430_2_1415895_at 87.3 122.5 A A 0.3 0.27 0.5 NC 0.34 gb:NM_013670.1 /DB_XREF=gi:7305508 /GEN=Snrpn /FEA=FLmRNA /CNT=253 /TID=Mm.43721.1 /TIER=FL+Stack /STK=178 /UG=Mm.43721 /LL=20646 /
MOE430_2_1415903_at 50.9 61.5 P P 0.01 0.00293 0.5 NC 0.06 gb:NM_134086.1 /DB_XREF=gi:19527313 /GEN=Slc38a1 /FEA=FLmRNA /CNT=217 /TID=Mm.103568.1 /TIER=FL+Stack /STK=174 /UG=Mm.103568 /LL=10
MOE430_2_1415993_at 385.9 530 P P 0.000244 0.000244 0.5 I 0.00003 gb:NM_009270.1 /DB_XREF=gi:6678126 /GEN=Sqle /FEA=FLmRNA /CNT=253 /TID=Mm.22663.1 /TIER=FL+Stack /STK=152 /UG=Mm.22663 /LL=20775 /D
MOE430_2_1416022_at 646.6 876.5 P P 0.000244 0.000244 0.5 I 0.000273 gb:BC002008.1 /DB_XREF=gi:12805102 /FEA=FLmRNA /CNT=262 /TID=Mm.741.1 /TIER=FL+Stack /STK=143 /UG=Mm.741 /LL=16592 /UG_GENE=Fabp5 
MOE430_2_1416062_at 78.7 97.6 P P 0.000244 0.000244 0.5 NC 0.00712 gb:BF577643 /DB_XREF=gi:11651355 /DB_XREF=602092518F1 /CLONE=IMAGE:4206676 /FEA=FLmRNA /CNT=232 /TID=Mm.22252.1 /TIER=Stack /STK=
MOE430_2_1416095_x_ 542.6 885.3 P P 0.000732 0.000244 0.5 I 0.00002 gb:NM_025364.1 /DB_XREF=gi:13384729 /GEN=1110005A23Rik /FEA=FLmRNA /CNT=211 /TID=Mm.10278.1 /TIER=FL+Stack /STK=128 /UG=Mm.10278 /
MOE430_2_1416135_at 1142.4 1486.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_009687.1 /DB_XREF=gi:6753085 /GEN=Apex /FEA=FLmRNA /CNT=179 /TID=Mm.203.1 /TIER=FL+Stack /STK=122 /UG=Mm.203 /LL=11792 /DEF=
MOE430_2_1416144_a_ 829.6 1098.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC003745.1 /DB_XREF=gi:13277680 /FEA=FLmRNA /CNT=250 /TID=Mm.993.1 /TIER=FL+Stack /STK=121 /UG=Mm.993 /LL=13204 /UG_GENE=Ddx15
MOE430_2_1416145_at 936.9 1345.9 P P 0.000244 0.000244 0.5 NC 0.006503 gb:BC003745.1 /DB_XREF=gi:13277680 /FEA=FLmRNA /CNT=250 /TID=Mm.993.1 /TIER=FL+Stack /STK=121 /UG=Mm.993 /LL=13204 /UG_GENE=Ddx15
MOE430_2_1416164_at 4777.5 6225.7 P P 0.000244 0.000244 0.5 I 0.000492 gb:NM_011812.1 /DB_XREF=gi:6753823 /GEN=Fbln5 /FEA=FLmRNA /CNT=187 /TID=Mm.25347.1 /TIER=FL+Stack /STK=120 /UG=Mm.25347 /LL=23876 /
MOE430_2_1416176_at 729.1 1017.6 P P 0.000244 0.000244 0.5 I 0.000078 gb:NM_010439.1 /DB_XREF=gi:6754207 /GEN=Hmgb1 /FEA=FLmRNA /CNT=324 /TID=Mm.16421.1 /TIER=FL+Stack /STK=118 /UG=Mm.16421 /LL=15289 
MOE430_2_1416183_a_ 811.8 1076.6 P P 0.000244 0.000244 0.5 I 0.00006 gb:NM_008492.1 /DB_XREF=gi:6678673 /GEN=Ldh2 /FEA=FLmRNA /CNT=273 /TID=Mm.9745.1 /TIER=FL+Stack /STK=117 /UG=Mm.9745 /LL=16832 /DE
MOE430_2_1416194_at 7 7.5 A A 0.16 0.33 0.5 NC 0.5 gb:NM_007823.1 /DB_XREF=gi:6681122 /GEN=Cyp4b1 /FEA=FLmRNA /CNT=269 /TID=Mm.1840.1 /TIER=FL+Stack /STK=115 /UG=Mm.1840 /LL=13120 /
MOE430_2_1416218_x_ 335.5 557.4 P P 0.000732 0.000732 0.5 NC 0.5 gb:NM_009084.1 /DB_XREF=gi:6677784 /GEN=Rpl37a /FEA=FLmRNA /CNT=184 /TID=Mm.21529.1 /TIER=FL+Stack /STK=111 /UG=Mm.21529 /LL=19981 
MOE430_2_1416235_at 689.2 1036 P P 0.000244 0.000244 0.5 I 0.00006 gb:AW476171 /DB_XREF=gi:7046277 /DB_XREF=uq79e09.x1 /CLONE=IMAGE:2937352 /FEA=FLmRNA /CNT=266 /TID=Mm.28892.1 /TIER=Stack /STK=9 /
MOE430_2_1416415_a_ 3716.3 5084.6 P P 0.000244 0.000244 0.5 I 0.00003 gb:AY074806.1 /DB_XREF=gi:18535650 /FEA=FLmRNA /CNT=245 /TID=Mm.916.1 /TIER=FL+Stack /STK=90 /UG=Mm.916 /LL=51788 /UG_GENE=H2afz /
MOE430_2_1416422_a_ 78.5 121.4 P P 0.000732 0.000244 0.5 I 0.000046 gb:BM208153 /DB_XREF=gi:17764250 /DB_XREF=C0623C01-3 /CLONE=C0623C01 /FEA=FLmRNA /CNT=172 /TID=Mm.10508.1 /TIER=ConsEnd /STK=2 
MOE430_2_1416456_a_ 1.3 1.4 A A 0.85 0.8 0.5 NC 0.49 gb:BC011134.1 /DB_XREF=gi:15029821 /FEA=FLmRNA /CNT=151 /TID=Mm.46418.1 /TIER=FL+Stack /STK=88 /UG=Mm.46418 /LL=81600 /UG_GENE=Ch
MOE430_2_1416504_at 61.9 79.5 P P 0.000244 0.000244 0.5 NC 0.002753 gb:NM_009469.1 /DB_XREF=gi:6678502 /GEN=Ulk1 /FEA=FLmRNA /CNT=148 /TID=Mm.34216.1 /TIER=FL /STK=2 /UG=Mm.34216 /LL=22241 /DEF=Mus 
MOE430_2_1416661_at 30 37.2 P P 0.000244 0.001953 0.5 NC 0.06 gb:BB835796 /DB_XREF=gi:17014039 /DB_XREF=BB835796 /CLONE=G930038N11 /FEA=FLmRNA /CNT=376 /TID=Mm.2238.1 /TIER=Stack /STK=11 /UG
MOE430_2_1416700_at 1023 1524.7 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_028810.1 /DB_XREF=gi:13386353 /GEN=Arhe /FEA=FLmRNA /CNT=123 /TID=Mm.46497.1 /TIER=FL+Stack /STK=73 /UG=Mm.46497 /LL=74194 /D
MOE430_2_1416718_at 11.1 16.5 A A 0.33 0.12 0.5 NC 0.5 gb:NM_007529.1 /DB_XREF=gi:6671617 /GEN=Bcan /FEA=FLmRNA /CNT=86 /TID=Mm.4598.1 /TIER=FL+Stack /STK=72 /UG=Mm.4598 /LL=12032 /DEF=
MOE430_2_1416720_at 316.5 503.5 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC012039.1 /DB_XREF=gi:15080591 /FEA=FLmRNA /CNT=355 /TID=Mm.24042.1 /TIER=FL+Stack /STK=71 /UG=Mm.24042 /LL=67996 /UG_GENE=12
MOE430_2_1416721_s_ 889.1 1222.3 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC012039.1 /DB_XREF=gi:15080591 /FEA=FLmRNA /CNT=355 /TID=Mm.24042.1 /TIER=FL+Stack /STK=71 /UG=Mm.24042 /LL=67996 /UG_GENE=12
MOE430_2_1416751_a_ 82.2 128.5 P P 0.000244 0.000244 0.5 NC 0.02 gb:NM_017397.1 /DB_XREF=gi:8393244 /GEN=Ddx20 /FEA=FLmRNA /CNT=106 /TID=Mm.26703.1 /TIER=FL+Stack /STK=71 /UG=Mm.26703 /LL=53975 /
MOE430_2_1416753_at 31.1 47.2 A A 0.27 0.08 0.5 NC 0.06 gb:BC011424.1 /DB_XREF=gi:15030298 /FEA=FLmRNA /CNT=132 /TID=Mm.9334.1 /TIER=FL+Stack /STK=71 /UG=Mm.9334 /LL=19085 /UG_GENE=Prkar
MOE430_2_1416758_at 25.2 39.7 A A 0.09 0.08 0.5 NC 0.5 gb:NM_133715.1 /DB_XREF=gi:19526895 /GEN=2310069I04Rik /FEA=FLmRNA /CNT=96 /TID=Mm.193391.1 /TIER=FL+Stack /STK=71 /UG=Mm.193391 /L
MOE430_2_1416774_at 52.3 84.4 P P 0.001221 0.001953 0.5 NC 0.02 gb:NM_009516.1 /DB_XREF=gi:6678582 /GEN=Wee1 /FEA=FLmRNA /CNT=129 /TID=Mm.8108.1 /TIER=FL /STK=1 /UG=Mm.8108 /LL=22390 /DEF=Mus m
MOE430_2_1416791_a_ 364 477.9 P P 0.000244 0.000244 0.5 I 0.000189 gb:BC005594.1 /DB_XREF=gi:13542779 /FEA=FLmRNA /CNT=158 /TID=Mm.7271.1 /TIER=FL+Stack /STK=69 /UG=Mm.7271 /LL=53319 /UG_GENE=Nxf1 
MOE430_2_1416801_at 4.3 6.8 A A 0.5 0.6 0.5 NC 0.09 gb:AV320241 /DB_XREF=gi:15406164 /DB_XREF=AV320241 /CLONE=6030418L12 /FEA=FLmRNA /CNT=165 /TID=Mm.33819.1 /TIER=Stack /STK=17 /UG
MOE430_2_1416866_at 87.7 125.2 P P 0.000244 0.000732 0.5 NC 0.009292 gb:BC005572.1 /DB_XREF=gi:13542731 /FEA=FLmRNA /CNT=116 /TID=Mm.23564.1 /TIER=FL+Stack /STK=66 /UG=Mm.23564 /LL=12068 /UG_GENE=Be
MOE430_2_1416893_at 254.1 348.9 P P 0.000244 0.000244 0.5 I 0.000046 gb:NM_025626.1 /DB_XREF=gi:13385087 /GEN=3110001A13Rik /FEA=FLmRNA /CNT=137 /TID=Mm.200627.1 /TIER=FL /STK=1 /UG=Mm.200627 /LL=665
MOE430_2_1416955_at 125.8 138.3 P P 0.000732 0.000244 0.5 I 0.000966 gb:BC003222.1 /DB_XREF=gi:13096849 /FEA=FLmRNA /CNT=154 /TID=Mm.3991.1 /TIER=FL /STK=2 /UG=Mm.3991 /LL=27376 /UG_GENE=Slc25a10 /DE
MOE430_2_1417011_at 829 1285.7 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_008304.1 /DB_XREF=gi:6677890 /GEN=Sdc2 /FEA=FLmRNA /CNT=232 /TID=Mm.29350.1 /TIER=FL+Stack /STK=60 /UG=Mm.29350 /LL=15529 /D
MOE430_2_1417114_at 225.5 304.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:AF163665.1 /DB_XREF=gi:5814403 /GEN=Gcl /FEA=FLmRNA /CNT=112 /TID=Mm.74594.1 /TIER=FL /STK=4 /UG=Mm.74594 /LL=23885 /DEF=Mus mu
MOE430_2_1417116_at 426.8 641.4 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_133987.1 /DB_XREF=gi:19527207 /GEN=AA589632 /FEA=FLmRNA /CNT=166 /TID=Mm.41401.1 /TIER=FL+Stack /STK=56 /UG=Mm.41401 /LL=102
MOE430_2_1417140_a_ 189.7 210.6 P P 0.000244 0.000244 0.5 NC 0.03 gb:NM_008977.1 /DB_XREF=gi:6679552 /GEN=Ptpn2 /FEA=FLmRNA /CNT=83 /TID=Mm.985.1 /TIER=FL+Stack /STK=55 /UG=Mm.985 /LL=19255 /DEF=M
MOE430_2_1417181_a_ 241 326.4 P P 0.000244 0.000244 0.5 I 0.000865 gb:AV213603 /DB_XREF=gi:6154717 /DB_XREF=AV213603 /CLONE=2410128L13 /FEA=FLmRNA /CNT=114 /TID=Mm.4651.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1417192_at 183.5 256.1 P P 0.000244 0.000244 0.5 I 0.000492 gb:NM_138599.1 /DB_XREF=gi:20070415 /GEN=D16Wsu109e /FEA=FLmRNA /CNT=129 /TID=Mm.180299.1 /TIER=FL+Stack /STK=53 /UG=Mm.180299 /L
MOE430_2_1417200_at 249 351.8 P P 0.000244 0.000244 0.5 I 0.000114 gb:AK007779.1 /DB_XREF=gi:12841542 /FEA=FLmRNA /CNT=197 /TID=Mm.18230.1 /TIER=Stack /STK=28 /UG=Mm.18230 /LL=57439 /UG_GENE=130000
MOE430_2_1417245_at 701.7 987.8 P P 0.000244 0.000244 0.5 I 0.00004 gb:NM_021434.1 /DB_XREF=gi:10946801 /GEN=AB041545 /FEA=FLmRNA /CNT=81 /TID=Mm.142760.1 /TIER=FL+Stack /STK=51 /UG=Mm.142760 /LL=58
MOE430_2_1417249_at 106 139.7 A P 0.09 0.01 0.5 I 0.000552 gb:NM_017401.1 /DB_XREF=gi:8394000 /GEN=Polm /FEA=FLmRNA /CNT=78 /TID=Mm.3330.1 /TIER=FL+Stack /STK=51 /UG=Mm.3330 /LL=54125 /DEF=
MOE430_2_1417250_at 128.9 178.3 P P 0.000244 0.000244 0.5 I 0.000865 gb:NM_013916.1 /DB_XREF=gi:7305130 /GEN=Ha1r-pending /FEA=FLmRNA /CNT=83 /TID=Mm.22030.1 /TIER=FL+Stack /STK=51 /UG=Mm.22030 /LL=30
MOE430_2_1417254_at 101 133 P P 0.000244 0.000244 0.5 NC 0.003699 gb:NM_021343.1 /DB_XREF=gi:10946659 /GEN=Spaf /FEA=FLmRNA /CNT=75 /TID=Mm.25633.1 /TIER=FL+Stack /STK=51 /UG=Mm.25633 /LL=57815 /D
MOE430_2_1417261_at 17.8 19.1 P P 0.03 0.02 0.5 NC 0.19 gb:BM224735 /DB_XREF=gi:17786106 /DB_XREF=K0200F09-3 /CLONE=K0200F09 /FEA=FLmRNA /CNT=219 /TID=Mm.29067.1 /TIER=Stack /STK=30 /U
MOE430_2_1417263_at 26.7 38.7 P P 0.00415 0.001953 0.5 NC 0.02 gb:M94967.1 /DB_XREF=gi:200321 /GEN=PGHS-B /FEA=FLmRNA /CNT=105 /TID=Mm.3137.1 /TIER=FL /STK=1 /UG=Mm.3137 /LL=19225 /DEF=Mouse 
MOE430_2_1417299_at 21.2 36.5 P P 0.001953 0.00415 0.5 NC 0.00712 gb:NM_010892.1 /DB_XREF=gi:6754817 /GEN=Nek2 /FEA=FLmRNA /CNT=96 /TID=Mm.5379.1 /TIER=FL+Stack /STK=49 /UG=Mm.5379 /LL=18005 /DEF=
MOE430_2_1417316_at 435 532.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_025790.1 /DB_XREF=gi:13385259 /GEN=0610006O17Rik /FEA=FLmRNA /CNT=100 /TID=Mm.2125.1 /TIER=FL+Stack /STK=48 /UG=Mm.2125 /LL=
MOE430_2_1417360_at 124.5 163 P P 0.000244 0.000244 0.5 NC 0.01 gb:NM_026810.1 /DB_XREF=gi:19387851 /GEN=Mlh1 /FEA=FLmRNA /CNT=79 /TID=Mm.196006.1 /TIER=FL+Stack /STK=47 /UG=Mm.196006 /LL=17350 /
MOE430_2_1417371_at 97.4 143.5 P P 0.000244 0.000244 0.5 I 0.001336 gb:NM_023324.1 /DB_XREF=gi:12963638 /GEN=Peli1 /FEA=FLmRNA /CNT=182 /TID=Mm.28957.1 /TIER=FL+Stack /STK=46 /UG=Mm.28957 /LL=67245 /
MOE430_2_1417376_a_ 3.9 6.3 A A 0.39 0.33 0.5 NC 0.33 gb:NM_018770.1 /DB_XREF=gi:9055173 /GEN=Igsf4 /FEA=FLmRNA /CNT=246 /TID=Mm.20921.1 /TIER=FL+Stack /STK=46 /UG=Mm.20921 /LL=54725 /D
MOE430_2_1417464_at 1.1 1.4 A A 0.75 0.77 0.5 NC 0.5 gb:NM_009394.1 /DB_XREF=gi:6678370 /GEN=Tncs /FEA=FLmRNA /CNT=106 /TID=Mm.1716.1 /TIER=FL+Stack /STK=44 /UG=Mm.1716 /LL=21925 /DEF
MOE430_2_1417469_at 21.7 27.1 P P 0.01 0.01 0.5 NC 0.21 gb:BM121177 /DB_XREF=gi:17089203 /DB_XREF=L0949D07-3 /CLONE=L0949D07 /FEA=FLmRNA /CNT=88 /TID=Mm.12915.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1417503_at 369.7 528.3 P P 0.001221 0.001221 0.5 I 0.000147 gb:NM_020022.1 /DB_XREF=gi:11177921 /GEN=Rfc2 /FEA=FLmRNA /CNT=128 /TID=Mm.27855.1 /TIER=FL+Stack /STK=43 /UG=Mm.27855 /LL=19718 /D
MOE430_2_1417518_at 7.9 11 A A 0.12 0.12 0.5 NC 0.46 gb:NM_018807.1 /DB_XREF=gi:9055309 /GEN=Plagl2 /FEA=FLmRNA /CNT=111 /TID=Mm.103199.1 /TIER=FL /STK=2 /UG=Mm.103199 /LL=54711 /DEF=M
MOE430_2_1417524_at 33.8 48.9 M P 0.05 0.00415 0.5 NC 0.06 gb:NM_009920.1 /DB_XREF=gi:6753469 /GEN=Cnil /FEA=FLmRNA /CNT=55 /TID=Mm.3123.1 /TIER=FL+Stack /STK=43 /UG=Mm.3123 /LL=12794 /DEF=M
MOE430_2_1417555_at 27.6 30.8 P P 0.000732 0.01 0.5 NC 0.18 gb:BB463379 /DB_XREF=gi:16426883 /DB_XREF=BB463379 /CLONE=D130080C15 /FEA=FLmRNA /CNT=217 /TID=Mm.27123.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1417568_at 37.5 37.8 P P 0.008057 0.001953 0.5 NC 0.004925 gb:NM_134094.1 /DB_XREF=gi:19527323 /GEN=AI848120 /FEA=FLmRNA /CNT=133 /TID=Mm.135621.1 /TIER=FL+Stack /STK=41 /UG=Mm.135621 /LL=1
MOE430_2_1417595_at 12.8 28.6 A A 0.21 0.24 0.5 NC 0.02 gb:NM_010791.1 /DB_XREF=gi:6754679 /GEN=Meox1 /FEA=FLmRNA /CNT=59 /TID=Mm.3404.1 /TIER=FL+Stack /STK=41 /UG=Mm.3404 /LL=17285 /DEF
MOE430_2_1417649_at 1 1.8 A A 0.78 0.63 0.5 NC 0.21 gb:NM_009876.1 /DB_XREF=gi:6753387 /GEN=Cdkn1c /FEA=FLmRNA /CNT=214 /TID=Mm.168789.1 /TIER=FL+Stack /STK=39 /UG=Mm.168789 /LL=1257
MOE430_2_1417754_at 73.3 126 P P 0.000732 0.001221 0.5 NC 0.007788 gb:BF018714 /DB_XREF=gi:10750046 /DB_XREF=ux97c04.x1 /CLONE=IMAGE:3656454 /FEA=FLmRNA /CNT=125 /TID=Mm.39006.1 /TIER=Stack /STK=23
MOE430_2_1417808_at 0.7 1.9 A A 0.91 0.85 0.5 NC 0.21 gb:NM_025621.1 /DB_XREF=gi:13385079 /GEN=2310050C09Rik /FEA=FLmRNA /CNT=41 /TID=Mm.144259.1 /TIER=FL+Stack /STK=36 /UG=Mm.144259 /
MOE430_2_1417828_at 10.4 17.1 A A 0.32 0.21 0.5 NC 0.34 gb:NM_007474.1 /DB_XREF=gi:6680713 /GEN=Aqp8 /FEA=FLmRNA /CNT=85 /TID=Mm.9970.1 /TIER=FL+Stack /STK=35 /UG=Mm.9970 /LL=11833 /DEF=
MOE430_2_1417844_at 180.4 243.7 P P 0.000244 0.000244 0.5 I 0.001651 gb:NM_026119.1 /DB_XREF=gi:13385625 /GEN=2410046H15Rik /FEA=FLmRNA /CNT=64 /TID=Mm.29886.1 /TIER=FL+Stack /STK=35 /UG=Mm.29886 /LL
MOE430_2_1417850_at 94.8 124 P P 0.000244 0.000244 0.5 MI 0.00249 gb:NM_009029.1 /DB_XREF=gi:6677678 /GEN=Rb1 /FEA=FLmRNA /CNT=90 /TID=Mm.304.1 /TIER=FL+Stack /STK=35 /UG=Mm.304 /LL=19645 /DEF=Mu
MOE430_2_1417919_at 235.9 331.2 P P 0.000244 0.000244 0.5 I 0.00004 gb:BC013524.1 /DB_XREF=gi:15488778 /FEA=FLmRNA /CNT=116 /TID=Mm.88704.1 /TIER=FL+Stack /STK=33 /UG=Mm.88704 /LL=66385 /UG_GENE=Pp
MOE430_2_1417941_at 187.1 291.3 P P 0.000244 0.000244 0.5 I 0.000189 gb:NM_026086.1 /DB_XREF=gi:13385585 /GEN=1600031M04Rik /FEA=FLmRNA /CNT=56 /TID=Mm.22787.1 /TIER=FL+Stack /STK=33 /UG=Mm.22787 /LL
MOE430_2_1417947_at 2571.7 3690.7 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC010343.1 /DB_XREF=gi:16307586 /FEA=FLmRNA /CNT=396 /TID=Mm.7141.1 /TIER=FL+Stack /STK=32 /UG=Mm.7141 /LL=18538 /UG_GENE=Pcna
MOE430_2_1417948_s_ 216 309.1 P P 0.000244 0.000244 0.5 I 0.000088 gb:BC024718.1 /DB_XREF=gi:19354355 /FEA=FLmRNA /CNT=185 /TID=Mm.21534.1 /TIER=FL+Stack /STK=32 /UG=Mm.21534 /LL=67781 /UG_GENE=Ilf2
MOE430_2_1417949_at 163.8 239 P P 0.000244 0.000244 0.5 I 0.000552 gb:NM_026374.1 /DB_XREF=gi:13385871 /GEN=Ilf2 /FEA=FLmRNA /CNT=185 /TID=Mm.21534.1 /TIER=FL+Stack /STK=16 /UG=Mm.21534 /LL=67781 /DE
MOE430_2_1417961_a_ 25.2 34.6 M P 0.05 0.02 0.5 NC 0.007788 gb:BM240719 /DB_XREF=gi:17875989 /DB_XREF=K0606D02-3 /CLONE=K0606D02 /FEA=FLmRNA /CNT=122 /TID=Mm.3288.1 /TIER=Stack /STK=26 /UG
MOE430_2_1418036_at 124 178.5 P P 0.000244 0.000244 0.5 I 0.000101 gb:NM_008922.1 /DB_XREF=gi:6679460 /GEN=Prim2 /FEA=FLmRNA /CNT=70 /TID=Mm.27705.1 /TIER=FL+Stack /STK=31 /UG=Mm.27705 /LL=19076 /D
MOE430_2_1418041_at 46.8 51.1 P P 0.01 0.01 0.5 NC 0.04 gb:AK009236.1 /DB_XREF=gi:12843903 /FEA=FLmRNA /CNT=97 /TID=Mm.10068.1 /TIER=Stack /STK=10 /UG=Mm.10068 /LL=66690 /UG_GENE=4432406
MOE430_2_1418068_at 36 41.6 P P 0.00415 0.00415 0.5 NC 0.39 gb:BQ176221 /DB_XREF=gi:20351713 /DB_XREF=UI-M-DJ2-bwg-o-08-0-UI.s1 /CLONE=UI-M-DJ2-bwg-o-08-0-UI /FEA=FLmRNA /CNT=191 /TID=Mm.
MOE430_2_1418120_at 39.3 57.2 P P 0.01 0.005859 0.5 NC 0.01 gb:NM_025875.1 /DB_XREF=gi:13385355 /GEN=Rbm8 /FEA=FLmRNA /CNT=87 /TID=Mm.142369.1 /TIER=FL+Stack /STK=16 /UG=Mm.142369 /LL=60365 
MOE430_2_1418127_a_ 169.7 315.7 P P 0.000244 0.000244 0.5 I 0.000147 gb:BC003292.1 /DB_XREF=gi:13097002 /FEA=FLmRNA /CNT=91 /TID=Mm.30050.1 /TIER=FL+Stack /STK=29 /UG=Mm.30050 /LL=26926 /UG_GENE=Pdc
MOE430_2_1418171_at 627.4 982.6 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_025703.1 /DB_XREF=gi:13385159 /GEN=3930402F23Rik /FEA=FLmRNA /CNT=144 /TID=Mm.182094.1 /TIER=FL+Stack /STK=28 /UG=Mm.182094 /
MOE430_2_1418304_at 7.4 14.1 A A 0.27 0.08 0.5 NC 0.24 gb:NM_130878.1 /DB_XREF=gi:18700013 /GEN=Prcad-pending /FEA=FLmRNA /CNT=57 /TID=Mm.156506.1 /TIER=FL+Stack /STK=26 /UG=Mm.156506 /L
MOE430_2_1418313_at 83.9 94.3 P P 0.00415 0.001953 0.5 NC 0.01 gb:BB667131 /DB_XREF=gi:16398580 /DB_XREF=BB667131 /CLONE=4022444P09 /FEA=FLmRNA /CNT=59 /TID=Mm.143752.1 /TIER=Stack /STK=8 /UG
MOE430_2_1418350_at 32.5 62.7 P P 0.02 0.03 0.5 NC 0.3 gb:L07264.1 /DB_XREF=gi:192999 /FEA=FLmRNA /CNT=73 /TID=Mm.4661.1 /TIER=FL+Stack /STK=14 /UG=Mm.4661 /LL=15200 /UG_GENE=Hegfl /DEF=
MOE430_2_1418351_a_ 15.8 23.5 A P 0.09 0.00293 0.5 NC 0.06 gb:BG063115 /DB_XREF=gi:12545678 /DB_XREF=H3003C03-3 /CLONE=H3003C03 /FEA=FLmRNA /CNT=64 /TID=Mm.89772.1 /TIER=Stack /STK=24 /UG
MOE430_2_1418408_at 118.5 183.1 P P 0.001221 0.000244 0.5 I 0.000552 gb:NM_025512.1 /DB_XREF=gi:13384933 /GEN=2310008M20Rik /FEA=FLmRNA /CNT=48 /TID=Mm.25674.1 /TIER=FL+Stack /STK=24 /UG=Mm.25674 /LL
MOE430_2_1418439_at 870.9 1294.5 P P 0.000244 0.000244 0.5 I 0.000114 gb:NM_026065.1 /DB_XREF=gi:13385563 /GEN=2900055D03Rik /FEA=FLmRNA /CNT=76 /TID=Mm.30008.1 /TIER=FL+Stack /STK=23 /UG=Mm.30008 /LL
MOE430_2_1418441_at 0.8 1.3 A A 0.82 0.75 0.5 NC 0.16 gb:BI687791 /DB_XREF=gi:15650419 /DB_XREF=603314111F1 /CLONE=IMAGE:5354091 /FEA=FLmRNA /CNT=73 /TID=Mm.86813.1 /TIER=ConsEnd /STK
MOE430_2_1418447_at 361.2 548.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_013747.1 /DB_XREF=gi:7305094 /GEN=Golga5 /FEA=FLmRNA /CNT=77 /TID=Mm.20885.1 /TIER=FL+Stack /STK=23 /UG=Mm.20885 /LL=27277 /D
MOE430_2_1418449_at 15.3 28.1 A A 0.19 0.12 0.5 NC 0.37 gb:NM_133664.1 /DB_XREF=gi:19526809 /GEN=Lad1 /FEA=FLmRNA /CNT=87 /TID=Mm.36726.1 /TIER=FL+Stack /STK=23 /UG=Mm.36726 /LL=16763 /D
MOE430_2_1418497_at 0.3 0.6 A A 0.99 0.95 0.5 NC 0.00712 gb:BC018238.1 /DB_XREF=gi:17390549 /FEA=FLmRNA /CNT=33 /TID=Mm.7995.1 /TIER=FL+Stack /STK=23 /UG=Mm.7995 /LL=14168 /UG_GENE=Fgf13 
MOE430_2_1418540_a_ 40.9 29.9 P P 0.00415 0.00293 0.5 NC 0.003699 gb:U35368.1 /DB_XREF=gi:1050967 /GEN=Ptpre /FEA=FLmRNA /CNT=68 /TID=Mm.945.1 /TIER=FL+Stack /STK=12 /UG=Mm.945 /LL=19267 /DEF=Mus 
MOE430_2_1418542_s_ 55.3 90.1 P P 0.008057 0.001221 0.5 I 0.000101 gb:NM_134046.1 /DB_XREF=gi:19923065 /GEN=AI448222 /FEA=FLmRNA /CNT=32 /TID=Mm.70546.1 /TIER=FL+Stack /STK=22 /UG=Mm.70546 /LL=1048
MOE430_2_1418579_at 172.8 272.7 P P 0.000732 0.000244 0.5 I 0.000078 gb:BC013545.1 /DB_XREF=gi:15488828 /FEA=FLmRNA /CNT=62 /TID=Mm.24643.1 /TIER=FL+Stack /STK=21 /UG=Mm.24643 /LL=26370 /UG_GENE=Cetn
MOE430_2_1418600_at 12.5 22.9 P P 0.04 0.02 0.5 NC 0.09 gb:NM_010635.1 /DB_XREF=gi:6754453 /GEN=Klf1 /FEA=FLmRNA /CNT=45 /TID=Mm.4847.1 /TIER=FL+Stack /STK=21 /UG=Mm.4847 /LL=16596 /DEF=M
MOE430_2_1418636_at 17.2 22.9 A A 0.21 0.11 0.5 NC 0.02 gb:NM_012051.1 /DB_XREF=gi:6755023 /GEN=Pe1 /FEA=FLmRNA /CNT=108 /TID=Mm.34510.1 /TIER=FL /STK=2 /UG=Mm.34510 /LL=27049 /DEF=Mus m
MOE430_2_1418673_at 447.8 921.3 P P 0.001953 0.001221 0.5 I 0.000389 gb:NM_011415.1 /DB_XREF=gi:6755575 /GEN=Snai2 /FEA=FLmRNA /CNT=33 /TID=Mm.4272.1 /TIER=FL+Stack /STK=20 /UG=Mm.4272 /LL=20583 /DEF
MOE430_2_1418697_at 108.8 184.8 P P 0.000732 0.000244 0.5 I 0.001651 gb:NM_009349.1 /DB_XREF=gi:6678280 /GEN=Temt /FEA=FLmRNA /CNT=97 /TID=Mm.299.1 /TIER=FL+Stack /STK=19 /UG=Mm.299 /LL=21743 /DEF=M
MOE430_2_1418768_at 25.2 44.6 P P 0.000732 0.000732 0.5 NC 0.04 gb:NM_133752.1 /DB_XREF=gi:19526959 /GEN=1200011N24Rik /FEA=FLmRNA /CNT=56 /TID=Mm.31402.1 /TIER=FL /STK=2 /UG=Mm.31402 /LL=74143 /
MOE430_2_1418773_at 470.2 709.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_021890.1 /DB_XREF=gi:11230791 /GEN=Fads3 /FEA=FLmRNA /CNT=58 /TID=Mm.34345.1 /TIER=FL+Stack /STK=18 /UG=Mm.34345 /LL=60527 /D
MOE430_2_1418815_at 1227.2 1745.7 P P 0.000244 0.000244 0.5 I 0.000307 gb:BB732264 /DB_XREF=gi:16115539 /DB_XREF=BB732264 /CLONE=E970022M05 /FEA=FLmRNA /CNT=122 /TID=Mm.14897.1 /TIER=Stack /STK=16 /U



MOE430_2_1418843_at 223.8 352 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_011774.1 /DB_XREF=gi:7106410 /GEN=Slc30a4 /FEA=FLmRNA /CNT=65 /TID=Mm.27801.1 /TIER=FL+Stack /STK=17 /UG=Mm.27801 /LL=22785 /
MOE430_2_1418857_at 0.6 2.6 A A 0.66 0.5 0.5 NC 0.19 gb:BC013493.1 /DB_XREF=gi:15488694 /FEA=FLmRNA /CNT=40 /TID=Mm.57258.1 /TIER=FL+Stack /STK=17 /UG=Mm.57258 /LL=20500 /UG_GENE=Slc1
MOE430_2_1418933_at 2.1 2.4 A A 0.88 0.78 0.5 NC 0.2 gb:NM_009200.1 /DB_XREF=gi:6678002 /GEN=Slc1a6 /FEA=FLmRNA /CNT=21 /TID=Mm.6257.1 /TIER=FL+Stack /STK=16 /UG=Mm.6257 /LL=20513 /DE
MOE430_2_1418946_at 395.5 656.5 P P 0.000244 0.000244 0.5 I 0.000101 gb:NM_009177.1 /DB_XREF=gi:6677956 /GEN=Siat4a /FEA=FLmRNA /CNT=24 /TID=Mm.6284.1 /TIER=FL+Stack /STK=16 /UG=Mm.6284 /LL=20442 /DEF
MOE430_2_1418957_at 1.5 1.6 A A 0.69 0.5 0.5 NC 0.19 gb:NM_016853.1 /DB_XREF=gi:8394366 /GEN=Stac /FEA=FLmRNA /CNT=18 /TID=Mm.1414.1 /TIER=FL+Stack /STK=16 /UG=Mm.1414 /LL=20840 /DEF=
MOE430_2_1418987_at 11.9 14.8 A A 0.06 0.09 0.5 NC 0.19 gb:AF169407.1 /DB_XREF=gi:7230429 /GEN=Splash /FEA=FLmRNA /CNT=38 /TID=Mm.71913.1 /TIER=FL /STK=1 /UG=Mm.71913 /LL=18782 /DEF=Mus 
MOE430_2_1418994_at 2 3.8 A A 0.69 0.56 0.5 NC 0.43 gb:NM_026630.1 /DB_XREF=gi:13386117 /GEN=2410116G06Rik /FEA=FLmRNA /CNT=27 /TID=Mm.33648.1 /TIER=FL+Stack /STK=15 /UG=Mm.33648 /LL
MOE430_2_1418996_a_ 126.4 189.6 P P 0.000244 0.000244 0.5 I 0.000552 gb:BC021522.1 /DB_XREF=gi:18204843 /FEA=FLmRNA /CNT=52 /TID=Mm.46847.1 /TIER=FL+Stack /STK=15 /UG=Mm.46847 /LL=67636 /UG_GENE=4930
MOE430_2_1419046_at 128.9 122.4 P P 0.00293 0.000732 0.5 NC 0.02 gb:NM_021555.1 /DB_XREF=gi:10946997 /GEN=Brp16 /FEA=FLmRNA /CNT=58 /TID=Mm.29577.1 /TIER=FL+Stack /STK=14 /UG=Mm.29577 /LL=59053 /D
MOE430_2_1419090_x_ 1.1 2.5 A A 0.88 0.78 0.5 NC 0.25 gb:NM_010644.1 /DB_XREF=gi:6754459 /GEN=Klk26 /FEA=FLmRNA /CNT=103 /TID=Mm.143842.1 /TIER=FL+Stack /STK=13 /UG=Mm.143842 /LL=16618 
MOE430_2_1419137_at 11.6 17.1 A A 0.14 0.27 0.5 NC 0.16 gb:NM_021423.1 /DB_XREF=gi:10946785 /GEN=Shank3 /FEA=FLmRNA /CNT=22 /TID=Mm.40237.1 /TIER=FL+Stack /STK=13 /UG=Mm.40237 /LL=58234 /
MOE430_2_1419159_at 155 175.1 P P 0.000244 0.000244 0.5 NC 0.03 gb:D78270.1 /DB_XREF=gi:1944343 /FEA=FLmRNA /CNT=70 /TID=Mm.9392.1 /TIER=FL+Stack /STK=12 /UG=Mm.9392 /LL=14716 /UG_GENE=Golga3 /D
MOE430_2_1419169_at 281.4 474.8 P P 0.000244 0.000244 0.5 I 0.000865 gb:BC024684.1 /DB_XREF=gi:19353313 /FEA=FLmRNA /CNT=87 /TID=Mm.18856.1 /TIER=Stack /STK=16 /UG=Mm.18856 /LL=50772 /UG_GENE=Mapk6 /
MOE430_2_1419181_at 195.3 191.9 P P 0.000244 0.000244 0.5 NC 0.002753 gb:NM_018759.1 /DB_XREF=gi:9055385 /GEN=Zfp326 /FEA=FLmRNA /CNT=42 /TID=Mm.12891.1 /TIER=FL+Stack /STK=12 /UG=Mm.12891 /LL=54367 /D
MOE430_2_1419203_at 30.4 45 A P 0.09 0.03 0.5 NC 0.05 gb:NM_025293.1 /DB_XREF=gi:13384643 /GEN=Gtlf3a /FEA=FLmRNA /CNT=20 /TID=Mm.46270.1 /TIER=FL+Stack /STK=12 /UG=Mm.46270 /LL=24082 /
MOE430_2_1419230_at 0.2 1.3 A A 0.94 0.85 0.5 NC 0.04 gb:NM_010661.1 /DB_XREF=gi:7110666 /GEN=Krt1-12 /FEA=FLmRNA /CNT=13 /TID=Mm.4201.1 /TIER=FL+Stack /STK=12 /UG=Mm.4201 /LL=16662 /DE
MOE430_2_1419267_at 121.6 191.2 P P 0.000244 0.000244 0.5 NC 0.003355 gb:AV250496 /DB_XREF=gi:16387541 /DB_XREF=AV250496 /CLONE=4833423L22 /FEA=FLmRNA /CNT=120 /TID=Mm.200683.1 /TIER=Stack /STK=9 /UG
MOE430_2_1419273_at 430.4 588.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC023029.1 /DB_XREF=gi:18606451 /FEA=FLmRNA /CNT=83 /TID=Mm.23997.1 /TIER=FL+Stack /STK=11 /UG=Mm.23997 /LL=19777 /UG_GENE=Rmp
MOE430_2_1419278_at 114.2 151.1 P P 0.000244 0.000244 0.5 I 0.000346 gb:BG068704 /DB_XREF=gi:12551273 /DB_XREF=H3068D11-3 /CLONE=H3068D11 /FEA=FLmRNA /CNT=73 /TID=Mm.218478.1 /TIER=Stack /STK=16 /U
MOE430_2_1419290_at 95.3 124.9 P P 0.001953 0.001221 0.5 I 0.000052 gb:NM_025907.1 /DB_XREF=gi:13385399 /GEN=1600013P15Rik /FEA=FLmRNA /CNT=41 /TID=Mm.27580.1 /TIER=FL+Stack /STK=11 /UG=Mm.27580 /LL
MOE430_2_1419335_at 12.5 8 A A 0.27 0.08 0.5 NC 0.48 gb:NM_026649.1 /DB_XREF=gi:13386137 /GEN=4930441O14Rik /FEA=FLmRNA /CNT=15 /TID=Mm.145530.1 /TIER=FL+Stack /STK=11 /UG=Mm.145530 /
MOE430_2_1419373_at 3 7.5 A A 0.66 0.33 0.5 NC 0.37 gb:NM_134157.1 /DB_XREF=gi:19527063 /GEN=Atp6v1b1 /FEA=FLmRNA /CNT=78 /TID=Mm.25784.1 /TIER=FL+Stack /STK=10 /UG=Mm.25784 /LL=1109
MOE430_2_1419400_at 113.7 153 P P 0.001221 0.000244 0.5 I 0.00013 gb:AW553649 /DB_XREF=gi:7199072 /DB_XREF=L0230A03-3 /CLONE=L0230A03 /FEA=FLmRNA /CNT=40 /TID=Mm.2941.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1419467_at 63.8 88.8 P P 0.000244 0.000732 0.5 NC 0.003355 gb:BC019452.1 /DB_XREF=gi:18044467 /FEA=FLmRNA /CNT=76 /TID=Mm.74798.1 /TIER=FL+Stack /STK=9 /UG=Mm.74798 /LL=66864 /UG_GENE=12000
MOE430_2_1419487_at 1.3 2.6 A A 0.85 0.72 0.5 NC 0.05 gb:NM_016749.1 /DB_XREF=gi:7949087 /GEN=Mybph /FEA=FLmRNA /CNT=42 /TID=Mm.125614.1 /TIER=FL+Stack /STK=9 /UG=Mm.125614 /LL=53311 /
MOE430_2_1419505_a_ 27.7 44.4 P P 0.008057 0.000732 0.5 MI 0.00249 gb:NM_010282.1 /DB_XREF=gi:6806914 /GEN=Ggps1 /FEA=FLmRNA /CNT=36 /TID=Mm.36520.1 /TIER=FL+Stack /STK=9 /UG=Mm.36520 /LL=14593 /DE
MOE430_2_1419540_at 1.1 1.4 A A 0.66 0.69 0.5 NC 0.48 gb:NM_031261.1 /DB_XREF=gi:13752592 /GEN=Fthl17 /FEA=FLmRNA /CNT=10 /TID=Mm.189056.1 /TIER=FL+Stack /STK=9 /UG=Mm.189056 /LL=83457 
MOE430_2_1419543_a_ 811.4 1060.9 P P 0.000244 0.000244 0.5 I 0.000023 gb:BG229318 /DB_XREF=gi:12716822 /DB_XREF=ux70b06.x1 /CLONE=IMAGE:3515482 /FEA=FLmRNA /CNT=327 /TID=Mm.2984.1 /TIER=Stack /STK=21 
MOE430_2_1419555_at 1.4 0.6 A A 0.87 0.91 0.5 NC 0.42 gb:NM_010125.1 /DB_XREF=gi:6753743 /GEN=Elf5 /FEA=FLmRNA /CNT=61 /TID=Mm.20888.1 /TIER=FL+Stack /STK=8 /UG=Mm.20888 /LL=13711 /DEF=
MOE430_2_1419575_s_ 78.2 142.1 P P 0.001953 0.001953 0.5 NC 0.01 gb:BI686420 /DB_XREF=gi:15649035 /DB_XREF=603315565F1 /CLONE=IMAGE:5355184 /FEA=FLmRNA /CNT=74 /TID=Mm.38193.1 /TIER=ConsEnd /STK
MOE430_2_1419604_at 8.7 11.8 A A 0.43 0.5 0.5 NC 0.3 gb:NM_021394.1 /DB_XREF=gi:11496252 /GEN=Dlm1-pending /FEA=FLmRNA /CNT=22 /TID=Mm.116687.1 /TIER=FL+Stack /STK=8 /UG=Mm.116687 /LL=
MOE430_2_1419638_at 419 554.4 P P 0.000244 0.000244 0.5 I 0.001651 gb:BB453355 /DB_XREF=gi:9348795 /DB_XREF=BB453355 /CLONE=D130022O20 /FEA=FLmRNA /CNT=152 /TID=Mm.4005.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1419645_at 248.9 336.3 P P 0.000732 0.000732 0.5 I 0.000027 gb:BM120662 /DB_XREF=gi:17088688 /DB_XREF=L0942E12-3 /CLONE=L0942E12 /FEA=FLmRNA /CNT=132 /TID=Mm.67938.1 /TIER=Stack /STK=71 /U
MOE430_2_1419740_at 0.8 1.7 A A 0.94 0.69 0.5 NC 0.04 gb:NM_008806.1 /DB_XREF=gi:6679254 /GEN=Pde6b /FEA=FLmRNA /CNT=85 /TID=Mm.1372.1 /TIER=FL /STK=6 /UG=Mm.1372 /LL=18587 /DEF=Mus m
MOE430_2_1419741_at 429.1 558.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC012433.1 /DB_XREF=gi:15214614 /FEA=FLmRNA /CNT=92 /TID=Mm.45286.1 /TIER=FL /STK=6 /UG=Mm.45286 /LL=114741 /UG_GENE=Supt16h /D
MOE430_2_1419754_at 84.7 107.7 P P 0.000244 0.000244 0.5 I 0.00004 gb:NM_010864.1 /DB_XREF=gi:6754783 /GEN=Myo5a /FEA=FLmRNA /CNT=46 /TID=Mm.3645.1 /TIER=FL /STK=6 /UG=Mm.3645 /LL=17918 /DEF=Mus m
MOE430_2_1419781_at 0.9 2.4 A A 0.9 0.72 0.5 NC 0.5 gb:AI843924 /DB_XREF=gi:5478137 /DB_XREF=UI-M-AP1-agh-a-06-0-UI.s1 /CLONE=UI-M-AP1-agh-a-06-0-UI /FEA=EST /CNT=2 /TID=Mm.74629.2 /T
MOE430_2_1419791_at 0.6 1.9 A A 0.79 0.8 0.5 NC 0.5 gb:AA881623 /DB_XREF=gi:2990933 /DB_XREF=vx20h06.r1 /CLONE=IMAGE:1265051 /FEA=EST /CNT=3 /TID=Mm.40345.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419887_at 1.3 2 A A 0.65 0.59 0.5 NC 0.37 gb:AV173846 /DB_XREF=gi:15404684 /DB_XREF=AV173846 /CLONE=5730407C08 /FEA=EST /CNT=2 /TID=Mm.212816.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419891_s_ 0.5 1.2 A A 0.9 0.87 0.5 NC 0.23 gb:C77545 /DB_XREF=gi:2517875 /DB_XREF=C77545 /CLONE=J0033C04 /FEA=EST /CNT=3 /TID=Mm.24957.1 /TIER=ConsEnd /STK=0 /UG=Mm.24957 /
MOE430_2_1419962_at 1.9 1.8 A A 0.53 0.78 0.5 NC 0.46 gb:C80871 /DB_XREF=gi:2521201 /DB_XREF=C80871 /CLONE=J0089H04 /FEA=EST /CNT=1 /TID=Mm.195371.1 /TIER=ConsEnd /STK=1 /UG=Mm.19537
MOE430_2_1419983_at 1.8 3.4 A A 0.74 0.63 0.5 NC 0.31 gb:AU015726 /DB_XREF=gi:3370517 /DB_XREF=AU015726 /CLONE=J0715F01 /FEA=EST /CNT=1 /TID=Mm.195311.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420008_s_ 40.1 64.5 P P 0.01 0.001953 0.5 NC 0.002753 gb:AU017197 /DB_XREF=gi:3372310 /DB_XREF=AU017197 /CLONE=J0735G03 /FEA=EST /CNT=1 /TID=Mm.203700.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420020_at 11.8 17.4 A A 0.56 0.46 0.5 NC 0.13 gb:AU022339 /DB_XREF=gi:3387298 /DB_XREF=AU022339 /CLONE=J0412F04 /FEA=EST /CNT=1 /TID=Mm.202151.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420025_s_ 18.6 26.7 A A 0.36 0.12 0.5 NC 0.04 gb:C79663 /DB_XREF=gi:2519993 /DB_XREF=C79663 /CLONE=J0070B02 /FEA=EST /CNT=1 /TID=Mm.221003.1 /TIER=ConsEnd /STK=1 /UG=Mm.22100
MOE430_2_1420074_at 27.1 39.1 A A 0.08 0.24 0.5 NC 0.42 gb:AU019170 /DB_XREF=gi:3374754 /DB_XREF=AU019170 /CLONE=J0513G07 /FEA=EST /CNT=1 /TID=Mm.200723.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420083_at 18.9 25.3 M P 0.05 0.00415 0.5 NC 0.11 gb:AU016916 /DB_XREF=gi:3371920 /DB_XREF=AU016916 /CLONE=J0731G08 /FEA=EST /CNT=1 /TID=Mm.204170.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420098_s_ 8 16.9 A P 0.17 0.005859 0.5 NC 0.04 gb:AU020421 /DB_XREF=gi:3376005 /DB_XREF=AU020421 /CLONE=J0532G06 /FEA=EST /CNT=1 /TID=Mm.200727.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420104_at 16.9 28.7 A A 0.09 0.09 0.5 NC 0.25 gb:AA589431 /DB_XREF=gi:2402811 /DB_XREF=vl46h08.s1 /CLONE=IMAGE:975327 /FEA=EST /CNT=1 /TID=Mm.103849.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420142_s_ 444.5 636.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:AA672939 /DB_XREF=gi:2646221 /DB_XREF=vp48d03.r1 /CLONE=IMAGE:1079909 /FEA=EST /CNT=1 /TID=Mm.199839.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1420153_at 0.6 0.7 A A 0.85 0.88 0.5 NC 0.2 gb:AV339322 /DB_XREF=gi:6379374 /DB_XREF=AV339322 /CLONE=6430503O04 /FEA=EST /CNT=1 /TID=Mm.61653.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420162_at 11 20.6 A A 0.07 0.24 0.5 NC 0.4 gb:AA409749 /DB_XREF=gi:2066449 /DB_XREF=EST01534 /CLONE=C0011A07 /FEA=EST /CNT=1 /TID=Mm.3628.1 /TIER=ConsEnd /STK=0 /UG=Mm.362
MOE430_2_1420165_s_ 45 56.3 A A 0.11 0.08 0.5 NC 0.24 gb:N28111 /DB_XREF=gi:1145950 /DB_XREF=MDB1371 /FEA=EST /CNT=1 /TID=Mm.219749.1 /TIER=ConsEnd /STK=1 /UG=Mm.219749 /LL=52811 /UG_
MOE430_2_1420206_at 0.7 1.7 A A 0.9 0.8 0.5 NC 0.04 gb:AV113222 /DB_XREF=gi:5267302 /DB_XREF=AV113222 /CLONE=2610020B14 /FEA=EST /CNT=1 /TID=Mm.54092.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420207_at 0.4 0.3 A A 0.99 0.96 0.5 NC 0.6 gb:AV075907 /DB_XREF=gi:5195735 /DB_XREF=AV075907 /CLONE=2210015O07 /FEA=EST /CNT=1 /TID=Mm.177940.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420247_at 8.9 14.9 A P 0.24 0.03 0.5 NC 0.02 gb:AV230283 /DB_XREF=gi:6182798 /DB_XREF=AV230283 /CLONE=4631427L14 /FEA=EST /CNT=1 /TID=Mm.189129.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420256_x_ 4.9 8.3 A A 0.6 0.5 0.5 NC 0.45 gb:AV354142 /DB_XREF=gi:6395199 /DB_XREF=AV354142 /CLONE=7120423I05 /FEA=EST /CNT=1 /TID=Mm.80448.2 /TIER=ConsEnd /STK=1 /UG=Mm.8
MOE430_2_1420261_at 1.3 0.7 A A 0.72 0.82 0.5 NC 0.5 gb:AV291437 /DB_XREF=gi:6305468 /DB_XREF=AV291437 /CLONE=5430404H20 /FEA=EST /CNT=1 /TID=Mm.62618.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420295_x_ 267.1 498 A P 0.07 0.01 0.5 I 0.000966 gb:T25545 /DB_XREF=gi:562866 /DB_XREF=EST00578 /CLONE=B0001B12 /FEA=EST /CNT=1 /TID=Mm.197891.1 /TIER=ConsEnd /STK=1 /UG=Mm.1978
MOE430_2_1420397_a_ 58.6 86 P P 0.000244 0.005859 0.5 NC 0.5 gb:NM_019763.1 /DB_XREF=gi:9790034 /GEN=Mint-pending /FEA=FLmRNA /CNT=33 /TID=Mm.25025.1 /TIER=FL /STK=5 /UG=Mm.25025 /LL=56381 /DE
MOE430_2_1420406_at 30.2 38.9 P P 0.00415 0.01 0.5 NC 0.006503 gb:NM_013788.1 /DB_XREF=gi:7305066 /GEN=Frat3 /FEA=FLmRNA /CNT=13 /TID=Mm.90135.1 /TIER=FL /STK=5 /UG=Mm.90135 /LL=27412 /DEF=Mus 
MOE430_2_1420412_at 1 1.2 A A 0.84 0.6 0.5 NC 0.11 gb:NM_009425.1 /DB_XREF=gi:6678430 /GEN=Tnfsf10 /FEA=FLmRNA /CNT=13 /TID=Mm.1062.1 /TIER=FL /STK=5 /UG=Mm.1062 /LL=22035 /DEF=Mus 
MOE430_2_1420441_at 56 76 P P 0.000244 0.000244 0.5 I 0.000101 gb:NM_007683.1 /DB_XREF=gi:6671739 /GEN=Cenpc /FEA=FLmRNA /CNT=12 /TID=Mm.4649.1 /TIER=FL /STK=5 /UG=Mm.4649 /LL=12617 /DEF=Mus m
MOE430_2_1420454_at 3.1 3.4 A A 0.9 0.82 0.5 NC 0.23 gb:NM_009021.1 /DB_XREF=gi:6677662 /GEN=Rai1 /FEA=FLmRNA /CNT=12 /TID=Mm.4736.1 /TIER=FL /STK=5 /UG=Mm.4736 /LL=19377 /DEF=Mus mus
MOE430_2_1420477_at 429.3 664.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK011301.1 /DB_XREF=gi:12847333 /FEA=FLmRNA /CNT=450 /TID=Mm.3797.1 /TIER=Stack /STK=89 /UG=Mm.3797 /LL=53605 /UG_GENE=Nap1l1 /U
MOE430_2_1420497_a_ 88 125 P P 0.000244 0.000244 0.5 NC 0.01 gb:NM_009882.1 /DB_XREF=gi:6753401 /GEN=Cebpa-rs1 /FEA=FLmRNA /CNT=51 /TID=Mm.24169.1 /TIER=FL /STK=4 /UG=Mm.24169 /LL=12607 /DEF=
MOE430_2_1420521_at 0.9 1.7 A A 0.96 0.78 0.5 NC 0.02 gb:BC005747.1 /DB_XREF=gi:13543148 /FEA=FLmRNA /CNT=31 /TID=Mm.133443.1 /TIER=FL /STK=4 /UG=Mm.133443 /LL=170721 /UG_GENE=LOC170
MOE430_2_1420600_at 3.4 8.6 A A 0.53 0.5 0.5 NC 0.64 gb:NM_009417.1 /DB_XREF=gi:6678416 /GEN=Tpo /FEA=FLmRNA /CNT=5 /TID=Mm.4991.1 /TIER=FL /STK=4 /UG=Mm.4991 /LL=22018 /DEF=Mus musc
MOE430_2_1420626_at 126.7 187.9 P P 0.000732 0.000244 0.5 I 0.001651 gb:BF782285 /DB_XREF=gi:12087321 /DB_XREF=602106071F1 /CLONE=IMAGE:4234577 /FEA=FLmRNA /CNT=53 /TID=Mm.64104.1 /TIER=Stack /STK=1
MOE430_2_1420636_a_ 173.5 273 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_023173.1 /DB_XREF=gi:12963552 /GEN=Dusp12 /FEA=FLmRNA /CNT=25 /TID=Mm.34365.1 /TIER=FL /STK=3 /UG=Mm.34365 /LL=80915 /DEF=M
MOE430_2_1420643_at 37.1 52.9 P P 0.008057 0.01 0.5 NC 0.66 gb:AK004642.1 /DB_XREF=gi:12835954 /GEN=Lfng /FEA=FLmRNA /CNT=55 /TID=Mm.12834.1 /TIER=Stack /STK=12 /UG=Mm.12834 /LL=16848 /UG_TIT
MOE430_2_1420650_at 54.3 81.4 P P 0.000244 0.000732 0.5 I 0.000618 gb:BB704254 /DB_XREF=gi:16053089 /DB_XREF=BB704254 /CLONE=7420461K17 /FEA=FLmRNA /CNT=35 /TID=Mm.4270.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1420686_at 0.5 1.5 A A 0.96 0.85 0.5 NC 0.01 gb:NM_021351.1 /DB_XREF=gi:10946671 /GEN=Cryba4 /FEA=FLmRNA /CNT=14 /TID=Mm.40324.1 /TIER=FL /STK=3 /UG=Mm.40324 /LL=12959 /DEF=M
MOE430_2_1420697_at 0.4 2 A A 0.93 0.72 0.5 NC 0.01 gb:NM_023044.1 /DB_XREF=gi:12746419 /GEN=Ci1-pending /FEA=FLmRNA /CNT=14 /TID=Mm.218870.1 /TIER=FL /STK=3 /UG=Mm.218870 /LL=65221 /
MOE430_2_1420704_at 1.4 2.3 A A 0.72 0.72 0.5 NC 0.5 gb:BM941868 /DB_XREF=gi:19401020 /DB_XREF=UI-M-CG0p-bqp-c-09-0-UI.r1 /CLONE=UI-M-CG0p-bqp-c-09-0-UI /FEA=FLmRNA /CNT=20 /TID=Mm
MOE430_2_1420726_x_ 28.1 45.4 P P 0.001953 0.001953 0.5 I 0.000774 gb:NM_138758.1 /DB_XREF=gi:20270296 /GEN=Tmlh /FEA=FLmRNA /CNT=8 /TID=Mm.139078.1 /TIER=FL /STK=3 /UG=Mm.139078 /LL=192289 /DEF=M
MOE430_2_1420727_a_ 75.2 110.3 P P 0.000244 0.000244 0.5 I 0.001651 gb:AY033513.1 /DB_XREF=gi:15529962 /GEN=Tmlh /FEA=FLmRNA /CNT=8 /TID=Mm.139078.1 /TIER=FL /STK=1 /UG=Mm.139078 /LL=192289 /DEF=Mu
MOE430_2_1420747_at 41.9 64.2 P P 0.008057 0.001953 0.5 I 0.001336 gb:NM_012022.1 /DB_XREF=gi:6755145 /GEN=Ppnr-pending /FEA=FLmRNA /CNT=5 /TID=Mm.5118.1 /TIER=FL /STK=3 /UG=Mm.5118 /LL=26930 /DEF=M
MOE430_2_1420805_at 2.8 2.7 A A 0.5 0.43 0.5 NC 0.08 gb:NM_021611.1 /DB_XREF=gi:11072102 /GEN=Mylc2pl /FEA=FLmRNA /CNT=3 /TID=Mm.5178.1 /TIER=FL /STK=3 /UG=Mm.5178 /LL=59310 /DEF=Mus m
MOE430_2_1420819_at 2.5 2.3 A A 0.78 0.78 0.5 NC 0.37 gb:BB031119 /DB_XREF=gi:16258169 /DB_XREF=BB031119 /CLONE=5830462C11 /FEA=FLmRNA /CNT=196 /TID=Mm.7601.1 /TIER=Stack /STK=162 /U
MOE430_2_1420851_at 406.9 585 P P 0.000244 0.000244 0.5 I 0.000035 gb:AW539044 /DB_XREF=gi:7181557 /DB_XREF=C0116C05-3 /CLONE=C0116C05 /FEA=FLmRNA /CNT=136 /TID=Mm.24678.1 /TIER=Stack /STK=84 /UG
MOE430_2_1420857_at 33 56.4 P P 0.008057 0.001221 0.5 MI 0.00225 gb:NM_133737.1 /DB_XREF=gi:19526935 /GEN=1700003F10Rik /FEA=FLmRNA /CNT=145 /TID=Mm.25888.1 /TIER=FL /STK=2 /UG=Mm.25888 /LL=71835
MOE430_2_1420866_at 75.7 101.5 P P 0.000244 0.000732 0.5 NC 0.03 gb:BB795788 /DB_XREF=gi:16965407 /DB_XREF=BB795788 /CLONE=G4D0002A14 /FEA=FLmRNA /CNT=161 /TID=Mm.29434.1 /TIER=Stack /STK=12 /U
MOE430_2_1420908_at 9.6 13.9 A P 0.12 0.01 0.5 NC 0.01 gb:BB398671 /DB_XREF=gi:16412395 /DB_XREF=BB398671 /CLONE=C330009H20 /FEA=FLmRNA /CNT=188 /TID=Mm.218637.1 /TIER=Stack /STK=8 /U
MOE430_2_1420917_at 30 52.6 P P 0.03 0.03 0.5 NC 0.01 gb:BG064340 /DB_XREF=gi:12546903 /DB_XREF=H3018D11-3 /CLONE=H3018D11 /FEA=FLmRNA /CNT=123 /TID=Mm.87658.1 /TIER=Stack /STK=42 /U
MOE430_2_1420919_at 65 89.1 P P 0.000244 0.000732 0.5 NC 0.06 gb:AV286679 /DB_XREF=gi:16392018 /DB_XREF=AV286679 /CLONE=5031426D23 /FEA=FLmRNA /CNT=111 /TID=Mm.78106.1 /TIER=Stack /STK=9 /UG
MOE430_2_1420931_at 25.3 35 P P 0.01 0.00415 0.5 I 0.000774 gb:NM_016700.1 /DB_XREF=gi:7710059 /GEN=Mapk8 /FEA=FLmRNA /CNT=102 /TID=Mm.21495.1 /TIER=FL /STK=2 /UG=Mm.21495 /LL=26419 /DEF=Mu
MOE430_2_1420932_at 83.4 117.9 P P 0.00415 0.001221 0.5 I 0.000273 gb:BM940281 /DB_XREF=gi:19399433 /DB_XREF=UI-M-CG0p-bmg-e-05-0-UI.r1 /CLONE=UI-M-CG0p-bmg-e-05-0-UI /FEA=FLmRNA /CNT=102 /TID=M
MOE430_2_1420950_at 53.9 70.7 P P 0.03 0.01 0.5 NC 0.03 gb:BB026596 /DB_XREF=gi:15403485 /DB_XREF=BB026596 /CLONE=5330434D02 /FEA=FLmRNA /CNT=80 /TID=Mm.156616.1 /TIER=Stack /STK=33 /U
MOE430_2_1420951_a_ 205.9 302.5 P P 0.000244 0.000244 0.5 I 0.00006 gb:NM_019973.1 /DB_XREF=gi:9910307 /GEN=Son /FEA=FLmRNA /CNT=117 /TID=Mm.46401.1 /TIER=FL /STK=2 /UG=Mm.46401 /LL=20658 /DEF=Mus m
MOE430_2_1420994_at 5.7 5.5 A A 0.36 0.56 0.5 NC 0.5 gb:BM214359 /DB_XREF=gi:17772482 /DB_XREF=C0849E04-3 /CLONE=C0849E04 /FEA=FLmRNA /CNT=55 /TID=Mm.33935.1 /TIER=Stack /STK=19 /UG
MOE430_2_1421000_at 41.9 53.2 P P 0.000732 0.000244 0.5 NC 0.03 gb:BM226272 /DB_XREF=gi:17788122 /DB_XREF=K0225E03-3 /CLONE=K0225E03 /FEA=FLmRNA /CNT=55 /TID=Mm.42183.1 /TIER=Stack /STK=13 /UG
MOE430_2_1421015_s_ 193.8 238.4 P P 0.001953 0.001953 0.5 NC 0.003355 gb:NM_021498.1 /DB_XREF=gi:10946905 /GEN=Pole3 /FEA=FLmRNA /CNT=22 /TID=Mm.196040.1 /TIER=FL /STK=2 /UG=Mm.196040 /LL=59001 /DEF=M
MOE430_2_1421023_at 106 156.5 P P 0.000732 0.001221 0.5 I 0.000101 gb:AI746434 /DB_XREF=gi:5124698 /DB_XREF=ul07a03.x1 /CLONE=IMAGE:2065324 /FEA=FLmRNA /CNT=67 /TID=Mm.3810.1 /TIER=Stack /STK=16 /UG
MOE430_2_1421050_at 51.1 73.2 P P 0.000732 0.001221 0.5 NC 0.07 gb:NM_026776.1 /DB_XREF=gi:13386159 /GEN=1110020N13Rik /FEA=FLmRNA /CNT=19 /TID=Mm.220847.1 /TIER=FL /STK=2 /UG=Mm.220847 /LL=6858
MOE430_2_1421079_at 0.8 1.6 A A 0.66 0.84 0.5 NC 0.5 gb:NM_015743.1 /DB_XREF=gi:7657396 /GEN=Nr4a3 /FEA=FLmRNA /CNT=20 /TID=Mm.101224.1 /TIER=FL /STK=2 /UG=Mm.101224 /LL=18124 /DEF=M
MOE430_2_1421176_at 13.6 19.8 P M 0.02 0.05 0.5 NC 0.5 gb:NM_011246.1 /DB_XREF=gi:7242200 /GEN=Rasgrp1 /FEA=FLmRNA /CNT=20 /TID=Mm.42150.1 /TIER=FL /STK=2 /UG=Mm.42150 /LL=19419 /DEF=Mu
MOE430_2_1421194_at 0.7 2.1 A A 0.82 0.52 0.5 NC 0.23 gb:BB668008 /DB_XREF=gi:16399457 /DB_XREF=BB668008 /CLONE=C920001K08 /FEA=FLmRNA /CNT=25 /TID=Mm.1346.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1421196_at 40.6 35.5 P P 0.01 0.01 0.5 NC 0.45 gb:BF015999 /DB_XREF=gi:10747331 /DB_XREF=uy25g10.y1 /CLONE=IMAGE:3660642 /FEA=FLmRNA /CNT=25 /TID=Mm.220855.1 /TIER=ConsEnd /STK
MOE430_2_1421222_at 7.7 11.9 A A 0.49 0.11 0.5 NC 0.07 gb:NM_024183.1 /DB_XREF=gi:13195611 /GEN=1300019H17Rik /FEA=FLmRNA /CNT=12 /TID=Mm.24084.1 /TIER=FL /STK=2 /UG=Mm.24084 /LL=66899 /
MOE430_2_1421241_at 1.2 1.7 A A 0.95 0.94 0.5 NC 0.11 gb:NM_033217.1 /DB_XREF=gi:15082264 /GEN=Ngfr /FEA=FLmRNA /CNT=17 /TID=Mm.103727.1 /TIER=FL /STK=2 /UG=Mm.103727 /LL=18053 /DEF=Mu
MOE430_2_1421245_at 1.4 0.8 A A 0.9 0.96 0.5 NC 0.07 gb:NM_024449.2 /DB_XREF=gi:14209687 /GEN=Sost /FEA=FLmRNA /CNT=15 /TID=Mm.159224.1 /TIER=FL /STK=2 /UG=Mm.159224 /LL=74499 /DEF=M
MOE430_2_1421321_a_ 150.3 206.4 P P 0.000732 0.000244 0.5 MI 0.00249 gb:NM_019671.1 /DB_XREF=gi:9790116 /GEN=Net1 /FEA=FLmRNA /CNT=8 /TID=Mm.22261.1 /TIER=FL /STK=2 /UG=Mm.22261 /LL=56349 /DEF=Mus m
MOE430_2_1421440_at 1.2 1.3 A A 0.93 0.66 0.5 NC 0.09 gb:BG866612 /DB_XREF=gi:14217152 /DB_XREF=602785589F1 /CLONE=IMAGE:4911646 /FEA=FLmRNA /CNT=11 /TID=Mm.88365.1 /TIER=ConsEnd /ST
MOE430_2_1421451_at 23 26.2 A A 0.12 0.08 0.5 NC 0.5 gb:NM_133239.1 /DB_XREF=gi:18875405 /GEN=Crb1 /FEA=FLmRNA /CNT=8 /TID=Mm.216475.1 /TIER=FL /STK=2 /UG=Mm.216475 /LL=170788 /DEF=M
MOE430_2_1421486_at 8 19.6 A A 0.11 0.3 0.5 NC 0.63 gb:NM_018781.1 /DB_XREF=gi:9055211 /GEN=Egr3 /FEA=FLmRNA /CNT=5 /TID=Mm.103737.1 /TIER=FL /STK=2 /UG=Mm.103737 /LL=13655 /DEF=Mus 
MOE430_2_1421542_at 4.9 6.4 A A 0.55 0.5 0.5 NC 0.06 gb:NM_025640.1 /DB_XREF=gi:13385105 /GEN=2510025K24Rik /FEA=FLmRNA /CNT=5 /TID=Mm.87456.1 /TIER=FL /STK=2 /UG=Mm.87456 /LL=66573 /D
MOE430_2_1421568_at 7.4 10.6 A P 0.08 0.02 0.5 NC 0.04 gb:NM_013568.1 /DB_XREF=gi:7305200 /GEN=Kcna6 /FEA=FLmRNA /CNT=4 /TID=Mm.14104.1 /TIER=FL /STK=2 /UG=Mm.14104 /LL=16494 /DEF=Mus m
MOE430_2_1421570_at 1 1.7 A A 0.96 0.8 0.5 NC 0.02 gb:NM_008374.1 /DB_XREF=gi:6680438 /GEN=Il9r /FEA=FLmRNA /CNT=4 /TID=Mm.384.1 /TIER=FL /STK=2 /UG=Mm.384 /LL=16199 /DEF=Mus musculu
MOE430_2_1421584_at 12.4 19.2 A A 0.06 0.3 0.5 NC 0.5 gb:NM_013887.1 /DB_XREF=gi:14349304 /GEN=Opn4 /FEA=FLmRNA /CNT=5 /TID=Mm.103670.1 /TIER=FL /STK=2 /UG=Mm.103670 /LL=30044 /DEF=Mu
MOE430_2_1421689_at 0.9 0.7 A A 0.63 0.9 0.5 NC 0.26 gb:NM_010676.1 /DB_XREF=gi:6754497 /GEN=Krtap8-2 /FEA=FLmRNA /CNT=3 /TID=Mm.3503.1 /TIER=FL /STK=2 /UG=Mm.3503 /LL=16704 /DEF=Mus 
MOE430_2_1421726_at 20.4 31.9 A A 0.06 0.06 0.5 NC 0.12 gb:NM_019504.1 /DB_XREF=gi:9506388 /GEN=Ap4b1 /FEA=FLmRNA /CNT=2 /TID=Mm.197568.1 /TIER=FL /STK=2 /UG=Mm.197568 /LL=11779 /DEF=Mu
MOE430_2_1421728_at 3.1 4.6 A A 0.6 0.56 0.5 NC 0.5 gb:NM_053008.1 /DB_XREF=gi:16507248 /GEN=Olig3 /FEA=FLmRNA /CNT=2 /TID=Mm.156946.1 /TIER=FL /STK=2 /UG=Mm.156946 /LL=94222 /DEF=Mu
MOE430_2_1421784_a_ 168.7 238.6 P P 0.001953 0.001221 0.5 I 0.000023 gb:NM_007910.1 /DB_XREF=gi:6681278 /GEN=Efna4 /FEA=FLmRNA /CNT=2 /TID=Mm.16332.1 /TIER=FL /STK=2 /UG=Mm.16332 /LL=13639 /DEF=Mus m
MOE430_2_1421819_a_ 542.5 776.3 P P 0.000244 0.000244 0.5 I 0.000068 gb:BF134272 /DB_XREF=gi:10973312 /DB_XREF=601784248F1 /CLONE=IMAGE:4012283 /FEA=FLmRNA /CNT=186 /TID=Mm.28805.1 /TIER=Stack /STK=
MOE430_2_1421822_at 0.9 2 A A 0.91 0.75 0.5 NC 0.11 gb:NM_017374.1 /DB_XREF=gi:8394023 /GEN=Ppp2cb /FEA=FLmRNA /CNT=181 /TID=Mm.7418.1 /TIER=FL /STK=1 /UG=Mm.7418 /LL=19053 /DEF=Mus
MOE430_2_1421835_at 1.2 1.5 A A 0.75 0.72 0.5 NC 0.49 gb:NM_008635.1 /DB_XREF=gi:6678947 /GEN=Mtap7 /FEA=FLmRNA /CNT=140 /TID=Mm.20928.1 /TIER=FL /STK=1 /UG=Mm.20928 /LL=17761 /DEF=Mu
MOE430_2_1421856_at 17.1 34.6 A P 0.09 0.01 0.5 NC 0.002753 gb:AF087470.1 /DB_XREF=gi:3746889 /FEA=FLmRNA /CNT=57 /TID=Mm.703.1 /TIER=FL /STK=1 /UG=Mm.703 /LL=20197 /UG_GENE=S100a3 /DEF=Mus
MOE430_2_1421894_a_ 218.6 272.1 P P 0.000244 0.000244 0.5 NC 0.004481 gb:BG066807 /DB_XREF=gi:12549376 /DB_XREF=H3047B07-3 /CLONE=H3047B07 /FEA=FLmRNA /CNT=86 /TID=Mm.28867.1 /TIER=Stack /STK=19 /UG
MOE430_2_1421919_a_ 0.8 2.2 A A 0.82 0.6 0.5 NC 0.26 gb:NM_009913.1 /DB_XREF=gi:6753461 /GEN=Cmkbr10 /FEA=FLmRNA /CNT=48 /TID=Mm.42258.1 /TIER=FL /STK=1 /UG=Mm.42258 /LL=12769 /DEF=M
MOE430_2_1421945_a_ 50.4 75.7 P P 0.04 0.02 0.5 I 0.000189 gb:NM_023323.1 /DB_XREF=gi:13122600 /GEN=2810470K21Rik /FEA=FLmRNA /CNT=33 /TID=Mm.11480.1 /TIER=FL /STK=1 /UG=Mm.11480 /LL=67239 /
MOE430_2_1421968_a_ 122.8 165.9 P P 0.000244 0.000244 0.5 I 0.000023 gb:NM_023647.1 /DB_XREF=gi:15022808 /GEN=3830408P04Rik /FEA=FLmRNA /CNT=21 /TID=Mm.181536.1 /TIER=FL /STK=1 /UG=Mm.181536 /LL=9379
MOE430_2_1422109_at 24.4 42.9 A A 0.14 0.06 0.5 NC 0.5 gb:NM_009055.1 /DB_XREF=gi:6677728 /GEN=Rfx1 /FEA=FLmRNA /CNT=14 /TID=Mm.7892.1 /TIER=FL /STK=1 /UG=Mm.7892 /LL=19724 /DEF=Mus mus
MOE430_2_1422110_at 24.4 31.7 A M 0.11 0.05 0.5 NC 0.13 gb:NM_021877.1 /DB_XREF=gi:11230771 /GEN=hr /FEA=FLmRNA /CNT=13 /TID=Mm.7598.1 /TIER=FL /STK=1 /UG=Mm.7598 /LL=15460 /DEF=Mus musc
MOE430_2_1422121_at 1 2.1 A A 0.87 0.63 0.5 NC 0.22 gb:L06322.1 /DB_XREF=gi:192942 /FEA=FLmRNA /CNT=7 /TID=Mm.5243.1 /TIER=FL /STK=1 /UG=Mm.5243 /LL=18386 /UG_GENE=Oprd1 /DEF=Mus mu
MOE430_2_1422128_at 344.2 452.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_025974.1 /DB_XREF=gi:13385471 /GEN=3100001N19Rik /FEA=FLmRNA /CNT=6 /TID=Mm.43749.1 /TIER=FL /STK=1 /UG=Mm.43749 /LL=67115 /
MOE430_2_1422142_at 8.6 14.8 A A 0.21 0.06 0.5 NC 0.12 gb:AF172256.1 /DB_XREF=gi:9651183 /FEA=FLmRNA /CNT=6 /TID=Mm.103766.1 /TIER=FL /STK=1 /UG=Mm.103766 /LL=54631 /UG_GENE=Nphs1 /DEF
MOE430_2_1422180_a_ 2.5 0.7 A A 0.56 0.75 0.5 NC 0.18 gb:NM_010781.1 /DB_XREF=gi:6857813 /GEN=Mcpt6 /FEA=FLmRNA /CNT=5 /TID=Mm.7409.1 /TIER=FL /STK=1 /UG=Mm.7409 /LL=17229 /DEF=Mus mu
MOE430_2_1422193_at 0.5 1 A A 0.99 0.99 0.5 NC 0.03 gb:NM_008192.1 /DB_XREF=gi:6680134 /GEN=Gucy2e /FEA=FLmRNA /CNT=5 /TID=Mm.12809.1 /TIER=FL /STK=1 /UG=Mm.12809 /LL=14919 /DEF=Mus
MOE430_2_1422279_at 62.8 82.1 P P 0.00415 0.001953 0.5 I 0.001486 gb:NM_010244.1 /DB_XREF=gi:6753923 /GEN=Fv1 /FEA=FLmRNA /CNT=2 /TID=Mm.57220.1 /TIER=FL /STK=1 /UG=Mm.57220 /LL=14349 /DEF=Mus mu
MOE430_2_1422384_at 1.5 2.6 A A 0.6 0.56 0.5 NC 0.54 gb:NM_020514.1 /DB_XREF=gi:11464992 /GEN=Or83 /FEA=FLmRNA /CNT=1 /TID=Mm.88824.1 /TIER=FL /STK=1 /UG=Mm.88824 /LL=57271 /DEF=Mus m
MOE430_2_1422413_at 25.6 32.9 P P 0.02 0.00415 0.5 NC 0.22 gb:NM_020608.1 /DB_XREF=gi:10257430 /GEN=Tce4 /FEA=FLmRNA /CNT=1 /TID=Mm.117152.1 /TIER=FL /STK=1 /UG=Mm.117152 /LL=57354 /DEF=Mu
MOE430_2_1422501_s_ 162.4 243.3 P P 0.000732 0.000732 0.5 I 0.000966 gb:AV030425 /DB_XREF=gi:16356549 /DB_XREF=AV030425 /CLONE=1500012E04 /FEA=FLmRNA /CNT=215 /TID=Mm.196043.1 /TIER=Stack /STK=65 /U
MOE430_2_1422537_a_ 351.9 491.4 P P 0.000244 0.000244 0.5 I 0.000966 gb:NM_010496.1 /DB_XREF=gi:6754275 /GEN=Idb2 /FEA=FLmRNA /CNT=306 /TID=Mm.1466.1 /TIER=FL+Stack /STK=41 /UG=Mm.1466 /LL=15902 /DEF=
MOE430_2_1422553_at 409.9 689.9 P P 0.000244 0.000244 0.5 I 0.000035 gb:NM_008960.1 /DB_XREF=gi:6679522 /GEN=Pten /FEA=FLmRNA /CNT=146 /TID=Mm.1591.1 /TIER=FL+Stack /STK=37 /UG=Mm.1591 /LL=19211 /DEF
MOE430_2_1422612_at 71.1 114.2 P P 0.000244 0.000244 0.5 I 0.00006 gb:NM_013820.1 /DB_XREF=gi:7305142 /GEN=Hk2 /FEA=FLmRNA /CNT=60 /TID=Mm.2549.1 /TIER=FL+Stack /STK=27 /UG=Mm.2549 /LL=15277 /DEF=M
MOE430_2_1422615_at 256.2 385.5 P P 0.000244 0.000244 0.5 I 0.000114 gb:NM_008696.1 /DB_XREF=gi:6679059 /GEN=Map4k4 /FEA=FLmRNA /CNT=60 /TID=Mm.987.1 /TIER=FL+Stack /STK=26 /UG=Mm.987 /LL=26921 /DEF=
MOE430_2_1422621_at 101.9 156.2 P P 0.000732 0.000244 0.5 I 0.000101 gb:NM_011240.1 /DB_XREF=gi:19882198 /GEN=Ranbp2 /FEA=FLmRNA /CNT=126 /TID=Mm.142730.1 /TIER=FL+Stack /STK=25 /UG=Mm.142730 /LL=193
MOE430_2_1422624_at 114.3 174.1 P P 0.000244 0.000244 0.5 NC 0.002753 gb:NM_019570.1 /DB_XREF=gi:9625030 /GEN=Rev1l /FEA=FLmRNA /CNT=58 /TID=Mm.154309.1 /TIER=FL+Stack /STK=25 /UG=Mm.154309 /LL=56210 /
MOE430_2_1422642_at 487.1 705.6 P P 0.000244 0.000244 0.5 I 0.00006 gb:BC021409.1 /DB_XREF=gi:18204087 /FEA=FLmRNA /CNT=95 /TID=Mm.140601.1 /TIER=FL+Stack /STK=22 /UG=Mm.140601 /LL=68025 /UG_GENE=32
MOE430_2_1422663_at 20.8 39.7 A P 0.27 0.000732 0.5 I 0.000618 gb:BC015073.1 /DB_XREF=gi:15929258 /FEA=FLmRNA /CNT=74 /TID=Mm.42024.1 /TIER=FL+Stack /STK=20 /UG=Mm.42024 /LL=18392 /UG_GENE=Orc
MOE430_2_1422672_at 0.3 0.5 A A 0.9 0.85 0.5 NC 0.29 gb:NM_009265.1 /DB_XREF=gi:6678116 /GEN=Sprr1b /FEA=FLmRNA /CNT=26 /TID=Mm.140151.1 /TIER=FL+Stack /STK=20 /UG=Mm.140151 /LL=20754 
MOE430_2_1422676_at 665.4 1020 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK018493.1 /DB_XREF=gi:12858219 /FEA=FLmRNA /CNT=245 /TID=Mm.27330.1 /TIER=Stack /STK=131 /UG=Mm.27330 /LL=57376 /UG_GENE=Smarc
MOE430_2_1422678_at 73.7 108.8 P P 0.001953 0.000732 0.5 I 0.000865 gb:AK002443.1 /DB_XREF=gi:12832431 /FEA=FLmRNA /CNT=204 /TID=Mm.180189.1 /TIER=Stack /STK=57 /UG=Mm.180189 /LL=67800 /UG_GENE=Dgat
MOE430_2_1422704_at 37.2 56.7 P P 0.01 0.000732 0.5 I 0.00003 gb:BF683028 /DB_XREF=gi:11956835 /DB_XREF=602117486F1 /CLONE=IMAGE:3468813 /FEA=FLmRNA /CNT=191 /TID=Mm.3242.1 /TIER=Stack /STK=3
MOE430_2_1422715_s_ 478.4 671.5 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_021330.1 /DB_XREF=gi:10946641 /GEN=Acp1 /FEA=FLmRNA /CNT=167 /TID=Mm.26166.1 /TIER=FL+Stack /STK=16 /UG=Mm.26166 /LL=11431 /
MOE430_2_1422768_at 103.7 154.2 P P 0.000244 0.000732 0.5 I 0.000273 gb:NM_019666.1 /DB_XREF=gi:13242327 /GEN=Nsap1l-pending /FEA=FLmRNA /CNT=67 /TID=Mm.196461.1 /TIER=FL+Stack /STK=13 /UG=Mm.196461 /
MOE430_2_1422809_at 0.7 0.6 A A 0.6 0.36 0.5 NC 0.37 gb:NM_053271.1 /DB_XREF=gi:16716606 /GEN=Serg2 /FEA=FLmRNA /CNT=40 /TID=Mm.125521.1 /TIER=FL+Stack /STK=11 /UG=Mm.125521 /LL=11683
MOE430_2_1422851_at 281.4 315.6 P P 0.001221 0.000244 0.5 I 0.000492 gb:NM_010441.1 /DB_XREF=gi:6754209 /GEN=Hmga2 /FEA=FLmRNA /CNT=79 /TID=Mm.3953.1 /TIER=FL+Stack /STK=9 /UG=Mm.3953 /LL=15364 /DEF
MOE430_2_1422868_s_ 4.9 8.1 A P 0.23 0.02 0.5 NC 0.49 gb:NM_010266.1 /DB_XREF=gi:6753959 /GEN=Gda /FEA=FLmRNA /CNT=51 /TID=Mm.45054.1 /TIER=FL+Stack /STK=9 /UG=Mm.45054 /LL=14544 /DEF=
MOE430_2_1422889_at 253.4 326.7 P P 0.001221 0.00293 0.5 I 0.001832 gb:NM_130448.1 /DB_XREF=gi:18485485 /GEN=Pcdh18 /FEA=FLmRNA /CNT=103 /TID=Mm.87246.1 /TIER=FL+Stack /STK=8 /UG=Mm.87246 /LL=73173 
MOE430_2_1422924_at 12.9 13.7 A A 0.09 0.14 0.5 NC 0.23 gb:NM_009404.1 /DB_XREF=gi:6678388 /GEN=Tnfsf9 /FEA=FLmRNA /CNT=14 /TID=Mm.41171.1 /TIER=FL /STK=5 /UG=Mm.41171 /LL=21950 /DEF=Mus
MOE430_2_1422937_at 2.6 4.4 A A 0.78 0.78 0.5 NC 0.5 gb:NM_022721.1 /DB_XREF=gi:12229218 /GEN=Fzd5 /FEA=FLmRNA /CNT=14 /TID=Mm.150813.1 /TIER=FL /STK=2 /UG=Mm.150813 /LL=14367 /DEF=M
MOE430_2_1422973_a_ 20.7 29.1 A P 0.11 0.01 0.5 NC 0.11 gb:NM_009381.1 /DB_XREF=gi:6678344 /GEN=Thrsp /FEA=FLmRNA /CNT=16 /TID=Mm.28585.1 /TIER=FL /STK=0 /UG=Mm.28585 /LL=21835 /DEF=Mus 
MOE430_2_1423014_at 4.7 6.5 A A 0.53 0.17 0.5 NC 0.5 gb:NM_053131.1 /DB_XREF=gi:18087780 /GEN=Pcdhb6 /FEA=FLmRNA /CNT=5 /TID=Mm.59009.1 /TIER=FL /STK=0 /UG=Mm.59009 /LL=93877 /DEF=Mu
MOE430_2_1423026_at 32.2 35.8 P P 0.000244 0.000244 0.5 MI 0.002032 gb:NM_053269.1 /DB_XREF=gi:16716604 /GEN=Rad51c /FEA=FLmRNA /CNT=2 /TID=Mm.37376.1 /TIER=FL /STK=0 /UG=Mm.37376 /LL=114714 /DEF=M
MOE430_2_1423039_a_ 197 263.9 P P 0.000244 0.000244 0.5 I 0.000241 gb:BI456205 /DB_XREF=gi:15246861 /DB_XREF=603172983F1 /CLONE=IMAGE:5252349 /FEA=FLmRNA /CNT=465 /TID=Mm.21848.1 /TIER=Stack /STK=
MOE430_2_1423051_at 680.4 1003.5 P P 0.000244 0.000244 0.5 I 0.000492 gb:BF136535 /DB_XREF=gi:10975575 /DB_XREF=601783874F1 /CLONE=IMAGE:4011619 /FEA=FLmRNA /CNT=610 /TID=Mm.2115.1 /TIER=Stack /STK=7
MOE430_2_1423071_x_ 53.6 82 P P 0.000244 0.000244 0.5 MI 0.002032 gb:AW549928 /DB_XREF=gi:7195356 /DB_XREF=L0057E09-3 /CLONE=L0057E09 /FEA=FLmRNA /CNT=139 /TID=Mm.100378.1 /TIER=Stack /STK=62 /U
MOE430_2_1423086_at 67.9 99 P P 0.000244 0.000732 0.5 NC 0.01 gb:BB769209 /DB_XREF=gi:16211751 /DB_XREF=BB769209 /CLONE=G370093I15 /FEA=FLmRNA /CNT=133 /TID=Mm.3484.1 /TIER=Stack /STK=58 /UG
MOE430_2_1423098_at 100.2 162.1 P P 0.000244 0.000244 0.5 I 0.001832 gb:BQ257745 /DB_XREF=gi:20458498 /DB_XREF=NISC_kp05f10.q2 /CLONE=IMAGE:5408778 /FEA=FLmRNA /CNT=113 /TID=Mm.24778.1 /TIER=Stack /S
MOE430_2_1423156_at 234.8 340.1 P P 0.000732 0.000732 0.5 I 0.00006 gb:AK007722.1 /DB_XREF=gi:12841447 /GEN=Gpnat1 /FEA=FLmRNA /CNT=133 /TID=Mm.41304.1 /TIER=Stack /STK=37 /UG=Mm.41304 /LL=54342 /UG
MOE430_2_1423157_at 59.5 76.1 P P 0.000244 0.000244 0.5 NC 0.004073 gb:AK006627.1 /DB_XREF=gi:12839820 /FEA=FLmRNA /CNT=133 /TID=Mm.41304.1 /TIER=Stack /STK=16 /UG=Mm.41304 /LL=54342 /UG_GENE=Gpnat1
MOE430_2_1423158_at 240.8 317.7 P P 0.000244 0.000244 0.5 I 0.000865 gb:AK008566.1 /DB_XREF=gi:12842828 /GEN=Gpnat1 /FEA=FLmRNA /CNT=133 /TID=Mm.41304.1 /TIER=Stack /STK=9 /UG=Mm.41304 /LL=54342 /UG_



MOE430_2_1423201_at 58.4 95.4 P P 0.000244 0.000244 0.5 I 0.000389 gb:AW555798 /DB_XREF=gi:7201221 /DB_XREF=L0259F09-3 /CLONE=L0259F09 /FEA=FLmRNA /CNT=223 /TID=Mm.88061.1 /TIER=Stack /STK=20 /UG
MOE430_2_1423281_at 91.1 114.6 P P 0.000244 0.000244 0.5 NC 0.004481 gb:BM115022 /DB_XREF=gi:17078040 /DB_XREF=L0814E05-3 /CLONE=L0814E05 /FEA=FLmRNA /CNT=227 /TID=Mm.29580.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423316_at 297.5 430.3 P P 0.000244 0.000244 0.5 I 0.001832 gb:AK017817.1 /DB_XREF=gi:12857261 /FEA=FLmRNA /CNT=107 /TID=Mm.27134.1 /TIER=Stack /STK=16 /UG=Mm.27134 /LL=67846 /UG_GENE=261003
MOE430_2_1423336_at 65.3 86.3 P P 0.008057 0.000244 0.5 I 0.000189 gb:BM114162 /DB_XREF=gi:17077180 /DB_XREF=L0800D08-3 /CLONE=L0800D08 /FEA=FLmRNA /CNT=150 /TID=Mm.21834.1 /TIER=Stack /STK=14 /U
MOE430_2_1423352_at 1.5 1.7 A A 0.94 0.87 0.5 NC 0.18 gb:AV299594 /DB_XREF=gi:16393178 /DB_XREF=AV299594 /CLONE=5730470D15 /FEA=FLmRNA /CNT=36 /TID=Mm.73883.1 /TIER=Stack /STK=13 /UG
MOE430_2_1423373_at 197.1 288.7 P P 0.000244 0.000244 0.5 I 0.000214 gb:BG069849 /DB_XREF=gi:12552418 /DB_XREF=H3080G08-3 /CLONE=H3080G08 /FEA=FLmRNA /CNT=85 /TID=Mm.12440.1 /TIER=Stack /STK=10 /UG
MOE430_2_1423387_at 25 43.3 A A 0.3 0.08 0.5 I 0.001201 gb:NM_026000.1 /DB_XREF=gi:13385505 /GEN=Psmd9 /FEA=FLmRNA /CNT=95 /TID=Mm.30237.1 /TIER=ConsEnd /STK=0 /UG=Mm.30237 /LL=67151 /D
MOE430_2_1423441_at 130.3 199.8 P P 0.000732 0.001221 0.5 I 0.001486 gb:AV003728 /DB_XREF=gi:16356036 /DB_XREF=AV003728 /CLONE=0610033O16 /FEA=FLmRNA /CNT=133 /TID=Mm.103.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1423445_at 74.1 92.5 P P 0.000244 0.000244 0.5 I 0.001486 gb:BB667679 /DB_XREF=gi:16399128 /DB_XREF=BB667679 /CLONE=C730031O10 /FEA=FLmRNA /CNT=213 /TID=Mm.6710.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423473_at 8.3 10.5 A A 0.09 0.08 0.5 NC 0.01 gb:AV304911 /DB_XREF=gi:16393647 /DB_XREF=AV304911 /CLONE=5730524E04 /FEA=FLmRNA /CNT=336 /TID=Mm.336.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1423511_at 359 540.9 P P 0.000244 0.000244 0.5 I 0.000492 gb:AK007804.1 /DB_XREF=gi:12841586 /FEA=FLmRNA /CNT=76 /TID=Mm.28606.1 /TIER=Stack /STK=14 /UG=Mm.28606 /LL=66403 /UG_GENE=2310079
MOE430_2_1423598_at 6.2 9.2 A A 0.3 0.24 0.5 NC 0.02 gb:BE292160 /DB_XREF=gi:9174367 /DB_XREF=601086468F1 /CLONE=IMAGE:3500585 /FEA=FLmRNA /CNT=81 /TID=Mm.33083.1 /TIER=ConsEnd /STK
MOE430_2_1423636_at 29.5 32.9 P P 0.03 0.02 0.5 NC 0.5 gb:AK017259.1 /DB_XREF=gi:12856408 /FEA=FLmRNA /CNT=20 /TID=Mm.155573.1 /TIER=Stack /STK=8 /UG=Mm.155573 /LL=71354 /UG_GENE=543040
MOE430_2_1423641_s_ 446.6 630.7 P P 0.000244 0.000244 0.5 I 0.000068 gb:BC006021.1 /DB_XREF=gi:13543735 /FEA=FLmRNA /CNT=375 /TID=Mm.206770.2 /TIER=FL+Stack /STK=294 /UG=Mm.206770 /LL=18983 /UG_GENE=
MOE430_2_1423650_at 254.1 313.5 P P 0.000732 0.000244 0.5 I 0.00003 gb:BC004739.1 /DB_XREF=gi:13435761 /FEA=FLmRNA /CNT=280 /TID=Mm.29323.1 /TIER=FL+Stack /STK=211 /UG=Mm.29323 /DEF=Mus musculus, clon
MOE430_2_1423708_a_ 281.3 306.7 P P 0.000244 0.000244 0.5 I 0.000027 gb:BC016428.1 /DB_XREF=gi:16741160 /FEA=FLmRNA /CNT=220 /TID=Mm.28922.1 /TIER=FL+Stack /STK=141 /UG=Mm.28922 /LL=23874 /UG_GENE=F
MOE430_2_1423709_s_ 440.7 651.5 P P 0.000244 0.000244 0.5 I 0.000114 gb:BC016428.1 /DB_XREF=gi:16741160 /FEA=FLmRNA /CNT=220 /TID=Mm.28922.1 /TIER=FL+Stack /STK=141 /UG=Mm.28922 /LL=23874 /UG_GENE=F
MOE430_2_1423723_s_ 277.6 357.1 P P 0.000244 0.000244 0.5 I 0.000273 gb:BC012873.1 /DB_XREF=gi:15277549 /FEA=FLmRNA /CNT=265 /TID=Mm.24083.1 /TIER=FL+Stack /STK=138 /UG=Mm.24083 /DEF=Mus musculus, Sim
MOE430_2_1423867_at 6.8 7.6 A A 0.27 0.33 0.5 NC 0.5 gb:BF234005 /DB_XREF=gi:11145023 /DB_XREF=602024493F1 /CLONE=IMAGE:4159966 /FEA=FLmRNA /CNT=258 /TID=Mm.196242.1 /TIER=ConsEnd /S
MOE430_2_1423874_at 24.7 25.9 M P 0.05 0.02 0.5 NC 0.5 gb:BM934421 /DB_XREF=gi:19393573 /DB_XREF=UI-M-BH2.3-aqg-g-06-0-UI.r1 /CLONE=UI-M-BH2.3-aqg-g-06-0-UI /FEA=FLmRNA /CNT=124 /TID=M
MOE430_2_1423900_at 147 174.9 P P 0.001221 0.000732 0.5 I 0.000552 gb:BM246528 /DB_XREF=gi:17881798 /DB_XREF=K0739D09-3 /CLONE=K0739D09 /FEA=FLmRNA /CNT=284 /TID=Mm.173718.1 /TIER=Stack /STK=13 /
MOE430_2_1423901_at 125.9 169.2 P P 0.001953 0.001953 0.5 I 0.00013 gb:BB528757 /DB_XREF=gi:16445477 /DB_XREF=BB528757 /CLONE=D930048B22 /FEA=FLmRNA /CNT=284 /TID=Mm.173718.1 /TIER=Stack /STK=10 /
MOE430_2_1423918_at 231.3 314.3 P P 0.000244 0.000244 0.5 I 0.000492 gb:BC005518.1 /DB_XREF=gi:13529622 /FEA=FLmRNA /CNT=128 /TID=Mm.28175.1 /TIER=FL+Stack /STK=79 /UG=Mm.28175 /LL=76867 /UG_GENE=493
MOE430_2_1423933_a_ 0.7 0.6 A A 0.6 0.98 0.5 NC 0.92 gb:BC022950.1 /DB_XREF=gi:18606148 /FEA=FLmRNA /CNT=195 /TID=Mm.29959.1 /TIER=FL+Stack /STK=76 /UG=Mm.29959 /LL=76509 /UG_GENE=160
MOE430_2_1423976_at 234.6 301.8 P P 0.000244 0.000244 0.5 I 0.001486 gb:BC020029.1 /DB_XREF=gi:18043325 /FEA=FLmRNA /CNT=122 /TID=Mm.23682.1 /TIER=FL+Stack /STK=70 /UG=Mm.23682 /LL=67609 /UG_GENE=493
MOE430_2_1423997_at 327.2 548.5 P P 0.000244 0.000244 0.5 I 0.00003 gb:BM235654 /DB_XREF=gi:17870924 /DB_XREF=K0422F10-3 /CLONE=K0422F10 /FEA=FLmRNA /CNT=403 /TID=Mm.11204.1 /TIER=Stack /STK=74 /U
MOE430_2_1424033_at 302.6 421.1 P P 0.000244 0.000244 0.5 I 0.000052 gb:BC025529.1 /DB_XREF=gi:19343868 /FEA=FLmRNA /CNT=162 /TID=Mm.220930.1 /TIER=FL+Stack /STK=60 /UG=Mm.220930 /DEF=Mus musculus, Sim
MOE430_2_1424081_at 131.5 172.3 P P 0.000244 0.000732 0.5 NC 0.01 gb:BC016195.1 /DB_XREF=gi:16740621 /FEA=FLmRNA /CNT=83 /TID=Mm.38196.1 /TIER=FL+Stack /STK=56 /UG=Mm.38196 /LL=71041 /UG_GENE=4933
MOE430_2_1424136_a_ 328 469.2 P P 0.000244 0.000244 0.5 I 0.000389 gb:BC016565.1 /DB_XREF=gi:16741500 /FEA=FLmRNA /CNT=61 /TID=Mm.196517.1 /TIER=FL+Stack /STK=51 /UG=Mm.196517 /LL=66101 /UG_GENE=1
MOE430_2_1424152_at 1.4 2.3 A A 0.82 0.82 0.5 NC 0.21 gb:AF285588.1 /DB_XREF=gi:13603858 /GEN=Tex20 /FEA=FLmRNA /CNT=79 /TID=Mm.28388.1 /TIER=FL+Stack /STK=49 /UG=Mm.28388 /LL=75708 /D
MOE430_2_1424160_at 350.7 527.2 P P 0.000244 0.000244 0.5 MI 0.002032 gb:BC027160.1 /DB_XREF=gi:20071767 /FEA=FLmRNA /CNT=107 /TID=Mm.144218.1 /TIER=FL+Stack /STK=48 /UG=Mm.144218 /LL=66248 /UG_GENE=
MOE430_2_1424243_at 214.1 300.4 P P 0.000244 0.000244 0.5 I 0.000147 gb:BC016198.1 /DB_XREF=gi:16740630 /FEA=FLmRNA /CNT=132 /TID=Mm.25455.1 /TIER=FL+Stack /STK=43 /UG=Mm.25455 /DEF=Mus musculus, clone
MOE430_2_1424265_at 0.6 1.4 A A 0.71 0.72 0.5 NC 0.11 gb:BC022734.1 /DB_XREF=gi:18490966 /FEA=FLmRNA /CNT=65 /TID=Mm.24887.1 /TIER=FL+Stack /STK=42 /UG=Mm.24887 /LL=74091 /UG_GENE=Npl-
MOE430_2_1424273_at 13.6 17.3 A A 0.21 0.11 0.5 NC 0.5 gb:BC025822.1 /DB_XREF=gi:19387995 /FEA=FLmRNA /CNT=113 /TID=Mm.29119.1 /TIER=FL+Stack /STK=41 /UG=Mm.29119 /DEF=Mus musculus, clone
MOE430_2_1424283_at 419 605.4 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC008139.1 /DB_XREF=gi:14198163 /FEA=FLmRNA /CNT=72 /TID=Mm.13912.1 /TIER=FL+Stack /STK=40 /UG=Mm.13912 /LL=23922 /UG_GENE=Jtb 
MOE430_2_1424304_at 50.8 60.4 P P 0.001953 0.000732 0.5 MI 0.00249 gb:BC025890.1 /DB_XREF=gi:19483931 /FEA=FLmRNA /CNT=44 /TID=Mm.102235.1 /TIER=FL+Stack /STK=39 /UG=Mm.102235 /DEF=Mus musculus, clon
MOE430_2_1424324_at 74.6 117.6 P P 0.000244 0.000244 0.5 I 0.000692 gb:BC008220.1 /DB_XREF=gi:14198314 /FEA=FLmRNA /CNT=106 /TID=Mm.21177.1 /TIER=FL+Stack /STK=37 /UG=Mm.21177 /DEF=Mus musculus, clone
MOE430_2_1424417_at 26.9 35.3 P P 0.01 0.000732 0.5 NC 0.26 gb:BE685924 /DB_XREF=gi:10073548 /DB_XREF=uv71c02.x1 /CLONE=IMAGE:3412610 /FEA=FLmRNA /CNT=80 /TID=Mm.41453.1 /TIER=ConsEnd /STK=
MOE430_2_1424440_at 2823.4 4090.6 P P 0.000244 0.000244 0.5 I 0.001486 gb:BC027271.1 /DB_XREF=gi:20071010 /FEA=FLmRNA /CNT=54 /TID=Mm.26865.1 /TIER=FL+Stack /STK=32 /UG=Mm.26865 /LL=121022 /UG_GENE=Mr
MOE430_2_1424455_at 53.1 78.6 P P 0.000732 0.001953 0.5 NC 0.09 gb:BC027187.1 /DB_XREF=gi:20071166 /FEA=FLmRNA /CNT=73 /TID=Mm.27062.1 /TIER=FL+Stack /STK=31 /UG=Mm.27062 /LL=67298 /UG_GENE=3110
MOE430_2_1424489_a_ 90.5 168.6 P P 0.000244 0.000244 0.5 I 0.000088 gb:BC019812.1 /DB_XREF=gi:18044185 /FEA=FLmRNA /CNT=50 /TID=Mm.10476.1 /TIER=FL+Stack /STK=29 /UG=Mm.10476 /LL=66966 /UG_GENE=2310
MOE430_2_1424530_at 11.6 15.1 A A 0.08 0.08 0.5 NC 0.5 gb:BC005759.1 /DB_XREF=gi:13543183 /FEA=FLmRNA /CNT=81 /TID=Mm.28994.1 /TIER=FL+Stack /STK=26 /UG=Mm.28994 /DEF=Mus musculus, clone 
MOE430_2_1424573_at 132.5 159.6 P P 0.001221 0.000732 0.5 I 0.000492 gb:BC020076.1 /DB_XREF=gi:18043633 /FEA=FLmRNA /CNT=164 /TID=Mm.117055.1 /TIER=FL+Stack /STK=24 /UG=Mm.117055 /LL=74336 /UG_GENE=4
MOE430_2_1424595_at 10.2 8.1 A A 0.24 0.27 0.5 NC 0.5 gb:BC021876.1 /DB_XREF=gi:18255301 /FEA=FLmRNA /CNT=85 /TID=Mm.20903.1 /TIER=FL+Stack /STK=23 /UG=Mm.20903 /LL=16456 /UG_GENE=Jcam
MOE430_2_1424596_s_ 2.8 4.6 A A 0.6 0.53 0.5 NC 0.14 gb:BC019124.1 /DB_XREF=gi:17512304 /FEA=FLmRNA /CNT=52 /TID=Mm.200426.1 /TIER=FL+Stack /STK=23 /UG=Mm.200426 /DEF=Mus musculus, Sim
MOE430_2_1424600_at 0.9 3.6 A A 0.96 0.52 0.5 NC 0.06 gb:BC021880.1 /DB_XREF=gi:18257349 /FEA=FLmRNA /CNT=51 /TID=Mm.7190.1 /TIER=FL+Stack /STK=23 /UG=Mm.7190 /LL=76507 /UG_GENE=Abp1 /
MOE430_2_1424613_at 159.6 222 P P 0.00293 0.001953 0.5 I 0.00006 gb:AF378831.1 /DB_XREF=gi:14269445 /GEN=Raig2 /FEA=FLmRNA /CNT=76 /TID=Mm.103439.1 /TIER=FL+Stack /STK=23 /UG=Mm.103439 /LL=64297 /
MOE430_2_1424621_at 136.7 188.4 P P 0.00293 0.001953 0.5 I 0.00002 gb:BC005704.1 /DB_XREF=gi:13543051 /FEA=FLmRNA /CNT=75 /TID=Mm.89923.1 /TIER=FL+Stack /STK=22 /UG=Mm.89923 /DEF=Mus musculus, Simila
MOE430_2_1424637_s_ 180.5 319.1 P P 0.000244 0.000244 0.5 I 0.000052 gb:AK011721.1 /DB_XREF=gi:12848026 /FEA=FLmRNA /CNT=169 /TID=Mm.22109.1 /TIER=Stack /STK=52 /UG=Mm.22109 /LL=67163 /UG_GENE=261020
MOE430_2_1424675_at 94.4 137.1 P P 0.000732 0.000732 0.5 I 0.001651 gb:BB825002 /DB_XREF=gi:17003245 /DB_XREF=BB825002 /CLONE=G830035P11 /FEA=FLmRNA /CNT=77 /TID=Mm.21688.1 /TIER=Stack /STK=15 /UG
MOE430_2_1424687_at 55 80.3 P P 0.000244 0.000244 0.5 I 0.000241 gb:AW492190 /DB_XREF=gi:7062471 /DB_XREF=UI-M-BH3-atf-e-03-0-UI.s1 /CLONE=UI-M-BH3-atf-e-03-0-UI /FEA=FLmRNA /CNT=87 /TID=Mm.3750
MOE430_2_1424689_at 9.9 17.7 A P 0.14 0.04 0.5 NC 0.2 gb:BC024903.1 /DB_XREF=gi:19353197 /FEA=FLmRNA /CNT=61 /TID=Mm.27402.1 /TIER=FL+Stack /STK=19 /UG=Mm.27402 /LL=69814 /UG_GENE=2010
MOE430_2_1424717_at 61.5 91.9 P P 0.001221 0.000244 0.5 I 0.001486 gb:BC026790.1 /DB_XREF=gi:20072413 /FEA=FLmRNA /CNT=62 /TID=Mm.28227.1 /TIER=FL+Stack /STK=18 /UG=Mm.28227 /LL=67139 /UG_GENE=2510
MOE430_2_1424774_s_ 17.4 19.9 P P 0.001953 0.00415 0.5 NC 0.5 gb:AK014324.1 /DB_XREF=gi:12852097 /FEA=FLmRNA /CNT=50 /TID=Mm.45171.1 /TIER=ConsEnd /STK=1 /UG=Mm.45171 /LL=67417 /UG_GENE=32304
MOE430_2_1424804_at 74.6 122.3 P P 0.00293 0.00415 0.5 NC 0.01 gb:AW549054 /DB_XREF=gi:7194394 /DB_XREF=L0044D01-3 /CLONE=L0044D01 /FEA=FLmRNA /CNT=69 /TID=Mm.21695.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1424833_at 22.4 37.4 P P 0.000244 0.001221 0.5 NC 0.5 gb:BC013815.1 /DB_XREF=gi:16975558 /FEA=FLmRNA /CNT=39 /TID=Mm.30880.1 /TIER=FL+Stack /STK=14 /UG=Mm.30880 /DEF=Mus musculus, clone 
MOE430_2_1424926_at 56 70.3 P P 0.001221 0.000732 0.5 NC 0.01 gb:C76103 /DB_XREF=gi:2516433 /DB_XREF=C76103 /CLONE=J0003F01 /FEA=FLmRNA /CNT=89 /TID=Mm.39716.1 /TIER=Stack /STK=8 /UG=Mm.3971
MOE430_2_1424941_at 3.9 0.9 A A 0.72 0.87 0.5 NC 0.36 gb:BC016579.1 /DB_XREF=gi:16741538 /FEA=FLmRNA /CNT=17 /TID=Mm.97511.1 /TIER=FL+Stack /STK=11 /UG=Mm.97511 /DEF=Mus musculus, Simila
MOE430_2_1425029_a_ 63 92.2 P P 0.001221 0.000244 0.5 NC 0.008511 gb:BC025020.1 /DB_XREF=gi:19264105 /FEA=FLmRNA /CNT=26 /TID=Mm.21274.1 /TIER=FL+Stack /STK=8 /UG=Mm.21274 /LL=67216 /UG_GENE=28100
MOE430_2_1425048_a_ 1214.5 1511.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:U00431.1 /DB_XREF=gi:437101 /FEA=FLmRNA /CNT=8 /TID=Mm.16421.2 /TIER=FL+Stack /STK=8 /UG=Mm.16421 /LL=15289 /UG_GENE=Hmgb1 /DE
MOE430_2_1425052_at 246.1 338 P P 0.000244 0.000244 0.5 I 0.000023 gb:BB055399 /DB_XREF=gi:16259768 /DB_XREF=BB055399 /CLONE=6720481B04 /FEA=FLmRNA /CNT=170 /TID=Mm.182574.1 /TIER=Stack /STK=62 /U
MOE430_2_1425172_at 9.1 11.5 A A 0.19 0.43 0.5 NC 0.28 gb:BI738491 /DB_XREF=gi:15715504 /DB_XREF=603359071F1 /CLONE=IMAGE:5366224 /FEA=FLmRNA /CNT=341 /TID=Mm.2965.1 /TIER=Stack /STK=9 
MOE430_2_1425177_at 65.3 104.6 P P 0.01 0.008057 0.5 I 0.000167 gb:BC026055.1 /DB_XREF=gi:19913455 /FEA=FLmRNA /CNT=113 /TID=Mm.3379.2 /TIER=FL /STK=4 /UG=Mm.3379 /LL=20425 /UG_GENE=Shmt1 /DEF=
MOE430_2_1425192_at 78.1 120.9 P P 0.01 0.01 0.5 NC 0.03 gb:BC027373.1 /DB_XREF=gi:20072084 /FEA=FLmRNA /CNT=30 /TID=Mm.206223.1 /TIER=FL /STK=4 /UG=Mm.206223 /DEF=Mus musculus, Similar to hy
MOE430_2_1425209_at 27 44.3 P A 0.02 0.08 0.5 NC 0.5 gb:BC008540.1 /DB_XREF=gi:14250234 /FEA=FLmRNA /CNT=28 /TID=Mm.77445.1 /TIER=FL /STK=4 /UG=Mm.77445 /LL=74352 /UG_GENE=4633401C23
MOE430_2_1425234_at 16 28.2 A P 0.09 0.04 0.5 NC 0.03 gb:BC016112.1 /DB_XREF=gi:16359307 /FEA=FLmRNA /CNT=7 /TID=Mm.210292.1 /TIER=FL /STK=4 /UG=Mm.210292 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425251_at 0.5 1.1 A A 0.88 0.69 0.5 NC 0.28 gb:D17406.1 /DB_XREF=gi:467519 /FEA=FLmRNA /CNT=6 /TID=Mm.30424.2 /TIER=FL /STK=4 /UG=Mm.30424 /LL=19218 /UG_GENE=Ptger3 /DEF=Mou
MOE430_2_1425255_s_ 670 923.7 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC006805.1 /DB_XREF=gi:13905043 /FEA=FLmRNA /CNT=5 /TID=Mm.197483.1 /TIER=FL /STK=4 /UG=Mm.197483 /DEF=Mus musculus, Similar to sm
MOE430_2_1425288_at 2 1.8 A A 0.69 0.56 0.5 NC 0.26 gb:BC026991.1 /DB_XREF=gi:20073348 /FEA=FLmRNA /CNT=17 /TID=Mm.69049.2 /TIER=FL /STK=3 /UG=Mm.69049 /LL=57741 /UG_GENE=AF155546 /
MOE430_2_1425309_at 20 49.4 P P 0.005859 0.00293 0.5 NC 0.29 gb:AF411816.1 /DB_XREF=gi:16566349 /FEA=FLmRNA /CNT=6 /TID=Mm.73159.1 /TIER=FL /STK=3 /UG=Mm.73159 /DEF=Mus musculus putative ion cha
MOE430_2_1425338_at 14.8 25.7 A P 0.08 0.01 0.5 NC 0.003699 gb:AF332072.1 /DB_XREF=gi:14193710 /GEN=Plcb4 /FEA=FLmRNA /CNT=51 /TID=Mm.132097.1 /TIER=FL /STK=2 /UG=Mm.132097 /DEF=Mus musculus
MOE430_2_1425357_a_ 101.9 124.1 P P 0.000244 0.000244 0.5 NC 0.003355 gb:BC015293.1 /DB_XREF=gi:15929742 /FEA=FLmRNA /CNT=18 /TID=Mm.30465.2 /TIER=FL /STK=2 /UG=Mm.30465 /LL=23892 /UG_GENE=Cktsf1b1 /D
MOE430_2_1425385_a_ 10.3 17.9 A P 0.11 0.04 0.5 NC 0.06 gb:BC018365.1 /DB_XREF=gi:17390851 /FEA=FLmRNA /CNT=9 /TID=Mm.144308.1 /TIER=FL /STK=2 /UG=Mm.144308 /LL=16014 /UG_GENE=Igh-1 /DEF
MOE430_2_1425390_at 11.5 13.5 M A 0.05 0.09 0.5 NC 0.06 gb:BC019976.1 /DB_XREF=gi:18043567 /FEA=FLmRNA /CNT=7 /TID=Mm.117080.2 /TIER=FL /STK=2 /UG=Mm.117080 /LL=30947 /UG_GENE=Adat1 /DE
MOE430_2_1425424_at 15.2 15.8 A A 0.06 0.06 0.5 NC 0.14 gb:BC006653.1 /DB_XREF=gi:13879355 /FEA=FLmRNA /CNT=3 /TID=Mm.44389.1 /TIER=FL /STK=2 /UG=Mm.44389 /DEF=Mus musculus, clone MGC:781
MOE430_2_1425446_at 8.8 12.4 A P 0.3 0.04 0.5 NC 0.4 gb:BC004639.1 /DB_XREF=gi:13435525 /FEA=FLmRNA /CNT=3 /TID=Mm.190628.1 /TIER=FL /STK=2 /UG=Mm.190628 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425451_s_ 0.6 1.5 A A 0.95 0.75 0.5 NC 0.12 gb:AY065557.1 /DB_XREF=gi:18086513 /GEN=Ym2 /FEA=FLmRNA /CNT=2 /TID=Mm.215253.1 /TIER=FL /STK=2 /UG=Mm.215253 /DEF=Mus musculus p
MOE430_2_1425481_at 39.1 51.9 P P 0.000732 0.000732 0.5 NC 0.17 gb:BB038365 /DB_XREF=gi:16258482 /DB_XREF=BB038365 /CLONE=5930437A10 /FEA=FLmRNA /CNT=159 /TID=Mm.28374.1 /TIER=Stack /STK=15 /U
MOE430_2_1425502_x_ 0.6 1.6 A A 0.74 0.87 0.5 NC 0.34 gb:BI079507 /DB_XREF=gi:14497837 /DB_XREF=602876317F1 /CLONE=IMAGE:5008012 /FEA=FLmRNA /CNT=102 /TID=Mm.1232.2 /TIER=ConsEnd /STK
MOE430_2_1425554_a_ 1345 1861 P P 0.000244 0.000244 0.5 I 0.000618 gb:BC026606.1 /DB_XREF=gi:20073001 /FEA=FLmRNA /CNT=51 /TID=Mm.182412.1 /TIER=FL /STK=1 /UG=Mm.182412 /LL=69957 /UG_GENE=Cdc16 /D
MOE430_2_1425561_at 46.3 68.3 P P 0.01 0.02 0.5 NC 0.04 gb:AB063106.1 /DB_XREF=gi:16416452 /GEN=mMtCCA /FEA=FLmRNA /CNT=47 /TID=Mm.196332.1 /TIER=FL /STK=1 /UG=Mm.196332 /LL=70047 /DEF
MOE430_2_1425562_s_ 115.7 210.7 P P 0.001953 0.000732 0.5 I 0.000307 gb:BM225164 /DB_XREF=gi:17786669 /DB_XREF=K0207D04-3 /CLONE=K0207D04 /FEA=FLmRNA /CNT=47 /TID=Mm.196332.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1425565_at 122.6 156.1 P P 0.000732 0.000732 0.5 NC 0.01 gb:AW557564 /DB_XREF=gi:7202993 /DB_XREF=L0283E03-3 /CLONE=L0283E03 /FEA=FLmRNA /CNT=39 /TID=Mm.117547.1 /TIER=Stack /STK=13 /UG
MOE430_2_1425600_a_ 12.9 18 A A 0.36 0.21 0.5 NC 0.42 gb:AW049748 /DB_XREF=gi:5910277 /DB_XREF=UI-M-BH1-ani-h-12-0-UI.s1 /CLONE=UI-M-BH1-ani-h-12-0-UI /FEA=FLmRNA /CNT=19 /TID=Mm.4208
MOE430_2_1425611_a_ 36.2 71.7 P P 0.000244 0.001221 0.5 NC 0.4 gb:AY037807.1 /DB_XREF=gi:14346041 /GEN=Cutl1 /FEA=FLmRNA /CNT=19 /TID=Mm.34465.2 /TIER=FL /STK=1 /UG=Mm.34465 /LL=13047 /DEF=Mus 
MOE430_2_1425623_a_ 18.1 16.7 A A 0.46 0.36 0.5 NC 0.5 gb:BC013480.1 /DB_XREF=gi:15488665 /FEA=FLmRNA /CNT=15 /TID=Mm.206417.2 /TIER=FL /STK=1 /UG=Mm.206417 /DEF=Mus musculus, Similar to C
MOE430_2_1425640_at 3.8 4.3 A A 0.46 0.5 0.5 NC 0.65 gb:AF074266.1 /DB_XREF=gi:3328189 /FEA=FLmRNA /CNT=18 /TID=Mm.6949.1 /TIER=FL /STK=1 /UG=Mm.6949 /LL=17355 /UG_GENE=Mllt2h /DEF=Mu
MOE430_2_1425662_at 6.9 11 A P 0.33 0.008057 0.5 NC 0.04 gb:AV348063 /DB_XREF=gi:16397107 /DB_XREF=AV348063 /CLONE=6430630M04 /FEA=FLmRNA /CNT=17 /TID=Mm.2046.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1425695_at 4.3 0.9 A A 0.69 0.88 0.5 NC 0.5 gb:AI425735 /DB_XREF=gi:4271666 /DB_XREF=me75c08.y1 /CLONE=IMAGE:401390 /FEA=FLmRNA /CNT=13 /TID=Mm.103636.1 /TIER=ConsEnd /STK=0
MOE430_2_1425705_a_ 13.2 25.4 A A 0.19 0.17 0.5 NC 0.1 gb:AF489856.1 /DB_XREF=gi:19744822 /FEA=FLmRNA /CNT=9 /TID=Mm.45324.2 /TIER=FL /STK=1 /UG=Mm.45324 /LL=67475 /UG_GENE=1300013B24R
MOE430_2_1425730_at 1.9 2.3 A A 0.75 0.82 0.5 NC 0.5 gb:AF361348.1 /DB_XREF=gi:17974529 /GEN=Cacng6 /FEA=FLmRNA /CNT=9 /TID=Mm.44726.1 /TIER=FL /STK=1 /UG=Mm.44726 /LL=54378 /DEF=Mus
MOE430_2_1425742_a_ 3631.2 5455.3 P P 0.000244 0.000244 0.5 I 0.00002 gb:AF201285.1 /DB_XREF=gi:11907571 /GEN=Tilz1b /FEA=FLmRNA /CNT=11 /TID=Mm.20927.2 /TIER=FL /STK=1 /UG=Mm.20927 /LL=21807 /DEF=Mus 
MOE430_2_1425838_at 8.7 13.6 A P 0.17 0.01 0.5 NC 0.09 gb:BC021814.1 /DB_XREF=gi:18256064 /FEA=FLmRNA /CNT=3 /TID=Mm.10288.2 /TIER=FL /STK=1 /UG=Mm.10288 /LL=11981 /UG_GENE=Atp9a /DEF=
MOE430_2_1425861_x_ 0.6 0.7 A A 0.69 0.36 0.5 NC 0.23 gb:BB629558 /DB_XREF=gi:16466709 /DB_XREF=BB629558 /CLONE=9830141H23 /FEA=FLmRNA /CNT=6 /TID=Mm.30841.3 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1425914_a_ 186.7 285.9 P P 0.000244 0.000244 0.5 I 0.00013 gb:BC021410.1 /DB_XREF=gi:18204023 /FEA=FLmRNA /CNT=2 /TID=Mm.38167.2 /TIER=FL /STK=1 /UG=Mm.38167 /LL=78248 /UG_GENE=3010033I09Ri
MOE430_2_1425979_a_ 211.2 224.2 P P 0.000732 0.000244 0.5 I 0.00002 gb:AF241249.1 /DB_XREF=gi:13506770 /GEN=Fbf1 /FEA=FLmRNA /CNT=1 /TID=Mm.35241.1 /TIER=FL /STK=1 /UG=Mm.35241 /LL=74783 /DEF=Mus mu
MOE430_2_1426039_a_ 1.6 2.9 A A 0.52 0.53 0.5 NC 0.15 gb:U39200.1 /DB_XREF=gi:1244559 /GEN=Aloxe /FEA=FLmRNA /CNT=1 /TID=Mm.1122.2 /TIER=FL /STK=1 /UG=Mm.1122 /LL=11685 /DEF=Mus muscul
MOE430_2_1426083_a_ 1934.1 2662.3 P P 0.000244 0.000244 0.5 I 0.00002 gb:L16846.1 /DB_XREF=gi:293305 /GEN=BTG1 /FEA=FLmRNA /CNT=1 /TID=Mm.16596.2 /TIER=FL /STK=1 /UG=Mm.16596 /LL=12226 /DEF=Mus muscu
MOE430_2_1426089_a_ 163.5 225.3 P P 0.000244 0.000244 0.5 I 0.000078 gb:BC003331.1 /DB_XREF=gi:13097110 /FEA=FLmRNA /CNT=1 /TID=Mm.28546.1 /TIER=FL /STK=1 /UG=Mm.28546 /DEF=Mus musculus, Similar to hypot
MOE430_2_1426226_at 74.5 99.9 P P 0.000244 0.000244 0.5 I 0.000492 gb:AA671602 /DB_XREF=gi:2643681 /DB_XREF=vl08e10.r1 /CLONE=IMAGE:963594 /FEA=FLmRNA /CNT=83 /TID=Mm.4041.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1426234_s_ 148.7 212.9 P P 0.000244 0.000244 0.5 I 0.000307 gb:BC002199.1 /DB_XREF=gi:12805452 /FEA=FLmRNA /CNT=61 /TID=Mm.3584.1 /TIER=FL+Stack /STK=33 /UG=Mm.3584 /DEF=Mus musculus, Similar t
MOE430_2_1426269_at 267.9 384.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK002825.1 /DB_XREF=gi:12833092 /GEN=Sybl1 /FEA=FLmRNA /CNT=123 /TID=Mm.1517.1 /TIER=Stack /STK=43 /UG=Mm.1517 /LL=20955 /UG_TIT
MOE430_2_1426292_at 67.5 95.6 P P 0.02 0.02 0.5 NC 0.02 gb:BC007476.1 /DB_XREF=gi:13938638 /FEA=FLmRNA /CNT=38 /TID=Mm.24012.1 /TIER=FL+Stack /STK=11 /UG=Mm.24012 /LL=76181 /UG_GENE=6330
MOE430_2_1426296_at 50.1 75.2 P P 0.001953 0.001953 0.5 NC 0.03 gb:BC019123.1 /DB_XREF=gi:17512301 /FEA=FLmRNA /CNT=15 /TID=Mm.149.2 /TIER=FL+Stack /STK=11 /UG=Mm.149 /LL=19365 /UG_GENE=Rad52 /D
MOE430_2_1426304_x_ 90.7 98.8 P P 0.000732 0.000244 0.5 NC 0.008511 gb:BC027195.1 /DB_XREF=gi:20073182 /FEA=FLmRNA /CNT=24 /TID=Mm.139825.1 /TIER=FL+Stack /STK=10 /UG=Mm.139825 /DEF=Mus musculus, Sim
MOE430_2_1426370_at 44.5 75.7 P P 0.01 0.000732 0.5 NC 0.004481 gb:BG094874 /DB_XREF=gi:12577437 /DB_XREF=uu81d06.x1 /CLONE=IMAGE:3383074 /FEA=FLmRNA /CNT=216 /TID=Mm.147529.1 /TIER=Stack /STK=
MOE430_2_1426526_s_ 14.2 24.6 P P 0.00415 0.000732 0.5 NC 0.03 gb:AU017520 /DB_XREF=gi:3373010 /DB_XREF=AU017520 /CLONE=J0740C05 /FEA=FLmRNA /CNT=104 /TID=Mm.5110.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1426564_at 80.4 105.3 P P 0.000244 0.000244 0.5 NC 0.002753 gb:BB770954 /DB_XREF=gi:16197262 /DB_XREF=BB770954 /CLONE=G370118M16 /FEA=FLmRNA /CNT=92 /TID=Mm.218699.1 /TIER=ConsEnd /STK=6 
MOE430_2_1426569_a_ 20.2 13 P P 0.00293 0.03 0.5 NC 0.26 gb:BB488993 /DB_XREF=gi:16441672 /DB_XREF=BB488993 /CLONE=D530004P08 /FEA=FLmRNA /CNT=52 /TID=Mm.4953.2 /TIER=Stack /STK=16 /UG=
MOE430_2_1426570_a_ 14 21.8 P P 0.02 0.001221 0.5 NC 0.01 gb:BB787292 /DB_XREF=gi:16955788 /DB_XREF=BB787292 /CLONE=G430116A08 /FEA=FLmRNA /CNT=52 /TID=Mm.4953.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1426591_at 16.8 21.1 A A 0.36 0.06 0.5 NC 0.37 gb:BB497484 /DB_XREF=gi:16441966 /DB_XREF=BB497484 /CLONE=D630009A21 /FEA=FLmRNA /CNT=166 /TID=Mm.219675.1 /TIER=ConsEnd /STK=1
MOE430_2_1426627_at 68.6 122.3 P P 0.000244 0.000244 0.5 NC 0.01 gb:BF019409 /DB_XREF=gi:10750741 /DB_XREF=ux10a01.y1 /CLONE=IMAGE:3471048 /FEA=FLmRNA /CNT=77 /TID=Mm.3968.2 /TIER=ConsEnd /STK=0
MOE430_2_1426629_at 274.9 370.1 P P 0.000244 0.000244 0.5 I 0.00004 gb:BB667274 /DB_XREF=gi:16398723 /DB_XREF=BB667274 /CLONE=6820449B07 /FEA=FLmRNA /CNT=45 /TID=Mm.28186.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426634_at 0.5 2 A A 0.78 0.6 0.5 NC 0.13 gb:AV369611 /DB_XREF=gi:15406771 /DB_XREF=AV369611 /CLONE=9030022K16 /FEA=FLmRNA /CNT=35 /TID=Mm.26630.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1426650_at 3.7 6.6 A A 0.56 0.5 0.5 NC 0.59 gb:BB011213 /DB_XREF=gi:16257227 /DB_XREF=BB011213 /CLONE=4831441J18 /FEA=mRNA /CNT=170 /TID=Mm.2772.1 /TIER=Stack /STK=159 /UG=
MOE430_2_1426713_s_ 284.5 414.3 P P 0.000244 0.000244 0.5 MI 0.002032 gb:BM238943 /DB_XREF=gi:17874213 /DB_XREF=K0526B04-3 /CLONE=K0526B04 /FEA=mRNA /CNT=345 /TID=Mm.154511.1 /TIER=Stack /STK=57 /UG
MOE430_2_1426720_at 57.7 67 P P 0.00415 0.00293 0.5 NC 0.03 gb:BG067463 /DB_XREF=gi:12550032 /DB_XREF=H3054F12-3 /CLONE=H3054F12 /FEA=mRNA /CNT=127 /TID=Mm.5159.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1426741_a_ 133.1 191.2 P P 0.001221 0.001221 0.5 I 0.000966 gb:BB108987 /DB_XREF=gi:15408009 /DB_XREF=BB108987 /CLONE=9530015G04 /FEA=mRNA /CNT=118 /TID=Mm.30965.1 /TIER=Stack /STK=80 /UG=
MOE430_2_1426753_at 20.3 31.8 A A 0.09 0.09 0.5 NC 0.5 gb:BM197879 /DB_XREF=gi:17750209 /DB_XREF=C0350B08-3 /CLONE=C0350B08 /FEA=mRNA /CNT=207 /TID=Mm.28483.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1426782_at 523.5 759.4 P P 0.000244 0.000244 0.5 I 0.000214 gb:BC019649.1 /DB_XREF=gi:18044315 /FEA=mRNA /CNT=100 /TID=Mm.18062.1 /TIER=Stack /STK=68 /UG=Mm.18062 /LL=100857 /UG_GENE=AU0446
MOE430_2_1426788_a_ 1250.4 1760.6 P P 0.000244 0.000244 0.5 I 0.00002 gb:BG067006 /DB_XREF=gi:12549575 /DB_XREF=H3049E06-3 /CLONE=H3049E06 /FEA=mRNA /CNT=190 /TID=Mm.200837.1 /TIER=Stack /STK=66 /UG
MOE430_2_1426827_at 101.7 146.3 P P 0.000732 0.000244 0.5 I 0.001336 gb:AV025877 /DB_XREF=gi:16356453 /DB_XREF=AV025877 /CLONE=1200016C19 /FEA=mRNA /CNT=95 /TID=Mm.196325.1 /TIER=Stack /STK=53 /UG=
MOE430_2_1426841_at 133 199 P P 0.000732 0.000244 0.5 I 0.000052 gb:BE981916 /DB_XREF=gi:10651529 /DB_XREF=UI-M-CG0p-bde-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bde-g-04-0-UI /FEA=mRNA /CNT=195 /TID=Mm.2
MOE430_2_1426842_at 171.8 255.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:BB183208 /DB_XREF=gi:16270212 /DB_XREF=BB183208 /CLONE=A230104N03 /FEA=mRNA /CNT=195 /TID=Mm.23834.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1426861_at 63.7 84.3 P P 0.00293 0.001953 0.5 NC 0.04 gb:AV306903 /DB_XREF=gi:16393880 /DB_XREF=AV306903 /CLONE=5730547O03 /FEA=mRNA /CNT=141 /TID=Mm.28136.1 /TIER=Stack /STK=48 /UG=
MOE430_2_1426899_at 103.7 127.9 P P 0.000244 0.000244 0.5 NC 0.004481 gb:AK013442.1 /DB_XREF=gi:12850800 /FEA=mRNA /CNT=102 /TID=Mm.21331.1 /TIER=Stack /STK=41 /UG=Mm.21331 /LL=67581 /UG_GENE=4930451A
MOE430_2_1426904_s_ 658.3 836.7 P P 0.000244 0.000244 0.5 I 0.000774 gb:AV114239 /DB_XREF=gi:16382179 /DB_XREF=AV114239 /CLONE=2610030F24 /FEA=mRNA /CNT=225 /TID=Mm.21762.1 /TIER=Stack /STK=40 /UG=
MOE430_2_1426925_at 11.7 12.2 A P 0.09 0.000732 0.5 NC 0.5 gb:AA709668 /DB_XREF=gi:2719586 /DB_XREF=vt35h03.r1 /CLONE=IMAGE:1165109 /FEA=mRNA /CNT=91 /TID=Mm.3332.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1426931_s_ 115.1 152.4 P P 0.000244 0.000244 0.5 NC 0.01 gb:AI314709 /DB_XREF=gi:4029976 /DB_XREF=uj27g09.x1 /CLONE=IMAGE:1921216 /FEA=mRNA /CNT=117 /TID=Mm.28742.1 /TIER=Stack /STK=37 /UG
MOE430_2_1426948_at 126.3 166.4 P P 0.000244 0.000244 0.5 I 0.000167 gb:BM214109 /DB_XREF=gi:17772157 /DB_XREF=C0845H12-3 /CLONE=C0845H12 /FEA=mRNA /CNT=93 /TID=Mm.210529.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1426960_a_ 10.9 12.6 P P 0.01 0.03 0.5 NC 0.4 gb:BM118638 /DB_XREF=gi:17086664 /DB_XREF=L0913H04-3 /CLONE=L0913H04 /FEA=mRNA /CNT=53 /TID=Mm.41083.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1426968_a_ 168.9 296.7 P P 0.001221 0.001221 0.5 I 0.001651 gb:BG073496 /DB_XREF=gi:12556065 /DB_XREF=H3123C06-3 /CLONE=H3123C06 /FEA=mRNA /CNT=68 /TID=Mm.41657.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1426986_at 39.8 62.3 P P 0.01 0.04 0.5 NC 0.01 gb:BM215139 /DB_XREF=gi:17773541 /DB_XREF=C0861C01-3 /CLONE=C0861C01 /FEA=mRNA /CNT=81 /TID=Mm.27493.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1427100_at 339.7 487.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK007688.1 /DB_XREF=gi:12841393 /FEA=mRNA /CNT=65 /TID=Mm.41925.1 /TIER=Stack /STK=17 /UG=Mm.41925 /LL=70083 /UG_GENE=1810034B1
MOE430_2_1427137_at 4.4 4.9 A A 0.56 0.43 0.5 NC 0.1 gb:BC022148.1 /DB_XREF=gi:18381027 /FEA=mRNA /CNT=22 /TID=Mm.218630.1 /TIER=Stack /STK=14 /UG=Mm.218630 /DEF=Mus musculus, clone IMA
MOE430_2_1427152_at 46.3 81.2 P P 0.005859 0.001953 0.5 NC 0.06 gb:BM235602 /DB_XREF=gi:17870872 /DB_XREF=K0421E06-3 /CLONE=K0421E06 /FEA=mRNA /CNT=42 /TID=Mm.34850.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427188_at 166.4 195.4 P P 0.000244 0.000244 0.5 MI 0.002032 gb:AV321103 /DB_XREF=gi:16395031 /DB_XREF=AV321103 /CLONE=6030430O18 /FEA=mRNA /CNT=103 /TID=Mm.200649.1 /TIER=Stack /STK=10 /UG
MOE430_2_1427205_x_ 19.4 23.4 P M 0.02 0.05 0.5 NC 0.5 gb:BG075808 /DB_XREF=gi:12558377 /DB_XREF=H3152A10-3 /CLONE=H3152A10 /FEA=mRNA /CNT=11 /TID=Mm.32767.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427272_at 6.7 7.5 A A 0.32 0.33 0.5 NC 0.6 gb:BC027138.1 /DB_XREF=gi:20072586 /FEA=mRNA /CNT=55 /TID=Mm.38312.1 /TIER=ConsEnd /STK=0 /UG=Mm.38312 /LL=77873 /UG_GENE=6030404
MOE430_2_1427290_at 44.7 82.2 P P 0.000244 0.001221 0.5 NC 0.06 gb:AF312018.1 /DB_XREF=gi:11321331 /FEA=mRNA /CNT=45 /TID=Mm.20285.1 /TIER=Stack /STK=13 /UG=Mm.20285 /LL=64818 /UG_GENE=Krt2-19 /D
MOE430_2_1427299_at 48.9 74.9 P P 0.01 0.01 0.5 I 0.001336 gb:BM212642 /DB_XREF=gi:17770234 /DB_XREF=C0824G05-3 /CLONE=C0824G05 /FEA=mRNA /CNT=39 /TID=Mm.79728.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1427335_at 32 20.4 A P 0.09 0.03 0.5 NC 0.005409 gb:BB238358 /DB_XREF=gi:8920833 /DB_XREF=BB238358 /CLONE=A630071E21 /FEA=mRNA /CNT=27 /TID=Mm.85211.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427352_at 12.7 20.3 A A 0.08 0.12 0.5 NC 0.29 gb:BC019155.1 /DB_XREF=gi:17512383 /FEA=mRNA /CNT=24 /TID=Mm.162744.1 /TIER=ConsEnd /STK=6 /UG=Mm.162744 /DEF=Mus musculus, Similar t
MOE430_2_1427360_at 8.5 15.3 A P 0.24 0.03 0.5 NC 0.16 gb:BB242046 /DB_XREF=gi:16355182 /DB_XREF=BB242046 /CLONE=A630090B17 /FEA=mRNA /CNT=12 /TID=Mm.25319.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1427382_a_ 140.6 198.1 P P 0.000244 0.000244 0.5 NC 0.01 gb:AF193862.1 /DB_XREF=gi:7339837 /GEN=Suv39h1 /FEA=mRNA /CNT=6 /TID=Mm.9244.2 /TIER=ConsEnd /STK=3 /UG=Mm.9244 /LL=20937 /DEF=Mu
MOE430_2_1427398_at 0.4 0.9 A A 0.97 0.85 0.5 NC 0.45 gb:AF218265.1 /DB_XREF=gi:6685154 /FEA=mRNA /CNT=8 /TID=Mm.116758.1 /TIER=ConsEnd /STK=2 /UG=Mm.116758 /LL=140474 /UG_GENE=Muc4 /
MOE430_2_1427440_a_ 2.4 4.7 A A 0.39 0.33 0.5 NC 0.42 gb:AJ011080.1 /DB_XREF=gi:3646360 /GEN=alpha-albumin /FEA=mRNA /CNT=34 /TID=Mm.29117.1 /TIER=ConsEnd /STK=0 /UG=Mm.29117 /DEF=Mus m
MOE430_2_1427453_at 1.2 0.4 A A 0.69 0.95 0.5 NC 0.48 gb:BI556956 /DB_XREF=gi:15444270 /DB_XREF=603238416F1 /CLONE=IMAGE:5291738 /FEA=mRNA /CNT=43 /TID=Mm.100084.2 /TIER=ConsEnd /STK=
MOE430_2_1427486_at 9.7 10.4 A A 0.14 0.19 0.5 NC 0.08 gb:AF157628.1 /DB_XREF=gi:8886020 /FEA=mRNA /CNT=12 /TID=Mm.37213.1 /TIER=ConsEnd /STK=0 /UG=Mm.37213 /LL=19263 /UG_GENE=Ptprb /DE
MOE430_2_1427584_at 64.3 95.3 P P 0.000244 0.000244 0.5 NC 0.03 gb:U80888.1 /DB_XREF=gi:2228568 /FEA=mRNA /CNT=5 /TID=Mm.215174.1 /TIER=ConsEnd /STK=0 /UG=Mm.215174 /LL=27494 /UG_GENE=D0Kist1 /U
MOE430_2_1427588_a_ 22.6 16.3 A A 0.39 0.27 0.5 NC 0.27 gb:X95226.1 /DB_XREF=gi:1246782 /FEA=mRNA /CNT=4 /TID=Mm.3386.4 /TIER=ConsEnd /STK=0 /UG=Mm.3386 /LL=13527 /UG_GENE=Dtna /DEF=M.m
MOE430_2_1427647_at 1.3 1.5 A A 0.96 0.9 0.5 NC 0.03 gb:BC022150.1 /DB_XREF=gi:18381030 /FEA=mRNA /CNT=2 /TID=Mm.215148.1 /TIER=ConsEnd /STK=0 /UG=Mm.215148 /DEF=Mus musculus, clone IMA
MOE430_2_1427653_at 1.9 2.4 A A 0.87 0.8 0.5 NC 0.04 gb:BF163170 /DB_XREF=gi:11043416 /DB_XREF=601769691F1 /CLONE=IMAGE:3988990 /FEA=mRNA /CNT=2 /TID=Mm.30557.11 /TIER=ConsEnd /STK=0
MOE430_2_1427712_at 0.5 0.7 A A 0.85 0.96 0.5 NC 0.5 gb:X15351.1 /DB_XREF=gi:53020 /GEN=CEA /FEA=mRNA /CNT=1 /TID=Mm.14114.6 /TIER=ConsEnd /STK=0 /UG=Mm.14114 /LL=26365 /DEF=Mouse mR
MOE430_2_1427733_a_ 13.3 12.3 M A 0.05 0.06 0.5 NC 0.5 gb:D90176.1 /DB_XREF=gi:220524 /FEA=mRNA /CNT=1 /TID=Mm.4771.5 /TIER=ConsEnd /STK=0 /UG=Mm.4771 /LL=18027 /UG_GENE=Nfia /UG_TITLE=
MOE430_2_1427775_at 0.8 1.6 A A 0.87 0.21 0.5 NC 0.01 gb:AJ437645.1 /DB_XREF=gi:19171615 /GEN=defb7 /FEA=mRNA /CNT=1 /TID=Mm.220170.1 /TIER=ConsEnd /STK=0 /UG=Mm.220170 /LL=246085 /DEF
MOE430_2_1427780_at 8.8 9.3 A A 0.19 0.33 0.5 NC 0.34 gb:AJ437650.1 /DB_XREF=gi:19171625 /GEN=defb35 /FEA=mRNA /CNT=1 /TID=Mm.219547.1 /TIER=ConsEnd /STK=0 /UG=Mm.219547 /LL=246084 /DE
MOE430_2_1427786_at 2.1 1.5 A A 0.99 0.98 0.5 NC 0.05 gb:BF464465 /DB_XREF=gi:11533648 /DB_XREF=UI-M-CG0p-boh-h-08-0-UI.s1 /CLONE=UI-M-CG0p-boh-h-08-0-UI /FEA=mRNA /CNT=5 /TID=Mm.155
MOE430_2_1427789_s_ 1.3 1.1 A A 0.91 0.87 0.5 NC 0.04 gb:BB614017 /DB_XREF=gi:16454479 /DB_XREF=BB614017 /CLONE=4832428C24 /FEA=mRNA /CNT=4 /TID=Mm.195455.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427794_at 0.5 1.1 A A 0.8 0.87 0.5 NC 0.53 gb:AB028868.1 /DB_XREF=gi:5103286 /GEN=P4(21)n /FEA=mRNA /CNT=2 /TID=Mm.42043.1 /TIER=ConsEnd /STK=0 /UG=Mm.42043 /LL=58363 /UG_TIT
MOE430_2_1427796_at 1 2 A A 0.88 0.59 0.5 NC 0.48 gb:AF332089.1 /DB_XREF=gi:14193744 /FEA=mRNA /CNT=2 /TID=Mm.219521.1 /TIER=ConsEnd /STK=0 /UG=Mm.219521 /LL=171588 /UG_GENE=Zfp133
MOE430_2_1427840_at 2.4 1.3 A A 0.72 0.78 0.5 NC 0.41 gb:J02644.1 /DB_XREF=gi:198630 /FEA=mRNA /CNT=1 /TID=Mm.220131.1 /TIER=ConsEnd /STK=0 /UG=Mm.220131 /UG_TITLE=Mouse type I epidermal 
MOE430_2_1427864_at 8.4 23.1 A A 0.3 0.14 0.5 NC 0.22 gb:Z30939.1 /DB_XREF=gi:496636 /FEA=mRNA /CNT=1 /TID=Mm.15595.2 /TIER=ConsEnd /STK=0 /UG=Mm.15595 /LL=15263 /UG_GENE=Hist1 /DEF=M.
MOE430_2_1427898_at 169.6 207.1 P P 0.001221 0.000244 0.5 I 0.000389 gb:AK004745.1 /DB_XREF=gi:12836150 /FEA=mRNA /CNT=188 /TID=Mm.26696.1 /TIER=Stack /STK=47 /UG=Mm.26696 /LL=74132 /UG_GENE=1200013I0



MOE430_2_1427915_s_ 61.3 86.3 P P 0.000244 0.000244 0.5 I 0.001651 gb:AI019214 /DB_XREF=gi:3233550 /DB_XREF=ub21b02.r1 /CLONE=IMAGE:1378347 /FEA=mRNA /CNT=88 /TID=Mm.176927.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427923_at 523.2 702 P P 0.000244 0.000244 0.5 I 0.00002 gb:BM233793 /DB_XREF=gi:17869051 /DB_XREF=K0341C09-3 /CLONE=K0341C09 /FEA=mRNA /CNT=77 /TID=Mm.34399.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1427930_at 18.1 27 A A 0.14 0.14 0.5 NC 0.14 gb:BG063905 /DB_XREF=gi:12546468 /DB_XREF=H3013B08-3 /CLONE=H3013B08 /FEA=mRNA /CNT=104 /TID=Mm.206159.1 /TIER=Stack /STK=19 /UG
MOE430_2_1427937_at 110.4 125 P P 0.001953 0.000732 0.5 NC 0.02 gb:BB400843 /DB_XREF=gi:15411794 /DB_XREF=BB400843 /CLONE=C330020E23 /FEA=mRNA /CNT=97 /TID=Mm.41102.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1427983_at 89.8 89.1 P P 0.000244 0.000244 0.5 NC 0.02 gb:AI504060 /DB_XREF=gi:4401911 /DB_XREF=vm49h09.x1 /CLONE=IMAGE:1001633 /FEA=mRNA /CNT=70 /TID=Mm.31186.1 /TIER=Stack /STK=25 /UG
MOE430_2_1427997_at 158.2 256.1 P P 0.000244 0.000244 0.5 I 0.000088 gb:BG064890 /DB_XREF=gi:12547453 /DB_XREF=H3025A04-3 /CLONE=H3025A04 /FEA=mRNA /CNT=28 /TID=Mm.28983.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1428041_at 0.5 1 A A 0.43 0.66 0.5 NC 0.13 gb:BC028777.1 /DB_XREF=gi:20381009 /FEA=mRNA /CNT=3 /TID=Mm.221163.1 /TIER=ConsEnd /STK=0 /UG=Mm.221163 /UG_TITLE=Mus musculus, clon
MOE430_2_1428043_a_ 7.7 6.9 A A 0.3 0.19 0.5 NC 0.26 gb:AB061276.1 /DB_XREF=gi:20502362 /GEN=CMAH /FEA=mRNA /CNT=2 /TID=Mm.8396.2 /TIER=ConsEnd /STK=0 /UG=Mm.8396 /LL=12763 /DEF=Mus
MOE430_2_1428052_a_ 76.7 114 P P 0.000244 0.000244 0.5 I 0.000307 gb:BC027750.1 /DB_XREF=gi:20379602 /FEA=mRNA /CNT=1 /TID=Mm.80623.2 /TIER=ConsEnd /STK=0 /UG=Mm.80623 /LL=68310 /UG_GENE=5830412B
MOE430_2_1428060_at 1.6 2.2 A A 0.93 0.82 0.5 NC 0.09 gb:AI646399 /DB_XREF=gi:4724874 /DB_XREF=vv47f08.x1 /CLONE=IMAGE:1225575 /FEA=mRNA /CNT=4 /TID=Mm.221034.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1428099_a_ 1354.7 1413.2 P P 0.000244 0.000244 0.5 NC 0.01 gb:BF147037 /DB_XREF=gi:11028432 /DB_XREF=us42d10.x1 /CLONE=IMAGE:3169747 /FEA=mRNA /CNT=226 /TID=Mm.6840.1 /TIER=Stack /STK=115 /
MOE430_2_1428103_at 621.8 779.6 P P 0.000244 0.000244 0.5 I 0.000147 gb:AV327574 /DB_XREF=gi:16395670 /DB_XREF=AV327574 /CLONE=6330419N17 /FEA=mRNA /CNT=151 /TID=Mm.3037.1 /TIER=Stack /STK=114 /UG=
MOE430_2_1428125_at 1308.8 2021.2 P P 0.000244 0.000244 0.5 I 0.000692 gb:AK014824.1 /DB_XREF=gi:12852892 /FEA=mRNA /CNT=369 /TID=Mm.43640.1 /TIER=Stack /STK=103 /UG=Mm.43640 /LL=67721 /UG_GENE=4921506
MOE430_2_1428127_at 1130.5 1601.4 P P 0.000244 0.000244 0.5 I 0.00002 gb:BF318975 /DB_XREF=gi:11267653 /DB_XREF=uy07b06.x1 /CLONE=IMAGE:3657299 /FEA=mRNA /CNT=369 /TID=Mm.43640.1 /TIER=Stack /STK=8 /U
MOE430_2_1428135_a_ 73.9 84.3 P P 0.008057 0.00415 0.5 NC 0.02 gb:BB070826 /DB_XREF=gi:8580824 /DB_XREF=BB070826 /CLONE=8030493E10 /FEA=mRNA /CNT=134 /TID=Mm.21086.2 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1428168_at 1640.1 2583.3 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK003513.1 /DB_XREF=gi:12834223 /FEA=mRNA /CNT=191 /TID=Mm.46438.1 /TIER=Stack /STK=84 /UG=Mm.46438 /LL=68481 /UG_GENE=1110007A
MOE430_2_1428291_at 273.3 408 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK009584.1 /DB_XREF=gi:12844467 /FEA=mRNA /CNT=81 /TID=Mm.29253.1 /TIER=Stack /STK=60 /UG=Mm.29253 /LL=69639 /UG_GENE=2310032N2
MOE430_2_1428341_at 193.3 231.1 P P 0.000244 0.000244 0.5 NC 0.02 gb:BM230200 /DB_XREF=gi:17793368 /DB_XREF=K0291F11-3 /CLONE=K0291F11 /FEA=mRNA /CNT=92 /TID=Mm.206555.1 /TIER=Stack /STK=51 /UG=
MOE430_2_1428371_at 23.4 27 P P 0.01 0.005859 0.5 NC 0.33 gb:AK012069.1 /DB_XREF=gi:12848580 /FEA=mRNA /CNT=60 /TID=Mm.33480.1 /TIER=Stack /STK=48 /UG=Mm.33480 /LL=74210 /UG_GENE=2610507N0
MOE430_2_1428373_at 314.9 472.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK005166.1 /DB_XREF=gi:12837135 /FEA=mRNA /CNT=73 /TID=Mm.89584.1 /TIER=Stack /STK=47 /UG=Mm.89584 /LL=76500 /UG_GENE=1500005N0
MOE430_2_1428414_at 70 84 P P 0.000244 0.000244 0.5 I 0.001832 gb:BB226930 /DB_XREF=gi:8897575 /DB_XREF=BB226930 /CLONE=A530099D21 /FEA=mRNA /CNT=81 /TID=Mm.41707.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1428430_at 69.7 124.4 P P 0.005859 0.001953 0.5 NC 0.009292 gb:AK004310.1 /DB_XREF=gi:12835447 /FEA=mRNA /CNT=74 /TID=Mm.68556.1 /TIER=ConsEnd /STK=0 /UG=Mm.68556 /LL=68799 /UG_GENE=1110059
MOE430_2_1428441_at 83.5 115.1 P P 0.000732 0.000244 0.5 I 0.000774 gb:AK005310.1 /DB_XREF=gi:12837773 /FEA=mRNA /CNT=65 /TID=Mm.28944.1 /TIER=Stack /STK=42 /UG=Mm.28944 /LL=69011 /UG_GENE=1500031D1
MOE430_2_1428462_at 38.4 58 P P 0.01 0.001953 0.5 NC 0.14 gb:AK014554.1 /DB_XREF=gi:12852482 /FEA=mRNA /CNT=272 /TID=Mm.46613.1 /TIER=Stack /STK=8 /UG=Mm.46613 /LL=66702 /UG_GENE=4633401M2
MOE430_2_1428499_at 32.8 38.5 P P 0.03 0.01 0.5 NC 0.1 gb:BQ265914 /DB_XREF=gi:20490979 /DB_XREF=NISC_ff09g06.x1 /CLONE=IMAGE:2865586 /FEA=mRNA /CNT=48 /TID=Mm.31162.1 /TIER=Stack /STK=3
MOE430_2_1428512_at 93.3 124.4 P P 0.001221 0.000732 0.5 NC 0.03 gb:AK012577.1 /DB_XREF=gi:12849410 /FEA=mRNA /CNT=48 /TID=Mm.18574.1 /TIER=Stack /STK=36 /UG=Mm.18574 /LL=70237 /UG_GENE=2700087I09
MOE430_2_1428542_at 239.9 310.9 P P 0.000732 0.000732 0.5 I 0.000273 gb:AK008070.1 /DB_XREF=gi:12842023 /FEA=mRNA /CNT=69 /TID=Mm.27965.1 /TIER=Stack /STK=33 /UG=Mm.27965 /LL=69860 /UG_GENE=2010003J0
MOE430_2_1428560_at 293.4 385.6 P P 0.000732 0.000732 0.5 I 0.001486 gb:AK012248.1 /DB_XREF=gi:12848869 /FEA=mRNA /CNT=69 /TID=Mm.41491.1 /TIER=Stack /STK=32 /UG=Mm.41491 /LL=66539 /UG_GENE=2700038C2
MOE430_2_1428567_at 5.7 7.4 A A 0.53 0.33 0.5 NC 0.37 gb:BE286627 /DB_XREF=gi:9165078 /DB_XREF=601090219F1 /CLONE=IMAGE:3484804 /FEA=mRNA /CNT=60 /TID=Mm.45272.1 /TIER=ConsEnd /STK=0 
MOE430_2_1428570_at 66.4 86.8 P P 0.000244 0.000244 0.5 NC 0.01 gb:AK009615.1 /DB_XREF=gi:12844517 /FEA=mRNA /CNT=50 /TID=Mm.4300.2 /TIER=Stack /STK=32 /UG=Mm.4300 /LL=51813 /UG_GENE=Ccnc /UG_TI
MOE430_2_1428594_at 39.3 50 P P 0.01 0.00415 0.5 NC 0.01 gb:AK009111.1 /DB_XREF=gi:12843697 /FEA=mRNA /CNT=51 /TID=Mm.35575.1 /TIER=Stack /STK=30 /UG=Mm.35575 /LL=69483 /UG_GENE=2310003F2
MOE430_2_1428632_at 7.3 14.8 A A 0.39 0.12 0.5 NC 0.44 gb:BG070542 /DB_XREF=gi:12553111 /DB_XREF=H3088E02-3 /CLONE=H3088E02 /FEA=mRNA /CNT=45 /TID=Mm.140838.1 /TIER=Stack /STK=28 /UG=
MOE430_2_1428640_at 17.1 22 M P 0.05 0.01 0.5 NC 0.03 gb:AW550693 /DB_XREF=gi:7196121 /DB_XREF=L0067H08-3 /CLONE=L0067H08 /FEA=mRNA /CNT=37 /TID=Mm.75856.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1428645_at 380.3 545.3 P P 0.000244 0.000244 0.5 I 0.00002 gb:BM207342 /DB_XREF=gi:17763127 /DB_XREF=C0611D12-3 /CLONE=C0611D12 /FEA=mRNA /CNT=359 /TID=Mm.22704.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1428651_at 121.6 134.5 P P 0.000244 0.000244 0.5 I 0.000088 gb:AK004187.1 /DB_XREF=gi:12835279 /FEA=mRNA /CNT=73 /TID=Mm.181757.1 /TIER=Stack /STK=27 /UG=Mm.181757 /LL=68812 /UG_GENE=1110046
MOE430_2_1428659_at 92.7 147.4 P P 0.001221 0.000732 0.5 NC 0.003041 gb:AK005852.1 /DB_XREF=gi:12838643 /FEA=mRNA /CNT=51 /TID=Mm.5348.1 /TIER=Stack /STK=27 /UG=Mm.5348 /LL=71838 /UG_GENE=1700010P14R
MOE430_2_1428662_a_ 34.1 68.1 P P 0.03 0.01 0.5 NC 0.06 gb:AK009007.1 /DB_XREF=gi:12843538 /FEA=mRNA /CNT=62 /TID=Mm.181852.2 /TIER=Stack /STK=27 /UG=Mm.181852 /LL=74318 /UG_GENE=1200015
MOE430_2_1428668_at 132 195.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:BI790311 /DB_XREF=gi:15818036 /DB_XREF=ic96h04.x1 /CLONE=IMAGE:5661559 /FEA=mRNA /CNT=104 /TID=Mm.39477.1 /TIER=Stack /STK=26 /U
MOE430_2_1428674_at 114.7 204.6 P P 0.001953 0.00293 0.5 I 0.000692 gb:AK007374.1 /DB_XREF=gi:12840881 /FEA=mRNA /CNT=130 /TID=Mm.41023.1 /TIER=Stack /STK=14 /UG=Mm.41023 /LL=66921 /UG_GENE=1110021E
MOE430_2_1428713_s_ 169.2 200 P P 0.03 0.00293 0.5 I 0.00006 gb:AW488914 /DB_XREF=gi:7059184 /DB_XREF=UI-M-BH3-ash-a-12-0-UI.s1 /CLONE=UI-M-BH3-ash-a-12-0-UI /FEA=mRNA /CNT=62 /TID=Mm.28675
MOE430_2_1428732_at 58.4 73.9 P P 0.000244 0.000244 0.5 NC 0.007788 gb:AK005774.1 /DB_XREF=gi:12838523 /FEA=mRNA /CNT=32 /TID=Mm.33201.1 /TIER=Stack /STK=24 /UG=Mm.33201 /LL=69360 /UG_GENE=1700008J0
MOE430_2_1428733_at 10.4 8.5 A A 0.43 0.39 0.5 NC 0.5 gb:AK010554.1 /DB_XREF=gi:12846082 /GEN=Gngt2 /FEA=mRNA /CNT=30 /TID=Mm.46299.1 /TIER=Stack /STK=24 /UG=Mm.46299 /LL=14710 /UG_TITL
MOE430_2_1428755_at 114.6 137.7 P P 0.00293 0.000732 0.5 I 0.000692 gb:AK017205.1 /DB_XREF=gi:12856329 /FEA=mRNA /CNT=170 /TID=Mm.29047.1 /TIER=Stack /STK=22 /UG=Mm.29047 /LL=66683 /UG_GENE=3526402H
MOE430_2_1428783_at 95.3 147.9 P P 0.000732 0.00415 0.5 I 0.000774 gb:AF242656 /DB_XREF=gi:8825570 /DB_XREF=AF242656 /CLONE=7a-1 /FEA=mRNA /CNT=115 /TID=Mm.27046.1 /TIER=Stack /STK=19 /UG=Mm.2704
MOE430_2_1428788_at 291.9 458.1 P P 0.000244 0.000244 0.5 I 0.000774 gb:AK012010.1 /DB_XREF=gi:12848487 /FEA=mRNA /CNT=84 /TID=Mm.28541.1 /TIER=Stack /STK=21 /UG=Mm.28541 /LL=67078 /UG_GENE=1700012G1
MOE430_2_1428795_at 399.5 507 P P 0.000244 0.000244 0.5 I 0.000389 gb:BB767129 /DB_XREF=gi:16194463 /DB_XREF=BB767129 /CLONE=G370070A03 /FEA=mRNA /CNT=29 /TID=Mm.41698.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1428798_s_ 35.1 38.3 P P 0.03 0.02 0.5 NC 0.03 gb:AK010304.1 /DB_XREF=gi:12845647 /FEA=mRNA /CNT=35 /TID=Mm.24616.1 /TIER=Stack /STK=21 /UG=Mm.24616 /LL=66083 /UG_GENE=0610039J0
MOE430_2_1428815_at 1.5 2.2 A A 0.91 0.43 0.5 NC 0.06 gb:BF319534 /DB_XREF=gi:11268287 /DB_XREF=uy60d12.x1 /CLONE=IMAGE:3663959 /FEA=mRNA /CNT=24 /TID=Mm.33626.1 /TIER=Stack /STK=21 /U
MOE430_2_1428838_a_ 30.9 36.4 P P 0.02 0.001221 0.5 I 0.001832 gb:BE630687 /DB_XREF=gi:9913375 /DB_XREF=uu47a07.x1 /CLONE=IMAGE:3375060 /FEA=mRNA /CNT=95 /TID=Mm.3446.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1428845_at 138 181.2 P P 0.000244 0.000732 0.5 I 0.001651 gb:BG242719 /DB_XREF=gi:12752534 /DB_XREF=602355549F1 /CLONE=IMAGE:4483500 /FEA=mRNA /CNT=118 /TID=Mm.385.1 /TIER=Stack /STK=8 /U
MOE430_2_1428849_at 28.1 32.6 P P 0.02 0.03 0.5 NC 0.1 gb:BI454501 /DB_XREF=gi:15245157 /DB_XREF=603171465F1 /CLONE=IMAGE:5250737 /FEA=mRNA /CNT=126 /TID=Mm.34490.1 /TIER=ConsEnd /STK=
MOE430_2_1428856_at 16 20.2 A A 0.06 0.08 0.5 NC 0.06 gb:AK013891.1 /DB_XREF=gi:12851433 /FEA=mRNA /CNT=45 /TID=Mm.26991.2 /TIER=ConsEnd /STK=1 /UG=Mm.26991 /LL=14950 /UG_GENE=H13 /UG
MOE430_2_1428897_at 65.3 77.6 P P 0.001221 0.001221 0.5 NC 0.01 gb:AK011611.1 /DB_XREF=gi:12847847 /FEA=mRNA /CNT=39 /TID=Mm.87238.1 /TIER=Stack /STK=18 /UG=Mm.87238 /LL=77032 /UG_GENE=2610029I0
MOE430_2_1428925_at 24.7 35.7 P P 0.01 0.00415 0.5 MI 0.00225 gb:AK009838.1 /DB_XREF=gi:12844880 /FEA=mRNA /CNT=50 /TID=Mm.11829.1 /TIER=Stack /STK=17 /UG=Mm.11829 /LL=71917 /UG_GENE=2310046A2
MOE430_2_1428935_at 131.7 219.9 P P 0.000732 0.000732 0.5 NC 0.16 gb:AK017254.1 /DB_XREF=gi:12856400 /FEA=mRNA /CNT=200 /TID=Mm.23929.1 /TIER=Stack /STK=9 /UG=Mm.23929 /LL=66219 /UG_GENE=1110069N1
MOE430_2_1429016_at 18.9 23.1 P A 0.02 0.09 0.5 NC 0.5 gb:AK012809.1 /DB_XREF=gi:12849799 /FEA=mRNA /CNT=46 /TID=Mm.196126.1 /TIER=ConsEnd /STK=0 /UG=Mm.196126 /LL=72645 /UG_GENE=28100
MOE430_2_1429018_at 28.2 43.2 A A 0.3 0.36 0.5 NC 0.37 gb:AU043047 /DB_XREF=gi:3957282 /DB_XREF=AU043047 /CLONE=J1043A04 /FEA=mRNA /CNT=23 /TID=Mm.18796.1 /TIER=Stack /STK=14 /UG=Mm.1
MOE430_2_1429019_s_ 76.3 113.2 P P 0.000244 0.001221 0.5 NC 0.003699 gb:BB756745 /DB_XREF=gi:16203072 /DB_XREF=BB756745 /CLONE=G270078D12 /FEA=mRNA /CNT=21 /TID=Mm.200846.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1429027_at 312.3 447.6 P P 0.000244 0.000244 0.5 I 0.000101 gb:AK002304.1 /DB_XREF=gi:12832188 /FEA=mRNA /CNT=32 /TID=Mm.140661.1 /TIER=Stack /STK=14 /UG=Mm.140661 /LL=66835 /UG_GENE=0610007
MOE430_2_1429032_at 9.4 11.3 A A 0.3 0.08 0.5 NC 0.31 gb:AK014911.1 /DB_XREF=gi:12853027 /FEA=mRNA /CNT=18 /TID=Mm.37406.1 /TIER=Stack /STK=14 /UG=Mm.37406 /LL=70877 /UG_GENE=4921517J2
MOE430_2_1429087_at 37 53.3 P P 0.005859 0.008057 0.5 NC 0.05 gb:AK005245.1 /DB_XREF=gi:12837664 /FEA=mRNA /CNT=27 /TID=Mm.51988.1 /TIER=Stack /STK=12 /UG=Mm.51988 /LL=67176 /UG_GENE=2610312O1
MOE430_2_1429096_at 17 28.2 P P 0.03 0.03 0.5 NC 0.01 gb:AK013353.1 /DB_XREF=gi:12850661 /FEA=mRNA /CNT=31 /TID=Mm.64974.1 /TIER=Stack /STK=12 /UG=Mm.64974 /LL=72810 /UG_GENE=2810455D1
MOE430_2_1429116_at 110.1 160.3 P P 0.005859 0.00293 0.5 I 0.000052 gb:BB009879 /DB_XREF=gi:16257160 /DB_XREF=BB009879 /CLONE=4732491M05 /FEA=mRNA /CNT=34 /TID=Mm.46932.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429143_at 10.8 13.8 A A 0.27 0.19 0.5 NC 0.5 gb:AK016718.1 /DB_XREF=gi:12855607 /FEA=mRNA /CNT=13 /TID=Mm.23534.1 /TIER=Stack /STK=11 /UG=Mm.23534 /LL=71062 /UG_GENE=4933407G0
MOE430_2_1429145_at 66.6 91.3 P P 0.000244 0.000244 0.5 I 0.00006 gb:AK004564.1 /DB_XREF=gi:12835818 /FEA=mRNA /CNT=74 /TID=Mm.46346.1 /TIER=Stack /STK=30 /UG=Mm.46346 /LL=66866 /UG_GENE=1200003G0
MOE430_2_1429150_at 31.7 40.9 A A 0.33 0.11 0.5 NC 0.009292 gb:BF660513 /DB_XREF=gi:11925647 /DB_XREF=maa93a05.x1 /CLONE=IMAGE:3824168 /FEA=mRNA /CNT=44 /TID=Mm.45767.2 /TIER=Stack /STK=10 /
MOE430_2_1429152_at 289.1 456.4 P P 0.000244 0.000244 0.5 NC 0.004073 gb:AK018690.1 /DB_XREF=gi:12858524 /FEA=mRNA /CNT=41 /TID=Mm.33370.1 /TIER=Stack /STK=10 /UG=Mm.33370 /LL=74570 /UG_GENE=9130423L1
MOE430_2_1429185_at 13.9 19.2 P P 0.04 0.001953 0.5 NC 0.01 gb:BB774721 /DB_XREF=gi:16935401 /DB_XREF=BB774721 /CLONE=G430020I12 /FEA=mRNA /CNT=37 /TID=Mm.19146.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429188_at 151.5 180.5 P P 0.000244 0.000244 0.5 NC 0.009292 gb:AK008096.1 /DB_XREF=gi:12842066 /FEA=mRNA /CNT=59 /TID=Mm.57264.1 /TIER=Stack /STK=9 /UG=Mm.57264 /LL=69802 /UG_GENE=2010004I09R
MOE430_2_1429196_at 31.4 39.5 P P 0.000244 0.001953 0.5 NC 0.5 gb:BB431654 /DB_XREF=gi:16424175 /DB_XREF=BB431654 /CLONE=C630039O19 /FEA=mRNA /CNT=38 /TID=Mm.39565.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429224_at 3.6 5.8 A A 0.6 0.43 0.5 NC 0.45 gb:AK017476.1 /DB_XREF=gi:12856729 /FEA=mRNA /CNT=15 /TID=Mm.121197.1 /TIER=Stack /STK=9 /UG=Mm.121197 /LL=70481 /UG_GENE=5730402C
MOE430_2_1429227_x_ 1159.5 1625.1 P P 0.000244 0.000244 0.5 I 0.001077 gb:AK007322.1 /DB_XREF=gi:12840792 /GEN=Nap1l1 /FEA=mRNA /CNT=11 /TID=Mm.3797.3 /TIER=Stack /STK=9 /UG=Mm.3797 /LL=53605 /UG_TITLE=
MOE430_2_1429237_at 184 265.2 P P 0.000244 0.000244 0.5 I 0.001077 gb:BF682137 /DB_XREF=gi:11956032 /DB_XREF=602117247T1 /CLONE=IMAGE:3468490 /FEA=mRNA /CNT=98 /TID=Mm.41033.1 /TIER=Stack /STK=8 /
MOE430_2_1429243_at 109.3 141.8 P P 0.001953 0.001953 0.5 NC 0.03 gb:BG076073 /DB_XREF=gi:12558642 /DB_XREF=H3155C12-3 /CLONE=H3155C12 /FEA=mRNA /CNT=72 /TID=Mm.32279.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429282_at 62.2 83.1 P P 0.000732 0.000732 0.5 NC 0.13 gb:BB727772 /DB_XREF=gi:16111047 /DB_XREF=BB727772 /CLONE=E860029B09 /FEA=mRNA /CNT=15 /TID=Mm.48884.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429307_s_ 128.2 157.7 P P 0.001221 0.000244 0.5 I 0.000692 gb:AK007657.1 /DB_XREF=gi:12841337 /FEA=mRNA /CNT=88 /TID=Mm.45138.1 /TIER=Stack /STK=51 /UG=Mm.45138 /LL=69151 /UG_GENE=1810030J0
MOE430_2_1429395_at 109.7 137.6 P P 0.001953 0.000244 0.5 I 0.000035 gb:AK013967.1 /DB_XREF=gi:12851560 /FEA=mRNA /CNT=45 /TID=Mm.17551.1 /TIER=Stack /STK=25 /UG=Mm.17551 /LL=67553 /UG_GENE=4933434L1
MOE430_2_1429398_at 8 16.2 A M 0.06 0.05 0.5 NC 0.39 gb:BB326245 /DB_XREF=gi:16403642 /DB_XREF=BB326245 /CLONE=B430206G03 /FEA=mRNA /CNT=40 /TID=Mm.71533.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1429400_at 116 172 P P 0.01 0.000732 0.5 I 0.000966 gb:BB794830 /DB_XREF=gi:16964449 /DB_XREF=BB794830 /CLONE=G431002B06 /FEA=mRNA /CNT=62 /TID=Mm.29581.2 /TIER=Stack /STK=24 /UG=M
MOE430_2_1429409_at 0.8 0.6 A A 0.82 0.8 0.5 NC 0.14 gb:AK014932.1 /DB_XREF=gi:12853057 /FEA=mRNA /CNT=27 /TID=Mm.35644.1 /TIER=Stack /STK=24 /UG=Mm.35644 /LL=76858 /UG_GENE=4921520L0
MOE430_2_1429433_at 567.2 856.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:BI083627 /DB_XREF=gi:14501957 /DB_XREF=602874791F2 /CLONE=IMAGE:5006590 /FEA=mRNA /CNT=78 /TID=Mm.30596.1 /TIER=Stack /STK=9 /U
MOE430_2_1429436_at 80.1 105.7 P P 0.000244 0.001953 0.5 NC 0.004925 gb:AK012731.1 /DB_XREF=gi:12849671 /FEA=mRNA /CNT=57 /TID=Mm.181345.1 /TIER=Stack /STK=22 /UG=Mm.181345 /LL=75419 /UG_GENE=2810012
MOE430_2_1429441_at 30.3 45.7 P P 0.03 0.00293 0.5 I 0.000214 gb:BI666465 /DB_XREF=gi:15580698 /DB_XREF=603288744F1 /CLONE=IMAGE:5322682 /FEA=mRNA /CNT=54 /TID=Mm.142953.1 /TIER=ConsEnd /STK=
MOE430_2_1429459_at 16.2 21.9 M P 0.06 0.03 0.5 NC 0.01 gb:AI451694 /DB_XREF=gi:4305790 /DB_XREF=mu59f08.x1 /CLONE=IMAGE:643719 /FEA=mRNA /CNT=63 /TID=Mm.89313.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1429462_at 7.8 9.6 A P 0.33 0.01 0.5 NC 0.13 gb:BE374892 /DB_XREF=gi:9320255 /DB_XREF=601226816F1 /CLONE=IMAGE:3585267 /FEA=mRNA /CNT=40 /TID=Mm.17875.1 /TIER=ConsEnd /STK=0 
MOE430_2_1429483_at 5.4 7.1 A A 0.5 0.5 0.5 NC 0.45 gb:BG066947 /DB_XREF=gi:12549516 /DB_XREF=H3048G12-3 /CLONE=H3048G12 /FEA=mRNA /CNT=41 /TID=Mm.27779.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1429502_at 69.7 85.8 P P 0.001953 0.000244 0.5 I 0.000052 gb:AK005396.1 /DB_XREF=gi:12837913 /FEA=mRNA /CNT=45 /TID=Mm.46007.1 /TIER=ConsEnd /STK=0 /UG=Mm.46007 /LL=69775 /UG_GENE=1600002
MOE430_2_1429575_at 0.7 3.1 A A 0.99 0.69 0.5 NC 0.06 gb:AK014595.1 /DB_XREF=gi:12852546 /GEN=Copg1 /FEA=mRNA /CNT=17 /TID=Mm.83268.1 /TIER=Stack /STK=14 /UG=Mm.83268 /UG_TITLE=Mus mus
MOE430_2_1429587_at 53.9 86.2 P P 0.00293 0.001953 0.5 I 0.000273 gb:AK016057.1 /DB_XREF=gi:12854645 /FEA=mRNA /CNT=40 /TID=Mm.28199.1 /TIER=Stack /STK=13 /UG=Mm.28199 /LL=67649 /UG_GENE=4930547K0
MOE430_2_1429602_at 0.5 1.9 A A 0.98 0.95 0.5 NC 0.11 gb:AK009888.1 /DB_XREF=gi:12844959 /FEA=mRNA /CNT=20 /TID=Mm.31482.1 /TIER=Stack /STK=13 /UG=Mm.31482 /LL=69655 /UG_GENE=2310047N0
MOE430_2_1429633_at 17.9 29 P P 0.03 0.00415 0.5 NC 0.007788 gb:AK014072.1 /DB_XREF=gi:12851717 /FEA=mRNA /CNT=22 /TID=Mm.30876.1 /TIER=Stack /STK=12 /UG=Mm.30876 /LL=73153 /UG_GENE=3110023F0
MOE430_2_1429645_at 0.2 0.5 A A 0.9 0.95 0.5 NC 0.26 gb:AK006064.1 /DB_XREF=gi:12838969 /FEA=mRNA /CNT=13 /TID=Mm.87355.1 /TIER=Stack /STK=12 /UG=Mm.87355 /LL=72227 /UG_GENE=1700017G1
MOE430_2_1429671_at 15.8 20.3 A P 0.21 0.04 0.5 NC 0.02 gb:AK010551.1 /DB_XREF=gi:12846077 /FEA=mRNA /CNT=17 /TID=Mm.196200.1 /TIER=Stack /STK=11 /UG=Mm.196200 /LL=71970 /UG_GENE=2410018
MOE430_2_1429686_at 40.9 61.2 P P 0.001953 0.01 0.5 NC 0.08 gb:BG070811 /DB_XREF=gi:12553468 /DB_XREF=H3092D07-3 /CLONE=H3092D07 /FEA=mRNA /CNT=27 /TID=Mm.206782.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1429710_at 53.3 75.8 P P 0.000244 0.000732 0.5 NC 0.11 gb:AV277640 /DB_XREF=gi:16391033 /DB_XREF=AV277640 /CLONE=4932443H11 /FEA=mRNA /CNT=94 /TID=Mm.41304.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429711_at 70.2 102 P P 0.001953 0.000244 0.5 I 0.00006 gb:BB812465 /DB_XREF=gi:16985094 /DB_XREF=BB812465 /CLONE=G730014L15 /FEA=mRNA /CNT=94 /TID=Mm.41304.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1429724_at 82 155.4 P P 0.00293 0.000732 0.5 I 0.00002 gb:BG918505 /DB_XREF=gi:14298981 /DB_XREF=602818566F1 /CLONE=IMAGE:4947425 /FEA=mRNA /CNT=34 /TID=Mm.22833.1 /TIER=Stack /STK=9 /
MOE430_2_1429793_at 11.2 13.6 A A 0.27 0.17 0.5 NC 0.36 gb:AK005459.1 /DB_XREF=gi:12838026 /FEA=mRNA /CNT=13 /TID=Mm.20201.1 /TIER=Stack /STK=8 /UG=Mm.20201 /LL=71996 /UG_GENE=1600014K23
MOE430_2_1429825_at 4 4.3 A A 0.46 0.43 0.5 NC 0.5 gb:AK006538.1 /DB_XREF=gi:12839692 /FEA=mRNA /CNT=9 /TID=Mm.45821.1 /TIER=Stack /STK=8 /UG=Mm.45821 /LL=75667 /UG_GENE=1700030E15R
MOE430_2_1429863_at 27.8 54.3 P P 0.001953 0.000244 0.5 NC 0.003355 gb:AK016522.1 /DB_XREF=gi:12855299 /FEA=mRNA /CNT=11 /TID=Mm.101677.1 /TIER=ConsEnd /STK=7 /UG=Mm.101677 /LL=74365 /UG_GENE=49324
MOE430_2_1429898_at 18.2 29.3 M P 0.05 0.03 0.5 NC 0.02 gb:AK017845.1 /DB_XREF=gi:12857307 /FEA=mRNA /CNT=12 /TID=Mm.138554.1 /TIER=ConsEnd /STK=6 /UG=Mm.138554 /LL=70660 /UG_GENE=57305
MOE430_2_1429933_at 1.6 1.7 A A 0.82 0.85 0.5 NC 0.46 gb:BB487712 /DB_XREF=gi:16441547 /DB_XREF=BB487712 /CLONE=D430043L22 /FEA=mRNA /CNT=7 /TID=Mm.212923.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1429968_at 19.9 33.3 P P 0.001221 0.00415 0.5 NC 0.16 gb:BB058058 /DB_XREF=gi:8465206 /DB_XREF=BB058058 /CLONE=7120476C01 /FEA=mRNA /CNT=8 /TID=Mm.195560.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1430018_at 1.5 3.7 A A 0.96 0.85 0.5 NC 0.04 gb:AK006430.1 /DB_XREF=gi:12839528 /FEA=mRNA /CNT=6 /TID=Mm.34268.2 /TIER=ConsEnd /STK=5 /UG=Mm.34268 /LL=58804 /UG_GENE=Borg3-pen
MOE430_2_1430023_at 100.3 120.7 P P 0.001953 0.001953 0.5 NC 0.01 gb:AK017218.1 /DB_XREF=gi:12856350 /FEA=mRNA /CNT=20 /TID=Mm.36835.1 /TIER=ConsEnd /STK=4 /UG=Mm.36835 /LL=71242 /UG_GENE=5133400
MOE430_2_1430070_at 21.5 29.4 A A 0.17 0.17 0.5 NC 0.07 gb:AK005363.1 /DB_XREF=gi:12837857 /FEA=mRNA /CNT=7 /TID=Mm.80847.1 /TIER=ConsEnd /STK=4 /UG=Mm.80847 /LL=70258 /UG_GENE=1500035N
MOE430_2_1430089_at 51.7 75.5 P P 0.000244 0.001221 0.5 NC 0.00712 gb:BB032195 /DB_XREF=gi:8386946 /DB_XREF=BB032195 /CLONE=5830469G19 /FEA=mRNA /CNT=7 /TID=Mm.167170.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430102_at 1.5 1 A A 0.88 0.93 0.5 NC 0.6 gb:AK017027.1 /DB_XREF=gi:12856075 /FEA=mRNA /CNT=6 /TID=Mm.85047.1 /TIER=ConsEnd /STK=4 /UG=Mm.85047 /LL=71300 /UG_GENE=4933432M
MOE430_2_1430107_at 8.9 9.3 A A 0.27 0.19 0.5 NC 0.46 gb:AK020348.1 /DB_XREF=gi:12860911 /FEA=mRNA /CNT=6 /TID=Mm.99733.1 /TIER=ConsEnd /STK=4 /UG=Mm.99733 /LL=78245 /UG_GENE=9230116B
MOE430_2_1430115_at 5.7 8.8 A A 0.3 0.08 0.5 NC 0.2 gb:AK019514.1 /DB_XREF=gi:12859769 /FEA=mRNA /CNT=5 /TID=Mm.35107.1 /TIER=ConsEnd /STK=4 /UG=Mm.35107 /LL=78104 /UG_GENE=4833413E
MOE430_2_1430122_at 0.8 1.7 A A 0.98 0.88 0.5 NC 0.11 gb:AK020399.1 /DB_XREF=gi:12860973 /FEA=mRNA /CNT=5 /TID=Mm.159879.1 /TIER=ConsEnd /STK=4 /UG=Mm.159879 /LL=77265 /UG_GENE=943000
MOE430_2_1430127_a_ 1509.3 2132.4 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK007904.1 /DB_XREF=gi:12841755 /GEN=Ccnd2 /FEA=mRNA /CNT=30 /TID=Mm.3141.2 /TIER=ConsEnd /STK=3 /UG=Mm.3141 /LL=12444 /UG_TITL
MOE430_2_1430131_at 12.2 12.7 A A 0.21 0.33 0.5 NC 0.5 gb:AK017702.1 /DB_XREF=gi:12857077 /GEN=Crry /FEA=mRNA /CNT=17 /TID=Mm.180392.1 /TIER=ConsEnd /STK=3 /UG=Mm.180392 /UG_TITLE=Mus m
MOE430_2_1430147_a_ 54.5 70.6 P P 0.000732 0.001953 0.5 I 0.000865 gb:AK016109.1 /DB_XREF=gi:12854721 /FEA=mRNA /CNT=12 /TID=Mm.218317.3 /TIER=ConsEnd /STK=3 /UG=Mm.218317 /LL=75316 /UG_GENE=49305
MOE430_2_1430152_at 16.3 17.1 P P 0.01 0.00293 0.5 NC 0.12 gb:BB207193 /DB_XREF=gi:8872146 /DB_XREF=BB207193 /CLONE=A430080G18 /FEA=mRNA /CNT=12 /TID=Mm.130936.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430169_at 10 15.1 A A 0.27 0.21 0.5 NC 0.5 gb:AV259535 /DB_XREF=gi:6246994 /DB_XREF=AV259535 /CLONE=4930405D15 /FEA=mRNA /CNT=6 /TID=Mm.86793.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430171_at 22.6 35.8 P P 0.04 0.03 0.5 NC 0.5 gb:AK008093.1 /DB_XREF=gi:12842060 /GEN=Fibp /FEA=mRNA /CNT=10 /TID=Mm.41785.2 /TIER=ConsEnd /STK=3 /UG=Mm.41785 /LL=58249 /UG_TITL
MOE430_2_1430189_at 2.7 2.4 A A 0.72 0.78 0.5 NC 0.42 gb:AK005959.1 /DB_XREF=gi:12838813 /FEA=mRNA /CNT=7 /TID=Mm.50491.1 /TIER=ConsEnd /STK=3 /UG=Mm.50491 /LL=67506 /UG_GENE=1700013J
MOE430_2_1430193_at 11 19.1 P P 0.03 0.005859 0.5 NC 0.17 gb:BF021255 /DB_XREF=gi:10752587 /DB_XREF=ux55a05.x1 /CLONE=IMAGE:3514160 /FEA=mRNA /CNT=6 /TID=Mm.180444.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1430232_at 17.7 23.5 P P 0.03 0.000732 0.5 NC 0.009292 gb:AW050308 /DB_XREF=gi:5910837 /DB_XREF=UI-M-BH1-ans-h-02-0-UI.s1 /CLONE=UI-M-BH1-ans-h-02-0-UI /FEA=mRNA /CNT=6 /TID=Mm.44318.
MOE430_2_1430245_at 33 36.6 P P 0.001953 0.000244 0.5 NC 0.01 gb:BM209124 /DB_XREF=gi:17765508 /DB_XREF=C0640F03-3 /CLONE=C0640F03 /FEA=mRNA /CNT=5 /TID=Mm.160342.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430254_at 8.8 19.1 P A 0.03 0.06 0.5 NC 0.09 gb:AK014909.1 /DB_XREF=gi:12853024 /FEA=mRNA /CNT=5 /TID=Mm.73124.1 /TIER=ConsEnd /STK=3 /UG=Mm.73124 /LL=70900 /UG_GENE=4921517D
MOE430_2_1430261_at 1 0.8 A A 0.71 0.87 0.5 NC 0.35 gb:AK006305.1 /DB_XREF=gi:12839335 /FEA=mRNA /CNT=4 /TID=Mm.52577.1 /TIER=ConsEnd /STK=3 /UG=Mm.52577 /LL=71848 /UG_GENE=1700024J
MOE430_2_1430294_at 30.4 26.9 P P 0.005859 0.008057 0.5 NC 0.06 gb:AK013425.1 /DB_XREF=gi:12850777 /FEA=mRNA /CNT=16 /TID=Mm.6509.1 /TIER=ConsEnd /STK=2 /UG=Mm.6509 /LL=72790 /UG_GENE=Ssbp1 /UG
MOE430_2_1430328_at 14.1 20.8 P P 0.03 0.00415 0.5 NC 0.01 gb:AK014110.1 /DB_XREF=gi:12851775 /FEA=mRNA /CNT=10 /TID=Mm.33714.1 /TIER=ConsEnd /STK=2 /UG=Mm.33714 /LL=73136 /UG_GENE=3110032A
MOE430_2_1430329_at 3.1 3.1 A A 0.69 0.56 0.5 NC 0.03 gb:AK018143.1 /DB_XREF=gi:12857725 /FEA=mRNA /CNT=9 /TID=Mm.200240.1 /TIER=ConsEnd /STK=2 /UG=Mm.200240 /LL=70737 /UG_GENE=633040
MOE430_2_1430350_at 1.1 1.4 A A 0.75 0.78 0.5 NC 0.23 gb:BB252865 /DB_XREF=gi:8945611 /DB_XREF=BB252865 /CLONE=A730054I17 /FEA=mRNA /CNT=6 /TID=Mm.64690.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1430361_at 2.5 2.6 A A 0.36 0.36 0.5 NC 0.23 gb:BC003771.1 /DB_XREF=gi:14708307 /FEA=mRNA /CNT=7 /TID=Mm.158356.1 /TIER=ConsEnd /STK=2 /UG=Mm.158356 /LL=70308 /UG_GENE=261000
MOE430_2_1430428_at 9.3 14.7 A A 0.24 0.29 0.5 NC 0.48 gb:AK010066.1 /DB_XREF=gi:12845253 /FEA=mRNA /CNT=6 /TID=Mm.77754.1 /TIER=ConsEnd /STK=2 /UG=Mm.77754 /LL=70409 /UG_GENE=2310066F
MOE430_2_1430437_a_ 35.6 58 A A 0.11 0.08 0.5 NC 0.5 gb:AK010402.1 /DB_XREF=gi:12845819 /FEA=mRNA /CNT=5 /TID=Mm.45134.2 /TIER=ConsEnd /STK=2 /UG=Mm.45134 /LL=72325 /UG_GENE=2410004N
MOE430_2_1430457_at 0.9 1.4 A A 0.8 0.85 0.5 NC 0.5 gb:AK019553.1 /DB_XREF=gi:12859831 /FEA=mRNA /CNT=4 /TID=Mm.34044.2 /TIER=ConsEnd /STK=2 /UG=Mm.34044 /LL=13137 /UG_GENE=Daf2 /UG
MOE430_2_1430460_at 4.2 8.1 A P 0.17 0.04 0.5 NC 0.33 gb:AW554864 /DB_XREF=gi:7200287 /DB_XREF=L0246E03-3 /CLONE=L0246E03 /FEA=mRNA /CNT=4 /TID=Mm.103116.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430482_at 0.4 0.7 A A 0.93 0.87 0.5 NC 0.57 gb:AK013534.1 /DB_XREF=gi:12850937 /FEA=mRNA /CNT=3 /TID=Mm.103620.1 /TIER=ConsEnd /STK=2 /UG=Mm.103620 /LL=11542 /UG_GENE=Adora3 
MOE430_2_1430491_at 21.2 31.4 A A 0.06 0.06 0.5 NC 0.13 gb:AV128350 /DB_XREF=gi:5314584 /DB_XREF=AV128350 /CLONE=2700056O10 /FEA=mRNA /CNT=3 /TID=Mm.160325.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430515_s_ 162.1 228.8 P P 0.000244 0.000244 0.5 I 0.000346 gb:AK008554.1 /DB_XREF=gi:12842807 /FEA=mRNA /CNT=3 /TID=Mm.195973.1 /TIER=ConsEnd /STK=2 /UG=Mm.195973 /LL=72130 /UG_GENE=201030
MOE430_2_1430519_a_ 284 389.8 P P 0.000244 0.000244 0.5 I 0.000046 gb:AK007767.1 /DB_XREF=gi:12841523 /GEN=Cnot7 /FEA=mRNA /CNT=3 /TID=Mm.206770.3 /TIER=ConsEnd /STK=2 /UG=Mm.206770 /LL=18983 /UG_T
MOE430_2_1430529_at 22.1 39.5 A A 0.16 0.08 0.5 NC 0.46 gb:AK019176.1 /DB_XREF=gi:12859250 /FEA=mRNA /CNT=37 /TID=Mm.196217.1 /TIER=ConsEnd /STK=1 /UG=Mm.196217 /LL=78835 /UG_GENE=26102
MOE430_2_1430533_a_ 548.8 747.8 P P 0.000244 0.000244 0.5 I 0.000035 gb:BI134907 /DB_XREF=gi:14585155 /DB_XREF=UI-M-BH3-bso-b-07-0-UI.s1 /CLONE=UI-M-BH3-bso-b-07-0-UI /FEA=mRNA /CNT=38 /TID=Mm.3476.
MOE430_2_1430555_s_ 349.6 424.4 P P 0.000244 0.000244 0.5 I 0.00002 gb:BB524113 /DB_XREF=gi:16443930 /DB_XREF=BB524113 /CLONE=D930018C10 /FEA=mRNA /CNT=18 /TID=Mm.100840.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430577_at 27.5 36.5 A P 0.06 0.01 0.5 NC 0.004481 gb:BE686390 /DB_XREF=gi:10074014 /DB_XREF=uu67a09.x1 /CLONE=IMAGE:3376984 /FEA=mRNA /CNT=24 /TID=Mm.196262.2 /TIER=ConsEnd /STK=1
MOE430_2_1430640_a_ 124.3 166.7 P P 0.000244 0.000244 0.5 I 0.000241 gb:BI695530 /DB_XREF=gi:15658159 /DB_XREF=603344844F1 /CLONE=IMAGE:5372579 /FEA=mRNA /CNT=14 /TID=Mm.25594.1 /TIER=ConsEnd /STK=1
MOE430_2_1430650_at 23.8 30.5 P M 0.01 0.05 0.5 NC 0.39 gb:AI504586 /DB_XREF=gi:4402437 /DB_XREF=vo38e05.x1 /CLONE=IMAGE:1052192 /FEA=mRNA /CNT=10 /TID=Mm.218861.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1430673_a_ 14.7 15.4 A A 0.24 0.08 0.5 NC 0.07 gb:AK008687.1 /DB_XREF=gi:12843033 /FEA=mRNA /CNT=6 /TID=Mm.116820.1 /TIER=ConsEnd /STK=1 /UG=Mm.116820 /LL=74243 /UG_GENE=221000
MOE430_2_1430679_at 16.5 27 A A 0.27 0.08 0.5 NC 0.07 gb:AK016656.1 /DB_XREF=gi:12855512 /FEA=mRNA /CNT=8 /TID=Mm.158130.1 /TIER=ConsEnd /STK=1 /UG=Mm.158130 /LL=66752 /UG_GENE=493340
MOE430_2_1430719_at 1.2 2.6 A A 0.94 0.78 0.5 NC 0.26 gb:BB242542 /DB_XREF=gi:16355218 /DB_XREF=BB242542 /CLONE=A630092F18 /FEA=mRNA /CNT=6 /TID=Mm.160147.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430721_at 10.6 11 A A 0.33 0.21 0.5 NC 0.05 gb:AV272663 /DB_XREF=gi:6260700 /DB_XREF=AV272663 /CLONE=4931431C16 /FEA=mRNA /CNT=6 /TID=Mm.159171.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430753_at 25.4 37.6 A P 0.08 0.005859 0.5 I 0.000966 gb:AK020222.1 /DB_XREF=gi:12860736 /FEA=mRNA /CNT=5 /TID=Mm.152730.1 /TIER=ConsEnd /STK=1 /UG=Mm.152730 /LL=77505 /UG_GENE=803049
MOE430_2_1430762_at 130.6 188.6 P P 0.000244 0.000244 0.5 I 0.000078 gb:AK014780.1 /DB_XREF=gi:12852828 /FEA=mRNA /CNT=5 /TID=Mm.72828.1 /TIER=ConsEnd /STK=1 /UG=Mm.72828 /LL=73763 /UG_GENE=4833427G
MOE430_2_1430763_at 57.5 89.5 P P 0.00415 0.00415 0.5 NC 0.08 gb:BB016642 /DB_XREF=gi:8187798 /DB_XREF=BB016642 /CLONE=4930563E22 /FEA=mRNA /CNT=5 /TID=Mm.159496.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430795_at 10.5 16 A P 0.11 0.01 0.5 NC 0.26 gb:AV312992 /DB_XREF=gi:6278244 /DB_XREF=AV312992 /CLONE=5830407F19 /FEA=mRNA /CNT=5 /TID=Mm.159326.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430870_at 1.9 1.9 A A 0.78 0.78 0.5 NC 0.1 gb:BB013409 /DB_XREF=gi:16257324 /DB_XREF=BB013409 /CLONE=4930466L15 /FEA=mRNA /CNT=3 /TID=Mm.207051.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430872_at 1.3 1.1 A A 0.87 0.95 0.5 NC 0.6 gb:AK015124.1 /DB_XREF=gi:12853343 /FEA=mRNA /CNT=3 /TID=Mm.206827.1 /TIER=ConsEnd /STK=1 /UG=Mm.206827 /LL=73935 /UG_GENE=493041
MOE430_2_1430941_at 0.5 0.9 A A 0.88 0.72 0.5 NC 0.11 gb:AK018389.1 /DB_XREF=gi:12858067 /FEA=mRNA /CNT=3 /TID=Mm.150927.1 /TIER=ConsEnd /STK=1 /UG=Mm.150927 /LL=71492 /UG_GENE=843040
MOE430_2_1430958_at 1.2 1.1 A A 0.88 0.9 0.5 NC 0.45 gb:AK017000.1 /DB_XREF=gi:12856037 /FEA=mRNA /CNT=3 /TID=Mm.158635.1 /TIER=ConsEnd /STK=1 /UG=Mm.158635 /LL=71249 /UG_GENE=493343
MOE430_2_1431007_at 102.8 133.1 P P 0.01 0.00415 0.5 NC 0.005409 gb:AA153045 /DB_XREF=gi:1724695 /DB_XREF=mq53g08.r1 /CLONE=IMAGE:582494 /FEA=mRNA /CNT=24 /TID=Mm.86550.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431065_at 31.5 58.3 P P 0.03 0.008057 0.5 NC 0.01 gb:BE915516 /DB_XREF=gi:10415222 /DB_XREF=601668326F1 /CLONE=IMAGE:3968191 /FEA=mRNA /CNT=26 /TID=Mm.139939.1 /TIER=ConsEnd /STK=
MOE430_2_1431118_at 10.8 23.5 P P 0.001221 0.001221 0.5 NC 0.46 gb:BB664131 /DB_XREF=gi:16497885 /DB_XREF=BB664131 /CLONE=E030026P19 /FEA=mRNA /CNT=12 /TID=Mm.164203.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431158_at 15 22.2 P P 0.000732 0.02 0.5 NC 0.5 gb:AK018386.1 /DB_XREF=gi:12858062 /FEA=mRNA /CNT=8 /TID=Mm.133654.1 /TIER=ConsEnd /STK=0 /UG=Mm.133654 /LL=71495 /UG_GENE=843040
MOE430_2_1431160_x_ 4.9 9.7 A A 0.46 0.24 0.5 NC 0.4 gb:AW543121 /DB_XREF=gi:7185538 /DB_XREF=C0165H09-3 /CLONE=C0165H09 /FEA=mRNA /CNT=8 /TID=Mm.156825.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431175_at 9.9 21.7 A P 0.21 0.03 0.5 NC 0.01 gb:BE630331 /DB_XREF=gi:9913019 /DB_XREF=uu19c01.x1 /CLONE=IMAGE:3372384 /FEA=mRNA /CNT=11 /TID=Mm.183003.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431205_at 10.2 14.4 A A 0.3 0.12 0.5 NC 0.5 gb:BB654770 /DB_XREF=gi:16488598 /DB_XREF=BB654770 /CLONE=D030062N19 /FEA=mRNA /CNT=11 /TID=Mm.123813.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431224_at 16.5 29 A P 0.09 0.02 0.5 NC 0.16 gb:BB631629 /DB_XREF=gi:16468347 /DB_XREF=BB631629 /CLONE=A130086L21 /FEA=mRNA /CNT=7 /TID=Mm.159675.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431259_at 41.2 69 P P 0.04 0.02 0.5 NC 0.05 gb:BE635076 /DB_XREF=gi:9917764 /DB_XREF=uv75f05.y1 /CLONE=IMAGE:3413025 /FEA=mRNA /CNT=8 /TID=Mm.50040.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431304_a_ 89.4 128.5 P P 0.001953 0.001221 0.5 I 0.000346 gb:AU080745 /DB_XREF=gi:6085499 /DB_XREF=AU080745 /CLONE=MNCb-6026 /FEA=mRNA /CNT=5 /TID=Mm.18230.2 /TIER=ConsEnd /STK=0 /UG=M



MOE430_2_1431328_at 103.1 147.8 P P 0.008057 0.00415 0.5 NC 0.23 gb:AK017392.1 /DB_XREF=gi:12856610 /FEA=mRNA /CNT=5 /TID=Mm.4572.2 /TIER=ConsEnd /STK=0 /UG=Mm.4572 /LL=19046 /UG_GENE=Ppp1cb /UG
MOE430_2_1431349_at 32.2 43 P P 0.02 0.001953 0.5 NC 0.39 gb:AK013709.1 /DB_XREF=gi:12851174 /GEN=Hnrpab /FEA=mRNA /CNT=4 /TID=Mm.24.2 /TIER=ConsEnd /STK=0 /UG=Mm.24 /LL=15384 /UG_TITLE=he
MOE430_2_1431409_at 19.8 29.5 P P 0.000244 0.008057 0.5 NC 0.5 gb:BE287960 /DB_XREF=gi:9167327 /DB_XREF=601094477F1 /CLONE=IMAGE:3489115 /FEA=mRNA /CNT=3 /TID=Mm.167212.1 /TIER=ConsEnd /STK=0 
MOE430_2_1431413_at 1.4 1 A A 0.66 0.8 0.5 NC 0.29 gb:BI665680 /DB_XREF=gi:15579913 /DB_XREF=603289677F1 /CLONE=IMAGE:5323866 /FEA=mRNA /CNT=3 /TID=Mm.159971.1 /TIER=ConsEnd /STK=0
MOE430_2_1431465_s_ 35.4 55.3 P P 0.000732 0.000732 0.5 NC 0.02 gb:AK008130.1 /DB_XREF=gi:12842123 /FEA=mRNA /CNT=4 /TID=Mm.195995.1 /TIER=ConsEnd /STK=3 /UG=Mm.195995 /LL=69823 /UG_GENE=201000
MOE430_2_1431498_at 1.4 3.7 A A 0.8 0.52 0.5 NC 0.5 gb:BB124449 /DB_XREF=gi:8777017 /DB_XREF=BB124449 /CLONE=9530097N15 /FEA=mRNA /CNT=3 /TID=Mm.162237.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431622_at 0.6 1.7 A A 0.93 0.85 0.5 NC 0.34 gb:AK016950.1 /DB_XREF=gi:12855959 /FEA=mRNA /CNT=2 /TID=Mm.195607.1 /TIER=ConsEnd /STK=1 /UG=Mm.195607 /LL=71195 /UG_GENE=493342
MOE430_2_1431625_at 0.7 1.5 A A 0.77 0.78 0.5 NC 0.36 gb:AK021279.1 /DB_XREF=gi:12862120 /GEN=Pde1a /FEA=mRNA /CNT=2 /TID=Mm.129081.1 /TIER=ConsEnd /STK=1 /UG=Mm.129081 /UG_TITLE=Mus 
MOE430_2_1431639_at 0.5 0.5 A A 0.98 0.98 0.5 NC 0.41 gb:AK015525.1 /DB_XREF=gi:12853903 /FEA=mRNA /CNT=2 /TID=Mm.107996.1 /TIER=ConsEnd /STK=1 /UG=Mm.107996 /LL=74987 /UG_GENE=493046
MOE430_2_1431690_at 1.3 3.8 A A 0.69 0.8 0.5 NC 0.34 gb:AA168052 /DB_XREF=gi:1746266 /DB_XREF=ms26e01.r1 /CLONE=IMAGE:608088 /FEA=mRNA /CNT=3 /TID=Mm.167288.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431692_a_ 22.9 38.7 P P 0.04 0.04 0.5 NC 0.01 gb:AK009399.1 /DB_XREF=gi:12844172 /GEN=Cblc /FEA=mRNA /CNT=3 /TID=Mm.81698.2 /TIER=ConsEnd /STK=0 /UG=Mm.81698 /LL=80794 /UG_TITL
MOE430_2_1431694_a_ 296 392.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK003595.1 /DB_XREF=gi:12834359 /FEA=mRNA /CNT=3 /TID=Mm.41537.2 /TIER=ConsEnd /STK=0 /UG=Mm.41537 /LL=67087 /UG_GENE=Catnbip1 /
MOE430_2_1431708_a_ 1.3 1.6 A A 0.85 0.49 0.5 NC 0.03 gb:AK009502.1 /DB_XREF=gi:12844338 /FEA=mRNA /CNT=2 /TID=Mm.156851.2 /TIER=ConsEnd /STK=0 /UG=Mm.156851 /LL=67108 /UG_GENE=231005
MOE430_2_1431710_at 9.6 22.4 A P 0.24 0.03 0.5 NC 0.16 gb:AK006679.1 /DB_XREF=gi:12839892 /FEA=mRNA /CNT=2 /TID=Mm.169795.1 /TIER=ConsEnd /STK=0 /UG=Mm.169795 /LL=73263 /UG_GENE=170004
MOE430_2_1431738_at 0.6 1.2 A A 0.97 0.69 0.5 I 0.001832 gb:AK014992.1 /DB_XREF=gi:12853150 /FEA=mRNA /CNT=2 /TID=Mm.158509.1 /TIER=ConsEnd /STK=0 /UG=Mm.158509 /LL=70960 /UG_GENE=492153
MOE430_2_1431813_at 1.6 1.8 A A 0.98 0.94 0.5 NC 0.31 gb:AK016515.1 /DB_XREF=gi:12855288 /FEA=mRNA /CNT=1 /TID=Mm.159177.1 /TIER=ConsEnd /STK=0 /UG=Mm.159177 /LL=74376 /UG_GENE=493240
MOE430_2_1431827_a_ 102.7 154.9 P P 0.000244 0.000732 0.5 MI 0.002032 gb:AK014829.1 /DB_XREF=gi:12852898 /GEN=Tlk2 /FEA=mRNA /CNT=1 /TID=Mm.4557.3 /TIER=ConsEnd /STK=0 /UG=Mm.4557 /LL=24086 /UG_TITLE=
MOE430_2_1431837_at 1.4 7.4 A A 0.82 0.69 0.5 NC 0.81 gb:AK004627.1 /DB_XREF=gi:12835928 /FEA=mRNA /CNT=1 /TID=Mm.159138.1 /TIER=ConsEnd /STK=0 /UG=Mm.159138 /LL=74119 /UG_GENE=120000
MOE430_2_1431887_at 0.9 0.7 A A 0.78 0.46 0.5 NC 0.03 gb:AK017055.1 /DB_XREF=gi:12856117 /FEA=mRNA /CNT=1 /TID=Mm.159220.1 /TIER=ConsEnd /STK=0 /UG=Mm.159220 /LL=74484 /UG_GENE=493343
MOE430_2_1431902_at 1.7 1.2 A A 0.65 0.75 0.5 NC 0.65 gb:AK015027.1 /DB_XREF=gi:12853208 /FEA=mRNA /CNT=1 /TID=Mm.48812.1 /TIER=ConsEnd /STK=0 /UG=Mm.48812 /LL=75777 /UG_GENE=4930401A
MOE430_2_1431952_at 0.2 0.4 A A 0.85 0.66 0.5 NC 0.45 gb:AK015944.1 /DB_XREF=gi:12854484 /FEA=mRNA /CNT=1 /TID=Mm.159596.1 /TIER=ConsEnd /STK=0 /UG=Mm.159596 /LL=75833 /UG_GENE=493053
MOE430_2_1431974_at 1.8 0.4 A A 0.6 0.9 0.5 NC 0.5 gb:AK015371.1 /DB_XREF=gi:12853684 /FEA=mRNA /CNT=1 /TID=Mm.159297.1 /TIER=ConsEnd /STK=0 /UG=Mm.159297 /LL=74686 /UG_GENE=493044
MOE430_2_1431981_at 3.6 7.2 A A 0.6 0.46 0.5 NC 0.06 gb:AK017853.1 /DB_XREF=gi:12857319 /GEN=Hif1a /FEA=mRNA /CNT=1 /TID=Mm.3879.3 /TIER=ConsEnd /STK=0 /UG=Mm.3879 /LL=15251 /UG_TITLE=
MOE430_2_1432059_x_ 33 44.7 A A 0.11 0.09 0.5 I 0.000492 gb:AK017143.1 /DB_XREF=gi:12856251 /FEA=mRNA /CNT=1 /TID=Mm.159638.1 /TIER=ConsEnd /STK=0 /UG=Mm.159638 /LL=75977 /UG_GENE=503142
MOE430_2_1432085_at 0.7 2.6 A A 0.98 0.85 0.5 NC 0.00712 gb:AK015203.1 /DB_XREF=gi:12853447 /FEA=mRNA /CNT=1 /TID=Mm.159267.1 /TIER=ConsEnd /STK=0 /UG=Mm.159267 /LL=74635 /UG_GENE=493042
MOE430_2_1432092_a_ 260.9 406.4 P P 0.000244 0.000244 0.5 I 0.000114 gb:AK017798.1 /DB_XREF=gi:12857228 /FEA=mRNA /CNT=1 /TID=Mm.133132.2 /TIER=ConsEnd /STK=0 /UG=Mm.133132 /LL=70676 /UG_GENE=Ced6-p
MOE430_2_1432099_a_ 1.2 2.9 A A 0.98 0.9 0.5 NC 0.03 gb:AK011039.1 /DB_XREF=gi:12846896 /FEA=mRNA /CNT=1 /TID=Mm.182309.2 /TIER=ConsEnd /STK=0 /UG=Mm.182309 /LL=56189 /UG_GENE=Prodh2 
MOE430_2_1432156_a_ 16 23.4 P A 0.04 0.11 0.5 NC 0.06 gb:AK012288.1 /DB_XREF=gi:12848938 /GEN=Lmbr2 /FEA=mRNA /CNT=1 /TID=Mm.87352.3 /TIER=ConsEnd /STK=0 /UG=Mm.87352 /LL=56874 /UG_TIT
MOE430_2_1432180_at 1.3 1.8 A A 0.39 0.72 0.5 NC 0.5 gb:AK016633.1 /DB_XREF=gi:12855475 /FEA=mRNA /CNT=1 /TID=Mm.158548.1 /TIER=ConsEnd /STK=0 /UG=Mm.158548 /LL=71060 /UG_GENE=493340
MOE430_2_1432187_at 35.8 61 P P 0.02 0.04 0.5 NC 0.04 gb:AK011422.1 /DB_XREF=gi:12847536 /FEA=mRNA /CNT=1 /TID=Mm.181871.1 /TIER=ConsEnd /STK=0 /UG=Mm.181871 /LL=71809 /UG_GENE=261001
MOE430_2_1432188_s_ 65.4 77.3 P P 0.00415 0.001221 0.5 I 0.000618 gb:AK011422.1 /DB_XREF=gi:12847536 /FEA=mRNA /CNT=1 /TID=Mm.181871.1 /TIER=ConsEnd /STK=0 /UG=Mm.181871 /LL=71809 /UG_GENE=261001
MOE430_2_1432239_at 1.3 2 A A 0.88 0.66 0.5 NC 0.02 gb:AK007112.1 /DB_XREF=gi:12840487 /FEA=mRNA /CNT=1 /TID=Mm.159160.1 /TIER=ConsEnd /STK=0 /UG=Mm.159160 /LL=74290 /UG_GENE=170010
MOE430_2_1432246_at 0.3 0.4 A A 0.97 0.94 0.5 NC 0.1 gb:AK015023.1 /DB_XREF=gi:12853202 /FEA=mRNA /CNT=1 /TID=Mm.158510.1 /TIER=ConsEnd /STK=0 /UG=Mm.158510 /LL=70962 /UG_GENE=492250
MOE430_2_1432254_at 1.3 1.4 A A 0.85 0.78 0.5 NC 0.39 gb:AK021073.1 /DB_XREF=gi:12861847 /FEA=mRNA /CNT=1 /TID=Mm.159909.1 /TIER=ConsEnd /STK=0 /UG=Mm.159909 /LL=77376 /UG_GENE=C03001
MOE430_2_1432273_a_ 17.6 23.8 A M 0.09 0.05 0.5 NC 0.03 gb:AK010883.1 /DB_XREF=gi:12846633 /FEA=mRNA /CNT=1 /TID=Mm.6393.3 /TIER=ConsEnd /STK=0 /UG=Mm.6393 /LL=13349 /UG_GENE=Dfy /UG_TIT
MOE430_2_1432276_at 5.2 7.4 A A 0.46 0.3 0.5 NC 0.07 gb:AK015842.1 /DB_XREF=gi:12854333 /FEA=mRNA /CNT=1 /TID=Mm.159427.1 /TIER=ConsEnd /STK=0 /UG=Mm.159427 /LL=75106 /UG_GENE=493051
MOE430_2_1432280_at 5.9 9.5 A A 0.56 0.33 0.5 NC 0.5 gb:AK009213.1 /DB_XREF=gi:12843865 /FEA=mRNA /CNT=1 /TID=Mm.159539.1 /TIER=ConsEnd /STK=0 /UG=Mm.159539 /LL=75573 /UG_GENE=231000
MOE430_2_1432290_at 2.3 3.3 A A 0.88 0.8 0.5 NC 0.46 gb:AK006657.1 /DB_XREF=gi:12839863 /FEA=mRNA /CNT=1 /TID=Mm.159770.1 /TIER=ConsEnd /STK=0 /UG=Mm.159770 /LL=76714 /UG_GENE=170004
MOE430_2_1432307_at 1.2 3.2 A A 0.78 0.56 0.5 NC 0.15 gb:AK007013.1 /DB_XREF=gi:12840353 /FEA=mRNA /CNT=1 /TID=Mm.159157.1 /TIER=ConsEnd /STK=0 /UG=Mm.159157 /LL=74282 /UG_GENE=170008
MOE430_2_1432316_at 1.7 4.7 A A 0.63 0.6 0.5 NC 0.5 gb:AK019859.1 /DB_XREF=gi:12860230 /FEA=mRNA /CNT=1 /TID=Mm.160052.1 /TIER=ConsEnd /STK=0 /UG=Mm.160052 /LL=78139 /UG_GENE=493343
MOE430_2_1432407_at 0.3 1.2 A A 0.93 0.72 0.5 NC 0.09 gb:AK016926.1 /DB_XREF=gi:12855917 /FEA=mRNA /CNT=1 /TID=Mm.158597.1 /TIER=ConsEnd /STK=0 /UG=Mm.158597 /LL=71161 /UG_GENE=493342
MOE430_2_1432427_at 7.4 14.2 M A 0.05 0.19 0.5 NC 0.5 gb:AK004958.1 /DB_XREF=gi:12836536 /FEA=mRNA /CNT=1 /TID=Mm.158210.1 /TIER=ConsEnd /STK=0 /UG=Mm.158210 /LL=68442 /UG_GENE=130001
MOE430_2_1432430_a_ 55.6 51.3 P P 0.000244 0.001221 0.5 NC 0.29 gb:AK006970.1 /DB_XREF=gi:12840296 /FEA=mRNA /CNT=1 /TID=Mm.17876.2 /TIER=ConsEnd /STK=0 /UG=Mm.17876 /LL=76719 /UG_GENE=1700081L
MOE430_2_1432433_at 0.5 0.4 A A 0.98 0.9 0.5 NC 0.06 gb:AK015889.1 /DB_XREF=gi:12854405 /FEA=mRNA /CNT=1 /TID=Mm.159415.1 /TIER=ConsEnd /STK=0 /UG=Mm.159415 /LL=75071 /UG_GENE=493052
MOE430_2_1432457_at 7 10.2 A A 0.56 0.24 0.5 NC 0.03 gb:AK015417.1 /DB_XREF=gi:12853752 /FEA=mRNA /CNT=1 /TID=Mm.159110.1 /TIER=ConsEnd /STK=0 /UG=Mm.159110 /LL=73992 /UG_GENE=493044
MOE430_2_1432468_at 1.5 1.9 A A 0.91 0.8 0.5 NC 0.11 gb:AK020305.1 /DB_XREF=gi:12860853 /FEA=mRNA /CNT=1 /TID=Mm.159974.1 /TIER=ConsEnd /STK=0 /UG=Mm.159974 /LL=77704 /UG_GENE=923010
MOE430_2_1432490_a_ 13.9 10.7 A A 0.43 0.33 0.5 NC 0.5 gb:AK014090.1 /DB_XREF=gi:12851741 /GEN=Pde10a /FEA=mRNA /CNT=1 /TID=Mm.40124.3 /TIER=ConsEnd /STK=0 /UG=Mm.40124 /LL=23984 /UG_TI
MOE430_2_1432553_at 1.8 2.3 A A 0.94 0.78 0.5 NC 0.21 gb:AK006923.1 /DB_XREF=gi:12840227 /FEA=mRNA /CNT=1 /TID=Mm.159016.1 /TIER=ConsEnd /STK=0 /UG=Mm.159016 /LL=73476 /UG_GENE=170006
MOE430_2_1432558_a_ 19.5 31.5 A A 0.33 0.3 0.5 NC 0.45 gb:AK019046.1 /DB_XREF=gi:12859053 /GEN=Mal /FEA=mRNA /CNT=1 /TID=Mm.39040.2 /TIER=ConsEnd /STK=0 /UG=Mm.39040 /LL=17153 /UG_TITLE
MOE430_2_1432560_at 0.4 1 A A 0.87 0.8 0.5 NC 0.04 gb:AK007298.1 /DB_XREF=gi:12840752 /FEA=mRNA /CNT=1 /TID=Mm.195787.1 /TIER=ConsEnd /STK=0 /UG=Mm.195787 /LL=76999 /UG_GENE=170012
MOE430_2_1432571_at 0.6 1.4 A A 0.96 0.66 0.5 NC 0.17 gb:AV330891 /DB_XREF=gi:6370943 /DB_XREF=AV330891 /CLONE=6330517P16 /FEA=mRNA /CNT=4 /TID=Mm.108994.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1432595_at 1 0.7 A A 0.96 0.95 0.5 NC 0.28 gb:BE651011 /DB_XREF=gi:9976835 /DB_XREF=UI-M-BH3-asv-a-05-0-UI.r1 /CLONE=UI-M-BH3-asv-a-05-0-UI /FEA=mRNA /CNT=4 /TID=Mm.158583.
MOE430_2_1432622_a_ 6.1 11.7 A A 0.12 0.12 0.5 NC 0.21 gb:AV265433 /DB_XREF=gi:6253468 /DB_XREF=AV265433 /CLONE=4930507D05 /FEA=mRNA /CNT=3 /TID=Mm.25319.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432626_at 21.6 21.2 P P 0.03 0.03 0.5 NC 0.13 gb:AV302805 /DB_XREF=gi:6335319 /DB_XREF=AV302805 /CLONE=5730507A11 /FEA=mRNA /CNT=3 /TID=Mm.158418.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432664_at 1 1.1 A A 0.85 0.69 0.5 NC 0.17 gb:AV278915 /DB_XREF=gi:6266952 /DB_XREF=AV278915 /CLONE=4933404M09 /FEA=mRNA /CNT=2 /TID=Mm.56326.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432764_at 1.4 2 A A 0.96 0.87 0.5 NC 0.1 gb:AK016650.1 /DB_XREF=gi:12855504 /FEA=mRNA /CNT=2 /TID=Mm.67528.1 /TIER=ConsEnd /STK=0 /UG=Mm.67528 /LL=71050 /UG_GENE=4933404I1
MOE430_2_1432793_at 0.6 7.9 A A 0.94 0.66 0.5 NC 0.13 gb:AK015030.1 /DB_XREF=gi:12853213 /FEA=mRNA /CNT=2 /TID=Mm.195680.1 /TIER=ConsEnd /STK=0 /UG=Mm.195680 /LL=73823 /UG_GENE=493040
MOE430_2_1432835_at 0.4 0.7 A A 0.98 0.96 0.5 NC 0.27 gb:AK015095.1 /DB_XREF=gi:12853305 /FEA=mRNA /CNT=2 /TID=Mm.24242.2 /TIER=ConsEnd /STK=0 /UG=Mm.24242 /LL=56373 /UG_GENE=Cpb2 /UG
MOE430_2_1432843_at 12.5 14.2 P P 0.000732 0.04 0.5 NC 0.39 gb:BB664763 /DB_XREF=gi:16498517 /DB_XREF=BB664763 /CLONE=E130007N07 /FEA=mRNA /CNT=2 /TID=Mm.53976.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432855_at 17 14.4 A A 0.11 0.3 0.5 NC 0.5 gb:AK015332.1 /DB_XREF=gi:12853629 /FEA=mRNA /CNT=2 /TID=Mm.78455.1 /TIER=ConsEnd /STK=0 /UG=Mm.78455 /LL=73970 /UG_GENE=4930438A
MOE430_2_1432856_at 1.9 5.7 A A 0.46 0.3 0.5 NC 0.5 gb:AK015332.1 /DB_XREF=gi:12853629 /FEA=mRNA /CNT=2 /TID=Mm.78455.1 /TIER=ConsEnd /STK=0 /UG=Mm.78455 /LL=73970 /UG_GENE=4930438A
MOE430_2_1432862_at 9.7 15.4 A A 0.63 0.56 0.5 NC 0.01 gb:AK005620.1 /DB_XREF=gi:12838292 /FEA=mRNA /CNT=2 /TID=Mm.157720.2 /TIER=ConsEnd /STK=0 /UG=Mm.157720 /LL=69283 /UG_GENE=170000
MOE430_2_1432863_a_ 1 2.5 A A 0.98 0.93 0.5 NC 0.11 gb:BB564354 /DB_XREF=gi:11455246 /DB_XREF=BB564354 /CLONE=1700001P03 /FEA=mRNA /CNT=2 /TID=Mm.157720.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432976_at 0.4 1 A A 0.78 0.78 0.5 NC 0.5 gb:AK009671.1 /DB_XREF=gi:12844609 /FEA=mRNA /CNT=1 /TID=Mm.215195.1 /TIER=ConsEnd /STK=0 /UG=Mm.215195 /LL=71903 /UG_GENE=231003
MOE430_2_1433044_at 23.9 25.7 P P 0.001953 0.00293 0.5 NC 0.13 gb:AK017328.1 /DB_XREF=gi:12856512 /FEA=mRNA /CNT=1 /TID=Mm.158700.1 /TIER=ConsEnd /STK=0 /UG=Mm.158700 /LL=71433 /UG_GENE=543042
MOE430_2_1433066_at 0.3 0.4 A A 0.99 0.99 0.5 NC 0.15 gb:AK018211.1 /DB_XREF=gi:12857823 /FEA=mRNA /CNT=1 /TID=Mm.159696.1 /TIER=ConsEnd /STK=0 /UG=Mm.159696 /LL=76158 /UG_GENE=633051
MOE430_2_1433073_at 12.5 17.4 A A 0.12 0.08 0.5 NC 0.13 gb:AK016911.1 /DB_XREF=gi:12855894 /FEA=mRNA /CNT=1 /TID=Mm.158575.1 /TIER=ConsEnd /STK=0 /UG=Mm.158575 /LL=71127 /UG_GENE=493342
MOE430_2_1433076_at 7.9 10 A A 0.14 0.12 0.5 NC 0.5 gb:AK014187.1 /DB_XREF=gi:12851885 /FEA=mRNA /CNT=1 /TID=Mm.158963.1 /TIER=ConsEnd /STK=0 /UG=Mm.158963 /LL=73183 /UG_GENE=311004
MOE430_2_1433088_at 2.7 5 A A 0.66 0.53 0.5 NC 0.5 gb:AK019921.1 /DB_XREF=gi:12860320 /FEA=mRNA /CNT=1 /TID=Mm.160073.1 /TIER=ConsEnd /STK=0 /UG=Mm.160073 /LL=78274 /UG_GENE=533043
MOE430_2_1433091_at 1.2 1.8 A A 0.94 0.82 0.5 NC 0.09 gb:AK018281.1 /DB_XREF=gi:12857915 /FEA=mRNA /CNT=1 /TID=Mm.159803.1 /TIER=ConsEnd /STK=0 /UG=Mm.159803 /LL=76885 /UG_GENE=643051
MOE430_2_1433112_at 3 3.3 A A 0.66 0.88 0.5 NC 0.66 gb:AK016895.1 /DB_XREF=gi:12855872 /FEA=mRNA /CNT=1 /TID=Mm.158585.1 /TIER=ConsEnd /STK=0 /UG=Mm.158585 /LL=71143 /UG_GENE=493342
MOE430_2_1433147_at 36.9 56.3 P P 0.005859 0.00293 0.5 NC 0.01 gb:AK014755.1 /DB_XREF=gi:12852789 /FEA=mRNA /CNT=1 /TID=Mm.219775.1 /TIER=ConsEnd /STK=0 /UG=Mm.219775 /LL=73913 /UG_GENE=483342
MOE430_2_1433167_at 16.8 15.2 A A 0.5 0.39 0.5 NC 0.5 gb:AK015377.1 /DB_XREF=gi:12853693 /FEA=mRNA /CNT=1 /TID=Mm.159347.1 /TIER=ConsEnd /STK=0 /UG=Mm.159347 /LL=74874 /UG_GENE=493044
MOE430_2_1433200_at 0.3 0.8 A A 0.98 0.8 0.5 NC 0.22 gb:AK020976.1 /DB_XREF=gi:12861724 /FEA=mRNA /CNT=1 /TID=Mm.160034.1 /TIER=ConsEnd /STK=0 /UG=Mm.160034 /LL=77985 /UG_GENE=B23011
MOE430_2_1433205_at 18.1 25.3 P P 0.000732 0.000244 0.5 NC 0.07 gb:AK013250.1 /DB_XREF=gi:12850499 /FEA=mRNA /CNT=1 /TID=Mm.195647.1 /TIER=ConsEnd /STK=0 /UG=Mm.195647 /LL=72762 /UG_GENE=281043
MOE430_2_1433234_at 2 10.4 A A 0.36 0.27 0.5 NC 0.5 gb:AK015194.1 /DB_XREF=gi:12853435 /FEA=mRNA /CNT=1 /TID=Mm.159078.1 /TIER=ConsEnd /STK=0 /UG=Mm.159078 /LL=73864 /UG_GENE=493042
MOE430_2_1433250_at 1.4 1.5 A A 0.72 0.63 0.5 NC 0.04 gb:AK016446.1 /DB_XREF=gi:12855180 /FEA=mRNA /CNT=1 /TID=Mm.158520.1 /TIER=ConsEnd /STK=0 /UG=Mm.158520 /LL=70983 /UG_GENE=493140
MOE430_2_1433265_at 2.7 1.7 A A 0.82 0.78 0.5 NC 0.09 gb:AK013094.1 /DB_XREF=gi:12850240 /FEA=mRNA /CNT=1 /TID=Mm.158341.1 /TIER=ConsEnd /STK=0 /UG=Mm.158341 /LL=70241 /UG_GENE=281041
MOE430_2_1433302_at 5.3 11 A A 0.11 0.08 0.5 NC 0.52 gb:AK021064.1 /DB_XREF=gi:12861837 /FEA=mRNA /CNT=1 /TID=Mm.159897.1 /TIER=ConsEnd /STK=0 /UG=Mm.159897 /LL=77320 /UG_GENE=C03001
MOE430_2_1433363_at 8.1 6.9 A A 0.08 0.09 0.5 NC 0.07 gb:AK020934.1 /DB_XREF=gi:12861677 /FEA=mRNA /CNT=1 /TID=Mm.160031.1 /TIER=ConsEnd /STK=0 /UG=Mm.160031 /LL=77967 /UG_GENE=A93003
MOE430_2_1433371_at 0.7 0.5 A A 0.88 0.82 0.5 NC 0.37 gb:AK015547.1 /DB_XREF=gi:12853934 /FEA=mRNA /CNT=1 /TID=Mm.159387.1 /TIER=ConsEnd /STK=0 /UG=Mm.159387 /LL=74985 /UG_GENE=493047
MOE430_2_1433400_at 3.7 6.6 A A 0.17 0.19 0.5 NC 0.28 gb:AK019887.1 /DB_XREF=gi:12860276 /FEA=mRNA /CNT=1 /TID=Mm.160058.1 /TIER=ConsEnd /STK=0 /UG=Mm.160058 /LL=78230 /UG_GENE=503340
MOE430_2_1433404_at 4.3 5.8 A A 0.33 0.24 0.5 NC 0.5 gb:AK015192.1 /DB_XREF=gi:12853431 /FEA=mRNA /CNT=1 /TID=Mm.195687.1 /TIER=ConsEnd /STK=0 /UG=Mm.195687 /LL=73946 /UG_GENE=493042
MOE430_2_1433415_at 1.1 1.5 A A 0.96 0.78 0.5 NC 0.22 gb:AK017377.1 /DB_XREF=gi:12856586 /FEA=mRNA /CNT=1 /TID=Mm.158691.1 /TIER=ConsEnd /STK=0 /UG=Mm.158691 /LL=71404 /UG_GENE=543043
MOE430_2_1433457_s_ 279.3 339.4 P P 0.000244 0.000244 0.5 I 0.000389 gb:AV090328 /DB_XREF=gi:16381515 /DB_XREF=AV090328 /CLONE=2310049F06 /FEA=EST /CNT=299 /TID=Mm.27453.1 /TIER=Stack /STK=179 /UG=M
MOE430_2_1433476_at 283.7 413.4 P P 0.000244 0.000244 0.5 I 0.000078 gb:BG075168 /DB_XREF=gi:12557737 /DB_XREF=H3144A09-3 /CLONE=H3144A09 /FEA=EST /CNT=218 /TID=Mm.28422.1 /TIER=Stack /STK=145 /UG=
MOE430_2_1433497_at 135.9 209.5 P P 0.000732 0.000244 0.5 I 0.000189 gb:BQ177893 /DB_XREF=gi:20353385 /DB_XREF=UI-M-ER0-bwq-g-21-0-UI.r1 /CLONE=IMAGE: 5700524 /FEA=EST /CNT=163 /TID=Mm.23702.1 /TIER=
MOE430_2_1433539_at 911.1 1244 P P 0.000244 0.000244 0.5 I 0.000088 gb:BB230296 /DB_XREF=gi:16354370 /DB_XREF=BB230296 /CLONE=A630026A11 /FEA=EST /CNT=111 /TID=Mm.14486.1 /TIER=Stack /STK=103 /UG=M
MOE430_2_1433561_at 312.2 437.5 P P 0.000244 0.000244 0.5 I 0.00006 gb:BB109647 /DB_XREF=gi:16261627 /DB_XREF=BB109647 /CLONE=9530020C10 /FEA=EST /CNT=164 /TID=Mm.27151.1 /TIER=Stack /STK=91 /UG=M
MOE430_2_1433627_at 403.6 494.2 P P 0.001953 0.001953 0.5 I 0.000241 gb:AW546839 /DB_XREF=gi:7192249 /DB_XREF=L0013F10-3 /CLONE=L0013F10 /FEA=EST /CNT=122 /TID=Mm.21163.1 /TIER=Stack /STK=80 /UG=Mm
MOE430_2_1433631_at 590.4 841.5 P P 0.000244 0.000244 0.5 I 0.000078 gb:BG069410 /DB_XREF=gi:12551902 /DB_XREF=H3075C05-3 /CLONE=H3075C05 /FEA=EST /CNT=467 /TID=Mm.196515.1 /TIER=Stack /STK=54 /UG=
MOE430_2_1433632_at 173.5 252.6 P P 0.000244 0.000244 0.5 NC 0.008511 gb:BB297850 /DB_XREF=gi:16402011 /DB_XREF=BB297850 /CLONE=B130064H07 /FEA=EST /CNT=272 /TID=Mm.116857.1 /TIER=Stack /STK=79 /UG=M
MOE430_2_1433647_s_ 476.1 552.9 P P 0.000244 0.000244 0.5 I 0.000214 gb:BM942043 /DB_XREF=gi:19401673 /DB_XREF=UI-M-CG0p-bqz-b-04-0-UI.r1 /CLONE=UI-M-CG0p-bqz-b-04-0-UI /FEA=EST /CNT=98 /TID=Mm.462
MOE430_2_1433665_at 197.8 234.4 P P 0.000244 0.000244 0.5 I 0.001832 gb:AW536822 /DB_XREF=gi:7179239 /DB_XREF=G0109B11-3 /CLONE=G0109B11 /FEA=EST /CNT=149 /TID=Mm.27389.1 /TIER=Stack /STK=75 /UG=Mm
MOE430_2_1433733_a_ 132.1 155.1 P P 0.001953 0.000244 0.5 I 0.000865 gb:BG069864 /DB_XREF=gi:12552433 /DB_XREF=H3080H12-3 /CLONE=H3080H12 /FEA=EST /CNT=69 /TID=Mm.26237.2 /TIER=Stack /STK=66 /UG=Mm
MOE430_2_1433754_at 367.1 496.2 P P 0.000244 0.000244 0.5 I 0.000046 gb:BI649713 /DB_XREF=gi:15563949 /DB_XREF=603276636F1 /CLONE=IMAGE:5316921 /FEA=EST /CNT=122 /TID=Mm.24582.1 /TIER=Stack /STK=63 /U
MOE430_2_1433794_at 207.3 308.5 P P 0.000244 0.000244 0.5 I 0.000068 gb:BM211942 /DB_XREF=gi:17769303 /DB_XREF=C0814G03-3 /CLONE=C0814G03 /FEA=EST /CNT=112 /TID=Mm.41867.1 /TIER=Stack /STK=60 /UG=M
MOE430_2_1433824_x_ 522.5 705.4 P P 0.000244 0.000244 0.5 I 0.000273 gb:BB314772 /DB_XREF=gi:9015477 /DB_XREF=BB314772 /CLONE=B230349E12 /FEA=EST /CNT=60 /TID=Mm.27453.2 /TIER=Stack /STK=58 /UG=Mm.
MOE430_2_1433861_at 221.1 288.9 P P 0.008057 0.001221 0.5 I 0.000046 gb:BG072084 /DB_XREF=gi:12554653 /DB_XREF=H3106E11-3 /CLONE=H3106E11 /FEA=EST /CNT=67 /TID=Mm.40601.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1433871_at 314.9 480.9 P P 0.000244 0.000244 0.5 I 0.000552 gb:BQ174018 /DB_XREF=gi:20349509 /DB_XREF=UI-M-DJ2-bvv-j-07-0-UI.s1 /CLONE=UI-M-DJ2-bvv-j-07-0-UI /FEA=EST /CNT=89 /TID=Mm.24109.1 
MOE430_2_1433894_at 20 21.6 P P 0.01 0.000244 0.5 NC 0.31 gb:BB755745 /DB_XREF=gi:16202236 /DB_XREF=BB755745 /CLONE=G270064F18 /FEA=EST /CNT=55 /TID=Mm.44956.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1433904_at 32.9 49.6 P P 0.001221 0.000244 0.5 NC 0.04 gb:AV279768 /DB_XREF=gi:16391315 /DB_XREF=AV279768 /CLONE=4933409I12 /FEA=EST /CNT=64 /TID=Mm.19821.1 /TIER=Stack /STK=53 /UG=Mm.
MOE430_2_1433929_at 164.7 172 P P 0.00415 0.000732 0.5 I 0.000147 gb:BB795641 /DB_XREF=gi:16965260 /DB_XREF=BB795641 /CLONE=G431005O19 /FEA=EST /CNT=66 /TID=Mm.41008.1 /TIER=Stack /STK=51 /UG=Mm
MOE430_2_1433955_at 88.6 113.8 P P 0.000244 0.000244 0.5 MI 0.00249 gb:BB467195 /DB_XREF=gi:16427337 /DB_XREF=BB467195 /CLONE=D230012M20 /FEA=EST /CNT=70 /TID=Mm.86365.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1433962_at 84.2 126.7 P P 0.001953 0.001221 0.5 NC 0.02 gb:BB131965 /DB_XREF=gi:15408407 /DB_XREF=BB131965 /CLONE=9630056M21 /FEA=EST /CNT=62 /TID=Mm.38041.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1433970_at 643.1 926.6 P P 0.000244 0.000244 0.5 I 0.00002 gb:BB610351 /DB_XREF=gi:15391193 /DB_XREF=BB610351 /CLONE=1810019C16 /FEA=EST /CNT=80 /TID=Mm.23856.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1434020_at 219 210.7 P P 0.000244 0.001221 0.5 NC 0.004925 gb:BG065186 /DB_XREF=gi:12547749 /DB_XREF=H3028C05-3 /CLONE=H3028C05 /FEA=EST /CNT=101 /TID=Mm.3360.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1434028_at 51.8 80.4 P P 0.00293 0.000732 0.5 I 0.001651 gb:BQ174321 /DB_XREF=gi:20349812 /DB_XREF=UI-M-DJ2-bvx-b-10-0-UI.s1 /CLONE=UI-M-DJ2-bvx-b-10-0-UI /FEA=EST /CNT=62 /TID=Mm.38594.
MOE430_2_1434084_at 307.3 374.4 P P 0.000244 0.000244 0.5 I 0.000492 gb:BF142017 /DB_XREF=gi:10981057 /DB_XREF=601790616F1 /CLONE=IMAGE:4021491 /FEA=EST /CNT=75 /TID=Mm.39097.1 /TIER=Stack /STK=43 /U
MOE430_2_1434102_at 107.6 187.8 P P 0.000244 0.000732 0.5 I 0.00013 gb:BB100463 /DB_XREF=gi:8753031 /DB_XREF=BB100463 /CLONE=9430072P07 /FEA=EST /CNT=270 /TID=Mm.34578.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434103_at 389.3 539.2 P P 0.000244 0.000244 0.5 I 0.00004 gb:BQ175721 /DB_XREF=gi:20351213 /DB_XREF=UI-M-DJ2-bwe-o-24-0-UI.s1 /CLONE=UI-M-DJ2-bwe-o-24-0-UI /FEA=EST /CNT=147 /TID=Mm.2992
MOE430_2_1434159_at 142.4 189.9 P P 0.001221 0.000732 0.5 I 0.001201 gb:BG069810 /DB_XREF=gi:12552379 /DB_XREF=H3080D05-3 /CLONE=H3080D05 /FEA=EST /CNT=69 /TID=Mm.29621.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434181_at 194.1 282.8 P P 0.000244 0.000244 0.5 I 0.000147 gb:BG070082 /DB_XREF=gi:12552574 /DB_XREF=H3082E10-3 /CLONE=H3082E10 /FEA=EST /CNT=131 /TID=Mm.203937.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1434206_s_ 61.3 71.7 P P 0.02 0.03 0.5 NC 0.22 gb:BM247370 /DB_XREF=gi:17882640 /DB_XREF=K0801A07-3 /CLONE=K0801A07 /FEA=EST /CNT=91 /TID=Mm.21156.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1434232_a_ 120 200.6 P P 0.000732 0.000244 0.5 I 0.000865 gb:BB429625 /DB_XREF=gi:16424008 /DB_XREF=BB429625 /CLONE=C630029D24 /FEA=EST /CNT=60 /TID=Mm.83743.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434252_at 273 311.6 P P 0.000244 0.000244 0.5 I 0.000214 gb:BG966711 /DB_XREF=gi:14354348 /DB_XREF=602834572F1 /CLONE=IMAGE:4989185 /FEA=EST /CNT=107 /TID=Mm.205458.1 /TIER=Stack /STK=37 
MOE430_2_1434316_at 845.8 1001.8 P P 0.000244 0.000244 0.5 I 0.000307 gb:BQ174991 /DB_XREF=gi:20350483 /DB_XREF=UI-M-DJ2-bwb-l-22-0-UI.s1 /CLONE=UI-M-DJ2-bwb-l-22-0-UI /FEA=EST /CNT=52 /TID=Mm.28292.1
MOE430_2_1434337_at 225.8 284.4 P P 0.00415 0.000732 0.5 I 0.00002 gb:BE136285 /DB_XREF=gi:8598785 /DB_XREF=ug28h08.x1 /CLONE=IMAGE:1532991 /FEA=EST /CNT=70 /TID=Mm.24881.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1434362_at 50.2 86.3 P P 0.001953 0.00293 0.5 NC 0.004481 gb:BM249454 /DB_XREF=gi:17884724 /DB_XREF=K0833F08-3 /CLONE=K0833F08 /FEA=EST /CNT=47 /TID=Mm.12573.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434394_at 233.2 378.8 P P 0.000244 0.000244 0.5 I 0.000438 gb:AV116077 /DB_XREF=gi:16382300 /DB_XREF=AV116077 /CLONE=2610102N01 /FEA=EST /CNT=69 /TID=Mm.33936.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434475_at 41.2 38.6 P P 0.005859 0.000732 0.5 NC 0.06 gb:BB309731 /DB_XREF=gi:16402550 /DB_XREF=BB309731 /CLONE=B230312B02 /FEA=EST /CNT=74 /TID=Mm.31931.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434530_at 53.1 80.9 P P 0.01 0.000732 0.5 I 0.000052 gb:BQ175876 /DB_XREF=gi:20351368 /DB_XREF=UI-M-DJ2-bwf-o-05-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-05-0-UI /FEA=EST /CNT=50 /TID=Mm.29307.
MOE430_2_1434537_at 42.2 56 P P 0.02 0.008057 0.5 NC 0.009292 gb:BM237089 /DB_XREF=gi:17872359 /DB_XREF=K0446A08-3 /CLONE=K0446A08 /FEA=EST /CNT=30 /TID=Mm.200644.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1434544_at 422.6 655.5 P P 0.00415 0.00293 0.5 I 0.000078 gb:BE992311 /DB_XREF=gi:10673168 /DB_XREF=UI-M-BZ1-bef-f-11-0-UI.s1 /CLONE=UI-M-BZ1-bef-f-11-0-UI /FEA=EST /CNT=52 /TID=Mm.23925.4 /
MOE430_2_1434545_x_ 377 571.2 P P 0.00293 0.001953 0.5 I 0.00004 gb:BE992311 /DB_XREF=gi:10673168 /DB_XREF=UI-M-BZ1-bef-f-11-0-UI.s1 /CLONE=UI-M-BZ1-bef-f-11-0-UI /FEA=EST /CNT=52 /TID=Mm.23925.4 /
MOE430_2_1434551_at 202.6 337.4 P P 0.000244 0.000244 0.5 I 0.000078 gb:BI988136 /DB_XREF=gi:17959113 /DB_XREF=3221-79 /FEA=EST /CNT=129 /TID=Mm.24148.1 /TIER=Stack /STK=29 /UG=Mm.24148 /LL=107206 /UG
MOE430_2_1434639_at 48.1 47.2 P P 0.04 0.01 0.5 NC 0.02 gb:BI988550 /DB_XREF=gi:17959534 /DB_XREF=4012-48 /FEA=EST /CNT=33 /TID=Mm.35927.1 /TIER=Stack /STK=28 /UG=Mm.35927 /UG_TITLE=ESTs
MOE430_2_1434663_at 59.7 70 P P 0.000244 0.000244 0.5 NC 0.01 gb:BI153133 /DB_XREF=gi:14613134 /DB_XREF=602915756F1 /CLONE=IMAGE:5066365 /FEA=EST /CNT=97 /TID=Mm.38912.1 /TIER=Stack /STK=27 /UG
MOE430_2_1434666_at 32.2 33.2 P P 0.01 0.005859 0.5 NC 0.04 gb:BF660283 /DB_XREF=gi:11925489 /DB_XREF=maa87d07.x1 /CLONE=IMAGE:3823908 /FEA=EST /CNT=55 /TID=Mm.35480.1 /TIER=Stack /STK=27 /U
MOE430_2_1434674_at 41.7 47.5 P P 0.000732 0.000732 0.5 NC 0.24 gb:BB463428 /DB_XREF=gi:16426891 /DB_XREF=BB463428 /CLONE=D130080H01 /FEA=EST /CNT=39 /TID=Mm.1423.3 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1434681_at 39.5 55.1 P P 0.001221 0.000244 0.5 I 0.001832 gb:BG069603 /DB_XREF=gi:12552172 /DB_XREF=H3078B05-3 /CLONE=H3078B05 /FEA=EST /CNT=42 /TID=Mm.1603.3 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1434692_at 69.8 103.3 P P 0.000244 0.000244 0.5 I 0.000189 gb:AW544518 /DB_XREF=gi:7186935 /DB_XREF=C0182F12-3 /CLONE=C0182F12 /FEA=EST /CNT=34 /TID=Mm.21640.2 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1434758_at 14.3 23.8 A A 0.3 0.14 0.5 NC 0.03 gb:BB745401 /DB_XREF=gi:16148340 /DB_XREF=BB745401 /CLONE=F530008F12 /FEA=EST /CNT=35 /TID=Mm.59441.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434779_at 7.4 9.7 A A 0.33 0.08 0.5 NC 0.03 gb:BQ175551 /DB_XREF=gi:20351043 /DB_XREF=UI-M-DJ2-bvx-a-18-0-UI.s1 /CLONE=UI-M-DJ2-bvx-a-18-0-UI /FEA=EST /CNT=32 /TID=Mm.70775.1
MOE430_2_1434812_s_ 14.8 30.1 A A 0.36 0.12 0.5 NC 0.11 gb:BB752451 /DB_XREF=gi:16200890 /DB_XREF=BB752451 /CLONE=G270015J24 /FEA=EST /CNT=26 /TID=Mm.205483.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434822_at 183.2 249.2 P P 0.000732 0.000732 0.5 NC 0.03 gb:BB770905 /DB_XREF=gi:16212969 /DB_XREF=BB770905 /CLONE=G370118H01 /FEA=EST /CNT=114 /TID=Mm.45562.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434833_at 27.2 27.4 P P 0.001221 0.00293 0.5 NC 0.06 gb:BB667222 /DB_XREF=gi:16398671 /DB_XREF=BB667222 /CLONE=6820434A10 /FEA=EST /CNT=38 /TID=Mm.92587.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434845_at 80.7 117.6 P P 0.000244 0.000244 0.5 I 0.000068 gb:AV376182 /DB_XREF=gi:16398053 /DB_XREF=AV376182 /CLONE=9130206I20 /FEA=EST /CNT=29 /TID=Mm.135040.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434851_s_ 7.2 12.1 A A 0.21 0.08 0.5 NC 0.5 gb:AU015319 /DB_XREF=gi:3370110 /DB_XREF=AU015319 /CLONE=J0710D11 /FEA=EST /CNT=28 /TID=Mm.23982.2 /TIER=Stack /STK=24 /UG=Mm.23
MOE430_2_1434852_at 1 1.6 A A 0.94 0.95 0.5 NC 0.4 gb:AV228827 /DB_XREF=gi:16385597 /DB_XREF=AV228827 /CLONE=4631402F21 /FEA=EST /CNT=27 /TID=Mm.89936.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434884_at 151.7 175.9 P P 0.000244 0.000244 0.5 NC 0.02 gb:BM118725 /DB_XREF=gi:17086751 /DB_XREF=L0915C07-3 /CLONE=L0915C07 /FEA=EST /CNT=205 /TID=Mm.183022.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1434905_at 1.9 6.6 A A 0.91 0.39 0.5 NC 0.11 gb:BB610230 /DB_XREF=gi:16451791 /DB_XREF=BB610230 /CLONE=1600022P06 /FEA=EST /CNT=47 /TID=Mm.45843.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434918_at 12.2 19 A A 0.72 0.3 0.5 NC 0.01 gb:AV281802 /DB_XREF=gi:15405738 /DB_XREF=AV281802 /CLONE=4933426J10 /FEA=EST /CNT=25 /TID=Mm.44771.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434952_at 112.2 133.3 P P 0.000732 0.000244 0.5 MI 0.002032 gb:BI734783 /DB_XREF=gi:15711796 /DB_XREF=603356653F1 /CLONE=IMAGE:5363820 /FEA=EST /CNT=46 /TID=Mm.89391.1 /TIER=Stack /STK=22 /UG
MOE430_2_1434968_a_ 1829.2 2192.3 P P 0.000244 0.000244 0.5 I 0.001651 gb:BB758476 /DB_XREF=gi:16189950 /DB_XREF=BB758476 /CLONE=G270099B09 /FEA=EST /CNT=28 /TID=Mm.183102.2 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434972_x_ 1223 1417.3 P P 0.000244 0.000244 0.5 I 0.000865 gb:BG071935 /DB_XREF=gi:12554504 /DB_XREF=H3104H02-3 /CLONE=H3104H02 /FEA=EST /CNT=25 /TID=Mm.6840.2 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1435030_at 69 107.2 P P 0.000732 0.000244 0.5 NC 0.002753 gb:AA538567 /DB_XREF=gi:2284560 /DB_XREF=vj54d12.r1 /CLONE=IMAGE:932855 /FEA=EST /CNT=27 /TID=Mm.5409.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435036_at 16.5 23.4 A P 0.19 0.01 0.5 NC 0.01 gb:BI146987 /DB_XREF=gi:14606988 /DB_XREF=602913434F1 /CLONE=IMAGE:5054168 /FEA=EST /CNT=25 /TID=Mm.77133.1 /TIER=Stack /STK=21 /UG
MOE430_2_1435049_s_ 1.8 2.4 A A 0.66 0.5 0.5 NC 0.05 gb:BB179352 /DB_XREF=gi:15409380 /DB_XREF=BB179352 /CLONE=A230078L20 /FEA=EST /CNT=23 /TID=Mm.26678.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435057_x_ 128.5 188.2 P P 0.000244 0.000244 0.5 I 0.000035 gb:BE334128 /DB_XREF=gi:9207904 /DB_XREF=us47g08.x1 /CLONE=IMAGE:3215582 /FEA=EST /CNT=22 /TID=Mm.130322.2 /TIER=Stack /STK=21 /UG=
MOE430_2_1435075_at 59.8 76 P P 0.01 0.01 0.5 NC 0.007788 gb:AV025807 /DB_XREF=gi:16356449 /DB_XREF=AV025807 /CLONE=1200015L24 /FEA=EST /CNT=94 /TID=Mm.27742.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435099_at 291.7 411.2 P P 0.000732 0.000732 0.5 I 0.000389 gb:BF225689 /DB_XREF=gi:11133285 /DB_XREF=uy45f01.x1 /CLONE=IMAGE:3662521 /FEA=EST /CNT=25 /TID=Mm.154355.2 /TIER=Stack /STK=20 /UG
MOE430_2_1435103_x_ 628.2 869.9 P P 0.000244 0.000244 0.5 I 0.000068 gb:AV116958 /DB_XREF=gi:5299109 /DB_XREF=AV116958 /CLONE=2610111F04 /FEA=EST /CNT=23 /TID=Mm.28922.3 /TIER=Stack /STK=20 /UG=Mm.2
MOE430_2_1435139_at 12.4 15.3 P P 0.001221 0.000244 0.5 NC 0.003041 gb:AV275156 /DB_XREF=gi:16390628 /DB_XREF=AV275156 /CLONE=4932426A01 /FEA=EST /CNT=61 /TID=Mm.28256.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435150_at 9.9 37.6 P P 0.01 0.008057 0.5 NC 0.5 gb:BE851919 /DB_XREF=gi:10310258 /DB_XREF=uw18f02.x1 /CLONE=IMAGE:3417051 /FEA=EST /CNT=28 /TID=Mm.97269.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1435159_at 19.7 28.5 A A 0.36 0.27 0.5 NC 0.6 gb:BG071786 /DB_XREF=gi:12554366 /DB_XREF=H3103C09-3 /CLONE=H3103C09 /FEA=EST /CNT=31 /TID=Mm.26876.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435167_at 19.3 37.2 P P 0.001953 0.000244 0.5 NC 0.06 gb:AW108431 /DB_XREF=gi:6079231 /DB_XREF=um30e12.x1 /CLONE=IMAGE:2236078 /FEA=EST /CNT=34 /TID=Mm.66866.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1435189_at 8.5 9.5 A A 0.24 0.21 0.5 NC 0.5 gb:BM213356 /DB_XREF=gi:17771213 /DB_XREF=C0835C02-3 /CLONE=C0835C02 /FEA=EST /CNT=25 /TID=Mm.24783.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435199_at 7.2 12.8 A A 0.21 0.17 0.5 NC 0.26 gb:BM114349 /DB_XREF=gi:17077367 /DB_XREF=L0803D07-3 /CLONE=L0803D07 /FEA=EST /CNT=25 /TID=Mm.4692.1 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1435225_s_ 23.9 36 M P 0.05 0.01 0.5 NC 0.26 gb:BB728354 /DB_XREF=gi:16111629 /DB_XREF=BB728354 /CLONE=E860036B13 /FEA=EST /CNT=56 /TID=Mm.41581.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435241_at 457.2 674.7 P P 0.000244 0.000244 0.5 I 0.00004 gb:AV285222 /DB_XREF=gi:16391910 /DB_XREF=AV285222 /CLONE=5031408M06 /FEA=EST /CNT=42 /TID=Mm.218507.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435242_at 99.1 149.4 P P 0.000244 0.000244 0.5 NC 0.004073 gb:BB295822 /DB_XREF=gi:16401848 /DB_XREF=BB295822 /CLONE=B130042B12 /FEA=EST /CNT=86 /TID=Mm.22645.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435251_at 200.3 262.9 P P 0.000244 0.000244 0.5 I 0.000241 gb:AV377013 /DB_XREF=gi:16398101 /DB_XREF=AV377013 /CLONE=9130219N21 /FEA=EST /CNT=33 /TID=Mm.34671.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435298_at 23.3 22.4 A A 0.11 0.14 0.5 NC 0.16 gb:BG920979 /DB_XREF=gi:14301455 /DB_XREF=602822904F1 /CLONE=IMAGE:4951729 /FEA=EST /CNT=19 /TID=Mm.205433.1 /TIER=Stack /STK=18 /



MOE430_2_1435299_at 135.1 188.3 P P 0.00293 0.005859 0.5 NC 0.002753 gb:BB761538 /DB_XREF=gi:16191766 /DB_XREF=BB761538 /CLONE=G270144E05 /FEA=EST /CNT=19 /TID=Mm.23977.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435300_at 50.7 88.7 P P 0.001953 0.000244 0.5 NC 0.004481 gb:BB729523 /DB_XREF=gi:16112798 /DB_XREF=BB729523 /CLONE=E860109F08 /FEA=EST /CNT=19 /TID=Mm.26947.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435312_at 2.2 4.8 A A 0.72 0.56 0.5 NC 0.24 gb:AV290119 /DB_XREF=gi:16392239 /DB_XREF=AV290119 /CLONE=5131400N05 /FEA=EST /CNT=18 /TID=Mm.23083.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435320_at 86.5 122 P P 0.00415 0.00415 0.5 I 0.000438 gb:BG070878 /DB_XREF=gi:12553535 /DB_XREF=H3093C01-3 /CLONE=H3093C01 /FEA=EST /CNT=133 /TID=Mm.189628.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1435323_a_ 36.2 33.5 P P 0.04 0.005859 0.5 NC 0.5 gb:AV366860 /DB_XREF=gi:16397688 /DB_XREF=AV366860 /CLONE=8430425F07 /FEA=EST /CNT=47 /TID=Mm.89682.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435339_at 423.2 652.8 P P 0.000244 0.000244 0.5 I 0.000046 gb:BB091366 /DB_XREF=gi:16261071 /DB_XREF=BB091366 /CLONE=9430029O06 /FEA=EST /CNT=47 /TID=Mm.34811.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435341_at 114 144.9 P P 0.001953 0.001221 0.5 I 0.000167 gb:BG075790 /DB_XREF=gi:12558359 /DB_XREF=H3151G08-3 /CLONE=H3151G08 /FEA=EST /CNT=35 /TID=Mm.11815.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435361_at 11 12.6 A A 0.07 0.12 0.5 NC 0.5 gb:BB535044 /DB_XREF=gi:16446487 /DB_XREF=BB535044 /CLONE=E030041H03 /FEA=EST /CNT=28 /TID=Mm.27812.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435368_a_ 277.2 399.5 P P 0.000244 0.000244 0.5 I 0.000189 gb:BB767586 /DB_XREF=gi:16194759 /DB_XREF=BB767586 /CLONE=G370075G03 /FEA=EST /CNT=22 /TID=Mm.9248.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435478_at 189.2 183.7 P P 0.000244 0.000244 0.5 NC 0.06 gb:BM249707 /DB_XREF=gi:17884977 /DB_XREF=K0837F06-3 /CLONE=K0837F06 /FEA=EST /CNT=23 /TID=Mm.200350.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435492_at 56.4 72.6 P P 0.000732 0.001953 0.5 NC 0.004073 gb:BG075016 /DB_XREF=gi:12557585 /DB_XREF=H3142C06-3 /CLONE=H3142C06 /FEA=EST /CNT=18 /TID=Mm.30713.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435501_at 48.6 72.7 P P 0.005859 0.00293 0.5 NC 0.01 gb:BQ174984 /DB_XREF=gi:20350476 /DB_XREF=UI-M-DJ2-bwb-j-22-0-UI.s1 /CLONE=UI-M-DJ2-bwb-j-22-0-UI /FEA=EST /CNT=19 /TID=Mm.125279
MOE430_2_1435543_at 55.9 89.1 P P 0.000244 0.000244 0.5 I 0.001336 gb:BM124893 /DB_XREF=gi:17108661 /DB_XREF=L0546G03-3 /CLONE=L0546G03 /FEA=EST /CNT=27 /TID=Mm.39368.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435594_at 24.2 34.1 P P 0.008057 0.005859 0.5 NC 0.01 gb:AV334690 /DB_XREF=gi:16396312 /DB_XREF=AV334690 /CLONE=6330563G07 /FEA=EST /CNT=18 /TID=Mm.116659.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435695_a_ 25.2 43.2 P P 0.01 0.000732 0.5 I 0.000167 gb:AA673177 /DB_XREF=gi:2646459 /DB_XREF=vp46b07.r1 /CLONE=IMAGE:1079701 /FEA=EST /CNT=16 /TID=Mm.27337.2 /TIER=Stack /STK=14 /UG=
MOE430_2_1435709_at 68.6 100.1 A A 0.19 0.12 0.5 NC 0.02 gb:AW556006 /DB_XREF=gi:7201429 /DB_XREF=L0262C11-3 /CLONE=L0262C11 /FEA=EST /CNT=15 /TID=Mm.831.4 /TIER=Stack /STK=14 /UG=Mm.83
MOE430_2_1435716_x_ 3.9 5.1 A A 0.46 0.63 0.5 NC 0.5 gb:AI836293 /DB_XREF=gi:5470501 /DB_XREF=UI-M-AQ0-aac-e-02-0-UI.s1 /CLONE=UI-M-AQ0-aac-e-02-0-UI /FEA=EST /CNT=15 /TID=Mm.43721.2 
MOE430_2_1435719_at 12.5 21.3 A P 0.19 0.001953 0.5 I 0.000966 gb:BM935216 /DB_XREF=gi:19394368 /DB_XREF=UI-M-BH3-ara-e-06-0-UI.r1 /CLONE=UI-M-BH3-ara-e-06-0-UI /FEA=EST /CNT=20 /TID=Mm.32097.1
MOE430_2_1435781_at 111.2 144.7 P P 0.000732 0.000244 0.5 I 0.000023 gb:BB380335 /DB_XREF=gi:16407909 /DB_XREF=BB380335 /CLONE=C230006G08 /FEA=EST /CNT=21 /TID=Mm.66300.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435789_x_ 95.3 71.8 P P 0.03 0.01 0.5 NC 0.27 gb:C79043 /DB_XREF=gi:2519373 /DB_XREF=C79043 /CLONE=J0059E06 /FEA=EST /CNT=19 /TID=Mm.38261.3 /TIER=Stack /STK=13 /UG=Mm.38261 /
MOE430_2_1435809_at 13.7 23.5 A A 0.3 0.27 0.5 NC 0.006503 gb:BE947974 /DB_XREF=gi:10525733 /DB_XREF=UI-M-BH3-axf-d-12-0-UI.s1 /CLONE=UI-M-BH3-axf-d-12-0-UI /FEA=EST /CNT=18 /TID=Mm.41624.1
MOE430_2_1435819_at 1.3 2.1 A A 0.72 0.63 0.5 NC 0.1 gb:BB833422 /DB_XREF=gi:17011665 /DB_XREF=BB833422 /CLONE=G930026F05 /FEA=EST /CNT=15 /TID=Mm.99958.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435836_at 59.1 84.7 P P 0.00415 0.00415 0.5 I 0.000052 gb:BB553369 /DB_XREF=gi:16448272 /DB_XREF=BB553369 /CLONE=E330005M21 /FEA=EST /CNT=14 /TID=Mm.137538.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435842_at 12.5 16.7 A A 0.33 0.5 0.5 NC 0.08 gb:AI644670 /DB_XREF=gi:4723145 /DB_XREF=vw80e03.x1 /CLONE=IMAGE:1261276 /FEA=EST /CNT=14 /TID=Mm.40794.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435878_at 28.5 46.7 P P 0.008057 0.005859 0.5 NC 0.07 gb:BB476811 /DB_XREF=gi:16440222 /DB_XREF=BB476811 /CLONE=D330021I07 /FEA=EST /CNT=49 /TID=Mm.100606.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435884_at 87.4 122.6 P P 0.000244 0.000732 0.5 I 0.000774 gb:BM248471 /DB_XREF=gi:17883741 /DB_XREF=K0817D09-3 /CLONE=K0817D09 /FEA=EST /CNT=26 /TID=Mm.202684.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435910_at 157.2 189.6 P P 0.000732 0.000244 0.5 I 0.00002 gb:BM235658 /DB_XREF=gi:17870928 /DB_XREF=K0422G09-3 /CLONE=K0422G09 /FEA=EST /CNT=33 /TID=Mm.203904.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435914_at 19.5 35.4 P P 0.000244 0.000244 0.5 NC 0.01 gb:BB125604 /DB_XREF=gi:15408207 /DB_XREF=BB125604 /CLONE=9630006N21 /FEA=EST /CNT=23 /TID=Mm.216273.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435940_at 28.2 34.9 A P 0.09 0.04 0.5 NC 0.01 gb:BM232314 /DB_XREF=gi:17867584 /DB_XREF=K0321D06-3 /CLONE=K0321D06 /FEA=EST /CNT=15 /TID=Mm.39298.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435946_at 34.2 49.7 A P 0.06 0.008057 0.5 I 0.000078 gb:BB401993 /DB_XREF=gi:15411823 /DB_XREF=BB401993 /CLONE=C330025K14 /FEA=EST /CNT=38 /TID=Mm.200712.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435951_at 9.5 17.7 A P 0.33 0.001953 0.5 MI 0.00249 gb:AV271533 /DB_XREF=gi:15405478 /DB_XREF=AV271533 /CLONE=4931410I01 /FEA=EST /CNT=22 /TID=Mm.196692.5 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435957_at 1.6 1 A A 0.97 0.96 0.5 NC 0.5 gb:BQ176264 /DB_XREF=gi:20351756 /DB_XREF=UI-M-DJ2-bwg-h-05-0-UI.s1 /CLONE=UI-M-DJ2-bwg-h-05-0-UI /FEA=EST /CNT=17 /TID=Mm.59156
MOE430_2_1435962_at 10.6 12.8 A P 0.08 0.03 0.5 NC 0.3 gb:BG089974 /DB_XREF=gi:12572537 /DB_XREF=mab88h06.x1 /CLONE=IMAGE:3977698 /FEA=EST /CNT=15 /TID=Mm.1139.8 /TIER=Stack /STK=12 /UG
MOE430_2_1435974_at 41.5 47.1 M A 0.05 0.08 0.5 NC 0.5 gb:BB271482 /DB_XREF=gi:16400664 /DB_XREF=BB271482 /CLONE=A830055B02 /FEA=EST /CNT=17 /TID=Mm.44841.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435976_at 32 43.2 P A 0.04 0.11 0.5 NC 0.5 gb:AW542521 /DB_XREF=gi:7184938 /DB_XREF=C0158F04-3 /CLONE=C0158F04 /FEA=EST /CNT=14 /TID=Mm.3731.1 /TIER=Stack /STK=12 /UG=Mm.3
MOE430_2_1435989_x_ 15.1 14.6 A A 0.21 0.24 0.5 NC 0.06 gb:AW322280 /DB_XREF=gi:6756305 /DB_XREF=uo73c05.x1 /CLONE=IMAGE:2648168 /FEA=EST /CNT=13 /TID=Mm.6800.3 /TIER=Stack /STK=12 /UG=M
MOE430_2_1436006_at 66.1 91.1 P P 0.000732 0.000244 0.5 I 0.000068 gb:AV346163 /DB_XREF=gi:15406621 /DB_XREF=AV346163 /CLONE=6430574E03 /FEA=EST /CNT=12 /TID=Mm.107443.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436051_at 57.1 97 P P 0.000244 0.000244 0.5 NC 0.04 gb:BQ174518 /DB_XREF=gi:20350009 /DB_XREF=UI-M-DJ2-bvy-i-12-0-UI.s1 /CLONE=UI-M-DJ2-bvy-i-12-0-UI /FEA=EST /CNT=36 /TID=Mm.200292.1
MOE430_2_1436066_at 36.7 63.9 A P 0.12 0.04 0.5 I 0.001651 gb:BI965477 /DB_XREF=gi:16339882 /DB_XREF=id47c12.x1 /CLONE=IMAGE:5666303 /FEA=EST /CNT=15 /TID=Mm.6150.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436073_at 80.7 116 P P 0.001953 0.000732 0.5 I 0.001336 gb:BB370775 /DB_XREF=gi:16406907 /DB_XREF=BB370775 /CLONE=C130054M03 /FEA=EST /CNT=16 /TID=Mm.202224.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436088_at 29.3 53.1 P P 0.000244 0.000244 0.5 I 0.000346 gb:AV033641 /DB_XREF=gi:15431541 /DB_XREF=AV033641 /CLONE=1500041F06 /FEA=EST /CNT=16 /TID=Mm.45726.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436120_at 39.5 51.5 P P 0.001221 0.000244 0.5 NC 0.01 gb:AW552579 /DB_XREF=gi:7198002 /DB_XREF=L0214F01-3 /CLONE=L0214F01 /FEA=EST /CNT=16 /TID=Mm.45771.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1436128_at 35 48.8 P P 0.02 0.001953 0.5 NC 0.007788 gb:AI324154 /DB_XREF=gi:4058583 /DB_XREF=mh50e02.x1 /CLONE=IMAGE:445946 /FEA=EST /CNT=13 /TID=Mm.182164.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436160_at 1.1 1.1 A A 0.9 0.87 0.5 NC 0.29 gb:BB150142 /DB_XREF=gi:16267867 /DB_XREF=BB150142 /CLONE=A030004G19 /FEA=EST /CNT=41 /TID=Mm.35536.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436164_at 93.2 155.4 P P 0.000244 0.000244 0.5 I 0.000492 gb:BE685959 /DB_XREF=gi:10073583 /DB_XREF=uv71g10.x1 /CLONE=IMAGE:3412674 /FEA=EST /CNT=42 /TID=Mm.33773.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1436182_at 0.4 0.8 A A 0.82 0.75 0.5 NC 0.4 gb:BG092481 /DB_XREF=gi:12575044 /DB_XREF=mac11g04.x1 /CLONE=IMAGE:3999558 /FEA=EST /CNT=38 /TID=Mm.4381.2 /TIER=Stack /STK=10 /UG
MOE430_2_1436232_a_ 100.6 109.9 P P 0.000244 0.000244 0.5 NC 0.09 gb:BQ177003 /DB_XREF=gi:20352495 /DB_XREF=UI-M-DJ2-bwa-g-08-0-UI.s1 /CLONE=UI-M-DJ2-bwa-g-08-0-UI /FEA=EST /CNT=13 /TID=Mm.1764.3
MOE430_2_1436248_at 42.8 35.9 P P 0.03 0.03 0.5 NC 0.006503 gb:AW120749 /DB_XREF=gi:6096082 /DB_XREF=UI-M-BH2.3-any-d-04-0-UI.s1 /CLONE=UI-M-BH2.3-any-d-04-0-UI /FEA=EST /CNT=17 /TID=Mm.3305
MOE430_2_1436268_at 12.2 16.7 A A 0.21 0.17 0.5 NC 0.06 gb:AI841578 /DB_XREF=gi:5475791 /DB_XREF=UI-M-AP0-abn-e-03-0-UI.s1 /CLONE=UI-M-AP0-abn-e-03-0-UI /FEA=EST /CNT=11 /TID=Mm.157859.1
MOE430_2_1436308_at 105.6 156.3 P P 0.000244 0.000244 0.5 NC 0.002753 gb:BB315561 /DB_XREF=gi:16403046 /DB_XREF=BB315561 /CLONE=B230358L01 /FEA=EST /CNT=46 /TID=Mm.6436.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1436344_at 42.1 56.4 P P 0.04 0.01 0.5 NC 0.03 gb:BB005022 /DB_XREF=gi:16214884 /DB_XREF=BB005022 /CLONE=4732464H04 /FEA=EST /CNT=23 /TID=Mm.1465.1 /TIER=Stack /STK=9 /UG=Mm.14
MOE430_2_1436375_at 69.3 77.3 P P 0.02 0.00293 0.5 I 0.001336 gb:C85414 /DB_XREF=gi:2917371 /DB_XREF=C85414 /CLONE=J0207F08 /FEA=EST /CNT=22 /TID=Mm.25382.1 /TIER=Stack /STK=9 /UG=Mm.25382 /L
MOE430_2_1436384_at 23.1 30.8 P P 0.04 0.02 0.5 NC 0.26 gb:AV283093 /DB_XREF=gi:16391719 /DB_XREF=AV283093 /CLONE=4933433F05 /FEA=EST /CNT=13 /TID=Mm.39130.4 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436385_at 18.8 22.5 M P 0.05 0.001221 0.5 MI 0.00225 gb:BB051441 /DB_XREF=gi:15404044 /DB_XREF=BB051441 /CLONE=6720429L01 /FEA=EST /CNT=13 /TID=Mm.171349.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436395_at 44.5 58.6 P P 0.000244 0.000244 0.5 NC 0.07 gb:BB766747 /DB_XREF=gi:16194190 /DB_XREF=BB766747 /CLONE=G370067F09 /FEA=EST /CNT=19 /TID=Mm.31252.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436407_at 14.9 16.6 A A 0.12 0.21 0.5 NC 0.07 gb:BB099635 /DB_XREF=gi:16261304 /DB_XREF=BB099635 /CLONE=9430069J07 /FEA=EST /CNT=13 /TID=Mm.30843.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436422_at 164.8 252.6 P P 0.000244 0.000244 0.5 I 0.000023 gb:BB459141 /DB_XREF=gi:16426369 /DB_XREF=BB459141 /CLONE=D130060C01 /FEA=EST /CNT=31 /TID=Mm.38183.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436424_at 211.8 311.5 P P 0.000244 0.000244 0.5 I 0.00003 gb:BG070208 /DB_XREF=gi:12552777 /DB_XREF=H3084H03-3 /CLONE=H3084H03 /FEA=EST /CNT=21 /TID=Mm.27475.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436470_at 3.2 1.6 A A 0.72 0.79 0.5 NC 0.59 gb:AV348556 /DB_XREF=gi:16397117 /DB_XREF=AV348556 /CLONE=6430709C16 /FEA=EST /CNT=9 /TID=Mm.151570.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436498_at 228.7 322.9 P P 0.000244 0.000244 0.5 I 0.00013 gb:BI104767 /DB_XREF=gi:14555660 /DB_XREF=602891306F1 /CLONE=IMAGE:5036664 /FEA=EST /CNT=121 /TID=Mm.21489.1 /TIER=Stack /STK=8 /UG
MOE430_2_1436505_at 28.1 38.1 A A 0.06 0.08 0.5 NC 0.05 gb:BG069107 /DB_XREF=gi:12551676 /DB_XREF=H3072G10-3 /CLONE=H3072G10 /FEA=EST /CNT=69 /TID=Mm.11815.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436516_at 44.2 57.1 P P 0.001953 0.000244 0.5 MI 0.00249 gb:AV246754 /DB_XREF=gi:16387138 /DB_XREF=AV246754 /CLONE=4832417P09 /FEA=EST /CNT=26 /TID=Mm.123280.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436543_at 37.3 41.9 P P 0.00293 0.000732 0.5 I 0.001077 gb:BB712878 /DB_XREF=gi:16066047 /DB_XREF=BB712878 /CLONE=B020037O20 /FEA=EST /CNT=25 /TID=Mm.86921.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436551_at 80.1 117.8 P P 0.00415 0.001953 0.5 I 0.00006 gb:AW494469 /DB_XREF=gi:7064750 /DB_XREF=UI-M-BH3-aum-f-12-0-UI.s1 /CLONE=UI-M-BH3-aum-f-12-0-UI /FEA=EST /CNT=13 /TID=Mm.103505
MOE430_2_1436624_at 19.5 37.9 P P 0.02 0.000244 0.5 NC 0.04 gb:BE988832 /DB_XREF=gi:10665582 /DB_XREF=UI-M-CG0p-bhg-g-08-0-UI.s1 /CLONE=UI-M-CG0p-bhg-g-08-0-UI /FEA=EST /CNT=11 /TID=Mm.4486
MOE430_2_1436631_at 21.9 40.6 P P 0.01 0.000732 0.5 NC 0.03 gb:BG066669 /DB_XREF=gi:12549161 /DB_XREF=H3044G01-3 /CLONE=H3044G01 /FEA=EST /CNT=9 /TID=Mm.45239.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1436669_at 47.3 79.4 P P 0.000244 0.001953 0.5 NC 0.06 gb:BM214338 /DB_XREF=gi:17772456 /DB_XREF=C0849B07-3 /CLONE=C0849B07 /FEA=EST /CNT=8 /TID=Mm.24454.3 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436674_at 0.6 3.3 A A 0.85 0.6 0.5 NC 0.08 gb:AW489945 /DB_XREF=gi:7060215 /DB_XREF=UI-M-BH3-asq-c-04-0-UI.s1 /CLONE=UI-M-BH3-asq-c-04-0-UI /FEA=EST /CNT=8 /TID=Mm.2560.3 /T
MOE430_2_1436677_at 9.1 8.3 A A 0.53 0.36 0.5 NC 0.02 gb:BM502805 /DB_XREF=gi:18664113 /DB_XREF=ii44c12.x1 /CLONE=IMAGE:5944343 /FEA=EST /CNT=8 /TID=Mm.3947.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436775_a_ 370.5 492.3 P P 0.000244 0.000244 0.5 I 0.000167 gb:AW557826 /DB_XREF=gi:7203255 /DB_XREF=L0287A11-3 /CLONE=L0287A11 /FEA=EST /CNT=77 /TID=Mm.24624.3 /TIER=Stack /STK=56 /UG=Mm.
MOE430_2_1436777_at 4.1 9.2 A A 0.42 0.12 0.5 NC 0.5 gb:BG063871 /DB_XREF=gi:12546357 /DB_XREF=H3011G03-3 /CLONE=H3011G03 /FEA=EST /CNT=57 /TID=Mm.19223.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1436799_at 10.1 12.3 A A 0.16 0.14 0.5 NC 0.45 gb:BB386177 /DB_XREF=gi:16408414 /DB_XREF=BB386177 /CLONE=C230045B01 /FEA=EST /CNT=57 /TID=Mm.65969.1 /TIER=Stack /STK=51 /UG=Mm
MOE430_2_1436817_at 164.2 177 P P 0.000244 0.000244 0.5 I 0.000774 gb:AV025913 /DB_XREF=gi:15431465 /DB_XREF=AV025913 /CLONE=1200016I01 /FEA=EST /CNT=92 /TID=Mm.31607.1 /TIER=Stack /STK=47 /UG=Mm.
MOE430_2_1436852_at 19.4 29.4 P P 0.008057 0.001953 0.5 NC 0.23 gb:BI794748 /DB_XREF=gi:15822473 /DB_XREF=ic64c11.x2 /CLONE=IMAGE:5658261 /FEA=EST /CNT=50 /TID=Mm.133402.1 /TIER=Stack /STK=43 /UG=
MOE430_2_1436868_at 13.9 20.3 A A 0.19 0.09 0.5 NC 0.19 gb:BM508396 /DB_XREF=gi:18679539 /DB_XREF=ii38g02.x1 /CLONE=IMAGE:5944107 /FEA=EST /CNT=55 /TID=Mm.82661.1 /TIER=Stack /STK=41 /UG=
MOE430_2_1436899_at 56.6 83.9 P P 0.000244 0.000244 0.5 NC 0.01 gb:BM937429 /DB_XREF=gi:19396581 /DB_XREF=UI-M-CD1-azq-e-06-0-UI.r1 /CLONE=UI-M-CD1-azq-e-06-0-UI /FEA=EST /CNT=51 /TID=Mm.18530.
MOE430_2_1436910_at 100.5 127.9 M P 0.05 0.01 0.5 NC 0.003041 gb:BB529484 /DB_XREF=gi:16445614 /DB_XREF=BB529484 /CLONE=E030002I04 /FEA=EST /CNT=44 /TID=Mm.29721.2 /TIER=Stack /STK=36 /UG=Mm.
MOE430_2_1436919_at 3.6 4.1 A A 0.66 0.5 0.5 NC 0.14 gb:BQ175031 /DB_XREF=gi:20350523 /DB_XREF=UI-M-DJ2-bwd-e-07-0-UI.s1 /CLONE=UI-M-DJ2-bwd-e-07-0-UI /FEA=EST /CNT=64 /TID=Mm.41033
MOE430_2_1436921_at 185.3 236.7 P P 0.000244 0.000244 0.5 NC 0.01 gb:BG072708 /DB_XREF=gi:12555277 /DB_XREF=H3114A07-3 /CLONE=H3114A07 /FEA=EST /CNT=49 /TID=Mm.14926.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1436967_at 96.5 115.2 P P 0.005859 0.001953 0.5 NC 0.06 gb:BM239714 /DB_XREF=gi:17874984 /DB_XREF=K0539A05-3 /CLONE=K0539A05 /FEA=EST /CNT=39 /TID=Mm.77756.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1436985_at 99.8 95.5 P P 0.000732 0.00415 0.5 NC 0.1 gb:BM115349 /DB_XREF=gi:17078367 /DB_XREF=L0819A02-3 /CLONE=L0819A02 /FEA=EST /CNT=43 /TID=Mm.41468.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1437022_at 58.5 94.8 P P 0.008057 0.001221 0.5 NC 0.003041 gb:BM209614 /DB_XREF=gi:17766158 /DB_XREF=C0650E04-3 /CLONE=C0650E04 /FEA=EST /CNT=53 /TID=Mm.25649.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437051_at 24.2 34.8 P P 0.005859 0.00293 0.5 NC 0.00712 gb:AV300013 /DB_XREF=gi:16393245 /DB_XREF=AV300013 /CLONE=5730477D02 /FEA=EST /CNT=30 /TID=Mm.86386.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437087_at 22.3 35 P P 0.01 0.005859 0.5 I 0.000189 gb:AV079268 /DB_XREF=gi:16381124 /DB_XREF=AV079268 /CLONE=2210408K08 /FEA=EST /CNT=47 /TID=Mm.32847.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437088_at 82.9 104.2 P P 0.001221 0.000732 0.5 NC 0.004481 gb:BB480041 /DB_XREF=gi:16440638 /DB_XREF=BB480041 /CLONE=D330042L15 /FEA=EST /CNT=41 /TID=Mm.135424.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1437104_at 4.5 4.6 A A 0.39 0.3 0.5 NC 0.5 gb:BB711230 /DB_XREF=gi:16064399 /DB_XREF=BB711230 /CLONE=B020021F23 /FEA=EST /CNT=84 /TID=Mm.89901.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437130_at 5.1 6.6 A A 0.43 0.24 0.5 NC 0.07 gb:BB162726 /DB_XREF=gi:8818666 /DB_XREF=BB162726 /CLONE=A130069D16 /FEA=EST /CNT=27 /TID=Mm.87351.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1437152_at 138.5 200 P P 0.000732 0.000244 0.5 I 0.000167 gb:BG072837 /DB_XREF=gi:12555406 /DB_XREF=H3115E07-3 /CLONE=H3115E07 /FEA=EST /CNT=42 /TID=Mm.120835.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1437175_at 68.3 76.2 P P 0.001221 0.000244 0.5 I 0.000167 gb:BI691129 /DB_XREF=gi:15653758 /DB_XREF=603314516F1 /CLONE=IMAGE:5354715 /FEA=EST /CNT=44 /TID=Mm.22778.2 /TIER=Stack /STK=23 /UG
MOE430_2_1437177_at 44.7 60.8 P P 0.001953 0.000244 0.5 I 0.000552 gb:BI964325 /DB_XREF=gi:16338730 /DB_XREF=id39b05.x1 /CLONE=IMAGE:5665473 /FEA=EST /CNT=53 /TID=Mm.28811.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1437183_at 11.1 12.7 A A 0.3 0.3 0.5 NC 0.5 gb:AW491122 /DB_XREF=gi:7061403 /DB_XREF=UI-M-BH3-atw-h-08-0-UI.s1 /CLONE=UI-M-BH3-atw-h-08-0-UI /FEA=EST /CNT=50 /TID=Mm.44173.1
MOE430_2_1437198_at 92.4 149.7 P P 0.000244 0.000244 0.5 NC 0.008511 gb:C80352 /DB_XREF=gi:2520682 /DB_XREF=C80352 /CLONE=J0080B08 /FEA=EST /CNT=80 /TID=Mm.28709.2 /TIER=Stack /STK=22 /UG=Mm.28709 /
MOE430_2_1437202_at 23.5 39.3 P P 0.000244 0.000732 0.5 NC 0.01 gb:BB494594 /DB_XREF=gi:16441780 /DB_XREF=BB494594 /CLONE=D530041J11 /FEA=EST /CNT=49 /TID=Mm.218711.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1437237_x_ 339.2 492.6 P P 0.005859 0.001221 0.5 I 0.000114 gb:AV263718 /DB_XREF=gi:6251641 /DB_XREF=AV263718 /CLONE=4930440I15 /FEA=EST /CNT=22 /TID=Mm.171708.2 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1437259_at 0.4 1.1 A A 0.6 0.91 0.5 NC 0.51 gb:AV274006 /DB_XREF=gi:16390418 /DB_XREF=AV274006 /CLONE=4932415O19 /FEA=EST /CNT=30 /TID=Mm.66252.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437319_at 4.9 7.5 A A 0.56 0.43 0.5 NC 0.36 gb:BG069400 /DB_XREF=gi:12552057 /DB_XREF=H3076H09-3 /CLONE=H3076H09 /FEA=EST /CNT=23 /TID=Mm.7872.1 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437333_x_ 103.4 182.8 P P 0.000244 0.000732 0.5 I 0.000438 gb:BB833010 /DB_XREF=gi:17011253 /DB_XREF=BB833010 /CLONE=G930024K19 /FEA=EST /CNT=20 /TID=Mm.29751.4 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437355_at 173.3 242.4 P P 0.000244 0.000244 0.5 I 0.001651 gb:BQ126004 /DB_XREF=gi:20199915 /DB_XREF=ii15d02.x1 /CLONE=IMAGE:5941682 /FEA=EST /CNT=27 /TID=Mm.85581.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1437392_at 3.4 3.8 A A 0.75 0.75 0.5 NC 0.01 gb:AW123113 /DB_XREF=gi:6098643 /DB_XREF=UI-M-BH2.1-apc-f-10-0-UI.s1 /CLONE=UI-M-BH2.1-apc-f-10-0-UI /FEA=EST /CNT=74 /TID=Mm.4166
MOE430_2_1437395_at 106.7 186 P P 0.000244 0.000244 0.5 NC 0.004925 gb:BE370775 /DB_XREF=gi:9316138 /DB_XREF=601219152F1 /CLONE=IMAGE:3588133 /FEA=EST /CNT=50 /TID=Mm.25181.1 /TIER=Stack /STK=18 /UG
MOE430_2_1437400_at 35.9 42.8 P P 0.005859 0.000732 0.5 I 0.001077 gb:BB529647 /DB_XREF=gi:16445645 /DB_XREF=BB529647 /CLONE=E030003H02 /FEA=EST /CNT=46 /TID=Mm.218179.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1437408_at 40 55.1 A A 0.11 0.23 0.5 NC 0.06 gb:BB812574 /DB_XREF=gi:16985203 /DB_XREF=BB812574 /CLONE=G730015E09 /FEA=EST /CNT=29 /TID=Mm.23058.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437412_at 2.5 3.4 A A 0.75 0.27 0.5 I 0.001651 gb:AV269068 /DB_XREF=gi:16389714 /DB_XREF=AV269068 /CLONE=4930539I20 /FEA=EST /CNT=21 /TID=Mm.46093.1 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437439_at 17.5 24.8 P P 0.01 0.00293 0.5 NC 0.13 gb:BM235375 /DB_XREF=gi:17870645 /DB_XREF=K0417D03-3 /CLONE=K0417D03 /FEA=EST /CNT=20 /TID=Mm.169298.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437443_at 25.8 41.9 P P 0.01 0.001221 0.5 I 0.000241 gb:BB546492 /DB_XREF=gi:16447468 /DB_XREF=BB546492 /CLONE=E130310F17 /FEA=EST /CNT=18 /TID=Mm.132336.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437455_a_ 1759.3 1452.9 P P 0.000244 0.000244 0.5 NC 0.007788 gb:AW322026 /DB_XREF=gi:6751570 /DB_XREF=uo22f11.x1 /CLONE=IMAGE:2609901 /FEA=EST /CNT=18 /TID=Mm.16596.3 /TIER=Stack /STK=18 /UG=
MOE430_2_1437459_x_ 7.2 14.8 A A 0.27 0.06 0.5 NC 0.66 gb:AV338420 /DB_XREF=gi:6378472 /DB_XREF=AV338420 /CLONE=6430409E08 /FEA=EST /CNT=18 /TID=Mm.24594.2 /TIER=Stack /STK=18 /UG=Mm.2
MOE430_2_1437485_at 6.7 7.2 A A 0.56 0.66 0.5 NC 0.16 gb:BB098161 /DB_XREF=gi:16261254 /DB_XREF=BB098161 /CLONE=9430062K10 /FEA=EST /CNT=22 /TID=Mm.65316.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437511_x_ 103.1 160.6 P P 0.000244 0.000244 0.5 I 0.000068 gb:BB100861 /DB_XREF=gi:8753429 /DB_XREF=BB100861 /CLONE=9430074I05 /FEA=EST /CNT=18 /TID=Mm.220948.4 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1437538_at 30.5 38.5 P P 0.01 0.001221 0.5 I 0.000167 gb:BM213278 /DB_XREF=gi:17771113 /DB_XREF=C0834B10-3 /CLONE=C0834B10 /FEA=EST /CNT=39 /TID=Mm.27103.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437566_at 27.3 40.2 P P 0.001953 0.001953 0.5 NC 0.16 gb:BI666155 /DB_XREF=gi:15580388 /DB_XREF=603287148F1 /CLONE=IMAGE:5321338 /FEA=EST /CNT=19 /TID=Mm.90760.2 /TIER=Stack /STK=16 /UG
MOE430_2_1437612_at 12.1 16 A A 0.43 0.17 0.5 NC 0.27 gb:AV295214 /DB_XREF=gi:6327231 /DB_XREF=AV295214 /CLONE=5730433A14 /FEA=EST /CNT=16 /TID=Mm.22687.3 /TIER=Stack /STK=16 /UG=Mm.2
MOE430_2_1437661_at 12.1 20.1 A A 0.3 0.5 0.5 NC 0.72 gb:BG069824 /DB_XREF=gi:12552393 /DB_XREF=H3080E07-3 /CLONE=H3080E07 /FEA=EST /CNT=27 /TID=Mm.5473.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437674_at 3.7 5 A A 0.19 0.39 0.5 NC 0.66 gb:BB087946 /DB_XREF=gi:15407712 /DB_XREF=BB087946 /CLONE=9430013G17 /FEA=EST /CNT=17 /TID=Mm.889.3 /TIER=Stack /STK=15 /UG=Mm.8
MOE430_2_1437715_x_ 1438.9 2459.8 P P 0.000732 0.000244 0.5 I 0.00013 gb:AV100480 /DB_XREF=gi:5248028 /DB_XREF=AV100480 /CLONE=2410061C23 /FEA=EST /CNT=15 /TID=Mm.203.4 /TIER=Stack /STK=15 /UG=Mm.20
MOE430_2_1437754_at 18.1 19.8 A A 0.24 0.21 0.5 NC 0.5 gb:C85486 /DB_XREF=gi:2917443 /DB_XREF=C85486 /CLONE=J0209A08 /FEA=EST /CNT=21 /TID=Mm.7738.1 /TIER=Stack /STK=14 /UG=Mm.7738 /LL
MOE430_2_1437782_at 5.5 7.9 A A 0.3 0.09 0.5 NC 0.5 gb:BE651445 /DB_XREF=gi:9977269 /DB_XREF=UI-M-BH3-atk-c-11-0-UI.r1 /CLONE=UI-M-BH3-atk-c-11-0-UI /FEA=EST /CNT=16 /TID=Mm.45210.2 /
MOE430_2_1437795_at 28.9 44 P P 0.00415 0.001953 0.5 NC 0.01 gb:BM237841 /DB_XREF=gi:17873111 /DB_XREF=K0507H04-3 /CLONE=K0507H04 /FEA=EST /CNT=15 /TID=Mm.133495.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437819_s_ 28.9 33.5 A A 0.11 0.09 0.5 NC 0.46 gb:BG069289 /DB_XREF=gi:12551858 /DB_XREF=H3074G06-3 /CLONE=H3074G06 /FEA=EST /CNT=14 /TID=Mm.44185.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437863_at 6.4 7 A A 0.53 0.12 0.5 NC 0.04 gb:BB667762 /DB_XREF=gi:16399211 /DB_XREF=BB667762 /CLONE=C730038G20 /FEA=EST /CNT=51 /TID=Mm.8073.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437919_at 3.8 2.7 A A 0.56 0.21 0.5 NC 0.12 gb:BM214306 /DB_XREF=gi:17772415 /DB_XREF=C0848F10-3 /CLONE=C0848F10 /FEA=EST /CNT=15 /TID=Mm.218204.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438023_at 12.7 24.9 M A 0.05 0.11 0.5 NC 0.46 gb:BF020599 /DB_XREF=gi:10751931 /DB_XREF=ux22a07.x1 /CLONE=IMAGE:3472212 /FEA=EST /CNT=36 /TID=Mm.8540.2 /TIER=Stack /STK=12 /UG=
MOE430_2_1438026_at 140.3 198.2 P P 0.000244 0.000244 0.5 I 0.000068 gb:AV213597 /DB_XREF=gi:6153020 /DB_XREF=AV213597 /CLONE=2410128K22 /FEA=EST /CNT=23 /TID=Mm.45124.1 /TIER=Stack /STK=12 /UG=Mm.4
MOE430_2_1438034_at 11.3 14.3 A P 0.11 0.01 0.5 NC 0.48 gb:BB115225 /DB_XREF=gi:8767793 /DB_XREF=BB115225 /CLONE=9530049K06 /FEA=EST /CNT=20 /TID=Mm.46494.2 /TIER=Stack /STK=12 /UG=Mm.4
MOE430_2_1438036_x_ 14.2 28.8 P P 0.04 0.01 0.5 I 0.001486 gb:BB748934 /DB_XREF=gi:16153170 /DB_XREF=BB748934 /CLONE=G030101M24 /FEA=EST /CNT=20 /TID=Mm.119235.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438059_at 8.4 13 A A 0.43 0.12 0.5 NC 0.15 gb:BM116248 /DB_XREF=gi:17079266 /DB_XREF=L0833B11-3 /CLONE=L0833B11 /FEA=EST /CNT=17 /TID=Mm.57415.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438071_at 17 32 A A 0.27 0.17 0.5 NC 0.04 gb:BM200777 /DB_XREF=gi:17754227 /DB_XREF=C0216A04-3 /CLONE=C0216A04 /FEA=EST /CNT=15 /TID=Mm.86515.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438075_at 48.1 69.2 P P 0.001953 0.005859 0.5 NC 0.16 gb:BB752524 /DB_XREF=gi:16200948 /DB_XREF=BB752524 /CLONE=G270016O08 /FEA=EST /CNT=50 /TID=Mm.38249.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438092_x_ 1104.3 1418.7 P P 0.000732 0.000244 0.5 I 0.000023 gb:AV003424 /DB_XREF=gi:4780274 /DB_XREF=AV003424 /CLONE=0610027M19 /FEA=EST /CNT=14 /TID=Mm.916.5 /TIER=Stack /STK=12 /UG=Mm.91
MOE430_2_1438096_a_ 891.9 1241.2 P P 0.000244 0.000244 0.5 I 0.000027 gb:AV306250 /DB_XREF=gi:6338764 /DB_XREF=AV306250 /CLONE=5730537B21 /FEA=EST /CNT=14 /TID=Mm.3856.3 /TIER=Stack /STK=12 /UG=Mm.38
MOE430_2_1438122_at 7.5 10.5 P P 0.01 0.000244 0.5 NC 0.31 gb:AV278574 /DB_XREF=gi:16391181 /DB_XREF=AV278574 /CLONE=4933402K21 /FEA=EST /CNT=14 /TID=Mm.26490.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438189_s_ 0.2 2.2 A A 0.95 0.75 0.5 NC 0.08 gb:BB492312 /DB_XREF=gi:9450939 /DB_XREF=BB492312 /CLONE=D530026D17 /FEA=EST /CNT=12 /TID=Mm.138464.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438214_at 212.2 313.5 P P 0.000244 0.000244 0.5 I 0.001077 gb:BB483226 /DB_XREF=gi:16441010 /DB_XREF=BB483226 /CLONE=D430019F04 /FEA=EST /CNT=36 /TID=Mm.202349.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438215_at 42.2 59.5 P P 0.000732 0.000244 0.5 NC 0.01 gb:BB517005 /DB_XREF=gi:16443146 /DB_XREF=BB517005 /CLONE=D830019K24 /FEA=EST /CNT=32 /TID=Mm.6787.4 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438244_at 40.6 69.6 P P 0.000732 0.000244 0.5 NC 0.04 gb:BB092799 /DB_XREF=gi:15407789 /DB_XREF=BB092799 /CLONE=9430039I15 /FEA=EST /CNT=18 /TID=Mm.4025.4 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438264_a_ 127.7 208 P P 0.000244 0.000244 0.5 NC 0.004925 gb:AW536258 /DB_XREF=gi:7178675 /DB_XREF=G0102D02-3 /CLONE=G0102D02 /FEA=EST /CNT=14 /TID=Mm.28867.4 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438268_at 33.3 71.1 P P 0.03 0.008057 0.5 NC 0.08 gb:BB527789 /DB_XREF=gi:16444532 /DB_XREF=BB527789 /CLONE=D930043C02 /FEA=EST /CNT=21 /TID=Mm.216644.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438277_at 10.4 19.8 A A 0.14 0.17 0.5 NC 0.5 gb:BE948602 /DB_XREF=gi:10526361 /DB_XREF=UI-M-BH3-awa-f-01-0-UI.s4 /CLONE=UI-M-BH3-awa-f-01-0-UI /FEA=EST /CNT=13 /TID=Mm.45688.
MOE430_2_1438302_at 13.6 20.5 A A 0.14 0.14 0.5 NC 0.5 gb:BI903744 /DB_XREF=gi:16165768 /DB_XREF=603167495F1 /CLONE=IMAGE:5255639 /FEA=EST /CNT=13 /TID=Mm.197511.4 /TIER=Stack /STK=11 /U
MOE430_2_1438305_at 0.3 1.5 A A 0.91 0.66 0.5 NC 0.07 gb:BB700394 /DB_XREF=gi:16049218 /DB_XREF=BB700394 /CLONE=7420420J19 /FEA=EST /CNT=12 /TID=Mm.115526.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438337_x_ 0.2 0.2 A A 0.88 0.88 0.5 NC 0.69 gb:BB147616 /DB_XREF=gi:16267705 /DB_XREF=BB147616 /CLONE=9930101B10 /FEA=EST /CNT=11 /TID=Mm.184522.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438341_at 13.6 22.2 A A 0.17 0.14 0.5 NC 0.01 gb:BB107992 /DB_XREF=gi:16261572 /DB_XREF=BB107992 /CLONE=9530008N10 /FEA=EST /CNT=11 /TID=Mm.195959.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438429_at 58.1 94 P P 0.01 0.00415 0.5 NC 0.004925 gb:BM293412 /DB_XREF=gi:18021511 /DB_XREF=C0303D01-3 /CLONE=C0303D01 /FEA=EST /CNT=40 /TID=Mm.156606.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438441_at 7.8 10.7 P M 0.02 0.05 0.5 NC 0.5 gb:AI323288 /DB_XREF=gi:4057717 /DB_XREF=mg99h04.x1 /CLONE=IMAGE:441175 /FEA=EST /CNT=24 /TID=Mm.28223.4 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438454_at 101.4 124.4 P P 0.000244 0.000244 0.5 NC 0.03 gb:BB030030 /DB_XREF=gi:16258145 /DB_XREF=BB030030 /CLONE=5830450L11 /FEA=EST /CNT=14 /TID=Mm.179915.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438459_x_ 302.3 383.7 P P 0.000244 0.000244 0.5 I 0.000027 gb:BF224766 /DB_XREF=gi:11132131 /DB_XREF=uz10g05.x1 /CLONE=IMAGE:3668696 /FEA=EST /CNT=14 /TID=Mm.43213.4 /TIER=Stack /STK=10 /UG=
MOE430_2_1438461_at 0.2 0.3 A A 0.95 0.93 0.5 NC 0.86 gb:BB752997 /DB_XREF=gi:16183432 /DB_XREF=BB752997 /CLONE=G270024P17 /FEA=EST /CNT=14 /TID=Mm.8256.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438468_at 11.7 20.7 A A 0.39 0.17 0.5 NC 0.34 gb:BG070047 /DB_XREF=gi:12552539 /DB_XREF=H3082B06-3 /CLONE=H3082B06 /FEA=EST /CNT=15 /TID=Mm.21737.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438480_a_ 132.2 180.7 P P 0.000244 0.000244 0.5 NC 0.003355 gb:AV301675 /DB_XREF=gi:16393417 /DB_XREF=AV301675 /CLONE=5730495D10 /FEA=EST /CNT=21 /TID=Mm.16925.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438481_at 31.1 50.2 P P 0.000244 0.000244 0.5 NC 0.003041 gb:AI854375 /DB_XREF=gi:5498281 /DB_XREF=UI-M-BG1-aic-f-07-0-UI.s1 /CLONE=UI-M-BG1-aic-f-07-0-UI /FEA=EST /CNT=18 /TID=Mm.30660.1 /T
MOE430_2_1438491_x_ 14.7 17.5 P A 0.01 0.08 0.5 NC 0.05 gb:BF227108 /DB_XREF=gi:11135012 /DB_XREF=uz35g03.x1 /CLONE=IMAGE:3671092 /FEA=EST /CNT=13 /TID=Mm.36065.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1438509_at 3.7 4.4 A A 0.5 0.53 0.5 NC 0.5 gb:BB741330 /DB_XREF=gi:16144335 /DB_XREF=BB741330 /CLONE=F430215O21 /FEA=EST /CNT=12 /TID=Mm.2141.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438511_a_ 55.4 87.6 P P 0.002686 0.001221 0.5 I 0.000326 gb:BB408123 /DB_XREF=gi:9227519 /DB_XREF=BB408123 /CLONE=C430004L05 /FEA=EST /CNT=12 /TID=Mm.29811.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438591_at 14.3 23.5 A A 0.46 0.24 0.5 NC 0.3 gb:AV318916 /DB_XREF=gi:15406128 /DB_XREF=AV318916 /CLONE=6030402H20 /FEA=EST /CNT=10 /TID=Mm.133386.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438615_x_ 24.2 36.8 P P 0.008057 0.00415 0.5 NC 0.005409 gb:BB546897 /DB_XREF=gi:9618325 /DB_XREF=BB546897 /CLONE=E130314L13 /FEA=EST /CNT=10 /TID=Mm.133762.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438663_at 57.2 92.1 P P 0.001221 0.000732 0.5 NC 0.005409 gb:BF730196 /DB_XREF=gi:12048060 /DB_XREF=mab60f05.x1 /CLONE=IMAGE:3974912 /FEA=EST /CNT=160 /TID=Mm.27489.1 /TIER=Stack /STK=9 /UG
MOE430_2_1438664_at 208.4 268.6 P P 0.000244 0.000244 0.5 I 0.000214 gb:BB216074 /DB_XREF=gi:16353083 /DB_XREF=BB216074 /CLONE=A530030L19 /FEA=EST /CNT=136 /TID=Mm.25594.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438667_at 13.4 17 P P 0.01 0.03 0.5 NC 0.22 gb:BB009277 /DB_XREF=gi:15403226 /DB_XREF=BB009277 /CLONE=4732488L18 /FEA=EST /CNT=77 /TID=Mm.5252.2 /TIER=Stack /STK=9 /UG=Mm.52
MOE430_2_1438674_a_ 77.8 111 P P 0.000244 0.000244 0.5 I 0.000101 gb:BB278628 /DB_XREF=gi:8975650 /DB_XREF=BB278628 /CLONE=A930011P04 /FEA=EST /CNT=48 /TID=Mm.208458.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438736_at 15.9 17.5 A A 0.12 0.06 0.5 NC 0.07 gb:BB703762 /DB_XREF=gi:16052597 /DB_XREF=BB703762 /CLONE=7420456D23 /FEA=EST /CNT=29 /TID=Mm.22663.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438750_at 33.6 59.4 P P 0.001221 0.000244 0.5 NC 0.003699 gb:BB425841 /DB_XREF=gi:16423627 /DB_XREF=BB425841 /CLONE=C530049D05 /FEA=EST /CNT=13 /TID=Mm.66265.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438761_a_ 1419.5 2033.8 P P 0.000244 0.000244 0.5 I 0.000023 gb:C81193 /DB_XREF=gi:2521523 /DB_XREF=C81193 /CLONE=J0095E12 /FEA=EST /CNT=12 /TID=Mm.34102.4 /TIER=Stack /STK=9 /UG=Mm.34102 /L
MOE430_2_1438798_at 35 66.7 P P 0.000732 0.000244 0.5 I 0.000552 gb:BB764190 /DB_XREF=gi:16192618 /DB_XREF=BB764190 /CLONE=G370033J10 /FEA=EST /CNT=15 /TID=Mm.132709.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438809_at 24.4 32.2 P P 0.04 0.00415 0.5 I 0.000774 gb:AI644507 /DB_XREF=gi:4722982 /DB_XREF=mo21h09.x1 /CLONE=IMAGE:554273 /FEA=EST /CNT=11 /TID=Mm.12677.5 /TIER=Stack /STK=9 /UG=Mm



MOE430_2_1438817_at 18.7 28.4 P P 0.02 0.03 0.5 NC 0.21 gb:BG094120 /DB_XREF=gi:12576683 /DB_XREF=uu71e05.x1 /CLONE=IMAGE:3381992 /FEA=EST /CNT=10 /TID=Mm.21492.2 /TIER=Stack /STK=9 /UG=
MOE430_2_1438825_at 0.1 1.3 A A 0.93 0.75 0.5 NC 0.34 gb:AV047570 /DB_XREF=gi:4867235 /DB_XREF=AV047570 /CLONE=1700069D17 /FEA=EST /CNT=10 /TID=Mm.220898.3 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438860_a_ 193.4 297 P P 0.000244 0.000244 0.5 I 0.00006 gb:BB478892 /DB_XREF=gi:16440493 /DB_XREF=BB478892 /CLONE=D330035I24 /FEA=EST /CNT=15 /TID=Mm.148425.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438887_a_ 84.1 107.6 P P 0.000244 0.000244 0.5 I 0.000078 gb:BM239632 /DB_XREF=gi:17874902 /DB_XREF=K0537F06-3 /CLONE=K0537F06 /FEA=EST /CNT=9 /TID=Mm.74594.2 /TIER=Stack /STK=9 /UG=Mm.74
MOE430_2_1438891_at 0.5 1.2 A A 0.98 0.88 0.5 NC 0.17 gb:BB458815 /DB_XREF=gi:16426320 /DB_XREF=BB458815 /CLONE=D130058M20 /FEA=EST /CNT=9 /TID=Mm.132034.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438900_at 17.9 29.7 P P 0.00415 0.01 0.5 NC 0.14 gb:BB141248 /DB_XREF=gi:16267452 /DB_XREF=BB141248 /CLONE=9930007F18 /FEA=EST /CNT=9 /TID=Mm.130884.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438902_a_ 766.9 1085.9 P P 0.000244 0.000244 0.5 I 0.000101 gb:C77287 /DB_XREF=gi:2517617 /DB_XREF=C77287 /CLONE=J0028E07 /FEA=EST /CNT=9 /TID=Mm.1843.3 /TIER=Stack /STK=9 /UG=Mm.1843 /LL=1
MOE430_2_1438922_x_ 270.1 376.6 P P 0.000732 0.000244 0.5 I 0.000189 gb:AV110784 /DB_XREF=gi:5264864 /DB_XREF=AV110784 /CLONE=2600014G04 /FEA=EST /CNT=9 /TID=Mm.658.9 /TIER=Stack /STK=9 /UG=Mm.658 /
MOE430_2_1439039_at 22.3 29.5 A P 0.09 0.01 0.5 NC 0.005409 gb:BE981239 /DB_XREF=gi:10650139 /DB_XREF=UI-M-CG0p-bcz-h-08-0-UI.s1 /CLONE=UI-M-CG0p-bcz-h-08-0-UI /FEA=EST /CNT=20 /TID=Mm.4440
MOE430_2_1439079_a_ 32.8 54.8 P P 0.001953 0.001221 0.5 NC 0.09 gb:BM240030 /DB_XREF=gi:17875300 /DB_XREF=K0545B04-3 /CLONE=K0545B04 /FEA=EST /CNT=18 /TID=Mm.27107.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439089_at 48.2 90.7 P P 0.000244 0.000244 0.5 I 0.000147 gb:BM220854 /DB_XREF=gi:17781070 /DB_XREF=C0946E05-3 /CLONE=C0946E05 /FEA=EST /CNT=13 /TID=Mm.38822.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439097_at 35.8 41.8 P P 0.001953 0.000732 0.5 I 0.000865 gb:BM239519 /DB_XREF=gi:17874777 /DB_XREF=K0535F06-3 /CLONE=K0535F06 /FEA=EST /CNT=12 /TID=Mm.154609.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439106_at 55.4 85.8 P P 0.000244 0.000244 0.5 I 0.000023 gb:AV320128 /DB_XREF=gi:15406162 /DB_XREF=AV320128 /CLONE=6030417H05 /FEA=EST /CNT=15 /TID=Mm.23056.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439277_at 0.9 3.3 A A 0.94 0.66 0.5 NC 0.41 gb:AV260987 /DB_XREF=gi:16388857 /DB_XREF=AV260987 /CLONE=4930417B13 /FEA=EST /CNT=11 /TID=Mm.34167.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1439314_at 26.5 30.5 P P 0.00293 0.00415 0.5 NC 0.5 gb:AV290890 /DB_XREF=gi:16392331 /DB_XREF=AV290890 /CLONE=5330400M04 /FEA=EST /CNT=8 /TID=Mm.122375.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439325_at 26.8 39 A P 0.06 0.04 0.5 NC 0.01 gb:BB303939 /DB_XREF=gi:15411247 /DB_XREF=BB303939 /CLONE=B230107J02 /FEA=EST /CNT=8 /TID=Mm.127198.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439331_at 23.9 25.7 P P 0.00293 0.000732 0.5 NC 0.03 gb:AV277075 /DB_XREF=gi:16390919 /DB_XREF=AV277075 /CLONE=4932439E07 /FEA=EST /CNT=8 /TID=Mm.43978.1 /TIER=Stack /STK=8 /UG=Mm.43
MOE430_2_1439395_at 20.4 35 A A 0.08 0.09 0.5 NC 0.5 gb:BB164866 /DB_XREF=gi:8820807 /DB_XREF=BB164866 /CLONE=A130080F09 /FEA=EST /CNT=8 /TID=Mm.92708.1 /TIER=Stack /STK=8 /UG=Mm.92
MOE430_2_1439517_at 16.3 21.4 A A 0.09 0.06 0.5 NC 0.16 gb:BB660695 /DB_XREF=gi:16494477 /DB_XREF=BB660695 /CLONE=D530041J11 /FEA=EST /CNT=10 /TID=Mm.202463.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439579_at 1.6 2.4 A A 0.72 0.56 0.5 NC 0.45 gb:BF464482 /DB_XREF=gi:11533665 /DB_XREF=UI-M-CG0p-bpz-b-04-0-UI.s1 /CLONE=UI-M-CG0p-bpz-b-04-0-UI /FEA=EST /CNT=9 /TID=Mm.10159
MOE430_2_1439597_at 26 38.8 P P 0.02 0.02 0.5 NC 0.07 gb:BB336629 /DB_XREF=gi:16404174 /DB_XREF=BB336629 /CLONE=B930001L07 /FEA=EST /CNT=8 /TID=Mm.208743.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439631_at 23.1 32.5 P P 0.03 0.000732 0.5 NC 0.03 gb:BG060248 /DB_XREF=gi:12528660 /DB_XREF=L0901C10-3 /CLONE=L0901C10 /FEA=EST /CNT=15 /TID=Mm.133642.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439652_at 39.1 52.1 P P 0.04 0.01 0.5 NC 0.005409 gb:BB667934 /DB_XREF=gi:16399383 /DB_XREF=BB667934 /CLONE=C920011F17 /FEA=EST /CNT=8 /TID=Mm.131022.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439671_at 27.5 32.9 P P 0.00415 0.00293 0.5 NC 0.22 gb:AU067642 /DB_XREF=gi:4968379 /DB_XREF=AU067642 /CLONE=MNCb-0122 /FEA=EST /CNT=7 /TID=Mm.32406.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439675_at 1.1 1.7 A A 0.87 0.82 0.5 NC 0.17 gb:AV282267 /DB_XREF=gi:16391620 /DB_XREF=AV282267 /CLONE=4933429D07 /FEA=EST /CNT=7 /TID=Mm.212789.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439709_at 0.3 0.7 A A 0.85 0.8 0.5 NC 0.5 gb:BE824713 /DB_XREF=gi:10256947 /DB_XREF=C0503G05-3 /CLONE=C0503G05 /FEA=EST /CNT=7 /TID=Mm.139851.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439718_at 11.3 17.3 A A 0.33 0.12 0.5 NC 0.01 gb:BB228703 /DB_XREF=gi:16354241 /DB_XREF=BB228703 /CLONE=A630017J09 /FEA=EST /CNT=7 /TID=Mm.123705.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439754_at 11.6 18.5 A A 0.43 0.14 0.5 NC 0.3 gb:AI853362 /DB_XREF=gi:5497268 /DB_XREF=UI-M-BH0-air-d-06-0-UI.s1 /CLONE=UI-M-BH0-air-d-06-0-UI /FEA=EST /CNT=7 /TID=Mm.40161.1 /TI
MOE430_2_1439783_at 26.7 38.2 P P 0.005859 0.00415 0.5 NC 0.006503 gb:BB809870 /DB_XREF=gi:16982499 /DB_XREF=BB809870 /CLONE=G730001H07 /FEA=EST /CNT=19 /TID=Mm.24318.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439801_at 1.8 2 A A 0.63 0.53 0.5 NC 0.11 gb:BB504262 /DB_XREF=gi:16442697 /DB_XREF=BB504262 /CLONE=D630047F21 /FEA=EST /CNT=10 /TID=Mm.79210.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439826_at 4.5 8.6 A A 0.78 0.39 0.5 NC 0.00712 gb:BB041480 /DB_XREF=gi:15403848 /DB_XREF=BB041480 /CLONE=6030456D20 /FEA=EST /CNT=9 /TID=Mm.116834.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439842_at 2 2.9 A A 0.6 0.56 0.5 NC 0.5 gb:AW488774 /DB_XREF=gi:7059044 /DB_XREF=UI-M-BH3-arx-e-03-0-UI.s1 /CLONE=UI-M-BH3-arx-e-03-0-UI /FEA=EST /CNT=12 /TID=Mm.101505.1
MOE430_2_1439859_at 36.9 64 P P 0.04 0.03 0.5 NC 0.11 gb:BB278948 /DB_XREF=gi:15411022 /DB_XREF=BB278948 /CLONE=A930014G16 /FEA=EST /CNT=9 /TID=Mm.41839.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439886_at 68.3 82.9 P P 0.000732 0.000732 0.5 I 0.000865 gb:BB099980 /DB_XREF=gi:8752548 /DB_XREF=BB099980 /CLONE=9430070N16 /FEA=EST /CNT=8 /TID=Mm.43297.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439911_at 23.9 31.2 A M 0.06 0.05 0.5 NC 0.02 gb:BB283577 /DB_XREF=gi:8984026 /DB_XREF=BB283577 /CLONE=A930102L05 /FEA=EST /CNT=8 /TID=Mm.45793.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439920_at 8.8 12.3 A A 0.14 0.08 0.5 NC 0.13 gb:BB080140 /DB_XREF=gi:16260574 /DB_XREF=BB080140 /CLONE=9330161F22 /FEA=EST /CNT=7 /TID=Mm.174409.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439946_at 1.6 1.9 A A 0.8 0.69 0.5 NC 0.2 gb:BM221121 /DB_XREF=gi:17781394 /DB_XREF=K0100B07-3 /CLONE=K0100B07 /FEA=EST /CNT=7 /TID=Mm.218554.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439981_at 0.5 0.7 A A 0.94 0.87 0.5 NC 0.09 gb:BB198298 /DB_XREF=gi:16271141 /DB_XREF=BB198298 /CLONE=A430001F24 /FEA=EST /CNT=8 /TID=Mm.131264.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439992_at 7.1 9.9 A A 0.52 0.39 0.5 NC 0.5 gb:BG074134 /DB_XREF=gi:12556703 /DB_XREF=H3131C06-3 /CLONE=H3131C06 /FEA=EST /CNT=7 /TID=Mm.102996.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440007_at 12.9 23.2 A A 0.11 0.12 0.5 NC 0.02 gb:BB378464 /DB_XREF=gi:16407729 /DB_XREF=BB378464 /CLONE=C130094D20 /FEA=EST /CNT=7 /TID=Mm.136189.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440010_at 17.4 29.5 P P 0.01 0.000732 0.5 NC 0.003041 gb:BG069313 /DB_XREF=gi:12551882 /DB_XREF=H3075A07-3 /CLONE=H3075A07 /FEA=EST /CNT=6 /TID=Mm.26135.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440020_at 32.7 42.9 P P 0.00293 0.000244 0.5 MI 0.00249 gb:BB212045 /DB_XREF=gi:16352739 /DB_XREF=BB212045 /CLONE=A430108B15 /FEA=EST /CNT=6 /TID=Mm.193590.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440047_at 20.2 34 A A 0.14 0.17 0.5 NC 0.5 gb:AV237386 /DB_XREF=gi:15405123 /DB_XREF=AV237386 /CLONE=4732420L19 /FEA=EST /CNT=6 /TID=Mm.178336.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440059_at 14.5 18.6 A A 0.46 0.27 0.5 NC 0.16 gb:BB442713 /DB_XREF=gi:16424830 /DB_XREF=BB442713 /CLONE=D030035N04 /FEA=EST /CNT=6 /TID=Mm.208363.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440089_at 0.8 4.2 A A 0.95 0.82 0.5 NC 0.16 gb:BB474990 /DB_XREF=gi:16439942 /DB_XREF=BB474990 /CLONE=D330010N12 /FEA=EST /CNT=6 /TID=Mm.209460.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440101_at 0.3 0.7 A A 0.93 0.94 0.5 NC 0.24 gb:BB128214 /DB_XREF=gi:16262411 /DB_XREF=BB128214 /CLONE=9630028K09 /FEA=EST /CNT=6 /TID=Mm.184337.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440146_at 0.4 0.4 A A 0.87 0.96 0.5 NC 0.64 gb:BB829606 /DB_XREF=gi:17007849 /DB_XREF=BB829606 /CLONE=G930007P06 /FEA=EST /CNT=6 /TID=Mm.213679.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440177_at 0.3 0.6 A A 0.63 0.91 0.5 NC 0.41 gb:BM899529 /DB_XREF=gi:19382317 /DB_XREF=UI-M-DJ1-buc-c-01-0-UI.s1 /CLONE=UI-M-DJ1-buc-c-01-0-UI /FEA=EST /CNT=6 /TID=Mm.40896.1
MOE430_2_1440204_at 134.3 188.5 P P 0.000732 0.000244 0.5 I 0.000101 gb:AW494150 /DB_XREF=gi:7064431 /DB_XREF=UI-M-BH3-auj-c-01-0-UI.s1 /CLONE=UI-M-BH3-auj-c-01-0-UI /FEA=EST /CNT=11 /TID=Mm.48384.1 /
MOE430_2_1440221_at 29.9 42.5 P P 0.000244 0.000732 0.5 NC 0.002753 gb:BG063276 /DB_XREF=gi:12545839 /DB_XREF=H3005B11-3 /CLONE=H3005B11 /FEA=EST /CNT=10 /TID=Mm.203876.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440273_at 46 65.8 P P 0.000244 0.000244 0.5 NC 0.02 gb:BB524346 /DB_XREF=gi:16443967 /DB_XREF=BB524346 /CLONE=D930019G21 /FEA=EST /CNT=9 /TID=Mm.74627.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440324_at 23.9 34 A P 0.21 0.01 0.5 NC 0.09 gb:BM217390 /DB_XREF=gi:17776547 /DB_XREF=C0896A07-3 /CLONE=C0896A07 /FEA=EST /CNT=7 /TID=Mm.105076.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440366_at 0.3 0.9 A A 0.95 0.66 0.5 NC 0.06 gb:BB185168 /DB_XREF=gi:16270389 /DB_XREF=BB185168 /CLONE=A330019M23 /FEA=EST /CNT=7 /TID=Mm.122071.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440378_at 8.5 15.9 A P 0.21 0.04 0.5 NC 0.5 gb:BB766106 /DB_XREF=gi:16193838 /DB_XREF=BB766106 /CLONE=G370061A16 /FEA=EST /CNT=7 /TID=Mm.155564.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440403_at 13.2 25.4 A A 0.36 0.19 0.5 NC 0.15 gb:BB103411 /DB_XREF=gi:16261409 /DB_XREF=BB103411 /CLONE=9430087G07 /FEA=EST /CNT=6 /TID=Mm.207317.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440407_at 10.9 15.8 A M 0.24 0.05 0.5 NC 0.05 gb:BE956823 /DB_XREF=gi:10601753 /DB_XREF=UI-M-BG2-bbo-g-01-0-UI.s1 /CLONE=UI-M-BG2-bbo-g-01-0-UI /FEA=EST /CNT=6 /TID=Mm.139841.
MOE430_2_1440425_at 0.9 1.1 A A 0.82 0.56 0.5 NC 0.29 gb:BB377181 /DB_XREF=gi:16407592 /DB_XREF=BB377181 /CLONE=C130088G02 /FEA=EST /CNT=6 /TID=Mm.156671.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440442_at 1.8 4.6 A A 0.66 0.66 0.5 NC 0.62 gb:BE950627 /DB_XREF=gi:10589293 /DB_XREF=UI-M-CE0-ayy-h-08-0-UI.s1 /CLONE=UI-M-CE0-ayy-h-08-0-UI /FEA=EST /CNT=6 /TID=Mm.109956.1
MOE430_2_1440443_at 34.8 39.2 P P 0.000732 0.000732 0.5 NC 0.11 gb:BB531351 /DB_XREF=gi:16445904 /DB_XREF=BB531351 /CLONE=E030016H06 /FEA=EST /CNT=6 /TID=Mm.131090.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440493_at 2 1.1 A A 0.6 0.78 0.5 NC 0.22 gb:BB399121 /DB_XREF=gi:16412662 /DB_XREF=BB399121 /CLONE=C330012K04 /FEA=EST /CNT=7 /TID=Mm.132404.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440498_at 8.2 14 A A 0.39 0.17 0.5 NC 0.009292 gb:AI467457 /DB_XREF=gi:4320794 /DB_XREF=vd54h08.x1 /CLONE=IMAGE:804447 /FEA=EST /CNT=7 /TID=Mm.168767.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440500_at 35.6 62.9 A P 0.08 0.005859 0.5 I 0.00006 gb:BG070411 /DB_XREF=gi:12552980 /DB_XREF=H3087A10-3 /CLONE=H3087A10 /FEA=EST /CNT=6 /TID=Mm.118644.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440537_at 6.1 8.8 A A 0.27 0.06 0.5 NC 0.28 gb:BM942804 /DB_XREF=gi:19402667 /DB_XREF=UI-M-CG0p-bdh-g-09-0-UI.r1 /CLONE=UI-M-CG0p-bdh-g-09-0-UI /FEA=EST /CNT=6 /TID=Mm.1369
MOE430_2_1440547_at 3.3 2.2 A A 0.63 0.66 0.5 NC 0.09 gb:BG066227 /DB_XREF=gi:12548796 /DB_XREF=H3040E01-3 /CLONE=H3040E01 /FEA=EST /CNT=5 /TID=Mm.169044.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440564_at 0.6 1 A A 0.88 0.91 0.5 NC 0.19 gb:BB023274 /DB_XREF=gi:15403412 /DB_XREF=BB023274 /CLONE=5330415A01 /FEA=EST /CNT=5 /TID=Mm.208186.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440639_at 11.6 12.6 A A 0.24 0.27 0.5 NC 0.45 gb:AV320585 /DB_XREF=gi:16394982 /DB_XREF=AV320585 /CLONE=6030424L16 /FEA=EST /CNT=5 /TID=Mm.138565.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440646_at 7.9 14.8 M A 0.05 0.08 0.5 NC 0.5 gb:BB470501 /DB_XREF=gi:16427777 /DB_XREF=BB470501 /CLONE=D230033P15 /FEA=EST /CNT=5 /TID=Mm.132754.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440649_at 8.7 13.9 A A 0.27 0.17 0.5 NC 0.04 gb:BB534355 /DB_XREF=gi:16446379 /DB_XREF=BB534355 /CLONE=E030036A14 /FEA=EST /CNT=5 /TID=Mm.170053.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440677_at 0.8 0.8 A A 0.72 0.82 0.5 NC 0.5 gb:BB308744 /DB_XREF=gi:16402431 /DB_XREF=BB308744 /CLONE=B230307C23 /FEA=EST /CNT=5 /TID=Mm.186319.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440689_at 20 18.1 A P 0.06 0.00293 0.5 NC 0.49 gb:AW555308 /DB_XREF=gi:7200719 /DB_XREF=L0252E08-3 /CLONE=L0252E08 /FEA=EST /CNT=5 /TID=Mm.169280.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440706_at 10.1 20.8 A P 0.27 0.03 0.5 NC 0.01 gb:BM210179 /DB_XREF=gi:17766927 /DB_XREF=C0660C03-3 /CLONE=C0660C03 /FEA=EST /CNT=5 /TID=Mm.214707.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440711_at 0.9 1.1 A A 0.88 0.87 0.5 NC 0.49 gb:BB426320 /DB_XREF=gi:16423674 /DB_XREF=BB426320 /CLONE=C630001G18 /FEA=EST /CNT=5 /TID=Mm.128867.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440740_at 16.3 17.2 P P 0.04 0.01 0.5 NC 0.06 gb:AV006603 /DB_XREF=gi:4783590 /DB_XREF=AV006603 /CLONE=1100006G15 /FEA=EST /CNT=5 /TID=Mm.104374.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440828_x_ 0.2 0.4 A A 0.8 0.88 0.5 NC 0.55 gb:AV270770 /DB_XREF=gi:6258807 /DB_XREF=AV270770 /CLONE=4930551N23 /FEA=EST /CNT=5 /TID=Mm.50329.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440834_at 9 15.3 A A 0.12 0.19 0.5 NC 0.57 gb:BB502441 /DB_XREF=gi:16442525 /DB_XREF=BB502441 /CLONE=D630039F08 /FEA=EST /CNT=16 /TID=Mm.41011.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440846_at 12.6 21.6 A P 0.06 0.04 0.5 NC 0.09 gb:BB430553 /DB_XREF=gi:16424088 /DB_XREF=BB430553 /CLONE=C630033N04 /FEA=EST /CNT=16 /TID=Mm.54180.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440905_at 37.4 35.4 A A 0.17 0.17 0.5 NC 0.09 gb:AI451467 /DB_XREF=gi:4304202 /DB_XREF=mu41e05.x1 /CLONE=IMAGE:641984 /FEA=EST /CNT=8 /TID=Mm.153164.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440946_at 7.1 10.1 A A 0.14 0.09 0.5 NC 0.33 gb:BB354702 /DB_XREF=gi:16405641 /DB_XREF=BB354702 /CLONE=C030001G16 /FEA=EST /CNT=7 /TID=Mm.197625.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440989_at 7.8 15.4 P P 0.01 0.03 0.5 NC 0.16 gb:BB183373 /DB_XREF=gi:16270232 /DB_XREF=BB183373 /CLONE=A230106G10 /FEA=EST /CNT=7 /TID=Mm.207816.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440997_at 23 33.2 P P 0.005859 0.00415 0.5 NC 0.02 gb:AV236734 /DB_XREF=gi:16386296 /DB_XREF=AV236734 /CLONE=4732415F14 /FEA=EST /CNT=7 /TID=Mm.89762.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441022_at 32 47.3 P P 0.03 0.03 0.5 NC 0.03 gb:BB354785 /DB_XREF=gi:16405647 /DB_XREF=BB354785 /CLONE=C030002F12 /FEA=EST /CNT=6 /TID=Mm.126328.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441056_at 39.2 42.1 P P 0.01 0.008057 0.5 NC 0.01 gb:BM206593 /DB_XREF=gi:17762132 /DB_XREF=C0299G04-3 /CLONE=C0299G04 /FEA=EST /CNT=6 /TID=Mm.117018.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441061_at 49 75.6 P P 0.00415 0.00415 0.5 MI 0.00249 gb:BG072567 /DB_XREF=gi:12555136 /DB_XREF=H3112D05-3 /CLONE=H3112D05 /FEA=EST /CNT=6 /TID=Mm.76650.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441100_at 15.2 22.5 P P 0.001221 0.001221 0.5 NC 0.09 gb:BB496952 /DB_XREF=gi:16441911 /DB_XREF=BB496952 /CLONE=D630005I20 /FEA=EST /CNT=7 /TID=Mm.214760.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441117_at 11.8 21.9 P P 0.01 0.008057 0.5 NC 0.13 gb:AI549877 /DB_XREF=gi:4482240 /DB_XREF=vw97d03.x1 /CLONE=IMAGE:1262885 /FEA=EST /CNT=6 /TID=Mm.133339.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441127_at 0.8 0.4 A A 0.87 0.91 0.5 NC 0.16 gb:BB460036 /DB_XREF=gi:16426487 /DB_XREF=BB460036 /CLONE=D130065D02 /FEA=EST /CNT=6 /TID=Mm.168835.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441132_at 18.9 28.1 A A 0.09 0.11 0.5 NC 0.34 gb:BB667426 /DB_XREF=gi:16398875 /DB_XREF=BB667426 /CLONE=C730010N16 /FEA=EST /CNT=6 /TID=Mm.133745.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441140_at 14.4 28.4 P P 0.005859 0.02 0.5 NC 0.06 gb:BB466029 /DB_XREF=gi:16427188 /DB_XREF=BB466029 /CLONE=D230005N15 /FEA=EST /CNT=6 /TID=Mm.138135.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441144_at 12.4 17.1 A P 0.14 0.01 0.5 NC 0.03 gb:BE984325 /DB_XREF=gi:10656441 /DB_XREF=UI-M-CG0p-bfm-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bfm-a-06-0-UI /FEA=EST /CNT=6 /TID=Mm.9551
MOE430_2_1441200_at 28.6 61.7 P P 0.02 0.00293 0.5 NC 0.01 gb:BB327909 /DB_XREF=gi:16403795 /DB_XREF=BB327909 /CLONE=B430304G02 /FEA=EST /CNT=5 /TID=Mm.209826.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441205_at 11 11.4 A A 0.21 0.09 0.5 NC 0.45 gb:AW060340 /DB_XREF=gi:6008091 /DB_XREF=UI-M-BH1-anh-c-01-0-UI.s1 /CLONE=UI-M-BH1-anh-c-01-0-UI /FEA=EST /CNT=5 /TID=Mm.54865.1 
MOE430_2_1441263_a_ 243.7 351.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:AV009179 /DB_XREF=gi:4786166 /DB_XREF=AV009179 /CLONE=1110017G01 /FEA=EST /CNT=5 /TID=Mm.139242.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441305_at 36.6 70.3 P P 0.001953 0.005859 0.5 NC 0.01 gb:BB360028 /DB_XREF=gi:9071856 /DB_XREF=BB360028 /CLONE=C030044L04 /FEA=EST /CNT=5 /TID=Mm.86479.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441333_at 8.4 7.6 P M 0.02 0.05 0.5 NC 0.5 gb:BB485544 /DB_XREF=gi:16441284 /DB_XREF=BB485544 /CLONE=D430032G12 /FEA=EST /CNT=6 /TID=Mm.208580.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441370_at 5 4.7 A A 0.59 0.5 0.5 NC 0.25 gb:BB470329 /DB_XREF=gi:16427753 /DB_XREF=BB470329 /CLONE=D230033D01 /FEA=EST /CNT=5 /TID=Mm.169032.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441381_at 12 15.2 A A 0.11 0.11 0.5 NC 0.08 gb:BB091194 /DB_XREF=gi:16261065 /DB_XREF=BB091194 /CLONE=9430029E18 /FEA=EST /CNT=5 /TID=Mm.173774.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441432_at 5.9 8.9 A A 0.21 0.19 0.5 NC 0.5 gb:BB433598 /DB_XREF=gi:16424298 /DB_XREF=BB433598 /CLONE=C820002H21 /FEA=EST /CNT=4 /TID=Mm.209149.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441443_at 12.3 17.1 A A 0.43 0.14 0.5 NC 0.01 gb:BB025213 /DB_XREF=gi:16257915 /DB_XREF=BB025213 /CLONE=5330427A16 /FEA=EST /CNT=4 /TID=Mm.152773.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441453_at 2.2 0.5 A A 0.75 0.9 0.5 NC 0.5 gb:BB341122 /DB_XREF=gi:16404505 /DB_XREF=BB341122 /CLONE=B930030E13 /FEA=EST /CNT=4 /TID=Mm.125693.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441493_at 10.8 12.4 A A 0.21 0.21 0.5 NC 0.15 gb:BB199103 /DB_XREF=gi:16271265 /DB_XREF=BB199103 /CLONE=A430011G18 /FEA=EST /CNT=4 /TID=Mm.207549.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441525_at 1.2 1.9 A A 0.91 0.85 0.5 NC 0.2 gb:AV280291 /DB_XREF=gi:16391404 /DB_XREF=AV280291 /CLONE=4933413H15 /FEA=EST /CNT=4 /TID=Mm.84941.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441541_at 10.7 9.7 A A 0.24 0.08 0.5 NC 0.06 gb:BB533719 /DB_XREF=gi:16446290 /DB_XREF=BB533719 /CLONE=E030031J08 /FEA=EST /CNT=4 /TID=Mm.90239.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441558_at 10.9 15.5 P P 0.00415 0.001953 0.5 NC 0.23 gb:BB472163 /DB_XREF=gi:16428016 /DB_XREF=BB472163 /CLONE=D230044B12 /FEA=EST /CNT=4 /TID=Mm.208600.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441560_at 0.6 1.2 A A 0.96 0.85 0.5 NC 0.17 gb:AV279527 /DB_XREF=gi:15405704 /DB_XREF=AV279527 /CLONE=4933408A16 /FEA=EST /CNT=4 /TID=Mm.179615.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441646_at 38 44.3 P P 0.03 0.01 0.5 NC 0.18 gb:BB250200 /DB_XREF=gi:16355768 /DB_XREF=BB250200 /CLONE=A730039F23 /FEA=EST /CNT=4 /TID=Mm.7730.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441665_at 9.9 15.2 A A 0.27 0.12 0.5 NC 0.02 gb:C79125 /DB_XREF=gi:2519455 /DB_XREF=C79125 /CLONE=J0060G12 /FEA=EST /CNT=4 /TID=Mm.219789.1 /TIER=ConsEnd /STK=4 /UG=Mm.21978
MOE430_2_1441668_at 34.6 45.4 A A 0.39 0.27 0.5 NC 0.09 gb:BB155504 /DB_XREF=gi:16268262 /DB_XREF=BB155504 /CLONE=A130026G10 /FEA=EST /CNT=4 /TID=Mm.214776.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441703_at 10.5 22.5 A A 0.24 0.06 0.5 NC 0.29 gb:BI133496 /DB_XREF=gi:14583744 /DB_XREF=UI-M-BH3-brx-g-07-0-UI.s1 /CLONE=UI-M-BH3-brx-g-07-0-UI /FEA=EST /CNT=4 /TID=Mm.78563.1 /
MOE430_2_1441709_at 18.3 22.9 A A 0.14 0.11 0.5 NC 0.2 gb:BB771579 /DB_XREF=gi:16213286 /DB_XREF=BB771579 /CLONE=G370131J09 /FEA=EST /CNT=4 /TID=Mm.211301.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441710_at 1.3 1.4 A A 0.9 0.78 0.5 NC 0.05 gb:BE952918 /DB_XREF=gi:10593891 /DB_XREF=UI-M-BH4-azm-e-07-0-UI.s1 /CLONE=UI-M-BH4-azm-e-07-0-UI /FEA=EST /CNT=4 /TID=Mm.54172.
MOE430_2_1441719_at 1 0.9 A A 0.75 0.85 0.5 NC 0.22 gb:BE648293 /DB_XREF=gi:9974114 /DB_XREF=UI-M-BH2.2-aow-e-01-0-UI.r1 /CLONE=UI-M-BH2.2-aow-e-01-0-UI /FEA=EST /CNT=4 /TID=Mm.13890
MOE430_2_1441720_at 38.7 57.7 P P 0.00415 0.001953 0.5 NC 0.003699 gb:AW494359 /DB_XREF=gi:7064640 /DB_XREF=UI-M-BH3-aul-e-04-0-UI.s1 /CLONE=UI-M-BH3-aul-e-04-0-UI /FEA=EST /CNT=4 /TID=Mm.102324.1 /
MOE430_2_1441729_at 10.1 8 A A 0.21 0.11 0.5 NC 0.07 gb:AW493322 /DB_XREF=gi:7063603 /DB_XREF=UI-M-BH3-aua-h-10-0-UI.s1 /CLONE=UI-M-BH3-aua-h-10-0-UI /FEA=EST /CNT=4 /TID=Mm.39825.1 /
MOE430_2_1441731_at 0.8 1.7 A A 0.79 0.6 0.5 NC 0.2 gb:BE956995 /DB_XREF=gi:10602099 /DB_XREF=UI-M-BG2-bbq-f-07-0-UI.s1 /CLONE=UI-M-BG2-bbq-f-07-0-UI /FEA=EST /CNT=4 /TID=Mm.100103.1
MOE430_2_1441779_at 17.9 21.4 A P 0.08 0.03 0.5 NC 0.24 gb:BB750043 /DB_XREF=gi:16154279 /DB_XREF=BB750043 /CLONE=G130001J21 /FEA=EST /CNT=4 /TID=Mm.118349.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441810_at 1.1 2.1 A A 0.88 0.69 0.5 NC 0.05 gb:BM877939 /DB_XREF=gi:19245605 /DB_XREF=if44e10.x1 /CLONE=IMAGE: /FEA=EST /CNT=4 /TID=Mm.202525.1 /TIER=ConsEnd /STK=4 /UG=Mm.20
MOE430_2_1441821_at 5.6 9.2 A P 0.3 0.03 0.5 NC 0.06 gb:BM200773 /DB_XREF=gi:17754221 /DB_XREF=C0215H11-3 /CLONE=C0215H11 /FEA=EST /CNT=4 /TID=Mm.216221.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441831_x_ 17 19.3 A A 0.12 0.19 0.5 NC 0.06 gb:BB377664 /DB_XREF=gi:9090501 /DB_XREF=BB377664 /CLONE=C130090D12 /FEA=EST /CNT=4 /TID=Mm.169107.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441925_at 0.8 0.8 A A 0.9 0.53 0.5 NC 0.5 gb:BB310931 /DB_XREF=gi:9011636 /DB_XREF=BB310931 /CLONE=B230319K03 /FEA=EST /CNT=4 /TID=Mm.169489.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441981_at 0.5 0.6 A A 0.71 0.9 0.5 NC 0.79 gb:BB149675 /DB_XREF=gi:16267839 /DB_XREF=BB149675 /CLONE=9930125O20 /FEA=EST /CNT=14 /TID=Mm.106867.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442020_at 1.1 1.3 A A 0.93 0.88 0.5 NC 0.11 gb:BB506114 /DB_XREF=gi:16442826 /DB_XREF=BB506114 /CLONE=D730006F09 /FEA=EST /CNT=8 /TID=Mm.117543.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442099_at 13 14.4 A P 0.12 0.01 0.5 NC 0.06 gb:BM227490 /DB_XREF=gi:17789807 /DB_XREF=K0244D05-3 /CLONE=K0244D05 /FEA=EST /CNT=6 /TID=Mm.171183.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442131_at 4.9 9.9 A A 0.43 0.33 0.5 NC 0.5 gb:BF152906 /DB_XREF=gi:11034301 /DB_XREF=uz97f05.x1 /CLONE=IMAGE:3809433 /FEA=EST /CNT=6 /TID=Mm.148853.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442141_at 94.3 121.8 P P 0.00415 0.008057 0.5 NC 0.005933 gb:BF662057 /DB_XREF=gi:11927191 /DB_XREF=maa62a11.x1 /CLONE=IMAGE:3821109 /FEA=EST /CNT=12 /TID=Mm.88727.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442163_at 13.9 25.8 P P 0.000732 0.001221 0.5 NC 0.15 gb:BG070640 /DB_XREF=gi:12553209 /DB_XREF=H3089E08-3 /CLONE=H3089E08 /FEA=EST /CNT=7 /TID=Mm.26223.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442240_at 16.6 25.1 A P 0.06 0.00293 0.5 NC 0.004481 gb:BB294970 /DB_XREF=gi:16401784 /DB_XREF=BB294970 /CLONE=B130032J03 /FEA=EST /CNT=5 /TID=Mm.165067.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442274_at 1.7 1.8 A A 0.87 0.72 0.5 NC 0.29 gb:BB054699 /DB_XREF=gi:15404143 /DB_XREF=BB054699 /CLONE=6720473D05 /FEA=EST /CNT=5 /TID=Mm.114503.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442284_at 32.2 29.8 P P 0.02 0.03 0.5 NC 0.06 gb:BB474030 /DB_XREF=gi:16439806 /DB_XREF=BB474030 /CLONE=D330004F22 /FEA=EST /CNT=5 /TID=Mm.130596.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442298_at 29.7 53.9 P P 0.01 0.00415 0.5 NC 0.06 gb:AI426427 /DB_XREF=gi:4272353 /DB_XREF=ml86b09.x1 /CLONE=IMAGE:518873 /FEA=EST /CNT=5 /TID=Mm.31071.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442305_at 7.7 12 A A 0.08 0.19 0.5 NC 0.5 gb:AI849247 /DB_XREF=gi:5493153 /DB_XREF=UI-M-AJ1-agz-e-04-0-UI.s1 /CLONE=UI-M-AJ1-agz-e-04-0-UI /FEA=EST /CNT=5 /TID=Mm.24111.1 /T
MOE430_2_1442311_at 26.7 31.8 A P 0.06 0.01 0.5 NC 0.02 gb:BM199880 /DB_XREF=gi:17752924 /DB_XREF=C0202A10-3 /CLONE=C0202A10 /FEA=EST /CNT=5 /TID=Mm.63528.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442317_at 23.7 26.3 A M 0.08 0.05 0.5 NC 0.25 gb:BM293514 /DB_XREF=gi:18021601 /DB_XREF=C0308C05-3 /CLONE=C0308C05 /FEA=EST /CNT=5 /TID=Mm.38060.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442337_at 0.9 1.5 A A 0.98 0.82 0.5 NC 0.21 gb:BE979874 /DB_XREF=gi:10647227 /DB_XREF=UI-M-BG2-bca-d-12-0-UI.s1 /CLONE=UI-M-BG2-bca-d-12-0-UI /FEA=EST /CNT=5 /TID=Mm.151117.
MOE430_2_1442349_at 11.2 10.2 P A 0.00415 0.12 0.5 NC 0.41 gb:AI526947 /DB_XREF=gi:4441082 /DB_XREF=uj48c11.x1 /CLONE=IMAGE:1923188 /FEA=EST /CNT=8 /TID=Mm.216628.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442372_at 14.2 30.9 A P 0.06 0.000244 0.5 I 0.000492 gb:BB160563 /DB_XREF=gi:16268568 /DB_XREF=BB160563 /CLONE=A130053O07 /FEA=EST /CNT=6 /TID=Mm.120676.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442402_at 14.8 18.4 A P 0.14 0.00415 0.5 NC 0.25 gb:BB110728 /DB_XREF=gi:16261654 /DB_XREF=BB110728 /CLONE=9530026H17 /FEA=EST /CNT=5 /TID=Mm.162046.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442546_at 3.8 6.9 A A 0.32 0.24 0.5 NC 0.24 gb:BB667615 /DB_XREF=gi:16399064 /DB_XREF=BB667615 /CLONE=C730027H18 /FEA=EST /CNT=4 /TID=Mm.211663.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442558_at 6.6 7 A A 0.17 0.3 0.5 NC 0.37 gb:BB180191 /DB_XREF=gi:16269992 /DB_XREF=BB180191 /CLONE=A230083A21 /FEA=EST /CNT=4 /TID=Mm.101057.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442579_at 7.9 8 A A 0.19 0.17 0.5 NC 0.29 gb:BB306259 /DB_XREF=gi:16402201 /DB_XREF=BB306259 /CLONE=B230207H05 /FEA=EST /CNT=4 /TID=Mm.207369.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442580_at 0.6 0.3 A A 0.96 0.87 0.5 NC 0.19 gb:BB114202 /DB_XREF=gi:15408066 /DB_XREF=BB114202 /CLONE=9530045B02 /FEA=EST /CNT=4 /TID=Mm.184170.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442724_at 10.4 18.5 A A 0.3 0.19 0.5 NC 0.09 gb:AW120464 /DB_XREF=gi:6095797 /DB_XREF=UI-M-BH1-ami-a-07-0-UI.s2 /CLONE=UI-M-BH1-ami-a-07-0-UI /FEA=EST /CNT=4 /TID=Mm.54156.1 /
MOE430_2_1442727_at 3.4 4.6 A A 0.3 0.21 0.5 NC 0.42 gb:BG081571 /DB_XREF=gi:12564139 /DB_XREF=H3066F10-5 /CLONE=H3066F10 /FEA=EST /CNT=4 /TID=Mm.173601.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442754_at 0.4 0.7 A A 0.99 0.96 0.5 NC 0.48 gb:BE692283 /DB_XREF=gi:10079907 /DB_XREF=ut27d05.x1 /CLONE=IMAGE:3329097 /FEA=EST /CNT=4 /TID=Mm.135676.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442756_at 9.5 14.4 A A 0.29 0.14 0.5 NC 0.06 gb:BB731013 /DB_XREF=gi:16114288 /DB_XREF=BB731013 /CLONE=E970002P17 /FEA=EST /CNT=4 /TID=Mm.212399.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442796_at 1.3 2.7 A A 0.78 0.8 0.5 NC 0.55 gb:AV260166 /DB_XREF=gi:6247625 /DB_XREF=AV260166 /CLONE=4930412A22 /FEA=EST /CNT=4 /TID=Mm.84242.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442838_at 11 23 A A 0.27 0.14 0.5 NC 0.5 gb:AV267989 /DB_XREF=gi:16389609 /DB_XREF=AV267989 /CLONE=4930532C19 /FEA=EST /CNT=4 /TID=Mm.55970.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442841_at 12.6 15.8 A A 0.26 0.43 0.5 NC 0.05 gb:BG071881 /DB_XREF=gi:12554450 /DB_XREF=H3104C01-3 /CLONE=H3104C01 /FEA=EST /CNT=4 /TID=Mm.26886.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442852_at 3.1 2.6 A A 0.78 0.72 0.5 NC 0.3 gb:BG071417 /DB_XREF=gi:12553986 /DB_XREF=H3098F11-3 /CLONE=H3098F11 /FEA=EST /CNT=4 /TID=Mm.173884.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442860_at 0.1 0.2 A A 0.87 0.93 0.5 NC 0.5 gb:BB429621 /DB_XREF=gi:16424007 /DB_XREF=BB429621 /CLONE=C630029D13 /FEA=EST /CNT=4 /TID=Mm.208793.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442886_at 19.5 39.1 P P 0.000244 0.001953 0.5 NC 0.06 gb:BB667153 /DB_XREF=gi:16398602 /DB_XREF=BB667153 /CLONE=4222403J09 /FEA=EST /CNT=4 /TID=Mm.107289.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442983_at 24.8 43.5 A A 0.21 0.14 0.5 NC 0.39 gb:AW546130 /DB_XREF=gi:7191537 /DB_XREF=L0004A07-3 /CLONE=L0004A07 /FEA=EST /CNT=3 /TID=Mm.161581.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442993_at 3.2 3.7 A A 0.85 0.66 0.5 NC 0.42 gb:BG069775 /DB_XREF=gi:12552344 /DB_XREF=H3080A03-3 /CLONE=H3080A03 /FEA=EST /CNT=3 /TID=Mm.164967.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443048_at 13.5 33.6 A A 0.09 0.14 0.5 NC 0.5 gb:BB387658 /DB_XREF=gi:16408540 /DB_XREF=BB387658 /CLONE=C230052K08 /FEA=EST /CNT=3 /TID=Mm.208998.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443063_at 2.1 2.6 A A 0.78 0.53 0.5 NC 0.2 gb:BB546230 /DB_XREF=gi:16447435 /DB_XREF=BB546230 /CLONE=E130309A10 /FEA=EST /CNT=3 /TID=Mm.138350.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443080_at 15 17.6 A A 0.19 0.11 0.5 NC 0.09 gb:BB151599 /DB_XREF=gi:16267946 /DB_XREF=BB151599 /CLONE=A030014I05 /FEA=EST /CNT=3 /TID=Mm.137926.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443082_at 10.7 13.4 A A 0.39 0.21 0.5 NC 0.01 gb:BB342968 /DB_XREF=gi:16404605 /DB_XREF=BB342968 /CLONE=B930041J07 /FEA=EST /CNT=3 /TID=Mm.218852.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443125_at 8 13 A A 0.39 0.46 0.5 NC 0.5 gb:AV351572 /DB_XREF=gi:15406696 /DB_XREF=AV351572 /CLONE=6720416K24 /FEA=EST /CNT=3 /TID=Mm.209265.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443155_at 9.3 11.9 A A 0.24 0.43 0.5 NC 0.39 gb:AW553627 /DB_XREF=gi:7199050 /DB_XREF=L0229F08-3 /CLONE=L0229F08 /FEA=EST /CNT=3 /TID=Mm.215308.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443156_at 7 10.4 A A 0.17 0.21 0.5 NC 0.5 gb:BM120889 /DB_XREF=gi:17088915 /DB_XREF=L0945D05-3 /CLONE=L0945D05 /FEA=EST /CNT=3 /TID=Mm.217889.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443161_at 76.8 103.4 P P 0.000732 0.000732 0.5 NC 0.16 gb:BM240648 /DB_XREF=gi:17875918 /DB_XREF=K0605C04-3 /CLONE=K0605C04 /FEA=EST /CNT=3 /TID=Mm.216164.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443189_at 0.5 0.7 A A 0.98 0.96 0.5 NC 0.3 gb:BB307266 /DB_XREF=gi:16402282 /DB_XREF=BB307266 /CLONE=B230213K05 /FEA=EST /CNT=3 /TID=Mm.125624.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443226_at 13.2 10.3 A A 0.11 0.14 0.5 NC 0.44 gb:AV319129 /DB_XREF=gi:16394804 /DB_XREF=AV319129 /CLONE=6030404E18 /FEA=EST /CNT=3 /TID=Mm.208619.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443293_at 8.9 20.7 P P 0.04 0.001953 0.5 NC 0.03 gb:BB373874 /DB_XREF=gi:16407218 /DB_XREF=BB373874 /CLONE=C130072F22 /FEA=EST /CNT=3 /TID=Mm.208904.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443335_at 18.3 28.3 P P 0.01 0.01 0.5 NC 0.19 gb:BB481555 /DB_XREF=gi:16440821 /DB_XREF=BB481555 /CLONE=D430004J07 /FEA=EST /CNT=3 /TID=Mm.134891.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1443341_at 12.8 15.2 P P 0.01 0.001953 0.5 NC 0.46 gb:BM231350 /DB_XREF=gi:17866620 /DB_XREF=K0308F06-3 /CLONE=K0308F06 /FEA=EST /CNT=3 /TID=Mm.214664.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443396_at 36.4 51.8 P P 0.001953 0.000732 0.5 NC 0.13 gb:BB128242 /DB_XREF=gi:16262414 /DB_XREF=BB128242 /CLONE=9630028N05 /FEA=EST /CNT=3 /TID=Mm.194430.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443475_at 1.1 2.2 A A 0.93 0.62 0.5 NC 0.09 gb:BI990622 /DB_XREF=gi:17961636 /DB_XREF=4073-48 /FEA=EST /CNT=3 /TID=Mm.39245.1 /TIER=ConsEnd /STK=3 /UG=Mm.39245 /UG_TITLE=ESTs
MOE430_2_1443515_at 6.8 10 M M 0.05 0.05 0.5 NC 0.41 gb:BE985708 /DB_XREF=gi:10659293 /DB_XREF=UI-M-CG0p-bga-e-02-0-UI.s1 /CLONE=UI-M-CG0p-bga-e-02-0-UI /FEA=EST /CNT=3 /TID=Mm.44629
MOE430_2_1443551_at 4.9 6.1 A A 0.39 0.36 0.5 NC 0.35 gb:BB216071 /DB_XREF=gi:15410135 /DB_XREF=BB216071 /CLONE=A530030L14 /FEA=EST /CNT=3 /TID=Mm.208020.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443564_at 2.2 5 A A 0.5 0.36 0.5 NC 0.44 gb:C77185 /DB_XREF=gi:2517515 /DB_XREF=C77185 /CLONE=J0027B04 /FEA=EST /CNT=3 /TID=Mm.210500.1 /TIER=ConsEnd /STK=3 /UG=Mm.21050
MOE430_2_1443573_at 21.1 28.6 A A 0.17 0.09 0.5 NC 0.002753 gb:AI956938 /DB_XREF=gi:5749647 /DB_XREF=ul70h07.x1 /CLONE=IMAGE:2135965 /FEA=EST /CNT=3 /TID=Mm.218339.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443598_at 11.2 18.3 P P 0.008057 0.001221 0.5 NC 0.04 gb:BB702472 /DB_XREF=gi:16051296 /DB_XREF=BB702472 /CLONE=7420441K14 /FEA=EST /CNT=3 /TID=Mm.188949.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443605_at 0.5 0.9 A A 0.92 0.72 0.5 NC 0.02 gb:BG066972 /DB_XREF=gi:12549541 /DB_XREF=H3049B06-3 /CLONE=H3049B06 /FEA=EST /CNT=3 /TID=Mm.16910.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443683_at 2.8 2.2 A A 0.43 0.36 0.5 NC 0.005933 gb:BE979550 /DB_XREF=gi:10646576 /DB_XREF=UI-M-BG2-bby-d-12-0-UI.s1 /CLONE=UI-M-BG2-bby-d-12-0-UI /FEA=EST /CNT=3 /TID=Mm.48728.1
MOE430_2_1443735_at 10.8 7.8 P A 0.04 0.14 0.5 NC 0.5 gb:AV111366 /DB_XREF=gi:5265446 /DB_XREF=AV111366 /CLONE=2610001G14 /FEA=EST /CNT=3 /TID=Mm.34545.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443799_at 4 2.6 A A 0.27 0.39 0.5 NC 0.39 gb:AV348753 /DB_XREF=gi:6389812 /DB_XREF=AV348753 /CLONE=6430711C21 /FEA=EST /CNT=3 /TID=Mm.87669.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443938_at 0.6 1.5 A A 0.87 0.69 0.5 NC 0.02 gb:AW045604 /DB_XREF=gi:5906133 /DB_XREF=UI-M-BH1-alg-b-01-0-UI.s1 /CLONE=UI-M-BH1-alg-b-01-0-UI /FEA=EST /CNT=10 /TID=Mm.57259.2 /
MOE430_2_1443939_at 47.5 72.7 A A 0.3 0.11 0.5 MI 0.002032 gb:BF021397 /DB_XREF=gi:10752661 /DB_XREF=ux56b05.x1 /CLONE=IMAGE:3514257 /FEA=EST /CNT=9 /TID=Mm.35603.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1443948_at 117.6 157 P P 0.000244 0.000244 0.5 I 0.000147 gb:BB771921 /DB_XREF=gi:16213612 /DB_XREF=BB771921 /CLONE=G370138I06 /FEA=EST /CNT=8 /TID=Mm.216292.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443955_at 31.4 48.8 P P 0.000732 0.001953 0.5 NC 0.46 gb:BG074246 /DB_XREF=gi:12556815 /DB_XREF=H3132F07-3 /CLONE=H3132F07 /FEA=EST /CNT=7 /TID=Mm.153242.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443960_at 18.5 22.9 P P 0.04 0.03 0.5 NC 0.22 gb:BQ175377 /DB_XREF=gi:20350869 /DB_XREF=UI-M-DJ2-bwc-n-01-0-UI.s1 /CLONE=UI-M-DJ2-bwc-n-01-0-UI /FEA=EST /CNT=7 /TID=Mm.39467.1
MOE430_2_1444018_at 30 41.4 P P 0.001953 0.001953 0.5 NC 0.02 gb:BB794854 /DB_XREF=gi:16964473 /DB_XREF=BB794854 /CLONE=G431002C23 /FEA=EST /CNT=6 /TID=Mm.136072.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444042_at 9.1 11.1 A A 0.21 0.19 0.5 NC 0.14 gb:BM938758 /DB_XREF=gi:19397905 /DB_XREF=UI-M-CG0p-bff-c-04-0-UI.r1 /CLONE=UI-M-CG0p-bff-c-04-0-UI /FEA=EST /CNT=6 /TID=Mm.83641.
MOE430_2_1444045_at 11.4 12.4 A A 0.43 0.07 0.5 NC 0.04 gb:BM218007 /DB_XREF=gi:17777397 /DB_XREF=C0905B05-3 /CLONE=C0905B05 /FEA=EST /CNT=6 /TID=Mm.37399.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444072_at 18.1 28.1 P P 0.000732 0.001953 0.5 NC 0.24 gb:AW123332 /DB_XREF=gi:6098862 /DB_XREF=UI-M-BH2.1-apf-c-06-0-UI.s1 /CLONE=UI-M-BH2.1-apf-c-06-0-UI /FEA=EST /CNT=7 /TID=Mm.46860
MOE430_2_1444149_at 18.2 19.9 A A 0.36 0.39 0.5 NC 0.22 gb:AW048534 /DB_XREF=gi:5909063 /DB_XREF=UI-M-BH1-alx-b-11-0-UI.s1 /CLONE=UI-M-BH1-alx-b-11-0-UI /FEA=EST /CNT=5 /TID=Mm.30698.1 /T
MOE430_2_1444181_at 0.5 0.6 A A 0.91 0.93 0.5 NC 0.53 gb:BB500131 /DB_XREF=gi:16442274 /DB_XREF=BB500131 /CLONE=D630024P16 /FEA=EST /CNT=5 /TID=Mm.169578.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444188_at 8 13.8 A A 0.17 0.12 0.5 NC 0.16 gb:AI551516 /DB_XREF=gi:4483879 /DB_XREF=vo55h04.x1 /CLONE=IMAGE:1053847 /FEA=EST /CNT=5 /TID=Mm.187017.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444253_at 0.2 1.4 A A 0.78 0.66 0.5 NC 0.5 gb:BM117857 /DB_XREF=gi:17080875 /DB_XREF=L0857C03-3 /CLONE=L0857C03 /FEA=EST /CNT=6 /TID=Mm.216545.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444289_at 89.5 143.8 P P 0.000732 0.000244 0.5 I 0.00002 gb:BB810787 /DB_XREF=gi:16983416 /DB_XREF=BB810787 /CLONE=G730006O05 /FEA=EST /CNT=5 /TID=Mm.34543.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444342_at 13.8 21.5 P P 0.02 0.001953 0.5 NC 0.21 gb:BB162912 /DB_XREF=gi:16268729 /DB_XREF=BB162912 /CLONE=A130070D12 /FEA=EST /CNT=4 /TID=Mm.120749.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444357_at 9.2 10.6 A P 0.39 0.03 0.5 NC 0.1 gb:BE982944 /DB_XREF=gi:10653616 /DB_XREF=UI-M-CG0p-bfl-b-09-0-UI.s1 /CLONE=UI-M-CG0p-bfl-b-09-0-UI /FEA=EST /CNT=4 /TID=Mm.151464
MOE430_2_1444360_at 10 17.6 P P 0.02 0.00415 0.5 NC 0.07 gb:BG066329 /DB_XREF=gi:12548898 /DB_XREF=H3041F11-3 /CLONE=H3041F11 /FEA=EST /CNT=4 /TID=Mm.173814.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444389_at 8.6 11.3 A A 0.5 0.3 0.5 NC 0.09 gb:BG067295 /DB_XREF=gi:12549864 /DB_XREF=H3052G06-3 /CLONE=H3052G06 /FEA=EST /CNT=4 /TID=Mm.195373.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444423_at 4.1 4.3 A A 0.78 0.69 0.5 NC 0.35 gb:BE947508 /DB_XREF=gi:10525267 /DB_XREF=UI-M-BH3-axc-c-12-0-UI.s1 /CLONE=UI-M-BH3-axc-c-12-0-UI /FEA=EST /CNT=4 /TID=Mm.150366.
MOE430_2_1444427_at 1 2.4 A A 0.95 0.8 0.5 NC 0.03 gb:BB527125 /DB_XREF=gi:16444431 /DB_XREF=BB527125 /CLONE=D930038D03 /FEA=EST /CNT=4 /TID=Mm.99517.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444510_at 2 3.1 A A 0.66 0.36 0.5 NC 0.04 gb:AI838462 /DB_XREF=gi:5472675 /DB_XREF=UI-M-AJ0-aba-f-08-0-UI.s1 /CLONE=UI-M-AJ0-aba-f-08-0-UI /FEA=EST /CNT=4 /TID=Mm.150456.1 /T
MOE430_2_1444514_at 6 10.7 A A 0.45 0.36 0.5 NC 0.5 gb:BM934562 /DB_XREF=gi:19393714 /DB_XREF=UI-M-BH3-aqq-c-07-0-UI.r1 /CLONE=UI-M-BH3-aqq-c-07-0-UI /FEA=EST /CNT=4 /TID=Mm.153061.
MOE430_2_1444520_at 5.8 8.9 A A 0.36 0.24 0.5 NC 0.48 gb:AW324422 /DB_XREF=gi:6758447 /DB_XREF=uo29b06.x1 /CLONE=IMAGE:2616275 /FEA=EST /CNT=4 /TID=Mm.32035.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444528_at 18.2 13.4 P P 0.00293 0.001953 0.5 NC 0.44 gb:AV367169 /DB_XREF=gi:16397696 /DB_XREF=AV367169 /CLONE=8430428I21 /FEA=EST /CNT=4 /TID=Mm.181879.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444532_at 0.6 0.9 A A 0.88 0.88 0.5 NC 0.11 gb:BM293428 /DB_XREF=gi:18021515 /DB_XREF=C0304B01-3 /CLONE=C0304B01 /FEA=EST /CNT=4 /TID=Mm.218203.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444535_at 10.4 14.8 A A 0.09 0.09 0.5 NC 0.39 gb:BB106520 /DB_XREF=gi:16261505 /DB_XREF=BB106520 /CLONE=9530001M05 /FEA=EST /CNT=4 /TID=Mm.162467.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444570_at 10 15.8 P P 0.03 0.03 0.5 NC 0.03 gb:BF321297 /DB_XREF=gi:11270408 /DB_XREF=uz61a02.x1 /CLONE=IMAGE:3673514 /FEA=EST /CNT=4 /TID=Mm.31035.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444603_at 7.4 7.5 A A 0.43 0.17 0.5 NC 0.28 gb:AI648973 /DB_XREF=gi:4729807 /DB_XREF=uk33f01.x1 /CLONE=IMAGE:1970809 /FEA=EST /CNT=4 /TID=Mm.74819.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444610_at 1.1 0.8 A A 0.78 0.8 0.5 NC 0.19 gb:BM935986 /DB_XREF=gi:19395138 /DB_XREF=UI-M-BZ1-bdq-f-11-0-UI.r1 /CLONE=UI-M-BZ1-bdq-f-11-0-UI /FEA=EST /CNT=4 /TID=Mm.39167.1 /
MOE430_2_1444642_at 4.8 8.2 A A 0.6 0.46 0.5 NC 0.5 gb:BB180448 /DB_XREF=gi:8839531 /DB_XREF=BB180448 /CLONE=A230084O05 /FEA=EST /CNT=5 /TID=Mm.44781.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444685_at 1.7 1.7 A A 0.93 0.91 0.5 NC 0.05 gb:BB390651 /DB_XREF=gi:16408845 /DB_XREF=BB390651 /CLONE=C230070J15 /FEA=EST /CNT=4 /TID=Mm.208357.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444699_at 7.8 11.5 A A 0.21 0.17 0.5 NC 0.21 gb:AW540332 /DB_XREF=gi:7182749 /DB_XREF=C0131D11-3 /CLONE=C0131D11 /FEA=EST /CNT=4 /TID=Mm.214586.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444702_at 2.3 1.7 A A 0.66 0.66 0.5 NC 0.35 gb:AV381472 /DB_XREF=gi:16398321 /DB_XREF=AV381472 /CLONE=9230116A06 /FEA=EST /CNT=4 /TID=Mm.99727.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444717_at 15.6 26.8 P P 0.01 0.03 0.5 NC 0.08 gb:AV356898 /DB_XREF=gi:16397395 /DB_XREF=AV356898 /CLONE=7330443G11 /FEA=EST /CNT=4 /TID=Mm.127888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444795_at 5.2 20.9 A A 0.42 0.09 0.5 NC 0.04 gb:BG070359 /DB_XREF=gi:12552928 /DB_XREF=H3086E05-3 /CLONE=H3086E05 /FEA=EST /CNT=3 /TID=Mm.25933.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444842_at 15 26.3 P P 0.01 0.01 0.5 NC 0.5 gb:BG076005 /DB_XREF=gi:12558574 /DB_XREF=H3154D09-3 /CLONE=H3154D09 /FEA=EST /CNT=3 /TID=Mm.196877.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444876_at 14.4 20.5 A A 0.08 0.09 0.5 NC 0.49 gb:BM203195 /DB_XREF=gi:17757653 /DB_XREF=C0250F05-3 /CLONE=C0250F05 /FEA=EST /CNT=3 /TID=Mm.216440.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444881_at 12.5 12.9 A A 0.11 0.14 0.5 NC 0.5 gb:C77893 /DB_XREF=gi:2518223 /DB_XREF=C77893 /CLONE=J0039D02 /FEA=EST /CNT=3 /TID=Mm.172669.1 /TIER=ConsEnd /STK=2 /UG=Mm.17266
MOE430_2_1444948_at 7.7 10.4 A A 0.3 0.17 0.5 NC 0.45 gb:BG067885 /DB_XREF=gi:12550454 /DB_XREF=H3059C10-3 /CLONE=H3059C10 /FEA=EST /CNT=3 /TID=Mm.173094.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444991_at 2.8 4.8 A A 0.5 0.63 0.5 NC 0.5 gb:BG069523 /DB_XREF=gi:12552092 /DB_XREF=H3077C08-3 /CLONE=H3077C08 /FEA=EST /CNT=3 /TID=Mm.173417.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444993_at 4 6.4 A A 0.24 0.17 0.5 NC 0.34 gb:BG071399 /DB_XREF=gi:12553968 /DB_XREF=H3098D06-3 /CLONE=H3098D06 /FEA=EST /CNT=3 /TID=Mm.26813.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445084_at 1.3 1.6 A A 0.8 0.87 0.5 NC 0.37 gb:BG069039 /DB_XREF=gi:12551608 /DB_XREF=H3072A10-3 /CLONE=H3072A10 /FEA=EST /CNT=3 /TID=Mm.173747.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445092_at 1.8 4.2 A A 0.56 0.5 0.5 NC 0.55 gb:AW557930 /DB_XREF=gi:7203359 /DB_XREF=L0288D09-3 /CLONE=L0288D09 /FEA=EST /CNT=3 /TID=Mm.182851.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445125_at 8.7 14.4 A A 0.36 0.24 0.5 NC 0.44 gb:C77236 /DB_XREF=gi:2517566 /DB_XREF=C77236 /CLONE=J0027G12 /FEA=EST /CNT=3 /TID=Mm.5591.1 /TIER=ConsEnd /STK=2 /UG=Mm.5591 /L
MOE430_2_1445134_at 2.6 5.3 A A 0.75 0.66 0.5 NC 0.36 gb:BG094546 /DB_XREF=gi:12577109 /DB_XREF=ut78h02.x1 /CLONE=IMAGE:3334130 /FEA=EST /CNT=3 /TID=Mm.170145.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445170_at 16.2 22.9 A P 0.06 0.01 0.5 NC 0.005933 gb:AW488844 /DB_XREF=gi:7059154 /DB_XREF=UI-M-BH3-arz-g-04-0-UI.s1 /CLONE=UI-M-BH3-arz-g-04-0-UI /FEA=EST /CNT=3 /TID=Mm.70350.1 /
MOE430_2_1445175_at 13.1 20.9 A A 0.08 0.09 0.5 NC 0.5 gb:BB536129 /DB_XREF=gi:16446631 /DB_XREF=BB536129 /CLONE=E030047P15 /FEA=EST /CNT=3 /TID=Mm.136879.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445352_at 3.7 3.8 A A 0.39 0.3 0.5 NC 0.39 gb:BE980368 /DB_XREF=gi:10648236 /DB_XREF=UI-M-BG2-bch-h-04-0-UI.s1 /CLONE=UI-M-BG2-bch-h-04-0-UI /FEA=EST /CNT=3 /TID=Mm.151164
MOE430_2_1445401_at 1.2 4 A A 0.39 0.27 0.5 NC 0.5 gb:BG071181 /DB_XREF=gi:12553750 /DB_XREF=H3095F04-3 /CLONE=H3095F04 /FEA=EST /CNT=3 /TID=Mm.17532.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445415_at 0.4 1.2 A A 0.97 0.75 0.5 NC 0.08 gb:AW048415 /DB_XREF=gi:5908944 /DB_XREF=UI-M-BH1-alw-e-02-0-UI.s1 /CLONE=UI-M-BH1-alw-e-02-0-UI /FEA=EST /CNT=3 /TID=Mm.44680.1 /
MOE430_2_1445499_at 24.2 31.3 A P 0.14 0.01 0.5 NC 0.11 gb:BI986319 /DB_XREF=gi:17957267 /DB_XREF=3164-03 /FEA=EST /CNT=3 /TID=Mm.45578.1 /TIER=ConsEnd /STK=2 /UG=Mm.45578 /UG_TITLE=ESTs
MOE430_2_1445516_at 1.4 1.2 A A 0.72 0.84 0.5 NC 0.39 gb:BG068986 /DB_XREF=gi:12551555 /DB_XREF=H3071E02-3 /CLONE=H3071E02 /FEA=EST /CNT=3 /TID=Mm.173723.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445543_at 15.6 27.5 A P 0.12 0.00415 0.5 MI 0.002032 gb:AI428811 /DB_XREF=gi:4274737 /DB_XREF=mp37e10.x1 /CLONE=IMAGE:571434 /FEA=EST /CNT=3 /TID=Mm.181011.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445556_at 9.6 16.5 P A 0.01 0.09 0.5 NC 0.5 gb:BE952386 /DB_XREF=gi:10592792 /DB_XREF=UI-M-BH4-azn-b-02-0-UI.s1 /CLONE=UI-M-BH4-azn-b-02-0-UI /FEA=EST /CNT=3 /TID=Mm.138929.
MOE430_2_1445577_at 1.8 3.1 A A 0.87 0.75 0.5 NC 0.41 gb:AW493303 /DB_XREF=gi:7063584 /DB_XREF=UI-M-BH3-aua-g-01-0-UI.s1 /CLONE=UI-M-BH3-aua-g-01-0-UI /FEA=EST /CNT=3 /TID=Mm.102199.1
MOE430_2_1445632_at 18.9 22.3 A A 0.14 0.21 0.5 NC 0.2 gb:BB735612 /DB_XREF=gi:16134762 /DB_XREF=BB735612 /CLONE=F430004E13 /FEA=EST /CNT=3 /TID=Mm.156119.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445636_at 4.9 4.3 A A 0.56 0.56 0.5 NC 0.41 gb:AW121520 /DB_XREF=gi:6096853 /DB_XREF=UI-M-BH2.2-aop-c-06-0-UI.s1 /CLONE=UI-M-BH2.2-aop-c-06-0-UI /FEA=EST /CNT=3 /TID=Mm.15103
MOE430_2_1445637_at 0.6 0.6 A A 0.97 0.98 0.5 NC 0.4 gb:BE685663 /DB_XREF=gi:10073339 /DB_XREF=uu57a12.x1 /CLONE=IMAGE:3376030 /FEA=EST /CNT=3 /TID=Mm.138810.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445697_at 11.4 15.7 A P 0.06 0.01 0.5 NC 0.03 gb:AI594688 /DB_XREF=gi:4603736 /DB_XREF=vt56f09.x1 /CLONE=IMAGE:1167113 /FEA=EST /CNT=3 /TID=Mm.71894.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445727_at 8.6 12.9 A P 0.12 0.01 0.5 NC 0.29 gb:BB166188 /DB_XREF=gi:16268965 /DB_XREF=BB166188 /CLONE=A130086L21 /FEA=EST /CNT=4 /TID=Mm.212073.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445770_at 0.2 1.6 A A 0.6 0.6 0.5 NC 0.4 gb:BG070169 /DB_XREF=gi:12552738 /DB_XREF=H3084D12-3 /CLONE=H3084D12 /FEA=EST /CNT=3 /TID=Mm.173203.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445780_at 0.6 0.6 A A 0.9 0.91 0.5 NC 0.08 gb:BG067342 /DB_XREF=gi:12549911 /DB_XREF=H3053C12-3 /CLONE=H3053C12 /FEA=EST /CNT=3 /TID=Mm.173011.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445788_at 6.3 5.3 A A 0.78 0.5 0.5 NC 0.09 gb:BG068632 /DB_XREF=gi:12551201 /DB_XREF=H3067F08-3 /CLONE=H3067F08 /FEA=EST /CNT=3 /TID=Mm.104009.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445823_at 0.2 0.9 A A 0.99 0.9 0.5 NC 0.31 gb:BG066758 /DB_XREF=gi:12549327 /DB_XREF=H3046F01-3 /CLONE=H3046F01 /FEA=EST /CNT=3 /TID=Mm.172829.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445824_at 10.1 17.7 P P 0.00415 0.005859 0.5 NC 0.06 gb:AV276001 /DB_XREF=gi:16390768 /DB_XREF=AV276001 /CLONE=4932432D06 /FEA=EST /CNT=3 /TID=Mm.61078.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445850_at 10.3 12.1 A A 0.11 0.12 0.5 NC 0.5 gb:BB469215 /DB_XREF=gi:16427605 /DB_XREF=BB469215 /CLONE=D230023H18 /FEA=EST /CNT=3 /TID=Mm.209670.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445861_at 11.1 17.1 A A 0.33 0.08 0.5 NC 0.07 gb:BB452529 /DB_XREF=gi:16425682 /DB_XREF=BB452529 /CLONE=D130017N14 /FEA=EST /CNT=3 /TID=Mm.209239.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445883_at 15 20.5 P A 0.03 0.12 0.5 NC 0.5 gb:BB234090 /DB_XREF=gi:16354651 /DB_XREF=BB234090 /CLONE=A630047J05 /FEA=EST /CNT=3 /TID=Mm.208024.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445898_at 75.6 92.4 P P 0.000244 0.000244 0.5 NC 0.01 gb:AV311526 /DB_XREF=gi:16394257 /DB_XREF=AV311526 /CLONE=5730598G08 /FEA=EST /CNT=2 /TID=Mm.31933.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445901_at 6.3 7.8 A A 0.11 0.09 0.5 NC 0.33 gb:BG066483 /DB_XREF=gi:12549052 /DB_XREF=H3043E05-3 /CLONE=H3043E05 /FEA=EST /CNT=2 /TID=Mm.182390.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445904_at 6.5 5.3 A A 0.72 0.6 0.5 NC 0.3 gb:BG068586 /DB_XREF=gi:12551155 /DB_XREF=H3067B07-3 /CLONE=H3067B07 /FEA=EST /CNT=2 /TID=Mm.173612.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445938_at 0.5 0.5 A A 0.99 0.98 0.5 NC 0.8 gb:BB037457 /DB_XREF=gi:16258428 /DB_XREF=BB037457 /CLONE=5930427L02 /FEA=EST /CNT=2 /TID=Mm.207154.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445942_at 0.4 1 A A 0.96 0.8 0.5 NC 0.33 gb:BG070399 /DB_XREF=gi:12552968 /DB_XREF=H3086H10-3 /CLONE=H3086H10 /FEA=EST /CNT=2 /TID=Mm.173241.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445965_at 11.1 16.3 A A 0.11 0.17 0.5 NC 0.14 gb:BB037433 /DB_XREF=gi:16258427 /DB_XREF=BB037433 /CLONE=5930427H12 /FEA=EST /CNT=2 /TID=Mm.118888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445977_at 0.2 1.1 A A 0.99 0.88 0.5 NC 0.003355 gb:BG068400 /DB_XREF=gi:12550969 /DB_XREF=H3065A11-3 /CLONE=H3065A11 /FEA=EST /CNT=2 /TID=Mm.172140.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445981_at 2 4.5 A A 0.55 0.3 0.5 NC 0.45 gb:BG073361 /DB_XREF=gi:12555930 /DB_XREF=H3121G01-3 /CLONE=H3121G01 /FEA=EST /CNT=2 /TID=Mm.182649.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445989_at 0.6 2.5 A A 0.88 0.72 0.5 NC 0.11 gb:BG075336 /DB_XREF=gi:12557905 /DB_XREF=H3146A09-3 /CLONE=H3146A09 /FEA=EST /CNT=2 /TID=Mm.172091.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446037_at 3.8 9.4 A A 0.08 0.06 0.5 NC 0.5 gb:BG075413 /DB_XREF=gi:12557982 /DB_XREF=H3146H09-3 /CLONE=H3146H09 /FEA=EST /CNT=2 /TID=Mm.182801.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446041_at 0.6 1 A A 0.9 0.9 0.5 NC 0.54 gb:BB343268 /DB_XREF=gi:16404775 /DB_XREF=BB343268 /CLONE=B930044A10 /FEA=EST /CNT=2 /TID=Mm.40387.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446053_at 12.8 17.1 A P 0.09 0.03 0.5 NC 0.07 gb:BG065039 /DB_XREF=gi:12547602 /DB_XREF=H3026F11-3 /CLONE=H3026F11 /FEA=EST /CNT=2 /TID=Mm.197209.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446081_at 27.3 39.1 A A 0.27 0.17 0.5 NC 0.28 gb:BG064674 /DB_XREF=gi:12547237 /DB_XREF=H3022E12-3 /CLONE=H3022E12 /FEA=EST /CNT=2 /TID=Mm.197235.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446105_at 1.6 2.6 A A 0.69 0.56 0.5 NC 0.02 gb:BB540254 /DB_XREF=gi:16447115 /DB_XREF=BB540254 /CLONE=E130104I10 /FEA=EST /CNT=2 /TID=Mm.102189.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446113_at 1 2.1 A A 0.94 0.8 0.5 NC 0.08 gb:BG069057 /DB_XREF=gi:12551626 /DB_XREF=H3072C06-3 /CLONE=H3072C06 /FEA=EST /CNT=2 /TID=Mm.173753.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446124_at 5.5 8.6 A P 0.19 0.03 0.5 NC 0.5 gb:BG068964 /DB_XREF=gi:12551533 /DB_XREF=H3071C02-3 /CLONE=H3071C02 /FEA=EST /CNT=2 /TID=Mm.172155.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446143_at 8 17.8 A P 0.11 0.001953 0.5 NC 0.4 gb:BB238385 /DB_XREF=gi:16354948 /DB_XREF=BB238385 /CLONE=A630071G14 /FEA=EST /CNT=2 /TID=Mm.208356.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446163_at 6.9 11.2 A A 0.3 0.36 0.5 NC 0.5 gb:BB357842 /DB_XREF=gi:16405794 /DB_XREF=BB357842 /CLONE=C030024M13 /FEA=EST /CNT=2 /TID=Mm.126464.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446176_at 1.7 1.8 A A 0.63 0.56 0.5 NC 0.08 gb:BB425852 /DB_XREF=gi:16423628 /DB_XREF=BB425852 /CLONE=C530049D23 /FEA=EST /CNT=2 /TID=Mm.209105.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446177_at 0.7 1.2 A A 0.68 0.6 0.5 NC 0.48 gb:AV237475 /DB_XREF=gi:16386374 /DB_XREF=AV237475 /CLONE=4732421E14 /FEA=EST /CNT=2 /TID=Mm.212666.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446182_at 17.8 15.7 A P 0.11 0.01 0.5 NC 0.23 gb:BB451412 /DB_XREF=gi:16425550 /DB_XREF=BB451412 /CLONE=D130009P13 /FEA=EST /CNT=2 /TID=Mm.197257.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446204_at 8 15.3 A A 0.33 0.12 0.5 NC 0.5 gb:BB142014 /DB_XREF=gi:16267481 /DB_XREF=BB142014 /CLONE=9930013I03 /FEA=EST /CNT=2 /TID=Mm.215429.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446209_at 28.4 29.4 P P 0.01 0.005859 0.5 NC 0.02 gb:BG070039 /DB_XREF=gi:12552531 /DB_XREF=H3082A09-3 /CLONE=H3082A09 /FEA=EST /CNT=2 /TID=Mm.173463.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446244_at 22.6 30.7 P P 0.03 0.04 0.5 NC 0.14 gb:BB077439 /DB_XREF=gi:16260414 /DB_XREF=BB077439 /CLONE=9330140A08 /FEA=EST /CNT=2 /TID=Mm.183986.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446276_at 8.4 13.6 A A 0.27 0.17 0.5 NC 0.24 gb:BG076078 /DB_XREF=gi:12558647 /DB_XREF=H3155D06-3 /CLONE=H3155D06 /FEA=EST /CNT=2 /TID=Mm.103271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446286_at 3.4 0.9 A A 0.6 0.72 0.5 NC 0.41 gb:BB078994 /DB_XREF=gi:15406982 /DB_XREF=BB078994 /CLONE=9330156B22 /FEA=EST /CNT=2 /TID=Mm.119358.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446309_at 4.3 4.3 A A 0.3 0.33 0.5 NC 0.15 gb:BB466955 /DB_XREF=gi:16427301 /DB_XREF=BB466955 /CLONE=D230011J11 /FEA=EST /CNT=2 /TID=Mm.209350.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446349_at 3.4 5.9 A A 0.69 0.43 0.5 NC 0.12 gb:BB045041 /DB_XREF=gi:15403946 /DB_XREF=BB045041 /CLONE=6030491O12 /FEA=EST /CNT=2 /TID=Mm.208277.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446352_at 11.6 19.2 A A 0.39 0.19 0.5 NC 0.23 gb:BB070239 /DB_XREF=gi:16260074 /DB_XREF=BB070239 /CLONE=8030489M13 /FEA=EST /CNT=2 /TID=Mm.84798.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446380_at 6 15.1 A A 0.46 0.33 0.5 NC 0.12 gb:BB101151 /DB_XREF=gi:15407905 /DB_XREF=BB101151 /CLONE=9430076C15 /FEA=EST /CNT=2 /TID=Mm.207309.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446430_at 6 11.7 A A 0.12 0.06 0.5 NC 0.33 gb:BB178007 /DB_XREF=gi:16269860 /DB_XREF=BB178007 /CLONE=A230070L20 /FEA=EST /CNT=2 /TID=Mm.207694.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446468_at 0.2 0.8 A A 0.96 0.78 0.5 NC 0.13 gb:BG067266 /DB_XREF=gi:12549835 /DB_XREF=H3052D08-3 /CLONE=H3052D08 /FEA=EST /CNT=2 /TID=Mm.172991.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446503_at 14.8 19.1 M A 0.05 0.08 0.5 NC 0.21 gb:AV381845 /DB_XREF=gi:16398366 /DB_XREF=AV381845 /CLONE=9230119D06 /FEA=EST /CNT=2 /TID=Mm.207451.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446537_at 6.8 8.9 P P 0.001221 0.01 0.5 NC 0.41 gb:BB162318 /DB_XREF=gi:16268683 /DB_XREF=BB162318 /CLONE=A130066K21 /FEA=EST /CNT=2 /TID=Mm.215494.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446552_at 0.4 1.4 A A 0.96 0.88 0.5 NC 0.14 gb:BB503574 /DB_XREF=gi:16442627 /DB_XREF=BB503574 /CLONE=D630044B14 /FEA=EST /CNT=2 /TID=Mm.209611.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446562_at 5.4 8 A A 0.27 0.11 0.5 NC 0.05 gb:AW548149 /DB_XREF=gi:7193569 /DB_XREF=L0032A01-3 /CLONE=L0032A01 /FEA=EST /CNT=2 /TID=Mm.102855.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446675_at 1.1 1.5 A A 0.93 0.82 0.5 NC 0.57 gb:BB667305 /DB_XREF=gi:16398754 /DB_XREF=BB667305 /CLONE=7120465L11 /FEA=EST /CNT=2 /TID=Mm.221040.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446711_at 0.6 0.5 A A 0.91 0.87 0.5 NC 0.5 gb:BB165609 /DB_XREF=gi:16268907 /DB_XREF=BB165609 /CLONE=A130083L10 /FEA=EST /CNT=2 /TID=Mm.207610.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446717_at 1.5 1 A A 0.56 0.5 0.5 NC 0.11 gb:BG073491 /DB_XREF=gi:12556060 /DB_XREF=H3123B11-3 /CLONE=H3123B11 /FEA=EST /CNT=2 /TID=Mm.182656.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446735_at 11.1 17.3 A A 0.21 0.12 0.5 NC 0.48 gb:BB559054 /DB_XREF=gi:16448958 /DB_XREF=BB559054 /CLONE=E330037C07 /FEA=EST /CNT=2 /TID=Mm.172364.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446754_a_ 0.9 3.7 A A 0.99 0.75 0.5 NC 0.00712 gb:BM936191 /DB_XREF=gi:19395343 /DB_XREF=UI-M-CG0p-bqa-g-09-0-UI.r1 /CLONE=UI-M-CG0p-bqa-g-09-0-UI /FEA=EST /CNT=2 /TID=Mm.18593
MOE430_2_1446855_at 11.8 15.3 A A 0.29 0.36 0.5 NC 0.18 gb:AW546271 /DB_XREF=gi:7191679 /DB_XREF=L0005H09-3 /CLONE=L0005H09 /FEA=EST /CNT=2 /TID=Mm.182597.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446872_at 1.2 2.4 A A 0.72 0.68 0.5 NC 0.4 gb:AU021877 /DB_XREF=gi:3386836 /DB_XREF=AU021877 /CLONE=J0403E11 /FEA=EST /CNT=2 /TID=Mm.173483.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446945_at 1 1.4 A A 0.94 0.94 0.5 NC 0.26 gb:AW559129 /DB_XREF=gi:7204558 /DB_XREF=L0304E04-3 /CLONE=L0304E04 /FEA=EST /CNT=2 /TID=Mm.103304.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446952_at 3.2 5.4 A A 0.36 0.5 0.5 NC 0.5 gb:BG068105 /DB_XREF=gi:12550674 /DB_XREF=H3061G10-3 /CLONE=H3061G10 /FEA=EST /CNT=2 /TID=Mm.155218.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446963_at 13.4 21.4 A A 0.12 0.14 0.5 NC 0.08 gb:BM117069 /DB_XREF=gi:17080087 /DB_XREF=L0845H01-3 /CLONE=L0845H01 /FEA=EST /CNT=2 /TID=Mm.218133.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447006_at 11.1 16.3 A A 0.18 0.14 0.5 NC 0.49 gb:AU043294 /DB_XREF=gi:3978769 /DB_XREF=AU043294 /CLONE=J0902G08 /FEA=EST /CNT=2 /TID=Mm.172052.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447053_x_ 1237.6 1678.6 P P 0.00415 0.01 0.5 NC 0.005933 gb:AU022074 /DB_XREF=gi:3387033 /DB_XREF=AU022074 /CLONE=J0408A04 /FEA=EST /CNT=2 /TID=Mm.200312.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447115_at 8 10.1 A A 0.39 0.3 0.5 NC 0.09 gb:C78409 /DB_XREF=gi:2518739 /DB_XREF=C78409 /CLONE=J0048A09 /FEA=EST /CNT=2 /TID=Mm.171505.1 /TIER=ConsEnd /STK=2 /UG=Mm.17150
MOE430_2_1447118_at 3.4 4.6 A A 0.78 0.6 0.5 NC 0.2 gb:BB706191 /DB_XREF=gi:16055026 /DB_XREF=BB706191 /CLONE=7420487K08 /FEA=EST /CNT=2 /TID=Mm.196658.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447131_at 3.2 1.1 A A 0.75 0.87 0.5 NC 0.16 gb:AI853478 /DB_XREF=gi:5497384 /DB_XREF=UI-M-BH0-ajy-h-11-0-UI.s1 /CLONE=UI-M-BH0-ajy-h-11-0-UI /FEA=EST /CNT=2 /TID=Mm.156386.1 /T
MOE430_2_1447189_at 1 1.6 A A 0.97 0.8 0.5 NC 0.01 gb:AW493610 /DB_XREF=gi:7063891 /DB_XREF=UI-M-BH3-aue-c-04-0-UI.s1 /CLONE=UI-M-BH3-aue-c-04-0-UI /FEA=EST /CNT=2 /TID=Mm.102236.1
MOE430_2_1447204_at 20.9 30.3 P P 0.03 0.02 0.5 NC 0.5 gb:BB337014 /DB_XREF=gi:16404216 /DB_XREF=BB337014 /CLONE=B930005G23 /FEA=EST /CNT=2 /TID=Mm.210252.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447207_at 18.4 26.1 P P 0.008057 0.008057 0.5 NC 0.5 gb:BE946949 /DB_XREF=gi:10524708 /DB_XREF=UI-M-BH3-axg-b-03-0-UI.s1 /CLONE=UI-M-BH3-axg-b-03-0-UI /FEA=EST /CNT=2 /TID=Mm.219003.1
MOE430_2_1447209_at 13.6 18.2 A P 0.06 0.01 0.5 NC 0.5 gb:BM220820 /DB_XREF=gi:17781034 /DB_XREF=C0946A10-3 /CLONE=C0946A10 /FEA=EST /CNT=2 /TID=Mm.218705.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447235_at 0.9 1.4 A A 0.98 0.85 0.5 NC 0.02 gb:BB744548 /DB_XREF=gi:16152369 /DB_XREF=BB744548 /CLONE=F530003L12 /FEA=EST /CNT=2 /TID=Mm.209565.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447266_at 5.1 3.5 A M 0.56 0.05 0.5 NC 0.003355 gb:BF149102 /DB_XREF=gi:11030497 /DB_XREF=uv58h10.x1 /CLONE=IMAGE:3411427 /FEA=EST /CNT=2 /TID=Mm.170670.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447271_at 2.8 3.5 A A 0.43 0.5 0.5 NC 0.46 gb:BB761818 /DB_XREF=gi:16196088 /DB_XREF=BB761818 /CLONE=G270148J16 /FEA=EST /CNT=2 /TID=Mm.211299.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447281_at 2 0.8 A A 0.85 0.87 0.5 NC 0.48 gb:BF461103 /DB_XREF=gi:11530260 /DB_XREF=UI-M-CG0p-bmm-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bmm-a-06-0-UI /FEA=EST /CNT=2 /TID=Mm.156
MOE430_2_1447288_at 0.7 1.1 A A 0.86 0.95 0.5 NC 0.12 gb:AI464221 /DB_XREF=gi:4318251 /DB_XREF=vc42a12.x1 /CLONE=IMAGE:777214 /FEA=EST /CNT=2 /TID=Mm.32736.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447334_at 1 2.8 A A 0.91 0.78 0.5 NC 0.28 gb:BB526119 /DB_XREF=gi:16444265 /DB_XREF=BB526119 /CLONE=D930031G22 /FEA=EST /CNT=2 /TID=Mm.150248.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447349_s_ 326.3 508.5 P P 0.000732 0.000732 0.5 I 0.00002 gb:AU023439 /DB_XREF=gi:3393786 /DB_XREF=AU023439 /CLONE=J0432E05 /FEA=EST /CNT=2 /TID=Mm.215932.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447386_at 0.9 1 A A 0.5 0.78 0.5 NC 0.44 gb:BG060596 /DB_XREF=gi:12529245 /DB_XREF=L0905C07-3 /CLONE=L0905C07 /FEA=EST /CNT=2 /TID=Mm.163001.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447416_at 6.5 8.5 A A 0.27 0.21 0.5 NC 0.5 gb:AB052399 /DB_XREF=gi:12693642 /DB_XREF=AB052399 /CLONE=DDWMEST62 /FEA=EST /CNT=2 /TID=Mm.172393.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447500_at 3.2 5.3 A A 0.5 0.6 0.5 NC 0.44 gb:BB129488 /DB_XREF=gi:16266209 /DB_XREF=BB129488 /CLONE=9630039D19 /FEA=EST /CNT=2 /TID=Mm.218939.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447537_at 37.6 45.8 P P 0.04 0.01 0.5 NC 0.36 gb:AV032095 /DB_XREF=gi:4831643 /DB_XREF=AV032095 /CLONE=1500032P08 /FEA=EST /CNT=2 /TID=Mm.202779.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447574_s_ 3.1 1.3 A A 0.8 0.78 0.5 NC 0.17 gb:AI845218 /DB_XREF=gi:5489124 /DB_XREF=UI-M-BG0-aht-e-12-0-UI.s1 /CLONE=UI-M-BG0-aht-e-12-0-UI /FEA=EST /CNT=2 /TID=Mm.100735.1 /
MOE430_2_1447618_at 0.2 0.3 A A 0.85 0.87 0.5 NC 0.39 gb:BB330140 /DB_XREF=gi:9038903 /DB_XREF=BB330140 /CLONE=B730007L04 /FEA=EST /CNT=2 /TID=Mm.149529.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447631_at 11 13.9 A M 0.11 0.05 0.5 NC 0.07 gb:W91649 /DB_XREF=gi:1407910 /DB_XREF=MTA.B07.072.B /CLONE=MTA.B07.072 /FEA=EST /CNT=2 /TID=Mm.154901.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447650_at 1.2 1.5 A A 0.96 0.98 0.5 NC 0.16 gb:AV298456 /DB_XREF=gi:6330789 /DB_XREF=AV298456 /CLONE=5730458H08 /FEA=EST /CNT=2 /TID=Mm.75693.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447670_at 12.9 17.7 M P 0.05 0.04 0.5 NC 0.5 gb:AV030235 /DB_XREF=gi:4829783 /DB_XREF=AV030235 /CLONE=1500011J20 /FEA=EST /CNT=2 /TID=Mm.36406.2 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447729_s_ 13.8 18.2 A A 0.43 0.36 0.5 NC 0.84 gb:AV173195 /DB_XREF=gi:5379633 /DB_XREF=AV173195 /CLONE=4932403C22 /FEA=EST /CNT=2 /TID=Mm.45264.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447736_at 0.2 0.4 A A 0.99 0.96 0.5 NC 0.51 gb:BB032422 /DB_XREF=gi:8387173 /DB_XREF=BB032422 /CLONE=5830470O09 /FEA=EST /CNT=2 /TID=Mm.180853.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447807_s_ 29.7 34.6 P P 0.03 0.01 0.5 NC 0.01 gb:AV336001 /DB_XREF=gi:6376053 /DB_XREF=AV336001 /CLONE=6330579C19 /FEA=EST /CNT=2 /TID=Mm.117911.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447837_x_ 111.1 169.9 P P 0.000244 0.000732 0.5 I 0.000273 gb:BB066090 /DB_XREF=gi:8523504 /DB_XREF=BB066090 /CLONE=8030447N12 /FEA=EST /CNT=2 /TID=Mm.50720.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447877_x_ 148.3 208.8 P P 0.001953 0.000244 0.5 I 0.000618 gb:BB116018 /DB_XREF=gi:8768586 /DB_XREF=BB116018 /CLONE=9530053A16 /FEA=EST /CNT=2 /TID=Mm.128580.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447881_x_ 16.6 21.2 A A 0.11 0.06 0.5 NC 0.25 gb:BB152563 /DB_XREF=gi:8807500 /DB_XREF=BB152563 /CLONE=A130007E14 /FEA=EST /CNT=2 /TID=Mm.120368.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447887_x_ 10.9 14.1 P P 0.00293 0.00415 0.5 NC 0.02 gb:AV245031 /DB_XREF=gi:6232490 /DB_XREF=AV245031 /CLONE=4831435L23 /FEA=EST /CNT=2 /TID=Mm.77289.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447924_at 60.2 90.2 P P 0.000732 0.000244 0.5 I 0.00002 gb:AW048468 /DB_XREF=gi:5908997 /DB_XREF=UI-M-BH1-alj-b-03-0-UI.s1 /CLONE=UI-M-BH1-alj-b-03-0-UI /FEA=EST /CNT=49 /TID=Mm.29420.2 /T
MOE430_2_1447967_at 47.7 74.4 P P 0.00293 0.00415 0.5 NC 0.01 gb:AW123020 /DB_XREF=gi:6098550 /DB_XREF=UI-M-BH2.1-apb-f-01-0-UI.s1 /CLONE=UI-M-BH2.1-apb-f-01-0-UI /FEA=EST /CNT=4 /TID=Mm.21561
MOE430_2_1447990_at 3.9 7.9 A A 0.53 0.36 0.5 NC 0.27 gb:BG065651 /DB_XREF=gi:12548214 /DB_XREF=H3033F10-3 /CLONE=H3033F10 /FEA=EST /CNT=2 /TID=Mm.24903.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448014_s_ 35.4 37.5 P P 0.008057 0.00293 0.5 NC 0.13 gb:AI196993 /DB_XREF=gi:3749599 /DB_XREF=ud57h01.r2 /CLONE=IMAGE:1450033 /FEA=EST /CNT=25 /TID=Mm.200289.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1448123_s_ 997.2 1385 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_009369.1 /DB_XREF=gi:6678320 /GEN=Tgfbi /FEA=FLmRNA /CNT=272 /TID=Mm.14455.1 /TIER=FL+Stack /STK=191 /UG=Mm.14455 /LL=21810 /
MOE430_2_1448125_at 0.7 5.1 A A 0.36 0.14 0.5 NC 0.24 gb:NM_009065.1 /DB_XREF=gi:6677746 /GEN=Rin /FEA=FLmRNA /CNT=222 /TID=Mm.5163.1 /TIER=FL+Stack /STK=189 /UG=Mm.5163 /LL=19762 /DEF



MOE430_2_1448135_at 982.3 1404 P P 0.001221 0.000732 0.5 I 0.000035 gb:M94087.1 /DB_XREF=gi:293723 /GEN=mATF4 /FEA=FLmRNA /CNT=408 /TID=Mm.641.1 /TIER=FL+Stack /STK=179 /UG=Mm.641 /LL=11911 /DEF=M
MOE430_2_1448158_at 527.5 831.3 P P 0.000244 0.000244 0.5 I 0.00002 gb:BI788645 /DB_XREF=gi:15816370 /DB_XREF=ie41h09.x1 /FEA=FLmRNA /CNT=374 /TID=Mm.2580.1 /TIER=Stack /STK=11 /UG=Mm.2580 /LL=20969 /
MOE430_2_1448171_at 29.8 42.6 M P 0.05 0.01 0.5 NC 0.29 gb:AA414485 /DB_XREF=gi:2074621 /DB_XREF=vc65f12.s1 /CLONE=IMAGE:779471 /FEA=FLmRNA /CNT=241 /TID=Mm.2847.1 /TIER=Stack /STK=36 /U
MOE430_2_1448173_a_ 304 406.9 P P 0.000244 0.000244 0.5 I 0.001336 gb:NM_011624.1 /DB_XREF=gi:6755850 /GEN=Top3b /FEA=FLmRNA /CNT=183 /TID=Mm.20915.1 /TIER=FL+Stack /STK=147 /UG=Mm.20915 /LL=21976 
MOE430_2_1448235_s_ 148.2 215.4 P P 0.000244 0.000244 0.5 I 0.00013 gb:BF166000 /DB_XREF=gi:11046352 /DB_XREF=601776440F1 /CLONE=IMAGE:4018400 /FEA=FLmRNA /CNT=324 /TID=Mm.16421.1 /TIER=Stack /STK=
MOE430_2_1448237_x_ 898.6 1205.5 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_008492.1 /DB_XREF=gi:6678673 /GEN=Ldh2 /FEA=FLmRNA /CNT=273 /TID=Mm.9745.1 /TIER=FL+Stack /STK=117 /UG=Mm.9745 /LL=16832 /DE
MOE430_2_1448271_a_ 81.8 77.9 P P 0.001953 0.000244 0.5 I 0.000618 gb:BM246099 /DB_XREF=gi:17881369 /DB_XREF=K0733E08-3 /CLONE=K0733E08 /FEA=FLmRNA /CNT=269 /TID=Mm.25264.1 /TIER=Stack /STK=61 /U
MOE430_2_1448308_at 110.9 158.5 P P 0.000732 0.000244 0.5 I 0.000068 gb:NM_018829.2 /DB_XREF=gi:20270042 /GEN=Ap3m1 /FEA=FLmRNA /CNT=223 /TID=Mm.3256.1 /TIER=FL+Stack /STK=94 /UG=Mm.3256 /LL=55946 /D
MOE430_2_1448309_at 79.2 83.2 P P 0.001221 0.000732 0.5 I 0.000023 gb:AF242857.1 /DB_XREF=gi:7542591 /FEA=FLmRNA /CNT=223 /TID=Mm.3256.1 /TIER=FL /STK=1 /UG=Mm.3256 /LL=55946 /UG_GENE=Ap3m1 /DEF=M
MOE430_2_1448312_at 5.8 9.2 A A 0.56 0.21 0.5 NC 0.34 gb:NM_008792.1 /DB_XREF=gi:6679228 /GEN=Pcsk2 /FEA=FLmRNA /CNT=118 /TID=Mm.1247.1 /TIER=FL+Stack /STK=94 /UG=Mm.1247 /LL=18549 /DE
MOE430_2_1448355_at 33.6 39.4 P P 0.005859 0.00415 0.5 NC 0.01 gb:NM_019429.1 /DB_XREF=gi:9506994 /GEN=Prss16 /FEA=FLmRNA /CNT=104 /TID=Mm.32043.1 /TIER=FL+Stack /STK=87 /UG=Mm.32043 /LL=54373 /
MOE430_2_1448357_at 1132.5 1752.4 P P 0.000244 0.000244 0.5 I 0.000189 gb:NM_026506.1 /DB_XREF=gi:13385993 /GEN=Snrpg /FEA=FLmRNA /CNT=132 /TID=Mm.21764.1 /TIER=FL+Stack /STK=86 /UG=Mm.21764 /LL=68011 /
MOE430_2_1448403_at 325.7 484.2 P P 0.000244 0.000244 0.5 I 0.000023 gb:NM_134137.1 /DB_XREF=gi:19527369 /GEN=AW536573 /FEA=FLmRNA /CNT=121 /TID=Mm.20290.1 /TIER=FL+Stack /STK=78 /UG=Mm.20290 /LL=10
MOE430_2_1448510_at 120.4 158.9 P P 0.000244 0.000244 0.5 I 0.001832 gb:D38146.1 /DB_XREF=gi:1089782 /GEN=B61 /FEA=FLmRNA /CNT=108 /TID=Mm.15675.1 /TIER=FL /STK=1 /UG=Mm.15675 /LL=13636 /UG_TITLE=eph
MOE430_2_1448548_at 586.1 908.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_054040.1 /DB_XREF=gi:16905076 /GEN=Tulp4 /FEA=FLmRNA /CNT=128 /TID=Mm.28251.1 /TIER=FL+Stack /STK=60 /UG=Mm.28251 /LL=68842 /
MOE430_2_1448568_a_ 91.6 156.6 P P 0.00293 0.000244 0.5 I 0.00003 gb:NM_015747.1 /DB_XREF=gi:7657578 /GEN=Slc20a1 /FEA=FLmRNA /CNT=94 /TID=Mm.16757.1 /TIER=FL+Stack /STK=58 /UG=Mm.16757 /LL=20515 /
MOE430_2_1448586_at 247.5 390.4 P P 0.000244 0.000244 0.5 I 0.000147 gb:NM_015765.1 /DB_XREF=gi:7657199 /GEN=Hsp70-4 /FEA=FLmRNA /CNT=96 /TID=Mm.89341.1 /TIER=FL+Stack /STK=57 /UG=Mm.89341 /LL=50497 
MOE430_2_1448604_at 91 143.8 P P 0.000244 0.000732 0.5 NC 0.01 gb:NM_030724.1 /DB_XREF=gi:13507679 /GEN=Uck2-pending /FEA=FLmRNA /CNT=101 /TID=Mm.25309.1 /TIER=FL+Stack /STK=55 /UG=Mm.25309 /LL=
MOE430_2_1448633_at 184.1 293.2 P P 0.001221 0.000244 0.5 I 0.000114 gb:NM_027328.1 /DB_XREF=gi:18496976 /GEN=1500019O16Rik /FEA=FLmRNA /CNT=84 /TID=Mm.21246.1 /TIER=FL+Stack /STK=51 /UG=Mm.21246 /LL
MOE430_2_1448639_a_ 87.8 104.6 A A 0.14 0.08 0.5 I 0.000552 gb:NM_021343.1 /DB_XREF=gi:10946659 /GEN=Spaf /FEA=FLmRNA /CNT=75 /TID=Mm.25633.1 /TIER=FL+Stack /STK=51 /UG=Mm.25633 /LL=57815 /D
MOE430_2_1448707_at 174.6 255.7 P P 0.001953 0.000732 0.5 I 0.000078 gb:NM_025444.1 /DB_XREF=gi:20270191 /GEN=1810004N01Rik /FEA=FLmRNA /CNT=81 /TID=Mm.24431.1 /TIER=FL+Stack /STK=45 /UG=Mm.24431 /LL
MOE430_2_1448725_at 110.5 159.9 P P 0.000244 0.000244 0.5 I 0.000027 gb:NM_011960.1 /DB_XREF=gi:6754985 /GEN=Parg /FEA=FLmRNA /CNT=73 /TID=Mm.15962.1 /TIER=FL+Stack /STK=44 /UG=Mm.15962 /LL=26430 /DE
MOE430_2_1448729_a_ 10 8.4 A A 0.14 0.21 0.5 NC 0.5 gb:NM_011129.1 /DB_XREF=gi:6755119 /GEN=Sept4 /FEA=FLmRNA /CNT=67 /TID=Mm.2214.1 /TIER=FL+Stack /STK=44 /UG=Mm.2214 /LL=18952 /DEF
MOE430_2_1448734_at 16.2 21 P P 0.00415 0.000732 0.5 NC 0.1 gb:NM_007752.1 /DB_XREF=gi:6680996 /GEN=Cp /FEA=FLmRNA /CNT=332 /TID=Mm.13787.1 /TIER=FL+Stack /STK=43 /UG=Mm.13787 /LL=12870 /DEF
MOE430_2_1448773_at 17.6 19.1 P P 0.03 0.03 0.5 NC 0.21 gb:AK014593.1 /DB_XREF=gi:12852542 /GEN=Recc1 /FEA=FLmRNA /CNT=65 /TID=Mm.4280.1 /TIER=ConsEnd /STK=4 /UG=Mm.4280 /LL=67025 /UG_T
MOE430_2_1448792_a_ 84.1 97.9 P P 0.000244 0.000244 0.5 NC 0.003699 gb:NM_007817.1 /DB_XREF=gi:6681110 /GEN=Cyp2f2 /FEA=FLmRNA /CNT=168 /TID=Mm.4515.1 /TIER=FL+Stack /STK=39 /UG=Mm.4515 /LL=13107 /D
MOE430_2_1448794_s_ 21.4 27.1 P P 0.000732 0.00293 0.5 NC 0.03 gb:BG067003 /DB_XREF=gi:12549572 /DB_XREF=H3049E03-3 /CLONE=H3049E03 /FEA=FLmRNA /CNT=94 /TID=Mm.2467.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1448839_at 16.4 23.5 P P 0.01 0.000244 0.5 I 0.001486 gb:NM_030697.1 /DB_XREF=gi:13507631 /GEN=0610013D04Rik /FEA=FLmRNA /CNT=58 /TID=Mm.29088.1 /TIER=FL+Stack /STK=37 /UG=Mm.29088 /LL
MOE430_2_1448843_at 44.5 87.7 P P 0.00293 0.001221 0.5 I 0.000307 gb:BG077348 /DB_XREF=gi:12559927 /DB_XREF=H3014D11-5 /CLONE=H3014D11 /FEA=FLmRNA /CNT=303 /TID=Mm.138725.1 /TIER=ConsEnd /STK=0
MOE430_2_1448845_at 0.7 0.5 A A 0.85 0.99 0.5 NC 0.83 gb:NM_133982.1 /DB_XREF=gi:19527203 /GEN=AI851155 /FEA=FLmRNA /CNT=46 /TID=Mm.41435.1 /TIER=FL+Stack /STK=36 /UG=Mm.41435 /LL=1026
MOE430_2_1448896_at 203.1 287 P P 0.000244 0.000244 0.5 I 0.000214 gb:NM_008838.1 /DB_XREF=gi:6679314 /GEN=Pigf /FEA=FLmRNA /CNT=56 /TID=Mm.219685.1 /TIER=FL+Stack /STK=33 /UG=Mm.219685 /LL=18701 /D
MOE430_2_1448935_at 60.2 85.9 P P 0.001221 0.001953 0.5 NC 0.25 gb:AF081260.1 /DB_XREF=gi:4558759 /GEN=Cdyl /FEA=FLmRNA /CNT=140 /TID=Mm.29002.1 /TIER=FL+Stack /STK=30 /UG=Mm.29002 /LL=12593 /DE
MOE430_2_1448992_at 4.2 6.5 A A 0.27 0.27 0.5 NC 0.7 gb:BC018383.1 /DB_XREF=gi:17390899 /FEA=FLmRNA /CNT=144 /TID=Mm.2496.1 /TIER=FL+Stack /STK=28 /UG=Mm.2496 /LL=16318 /UG_GENE=Ina /
MOE430_2_1449030_at 0.6 1.9 A A 0.9 0.78 0.5 NC 0.33 gb:BM936504 /DB_XREF=gi:19395656 /DB_XREF=UI-M-BH3-arg-a-06-0-UI.r1 /CLONE=UI-M-BH3-arg-a-06-0-UI /FEA=FLmRNA /CNT=67 /TID=Mm.208
MOE430_2_1449080_at 358.7 551.9 P P 0.000244 0.000244 0.5 I 0.000027 gb:NM_008229.1 /DB_XREF=gi:6680194 /GEN=Hdac2 /FEA=FLmRNA /CNT=61 /TID=Mm.19806.1 /TIER=FL+Stack /STK=23 /UG=Mm.19806 /LL=15182 /D
MOE430_2_1449088_at 1.4 3.1 A A 0.9 0.87 0.5 NC 0.05 gb:NM_007994.1 /DB_XREF=gi:6679760 /GEN=Fbp2 /FEA=FLmRNA /CNT=45 /TID=Mm.2974.1 /TIER=FL+Stack /STK=23 /UG=Mm.2974 /LL=14120 /DEF=
MOE430_2_1449095_at 62 93.6 P P 0.000244 0.000244 0.5 I 0.000035 gb:NM_139061.1 /DB_XREF=gi:20531768 /GEN=Vps54l-pending /FEA=FLmRNA /CNT=95 /TID=Mm.204682.1 /TIER=FL+Stack /STK=23 /UG=Mm.204682 /
MOE430_2_1449098_a_ 76.1 98.8 P P 0.001953 0.001221 0.5 MI 0.00249 gb:NM_011972.1 /DB_XREF=gi:6755273 /GEN=Poli /FEA=FLmRNA /CNT=40 /TID=Mm.29300.1 /TIER=FL+Stack /STK=23 /UG=Mm.29300 /LL=26447 /DEF
MOE430_2_1449103_at 0.9 1.5 A A 0.98 0.88 0.5 NC 0.13 gb:NM_019981.1 /DB_XREF=gi:9910581 /GEN=Tex101 /FEA=FLmRNA /CNT=32 /TID=Mm.23385.1 /TIER=FL+Stack /STK=23 /UG=Mm.23385 /LL=56746 /
MOE430_2_1449125_at 57.4 88.7 P P 0.00415 0.00415 0.5 I 0.000346 gb:NM_025566.1 /DB_XREF=gi:13385003 /GEN=2600017J23Rik /FEA=FLmRNA /CNT=41 /TID=Mm.2312.1 /TIER=FL+Stack /STK=22 /UG=Mm.2312 /LL=6
MOE430_2_1449225_a_ 0.7 1.9 A A 0.88 0.8 0.5 NC 0.07 gb:AF220195.1 /DB_XREF=gi:17979629 /FEA=FLmRNA /CNT=44 /TID=Mm.157741.1 /TIER=FL+Stack /STK=18 /UG=Mm.157741 /LL=60597 /UG_GENE=M
MOE430_2_1449233_at 8.6 6.8 A A 0.5 0.46 0.5 NC 0.08 gb:BC011486.1 /DB_XREF=gi:15079294 /FEA=FLmRNA /CNT=47 /TID=Mm.46362.1 /TIER=FL+Stack /STK=18 /UG=Mm.46362 /LL=17341 /UG_GENE=Mist
MOE430_2_1449264_at 45.7 74.1 P P 0.005859 0.001221 0.5 MI 0.00225 gb:BC025207.1 /DB_XREF=gi:19484115 /FEA=FLmRNA /CNT=65 /TID=Mm.180868.1 /TIER=FL+Stack /STK=16 /UG=Mm.180868 /LL=54527 /UG_GENE=S
MOE430_2_1449290_at 0.5 0.8 A A 0.88 0.87 0.5 NC 0.53 gb:NM_023047.1 /DB_XREF=gi:12746423 /GEN=Crmp5-pending /FEA=FLmRNA /CNT=130 /TID=Mm.27732.1 /TIER=FL+Stack /STK=15 /UG=Mm.27732 /L
MOE430_2_1449324_at 114.6 150.9 P P 0.000244 0.000244 0.5 I 0.000101 gb:BM234652 /DB_XREF=gi:17869922 /DB_XREF=K0404B03-3 /CLONE=K0404B03 /FEA=FLmRNA /CNT=192 /TID=Mm.206768.1 /TIER=Stack /STK=33 /
MOE430_2_1449330_at 1.4 3.6 A A 0.9 0.68 0.5 NC 0.42 gb:NM_133226.1 /DB_XREF=gi:18875383 /GEN=AF334612 /FEA=FLmRNA /CNT=23 /TID=Mm.29872.1 /TIER=FL+Stack /STK=14 /UG=Mm.29872 /LL=1707
MOE430_2_1449335_at 3266.8 4751.2 P P 0.000244 0.000244 0.5 I 0.000088 gb:BI111620 /DB_XREF=gi:14562521 /DB_XREF=602895984F1 /CLONE=IMAGE:5025861 /FEA=FLmRNA /CNT=399 /TID=Mm.4871.1 /TIER=Stack /STK=19
MOE430_2_1449345_at 151.1 267.2 P P 0.00293 0.000732 0.5 I 0.000189 gb:NM_026613.1 /DB_XREF=gi:13386097 /GEN=2810027O19Rik /FEA=FLmRNA /CNT=43 /TID=Mm.181767.1 /TIER=FL+Stack /STK=13 /UG=Mm.181767 /
MOE430_2_1449374_at 28.2 33.9 P P 0.000732 0.005859 0.5 NC 0.31 gb:BC013525.1 /DB_XREF=gi:15488781 /FEA=FLmRNA /CNT=74 /TID=Mm.8543.1 /TIER=FL+Stack /STK=12 /UG=Mm.8543 /LL=19193 /UG_GENE=Pso /D
MOE430_2_1449434_at 20.9 25.8 P P 0.03 0.001221 0.5 NC 0.02 gb:AK003671.1 /DB_XREF=gi:12834480 /GEN=Car3 /FEA=FLmRNA /CNT=422 /TID=Mm.300.1 /TIER=Stack /STK=91 /UG=Mm.300 /LL=12350 /UG_TITLE
MOE430_2_1449441_a_ 978.7 1472.3 P P 0.000732 0.000244 0.5 I 0.00004 gb:NM_016757.1 /DB_XREF=gi:7949166 /GEN=Wbp1 /FEA=FLmRNA /CNT=53 /TID=Mm.1109.1 /TIER=FL+Stack /STK=10 /UG=Mm.1109 /LL=22377 /DEF=
MOE430_2_1449472_at 2.1 1 A A 0.69 0.85 0.5 NC 0.42 gb:NM_008151.1 /DB_XREF=gi:6680060 /GEN=Gpcr12 /FEA=FLmRNA /CNT=15 /TID=Mm.4720.1 /TIER=FL+Stack /STK=10 /UG=Mm.4720 /LL=14738 /DE
MOE430_2_1449546_a_ 55.6 81.3 P P 0.000732 0.000732 0.5 NC 0.003699 gb:NM_133358.1 /DB_XREF=gi:20373158 /GEN=LOC170938 /FEA=FLmRNA /CNT=10 /TID=Mm.116866.1 /TIER=FL+Stack /STK=8 /UG=Mm.116866 /LL=1
MOE430_2_1449557_at 61.9 90.2 P P 0.00415 0.000732 0.5 NC 0.007788 gb:NM_025904.1 /DB_XREF=gi:13385397 /GEN=1600012F09Rik /FEA=FLmRNA /CNT=72 /TID=Mm.22641.1 /TIER=FL /STK=7 /UG=Mm.22641 /LL=67008 /
MOE430_2_1449589_x_ 16.2 26.8 P P 0.01 0.00415 0.5 NC 0.35 gb:NM_025937.1 /DB_XREF=gi:13385429 /GEN=2610020O08Rik /FEA=FLmRNA /CNT=23 /TID=Mm.41763.1 /TIER=FL /STK=6 /UG=Mm.41763 /LL=67050 
MOE430_2_1449616_s_ 227.8 352.8 P P 0.000244 0.000244 0.5 I 0.001486 gb:AW490576 /DB_XREF=gi:7060847 /DB_XREF=UI-M-BH3-ase-f-08-0-UI.s1 /CLONE=UI-M-BH3-ase-f-08-0-UI /FEA=EST /CNT=1 /TID=Mm.199046.1 
MOE430_2_1449656_at 0.5 5.1 A A 0.75 0.66 0.5 NC 0.13 gb:AA636198 /DB_XREF=gi:2559977 /DB_XREF=vn15f06.r1 /CLONE=IMAGE:1021283 /FEA=EST /CNT=2 /TID=Mm.206959.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1449722_at 1.6 2 A A 0.98 0.94 0.5 NC 0.27 gb:AW061092 /DB_XREF=gi:6008843 /DB_XREF=UI-M-BH1-anp-c-12-0-UI.s1 /CLONE=UI-M-BH1-anp-c-12-0-UI /FEA=EST /CNT=1 /TID=Mm.54147.3 
MOE430_2_1449727_x_ 12 12 M A 0.05 0.11 0.5 NC 0.5 gb:AI482454 /DB_XREF=gi:4375680 /DB_XREF=vg40d04.x1 /CLONE=IMAGE:863815 /FEA=EST /CNT=1 /TID=Mm.174295.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449746_s_ 42.3 51.7 P P 0.001221 0.000244 0.5 NC 0.003041 gb:AU020154 /DB_XREF=gi:3375738 /DB_XREF=AU020154 /CLONE=J0528A12 /FEA=EST /CNT=1 /TID=Mm.195413.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1449753_at 0.4 1 A A 0.65 0.63 0.5 NC 0.5 gb:AA407778 /DB_XREF=gi:2067273 /DB_XREF=EST02358 /CLONE=C0020D10 /FEA=EST /CNT=1 /TID=Mm.203403.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1449758_at 4.1 9 A A 0.49 0.53 0.5 NC 0.5 gb:AV207794 /DB_XREF=gi:6148647 /DB_XREF=AV207794 /CLONE=1700097C19 /FEA=EST /CNT=1 /TID=Mm.183482.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449762_at 28 36 P P 0.03 0.01 0.5 NC 0.35 gb:AV047896 /DB_XREF=gi:4867561 /DB_XREF=AV047896 /CLONE=1700071L13 /FEA=EST /CNT=1 /TID=Mm.74728.2 /TIER=ConsEnd /STK=0 /UG=Mm.
MOE430_2_1449804_at 19.4 66.9 A A 0.21 0.08 0.5 NC 0.5 gb:AV380429 /DB_XREF=gi:6429496 /DB_XREF=AV380429 /CLONE=9230023G19 /FEA=EST /CNT=1 /TID=Mm.213024.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449827_at 9.6 10.7 A A 0.14 0.27 0.5 NC 0.5 gb:NM_007424.1 /DB_XREF=gi:6671522 /GEN=Agc1 /FEA=FLmRNA /CNT=15 /TID=Mm.2759.1 /TIER=FL /STK=6 /UG=Mm.2759 /LL=11595 /DEF=Mus mu
MOE430_2_1449860_at 6.1 10.6 A A 0.24 0.18 0.5 NC 0.22 gb:NM_080846.1 /DB_XREF=gi:18252785 /GEN=2310056K19Rik /FEA=FLmRNA /CNT=10 /TID=Mm.44408.1 /TIER=FL /STK=5 /UG=Mm.44408 /LL=75689 /
MOE430_2_1449863_a_ 353.4 488.1 P P 0.000244 0.000244 0.5 I 0.000167 gb:NM_010056.1 /DB_XREF=gi:7106292 /GEN=Dlx5 /FEA=FLmRNA /CNT=10 /TID=Mm.4873.1 /TIER=FL /STK=5 /UG=Mm.4873 /LL=13395 /DEF=Mus mus
MOE430_2_1449891_a_ 45.2 63.1 P P 0.03 0.03 0.5 NC 0.01 gb:NM_028523.1 /DB_XREF=gi:17157980 /GEN=Esdn-pending /FEA=FLmRNA /CNT=28 /TID=Mm.102200.1 /TIER=FL /STK=4 /UG=Mm.102200 /LL=73379 
MOE430_2_1449904_at 13 18.5 A A 0.11 0.12 0.5 NC 0.41 gb:NM_026700.1 /DB_XREF=gi:15022806 /GEN=2610510B01Rik /FEA=FLmRNA /CNT=9 /TID=Mm.23230.1 /TIER=FL /STK=4 /UG=Mm.23230 /LL=70028 /
MOE430_2_1449920_at 1.1 1.6 A A 0.8 0.69 0.5 NC 0.36 gb:NM_007810.1 /DB_XREF=gi:6681098 /GEN=Cyp19 /FEA=FLmRNA /CNT=6 /TID=Mm.5199.1 /TIER=FL /STK=4 /UG=Mm.5199 /LL=13075 /DEF=Mus mu
MOE430_2_1449960_at 1.8 3.9 A A 0.71 0.72 0.5 NC 0.45 gb:NM_016789.1 /DB_XREF=gi:7949097 /GEN=Nptx2 /FEA=FLmRNA /CNT=15 /TID=Mm.10099.1 /TIER=FL /STK=2 /UG=Mm.10099 /LL=53324 /DEF=Mus 
MOE430_2_1449985_at 1.4 2.2 A A 0.8 0.69 0.5 NC 0.11 gb:NM_028554.1 /DB_XREF=gi:13386319 /GEN=1700072E05Rik /FEA=FLmRNA /CNT=4 /TID=Mm.159020.1 /TIER=FL /STK=3 /UG=Mm.159020 /LL=73495
MOE430_2_1449989_at 1.5 1.2 A A 0.85 0.87 0.5 NC 0.14 gb:NM_008571.1 /DB_XREF=gi:6678837 /GEN=Mcpt2 /FEA=FLmRNA /CNT=44 /TID=Mm.4409.1 /TIER=FL /STK=3 /UG=Mm.4409 /LL=17225 /DEF=Mus m
MOE430_2_1450008_a_ 969.4 1427.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_007614.1 /DB_XREF=gi:6671683 /GEN=Catnb /FEA=FLmRNA /CNT=421 /TID=Mm.3476.1 /TIER=FL /STK=2 /UG=Mm.3476 /LL=12387 /DEF=Mus m
MOE430_2_1450058_at 213.1 287.7 P P 0.000244 0.000244 0.5 NC 0.01 gb:NM_023066.1 /DB_XREF=gi:12746447 /GEN=Asph /FEA=FLmRNA /CNT=82 /TID=Mm.3088.1 /TIER=FL /STK=2 /UG=Mm.3088 /LL=65973 /DEF=Mus m
MOE430_2_1450088_a_ 1 2.2 A A 0.9 0.82 0.5 NC 0.11 gb:NM_008614.1 /DB_XREF=gi:6678909 /GEN=Mobp /FEA=FLmRNA /CNT=41 /TID=Mm.3915.1 /TIER=FL /STK=2 /UG=Mm.3915 /LL=17433 /DEF=Mus mu
MOE430_2_1450092_at 42.2 58.2 P P 0.03 0.03 0.5 NC 0.12 gb:BB763166 /DB_XREF=gi:16192254 /DB_XREF=BB763166 /CLONE=G370019N11 /FEA=FLmRNA /CNT=41 /TID=Mm.3179.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1450105_at 113.6 191.3 P P 0.000732 0.001221 0.5 I 0.000101 gb:BG921598 /DB_XREF=gi:14302074 /DB_XREF=602825468F1 /CLONE=IMAGE:4954048 /FEA=FLmRNA /CNT=44 /TID=Mm.3911.1 /TIER=ConsEnd /STK
MOE430_2_1450120_at 0.6 0.6 A A 0.96 0.87 0.5 NC 0.3 gb:NM_018733.1 /DB_XREF=gi:9055327 /GEN=Scn1a /FEA=FLmRNA /CNT=29 /TID=Mm.142733.1 /TIER=FL /STK=2 /UG=Mm.142733 /LL=20265 /DEF=M
MOE430_2_1450174_at 12.3 17.8 A P 0.19 0.01 0.5 NC 0.21 gb:NM_021464.1 /DB_XREF=gi:10946855 /GEN=Ptprt /FEA=FLmRNA /CNT=23 /TID=Mm.29220.1 /TIER=FL /STK=2 /UG=Mm.29220 /LL=19281 /DEF=Mus
MOE430_2_1450244_a_ 21.8 29.9 A M 0.12 0.05 0.5 NC 0.004925 gb:NM_009006.1 /DB_XREF=gi:6678799 /GEN=Map4k2 /FEA=FLmRNA /CNT=6 /TID=Mm.25860.1 /TIER=FL /STK=2 /UG=Mm.25860 /LL=26412 /DEF=Mus
MOE430_2_1450277_at 9.1 13.2 A A 0.63 0.36 0.5 NC 0.04 gb:NM_019404.1 /DB_XREF=gi:9506412 /GEN=Avpr2 /FEA=FLmRNA /CNT=4 /TID=Mm.220351.1 /TIER=FL /STK=2 /UG=Mm.220351 /LL=12000 /DEF=Mu
MOE430_2_1450324_a_ 22.4 38.1 A M 0.14 0.05 0.5 I 0.000692 gb:NM_026260.1 /DB_XREF=gi:13385767 /GEN=4930521E07Rik /FEA=FLmRNA /CNT=3 /TID=Mm.60758.1 /TIER=FL /STK=2 /UG=Mm.60758 /LL=67590 /D
MOE430_2_1450359_at 0.5 0.9 A A 0.94 0.91 0.5 NC 0.5 gb:NM_008051.1 /DB_XREF=gi:6679874 /GEN=Fut1 /FEA=FLmRNA /CNT=2 /TID=Mm.56933.1 /TIER=FL /STK=2 /UG=Mm.56933 /LL=14343 /DEF=Mus mu
MOE430_2_1450366_at 12.4 11.4 A A 0.24 0.12 0.5 NC 0.3 gb:NM_007545.1 /DB_XREF=gi:6671635 /GEN=Bid3 /FEA=FLmRNA /CNT=2 /TID=Mm.5132.1 /TIER=FL /STK=2 /UG=Mm.5132 /LL=12123 /DEF=Mus musc
MOE430_2_1450374_at 19.3 22.3 A A 0.24 0.11 0.5 NC 0.13 gb:NM_053256.1 /DB_XREF=gi:16716586 /GEN=Tifp39-pending /FEA=FLmRNA /CNT=2 /TID=Mm.207078.1 /TIER=FL /STK=2 /UG=Mm.207078 /LL=11464
MOE430_2_1450493_at 45 69.4 P P 0.04 0.01 0.5 NC 0.05 gb:BC016531.1 /DB_XREF=gi:16741421 /FEA=FLmRNA /CNT=7 /TID=Mm.191035.1 /TIER=FL /STK=1 /UG=Mm.191035 /LL=114229 /UG_GENE=Gpr54 /D
MOE430_2_1450505_a_ 24.6 26.7 P A 0.03 0.06 0.5 NC 0.36 gb:NM_025459.1 /DB_XREF=gi:13384867 /GEN=1810015C04Rik /FEA=FLmRNA /CNT=5 /TID=Mm.25311.1 /TIER=FL /STK=1 /UG=Mm.25311 /LL=66270 /
MOE430_2_1450555_at 2.6 3.9 A A 0.5 0.42 0.5 NC 0.5 gb:AF285576.1 /DB_XREF=gi:13603834 /GEN=Tex13 /FEA=FLmRNA /CNT=3 /TID=Mm.193025.1 /TIER=FL /STK=1 /UG=Mm.193025 /LL=83555 /DEF=Mu
MOE430_2_1450573_at 3.1 1.7 A A 0.6 0.66 0.5 NC 0.5 gb:NM_007445.1 /DB_XREF=gi:6680685 /GEN=Amh /FEA=FLmRNA /CNT=1 /TID=Mm.57098.1 /TIER=FL /STK=1 /UG=Mm.57098 /LL=11705 /DEF=Mus mu
MOE430_2_1450601_at 0.7 1.7 A A 0.87 0.82 0.5 NC 0.65 gb:NM_053229.1 /DB_XREF=gi:16716540 /GEN=V1rb8 /FEA=FLmRNA /CNT=1 /TID=Mm.213179.1 /TIER=FL /STK=1 /UG=Mm.213179 /LL=113856 /DEF=M
MOE430_2_1450607_s_ 3.6 4.3 A A 0.6 0.66 0.5 NC 0.5 gb:NM_031250.1 /DB_XREF=gi:13752580 /GEN=Ucn3 /FEA=FLmRNA /CNT=1 /TID=Mm.218888.1 /TIER=FL /STK=1 /UG=Mm.218888 /LL=83428 /DEF=Mu
MOE430_2_1450613_x_ 3.2 5.5 A A 0.5 0.33 0.5 NC 0.5 gb:NM_008336.1 /DB_XREF=gi:6680370 /GEN=Ifnab /FEA=FLmRNA /CNT=1 /TID=Mm.56966.1 /TIER=FL /STK=1 /UG=Mm.56966 /LL=15974 /DEF=Mus m
MOE430_2_1450642_at 216.7 333.6 P P 0.000244 0.000244 0.5 I 0.000027 gb:NM_133725.1 /DB_XREF=gi:19526909 /GEN=3110001I20Rik /FEA=FLmRNA /CNT=111 /TID=Mm.138091.1 /TIER=FL+Stack /STK=46 /UG=Mm.138091 /
MOE430_2_1450643_s_ 39.4 55.5 P P 0.000244 0.000244 0.5 NC 0.07 gb:BI413218 /DB_XREF=gi:15174141 /DB_XREF=602986338F1 /CLONE=IMAGE:5142656 /FEA=FLmRNA /CNT=147 /TID=Mm.28962.1 /TIER=ConsEnd /ST
MOE430_2_1450646_at 308.3 453.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:NM_020010.1 /DB_XREF=gi:9910171 /GEN=Cyp51 /FEA=FLmRNA /CNT=202 /TID=Mm.140158.1 /TIER=FL+Stack /STK=42 /UG=Mm.140158 /LL=13121
MOE430_2_1450696_at 30.4 49.2 A P 0.09 0.01 0.5 NC 0.13 gb:NM_013585.1 /DB_XREF=gi:8567393 /GEN=Psmb9 /FEA=FLmRNA /CNT=84 /TID=Mm.16251.1 /TIER=FL+Stack /STK=23 /UG=Mm.16251 /LL=16912 /D
MOE430_2_1450698_at 12.6 13.1 A A 0.27 0.36 0.5 NC 0.5 gb:L11330.1 /DB_XREF=gi:293765 /FEA=FLmRNA /CNT=32 /TID=Mm.4729.1 /TIER=FL+Stack /STK=23 /UG=Mm.4729 /LL=13537 /UG_GENE=Dusp2 /DEF
MOE430_2_1450700_at 1410.8 1913.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:BB012489 /DB_XREF=gi:16257293 /DB_XREF=BB012489 /CLONE=4930449H03 /FEA=FLmRNA /CNT=95 /TID=Mm.140601.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1450713_at 9.7 18.2 P P 0.01 0.008057 0.5 NC 0.07 gb:NM_013884.1 /DB_XREF=gi:7304984 /GEN=Cspg5 /FEA=FLmRNA /CNT=28 /TID=Mm.38496.1 /TIER=FL+Stack /STK=18 /UG=Mm.38496 /LL=29873 /D
MOE430_2_1450714_at 228.2 318.3 P P 0.000244 0.000244 0.5 I 0.00002 gb:BE626090 /DB_XREF=gi:9906506 /DB_XREF=ut82a04.x1 /CLONE=IMAGE:3368910 /FEA=FLmRNA /CNT=351 /TID=Mm.6775.1 /TIER=Stack /STK=9 /U
MOE430_2_1450717_at 17.2 22.5 P P 0.000244 0.01 0.5 NC 0.19 gb:NM_007447.1 /DB_XREF=gi:6680687 /GEN=Ang /FEA=FLmRNA /CNT=28 /TID=Mm.2566.1 /TIER=FL+Stack /STK=17 /UG=Mm.2566 /LL=11727 /DEF=M
MOE430_2_1450721_at 725.3 1075.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:AW554436 /DB_XREF=gi:7199859 /DB_XREF=L0240G08-3 /CLONE=L0240G08 /FEA=FLmRNA /CNT=167 /TID=Mm.26166.1 /TIER=Stack /STK=53 /UG
MOE430_2_1450728_at 45.6 63.2 A P 0.08 0.04 0.5 I 0.000552 gb:AV230815 /DB_XREF=gi:16385774 /DB_XREF=AV230815 /CLONE=4632401J20 /FEA=FLmRNA /CNT=104 /TID=Mm.29730.1 /TIER=Stack /STK=63 /UG
MOE430_2_1450743_s_ 79.6 106.6 P P 0.000244 0.000244 0.5 I 0.000027 gb:BG920261 /DB_XREF=gi:14300737 /DB_XREF=602822344F1 /CLONE=IMAGE:4951330 /FEA=FLmRNA /CNT=67 /TID=Mm.196461.1 /TIER=Stack /STK=
MOE430_2_1450767_at 44.1 80.3 P P 0.001953 0.000244 0.5 I 0.000027 gb:NM_017464.1 /DB_XREF=gi:8567379 /GEN=Nedd9 /FEA=FLmRNA /CNT=175 /TID=Mm.8315.1 /TIER=FL+Stack /STK=10 /UG=Mm.8315 /LL=18003 /DE
MOE430_2_1450773_at 2.2 4.3 A A 0.43 0.53 0.5 NC 0.5 gb:BB051684 /DB_XREF=gi:16259596 /DB_XREF=BB051684 /CLONE=6720432J03 /FEA=FLmRNA /CNT=51 /TID=Mm.132309.1 /TIER=Stack /STK=9 /UG
MOE430_2_1450813_a_ 323 527.6 P P 0.000732 0.000244 0.5 I 0.00002 gb:NM_021467.2 /DB_XREF=gi:20127151 /GEN=Tnni1 /FEA=FLmRNA /CNT=62 /TID=Mm.36900.1 /TIER=FL /STK=0 /UG=Mm.36900 /LL=21952 /DEF=Mus
MOE430_2_1450824_at 0.8 2.5 A A 0.9 0.75 0.5 NC 0.02 gb:NM_008957.1 /DB_XREF=gi:6679518 /GEN=Ptch /FEA=FLmRNA /CNT=12 /TID=Mm.57070.1 /TIER=FL /STK=0 /UG=Mm.57070 /LL=19206 /DEF=Mus m
MOE430_2_1450841_at 1135.2 1629.5 P P 0.000244 0.000244 0.5 I 0.00002 gb:AA756810 /DB_XREF=gi:2804008 /DB_XREF=vv72c03.r1 /CLONE=IMAGE:1227940 /FEA=FLmRNA /CNT=279 /TID=Mm.2863.1 /TIER=Stack /STK=144 
MOE430_2_1450845_a_ 613 827.2 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK008059.1 /DB_XREF=gi:12842007 /FEA=FLmRNA /CNT=465 /TID=Mm.21848.1 /TIER=Stack /STK=64 /UG=Mm.21848 /LL=66882 /UG_GENE=120001
MOE430_2_1450891_at 383 536.9 P P 0.000244 0.000244 0.5 I 0.000046 gb:W08076 /DB_XREF=gi:1282275 /DB_XREF=mb37e09.r1 /CLONE=IMAGE:331624 /FEA=FLmRNA /CNT=119 /TID=Mm.29452.1 /TIER=Stack /STK=33 /U
MOE430_2_1450901_a_ 82.3 97.8 P P 0.000732 0.000244 0.5 NC 0.003355 gb:AV305633 /DB_XREF=gi:15405954 /DB_XREF=AV305633 /CLONE=5730530D06 /FEA=FLmRNA /CNT=263 /TID=Mm.197564.1 /TIER=Stack /STK=10 /U
MOE430_2_1450938_at 77.9 88.5 P P 0.000244 0.000244 0.5 I 0.001832 gb:AV135835 /DB_XREF=gi:16382787 /DB_XREF=AV135835 /CLONE=2810021K19 /FEA=FLmRNA /CNT=140 /TID=Mm.22347.1 /TIER=Stack /STK=18 /U
MOE430_2_1450954_at 138.8 222.1 P P 0.000244 0.000244 0.5 I 0.000023 gb:BB826168 /DB_XREF=gi:17004411 /DB_XREF=BB826168 /CLONE=G830041K06 /FEA=FLmRNA /CNT=161 /TID=Mm.23335.1 /TIER=Stack /STK=9 /UG
MOE430_2_1451026_at 119.7 179.4 P P 0.001221 0.000732 0.5 I 0.001077 gb:BB701991 /DB_XREF=gi:16050815 /DB_XREF=BB701991 /CLONE=7420436E10 /FEA=FLmRNA /CNT=162 /TID=Mm.29795.1 /TIER=Stack /STK=10 /U
MOE430_2_1451052_at 140.5 191.2 P P 0.000732 0.000244 0.5 I 0.001651 gb:AA790871 /DB_XREF=gi:2850991 /DB_XREF=vw20d06.r1 /CLONE=IMAGE:1244363 /FEA=FLmRNA /CNT=123 /TID=Mm.34708.1 /TIER=ConsEnd /STK=
MOE430_2_1451053_a_ 35.8 65.3 P P 0.000244 0.000732 0.5 NC 0.07 gb:AV313203 /DB_XREF=gi:6278455 /DB_XREF=AV313203 /CLONE=5830408H18 /FEA=FLmRNA /CNT=65 /TID=Mm.2003.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1451105_at 260.3 365.5 P P 0.000244 0.000244 0.5 I 0.000966 gb:BC024141.1 /DB_XREF=gi:18848357 /FEA=FLmRNA /CNT=157 /TID=Mm.22856.1 /TIER=FL+Stack /STK=117 /UG=Mm.22856 /DEF=Mus musculus, Sim
MOE430_2_1451208_at 225.4 302.5 P P 0.000244 0.000244 0.5 NC 0.003041 gb:BC013717.1 /DB_XREF=gi:15489221 /FEA=FLmRNA /CNT=303 /TID=Mm.3845.1 /TIER=FL+Stack /STK=63 /UG=Mm.3845 /DEF=Mus musculus, eukaryo
MOE430_2_1451216_at 212.8 308.2 P P 0.000732 0.000244 0.5 I 0.000035 gb:BC008086.1 /DB_XREF=gi:14198035 /FEA=FLmRNA /CNT=114 /TID=Mm.28834.1 /TIER=FL+Stack /STK=58 /UG=Mm.28834 /DEF=Mus musculus, Simil
MOE430_2_1451230_a_ 2417.5 3731.9 P P 0.000244 0.000244 0.5 I 0.001201 gb:BC007478.1 /DB_XREF=gi:13938642 /FEA=FLmRNA /CNT=192 /TID=Mm.512.1 /TIER=FL+Stack /STK=54 /UG=Mm.512 /LL=22381 /UG_GENE=Wbp5 /
MOE430_2_1451286_s_ 538.1 909.2 P P 0.000244 0.000244 0.5 I 0.00004 gb:AF224264.1 /DB_XREF=gi:7920330 /FEA=FLmRNA /CNT=84 /TID=Mm.142866.1 /TIER=FL+Stack /STK=42 /UG=Mm.142866 /LL=233908 /UG_GENE=LO
MOE430_2_1451301_at 9.6 15 A P 0.3 0.02 0.5 NC 0.04 gb:BB633110 /DB_XREF=gi:16469598 /DB_XREF=BB633110 /CLONE=A330001J02 /FEA=FLmRNA /CNT=69 /TID=Mm.44216.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1451313_a_ 239.6 332.3 P P 0.000244 0.000244 0.5 I 0.000273 gb:BC019131.1 /DB_XREF=gi:17512319 /FEA=FLmRNA /CNT=89 /TID=Mm.76694.1 /TIER=FL+Stack /STK=38 /UG=Mm.76694 /LL=68864 /UG_GENE=1110
MOE430_2_1451316_a_ 923.2 1301.7 P P 0.000244 0.000244 0.5 I 0.000101 gb:BC011470.1 /DB_XREF=gi:15079266 /FEA=FLmRNA /CNT=50 /TID=Mm.218602.1 /TIER=FL+Stack /STK=38 /UG=Mm.218602 /DEF=Mus musculus, Sim
MOE430_2_1451324_s_ 44.6 96.7 P P 0.001221 0.000244 0.5 I 0.000147 gb:BM120290 /DB_XREF=gi:17088316 /DB_XREF=L0937E05-3 /CLONE=L0937E05 /FEA=FLmRNA /CNT=255 /TID=Mm.12831.1 /TIER=Stack /STK=91 /U
MOE430_2_1451382_at 98.4 93.4 P P 0.000732 0.000244 0.5 NC 0.009292 gb:BC025169.1 /DB_XREF=gi:19263898 /FEA=FLmRNA /CNT=44 /TID=Mm.35083.1 /TIER=FL+Stack /STK=28 /UG=Mm.35083 /LL=69065 /UG_GENE=1810
MOE430_2_1451408_at 216.6 291.8 P P 0.000244 0.000244 0.5 NC 0.07 gb:BG064045 /DB_XREF=gi:12546608 /DB_XREF=H3014H06-3 /CLONE=H3014H06 /FEA=FLmRNA /CNT=61 /TID=Mm.35564.1 /TIER=Stack /STK=17 /UG
MOE430_2_1451420_at 228.2 297.7 P P 0.000244 0.000244 0.5 I 0.000346 gb:AB040489.1 /DB_XREF=gi:15777918 /GEN=asp4 /FEA=FLmRNA /CNT=169 /TID=Mm.22109.1 /TIER=FL+Stack /STK=21 /UG=Mm.22109 /LL=67163 /D
MOE430_2_1451430_at 41.5 56.5 P P 0.03 0.01 0.5 NC 0.01 gb:BG963150 /DB_XREF=gi:14350787 /DB_XREF=602828174F1 /CLONE=IMAGE:4982755 /FEA=FLmRNA /CNT=50 /TID=Mm.34584.1 /TIER=ConsEnd /ST
MOE430_2_1451436_at 40.4 56.6 P P 0.000244 0.000732 0.5 NC 0.01 gb:BC023136.1 /DB_XREF=gi:18606384 /FEA=FLmRNA /CNT=42 /TID=Mm.104898.1 /TIER=FL+Stack /STK=20 /UG=Mm.104898 /DEF=Mus musculus, hyp
MOE430_2_1451459_at 63.1 95.8 P P 0.000244 0.000732 0.5 NC 0.003699 gb:BC023122.1 /DB_XREF=gi:18605779 /FEA=FLmRNA /CNT=126 /TID=Mm.128165.1 /TIER=FL+Stack /STK=8 /UG=Mm.128165 /LL=67783 /UG_GENE=62
MOE430_2_1451484_a_ 11.7 9.9 A A 0.39 0.39 0.5 NC 0.41 gb:BC022954.1 /DB_XREF=gi:18606445 /FEA=FLmRNA /CNT=19 /TID=Mm.196611.2 /TIER=FL+Stack /STK=16 /UG=Mm.196611 /LL=20964 /UG_GENE=S
MOE430_2_1451500_at 1.8 1 A A 0.75 0.77 0.5 NC 0.5 gb:BC026453.1 /DB_XREF=gi:20071419 /FEA=FLmRNA /CNT=26 /TID=Mm.34874.1 /TIER=FL+Stack /STK=14 /UG=Mm.34874 /DEF=Mus musculus, Simila
MOE430_2_1451503_at 11.5 13 A A 0.09 0.11 0.5 NC 0.5 gb:BC027290.1 /DB_XREF=gi:20070999 /FEA=FLmRNA /CNT=23 /TID=Mm.48232.1 /TIER=FL+Stack /STK=14 /UG=Mm.48232 /LL=78688 /UG_GENE=B43
MOE430_2_1451515_s_ 4.7 8.2 A A 0.36 0.19 0.5 NC 0.16 gb:BC010799.1 /DB_XREF=gi:14789822 /FEA=FLmRNA /CNT=36 /TID=Mm.39974.1 /TIER=FL+Stack /STK=13 /UG=Mm.39974 /DEF=Mus musculus, clone 
MOE430_2_1451528_at 2.4 3.6 A A 0.6 0.63 0.5 NC 0.3 gb:BC025833.1 /DB_XREF=gi:19387997 /FEA=FLmRNA /CNT=30 /TID=Mm.34891.1 /TIER=FL+Stack /STK=12 /UG=Mm.34891 /DEF=Mus musculus, clone 
MOE430_2_1451531_at 35.6 42.3 A P 0.08 0.01 0.5 I 0.001486 gb:BC018472.1 /DB_XREF=gi:17391111 /FEA=FLmRNA /CNT=25 /TID=Mm.46542.1 /TIER=FL+Stack /STK=11 /UG=Mm.46542 /DEF=Mus musculus, clone 
MOE430_2_1451540_at 216.9 312.6 P P 0.001221 0.001953 0.5 I 0.001651 gb:BC009068.1 /DB_XREF=gi:14290578 /FEA=FLmRNA /CNT=61 /TID=Mm.181653.1 /TIER=FL+Stack /STK=10 /UG=Mm.181653 /LL=66909 /UG_GENE=1
MOE430_2_1451543_at 136.9 181.4 P P 0.000244 0.000244 0.5 NC 0.00712 gb:BC021871.1 /DB_XREF=gi:18256899 /FEA=FLmRNA /CNT=46 /TID=Mm.216305.1 /TIER=FL+Stack /STK=10 /UG=Mm.216305 /DEF=Mus musculus, Sim
MOE430_2_1451566_at 27.2 34.2 P P 0.000244 0.000244 0.5 MI 0.00249 gb:BC005471.1 /DB_XREF=gi:13529496 /FEA=FLmRNA /CNT=35 /TID=Mm.184060.1 /TIER=FL+Stack /STK=9 /UG=Mm.184060 /DEF=Mus musculus, clone
MOE430_2_1451579_at 0.5 1.1 A A 0.97 0.9 0.5 NC 0.15 gb:BC024139.1 /DB_XREF=gi:18848263 /FEA=FLmRNA /CNT=8 /TID=Mm.205253.1 /TIER=FL+Stack /STK=8 /UG=Mm.205253 /DEF=Mus musculus, Simila
MOE430_2_1451588_at 6 7.8 A A 0.3 0.53 0.5 NC 0.5 gb:BC014724.1 /DB_XREF=gi:15928492 /FEA=FLmRNA /CNT=28 /TID=Mm.175132.1 /TIER=FL /STK=6 /UG=Mm.175132 /LL=69123 /UG_GENE=1810022C
MOE430_2_1451619_at 43.5 60 P P 0.00293 0.001953 0.5 NC 0.02 gb:BC027194.1 /DB_XREF=gi:20072617 /FEA=FLmRNA /CNT=176 /TID=Mm.21218.1 /TIER=FL /STK=4 /UG=Mm.21218 /LL=69879 /UG_GENE=2010204I15
MOE430_2_1451623_at 1.4 4.2 A A 0.99 0.98 0.5 NC 0.47 gb:BC021304.1 /DB_XREF=gi:18204161 /FEA=FLmRNA /CNT=43 /TID=Mm.29904.1 /TIER=FL /STK=4 /UG=Mm.29904 /LL=27395 /UG_GENE=Mrpl15 /DEF
MOE430_2_1451631_at 38.2 45.5 M P 0.05 0.04 0.5 NC 0.08 gb:BC021395.1 /DB_XREF=gi:18204141 /FEA=FLmRNA /CNT=16 /TID=Mm.216371.1 /TIER=FL /STK=4 /UG=Mm.216371 /DEF=Mus musculus, clone MGC:
MOE430_2_1451632_a_ 1.2 1 A A 0.8 0.78 0.5 NC 0.15 gb:BC018535.1 /DB_XREF=gi:17391265 /FEA=FLmRNA /CNT=14 /TID=Mm.212716.1 /TIER=FL /STK=4 /UG=Mm.212716 /DEF=Mus musculus, Similar to im
MOE430_2_1451712_at 6.2 5.3 A A 0.08 0.14 0.5 NC 0.64 gb:AF440735.1 /DB_XREF=gi:16904363 /FEA=FLmRNA /CNT=3 /TID=Mm.160102.1 /TIER=FL /STK=2 /UG=Mm.160102 /LL=78609 /UG_GENE=8030411F24
MOE430_2_1451752_at 23.9 30.3 P P 0.008057 0.001953 0.5 NC 0.45 gb:L26507.1 /DB_XREF=gi:508527 /GEN=MNF /FEA=FLmRNA /CNT=28 /TID=Mm.24214.2 /TIER=FL /STK=1 /UG=Mm.24214 /LL=17425 /DEF=Mouse myo
MOE430_2_1451770_s_ 427.8 764.8 P P 0.000244 0.000244 0.5 I 0.000052 gb:U91922.1 /DB_XREF=gi:2961455 /GEN=Ddx9 /FEA=FLmRNA /CNT=39 /TID=Mm.20000.1 /TIER=FL /STK=1 /UG=Mm.20000 /LL=13211 /DEF=Mus mus
MOE430_2_1451790_a_ 688.9 969.7 P P 0.000244 0.000244 0.5 I 0.00002 gb:AF004833.1 /DB_XREF=gi:2897076 /GEN=TFPI /FEA=FLmRNA /CNT=10 /TID=Mm.3601.1 /TIER=FL /STK=1 /UG=Mm.3601 /LL=21788 /DEF=Mus mus
MOE430_2_1451791_at 727.4 1138.2 P P 0.000732 0.000244 0.5 I 0.00002 gb:AF004833.1 /DB_XREF=gi:2897076 /GEN=TFPI /FEA=FLmRNA /CNT=10 /TID=Mm.3601.1 /TIER=FL /STK=1 /UG=Mm.3601 /LL=21788 /DEF=Mus mus
MOE430_2_1451794_at 115.6 154.5 P P 0.000244 0.000244 0.5 I 0.000492 gb:BC026867.1 /DB_XREF=gi:20071531 /FEA=FLmRNA /CNT=19 /TID=Mm.220352.1 /TIER=FL /STK=1 /UG=Mm.220352 /DEF=Mus musculus, Similar to K
MOE430_2_1451868_at 9.7 10 A A 0.43 0.43 0.5 NC 0.3 gb:U51126.1 /DB_XREF=gi:2564073 /GEN=Girk2C /FEA=FLmRNA /CNT=2 /TID=Mm.4276.5 /TIER=FL /STK=1 /UG=Mm.4276 /LL=16522 /DEF=Mus muscu
MOE430_2_1451894_a_ 1.1 1.2 A A 0.78 0.56 0.5 NC 0.27 gb:U26707.1 /DB_XREF=gi:951125 /GEN=Scn8a /FEA=FLmRNA /CNT=1 /TID=Mm.3076.2 /TIER=FL /STK=1 /UG=Mm.3076 /LL=20273 /DEF=Mus musculu
MOE430_2_1451904_a_ 24.7 26.7 A A 0.3 0.27 0.5 NC 0.15 gb:AB059633.1 /DB_XREF=gi:18447970 /GEN=mADAM33-beta /FEA=FLmRNA /CNT=1 /TID=Mm.44960.1 /TIER=FL /STK=1 /UG=Mm.44960 /LL=110751 /
MOE430_2_1451939_a_ 12 23.9 P P 0.008057 0.03 0.5 NC 0.02 gb:AB028050.1 /DB_XREF=gi:6475036 /GEN=drs-2 /FEA=FLmRNA /CNT=1 /TID=Mm.1927.2 /TIER=FL /STK=1 /UG=Mm.1927 /LL=51795 /DEF=Mus musc
MOE430_2_1451977_at 62.4 90.3 P P 0.000244 0.000244 0.5 I 0.000389 gb:U58497.1 /DB_XREF=gi:1381157 /GEN=Dyrk /FEA=FLmRNA /CNT=83 /TID=Mm.4041.1 /TIER=FL+Stack /STK=44 /UG=Mm.4041 /LL=13548 /DEF=Mus
MOE430_2_1452020_a_ 820.7 963.3 P P 0.000244 0.000244 0.5 I 0.000774 gb:AF033112.1 /DB_XREF=gi:5737692 /FEA=FLmRNA /CNT=2 /TID=Mm.28216.2 /TIER=FL /STK=1 /UG=Mm.28216 /LL=30954 /UG_GENE=Siva-pending /
MOE430_2_1452047_at 413 532.5 P P 0.000244 0.000244 0.5 I 0.000307 gb:AK013924.1 /DB_XREF=gi:12851486 /GEN=Cacybp /FEA=FLmRNA /CNT=189 /TID=Mm.10702.1 /TIER=Stack /STK=39 /UG=Mm.10702 /LL=12301 /UG
MOE430_2_1452051_at 1688 2382.6 P P 0.000244 0.000244 0.5 I 0.00002 gb:BE372352 /DB_XREF=gi:9317715 /DB_XREF=601223481F1 /CLONE=IMAGE:3581852 /FEA=FLmRNA /CNT=311 /TID=Mm.183102.1 /TIER=Stack /STK=
MOE430_2_1452078_a_ 87.3 106.5 P P 0.001953 0.000244 0.5 I 0.000346 gb:BG065264 /DB_XREF=gi:12547827 /DB_XREF=H3029B01-3 /CLONE=H3029B01 /FEA=FLmRNA /CNT=80 /TID=Mm.1304.2 /TIER=Stack /STK=12 /UG=
MOE430_2_1452091_a_ 94.5 143 P P 0.000244 0.000244 0.5 I 0.001201 gb:BM228459 /DB_XREF=gi:17791109 /DB_XREF=K0261F04-3 /CLONE=K0261F04 /FEA=FLmRNA /CNT=115 /TID=Mm.24129.2 /TIER=Stack /STK=61 /U



MOE430_2_1452110_at 99.7 134.5 P P 0.000244 0.000244 0.5 NC 0.01 gb:BB757908 /DB_XREF=gi:16186103 /DB_XREF=BB757908 /CLONE=G270090O15 /FEA=FLmRNA /CNT=39 /TID=Mm.205514.1 /TIER=Stack /STK=16 /U
MOE430_2_1452137_at 45 85.1 P P 0.000244 0.000244 0.5 I 0.000052 gb:BB704602 /DB_XREF=gi:16053437 /DB_XREF=BB704602 /CLONE=7420465P14 /FEA=FLmRNA /CNT=17 /TID=Mm.28214.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1452166_a_ 98.9 126 P P 0.000244 0.000244 0.5 NC 0.03 gb:AK014360.1 /DB_XREF=gi:12852156 /GEN=Krt1-10 /FEA=mRNA /CNT=157 /TID=Mm.22662.1 /TIER=Stack /STK=82 /UG=Mm.22662 /LL=16661 /UG_T
MOE430_2_1452172_at 84.5 122.5 P P 0.000244 0.000244 0.5 I 0.001651 gb:BB108987 /DB_XREF=gi:15408009 /DB_XREF=BB108987 /CLONE=9530015G04 /FEA=mRNA /CNT=118 /TID=Mm.30965.1 /TIER=Stack /STK=80 /UG=
MOE430_2_1452206_at 496.8 633.5 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK005273.1 /DB_XREF=gi:12837714 /FEA=mRNA /CNT=232 /TID=Mm.19154.1 /TIER=Stack /STK=58 /UG=Mm.19154 /LL=20916 /UG_GENE=Sucla2 /U
MOE430_2_1452226_at 219.1 312.6 P P 0.000244 0.000244 0.5 I 0.000078 gb:AV122997 /DB_XREF=gi:16382484 /DB_XREF=AV122997 /CLONE=2610529N02 /FEA=mRNA /CNT=227 /TID=Mm.253.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1452230_at 354.1 511.8 P P 0.001953 0.000732 0.5 I 0.000023 gb:AV114239 /DB_XREF=gi:16382179 /DB_XREF=AV114239 /CLONE=2610030F24 /FEA=mRNA /CNT=225 /TID=Mm.21762.1 /TIER=Stack /STK=40 /UG=
MOE430_2_1452297_at 31.9 26.3 P P 0.01 0.000732 0.5 NC 0.01 gb:BI872151 /DB_XREF=gi:16045826 /DB_XREF=603396464F1 /CLONE=IMAGE:5400423 /FEA=mRNA /CNT=86 /TID=Mm.45584.1 /TIER=ConsEnd /STK=0
MOE430_2_1452307_at 147.2 202.5 P P 0.000244 0.000244 0.5 NC 0.002753 gb:BB667491 /DB_XREF=gi:16398940 /DB_XREF=BB667491 /CLONE=C730018E24 /FEA=mRNA /CNT=252 /TID=Mm.45118.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1452321_at 50.1 69.6 P P 0.03 0.04 0.5 MI 0.002032 gb:BB491154 /DB_XREF=gi:16441715 /DB_XREF=BB491154 /CLONE=D530019K20 /FEA=mRNA /CNT=87 /TID=Mm.131039.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1452325_at 6 6.9 A A 0.36 0.21 0.5 NC 0.21 gb:AK014503.1 /DB_XREF=gi:12852404 /GEN=Trp73 /FEA=mRNA /CNT=25 /TID=Mm.103715.1 /TIER=Stack /STK=14 /UG=Mm.103715 /LL=22062 /UG_TI
MOE430_2_1452350_at 31.1 44.7 P P 0.01 0.00415 0.5 NC 0.009292 gb:BM219644 /DB_XREF=gi:17779527 /DB_XREF=C0928A08-3 /CLONE=C0928A08 /FEA=mRNA /CNT=32 /TID=Mm.28414.3 /TIER=Stack /STK=10 /UG=M
MOE430_2_1452391_at 23.1 44.8 P P 0.01 0.000244 0.5 NC 0.006503 gb:AK004908.1 /DB_XREF=gi:12836447 /GEN=Cxadr /FEA=mRNA /CNT=50 /TID=Mm.8702.2 /TIER=Stack /STK=9 /UG=Mm.8702 /LL=13052 /UG_TITLE=c
MOE430_2_1452407_at 26.9 40.6 A A 0.43 0.17 0.5 NC 0.04 gb:AB041554.1 /DB_XREF=gi:7670373 /FEA=mRNA /CNT=9 /TID=Mm.81035.1 /TIER=ConsEnd /STK=5 /UG=Mm.81035 /LL=245865 /UG_GENE=SPAG4 /U
MOE430_2_1452418_at 24.8 41.9 A A 0.06 0.08 0.5 NC 0.37 gb:BF719154 /DB_XREF=gi:12020156 /DB_XREF=mab33d12.x1 /CLONE=IMAGE:3972143 /FEA=mRNA /CNT=10 /TID=Mm.171545.1 /TIER=ConsEnd /STK=
MOE430_2_1452421_at 56.5 58.3 P P 0.03 0.01 0.5 NC 0.004925 gb:BB496114 /DB_XREF=gi:16441813 /DB_XREF=BB496114 /CLONE=D630001G19 /FEA=mRNA /CNT=9 /TID=Mm.42208.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1452452_at 3.1 3.9 A A 0.99 0.98 0.5 NC 0.2 gb:M73818.1 /DB_XREF=gi:194061 /GEN=gag /FEA=mRNA /CNT=16 /TID=Mm.409.1 /TIER=ConsEnd /STK=0 /UG=Mm.409 /UG_TITLE=Mouse intracistern
MOE430_2_1452487_x_ 0.3 0.7 A A 0.96 0.91 0.5 NC 0.12 gb:BB133664 /DB_XREF=gi:16266556 /DB_XREF=BB133664 /CLONE=9830107M21 /FEA=mRNA /CNT=4 /TID=Mm.196419.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1452499_a_ 80.4 107.8 P P 0.02 0.01 0.5 NC 0.004925 gb:Y15894.1 /DB_XREF=gi:2695865 /GEN=KIF2beta /FEA=mRNA /CNT=2 /TID=Mm.4415.3 /TIER=ConsEnd /STK=0 /UG=Mm.4415 /LL=16563 /DEF=Mus m
MOE430_2_1452505_at 0.8 1.7 A A 0.98 0.9 0.5 NC 0.07 gb:AF106279.1 /DB_XREF=gi:6492113 /FEA=mRNA /CNT=2 /TID=Mm.213197.1 /TIER=ConsEnd /STK=0 /UG=Mm.213197 /DEF=Mus musculus laminin gam
MOE430_2_1452514_a_ 1.1 1 A A 0.85 0.91 0.5 NC 0.65 gb:X65997.1 /DB_XREF=gi:50431 /GEN=c-kit /FEA=mRNA /CNT=1 /TID=Mm.4394.2 /TIER=ConsEnd /STK=0 /UG=Mm.4394 /LL=16590 /DEF=M.musculus
MOE430_2_1452516_at 13.5 18.8 A A 0.36 0.24 0.5 NC 0.5 gb:AJ245454.1 /DB_XREF=gi:6453614 /GEN=Smok2(tw5) /FEA=mRNA /CNT=1 /TID=Mm.88851.1 /TIER=ConsEnd /STK=0 /UG=Mm.88851 /LL=27263 /DE
MOE430_2_1452587_at 555.6 978 P P 0.000244 0.000244 0.5 I 0.000027 gb:AK014859.1 /DB_XREF=gi:12852945 /FEA=mRNA /CNT=260 /TID=Mm.30108.1 /TIER=Stack /STK=42 /UG=Mm.30108 /LL=66713 /UG_GENE=4921510D
MOE430_2_1452618_at 138.4 179.1 P P 0.00293 0.001953 0.5 I 0.000966 gb:BM230774 /DB_XREF=gi:17866044 /DB_XREF=K0300H09-3 /CLONE=K0300H09 /FEA=mRNA /CNT=34 /TID=Mm.39965.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1452647_a_ 54.7 75 P P 0.00293 0.001221 0.5 NC 0.003699 gb:AK011199.1 /DB_XREF=gi:12847166 /FEA=mRNA /CNT=211 /TID=Mm.13823.1 /TIER=Stack /STK=180 /UG=Mm.13823 /LL=67728 /UG_GENE=9130020
MOE430_2_1452658_at 32 64 P P 0.00415 0.000244 0.5 I 0.000167 gb:AK011972.1 /DB_XREF=gi:12848424 /FEA=mRNA /CNT=192 /TID=Mm.34606.1 /TIER=Stack /STK=14 /UG=Mm.34606 /LL=67069 /UG_GENE=2610511F
MOE430_2_1452677_at 80.4 101.9 P P 0.04 0.01 0.5 I 0.000692 gb:BB777815 /DB_XREF=gi:16938515 /DB_XREF=BB777815 /CLONE=G430042F07 /FEA=mRNA /CNT=133 /TID=Mm.41935.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1452720_a_ 344.2 473.8 P P 0.000244 0.000244 0.5 I 0.000035 gb:BM199874 /DB_XREF=gi:17752915 /DB_XREF=C0202A02-3 /CLONE=C0202A02 /FEA=mRNA /CNT=92 /TID=Mm.24084.2 /TIER=Stack /STK=61 /UG=M
MOE430_2_1452730_at 0.7 2.6 A A 0.98 0.8 0.5 NC 0.09 gb:AK004068.1 /DB_XREF=gi:12835100 /FEA=mRNA /CNT=98 /TID=Mm.3572.1 /TIER=Stack /STK=57 /UG=Mm.3572 /LL=66184 /UG_GENE=1110033J19R
MOE430_2_1452737_at 309.4 477.5 P P 0.000732 0.000732 0.5 I 0.000052 gb:AK012692.1 /DB_XREF=gi:12849610 /FEA=mRNA /CNT=81 /TID=Mm.29464.1 /TIER=Stack /STK=54 /UG=Mm.29464 /LL=75616 /UG_GENE=2810008M2
MOE430_2_1452743_at 452.4 719.7 P P 0.000244 0.000244 0.5 I 0.000078 gb:AK007693.1 /DB_XREF=gi:12841400 /FEA=mRNA /CNT=79 /TID=Mm.27444.1 /TIER=Stack /STK=53 /UG=Mm.27444 /LL=72024 /UG_GENE=1810034K1
MOE430_2_1452771_s_ 124.9 205.2 P P 0.000244 0.000244 0.5 I 0.000692 gb:AK012088.1 /DB_XREF=gi:12848614 /GEN=Facl3 /FEA=mRNA /CNT=131 /TID=Mm.27944.1 /TIER=Stack /STK=45 /UG=Mm.27944 /LL=74205 /UG_TIT
MOE430_2_1452797_at 78.5 102.9 P P 0.001221 0.000732 0.5 I 0.001651 gb:AK009264.1 /DB_XREF=gi:12843954 /FEA=mRNA /CNT=48 /TID=Mm.23670.1 /TIER=Stack /STK=39 /UG=Mm.23670 /LL=69577 /UG_GENE=2310010B2
MOE430_2_1452800_a_ 211.5 307.6 P P 0.01 0.005859 0.5 I 0.000241 gb:AK002320.1 /DB_XREF=gi:12832214 /FEA=mRNA /CNT=74 /TID=Mm.28628.1 /TIER=Stack /STK=38 /UG=Mm.28628 /LL=68316 /UG_GENE=0610008C0
MOE430_2_1452846_at 15.7 21.1 A A 0.24 0.18 0.5 NC 0.39 gb:AK003571.1 /DB_XREF=gi:12834318 /FEA=mRNA /CNT=58 /TID=Mm.40566.1 /TIER=Stack /STK=8 /UG=Mm.40566 /LL=68507 /UG_GENE=Ppfia4 /UG_
MOE430_2_1452848_at 135.6 198.2 P P 0.001953 0.000732 0.5 NC 0.003355 gb:BB023525 /DB_XREF=gi:15403415 /DB_XREF=BB023525 /CLONE=5330415O22 /FEA=mRNA /CNT=42 /TID=Mm.139787.1 /TIER=Stack /STK=31 /UG=
MOE430_2_1452858_at 56.3 81.8 P P 0.00293 0.001221 0.5 I 0.000618 gb:BB003384 /DB_XREF=gi:16214789 /DB_XREF=BB003384 /CLONE=4732454N22 /FEA=mRNA /CNT=50 /TID=Mm.54426.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1452859_at 34 46.9 A A 0.14 0.08 0.5 NC 0.07 gb:AK004803.1 /DB_XREF=gi:12836257 /FEA=mRNA /CNT=81 /TID=Mm.26639.1 /TIER=Stack /STK=27 /UG=Mm.26639 /LL=66875 /UG_GENE=1200016B1
MOE430_2_1452901_at 71 128.1 P P 0.000244 0.000244 0.5 I 0.000438 gb:AK014391.1 /DB_XREF=gi:12852209 /FEA=mRNA /CNT=170 /TID=Mm.29047.1 /TIER=Stack /STK=54 /UG=Mm.29047 /LL=66683 /UG_GENE=3526402H
MOE430_2_1452991_at 9.6 16.4 P P 0.02 0.01 0.5 NC 0.23 gb:BB211667 /DB_XREF=gi:16352705 /DB_XREF=BB211667 /CLONE=A430106I10 /FEA=mRNA /CNT=25 /TID=Mm.32157.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1453012_at 19.2 26.2 P P 0.000732 0.001953 0.5 NC 0.41 gb:AK017449.1 /DB_XREF=gi:12856688 /FEA=mRNA /CNT=17 /TID=Mm.33404.1 /TIER=Stack /STK=13 /UG=Mm.33404 /LL=74514 /UG_GENE=5530402M
MOE430_2_1453050_at 33.9 41.8 P P 0.01 0.02 0.5 NC 0.08 gb:BB494601 /DB_XREF=gi:9453228 /DB_XREF=BB494601 /CLONE=D530041K15 /FEA=mRNA /CNT=49 /TID=Mm.35546.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1453104_at 554.9 827.4 P P 0.000244 0.000244 0.5 I 0.000088 gb:AK018549.1 /DB_XREF=gi:12858306 /FEA=mRNA /CNT=77 /TID=Mm.197527.1 /TIER=Stack /STK=49 /UG=Mm.197527 /LL=74546 /UG_GENE=9030612
MOE430_2_1453123_at 14.1 18.5 A P 0.06 0.008057 0.5 NC 0.05 gb:BF022081 /DB_XREF=gi:10753413 /DB_XREF=uy46e09.y1 /CLONE=IMAGE:3662632 /FEA=mRNA /CNT=110 /TID=Mm.196532.1 /TIER=ConsEnd /STK=
MOE430_2_1453131_at 1.4 1.9 A A 0.9 0.8 0.5 NC 0.16 gb:AK009375.1 /DB_XREF=gi:12844135 /FEA=mRNA /CNT=51 /TID=Mm.67737.1 /TIER=Stack /STK=26 /UG=Mm.67737 /LL=71892 /UG_GENE=2310016B0
MOE430_2_1453153_at 31.7 44.6 P A 0.03 0.11 0.5 NC 0.29 gb:AK012554.1 /DB_XREF=gi:12849371 /FEA=mRNA /CNT=28 /TID=Mm.23135.1 /TIER=Stack /STK=20 /UG=Mm.23135 /LL=72635 /UG_GENE=2700083B0
MOE430_2_1453174_at 22.8 51.2 P P 0.01 0.01 0.5 NC 0.13 gb:AK010199.1 /DB_XREF=gi:12845469 /FEA=mRNA /CNT=58 /TID=Mm.38133.1 /TIER=Stack /STK=13 /UG=Mm.38133 /LL=71938 /UG_GENE=2310076G1
MOE430_2_1453198_at 27.2 54.3 M P 0.05 0.03 0.5 I 0.000147 gb:BG072075 /DB_XREF=gi:12554644 /DB_XREF=H3106E01-3 /CLONE=H3106E01 /FEA=mRNA /CNT=53 /TID=Mm.18810.3 /TIER=Stack /STK=12 /UG=M
MOE430_2_1453210_at 29.1 36.5 P P 0.000732 0.000732 0.5 NC 0.1 gb:AK017753.1 /DB_XREF=gi:12857154 /FEA=mRNA /CNT=24 /TID=Mm.35505.1 /TIER=Stack /STK=12 /UG=Mm.35505 /LL=70632 /UG_GENE=5730507C0
MOE430_2_1453271_at 309.5 425.1 P P 0.000244 0.000244 0.5 I 0.000241 gb:AK003209.1 /DB_XREF=gi:12833734 /FEA=mRNA /CNT=13 /TID=Mm.18414.1 /TIER=Stack /STK=9 /UG=Mm.18414 /LL=75725 /UG_GENE=4932409F11
MOE430_2_1453328_at 32.5 39.9 P P 0.000732 0.000244 0.5 NC 0.01 gb:AW495672 /DB_XREF=gi:7065953 /DB_XREF=UI-M-BH3-avd-b-02-0-UI.s1 /CLONE=UI-M-BH3-avd-b-02-0-UI /FEA=mRNA /CNT=10 /TID=Mm.32071
MOE430_2_1453359_at 20.2 22.7 P P 0.005859 0.00293 0.5 NC 0.01 gb:AK012015.1 /DB_XREF=gi:12848495 /FEA=mRNA /CNT=9 /TID=Mm.152521.1 /TIER=ConsEnd /STK=5 /UG=Mm.152521 /LL=66621 /UG_GENE=261031
MOE430_2_1453361_at 7.9 12.5 A A 0.14 0.12 0.5 NC 0.5 gb:BM213590 /DB_XREF=gi:17771525 /DB_XREF=C0838F11-3 /CLONE=C0838F11 /FEA=mRNA /CNT=8 /TID=Mm.68835.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1453433_at 40.7 79.9 P P 0.00415 0.000732 0.5 MI 0.00249 gb:AK011125.1 /DB_XREF=gi:12847048 /FEA=mRNA /CNT=9 /TID=Mm.63573.1 /TIER=ConsEnd /STK=3 /UG=Mm.63573 /LL=72338 /UG_GENE=2600001A
MOE430_2_1453455_at 2.1 2.6 A A 0.66 0.66 0.5 NC 0.1 gb:BM247567 /DB_XREF=gi:17882837 /DB_XREF=K0803H03-3 /CLONE=K0803H03 /FEA=mRNA /CNT=4 /TID=Mm.159545.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1453484_at 0.3 0.7 A A 0.99 0.99 0.5 NC 0.48 gb:BF319490 /DB_XREF=gi:11268240 /DB_XREF=uy59g01.x1 /CLONE=IMAGE:3663888 /FEA=mRNA /CNT=9 /TID=Mm.23509.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1453540_at 21.9 32.4 P P 0.000244 0.001221 0.5 NC 0.04 gb:BM218780 /DB_XREF=gi:17778417 /DB_XREF=C0915G07-3 /CLONE=C0915G07 /FEA=mRNA /CNT=3 /TID=Mm.159226.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453550_a_ 14.7 15.9 M P 0.05 0.008057 0.5 MI 0.00225 gb:AK011187.1 /DB_XREF=gi:12847145 /FEA=mRNA /CNT=3 /TID=Mm.147529.2 /TIER=ConsEnd /STK=2 /UG=Mm.147529 /LL=67420 /UG_GENE=373240
MOE430_2_1453599_at 1 1.2 A A 0.78 0.56 0.5 NC 0.14 gb:BB712433 /DB_XREF=gi:16065602 /DB_XREF=BB712433 /CLONE=B020034M19 /FEA=mRNA /CNT=8 /TID=Mm.180272.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453603_at 10.1 13.2 P P 0.03 0.02 0.5 NC 0.1 gb:AW488528 /DB_XREF=gi:7058798 /DB_XREF=UI-M-BH3-arq-f-08-0-UI.s1 /CLONE=UI-M-BH3-arq-f-08-0-UI /FEA=mRNA /CNT=7 /TID=Mm.86917.1 
MOE430_2_1453650_at 1.5 1.7 A A 0.98 0.96 0.5 NC 0.27 gb:AK015129.1 /DB_XREF=gi:12853349 /FEA=mRNA /CNT=4 /TID=Mm.212725.1 /TIER=ConsEnd /STK=1 /UG=Mm.212725 /LL=71637 /UG_GENE=493041
MOE430_2_1453663_at 1.5 1.5 A A 0.72 0.75 0.5 NC 0.77 gb:AK016565.1 /DB_XREF=gi:12855365 /FEA=mRNA /CNT=4 /TID=Mm.171197.1 /TIER=ConsEnd /STK=1 /UG=Mm.171197 /LL=74415 /UG_GENE=493244
MOE430_2_1453682_at 51.4 82.4 P P 0.01 0.000732 0.5 I 0.000389 gb:AK020406.1 /DB_XREF=gi:12860982 /FEA=mRNA /CNT=4 /TID=Mm.159876.1 /TIER=ConsEnd /STK=1 /UG=Mm.159876 /LL=77249 /UG_GENE=943000
MOE430_2_1453736_s_ 99.5 120.4 P P 0.000244 0.000244 0.5 NC 0.002753 gb:BG923812 /DB_XREF=gi:14304288 /DB_XREF=602825038F1 /CLONE=IMAGE:4953752 /FEA=mRNA /CNT=23 /TID=Mm.155099.1 /TIER=ConsEnd /STK
MOE430_2_1453738_at 28.7 36.2 P P 0.03 0.005859 0.5 NC 0.04 gb:BI664973 /DB_XREF=gi:15579206 /DB_XREF=603289432F1 /CLONE=IMAGE:5323639 /FEA=mRNA /CNT=25 /TID=Mm.31899.1 /TIER=ConsEnd /STK=0
MOE430_2_1453763_at 20.7 38.7 P P 0.000244 0.000244 0.5 NC 0.008511 gb:AA690074 /DB_XREF=gi:2691010 /DB_XREF=vr78e08.s1 /CLONE=IMAGE:1134854 /FEA=mRNA /CNT=19 /TID=Mm.64913.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453833_a_ 71.1 107.9 P P 0.001221 0.000732 0.5 NC 0.01 gb:AK011680.1 /DB_XREF=gi:12847959 /FEA=mRNA /CNT=5 /TID=Mm.10152.2 /TIER=ConsEnd /STK=0 /UG=Mm.10152 /LL=19819 /UG_GENE=Rnaseh1 /
MOE430_2_1453852_at 51.5 78.8 P P 0.008057 0.001953 0.5 I 0.000774 gb:BB224909 /DB_XREF=gi:8893521 /DB_XREF=BB224909 /CLONE=A530088L20 /FEA=mRNA /CNT=4 /TID=Mm.96287.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1453903_at 4.5 10.8 A A 0.5 0.21 0.5 NC 0.3 gb:AK015617.1 /DB_XREF=gi:12854019 /FEA=mRNA /CNT=4 /TID=Mm.87368.2 /TIER=ConsEnd /STK=1 /UG=Mm.87368 /LL=75015 /UG_GENE=4930483N
MOE430_2_1453907_at 0.9 0.5 A A 0.93 0.96 0.5 NC 0.5 gb:AK021138.1 /DB_XREF=gi:12861923 /FEA=mRNA /CNT=3 /TID=Mm.159964.1 /TIER=ConsEnd /STK=1 /UG=Mm.159964 /LL=77639 /UG_GENE=C03004
MOE430_2_1453919_at 0.7 2.9 A A 0.75 0.6 0.5 NC 0.21 gb:AU041304 /DB_XREF=gi:3955539 /DB_XREF=AU041304 /CLONE=J0829E12 /FEA=mRNA /CNT=2 /TID=Mm.35507.1 /TIER=ConsEnd /STK=1 /UG=Mm.
MOE430_2_1453970_at 5.4 9.1 A A 0.46 0.11 0.5 NC 0.1 gb:AK014713.1 /DB_XREF=gi:12852731 /FEA=mRNA /CNT=3 /TID=Mm.159251.1 /TIER=ConsEnd /STK=0 /UG=Mm.159251 /LL=74591 /UG_GENE=483341
MOE430_2_1453973_s_ 50.5 82.4 P P 0.000244 0.005859 0.5 NC 0.24 gb:AK013719.1 /DB_XREF=gi:12851189 /FEA=mRNA /CNT=3 /TID=Mm.163662.1 /TIER=ConsEnd /STK=0 /UG=Mm.163662 /LL=76975 /UG_GENE=290005
MOE430_2_1453976_at 17.6 21.5 P P 0.03 0.000732 0.5 NC 0.01 gb:BB624514 /DB_XREF=gi:16463000 /DB_XREF=BB624514 /CLONE=8030496F16 /FEA=mRNA /CNT=3 /TID=Mm.218367.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454001_at 17 17.3 A A 0.19 0.06 0.5 NC 0.13 gb:BE334842 /DB_XREF=gi:9208618 /DB_XREF=us89g11.y1 /CLONE=IMAGE:3325604 /FEA=mRNA /CNT=2 /TID=Mm.75077.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1454003_at 17.6 17 A M 0.06 0.05 0.5 NC 0.002753 gb:AK009650.1 /DB_XREF=gi:12844573 /FEA=mRNA /CNT=2 /TID=Mm.202674.1 /TIER=ConsEnd /STK=0 /UG=Mm.202674 /LL=69597 /UG_GENE=231003
MOE430_2_1454013_at 80.8 114.1 P P 0.001953 0.001221 0.5 NC 0.01 gb:AK007938.1 /DB_XREF=gi:12841814 /FEA=mRNA /CNT=2 /TID=Mm.73639.1 /TIER=ConsEnd /STK=0 /UG=Mm.73639 /LL=75602 /UG_GENE=1810062O
MOE430_2_1454014_a_ 54.8 87.4 P P 0.01 0.001221 0.5 NC 0.01 gb:AK004987.1 /DB_XREF=gi:12836588 /GEN=Mkks /FEA=mRNA /CNT=1 /TID=Mm.26763.2 /TIER=ConsEnd /STK=0 /UG=Mm.26763 /LL=59030 /UG_TITL
MOE430_2_1454068_at 1.6 1 A A 0.85 0.8 0.5 NC 0.34 gb:AK015535.1 /DB_XREF=gi:12853916 /FEA=mRNA /CNT=1 /TID=Mm.159584.1 /TIER=ConsEnd /STK=0 /UG=Mm.159584 /LL=75815 /UG_GENE=493047
MOE430_2_1454074_a_ 185.2 264 P P 0.000244 0.000244 0.5 NC 0.003699 gb:AK005213.1 /DB_XREF=gi:12837617 /FEA=mRNA /CNT=1 /TID=Mm.27799.2 /TIER=ConsEnd /STK=0 /UG=Mm.27799 /LL=66239 /UG_GENE=1500011J
MOE430_2_1454081_at 1.2 1.4 A A 0.82 0.85 0.5 NC 0.5 gb:AK016846.1 /DB_XREF=gi:12855797 /FEA=mRNA /CNT=1 /TID=Mm.158610.1 /TIER=ConsEnd /STK=0 /UG=Mm.158610 /LL=71188 /UG_GENE=493341
MOE430_2_1454083_at 0.4 0.4 A A 0.97 0.99 0.5 NC 0.4 gb:AK015347.1 /DB_XREF=gi:12853651 /FEA=mRNA /CNT=1 /TID=Mm.159299.1 /TIER=ConsEnd /STK=0 /UG=Mm.159299 /LL=74689 /UG_GENE=493044
MOE430_2_1454085_at 5.5 10.2 A A 0.24 0.19 0.5 NC 0.5 gb:AK016750.1 /DB_XREF=gi:12855652 /FEA=mRNA /CNT=1 /TID=Mm.158556.1 /TIER=ConsEnd /STK=0 /UG=Mm.158556 /LL=71084 /UG_GENE=493340
MOE430_2_1454114_a_ 0.6 0.7 A A 0.98 0.84 0.5 NC 0.08 gb:AK015318.1 /DB_XREF=gi:12853609 /FEA=mRNA /CNT=1 /TID=Mm.85000.4 /TIER=ConsEnd /STK=0 /UG=Mm.85000 /LL=74446 /UG_GENE=4933425K
MOE430_2_1454174_a_ 66.5 82.8 P P 0.000244 0.000244 0.5 NC 0.01 gb:AK021190.1 /DB_XREF=gi:12861995 /FEA=mRNA /CNT=1 /TID=Mm.157101.2 /TIER=ConsEnd /STK=0 /UG=Mm.157101 /LL=77644 /UG_GENE=C33000
MOE430_2_1454193_at 6.5 7.7 A A 0.27 0.36 0.5 NC 0.5 gb:AK017255.1 /DB_XREF=gi:12856401 /FEA=mRNA /CNT=1 /TID=Mm.103834.1 /TIER=ConsEnd /STK=0 /UG=Mm.103834 /LL=71396 /UG_GENE=543040
MOE430_2_1454199_at 1.1 1.1 A A 0.87 0.88 0.5 NC 0.74 gb:AK005982.1 /DB_XREF=gi:12838849 /FEA=mRNA /CNT=1 /TID=Mm.158273.1 /TIER=ConsEnd /STK=0 /UG=Mm.158273 /LL=69389 /UG_GENE=170001
MOE430_2_1454201_a_ 34.3 71.8 P P 0.01 0.01 0.5 NC 0.06 gb:AK014201.1 /DB_XREF=gi:12851904 /FEA=mRNA /CNT=1 /TID=Mm.41707.2 /TIER=ConsEnd /STK=0 /UG=Mm.41707 /LL=67974 /UG_GENE=5730405I0
MOE430_2_1454218_at 0.8 1.3 A A 0.95 0.78 0.5 NC 0.5 gb:AK015093.1 /DB_XREF=gi:12853303 /FEA=mRNA /CNT=1 /TID=Mm.159062.1 /TIER=ConsEnd /STK=0 /UG=Mm.159062 /LL=73795 /UG_GENE=493040
MOE430_2_1454229_a_ 10.2 14.3 A A 0.27 0.39 0.5 NC 0.44 gb:AK015831.1 /DB_XREF=gi:12854319 /GEN=Sah /FEA=mRNA /CNT=1 /TID=Mm.61240.2 /TIER=ConsEnd /STK=0 /UG=Mm.61240 /LL=71151 /UG_TITLE
MOE430_2_1454259_s_ 0.7 0.3 A A 0.72 0.53 0.5 NC 0.08 gb:AK019817.1 /DB_XREF=gi:12860164 /FEA=mRNA /CNT=1 /TID=Mm.195817.1 /TIER=ConsEnd /STK=0 /UG=Mm.195817 /LL=78933 /UG_GENE=493057
MOE430_2_1454288_at 3.4 5.1 A A 0.56 0.5 0.5 NC 0.5 gb:BB032042 /DB_XREF=gi:8386793 /DB_XREF=BB032042 /CLONE=5830468K08 /FEA=mRNA /CNT=4 /TID=Mm.135912.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454315_at 5 7.1 A A 0.3 0.53 0.5 NC 0.5 gb:BB660516 /DB_XREF=gi:16494337 /DB_XREF=BB660516 /CLONE=D430050O16 /FEA=mRNA /CNT=3 /TID=Mm.158846.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1454318_at 2.6 1.2 A A 0.56 0.35 0.5 NC 0.35 gb:AV231835 /DB_XREF=gi:6184350 /DB_XREF=AV231835 /CLONE=4632410B05 /FEA=mRNA /CNT=2 /TID=Mm.160066.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454398_at 1.1 0.6 A A 0.78 0.91 0.5 NC 0.36 gb:AK016552.1 /DB_XREF=gi:12855345 /FEA=mRNA /CNT=1 /TID=Mm.159179.1 /TIER=ConsEnd /STK=0 /UG=Mm.159179 /LL=74380 /UG_GENE=493243
MOE430_2_1454410_at 0.6 0.7 A A 0.87 0.9 0.5 NC 0.46 gb:AK018677.1 /DB_XREF=gi:12858503 /FEA=mRNA /CNT=1 /TID=Mm.159239.1 /TIER=ConsEnd /STK=0 /UG=Mm.159239 /LL=74560 /UG_GENE=913041
MOE430_2_1454423_at 12.2 23.3 P P 0.03 0.01 0.5 NC 0.27 gb:AK015425.1 /DB_XREF=gi:12853761 /FEA=mRNA /CNT=1 /TID=Mm.159290.1 /TIER=ConsEnd /STK=0 /UG=Mm.159290 /LL=74674 /UG_GENE=493044
MOE430_2_1454459_at 5.4 9.6 A A 0.39 0.39 0.5 NC 0.5 gb:AK016876.1 /DB_XREF=gi:12855846 /FEA=mRNA /CNT=1 /TID=Mm.158565.1 /TIER=ConsEnd /STK=0 /UG=Mm.158565 /LL=71107 /UG_GENE=493342
MOE430_2_1454498_at 1 1 A A 0.82 0.9 0.5 NC 0.5 gb:AK020358.1 /DB_XREF=gi:12860924 /FEA=mRNA /CNT=1 /TID=Mm.159987.1 /TIER=ConsEnd /STK=0 /UG=Mm.159987 /LL=77751 /UG_GENE=923011
MOE430_2_1454510_at 2.2 2.6 A A 0.63 0.43 0.5 NC 0.42 gb:AK013612.1 /DB_XREF=gi:12851045 /FEA=mRNA /CNT=1 /TID=Mm.158894.1 /TIER=ConsEnd /STK=0 /UG=Mm.158894 /LL=72854 /UG_GENE=290003
MOE430_2_1454514_at 0.6 1.9 A A 0.88 0.88 0.5 NC 0.22 gb:AK017563.1 /DB_XREF=gi:12856861 /FEA=mRNA /CNT=1 /TID=Mm.158397.1 /TIER=ConsEnd /STK=0 /UG=Mm.158397 /LL=70522 /UG_GENE=573041
MOE430_2_1454561_at 1 1.2 A A 0.9 0.85 0.5 NC 0.22 gb:AK020508.1 /DB_XREF=gi:12861112 /FEA=mRNA /CNT=1 /TID=Mm.159920.1 /TIER=ConsEnd /STK=0 /UG=Mm.159920 /LL=77437 /UG_GENE=943008
MOE430_2_1454602_s_ 239.9 298 P P 0.001221 0.000732 0.5 I 0.000618 gb:BM245866 /DB_XREF=gi:17881136 /DB_XREF=K0730C12-3 /CLONE=K0730C12 /FEA=EST /CNT=347 /TID=Mm.22533.2 /TIER=Stack /STK=179 /UG=
MOE430_2_1454603_a_ 235.1 372.8 P P 0.001221 0.001221 0.5 I 0.000214 gb:AA967305 /DB_XREF=gi:3141198 /DB_XREF=vz05g02.r1 /CLONE=IMAGE:1314866 /FEA=EST /CNT=347 /TID=Mm.22533.2 /TIER=Stack /STK=27 /UG=
MOE430_2_1454617_at 527.5 656.5 P P 0.000244 0.000244 0.5 I 0.00002 gb:BG072824 /DB_XREF=gi:12555393 /DB_XREF=H3115D06-3 /CLONE=H3115D06 /FEA=EST /CNT=205 /TID=Mm.34385.1 /TIER=Stack /STK=141 /UG=
MOE430_2_1454642_a_ 449.8 611.4 P P 0.000244 0.000244 0.5 I 0.000046 gb:BB230296 /DB_XREF=gi:16354370 /DB_XREF=BB230296 /CLONE=A630026A11 /FEA=EST /CNT=111 /TID=Mm.14486.1 /TIER=Stack /STK=103 /UG=M
MOE430_2_1454665_at 35.2 59.2 P P 0.000244 0.001221 0.5 MI 0.00225 gb:BB183385 /DB_XREF=gi:16270234 /DB_XREF=BB183385 /CLONE=A230106H01 /FEA=EST /CNT=272 /TID=Mm.116857.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1454702_at 14.5 23.3 P P 0.008057 0.000244 0.5 NC 0.01 gb:AI450962 /DB_XREF=gi:4300668 /DB_XREF=ms29a02.x1 /CLONE=IMAGE:608330 /FEA=EST /CNT=103 /TID=Mm.87470.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1454714_x_ 795.2 1040.5 P P 0.000244 0.000244 0.5 I 0.00002 gb:AA561726 /DB_XREF=gi:2333191 /DB_XREF=vl35f09.r1 /CLONE=IMAGE:974249 /FEA=EST /CNT=67 /TID=Mm.16898.2 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1454721_at 91.4 136.6 P P 0.000244 0.000244 0.5 NC 0.02 gb:AV257687 /DB_XREF=gi:15405354 /DB_XREF=AV257687 /CLONE=4921538N22 /FEA=EST /CNT=112 /TID=Mm.24446.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1454739_at 112.4 128.4 P P 0.000244 0.000244 0.5 MI 0.002032 gb:BB754492 /DB_XREF=gi:16201530 /DB_XREF=BB754492 /CLONE=G270042F08 /FEA=EST /CNT=168 /TID=Mm.89845.1 /TIER=Stack /STK=56 /UG=M
MOE430_2_1454740_at 123.2 167.6 P P 0.000732 0.000244 0.5 I 0.000189 gb:BG063791 /DB_XREF=gi:12546442 /DB_XREF=H3012H01-3 /CLONE=H3012H01 /FEA=EST /CNT=172 /TID=Mm.21500.1 /TIER=Stack /STK=56 /UG=M
MOE430_2_1454758_a_ 3109.6 4641.6 P P 0.000244 0.000244 0.5 I 0.00002 gb:AU016382 /DB_XREF=gi:3371386 /DB_XREF=AU016382 /CLONE=J0724D01 /FEA=EST /CNT=61 /TID=Mm.20927.3 /TIER=Stack /STK=53 /UG=Mm.20
MOE430_2_1454785_at 324.2 460.5 P P 0.000244 0.000244 0.5 I 0.000046 gb:BE951717 /DB_XREF=gi:10591352 /DB_XREF=UI-M-CC0-aye-a-01-0-UI.s1 /CLONE=UI-M-CC0-aye-a-01-0-UI /FEA=EST /CNT=124 /TID=Mm.24007
MOE430_2_1454817_at 176.2 374.3 P P 0.000244 0.000244 0.5 I 0.000189 gb:BG066921 /DB_XREF=gi:12549490 /DB_XREF=H3048E09-3 /CLONE=H3048E09 /FEA=EST /CNT=75 /TID=Mm.1654.1 /TIER=Stack /STK=44 /UG=Mm.
MOE430_2_1454823_at 36.4 42 P P 0.01 0.01 0.5 NC 0.11 gb:AV306659 /DB_XREF=gi:16393853 /DB_XREF=AV306659 /CLONE=5730543G09 /FEA=EST /CNT=97 /TID=Mm.30489.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1454901_at 208.1 277.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:BG069663 /DB_XREF=gi:12552232 /DB_XREF=H3078G07-3 /CLONE=H3078G07 /FEA=EST /CNT=61 /TID=Mm.24166.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1454914_at 200.3 266.3 P P 0.000244 0.000244 0.5 I 0.001832 gb:BM207946 /DB_XREF=gi:17763982 /DB_XREF=C0620C06-3 /CLONE=C0620C06 /FEA=EST /CNT=158 /TID=Mm.35491.1 /TIER=Stack /STK=35 /UG=M
MOE430_2_1454927_at 144.5 193.5 P P 0.000244 0.000244 0.5 I 0.000189 gb:BB022304 /DB_XREF=gi:16257750 /DB_XREF=BB022304 /CLONE=5330410G01 /FEA=EST /CNT=41 /TID=Mm.87210.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1454945_at 40.2 38.4 P P 0.001221 0.000244 0.5 I 0.001651 gb:BB541889 /DB_XREF=gi:16447231 /DB_XREF=BB541889 /CLONE=E130116N02 /FEA=EST /CNT=39 /TID=Mm.101023.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1454986_at 52.5 73.5 P P 0.005859 0.000732 0.5 I 0.000273 gb:BB152304 /DB_XREF=gi:16268017 /DB_XREF=BB152304 /CLONE=A130004P08 /FEA=EST /CNT=44 /TID=Mm.44859.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1454993_a_ 576.8 841.8 P P 0.000244 0.000732 0.5 I 0.000035 gb:BB492363 /DB_XREF=gi:9450990 /DB_XREF=BB492363 /CLONE=D530026K20 /FEA=EST /CNT=38 /TID=Mm.6787.2 /TIER=Stack /STK=30 /UG=Mm.6
MOE430_2_1455011_at 91.8 136.6 P P 0.000732 0.000244 0.5 I 0.000114 gb:BG089858 /DB_XREF=gi:12572421 /DB_XREF=mab84f06.x1 /CLONE=IMAGE:3977218 /FEA=EST /CNT=69 /TID=Mm.23344.1 /TIER=Stack /STK=29 /U
MOE430_2_1455044_at 141.7 194.1 P P 0.00415 0.001953 0.5 NC 0.04 gb:BB080090 /DB_XREF=gi:16260567 /DB_XREF=BB080090 /CLONE=9330161C17 /FEA=EST /CNT=59 /TID=Mm.44932.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455054_a_ 66 87 P P 0.000244 0.000244 0.5 I 0.00002 gb:BB758349 /DB_XREF=gi:16205759 /DB_XREF=BB758349 /CLONE=G270095L13 /FEA=EST /CNT=72 /TID=Mm.30127.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455060_at 116.7 173.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:BG065310 /DB_XREF=gi:12547873 /DB_XREF=H3029F06-3 /CLONE=H3029F06 /FEA=EST /CNT=34 /TID=Mm.1725.1 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1455066_s_ 317.2 511.3 P P 0.000244 0.000244 0.5 I 0.001336 gb:BG066717 /DB_XREF=gi:12549286 /DB_XREF=H3046B07-3 /CLONE=H3046B07 /FEA=EST /CNT=75 /TID=Mm.153790.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1455072_at 90.4 113.6 P P 0.000244 0.000244 0.5 I 0.001336 gb:BQ032733 /DB_XREF=gi:19768012 /DB_XREF=UI-1-CF0-axa-b-12-0-UI.s1 /CLONE=UI-1-CF0-axa-b-12-0-UI /FEA=EST /CNT=46 /TID=Mm.28994.2 
MOE430_2_1455079_at 100.3 103.9 P P 0.008057 0.000244 0.5 I 0.001336 gb:BQ176904 /DB_XREF=gi:20352396 /DB_XREF=UI-M-DJ2-bwa-e-03-0-UI.s1 /CLONE=UI-M-DJ2-bwa-e-03-0-UI /FEA=EST /CNT=43 /TID=Mm.22031
MOE430_2_1455096_at 466.9 740.7 P P 0.000244 0.000244 0.5 I 0.001832 gb:AW555664 /DB_XREF=gi:7201087 /DB_XREF=L0257E09-3 /CLONE=L0257E09 /FEA=EST /CNT=29 /TID=Mm.100844.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1455098_a_ 0.5 2.2 A A 0.88 0.69 0.5 NC 0.04 gb:BB251864 /DB_XREF=gi:8944610 /DB_XREF=BB251864 /CLONE=A730048G24 /FEA=EST /CNT=26 /TID=Mm.3667.3 /TIER=Stack /STK=25 /UG=Mm.3
MOE430_2_1455132_at 1 0.9 A A 0.82 0.71 0.5 NC 0.13 gb:AV312663 /DB_XREF=gi:16394338 /DB_XREF=AV312663 /CLONE=5830404J03 /FEA=EST /CNT=47 /TID=Mm.105262.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455134_at 52.8 67.3 P P 0.001953 0.000732 0.5 NC 0.003355 gb:AF031164 /DB_XREF=gi:4887815 /DB_XREF=AF031164 /FEA=EST /CNT=56 /TID=Mm.31787.1 /TIER=Stack /STK=23 /UG=Mm.31787 /LL=100249 /UG
MOE430_2_1455182_at 69.3 88.7 P P 0.005859 0.001953 0.5 I 0.000774 gb:AV104668 /DB_XREF=gi:16381875 /DB_XREF=AV104668 /CLONE=2510008K08 /FEA=EST /CNT=39 /TID=Mm.164568.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1455209_at 4.1 5.5 A A 0.11 0.24 0.5 NC 0.27 gb:BB225177 /DB_XREF=gi:8893788 /DB_XREF=BB225177 /CLONE=A530090B17 /FEA=EST /CNT=28 /TID=Mm.42246.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1455221_at 1.4 2 A A 0.69 0.53 0.5 NC 0.26 gb:BQ176322 /DB_XREF=gi:20351814 /DB_XREF=UI-M-DJ2-bwg-b-12-0-UI.s1 /CLONE=UI-M-DJ2-bwg-b-12-0-UI /FEA=EST /CNT=23 /TID=Mm.80705
MOE430_2_1455291_s_ 15.6 22.2 P P 0.001953 0.001953 0.5 NC 0.01 gb:BG071922 /DB_XREF=gi:12554491 /DB_XREF=H3104F12-3 /CLONE=H3104F12 /FEA=EST /CNT=23 /TID=Mm.28920.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455299_at 57.8 86.9 P P 0.000732 0.000244 0.5 I 0.000552 gb:BB011882 /DB_XREF=gi:16257263 /DB_XREF=BB011882 /CLONE=4832416J22 /FEA=EST /CNT=20 /TID=Mm.25670.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455305_x_ 545.4 671.3 P P 0.001953 0.001953 0.5 NC 0.003041 gb:BF320908 /DB_XREF=gi:11269925 /DB_XREF=uz57b06.x1 /CLONE=IMAGE:3673139 /FEA=EST /CNT=17 /TID=Mm.27927.5 /TIER=Stack /STK=17 /UG=
MOE430_2_1455321_at 10.9 26.3 A P 0.11 0.01 0.5 NC 0.008511 gb:BM226111 /DB_XREF=gi:17787905 /DB_XREF=K0222C09-3 /CLONE=K0222C09 /FEA=EST /CNT=25 /TID=Mm.206763.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1455330_at 114.6 184 P P 0.000244 0.000244 0.5 I 0.000552 gb:BM250792 /DB_XREF=gi:17886062 /DB_XREF=K0855C10-3 /CLONE=K0855C10 /FEA=EST /CNT=29 /TID=Mm.132646.3 /TIER=Stack /STK=16 /UG=M
MOE430_2_1455373_at 5.2 6.7 A A 0.3 0.32 0.5 NC 0.5 gb:BE650990 /DB_XREF=gi:9976814 /DB_XREF=UI-M-BH3-ass-h-12-0-UI.r1 /CLONE=UI-M-BH3-ass-h-12-0-UI /FEA=EST /CNT=17 /TID=Mm.40553.1 
MOE430_2_1455388_at 60.5 106 P P 0.001221 0.001953 0.5 NC 0.05 gb:BB151391 /DB_XREF=gi:16267934 /DB_XREF=BB151391 /CLONE=A030012M09 /FEA=EST /CNT=127 /TID=Mm.21539.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455434_a_ 118.5 171.8 P P 0.000244 0.000244 0.5 NC 0.004925 gb:BF162017 /DB_XREF=gi:11042218 /DB_XREF=601767968F1 /CLONE=IMAGE:3984064 /FEA=EST /CNT=21 /TID=Mm.3110.2 /TIER=Stack /STK=13 /UG
MOE430_2_1455457_at 9.2 11.5 A M 0.06 0.05 0.5 NC 0.03 gb:AI256046 /DB_XREF=gi:3863571 /DB_XREF=ui76h08.x1 /CLONE=IMAGE:1888383 /FEA=EST /CNT=15 /TID=Mm.220317.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455472_at 5.6 11.9 A A 0.24 0.14 0.5 NC 0.5 gb:BB238335 /DB_XREF=gi:16354945 /DB_XREF=BB238335 /CLONE=A630071D13 /FEA=EST /CNT=15 /TID=Mm.124177.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455484_at 1 0.6 A A 0.56 0.75 0.5 NC 0.41 gb:AV334527 /DB_XREF=gi:16396299 /DB_XREF=AV334527 /CLONE=6330559N17 /FEA=EST /CNT=56 /TID=Mm.3477.3 /TIER=Stack /STK=12 /UG=Mm.3
MOE430_2_1455513_at 51.8 105.6 P P 0.000244 0.000732 0.5 I 0.000167 gb:BG070349 /DB_XREF=gi:12552918 /DB_XREF=H3086D05-3 /CLONE=H3086D05 /FEA=EST /CNT=34 /TID=Mm.69068.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455625_at 27.2 49 P P 0.008057 0.001953 0.5 NC 0.01 gb:AV319348 /DB_XREF=gi:16394849 /DB_XREF=AV319348 /CLONE=6030405I03 /FEA=EST /CNT=12 /TID=Mm.8131.3 /TIER=Stack /STK=10 /UG=Mm.8
MOE430_2_1455657_at 29.6 32 P P 0.001953 0.001953 0.5 NC 0.05 gb:BM219553 /DB_XREF=gi:17779400 /DB_XREF=C0926G07-3 /CLONE=C0926G07 /FEA=EST /CNT=26 /TID=Mm.216459.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455674_at 21.8 26.4 A P 0.09 0.01 0.5 I 0.000865 gb:BB041662 /DB_XREF=gi:15403857 /DB_XREF=BB041662 /CLONE=6030457D09 /FEA=EST /CNT=12 /TID=Mm.7667.1 /TIER=Stack /STK=9 /UG=Mm.7
MOE430_2_1455696_a_ 74.9 104.6 P P 0.000244 0.000244 0.5 I 0.000214 gb:BB344827 /DB_XREF=gi:16404899 /DB_XREF=BB344827 /CLONE=B930053H17 /FEA=EST /CNT=15 /TID=Mm.10027.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455710_x_ 71 117.2 P P 0.000732 0.000244 0.5 I 0.000774 gb:AI528732 /DB_XREF=gi:4442867 /DB_XREF=mr30d08.x1 /CLONE=IMAGE:598959 /FEA=EST /CNT=10 /TID=Mm.16366.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455736_at 3.9 5.4 A A 0.56 0.78 0.5 NC 0.48 gb:AI326984 /DB_XREF=gi:4061413 /DB_XREF=mj84b07.x1 /CLONE=IMAGE:482773 /FEA=EST /CNT=21 /TID=Mm.133298.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455756_at 111.3 176.5 P P 0.000244 0.000244 0.5 I 0.000492 gb:BB232864 /DB_XREF=gi:16354566 /DB_XREF=BB232864 /CLONE=A630040N15 /FEA=EST /CNT=19 /TID=Mm.40842.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455759_a_ 51.2 68.6 P P 0.001221 0.000244 0.5 I 0.000492 gb:BM243710 /DB_XREF=gi:17878980 /DB_XREF=K0700F07-3 /CLONE=K0700F07 /FEA=EST /CNT=12 /TID=Mm.28671.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1455799_at 5.3 7.8 A A 0.39 0.46 0.5 NC 0.62 gb:BB751387 /DB_XREF=gi:16155623 /DB_XREF=BB751387 /CLONE=G130205F15 /FEA=EST /CNT=78 /TID=Mm.100268.1 /TIER=Stack /STK=77 /UG=M
MOE430_2_1455864_at 0.4 0.6 A A 0.91 0.82 0.5 NC 0.12 gb:BG069646 /DB_XREF=gi:12552215 /DB_XREF=H3078F01-3 /CLONE=H3078F01 /FEA=EST /CNT=34 /TID=Mm.26172.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1455904_at 76.3 117.2 P P 0.000244 0.000244 0.5 I 0.000552 gb:BI650268 /DB_XREF=gi:15564504 /DB_XREF=603296773F1 /CLONE=IMAGE:5337138 /FEA=EST /CNT=31 /TID=Mm.35844.5 /TIER=Stack /STK=27 /UG
MOE430_2_1455915_at 344.6 443.2 P P 0.000244 0.000244 0.5 I 0.000774 gb:BF583094 /DB_XREF=gi:11656812 /DB_XREF=602097995F1 /CLONE=IMAGE:4218047 /FEA=EST /CNT=54 /TID=Mm.314.1 /TIER=Stack /STK=26 /UG=
MOE430_2_1455951_at 679.4 1207 P P 0.000244 0.000244 0.5 I 0.00002 gb:BM211104 /DB_XREF=gi:17768189 /DB_XREF=C0800G07-3 /CLONE=C0800G07 /FEA=EST /CNT=23 /TID=Mm.28173.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1456027_at 54.2 91.3 P P 0.03 0.01 0.5 I 0.000214 gb:AV315180 /DB_XREF=gi:15406067 /DB_XREF=AV315180 /CLONE=5830428E24 /FEA=EST /CNT=32 /TID=Mm.86328.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456032_x_ 470.4 689.5 P P 0.000244 0.000244 0.5 NC 0.004481 gb:AV215230 /DB_XREF=gi:6156076 /DB_XREF=AV215230 /CLONE=2410146I20 /FEA=EST /CNT=20 /TID=Mm.916.3 /TIER=Stack /STK=19 /UG=Mm.916
MOE430_2_1456075_at 0.7 0.3 A A 0.62 0.72 0.5 NC 0.5 gb:BG095528 /DB_XREF=gi:12578091 /DB_XREF=uu88e10.x1 /CLONE=IMAGE:3383539 /FEA=EST /CNT=18 /TID=Mm.1881.3 /TIER=Stack /STK=17 /UG=



MOE430_2_1456097_a_ 101.6 169.9 P P 0.000244 0.000244 0.5 MI 0.00225 gb:BB830191 /DB_XREF=gi:17008434 /DB_XREF=BB830191 /CLONE=G930010K24 /FEA=EST /CNT=21 /TID=Mm.64982.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456104_at 19.2 33 P P 0.00293 0.03 0.5 NC 0.5 gb:BE949498 /DB_XREF=gi:10527257 /DB_XREF=UI-M-CC0-axx-g-07-0-UI.s1 /CLONE=UI-M-CC0-axx-g-07-0-UI /FEA=EST /CNT=16 /TID=Mm.28571.5
MOE430_2_1456115_at 4 1.7 A A 0.72 0.85 0.5 NC 0.65 gb:BF722009 /DB_XREF=gi:12023011 /DB_XREF=mab26h08.x1 /CLONE=IMAGE:3971582 /FEA=EST /CNT=26 /TID=Mm.39469.2 /TIER=Stack /STK=15 /U
MOE430_2_1456120_at 60.1 88.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:BB427489 /DB_XREF=gi:16423817 /DB_XREF=BB427489 /CLONE=C630011I23 /FEA=EST /CNT=23 /TID=Mm.183116.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456144_at 111.1 149.7 P P 0.000244 0.000244 0.5 I 0.001832 gb:AW537064 /DB_XREF=gi:7179481 /DB_XREF=G0112A01-3 /CLONE=G0112A01 /FEA=EST /CNT=36 /TID=Mm.45759.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456147_at 8.2 9.7 A A 0.19 0.08 0.5 NC 0.32 gb:BB486599 /DB_XREF=gi:16441407 /DB_XREF=BB486599 /CLONE=D430037E10 /FEA=EST /CNT=22 /TID=Mm.24267.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456206_at 1.3 1.2 A A 0.78 0.82 0.5 NC 0.42 gb:BE952094 /DB_XREF=gi:10592113 /DB_XREF=UI-M-CD0-ayi-f-11-0-UI.s1 /CLONE=UI-M-CD0-ayi-f-11-0-UI /FEA=EST /CNT=29 /TID=Mm.27799.4 /
MOE430_2_1456259_at 23.3 24 P P 0.005859 0.01 0.5 NC 0.46 gb:BB770708 /DB_XREF=gi:16212872 /DB_XREF=BB770708 /CLONE=G370116O14 /FEA=EST /CNT=16 /TID=Mm.200682.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456375_x_ 1109.8 1516 P P 0.00415 0.005859 0.5 I 0.000114 gb:BB290427 /DB_XREF=gi:8990876 /DB_XREF=BB290427 /CLONE=B020045E14 /FEA=EST /CNT=11 /TID=Mm.55.2 /TIER=Stack /STK=11 /UG=Mm.55 /
MOE430_2_1456423_at 26.9 22 P P 0.001221 0.000244 0.5 NC 0.03 gb:AV298746 /DB_XREF=gi:15405873 /DB_XREF=AV298746 /CLONE=5730460L17 /FEA=EST /CNT=13 /TID=Mm.79559.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456489_at 17.3 11.7 A P 0.11 0.04 0.5 NC 0.06 gb:BB553937 /DB_XREF=gi:9640303 /DB_XREF=BB553937 /CLONE=E330010B07 /FEA=EST /CNT=24 /TID=Mm.34579.2 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1456522_at 1.7 1.5 A A 0.69 0.69 0.5 NC 0.22 gb:BB168244 /DB_XREF=gi:8824185 /DB_XREF=BB168244 /CLONE=A130097I17 /FEA=EST /CNT=13 /TID=Mm.179888.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1456528_x_ 57 61.6 P M 0.01 0.05 0.5 NC 0.01 gb:AU017074 /DB_XREF=gi:3372078 /DB_XREF=AU017074 /CLONE=J0733H08 /FEA=EST /CNT=11 /TID=Mm.117581.5 /TIER=Stack /STK=9 /UG=Mm.11
MOE430_2_1456536_at 15.1 15.7 A A 0.27 0.24 0.5 NC 0.5 gb:BB183222 /DB_XREF=gi:16270215 /DB_XREF=BB183222 /CLONE=A230104P05 /FEA=EST /CNT=11 /TID=Mm.138271.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456548_at 10 12.2 P P 0.01 0.03 0.5 NC 0.5 gb:BB559399 /DB_XREF=gi:16448996 /DB_XREF=BB559399 /CLONE=E330038L03 /FEA=EST /CNT=10 /TID=Mm.102611.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456562_x_ 1.6 6.9 A A 0.6 0.5 0.5 NC 0.5 gb:BB756620 /DB_XREF=gi:16185450 /DB_XREF=BB756620 /CLONE=G270076E10 /FEA=EST /CNT=9 /TID=Mm.78250.3 /TIER=Stack /STK=9 /UG=Mm.7
MOE430_2_1456592_at 10.2 16.5 P P 0.00415 0.00415 0.5 NC 0.49 gb:BM241461 /DB_XREF=gi:17876731 /DB_XREF=K0617C02-3 /CLONE=K0617C02 /FEA=EST /CNT=9 /TID=Mm.217333.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456633_at 10.7 16.5 A A 0.08 0.06 0.5 NC 0.19 gb:BB313276 /DB_XREF=gi:9013981 /DB_XREF=BB313276 /CLONE=B230340P21 /FEA=EST /CNT=18 /TID=Mm.131943.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456660_a_ 19 36.2 P P 0.00415 0.001221 0.5 NC 0.06 gb:W30094 /DB_XREF=gi:1310449 /DB_XREF=mc27f03.r1 /CLONE=IMAGE:349757 /FEA=EST /CNT=10 /TID=Mm.48031.2 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1456665_at 108 138.8 P P 0.000244 0.000244 0.5 I 0.000023 gb:BB476944 /DB_XREF=gi:16440240 /DB_XREF=BB476944 /CLONE=D330022C20 /FEA=EST /CNT=13 /TID=Mm.123760.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456698_s_ 233.5 342.1 P P 0.000244 0.000244 0.5 I 0.000068 gb:BB711246 /DB_XREF=gi:16064415 /DB_XREF=BB711246 /CLONE=B020021K02 /FEA=EST /CNT=9 /TID=Mm.196471.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456715_at 13.5 13.1 A P 0.12 0.02 0.5 NC 0.24 gb:BM238052 /DB_XREF=gi:17873322 /DB_XREF=K0511D04-3 /CLONE=K0511D04 /FEA=EST /CNT=8 /TID=Mm.131157.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456744_x_ 13.5 16.3 A P 0.08 0.03 0.5 NC 0.81 gb:BB270461 /DB_XREF=gi:8966934 /DB_XREF=BB270461 /CLONE=A830048D01 /FEA=EST /CNT=8 /TID=Mm.27707.5 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1456750_at 4.7 6.1 A A 0.3 0.17 0.5 NC 0.45 gb:BB308463 /DB_XREF=gi:16402397 /DB_XREF=BB308463 /CLONE=B230303O12 /FEA=EST /CNT=8 /TID=Mm.131992.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456775_at 9.4 15.5 A P 0.27 0.001221 0.5 NC 0.01 gb:AU050888 /DB_XREF=gi:4433897 /DB_XREF=AU050888 /CLONE=MNCb-1174 /FEA=EST /CNT=11 /TID=Mm.170089.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456789_at 99.6 130.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:AW491540 /DB_XREF=gi:7061821 /DB_XREF=UI-M-BH3-atp-e-01-0-UI.s1 /CLONE=UI-M-BH3-atp-e-01-0-UI /FEA=EST /CNT=15 /TID=Mm.101959.
MOE430_2_1456808_at 23.4 41.7 P P 0.001221 0.001953 0.5 NC 0.08 gb:BI076717 /DB_XREF=gi:14515374 /DB_XREF=L0224H04-3 /CLONE=L0224H04 /FEA=EST /CNT=8 /TID=Mm.197381.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456815_at 1 1.1 A A 0.8 0.6 0.5 NC 0.28 gb:BB234926 /DB_XREF=gi:8917707 /DB_XREF=BB234926 /CLONE=A630052B11 /FEA=EST /CNT=8 /TID=Mm.29347.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456830_at 97 123.6 P P 0.000244 0.000244 0.5 NC 0.03 gb:BB542221 /DB_XREF=gi:15412374 /DB_XREF=BB542221 /CLONE=E130119E11 /FEA=EST /CNT=7 /TID=Mm.36652.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456851_at 1 1.3 A A 0.82 0.63 0.5 NC 0.18 gb:BM223619 /DB_XREF=gi:17784615 /DB_XREF=K0139C08-3 /CLONE=K0139C08 /FEA=EST /CNT=7 /TID=Mm.218191.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456872_a_ 71.1 81 P P 0.001953 0.000244 0.5 I 0.000068 gb:BE630303 /DB_XREF=gi:9912991 /DB_XREF=uu18g09.x1 /CLONE=IMAGE:3372352 /FEA=EST /CNT=30 /TID=Mm.131591.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1456889_at 10.4 16.9 A A 0.12 0.24 0.5 NC 0.26 gb:AI428078 /DB_XREF=gi:4274004 /DB_XREF=mm39c07.x1 /CLONE=IMAGE:523884 /FEA=EST /CNT=16 /TID=Mm.24344.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1456899_at 14 30.3 A A 0.19 0.06 0.5 NC 0.5 gb:AV045829 /DB_XREF=gi:4865494 /DB_XREF=AV045829 /CLONE=1700049A13 /FEA=EST /CNT=8 /TID=Mm.52638.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456909_at 15.3 20.3 A P 0.06 0.01 0.5 NC 0.01 gb:BF017016 /DB_XREF=gi:10748348 /DB_XREF=ux58c11.x1 /CLONE=IMAGE:3514484 /FEA=EST /CNT=9 /TID=Mm.154410.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1456950_at 52.7 76.1 P P 0.01 0.00415 0.5 I 0.000052 gb:BB230874 /DB_XREF=gi:16354412 /DB_XREF=BB230874 /CLONE=A630029K19 /FEA=EST /CNT=8 /TID=Mm.25302.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456963_at 15.2 22.7 P P 0.02 0.00293 0.5 NC 0.1 gb:BM508503 /DB_XREF=gi:18679646 /DB_XREF=ii40d01.x1 /CLONE=IMAGE:5943985 /FEA=EST /CNT=7 /TID=Mm.170139.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1456994_at 0.4 0.5 A A 0.75 0.8 0.5 NC 0.18 gb:AU044980 /DB_XREF=gi:3981163 /DB_XREF=AU044980 /CLONE=J0928C01 /FEA=EST /CNT=6 /TID=Mm.200282.1 /TIER=ConsEnd /STK=6 /UG=Mm.2
MOE430_2_1457001_at 4.4 8.1 A A 0.33 0.27 0.5 NC 0.5 gb:BF018652 /DB_XREF=gi:10749984 /DB_XREF=ux96d08.x1 /CLONE=IMAGE:3656367 /FEA=EST /CNT=6 /TID=Mm.132427.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1457014_x_ 0.3 0.6 A A 0.96 0.96 0.5 NC 0.5 gb:BB543112 /DB_XREF=gi:9614335 /DB_XREF=BB543112 /CLONE=E130207K18 /FEA=EST /CNT=6 /TID=Mm.78031.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457045_at 7.4 9.4 P P 0.03 0.02 0.5 NC 0.24 gb:BB632261 /DB_XREF=gi:16468873 /DB_XREF=BB632261 /CLONE=A230020F20 /FEA=EST /CNT=12 /TID=Mm.156869.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457047_at 9.5 13.5 A P 0.32 0.02 0.5 NC 0.05 gb:BI134626 /DB_XREF=gi:14584869 /DB_XREF=UI-M-BH3-brt-c-12-0-UI.s1 /CLONE=UI-M-BH3-brt-c-12-0-UI /FEA=EST /CNT=9 /TID=Mm.151885.1 /
MOE430_2_1457106_at 17.1 25.6 A A 0.14 0.08 0.5 NC 0.02 gb:BB740802 /DB_XREF=gi:16143807 /DB_XREF=BB740802 /CLONE=F430210K22 /FEA=EST /CNT=6 /TID=Mm.214955.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457174_at 20.1 28.6 P P 0.00415 0.000244 0.5 NC 0.02 gb:BB131588 /DB_XREF=gi:16266390 /DB_XREF=BB131588 /CLONE=9630054C12 /FEA=EST /CNT=5 /TID=Mm.130323.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457213_a_ 24.5 35.2 P P 0.04 0.008057 0.5 NC 0.006503 gb:AV276089 /DB_XREF=gi:16390781 /DB_XREF=AV276089 /CLONE=4932432J21 /FEA=EST /CNT=5 /TID=Mm.9747.1 /TIER=ConsEnd /STK=5 /UG=Mm.
MOE430_2_1457244_at 1.2 1.4 A A 0.75 0.43 0.5 NC 0.04 gb:BB709913 /DB_XREF=gi:16063082 /DB_XREF=BB709913 /CLONE=B020008C10 /FEA=EST /CNT=5 /TID=Mm.94833.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457246_at 103.4 140.5 P P 0.000244 0.000244 0.5 NC 0.007788 gb:AU040322 /DB_XREF=gi:3954142 /DB_XREF=AU040322 /CLONE=J0804A09 /FEA=EST /CNT=5 /TID=Mm.17536.1 /TIER=ConsEnd /STK=5 /UG=Mm.17
MOE430_2_1457302_at 17.8 17.8 P P 0.03 0.005859 0.5 NC 0.02 gb:BG144370 /DB_XREF=gi:12647770 /DB_XREF=ut64b05.x1 /CLONE=IMAGE:3332672 /FEA=EST /CNT=10 /TID=Mm.34024.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457333_at 11.6 19 A P 0.09 0.03 0.5 NC 0.22 gb:AV259481 /DB_XREF=gi:15405371 /DB_XREF=AV259481 /CLONE=4930404P13 /FEA=EST /CNT=6 /TID=Mm.40266.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457338_at 5.2 11.5 A A 0.09 0.11 0.5 NC 0.54 gb:BG075390 /DB_XREF=gi:12557959 /DB_XREF=H3146F07-3 /CLONE=H3146F07 /FEA=EST /CNT=6 /TID=Mm.103160.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457390_at 15.4 21.4 P P 0.04 0.01 0.5 NC 0.33 gb:BG069557 /DB_XREF=gi:12552126 /DB_XREF=H3077F06-3 /CLONE=H3077F06 /FEA=EST /CNT=5 /TID=Mm.35038.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457431_at 0.4 2.3 A A 0.85 0.85 0.5 NC 0.4 gb:BE993038 /DB_XREF=gi:10674717 /DB_XREF=UI-M-BZ1-bjd-c-07-0-UI.s1 /CLONE=UI-M-BZ1-bjd-c-07-0-UI /FEA=EST /CNT=5 /TID=Mm.152262.1 
MOE430_2_1457466_at 13.2 24 A M 0.19 0.05 0.5 NC 0.005933 gb:BB054673 /DB_XREF=gi:16259731 /DB_XREF=BB054673 /CLONE=6720473A14 /FEA=EST /CNT=5 /TID=Mm.201309.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457475_at 0.3 0.7 A A 0.95 0.8 0.5 NC 0.004481 gb:BG067016 /DB_XREF=gi:12549585 /DB_XREF=H3049F04-3 /CLONE=H3049F04 /FEA=EST /CNT=4 /TID=Mm.31140.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457508_at 17.1 19.5 P P 0.008057 0.01 0.5 NC 0.5 gb:BB410003 /DB_XREF=gi:16423217 /DB_XREF=BB410003 /CLONE=C430016H01 /FEA=EST /CNT=4 /TID=Mm.209080.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457528_at 64.7 85 P P 0.000244 0.000244 0.5 NC 0.003699 gb:BB454531 /DB_XREF=gi:16425872 /DB_XREF=BB454531 /CLONE=D130032N08 /FEA=EST /CNT=4 /TID=Mm.207775.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457534_at 7.6 15.9 A P 0.06 0.03 0.5 NC 0.19 gb:BB481074 /DB_XREF=gi:16440765 /DB_XREF=BB481074 /CLONE=D430001M04 /FEA=EST /CNT=4 /TID=Mm.210151.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457574_at 1.2 1.6 A A 0.99 0.99 0.5 NC 0.5 gb:AU022540 /DB_XREF=gi:3387515 /DB_XREF=AU022540 /CLONE=J0416C10 /FEA=EST /CNT=4 /TID=Mm.26323.1 /TIER=ConsEnd /STK=4 /UG=Mm.26
MOE430_2_1457608_at 10.8 14.3 P P 0.02 0.03 0.5 NC 0.49 gb:BB236014 /DB_XREF=gi:15410415 /DB_XREF=BB236014 /CLONE=A630056O03 /FEA=EST /CNT=4 /TID=Mm.132991.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457642_at 34 44.2 P P 0.000244 0.001953 0.5 NC 0.02 gb:BB255999 /DB_XREF=gi:8948832 /DB_XREF=BB255999 /CLONE=A730071E14 /FEA=EST /CNT=4 /TID=Mm.102183.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457646_at 0.8 1 A A 0.66 0.85 0.5 NC 0.5 gb:AV116521 /DB_XREF=gi:5298672 /DB_XREF=AV116521 /CLONE=2610108B18 /FEA=EST /CNT=4 /TID=Mm.45712.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457667_x_ 15.6 15.5 A A 0.36 0.14 0.5 NC 0.5 gb:BB450758 /DB_XREF=gi:9311793 /DB_XREF=BB450758 /CLONE=D130006B13 /FEA=EST /CNT=4 /TID=Mm.168652.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457669_x_ 87.5 114.3 P P 0.001221 0.000732 0.5 MI 0.00249 gb:AV096765 /DB_XREF=gi:5244313 /DB_XREF=AV096765 /CLONE=2410021L07 /FEA=EST /CNT=4 /TID=Mm.212751.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457681_at 13.6 23.8 A P 0.19 0.03 0.5 NC 0.3 gb:BB532566 /DB_XREF=gi:16446117 /DB_XREF=BB532566 /CLONE=E030025K17 /FEA=EST /CNT=11 /TID=Mm.130790.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457683_at 7.2 11 A P 0.14 0.02 0.5 NC 0.5 gb:BB355480 /DB_XREF=gi:15411611 /DB_XREF=BB355480 /CLONE=C030006H13 /FEA=EST /CNT=16 /TID=Mm.40190.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457692_at 20.7 14.8 P P 0.04 0.01 0.5 NC 0.31 gb:BB641320 /DB_XREF=gi:16476445 /DB_XREF=BB641320 /CLONE=A830016J16 /FEA=EST /CNT=9 /TID=Mm.215696.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457731_at 24.5 40.9 P P 0.03 0.04 0.5 NC 0.05 gb:BB247595 /DB_XREF=gi:16355569 /DB_XREF=BB247595 /CLONE=A730020D21 /FEA=EST /CNT=7 /TID=Mm.128872.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457752_at 3.7 4.4 A A 0.43 0.53 0.5 NC 0.39 gb:BG070114 /DB_XREF=gi:12552683 /DB_XREF=H3083G11-3 /CLONE=H3083G11 /FEA=EST /CNT=6 /TID=Mm.32974.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457769_at 0.3 0.4 A A 0.97 0.87 0.5 NC 0.11 gb:BB822862 /DB_XREF=gi:16995491 /DB_XREF=BB822862 /CLONE=G830024M18 /FEA=EST /CNT=5 /TID=Mm.213984.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457777_at 2.3 5.8 A A 0.46 0.53 0.5 NC 0.5 gb:AV240142 /DB_XREF=gi:15405164 /DB_XREF=AV240142 /CLONE=4732438K20 /FEA=EST /CNT=5 /TID=Mm.54999.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457797_at 17.3 32.5 P P 0.01 0.000244 0.5 NC 0.02 gb:AV340788 /DB_XREF=gi:15406541 /DB_XREF=AV340788 /CLONE=6430517C21 /FEA=EST /CNT=5 /TID=Mm.37805.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457815_at 12.5 22.5 P A 0.04 0.09 0.5 NC 0.5 gb:BB711307 /DB_XREF=gi:16064476 /DB_XREF=BB711307 /CLONE=B020022J04 /FEA=EST /CNT=5 /TID=Mm.216713.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457829_at 3.9 6.6 A A 0.63 0.53 0.5 NC 0.27 gb:BM199355 /DB_XREF=gi:17752155 /DB_XREF=C0457H05-3 /CLONE=C0457H05 /FEA=EST /CNT=7 /TID=Mm.101027.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457861_at 0.9 0.8 A A 0.78 0.69 0.5 NC 0.00712 gb:BB169454 /DB_XREF=gi:16269248 /DB_XREF=BB169454 /CLONE=A230009B12 /FEA=EST /CNT=4 /TID=Mm.39685.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457888_at 1.4 3.6 A A 0.69 0.56 0.5 NC 0.4 gb:BM238039 /DB_XREF=gi:17873309 /DB_XREF=K0511B12-3 /CLONE=K0511B12 /FEA=EST /CNT=4 /TID=Mm.48732.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457924_at 16.2 28.4 A P 0.53 0.03 0.5 NC 0.13 gb:BB282718 /DB_XREF=gi:16401379 /DB_XREF=BB282718 /CLONE=A930039M23 /FEA=EST /CNT=4 /TID=Mm.213304.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457929_at 3.8 7.7 A A 0.63 0.3 0.5 NC 0.39 gb:BB459486 /DB_XREF=gi:16426409 /DB_XREF=BB459486 /CLONE=D130061J24 /FEA=EST /CNT=4 /TID=Mm.202251.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457950_at 0.5 0.7 A A 0.94 0.99 0.5 NC 0.26 gb:BE952723 /DB_XREF=gi:10593480 /DB_XREF=UI-M-BH4-azj-d-01-0-UI.s1 /CLONE=UI-M-BH4-azj-d-01-0-UI /FEA=EST /CNT=4 /TID=Mm.100097.1 
MOE430_2_1457964_at 46.9 90 P P 0.000244 0.000244 0.5 NC 0.03 gb:W41078 /DB_XREF=gi:1325413 /DB_XREF=mc41a12.r1 /CLONE=IMAGE:351070 /FEA=EST /CNT=4 /TID=Mm.25011.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458017_at 32.6 40.2 A A 0.06 0.06 0.5 NC 0.34 gb:BB488283 /DB_XREF=gi:16441620 /DB_XREF=BB488283 /CLONE=D430048L22 /FEA=EST /CNT=4 /TID=Mm.171469.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458032_at 6.3 8.5 A A 0.3 0.21 0.5 NC 0.4 gb:AV251707 /DB_XREF=gi:16387672 /DB_XREF=AV251707 /CLONE=4833432O04 /FEA=EST /CNT=3 /TID=Mm.136648.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458054_at 15.2 21.2 P P 0.01 0.03 0.5 NC 0.41 gb:BG076211 /DB_XREF=gi:12558780 /DB_XREF=H3156H09-3 /CLONE=H3156H09 /FEA=EST /CNT=3 /TID=Mm.103286.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458059_at 4.4 8 A A 0.36 0.33 0.5 NC 0.5 gb:BG075149 /DB_XREF=gi:12557718 /DB_XREF=H3143H02-3 /CLONE=H3143H02 /FEA=EST /CNT=3 /TID=Mm.172089.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458097_at 13.1 19 A A 0.43 0.14 0.5 NC 0.09 gb:BB521302 /DB_XREF=gi:16443493 /DB_XREF=BB521302 /CLONE=D830050E09 /FEA=EST /CNT=3 /TID=Mm.216092.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458118_at 0.9 0.8 A A 0.91 0.75 0.5 NC 0.62 gb:AV233159 /DB_XREF=gi:16386023 /DB_XREF=AV233159 /CLONE=4632422G11 /FEA=EST /CNT=3 /TID=Mm.212634.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458145_at 13 16.1 A A 0.43 0.55 0.5 NC 0.49 gb:BB520860 /DB_XREF=gi:16443453 /DB_XREF=BB520860 /CLONE=D830046K01 /FEA=EST /CNT=3 /TID=Mm.105167.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458161_at 50.5 66.5 P P 0.01 0.03 0.5 NC 0.06 gb:BM248551 /DB_XREF=gi:17883821 /DB_XREF=K0818E07-3 /CLONE=K0818E07 /FEA=EST /CNT=3 /TID=Mm.217457.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458181_at 9.2 11 A A 0.26 0.24 0.5 NC 0.37 gb:BB254081 /DB_XREF=gi:16398395 /DB_XREF=BB254081 /CLONE=A730060F07 /FEA=EST /CNT=3 /TID=Mm.213298.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458190_at 19.7 21.9 A A 0.36 0.3 0.5 NC 0.09 gb:BB003753 /DB_XREF=gi:15389581 /DB_XREF=BB003753 /CLONE=4732456M12 /FEA=EST /CNT=3 /TID=Mm.190546.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458195_at 1.2 0.9 A A 0.93 0.95 0.5 NC 0.42 gb:BB003985 /DB_XREF=gi:16214825 /DB_XREF=BB003985 /CLONE=4732457M22 /FEA=EST /CNT=3 /TID=Mm.19329.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458277_at 22 26.5 P P 0.03 0.001221 0.5 NC 0.008511 gb:BB640315 /DB_XREF=gi:16475577 /DB_XREF=BB640315 /CLONE=A730050C11 /FEA=EST /CNT=3 /TID=Mm.213058.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458296_at 23.7 47.9 P P 0.000244 0.000732 0.5 NC 0.21 gb:BI465650 /DB_XREF=gi:15278528 /DB_XREF=ie17e03.x1 /FEA=EST /CNT=3 /TID=Mm.202183.1 /TIER=ConsEnd /STK=3 /UG=Mm.202183 /UG_TITLE=E
MOE430_2_1458310_at 3.3 4.4 A A 0.46 0.36 0.5 NC 0.35 gb:BB309685 /DB_XREF=gi:16402545 /DB_XREF=BB309685 /CLONE=B230311N19 /FEA=EST /CNT=3 /TID=Mm.153008.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458326_at 0.8 1 A A 0.9 0.96 0.5 NC 0.5 gb:AV121673 /DB_XREF=gi:5307387 /DB_XREF=AV121673 /CLONE=2610509B19 /FEA=EST /CNT=3 /TID=Mm.45903.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458344_at 10.1 13.6 P P 0.00415 0.03 0.5 NC 0.5 gb:BB109777 /DB_XREF=gi:8762345 /DB_XREF=BB109777 /CLONE=9530020O20 /FEA=EST /CNT=3 /TID=Mm.148378.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458376_at 48.2 64.8 P P 0.02 0.001953 0.5 NC 0.04 gb:BE648536 /DB_XREF=gi:9974357 /DB_XREF=UI-M-BH2.1-apj-f-09-0-UI.r1 /CLONE=UI-M-BH2.1-apj-f-09-0-UI /FEA=EST /CNT=10 /TID=Mm.139144
MOE430_2_1458384_at 28.6 32.5 P P 0.03 0.03 0.5 NC 0.04 gb:AW491514 /DB_XREF=gi:7061795 /DB_XREF=UI-M-BH3-atp-b-10-0-UI.s1 /CLONE=UI-M-BH3-atp-b-10-0-UI /FEA=EST /CNT=15 /TID=Mm.52024.1 
MOE430_2_1458396_at 5.5 14 A A 0.19 0.12 0.5 NC 0.5 gb:BB452660 /DB_XREF=gi:16425697 /DB_XREF=BB452660 /CLONE=D130018N16 /FEA=EST /CNT=7 /TID=Mm.212833.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458431_at 9.6 19.5 A A 0.33 0.11 0.5 NC 0.11 gb:BB159664 /DB_XREF=gi:16268489 /DB_XREF=BB159664 /CLONE=A130047N02 /FEA=EST /CNT=6 /TID=Mm.185453.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458432_at 25.9 38.2 A M 0.06 0.05 0.5 NC 0.03 gb:BE948993 /DB_XREF=gi:10526752 /DB_XREF=UI-M-BH3-avz-h-11-0-UI.s1 /CLONE=UI-M-BH3-avz-h-11-0-UI /FEA=EST /CNT=6 /TID=Mm.153376.
MOE430_2_1458490_at 12 12.6 P A 0.03 0.12 0.5 NC 0.25 gb:AI449409 /DB_XREF=gi:4289801 /DB_XREF=mt12b08.x1 /CLONE=IMAGE:620823 /FEA=EST /CNT=5 /TID=Mm.136899.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458530_at 11.4 10.5 A A 0.11 0.11 0.5 NC 0.5 gb:BE946078 /DB_XREF=gi:10523837 /DB_XREF=UI-M-BH3-awi-f-10-0-UI.s1 /CLONE=UI-M-BH3-awi-f-10-0-UI /FEA=EST /CNT=5 /TID=Mm.100961.1 
MOE430_2_1458542_at 2.5 2.1 A A 0.95 0.94 0.5 NC 0.17 gb:AI930204 /DB_XREF=gi:5666168 /DB_XREF=ul61b09.x1 /CLONE=IMAGE:2123513 /FEA=EST /CNT=5 /TID=Mm.44156.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458577_at 1.8 1 A A 0.9 0.91 0.5 NC 0.1 gb:AU040100 /DB_XREF=gi:3953920 /DB_XREF=AU040100 /CLONE=J0800A08 /FEA=EST /CNT=4 /TID=Mm.138422.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1458604_at 4.9 13.4 A A 0.5 0.27 0.5 NC 0.3 gb:BM201930 /DB_XREF=gi:17755844 /DB_XREF=C0232D08-3 /CLONE=C0232D08 /FEA=EST /CNT=4 /TID=Mm.218395.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458618_at 23 35.4 P P 0.005859 0.00415 0.5 NC 0.11 gb:BM201500 /DB_XREF=gi:17755234 /DB_XREF=C0226E10-3 /CLONE=C0226E10 /FEA=EST /CNT=4 /TID=Mm.218563.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458619_at 4.9 7.7 A A 0.14 0.11 0.5 NC 0.5 gb:BM214885 /DB_XREF=gi:17773202 /DB_XREF=C0857D06-3 /CLONE=C0857D06 /FEA=EST /CNT=4 /TID=Mm.218407.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458645_at 1.4 2.8 A A 0.71 0.53 0.5 NC 0.5 gb:BF464638 /DB_XREF=gi:11533821 /DB_XREF=UI-M-CG0p-bqa-h-12-0-UI.s1 /CLONE=UI-M-CG0p-bqa-h-12-0-UI /FEA=EST /CNT=4 /TID=Mm.15638
MOE430_2_1458654_at 0.9 0.9 A A 0.9 0.66 0.5 NC 0.01 gb:BE947158 /DB_XREF=gi:10524917 /DB_XREF=UI-M-BH3-aww-d-09-0-UI.s1 /CLONE=UI-M-BH3-aww-d-09-0-UI /FEA=EST /CNT=4 /TID=Mm.15034
MOE430_2_1458656_at 54.7 88.9 P P 0.00415 0.000732 0.5 I 0.000307 gb:BE987157 /DB_XREF=gi:10662221 /DB_XREF=UI-M-CG0p-bgu-g-10-0-UI.s1 /CLONE=UI-M-CG0p-bgu-g-10-0-UI /FEA=EST /CNT=4 /TID=Mm.45172
MOE430_2_1458679_a_ 97.6 95.6 P P 0.008057 0.00415 0.5 I 0.000618 gb:BB761179 /DB_XREF=gi:16191563 /DB_XREF=BB761179 /CLONE=G270138G05 /FEA=EST /CNT=5 /TID=Mm.11022.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458752_at 9 5.9 A A 0.3 0.17 0.5 NC 0.14 gb:C87697 /DB_XREF=gi:2919654 /DB_XREF=C87697 /CLONE=J0249G03 /FEA=EST /CNT=3 /TID=Mm.172135.1 /TIER=ConsEnd /STK=2 /UG=Mm.17213
MOE430_2_1458770_at 2.1 2.7 A A 0.66 0.53 0.5 NC 0.07 gb:C76242 /DB_XREF=gi:2516572 /DB_XREF=C76242 /CLONE=J0006H03 /FEA=EST /CNT=3 /TID=Mm.154722.1 /TIER=ConsEnd /STK=2 /UG=Mm.15472
MOE430_2_1458781_at 0.6 0.6 A A 0.88 0.98 0.5 NC 0.65 gb:BG072485 /DB_XREF=gi:12555054 /DB_XREF=H3111A11-3 /CLONE=H3111A11 /FEA=EST /CNT=3 /TID=Mm.173962.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458789_at 10.1 15.8 A A 0.19 0.12 0.5 NC 0.02 gb:BG068582 /DB_XREF=gi:12551151 /DB_XREF=H3067B03-3 /CLONE=H3067B03 /FEA=EST /CNT=3 /TID=Mm.173610.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458860_at 6.3 14.8 A A 0.27 0.17 0.5 NC 0.33 gb:BG067584 /DB_XREF=gi:12550153 /DB_XREF=H3056A04-3 /CLONE=H3056A04 /FEA=EST /CNT=3 /TID=Mm.173047.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458920_at 4.4 4.5 A A 0.32 0.46 0.5 NC 0.29 gb:AW555412 /DB_XREF=gi:7200931 /DB_XREF=L0255E08-3 /CLONE=L0255E08 /FEA=EST /CNT=3 /TID=Mm.66264.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458924_at 0.8 0.8 A A 0.75 0.75 0.5 NC 0.49 gb:BB482458 /DB_XREF=gi:16440923 /DB_XREF=BB482458 /CLONE=D430013B06 /FEA=EST /CNT=3 /TID=Mm.134930.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458946_at 9.1 13.1 A A 0.3 0.3 0.5 NC 0.8 gb:AU024012 /DB_XREF=gi:3394359 /DB_XREF=AU024012 /CLONE=J0442H10 /FEA=EST /CNT=3 /TID=Mm.173690.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459002_at 3.8 8.4 A A 0.17 0.27 0.5 NC 0.28 gb:BQ126025 /DB_XREF=gi:20199936 /DB_XREF=ii15g03.x1 /CLONE=IMAGE:5941828 /FEA=EST /CNT=3 /TID=Mm.220628.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459012_at 0.1 0.6 A A 0.85 0.78 0.5 NC 0.01 gb:BB750896 /DB_XREF=gi:16155132 /DB_XREF=BB750896 /CLONE=G130202P05 /FEA=EST /CNT=3 /TID=Mm.208053.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459074_at 1.2 1.7 A A 0.6 0.56 0.5 NC 0.2 gb:BG069133 /DB_XREF=gi:12551702 /DB_XREF=H3073B02-3 /CLONE=H3073B02 /FEA=EST /CNT=3 /TID=Mm.172158.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459159_a_ 15.3 21.5 A A 0.17 0.19 0.5 NC 0.36 gb:BG070364 /DB_XREF=gi:12552933 /DB_XREF=H3086E10-3 /CLONE=H3086E10 /FEA=EST /CNT=2 /TID=Mm.200951.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459226_at 12 17.4 A P 0.17 0.04 0.5 NC 0.17 gb:BB396862 /DB_XREF=gi:16411136 /DB_XREF=BB396862 /CLONE=C230099J02 /FEA=EST /CNT=2 /TID=Mm.194760.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459277_at 0.2 0.4 A A 0.78 0.75 0.5 NC 0.29 gb:BG065009 /DB_XREF=gi:12547572 /DB_XREF=H3026D03-3 /CLONE=H3026D03 /FEA=EST /CNT=2 /TID=Mm.182528.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459279_at 0.5 2.1 A A 0.72 0.56 0.5 NC 0.4 gb:BB363958 /DB_XREF=gi:16406181 /DB_XREF=BB363958 /CLONE=C130019H05 /FEA=EST /CNT=2 /TID=Mm.126689.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459328_at 1.1 0.7 A A 0.78 0.72 0.5 NC 0.37 gb:BG075076 /DB_XREF=gi:12557645 /DB_XREF=H3143A07-3 /CLONE=H3143A07 /FEA=EST /CNT=2 /TID=Mm.182762.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459347_at 10.3 14 A A 0.3 0.06 0.5 NC 0.13 gb:BB129662 /DB_XREF=gi:16266219 /DB_XREF=BB129662 /CLONE=9630040P08 /FEA=EST /CNT=2 /TID=Mm.212305.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459382_at 0.4 1.5 A A 0.9 0.85 0.5 NC 0.05 gb:BB155385 /DB_XREF=gi:16268255 /DB_XREF=BB155385 /CLONE=A130024N08 /FEA=EST /CNT=2 /TID=Mm.120485.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459394_at 0.6 0.9 A A 0.98 0.98 0.5 NC 0.11 gb:BB457443 /DB_XREF=gi:16426161 /DB_XREF=BB457443 /CLONE=D130052B06 /FEA=EST /CNT=2 /TID=Mm.130038.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459501_at 1.7 3.2 A A 0.36 0.36 0.5 NC 0.2 gb:AU022194 /DB_XREF=gi:3387153 /DB_XREF=AU022194 /CLONE=J0410B10 /FEA=EST /CNT=2 /TID=Mm.173507.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459511_at 11.5 17 A A 0.27 0.21 0.5 NC 0.16 gb:C79115 /DB_XREF=gi:2519445 /DB_XREF=C79115 /CLONE=J0060F07 /FEA=EST /CNT=2 /TID=Mm.172750.1 /TIER=ConsEnd /STK=2 /UG=Mm.17275
MOE430_2_1459567_at 11.6 18.5 A A 0.12 0.17 0.5 NC 0.09 gb:C77905 /DB_XREF=gi:2518235 /DB_XREF=C77905 /CLONE=J0039E04 /FEA=EST /CNT=2 /TID=Mm.172671.1 /TIER=ConsEnd /STK=2 /UG=Mm.17267
MOE430_2_1459686_at 12.4 15 A M 0.09 0.05 0.5 NC 0.19 gb:BB779582 /DB_XREF=gi:16940282 /DB_XREF=BB779582 /CLONE=G430059A12 /FEA=EST /CNT=2 /TID=Mm.213220.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459696_at 9.6 14.1 A P 0.12 0.04 0.5 NC 0.5 gb:AI844428 /DB_XREF=gi:5488334 /DB_XREF=UI-M-AL1-ahp-h-01-0-UI.s1 /CLONE=UI-M-AL1-ahp-h-01-0-UI /FEA=EST /CNT=2 /TID=Mm.150085.1 /
MOE430_2_1459704_at 19.1 28.9 A A 0.08 0.06 0.5 NC 0.07 gb:AI431061 /DB_XREF=gi:4276897 /DB_XREF=mj56e11.x1 /CLONE=IMAGE:480140 /FEA=EST /CNT=2 /TID=Mm.31721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459729_at 2.1 3.7 A A 0.6 0.75 0.5 NC 0.5 gb:BE979238 /DB_XREF=gi:10645928 /DB_XREF=UI-M-BG2-bbw-f-09-0-UI.s1 /CLONE=UI-M-BG2-bbw-f-09-0-UI /FEA=EST /CNT=2 /TID=Mm.151058.
MOE430_2_1459735_at 7.1 8.1 A A 0.36 0.27 0.5 NC 0.23 gb:AW260365 /DB_XREF=gi:6633346 /DB_XREF=um77e10.x1 /CLONE=IMAGE:2317386 /FEA=EST /CNT=2 /TID=Mm.89721.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459758_at 6.9 15.9 A A 0.11 0.09 0.5 NC 0.74 gb:BB385241 /DB_XREF=gi:9107917 /DB_XREF=BB385241 /CLONE=C230038F09 /FEA=EST /CNT=2 /TID=Mm.133662.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459761_x_ 6.2 6.9 A A 0.18 0.21 0.5 NC 0.29 gb:BB342841 /DB_XREF=gi:9052554 /DB_XREF=BB342841 /CLONE=B930040L06 /FEA=EST /CNT=2 /TID=Mm.117889.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459762_x_ 3.4 3.1 A A 0.39 0.56 0.5 NC 0.5 gb:AV338810 /DB_XREF=gi:6378862 /DB_XREF=AV338810 /CLONE=6430500G22 /FEA=EST /CNT=2 /TID=Mm.94136.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459767_x_ 0.6 1.2 A A 0.98 0.9 0.5 NC 0.5 gb:BB376130 /DB_XREF=gi:9088944 /DB_XREF=BB376130 /CLONE=C130083M07 /FEA=EST /CNT=2 /TID=Mm.132721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459797_at 2.7 3.8 A A 0.46 0.46 0.5 NC 0.5 gb:BE979871 /DB_XREF=gi:10647221 /DB_XREF=UI-M-BG2-bca-d-08-0-UI.s1 /CLONE=UI-M-BG2-bca-d-08-0-UI /FEA=EST /CNT=2 /TID=Mm.151116.
MOE430_2_1459893_at 8.7 19.1 A M 0.3 0.05 0.5 NC 0.01 gb:BG065684 /DB_XREF=gi:12548247 /DB_XREF=H3034A08-3 /CLONE=H3034A08 /FEA=EST /CNT=2 /TID=Mm.42516.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1459951_at 19 26.6 P P 0.001221 0.01 0.5 NC 0.5 gb:BB004948 /DB_XREF=gi:16214881 /DB_XREF=BB004948 /CLONE=4732464A07 /FEA=EST /CNT=2 /TID=Mm.210108.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459967_at 12.7 17.6 A A 0.27 0.19 0.5 NC 0.23 gb:BE946046 /DB_XREF=gi:10523805 /DB_XREF=UI-M-BH3-awi-c-10-0-UI.s1 /CLONE=UI-M-BH3-awi-c-10-0-UI /FEA=EST /CNT=2 /TID=Mm.40808.1 
MOE430_2_1460028_at 23 17.5 A A 0.33 0.21 0.5 NC 0.4 gb:AI426339 /DB_XREF=gi:4272270 /DB_XREF=mg61d11.x1 /CLONE=IMAGE:437493 /FEA=EST /CNT=7 /TID=Mm.23175.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1460050_x_ 95.7 92.7 P P 0.01 0.00293 0.5 I 0.000966 gb:BB231989 /DB_XREF=gi:8911844 /DB_XREF=BB231989 /CLONE=A630035I03 /FEA=EST /CNT=5 /TID=Mm.96037.1 /TIER=ConsEnd /STK=5 /UG=Mm.
MOE430_2_1460060_at 0.2 0.3 A A 0.98 0.94 0.5 NC 0.39 gb:BG071618 /DB_XREF=gi:12554187 /DB_XREF=H3101C01-3 /CLONE=H3101C01 /FEA=EST /CNT=5 /TID=Mm.17838.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460100_at 2.5 2.8 A A 0.66 0.78 0.5 NC 0.5 gb:BB260160 /DB_XREF=gi:16399880 /DB_XREF=BB260160 /CLONE=A730093E19 /FEA=EST /CNT=3 /TID=Mm.125423.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460191_at 600.8 872.9 P P 0.000244 0.000244 0.5 I 0.000023 gb:NM_019661.1 /DB_XREF=gi:9790288 /GEN=Ykt6-pending /FEA=FLmRNA /CNT=160 /TID=Mm.24353.1 /TIER=FL /STK=2 /UG=Mm.24353 /LL=56418 /D
MOE430_2_1460209_at 259.2 353.8 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC026983.1 /DB_XREF=gi:20071703 /FEA=FLmRNA /CNT=124 /TID=Mm.27292.1 /TIER=FL+Stack /STK=42 /UG=Mm.27292 /LL=28035 /UG_GENE=D6
MOE430_2_1460284_at 37 47.1 A P 0.12 0.01 0.5 I 0.001336 gb:BG060855 /DB_XREF=gi:12529764 /DB_XREF=L0909B12-3 /CLONE=L0909B12 /FEA=FLmRNA /CNT=233 /TID=Mm.26947.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1460300_a_ 2.5 1.3 A A 0.69 0.8 0.5 NC 0.05 gb:NM_008523.1 /DB_XREF=gi:6678737 /GEN=Ltk /FEA=FLmRNA /CNT=5 /TID=Mm.1740.1 /TIER=FL /STK=2 /UG=Mm.1740 /LL=17005 /DEF=Mus muscu
MOE430_2_1460393_a_ 24.5 34.3 P A 0.03 0.06 0.5 NC 0.5 gb:BE136125 /DB_XREF=gi:8598625 /DB_XREF=ug25f02.x1 /CLONE=IMAGE:1532667 /FEA=FLmRNA /CNT=101 /TID=Mm.28030.1 /TIER=Stack /STK=8 /U
MOE430_2_1460401_at 242.2 372.1 P P 0.000244 0.000244 0.5 I 0.00002 gb:BC022925.1 /DB_XREF=gi:18606139 /FEA=mRNA /CNT=88 /TID=Mm.21954.1 /TIER=Stack /STK=37 /UG=Mm.21954 /LL=66967 /UG_GENE=2310050N1
MOE430_2_1460430_at 105.3 173.9 P P 0.000244 0.000244 0.5 I 0.00002 gb:AK008416.1 /DB_XREF=gi:12842586 /FEA=mRNA /CNT=188 /TID=Mm.43152.2 /TIER=Stack /STK=107 /UG=Mm.43152 /LL=72065 /UG_GENE=2010200
MOE430_2_1460448_s_ 10.8 13.8 A P 0.08 0.01 0.5 NC 0.28 gb:BM238672 /DB_XREF=gi:17873942 /DB_XREF=K0521E04-3 /CLONE=K0521E04 /FEA=mRNA /CNT=100 /TID=Mm.87673.1 /TIER=Stack /STK=25 /UG=
MOE430_2_1460455_at 57.6 86.4 P P 0.000244 0.000244 0.5 NC 0.003355 gb:BB667784 /DB_XREF=gi:16399233 /DB_XREF=BB667784 /CLONE=C730040M14 /FEA=mRNA /CNT=66 /TID=Mm.144337.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1460502_at 5.6 6.7 A A 0.5 0.46 0.5 NC 0.5 gb:AK008146.1 /DB_XREF=gi:12842153 /FEA=mRNA /CNT=3 /TID=Mm.45868.1 /TIER=ConsEnd /STK=2 /UG=Mm.45868 /LL=69851 /UG_GENE=2010007E
MOE430_2_1460510_a_ 131.4 195.2 P P 0.000732 0.001221 0.5 NC 0.02 gb:AK006551.1 /DB_XREF=gi:12839712 /FEA=mRNA /CNT=2 /TID=Mm.27561.2 /TIER=ConsEnd /STK=0 /UG=Mm.27561 /LL=67876 /UG_GENE=1500041J
MOE430_2_1460551_at 322.3 515.4 P P 0.000244 0.000244 0.5 I 0.00002 gb:AV090150 /DB_XREF=gi:16381510 /DB_XREF=AV090150 /CLONE=2310047G11 /FEA=EST /CNT=84 /TID=Mm.214975.3 /TIER=Stack /STK=53 /UG=M
MOE430_2_1460555_at 16 17.8 P P 0.01 0.03 0.5 NC 0.28 gb:BM242294 /DB_XREF=gi:17877564 /DB_XREF=K0630B01-3 /CLONE=K0630B01 /FEA=EST /CNT=68 /TID=Mm.1902.1 /TIER=Stack /STK=47 /UG=Mm.
MOE430_2_1460597_at 30.7 46.5 P P 0.000732 0.00415 0.5 NC 0.17 gb:AV312178 /DB_XREF=gi:16394290 /DB_XREF=AV312178 /CLONE=5830400M10 /FEA=EST /CNT=35 /TID=Mm.89319.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1460609_at 10.9 8.1 A A 0.08 0.09 0.5 NC 0.1 gb:BB224305 /DB_XREF=gi:16353880 /DB_XREF=BB224305 /CLONE=A530086A22 /FEA=EST /CNT=127 /TID=Mm.35867.4 /TIER=Stack /STK=114 /UG=M



MOE430_2_AFFX-r2-B 8.8 9.4 A A 0.39 0.27 0.5 NC 0.1 B. subtilis  GEN=pheB  DB_XREF=gb:M24537.1  NOTE=SIF corresponding to nucleotides 2897-3200 of gb:M24537.1, not 100% identical  DEF=Bacillus subtilli
MOE430_2_1415680_at 296.8 456.5 P P 0.000244 0.000244 0.4 I 0.001336 gb:NM_008569.1 /DB_XREF=gi:6678833 /GEN=Mcpr /FEA=FLmRNA /CNT=128 /TID=Mm.3989.1 /TIER=FL+Stack /STK=41 /UG=Mm.3989 /LL=17222 /DEF
MOE430_2_1415710_at 371.4 604.2 P P 0.000244 0.000244 0.4 NC 0.004925 gb:BM123013 /DB_XREF=gi:17106781 /DB_XREF=L0518C09-3 /CLONE=L0518C09 /FEA=mRNA /CNT=49 /TID=Mm.4055.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1415722_a_ 607.1 849.8 P P 0.000244 0.000244 0.4 I 0.000865 gb:AK003213.1 /DB_XREF=gi:12833740 /FEA=mRNA /CNT=2 /TID=Mm.28899.2 /TIER=ConsEnd /STK=0 /UG=Mm.28899 /LL=66201 /UG_GENE=1110059P
MOE430_2_1415785_a_ 664.2 930 P P 0.000244 0.000244 0.4 I 0.000114 gb:NM_009840.1 /DB_XREF=gi:6753327 /GEN=Cct8 /FEA=FLmRNA /CNT=482 /TID=Mm.17989.1 /TIER=FL+Stack /STK=281 /UG=Mm.17989 /LL=12469 /
MOE430_2_1415803_at 281.3 323.6 P P 0.000244 0.000244 0.4 I 0.001336 gb:AF071549.1 /DB_XREF=gi:5305370 /FEA=FLmRNA /CNT=335 /TID=Mm.3205.1 /TIER=FL+Stack /STK=258 /UG=Mm.3205 /LL=20312 /UG_GENE=Scyd1
MOE430_2_1415813_at 476.5 608.7 P P 0.000244 0.000244 0.4 I 0.000692 gb:NM_007466.1 /DB_XREF=gi:6671566 /GEN=Api5 /FEA=FLmRNA /CNT=349 /TID=Mm.692.1 /TIER=FL+Stack /STK=239 /UG=Mm.692 /LL=11800 /DEF=
MOE430_2_1415827_a_ 890.1 1163.3 P P 0.000244 0.000244 0.4 I 0.00004 gb:NM_030685.1 /DB_XREF=gi:13507608 /GEN=D3Ucla1 /FEA=FLmRNA /CNT=432 /TID=Mm.29702.1 /TIER=FL+Stack /STK=225 /UG=Mm.29702 /LL=281
MOE430_2_1415828_a_ 806 1043.5 P P 0.000244 0.000244 0.4 I 0.000088 gb:BF658806 /DB_XREF=gi:11923940 /DB_XREF=maa96d11.x1 /CLONE=IMAGE:3824685 /FEA=FLmRNA /CNT=432 /TID=Mm.29702.1 /TIER=Stack /STK=
MOE430_2_1415829_at 388.9 502.5 P P 0.000244 0.000244 0.4 I 0.000101 gb:NM_133815.1 /DB_XREF=gi:19527033 /GEN=AI505894 /FEA=FLmRNA /CNT=324 /TID=Mm.4538.1 /TIER=FL+Stack /STK=225 /UG=Mm.4538 /LL=9838
MOE430_2_1415856_at 885.3 1034.6 P P 0.000244 0.000244 0.4 NC 0.005933 gb:NM_010330.1 /DB_XREF=gi:6754043 /GEN=Emb /FEA=FLmRNA /CNT=377 /TID=Mm.89123.1 /TIER=FL+Stack /STK=199 /UG=Mm.89123 /LL=13723 /D
MOE430_2_1415857_at 1279.4 1657.5 P P 0.000244 0.000244 0.4 I 0.000023 gb:BG064842 /DB_XREF=gi:12547405 /DB_XREF=H3024D12-3 /CLONE=H3024D12 /FEA=FLmRNA /CNT=377 /TID=Mm.89123.1 /TIER=Stack /STK=45 /U
MOE430_2_1415871_at 338.2 431 P P 0.000244 0.000244 0.4 I 0.001336 gb:NM_009369.1 /DB_XREF=gi:6678320 /GEN=Tgfbi /FEA=FLmRNA /CNT=272 /TID=Mm.14455.1 /TIER=FL+Stack /STK=191 /UG=Mm.14455 /LL=21810 /
MOE430_2_1415914_at 1866.8 2472 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_010448.1 /DB_XREF=gi:6754221 /GEN=Hnrpab /FEA=FLmRNA /CNT=360 /TID=Mm.24.1 /TIER=FL+Stack /STK=170 /UG=Mm.24 /LL=15384 /DEF=
MOE430_2_1415944_at 632.7 866 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_011519.1 /DB_XREF=gi:6755437 /GEN=Sdc1 /FEA=FLmRNA /CNT=374 /TID=Mm.2580.1 /TIER=FL+Stack /STK=19 /UG=Mm.2580 /LL=20969 /DEF
MOE430_2_1416041_at 367.7 503.5 P P 0.000244 0.000244 0.4 I 0.00013 gb:NM_011361.1 /DB_XREF=gi:6755489 /GEN=Sgk /FEA=FLmRNA /CNT=280 /TID=Mm.28405.1 /TIER=FL+Stack /STK=139 /UG=Mm.28405 /LL=20393 /D
MOE430_2_1416055_at 7.4 8.8 P P 0.000732 0.04 0.4 NC 0.63 gb:NM_009669.1 /DB_XREF=gi:6753051 /GEN=Amy2 /FEA=FLmRNA /CNT=486 /TID=Mm.324.1 /TIER=FL+Stack /STK=137 /UG=Mm.324 /LL=11723 /DEF
MOE430_2_1416061_at 354.2 486.9 P P 0.001221 0.000732 0.4 I 0.000966 gb:AK014795.1 /DB_XREF=gi:12852851 /FEA=FLmRNA /CNT=232 /TID=Mm.22252.1 /TIER=Stack /STK=20 /UG=Mm.22252 /LL=66687 /UG_GENE=443240
MOE430_2_1416067_at 76.1 103.1 P P 0.000244 0.000244 0.4 I 0.000492 gb:NM_013562.1 /DB_XREF=gi:7305178 /GEN=Ifrd1 /FEA=FLmRNA /CNT=225 /TID=Mm.168.1 /TIER=FL+Stack /STK=134 /UG=Mm.168 /LL=15982 /DEF=
MOE430_2_1416106_at 360 545.2 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_029571.1 /DB_XREF=gi:20270209 /GEN=1110001A12Rik /FEA=FLmRNA /CNT=165 /TID=Mm.27771.1 /TIER=FL+Stack /STK=127 /UG=Mm.27771 /
MOE430_2_1416122_at 2222.8 3019.4 P P 0.000732 0.000732 0.4 I 0.00003 gb:NM_009829.1 /DB_XREF=gi:6753309 /GEN=Ccnd2 /FEA=FLmRNA /CNT=267 /TID=Mm.3141.1 /TIER=FL+Stack /STK=124 /UG=Mm.3141 /LL=12444 /D
MOE430_2_1416147_at 315.2 380.8 P P 0.001953 0.001221 0.4 I 0.00013 gb:BE912771 /DB_XREF=gi:10409758 /DB_XREF=601664727F1 /CLONE=IMAGE:3964783 /FEA=FLmRNA /CNT=238 /TID=Mm.1032.1 /TIER=ConsEnd /ST
MOE430_2_1416150_a_ 1197.2 1793 P P 0.000244 0.000244 0.4 NC 0.003355 gb:NM_013663.1 /DB_XREF=gi:8567401 /GEN=Sfrs3 /FEA=FLmRNA /CNT=470 /TID=Mm.6787.1 /TIER=FL+Stack /STK=120 /UG=Mm.6787 /LL=20383 /DE
MOE430_2_1416151_at 327.5 438.6 P P 0.000244 0.000244 0.4 I 0.000492 gb:BB470806 /DB_XREF=gi:16427822 /DB_XREF=BB470806 /CLONE=D230035H06 /FEA=FLmRNA /CNT=470 /TID=Mm.6787.1 /TIER=Stack /STK=18 /UG
MOE430_2_1416153_at 370.2 506.4 P P 0.000244 0.000244 0.4 I 0.000027 gb:NM_011899.1 /DB_XREF=gi:6755659 /GEN=Srp54 /FEA=FLmRNA /CNT=250 /TID=Mm.12848.1 /TIER=FL+Stack /STK=120 /UG=Mm.12848 /LL=24067 /
MOE430_2_1416160_at 26.8 54.2 P P 0.01 0.005859 0.4 NC 0.02 gb:AI463873 /DB_XREF=gi:4317903 /DB_XREF=va66e02.y1 /CLONE=IMAGE:736346 /FEA=FLmRNA /CNT=177 /TID=Mm.16519.1 /TIER=ConsEnd /STK=0 
MOE430_2_1416174_at 168.4 155 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC011107.1 /DB_XREF=gi:15029773 /FEA=FLmRNA /CNT=163 /TID=Mm.24216.1 /TIER=FL+Stack /STK=119 /UG=Mm.24216 /LL=26450 /UG_GENE=R
MOE430_2_1416177_at 954.5 1105.5 P P 0.000244 0.000244 0.4 NC 0.01 gb:NM_009033.1 /DB_XREF=gi:6677684 /GEN=Rbmxrt /FEA=FLmRNA /CNT=183 /TID=Mm.24718.1 /TIER=FL+Stack /STK=118 /UG=Mm.24718 /LL=19656
MOE430_2_1416180_a_ 81.5 109.5 P P 0.000244 0.000244 0.4 NC 0.05 gb:BI990563 /DB_XREF=gi:17961577 /DB_XREF=4072-68 /FEA=FLmRNA /CNT=284 /TID=Mm.7051.1 /TIER=Stack /STK=36 /UG=Mm.7051 /LL=19684 /U
MOE430_2_1416184_s_ 263.9 343.5 P P 0.000244 0.000732 0.4 I 0.001077 gb:NM_016660.1 /DB_XREF=gi:7710033 /GEN=Hmga1 /FEA=FLmRNA /CNT=184 /TID=Mm.4438.1 /TIER=FL+Stack /STK=117 /UG=Mm.4438 /LL=15361 /D
MOE430_2_1416191_at 570.2 740.1 P P 0.000732 0.000732 0.4 I 0.000147 gb:AF145253.1 /DB_XREF=gi:7673000 /FEA=FLmRNA /CNT=335 /TID=Mm.28375.1 /TIER=FL /STK=2 /UG=Mm.28375 /LL=53421 /UG_GENE=Sec61a /DE
MOE430_2_1416234_at 1145.1 1527.3 P P 0.000244 0.000244 0.4 I 0.00003 gb:NM_133807.1 /DB_XREF=gi:19527025 /GEN=AA959742 /FEA=FLmRNA /CNT=266 /TID=Mm.28892.1 /TIER=FL+Stack /STK=109 /UG=Mm.28892 /LL=98
MOE430_2_1416267_at 101.8 119.5 P P 0.000244 0.000732 0.4 NC 0.007788 gb:NM_019708.1 /DB_XREF=gi:9790206 /GEN=Scoc /FEA=FLmRNA /CNT=167 /TID=Mm.24763.1 /TIER=FL+Stack /STK=105 /UG=Mm.24763 /LL=56367 /
MOE430_2_1416296_at 13.5 12.9 A A 0.27 0.17 0.4 NC 0.37 gb:L20048.1 /DB_XREF=gi:404067 /FEA=FLmRNA /CNT=137 /TID=Mm.2923.1 /TIER=FL+Stack /STK=101 /UG=Mm.2923 /LL=16186 /UG_GENE=Il2rg /DE
MOE430_2_1416306_at 0.9 0.2 A A 0.9 0.9 0.4 NC 0.48 gb:NM_017474.1 /DB_XREF=gi:8567335 /GEN=Clca3 /FEA=FLmRNA /CNT=164 /TID=Mm.6594.1 /TIER=FL+Stack /STK=100 /UG=Mm.6594 /LL=23844 /DE
MOE430_2_1416316_at 2 1.2 A A 0.56 0.43 0.4 NC 0.05 gb:BC013442.1 /DB_XREF=gi:15488596 /FEA=FLmRNA /CNT=235 /TID=Mm.6611.1 /TIER=FL+Stack /STK=99 /UG=Mm.6611 /LL=26458 /UG_GENE=Slc27
MOE430_2_1416336_s_ 306.8 408.3 P P 0.000244 0.000244 0.4 NC 0.003355 gb:NM_009226.1 /DB_XREF=gi:6678054 /GEN=Snrpd1 /FEA=FLmRNA /CNT=182 /TID=Mm.603.1 /TIER=FL+Stack /STK=96 /UG=Mm.603 /LL=20641 /DEF
MOE430_2_1416371_at 3765.3 4672.6 P P 0.000244 0.000244 0.4 NC 0.002753 gb:NM_007470.1 /DB_XREF=gi:6680705 /GEN=Apod /FEA=FLmRNA /CNT=186 /TID=Mm.2082.1 /TIER=FL+Stack /STK=94 /UG=Mm.2082 /LL=11815 /DEF
MOE430_2_1416376_at 154 234.6 P P 0.001953 0.000732 0.4 I 0.00002 gb:NM_133706.1 /DB_XREF=gi:19526879 /GEN=1810014L12Rik /FEA=FLmRNA /CNT=165 /TID=Mm.29431.1 /TIER=FL+Stack /STK=94 /UG=Mm.29431 /LL
MOE430_2_1416396_at 20.6 26.1 P P 0.04 0.005859 0.4 NC 0.31 gb:AV319909 /DB_XREF=gi:16394914 /DB_XREF=AV319909 /CLONE=6030413P10 /FEA=FLmRNA /CNT=184 /TID=Mm.28196.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1416423_x_ 49.4 61.5 P P 0.01 0.00293 0.4 NC 0.003041 gb:BM208153 /DB_XREF=gi:17764250 /DB_XREF=C0623C01-3 /CLONE=C0623C01 /FEA=FLmRNA /CNT=172 /TID=Mm.10508.1 /TIER=ConsEnd /STK=2 
MOE430_2_1416471_at 260.6 341.3 P P 0.00415 0.00415 0.4 I 0.000078 gb:NM_133869.1 /DB_XREF=gi:19527083 /GEN=AI788721 /FEA=FLmRNA /CNT=126 /TID=Mm.14816.1 /TIER=FL+Stack /STK=87 /UG=Mm.14816 /LL=997
MOE430_2_1416489_at 68.6 88.1 P P 0.000244 0.000244 0.4 I 0.000346 gb:NM_025951.1 /DB_XREF=gi:13385441 /GEN=Pi4k2b-pending /FEA=FLmRNA /CNT=114 /TID=Mm.74642.1 /TIER=FL+Stack /STK=86 /UG=Mm.74642 /L
MOE430_2_1416492_at 44.2 85.5 P P 0.04 0.01 0.4 I 0.001832 gb:NM_007633.1 /DB_XREF=gi:6671697 /GEN=Ccne1 /FEA=FLmRNA /CNT=106 /TID=Mm.16110.1 /TIER=FL+Stack /STK=86 /UG=Mm.16110 /LL=12447 /
MOE430_2_1416536_at 394.6 485.4 P P 0.000244 0.000244 0.4 NC 0.003699 gb:NM_023431.2 /DB_XREF=gi:19482169 /GEN=9430059D04Rik /FEA=FLmRNA /CNT=126 /TID=Mm.154580.1 /TIER=FL+Stack /STK=83 /UG=Mm.154580 
MOE430_2_1416559_at 169 217 P P 0.000244 0.000244 0.4 NC 0.005409 gb:NM_025897.1 /DB_XREF=gi:20270197 /GEN=1500003O22Rik /FEA=FLmRNA /CNT=132 /TID=Mm.36766.1 /TIER=FL+Stack /STK=82 /UG=Mm.36766 /L
MOE430_2_1416562_at 7.3 11.8 A A 0.5 0.53 0.4 NC 0.35 gb:AF326547.1 /DB_XREF=gi:17225420 /GEN=Gad1 /FEA=FLmRNA /CNT=127 /TID=Mm.16620.1 /TIER=FL /STK=2 /UG=Mm.16620 /LL=14415 /DEF=Mus
MOE430_2_1416586_at 65.1 88.4 P P 0.001953 0.001953 0.4 I 0.000492 gb:NM_008616.1 /DB_XREF=gi:6678913 /GEN=Zfp239 /FEA=FLmRNA /CNT=112 /TID=Mm.1256.1 /TIER=FL+Stack /STK=80 /UG=Mm.1256 /LL=22685 /D
MOE430_2_1416587_a_ 312.9 441.9 P P 0.000732 0.00415 0.4 NC 0.06 gb:NM_009532.1 /DB_XREF=gi:6678612 /GEN=Xrcc1 /FEA=FLmRNA /CNT=108 /TID=Mm.4347.1 /TIER=FL+Stack /STK=80 /UG=Mm.4347 /LL=22594 /DE
MOE430_2_1416612_at 1285.1 1736.4 P P 0.000244 0.000244 0.4 I 0.000865 gb:NM_009994.1 /DB_XREF=gi:6753567 /GEN=Cyp1b1 /FEA=FLmRNA /CNT=163 /TID=Mm.4443.1 /TIER=FL+Stack /STK=78 /UG=Mm.4443 /LL=13078 /D
MOE430_2_1416613_at 399.9 584.6 P P 0.000244 0.000244 0.4 I 0.00002 gb:BI251808 /DB_XREF=gi:14801643 /DB_XREF=602994754F1 /CLONE=IMAGE:5150724 /FEA=FLmRNA /CNT=163 /TID=Mm.4443.1 /TIER=Stack /STK=10
MOE430_2_1416685_s_ 724.6 1009.3 P P 0.000244 0.000244 0.4 I 0.000101 gb:NM_007991.1 /DB_XREF=gi:6679754 /GEN=Fbl /FEA=FLmRNA /CNT=136 /TID=Mm.4595.1 /TIER=FL+Stack /STK=74 /UG=Mm.4595 /LL=14113 /DEF=
MOE430_2_1416707_a_ 78.3 106.5 P P 0.04 0.04 0.4 NC 0.16 gb:NM_025928.1 /DB_XREF=gi:13385419 /GEN=2600009M07Rik /FEA=FLmRNA /CNT=130 /TID=Mm.36715.1 /TIER=FL+Stack /STK=73 /UG=Mm.36715 /L
MOE430_2_1416712_at 249.3 405.9 P P 0.000244 0.000732 0.4 MI 0.00225 gb:NM_008820.1 /DB_XREF=gi:6679278 /GEN=Pep4 /FEA=FLmRNA /CNT=139 /TID=Mm.69751.1 /TIER=FL+Stack /STK=72 /UG=Mm.69751 /LL=18624 /D
MOE430_2_1416790_a_ 469.5 600 P P 0.000244 0.000244 0.4 I 0.000035 gb:NM_011561.1 /DB_XREF=gi:6755753 /GEN=Tdg /FEA=FLmRNA /CNT=168 /TID=Mm.183016.1 /TIER=FL+Stack /STK=69 /UG=Mm.183016 /LL=21665 /
MOE430_2_1416794_at 68.9 110.4 P P 0.005859 0.005859 0.4 I 0.000692 gb:NM_019717.1 /DB_XREF=gi:9789868 /GEN=Arl6ip2 /FEA=FLmRNA /CNT=127 /TID=Mm.24719.1 /TIER=FL /STK=2 /UG=Mm.24719 /LL=56298 /DEF=Mu
MOE430_2_1416890_at 408.2 550.4 P P 0.000244 0.000244 0.4 I 0.000692 gb:NM_134139.1 /DB_XREF=gi:19527373 /GEN=AA407588 /FEA=FLmRNA /CNT=112 /TID=Mm.29627.1 /TIER=FL+Stack /STK=65 /UG=Mm.29627 /LL=107
MOE430_2_1416908_s_ 534.2 802.7 P P 0.000244 0.000244 0.4 I 0.000692 gb:AF234179.1 /DB_XREF=gi:7331147 /GEN=Tbrbp /FEA=FLmRNA /CNT=290 /TID=Mm.14644.1 /TIER=FL+Stack /STK=34 /UG=Mm.14644 /LL=22099 /D
MOE430_2_1416916_at 9.2 17.6 A A 0.17 0.24 0.4 NC 0.11 gb:NM_007921.1 /DB_XREF=gi:6679628 /GEN=Elf3 /FEA=FLmRNA /CNT=118 /TID=Mm.3963.1 /TIER=FL+Stack /STK=64 /UG=Mm.3963 /LL=13710 /DEF=
MOE430_2_1416926_at 518.2 667.4 P P 0.000244 0.000244 0.4 MI 0.002032 gb:NM_021897.1 /DB_XREF=gi:11230805 /GEN=stinp /FEA=FLmRNA /CNT=156 /TID=Mm.28708.1 /TIER=FL+Stack /STK=63 /UG=Mm.28708 /LL=60599 /
MOE430_2_1416929_at 24.7 32.1 P P 0.001221 0.000732 0.4 NC 0.06 gb:NM_029397.1 /DB_XREF=gi:19311003 /GEN=5730420G12Rik /FEA=FLmRNA /CNT=108 /TID=Mm.27660.1 /TIER=ConsEnd /STK=0 /UG=Mm.27660 /LL=
MOE430_2_1416964_at 341.4 344.3 P P 0.000244 0.000244 0.4 NC 0.03 gb:NM_023060.1 /DB_XREF=gi:12746441 /GEN=Eefsec /FEA=FLmRNA /CNT=107 /TID=Mm.38885.1 /TIER=FL+Stack /STK=62 /UG=Mm.38885 /LL=65967 
MOE430_2_1417034_at 417.8 586.3 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_025960.1 /DB_XREF=gi:13385451 /GEN=1810073E21Rik /FEA=FLmRNA /CNT=90 /TID=Mm.44213.1 /TIER=FL+Stack /STK=59 /UG=Mm.44213 /LL
MOE430_2_1417057_a_ 127.3 174.1 P P 0.000244 0.000244 0.4 I 0.00013 gb:BC011499.1 /DB_XREF=gi:15079318 /FEA=FLmRNA /CNT=181 /TID=Mm.30242.1 /TIER=FL+Stack /STK=58 /UG=Mm.30242 /LL=67738 /UG_GENE=Pp
MOE430_2_1417075_at 373.3 547 P P 0.000244 0.000244 0.4 I 0.000692 gb:NM_025591.1 /DB_XREF=gi:13385041 /GEN=2010309E21Rik /FEA=FLmRNA /CNT=87 /TID=Mm.209.1 /TIER=FL+Stack /STK=58 /UG=Mm.209 /LL=664
MOE430_2_1417086_at 132.1 192.8 P P 0.00293 0.001953 0.4 NC 0.007788 gb:BG975639 /DB_XREF=gi:14363276 /DB_XREF=602845349F1 /CLONE=IMAGE:4980781 /FEA=FLmRNA /CNT=262 /TID=Mm.56337.1 /TIER=Stack /STK=
MOE430_2_1417094_at 861.4 1100.1 P P 0.000244 0.000244 0.4 I 0.001201 gb:NM_133348.1 /DB_XREF=gi:19923051 /GEN=Bach-pending /FEA=FLmRNA /CNT=99 /TID=Mm.197523.1 /TIER=FL+Stack /STK=57 /UG=Mm.197523 /LL
MOE430_2_1417099_at 341.5 474.1 P P 0.000732 0.000732 0.4 I 0.000023 gb:NM_133991.1 /DB_XREF=gi:19527209 /GEN=AI931847 /FEA=FLmRNA /CNT=64 /TID=Mm.203502.1 /TIER=FL+Stack /STK=57 /UG=Mm.203502 /LL=10
MOE430_2_1417128_at 82.1 109.1 P P 0.001953 0.000244 0.4 I 0.000273 gb:NM_023320.1 /DB_XREF=gi:12963636 /GEN=2810052M02Rik /FEA=FLmRNA /CNT=105 /TID=Mm.29475.1 /TIER=FL+Stack /STK=55 /UG=Mm.29475 /L
MOE430_2_1417156_at 1.5 2.9 A A 0.87 0.56 0.4 NC 0.03 gb:NM_008471.1 /DB_XREF=gi:6680605 /GEN=Krt1-19 /FEA=FLmRNA /CNT=215 /TID=Mm.1012.1 /TIER=FL+Stack /STK=54 /UG=Mm.1012 /LL=16669 /D
MOE430_2_1417188_s_ 35.7 39.6 P P 0.000244 0.000244 0.4 NC 0.2 gb:AI551201 /DB_XREF=gi:4483564 /DB_XREF=vo61g08.x1 /CLONE=IMAGE:1054430 /FEA=FLmRNA /CNT=184 /TID=Mm.10082.1 /TIER=ConsEnd /STK=0
MOE430_2_1417199_at 201.6 235.1 P P 0.000244 0.000244 0.4 I 0.000692 gb:NM_020588.1 /DB_XREF=gi:10181211 /GEN=1300007B12Rik /FEA=FLmRNA /CNT=197 /TID=Mm.18230.1 /TIER=FL+Stack /STK=53 /UG=Mm.18230 /L
MOE430_2_1417208_at 227.9 301.7 P P 0.000244 0.000244 0.4 NC 0.005933 gb:NM_008537.1 /DB_XREF=gi:6678765 /GEN=Amacr /FEA=FLmRNA /CNT=104 /TID=Mm.2787.1 /TIER=FL+Stack /STK=53 /UG=Mm.2787 /LL=17117 /DE
MOE430_2_1417262_at 67.3 87.6 P P 0.000732 0.000244 0.4 NC 0.01 gb:M88242.1 /DB_XREF=gi:193637 /GEN=griPGHS /FEA=FLmRNA /CNT=105 /TID=Mm.3137.1 /TIER=FL+Stack /STK=50 /UG=Mm.3137 /LL=19225 /DEF=
MOE430_2_1417286_at 360.9 530.5 P P 0.000732 0.001221 0.4 NC 0.02 gb:NM_026614.1 /DB_XREF=gi:13386099 /GEN=2900002J19Rik /FEA=FLmRNA /CNT=122 /TID=Mm.27677.1 /TIER=FL+Stack /STK=49 /UG=Mm.27677 /LL
MOE430_2_1417301_at 24.5 20.3 P M 0.03 0.05 0.4 NC 0.21 gb:BC026150.1 /DB_XREF=gi:20072156 /FEA=FLmRNA /CNT=68 /TID=Mm.4769.1 /TIER=FL+Stack /STK=49 /UG=Mm.4769 /LL=14368 /UG_GENE=Fzd6 /
MOE430_2_1417305_at 25.8 29.9 P P 0.008057 0.000732 0.4 I 0.000865 gb:NM_007463.1 /DB_XREF=gi:6680693 /GEN=Apeg1 /FEA=FLmRNA /CNT=56 /TID=Mm.2104.1 /TIER=FL+Stack /STK=49 /UG=Mm.2104 /LL=11790 /DEF
MOE430_2_1417312_at 87.2 122.6 P P 0.00293 0.001953 0.4 NC 0.06 gb:NM_015814.1 /DB_XREF=gi:7657026 /GEN=Dkk3 /FEA=FLmRNA /CNT=202 /TID=Mm.55143.1 /TIER=FL+Stack /STK=48 /UG=Mm.55143 /LL=50781 /D
MOE430_2_1417343_at 1.1 1.6 A A 0.87 0.78 0.4 NC 0.39 gb:AB032010.2 /DB_XREF=gi:15216227 /GEN=plp /FEA=FLmRNA /CNT=145 /TID=Mm.24808.1 /TIER=FL+Stack /STK=47 /UG=Mm.24808 /LL=59095 /DEF
MOE430_2_1417357_at 637.4 879.4 P P 0.000244 0.000244 0.4 MI 0.00249 gb:NM_007927.1 /DB_XREF=gi:6679640 /GEN=Emd /FEA=FLmRNA /CNT=86 /TID=Mm.18892.1 /TIER=FL+Stack /STK=47 /UG=Mm.18892 /LL=13726 /DE
MOE430_2_1417381_at 0.6 0.8 A A 0.98 0.98 0.4 NC 0.5 gb:NM_007572.1 /DB_XREF=gi:6671649 /GEN=C1qa /FEA=FLmRNA /CNT=119 /TID=Mm.370.1 /TIER=FL+Stack /STK=46 /UG=Mm.370 /LL=12259 /DEF=M
MOE430_2_1417396_at 2.2 2.5 A A 0.82 0.88 0.4 NC 0.5 gb:NM_013723.1 /DB_XREF=gi:7305396 /GEN=Podxl /FEA=FLmRNA /CNT=112 /TID=Mm.89918.1 /TIER=FL /STK=2 /UG=Mm.89918 /LL=27205 /DEF=Mus
MOE430_2_1417405_at 343.3 467.8 P P 0.001953 0.000732 0.4 I 0.000966 gb:NM_021547.1 /DB_XREF=gi:10946983 /GEN=Mln64-pending /FEA=FLmRNA /CNT=84 /TID=Mm.27983.1 /TIER=FL+Stack /STK=46 /UG=Mm.27983 /LL=
MOE430_2_1417411_at 5.5 10.8 A A 0.17 0.16 0.4 NC 0.37 gb:NM_021432.1 /DB_XREF=gi:10946797 /GEN=1110020M21Rik /FEA=FLmRNA /CNT=89 /TID=Mm.41277.1 /TIER=FL+Stack /STK=46 /UG=Mm.41277 /LL
MOE430_2_1417416_at 1.3 3.3 A A 0.9 0.85 0.4 NC 0.28 gb:NM_010595.1 /DB_XREF=gi:6754411 /GEN=Kcna1 /FEA=FLmRNA /CNT=49 /TID=Mm.2493.1 /TIER=FL+Stack /STK=46 /UG=Mm.2493 /LL=16485 /DEF
MOE430_2_1417442_a_ 95.6 134.9 P P 0.000244 0.000244 0.4 NC 0.00712 gb:AK012827.1 /DB_XREF=gi:12849828 /FEA=FLmRNA /CNT=92 /TID=Mm.41300.1 /TIER=Stack /STK=23 /UG=Mm.41300 /LL=56535 /UG_GENE=Pex3 /U
MOE430_2_1417453_at 90.5 120.7 P P 0.000244 0.000244 0.4 NC 0.004073 gb:BC004026.1 /DB_XREF=gi:13278440 /FEA=FLmRNA /CNT=234 /TID=Mm.26885.1 /TIER=FL+Stack /STK=44 /UG=Mm.26885 /LL=72584 /UG_GENE=Cu
MOE430_2_1417459_at 1.7 1.1 A A 0.85 0.78 0.4 NC 0.04 gb:NM_019910.1 /DB_XREF=gi:9910187 /GEN=Dcpp /FEA=FLmRNA /CNT=84 /TID=Mm.193062.1 /TIER=FL+Stack /STK=44 /UG=Mm.193062 /LL=13184 /
MOE430_2_1417471_s_ 56.1 56.6 P P 0.000732 0.00415 0.4 NC 0.04 gb:NM_133825.1 /DB_XREF=gi:19527041 /GEN=AI987691 /FEA=FLmRNA /CNT=87 /TID=Mm.12309.1 /TIER=FL+Stack /STK=44 /UG=Mm.12309 /LL=9848
MOE430_2_1417478_a_ 165.8 217.1 P P 0.000244 0.000244 0.4 I 0.001832 gb:NM_021529.1 /DB_XREF=gi:10946957 /GEN=G4-1-pending /FEA=FLmRNA /CNT=80 /TID=Mm.22587.1 /TIER=FL+Stack /STK=44 /UG=Mm.22587 /LL=
MOE430_2_1417495_x_ 21.7 38 P P 0.008057 0.01 0.4 NC 0.5 gb:NM_007752.1 /DB_XREF=gi:6680996 /GEN=Cp /FEA=FLmRNA /CNT=332 /TID=Mm.13787.1 /TIER=FL+Stack /STK=43 /UG=Mm.13787 /LL=12870 /DEF
MOE430_2_1417536_at 395.9 493 P P 0.000244 0.000244 0.4 NC 0.004073 gb:NM_025594.1 /DB_XREF=gi:13385045 /GEN=2610510D14Rik /FEA=FLmRNA /CNT=86 /TID=Mm.27240.1 /TIER=FL+Stack /STK=42 /UG=Mm.27240 /LL
MOE430_2_1417538_at 463.1 488.7 P P 0.000244 0.000244 0.4 I 0.001336 gb:BC012252.1 /DB_XREF=gi:15126642 /FEA=FLmRNA /CNT=92 /TID=Mm.22684.1 /TIER=FL+Stack /STK=42 /UG=Mm.22684 /LL=24060 /UG_GENE=Slc3
MOE430_2_1417564_at 257.1 348.2 P P 0.000244 0.000244 0.4 MI 0.002032 gb:NM_025426.1 /DB_XREF=gi:13384821 /GEN=1110063B05Rik /FEA=FLmRNA /CNT=78 /TID=Mm.24159.1 /TIER=FL+Stack /STK=41 /UG=Mm.24159 /LL
MOE430_2_1417570_at 139.5 194.7 P P 0.001221 0.001221 0.4 I 0.001077 gb:BE306910 /DB_XREF=gi:9161207 /DB_XREF=601087463F1 /CLONE=IMAGE:3482318 /FEA=FLmRNA /CNT=128 /TID=Mm.3989.1 /TIER=ConsEnd /STK
MOE430_2_1417573_at 794.5 1073 P P 0.000244 0.000244 0.4 MI 0.00249 gb:NM_133839.1 /DB_XREF=gi:19527053 /GEN=AI314967 /FEA=FLmRNA /CNT=84 /TID=Mm.29214.1 /TIER=FL+Stack /STK=41 /UG=Mm.29214 /LL=9890
MOE430_2_1417583_a_ 363.2 585.6 P P 0.000732 0.001953 0.4 I 0.000692 gb:NM_023054.1 /DB_XREF=gi:12746429 /GEN=Crlz1 /FEA=FLmRNA /CNT=57 /TID=Mm.88546.1 /TIER=FL+Stack /STK=41 /UG=Mm.88546 /LL=65961 /D
MOE430_2_1417646_a_ 371.7 353.1 P P 0.000244 0.000244 0.4 NC 0.006503 gb:NM_024225.1 /DB_XREF=gi:18034768 /GEN=Snx5 /FEA=FLmRNA /CNT=386 /TID=Mm.20847.1 /TIER=FL+Stack /STK=39 /UG=Mm.20847 /LL=69178 /
MOE430_2_1417647_at 353.4 467 P P 0.000244 0.000244 0.4 NC 0.01 gb:BM207865 /DB_XREF=gi:17763865 /DB_XREF=C0619B08-3 /CLONE=C0619B08 /FEA=FLmRNA /CNT=386 /TID=Mm.20847.1 /TIER=Stack /STK=83 /U
MOE430_2_1417704_a_ 19.9 22.6 P P 0.00415 0.000244 0.4 I 0.00002 gb:NM_009707.1 /DB_XREF=gi:6753113 /GEN=Arhgap6 /FEA=FLmRNA /CNT=46 /TID=Mm.33353.1 /TIER=FL+Stack /STK=38 /UG=Mm.33353 /LL=11856 /
MOE430_2_1417713_at 517.8 459 P P 0.01 0.005859 0.4 I 0.000078 gb:AA985754 /DB_XREF=gi:3167143 /DB_XREF=ue13h03.y1 /CLONE=IMAGE:1480277 /FEA=FLmRNA /CNT=448 /TID=Mm.29859.1 /TIER=Stack /STK=30 
MOE430_2_1417761_at 1.7 0.9 A A 0.96 0.96 0.4 NC 0.41 gb:BC010769.1 /DB_XREF=gi:14789705 /FEA=FLmRNA /CNT=287 /TID=Mm.4533.1 /TIER=FL+Stack /STK=36 /UG=Mm.4533 /LL=11808 /UG_GENE=Apoa
MOE430_2_1417816_s_ 25.6 33.8 A P 0.06 0.04 0.4 NC 0.07 gb:BF139489 /DB_XREF=gi:10978529 /DB_XREF=601785479F1 /CLONE=IMAGE:4013395 /FEA=FLmRNA /CNT=232 /TID=Mm.4962.1 /TIER=ConsEnd /ST
MOE430_2_1417832_at 53.7 81.4 A A 0.12 0.06 0.4 NC 0.21 gb:BB156359 /DB_XREF=gi:8812289 /DB_XREF=BB156359 /CLONE=A130030G13 /FEA=FLmRNA /CNT=128 /TID=Mm.26412.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1417859_at 23.1 26.9 A A 0.17 0.08 0.4 NC 0.1 gb:NM_008088.1 /DB_XREF=gi:6679944 /GEN=Gas7 /FEA=FLmRNA /CNT=45 /TID=Mm.3257.1 /TIER=FL+Stack /STK=35 /UG=Mm.3257 /LL=14457 /DEF=
MOE430_2_1417863_at 7.7 10.9 A A 0.14 0.17 0.4 NC 0.26 gb:NM_029299.1 /DB_XREF=gi:19526758 /GEN=1700001L23Rik /FEA=FLmRNA /CNT=41 /TID=Mm.45824.1 /TIER=FL+Stack /STK=35 /UG=Mm.45824 /LL=
MOE430_2_1417915_at 1.9 1 A A 0.46 0.85 0.4 NC 0.59 gb:BQ044903 /DB_XREF=gi:19795792 /DB_XREF=UI-M-EM0-bvh-a-11-0-UI.r1 /CLONE=IMAGE:5691922 /FEA=FLmRNA /CNT=101 /TID=Mm.26939.1 /TI
MOE430_2_1417951_at 105.7 143.5 P P 0.000244 0.000244 0.4 I 0.00006 gb:NM_007933.1 /DB_XREF=gi:6679650 /GEN=Eno3 /FEA=FLmRNA /CNT=114 /TID=Mm.29994.1 /TIER=FL+Stack /STK=32 /UG=Mm.29994 /LL=13808 /D
MOE430_2_1417952_at 137 185.9 P P 0.00293 0.000732 0.4 NC 0.004073 gb:NM_010008.1 /DB_XREF=gi:6753587 /GEN=Cyp2j6 /FEA=FLmRNA /CNT=75 /TID=Mm.98200.1 /TIER=FL+Stack /STK=32 /UG=Mm.98200 /LL=13110 /D
MOE430_2_1417985_at 13.3 17.3 A A 0.24 0.14 0.4 NC 0.5 gb:NM_025980.1 /DB_XREF=gi:16751908 /GEN=Nrarp /FEA=FLmRNA /CNT=80 /TID=Mm.46539.1 /TIER=FL+Stack /STK=32 /UG=Mm.46539 /LL=67122 /D
MOE430_2_1418013_at 327.2 400.6 P P 0.000244 0.000244 0.4 I 0.000068 gb:NM_023160.1 /DB_XREF=gi:12963542 /GEN=Cml1 /FEA=FLmRNA /CNT=85 /TID=Mm.13036.1 /TIER=FL+Stack /STK=31 /UG=Mm.13036 /LL=66116 /D
MOE430_2_1418017_at 225 259.7 P P 0.000244 0.000244 0.4 NC 0.02 gb:BI689507 /DB_XREF=gi:15652136 /DB_XREF=603315371F1 /CLONE=IMAGE:5355449 /FEA=FLmRNA /CNT=273 /TID=Mm.20543.1 /TIER=Stack /STK=
MOE430_2_1418038_s_ 191.2 251.2 P P 0.001221 0.001953 0.4 NC 0.003041 gb:NM_024438.1 /DB_XREF=gi:13277359 /GEN=5930436K22Rik /FEA=FLmRNA /CNT=55 /TID=Mm.35774.1 /TIER=FL+Stack /STK=31 /UG=Mm.35774 /LL
MOE430_2_1418056_at 4.5 2.9 A A 0.6 0.69 0.4 NC 0.5 gb:NM_026645.1 /DB_XREF=gi:13386133 /GEN=1700012F17Rik /FEA=FLmRNA /CNT=42 /TID=Mm.141451.1 /TIER=FL+Stack /STK=31 /UG=Mm.141451 /L
MOE430_2_1418105_at 3.6 3 A A 0.85 0.85 0.4 NC 0.33 gb:NM_019675.1 /DB_XREF=gi:9790188 /GEN=Stmn4 /FEA=FLmRNA /CNT=44 /TID=Mm.35474.1 /TIER=FL+Stack /STK=30 /UG=Mm.35474 /LL=56471 /D
MOE430_2_1418134_at 174.6 211 P P 0.00415 0.001953 0.4 I 0.000618 gb:NM_026165.1 /DB_XREF=gi:13385671 /GEN=1200007B05Rik /FEA=FLmRNA /CNT=118 /TID=Mm.23896.1 /TIER=FL+Stack /STK=29 /UG=Mm.23896 /L
MOE430_2_1418140_at 1.6 1.4 A A 0.75 0.72 0.4 NC 0.15 gb:NM_010025.1 /DB_XREF=gi:6753615 /GEN=Dcx /FEA=FLmRNA /CNT=90 /TID=Mm.12871.1 /TIER=FL /STK=2 /UG=Mm.12871 /LL=13193 /DEF=Mus m
MOE430_2_1418142_at 2.5 1 A A 0.79 0.82 0.4 NC 0.24 gb:NM_008428.1 /DB_XREF=gi:6680533 /GEN=Kcnj8 /FEA=FLmRNA /CNT=59 /TID=Mm.1482.1 /TIER=FL+Stack /STK=29 /UG=Mm.1482 /LL=16523 /DEF
MOE430_2_1418182_at 13.9 11.5 A P 0.12 0.04 0.4 NC 0.24 gb:AK014601.1 /DB_XREF=gi:12852557 /GEN=Ptp4a3 /FEA=FLmRNA /CNT=79 /TID=Mm.153891.1 /TIER=ConsEnd /STK=1 /UG=Mm.153891 /LL=19245 /
MOE430_2_1418185_at 191.9 195.7 P P 0.001221 0.000732 0.4 NC 0.13 gb:NM_023247.1 /DB_XREF=gi:12963602 /GEN=4733401H18Rik /FEA=FLmRNA /CNT=84 /TID=Mm.29471.1 /TIER=FL+Stack /STK=28 /UG=Mm.29471 /LL
MOE430_2_1418200_at 67 91.2 P P 0.01 0.01 0.4 NC 0.07 gb:NM_133879.1 /DB_XREF=gi:19527093 /GEN=AI327031 /FEA=FLmRNA /CNT=40 /TID=Mm.24661.1 /TIER=FL+Stack /STK=28 /UG=Mm.24661 /LL=1000
MOE430_2_1418239_at 1 0.6 A A 0.91 0.88 0.4 NC 0.09 gb:NM_133997.1 /DB_XREF=gi:19527215 /GEN=AI255964 /FEA=FLmRNA /CNT=76 /TID=Mm.26513.1 /TIER=FL+Stack /STK=27 /UG=Mm.26513 /LL=1031
MOE430_2_1418251_at 16.4 18.2 A P 0.06 0.008057 0.4 NC 0.23 gb:AF045582.1 /DB_XREF=gi:3372490 /GEN=Tulp3 /FEA=FLmRNA /CNT=61 /TID=Mm.12887.1 /TIER=FL /STK=1 /UG=Mm.12887 /LL=22158 /DEF=Mus m
MOE430_2_1418260_at 23.2 23.9 P P 0.03 0.001221 0.4 NC 0.004925 gb:NM_015755.1 /DB_XREF=gi:7657215 /GEN=Hunk /FEA=FLmRNA /CNT=50 /TID=Mm.25120.1 /TIER=FL+Stack /STK=27 /UG=Mm.25120 /LL=26559 /DE
MOE430_2_1418263_at 13.9 15.7 A A 0.21 0.3 0.4 NC 0.41 gb:BC024852.1 /DB_XREF=gi:19353415 /FEA=FLmRNA /CNT=51 /TID=Mm.45108.1 /TIER=FL+Stack /STK=27 /UG=Mm.45108 /LL=30959 /UG_GENE=Ddx
MOE430_2_1418276_at 19.4 24.8 A A 0.19 0.09 0.4 NC 0.13 gb:BF019849 /DB_XREF=gi:10751181 /DB_XREF=ux18h07.x1 /CLONE=IMAGE:3471901 /FEA=FLmRNA /CNT=136 /TID=Mm.46503.1 /TIER=ConsEnd /STK
MOE430_2_1418297_at 1.1 3.8 A A 0.69 0.78 0.4 NC 0.5 gb:AB006715.1 /DB_XREF=gi:2342489 /FEA=FLmRNA /CNT=51 /TID=Mm.6173.1 /TIER=FL+Stack /STK=26 /UG=Mm.6173 /LL=26757 /UG_GENE=Dpysl4 
MOE430_2_1418305_s_ 295.7 349.7 P P 0.001953 0.000732 0.4 NC 0.02 gb:NM_026578.1 /DB_XREF=gi:13384709 /GEN=Nola1 /FEA=FLmRNA /CNT=45 /TID=Mm.24873.1 /TIER=FL+Stack /STK=26 /UG=Mm.24873 /LL=68147 /D
MOE430_2_1418308_at 61.4 95.2 P P 0.000732 0.000244 0.4 I 0.000214 gb:NM_008316.1 /DB_XREF=gi:6680330 /GEN=Hus1 /FEA=FLmRNA /CNT=52 /TID=Mm.42201.1 /TIER=FL+Stack /STK=26 /UG=Mm.42201 /LL=15574 /DE
MOE430_2_1418368_at 1 0.5 A A 0.94 0.97 0.4 NC 0.09 gb:NM_023881.1 /DB_XREF=gi:12963850 /GEN=Retnlb /FEA=FLmRNA /CNT=85 /TID=Mm.21123.1 /TIER=FL+Stack /STK=24 /UG=Mm.21123 /LL=57263 /
MOE430_2_1418373_at 3.2 6.1 A A 0.78 0.56 0.4 NC 0.27 gb:NM_018870.1 /DB_XREF=gi:9256623 /GEN=Pgam2 /FEA=FLmRNA /CNT=74 /TID=Mm.219627.1 /TIER=FL+Stack /STK=24 /UG=Mm.219627 /LL=56012 
MOE430_2_1418377_a_ 464 651.2 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_013929.1 /DB_XREF=gi:7305492 /GEN=Siva-pending /FEA=FLmRNA /CNT=57 /TID=Mm.28216.1 /TIER=FL+Stack /STK=24 /UG=Mm.28216 /LL=30
MOE430_2_1418384_at 129.1 165.3 P P 0.000244 0.000244 0.4 I 0.001651 gb:BC024334.1 /DB_XREF=gi:19353344 /FEA=FLmRNA /CNT=56 /TID=Mm.27115.1 /TIER=FL+Stack /STK=24 /UG=Mm.27115 /LL=68117 /UG_GENE=9430
MOE430_2_1418415_at 0.6 1.1 A A 0.88 0.79 0.4 NC 0.3 gb:NM_008268.1 /DB_XREF=gi:6680250 /GEN=Hoxb5 /FEA=FLmRNA /CNT=33 /TID=Mm.207.1 /TIER=FL+Stack /STK=24 /UG=Mm.207 /LL=15413 /DEF=M
MOE430_2_1418417_at 3 2 A A 0.65 0.72 0.4 NC 0.23 gb:NM_010827.1 /DB_XREF=gi:6754739 /GEN=Msc /FEA=FLmRNA /CNT=30 /TID=Mm.5820.1 /TIER=FL+Stack /STK=24 /UG=Mm.5820 /LL=17681 /DEF=M
MOE430_2_1418456_a_ 2.1 0.5 A A 0.66 0.8 0.4 NC 0.4 gb:AF144754.1 /DB_XREF=gi:7672998 /GEN=Bmac /FEA=FLmRNA /CNT=73 /TID=Mm.30211.1 /TIER=FL+Stack /STK=23 /UG=Mm.30211 /LL=57266 /DE
MOE430_2_1418477_at 5.3 9.6 P P 0.01 0.02 0.4 NC 0.2 gb:NM_010769.1 /DB_XREF=gi:6857809 /GEN=Matn1 /FEA=FLmRNA /CNT=34 /TID=Mm.1379.1 /TIER=FL+Stack /STK=23 /UG=Mm.1379 /LL=17180 /DEF
MOE430_2_1418495_at 18.1 26 A A 0.33 0.19 0.4 NC 0.14 gb:NM_020594.1 /DB_XREF=gi:10181197 /GEN=Fliz1-pending /FEA=FLmRNA /CNT=35 /TID=Mm.11675.1 /TIER=FL+Stack /STK=23 /UG=Mm.11675 /LL=5
MOE430_2_1418496_at 1.8 5.6 A A 0.46 0.5 0.4 NC 0.5 gb:NM_008259.1 /DB_XREF=gi:7106320 /GEN=Foxa1 /FEA=FLmRNA /CNT=34 /TID=Mm.4578.1 /TIER=FL+Stack /STK=23 /UG=Mm.4578 /LL=15375 /DEF
MOE430_2_1418504_at 648 853.5 P P 0.000244 0.000244 0.4 I 0.000273 gb:D11089.2 /DB_XREF=gi:5736597 /FEA=FLmRNA /CNT=373 /TID=Mm.2849.1 /TIER=FL+Stack /STK=52 /UG=Mm.2849 /LL=15526 /UG_GENE=Hspa9a /
MOE430_2_1418514_at 16.4 29.7 P P 0.01 0.000732 0.4 I 0.000692 gb:NM_013827.1 /DB_XREF=gi:7305288 /GEN=Mtf2 /FEA=FLmRNA /CNT=185 /TID=Mm.10563.1 /TIER=FL+Stack /STK=22 /UG=Mm.10563 /LL=17765 /D
MOE430_2_1418526_at 52.1 100.4 P P 0.01 0.00293 0.4 I 0.000966 gb:BE824668 /DB_XREF=gi:10256902 /DB_XREF=C0503A10-3 /CLONE=C0503A10 /FEA=FLmRNA /CNT=106 /TID=Mm.10229.1 /TIER=Stack /STK=21 /U
MOE430_2_1418539_a_ 66.1 99.6 P P 0.005859 0.00293 0.4 I 0.000966 gb:NM_011212.1 /DB_XREF=gi:7110706 /GEN=Ptpre /FEA=FLmRNA /CNT=68 /TID=Mm.945.1 /TIER=FL+Stack /STK=22 /UG=Mm.945 /LL=19267 /DEF=M
MOE430_2_1418558_at 2.9 3.8 A A 0.39 0.6 0.4 NC 0.23 gb:NM_013833.1 /DB_XREF=gi:7305432 /GEN=Rax /FEA=FLmRNA /CNT=27 /TID=Mm.3499.1 /TIER=FL+Stack /STK=22 /UG=Mm.3499 /LL=19434 /DEF=M
MOE430_2_1418571_at 252.3 325.1 P P 0.001953 0.000244 0.4 I 0.00003 gb:NM_013749.1 /DB_XREF=gi:7305058 /GEN=Fn14-pending /FEA=FLmRNA /CNT=79 /TID=Mm.28518.1 /TIER=FL+Stack /STK=21 /UG=Mm.28518 /LL=27
MOE430_2_1418576_at 1056.6 1332.8 P P 0.000244 0.000244 0.4 NC 0.003355 gb:BC003317.1 /DB_XREF=gi:13097071 /FEA=FLmRNA /CNT=91 /TID=Mm.22485.1 /TIER=FL+Stack /STK=21 /UG=Mm.22485 /LL=67180 /UG_GENE=2610
MOE430_2_1418587_at 124.8 188.3 P P 0.000244 0.000244 0.4 I 0.001832 gb:NM_011632.1 /DB_XREF=gi:6755864 /GEN=Traf3 /FEA=FLmRNA /CNT=64 /TID=Mm.27431.1 /TIER=FL+Stack /STK=21 /UG=Mm.27431 /LL=22031 /DE
MOE430_2_1418593_at 323.7 516 P P 0.000244 0.000244 0.4 NC 0.005409 gb:NM_009315.1 /DB_XREF=gi:6678214 /GEN=Taf6 /FEA=FLmRNA /CNT=40 /TID=Mm.1994.1 /TIER=FL+Stack /STK=21 /UG=Mm.1994 /LL=21343 /DEF=
MOE430_2_1418597_at 53.3 61.6 M P 0.05 0.04 0.4 NC 0.1 gb:NM_009410.1 /DB_XREF=gi:6678402 /GEN=Top3a /FEA=FLmRNA /CNT=37 /TID=Mm.10708.1 /TIER=FL+Stack /STK=21 /UG=Mm.10708 /LL=21975 /D
MOE430_2_1418659_at 76.4 147.5 P P 0.000732 0.001953 0.4 NC 0.04 gb:AF000998.1 /DB_XREF=gi:2114487 /GEN=Clock /FEA=FLmRNA /CNT=90 /TID=Mm.3552.1 /TIER=FL+Stack /STK=20 /UG=Mm.3552 /LL=12753 /DEF=
MOE430_2_1418661_at 13.8 17.3 A P 0.06 0.04 0.4 NC 0.25 gb:NM_018811.1 /DB_XREF=gi:9055261 /GEN=Labh2-pending /FEA=FLmRNA /CNT=43 /TID=Mm.87337.1 /TIER=FL+Stack /STK=20 /UG=Mm.87337 /LL=5
MOE430_2_1418691_at 33.6 35.9 A M 0.09 0.05 0.4 NC 0.31 gb:NM_011268.1 /DB_XREF=gi:6755319 /GEN=Rgs9 /FEA=FLmRNA /CNT=22 /TID=Mm.38548.1 /TIER=FL+Stack /STK=20 /UG=Mm.38548 /LL=19739 /DE
MOE430_2_1418707_at 45.6 49.5 P P 0.00293 0.008057 0.4 NC 0.24 gb:C78927 /DB_XREF=gi:2519257 /DB_XREF=C78927 /CLONE=J0057E03 /FEA=FLmRNA /CNT=67 /TID=Mm.27102.1 /TIER=Stack /STK=10 /UG=Mm.271
MOE430_2_1418759_at 4.1 7.4 A A 0.53 0.56 0.4 NC 0.25 gb:NM_008978.1 /DB_XREF=gi:6679550 /GEN=Ptpn20 /FEA=FLmRNA /CNT=24 /TID=Mm.8019.1 /TIER=FL+Stack /STK=19 /UG=Mm.8019 /LL=19256 /DE
MOE430_2_1418760_at 171.9 196.5 P P 0.000244 0.000244 0.4 MI 0.00225 gb:AK012056.1 /DB_XREF=gi:12848557 /GEN=Mdt1 /FEA=FLmRNA /CNT=173 /TID=Mm.219462.1 /TIER=Stack /STK=24 /UG=Mm.219462 /LL=17252 /UG
MOE430_2_1418817_at 233.7 302.5 P P 0.000244 0.000244 0.4 NC 0.003041 gb:BG073376 /DB_XREF=gi:12555945 /DB_XREF=H3121H07-3 /CLONE=H3121H07 /FEA=FLmRNA /CNT=142 /TID=Mm.73777.1 /TIER=Stack /STK=42 /U
MOE430_2_1418841_s_ 307.4 435 P P 0.000732 0.000732 0.4 I 0.000035 gb:NM_007661.1 /DB_XREF=gi:6671723 /GEN=Cdc2l2 /FEA=FLmRNA /CNT=62 /TID=Mm.4414.1 /TIER=FL+Stack /STK=17 /UG=Mm.4414 /LL=12537 /DE
MOE430_2_1418851_at 89.7 125.4 P P 0.000244 0.000244 0.4 NC 0.007788 gb:NM_024468.1 /DB_XREF=gi:13277375 /GEN=Rnf23 /FEA=FLmRNA /CNT=42 /TID=Mm.40624.1 /TIER=FL+Stack /STK=17 /UG=Mm.40624 /LL=79263 /D
MOE430_2_1418852_at 6.2 6.9 A A 0.43 0.24 0.4 NC 0.16 gb:NM_007389.1 /DB_XREF=gi:6671504 /GEN=Chrna1 /FEA=FLmRNA /CNT=40 /TID=Mm.4583.1 /TIER=FL+Stack /STK=17 /UG=Mm.4583 /LL=11435 /DE
MOE430_2_1418854_at 109.2 140.9 P P 0.000244 0.000244 0.4 I 0.000027 gb:NM_007465.1 /DB_XREF=gi:6680697 /GEN=Birc3 /FEA=FLmRNA /CNT=32 /TID=Mm.14483.1 /TIER=FL+Stack /STK=17 /UG=Mm.14483 /LL=11797 /DE
MOE430_2_1418880_at 19.6 25.1 A A 0.17 0.33 0.4 NC 0.3 gb:NM_010280.1 /DB_XREF=gi:6753977 /GEN=Gfra3 /FEA=FLmRNA /CNT=28 /TID=Mm.16520.1 /TIER=FL+Stack /STK=17 /UG=Mm.16520 /LL=14587 /DE
MOE430_2_1418881_at 12.9 14 A A 0.12 0.17 0.4 NC 0.15 gb:NM_054095.1 /DB_XREF=gi:16905128 /GEN=Necab2-pending /FEA=FLmRNA /CNT=24 /TID=Mm.129002.1 /TIER=FL+Stack /STK=17 /UG=Mm.129002 /
MOE430_2_1418882_at 0.6 1.2 A A 0.87 0.85 0.4 NC 0.3 gb:NM_011860.1 /DB_XREF=gi:7106378 /GEN=Mater /FEA=FLmRNA /CNT=18 /TID=Mm.11741.1 /TIER=FL+Stack /STK=17 /UG=Mm.11741 /LL=23968 /D
MOE430_2_1418934_at 8.3 13.5 A A 0.3 0.27 0.4 NC 0.51 gb:NM_011839.1 /DB_XREF=gi:6754599 /GEN=Mab21l2 /FEA=FLmRNA /CNT=42 /TID=Mm.89937.1 /TIER=FL+Stack /STK=16 /UG=Mm.89937 /LL=23937 /



MOE430_2_1418949_at 20.8 35.4 A A 0.27 0.27 0.4 NC 0.69 gb:NM_011819.1 /DB_XREF=gi:6753967 /GEN=Gdf15 /FEA=FLmRNA /CNT=22 /TID=Mm.31325.1 /TIER=FL+Stack /STK=16 /UG=Mm.31325 /LL=23886 /D
MOE430_2_1418959_at 0.9 2 A A 0.72 0.56 0.4 NC 0.51 gb:NM_030709.1 /DB_XREF=gi:13507651 /GEN=Tmprss5 /FEA=FLmRNA /CNT=16 /TID=Mm.72799.1 /TIER=FL+Stack /STK=16 /UG=Mm.72799 /LL=80893
MOE430_2_1418960_at 37.4 51.8 P P 0.000732 0.000732 0.4 NC 0.01 gb:BF715219 /DB_XREF=gi:12014491 /DB_XREF=mab06c08.x1 /CLONE=IMAGE:3825422 /FEA=FLmRNA /CNT=238 /TID=Mm.163.1 /TIER=Stack /STK=18
MOE430_2_1418963_at 158.1 158.4 P P 0.001953 0.000732 0.4 NC 0.08 gb:NM_024185.2 /DB_XREF=gi:15277328 /GEN=2310047O13Rik /FEA=FLmRNA /CNT=134 /TID=Mm.34059.1 /TIER=FL+Stack /STK=15 /UG=Mm.34059 /L
MOE430_2_1418968_at 97.2 145 P P 0.000244 0.000244 0.4 NC 0.008511 gb:AB050017.2 /DB_XREF=gi:14575597 /GEN=CC1 /FEA=FLmRNA /CNT=178 /TID=Mm.141567.1 /TIER=FL+Stack /STK=15 /UG=Mm.141567 /LL=12421 /
MOE430_2_1418977_at 77.2 102.5 M P 0.05 0.03 0.4 NC 0.05 gb:BC021757.1 /DB_XREF=gi:18257368 /FEA=FLmRNA /CNT=102 /TID=Mm.3899.1 /TIER=FL /STK=5 /UG=Mm.3899 /LL=57230 /UG_GENE=Hcngp-pendin
MOE430_2_1418983_at 83.8 100.9 P P 0.000244 0.000244 0.4 NC 0.02 gb:NM_007704.1 /DB_XREF=gi:6671753 /GEN=Cipp /FEA=FLmRNA /CNT=62 /TID=Mm.29127.1 /TIER=FL+Stack /STK=15 /UG=Mm.29127 /LL=12695 /DE
MOE430_2_1419031_at 514.7 687.4 P P 0.000244 0.000244 0.4 I 0.000189 gb:BB430611 /DB_XREF=gi:16424091 /DB_XREF=BB430611 /CLONE=C630034B17 /FEA=FLmRNA /CNT=137 /TID=Mm.38901.1 /TIER=Stack /STK=44 /U
MOE430_2_1419060_at 3.4 3.9 A A 0.5 0.27 0.4 NC 0.5 gb:NM_013542.1 /DB_XREF=gi:7305122 /GEN=Gzmb /FEA=FLmRNA /CNT=35 /TID=Mm.14874.1 /TIER=FL+Stack /STK=14 /UG=Mm.14874 /LL=14939 /D
MOE430_2_1419066_at 448.7 597.8 P P 0.000244 0.000244 0.4 NC 0.01 gb:NM_030244.1 /DB_XREF=gi:13386469 /GEN=2610524G09Rik /FEA=FLmRNA /CNT=25 /TID=Mm.89859.1 /TIER=FL+Stack /STK=14 /UG=Mm.89859 /LL
MOE430_2_1419086_at 2 3.9 A P 0.43 0.04 0.4 NC 0.41 gb:U49641.1 /DB_XREF=gi:1469935 /GEN=FGF-BP /FEA=FLmRNA /CNT=23 /TID=Mm.46053.1 /TIER=FL+Stack /STK=14 /UG=Mm.46053 /LL=14181 /DE
MOE430_2_1419110_at 113.2 85.1 P P 0.000244 0.000244 0.4 NC 0.01 gb:BM228482 /DB_XREF=gi:17791135 /DB_XREF=K0262A03-3 /CLONE=K0262A03 /FEA=FLmRNA /CNT=45 /TID=Mm.196825.1 /TIER=Stack /STK=12 /U
MOE430_2_1419132_at 728.8 958.1 P P 0.000244 0.000244 0.4 I 0.000078 gb:NM_011905.1 /DB_XREF=gi:6755812 /GEN=Tlr2 /FEA=FLmRNA /CNT=29 /TID=Mm.87596.1 /TIER=FL+Stack /STK=13 /UG=Mm.87596 /LL=24088 /DEF
MOE430_2_1419168_at 82.6 138.1 A P 0.12 0.01 0.4 I 0.001077 gb:NM_015806.1 /DB_XREF=gi:7657323 /GEN=Mapk6 /FEA=FLmRNA /CNT=87 /TID=Mm.18856.1 /TIER=FL+Stack /STK=12 /UG=Mm.18856 /LL=50772 /D
MOE430_2_1419179_at 174.7 172.8 P P 0.000732 0.000732 0.4 I 0.000101 gb:NM_025299.1 /DB_XREF=gi:13384655 /GEN=Dim1-pending /FEA=FLmRNA /CNT=43 /TID=Mm.45433.1 /TIER=FL+Stack /STK=12 /UG=Mm.45433 /LL=2
MOE430_2_1419194_s_ 1.5 1.3 A A 0.8 0.78 0.4 NC 0.18 gb:NM_022024.1 /DB_XREF=gi:11993949 /GEN=Gmfg /FEA=FLmRNA /CNT=23 /TID=Mm.29766.1 /TIER=FL+Stack /STK=12 /UG=Mm.29766 /LL=63986 /D
MOE430_2_1419227_at 3.9 7 A A 0.49 0.19 0.4 NC 0.16 gb:NM_009839.1 /DB_XREF=gi:6753325 /GEN=Cct6b /FEA=FLmRNA /CNT=18 /TID=Mm.4126.1 /TIER=FL+Stack /STK=12 /UG=Mm.4126 /LL=12467 /DEF
MOE430_2_1419234_at 405.5 475 P P 0.000244 0.000244 0.4 I 0.001336 gb:NM_080446.1 /DB_XREF=gi:17978261 /GEN=Helb /FEA=FLmRNA /CNT=37 /TID=Mm.214703.1 /TIER=FL+Stack /STK=12 /UG=Mm.214703 /LL=117599 
MOE430_2_1419263_a_ 707.8 659.6 P P 0.000244 0.000244 0.4 NC 0.06 gb:NM_019822.1 /DB_XREF=gi:9789884 /GEN=Adrm1 /FEA=FLmRNA /CNT=68 /TID=Mm.181562.1 /TIER=FL+Stack /STK=11 /UG=Mm.181562 /LL=56436 
MOE430_2_1419264_at 27.1 30.4 P P 0.04 0.02 0.4 NC 0.39 gb:NM_026173.1 /DB_XREF=gi:13385681 /GEN=1200014M14Rik /FEA=FLmRNA /CNT=88 /TID=Mm.86472.1 /TIER=FL+Stack /STK=11 /UG=Mm.86472 /LL
MOE430_2_1419269_at 58.1 58.2 M P 0.05 0.02 0.4 NC 0.03 gb:NM_023595.2 /DB_XREF=gi:21281686 /GEN=Dutp /FEA=FLmRNA /CNT=71 /TID=Mm.29879.1 /TIER=FL+Stack /STK=11 /UG=Mm.29879 /LL=67757 /D
MOE430_2_1419270_a_ 228.5 323.9 P P 0.000732 0.000732 0.4 I 0.000346 gb:AF091101.1 /DB_XREF=gi:8347091 /FEA=FLmRNA /CNT=71 /TID=Mm.29879.1 /TIER=FL+Stack /STK=26 /UG=Mm.29879 /LL=67757 /UG_GENE=50314
MOE430_2_1419277_at 22.9 40.2 P P 0.005859 0.005859 0.4 NC 0.5 gb:NM_130879.1 /DB_XREF=gi:18700015 /GEN=BC021769 /FEA=FLmRNA /CNT=73 /TID=Mm.218478.1 /TIER=FL+Stack /STK=11 /UG=Mm.218478 /LL=17
MOE430_2_1419301_at 391.4 496.2 P P 0.000244 0.000244 0.4 I 0.000389 gb:BC015256.1 /DB_XREF=gi:15929644 /FEA=FLmRNA /CNT=48 /TID=Mm.68712.1 /TIER=FL+Stack /STK=11 /UG=Mm.68712 /LL=14366 /UG_GENE=Fzd4
MOE430_2_1419347_x_ 0.6 0.8 A A 0.96 0.91 0.4 NC 0.16 gb:NM_009301.1 /DB_XREF=gi:6678188 /GEN=Svs5 /FEA=FLmRNA /CNT=12 /TID=Mm.140154.1 /TIER=FL+Stack /STK=11 /UG=Mm.140154 /LL=20944 /
MOE430_2_1419372_at 288.4 389.2 P P 0.000244 0.000244 0.4 I 0.000189 gb:NM_019650.1 /DB_XREF=gi:9789972 /GEN=Gosr2 /FEA=FLmRNA /CNT=88 /TID=Mm.195451.1 /TIER=FL+Stack /STK=8 /UG=Mm.195451 /LL=56494 /D
MOE430_2_1419374_at 134.3 170.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:NM_018765.1 /DB_XREF=gi:9055379 /GEN=Wbp4 /FEA=FLmRNA /CNT=94 /TID=Mm.20938.1 /TIER=FL+Stack /STK=10 /UG=Mm.20938 /LL=22380 /DE
MOE430_2_1419403_at 99.9 145 P P 0.000244 0.000732 0.4 NC 0.008511 gb:NM_133214.1 /DB_XREF=gi:18875365 /GEN=Fn5 /FEA=FLmRNA /CNT=19 /TID=Mm.86572.1 /TIER=FL+Stack /STK=10 /UG=Mm.86572 /LL=170748 /D
MOE430_2_1419407_at 2.6 3.7 A A 0.56 0.53 0.4 NC 0.5 gb:NM_010406.1 /DB_XREF=gi:6754163 /GEN=Hc /FEA=FLmRNA /CNT=26 /TID=Mm.2168.1 /TIER=FL+Stack /STK=10 /UG=Mm.2168 /LL=15139 /DEF=M
MOE430_2_1419408_at 0.6 0.4 A A 0.6 0.87 0.4 NC 0.3 gb:AF050130.2 /DB_XREF=gi:6478864 /GEN=Optx2 /FEA=FLmRNA /CNT=21 /TID=Mm.57138.1 /TIER=FL+Stack /STK=10 /UG=Mm.57138 /LL=20476 /DE
MOE430_2_1419410_at 2.9 4.1 A A 0.56 0.56 0.4 NC 0.5 gb:NM_016767.1 /DB_XREF=gi:7949006 /GEN=Batf /FEA=FLmRNA /CNT=18 /TID=Mm.6672.1 /TIER=FL+Stack /STK=10 /UG=Mm.6672 /LL=53314 /DEF=
MOE430_2_1419421_at 39.4 50.7 P P 0.01 0.00293 0.4 NC 0.09 gb:NM_031158.1 /DB_XREF=gi:13624296 /GEN=Ank1 /FEA=FLmRNA /CNT=28 /TID=Mm.4789.1 /TIER=FL+Stack /STK=10 /UG=Mm.4789 /LL=11733 /DEF
MOE430_2_1419430_at 1.1 0.6 A A 0.69 0.8 0.4 NC 0.5 gb:NM_007811.1 /DB_XREF=gi:6681100 /GEN=Cyp26a1 /FEA=FLmRNA /CNT=16 /TID=Mm.42230.1 /TIER=FL+Stack /STK=10 /UG=Mm.42230 /LL=13082 
MOE430_2_1419459_a_ 157.4 244.3 P P 0.000244 0.000732 0.4 NC 0.01 gb:NM_025952.1 /DB_XREF=gi:16506821 /GEN=2610529C04Rik /FEA=FLmRNA /CNT=84 /TID=Mm.54151.1 /TIER=FL+Stack /STK=9 /UG=Mm.54151 /LL=
MOE430_2_1419460_at 106.7 137.3 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC026988.1 /DB_XREF=gi:20073247 /FEA=FLmRNA /CNT=111 /TID=Mm.41801.1 /TIER=FL+Stack /STK=9 /UG=Mm.41801 /LL=67053 /UG_GENE=2610
MOE430_2_1419479_at 4.2 7.9 A A 0.3 0.3 0.4 NC 0.5 gb:AI481997 /DB_XREF=gi:4375223 /DB_XREF=vi23c10.x1 /CLONE=IMAGE:904626 /FEA=FLmRNA /CNT=45 /TID=Mm.116986.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1419521_at 35.1 45.5 P P 0.000732 0.001953 0.4 NC 0.25 gb:BC005437.1 /DB_XREF=gi:13529394 /FEA=FLmRNA /CNT=18 /TID=Mm.30405.1 /TIER=FL+Stack /STK=9 /UG=Mm.30405 /LL=22756 /UG_GENE=Zfp94
MOE430_2_1419522_at 113.9 205.5 P P 0.000244 0.000244 0.4 I 0.000027 gb:NM_026021.1 /DB_XREF=gi:13385525 /GEN=2700064H14Rik /FEA=FLmRNA /CNT=18 /TID=Mm.24730.1 /TIER=FL+Stack /STK=9 /UG=Mm.24730 /LL=
MOE430_2_1419548_at 78.6 115.3 P P 0.000244 0.001221 0.4 NC 0.01 gb:U20619.1 /DB_XREF=gi:3046878 /FEA=FLmRNA /CNT=188 /TID=Mm.6952.1 /TIER=Stack /STK=60 /UG=Mm.6952 /LL=16646 /UG_GENE=Kpna1 /UG_T
MOE430_2_1419586_at 7.8 10.1 P P 0.00415 0.00293 0.4 NC 0.06 gb:BF168611 /DB_XREF=gi:11048963 /DB_XREF=601775522F1 /CLONE=IMAGE:4017172 /FEA=FLmRNA /CNT=33 /TID=Mm.88485.1 /TIER=ConsEnd /ST
MOE430_2_1419596_at 1.4 3.3 A A 0.87 0.82 0.4 NC 0.27 gb:AF004435.1 /DB_XREF=gi:2660699 /GEN=Tabby /FEA=FLmRNA /CNT=27 /TID=Mm.6258.1 /TIER=FL /STK=1 /UG=Mm.6258 /LL=13607 /DEF=Mus mu
MOE430_2_1419611_at 21 45.3 P P 0.01 0.00415 0.4 NC 0.39 gb:NM_027561.1 /DB_XREF=gi:13386233 /GEN=4632415L05Rik /FEA=FLmRNA /CNT=26 /TID=Mm.37735.1 /TIER=FL+Stack /STK=8 /UG=Mm.37735 /LL=
MOE430_2_1419613_at 18.1 31.9 A P 0.06 0.008057 0.4 NC 0.06 gb:NM_007738.1 /DB_XREF=gi:6680971 /GEN=Col7a1 /FEA=FLmRNA /CNT=21 /TID=Mm.6200.1 /TIER=FL+Stack /STK=8 /UG=Mm.6200 /LL=12836 /DEF
MOE430_2_1419617_at 47.6 57.4 P P 0.01 0.001953 0.4 NC 0.3 gb:AF357239.1 /DB_XREF=gi:13898884 /GEN=SK1 /FEA=FLmRNA /CNT=22 /TID=Mm.32074.1 /TIER=FL /STK=1 /UG=Mm.32074 /LL=84036 /DEF=Mus m
MOE430_2_1419628_at 13.9 23.3 A M 0.08 0.05 0.4 NC 0.5 gb:NM_007701.1 /DB_XREF=gi:6671749 /GEN=Chx10 /FEA=FLmRNA /CNT=22 /TID=Mm.4405.1 /TIER=FL+Stack /STK=8 /UG=Mm.4405 /LL=12677 /DEF=
MOE430_2_1419631_at 5.4 8.3 A A 0.6 0.36 0.4 NC 0.5 gb:NM_009515.1 /DB_XREF=gi:6678580 /GEN=Was /FEA=FLmRNA /CNT=12 /TID=Mm.4735.1 /TIER=FL+Stack /STK=8 /UG=Mm.4735 /LL=22376 /DEF=M
MOE430_2_1419673_at 1.8 0.7 A A 0.88 0.94 0.4 NC 0.5 gb:BB308491 /DB_XREF=gi:16402398 /DB_XREF=BB308491 /CLONE=B230304D15 /FEA=FLmRNA /CNT=51 /TID=Mm.5091.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1419682_a_ 88.7 134.6 P P 0.001953 0.001953 0.4 I 0.000618 gb:NM_023815.1 /DB_XREF=gi:12963836 /GEN=2810408M09Rik /FEA=FLmRNA /CNT=27 /TID=Mm.36606.1 /TIER=FL /STK=7 /UG=Mm.36606 /LL=76367 
MOE430_2_1419683_at 25.7 38.2 P A 0.03 0.17 0.4 NC 0.5 gb:BB400773 /DB_XREF=gi:15411792 /DB_XREF=BB400773 /CLONE=C330019P15 /FEA=FLmRNA /CNT=27 /TID=Mm.36606.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1419699_at 23.6 29.2 A P 0.08 0.02 0.4 NC 0.12 gb:NM_054037.1 /DB_XREF=gi:16905068 /GEN=Scgb3a1 /FEA=FLmRNA /CNT=13 /TID=Mm.22802.1 /TIER=FL /STK=7 /UG=Mm.22802 /LL=68662 /DEF=M
MOE430_2_1419715_at 0.6 1.1 A A 0.88 0.82 0.4 NC 0.28 gb:NM_025585.1 /DB_XREF=gi:13385033 /GEN=1700029F12Rik /FEA=FLmRNA /CNT=16 /TID=Mm.84572.1 /TIER=FL /STK=7 /UG=Mm.84572 /LL=66479 /
MOE430_2_1419769_at 0.5 2.4 A A 0.63 0.53 0.4 NC 0.34 gb:AF102134.1 /DB_XREF=gi:6048961 /GEN=Cd22 /FEA=FLmRNA /CNT=19 /TID=Mm.1708.1 /TIER=FL /STK=1 /UG=Mm.1708 /LL=12483 /DEF=Mus mus
MOE430_2_1419779_at 0.9 1.9 A A 0.88 0.72 0.4 NC 0.5 gb:AA516829 /DB_XREF=gi:2256288 /DB_XREF=vh84e05.r1 /CLONE=IMAGE:893696 /FEA=EST /CNT=2 /TID=Mm.36564.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1419802_at 25.1 35.2 A P 0.12 0.04 0.4 NC 0.01 gb:C76605 /DB_XREF=gi:2516935 /DB_XREF=C76605 /CLONE=J0014F09 /FEA=EST /CNT=1 /TID=Mm.197863.1 /TIER=ConsEnd /STK=1 /UG=Mm.19786
MOE430_2_1419817_s_ 44 62.2 P P 0.000244 0.000244 0.4 I 0.001651 gb:C78203 /DB_XREF=gi:2518533 /DB_XREF=C78203 /CLONE=J0044D02 /FEA=EST /CNT=1 /TID=Mm.195274.1 /TIER=ConsEnd /STK=1 /UG=Mm.19527
MOE430_2_1419818_x_ 54.8 77 M M 0.05 0.05 0.4 NC 0.26 gb:C78203 /DB_XREF=gi:2518533 /DB_XREF=C78203 /CLONE=J0044D02 /FEA=EST /CNT=1 /TID=Mm.195274.1 /TIER=ConsEnd /STK=1 /UG=Mm.19527
MOE430_2_1419826_at 1.2 1.6 A A 0.95 0.94 0.4 NC 0.54 gb:AW492270 /DB_XREF=gi:7062551 /DB_XREF=UI-M-BH3-atl-e-06-0-UI.s1 /CLONE=UI-M-BH3-atl-e-06-0-UI /FEA=EST /CNT=1 /TID=Mm.219916.1 /
MOE430_2_1419832_s_ 2.8 2.7 A A 0.6 0.63 0.4 NC 0.5 gb:AI324033 /DB_XREF=gi:4058462 /DB_XREF=mb43a09.x1 /CLONE=IMAGE:332152 /FEA=EST /CNT=1 /TID=Mm.199614.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419867_a_ 85.5 110 P P 0.000732 0.000244 0.4 NC 0.004481 gb:BF168124 /DB_XREF=gi:11048476 /DB_XREF=601776382F1 /CLONE=IMAGE:4017764 /FEA=EST /CNT=1 /TID=Mm.24790.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1419902_at 24.9 35.9 A M 0.06 0.05 0.4 NC 0.01 gb:BB344838 /DB_XREF=gi:16404900 /DB_XREF=BB344838 /CLONE=B930053I10 /FEA=EST /CNT=1 /TID=Mm.76700.3 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419908_at 1.8 1.1 A A 0.82 0.6 0.4 NC 0.04 gb:BB219290 /DB_XREF=gi:16353390 /DB_XREF=BB219290 /CLONE=A530053O13 /FEA=EST /CNT=1 /TID=Mm.219864.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419924_at 43.9 38.1 P P 0.000244 0.000732 0.4 NC 0.46 gb:AW557298 /DB_XREF=gi:7202727 /DB_XREF=L0280B10-3 /CLONE=L0280B10 /FEA=EST /CNT=1 /TID=Mm.203784.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419928_at 7.1 16.2 A A 0.3 0.11 0.4 NC 0.5 gb:AW557176 /DB_XREF=gi:7202605 /DB_XREF=L0278E03-3 /CLONE=L0278E03 /FEA=EST /CNT=1 /TID=Mm.199210.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419961_s_ 4.3 6.5 A A 0.63 0.38 0.4 NC 0.13 gb:AU019881 /DB_XREF=gi:3375465 /DB_XREF=AU019881 /CLONE=J0523H03 /FEA=EST /CNT=1 /TID=Mm.201533.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1419975_at 76.2 67.1 P P 0.04 0.02 0.4 NC 0.08 gb:C76618 /DB_XREF=gi:2516948 /DB_XREF=C76618 /CLONE=J0014H04 /FEA=EST /CNT=1 /TID=Mm.206843.1 /TIER=ConsEnd /STK=0 /UG=Mm.20684
MOE430_2_1420015_s_ 14.3 22.9 A P 0.09 0.04 0.4 NC 0.42 gb:C78542 /DB_XREF=gi:2518872 /DB_XREF=C78542 /CLONE=J0051A04 /FEA=EST /CNT=1 /TID=Mm.219719.1 /TIER=ConsEnd /STK=1 /UG=Mm.21971
MOE430_2_1420029_at 15.5 19.1 P P 0.008057 0.008057 0.4 NC 0.15 gb:C80350 /DB_XREF=gi:2520680 /DB_XREF=C80350 /CLONE=J0080B06 /FEA=EST /CNT=1 /TID=Mm.200664.1 /TIER=ConsEnd /STK=0 /UG=Mm.20066
MOE430_2_1420034_at 36.5 53.8 A P 0.08 0.03 0.4 NC 0.04 gb:AU019644 /DB_XREF=gi:3375228 /DB_XREF=AU019644 /CLONE=J0520E06 /FEA=EST /CNT=1 /TID=Mm.195322.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420040_at 18.5 20.3 A A 0.17 0.12 0.4 NC 0.5 gb:AI790341 /DB_XREF=gi:5338057 /DB_XREF=uk99a05.x1 /CLONE=IMAGE:2064656 /FEA=EST /CNT=1 /TID=Mm.202829.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420042_at 12.2 11 P P 0.01 0.02 0.4 NC 0.07 gb:AW107924 /DB_XREF=gi:6078724 /DB_XREF=um24d09.x1 /CLONE=IMAGE:2225489 /FEA=EST /CNT=1 /TID=Mm.202015.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1420086_x_ 0.5 2.1 A A 0.82 0.66 0.4 NC 0.28 gb:BB709552 /DB_XREF=gi:16062721 /DB_XREF=BB709552 /CLONE=B020002M11 /FEA=EST /CNT=1 /TID=Mm.212127.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420090_at 17 20.2 P P 0.008057 0.02 0.4 NC 0.5 gb:AA990557 /DB_XREF=gi:3175921 /DB_XREF=ua65b09.s1 /CLONE=IMAGE:1362329 /FEA=EST /CNT=1 /TID=Mm.204439.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1420116_s_ 264.8 353.8 P P 0.000244 0.000244 0.4 I 0.000774 gb:AW413496 /DB_XREF=gi:6939505 /DB_XREF=uo35f10.x1 /CLONE=IMAGE:2631499 /FEA=EST /CNT=1 /TID=Mm.201674.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1420185_at 0.6 0.5 A A 0.87 0.92 0.4 NC 0.28 gb:AV075508 /DB_XREF=gi:5195336 /DB_XREF=AV075508 /CLONE=2210014B16 /FEA=EST /CNT=1 /TID=Mm.64249.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420227_at 12.9 12.5 A P 0.06 0.00293 0.4 NC 0.19 gb:AV206827 /DB_XREF=gi:6147680 /DB_XREF=AV206827 /CLONE=1700091B06 /FEA=EST /CNT=1 /TID=Mm.219942.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420228_at 10.9 10.2 P A 0.01 0.12 0.4 NC 0.5 gb:AV240479 /DB_XREF=gi:6192982 /DB_XREF=AV240479 /CLONE=4732441A12 /FEA=EST /CNT=1 /TID=Mm.66204.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420288_at 5.8 12.7 A A 0.39 0.43 0.4 NC 0.5 gb:T25656 /DB_XREF=gi:562977 /DB_XREF=EST00525 /CLONE=A0001E02 /FEA=EST /CNT=1 /TID=Mm.5226.1 /TIER=ConsEnd /STK=1 /UG=Mm.5226 /L
MOE430_2_1420307_a_ 215.7 285.9 P P 0.000244 0.000244 0.4 NC 0.002753 gb:BG975479 /DB_XREF=gi:14363116 /DB_XREF=602842845F1 /CLONE=IMAGE:4978643 /FEA=EST /CNT=1 /TID=Mm.200447.2 /TIER=ConsEnd /STK=0 
MOE430_2_1420370_s_ 2.5 1.5 A A 0.72 0.63 0.4 NC 0.17 gb:NM_009972.1 /DB_XREF=gi:6753537 /GEN=Csnb /FEA=FLmRNA /CNT=40 /TID=Mm.4105.1 /TIER=FL /STK=5 /UG=Mm.4105 /LL=12991 /DEF=Mus mu
MOE430_2_1420380_at 52.6 76.4 P P 0.001953 0.001221 0.4 NC 0.07 gb:AF065933.1 /DB_XREF=gi:6531370 /GEN=Scya2 /FEA=FLmRNA /CNT=23 /TID=Mm.145.1 /TIER=FL /STK=5 /UG=Mm.145 /LL=20296 /DEF=Mus musc
MOE430_2_1420381_a_ 285.9 449 P P 0.001221 0.000732 0.4 I 0.00013 gb:NM_053257.1 /DB_XREF=gi:16716588 /GEN=Rpl31 /FEA=FLmRNA /CNT=22 /TID=Mm.29982.1 /TIER=FL /STK=5 /UG=Mm.29982 /LL=114641 /DEF=Mu
MOE430_2_1420390_s_ 18.8 27.2 M P 0.05 0.03 0.4 NC 0.00712 gb:NM_009329.1 /DB_XREF=gi:6678238 /GEN=Zfp354a /FEA=FLmRNA /CNT=17 /TID=Mm.4792.1 /TIER=FL /STK=5 /UG=Mm.4792 /LL=21408 /DEF=Mus 
MOE430_2_1420401_a_ 100.8 125.1 P P 0.001953 0.001953 0.4 NC 0.006503 gb:NM_019511.1 /DB_XREF=gi:9507030 /GEN=Ramp3 /FEA=FLmRNA /CNT=11 /TID=Mm.39884.1 /TIER=FL /STK=5 /UG=Mm.39884 /LL=56089 /DEF=Mus
MOE430_2_1420405_at 4.7 3 A A 0.72 0.66 0.4 NC 0.5 gb:NM_030687.1 /DB_XREF=gi:13507613 /GEN=Slc21a5 /FEA=FLmRNA /CNT=21 /TID=Mm.101645.1 /TIER=FL /STK=5 /UG=Mm.101645 /LL=28250 /DEF
MOE430_2_1420418_at 8.8 14.4 A A 0.46 0.3 0.4 NC 0.5 gb:AF257304.1 /DB_XREF=gi:7739734 /GEN=Syt2 /FEA=FLmRNA /CNT=18 /TID=Mm.5102.1 /TIER=FL /STK=5 /UG=Mm.5102 /LL=20980 /DEF=Mus musc
MOE430_2_1420438_at 4 3.6 A A 0.39 0.52 0.4 NC 0.37 gb:NM_011016.1 /DB_XREF=gi:6754949 /GEN=Orm2 /FEA=FLmRNA /CNT=8 /TID=Mm.14173.1 /TIER=FL /STK=5 /UG=Mm.14173 /LL=18406 /DEF=Mus m
MOE430_2_1420440_at 0.7 2.4 A A 0.87 0.82 0.4 NC 0.22 gb:NM_008918.1 /DB_XREF=gi:6679452 /GEN=Ppy /FEA=FLmRNA /CNT=7 /TID=Mm.1269.1 /TIER=FL /STK=5 /UG=Mm.1269 /LL=19064 /DEF=Mus musc
MOE430_2_1420442_at 1.1 1.3 A A 0.97 0.9 0.4 NC 0.45 gb:NM_014193.1 /DB_XREF=gi:8659560 /GEN=Cacna1s /FEA=FLmRNA /CNT=11 /TID=Mm.4418.1 /TIER=FL /STK=5 /UG=Mm.4418 /LL=12292 /DEF=Mus
MOE430_2_1420466_at 5.5 4.8 A A 0.56 0.36 0.4 NC 0.5 gb:NM_009268.1 /DB_XREF=gi:6678122 /GEN=Spt2 /FEA=FLmRNA /CNT=28 /TID=Mm.30276.1 /TIER=FL /STK=5 /UG=Mm.30276 /LL=20771 /DEF=Mus m
MOE430_2_1420476_a_ 1090.2 1457.7 P P 0.000244 0.000732 0.4 I 0.000189 gb:NM_015781.1 /DB_XREF=gi:7657356 /GEN=Nap1l1 /FEA=FLmRNA /CNT=450 /TID=Mm.3797.1 /TIER=FL /STK=4 /UG=Mm.3797 /LL=53605 /DEF=Mus 
MOE430_2_1420478_at 1863.2 2523.4 P P 0.000244 0.000244 0.4 I 0.000189 gb:AW543893 /DB_XREF=gi:7186310 /DB_XREF=C0175D06-3 /CLONE=C0175D06 /FEA=FLmRNA /CNT=450 /TID=Mm.3797.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1420479_a_ 531.3 708 P P 0.000244 0.000244 0.4 I 0.000167 gb:BG064031 /DB_XREF=gi:12546594 /DB_XREF=H3014G03-3 /CLONE=H3014G03 /FEA=FLmRNA /CNT=450 /TID=Mm.3797.1 /TIER=Stack /STK=10 /UG
MOE430_2_1420507_a_ 104.6 124.8 P P 0.000244 0.000244 0.4 NC 0.01 gb:NM_026075.1 /DB_XREF=gi:13385573 /GEN=3110031B13Rik /FEA=FLmRNA /CNT=24 /TID=Mm.44878.1 /TIER=FL /STK=4 /UG=Mm.44878 /LL=67288 /
MOE430_2_1420511_at 0.4 0.5 A A 0.98 0.98 0.4 NC 0.13 gb:NM_008938.1 /DB_XREF=gi:7110698 /GEN=Prph2 /FEA=FLmRNA /CNT=35 /TID=Mm.5032.1 /TIER=FL /STK=4 /UG=Mm.5032 /LL=19133 /DEF=Mus m
MOE430_2_1420524_a_ 9.8 16.9 A P 0.11 0.03 0.4 NC 0.42 gb:NM_010767.1 /DB_XREF=gi:6754641 /GEN=Masp2 /FEA=FLmRNA /CNT=17 /TID=Mm.3539.1 /TIER=FL /STK=4 /UG=Mm.3539 /LL=17175 /DEF=Mus m
MOE430_2_1420541_at 1.1 1.1 A A 0.88 0.91 0.4 NC 0.46 gb:NM_009040.1 /DB_XREF=gi:6677696 /GEN=Rdh6 /FEA=FLmRNA /CNT=29 /TID=Mm.100276.1 /TIER=FL /STK=4 /UG=Mm.100276 /LL=19683 /DEF=Mu
MOE430_2_1420550_at 6.1 13 A A 0.36 0.21 0.4 NC 0.07 gb:NM_026394.1 /DB_XREF=gi:13385879 /GEN=1110055J05Rik /FEA=FLmRNA /CNT=12 /TID=Mm.158176.1 /TIER=FL /STK=4 /UG=Mm.158176 /LL=6782
MOE430_2_1420589_at 0.9 0.9 A A 0.78 0.95 0.4 NC 0.41 gb:NM_008217.2 /DB_XREF=gi:6996922 /GEN=Has3 /FEA=FLmRNA /CNT=8 /TID=Mm.56986.1 /TIER=FL /STK=4 /UG=Mm.56986 /LL=15118 /DEF=Mus m
MOE430_2_1420601_at 8.6 17 A A 0.12 0.17 0.4 NC 0.5 gb:NM_008103.1 /DB_XREF=gi:6679970 /GEN=Gcm1 /FEA=FLmRNA /CNT=4 /TID=Mm.1400.1 /TIER=FL /STK=4 /UG=Mm.1400 /LL=14531 /DEF=Mus mus
MOE430_2_1420666_at 9.7 12.2 A A 0.24 0.19 0.4 NC 0.5 gb:NM_007873.1 /DB_XREF=gi:6681210 /GEN=Doc2b /FEA=FLmRNA /CNT=31 /TID=Mm.5137.1 /TIER=FL /STK=3 /UG=Mm.5137 /LL=13447 /DEF=Mus m
MOE430_2_1420674_at 0.9 0.7 A A 0.96 0.96 0.4 NC 0.44 gb:NM_012044.1 /DB_XREF=gi:6755091 /GEN=Pla2g2e /FEA=FLmRNA /CNT=12 /TID=Mm.89992.1 /TIER=FL /STK=3 /UG=Mm.89992 /LL=26970 /DEF=Mu
MOE430_2_1420678_a_ 11.3 13.7 A A 0.09 0.14 0.4 NC 0.5 gb:NM_019583.1 /DB_XREF=gi:9624983 /GEN=Il17br /FEA=FLmRNA /CNT=14 /TID=Mm.143690.1 /TIER=FL /STK=3 /UG=Mm.143690 /LL=50905 /DEF=Mu
MOE430_2_1420717_at 7.8 12.3 A A 0.3 0.36 0.4 NC 0.42 gb:NM_026634.1 /DB_XREF=gi:13386125 /GEN=A930018P22Rik /FEA=FLmRNA /CNT=7 /TID=Mm.158191.1 /TIER=FL /STK=3 /UG=Mm.158191 /LL=68243
MOE430_2_1420722_at 13.3 16.5 P P 0.03 0.00293 0.4 NC 0.01 gb:BC016468.1 /DB_XREF=gi:16741262 /FEA=FLmRNA /CNT=10 /TID=Mm.21806.1 /TIER=FL /STK=3 /UG=Mm.21806 /LL=12686 /UG_GENE=Elovl3 /DEF
MOE430_2_1420761_at 1.8 1.6 A A 0.8 0.85 0.4 NC 0.37 gb:NM_021600.1 /DB_XREF=gi:11034814 /GEN=Chrnd /FEA=FLmRNA /CNT=5 /TID=Mm.2811.1 /TIER=FL /STK=3 /UG=Mm.2811 /LL=11447 /DEF=Mus m
MOE430_2_1420765_a_ 11.3 11.2 P P 0.01 0.01 0.4 NC 0.4 gb:NM_054039.1 /DB_XREF=gi:16905074 /GEN=Foxp3 /FEA=FLmRNA /CNT=4 /TID=Mm.182291.1 /TIER=FL /STK=3 /UG=Mm.182291 /LL=20371 /DEF=M
MOE430_2_1420773_at 21.3 30.1 P P 0.001953 0.04 0.4 NC 0.42 gb:NM_007887.1 /DB_XREF=gi:6681236 /GEN=Dub1 /FEA=FLmRNA /CNT=4 /TID=Mm.14130.1 /TIER=FL /STK=3 /UG=Mm.14130 /LL=13531 /DEF=Mus m
MOE430_2_1420782_at 0.7 1.7 A A 0.93 0.8 0.4 NC 0.12 gb:NM_011608.1 /DB_XREF=gi:6755822 /GEN=Tnfrsf17 /FEA=FLmRNA /CNT=5 /TID=Mm.12935.1 /TIER=FL /STK=3 /UG=Mm.12935 /LL=21935 /DEF=Mu
MOE430_2_1420799_at 1.7 3.2 A A 0.6 0.72 0.4 NC 0.5 gb:NM_018766.1 /DB_XREF=gi:9055295 /GEN=Ntsr /FEA=FLmRNA /CNT=3 /TID=Mm.20433.1 /TIER=FL /STK=3 /UG=Mm.20433 /LL=18216 /DEF=Mus mu
MOE430_2_1420807_a_ 29.5 34 A A 0.06 0.11 0.4 NC 0.5 gb:NM_134120.1 /DB_XREF=gi:19527347 /GEN=AI413481 /FEA=FLmRNA /CNT=3 /TID=Mm.23633.1 /TIER=FL /STK=3 /UG=Mm.23633 /LL=106565 /DEF=
MOE430_2_1420826_at 172 233.7 P P 0.000244 0.000244 0.4 NC 0.009292 gb:BM199121 /DB_XREF=gi:17751849 /DB_XREF=C0453F12-3 /CLONE=C0453F12 /FEA=FLmRNA /CNT=233 /TID=Mm.26947.1 /TIER=Stack /STK=44 /U
MOE430_2_1420845_at 126.8 131.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:NM_080452.1 /DB_XREF=gi:17978265 /GEN=Mrps2 /FEA=FLmRNA /CNT=162 /TID=Mm.34453.1 /TIER=FL /STK=2 /UG=Mm.34453 /LL=118451 /DEF=M
MOE430_2_1420852_a_ 70.4 95.4 P P 0.000244 0.000244 0.4 I 0.000692 gb:NM_016888.2 /DB_XREF=gi:9938023 /GEN=B3gnt1 /FEA=FLmRNA /CNT=124 /TID=Mm.21503.1 /TIER=FL /STK=2 /UG=Mm.21503 /LL=53625 /DEF=M
MOE430_2_1420855_at 99.2 113.5 P P 0.000732 0.000244 0.4 NC 0.009292 gb:BB229377 /DB_XREF=gi:16354297 /DB_XREF=BB229377 /CLONE=A630021B08 /FEA=FLmRNA /CNT=145 /TID=Mm.111845.1 /TIER=Stack /STK=36 /
MOE430_2_1420867_at 898.9 1067.3 P P 0.000244 0.000244 0.4 I 0.000046 gb:NM_019770.1 /DB_XREF=gi:9790014 /GEN=Rnp24-pending /FEA=FLmRNA /CNT=99 /TID=Mm.196449.1 /TIER=FL /STK=2 /UG=Mm.196449 /LL=56334
MOE430_2_1420868_s_ 615.4 816.4 P P 0.000244 0.000244 0.4 NC 0.14 gb:BB609648 /DB_XREF=gi:16451364 /DB_XREF=BB609648 /CLONE=1110032D12 /FEA=FLmRNA /CNT=99 /TID=Mm.196449.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1420883_at 1.2 1.5 A A 0.56 0.87 0.4 NC 0.59 gb:NM_025540.1 /DB_XREF=gi:13384961 /GEN=2310045A07Rik /FEA=FLmRNA /CNT=90 /TID=Mm.29132.1 /TIER=FL /STK=2 /UG=Mm.29132 /LL=66402 /
MOE430_2_1420894_at 9.6 8.5 A P 0.06 0.02 0.4 NC 0.42 gb:D25540.1 /DB_XREF=gi:483375 /FEA=FLmRNA /CNT=110 /TID=Mm.197552.1 /TIER=FL /STK=1 /UG=Mm.197552 /LL=21812 /UG_GENE=Tgfbr1 /DEF=
MOE430_2_1420915_at 147.3 210.3 P P 0.001953 0.000732 0.4 I 0.000307 gb:BM239586 /DB_XREF=gi:17874844 /DB_XREF=K0536G07-3 /CLONE=K0536G07 /FEA=FLmRNA /CNT=144 /TID=Mm.8249.1 /TIER=Stack /STK=47 /UG
MOE430_2_1420935_a_ 26.4 42.4 A A 0.27 0.12 0.4 NC 0.07 gb:BI872276 /DB_XREF=gi:16045951 /DB_XREF=603396618F1 /CLONE=IMAGE:5400148 /FEA=FLmRNA /CNT=96 /TID=Mm.1963.1 /TIER=Stack /STK=38 
MOE430_2_1420956_at 122.3 164 P P 0.000244 0.000244 0.4 I 0.000618 gb:BM245154 /DB_XREF=gi:17880424 /DB_XREF=K0720G02-3 /CLONE=K0720G02 /FEA=FLmRNA /CNT=115 /TID=Mm.7883.1 /TIER=Stack /STK=19 /UG
MOE430_2_1420960_at 61.7 77.6 P P 0.000244 0.000732 0.4 NC 0.1 gb:NM_053081.1 /DB_XREF=gi:16716362 /GEN=Fancg /FEA=FLmRNA /CNT=58 /TID=Mm.23122.1 /TIER=FL /STK=2 /UG=Mm.23122 /LL=60534 /DEF=Mu
MOE430_2_1420967_at 175.2 217.1 P P 0.000244 0.000244 0.4 NC 0.02 gb:AW541300 /DB_XREF=gi:7183717 /DB_XREF=C0143E06-3 /CLONE=C0143E06 /FEA=FLmRNA /CNT=77 /TID=Mm.200907.1 /TIER=Stack /STK=32 /UG
MOE430_2_1420990_at 29.1 31.9 P P 0.01 0.03 0.4 NC 0.19 gb:NM_007690.1 /DB_XREF=gi:6680927 /GEN=Chd1 /FEA=FLmRNA /CNT=78 /TID=Mm.8137.1 /TIER=FL /STK=2 /UG=Mm.8137 /LL=12648 /DEF=Mus mu
MOE430_2_1420993_at 2.6 3.8 A A 0.56 0.33 0.4 NC 0.07 gb:NM_054052.1 /DB_XREF=gi:16905084 /GEN=B3gnt5 /FEA=FLmRNA /CNT=55 /TID=Mm.33935.1 /TIER=FL /STK=2 /UG=Mm.33935 /LL=108105 /DEF=M
MOE430_2_1420999_at 53 86 P P 0.000244 0.000244 0.4 NC 0.006503 gb:NM_016877.1 /DB_XREF=gi:8393840 /GEN=Cnot4 /FEA=FLmRNA /CNT=55 /TID=Mm.42183.1 /TIER=FL /STK=2 /UG=Mm.42183 /LL=53621 /DEF=Mus
MOE430_2_1421007_at 4 0.7 A A 0.3 0.85 0.4 NC 0.5 gb:BB794645 /DB_XREF=gi:16964264 /DB_XREF=BB794645 /CLONE=G431001E13 /FEA=FLmRNA /CNT=59 /TID=Mm.155586.1 /TIER=Stack /STK=20 /U
MOE430_2_1421039_at 0.8 0.7 A A 0.94 0.85 0.4 NC 0.03 gb:NM_008600.1 /DB_XREF=gi:6678881 /GEN=Mip /FEA=FLmRNA /CNT=22 /TID=Mm.31625.1 /TIER=FL /STK=2 /UG=Mm.31625 /LL=17339 /DEF=Mus m
MOE430_2_1421093_at 9.6 11.1 A A 0.46 0.39 0.4 NC 0.15 gb:NM_017394.1 /DB_XREF=gi:8394321 /GEN=Slc7a10 /FEA=FLmRNA /CNT=23 /TID=Mm.35567.1 /TIER=FL /STK=2 /UG=Mm.35567 /LL=53896 /DEF=Mu
MOE430_2_1421144_at 41 41.5 P P 0.001953 0.00293 0.4 NC 0.13 gb:NM_023879.1 /DB_XREF=gi:13569851 /GEN=Rpgrip1 /FEA=FLmRNA /CNT=35 /TID=Mm.21662.1 /TIER=FL /STK=2 /UG=Mm.21662 /LL=77945 /DEF=M
MOE430_2_1421276_a_ 44.2 35.5 P A 0.01 0.08 0.4 NC 0.5 gb:NM_134448.1 /DB_XREF=gi:19882220 /GEN=Dst /FEA=FLmRNA /CNT=22 /TID=Mm.25326.2 /TIER=FL /STK=2 /UG=Mm.25326 /LL=13518 /DEF=Mus m
MOE430_2_1421303_at 4 4.6 A A 0.46 0.53 0.4 NC 0.5 gb:NM_009578.1 /DB_XREF=gi:6677650 /GEN=Znfn1a1 /FEA=FLmRNA /CNT=12 /TID=Mm.12396.1 /TIER=FL /STK=2 /UG=Mm.12396 /LL=22778 /DEF=Mu
MOE430_2_1421322_a_ 447 580.5 P P 0.000244 0.000244 0.4 I 0.000618 gb:NM_008394.1 /DB_XREF=gi:6680473 /GEN=Isgf3g /FEA=FLmRNA /CNT=8 /TID=Mm.2032.1 /TIER=FL /STK=2 /UG=Mm.2032 /LL=16391 /DEF=Mus mu
MOE430_2_1421332_at 15 17.6 P P 0.01 0.04 0.4 NC 0.3 gb:BI649209 /DB_XREF=gi:15563445 /DB_XREF=603277423F1 /CLONE=IMAGE:5317829 /FEA=FLmRNA /CNT=17 /TID=Mm.103769.1 /TIER=ConsEnd /ST
MOE430_2_1421336_at 4.9 6.3 A A 0.19 0.19 0.4 NC 0.44 gb:NM_008937.1 /DB_XREF=gi:6679482 /GEN=Prox1 /FEA=FLmRNA /CNT=14 /TID=Mm.20429.1 /TIER=FL /STK=2 /UG=Mm.20429 /LL=19130 /DEF=Mus 
MOE430_2_1421357_at 15.7 27.6 P P 0.01 0.000244 0.4 NC 0.007788 gb:NM_031391.1 /DB_XREF=gi:13878224 /GEN=Gtf2a1 /FEA=FLmRNA /CNT=9 /TID=Mm.100630.1 /TIER=FL /STK=2 /UG=Mm.100630 /LL=83602 /DEF=M
MOE430_2_1421394_a_ 12.3 8.7 P P 0.00293 0.03 0.4 NC 0.5 gb:BF137345 /DB_XREF=gi:10976385 /DB_XREF=601780712F1 /CLONE=IMAGE:4008626 /FEA=FLmRNA /CNT=9 /TID=Mm.149115.1 /TIER=ConsEnd /ST
MOE430_2_1421401_at 1.1 0.5 A A 0.8 0.85 0.4 NC 0.16 gb:BB633976 /DB_XREF=gi:16470309 /DB_XREF=BB633976 /CLONE=A330094H22 /FEA=FLmRNA /CNT=9 /TID=Mm.6206.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1421428_at 5.8 9.7 A A 0.42 0.27 0.4 NC 0.41 gb:NM_022025.1 /DB_XREF=gi:11528509 /GEN=Slc5a7 /FEA=FLmRNA /CNT=6 /TID=Mm.155241.1 /TIER=FL /STK=2 /UG=Mm.155241 /LL=63993 /DEF=M
MOE430_2_1421433_at 44 80 P P 0.00293 0.005859 0.4 NC 0.14 gb:NM_030708.1 /DB_XREF=gi:13507649 /GEN=Zfh4-pending /FEA=FLmRNA /CNT=15 /TID=Mm.41522.1 /TIER=FL /STK=2 /UG=Mm.41522 /LL=80892 /D
MOE430_2_1421452_at 9.7 14.6 A A 0.21 0.19 0.4 NC 0.5 gb:NM_021339.1 /DB_XREF=gi:10946653 /GEN=Cdon /FEA=FLmRNA /CNT=8 /TID=Mm.20439.1 /TIER=FL /STK=2 /UG=Mm.20439 /LL=57810 /DEF=Mus 
MOE430_2_1421502_at 0.4 0.9 A A 0.9 0.72 0.4 NC 0.36 gb:NM_031388.1 /DB_XREF=gi:13878220 /GEN=Usp26 /FEA=FLmRNA /CNT=8 /TID=Mm.193028.1 /TIER=FL /STK=2 /UG=Mm.193028 /LL=83563 /DEF=M
MOE430_2_1421548_at 12.4 17.5 A A 0.33 0.36 0.4 NC 0.53 gb:NM_053127.1 /DB_XREF=gi:16716426 /GEN=Pcdhb2 /FEA=FLmRNA /CNT=4 /TID=Mm.197508.1 /TIER=FL /STK=2 /UG=Mm.197508 /LL=93873 /DEF=M
MOE430_2_1421585_at 1.5 2.1 A A 0.82 0.91 0.4 NC 0.41 gb:NM_025766.1 /DB_XREF=gi:13385233 /GEN=4933439F11Rik /FEA=FLmRNA /CNT=5 /TID=Mm.67659.1 /TIER=FL /STK=2 /UG=Mm.67659 /LL=66784 /D
MOE430_2_1421597_a_ 13.6 19.9 A A 0.24 0.06 0.4 NC 0.05 gb:NM_010836.1 /DB_XREF=gi:6754755 /GEN=Msx3 /FEA=FLmRNA /CNT=4 /TID=Mm.4816.1 /TIER=FL /STK=2 /UG=Mm.4816 /LL=17703 /DEF=Mus mus
MOE430_2_1421621_at 1.4 2.2 A A 0.96 0.91 0.4 NC 0.5 gb:NM_009027.2 /DB_XREF=gi:7242198 /GEN=Rasgrf2 /FEA=FLmRNA /CNT=3 /TID=Mm.57233.1 /TIER=FL /STK=2 /UG=Mm.57233 /LL=19418 /DEF=Mus
MOE430_2_1421632_at 0.9 2.9 A A 0.98 0.69 0.4 NC 0.08 gb:NM_080466.1 /DB_XREF=gi:17978283 /GEN=Kcnn3 /FEA=FLmRNA /CNT=3 /TID=Mm.120250.1 /TIER=FL /STK=2 /UG=Mm.120250 /LL=140493 /DEF=M
MOE430_2_1421664_a_ 89.5 154.3 P P 0.000244 0.000244 0.4 NC 0.01 gb:NM_019637.1 /DB_XREF=gi:9789980 /GEN=Styx /FEA=FLmRNA /CNT=3 /TID=Mm.158068.1 /TIER=FL /STK=2 /UG=Mm.158068 /LL=56291 /DEF=Mus 
MOE430_2_1421718_at 1.4 2.1 A A 0.91 0.85 0.4 NC 0.23 gb:NM_011501.1 /DB_XREF=gi:6755683 /GEN=Strn2 /FEA=FLmRNA /CNT=2 /TID=Mm.89969.1 /TIER=FL /STK=2 /UG=Mm.89969 /LL=20904 /DEF=Mus m
MOE430_2_1421765_at 11.6 11.1 A A 0.33 0.43 0.4 NC 0.5 gb:NM_008782.1 /DB_XREF=gi:6679212 /GEN=Pax5 /FEA=FLmRNA /CNT=2 /TID=Mm.57242.1 /TIER=FL /STK=2 /UG=Mm.57242 /LL=18507 /DEF=Mus m
MOE430_2_1421793_at 1.3 0.9 A A 0.88 0.75 0.4 NC 0.09 gb:NM_010198.1 /DB_XREF=gi:6753843 /GEN=Fgf11 /FEA=FLmRNA /CNT=2 /TID=Mm.57238.1 /TIER=FL /STK=2 /UG=Mm.57238 /LL=14166 /DEF=Mus m
MOE430_2_1421796_a_ 17 22.9 P A 0.03 0.11 0.4 NC 0.5 gb:NM_010109.1 /DB_XREF=gi:6753723 /GEN=Efna5 /FEA=FLmRNA /CNT=2 /TID=Mm.7978.1 /TIER=FL /STK=2 /UG=Mm.7978 /LL=13640 /DEF=Mus mus
MOE430_2_1421825_at 73.2 82.1 P P 0.000244 0.00415 0.4 NC 0.31 gb:BE532500 /DB_XREF=gi:9761145 /DB_XREF=601233876F1 /CLONE=IMAGE:3597738 /FEA=FLmRNA /CNT=199 /TID=Mm.24044.1 /TIER=ConsEnd /ST
MOE430_2_1421845_at 254.8 343.6 P P 0.000244 0.000244 0.4 I 0.00003 gb:NM_025673.1 /DB_XREF=gi:14140239 /GEN=Golph3 /FEA=FLmRNA /CNT=219 /TID=Mm.22435.1 /TIER=FL /STK=1 /UG=Mm.22435 /LL=66629 /DEF=M
MOE430_2_1421862_a_ 1.9 0.8 A A 0.66 0.91 0.4 NC 0.54 gb:U61751.1 /DB_XREF=gi:1402872 /FEA=FLmRNA /CNT=89 /TID=Mm.32321.1 /TIER=FL /STK=1 /UG=Mm.32321 /LL=22317 /UG_GENE=Vamp1 /DEF=M
MOE430_2_1421863_at 3.4 4.1 A A 0.6 0.78 0.4 NC 0.5 gb:AK018783.1 /DB_XREF=gi:12858677 /GEN=Vamp1 /FEA=FLmRNA /CNT=89 /TID=Mm.32321.1 /TIER=Stack /STK=39 /UG=Mm.32321 /LL=22317 /UG_T
MOE430_2_1421893_a_ 67.1 102.8 P P 0.001953 0.000244 0.4 I 0.000865 gb:NM_009418.1 /DB_XREF=gi:6678418 /GEN=Tpp2 /FEA=FLmRNA /CNT=86 /TID=Mm.28867.1 /TIER=FL /STK=1 /UG=Mm.28867 /LL=22019 /DEF=Mus m
MOE430_2_1421895_at 334.1 391.6 P P 0.000244 0.000244 0.4 I 0.000966 gb:NM_012010.1 /DB_XREF=gi:6753737 /GEN=Eif2s3x /FEA=FLmRNA /CNT=65 /TID=Mm.218851.1 /TIER=FL /STK=1 /UG=Mm.218851 /LL=26905 /DEF=M
MOE430_2_1421927_at 93.2 121.1 P P 0.008057 0.001953 0.4 I 0.001336 gb:AK010899.1 /DB_XREF=gi:12846657 /GEN=Tbl2 /FEA=FLmRNA /CNT=41 /TID=Mm.36746.1 /TIER=Stack /STK=12 /UG=Mm.36746 /LL=27368 /UG_TIT
MOE430_2_1421952_at 370.7 487.9 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_007603.1 /DB_XREF=gi:6671669 /GEN=Capn6 /FEA=FLmRNA /CNT=48 /TID=Mm.30290.1 /TIER=FL /STK=1 /UG=Mm.30290 /LL=12338 /DEF=Mus
MOE430_2_1421955_a_ 1800.9 2515.3 P P 0.000244 0.000244 0.4 I 0.000273 gb:NM_010890.1 /DB_XREF=gi:13994148 /GEN=Nedd4a /FEA=FLmRNA /CNT=23 /TID=Mm.16553.1 /TIER=FL /STK=1 /UG=Mm.16553 /LL=17999 /DEF=M
MOE430_2_1422027_a_ 33.2 45.7 P P 0.01 0.005859 0.4 NC 0.02 gb:M58482.1 /DB_XREF=gi:193191 /GEN=ets-1 /FEA=FLmRNA /CNT=11 /TID=Mm.14115.1 /TIER=FL /STK=1 /UG=Mm.14115 /LL=23871 /DEF=Mouse av
MOE430_2_1422039_at 7.4 16.8 A A 0.33 0.17 0.4 NC 0.22 gb:AK012838.1 /DB_XREF=gi:12849843 /FEA=FLmRNA /CNT=12 /TID=Mm.156947.1 /TIER=ConsEnd /STK=0 /UG=Mm.156947 /LL=79202 /UG_GENE=Tnf
MOE430_2_1422041_at 13.3 18 A M 0.14 0.05 0.4 NC 0.2 gb:NM_133209.1 /DB_XREF=gi:18875355 /GEN=FDFACT /FEA=FLmRNA /CNT=9 /TID=Mm.157654.1 /TIER=FL /STK=1 /UG=Mm.157654 /LL=170741 /DEF



MOE430_2_1422082_a_ 67.4 93.6 P P 0.03 0.01 0.4 NC 0.15 gb:NM_010913.1 /DB_XREF=gi:6754847 /GEN=Nfya /FEA=FLmRNA /CNT=14 /TID=Mm.4929.1 /TIER=FL /STK=1 /UG=Mm.4929 /LL=18044 /DEF=Mus mus
MOE430_2_1422123_s_ 18.2 27.6 A P 0.09 0.01 0.4 NC 0.25 gb:NM_011926.1 /DB_XREF=gi:13937380 /GEN=Ceacam1 /FEA=FLmRNA /CNT=7 /TID=Mm.14114.1 /TIER=FL /STK=1 /UG=Mm.14114 /LL=26365 /DEF=M
MOE430_2_1422205_at 1.6 2.2 A A 0.98 0.88 0.4 NC 0.13 gb:NM_009233.1 /DB_XREF=gi:6678068 /GEN=Sox1 /FEA=FLmRNA /CNT=3 /TID=Mm.39088.1 /TIER=FL /STK=1 /UG=Mm.39088 /LL=20664 /DEF=Mus m
MOE430_2_1422213_s_ 1.8 4.5 A A 0.56 0.24 0.4 NC 0.06 gb:AF110506.1 /DB_XREF=gi:4262543 /GEN=Fast2 /FEA=FLmRNA /CNT=5 /TID=Mm.42011.1 /TIER=FL /STK=1 /UG=Mm.42011 /LL=14106 /DEF=Mus mu
MOE430_2_1422237_at 14.7 19.8 A A 0.06 0.09 0.4 NC 0.18 gb:NM_008561.1 /DB_XREF=gi:6678821 /GEN=Mc3r /FEA=FLmRNA /CNT=3 /TID=Mm.57183.1 /TIER=FL /STK=1 /UG=Mm.57183 /LL=17201 /DEF=Mus m
MOE430_2_1422240_s_ 0.8 1.3 A A 0.97 0.93 0.4 NC 0.24 gb:NM_011474.1 /DB_XREF=gi:6755639 /GEN=Sprr2h /FEA=FLmRNA /CNT=3 /TID=Mm.10693.1 /TIER=FL /STK=1 /UG=Mm.10693 /LL=20762 /DEF=Mus 
MOE430_2_1422265_at 7.8 9.6 A A 0.21 0.36 0.4 NC 0.5 gb:NM_009766.1 /DB_XREF=gi:6753205 /GEN=Brs3 /FEA=FLmRNA /CNT=2 /TID=Mm.10687.1 /TIER=FL /STK=1 /UG=Mm.10687 /LL=12209 /DEF=Mus m
MOE430_2_1422276_at 10.3 9.7 A M 0.14 0.05 0.4 NC 0.26 gb:NM_020621.1 /DB_XREF=gi:10181171 /GEN=P2ry4 /FEA=FLmRNA /CNT=2 /TID=Mm.117118.1 /TIER=FL /STK=1 /UG=Mm.117118 /LL=57385 /DEF=M
MOE430_2_1422292_at 2.9 4.4 A A 0.43 0.43 0.4 NC 0.26 gb:NM_030005.1 /DB_XREF=gi:13386447 /GEN=A030005K14Rik /FEA=FLmRNA /CNT=2 /TID=Mm.160023.1 /TIER=FL /STK=1 /UG=Mm.160023 /LL=77921
MOE430_2_1422305_at 8.7 12.7 A A 0.06 0.09 0.4 NC 0.35 gb:NM_010510.1 /DB_XREF=gi:6754303 /GEN=Ifnb /FEA=FLmRNA /CNT=2 /TID=Mm.1245.1 /TIER=FL /STK=1 /UG=Mm.1245 /LL=15977 /DEF=Mus musc
MOE430_2_1422320_x_ 44.8 49.8 A A 0.3 0.14 0.4 NC 0.13 gb:NM_008836.1 /DB_XREF=gi:6679310 /GEN=Phxr5 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.4 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DE
MOE430_2_1422360_at 0.7 0.8 A A 0.93 0.93 0.4 NC 0.42 gb:NM_020292.1 /DB_XREF=gi:9935441 /GEN=Ors46 /FEA=FLmRNA /CNT=1 /TID=Mm.103736.1 /TIER=FL /STK=1 /UG=Mm.103736 /LL=56862 /DEF=Mu
MOE430_2_1422374_s_ 0.4 1.5 A A 0.88 0.72 0.4 NC 0.39 gb:NM_013618.1 /DB_XREF=gi:7305346 /GEN=Olfr66 /FEA=FLmRNA /CNT=1 /TID=Mm.103627.1 /TIER=FL /STK=1 /UG=Mm.103627 /LL=18367 /DEF=Mu
MOE430_2_1422395_at 0.3 0.8 A A 0.87 0.69 0.4 NC 0.27 gb:NM_053239.1 /DB_XREF=gi:16716560 /GEN=V1rc9 /FEA=FLmRNA /CNT=1 /TID=Mm.213189.1 /TIER=FL /STK=1 /UG=Mm.213189 /LL=113866 /DEF=M
MOE430_2_1422402_a_ 8.2 11.4 A A 0.19 0.11 0.4 NC 0.13 gb:NM_023729.1 /DB_XREF=gi:12963800 /GEN=4933400N19Rik /FEA=FLmRNA /CNT=1 /TID=Mm.73091.1 /TIER=FL /STK=1 /UG=Mm.73091 /LL=74068 /
MOE430_2_1422422_at 1.2 1 A A 0.95 0.9 0.4 NC 0.5 gb:NM_010039.1 /DB_XREF=gi:6753625 /GEN=Defcr4 /FEA=FLmRNA /CNT=1 /TID=Mm.89942.1 /TIER=FL /STK=1 /UG=Mm.89942 /LL=13238 /DEF=Mus 
MOE430_2_1422488_at 217.7 266.1 P P 0.000244 0.000244 0.4 I 0.001651 gb:NM_019761.2 /DB_XREF=gi:11641228 /GEN=Nxt1 /FEA=FLmRNA /CNT=122 /TID=Mm.34663.1 /TIER=FL+Stack /STK=73 /UG=Mm.34663 /LL=56488 /D
MOE430_2_1422493_at 46.2 61.5 P P 0.03 0.01 0.4 NC 0.003699 gb:BG067254 /DB_XREF=gi:12549823 /DB_XREF=H3052C08-3 /CLONE=H3052C08 /FEA=FLmRNA /CNT=159 /TID=Mm.35820.1 /TIER=Stack /STK=30 /U
MOE430_2_1422498_at 240.8 312.1 P P 0.000244 0.000244 0.4 I 0.001201 gb:AF319981.1 /DB_XREF=gi:12659145 /FEA=FLmRNA /CNT=84 /TID=Mm.6890.1 /TIER=FL+Stack /STK=69 /UG=Mm.6890 /LL=75625 /UG_GENE=201010
MOE430_2_1422519_at 125.4 174.3 P P 0.000244 0.000244 0.4 I 0.000167 gb:BM938489 /DB_XREF=gi:19397641 /DB_XREF=UI-M-CG0p-bet-c-04-0-UI.r1 /CLONE=UI-M-CG0p-bet-c-04-0-UI /FEA=FLmRNA /CNT=147 /TID=Mm
MOE430_2_1422544_at 77.4 112.7 P P 0.000732 0.001221 0.4 NC 0.12 gb:BI079918 /DB_XREF=gi:14498248 /DB_XREF=602875917F1 /CLONE=IMAGE:5007628 /FEA=FLmRNA /CNT=126 /TID=Mm.60590.1 /TIER=ConsEnd /ST
MOE430_2_1422579_at 519.4 664.7 P P 0.00415 0.00293 0.4 I 0.00002 gb:NM_008303.1 /DB_XREF=gi:6680308 /GEN=Hspe1 /FEA=FLmRNA /CNT=221 /TID=Mm.197601.1 /TIER=FL+Stack /STK=32 /UG=Mm.197601 /LL=15528
MOE430_2_1422627_a_ 160.7 214 P P 0.00293 0.00293 0.4 I 0.001832 gb:BF581250 /DB_XREF=gi:11654962 /DB_XREF=602100475F1 /CLONE=IMAGE:4220179 /FEA=FLmRNA /CNT=107 /TID=Mm.26763.1 /TIER=Stack /STK=
MOE430_2_1422632_at 1.9 3.7 A A 0.56 0.69 0.4 NC 0.49 gb:NM_009985.1 /DB_XREF=gi:7106280 /GEN=Ctsw /FEA=FLmRNA /CNT=32 /TID=Mm.34367.1 /TIER=FL+Stack /STK=24 /UG=Mm.34367 /LL=13041 /DE
MOE430_2_1422643_at 1.4 3.6 A A 0.8 0.72 0.4 NC 0.39 gb:NM_021509.1 /DB_XREF=gi:10946925 /GEN=3230402N08Rik /FEA=FLmRNA /CNT=82 /TID=Mm.22805.1 /TIER=FL+Stack /STK=22 /UG=Mm.22805 /LL
MOE430_2_1422675_at 638.8 846 P P 0.000244 0.000244 0.4 I 0.001651 gb:NM_020618.1 /DB_XREF=gi:10181165 /GEN=Smarce1 /FEA=FLmRNA /CNT=245 /TID=Mm.27330.1 /TIER=FL+Stack /STK=19 /UG=Mm.27330 /LL=5737
MOE430_2_1422681_at 92.3 135.4 A M 0.14 0.05 0.4 NC 0.008511 gb:BB459423 /DB_XREF=gi:16426402 /DB_XREF=BB459423 /CLONE=D130061F08 /FEA=FLmRNA /CNT=133 /TID=Mm.489.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1422725_at 1 0.5 A A 0.75 0.53 0.4 NC 0.17 gb:BG069426 /DB_XREF=gi:12551918 /DB_XREF=H3075D09-3 /CLONE=H3075D09 /FEA=FLmRNA /CNT=58 /TID=Mm.8149.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1422740_at 53.4 53.4 P P 0.000732 0.008057 0.4 NC 0.5 gb:NM_052975.1 /DB_XREF=gi:16418470 /GEN=Tnfrsf21 /FEA=FLmRNA /CNT=63 /TID=Mm.200792.1 /TIER=FL+Stack /STK=15 /UG=Mm.200792 /LL=941
MOE430_2_1422746_s_ 87.6 116.7 P P 0.000244 0.000244 0.4 MI 0.002032 gb:BI250512 /DB_XREF=gi:14798930 /DB_XREF=602993563F1 /CLONE=IMAGE:5149622 /FEA=FLmRNA /CNT=41 /TID=Mm.197387.1 /TIER=ConsEnd /ST
MOE430_2_1422761_at 18 30.6 P P 0.03 0.00415 0.4 NC 0.36 gb:BC018512.1 /DB_XREF=gi:17391208 /FEA=FLmRNA /CNT=28 /TID=Mm.160388.1 /TIER=ConsEnd /STK=0 /UG=Mm.160388 /LL=81004 /UG_GENE=IRA
MOE430_2_1422767_at 287.5 341.6 P P 0.000244 0.000732 0.4 NC 0.006503 gb:NM_016859.1 /DB_XREF=gi:8393004 /GEN=Bysl /FEA=FLmRNA /CNT=103 /TID=Mm.27291.1 /TIER=FL+Stack /STK=13 /UG=Mm.27291 /LL=53414 /DE
MOE430_2_1422775_at 14.7 15.1 A A 0.27 0.27 0.4 NC 0.004481 gb:NM_007549.1 /DB_XREF=gi:6680785 /GEN=Blk /FEA=FLmRNA /CNT=34 /TID=Mm.3962.1 /TIER=FL+Stack /STK=13 /UG=Mm.3962 /LL=12143 /DEF=M
MOE430_2_1422783_a_ 17.6 38.2 A A 0.11 0.14 0.4 NC 0.34 gb:NM_008476.1 /DB_XREF=gi:6678646 /GEN=Krt2-6a /FEA=FLmRNA /CNT=34 /TID=Mm.22629.1 /TIER=FL+Stack /STK=12 /UG=Mm.22629 /LL=16687 /
MOE430_2_1422796_at 499.2 636 P P 0.001221 0.001221 0.4 NC 0.01 gb:NM_011156.1 /DB_XREF=gi:6755151 /GEN=Prep /FEA=FLmRNA /CNT=119 /TID=Mm.6735.1 /TIER=FL+Stack /STK=11 /UG=Mm.6735 /LL=19072 /DEF
MOE430_2_1422813_at 1.2 1 A A 0.82 0.87 0.4 NC 0.2 gb:NM_007582.1 /DB_XREF=gi:6671657 /GEN=Cacng1 /FEA=FLmRNA /CNT=28 /TID=Mm.57093.1 /TIER=FL+Stack /STK=11 /UG=Mm.57093 /LL=12299 /
MOE430_2_1422827_x_ 208.8 282.6 P P 0.000244 0.000244 0.4 I 0.000346 gb:NM_078484.1 /DB_XREF=gi:17530970 /GEN=Slc35a2 /FEA=FLmRNA /CNT=38 /TID=Mm.214976.1 /TIER=FL+Stack /STK=10 /UG=Mm.214976 /LL=2223
MOE430_2_1422856_at 0.8 2 A A 0.99 0.9 0.4 NC 0.003355 gb:NM_019415.1 /DB_XREF=gi:14547896 /GEN=Slc12a3 /FEA=FLmRNA /CNT=40 /TID=Mm.182905.1 /TIER=FL+Stack /STK=9 /UG=Mm.182905 /LL=20497
MOE430_2_1422857_at 59.5 81.8 P P 0.00293 0.000732 0.4 I 0.000774 gb:BC021316.1 /DB_XREF=gi:18204664 /FEA=FLmRNA /CNT=80 /TID=Mm.27462.1 /TIER=FL+Stack /STK=9 /UG=Mm.27462 /LL=56404 /UG_GENE=Trip4
MOE430_2_1422870_at 0.8 1.2 A A 0.96 0.98 0.4 NC 0.9 gb:NM_013553.1 /DB_XREF=gi:7305148 /GEN=Hoxc4 /FEA=FLmRNA /CNT=22 /TID=Mm.1351.1 /TIER=FL+Stack /STK=9 /UG=Mm.1351 /LL=15423 /DEF=
MOE430_2_1422884_at 1246.1 1650 P P 0.000244 0.000244 0.4 I 0.000552 gb:NM_026095.2 /DB_XREF=gi:15778829 /GEN=1700043E15Rik /FEA=FLmRNA /CNT=149 /TID=Mm.45151.1 /TIER=FL+Stack /STK=8 /UG=Mm.45151 /LL
MOE430_2_1422885_at 40.8 43.7 P P 0.03 0.03 0.4 NC 0.05 gb:AK019453.1 /DB_XREF=gi:12859666 /FEA=FLmRNA /CNT=149 /TID=Mm.45151.1 /TIER=Stack /STK=11 /UG=Mm.45151 /LL=67332 /UG_GENE=170004
MOE430_2_1422890_at 93.5 140 P P 0.000732 0.000244 0.4 I 0.000966 gb:BM218630 /DB_XREF=gi:17778213 /DB_XREF=C0913F12-3 /CLONE=C0913F12 /FEA=FLmRNA /CNT=103 /TID=Mm.87246.1 /TIER=Stack /STK=23 /U
MOE430_2_1422891_at 1.8 2.6 A A 0.95 0.93 0.4 NC 0.13 gb:U13648.1 /DB_XREF=gi:606924 /GEN=H-2E alpha /FEA=FLmRNA /CNT=61 /TID=Mm.15680.1 /TIER=FL+Stack /STK=8 /UG=Mm.15680 /LL=14968 /DE
MOE430_2_1422893_at 29.3 34.5 P P 0.01 0.00293 0.4 NC 0.22 gb:NM_019460.1 /DB_XREF=gi:9507088 /GEN=Sfmbt /FEA=FLmRNA /CNT=73 /TID=Mm.9718.1 /TIER=FL+Stack /STK=8 /UG=Mm.9718 /LL=54650 /DEF=
MOE430_2_1422897_at 3.8 6.1 A A 0.66 0.63 0.4 NC 0.13 gb:NM_009203.1 /DB_XREF=gi:6678008 /GEN=Slc22al2 /FEA=FLmRNA /CNT=55 /TID=Mm.12846.1 /TIER=FL+Stack /STK=8 /UG=Mm.12846 /LL=20521 /D
MOE430_2_1422915_at 1.3 1.6 A A 0.85 0.72 0.4 NC 0.11 gb:NM_010257.1 /DB_XREF=gi:6753945 /GEN=Gast /FEA=FLmRNA /CNT=18 /TID=Mm.4767.1 /TIER=FL /STK=7 /UG=Mm.4767 /LL=14459 /DEF=Mus mu
MOE430_2_1422941_at 1 0.7 A A 0.88 0.91 0.4 NC 0.4 gb:NM_053116.1 /DB_XREF=gi:16716412 /GEN=Wnt16 /FEA=FLmRNA /CNT=6 /TID=Mm.137403.1 /TIER=FL /STK=2 /UG=Mm.137403 /LL=93735 /DEF=M
MOE430_2_1422946_a_ 343.7 520 P P 0.000244 0.000244 0.4 I 0.00004 gb:NM_010066.1 /DB_XREF=gi:6753663 /GEN=Dnmt1 /FEA=FLmRNA /CNT=60 /TID=Mm.7814.1 /TIER=FL /STK=1 /UG=Mm.7814 /LL=13433 /DEF=Mus m
MOE430_2_1422994_at 15.1 19.5 A A 0.17 0.33 0.4 NC 0.41 gb:NM_011086.1 /DB_XREF=gi:6755061 /GEN=Pip5k3 /FEA=FLmRNA /CNT=10 /TID=Mm.38370.1 /TIER=FL /STK=0 /UG=Mm.38370 /LL=18711 /DEF=Mus
MOE430_2_1423000_a_ 6.1 8.9 A A 0.33 0.21 0.4 NC 0.5 gb:NM_019505.1 /DB_XREF=gi:9506540 /GEN=Dgke /FEA=FLmRNA /CNT=13 /TID=Mm.153695.1 /TIER=FL /STK=0 /UG=Mm.153695 /LL=56077 /DEF=Mu
MOE430_2_1423008_at 0.8 0.5 A A 0.98 0.98 0.4 NC 0.23 gb:NM_007490.1 /DB_XREF=gi:6671576 /GEN=Art2a /FEA=FLmRNA /CNT=7 /TID=Mm.57010.1 /TIER=FL /STK=0 /UG=Mm.57010 /LL=11871 /DEF=Mus m
MOE430_2_1423027_at 0.9 1.7 A A 0.99 0.96 0.4 NC 0.09 gb:NM_008024.1 /DB_XREF=gi:6679846 /GEN=Foxl1 /FEA=FLmRNA /CNT=2 /TID=Mm.5111.1 /TIER=FL /STK=0 /UG=Mm.5111 /LL=14241 /DEF=Mus mus
MOE430_2_1423055_at 417.6 588.8 P P 0.000732 0.000732 0.4 I 0.000101 gb:AV248094 /DB_XREF=gi:16387336 /DB_XREF=AV248094 /CLONE=4833403F23 /FEA=FLmRNA /CNT=208 /TID=Mm.7414.1 /TIER=Stack /STK=80 /UG
MOE430_2_1423097_s_ 196.2 228.4 P P 0.001221 0.000244 0.4 I 0.000865 gb:BG068214 /DB_XREF=gi:12550783 /DB_XREF=H3063A03-3 /CLONE=H3063A03 /FEA=FLmRNA /CNT=113 /TID=Mm.24778.1 /TIER=Stack /STK=57 /U
MOE430_2_1423103_at 244.3 302.7 P P 0.000244 0.000244 0.4 I 0.000966 gb:BB392192 /DB_XREF=gi:16409012 /DB_XREF=BB392192 /CLONE=C230078F10 /FEA=FLmRNA /CNT=83 /TID=Mm.24305.1 /TIER=Stack /STK=54 /UG
MOE430_2_1423117_at 241.4 321 P P 0.000244 0.000244 0.4 I 0.000865 gb:BB823786 /DB_XREF=gi:17002029 /DB_XREF=BB823786 /CLONE=G830029J18 /FEA=FLmRNA /CNT=347 /TID=Mm.34701.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423147_at 0.4 0.4 A A 0.9 0.72 0.4 NC 0.5 gb:AW551830 /DB_XREF=gi:7197253 /DB_XREF=L0204D02-3 /CLONE=L0204D02 /FEA=FLmRNA /CNT=230 /TID=Mm.14064.1 /TIER=Stack /STK=39 /UG
MOE430_2_1423160_at 124.8 129.3 P P 0.00293 0.000244 0.4 NC 0.5 gb:AV295157 /DB_XREF=gi:16392675 /DB_XREF=AV295157 /CLONE=5730432I02 /FEA=FLmRNA /CNT=111 /TID=Mm.39505.1 /TIER=Stack /STK=36 /UG
MOE430_2_1423167_at 407.9 503.8 P P 0.000244 0.000244 0.4 I 0.000273 gb:AI327347 /DB_XREF=gi:4061776 /DB_XREF=mp80b03.x1 /CLONE=IMAGE:575501 /FEA=FLmRNA /CNT=115 /TID=Mm.104786.1 /TIER=Stack /STK=35 
MOE430_2_1423168_at 305.8 436.7 P P 0.000244 0.000244 0.4 MI 0.00225 gb:BM937050 /DB_XREF=gi:19396202 /DB_XREF=UI-M-CC0-ayg-h-01-0-UI.r1 /CLONE=UI-M-CC0-ayg-h-01-0-UI /FEA=FLmRNA /CNT=115 /TID=Mm.1
MOE430_2_1423197_a_ 110.8 150.8 P P 0.000244 0.000244 0.4 NC 0.009292 gb:AV274170 /DB_XREF=gi:15405564 /DB_XREF=AV274170 /CLONE=4932417C22 /FEA=FLmRNA /CNT=263 /TID=Mm.197564.1 /TIER=Stack /STK=29 /U
MOE430_2_1423252_at 82 103 P P 0.00415 0.00293 0.4 NC 0.24 gb:AK019487.1 /DB_XREF=gi:12859725 /GEN=Hdgfrp3 /FEA=FLmRNA /CNT=104 /TID=Mm.28887.1 /TIER=Stack /STK=23 /UG=Mm.28887 /LL=29877 /UG
MOE430_2_1423294_at 3507.1 4666.8 P P 0.000244 0.000244 0.4 I 0.00002 gb:AW555393 /DB_XREF=gi:7200912 /DB_XREF=L0255C06-3 /CLONE=L0255C06 /FEA=FLmRNA /CNT=396 /TID=Mm.1089.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1423301_at 615.4 720.8 P P 0.000244 0.000244 0.4 I 0.000241 gb:BF147382 /DB_XREF=gi:11028777 /DB_XREF=us30g11.x1 /CLONE=IMAGE:3168644 /FEA=FLmRNA /CNT=179 /TID=Mm.27327.1 /TIER=Stack /STK=17
MOE430_2_1423351_at 39.6 57.2 P P 0.000732 0.000244 0.4 NC 0.07 gb:BB826046 /DB_XREF=gi:17004289 /DB_XREF=BB826046 /CLONE=G830041B11 /FEA=FLmRNA /CNT=49 /TID=Mm.195514.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1423362_at 58.5 86.2 P P 0.02 0.01 0.4 NC 0.04 gb:AV127170 /DB_XREF=gi:15404484 /DB_XREF=AV127170 /CLONE=2700046P22 /FEA=FLmRNA /CNT=137 /TID=Mm.157119.1 /TIER=Stack /STK=11 /U
MOE430_2_1423363_at 17.4 15.3 P M 0.01 0.05 0.4 NC 0.31 gb:AV247637 /DB_XREF=gi:16387253 /DB_XREF=AV247637 /CLONE=4832436G20 /FEA=FLmRNA /CNT=137 /TID=Mm.157119.1 /TIER=Stack /STK=9 /U
MOE430_2_1423394_at 1098.9 1478.3 P P 0.000244 0.000244 0.4 I 0.000068 gb:BB041555 /DB_XREF=gi:15403853 /DB_XREF=BB041555 /CLONE=6030456J18 /FEA=FLmRNA /CNT=281 /TID=Mm.30849.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423436_at 0.7 0.6 A A 0.9 0.93 0.4 NC 0.5 gb:AI196411 /DB_XREF=gi:3749017 /DB_XREF=ui69e02.x1 /CLONE=IMAGE:1887674 /FEA=FLmRNA /CNT=121 /TID=Mm.14719.1 /TIER=Stack /STK=26 /
MOE430_2_1423474_at 250.8 310.4 P P 0.000244 0.000244 0.4 I 0.000189 gb:BG068053 /DB_XREF=gi:12550622 /DB_XREF=H3061C03-3 /CLONE=H3061C03 /FEA=FLmRNA /CNT=155 /TID=Mm.29663.1 /TIER=Stack /STK=17 /U
MOE430_2_1423476_at 0.3 0.5 A A 0.9 0.95 0.4 NC 0.2 gb:BB329435 /DB_XREF=gi:9038198 /DB_XREF=BB329435 /CLONE=B630007J20 /FEA=FLmRNA /CNT=54 /TID=Mm.62677.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1423480_at 119.8 146 P P 0.000244 0.001953 0.4 NC 0.06 gb:BB292967 /DB_XREF=gi:16401629 /DB_XREF=BB292967 /CLONE=B130015M19 /FEA=FLmRNA /CNT=143 /TID=Mm.28855.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1423481_at 45.3 65.9 P P 0.000244 0.00415 0.4 NC 0.14 gb:BM213666 /DB_XREF=gi:17771623 /DB_XREF=C0839F08-3 /CLONE=C0839F08 /FEA=FLmRNA /CNT=95 /TID=Mm.34105.1 /TIER=Stack /STK=16 /UG
MOE430_2_1423491_at 45.9 88.1 P P 0.01 0.01 0.4 NC 0.02 gb:BG867006 /DB_XREF=gi:14217546 /DB_XREF=602785988F1 /CLONE=IMAGE:4912364 /FEA=FLmRNA /CNT=160 /TID=Mm.143768.1 /TIER=ConsEnd /S
MOE430_2_1423497_at 18.4 21.8 P P 0.02 0.00415 0.4 NC 0.06 gb:AK006288.1 /DB_XREF=gi:12839308 /FEA=FLmRNA /CNT=35 /TID=Mm.34168.1 /TIER=Stack /STK=15 /UG=Mm.34168 /LL=66720 /UG_GENE=4921517
MOE430_2_1423514_at 0.4 1.1 A A 0.95 0.9 0.4 NC 0.21 gb:AI449806 /DB_XREF=gi:4292580 /DB_XREF=mr72h07.x1 /CLONE=IMAGE:603037 /FEA=FLmRNA /CNT=31 /TID=Mm.32242.1 /TIER=Stack /STK=14 /U
MOE430_2_1423551_at 133.6 182.4 P P 0.000244 0.000244 0.4 NC 0.01 gb:BB776961 /DB_XREF=gi:16937661 /DB_XREF=BB776961 /CLONE=G430034I20 /FEA=FLmRNA /CNT=124 /TID=Mm.24700.1 /TIER=Stack /STK=11 /UG
MOE430_2_1423561_at 11.6 7.9 A A 0.36 0.36 0.4 NC 0.28 gb:AI838010 /DB_XREF=gi:5472223 /DB_XREF=UI-M-AP0-abl-f-07-0-UI.s1 /CLONE=UI-M-AP0-abl-f-07-0-UI /FEA=FLmRNA /CNT=41 /TID=Mm.3959.1
MOE430_2_1423562_at 18 26 A A 0.17 0.17 0.4 NC 0.5 gb:BF465988 /DB_XREF=gi:11535171 /DB_XREF=UI-M-CG0p-bqs-c-03-0-UI.s1 /CLONE=UI-M-CG0p-bqs-c-03-0-UI /FEA=FLmRNA /CNT=29 /TID=Mm
MOE430_2_1423566_a_ 272.4 397.7 P P 0.000244 0.000244 0.4 I 0.000167 gb:BI499717 /DB_XREF=gi:15339061 /DB_XREF=ie44h09.x1 /FEA=FLmRNA /CNT=201 /TID=Mm.34828.1 /TIER=Stack /STK=10 /UG=Mm.34828 /LL=15505
MOE430_2_1423599_a_ 263.4 307.9 P P 0.000244 0.000244 0.4 NC 0.009292 gb:AK004704.1 /DB_XREF=gi:12836072 /FEA=FLmRNA /CNT=65 /TID=Mm.30709.1 /TIER=Stack /STK=9 /UG=Mm.30709 /LL=67466 /UG_GENE=Pdcl /UG
MOE430_2_1423610_at 776.8 915.9 P P 0.000244 0.000244 0.4 I 0.001077 gb:AW537045 /DB_XREF=gi:7179462 /DB_XREF=G0111G05-3 /CLONE=G0111G05 /FEA=FLmRNA /CNT=199 /TID=Mm.19170.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423621_a_ 143.9 183.9 P P 0.001953 0.000732 0.4 I 0.000167 gb:BM235996 /DB_XREF=gi:17871266 /DB_XREF=K0428E11-3 /CLONE=K0428E11 /FEA=FLmRNA /CNT=108 /TID=Mm.25121.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423634_at 0.4 1.1 A A 0.8 0.75 0.4 NC 0.45 gb:AI506986 /DB_XREF=gi:4404837 /DB_XREF=vl54h11.x1 /CLONE=IMAGE:976101 /FEA=FLmRNA /CNT=23 /TID=Mm.86870.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423644_at 611.9 984.8 P P 0.000244 0.000244 0.4 I 0.000101 gb:BC005454.1 /DB_XREF=gi:13529445 /FEA=FLmRNA /CNT=391 /TID=Mm.4927.1 /TIER=FL+Stack /STK=252 /UG=Mm.4927 /LL=11428 /UG_GENE=Aco
MOE430_2_1423645_a_ 711 1039.2 P P 0.000244 0.000244 0.4 I 0.00002 gb:AV114523 /DB_XREF=gi:16382214 /DB_XREF=AV114523 /CLONE=2610034K05 /FEA=FLmRNA /CNT=510 /TID=Mm.19101.2 /TIER=Stack /STK=99 /U
MOE430_2_1423699_at 94.4 120.4 P P 0.001953 0.001953 0.4 NC 0.01 gb:AK002487.1 /DB_XREF=gi:12832507 /FEA=FLmRNA /CNT=399 /TID=Mm.143167.1 /TIER=Stack /STK=108 /UG=Mm.143167 /LL=66842 /UG_GENE=061
MOE430_2_1423703_at 153.2 162.2 P P 0.001953 0.000244 0.4 I 0.000241 gb:BC014688.1 /DB_XREF=gi:15928412 /FEA=FLmRNA /CNT=192 /TID=Mm.2930.1 /TIER=FL+Stack /STK=144 /UG=Mm.2930 /DEF=Mus musculus, Simila
MOE430_2_1423732_at 549.9 820.8 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC012401.1 /DB_XREF=gi:15214554 /FEA=FLmRNA /CNT=315 /TID=Mm.28765.1 /TIER=FL+Stack /STK=134 /UG=Mm.28765 /LL=72265 /UG_GENE=18
MOE430_2_1423743_at 293.5 405.1 P P 0.000244 0.000244 0.4 I 0.000346 gb:BG144512 /DB_XREF=gi:12647912 /DB_XREF=ut71a05.x1 /CLONE=IMAGE:3333033 /FEA=FLmRNA /CNT=281 /TID=Mm.28981.1 /TIER=Stack /STK=10
MOE430_2_1423778_at 30.5 32.2 P P 0.03 0.02 0.4 NC 0.4 gb:AK006800.1 /DB_XREF=gi:12840059 /FEA=FLmRNA /CNT=158 /TID=Mm.34721.1 /TIER=Stack /STK=11 /UG=Mm.34721 /LL=74270 /UG_GENE=Usp20 
MOE430_2_1423781_at 449.2 530.4 P P 0.000244 0.000244 0.4 I 0.001486 gb:BC019163.1 /DB_XREF=gi:17512402 /FEA=FLmRNA /CNT=170 /TID=Mm.21396.1 /TIER=FL+Stack /STK=114 /UG=Mm.21396 /DEF=Mus musculus, Sim
MOE430_2_1423795_at 571.3 696.3 P P 0.000244 0.000244 0.4 I 0.00002 gb:AY034062.1 /DB_XREF=gi:17136070 /FEA=FLmRNA /CNT=462 /TID=Mm.43213.1 /TIER=FL+Stack /STK=109 /UG=Mm.43213 /LL=71514 /UG_GENE=90
MOE430_2_1423800_at 437.4 484 P P 0.000244 0.000244 0.4 I 0.001486 gb:BC008638.1 /DB_XREF=gi:14250407 /FEA=FLmRNA /CNT=197 /TID=Mm.28693.1 /TIER=FL+Stack /STK=107 /UG=Mm.28693 /DEF=Mus musculus, Sim
MOE430_2_1423806_at 184 241.6 P P 0.000244 0.000244 0.4 I 0.000046 gb:BC013813.1 /DB_XREF=gi:15489452 /FEA=FLmRNA /CNT=145 /TID=Mm.27383.1 /TIER=FL+Stack /STK=105 /UG=Mm.27383 /LL=101861 /UG_GENE=2
MOE430_2_1423808_at 100 120.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC021790.1 /DB_XREF=gi:18255703 /FEA=FLmRNA /CNT=137 /TID=Mm.31586.1 /TIER=FL+Stack /STK=104 /UG=Mm.31586 /DEF=Mus musculus, Sim
MOE430_2_1423811_at 508.6 572.7 P P 0.000244 0.000244 0.4 NC 0.005409 gb:BC009141.1 /DB_XREF=gi:14318683 /FEA=FLmRNA /CNT=146 /TID=Mm.25779.1 /TIER=FL+Stack /STK=103 /UG=Mm.25779 /LL=75062 /UG_GENE=49
MOE430_2_1423848_at 107.1 159 P P 0.000244 0.001953 0.4 NC 0.07 gb:BC008161.1 /DB_XREF=gi:14198203 /FEA=FLmRNA /CNT=145 /TID=Mm.181836.1 /TIER=FL+Stack /STK=91 /UG=Mm.181836 /LL=68533 /UG_GENE=
MOE430_2_1423850_at 373.7 498 P P 0.00293 0.001221 0.4 I 0.001832 gb:BC013625.1 /DB_XREF=gi:15489013 /FEA=FLmRNA /CNT=204 /TID=Mm.205855.1 /TIER=FL+Stack /STK=90 /UG=Mm.205855 /DEF=Mus musculus, clo
MOE430_2_1423866_at 0.2 1.9 A A 0.86 0.46 0.4 NC 0.41 gb:BC016407.1 /DB_XREF=gi:16741102 /FEA=FLmRNA /CNT=258 /TID=Mm.196242.1 /TIER=FL+Stack /STK=87 /UG=Mm.196242 /LL=20714 /UG_GENE=S
MOE430_2_1423930_at 156.1 209.4 P P 0.000732 0.000732 0.4 I 0.000027 gb:BC024870.1 /DB_XREF=gi:19353518 /FEA=FLmRNA /CNT=129 /TID=Mm.27142.1 /TIER=FL+Stack /STK=77 /UG=Mm.27142 /LL=67924 /UG_GENE=26
MOE430_2_1423982_at 102.7 146.4 P P 0.000244 0.000244 0.4 I 0.00004 gb:AF060490.1 /DB_XREF=gi:3327956 /FEA=FLmRNA /CNT=135 /TID=Mm.10229.2 /TIER=FL+Stack /STK=70 /UG=Mm.10229 /LL=14105 /UG_GENE=Nssr
MOE430_2_1423991_at 109.7 151.5 P P 0.000244 0.000244 0.4 NC 0.15 gb:BC024998.1 /DB_XREF=gi:19483889 /FEA=FLmRNA /CNT=120 /TID=Mm.40292.1 /TIER=FL+Stack /STK=69 /UG=Mm.40292 /DEF=Mus musculus, Simil
MOE430_2_1424001_at 165.3 240.9 P P 0.000244 0.000244 0.4 I 0.000618 gb:AY030275.1 /DB_XREF=gi:13774096 /FEA=FLmRNA /CNT=125 /TID=Mm.18739.1 /TIER=FL+Stack /STK=66 /UG=Mm.18739 /LL=67949 /UG_GENE=C1
MOE430_2_1424019_at 269 330.9 P P 0.000244 0.000244 0.4 I 0.000307 gb:BC007151.1 /DB_XREF=gi:13938069 /FEA=FLmRNA /CNT=95 /TID=Mm.29203.1 /TIER=FL+Stack /STK=62 /UG=Mm.29203 /LL=110109 /UG_GENE=No
MOE430_2_1424031_at 56.1 82.8 P P 0.00293 0.001953 0.4 NC 0.06 gb:BC014719.1 /DB_XREF=gi:15928481 /FEA=FLmRNA /CNT=102 /TID=Mm.26497.1 /TIER=FL+Stack /STK=60 /UG=Mm.26497 /LL=74479 /UG_GENE=493
MOE430_2_1424050_s_ 935.9 1310.7 P P 0.000244 0.000244 0.4 I 0.000167 gb:M33760.1 /DB_XREF=gi:193298 /FEA=FLmRNA /CNT=193 /TID=Mm.3157.2 /TIER=FL+Stack /STK=58 /UG=Mm.3157 /LL=14182 /UG_GENE=Fgfr1 /UG
MOE430_2_1424071_s_ 410.1 466.6 P P 0.000244 0.000244 0.4 NC 0.003041 gb:BC018507.1 /DB_XREF=gi:17391194 /FEA=FLmRNA /CNT=100 /TID=Mm.139738.1 /TIER=FL+Stack /STK=57 /UG=Mm.139738 /DEF=Mus musculus, clo
MOE430_2_1424133_at 1199.1 1709.5 P P 0.000244 0.000244 0.4 I 0.000068 gb:BC011208.1 /DB_XREF=gi:15029951 /FEA=FLmRNA /CNT=108 /TID=Mm.27682.1 /TIER=FL+Stack /STK=51 /UG=Mm.27682 /LL=103743 /UG_GENE=65
MOE430_2_1424189_at 396.6 499.7 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC006938.1 /DB_XREF=gi:13905277 /FEA=FLmRNA /CNT=71 /TID=Mm.45106.1 /TIER=FL+Stack /STK=46 /UG=Mm.45106 /LL=67292 /UG_GENE=3110
MOE430_2_1424190_at 17.7 27.9 P P 0.03 0.00415 0.4 NC 0.35 gb:AK014096.1 /DB_XREF=gi:12851750 /FEA=FLmRNA /CNT=71 /TID=Mm.45106.1 /TIER=ConsEnd /STK=1 /UG=Mm.45106 /LL=67292 /UG_GENE=31100
MOE430_2_1424195_a_ 13.3 26.7 A A 0.08 0.33 0.4 NC 0.5 gb:AF125996.1 /DB_XREF=gi:5001725 /GEN=Ship /FEA=FLmRNA /CNT=55 /TID=Mm.15105.2 /TIER=FL /STK=1 /UG=Mm.15105 /LL=16331 /DEF=Mus mu
MOE430_2_1424204_at 1224.5 1952.1 P P 0.000244 0.000244 0.4 I 0.001832 gb:AB049641.1 /DB_XREF=gi:13559372 /GEN=MRPL13 /FEA=FLmRNA /CNT=75 /TID=Mm.10076.1 /TIER=FL+Stack /STK=45 /UG=Mm.10076 /LL=68537 
MOE430_2_1424209_at 199.4 276.1 P P 0.005859 0.001221 0.4 I 0.000101 gb:BC024878.1 /DB_XREF=gi:19354291 /FEA=FLmRNA /CNT=84 /TID=Mm.22363.1 /TIER=FL+Stack /STK=45 /UG=Mm.22363 /DEF=Mus musculus, similar
MOE430_2_1424216_a_ 260.3 329.5 P P 0.000244 0.000244 0.4 I 0.000147 gb:U58134.1 /DB_XREF=gi:1377869 /FEA=FLmRNA /CNT=94 /TID=Mm.3170.1 /TIER=FL+Stack /STK=45 /UG=Mm.3170 /LL=18789 /UG_GENE=Papola /D
MOE430_2_1424244_at 153 215.7 P P 0.000244 0.000732 0.4 I 0.001077 gb:AK005797.1 /DB_XREF=gi:12838556 /GEN=Icam1 /FEA=FLmRNA /CNT=132 /TID=Mm.25455.1 /TIER=Stack /STK=8 /UG=Mm.25455 /UG_TITLE=Mus m
MOE430_2_1424248_at 9.1 9.5 A A 0.3 0.39 0.4 NC 0.74 gb:BC027107.1 /DB_XREF=gi:20073243 /FEA=FLmRNA /CNT=91 /TID=Mm.32794.1 /TIER=FL+Stack /STK=43 /UG=Mm.32794 /LL=74100 /UG_GENE=0710
MOE430_2_1424251_a_ 1788.8 2322.1 P P 0.000244 0.000244 0.4 I 0.00006 gb:BC021374.1 /DB_XREF=gi:18203891 /FEA=FLmRNA /CNT=92 /TID=Mm.220918.2 /TIER=FL+Stack /STK=42 /UG=Mm.220918 /LL=50926 /UG_GENE=H
MOE430_2_1424291_at 322.6 404 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC023140.1 /DB_XREF=gi:18606330 /FEA=FLmRNA /CNT=82 /TID=Mm.36725.1 /TIER=FL+Stack /STK=40 /UG=Mm.36725 /LL=71805 /UG_GENE=2410
MOE430_2_1424314_at 117.7 151.3 P P 0.000732 0.000244 0.4 I 0.000147 gb:BC006782.1 /DB_XREF=gi:13904999 /FEA=FLmRNA /CNT=74 /TID=Mm.8581.1 /TIER=FL+Stack /STK=38 /UG=Mm.8581 /LL=70767 /UG_GENE=36324
MOE430_2_1424318_at 256.5 358.1 P P 0.000244 0.000244 0.4 I 0.00006 gb:BC019131.1 /DB_XREF=gi:17512319 /FEA=FLmRNA /CNT=89 /TID=Mm.76694.1 /TIER=FL+Stack /STK=38 /UG=Mm.76694 /LL=68864 /UG_GENE=1110
MOE430_2_1424333_at 30.1 37.9 P P 0.000244 0.000244 0.4 I 0.000147 gb:BC023147.1 /DB_XREF=gi:18605622 /FEA=FLmRNA /CNT=64 /TID=Mm.30033.1 /TIER=FL+Stack /STK=37 /UG=Mm.30033 /LL=74765 /UG_GENE=1300
MOE430_2_1424344_s_ 174.7 255.3 P P 0.001953 0.001221 0.4 NC 0.004925 gb:BM200591 /DB_XREF=gi:17753951 /DB_XREF=C0213C11-3 /CLONE=C0213C11 /FEA=FLmRNA /CNT=176 /TID=Mm.143141.1 /TIER=Stack /STK=25 /
MOE430_2_1424380_at 124.3 196.7 P P 0.000732 0.000732 0.4 I 0.000189 gb:BC026744.1 /DB_XREF=gi:20071200 /FEA=FLmRNA /CNT=90 /TID=Mm.4079.1 /TIER=FL+Stack /STK=35 /UG=Mm.4079 /DEF=Mus musculus, Similar t
MOE430_2_1424385_at 91.3 107.6 P P 0.008057 0.000244 0.4 I 0.000114 gb:BC016616.1 /DB_XREF=gi:16741623 /FEA=FLmRNA /CNT=68 /TID=Mm.220906.1 /TIER=FL+Stack /STK=35 /UG=Mm.220906 /LL=76022 /UG_GENE=58
MOE430_2_1424395_at 35.2 44.5 P P 0.01 0.00293 0.4 NC 0.5 gb:BC016106.1 /DB_XREF=gi:16359291 /FEA=FLmRNA /CNT=124 /TID=Mm.20246.1 /TIER=FL+Stack /STK=34 /UG=Mm.20246 /LL=66514 /UG_GENE=24
MOE430_2_1424403_a_ 20.8 31.4 A A 0.17 0.09 0.4 NC 0.25 gb:AW494299 /DB_XREF=gi:7064580 /DB_XREF=UI-M-BH3-auk-h-03-0-UI.s1 /CLONE=UI-M-BH3-auk-h-03-0-UI /FEA=FLmRNA /CNT=88 /TID=Mm.378
MOE430_2_1424405_at 62.5 85.4 P P 0.000244 0.000732 0.4 MI 0.00249 gb:BC002277.1 /DB_XREF=gi:12805594 /FEA=FLmRNA /CNT=54 /TID=Mm.25656.1 /TIER=FL+Stack /STK=34 /UG=Mm.25656 /DEF=Mus musculus, Simila
MOE430_2_1424452_at 92.2 120.2 P P 0.008057 0.00293 0.4 I 0.000241 gb:BC019992.1 /DB_XREF=gi:18044129 /FEA=FLmRNA /CNT=88 /TID=Mm.22379.1 /TIER=FL+Stack /STK=31 /UG=Mm.22379 /DEF=Mus musculus, Simila
MOE430_2_1424458_at 44.6 79.4 P P 0.008057 0.000732 0.4 NC 0.31 gb:BC020180.1 /DB_XREF=gi:18044919 /FEA=FLmRNA /CNT=61 /TID=Mm.209059.1 /TIER=FL+Stack /STK=31 /UG=Mm.209059 /DEF=Mus musculus, Sim
MOE430_2_1424472_at 79.1 97.8 P P 0.01 0.00293 0.4 NC 0.06 gb:BC021856.1 /DB_XREF=gi:18255971 /FEA=FLmRNA /CNT=54 /TID=Mm.36418.1 /TIER=FL+Stack /STK=30 /UG=Mm.36418 /DEF=Mus musculus, Simila
MOE430_2_1424487_x_ 39.1 58.4 P P 0.03 0.01 0.4 NC 0.2 gb:BB284199 /DB_XREF=gi:8984648 /DB_XREF=BB284199 /CLONE=A930105B09 /FEA=FLmRNA /CNT=110 /TID=Mm.44552.3 /TIER=Stack /STK=10 /UG
MOE430_2_1424491_at 1.4 2.1 A A 0.82 0.87 0.4 NC 0.5 gb:AK009902.1 /DB_XREF=gi:12844983 /GEN=Art1 /FEA=FLmRNA /CNT=46 /TID=Mm.31099.2 /TIER=ConsEnd /STK=1 /UG=Mm.31099 /LL=11870 /UG_T
MOE430_2_1424501_at 114.4 117.6 P P 0.000244 0.000732 0.4 NC 0.03 gb:BB473728 /DB_XREF=gi:16439755 /DB_XREF=BB473728 /CLONE=D330002K14 /FEA=FLmRNA /CNT=125 /TID=Mm.30167.1 /TIER=Stack /STK=24 /U
MOE430_2_1424505_at 99.1 137.4 P P 0.02 0.008057 0.4 NC 0.004073 gb:BC027299.1 /DB_XREF=gi:20071076 /FEA=FLmRNA /CNT=49 /TID=Mm.139233.1 /TIER=FL+Stack /STK=28 /UG=Mm.139233 /LL=66084 /UG_GENE=06
MOE430_2_1424532_at 164.9 220.7 P P 0.000244 0.000244 0.4 I 0.000078 gb:AB033168.1 /DB_XREF=gi:6016841 /GEN=zap /FEA=FLmRNA /CNT=67 /TID=Mm.153183.1 /TIER=FL+Stack /STK=26 /UG=Mm.153183 /LL=56531 /DE
MOE430_2_1424535_at 118.6 138.8 P P 0.000244 0.000244 0.4 NC 0.03 gb:BC027335.1 /DB_XREF=gi:20073156 /FEA=FLmRNA /CNT=37 /TID=Mm.60758.2 /TIER=FL+Stack /STK=26 /UG=Mm.60758 /LL=67590 /UG_GENE=4930
MOE430_2_1424536_at 2 2.6 A A 0.91 0.69 0.4 NC 0.02 gb:AB067531.1 /DB_XREF=gi:18389324 /GEN=oasl7 /FEA=FLmRNA /CNT=29 /TID=Mm.43230.1 /TIER=FL+Stack /STK=26 /UG=Mm.43230 /DEF=Mus mus
MOE430_2_1424545_at 565.1 728.7 P P 0.000244 0.000244 0.4 I 0.000214 gb:BC003965.1 /DB_XREF=gi:13278273 /FEA=FLmRNA /CNT=62 /TID=Mm.30866.1 /TIER=FL+Stack /STK=25 /UG=Mm.30866 /DEF=Mus musculus, clone 
MOE430_2_1424559_at 176.6 237.4 P P 0.000244 0.000244 0.4 NC 0.003355 gb:BC021895.1 /DB_XREF=gi:18257340 /FEA=FLmRNA /CNT=40 /TID=Mm.32675.1 /TIER=FL+Stack /STK=25 /UG=Mm.32675 /DEF=Mus musculus, Simila
MOE430_2_1424565_at 138.2 157.4 P P 0.000244 0.000244 0.4 NC 0.009292 gb:BC016102.1 /DB_XREF=gi:16359280 /FEA=FLmRNA /CNT=95 /TID=Mm.20420.1 /TIER=FL+Stack /STK=24 /UG=Mm.20420 /LL=67065 /UG_GENE=2810
MOE430_2_1424566_s_ 145.7 203.8 P P 0.008057 0.008057 0.4 NC 0.03 gb:BC016102.1 /DB_XREF=gi:16359280 /FEA=FLmRNA /CNT=95 /TID=Mm.20420.1 /TIER=FL+Stack /STK=24 /UG=Mm.20420 /LL=67065 /UG_GENE=2810
MOE430_2_1424568_at 0.6 1 A A 0.87 0.87 0.4 NC 0.5 gb:AV234585 /DB_XREF=gi:16386146 /DB_XREF=AV234585 /CLONE=4632435G24 /FEA=FLmRNA /CNT=152 /TID=Mm.27469.1 /TIER=Stack /STK=42 /U
MOE430_2_1424598_at 17.2 24.9 P P 0.000244 0.001221 0.4 NC 0.08 gb:BC021452.1 /DB_XREF=gi:18203916 /FEA=FLmRNA /CNT=56 /TID=Mm.157743.1 /TIER=FL+Stack /STK=23 /UG=Mm.157743 /LL=13209 /UG_GENE=D
MOE430_2_1424605_at 0.6 0.6 A A 0.46 0.33 0.4 NC 0.33 gb:BI145167 /DB_XREF=gi:14605168 /DB_XREF=602909358F1 /CLONE=IMAGE:5050335 /FEA=FLmRNA /CNT=39 /TID=Mm.3401.1 /TIER=ConsEnd /STK=
MOE430_2_1424620_at 268.4 305.3 P P 0.000244 0.000244 0.4 I 0.001832 gb:BC012213.1 /DB_XREF=gi:15126560 /FEA=FLmRNA /CNT=73 /TID=Mm.157758.1 /TIER=FL+Stack /STK=22 /UG=Mm.157758 /LL=28126 /UG_GENE=D
MOE430_2_1424631_a_ 8.4 9.9 A A 0.17 0.24 0.4 NC 0.6 gb:BC025447.1 /DB_XREF=gi:19343850 /FEA=FLmRNA /CNT=37 /TID=Mm.14438.1 /TIER=FL+Stack /STK=22 /UG=Mm.14438 /LL=104961 /UG_GENE=AU
MOE430_2_1424641_a_ 97.6 127.4 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC024951.1 /DB_XREF=gi:19353205 /FEA=FLmRNA /CNT=69 /TID=Mm.219648.1 /TIER=FL+Stack /STK=21 /UG=Mm.219648 /DEF=Mus musculus, Sim
MOE430_2_1424674_at 977.6 1148.9 P P 0.000244 0.000244 0.4 NC 0.003041 gb:AB071697.1 /DB_XREF=gi:19570345 /GEN=ermelin /FEA=FLmRNA /CNT=77 /TID=Mm.21688.1 /TIER=FL+Stack /STK=20 /UG=Mm.21688 /LL=106957 
MOE430_2_1424686_at 240.5 341.5 P P 0.000244 0.000244 0.4 I 0.000035 gb:BC003942.1 /DB_XREF=gi:13278207 /FEA=FLmRNA /CNT=87 /TID=Mm.37505.1 /TIER=FL+Stack /STK=19 /UG=Mm.37505 /DEF=Mus musculus, Simila
MOE430_2_1424693_at 123.3 103.2 P P 0.00293 0.000244 0.4 NC 0.31 gb:AV299914 /DB_XREF=gi:16393235 /DB_XREF=AV299914 /CLONE=5730472D08 /FEA=FLmRNA /CNT=56 /TID=Mm.46025.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1424705_at 38.6 49.2 P P 0.00293 0.000732 0.4 NC 0.02 gb:BC026976.1 /DB_XREF=gi:20071693 /FEA=FLmRNA /CNT=29 /TID=Mm.32561.1 /TIER=FL+Stack /STK=19 /UG=Mm.32561 /DEF=Mus musculus, Simila
MOE430_2_1424712_at 102.9 111.7 P P 0.000244 0.000244 0.4 NC 0.1 gb:AB059278.1 /DB_XREF=gi:17298097 /GEN=elys /FEA=FLmRNA /CNT=126 /TID=Mm.128165.1 /TIER=FL+Stack /STK=18 /UG=Mm.128165 /LL=67783 /
MOE430_2_1424768_at 340.8 457.9 P P 0.000244 0.000244 0.4 NC 0.04 gb:BC019435.1 /DB_XREF=gi:18043855 /FEA=FLmRNA /CNT=234 /TID=Mm.130433.1 /TIER=FL+Stack /STK=16 /UG=Mm.130433 /DEF=Mus musculus, Sim
MOE430_2_1424784_at 11.7 9 P A 0.03 0.08 0.4 NC 0.08 gb:BC024323.1 /DB_XREF=gi:19353046 /FEA=FLmRNA /CNT=46 /TID=Mm.38181.1 /TIER=FL+Stack /STK=16 /UG=Mm.38181 /DEF=Mus musculus, clone 
MOE430_2_1424799_a_ 21.3 19.8 A P 0.09 0.03 0.4 NC 0.03 gb:BC021462.1 /DB_XREF=gi:18204129 /FEA=FLmRNA /CNT=23 /TID=Mm.179483.1 /TIER=FL+Stack /STK=16 /UG=Mm.179483 /LL=74375 /UG_GENE=49
MOE430_2_1424801_at 230.9 329 P P 0.001953 0.00293 0.4 I 0.001832 gb:BQ044016 /DB_XREF=gi:19794227 /DB_XREF=UI-M-EF0-bul-c-24-0-UI.r1 /CLONE=IMAGE:5683535 /FEA=FLmRNA /CNT=104 /TID=Mm.87759.2 /TIE
MOE430_2_1424807_at 1583.4 2003.7 P P 0.000244 0.000244 0.4 I 0.00002 gb:U69176.1 /DB_XREF=gi:1568624 /FEA=FLmRNA /CNT=77 /TID=Mm.2399.1 /TIER=FL+Stack /STK=15 /UG=Mm.2399 /LL=16775 /UG_GENE=Lama4 /D
MOE430_2_1424809_at 24.1 28.2 A A 0.11 0.09 0.4 NC 0.5 gb:BC024462.1 /DB_XREF=gi:19354470 /FEA=FLmRNA /CNT=34 /TID=Mm.23982.1 /TIER=FL+Stack /STK=15 /UG=Mm.23982 /DEF=Mus musculus, similar
MOE430_2_1424810_at 26.8 38.1 P P 0.000244 0.001953 0.4 NC 0.5 gb:BC005776.1 /DB_XREF=gi:13543220 /FEA=FLmRNA /CNT=29 /TID=Mm.220939.1 /TIER=FL+Stack /STK=15 /UG=Mm.220939 /DEF=Mus musculus, clon
MOE430_2_1424813_at 51.5 59.9 P P 0.01 0.00415 0.4 I 0.000389 gb:BC025183.1 /DB_XREF=gi:19484108 /FEA=FLmRNA /CNT=36 /TID=Mm.206990.1 /TIER=FL+Stack /STK=15 /UG=Mm.206990 /DEF=Mus musculus, Sim
MOE430_2_1424840_at 22.1 24.8 P P 0.008057 0.01 0.4 NC 0.48 gb:BC023339.1 /DB_XREF=gi:19483972 /FEA=FLmRNA /CNT=32 /TID=Mm.22519.1 /TIER=FL+Stack /STK=14 /UG=Mm.22519 /LL=71336 /UG_GENE=5230
MOE430_2_1424865_at 6.7 14.3 A A 0.36 0.12 0.4 NC 0.3 gb:BC010821.1 /DB_XREF=gi:14789907 /FEA=FLmRNA /CNT=21 /TID=Mm.46248.1 /TIER=FL+Stack /STK=13 /UG=Mm.46248 /DEF=Mus musculus, clone 



MOE430_2_1424880_at 17.5 28.5 A A 0.14 0.24 0.4 NC 0.42 gb:BC006800.1 /DB_XREF=gi:13905033 /FEA=FLmRNA /CNT=117 /TID=Mm.40298.1 /TIER=FL+Stack /STK=12 /UG=Mm.40298 /DEF=Mus musculus, Simil
MOE430_2_1424882_a_ 864.3 1164.2 P P 0.000244 0.000244 0.4 I 0.000273 gb:BC011230.1 /DB_XREF=gi:15029985 /FEA=FLmRNA /CNT=49 /TID=Mm.30083.1 /TIER=FL+Stack /STK=12 /UG=Mm.30083 /LL=70021 /UG_GENE=2510
MOE430_2_1424887_at 98 155.9 P P 0.00293 0.001953 0.4 NC 0.06 gb:BC012312.1 /DB_XREF=gi:15126781 /FEA=FLmRNA /CNT=43 /TID=Mm.196549.1 /TIER=FL+Stack /STK=12 /UG=Mm.196549 /DEF=Mus musculus, Sim
MOE430_2_1424891_a_ 134.5 181.7 P P 0.001221 0.001221 0.4 I 0.001832 gb:BC012435.1 /DB_XREF=gi:15214616 /FEA=FLmRNA /CNT=49 /TID=Mm.24791.1 /TIER=FL+Stack /STK=12 /UG=Mm.24791 /LL=26951 /UG_GENE=Zw1
MOE430_2_1424895_at 200.6 266 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC021308.1 /DB_XREF=gi:18204661 /FEA=FLmRNA /CNT=32 /TID=Mm.220948.1 /TIER=FL+Stack /STK=12 /UG=Mm.220948 /LL=76123 /UG_GENE=62
MOE430_2_1424925_at 102.6 148.4 P P 0.000244 0.000244 0.4 NC 0.01 gb:BM251069 /DB_XREF=gi:17886339 /DB_XREF=K0859B11-3 /CLONE=K0859B11 /FEA=FLmRNA /CNT=89 /TID=Mm.39716.1 /TIER=Stack /STK=10 /UG
MOE430_2_1424951_at 12.3 20.9 A P 0.06 0.03 0.4 NC 0.16 gb:AK008203.1 /DB_XREF=gi:12842246 /FEA=FLmRNA /CNT=83 /TID=Mm.18814.1 /TIER=Stack /STK=25 /UG=Mm.18814 /LL=66898 /UG_GENE=1300006
MOE430_2_1424957_at 1.5 1.4 A A 0.87 0.82 0.4 NC 0.05 gb:BC019130.1 /DB_XREF=gi:17512316 /FEA=FLmRNA /CNT=48 /TID=Mm.31816.1 /TIER=ConsEnd /STK=0 /UG=Mm.31816 /DEF=Mus musculus, clone M
MOE430_2_1424972_at 5.8 9.4 A A 0.3 0.33 0.4 NC 0.5 gb:BF466910 /DB_XREF=gi:11536093 /DB_XREF=UI-M-CG0p-brb-d-12-0-UI.s1 /CLONE=UI-M-CG0p-brb-d-12-0-UI /FEA=FLmRNA /CNT=27 /TID=Mm.
MOE430_2_1424984_at 33 33.9 P P 0.04 0.01 0.4 NC 0.1 gb:BG965874 /DB_XREF=gi:14353498 /DB_XREF=602829640F1 /CLONE=IMAGE:4984545 /FEA=FLmRNA /CNT=145 /TID=Mm.31319.1 /TIER=ConsEnd /ST
MOE430_2_1425003_at 13.1 21.3 A A 0.21 0.19 0.4 NC 0.19 gb:BC022133.1 /DB_XREF=gi:18381076 /FEA=FLmRNA /CNT=21 /TID=Mm.27361.1 /TIER=FL+Stack /STK=9 /UG=Mm.27361 /DEF=Mus musculus, clone M
MOE430_2_1425018_at 823.5 1256 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC010486.1 /DB_XREF=gi:14714689 /FEA=FLmRNA /CNT=59 /TID=Mm.180165.1 /TIER=FL+Stack /STK=8 /UG=Mm.180165 /LL=68995 /UG_GENE=150
MOE430_2_1425031_at 9 12.8 A A 0.43 0.11 0.4 NC 0.007788 gb:AB077383.1 /DB_XREF=gi:19911308 /GEN=Fukutin /FEA=FLmRNA /CNT=24 /TID=Mm.153723.1 /TIER=FL+Stack /STK=8 /UG=Mm.153723 /DEF=Mus 
MOE430_2_1425035_s_ 1.4 2.1 A A 0.88 0.69 0.4 NC 0.5 gb:AF220524.1 /DB_XREF=gi:8163825 /FEA=FLmRNA /CNT=15 /TID=Mm.13433.1 /TIER=FL+Stack /STK=8 /UG=Mm.13433 /LL=54427 /UG_GENE=Dnmt3
MOE430_2_1425050_at 77.9 95 P P 0.000244 0.000244 0.4 I 0.001832 gb:BC016576.1 /DB_XREF=gi:16741529 /FEA=FLmRNA /CNT=170 /TID=Mm.182574.1 /TIER=FL /STK=7 /UG=Mm.182574 /LL=66307 /UG_GENE=2610034
MOE430_2_1425051_at 143.7 189.3 P P 0.00293 0.001221 0.4 I 0.000023 gb:AY035213.1 /DB_XREF=gi:14572525 /FEA=FLmRNA /CNT=170 /TID=Mm.182574.1 /TIER=FL /STK=1 /UG=Mm.182574 /LL=66307 /UG_GENE=2610034
MOE430_2_1425077_at 19.8 28.3 A A 0.09 0.08 0.4 NC 0.5 gb:AI606403 /DB_XREF=gi:4615570 /DB_XREF=mr62b11.y1 /CLONE=IMAGE:602013 /FEA=FLmRNA /CNT=19 /TID=Mm.108596.1 /TIER=ConsEnd /STK=0 
MOE430_2_1425100_a_ 11.3 15.2 P P 0.001953 0.008057 0.4 NC 0.13 gb:BC014723.1 /DB_XREF=gi:15928490 /FEA=FLmRNA /CNT=10 /TID=Mm.39200.2 /TIER=FL /STK=7 /UG=Mm.39200 /LL=18588 /UG_GENE=Pde6g /DEF
MOE430_2_1425105_at 4.6 6.1 A A 0.56 0.5 0.4 NC 0.5 gb:BC017610.1 /DB_XREF=gi:17160876 /FEA=FLmRNA /CNT=84 /TID=Mm.151562.1 /TIER=FL /STK=6 /UG=Mm.151562 /DEF=Mus musculus, Similar to re
MOE430_2_1425109_at 14.5 18.2 A P 0.11 0.03 0.4 NC 0.4 gb:BC025548.1 /DB_XREF=gi:19343733 /FEA=FLmRNA /CNT=27 /TID=Mm.33062.1 /TIER=FL /STK=6 /UG=Mm.33062 /DEF=Mus musculus, clone MGC:38
MOE430_2_1425142_a_ 611.7 811.4 P P 0.000244 0.000244 0.4 MI 0.00249 gb:BC011172.1 /DB_XREF=gi:15029895 /FEA=FLmRNA /CNT=62 /TID=Mm.156892.2 /TIER=FL /STK=5 /UG=Mm.156892 /LL=11991 /UG_GENE=Hnrpd /D
MOE430_2_1425197_at 18.9 25 P P 0.000244 0.00415 0.4 NC 0.5 gb:BC008269.1 /DB_XREF=gi:14198419 /FEA=FLmRNA /CNT=41 /TID=Mm.985.2 /TIER=FL /STK=4 /UG=Mm.985 /LL=19255 /UG_GENE=Ptpn2 /DEF=Mus
MOE430_2_1425213_at 13.4 23.1 A P 0.12 0.03 0.4 NC 0.36 gb:BC025646.1 /DB_XREF=gi:19343910 /FEA=FLmRNA /CNT=16 /TID=Mm.44355.1 /TIER=FL /STK=4 /UG=Mm.44355 /LL=76886 /UG_GENE=6430514L14
MOE430_2_1425214_at 0.7 0.9 A A 0.88 0.96 0.4 NC 0.5 gb:BC027331.1 /DB_XREF=gi:20071064 /FEA=FLmRNA /CNT=15 /TID=Mm.32929.1 /TIER=FL /STK=4 /UG=Mm.32929 /DEF=Mus musculus, clone MGC:28
MOE430_2_1425249_a_ 46.2 58.5 A A 0.08 0.09 0.4 NC 0.05 gb:AB000828.1 /DB_XREF=gi:1871412 /GEN=tk19-2 /FEA=FLmRNA /CNT=7 /TID=Mm.2901.3 /TIER=FL /STK=1 /UG=Mm.2901 /LL=22174 /DEF=Mouse m
MOE430_2_1425257_at 0.4 0.5 A A 0.96 0.96 0.4 NC 0.5 gb:BC016076.1 /DB_XREF=gi:16359218 /FEA=FLmRNA /CNT=5 /TID=Mm.123934.1 /TIER=FL /STK=4 /UG=Mm.123934 /DEF=Mus musculus, Similar to cyt
MOE430_2_1425261_at 19.1 18.3 P P 0.000732 0.005859 0.4 NC 0.37 gb:BC011319.1 /DB_XREF=gi:15030132 /FEA=FLmRNA /CNT=157 /TID=Mm.3402.1 /TIER=FL /STK=1 /UG=Mm.3402 /LL=12611 /UG_GENE=Cebpg /DEF=
MOE430_2_1425319_s_ 74.2 91.3 P P 0.000244 0.000732 0.4 NC 0.02 gb:BC021443.1 /DB_XREF=gi:18204053 /FEA=FLmRNA /CNT=4 /TID=Mm.196130.1 /TIER=FL /STK=3 /UG=Mm.196130 /LL=68788 /UG_GENE=1110050F0
MOE430_2_1425384_a_ 60.2 66.3 P P 0.03 0.01 0.4 NC 0.06 gb:BC006649.1 /DB_XREF=gi:13879347 /FEA=FLmRNA /CNT=9 /TID=Mm.152490.1 /TIER=FL /STK=2 /UG=Mm.152490 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425403_at 53.5 76.8 P P 0.001953 0.00293 0.4 NC 0.05 gb:BC024584.1 /DB_XREF=gi:19353647 /FEA=FLmRNA /CNT=5 /TID=Mm.76786.1 /TIER=FL /STK=2 /UG=Mm.76786 /DEF=Mus musculus, Similar to KIAA
MOE430_2_1425420_s_ 44.6 59.2 P P 0.008057 0.001953 0.4 NC 0.00712 gb:AY015061.1 /DB_XREF=gi:17220748 /GEN=Lats2 /FEA=FLmRNA /CNT=3 /TID=Mm.213201.1 /TIER=FL /STK=2 /UG=Mm.213201 /DEF=Mus musculus 
MOE430_2_1425466_at 243 319.8 P P 0.000732 0.000732 0.4 NC 0.01 gb:AV317107 /DB_XREF=gi:15406095 /DB_XREF=AV317107 /CLONE=5832409A09 /FEA=FLmRNA /CNT=135 /TID=Mm.203885.2 /TIER=Stack /STK=13 /U
MOE430_2_1425471_x_ 5.6 8.1 A A 0.5 0.33 0.4 NC 0.5 gb:BC003855.1 /DB_XREF=gi:13277980 /FEA=FLmRNA /CNT=238 /TID=Mm.1232.1 /TIER=FL /STK=1 /UG=Mm.1232 /DEF=Mus musculus, clone MGC:643
MOE430_2_1425480_at 123.9 170.5 P P 0.000244 0.000244 0.4 NC 0.02 gb:AI035718 /DB_XREF=gi:3259409 /DB_XREF=ue20c06.x1 /CLONE=IMAGE:1480906 /FEA=FLmRNA /CNT=159 /TID=Mm.28374.1 /TIER=Stack /STK=50 /
MOE430_2_1425491_at 72.3 101.2 P P 0.000244 0.000244 0.4 I 0.000088 gb:D16250.1 /DB_XREF=gi:577633 /FEA=FLmRNA /CNT=157 /TID=Mm.140965.1 /TIER=FL /STK=1 /UG=Mm.140965 /LL=12166 /UG_GENE=Bmpr1a /DEF
MOE430_2_1425493_at 80.9 105.3 P P 0.000732 0.000244 0.4 NC 0.03 gb:AV233519 /DB_XREF=gi:16386052 /DB_XREF=AV233519 /CLONE=4632425G16 /FEA=FLmRNA /CNT=157 /TID=Mm.140965.1 /TIER=Stack /STK=21 /
MOE430_2_1425501_at 0.6 0.5 A A 0.96 0.87 0.4 NC 0.16 gb:BI079507 /DB_XREF=gi:14497837 /DB_XREF=602876317F1 /CLONE=IMAGE:5008012 /FEA=FLmRNA /CNT=102 /TID=Mm.1232.2 /TIER=ConsEnd /STK
MOE430_2_1425610_s_ 141.3 168.9 P P 0.000732 0.000732 0.4 NC 0.06 gb:AF348968.1 /DB_XREF=gi:13650038 /FEA=FLmRNA /CNT=20 /TID=Mm.221050.1 /TIER=FL /STK=1 /UG=Mm.221050 /LL=108148 /UG_GENE=Galnt2 /
MOE430_2_1425624_at 25.5 39.9 P P 0.001953 0.001221 0.4 NC 0.2 gb:BC018474.1 /DB_XREF=gi:17391116 /FEA=FLmRNA /CNT=15 /TID=Mm.209005.1 /TIER=FL /STK=1 /UG=Mm.209005 /DEF=Mus musculus, Similar to K
MOE430_2_1425635_at 12.5 15 A A 0.14 0.17 0.4 NC 0.26 gb:AF307746.1 /DB_XREF=gi:15824597 /GEN=Kos1 /FEA=FLmRNA /CNT=11 /TID=Mm.28874.2 /TIER=FL /STK=1 /UG=Mm.28874 /LL=83813 /DEF=Mus m
MOE430_2_1425649_at 57.8 74.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC021530.1 /DB_XREF=gi:18204548 /FEA=FLmRNA /CNT=15 /TID=Mm.44087.1 /TIER=FL /STK=1 /UG=Mm.44087 /DEF=Mus musculus, clone MGC:38
MOE430_2_1425665_a_ 243.3 298.4 P P 0.000732 0.000732 0.4 I 0.001832 gb:BC005543.1 /DB_XREF=gi:13542672 /FEA=FLmRNA /CNT=13 /TID=Mm.12848.2 /TIER=FL /STK=1 /UG=Mm.12848 /LL=24067 /UG_GENE=Srp54 /DEF
MOE430_2_1425692_a_ 0.7 1.2 A A 0.88 0.6 0.4 NC 0.1 gb:AF363577.1 /DB_XREF=gi:14335467 /GEN=Dnahc8 /FEA=FLmRNA /CNT=14 /TID=Mm.108242.2 /TIER=FL /STK=1 /UG=Mm.108242 /LL=13417 /DEF=M
MOE430_2_1425755_at 10.9 14.2 A P 0.06 0.000244 0.4 NC 0.007788 gb:U32332.1 /DB_XREF=gi:1229159 /GEN=MTCP1 /FEA=FLmRNA /CNT=7 /TID=Mm.16366.2 /TIER=FL /STK=1 /UG=Mm.16366 /LL=17763 /DEF=Mus mu
MOE430_2_1425781_a_ 12.4 19.4 P A 0.03 0.08 0.4 NC 0.06 gb:U85714.1 /DB_XREF=gi:4099296 /FEA=FLmRNA /CNT=5 /TID=Mm.42083.3 /TIER=FL /STK=1 /UG=Mm.42083 /LL=18795 /UG_GENE=Plcb1 /DEF=Mus 
MOE430_2_1425790_a_ 0.9 1.8 A A 0.99 0.95 0.4 NC 0.23 gb:D10054.1 /DB_XREF=gi:220408 /GEN=pGluRbeta-2 /FEA=FLmRNA /CNT=4 /TID=Mm.5135.2 /TIER=FL /STK=1 /UG=Mm.5135 /LL=14806 /DEF=Mus m
MOE430_2_1425865_a_ 61.5 82.9 P P 0.01 0.008057 0.4 NC 0.14 gb:U66057.1 /DB_XREF=gi:1794220 /FEA=FLmRNA /CNT=3 /TID=Mm.1411.2 /TIER=FL /STK=1 /UG=Mm.1411 /LL=16882 /UG_GENE=Lig3 /DEF=Mus mus
MOE430_2_1425872_at 4.5 5.3 A A 0.56 0.18 0.4 NC 0.18 gb:D86419.1 /DB_XREF=gi:1944392 /FEA=FLmRNA /CNT=10 /TID=Mm.6973.2 /TIER=FL /STK=1 /UG=Mm.6973 /LL=16700 /UG_GENE=Krtap6-1 /DEF=M
MOE430_2_1425968_s_ 72.1 88 P P 0.03 0.01 0.4 I 0.000966 gb:AF215896.1 /DB_XREF=gi:11385415 /GEN=Speg /FEA=FLmRNA /CNT=1 /TID=Mm.2104.2 /TIER=FL /STK=1 /UG=Mm.2104 /LL=11790 /DEF=Mus mus
MOE430_2_1425983_x_ 82.2 76.4 P M 0.03 0.05 0.4 NC 0.07 gb:AF208292.1 /DB_XREF=gi:11907600 /FEA=FLmRNA /CNT=1 /TID=Mm.20934.3 /TIER=FL /STK=1 /UG=Mm.20934 /LL=15258 /UG_GENE=Hipk2 /DEF=M
MOE430_2_1426015_s_ 217.1 253.7 P P 0.000244 0.000244 0.4 I 0.000774 gb:AF302653.2 /DB_XREF=gi:16507230 /FEA=FLmRNA /CNT=1 /TID=Mm.3088.4 /TIER=FL /STK=1 /UG=Mm.3088 /LL=65973 /UG_GENE=Asph /DEF=Mus
MOE430_2_1426023_a_ 31 30.4 P P 0.008057 0.00293 0.4 NC 0.09 gb:AF248489.1 /DB_XREF=gi:8650500 /FEA=FLmRNA /CNT=1 /TID=Mm.7087.3 /TIER=FL /STK=1 /UG=Mm.7087 /LL=54189 /UG_GENE=Rab5ep-pending /
MOE430_2_1426024_a_ 318.1 413.1 P P 0.000244 0.000244 0.4 NC 0.002753 gb:AF187147.1 /DB_XREF=gi:6694226 /FEA=FLmRNA /CNT=1 /TID=Mm.19016.4 /TIER=FL /STK=1 /UG=Mm.19016 /LL=56320 /UG_GENE=Dbn1 /DEF=Mu
MOE430_2_1426060_at 50 84.7 P P 0.005859 0.001953 0.4 I 0.000692 gb:BC007159.1 /DB_XREF=gi:13938088 /FEA=FLmRNA /CNT=1 /TID=Mm.212861.1 /TIER=FL /STK=1 /UG=Mm.212861 /DEF=Mus musculus, Similar to L1
MOE430_2_1426103_a_ 0.6 1.6 A A 0.91 0.88 0.4 NC 0.51 gb:AY054413.1 /DB_XREF=gi:16580152 /FEA=FLmRNA /CNT=1 /TID=Mm.2561.2 /TIER=FL /STK=1 /UG=Mm.2561 /LL=13983 /UG_GENE=Esr2 /DEF=Mus
MOE430_2_1426115_a_ 3.7 5.1 A A 0.63 0.52 0.4 NC 0.21 gb:AF130860.1 /DB_XREF=gi:4838486 /GEN=Kir3.3 /FEA=FLmRNA /CNT=1 /TID=Mm.4278.2 /TIER=FL /STK=1 /UG=Mm.4278 /LL=16524 /DEF=Mus musc
MOE430_2_1426136_x_ 12.9 18.9 A A 0.43 0.33 0.4 NC 0.22 gb:AF288380.1 /DB_XREF=gi:9716705 /FEA=FLmRNA /CNT=1 /TID=Mm.197614.1 /TIER=FL /STK=1 /UG=Mm.197614 /LL=93968 /UG_GENE=Klra21 /DEF
MOE430_2_1426159_x_ 25.7 21.7 A A 0.09 0.09 0.4 NC 0.26 gb:U46841.1 /DB_XREF=gi:1438897 /FEA=FLmRNA /CNT=1 /TID=Mm.157012.6 /TIER=FL /STK=1 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /DE
MOE430_2_1426160_a_ 260.7 360.8 P P 0.000244 0.000244 0.4 I 0.000774 gb:AF062076.1 /DB_XREF=gi:4106341 /GEN=Psk /FEA=FLmRNA /CNT=1 /TID=Mm.17461.3 /TIER=FL /STK=1 /UG=Mm.17461 /LL=20872 /DEF=Mus mus
MOE430_2_1426208_x_ 1142.9 1543.1 P P 0.000244 0.000244 0.4 I 0.000052 gb:AF147785.1 /DB_XREF=gi:6978025 /GEN=Zac1 /FEA=FLmRNA /CNT=92 /TID=Mm.220978.3 /TIER=FL+Stack /STK=75 /UG=Mm.220978 /LL=22634 /D
MOE430_2_1426230_at 22.5 29.9 P A 0.03 0.09 0.4 NC 0.55 gb:AK016616.1 /DB_XREF=gi:12855448 /GEN=Sphk2 /FEA=FLmRNA /CNT=71 /TID=Mm.24222.2 /TIER=ConsEnd /STK=2 /UG=Mm.24222 /LL=56632 /UG
MOE430_2_1426273_at 13.2 16 A A 0.11 0.11 0.4 NC 0.26 gb:BG070844 /DB_XREF=gi:12553501 /DB_XREF=H3092G11-3 /CLONE=H3092G11 /FEA=FLmRNA /CNT=42 /TID=Mm.41572.2 /TIER=ConsEnd /STK=2 /
MOE430_2_1426276_at 30.2 42.9 P P 0.03 0.01 0.4 MI 0.002032 gb:AY075132.1 /DB_XREF=gi:18698980 /FEA=FLmRNA /CNT=57 /TID=Mm.21551.1 /TIER=FL+Stack /STK=14 /UG=Mm.21551 /LL=71586 /UG_GENE=9130
MOE430_2_1426285_at 14 15.2 A A 0.3 0.11 0.4 NC 0.07 gb:U12147.1 /DB_XREF=gi:699109 /FEA=FLmRNA /CNT=44 /TID=Mm.3987.1 /TIER=FL+Stack /STK=12 /UG=Mm.3987 /LL=16773 /UG_GENE=Lama2 /DE
MOE430_2_1426301_at 133.1 184.3 P P 0.000732 0.000244 0.4 NC 0.00712 gb:BF583242 /DB_XREF=gi:11656960 /DB_XREF=602101703F1 /CLONE=IMAGE:4224768 /FEA=FLmRNA /CNT=60 /TID=Mm.2877.1 /TIER=ConsEnd /STK
MOE430_2_1426321_at 1.5 0.7 A A 0.53 0.82 0.4 NC 0.5 gb:AY075134.1 /DB_XREF=gi:18699000 /GEN=Tbx4 /FEA=FLmRNA /CNT=3 /TID=Mm.218789.1 /TIER=FL /STK=1 /UG=Mm.218789 /DEF=Mus musculus T
MOE430_2_1426349_s_ 281.2 391.8 P P 0.000244 0.000244 0.4 I 0.00004 gb:AW547481 /DB_XREF=gi:7192895 /DB_XREF=L0022G10-3 /CLONE=L0022G10 /FEA=FLmRNA /CNT=239 /TID=Mm.124.6 /TIER=Stack /STK=87 /UG=M
MOE430_2_1426392_a_ 1515 1742.7 P P 0.000732 0.000244 0.4 MI 0.00249 gb:BE372352 /DB_XREF=gi:9317715 /DB_XREF=601223481F1 /CLONE=IMAGE:3581852 /FEA=FLmRNA /CNT=311 /TID=Mm.183102.1 /TIER=Stack /STK=
MOE430_2_1426395_s_ 40 49.2 P P 0.000244 0.000244 0.4 NC 0.02 gb:BC006055.1 /DB_XREF=gi:13543812 /FEA=FLmRNA /CNT=142 /TID=Mm.27695.1 /TIER=ConsEnd /STK=0 /UG=Mm.27695 /DEF=Mus musculus, Similar
MOE430_2_1426417_at 19.5 38.1 P P 0.008057 0.00415 0.4 NC 0.21 gb:BB523346 /DB_XREF=gi:16443810 /DB_XREF=BB523346 /CLONE=D930013L23 /FEA=FLmRNA /CNT=127 /TID=Mm.41891.2 /TIER=ConsEnd /STK=1 /
MOE430_2_1426421_s_ 41.9 60 P P 0.000732 0.000244 0.4 NC 0.005933 gb:AK005802.1 /DB_XREF=gi:12838563 /FEA=FLmRNA /CNT=57 /TID=Mm.218576.1 /TIER=ConsEnd /STK=2 /UG=Mm.218576 /LL=74213 /UG_GENE=170
MOE430_2_1426426_at 279.1 382 P P 0.000244 0.000244 0.4 I 0.000101 gb:AV111031 /DB_XREF=gi:16381970 /DB_XREF=AV111031 /CLONE=2600016F01 /FEA=FLmRNA /CNT=114 /TID=Mm.21693.1 /TIER=Stack /STK=22 /U
MOE430_2_1426453_at 659.5 892.1 P P 0.000244 0.000244 0.4 I 0.000774 gb:AW763881 /DB_XREF=gi:7695826 /DB_XREF=ur67a09.x1 /CLONE=IMAGE:3155320 /FEA=FLmRNA /CNT=138 /TID=Mm.41933.1 /TIER=Stack /STK=15 
MOE430_2_1426455_at 34.6 37.2 P P 0.008057 0.000732 0.4 NC 0.05 gb:AK014025.1 /DB_XREF=gi:12851647 /FEA=FLmRNA /CNT=30 /TID=Mm.86692.1 /TIER=Stack /STK=15 /UG=Mm.86692 /LL=67285 /UG_GENE=Sdccag1
MOE430_2_1426457_at 266.7 356.8 P P 0.000244 0.000244 0.4 I 0.000692 gb:BE852367 /DB_XREF=gi:10310706 /DB_XREF=uw19e01.x1 /CLONE=IMAGE:3417144 /FEA=FLmRNA /CNT=217 /TID=Mm.36769.2 /TIER=Stack /STK=1
MOE430_2_1426476_at 139.5 182.5 P P 0.000244 0.000244 0.4 NC 0.003041 gb:AA881632 /DB_XREF=gi:2990942 /DB_XREF=vx21a04.r1 /CLONE=IMAGE:1265070 /FEA=FLmRNA /CNT=120 /TID=Mm.153637.1 /TIER=Stack /STK=11
MOE430_2_1426489_s_ 223.6 277.7 P P 0.000244 0.000732 0.4 NC 0.004481 gb:AV235863 /DB_XREF=gi:15405102 /DB_XREF=AV235863 /CLONE=4732407M07 /FEA=FLmRNA /CNT=138 /TID=Mm.36685.1 /TIER=Stack /STK=9 /UG
MOE430_2_1426505_at 0.7 1.1 A A 0.88 0.85 0.4 NC 0.5 gb:BB201368 /DB_XREF=gi:15409713 /DB_XREF=BB201368 /CLONE=A430036M05 /FEA=FLmRNA /CNT=33 /TID=Mm.214572.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426508_at 20.1 25.8 A A 0.17 0.21 0.4 NC 0.16 gb:BB183081 /DB_XREF=gi:16270193 /DB_XREF=BB183081 /CLONE=A230103O17 /FEA=FLmRNA /CNT=19 /TID=Mm.1239.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1426539_at 32.7 32.6 P P 0.008057 0.01 0.4 MI 0.00225 gb:AI117611 /DB_XREF=gi:3517935 /DB_XREF=ui48a04.x1 /CLONE=IMAGE:1885614 /FEA=FLmRNA /CNT=125 /TID=Mm.34489.1 /TIER=Stack /STK=25 /
MOE430_2_1426545_at 60.3 63.6 P P 0.00293 0.000244 0.4 NC 0.03 gb:BG067897 /DB_XREF=gi:12550466 /DB_XREF=H3059D11-3 /CLONE=H3059D11 /FEA=FLmRNA /CNT=49 /TID=Mm.22829.1 /TIER=Stack /STK=24 /UG
MOE430_2_1426547_at 0.3 1.3 A A 0.92 0.87 0.4 NC 0.26 gb:AI195150 /DB_XREF=gi:3747756 /DB_XREF=ui61c05.x1 /CLONE=IMAGE:1886888 /FEA=FLmRNA /CNT=218 /TID=Mm.196595.1 /TIER=Stack /STK=22 
MOE430_2_1426559_at 86.4 135.3 P P 0.000244 0.000244 0.4 NC 0.02 gb:BG065326 /DB_XREF=gi:12547889 /DB_XREF=H3029G10-3 /CLONE=H3029G10 /FEA=FLmRNA /CNT=59 /TID=Mm.218521.1 /TIER=Stack /STK=18 /U
MOE430_2_1426583_at 144.5 173.3 P P 0.000244 0.000244 0.4 NC 0.01 gb:BM119623 /DB_XREF=gi:17087649 /DB_XREF=L0928D01-3 /CLONE=L0928D01 /FEA=FLmRNA /CNT=69 /TID=Mm.3466.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1426610_a_ 45.4 61.5 P P 0.008057 0.001221 0.4 NC 0.01 gb:AW545934 /DB_XREF=gi:7191401 /DB_XREF=L0002A05-3 /CLONE=L0002A05 /FEA=FLmRNA /CNT=20 /TID=Mm.117043.2 /TIER=Stack /STK=10 /UG
MOE430_2_1426657_s_ 252.7 406.3 P P 0.000244 0.000244 0.4 I 0.000052 gb:L21027.1 /DB_XREF=gi:398584 /GEN=A10 /FEA=mRNA /CNT=284 /TID=Mm.16898.1 /TIER=Stack /STK=149 /UG=Mm.16898 /LL=50895 /UG_TITLE=3-
MOE430_2_1426671_a_ 191.7 263.4 P P 0.000244 0.000244 0.4 I 0.000167 gb:BG862129 /DB_XREF=gi:14212667 /DB_XREF=602795688F1 /CLONE=IMAGE:4916973 /FEA=mRNA /CNT=173 /TID=Mm.17307.2 /TIER=Stack /STK=12
MOE430_2_1426700_a_ 133.4 180 P P 0.000244 0.000244 0.4 NC 0.11 gb:AW552018 /DB_XREF=gi:7197441 /DB_XREF=L0207B04-3 /CLONE=L0207B04 /FEA=mRNA /CNT=155 /TID=Mm.32580.1 /TIER=Stack /STK=108 /UG=
MOE430_2_1426721_s_ 191.3 236.6 P P 0.001953 0.001221 0.4 I 0.001201 gb:BB667071 /DB_XREF=gi:16398520 /DB_XREF=BB667071 /CLONE=2310056N24 /FEA=mRNA /CNT=248 /TID=Mm.21712.1 /TIER=Stack /STK=92 /UG=
MOE430_2_1426737_at 29.5 48.1 P P 0.001221 0.000244 0.4 I 0.000966 gb:AW229713 /DB_XREF=gi:6559009 /DB_XREF=uo42d02.y1 /CLONE=IMAGE:2645187 /FEA=mRNA /CNT=187 /TID=Mm.20925.1 /TIER=ConsEnd /STK=0 
MOE430_2_1426773_at 52.4 64.8 P P 0.00293 0.01 0.4 NC 0.31 gb:AK018181.1 /DB_XREF=gi:12857782 /FEA=mRNA /CNT=127 /TID=Mm.218574.1 /TIER=Stack /STK=71 /UG=Mm.218574 /LL=67414 /UG_GENE=633041
MOE430_2_1426784_at 259.9 288 P P 0.001953 0.000244 0.4 I 0.000167 gb:AV077293 /DB_XREF=gi:16381055 /DB_XREF=AV077293 /CLONE=2210023F24 /FEA=mRNA /CNT=114 /TID=Mm.5510.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1426789_s_ 795.4 1105.2 P P 0.000244 0.000244 0.4 NC 0.005933 gb:BG067006 /DB_XREF=gi:12549575 /DB_XREF=H3049E06-3 /CLONE=H3049E06 /FEA=mRNA /CNT=190 /TID=Mm.200837.1 /TIER=Stack /STK=66 /UG
MOE430_2_1426790_at 787.4 1154.6 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC024835.1 /DB_XREF=gi:19353659 /FEA=mRNA /CNT=190 /TID=Mm.200837.1 /TIER=Stack /STK=17 /UG=Mm.200837 /UG_TITLE=Mus musculus, clo
MOE430_2_1426869_at 364.3 393.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:BB005556 /DB_XREF=gi:16214917 /DB_XREF=BB005556 /CLONE=4732467A04 /FEA=mRNA /CNT=53 /TID=Mm.41561.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1426870_at 128.7 194.9 P P 0.000244 0.000732 0.4 NC 0.009292 gb:BB134619 /DB_XREF=gi:15408452 /DB_XREF=BB134619 /CLONE=9830116M15 /FEA=mRNA /CNT=102 /TID=Mm.40299.1 /TIER=Stack /STK=47 /UG=
MOE430_2_1426879_at 232 297.5 P P 0.00293 0.001953 0.4 NC 0.06 gb:AK004493.1 /DB_XREF=gi:12835703 /FEA=mRNA /CNT=67 /TID=Mm.45758.1 /TIER=Stack /STK=45 /UG=Mm.45758 /LL=98685 /UG_GENE=1190005F2
MOE430_2_1426884_at 164.7 255.8 P P 0.000244 0.000244 0.4 I 0.000052 gb:BG795169 /DB_XREF=gi:14130739 /DB_XREF=UTSW_SM2E8 /CLONE=UTSW_SM2E8 /FEA=mRNA /CNT=156 /TID=Mm.28474.1 /TIER=Stack /STK=44 
MOE430_2_1426891_at 113.5 164.1 P P 0.000732 0.001221 0.4 NC 0.5 gb:BB030180 /DB_XREF=gi:15403559 /DB_XREF=BB030180 /CLONE=5830452I23 /FEA=mRNA /CNT=61 /TID=Mm.206164.1 /TIER=Stack /STK=43 /UG=M
MOE430_2_1426905_a_ 453.2 638 P P 0.000244 0.000244 0.4 I 0.000492 gb:BB483613 /DB_XREF=gi:16441061 /DB_XREF=BB483613 /CLONE=D430021F16 /FEA=mRNA /CNT=225 /TID=Mm.21762.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1426911_at 0.2 0.3 A A 0.97 0.99 0.4 NC 0.76 gb:BC004663.1 /DB_XREF=gi:13435571 /FEA=mRNA /CNT=84 /TID=Mm.4163.2 /TIER=Stack /STK=40 /UG=Mm.4163 /LL=13506 /UG_GENE=Dsc2 /DEF=M
MOE430_2_1426996_at 11.7 18.7 A A 0.3 0.08 0.4 NC 0.3 gb:AW456841 /DB_XREF=gi:7027058 /DB_XREF=UI-M-BH3-aqz-a-10-0-UI.s1 /CLONE=UI-M-BH3-aqz-a-10-0-UI /FEA=mRNA /CNT=63 /TID=Mm.24508
MOE430_2_1427003_at 82.6 113.2 P P 0.001953 0.001953 0.4 NC 0.18 gb:BG071726 /DB_XREF=gi:12554295 /DB_XREF=H3102E02-3 /CLONE=H3102E02 /FEA=mRNA /CNT=89 /TID=Mm.3785.4 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1427005_at 1832.2 2451.7 P P 0.000732 0.000732 0.4 I 0.00002 gb:BM234765 /DB_XREF=gi:17870035 /DB_XREF=K0406B03-3 /CLONE=K0406B03 /FEA=mRNA /CNT=128 /TID=Mm.380.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1427044_a_ 1.1 0.9 A A 0.91 0.93 0.4 NC 0.5 gb:BQ177140 /DB_XREF=gi:20352632 /DB_XREF=UI-M-DJ2-bwa-p-23-0-UI.s1 /CLONE=UI-M-DJ2-bwa-p-23-0-UI /FEA=mRNA /CNT=44 /TID=Mm.397
MOE430_2_1427063_at 11.9 15.8 P P 0.01 0.008057 0.4 NC 0.19 gb:AK017241.1 /DB_XREF=gi:12856379 /FEA=mRNA /CNT=41 /TID=Mm.116811.1 /TIER=Stack /STK=20 /UG=Mm.116811 /LL=76680 /UG_GENE=5330417
MOE430_2_1427094_at 171.8 190.4 P P 0.000732 0.000244 0.4 I 0.000052 gb:AF036898.1 /DB_XREF=gi:2832261 /FEA=mRNA /CNT=31 /TID=Mm.9199.1 /TIER=Stack /STK=18 /UG=Mm.9199 /LL=18974 /UG_GENE=Pole2 /DEF=M
MOE430_2_1427096_s_ 23.7 38.4 A A 0.11 0.06 0.4 NC 0.06 gb:AV051818 /DB_XREF=gi:5137590 /DB_XREF=AV051818 /CLONE=1810019P05 /FEA=mRNA /CNT=27 /TID=Mm.200990.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1427097_at 82.6 120.3 P P 0.00415 0.001953 0.4 I 0.000552 gb:BB821521 /DB_XREF=gi:16994150 /DB_XREF=BB821521 /CLONE=G830012D05 /FEA=mRNA /CNT=181 /TID=Mm.78312.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1427171_at 76.8 110.8 P P 0.000244 0.000244 0.4 NC 0.01 gb:BF020283 /DB_XREF=gi:10751615 /DB_XREF=uw63f04.x1 /CLONE=IMAGE:3466687 /FEA=mRNA /CNT=30 /TID=Mm.68846.1 /TIER=Stack /STK=12 /U
MOE430_2_1427186_a_ 37.4 37 P P 0.000732 0.001221 0.4 NC 0.33 gb:AV255689 /DB_XREF=gi:16388225 /DB_XREF=AV255689 /CLONE=4921522B08 /FEA=mRNA /CNT=155 /TID=Mm.87279.3 /TIER=Stack /STK=38 /UG=
MOE430_2_1427187_at 36.8 45.4 A A 0.06 0.17 0.4 NC 0.29 gb:AV319801 /DB_XREF=gi:16394906 /DB_XREF=AV319801 /CLONE=6030413G23 /FEA=mRNA /CNT=54 /TID=Mm.87547.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427197_at 37.1 44.4 P P 0.000732 0.00293 0.4 NC 0.01 gb:AF236887.1 /DB_XREF=gi:7385180 /GEN=Atr /FEA=mRNA /CNT=14 /TID=Mm.72199.1 /TIER=Stack /STK=10 /UG=Mm.72199 /LL=11986 /DEF=Mus m
MOE430_2_1427211_at 1.6 2.5 A A 0.79 0.72 0.4 NC 0.31 gb:AA727386 /DB_XREF=gi:2745093 /DB_XREF=vu99e01.r1 /CLONE=IMAGE:1210296 /FEA=mRNA /CNT=28 /TID=Mm.13979.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1427238_at 12.9 16.7 P P 0.01 0.001953 0.4 NC 0.08 gb:AF176530.1 /DB_XREF=gi:6456111 /FEA=mRNA /CNT=65 /TID=Mm.28369.1 /TIER=Stack /STK=47 /UG=Mm.28369 /LL=50764 /UG_GENE=Fbxo15 /DE
MOE430_2_1427254_at 21.8 34 M P 0.05 0.03 0.4 NC 0.09 gb:BC027167.1 /DB_XREF=gi:20071802 /FEA=mRNA /CNT=67 /TID=Mm.27140.1 /TIER=Stack /STK=23 /UG=Mm.27140 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427256_at 2498.3 2902.1 P P 0.000244 0.000244 0.4 I 0.000492 gb:BI692925 /DB_XREF=gi:15655554 /DB_XREF=603344648F1 /CLONE=IMAGE:5372410 /FEA=mRNA /CNT=109 /TID=Mm.4575.3 /TIER=Stack /STK=22 /
MOE430_2_1427262_at 115.9 130.3 P P 0.000244 0.000244 0.4 NC 0.3 gb:L04961.1 /DB_XREF=gi:202420 /FEA=mRNA /CNT=151 /TID=Mm.4095.1 /TIER=Stack /STK=19 /UG=Mm.4095 /LL=22438 /UG_GENE=Xist /UG_TITLE=
MOE430_2_1427263_at 61.6 89.2 P P 0.000732 0.000732 0.4 NC 0.13 gb:R74734 /DB_XREF=gi:849937 /DB_XREF=MDB0905 /FEA=mRNA /CNT=151 /TID=Mm.4095.1 /TIER=ConsEnd /STK=1 /UG=Mm.4095 /LL=22438 /UG_G
MOE430_2_1427269_at 151.9 218.9 P P 0.000244 0.000244 0.4 I 0.001077 gb:BF022912 /DB_XREF=gi:10754245 /DB_XREF=uw68g01.x1 /CLONE=IMAGE:3467184 /FEA=mRNA /CNT=194 /TID=Mm.27074.1 /TIER=ConsEnd /STK=1
MOE430_2_1427271_at 61 85.6 P P 0.000732 0.000244 0.4 NC 0.01 gb:BB822998 /DB_XREF=gi:17001241 /DB_XREF=BB822998 /CLONE=G830025G12 /FEA=mRNA /CNT=55 /TID=Mm.38312.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1427284_a_ 9.1 14.4 A A 0.36 0.36 0.4 NC 0.36 gb:AU019171 /DB_XREF=gi:3374755 /DB_XREF=AU019171 /CLONE=J0513G08 /FEA=mRNA /CNT=46 /TID=Mm.24375.1 /TIER=Stack /STK=14 /UG=Mm.2
MOE430_2_1427300_at 0.5 0.6 A A 0.82 0.66 0.4 NC 0.28 gb:D49658.1 /DB_XREF=gi:2285797 /FEA=mRNA /CNT=16 /TID=Mm.15530.1 /TIER=Stack /STK=12 /UG=Mm.15530 /LL=16875 /UG_GENE=Lhx8 /DEF=Mu
MOE430_2_1427310_at 155.5 214.6 P P 0.000732 0.000244 0.4 NC 0.003041 gb:AI852593 /DB_XREF=gi:5496499 /DB_XREF=UI-M-BH0-aiu-b-12-0-UI.s1 /CLONE=UI-M-BH0-aiu-b-12-0-UI /FEA=mRNA /CNT=61 /TID=Mm.26671.1
MOE430_2_1427323_s_ 53.8 89.8 P P 0.00415 0.001221 0.4 NC 0.03 gb:BG068076 /DB_XREF=gi:12550645 /DB_XREF=H3061E02-3 /CLONE=H3061E02 /FEA=mRNA /CNT=22 /TID=Mm.35817.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1427330_at 17.1 17.6 A A 0.39 0.3 0.4 NC 0.5 gb:BB071187 /DB_XREF=gi:15404295 /DB_XREF=BB071187 /CLONE=8030495L15 /FEA=mRNA /CNT=120 /TID=Mm.21505.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427334_s_ 8.9 12.2 A A 0.43 0.33 0.4 NC 0.15 gb:BM119811 /DB_XREF=gi:17087837 /DB_XREF=L0930H03-3 /CLONE=L0930H03 /FEA=mRNA /CNT=48 /TID=Mm.103435.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1427340_at 0.3 1.8 A A 0.98 0.85 0.4 NC 0.01 gb:BB663577 /DB_XREF=gi:16497331 /DB_XREF=BB663577 /CLONE=D930048G08 /FEA=mRNA /CNT=19 /TID=Mm.20462.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1427392_at 9.8 14.6 A A 0.33 0.36 0.4 NC 0.48 gb:AF351196.1 /DB_XREF=gi:15778227 /GEN=Dscaml1 /FEA=mRNA /CNT=12 /TID=Mm.174605.1 /TIER=ConsEnd /STK=2 /UG=Mm.174605 /LL=114873 /
MOE430_2_1427400_at 5.9 8.9 A A 0.42 0.39 0.4 NC 0.5 gb:BB248430 /DB_XREF=gi:16355633 /DB_XREF=BB248430 /CLONE=A730025I11 /FEA=mRNA /CNT=6 /TID=Mm.116815.2 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1427466_at 8.8 11.1 A A 0.46 0.5 0.4 NC 0.5 gb:BC013076.1 /DB_XREF=gi:15341808 /FEA=mRNA /CNT=23 /TID=Mm.5434.1 /TIER=ConsEnd /STK=0 /UG=Mm.5434 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427501_at 2.2 1 A A 0.8 0.97 0.4 NC 0.21 gb:BG083894 /DB_XREF=gi:12566462 /DB_XREF=H3093D03-5 /CLONE=H3093D03 /FEA=mRNA /CNT=9 /TID=Mm.36446.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427503_at 15.7 19.1 A P 0.14 0.01 0.4 NC 0.5 gb:BE687919 /DB_XREF=gi:10075543 /DB_XREF=uw49b02.y1 /CLONE=IMAGE:3465291 /FEA=mRNA /CNT=9 /TID=Mm.14318.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427516_a_ 436.8 598.7 P P 0.000244 0.000244 0.4 I 0.001832 gb:AF388037.1 /DB_XREF=gi:14669610 /GEN=Boc /FEA=mRNA /CNT=16 /TID=Mm.41561.2 /TIER=ConsEnd /STK=0 /UG=Mm.41561 /LL=117606 /DEF=M
MOE430_2_1427525_at 18 30.4 A A 0.11 0.09 0.4 NC 0.46 gb:L35549.1 /DB_XREF=gi:532210 /GEN=oxyR /FEA=mRNA /CNT=8 /TID=Mm.221168.1 /TIER=ConsEnd /STK=0 /UG=Mm.221168 /DEF=Mus musculus Y-
MOE430_2_1427555_at 16.6 27.9 A A 0.27 0.21 0.4 NC 0.5 gb:BG922679 /DB_XREF=gi:14303155 /DB_XREF=602821647F1 /CLONE=IMAGE:4950707 /FEA=mRNA /CNT=6 /TID=Mm.153635.1 /TIER=ConsEnd /STK=
MOE430_2_1427571_at 1.1 4.5 A A 0.78 0.53 0.4 NC 0.25 gb:X76290.1 /DB_XREF=gi:2597987 /GEN=Shh /FEA=mRNA /CNT=4 /TID=Mm.57202.1 /TIER=ConsEnd /STK=0 /UG=Mm.57202 /LL=20423 /DEF=M.musc
MOE430_2_1427580_a_ 196.5 219.8 P P 0.000244 0.000244 0.4 NC 0.008511 gb:BB649603 /DB_XREF=gi:16483858 /DB_XREF=BB649603 /CLONE=C130082M19 /FEA=mRNA /CNT=8 /TID=Mm.23086.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427591_at 7.2 10.6 A A 0.14 0.17 0.4 NC 0.3 gb:AJ011107.1 /DB_XREF=gi:3702190 /FEA=mRNA /CNT=4 /TID=Mm.22885.1 /TIER=ConsEnd /STK=0 /UG=Mm.22885 /UG_TITLE=Mus musculus mRNA f
MOE430_2_1427604_a_ 10.6 12.3 A P 0.14 0.00293 0.4 NC 0.03 gb:AF011336.1 /DB_XREF=gi:2944186 /FEA=mRNA /CNT=3 /TID=Mm.10288.3 /TIER=ConsEnd /STK=0 /UG=Mm.10288 /LL=11981 /UG_GENE=Atp9a /DEF
MOE430_2_1427685_a_ 33.4 44.6 P P 0.01 0.01 0.4 NC 0.5 gb:AF041858.1 /DB_XREF=gi:3241986 /FEA=mRNA /CNT=1 /TID=Mm.30717.5 /TIER=ConsEnd /STK=0 /UG=Mm.30717 /LL=20975 /UG_GENE=Synj2 /DEF
MOE430_2_1427692_a_ 105.8 130.8 P P 0.000732 0.000244 0.4 NC 0.002753 gb:Y17137.1 /DB_XREF=gi:3087815 /GEN=mCASK /FEA=mRNA /CNT=1 /TID=Mm.10735.2 /TIER=ConsEnd /STK=0 /UG=Mm.10735 /LL=12361 /DEF=Mus
MOE430_2_1427695_a_ 28.2 44.2 A P 0.12 0.03 0.4 NC 0.5 gb:X56230.1 /DB_XREF=gi:53476 /FEA=mRNA /CNT=1 /TID=Mm.15568.5 /TIER=ConsEnd /STK=0 /UG=Mm.15568 /LL=18986 /UG_GENE=Pou2f1 /DEF=M
MOE430_2_1427752_a_ 6.8 10 A A 0.17 0.12 0.4 NC 0.5 gb:U63547.1 /DB_XREF=gi:1518839 /GEN=Vb7Db1Jb1.1Cb /FEA=mRNA /CNT=1 /TID=Mm.157012.12 /TIER=ConsEnd /STK=0 /UG=Mm.157012 /LL=21586
MOE430_2_1427755_at 0.6 1.1 A A 0.85 0.75 0.4 NC 0.05 gb:X78543.1 /DB_XREF=gi:468811 /GEN=MMCP-Y1 /FEA=mRNA /CNT=1 /TID=Mm.42052.1 /TIER=ConsEnd /STK=0 /UG=Mm.42052 /LL=17223 /UG_TITL
MOE430_2_1427820_at 626.7 793 P P 0.001221 0.000732 0.4 I 0.001077 gb:BC021831.1 /DB_XREF=gi:18256103 /FEA=mRNA /CNT=1 /TID=Mm.218360.1 /TIER=ConsEnd /STK=0 /UG=Mm.218360 /DEF=Mus musculus, clone IMA
MOE430_2_1427833_at 11.9 14 A A 0.27 0.11 0.4 NC 0.13 gb:U96702.1 /DB_XREF=gi:2104738 /FEA=mRNA /CNT=1 /TID=Mm.206796.1 /TIER=ConsEnd /STK=0 /UG=Mm.206796 /LL=20712 /UG_GENE=Spi16 /DEF
MOE430_2_1427862_at 28.4 38.1 P P 0.00415 0.005615 0.4 NC 0.06 gb:AF133910.1 /DB_XREF=gi:4927201 /GEN=Aip-3 /FEA=mRNA /CNT=1 /TID=Mm.195506.1 /TIER=ConsEnd /STK=0 /UG=Mm.195506 /LL=65104 /DEF=M
MOE430_2_1427877_at 172.1 210 P P 0.000732 0.000244 0.4 I 0.000147 gb:BB703070 /DB_XREF=gi:16051894 /DB_XREF=BB703070 /CLONE=7420447H19 /FEA=mRNA /CNT=185 /TID=Mm.27804.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427906_at 451.3 520.6 P P 0.000244 0.000244 0.4 I 0.001486 gb:AK004140.1 /DB_XREF=gi:12835209 /FEA=mRNA /CNT=80 /TID=Mm.134545.1 /TIER=Stack /STK=33 /UG=Mm.134545 /LL=66185 /UG_GENE=1110037
MOE430_2_1427921_s_ 232.3 305 P P 0.000244 0.000244 0.4 I 0.000618 gb:AW045976 /DB_XREF=gi:5906505 /DB_XREF=UI-M-BH1-alc-a-11-0-UI.s1 /CLONE=UI-M-BH1-alc-a-11-0-UI /FEA=mRNA /CNT=73 /TID=Mm.4011.1 
MOE430_2_1427949_at 113.1 157.4 P P 0.000732 0.000244 0.4 I 0.000692 gb:AV323182 /DB_XREF=gi:16395239 /DB_XREF=AV323182 /CLONE=6230406I03 /FEA=mRNA /CNT=105 /TID=Mm.162637.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1427952_at 20.9 21.8 A A 0.46 0.24 0.4 NC 0.07 gb:BC028285.1 /DB_XREF=gi:20271417 /FEA=mRNA /CNT=19 /TID=Mm.220338.1 /TIER=Stack /STK=13 /UG=Mm.220338 /LL=77769 /UG_GENE=A930007
MOE430_2_1428019_at 1.1 1.9 A A 0.93 0.75 0.4 NC 0.06 gb:AF503943.1 /DB_XREF=gi:20530825 /FEA=mRNA /CNT=5 /TID=Mm.221059.1 /TIER=ConsEnd /STK=0 /UG=Mm.221059 /DEF=Mus musculus unknown m
MOE430_2_1428124_at 446.1 670.7 P P 0.000244 0.000244 0.4 NC 0.003041 gb:AK011543.1 /DB_XREF=gi:12847733 /FEA=mRNA /CNT=140 /TID=Mm.26893.1 /TIER=Stack /STK=104 /UG=Mm.26893 /LL=74197 /UG_GENE=Gtf2e1 /
MOE430_2_1428128_at 1966.5 2798.2 P P 0.000244 0.000244 0.4 I 0.000774 gb:BG975608 /DB_XREF=gi:14363245 /DB_XREF=602845312F1 /CLONE=IMAGE:4980915 /FEA=mRNA /CNT=369 /TID=Mm.43640.1 /TIER=Stack /STK=92
MOE430_2_1428171_at 46.2 46.5 P P 0.001221 0.000244 0.4 NC 0.01 gb:BB765556 /DB_XREF=gi:16208837 /DB_XREF=BB765556 /CLONE=G370052L19 /FEA=mRNA /CNT=182 /TID=Mm.28480.2 /TIER=Stack /STK=83 /UG=
MOE430_2_1428191_s_ 128.7 190 P P 0.001221 0.000732 0.4 MI 0.002032 gb:AK009576.1 /DB_XREF=gi:12844455 /FEA=mRNA /CNT=106 /TID=Mm.5750.1 /TIER=Stack /STK=75 /UG=Mm.5750 /LL=69637 /UG_GENE=2310032K15
MOE430_2_1428203_at 1.1 1.8 A A 0.5 0.69 0.4 NC 0.8 gb:AK021039.1 /DB_XREF=gi:12861806 /FEA=mRNA /CNT=110 /TID=Mm.39910.1 /TIER=Stack /STK=72 /UG=Mm.39910 /LL=78533 /UG_GENE=C030002O
MOE430_2_1428216_s_ 9.9 17.1 A A 0.09 0.14 0.4 NC 0.18 gb:AW050052 /DB_XREF=gi:5910581 /DB_XREF=UI-M-BH1-amm-d-08-0-UI.s1 /CLONE=UI-M-BH1-amm-d-08-0-UI /FEA=mRNA /CNT=92 /TID=Mm.279
MOE430_2_1428227_at 278 330.8 P P 0.000244 0.000244 0.4 NC 0.02 gb:AK011349.1 /DB_XREF=gi:12847412 /FEA=mRNA /CNT=105 /TID=Mm.28840.1 /TIER=Stack /STK=69 /UG=Mm.28840 /LL=72127 /UG_GENE=2610008J
MOE430_2_1428267_at 116.6 157.4 P P 0.000244 0.000244 0.4 MI 0.00249 gb:AK010512.1 /DB_XREF=gi:12846012 /FEA=mRNA /CNT=104 /TID=Mm.2830.1 /TIER=Stack /STK=64 /UG=Mm.2830 /LL=67487 /UG_GENE=2410016C14
MOE430_2_1428270_at 502.2 572.9 P P 0.000244 0.000244 0.4 NC 0.009292 gb:AK010388.1 /DB_XREF=gi:12845796 /FEA=mRNA /CNT=102 /TID=Mm.8766.1 /TIER=Stack /STK=63 /UG=Mm.8766 /LL=76485 /UG_GENE=2410004H05
MOE430_2_1428274_s_ 66.2 74.5 P P 0.02 0.03 0.4 NC 0.1 gb:AW552218 /DB_XREF=gi:7197641 /DB_XREF=L0209H11-3 /CLONE=L0209H11 /FEA=mRNA /CNT=152 /TID=Mm.142570.1 /TIER=Stack /STK=62 /UG=



MOE430_2_1428315_at 257.8 358.8 P P 0.000244 0.000244 0.4 I 0.000189 gb:AK007491.1 /DB_XREF=gi:12841069 /GEN=Ebp2 /FEA=mRNA /CNT=126 /TID=Mm.29906.1 /TIER=Stack /STK=55 /UG=Mm.29906 /LL=69072 /UG_TITL
MOE430_2_1428328_at 220.2 289.6 P P 0.000244 0.000244 0.4 NC 0.02 gb:AK006556.1 /DB_XREF=gi:12839721 /FEA=mRNA /CNT=90 /TID=Mm.179409.1 /TIER=Stack /STK=53 /UG=Mm.179409 /LL=69508 /UG_GENE=1700030
MOE430_2_1428348_at 169.1 206.3 P P 0.000244 0.000244 0.4 NC 0.02 gb:AV231413 /DB_XREF=gi:15404984 /DB_XREF=AV231413 /CLONE=4632406L18 /FEA=mRNA /CNT=85 /TID=Mm.136913.1 /TIER=Stack /STK=50 /UG=
MOE430_2_1428353_at 297.7 351.8 P P 0.000244 0.000244 0.4 I 0.000023 gb:AK017613.1 /DB_XREF=gi:12856943 /FEA=mRNA /CNT=161 /TID=Mm.27918.1 /TIER=Stack /STK=35 /UG=Mm.27918 /LL=66635 /UG_GENE=5730434B
MOE430_2_1428374_at 73.6 89.7 P P 0.000244 0.000244 0.4 NC 0.02 gb:AK003758.1 /DB_XREF=gi:12834620 /FEA=mRNA /CNT=75 /TID=Mm.24411.1 /TIER=Stack /STK=47 /UG=Mm.24411 /LL=74780 /UG_GENE=1110017N2
MOE430_2_1428375_at 122.3 166.3 P P 0.000244 0.000732 0.4 NC 0.01 gb:AK016525.1 /DB_XREF=gi:12855304 /FEA=mRNA /CNT=78 /TID=Mm.116284.1 /TIER=Stack /STK=47 /UG=Mm.116284 /LL=67723 /UG_GENE=4932415
MOE430_2_1428377_at 36.5 45.6 P P 0.001953 0.001953 0.4 NC 0.06 gb:AK018115.1 /DB_XREF=gi:12857683 /FEA=mRNA /CNT=77 /TID=Mm.36544.1 /TIER=Stack /STK=47 /UG=Mm.36544 /LL=74007 /UG_GENE=6330404E1
MOE430_2_1428388_at 957.6 1398.7 P P 0.000244 0.000244 0.4 I 0.000774 gb:AK017383.1 /DB_XREF=gi:12856596 /FEA=mRNA /CNT=160 /TID=Mm.23207.1 /TIER=Stack /STK=45 /UG=Mm.23207 /LL=74493 /UG_GENE=5430432P
MOE430_2_1428390_at 115 165.4 P P 0.00293 0.001953 0.4 I 0.000273 gb:AK012043.1 /DB_XREF=gi:12848537 /FEA=mRNA /CNT=142 /TID=Mm.139720.1 /TIER=Stack /STK=26 /UG=Mm.139720 /LL=72515 /UG_GENE=261031
MOE430_2_1428415_at 79.3 92.3 P P 0.000244 0.000244 0.4 NC 0.09 gb:AK009420.1 /DB_XREF=gi:12844203 /FEA=mRNA /CNT=66 /TID=Mm.24846.1 /TIER=Stack /STK=44 /UG=Mm.24846 /LL=66381 /UG_GENE=2310020H1
MOE430_2_1428439_at 7.9 19.8 A A 0.24 0.14 0.4 NC 0.5 gb:BG080634 /DB_XREF=gi:12563290 /DB_XREF=H3056G11-5 /CLONE=H3056G11 /FEA=mRNA /CNT=171 /TID=Mm.5856.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1428448_a_ 230 243.1 P P 0.000244 0.000244 0.4 NC 0.01 gb:AK008582.1 /DB_XREF=gi:12842855 /FEA=mRNA /CNT=284 /TID=Mm.35779.1 /TIER=Stack /STK=41 /UG=Mm.35779 /LL=71752 /UG_GENE=1300004C
MOE430_2_1428477_at 103.2 127 P P 0.000244 0.000244 0.4 NC 0.003355 gb:AK003759.1 /DB_XREF=gi:12834621 /GEN=Elac2 /FEA=mRNA /CNT=59 /TID=Mm.157711.2 /TIER=Stack /STK=39 /UG=Mm.157711 /LL=68626 /UG_TI
MOE430_2_1428487_s_ 65.6 97.4 P P 0.000732 0.000244 0.4 I 0.000167 gb:AK002294.1 /DB_XREF=gi:12832171 /FEA=mRNA /CNT=95 /TID=Mm.27561.1 /TIER=Stack /STK=38 /UG=Mm.27561 /LL=67876 /UG_GENE=1500041J0
MOE430_2_1428488_at 196.4 217.1 P P 0.001953 0.000732 0.4 NC 0.02 gb:AK013853.1 /DB_XREF=gi:12851373 /FEA=mRNA /CNT=76 /TID=Mm.45561.1 /TIER=Stack /STK=38 /UG=Mm.45561 /LL=66613 /UG_GENE=3000001O0
MOE430_2_1428497_at 21 27.2 P P 0.000244 0.000244 0.4 NC 0.21 gb:AA198634 /DB_XREF=gi:1794361 /DB_XREF=mu17d02.r1 /CLONE=IMAGE:639651 /FEA=mRNA /CNT=89 /TID=Mm.46606.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1428502_at 105.8 159.6 P P 0.000732 0.000732 0.4 I 0.001077 gb:AK008409.1 /DB_XREF=gi:12842576 /FEA=mRNA /CNT=57 /TID=Mm.21344.1 /TIER=Stack /STK=37 /UG=Mm.21344 /LL=67019 /UG_GENE=2010200J0
MOE430_2_1428519_at 256.9 307.2 P P 0.000244 0.000244 0.4 I 0.000389 gb:AK019979.1 /DB_XREF=gi:12860411 /FEA=mRNA /CNT=64 /TID=Mm.46766.1 /TIER=Stack /STK=35 /UG=Mm.46766 /LL=66497 /UG_GENE=2610528E2
MOE430_2_1428554_a_ 1181.3 1504.3 P P 0.000244 0.000244 0.4 I 0.000214 gb:BQ126239 /DB_XREF=gi:20200150 /DB_XREF=ii15a11.y1 /CLONE=IMAGE:5941556 /FEA=mRNA /CNT=54 /TID=Mm.28936.2 /TIER=Stack /STK=32 /UG
MOE430_2_1428555_at 167.4 221.7 P P 0.000244 0.000244 0.4 I 0.000307 gb:AK009337.1 /DB_XREF=gi:12844073 /FEA=mRNA /CNT=87 /TID=Mm.27689.1 /TIER=Stack /STK=32 /UG=Mm.27689 /UG_TITLE=Mus musculus adult m
MOE430_2_1428563_at 21.4 35.7 P P 0.03 0.01 0.4 NC 0.15 gb:BB488020 /DB_XREF=gi:16441593 /DB_XREF=BB488020 /CLONE=D430047D13 /FEA=mRNA /CNT=87 /TID=Mm.133560.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1428600_at 71.1 74.5 P P 0.005859 0.00293 0.4 NC 0.03 gb:AK014241.1 /DB_XREF=gi:12851962 /FEA=mRNA /CNT=55 /TID=Mm.27540.1 /TIER=Stack /STK=30 /UG=Mm.27540 /LL=73198 /UG_GENE=3110068G2
MOE430_2_1428643_at 167.4 278.2 P P 0.000244 0.000244 0.4 NC 0.02 gb:BI964332 /DB_XREF=gi:16338737 /DB_XREF=id39c06.x1 /CLONE=IMAGE:5665523 /FEA=mRNA /CNT=79 /TID=Mm.38399.1 /TIER=Stack /STK=28 /UG
MOE430_2_1428654_at 50.3 48.4 P P 0.000244 0.000732 0.4 NC 0.12 gb:AV216255 /DB_XREF=gi:15404786 /DB_XREF=AV216255 /CLONE=2410158L03 /FEA=mRNA /CNT=81 /TID=Mm.26639.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1428666_at 598.2 819 P P 0.000244 0.000244 0.4 I 0.000241 gb:BG066136 /DB_XREF=gi:12548699 /DB_XREF=H3039D02-3 /CLONE=H3039D02 /FEA=mRNA /CNT=216 /TID=Mm.29192.1 /TIER=Stack /STK=26 /UG=
MOE430_2_1428672_at 1012.2 1078.3 P P 0.000244 0.000244 0.4 MI 0.00225 gb:BI080799 /DB_XREF=gi:14499129 /DB_XREF=602878571F1 /CLONE=IMAGE:5010257 /FEA=mRNA /CNT=38 /TID=Mm.34095.1 /TIER=Stack /STK=26 /
MOE430_2_1428677_at 126.4 162.5 P P 0.005859 0.005859 0.4 NC 0.03 gb:AK004708.1 /DB_XREF=gi:12836080 /FEA=mRNA /CNT=43 /TID=Mm.201075.1 /TIER=Stack /STK=26 /UG=Mm.201075 /LL=101672 /UG_GENE=120001
MOE430_2_1428681_at 76.5 89.2 P P 0.000244 0.000244 0.4 I 0.000692 gb:AK017426.1 /DB_XREF=gi:12856656 /FEA=mRNA /CNT=56 /TID=Mm.21200.1 /TIER=Stack /STK=26 /UG=Mm.21200 /LL=74501 /UG_GENE=5530400K2
MOE430_2_1428688_at 234.2 278.6 P P 0.000732 0.000732 0.4 I 0.000214 gb:AK003899.1 /DB_XREF=gi:12834844 /FEA=mRNA /CNT=65 /TID=Mm.41166.1 /TIER=Stack /STK=25 /UG=Mm.41166 /LL=73741 /UG_GENE=1110021I22
MOE430_2_1428693_at 30.6 41.2 P P 0.00415 0.000244 0.4 I 0.000346 gb:AK011776.1 /DB_XREF=gi:12848114 /FEA=mRNA /CNT=40 /TID=Mm.30923.1 /TIER=Stack /STK=25 /UG=Mm.30923 /LL=72139 /UG_GENE=2610044O1
MOE430_2_1428712_at 31.6 35 P P 0.005859 0.00415 0.4 NC 0.5 gb:AK017167.1 /DB_XREF=gi:12856280 /FEA=mRNA /CNT=75 /TID=Mm.74689.1 /TIER=Stack /STK=22 /UG=Mm.74689 /LL=75981 /UG_GENE=5033413H1
MOE430_2_1428725_at 109.8 144 P P 0.000244 0.000244 0.4 NC 0.01 gb:AK018146.1 /DB_XREF=gi:12857729 /FEA=mRNA /CNT=55 /TID=Mm.30882.1 /TIER=Stack /STK=24 /UG=Mm.30882 /LL=70728 /UG_GENE=6330408K1
MOE430_2_1428726_at 43.2 56.4 P P 0.008057 0.02 0.4 NC 0.29 gb:AK012806.1 /DB_XREF=gi:12849793 /FEA=mRNA /CNT=38 /TID=Mm.24725.1 /TIER=Stack /STK=24 /UG=Mm.24725 /LL=72167 /UG_GENE=2810025A1
MOE430_2_1428774_at 337.7 436.8 P P 0.000244 0.000244 0.4 I 0.000774 gb:AK020118.1 /DB_XREF=gi:12860604 /FEA=mRNA /CNT=32 /TID=Mm.32940.1 /TIER=Stack /STK=22 /UG=Mm.32940 /LL=77735 /UG_GENE=6720429C2
MOE430_2_1428777_at 35.6 39.3 P P 0.008057 0.001221 0.4 NC 0.46 gb:BG060646 /DB_XREF=gi:12529345 /DB_XREF=L0906B08-3 /CLONE=L0906B08 /FEA=mRNA /CNT=52 /TID=Mm.200935.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1428817_at 639.4 834.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:AK012182.1 /DB_XREF=gi:12848769 /FEA=mRNA /CNT=112 /TID=Mm.133630.1 /TIER=Stack /STK=20 /UG=Mm.133630 /LL=67074 /UG_GENE=261052
MOE430_2_1428819_at 149.7 305.3 P P 0.000244 0.000244 0.4 I 0.000692 gb:BQ175758 /DB_XREF=gi:20351250 /DB_XREF=UI-M-DJ2-bwe-h-22-0-UI.s1 /CLONE=UI-M-DJ2-bwe-h-22-0-UI /FEA=mRNA /CNT=122 /TID=Mm.14
MOE430_2_1428843_at 1215.5 1661.1 P P 0.000244 0.000244 0.4 I 0.000273 gb:AK009364.1 /DB_XREF=gi:12844117 /FEA=mRNA /CNT=106 /TID=Mm.203968.1 /TIER=Stack /STK=19 /UG=Mm.203968 /LL=69104 /UG_GENE=181001
MOE430_2_1428875_at 198.3 236.6 P P 0.001953 0.001221 0.4 NC 0.003041 gb:BE981485 /DB_XREF=gi:10650639 /DB_XREF=UI-M-CG0p-bdc-g-01-0-UI.s1 /CLONE=UI-M-CG0p-bdc-g-01-0-UI /FEA=mRNA /CNT=71 /TID=Mm.26
MOE430_2_1428907_at 146.7 228.3 P P 0.000244 0.000244 0.4 NC 0.01 gb:AV253813 /DB_XREF=gi:16387946 /DB_XREF=AV253813 /CLONE=4921505F18 /FEA=mRNA /CNT=120 /TID=Mm.46005.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1428949_at 599.2 833.5 P P 0.000244 0.000244 0.4 I 0.000023 gb:AK014235.1 /DB_XREF=gi:12851955 /FEA=mRNA /CNT=47 /TID=Mm.37962.1 /TIER=Stack /STK=16 /UG=Mm.37962 /LL=73192 /UG_GENE=Xpot /UG_
MOE430_2_1428964_at 7.1 11 A A 0.21 0.24 0.4 NC 0.29 gb:AK005250.1 /DB_XREF=gi:12837672 /GEN=Slc25a18 /FEA=mRNA /CNT=26 /TID=Mm.101666.1 /TIER=Stack /STK=16 /UG=Mm.101666 /LL=71803 /UG
MOE430_2_1428966_at 365.1 443.2 P P 0.000244 0.000244 0.4 NC 0.002753 gb:AK018614.1 /DB_XREF=gi:12858410 /FEA=mRNA /CNT=261 /TID=Mm.155.1 /TIER=Stack /STK=15 /UG=Mm.155 /LL=67148 /UG_GENE=2610204K14Ri
MOE430_2_1428975_at 3.6 2.8 A A 0.9 0.8 0.4 NC 0.11 gb:AK003860.1 /DB_XREF=gi:12834784 /FEA=mRNA /CNT=36 /TID=Mm.34308.1 /TIER=Stack /STK=15 /UG=Mm.34308 /LL=66329 /UG_GENE=1700017I1
MOE430_2_1428982_at 132 160.4 P P 0.000244 0.001221 0.4 NC 0.06 gb:AK003687.1 /DB_XREF=gi:12834508 /FEA=mRNA /CNT=36 /TID=Mm.6488.1 /TIER=Stack /STK=15 /UG=Mm.6488 /LL=68590 /UG_GENE=1110014E10R
MOE430_2_1428993_at 21.6 21.5 A P 0.27 0.02 0.4 NC 0.06 gb:AK003750.1 /DB_XREF=gi:12834609 /FEA=mRNA /CNT=18 /TID=Mm.27791.1 /TIER=Stack /STK=15 /UG=Mm.27791 /LL=68527 /UG_GENE=1110017I16
MOE430_2_1429007_at 137.1 180.3 P P 0.000244 0.000244 0.4 I 0.000189 gb:AK003377.1 /DB_XREF=gi:12834007 /FEA=mRNA /CNT=39 /TID=Mm.218841.1 /TIER=Stack /STK=14 /UG=Mm.218841 /LL=73836 /UG_GENE=1110003
MOE430_2_1429010_at 2.1 1.8 A A 0.99 0.99 0.4 NC 0.5 gb:BI689977 /DB_XREF=gi:15652606 /DB_XREF=603311123F1 /CLONE=IMAGE:5347012 /FEA=mRNA /CNT=50 /TID=Mm.216386.1 /TIER=ConsEnd /STK=
MOE430_2_1429035_at 0.3 2.4 A A 0.78 0.72 0.4 NC 0.02 gb:AK006085.1 /DB_XREF=gi:12839000 /FEA=mRNA /CNT=19 /TID=Mm.5349.1 /TIER=Stack /STK=14 /UG=Mm.5349 /LL=71854 /UG_GENE=1700018F16R
MOE430_2_1429047_at 173.6 191.6 P P 0.001221 0.000244 0.4 I 0.000052 gb:AW120535 /DB_XREF=gi:6095868 /DB_XREF=UI-M-BH1-ana-c-11-0-UI.s2 /CLONE=UI-M-BH1-ana-c-11-0-UI /FEA=mRNA /CNT=76 /TID=Mm.33437
MOE430_2_1429057_at 42.8 52.9 P P 0.001953 0.001221 0.4 NC 0.01 gb:AK007755.1 /DB_XREF=gi:12841504 /FEA=mRNA /CNT=41 /TID=Mm.24425.1 /TIER=Stack /STK=8 /UG=Mm.24425 /LL=66897 /UG_GENE=1300019C06
MOE430_2_1429069_at 46 58 P P 0.001953 0.001953 0.4 NC 0.02 gb:AK009713.1 /DB_XREF=gi:12844679 /FEA=mRNA /CNT=24 /TID=Mm.45165.1 /TIER=Stack /STK=13 /UG=Mm.45165 /LL=69636 /UG_GENE=2310040B0
MOE430_2_1429089_s_ 20.3 18.8 A A 0.36 0.39 0.4 NC 0.68 gb:BG063749 /DB_XREF=gi:12546400 /DB_XREF=H3012C11-3 /CLONE=H3012C11 /FEA=mRNA /CNT=38 /TID=Mm.36757.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429094_at 36.2 53.8 P P 0.008057 0.00293 0.4 NC 0.07 gb:BI110088 /DB_XREF=gi:14560989 /DB_XREF=602901663F1 /CLONE=IMAGE:5031374 /FEA=mRNA /CNT=57 /TID=Mm.40897.1 /TIER=ConsEnd /STK=0
MOE430_2_1429109_at 115.5 160.1 P P 0.000244 0.000244 0.4 NC 0.08 gb:BB376997 /DB_XREF=gi:16407567 /DB_XREF=BB376997 /CLONE=C130087J23 /FEA=mRNA /CNT=112 /TID=Mm.98082.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1429118_a_ 52.5 50 P P 0.00293 0.00293 0.4 NC 0.29 gb:AK018404.1 /DB_XREF=gi:12858089 /GEN=Gin1 /FEA=mRNA /CNT=33 /TID=Mm.86090.1 /TIER=Stack /STK=11 /UG=Mm.86090 /LL=67577 /UG_TITLE
MOE430_2_1429155_at 137.2 180.9 P P 0.000244 0.000244 0.4 NC 0.05 gb:BQ175454 /DB_XREF=gi:20350946 /DB_XREF=UI-M-DJ2-bwc-l-10-0-UI.s1 /CLONE=UI-M-DJ2-bwc-l-10-0-UI /FEA=mRNA /CNT=33 /TID=Mm.4135
MOE430_2_1429167_at 27.7 42.7 P P 0.00293 0.001221 0.4 NC 0.005409 gb:BM221159 /DB_XREF=gi:17781443 /DB_XREF=K0100F07-3 /CLONE=K0100F07 /FEA=mRNA /CNT=22 /TID=Mm.144815.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1429168_at 11.3 16.7 A P 0.14 0.01 0.4 I 0.001486 gb:AK011461.1 /DB_XREF=gi:12847598 /FEA=mRNA /CNT=20 /TID=Mm.56581.1 /TIER=Stack /STK=10 /UG=Mm.56581 /LL=72147 /UG_GENE=2610019F0
MOE430_2_1429169_at 17.8 16.1 P P 0.04 0.02 0.4 NC 0.06 gb:AK011224.1 /DB_XREF=gi:12847208 /FEA=mRNA /CNT=20 /TID=Mm.128512.1 /TIER=Stack /STK=10 /UG=Mm.128512 /LL=72067 /UG_GENE=2600016
MOE430_2_1429193_at 210.7 267.2 P P 0.000244 0.000244 0.4 I 0.000618 gb:BE952940 /DB_XREF=gi:10593935 /DB_XREF=UI-M-BH4-azm-g-06-0-UI.s1 /CLONE=UI-M-BH4-azm-g-06-0-UI /FEA=mRNA /CNT=47 /TID=Mm.301
MOE430_2_1429216_at 24.3 31.8 P P 0.001953 0.000732 0.4 NC 0.01 gb:AK018174.1 /DB_XREF=gi:12857771 /FEA=mRNA /CNT=20 /TID=Mm.133714.1 /TIER=Stack /STK=9 /UG=Mm.133714 /LL=70746 /UG_GENE=6330415A
MOE430_2_1429263_at 7.7 11.5 P P 0.04 0.03 0.4 NC 0.5 gb:AK007161.1 /DB_XREF=gi:12840551 /FEA=mRNA /CNT=18 /TID=Mm.38270.1 /TIER=Stack /STK=8 /UG=Mm.38270 /LL=66759 /UG_GENE=4933425D22
MOE430_2_1429278_at 307 422 P P 0.000244 0.000244 0.4 I 0.000692 gb:AK010827.1 /DB_XREF=gi:12846541 /FEA=mRNA /CNT=18 /TID=Mm.22328.1 /TIER=Stack /STK=8 /UG=Mm.22328 /LL=76826 /UG_GENE=2410170E07
MOE430_2_1429281_at 57.9 87.8 P P 0.001221 0.001953 0.4 NC 0.16 gb:AK011343.1 /DB_XREF=gi:12847403 /FEA=mRNA /CNT=24 /TID=Mm.35376.1 /TIER=Stack /STK=8 /UG=Mm.35376 /LL=72128 /UG_GENE=2610008E11
MOE430_2_1429305_at 5.8 2.5 A A 0.91 0.93 0.4 NC 0.05 gb:BF161506 /DB_XREF=gi:11041668 /DB_XREF=601770496F1 /CLONE=IMAGE:3989998 /FEA=mRNA /CNT=88 /TID=Mm.218878.1 /TIER=ConsEnd /STK=
MOE430_2_1429313_at 489.7 673.5 P P 0.000244 0.000244 0.4 MI 0.00249 gb:AK012979.1 /DB_XREF=gi:12850060 /FEA=mRNA /CNT=77 /TID=Mm.30207.1 /TIER=Stack /STK=8 /UG=Mm.30207 /LL=72176 /UG_GENE=2810404D04
MOE430_2_1429334_at 0.9 1 A A 0.91 0.9 0.4 NC 0.57 gb:AK009014.1 /DB_XREF=gi:12843550 /FEA=mRNA /CNT=38 /TID=Mm.46417.1 /TIER=Stack /STK=37 /UG=Mm.46417 /LL=69541 /UG_GENE=2300002O1
MOE430_2_1429336_at 28.8 40.3 P P 0.001953 0.001953 0.4 NC 0.07 gb:AK011959.1 /DB_XREF=gi:12848403 /FEA=mRNA /CNT=66 /TID=Mm.139238.1 /TIER=Stack /STK=36 /UG=Mm.139238 /LL=72477 /UG_GENE=2610301
MOE430_2_1429343_at 1.8 0.9 A A 0.9 0.87 0.4 NC 0.13 gb:AK005907.1 /DB_XREF=gi:12838733 /FEA=mRNA /CNT=40 /TID=Mm.46472.1 /TIER=Stack /STK=35 /UG=Mm.46472 /LL=76572 /UG_GENE=1700012H0
MOE430_2_1429355_at 0.9 2.1 A A 0.63 0.66 0.4 NC 0.5 gb:AK014352.1 /DB_XREF=gi:12852145 /FEA=mRNA /CNT=36 /TID=Mm.142181.1 /TIER=Stack /STK=32 /UG=Mm.142181 /LL=70426 /UG_GENE=3300001
MOE430_2_1429368_at 21.7 26.6 P P 0.01 0.001953 0.4 NC 0.02 gb:BB104671 /DB_XREF=gi:8757239 /DB_XREF=BB104671 /CLONE=9430092H07 /FEA=mRNA /CNT=74 /TID=Mm.124830.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1429371_at 17.4 17.4 P P 0.001953 0.000244 0.4 NC 0.007788 gb:AK013166.1 /DB_XREF=gi:12850357 /FEA=mRNA /CNT=54 /TID=Mm.17448.1 /TIER=Stack /STK=29 /UG=Mm.17448 /LL=67607 /UG_GENE=2810426N0
MOE430_2_1429384_at 202 254.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:BM195380 /DB_XREF=gi:17746816 /DB_XREF=C0309D01-3 /CLONE=C0309D01 /FEA=mRNA /CNT=93 /TID=Mm.86352.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1429408_at 0.5 1.2 A A 0.82 0.69 0.4 NC 0.29 gb:AK007086.1 /DB_XREF=gi:12840454 /FEA=mRNA /CNT=28 /TID=Mm.87431.1 /TIER=Stack /STK=24 /UG=Mm.87431 /LL=74286 /UG_GENE=1700095K0
MOE430_2_1429418_at 61.6 89.6 P P 0.001953 0.000732 0.4 I 0.000273 gb:AK013228.1 /DB_XREF=gi:12850458 /FEA=mRNA /CNT=37 /TID=Mm.25335.1 /TIER=Stack /STK=23 /UG=Mm.25335 /LL=72173 /UG_GENE=2810432N1
MOE430_2_1429432_at 1.7 2.6 A A 0.53 0.56 0.4 NC 0.25 gb:AV311108 /DB_XREF=gi:16394247 /DB_XREF=AV311108 /CLONE=5730594E01 /FEA=mRNA /CNT=78 /TID=Mm.30596.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1429440_at 4.5 1.3 A A 0.87 0.88 0.4 NC 0.3 gb:BI734299 /DB_XREF=gi:15711312 /DB_XREF=603351218F1 /CLONE=IMAGE:5358653 /FEA=mRNA /CNT=41 /TID=Mm.22913.1 /TIER=Stack /STK=22 /
MOE430_2_1429443_at 2.4 4.5 A A 0.39 0.33 0.4 NC 0.55 gb:AK014396.1 /DB_XREF=gi:12852218 /FEA=mRNA /CNT=33 /TID=Mm.70777.1 /TIER=Stack /STK=22 /UG=Mm.70777 /LL=74020 /UG_GENE=3632411M2
MOE430_2_1429446_at 178.2 227.6 P P 0.000244 0.000244 0.4 I 0.000552 gb:BG229980 /DB_XREF=gi:12717484 /DB_XREF=mac25b09.x1 /CLONE=IMAGE:4000840 /FEA=mRNA /CNT=48 /TID=Mm.28959.1 /TIER=Stack /STK=21 /
MOE430_2_1429466_s_ 88.2 115.1 P P 0.005859 0.00415 0.4 I 0.001486 gb:AK002310.1 /DB_XREF=gi:12832197 /FEA=mRNA /CNT=31 /TID=Mm.46415.1 /TIER=Stack /STK=20 /UG=Mm.46415 /LL=68318 /UG_GENE=0610008A1
MOE430_2_1429485_a_ 384.1 541.9 P P 0.000244 0.000244 0.4 I 0.000088 gb:AI195545 /DB_XREF=gi:3748151 /DB_XREF=ui52f12.x1 /CLONE=IMAGE:1886063 /FEA=mRNA /CNT=40 /TID=Mm.156860.2 /TIER=Stack /STK=18 /UG
MOE430_2_1429504_at 10.2 15.6 P P 0.03 0.000732 0.4 NC 0.02 gb:BE134108 /DB_XREF=gi:8596608 /DB_XREF=ug16a10.x1 /CLONE=IMAGE:1531770 /FEA=mRNA /CNT=44 /TID=Mm.181446.1 /TIER=Stack /STK=17 /U
MOE430_2_1429510_at 32.9 34.8 P P 0.005859 0.01 0.4 NC 0.22 gb:AK013071.1 /DB_XREF=gi:12850208 /FEA=mRNA /CNT=29 /TID=Mm.51309.1 /TIER=Stack /STK=17 /UG=Mm.51309 /LL=76377 /UG_GENE=2810410L2
MOE430_2_1429544_at 9.1 10.5 P A 0.01 0.36 0.4 NC 0.5 gb:AK006503.1 /DB_XREF=gi:12839638 /FEA=mRNA /CNT=22 /TID=Mm.46148.1 /TIER=Stack /STK=15 /UG=Mm.46148 /LL=76426 /UG_GENE=1700029J1
MOE430_2_1429550_at 0.7 1 A A 0.82 0.8 0.4 NC 0.11 gb:AK008590.1 /DB_XREF=gi:12842867 /FEA=mRNA /CNT=21 /TID=Mm.33403.1 /TIER=Stack /STK=15 /UG=Mm.33403 /LL=72090 /UG_GENE=2010320H0
MOE430_2_1429560_at 37.1 51.2 P P 0.01 0.01 0.4 MI 0.00225 gb:BM227942 /DB_XREF=gi:17790405 /DB_XREF=K0252F03-3 /CLONE=K0252F03 /FEA=mRNA /CNT=53 /TID=Mm.18810.3 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429572_at 0.7 0.8 A A 0.82 0.95 0.4 NC 0.5 gb:AK014968.1 /DB_XREF=gi:12853111 /FEA=mRNA /CNT=16 /TID=Mm.50649.1 /TIER=Stack /STK=14 /UG=Mm.50649 /LL=70918 /UG_GENE=4921525L1
MOE430_2_1429576_at 1.8 2.3 A A 0.78 0.56 0.4 NC 0.37 gb:AK006841.1 /DB_XREF=gi:12840118 /FEA=mRNA /CNT=17 /TID=Mm.71094.1 /TIER=Stack /STK=14 /UG=Mm.71094 /LL=73466 /UG_GENE=1700060E1
MOE430_2_1429589_at 3.2 9 A A 0.14 0.09 0.4 NC 0.5 gb:BB131853 /DB_XREF=gi:8786243 /DB_XREF=BB131853 /CLONE=9630055L14 /FEA=mRNA /CNT=22 /TID=Mm.100406.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429595_at 44.8 47.1 P P 0.001953 0.000732 0.4 NC 0.01 gb:AK012399.1 /DB_XREF=gi:12849117 /FEA=mRNA /CNT=29 /TID=Mm.12248.1 /TIER=Stack /STK=13 /UG=Mm.12248 /LL=76967 /UG_GENE=2700049A0
MOE430_2_1429600_at 34 79.2 P P 0.000244 0.000244 0.4 NC 0.03 gb:AK003824.1 /DB_XREF=gi:12834725 /FEA=mRNA /CNT=20 /TID=Mm.32266.1 /TIER=Stack /STK=13 /UG=Mm.32266 /LL=68621 /UG_GENE=1110019K2
MOE430_2_1429639_at 63.4 76.6 P P 0.000244 0.000244 0.4 NC 0.006503 gb:AK009137.1 /DB_XREF=gi:12843745 /FEA=mRNA /CNT=14 /TID=Mm.46098.1 /TIER=Stack /STK=12 /UG=Mm.46098 /LL=69509 /UG_GENE=2310004G0
MOE430_2_1429649_at 16.6 26 P P 0.000732 0.001953 0.4 NC 0.11 gb:BB410001 /DB_XREF=gi:15411962 /DB_XREF=BB410001 /CLONE=C430016G23 /FEA=mRNA /CNT=92 /TID=Mm.29250.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429683_at 52.1 78.8 P P 0.005859 0.00293 0.4 I 0.00004 gb:AK018052.1 /DB_XREF=gi:12857595 /FEA=mRNA /CNT=36 /TID=Mm.89828.1 /TIER=Stack /STK=10 /UG=Mm.89828 /LL=76080 /UG_GENE=5830472M0
MOE430_2_1429725_at 11.4 23 A P 0.06 0.01 0.4 NC 0.13 gb:AK020706.1 /DB_XREF=gi:12861373 /FEA=mRNA /CNT=38 /TID=Mm.196564.1 /TIER=Stack /STK=9 /UG=Mm.196564 /LL=68160 /UG_GENE=A230102L
MOE430_2_1429732_at 9.4 13.7 A A 0.14 0.12 0.4 NC 0.37 gb:AK016334.1 /DB_XREF=gi:12855023 /FEA=mRNA /CNT=18 /TID=Mm.195752.1 /TIER=Stack /STK=9 /UG=Mm.195752 /LL=75276 /UG_GENE=4930565M
MOE430_2_1429753_at 9.5 6.4 A A 0.8 0.82 0.4 NC 0.5 gb:AK004130.1 /DB_XREF=gi:12835194 /FEA=mRNA /CNT=11 /TID=Mm.41675.1 /TIER=Stack /STK=9 /UG=Mm.41675 /LL=104080 /UG_GENE=Nxph4 /UG
MOE430_2_1429755_a_ 0.4 1 A A 0.93 0.75 0.4 NC 0.19 gb:AV279187 /DB_XREF=gi:6267224 /DB_XREF=AV279187 /CLONE=4933406F09 /FEA=mRNA /CNT=11 /TID=Mm.158195.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1429774_a_ 35.4 47.8 A P 0.18 0.04 0.4 NC 0.04 gb:AK014420.1 /DB_XREF=gi:12852260 /FEA=mRNA /CNT=27 /TID=Mm.32659.1 /TIER=Stack /STK=8 /UG=Mm.32659 /LL=70681 /UG_GENE=3830405G04
MOE430_2_1429799_at 21.4 33.6 P P 0.008057 0.001953 0.4 NC 0.004925 gb:BB541617 /DB_XREF=gi:9612840 /DB_XREF=BB541617 /CLONE=E130115D24 /FEA=mRNA /CNT=19 /TID=Mm.98929.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429824_at 0.4 0.6 A A 0.9 0.82 0.4 NC 0.43 gb:AK016083.1 /DB_XREF=gi:12854684 /FEA=mRNA /CNT=9 /TID=Mm.26078.1 /TIER=Stack /STK=8 /UG=Mm.26078 /LL=75311 /UG_GENE=4930550C14R
MOE430_2_1429833_at 1.3 1.9 A A 0.63 0.56 0.4 NC 0.5 gb:AK009303.1 /DB_XREF=gi:12844017 /FEA=mRNA /CNT=18 /TID=Mm.31040.1 /TIER=ConsEnd /STK=7 /UG=Mm.31040 /LL=70274 /UG_GENE=Ly6g6e-
MOE430_2_1429854_at 7 12.4 A A 0.24 0.07 0.4 NC 0.13 gb:AV263708 /DB_XREF=gi:6251631 /DB_XREF=AV263708 /CLONE=4930440H04 /FEA=mRNA /CNT=10 /TID=Mm.84622.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1429879_at 32.1 37.3 P P 0.008057 0.01 0.4 NC 0.16 gb:AK003575.1 /DB_XREF=gi:12834323 /FEA=mRNA /CNT=21 /TID=Mm.177030.1 /TIER=ConsEnd /STK=6 /UG=Mm.177030 /LL=68513 /UG_GENE=11100
MOE430_2_1429941_at 31.3 41.9 P P 0.000244 0.000244 0.4 NC 0.27 gb:AK010834.1 /DB_XREF=gi:12846553 /FEA=mRNA /CNT=20 /TID=Mm.130104.1 /TIER=ConsEnd /STK=5 /UG=Mm.130104 /LL=76775 /UG_GENE=24101
MOE430_2_1430044_at 24.7 18.5 A A 0.09 0.33 0.4 NC 0.73 gb:AK015144.1 /DB_XREF=gi:12853366 /FEA=mRNA /CNT=9 /TID=Mm.159077.1 /TIER=ConsEnd /STK=4 /UG=Mm.159077 /LL=73862 /UG_GENE=493041
MOE430_2_1430045_at 36.7 70.1 P P 0.000244 0.000244 0.4 MI 0.00249 gb:BM119928 /DB_XREF=gi:17087954 /DB_XREF=L0932F03-3 /CLONE=L0932F03 /FEA=mRNA /CNT=21 /TID=Mm.5248.2 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1430055_at 51.5 68.9 A P 0.06 0.03 0.4 NC 0.07 gb:AK006956.1 /DB_XREF=gi:12840273 /FEA=mRNA /CNT=8 /TID=Mm.139249.1 /TIER=ConsEnd /STK=4 /UG=Mm.139249 /LL=73533 /UG_GENE=170008
MOE430_2_1430069_at 7 16.9 A P 0.11 0.02 0.4 NC 0.1 gb:AK017330.1 /DB_XREF=gi:12856515 /FEA=mRNA /CNT=7 /TID=Mm.137892.1 /TIER=ConsEnd /STK=4 /UG=Mm.137892 /LL=71343 /UG_GENE=543042
MOE430_2_1430075_at 120.3 159.5 P P 0.000244 0.000244 0.4 I 0.001077 gb:AK017529.1 /DB_XREF=gi:12856812 /GEN=D8Ertd633e /FEA=mRNA /CNT=10 /TID=Mm.218319.1 /TIER=ConsEnd /STK=4 /UG=Mm.218319 /LL=52447
MOE430_2_1430129_a_ 214.1 264.5 P P 0.000244 0.000244 0.4 I 0.001201 gb:AK017777.1 /DB_XREF=gi:12857193 /GEN=D5Buc26e /FEA=mRNA /CNT=16 /TID=Mm.44223.2 /TIER=ConsEnd /STK=3 /UG=Mm.44223 /LL=27784 /U
MOE430_2_1430135_at 0.3 0.5 A A 0.96 0.86 0.4 NC 0.49 gb:AK018651.1 /DB_XREF=gi:12858465 /FEA=mRNA /CNT=14 /TID=Mm.154614.1 /TIER=ConsEnd /STK=3 /UG=Mm.154614 /UG_TITLE=Mus musculus adu
MOE430_2_1430137_at 14.8 15.9 A A 0.11 0.06 0.4 NC 0.15 gb:AK004850.1 /DB_XREF=gi:12836345 /FEA=mRNA /CNT=19 /TID=Mm.74885.1 /TIER=ConsEnd /STK=3 /UG=Mm.74885 /LL=71751 /UG_GENE=1300002
MOE430_2_1430166_at 11.5 18.5 A A 0.14 0.09 0.4 NC 0.03 gb:AV045291 /DB_XREF=gi:4864956 /DB_XREF=AV045291 /CLONE=1700042D18 /FEA=mRNA /CNT=6 /TID=Mm.158147.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430177_at 26.8 26.9 A A 0.08 0.08 0.4 NC 0.4 gb:AK011961.1 /DB_XREF=gi:12848406 /FEA=mRNA /CNT=8 /TID=Mm.158142.1 /TIER=ConsEnd /STK=3 /UG=Mm.158142 /LL=67159 /UG_GENE=261030
MOE430_2_1430214_a_ 36.5 56.7 P P 0.001221 0.00415 0.4 NC 0.16 gb:BB103211 /DB_XREF=gi:8755779 /DB_XREF=BB103211 /CLONE=9430086I21 /FEA=mRNA /CNT=8 /TID=Mm.38237.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1430237_at 43.8 52.5 P P 0.04 0.00415 0.4 MI 0.00249 gb:AK008821.1 /DB_XREF=gi:12843247 /FEA=mRNA /CNT=6 /TID=Mm.75559.1 /TIER=ConsEnd /STK=3 /UG=Mm.75559 /LL=75677 /UG_GENE=2210404A
MOE430_2_1430242_at 16.1 22.7 P P 0.000732 0.000244 0.4 NC 0.01 gb:AV356665 /DB_XREF=gi:6437931 /DB_XREF=AV356665 /CLONE=7330438H06 /FEA=mRNA /CNT=5 /TID=Mm.52675.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430258_at 17.3 23.4 A M 0.06 0.05 0.4 NC 0.23 gb:AK002695.1 /DB_XREF=gi:12832866 /FEA=mRNA /CNT=5 /TID=Mm.158203.1 /TIER=ConsEnd /STK=3 /UG=Mm.158203 /LL=68381 /UG_GENE=061003
MOE430_2_1430259_at 1.9 3.3 A A 0.63 0.63 0.4 NC 0.08 gb:AK020374.1 /DB_XREF=gi:12860943 /GEN=Tnfrsf11a /FEA=mRNA /CNT=5 /TID=Mm.6251.2 /TIER=ConsEnd /STK=3 /UG=Mm.6251 /LL=21934 /UG_TI
MOE430_2_1430279_at 13.7 17.9 P A 0.03 0.09 0.4 NC 0.21 gb:AV165624 /DB_XREF=gi:5372061 /DB_XREF=AV165624 /CLONE=3110038C09 /FEA=mRNA /CNT=4 /TID=Mm.45346.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430347_at 40.2 51.2 A M 0.11 0.05 0.4 NC 0.01 gb:AK015886.1 /DB_XREF=gi:12854399 /FEA=mRNA /CNT=7 /TID=Mm.44890.1 /TIER=ConsEnd /STK=2 /UG=Mm.44890 /LL=75129 /UG_GENE=4930524J
MOE430_2_1430349_at 5.6 11.4 A A 0.19 0.21 0.4 NC 0.5 gb:AK016865.1 /DB_XREF=gi:12855829 /FEA=mRNA /CNT=6 /TID=Mm.66995.1 /TIER=ConsEnd /STK=2 /UG=Mm.66995 /LL=71164 /UG_GENE=4933421L
MOE430_2_1430363_at 23.9 29.7 M P 0.05 0.04 0.4 NC 0.86 gb:AI481193 /DB_XREF=gi:4374419 /DB_XREF=vh20a07.x1 /CLONE=IMAGE:875988 /FEA=mRNA /CNT=7 /TID=Mm.32531.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430440_at 9 17.2 A A 0.17 0.08 0.4 NC 0.5 gb:AK015363.1 /DB_XREF=gi:12853674 /FEA=mRNA /CNT=5 /TID=Mm.170672.1 /TIER=ConsEnd /STK=2 /UG=Mm.170672 /LL=74660 /UG_GENE=493044
MOE430_2_1430465_at 0.8 1.2 A A 0.8 0.62 0.4 NC 0.36 gb:AK014614.1 /DB_XREF=gi:12852579 /FEA=mRNA /CNT=4 /TID=Mm.206709.1 /TIER=ConsEnd /STK=2 /UG=Mm.206709 /UG_TITLE=Mus musculus 0 da
MOE430_2_1430503_at 13.4 15 A A 0.18 0.11 0.4 NC 0.5 gb:AI875090 /DB_XREF=gi:5549139 /DB_XREF=ul29d02.x1 /CLONE=IMAGE:2099715 /FEA=mRNA /CNT=3 /TID=Mm.160059.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430513_at 8.8 10.4 A A 0.56 0.43 0.4 NC 0.5 gb:AK006803.1 /DB_XREF=gi:12840064 /FEA=mRNA /CNT=3 /TID=Mm.218358.1 /TIER=ConsEnd /STK=2 /UG=Mm.218358 /LL=73458 /UG_GENE=170005
MOE430_2_1430518_at 4.8 4 A A 0.6 0.63 0.4 NC 0.34 gb:AK017258.1 /DB_XREF=gi:12856406 /FEA=mRNA /CNT=3 /TID=Mm.79600.1 /TIER=ConsEnd /STK=2 /UG=Mm.79600 /LL=71351 /UG_GENE=5430402E
MOE430_2_1430542_a_ 1695 2218.5 P P 0.000244 0.000244 0.4 I 0.00002 gb:AA823938 /DB_XREF=gi:2893806 /DB_XREF=vq93b06.r1 /CLONE=IMAGE:1109843 /FEA=mRNA /CNT=16 /TID=Mm.658.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430558_at 112.4 160.4 P P 0.000732 0.000244 0.4 I 0.000035 gb:BM114753 /DB_XREF=gi:17077771 /DB_XREF=L0809G04-3 /CLONE=L0809G04 /FEA=mRNA /CNT=16 /TID=Mm.195537.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430562_at 4.8 7.2 A A 0.27 0.6 0.4 NC 0.5 gb:AV231819 /DB_XREF=gi:6184334 /DB_XREF=AV231819 /CLONE=4632409O07 /FEA=mRNA /CNT=15 /TID=Mm.12479.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430563_at 7.9 8.4 A A 0.27 0.39 0.4 NC 0.57 gb:AK018494.1 /DB_XREF=gi:12858220 /FEA=mRNA /CNT=14 /TID=Mm.151918.1 /TIER=ConsEnd /STK=1 /UG=Mm.151918 /LL=71567 /UG_GENE=90304
MOE430_2_1430564_at 12.8 15.2 P P 0.005859 0.01 0.4 NC 0.14 gb:AK003346.1 /DB_XREF=gi:12833957 /FEA=mRNA /CNT=13 /TID=Mm.35764.1 /TIER=ConsEnd /STK=1 /UG=Mm.35764 /LL=68473 /UG_GENE=1110003
MOE430_2_1430575_a_ 59.4 63.5 P P 0.001221 0.000244 0.4 NC 0.08 gb:BB484264 /DB_XREF=gi:16441130 /DB_XREF=BB484264 /CLONE=D430024I16 /FEA=mRNA /CNT=10 /TID=Mm.28867.3 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430607_at 0.9 0.9 A A 0.87 0.72 0.4 NC 0.06 gb:BB279598 /DB_XREF=gi:15411050 /DB_XREF=BB279598 /CLONE=A930018M07 /FEA=mRNA /CNT=9 /TID=Mm.133320.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430633_s_ 39.8 61.6 P P 0.000244 0.00293 0.4 NC 0.46 gb:BG066234 /DB_XREF=gi:12548803 /DB_XREF=H3040E08-3 /CLONE=H3040E08 /FEA=mRNA /CNT=8 /TID=Mm.132844.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430648_at 11.1 11.3 A A 0.21 0.14 0.4 NC 0.5 gb:AK013326.1 /DB_XREF=gi:12850620 /FEA=mRNA /CNT=10 /TID=Mm.156870.1 /TIER=ConsEnd /STK=1 /UG=Mm.156870 /LL=72821 /UG_GENE=28104
MOE430_2_1430662_at 20.3 27.1 P P 0.02 0.01 0.4 NC 0.11 gb:BE947630 /DB_XREF=gi:10525389 /DB_XREF=UI-M-BH3-awz-g-02-0-UI.s1 /CLONE=UI-M-BH3-awz-g-02-0-UI /FEA=mRNA /CNT=8 /TID=Mm.11825
MOE430_2_1430675_at 0.7 2.7 A A 0.66 0.5 0.4 NC 0.45 gb:BM932606 /DB_XREF=gi:19391758 /DB_XREF=UI-M-CG0p-bni-b-07-0-UI.r1 /CLONE=UI-M-CG0p-bni-b-07-0-UI /FEA=mRNA /CNT=6 /TID=Mm.7636
MOE430_2_1430697_at 25.3 32.7 P P 0.01 0.01 0.4 NC 0.11 gb:BM235514 /DB_XREF=gi:17870784 /DB_XREF=K0420A07-3 /CLONE=K0420A07 /FEA=mRNA /CNT=6 /TID=Mm.133782.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430699_at 13.5 15.4 A M 0.11 0.05 0.4 NC 0.36 gb:AK018327.1 /DB_XREF=gi:12857978 /FEA=mRNA /CNT=6 /TID=Mm.159711.1 /TIER=ConsEnd /STK=1 /UG=Mm.159711 /LL=76206 /UG_GENE=653040
MOE430_2_1430743_at 2.5 1 A A 0.93 0.91 0.4 NC 0.22 gb:BE982144 /DB_XREF=gi:10651996 /DB_XREF=UI-M-CG0p-bcy-e-05-0-UI.s1 /CLONE=UI-M-CG0p-bcy-e-05-0-UI /FEA=mRNA /CNT=5 /TID=Mm.151
MOE430_2_1430750_at 12.2 15.2 A A 0.39 0.14 0.4 NC 0.08 gb:AK018462.1 /DB_XREF=gi:12858175 /FEA=mRNA /CNT=5 /TID=Mm.203917.1 /TIER=ConsEnd /STK=1 /UG=Mm.203917 /LL=71558 /UG_GENE=843043
MOE430_2_1430756_at 10.8 21.6 P A 0.008057 0.08 0.4 NC 0.5 gb:AV292658 /DB_XREF=gi:6306689 /DB_XREF=AV292658 /CLONE=5430427G11 /FEA=mRNA /CNT=5 /TID=Mm.158693.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430777_a_ 123.1 132.6 P P 0.00293 0.001221 0.4 NC 0.006503 gb:AK014644.1 /DB_XREF=gi:12852630 /FEA=mRNA /CNT=4 /TID=Mm.22435.2 /TIER=ConsEnd /STK=1 /UG=Mm.22435 /LL=66629 /UG_GENE=Golph3 /U
MOE430_2_1430783_at 8 11.2 A A 0.43 0.21 0.4 NC 0.25 gb:AV274103 /DB_XREF=gi:6262140 /DB_XREF=AV274103 /CLONE=4932416J16 /FEA=mRNA /CNT=6 /TID=Mm.60607.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430798_x_ 22.7 27 P P 0.005859 0.01 0.4 NC 0.5 gb:AV306676 /DB_XREF=gi:6339190 /DB_XREF=AV306676 /CLONE=5730543M03 /FEA=mRNA /CNT=5 /TID=Mm.29904.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430799_at 0.9 1.4 A A 0.94 0.88 0.4 NC 0.36 gb:BB204368 /DB_XREF=gi:8869321 /DB_XREF=BB204368 /CLONE=A430057J12 /FEA=mRNA /CNT=5 /TID=Mm.133725.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430807_at 0.4 0.9 A A 0.88 0.82 0.4 NC 0.21 gb:AV121153 /DB_XREF=gi:5306867 /DB_XREF=AV121153 /CLONE=2610318I18 /FEA=mRNA /CNT=4 /TID=Mm.158837.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430816_at 12.8 16.3 P A 0.04 0.06 0.4 NC 0.5 gb:AK018273.1 /DB_XREF=gi:12857904 /FEA=mRNA /CNT=4 /TID=Mm.159707.1 /TIER=ConsEnd /STK=1 /UG=Mm.159707 /LL=76194 /UG_GENE=643040
MOE430_2_1430848_a_ 20.5 26.3 A A 0.07 0.07 0.4 NC 0.5 gb:AK015619.1 /DB_XREF=gi:12854022 /FEA=mRNA /CNT=4 /TID=Mm.37596.3 /TIER=ConsEnd /STK=1 /UG=Mm.37596 /LL=103268 /UG_GENE=2410017
MOE430_2_1430876_at 0.3 0.4 A A 0.9 0.74 0.4 NC 0.54 gb:AV120335 /DB_XREF=gi:5302486 /DB_XREF=AV120335 /CLONE=2610312I10 /FEA=mRNA /CNT=3 /TID=Mm.158380.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430890_at 7.3 8.9 A A 0.19 0.21 0.4 NC 0.48 gb:AK008696.1 /DB_XREF=gi:12843047 /FEA=mRNA /CNT=3 /TID=Mm.158322.1 /TIER=ConsEnd /STK=1 /UG=Mm.158322 /LL=70080 /UG_GENE=221001
MOE430_2_1430893_at 1.1 0.6 A A 0.8 0.78 0.4 NC 0.04 gb:AK011413.1 /DB_XREF=gi:12847521 /FEA=mRNA /CNT=3 /TID=Mm.196051.1 /TIER=ConsEnd /STK=1 /UG=Mm.196051 /LL=76914 /UG_GENE=261001
MOE430_2_1430922_at 9.7 8.9 A A 0.66 0.33 0.4 NC 0.05 gb:AK017430.1 /DB_XREF=gi:12856661 /FEA=mRNA /CNT=3 /TID=Mm.158687.1 /TIER=ConsEnd /STK=1 /UG=Mm.158687 /LL=71388 /UG_GENE=553040
MOE430_2_1430972_x_ 14.9 10.6 P P 0.03 0.001221 0.4 NC 0.11 gb:AK020468.1 /DB_XREF=gi:12861061 /GEN=Aqr /FEA=mRNA /CNT=3 /TID=Mm.2545.3 /TIER=ConsEnd /STK=1 /UG=Mm.2545 /LL=11834 /UG_TITLE=a
MOE430_2_1430991_at 35.7 61.9 P P 0.02 0.02 0.4 NC 0.01 gb:AK017634.1 /DB_XREF=gi:12856975 /FEA=mRNA /CNT=26 /TID=Mm.46783.2 /TIER=ConsEnd /STK=0 /UG=Mm.46783 /LL=66263 /UG_GENE=1810014
MOE430_2_1430992_s_ 25.9 24.8 P P 0.005859 0.000732 0.4 NC 0.26 gb:BE916591 /DB_XREF=gi:10417385 /DB_XREF=601667391F1 /CLONE=IMAGE:3967126 /FEA=mRNA /CNT=54 /TID=Mm.174969.1 /TIER=ConsEnd /STK=
MOE430_2_1431036_a_ 1076.8 1346.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:BF121933 /DB_XREF=gi:10960973 /DB_XREF=601758769F1 /CLONE=IMAGE:3992944 /FEA=mRNA /CNT=14 /TID=Mm.21507.1 /TIER=ConsEnd /STK=0
MOE430_2_1431041_at 35.2 32.7 P M 0.04 0.05 0.4 NC 0.41 gb:AU051504 /DB_XREF=gi:4434513 /DB_XREF=AU051504 /CLONE=MNCb-2120 /FEA=mRNA /CNT=24 /TID=Mm.156839.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431042_at 185.1 219.3 P P 0.000244 0.000244 0.4 I 0.001077 gb:AI530667 /DB_XREF=gi:4444802 /DB_XREF=mp78g12.y1 /CLONE=IMAGE:575398 /FEA=mRNA /CNT=23 /TID=Mm.40780.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431064_at 78.1 134.5 P P 0.000244 0.000244 0.4 NC 0.02 gb:BF119821 /DB_XREF=gi:10958861 /DB_XREF=601757592F1 /CLONE=IMAGE:3986758 /FEA=mRNA /CNT=28 /TID=Mm.202749.1 /TIER=ConsEnd /STK=



MOE430_2_1431078_at 13.6 21 A P 0.11 0.008057 0.4 NC 0.22 gb:BF136994 /DB_XREF=gi:10976034 /DB_XREF=601782393F1 /CLONE=IMAGE:4010230 /FEA=mRNA /CNT=15 /TID=Mm.143768.2 /TIER=ConsEnd /STK=
MOE430_2_1431096_at 60.2 74.5 P P 0.000244 0.000732 0.4 NC 0.03 gb:BB661182 /DB_XREF=gi:16494961 /DB_XREF=BB661182 /CLONE=D630025N02 /FEA=mRNA /CNT=15 /TID=Mm.158856.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431105_a_ 90.8 124.3 P P 0.000732 0.001221 0.4 NC 0.005409 gb:AK012413.1 /DB_XREF=gi:12849140 /FEA=mRNA /CNT=10 /TID=Mm.110600.4 /TIER=ConsEnd /STK=0 /UG=Mm.110600 /LL=67878 /UG_GENE=16000
MOE430_2_1431135_at 1.5 0.5 A A 0.91 0.99 0.4 NC 0.62 gb:BI499265 /DB_XREF=gi:15338609 /DB_XREF=ie29a01.y1 /FEA=mRNA /CNT=13 /TID=Mm.25232.2 /TIER=ConsEnd /STK=0 /UG=Mm.25232 /LL=16403 /
MOE430_2_1431197_at 50.1 57.6 P P 0.00293 0.01 0.4 NC 0.25 gb:BB641782 /DB_XREF=gi:16476870 /DB_XREF=BB641782 /CLONE=A830049L23 /FEA=mRNA /CNT=7 /TID=Mm.175403.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431207_at 12.4 15.9 P P 0.03 0.008057 0.4 NC 0.23 gb:BI988711 /DB_XREF=gi:17959698 /DB_XREF=4014-48 /FEA=mRNA /CNT=11 /TID=Mm.65038.1 /TIER=ConsEnd /STK=0 /UG=Mm.65038 /LL=72852 /U
MOE430_2_1431232_a_ 32.9 31.2 P P 0.000244 0.000244 0.4 NC 0.23 gb:AK009477.1 /DB_XREF=gi:12844300 /FEA=mRNA /CNT=6 /TID=Mm.87532.2 /TIER=ConsEnd /STK=0 /UG=Mm.87532 /LL=29808 /UG_GENE=Mad5 /UG
MOE430_2_1431235_at 16.6 28.1 A P 0.06 0.001221 0.4 NC 0.002753 gb:BI654939 /DB_XREF=gi:15569175 /DB_XREF=603282896F1 /CLONE=IMAGE:5327470 /FEA=mRNA /CNT=6 /TID=Mm.36541.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431337_a_ 132 195.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:AK004643.1 /DB_XREF=gi:12835956 /FEA=mRNA /CNT=4 /TID=Mm.26148.2 /TIER=ConsEnd /STK=0 /UG=Mm.26148 /LL=67894 /UG_GENE=1810055E
MOE430_2_1431347_at 23.6 34.8 P P 0.03 0.005859 0.4 MI 0.002032 gb:AI317200 /DB_XREF=gi:4032467 /DB_XREF=ui35g04.y1 /CLONE=IMAGE:1853334 /FEA=mRNA /CNT=4 /TID=Mm.177356.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431363_at 1.9 1 A A 0.56 0.78 0.4 NC 0.5 gb:AK016917.1 /DB_XREF=gi:12855903 /FEA=mRNA /CNT=6 /TID=Mm.85000.3 /TIER=ConsEnd /STK=0 /UG=Mm.85000 /LL=74446 /UG_GENE=4933425K
MOE430_2_1431396_at 2.4 3.4 A A 0.8 0.69 0.4 NC 0.49 gb:BI645591 /DB_XREF=gi:15559804 /DB_XREF=603275380F1 /CLONE=IMAGE:5315947 /FEA=mRNA /CNT=3 /TID=Mm.56685.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1431402_at 1.1 3.3 A A 0.8 0.69 0.4 NC 0.05 gb:BB626088 /DB_XREF=gi:15398716 /DB_XREF=BB626088 /CLONE=9330159G10 /FEA=mRNA /CNT=3 /TID=Mm.132307.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431438_at 1.3 2 A A 0.87 0.78 0.4 NC 0.09 gb:BB854797 /DB_XREF=gi:17096251 /DB_XREF=BB854797 /CLONE=G370021C12 /FEA=mRNA /CNT=3 /TID=Mm.159952.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431451_at 1.8 1.2 A A 0.82 0.93 0.4 NC 0.48 gb:AK016765.1 /DB_XREF=gi:12855675 /FEA=mRNA /CNT=5 /TID=Mm.67699.1 /TIER=ConsEnd /STK=4 /UG=Mm.67699 /LL=71103 /UG_GENE=4933411C
MOE430_2_1431486_at 6.5 6.6 A A 0.33 0.14 0.4 NC 0.24 gb:AK015688.1 /DB_XREF=gi:12854116 /FEA=mRNA /CNT=3 /TID=Mm.159403.1 /TIER=ConsEnd /STK=2 /UG=Mm.159403 /LL=75030 /UG_GENE=493050
MOE430_2_1431506_s_ 515.3 682.5 P P 0.000244 0.000244 0.4 I 0.000346 gb:AK008394.1 /DB_XREF=gi:12842552 /FEA=mRNA /CNT=3 /TID=Mm.196088.1 /TIER=ConsEnd /STK=2 /UG=Mm.196088 /LL=72063 /UG_GENE=201011
MOE430_2_1431516_at 0.9 1.9 A A 0.9 0.9 0.4 NC 0.39 gb:AK019787.1 /DB_XREF=gi:12860124 /FEA=mRNA /CNT=4 /TID=Mm.66993.1 /TIER=ConsEnd /STK=1 /UG=Mm.66993 /LL=68306 /UG_GENE=4930565N
MOE430_2_1431534_at 1.6 1.3 A A 0.66 0.78 0.4 NC 0.5 gb:AK014830.1 /DB_XREF=gi:12852900 /FEA=mRNA /CNT=2 /TID=Mm.195693.1 /TIER=ConsEnd /STK=1 /UG=Mm.195693 /LL=74049 /UG_GENE=492150
MOE430_2_1431583_at 0.4 0.5 A A 0.85 0.78 0.4 NC 0.11 gb:AK002805.1 /DB_XREF=gi:12833057 /FEA=mRNA /CNT=2 /TID=Mm.159135.1 /TIER=ConsEnd /STK=1 /UG=Mm.159135 /LL=74092 /UG_GENE=061003
MOE430_2_1431601_at 12.8 13.3 P A 0.000732 0.06 0.4 NC 0.5 gb:AK017008.1 /DB_XREF=gi:12856046 /FEA=mRNA /CNT=2 /TID=Mm.67658.1 /TIER=ConsEnd /STK=1 /UG=Mm.67658 /LL=71236 /UG_GENE=4933431K
MOE430_2_1431602_a_ 32 54.5 P P 0.00415 0.001953 0.4 NC 0.02 gb:AK007746.1 /DB_XREF=gi:12841489 /FEA=mRNA /CNT=2 /TID=Mm.45642.3 /TIER=ConsEnd /STK=1 /UG=Mm.45642 /LL=66435 /UG_GENE=1810064L
MOE430_2_1431654_at 0.7 1.8 A A 0.88 0.69 0.4 NC 0.31 gb:AK016772.1 /DB_XREF=gi:12855684 /FEA=mRNA /CNT=2 /TID=Mm.63556.1 /TIER=ConsEnd /STK=1 /UG=Mm.63556 /LL=71184 /UG_GENE=4933411J
MOE430_2_1431781_at 15.2 31.4 A A 0.33 0.21 0.4 NC 0.5 gb:AK006049.1 /DB_XREF=gi:12838945 /FEA=mRNA /CNT=2 /TID=Mm.195629.3 /TIER=ConsEnd /STK=0 /UG=Mm.195629 /LL=72222 /UG_GENE=Dgl1-pe
MOE430_2_1431784_a_ 61.3 82.8 P P 0.000244 0.000732 0.4 NC 0.01 gb:AK008988.1 /DB_XREF=gi:12843508 /FEA=mRNA /CNT=2 /TID=Mm.28128.3 /TIER=ConsEnd /STK=0 /UG=Mm.28128 /LL=70285 /UG_GENE=2310066N
MOE430_2_1431789_s_ 57.6 87.2 P P 0.01 0.008057 0.4 NC 0.004481 gb:AK014065.1 /DB_XREF=gi:12851706 /FEA=mRNA /CNT=2 /TID=Mm.195656.1 /TIER=ConsEnd /STK=0 /UG=Mm.195656 /LL=73130 /UG_GENE=311002
MOE430_2_1431823_at 1 2 A A 0.99 0.99 0.4 NC 0.05 gb:AK018648.1 /DB_XREF=gi:12858462 /FEA=mRNA /CNT=1 /TID=Mm.159561.1 /TIER=ConsEnd /STK=0 /UG=Mm.159561 /LL=75760 /UG_GENE=913002
MOE430_2_1431854_a_ 16.4 16.5 A A 0.08 0.24 0.4 NC 0.5 gb:AK019627.1 /DB_XREF=gi:12859928 /FEA=mRNA /CNT=1 /TID=Mm.196496.2 /TIER=ConsEnd /STK=0 /UG=Mm.196496 /LL=74430 /UG_GENE=493340
MOE430_2_1431882_at 3.7 3.7 A A 0.45 0.63 0.4 NC 0.5 gb:AK016678.1 /DB_XREF=gi:12855547 /FEA=mRNA /CNT=1 /TID=Mm.210538.1 /TIER=ConsEnd /STK=0 /UG=Mm.210538 /LL=74406 /UG_GENE=493340
MOE430_2_1431954_x_ 1.4 0.4 A A 0.52 0.8 0.4 NC 0.57 gb:AK015261.1 /DB_XREF=gi:12853529 /FEA=mRNA /CNT=1 /TID=Mm.195708.1 /TIER=ConsEnd /STK=0 /UG=Mm.195708 /LL=74641 /UG_GENE=493043
MOE430_2_1431956_at 7.8 8.8 A A 0.24 0.14 0.4 NC 0.44 gb:AK018007.1 /DB_XREF=gi:12857532 /FEA=mRNA /CNT=1 /TID=Mm.159669.1 /TIER=ConsEnd /STK=0 /UG=Mm.159669 /LL=76076 /UG_GENE=583045
MOE430_2_1431967_at 2.8 3.2 A A 0.5 0.46 0.4 NC 0.6 gb:AK005660.1 /DB_XREF=gi:12838349 /FEA=mRNA /CNT=1 /TID=Mm.158761.1 /TIER=ConsEnd /STK=0 /UG=Mm.158761 /LL=71824 /UG_GENE=170000
MOE430_2_1431970_at 1.5 0.8 A A 0.9 0.8 0.4 NC 0.02 gb:AK014697.1 /DB_XREF=gi:12852705 /FEA=mRNA /CNT=1 /TID=Mm.159563.1 /TIER=ConsEnd /STK=0 /UG=Mm.159563 /LL=75766 /UG_GENE=483341
MOE430_2_1431972_a_ 36.4 58.1 P P 0.000244 0.001953 0.4 NC 0.49 gb:AK005931.1 /DB_XREF=gi:12838768 /FEA=mRNA /CNT=1 /TID=Mm.196347.2 /TIER=ConsEnd /STK=0 /UG=Mm.196347 /LL=72972 /UG_GENE=290005
MOE430_2_1431977_at 0.5 0.6 A A 0.88 0.82 0.4 NC 0.31 gb:AK016621.1 /DB_XREF=gi:12855456 /FEA=mRNA /CNT=1 /TID=Mm.159196.1 /TIER=ConsEnd /STK=0 /UG=Mm.159196 /LL=74425 /UG_GENE=493340
MOE430_2_1431985_at 37 72.8 P P 0.03 0.03 0.4 NC 0.004481 gb:AK008693.1 /DB_XREF=gi:12843043 /FEA=mRNA /CNT=1 /TID=Mm.86627.1 /TIER=ConsEnd /STK=0 /UG=Mm.86627 /LL=76762 /UG_GENE=2210010B
MOE430_2_1432012_a_ 15.6 26.1 P P 0.03 0.005859 0.4 NC 0.003041 gb:AK016629.1 /DB_XREF=gi:12855469 /FEA=mRNA /CNT=1 /TID=Mm.195859.2 /TIER=ConsEnd /STK=0 /UG=Mm.195859 /LL=74455 /UG_GENE=493341
MOE430_2_1432111_at 18.5 25.3 P A 0.03 0.06 0.4 NC 0.39 gb:AK016020.1 /DB_XREF=gi:12854597 /FEA=mRNA /CNT=1 /TID=Mm.159467.1 /TIER=ConsEnd /STK=0 /UG=Mm.159467 /LL=75211 /UG_GENE=493054
MOE430_2_1432155_at 3.4 6.7 A A 0.39 0.3 0.4 NC 0.26 gb:AK014104.1 /DB_XREF=gi:12851765 /FEA=mRNA /CNT=1 /TID=Mm.1574.2 /TIER=ConsEnd /STK=0 /UG=Mm.1574 /LL=73178 /UG_GENE=Wasl /UG_TI
MOE430_2_1432183_at 35.5 36 A P 0.08 0.04 0.4 NC 0.36 gb:AK015103.1 /DB_XREF=gi:12853315 /FEA=mRNA /CNT=1 /TID=Mm.195678.1 /TIER=ConsEnd /STK=0 /UG=Mm.195678 /LL=73799 /UG_GENE=493040
MOE430_2_1432199_at 10.2 10 A A 0.11 0.3 0.4 NC 0.5 gb:AK016248.1 /DB_XREF=gi:12854904 /FEA=mRNA /CNT=1 /TID=Mm.159604.1 /TIER=ConsEnd /STK=0 /UG=Mm.159604 /LL=75859 /UG_GENE=493056
MOE430_2_1432220_at 0.7 1.2 A A 0.78 0.8 0.4 NC 0.26 gb:AK016998.1 /DB_XREF=gi:12856035 /FEA=mRNA /CNT=1 /TID=Mm.158637.1 /TIER=ConsEnd /STK=0 /UG=Mm.158637 /LL=71251 /UG_GENE=493343
MOE430_2_1432225_at 6 6 A A 0.27 0.09 0.4 NC 0.16 gb:AK015480.1 /DB_XREF=gi:12853841 /FEA=mRNA /CNT=1 /TID=Mm.158744.1 /TIER=ConsEnd /STK=0 /UG=Mm.158744 /LL=71650 /UG_GENE=493045
MOE430_2_1432234_at 1 1.1 A A 0.95 0.96 0.4 NC 0.5 gb:AK017106.1 /DB_XREF=gi:12856196 /FEA=mRNA /CNT=1 /TID=Mm.158633.1 /TIER=ConsEnd /STK=0 /UG=Mm.158633 /LL=71247 /UG_GENE=493343
MOE430_2_1432236_a_ 70.5 102.5 P P 0.008057 0.001953 0.4 NC 0.19 gb:AK021174.1 /DB_XREF=gi:12861971 /FEA=mRNA /CNT=1 /TID=Mm.9244.4 /TIER=ConsEnd /STK=0 /UG=Mm.9244 /LL=20937 /UG_GENE=Suv39h1 /U
MOE430_2_1432337_at 1.1 0.4 A A 0.94 0.9 0.4 NC 0.72 gb:AK020981.1 /DB_XREF=gi:12861732 /FEA=mRNA /CNT=1 /TID=Mm.195815.1 /TIER=ConsEnd /STK=0 /UG=Mm.195815 /LL=78872 /UG_GENE=B23011
MOE430_2_1432339_at 1.2 1.9 A A 0.46 0.46 0.4 NC 0.41 gb:AK017023.1 /DB_XREF=gi:12856070 /FEA=mRNA /CNT=1 /TID=Mm.158643.1 /TIER=ConsEnd /STK=0 /UG=Mm.158643 /LL=71264 /UG_GENE=493343
MOE430_2_1432368_at 0.5 0.7 A A 0.99 0.82 0.4 NC 0.01 gb:AK016392.1 /DB_XREF=gi:12855099 /FEA=mRNA /CNT=1 /TID=Mm.159627.1 /TIER=ConsEnd /STK=0 /UG=Mm.159627 /LL=75937 /UG_GENE=493059
MOE430_2_1432374_a_ 38.5 34.9 P P 0.000244 0.000244 0.4 NC 0.16 gb:AK016617.1 /DB_XREF=gi:12855450 /FEA=mRNA /CNT=1 /TID=Mm.86644.2 /TIER=ConsEnd /STK=0 /UG=Mm.86644 /LL=71028 /UG_GENE=4933402G
MOE430_2_1432392_at 14.1 15.9 A A 0.14 0.09 0.4 NC 0.23 gb:AK015046.1 /DB_XREF=gi:12853234 /FEA=mRNA /CNT=1 /TID=Mm.27828.2 /TIER=ConsEnd /STK=0 /UG=Mm.27828 /LL=73804 /UG_GENE=4930402F
MOE430_2_1432409_at 1 2.9 A A 0.99 0.91 0.4 NC 0.08 gb:AK013274.1 /DB_XREF=gi:12850539 /GEN=Prkar2a /FEA=mRNA /CNT=1 /TID=Mm.160321.1 /TIER=ConsEnd /STK=0 /UG=Mm.160321 /UG_TITLE=Mus
MOE430_2_1432428_at 0.6 0.7 A A 0.98 0.96 0.4 NC 0.39 gb:AK021066.1 /DB_XREF=gi:12861839 /FEA=mRNA /CNT=1 /TID=Mm.159895.1 /TIER=ConsEnd /STK=0 /UG=Mm.159895 /LL=77318 /UG_GENE=C03001
MOE430_2_1432488_a_ 571.2 661.8 P P 0.000244 0.000244 0.4 I 0.000023 gb:AK015776.1 /DB_XREF=gi:12854242 /FEA=mRNA /CNT=1 /TID=Mm.25779.2 /TIER=ConsEnd /STK=0 /UG=Mm.25779 /LL=75062 /UG_GENE=4930512K
MOE430_2_1432542_at 2.9 5.8 A A 0.52 0.5 0.4 NC 0.34 gb:AK013405.1 /DB_XREF=gi:12850743 /FEA=mRNA /CNT=1 /TID=Mm.158882.1 /TIER=ConsEnd /STK=0 /UG=Mm.158882 /LL=72785 /UG_GENE=281047
MOE430_2_1432546_at 0.6 1.6 A A 0.74 0.66 0.4 NC 0.39 gb:AK015936.1 /DB_XREF=gi:12854472 /FEA=mRNA /CNT=1 /TID=Mm.159471.1 /TIER=ConsEnd /STK=0 /UG=Mm.159471 /LL=75231 /UG_GENE=493052
MOE430_2_1432579_at 14.5 22.9 P P 0.00415 0.001953 0.4 NC 0.06 gb:AU041986 /DB_XREF=gi:3956221 /DB_XREF=AU041986 /CLONE=J1012B04 /FEA=mRNA /CNT=6 /TID=Mm.159766.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1432601_at 4.8 4.8 A A 0.12 0.11 0.4 NC 0.39 gb:BB120469 /DB_XREF=gi:8773037 /DB_XREF=BB120469 /CLONE=9530077A04 /FEA=mRNA /CNT=3 /TID=Mm.195887.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432610_at 2.7 2.6 A A 0.66 0.69 0.4 NC 0.42 gb:AV151863 /DB_XREF=gi:5357069 /DB_XREF=AV151863 /CLONE=2900024J01 /FEA=mRNA /CNT=4 /TID=Mm.158892.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432641_at 8.4 10.5 A A 0.63 0.3 0.4 NC 0.05 gb:BB635794 /DB_XREF=gi:16471812 /DB_XREF=BB635794 /CLONE=A430086A16 /FEA=mRNA /CNT=3 /TID=Mm.159681.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432695_at 4.5 6.6 A A 0.56 0.16 0.4 NC 0.03 gb:AK014973.1 /DB_XREF=gi:12853120 /FEA=mRNA /CNT=2 /TID=Mm.84102.1 /TIER=ConsEnd /STK=0 /UG=Mm.84102 /LL=70929 /UG_GENE=4921527H
MOE430_2_1432716_at 0.5 0.5 A A 0.93 0.95 0.4 NC 0.29 gb:AK012914.1 /DB_XREF=gi:12849964 /FEA=mRNA /CNT=2 /TID=Mm.158868.1 /TIER=ConsEnd /STK=0 /UG=Mm.158868 /LL=72710 /UG_GENE=281004
MOE430_2_1432718_at 11.6 13.7 A A 0.5 0.19 0.4 NC 0.2 gb:AK007504.1 /DB_XREF=gi:12841093 /FEA=mRNA /CNT=2 /TID=Mm.158239.1 /TIER=ConsEnd /STK=0 /UG=Mm.158239 /LL=69103 /UG_GENE=181001
MOE430_2_1432758_at 3.8 5.2 A A 0.65 0.53 0.4 NC 0.5 gb:AK019313.1 /DB_XREF=gi:12859457 /FEA=mRNA /CNT=2 /TID=Mm.159847.1 /TIER=ConsEnd /STK=0 /UG=Mm.159847 /LL=77082 /UG_GENE=290001
MOE430_2_1432766_at 1.6 3.3 A A 0.88 0.72 0.4 NC 0.13 gb:BB541073 /DB_XREF=gi:9612296 /DB_XREF=BB541073 /CLONE=E130112B07 /FEA=mRNA /CNT=2 /TID=Mm.160010.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432816_s_ 1.1 1.6 A A 0.53 0.72 0.4 NC 0.5 gb:AK015130.1 /DB_XREF=gi:12853350 /FEA=mRNA /CNT=2 /TID=Mm.78346.1 /TIER=ConsEnd /STK=0 /UG=Mm.78346 /LL=73951 /UG_GENE=4930413G
MOE430_2_1432847_at 3 4.3 A A 0.8 0.63 0.4 NC 0.3 gb:AK013359.1 /DB_XREF=gi:12850670 /FEA=mRNA /CNT=2 /TID=Mm.158888.1 /TIER=ConsEnd /STK=0 /UG=Mm.158888 /LL=72824 /UG_GENE=281045
MOE430_2_1432860_at 1.7 1 A A 0.95 0.96 0.4 NC 0.5 gb:BB849008 /DB_XREF=gi:17090462 /DB_XREF=BB849008 /CLONE=F930005N22 /FEA=mRNA /CNT=2 /TID=Mm.158741.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432898_at 0.3 1.1 A A 0.99 0.72 0.4 NC 0.08 gb:AK016038.1 /DB_XREF=gi:12854622 /FEA=mRNA /CNT=1 /TID=Mm.159594.1 /TIER=ConsEnd /STK=0 /UG=Mm.159594 /LL=75830 /UG_GENE=493054
MOE430_2_1432910_at 27.1 45.9 P P 0.001953 0.000244 0.4 NC 0.06 gb:AK017755.1 /DB_XREF=gi:12857156 /FEA=mRNA /CNT=1 /TID=Mm.32868.1 /TIER=ConsEnd /STK=0 /UG=Mm.32868 /LL=70608 /UG_GENE=5730507E
MOE430_2_1432914_at 0.2 0.9 A A 0.62 0.78 0.4 NC 0.54 gb:AK015134.1 /DB_XREF=gi:12853355 /FEA=mRNA /CNT=1 /TID=Mm.159799.1 /TIER=ConsEnd /STK=0 /UG=Mm.159799 /LL=76868 /UG_GENE=493041
MOE430_2_1432937_at 11.3 11.4 A A 0.53 0.21 0.4 NC 0.21 gb:AK017410.1 /DB_XREF=gi:12856633 /FEA=mRNA /CNT=1 /TID=Mm.159225.1 /TIER=ConsEnd /STK=0 /UG=Mm.159225 /LL=74500 /UG_GENE=543043
MOE430_2_1432942_at 1.4 4.3 A A 0.27 0.39 0.4 NC 0.5 gb:AK017519.1 /DB_XREF=gi:12856796 /FEA=mRNA /CNT=1 /TID=Mm.158394.1 /TIER=ConsEnd /STK=0 /UG=Mm.158394 /LL=70516 /UG_GENE=573040
MOE430_2_1432949_at 6 5.2 A A 0.33 0.27 0.4 NC 0.36 gb:AK019902.1 /DB_XREF=gi:12860295 /FEA=mRNA /CNT=1 /TID=Mm.160081.1 /TIER=ConsEnd /STK=0 /UG=Mm.160081 /LL=78288 /UG_GENE=533042
MOE430_2_1433033_at 0.8 2.4 A A 0.99 0.85 0.4 NC 0.18 gb:AK009208.1 /DB_XREF=gi:12843859 /FEA=mRNA /CNT=1 /TID=Mm.140147.1 /TIER=ConsEnd /STK=0 /UG=Mm.140147 /LL=69498 /UG_GENE=231000
MOE430_2_1433061_at 0.6 4.5 A A 0.88 0.36 0.4 NC 0.01 gb:AK016876.1 /DB_XREF=gi:12855846 /FEA=mRNA /CNT=1 /TID=Mm.158565.1 /TIER=ConsEnd /STK=0 /UG=Mm.158565 /LL=71107 /UG_GENE=493342
MOE430_2_1433064_at 2.1 0.8 A A 0.69 0.56 0.4 NC 0.008511 gb:AK017135.1 /DB_XREF=gi:12856240 /FEA=mRNA /CNT=1 /TID=Mm.158655.1 /TIER=ConsEnd /STK=0 /UG=Mm.158655 /LL=71288 /UG_GENE=493344
MOE430_2_1433093_at 9.1 9.5 A A 0.39 0.12 0.4 NC 0.11 gb:AK013843.1 /DB_XREF=gi:12851360 /FEA=mRNA /CNT=1 /TID=Mm.158946.1 /TIER=ConsEnd /STK=0 /UG=Mm.158946 /LL=73107 /UG_GENE=290009
MOE430_2_1433122_at 6.6 10.1 A M 0.12 0.05 0.4 NC 0.5 gb:AK013757.1 /DB_XREF=gi:12851243 /FEA=mRNA /CNT=1 /TID=Mm.158916.1 /TIER=ConsEnd /STK=0 /UG=Mm.158916 /LL=72968 /UG_GENE=290006
MOE430_2_1433130_at 0.7 1.3 A A 0.93 0.8 0.4 NC 0.08 gb:AK018425.1 /DB_XREF=gi:12858118 /FEA=mRNA /CNT=1 /TID=Mm.158707.1 /TIER=ConsEnd /STK=0 /UG=Mm.158707 /LL=71491 /UG_GENE=843041
MOE430_2_1433236_at 1.4 1.9 A A 0.74 0.75 0.4 NC 0.26 gb:AK014451.1 /DB_XREF=gi:12852312 /FEA=mRNA /CNT=1 /TID=Mm.158433.1 /TIER=ConsEnd /STK=0 /UG=Mm.158433 /LL=70708 /UG_GENE=383042
MOE430_2_1433242_at 7.7 8.4 A A 0.19 0.24 0.4 NC 0.13 gb:AK017930.1 /DB_XREF=gi:12857430 /FEA=mRNA /CNT=1 /TID=Mm.159649.1 /TIER=ConsEnd /STK=0 /UG=Mm.159649 /LL=76012 /UG_GENE=583041
MOE430_2_1433245_at 14.2 19 A M 0.08 0.05 0.4 NC 0.34 gb:AK020161.1 /DB_XREF=gi:12860662 /FEA=mRNA /CNT=1 /TID=Mm.160016.1 /TIER=ConsEnd /STK=0 /UG=Mm.160016 /LL=77896 /UG_GENE=672047
MOE430_2_1433286_at 8.9 9.4 A A 0.12 0.19 0.4 NC 0.28 gb:AK014715.1 /DB_XREF=gi:12852733 /FEA=mRNA /CNT=1 /TID=Mm.159057.1 /TIER=ConsEnd /STK=0 /UG=Mm.159057 /LL=73768 /UG_GENE=483341
MOE430_2_1433350_at 0.9 1.1 A A 0.88 0.9 0.4 NC 0.33 gb:AK016111.1 /DB_XREF=gi:12854724 /FEA=mRNA /CNT=1 /TID=Mm.159481.1 /TIER=ConsEnd /STK=0 /UG=Mm.159481 /LL=75264 /UG_GENE=493055
MOE430_2_1433374_at 0.7 0.4 A A 0.95 0.94 0.4 NC 0.33 gb:AK020072.1 /DB_XREF=gi:12860540 /FEA=mRNA /CNT=1 /TID=Mm.159980.1 /TIER=ConsEnd /STK=0 /UG=Mm.159980 /LL=77725 /UG_GENE=603045
MOE430_2_1433464_at 615.4 875.4 P P 0.000244 0.000244 0.4 I 0.000023 gb:BB475675 /DB_XREF=gi:16440056 /DB_XREF=BB475675 /CLONE=D330014E23 /FEA=EST /CNT=223 /TID=Mm.35753.1 /TIER=Stack /STK=169 /UG=M
MOE430_2_1433467_at 218 263.5 P P 0.000732 0.000244 0.4 NC 0.003041 gb:BB409881 /DB_XREF=gi:15411959 /DB_XREF=BB409881 /CLONE=C430015N23 /FEA=EST /CNT=260 /TID=Mm.46749.1 /TIER=Stack /STK=51 /UG=M
MOE430_2_1433474_at 294.8 353.2 P P 0.000244 0.000732 0.4 I 0.000046 gb:BB377340 /DB_XREF=gi:16407605 /DB_XREF=BB377340 /CLONE=C130088P09 /FEA=EST /CNT=160 /TID=Mm.41716.3 /TIER=Stack /STK=150 /UG=M
MOE430_2_1433475_a_ 432.1 618.1 P P 0.000732 0.000244 0.4 I 0.00004 gb:BG075168 /DB_XREF=gi:12557737 /DB_XREF=H3144A09-3 /CLONE=H3144A09 /FEA=EST /CNT=218 /TID=Mm.28422.1 /TIER=Stack /STK=145 /UG=
MOE430_2_1433537_at 261.7 381 P P 0.000244 0.000244 0.4 I 0.00002 gb:AV112912 /DB_XREF=gi:16382055 /DB_XREF=AV112912 /CLONE=2610016O11 /FEA=EST /CNT=120 /TID=Mm.141130.1 /TIER=Stack /STK=103 /UG=
MOE430_2_1433548_at 214.1 269.4 P P 0.000732 0.000732 0.4 NC 0.03 gb:BB137740 /DB_XREF=gi:16266739 /DB_XREF=BB137740 /CLONE=9830144A18 /FEA=EST /CNT=116 /TID=Mm.181216.2 /TIER=Stack /STK=95 /UG=M
MOE430_2_1433565_at 440.8 558.4 P P 0.000244 0.000244 0.4 I 0.000027 gb:BM209793 /DB_XREF=gi:17766395 /DB_XREF=C0653D02-3 /CLONE=C0653D02 /FEA=EST /CNT=136 /TID=Mm.24474.1 /TIER=Stack /STK=91 /UG=M
MOE430_2_1433585_at 245.6 327 P P 0.000732 0.000732 0.4 I 0.000273 gb:BI696984 /DB_XREF=gi:15659613 /DB_XREF=603348436F1 /CLONE=IMAGE:5376033 /FEA=EST /CNT=153 /TID=Mm.29005.1 /TIER=Stack /STK=86 /U
MOE430_2_1433611_s_ 1545 2246.8 P P 0.000244 0.000244 0.4 MI 0.00225 gb:AV132191 /DB_XREF=gi:16382641 /DB_XREF=AV132191 /CLONE=2700088G09 /FEA=EST /CNT=131 /TID=Mm.176845.3 /TIER=Stack /STK=82 /UG=M
MOE430_2_1433633_at 176.1 240.6 P P 0.000732 0.000732 0.4 NC 0.00712 gb:BB021274 /DB_XREF=gi:16257694 /DB_XREF=BB021274 /CLONE=5330405I08 /FEA=EST /CNT=272 /TID=Mm.116857.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1433634_at 474.8 591.4 P P 0.000244 0.000244 0.4 I 0.000865 gb:BB324951 /DB_XREF=gi:16403537 /DB_XREF=BB324951 /CLONE=B430112N20 /FEA=EST /CNT=272 /TID=Mm.116857.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1433638_s_ 0.8 1 A A 0.9 0.94 0.4 NC 0.4 gb:BF785056 /DB_XREF=gi:12090079 /DB_XREF=602108213F1 /CLONE=IMAGE:4236746 /FEA=EST /CNT=84 /TID=Mm.57123.1 /TIER=Stack /STK=79 /U
MOE430_2_1433641_at 373.4 448.5 P P 0.000244 0.000244 0.4 I 0.00006 gb:AV014063 /DB_XREF=gi:16356198 /DB_XREF=AV014063 /CLONE=1110051M15 /FEA=EST /CNT=158 /TID=Mm.203874.1 /TIER=Stack /STK=78 /UG=M
MOE430_2_1433722_at 301.8 483.2 P P 0.000244 0.000244 0.4 I 0.000114 gb:AV304590 /DB_XREF=gi:16393616 /DB_XREF=AV304590 /CLONE=5730522G15 /FEA=EST /CNT=114 /TID=Mm.45068.1 /TIER=Stack /STK=66 /UG=M
MOE430_2_1433724_at 201.3 238.2 P P 0.000244 0.000244 0.4 I 0.001336 gb:BM234489 /DB_XREF=gi:17869759 /DB_XREF=K0401B04-3 /CLONE=K0401B04 /FEA=EST /CNT=157 /TID=Mm.3224.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1433731_at 31.8 59.8 P P 0.01 0.01 0.4 NC 0.04 gb:BG092043 /DB_XREF=gi:12574606 /DB_XREF=mac03e05.x1 /CLONE=IMAGE:3998696 /FEA=EST /CNT=72 /TID=Mm.200963.1 /TIER=Stack /STK=66 /
MOE430_2_1433740_at 94.9 108.9 P P 0.00293 0.00415 0.4 NC 0.005933 gb:BG070008 /DB_XREF=gi:12552665 /DB_XREF=H3083F03-3 /CLONE=H3083F03 /FEA=EST /CNT=83 /TID=Mm.12603.1 /TIER=Stack /STK=65 /UG=Mm
MOE430_2_1433746_at 164.5 228.2 P P 0.000244 0.000244 0.4 I 0.000068 gb:BG063575 /DB_XREF=gi:12546138 /DB_XREF=H3008H12-3 /CLONE=H3008H12 /FEA=EST /CNT=108 /TID=Mm.24591.1 /TIER=Stack /STK=64 /UG=M
MOE430_2_1433751_at 114.5 169.5 P P 0.000244 0.000244 0.4 I 0.000618 gb:BM250411 /DB_XREF=gi:17885681 /DB_XREF=K0849C06-3 /CLONE=K0849C06 /FEA=EST /CNT=69 /TID=Mm.40295.1 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1433764_at 1.1 3.3 A A 0.96 0.9 0.4 NC 0.07 gb:BB026221 /DB_XREF=gi:16257968 /DB_XREF=BB026221 /CLONE=5330432C03 /FEA=EST /CNT=68 /TID=Mm.23790.1 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1433778_at 342.9 442.1 P P 0.000732 0.000732 0.4 I 0.000389 gb:BQ176320 /DB_XREF=gi:20351812 /DB_XREF=UI-M-DJ2-bwg-b-08-0-UI.s1 /CLONE=UI-M-DJ2-bwg-b-08-0-UI /FEA=EST /CNT=122 /TID=Mm.2806
MOE430_2_1433798_a_ 7.4 14.9 P M 0.03 0.05 0.4 NC 0.5 gb:BG067232 /DB_XREF=gi:12549801 /DB_XREF=H3052A09-3 /CLONE=H3052A09 /FEA=EST /CNT=81 /TID=Mm.2077.1 /TIER=Stack /STK=60 /UG=Mm.
MOE430_2_1433825_at 3.2 4.1 A A 0.39 0.21 0.4 NC 0.18 gb:BM245880 /DB_XREF=gi:17881150 /DB_XREF=K0730E11-3 /CLONE=K0730E11 /FEA=EST /CNT=63 /TID=Mm.33496.1 /TIER=Stack /STK=58 /UG=Mm
MOE430_2_1433838_at 168.4 234 P P 0.000244 0.000244 0.4 I 0.000088 gb:BM228846 /DB_XREF=gi:17791624 /DB_XREF=K0268H11-3 /CLONE=K0268H11 /FEA=EST /CNT=71 /TID=Mm.28125.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433850_at 437.2 549 P P 0.000244 0.000244 0.4 NC 0.05 gb:BM228441 /DB_XREF=gi:17791084 /DB_XREF=K0261D02-3 /CLONE=K0261D02 /FEA=EST /CNT=215 /TID=Mm.27223.1 /TIER=Stack /STK=56 /UG=M
MOE430_2_1433860_at 120.3 185 P P 0.000244 0.000244 0.4 MI 0.00249 gb:BB126127 /DB_XREF=gi:16262253 /DB_XREF=BB126127 /CLONE=9630011K04 /FEA=EST /CNT=87 /TID=Mm.204861.2 /TIER=Stack /STK=56 /UG=M
MOE430_2_1433864_at 79.1 108.8 P P 0.000244 0.000244 0.4 I 0.000189 gb:AV254798 /DB_XREF=gi:16388118 /DB_XREF=AV254798 /CLONE=4921513L01 /FEA=EST /CNT=69 /TID=Mm.39874.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1433891_at 744.7 947.2 P P 0.000244 0.000244 0.4 MI 0.00249 gb:BI107632 /DB_XREF=gi:14558525 /DB_XREF=602894083F1 /CLONE=IMAGE:5038868 /FEA=EST /CNT=60 /TID=Mm.40636.1 /TIER=Stack /STK=54 /UG
MOE430_2_1433899_x_ 354.4 722.8 P P 0.005859 0.005859 0.4 I 0.001831 gb:AU016382 /DB_XREF=gi:3371386 /DB_XREF=AU016382 /CLONE=J0724D01 /FEA=EST /CNT=61 /TID=Mm.20927.3 /TIER=Stack /STK=53 /UG=Mm.20
MOE430_2_1433903_at 311.3 441.5 P P 0.000244 0.000244 0.4 I 0.000101 gb:BM227771 /DB_XREF=gi:17790175 /DB_XREF=K0248G10-3 /CLONE=K0248G10 /FEA=EST /CNT=69 /TID=Mm.203905.1 /TIER=Stack /STK=53 /UG=M
MOE430_2_1433954_at 272.1 379.7 P P 0.000244 0.000244 0.4 I 0.000692 gb:AV227569 /DB_XREF=gi:16385461 /DB_XREF=AV227569 /CLONE=4432406F23 /FEA=EST /CNT=74 /TID=Mm.220992.2 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1433957_at 22.2 35.1 P P 0.000732 0.00415 0.4 NC 0.19 gb:AV089797 /DB_XREF=gi:15404375 /DB_XREF=AV089797 /CLONE=2310045O08 /FEA=EST /CNT=60 /TID=Mm.38014.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1433964_s_ 1.9 2.1 A A 0.93 0.95 0.4 NC 0.5 gb:BG066664 /DB_XREF=gi:12549156 /DB_XREF=H3044F08-3 /CLONE=H3044F08 /FEA=EST /CNT=93 /TID=Mm.29670.2 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1433978_at 68.3 73.9 P P 0.000732 0.000244 0.4 NC 0.004925 gb:BG073646 /DB_XREF=gi:12556303 /DB_XREF=H3126D10-3 /CLONE=H3126D10 /FEA=EST /CNT=56 /TID=Mm.200822.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1434000_at 139.5 187.3 P P 0.000732 0.000244 0.4 NC 0.009292 gb:BQ176608 /DB_XREF=gi:20352100 /DB_XREF=UI-M-DJ2-bvy-n-12-0-UI.s1 /CLONE=UI-M-DJ2-bvy-n-12-0-UI /FEA=EST /CNT=66 /TID=Mm.46847.4
MOE430_2_1434001_at 351.8 398.7 P P 0.000732 0.000244 0.4 I 0.000618 gb:AV004411 /DB_XREF=gi:15431376 /DB_XREF=AV004411 /CLONE=0610042A19 /FEA=EST /CNT=61 /TID=Mm.31854.2 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1434012_at 214.7 278.8 P P 0.000244 0.000732 0.4 NC 0.003355 gb:AV014698 /DB_XREF=gi:16356213 /DB_XREF=AV014698 /CLONE=1110055N21 /FEA=EST /CNT=77 /TID=Mm.28103.2 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1434023_at 168.5 207.5 P P 0.001221 0.000244 0.4 I 0.000023 gb:BG065282 /DB_XREF=gi:12547845 /DB_XREF=H3029C10-3 /CLONE=H3029C10 /FEA=EST /CNT=70 /TID=Mm.24735.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1434040_at 79.2 88.5 P P 0.000244 0.000244 0.4 NC 0.02 gb:BB553604 /DB_XREF=gi:9639970 /DB_XREF=BB553604 /CLONE=E330008A15 /FEA=EST /CNT=114 /TID=Mm.86454.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1434058_at 121.6 151.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:BB667459 /DB_XREF=gi:16398908 /DB_XREF=BB667459 /CLONE=C730015A02 /FEA=EST /CNT=105 /TID=Mm.54460.1 /TIER=Stack /STK=44 /UG=M
MOE430_2_1434065_at 107 127.5 P P 0.000244 0.000244 0.4 NC 0.03 gb:AV270779 /DB_XREF=gi:16389903 /DB_XREF=AV270779 /CLONE=4931400A05 /FEA=EST /CNT=54 /TID=Mm.36543.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434069_at 10.9 13.2 A A 0.21 0.12 0.4 NC 0.35 gb:BB794978 /DB_XREF=gi:16964597 /DB_XREF=BB794978 /CLONE=G431002M13 /FEA=EST /CNT=77 /TID=Mm.34420.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434106_at 87.9 107.9 P P 0.000244 0.000244 0.4 NC 0.08 gb:BB175879 /DB_XREF=gi:16269711 /DB_XREF=BB175879 /CLONE=A230059D01 /FEA=EST /CNT=195 /TID=Mm.24739.1 /TIER=Stack /STK=50 /UG=M
MOE430_2_1434113_a_ 417.8 497.1 P P 0.000244 0.000244 0.4 I 0.000147 gb:BG076284 /DB_XREF=gi:12558853 /DB_XREF=H3157H05-3 /CLONE=H3157H05 /FEA=EST /CNT=65 /TID=Mm.142380.2 /TIER=Stack /STK=42 /UG=M
MOE430_2_1434162_at 187.7 237.8 P P 0.005859 0.000732 0.4 NC 0.005409 gb:BB540653 /DB_XREF=gi:15412211 /DB_XREF=BB540653 /CLONE=E130107F17 /FEA=EST /CNT=59 /TID=Mm.28691.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434166_at 26.2 54.9 P P 0.001221 0.000732 0.4 NC 0.004925 gb:BM935724 /DB_XREF=gi:19394876 /DB_XREF=UI-M-BH3-ary-b-10-0-UI.r1 /CLONE=UI-M-BH3-ary-b-10-0-UI /FEA=EST /CNT=45 /TID=Mm.107180
MOE430_2_1434180_at 682.9 857.8 P P 0.000244 0.000244 0.4 I 0.001077 gb:BE994235 /DB_XREF=gi:10677269 /DB_XREF=UI-M-CG0p-bii-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bii-g-04-0-UI /FEA=EST /CNT=131 /TID=Mm.20393
MOE430_2_1434184_s_ 391.4 599 P P 0.000244 0.000244 0.4 I 0.000618 gb:BQ175905 /DB_XREF=gi:20351397 /DB_XREF=UI-M-DJ2-bwf-d-22-0-UI.s1 /CLONE=UI-M-DJ2-bwf-d-22-0-UI /FEA=EST /CNT=101 /TID=Mm.19073
MOE430_2_1434217_at 119.3 136.2 P P 0.000732 0.000732 0.4 I 0.000214 gb:AV283764 /DB_XREF=gi:16391787 /DB_XREF=AV283764 /CLONE=4933437A04 /FEA=EST /CNT=86 /TID=Mm.86400.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434224_at 230.9 303.6 P P 0.000244 0.000244 0.4 I 0.000307 gb:AV274155 /DB_XREF=gi:15405562 /DB_XREF=AV274155 /CLONE=4932417A13 /FEA=EST /CNT=55 /TID=Mm.200572.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1434235_at 192 240 P P 0.000732 0.000244 0.4 NC 0.003041 gb:BB765719 /DB_XREF=gi:16193709 /DB_XREF=BB765719 /CLONE=G370054O22 /FEA=EST /CNT=75 /TID=Mm.157511.2 /TIER=Stack /STK=38 /UG=M
MOE430_2_1434274_at 167.7 216.7 P P 0.01 0.000732 0.4 I 0.000078 gb:AW107953 /DB_XREF=gi:6078753 /DB_XREF=um24h03.x1 /CLONE=IMAGE:2225525 /FEA=EST /CNT=44 /TID=Mm.24744.1 /TIER=Stack /STK=37 /UG=
MOE430_2_1434308_at 34.4 55.5 P P 0.008057 0.008057 0.4 NC 0.004481 gb:AU016853 /DB_XREF=gi:3371857 /DB_XREF=AU016853 /CLONE=J0730G12 /FEA=EST /CNT=47 /TID=Mm.11186.1 /TIER=Stack /STK=35 /UG=Mm.11
MOE430_2_1434311_at 37.8 54.3 P P 0.00415 0.00415 0.4 NC 0.16 gb:BB025078 /DB_XREF=gi:16257908 /DB_XREF=BB025078 /CLONE=5330426C01 /FEA=EST /CNT=50 /TID=Mm.28374.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1434317_s_ 244 300.6 P P 0.000244 0.000244 0.4 I 0.000389 gb:BG075406 /DB_XREF=gi:12557975 /DB_XREF=H3146G11-3 /CLONE=H3146G11 /FEA=EST /CNT=50 /TID=Mm.195894.2 /TIER=Stack /STK=35 /UG=M
MOE430_2_1434320_at 286.2 438.6 P P 0.000244 0.000244 0.4 I 0.000692 gb:AV221508 /DB_XREF=gi:16384744 /DB_XREF=AV221508 /CLONE=3425401B08 /FEA=EST /CNT=62 /TID=Mm.206653.1 /TIER=Stack /STK=35 /UG=M
MOE430_2_1434332_at 105.9 151.5 P P 0.000732 0.000244 0.4 I 0.000167 gb:AV168216 /DB_XREF=gi:16383539 /DB_XREF=AV168216 /CLONE=3110065C23 /FEA=EST /CNT=67 /TID=Mm.24527.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434352_at 113.8 143.3 P P 0.000244 0.000244 0.4 I 0.00002 gb:BQ177058 /DB_XREF=gi:20352550 /DB_XREF=UI-M-DJ2-bwa-b-07-0-UI.s1 /CLONE=UI-M-DJ2-bwa-b-07-0-UI /FEA=EST /CNT=100 /TID=Mm.3384
MOE430_2_1434357_a_ 150.4 235.2 P P 0.000244 0.000244 0.4 I 0.000774 gb:AW544889 /DB_XREF=gi:7187306 /DB_XREF=C0187B06-3 /CLONE=C0187B06 /FEA=EST /CNT=38 /TID=Mm.16710.3 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434371_x_ 242.2 349.6 P P 0.000244 0.000244 0.4 I 0.00002 gb:BG069278 /DB_XREF=gi:12551847 /DB_XREF=H3074F07-3 /CLONE=H3074F07 /FEA=EST /CNT=210 /TID=Mm.24870.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434384_at 107.2 143.8 P P 0.000244 0.000244 0.4 NC 0.002753 gb:BB764550 /DB_XREF=gi:16192816 /DB_XREF=BB764550 /CLONE=G370037C01 /FEA=EST /CNT=78 /TID=Mm.74711.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434395_at 60.5 102.5 P P 0.000732 0.000732 0.4 NC 0.02 gb:AV325150 /DB_XREF=gi:16395438 /DB_XREF=AV325150 /CLONE=6330400O21 /FEA=EST /CNT=55 /TID=Mm.31557.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434434_s_ 390.6 562.6 P P 0.01 0.00415 0.4 I 0.001077 gb:AW557777 /DB_XREF=gi:7203206 /DB_XREF=L0286B10-3 /CLONE=L0286B10 /FEA=EST /CNT=94 /TID=Mm.67998.3 /TIER=Stack /STK=32 /UG=Mm.
MOE430_2_1434439_at 84.3 87.4 P P 0.001953 0.000244 0.4 NC 0.05 gb:AV367366 /DB_XREF=gi:16397701 /DB_XREF=AV367366 /CLONE=8430431H08 /FEA=EST /CNT=72 /TID=Mm.86603.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1434452_x_ 51 62.5 P P 0.00415 0.000244 0.4 NC 0.17 gb:BG797460 /DB_XREF=gi:14144255 /DB_XREF=ic15h01.x1 /FEA=EST /CNT=36 /TID=Mm.21617.1 /TIER=Stack /STK=32 /UG=Mm.21617 /LL=52209 /UG
MOE430_2_1434490_at 1.3 1.1 A A 0.99 0.98 0.4 NC 0.09 gb:AA986099 /DB_XREF=gi:3167974 /DB_XREF=uc81f06.x1 /CLONE=IMAGE:1432067 /FEA=EST /CNT=37 /TID=Mm.10486.1 /TIER=Stack /STK=31 /UG=M
MOE430_2_1434506_at 59.9 71.8 P P 0.00293 0.001221 0.4 I 0.000865 gb:BB832711 /DB_XREF=gi:17010954 /DB_XREF=BB832711 /CLONE=G930023G09 /FEA=EST /CNT=120 /TID=Mm.30659.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434543_a_ 542.8 892.2 P P 0.000244 0.000244 0.4 I 0.00003 gb:BE992311 /DB_XREF=gi:10673168 /DB_XREF=UI-M-BZ1-bef-f-11-0-UI.s1 /CLONE=UI-M-BZ1-bef-f-11-0-UI /FEA=EST /CNT=52 /TID=Mm.23925.4 /
MOE430_2_1434564_at 127 164.8 P P 0.001221 0.000732 0.4 NC 0.004481 gb:BQ176318 /DB_XREF=gi:20351810 /DB_XREF=UI-M-DJ2-bwg-b-04-0-UI.s1 /CLONE=UI-M-DJ2-bwg-b-04-0-UI /FEA=EST /CNT=53 /TID=Mm.86324
MOE430_2_1434601_at 9.9 14.3 A A 0.14 0.12 0.4 NC 0.5 gb:AV315087 /DB_XREF=gi:16394478 /DB_XREF=AV315087 /CLONE=5830427M01 /FEA=EST /CNT=84 /TID=Mm.24005.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434618_at 80.4 117.9 P P 0.000244 0.000732 0.4 NC 0.03 gb:AA123443 /DB_XREF=gi:1681478 /DB_XREF=mp91f05.r1 /CLONE=IMAGE:576609 /FEA=EST /CNT=36 /TID=Mm.197511.3 /TIER=Stack /STK=28 /UG=
MOE430_2_1434623_at 10.2 21.8 A A 0.21 0.17 0.4 NC 0.17 gb:AV098730 /DB_XREF=gi:5246278 /DB_XREF=AV098730 /CLONE=2410044M14 /FEA=EST /CNT=35 /TID=Mm.43005.4 /TIER=Stack /STK=28 /UG=Mm.
MOE430_2_1434629_at 22.1 20.6 P P 0.00415 0.001221 0.4 NC 0.07 gb:BB230379 /DB_XREF=gi:16354374 /DB_XREF=BB230379 /CLONE=A630026F21 /FEA=EST /CNT=41 /TID=Mm.30661.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434635_at 2.5 3.5 A A 0.36 0.5 0.4 NC 0.66 gb:BM898651 /DB_XREF=gi:19381439 /DB_XREF=UI-M-DJ0-bsz-d-05-0-UI.s1 /CLONE=UI-M-DJ0-bsz-d-05-0-UI /FEA=EST /CNT=35 /TID=Mm.25738.
MOE430_2_1434636_at 23.5 48.2 P P 0.01 0.001221 0.4 NC 0.34 gb:AV298304 /DB_XREF=gi:16393032 /DB_XREF=AV298304 /CLONE=5730456B15 /FEA=EST /CNT=30 /TID=Mm.73805.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434656_at 147.7 228.1 P P 0.000732 0.000244 0.4 I 0.00006 gb:BE989070 /DB_XREF=gi:10666072 /DB_XREF=UI-M-CG0p-bhj-e-10-0-UI.s1 /CLONE=UI-M-CG0p-bhj-e-10-0-UI /FEA=EST /CNT=44 /TID=Mm.32338
MOE430_2_1434664_at 155.1 193.8 P P 0.000244 0.000244 0.4 I 0.00002 gb:BF781614 /DB_XREF=gi:12086650 /DB_XREF=602104328F1 /CLONE=IMAGE:4222495 /FEA=EST /CNT=97 /TID=Mm.38912.1 /TIER=Stack /STK=8 /UG
MOE430_2_1434668_at 132.5 169.5 P P 0.000244 0.000244 0.4 I 0.000618 gb:BB095136 /DB_XREF=gi:16261185 /DB_XREF=BB095136 /CLONE=9430049M10 /FEA=EST /CNT=44 /TID=Mm.116767.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1434669_at 17.8 24.8 A A 0.09 0.09 0.4 NC 0.24 gb:BM247829 /DB_XREF=gi:17883099 /DB_XREF=K0807E06-3 /CLONE=K0807E06 /FEA=EST /CNT=42 /TID=Mm.200926.1 /TIER=Stack /STK=27 /UG=M



MOE430_2_1434682_at 57.5 94.7 P P 0.000732 0.000244 0.4 NC 0.008511 gb:AV347367 /DB_XREF=gi:15406638 /DB_XREF=AV347367 /CLONE=6430601A21 /FEA=EST /CNT=37 /TID=Mm.132523.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1434686_at 64.6 85.8 P P 0.005859 0.00293 0.4 NC 0.04 gb:AW537787 /DB_XREF=gi:7180159 /DB_XREF=G0120A01-3 /CLONE=G0120A01 /FEA=EST /CNT=29 /TID=Mm.29253.2 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434712_at 181.3 229.3 P P 0.000244 0.000244 0.4 I 0.000241 gb:BB398372 /DB_XREF=gi:16412379 /DB_XREF=BB398372 /CLONE=C330008A04 /FEA=EST /CNT=98 /TID=Mm.34816.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434742_s_ 7.9 9.9 A A 0.36 0.3 0.4 NC 0.12 gb:BF320633 /DB_XREF=gi:11269630 /DB_XREF=uz55b05.x1 /CLONE=IMAGE:3672945 /FEA=EST /CNT=26 /TID=Mm.40038.2 /TIER=Stack /STK=26 /UG=
MOE430_2_1434743_x_ 93.5 124.2 P P 0.000244 0.000244 0.4 NC 0.004925 gb:BB222846 /DB_XREF=gi:8891458 /DB_XREF=BB222846 /CLONE=A530079M03 /FEA=EST /CNT=26 /TID=Mm.27687.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434801_x_ 2438.9 2853.4 P P 0.000732 0.000244 0.4 I 0.001651 gb:AV026569 /DB_XREF=gi:4803561 /DB_XREF=AV026569 /CLONE=1210002D05 /FEA=EST /CNT=27 /TID=Mm.658.3 /TIER=Stack /STK=25 /UG=Mm.658
MOE430_2_1434824_at 531.5 716.3 P P 0.000732 0.000732 0.4 I 0.000552 gb:BM118747 /DB_XREF=gi:17086773 /DB_XREF=L0915F02-3 /CLONE=L0915F02 /FEA=EST /CNT=68 /TID=Mm.200771.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434847_at 23.7 31.8 P P 0.04 0.008057 0.4 NC 0.13 gb:BB432741 /DB_XREF=gi:16424246 /DB_XREF=BB432741 /CLONE=C630047K02 /FEA=EST /CNT=34 /TID=Mm.155669.2 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434858_x_ 20 42 P P 0.04 0.005859 0.4 NC 0.5 gb:BQ178976 /DB_XREF=gi:20354468 /DB_XREF=UI-M-EV0-bwt-l-21-0-UI.r1 /CLONE=IMAGE:5701796 /FEA=EST /CNT=33 /TID=Mm.200818.2 /TIER=St
MOE430_2_1434876_at 98.4 114.9 P P 0.005859 0.01 0.4 NC 0.37 gb:BB037558 /DB_XREF=gi:16258436 /DB_XREF=BB037558 /CLONE=5930428H17 /FEA=EST /CNT=61 /TID=Mm.22819.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434881_s_ 1376.1 1710.6 P P 0.000244 0.000244 0.4 I 0.000492 gb:BM220945 /DB_XREF=gi:17781183 /DB_XREF=C0947F12-3 /CLONE=C0947F12 /FEA=EST /CNT=142 /TID=Mm.24647.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1434894_at 80.1 99.3 P P 0.001221 0.001953 0.4 NC 0.002753 gb:AW536655 /DB_XREF=gi:7179072 /DB_XREF=G0107B11-3 /CLONE=G0107B11 /FEA=EST /CNT=42 /TID=Mm.74704.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434895_s_ 297.5 342.7 P P 0.001953 0.000732 0.4 NC 0.005409 gb:BG064715 /DB_XREF=gi:12547278 /DB_XREF=H3023A08-3 /CLONE=H3023A08 /FEA=EST /CNT=61 /TID=Mm.202748.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1434898_at 68.7 107.6 P P 0.005859 0.01 0.4 MI 0.002032 gb:BG075805 /DB_XREF=gi:12558374 /DB_XREF=H3152A07-3 /CLONE=H3152A07 /FEA=EST /CNT=58 /TID=Mm.218873.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1434935_at 538.5 809.6 P P 0.000244 0.000244 0.4 I 0.000046 gb:BG067888 /DB_XREF=gi:12550457 /DB_XREF=H3059D01-3 /CLONE=H3059D01 /FEA=EST /CNT=28 /TID=Mm.221038.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434942_at 35.4 62.4 P P 0.000732 0.000732 0.4 NC 0.01 gb:BM248080 /DB_XREF=gi:17883350 /DB_XREF=K0811C07-3 /CLONE=K0811C07 /FEA=EST /CNT=69 /TID=Mm.21228.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1434946_at 11.8 12.9 M P 0.05 0.03 0.4 NC 0.4 gb:BB303415 /DB_XREF=gi:15411232 /DB_XREF=BB303415 /CLONE=B230104E07 /FEA=EST /CNT=31 /TID=Mm.59611.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434981_at 108.7 162.2 P P 0.001221 0.001221 0.4 I 0.000692 gb:AA116393 /DB_XREF=gi:1671406 /DB_XREF=mq07h10.r1 /CLONE=IMAGE:578083 /FEA=EST /CNT=30 /TID=Mm.27126.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1435007_s_ 31.4 39.7 P P 0.02 0.005859 0.4 NC 0.06 gb:BF531708 /DB_XREF=gi:11619071 /DB_XREF=602072604F1 /CLONE=IMAGE:4209816 /FEA=EST /CNT=41 /TID=Mm.202653.1 /TIER=Stack /STK=21 /
MOE430_2_1435018_at 203.5 251.1 P P 0.000244 0.000244 0.4 I 0.000068 gb:BB200314 /DB_XREF=gi:16271413 /DB_XREF=BB200314 /CLONE=A430023D18 /FEA=EST /CNT=42 /TID=Mm.38480.2 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435043_at 124 140.3 P P 0.000732 0.000732 0.4 NC 0.00712 gb:BB794831 /DB_XREF=gi:16964450 /DB_XREF=BB794831 /CLONE=G431002B07 /FEA=EST /CNT=26 /TID=Mm.26557.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435048_at 0.8 0.7 A A 0.93 0.96 0.4 NC 0.48 gb:BB179352 /DB_XREF=gi:15409380 /DB_XREF=BB179352 /CLONE=A230078L20 /FEA=EST /CNT=23 /TID=Mm.26678.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435053_s_ 7 7.3 A A 0.33 0.19 0.4 NC 0.44 gb:BB499987 /DB_XREF=gi:16442243 /DB_XREF=BB499987 /CLONE=D630024D12 /FEA=EST /CNT=24 /TID=Mm.78093.2 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435081_at 23.1 31.1 P P 0.00293 0.00415 0.4 NC 0.01 gb:BI657255 /DB_XREF=gi:15571491 /DB_XREF=603282937F1 /CLONE=IMAGE:5327313 /FEA=EST /CNT=52 /TID=Mm.202166.1 /TIER=Stack /STK=20 /U
MOE430_2_1435088_at 165.5 228.9 P P 0.000244 0.000244 0.4 NC 0.007788 gb:BM945177 /DB_XREF=gi:19428762 /DB_XREF=UI-M-EM0-bvf-j-24-0-UI.r2 /CLONE=IMAGE:5691383 /FEA=EST /CNT=45 /TID=Mm.133522.1 /TIER=St
MOE430_2_1435091_at 67.1 80.6 P P 0.008057 0.01 0.4 NC 0.13 gb:BM207314 /DB_XREF=gi:17763096 /DB_XREF=C0611B04-3 /CLONE=C0611B04 /FEA=EST /CNT=41 /TID=Mm.25086.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435092_at 45.8 45.4 P P 0.000244 0.000244 0.4 NC 0.5 gb:AV328143 /DB_XREF=gi:16395807 /DB_XREF=AV328143 /CLONE=6330439G07 /FEA=EST /CNT=33 /TID=Mm.203910.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435102_a_ 52.5 73.2 P P 0.001221 0.00415 0.4 NC 0.28 gb:AI788958 /DB_XREF=gi:5336674 /DB_XREF=uk56b09.x1 /CLONE=IMAGE:1972985 /FEA=EST /CNT=24 /TID=Mm.18959.4 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435127_a_ 54 60.5 P P 0.000732 0.005859 0.4 NC 0.01 gb:BB043703 /DB_XREF=gi:16258797 /DB_XREF=BB043703 /CLONE=6030476O19 /FEA=EST /CNT=20 /TID=Mm.28677.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435144_at 5.7 11.2 A A 0.39 0.14 0.4 NC 0.11 gb:BM243379 /DB_XREF=gi:17878649 /DB_XREF=K0645H01-3 /CLONE=K0645H01 /FEA=EST /CNT=34 /TID=Mm.80474.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435164_s_ 189.6 292 P P 0.000244 0.000732 0.4 I 0.000307 gb:AW210753 /DB_XREF=gi:6516693 /DB_XREF=um63h12.x1 /CLONE=IMAGE:2286119 /FEA=EST /CNT=25 /TID=Mm.12892.3 /TIER=Stack /STK=19 /UG=
MOE430_2_1435181_at 67.5 93.3 P P 0.000244 0.000732 0.4 NC 0.002753 gb:BG073348 /DB_XREF=gi:12555917 /DB_XREF=H3121E12-3 /CLONE=H3121E12 /FEA=EST /CNT=53 /TID=Mm.30566.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435182_at 115.6 112.2 P P 0.001953 0.000244 0.4 I 0.00003 gb:AI132326 /DB_XREF=gi:3602342 /DB_XREF=ue23g03.x1 /CLONE=IMAGE:1481236 /FEA=EST /CNT=41 /TID=Mm.28469.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435195_at 31.9 60.8 P P 0.01 0.001953 0.4 NC 0.004481 gb:BG076358 /DB_XREF=gi:12558927 /DB_XREF=H3158G07-3 /CLONE=H3158G07 /FEA=EST /CNT=41 /TID=Mm.33840.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435204_at 0.6 1.6 A A 0.88 0.6 0.4 NC 0.44 gb:BG065273 /DB_XREF=gi:12547836 /DB_XREF=H3029B12-3 /CLONE=H3029B12 /FEA=EST /CNT=23 /TID=Mm.39750.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435246_at 343.9 414.2 P P 0.00293 0.001953 0.4 I 0.000346 gb:AV269651 /DB_XREF=gi:16389790 /DB_XREF=AV269651 /CLONE=4930544H03 /FEA=EST /CNT=29 /TID=Mm.40780.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435250_at 155.8 217.9 P P 0.000244 0.000244 0.4 I 0.000147 gb:BB206299 /DB_XREF=gi:16352099 /DB_XREF=BB206299 /CLONE=A430075A20 /FEA=EST /CNT=33 /TID=Mm.35867.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435277_x_ 1902 3002.7 P P 0.008057 0.00293 0.4 I 0.000492 gb:AV156640 /DB_XREF=gi:5400275 /DB_XREF=AV156640 /CLONE=3000003N22 /FEA=EST /CNT=21 /TID=Mm.1260.2 /TIER=Stack /STK=18 /UG=Mm.12
MOE430_2_1435278_at 27.8 35.2 P P 0.000732 0.001953 0.4 NC 0.5 gb:BE688374 /DB_XREF=gi:10075931 /DB_XREF=uw44d03.x1 /CLONE=IMAGE:3464837 /FEA=EST /CNT=21 /TID=Mm.31537.2 /TIER=Stack /STK=18 /UG
MOE430_2_1435321_at 22.7 26.1 P P 0.008057 0.00415 0.4 NC 0.08 gb:BM117827 /DB_XREF=gi:17080845 /DB_XREF=L0856H05-3 /CLONE=L0856H05 /FEA=EST /CNT=58 /TID=Mm.18830.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435397_at 43.5 54.6 P P 0.001221 0.005859 0.4 NC 0.01 gb:AV146691 /DB_XREF=gi:16383058 /DB_XREF=AV146691 /CLONE=2810455L10 /FEA=EST /CNT=37 /TID=Mm.86401.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435399_at 79.7 100.3 P P 0.001221 0.000244 0.4 NC 0.05 gb:AV092324 /DB_XREF=gi:16381596 /DB_XREF=AV092324 /CLONE=2310068J10 /FEA=EST /CNT=29 /TID=Mm.34359.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435409_at 7 8.1 A A 0.27 0.21 0.4 NC 0.31 gb:AV226721 /DB_XREF=gi:16385370 /DB_XREF=AV226721 /CLONE=4021402P08 /FEA=EST /CNT=18 /TID=Mm.2479.1 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1435437_at 256 324.1 P P 0.000244 0.000244 0.4 I 0.000492 gb:BM114815 /DB_XREF=gi:17077833 /DB_XREF=L0810G12-3 /CLONE=L0810G12 /FEA=EST /CNT=44 /TID=Mm.39291.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435462_at 27.5 30.9 P P 0.000244 0.005859 0.4 NC 0.5 gb:BI738661 /DB_XREF=gi:15715674 /DB_XREF=603358883F1 /CLONE=IMAGE:5366013 /FEA=EST /CNT=45 /TID=Mm.41360.1 /TIER=Stack /STK=8 /UG
MOE430_2_1435476_a_ 71.8 77.5 P P 0.01 0.03 0.4 NC 0.12 gb:BM224327 /DB_XREF=gi:17785551 /DB_XREF=K0149H01-3 /CLONE=K0149H01 /FEA=EST /CNT=25 /TID=Mm.10809.6 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435511_at 5.6 15 A A 0.12 0.24 0.4 NC 0.5 gb:BM898679 /DB_XREF=gi:19381467 /DB_XREF=UI-M-DJ0-bsz-h-07-0-UI.s1 /CLONE=UI-M-DJ0-bsz-h-07-0-UI /FEA=EST /CNT=18 /TID=Mm.40449.
MOE430_2_1435524_at 1094.9 1489.4 P P 0.000244 0.000244 0.4 I 0.000101 gb:AV030603 /DB_XREF=gi:4830151 /DB_XREF=AV030603 /CLONE=1500015B08 /FEA=EST /CNT=31 /TID=Mm.1948.5 /TIER=Stack /STK=15 /UG=Mm.19
MOE430_2_1435536_at 193.4 325.3 P P 0.000244 0.000244 0.4 I 0.000273 gb:BE137091 /DB_XREF=gi:8599591 /DB_XREF=ug59e12.y1 /CLONE=IMAGE:1546702 /FEA=EST /CNT=45 /TID=Mm.34617.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1435542_s_ 331.9 403.3 P P 0.000732 0.000244 0.4 I 0.000023 gb:BB231897 /DB_XREF=gi:16354491 /DB_XREF=BB231897 /CLONE=A630035B08 /FEA=EST /CNT=28 /TID=Mm.200327.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435544_at 217.6 287.4 P P 0.000244 0.000244 0.4 NC 0.00712 gb:BB446614 /DB_XREF=gi:9289226 /DB_XREF=BB446614 /CLONE=D030056L05 /FEA=EST /CNT=22 /TID=Mm.30189.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1435572_at 26.2 29.9 P P 0.02 0.00415 0.4 NC 0.13 gb:AV232798 /DB_XREF=gi:16386003 /DB_XREF=AV232798 /CLONE=4632417M10 /FEA=EST /CNT=25 /TID=Mm.24776.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435609_at 38.7 50.3 P P 0.000732 0.005859 0.4 NC 0.13 gb:BB304905 /DB_XREF=gi:15411266 /DB_XREF=BB304905 /CLONE=B230115F22 /FEA=EST /CNT=17 /TID=Mm.41030.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435639_at 9.8 12.5 A A 0.06 0.12 0.4 NC 0.27 gb:BF580962 /DB_XREF=gi:11654674 /DB_XREF=602100664F1 /CLONE=IMAGE:4224230 /FEA=EST /CNT=53 /TID=Mm.24660.1 /TIER=Stack /STK=14 /U
MOE430_2_1435655_at 145.7 184.2 P P 0.001221 0.000732 0.4 I 0.000346 gb:BG807990 /DB_XREF=gi:17954963 /DB_XREF=2074-40 /FEA=EST /CNT=37 /TID=Mm.70127.3 /TIER=Stack /STK=14 /UG=Mm.70127 /LL=19897 /UG_
MOE430_2_1435664_at 28.3 42.4 P P 0.00293 0.001953 0.4 I 0.001201 gb:AV342828 /DB_XREF=gi:16396988 /DB_XREF=AV342828 /CLONE=6430531G01 /FEA=EST /CNT=32 /TID=Mm.46024.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435669_at 216.7 282.4 P P 0.000244 0.000244 0.4 I 0.001832 gb:BB404446 /DB_XREF=gi:16415567 /DB_XREF=BB404446 /CLONE=C330036G13 /FEA=EST /CNT=52 /TID=Mm.41814.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435694_at 8.8 10.3 A A 0.43 0.24 0.4 NC 0.25 gb:BB127065 /DB_XREF=gi:16262326 /DB_XREF=BB127065 /CLONE=9630019D04 /FEA=EST /CNT=16 /TID=Mm.26053.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435696_s_ 48.6 85.6 P P 0.000244 0.000244 0.4 NC 0.05 gb:BG068253 /DB_XREF=gi:12550822 /DB_XREF=H3063D08-3 /CLONE=H3063D08 /FEA=EST /CNT=16 /TID=Mm.201406.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435699_at 14 13.5 A A 0.24 0.27 0.4 NC 0.1 gb:BG074188 /DB_XREF=gi:12556757 /DB_XREF=H3131H05-3 /CLONE=H3131H05 /FEA=EST /CNT=23 /TID=Mm.40577.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435701_at 6.8 10.6 A A 0.43 0.11 0.4 NC 0.17 gb:BM118858 /DB_XREF=gi:17086884 /DB_XREF=L0917B06-3 /CLONE=L0917B06 /FEA=EST /CNT=20 /TID=Mm.170971.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435715_x_ 637 802.4 P P 0.000244 0.000244 0.4 NC 0.004481 gb:BF318654 /DB_XREF=gi:11267264 /DB_XREF=ux29g10.x1 /CLONE=IMAGE:3511746 /FEA=EST /CNT=15 /TID=Mm.183016.2 /TIER=Stack /STK=14 /UG
MOE430_2_1435739_at 222.6 279.4 P P 0.000244 0.000244 0.4 I 0.001201 gb:AV254900 /DB_XREF=gi:16388136 /DB_XREF=AV254900 /CLONE=4921514E18 /FEA=EST /CNT=92 /TID=Mm.34083.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435758_at 105 128.7 P P 0.000244 0.000244 0.4 NC 0.11 gb:BI685536 /DB_XREF=gi:15648164 /DB_XREF=603309014F1 /CLONE=IMAGE:5345043 /FEA=EST /CNT=24 /TID=Mm.26364.2 /TIER=Stack /STK=13 /UG
MOE430_2_1435769_at 51.4 86.2 P P 0.000244 0.000244 0.4 MI 0.002032 gb:AV228342 /DB_XREF=gi:16385535 /DB_XREF=AV228342 /CLONE=4432415G07 /FEA=EST /CNT=39 /TID=Mm.34402.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435780_at 19.6 29.4 A A 0.43 0.21 0.4 NC 0.14 gb:BG966595 /DB_XREF=gi:14354232 /DB_XREF=602834429F1 /CLONE=IMAGE:4989007 /FEA=EST /CNT=25 /TID=Mm.214.2 /TIER=Stack /STK=13 /UG
MOE430_2_1435818_at 26.3 36.8 P P 0.03 0.008057 0.4 NC 0.31 gb:BB357312 /DB_XREF=gi:9069140 /DB_XREF=BB357312 /CLONE=C030020B06 /FEA=EST /CNT=15 /TID=Mm.115533.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435829_at 29 32.2 P P 0.00415 0.008057 0.4 NC 0.1 gb:BM242273 /DB_XREF=gi:17877543 /DB_XREF=K0629G12-3 /CLONE=K0629G12 /FEA=EST /CNT=16 /TID=Mm.69083.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435888_at 245.9 338.8 P P 0.000244 0.000244 0.4 I 0.000068 gb:AV369812 /DB_XREF=gi:15406776 /DB_XREF=AV369812 /CLONE=9030024J15 /FEA=EST /CNT=31 /TID=Mm.27299.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435896_at 77.5 96.8 P P 0.000244 0.000244 0.4 I 0.00003 gb:BG066686 /DB_XREF=gi:12549178 /DB_XREF=H3044H08-3 /CLONE=H3044H08 /FEA=EST /CNT=18 /TID=Mm.24078.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435977_at 94 91.7 P P 0.000244 0.000244 0.4 NC 0.07 gb:BM240385 /DB_XREF=gi:17875655 /DB_XREF=K0601G05-3 /CLONE=K0601G05 /FEA=EST /CNT=14 /TID=Mm.3532.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435979_a_ 8.6 12.4 A A 0.21 0.19 0.4 NC 0.5 gb:BB072116 /DB_XREF=gi:16260140 /DB_XREF=BB072116 /CLONE=9030008I18 /FEA=EST /CNT=13 /TID=Mm.219589.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435982_at 141.4 173.7 P P 0.000244 0.000244 0.4 NC 0.004925 gb:BB009181 /DB_XREF=gi:16257126 /DB_XREF=BB009181 /CLONE=4732488F11 /FEA=EST /CNT=13 /TID=Mm.41266.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436003_at 10.3 10.9 P P 0.03 0.00293 0.4 NC 0.15 gb:AV280637 /DB_XREF=gi:15405718 /DB_XREF=AV280637 /CLONE=4933416C16 /FEA=EST /CNT=12 /TID=Mm.76649.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436013_at 0.5 0.6 A A 0.95 0.9 0.4 NC 0.35 gb:AI852434 /DB_XREF=gi:5496305 /DB_XREF=UI-M-BH0-ajo-g-05-0-UI.s1 /CLONE=UI-M-BH0-ajo-g-05-0-UI /FEA=EST /CNT=12 /TID=Mm.39599.1 /T
MOE430_2_1436018_at 122.9 103.6 P P 0.000732 0.000244 0.4 NC 0.002753 gb:BB096307 /DB_XREF=gi:8741341 /DB_XREF=BB096307 /CLONE=9430054L11 /FEA=EST /CNT=102 /TID=Mm.45769.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1436022_at 131.8 160.7 P P 0.01 0.01 0.4 I 0.000088 gb:BB089035 /DB_XREF=gi:16261000 /DB_XREF=BB089035 /CLONE=9430020D07 /FEA=EST /CNT=62 /TID=Mm.11669.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436058_at 1.6 1.8 A A 0.63 0.3 0.4 NC 0.04 gb:BB132493 /DB_XREF=gi:16266482 /DB_XREF=BB132493 /CLONE=9830001A05 /FEA=EST /CNT=24 /TID=Mm.27276.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436062_at 141 181.5 P P 0.000244 0.000244 0.4 MI 0.00249 gb:BB757123 /DB_XREF=gi:16203364 /DB_XREF=BB757123 /CLONE=G270081M02 /FEA=EST /CNT=17 /TID=Mm.27172.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436089_at 31.8 41.7 P M 0.01 0.05 0.4 NC 0.09 gb:BB401056 /DB_XREF=gi:15411804 /DB_XREF=BB401056 /CLONE=C330021E15 /FEA=EST /CNT=14 /TID=Mm.33002.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436101_at 123.8 192.6 P P 0.00415 0.001953 0.4 NC 0.002753 gb:BB752033 /DB_XREF=gi:16200507 /DB_XREF=BB752033 /CLONE=G270009H10 /FEA=EST /CNT=15 /TID=Mm.28410.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436111_at 2.2 1.2 A A 0.6 0.63 0.4 NC 0.54 gb:BB530769 /DB_XREF=gi:16445815 /DB_XREF=BB530769 /CLONE=E030011K20 /FEA=EST /CNT=12 /TID=Mm.59189.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436117_at 15.9 28.5 P P 0.00415 0.001953 0.4 NC 0.26 gb:AV327791 /DB_XREF=gi:16395723 /DB_XREF=AV327791 /CLONE=6330436K11 /FEA=EST /CNT=27 /TID=Mm.103400.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436143_at 274.9 340.9 P P 0.000732 0.000732 0.4 NC 0.06 gb:BM022757 /DB_XREF=gi:16537113 /DB_XREF=id65d08.x1 /CLONE=IMAGE:5667903 /FEA=EST /CNT=11 /TID=Mm.34749.2 /TIER=Stack /STK=11 /UG=
MOE430_2_1436146_at 3.8 5.1 A A 0.6 0.12 0.4 NC 0.5 gb:BE954273 /DB_XREF=gi:10596633 /DB_XREF=UI-M-CE1-bak-a-11-0-UI.s1 /CLONE=UI-M-CE1-bak-a-11-0-UI /FEA=EST /CNT=11 /TID=Mm.69113.1
MOE430_2_1436161_at 99.5 148.3 P P 0.000732 0.000244 0.4 I 0.000078 gb:BB442341 /DB_XREF=gi:16424799 /DB_XREF=BB442341 /CLONE=D030031N11 /FEA=EST /CNT=52 /TID=Mm.127302.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436172_at 82.2 93.2 P P 0.000244 0.001953 0.4 NC 0.49 gb:BQ175154 /DB_XREF=gi:20350646 /DB_XREF=UI-M-DJ2-bwd-o-08-0-UI.s1 /CLONE=UI-M-DJ2-bwd-o-08-0-UI /FEA=EST /CNT=30 /TID=Mm.10037
MOE430_2_1436207_at 479 602.1 P P 0.00293 0.000732 0.4 I 0.000273 gb:BE994269 /DB_XREF=gi:10677419 /DB_XREF=UI-M-CG0p-bij-f-04-0-UI.s1 /CLONE=UI-M-CG0p-bij-f-04-0-UI /FEA=EST /CNT=18 /TID=Mm.29567.1
MOE430_2_1436211_at 79.7 134.6 P P 0.000244 0.001221 0.4 NC 0.005933 gb:BB025874 /DB_XREF=gi:15403469 /DB_XREF=BB025874 /CLONE=5330430G10 /FEA=EST /CNT=15 /TID=Mm.33680.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436220_at 58.9 71.4 P P 0.000732 0.000732 0.4 NC 0.01 gb:BI714160 /DB_XREF=gi:15689855 /DB_XREF=ie33g03.x1 /FEA=EST /CNT=19 /TID=Mm.87115.1 /TIER=Stack /STK=10 /UG=Mm.87115 /UG_TITLE=EST
MOE430_2_1436225_at 9.6 12.5 P A 0.01 0.09 0.4 NC 0.5 gb:BB082386 /DB_XREF=gi:15407610 /DB_XREF=BB082386 /CLONE=9330174M10 /FEA=EST /CNT=16 /TID=Mm.131349.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436302_at 112 124.4 P P 0.000244 0.000244 0.4 NC 0.04 gb:BB770006 /DB_XREF=gi:16212530 /DB_XREF=BB770006 /CLONE=G370103D24 /FEA=EST /CNT=77 /TID=Mm.130104.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436314_at 96.8 163.7 P P 0.01 0.01 0.4 NC 0.03 gb:BM249802 /DB_XREF=gi:17885072 /DB_XREF=K0839B05-3 /CLONE=K0839B05 /FEA=EST /CNT=44 /TID=Mm.27651.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1436319_at 77.3 102.7 P P 0.000244 0.000732 0.4 NC 0.01 gb:BB751459 /DB_XREF=gi:16155695 /DB_XREF=BB751459 /CLONE=G130205M14 /FEA=EST /CNT=32 /TID=Mm.77608.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436321_at 1.5 2.1 A A 0.87 0.72 0.4 NC 0.07 gb:BF578266 /DB_XREF=gi:11651978 /DB_XREF=602092601F1 /CLONE=IMAGE:4206984 /FEA=EST /CNT=63 /TID=Mm.86467.1 /TIER=Stack /STK=9 /UG
MOE430_2_1436333_a_ 45 61.7 P P 0.000244 0.001221 0.4 NC 0.39 gb:BM232846 /DB_XREF=gi:17868116 /DB_XREF=K0329A05-3 /CLONE=K0329A05 /FEA=EST /CNT=36 /TID=Mm.28151.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436378_at 28 45.8 P P 0.01 0.03 0.4 NC 0.5 gb:AV337941 /DB_XREF=gi:16396596 /DB_XREF=AV337941 /CLONE=6430406O17 /FEA=EST /CNT=16 /TID=Mm.41175.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436401_at 67.4 58 P P 0.000732 0.000732 0.4 NC 0.21 gb:AV024863 /DB_XREF=gi:16356423 /DB_XREF=AV024863 /CLONE=1200007O15 /FEA=EST /CNT=15 /TID=Mm.31659.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436431_at 56.1 64.3 P P 0.000732 0.001221 0.4 NC 0.04 gb:AW557527 /DB_XREF=gi:7202956 /DB_XREF=L0283A03-3 /CLONE=L0283A03 /FEA=EST /CNT=14 /TID=Mm.45796.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1436433_at 14.5 23.4 A A 0.09 0.06 0.4 NC 0.005409 gb:AV264828 /DB_XREF=gi:16389256 /DB_XREF=AV264828 /CLONE=4930503F14 /FEA=EST /CNT=13 /TID=Mm.80975.1 /TIER=Stack /STK=9 /UG=Mm.8
MOE430_2_1436477_x_ 4.9 2.6 A A 0.24 0.5 0.4 NC 0.11 gb:BB814449 /DB_XREF=gi:16987078 /DB_XREF=BB814449 /CLONE=G730024E13 /FEA=EST /CNT=9 /TID=Mm.21905.2 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436490_x_ 8.5 17.7 A P 0.12 0.03 0.4 NC 0.01 gb:AV216875 /DB_XREF=gi:6157719 /DB_XREF=AV216875 /CLONE=2410168G02 /FEA=EST /CNT=9 /TID=Mm.214975.5 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436503_at 1.6 3.1 A A 0.5 0.56 0.4 NC 0.36 gb:BF302511 /DB_XREF=gi:11249051 /DB_XREF=602031541F1 /CLONE=IMAGE:4166314 /FEA=EST /CNT=175 /TID=Mm.26869.1 /TIER=Stack /STK=8 /U
MOE430_2_1436529_at 1.1 1.4 A A 0.94 0.85 0.4 NC 0.45 gb:BI135044 /DB_XREF=gi:14585292 /DB_XREF=UI-M-BH3-bsp-c-06-0-UI.s1 /CLONE=UI-M-BH3-bsp-c-06-0-UI /FEA=EST /CNT=16 /TID=Mm.113609
MOE430_2_1436537_at 148.8 143.7 P P 0.01 0.00415 0.4 I 0.000189 gb:BB197787 /DB_XREF=gi:16271090 /DB_XREF=BB197787 /CLONE=A330103N05 /FEA=EST /CNT=20 /TID=Mm.122236.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436564_at 23 28.1 A A 0.27 0.17 0.4 NC 0.3 gb:BG961993 /DB_XREF=gi:14349630 /DB_XREF=602826724F1 /CLONE=IMAGE:4981852 /FEA=EST /CNT=12 /TID=Mm.131617.1 /TIER=Stack /STK=8 /U
MOE430_2_1436572_at 51.1 50.3 P P 0.00415 0.000244 0.4 NC 0.03 gb:BB010592 /DB_XREF=gi:16257200 /DB_XREF=BB010592 /CLONE=4732496G21 /FEA=EST /CNT=16 /TID=Mm.30524.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436604_at 28.1 28.8 P P 0.02 0.00293 0.4 NC 0.18 gb:BG144520 /DB_XREF=gi:12647920 /DB_XREF=ut71b03.x1 /CLONE=IMAGE:3333077 /FEA=EST /CNT=10 /TID=Mm.30814.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1436659_at 752.1 870.7 P P 0.005859 0.005859 0.4 NC 0.003699 gb:BB757120 /DB_XREF=gi:16203363 /DB_XREF=BB757120 /CLONE=G270081L18 /FEA=EST /CNT=9 /TID=Mm.204959.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436676_at 11.4 23.3 P P 0.04 0.001953 0.4 NC 0.005409 gb:BB120594 /DB_XREF=gi:16261989 /DB_XREF=BB120594 /CLONE=9530077J01 /FEA=EST /CNT=8 /TID=Mm.115846.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1436678_at 92.3 125.1 P P 0.000244 0.000244 0.4 NC 0.002753 gb:AI844814 /DB_XREF=gi:5488760 /DB_XREF=UI-M-AH1-agx-f-12-0-UI.s1 /CLONE=UI-M-AH1-agx-f-12-0-UI /FEA=EST /CNT=8 /TID=Mm.200820.1 /T
MOE430_2_1436684_a_ 28.4 25.6 P P 0.005859 0.001221 0.4 NC 0.02 gb:AV066689 /DB_XREF=gi:5186517 /DB_XREF=AV066689 /CLONE=2010110K24 /FEA=EST /CNT=8 /TID=Mm.34105.2 /TIER=Stack /STK=8 /UG=Mm.341
MOE430_2_1436687_x_ 3 16.4 M P 0.05 0.01 0.4 NC 0.49 gb:AA165749 /DB_XREF=gi:1744275 /DB_XREF=mt74g06.r1 /CLONE=IMAGE:635674 /FEA=EST /CNT=8 /TID=Mm.3035.2 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436692_at 16.8 21.1 P P 0.00415 0.001953 0.4 NC 0.12 gb:BB223643 /DB_XREF=gi:8892255 /DB_XREF=BB223643 /CLONE=A530083A14 /FEA=EST /CNT=8 /TID=Mm.86179.1 /TIER=Stack /STK=8 /UG=Mm.86
MOE430_2_1436713_s_ 168 210.1 P P 0.000244 0.000244 0.4 I 0.000692 gb:BM119226 /DB_XREF=gi:17087252 /DB_XREF=L0922F05-3 /CLONE=L0922F05 /FEA=EST /CNT=117 /TID=Mm.200506.1 /TIER=Stack /STK=112 /UG=
MOE430_2_1436769_at 1.3 3.6 A A 0.52 0.06 0.4 NC 0.29 gb:AV101011 /DB_XREF=gi:5248559 /DB_XREF=AV101011 /CLONE=2410070L23 /FEA=EST /CNT=60 /TID=Mm.30097.2 /TIER=Stack /STK=57 /UG=Mm.3
MOE430_2_1436815_x_ 9.8 11.9 A P 0.33 0.005859 0.4 NC 0.3 gb:AV076187 /DB_XREF=gi:5196015 /DB_XREF=AV076187 /CLONE=2210017B18 /FEA=EST /CNT=48 /TID=Mm.140276.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1436824_x_ 1284.3 1595.6 P P 0.000244 0.000244 0.4 I 0.00002 gb:BB238427 /DB_XREF=gi:8920892 /DB_XREF=BB238427 /CLONE=A630071J15 /FEA=EST /CNT=47 /TID=Mm.29323.2 /TIER=Stack /STK=47 /UG=Mm.
MOE430_2_1436829_at 1 0.5 A A 0.94 0.93 0.4 NC 0.45 gb:BB667112 /DB_XREF=gi:16398561 /DB_XREF=BB667112 /CLONE=4022440J11 /FEA=EST /CNT=51 /TID=Mm.86737.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1436866_at 378.8 530.7 P P 0.000244 0.000244 0.4 I 0.000078 gb:BQ173967 /DB_XREF=gi:20349458 /DB_XREF=UI-M-DJ2-bvv-o-16-0-UI.s1 /CLONE=UI-M-DJ2-bvv-o-16-0-UI /FEA=EST /CNT=84 /TID=Mm.40623.
MOE430_2_1436898_at 292.9 366.2 P P 0.000244 0.000244 0.4 NC 0.02 gb:BI738328 /DB_XREF=gi:15715341 /DB_XREF=603361584F1 /CLONE=IMAGE:5368748 /FEA=EST /CNT=50 /TID=Mm.43213.3 /TIER=Stack /STK=37 /UG
MOE430_2_1436914_at 39.8 46.2 P P 0.001221 0.000732 0.4 NC 0.006503 gb:BB524458 /DB_XREF=gi:16443984 /DB_XREF=BB524458 /CLONE=D930019P21 /FEA=EST /CNT=37 /TID=Mm.205192.1 /TIER=Stack /STK=36 /UG=M
MOE430_2_1436956_at 63.6 96.7 P P 0.000244 0.000244 0.4 NC 0.02 gb:AV174028 /DB_XREF=gi:16383979 /DB_XREF=AV174028 /CLONE=5730407P16 /FEA=EST /CNT=45 /TID=Mm.24044.3 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1436983_at 19.4 26.5 P P 0.01 0.001953 0.4 NC 0.13 gb:BG069466 /DB_XREF=gi:12551947 /DB_XREF=H3075G02-3 /CLONE=H3075G02 /FEA=EST /CNT=54 /TID=Mm.27963.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1437007_x_ 432.2 583.8 P P 0.000244 0.000244 0.4 I 0.000307 gb:BB446580 /DB_XREF=gi:9289192 /DB_XREF=BB446580 /CLONE=D030056J08 /FEA=EST /CNT=32 /TID=Mm.27292.2 /TIER=Stack /STK=30 /UG=Mm.
MOE430_2_1437067_at 9.6 17.3 P P 0.02 0.005859 0.4 I 0.000552 gb:BM228625 /DB_XREF=gi:17791330 /DB_XREF=K0264H09-3 /CLONE=K0264H09 /FEA=EST /CNT=35 /TID=Mm.3028.1 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1437070_at 42.7 41.2 P P 0.008057 0.000732 0.4 NC 0.15 gb:BB224362 /DB_XREF=gi:16353884 /DB_XREF=BB224362 /CLONE=A530086E13 /FEA=EST /CNT=40 /TID=Mm.44079.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437120_at 32.8 45 P P 0.01 0.005859 0.4 NC 0.02 gb:BB320376 /DB_XREF=gi:16403306 /DB_XREF=BB320376 /CLONE=B230385I08 /FEA=EST /CNT=36 /TID=Mm.29971.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437127_at 15.6 23.6 A P 0.06 0.01 0.4 NC 0.04 gb:BB667781 /DB_XREF=gi:16399230 /DB_XREF=BB667781 /CLONE=C730040L01 /FEA=EST /CNT=42 /TID=Mm.33710.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437129_at 8.7 11.1 A A 0.24 0.3 0.4 NC 0.5 gb:BB555250 /DB_XREF=gi:16448535 /DB_XREF=BB555250 /CLONE=E330018D03 /FEA=EST /CNT=35 /TID=Mm.132730.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437218_at 98.2 142.9 P P 0.001221 0.000244 0.4 NC 0.005409 gb:BM234360 /DB_XREF=gi:17869630 /DB_XREF=K0349A04-3 /CLONE=K0349A04 /FEA=EST /CNT=27 /TID=Mm.193099.3 /TIER=Stack /STK=22 /UG=M
MOE430_2_1437225_x_ 25.5 30.8 P P 0.04 0.000244 0.4 I 0.000692 gb:BB782705 /DB_XREF=gi:16943405 /DB_XREF=BB782705 /CLONE=G430082P12 /FEA=EST /CNT=23 /TID=Mm.22704.3 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437235_x_ 109 155.7 P P 0.000244 0.001221 0.4 NC 0.21 gb:BB218844 /DB_XREF=gi:8883797 /DB_XREF=BB218844 /CLONE=A530051J15 /FEA=EST /CNT=22 /TID=Mm.205997.3 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437236_a_ 273 379.2 P P 0.000244 0.000244 0.4 I 0.000147 gb:AV263718 /DB_XREF=gi:6251641 /DB_XREF=AV263718 /CLONE=4930440I15 /FEA=EST /CNT=22 /TID=Mm.171708.2 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1437241_at 43.5 75.6 P P 0.00415 0.01 0.4 NC 0.05 gb:BB137387 /DB_XREF=gi:16266722 /DB_XREF=BB137387 /CLONE=9830142A17 /FEA=EST /CNT=189 /TID=Mm.9616.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437256_at 8.4 10.8 M P 0.05 0.01 0.4 NC 0.06 gb:BE824946 /DB_XREF=gi:10257180 /DB_XREF=C0507C04-3 /CLONE=C0507C04 /FEA=EST /CNT=37 /TID=Mm.27293.3 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437296_at 46.8 57.2 P P 0.00415 0.001953 0.4 NC 0.02 gb:AI507382 /DB_XREF=gi:4405233 /DB_XREF=vl36d09.x1 /CLONE=IMAGE:974321 /FEA=EST /CNT=117 /TID=Mm.23935.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437329_at 44.8 56.8 P P 0.000244 0.000244 0.4 NC 0.22 gb:BG067863 /DB_XREF=gi:12550432 /DB_XREF=H3059A08-3 /CLONE=H3059A08 /FEA=EST /CNT=26 /TID=Mm.25511.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437338_x_ 144.5 208.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:BB172662 /DB_XREF=gi:8831745 /DB_XREF=BB172662 /CLONE=A230040C20 /FEA=EST /CNT=20 /TID=Mm.29719.3 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437343_x_ 294.2 370.6 P P 0.000732 0.000732 0.4 I 0.001077 gb:AV239773 /DB_XREF=gi:6192279 /DB_XREF=AV239773 /CLONE=4732436A17 /FEA=EST /CNT=20 /TID=Mm.21881.2 /TIER=Stack /STK=20 /UG=Mm.2
MOE430_2_1437356_at 0.9 1.8 A A 0.85 0.87 0.4 NC 0.44 gb:BM242490 /DB_XREF=gi:17877760 /DB_XREF=K0633C04-3 /CLONE=K0633C04 /FEA=EST /CNT=25 /TID=Mm.131184.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1437362_at 16.1 25.2 A M 0.06 0.05 0.4 NC 0.22 gb:BF147713 /DB_XREF=gi:11029108 /DB_XREF=us40b03.x1 /CLONE=IMAGE:3169517 /FEA=EST /CNT=39 /TID=Mm.87335.2 /TIER=Stack /STK=19 /UG=
MOE430_2_1437414_at 49.2 59.4 P P 0.000732 0.001953 0.4 NC 0.34 gb:AW987152 /DB_XREF=gi:8181965 /DB_XREF=uf15a09.x1 /CLONE=IMAGE:1511416 /FEA=EST /CNT=39 /TID=Mm.22858.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1437435_at 2.3 0.4 A A 0.85 0.98 0.4 NC 0.39 gb:AV043151 /DB_XREF=gi:16380416 /DB_XREF=AV043151 /CLONE=1700026H02 /FEA=EST /CNT=19 /TID=Mm.30960.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437442_at 60.5 63.9 P P 0.000732 0.000244 0.4 NC 0.005409 gb:BG067986 /DB_XREF=gi:12550555 /DB_XREF=H3060E02-3 /CLONE=H3060E02 /FEA=EST /CNT=19 /TID=Mm.25535.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437450_x_ 2317.6 3184.3 P P 0.000244 0.000244 0.4 I 0.000273 gb:AV167877 /DB_XREF=gi:5374314 /DB_XREF=AV167877 /CLONE=3110057N01 /FEA=EST /CNT=18 /TID=Mm.21932.3 /TIER=Stack /STK=18 /UG=Mm.2
MOE430_2_1437480_at 37.1 45 P P 0.005859 0.00293 0.4 I 0.001651 gb:BB071833 /DB_XREF=gi:15404307 /DB_XREF=BB071833 /CLONE=8030499H20 /FEA=EST /CNT=36 /TID=Mm.25233.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437512_x_ 18.9 25.8 P P 0.02 0.01 0.4 NC 0.08 gb:AV151335 /DB_XREF=gi:5356541 /DB_XREF=AV151335 /CLONE=2900017J06 /FEA=EST /CNT=18 /TID=Mm.29906.2 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1437516_at 14.8 23.5 A P 0.11 0.02 0.4 NC 0.34 gb:BM243375 /DB_XREF=gi:17878645 /DB_XREF=K0645G07-3 /CLONE=K0645G07 /FEA=EST /CNT=17 /TID=Mm.186978.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437549_at 24.9 27.1 A A 0.3 0.14 0.4 NC 0.06 gb:BB093469 /DB_XREF=gi:8676716 /DB_XREF=BB093469 /CLONE=9430042J23 /FEA=EST /CNT=26 /TID=Mm.69044.1 /TIER=Stack /STK=16 /UG=Mm.6
MOE430_2_1437563_at 46.5 54.2 P P 0.008057 0.00293 0.4 NC 0.004073 gb:BB667768 /DB_XREF=gi:16399217 /DB_XREF=BB667768 /CLONE=C730038K10 /FEA=EST /CNT=19 /TID=Mm.163.6 /TIER=Stack /STK=16 /UG=Mm.1
MOE430_2_1437586_at 73.7 139.8 P P 0.000244 0.000244 0.4 I 0.000023 gb:BB756908 /DB_XREF=gi:16203235 /DB_XREF=BB756908 /CLONE=G270079J08 /FEA=EST /CNT=23 /TID=Mm.42183.3 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437590_at 1 0.8 A A 0.98 0.97 0.4 NC 0.42 gb:BB781167 /DB_XREF=gi:16941867 /DB_XREF=BB781167 /CLONE=G430071H02 /FEA=EST /CNT=17 /TID=Mm.212966.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437621_x_ 727.8 1016.6 P P 0.000244 0.000244 0.4 I 0.000492 gb:AV216768 /DB_XREF=gi:6157613 /DB_XREF=AV216768 /CLONE=2410167D16 /FEA=EST /CNT=16 /TID=Mm.16898.4 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437630_at 246.2 316.5 P P 0.000244 0.000244 0.4 NC 0.01 gb:AV132702 /DB_XREF=gi:16382652 /DB_XREF=AV132702 /CLONE=2700092A15 /FEA=EST /CNT=82 /TID=Mm.567.1 /TIER=Stack /STK=15 /UG=Mm.56
MOE430_2_1437637_at 1.9 1.1 A A 0.82 0.56 0.4 NC 0.16 gb:BE852433 /DB_XREF=gi:10310772 /DB_XREF=uw20d03.x1 /CLONE=IMAGE:3417221 /FEA=EST /CNT=35 /TID=Mm.105591.1 /TIER=Stack /STK=15 /U
MOE430_2_1437654_at 36.2 63.3 P P 0.02 0.03 0.4 NC 0.13 gb:BE630700 /DB_XREF=gi:9913388 /DB_XREF=uu47c09.x1 /CLONE=IMAGE:3375088 /FEA=EST /CNT=24 /TID=Mm.45406.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1437709_x_ 322.5 436.2 P P 0.000244 0.000244 0.4 MI 0.002032 gb:BB492914 /DB_XREF=gi:9451541 /DB_XREF=BB492914 /CLONE=D530030F11 /FEA=EST /CNT=15 /TID=Mm.38436.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437734_at 201.9 272 P P 0.000244 0.000244 0.4 I 0.000438 gb:BM211160 /DB_XREF=gi:17768274 /DB_XREF=C0801F11-3 /CLONE=C0801F11 /FEA=EST /CNT=97 /TID=Mm.196527.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437753_at 66.4 83.5 P P 0.000244 0.000244 0.4 NC 0.01 gb:BE987651 /DB_XREF=gi:10663221 /DB_XREF=UI-M-CG0p-bhr-a-10-0-UI.s1 /CLONE=UI-M-CG0p-bhr-a-10-0-UI /FEA=EST /CNT=22 /TID=Mm.6539
MOE430_2_1437757_at 13.6 18.3 P A 0.03 0.11 0.4 NC 0.5 gb:BB402190 /DB_XREF=gi:15411829 /DB_XREF=BB402190 /CLONE=C330026H15 /FEA=EST /CNT=26 /TID=Mm.132662.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437776_at 13.5 19 A P 0.12 0.00293 0.4 NC 0.46 gb:BB137519 /DB_XREF=gi:16266726 /DB_XREF=BB137519 /CLONE=9830142N08 /FEA=EST /CNT=16 /TID=Mm.131107.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437791_s_ 25 27.2 P P 0.001953 0.00415 0.4 NC 0.02 gb:AV230748 /DB_XREF=gi:16385761 /DB_XREF=AV230748 /CLONE=4632401E18 /FEA=EST /CNT=16 /TID=Mm.25549.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437820_at 7.7 9 A A 0.43 0.36 0.4 NC 0.5 gb:BB040642 /DB_XREF=gi:16258621 /DB_XREF=BB040642 /CLONE=6030450F21 /FEA=EST /CNT=14 /TID=Mm.205798.1 /TIER=Stack /STK=14 /UG=Mm



MOE430_2_1437836_x_ 21 22.9 P P 0.04 0.008057 0.4 NC 0.06 gb:BB357560 /DB_XREF=gi:9069388 /DB_XREF=BB357560 /CLONE=C030022D13 /FEA=EST /CNT=14 /TID=Mm.29328.3 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437838_x_ 899.2 1063.3 P P 0.000244 0.000244 0.4 I 0.000052 gb:BB223437 /DB_XREF=gi:8892049 /DB_XREF=BB223437 /CLONE=A530082C13 /FEA=EST /CNT=14 /TID=Mm.27453.6 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437841_x_ 20.6 28.7 P A 0.02 0.08 0.4 NC 0.5 gb:BB248249 /DB_XREF=gi:8940995 /DB_XREF=BB248249 /CLONE=A730024G03 /FEA=EST /CNT=14 /TID=Mm.22524.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437868_at 100.3 128.2 P P 0.000732 0.000732 0.4 NC 0.005409 gb:BE687858 /DB_XREF=gi:10075482 /DB_XREF=uw52c03.x1 /CLONE=IMAGE:3465604 /FEA=EST /CNT=47 /TID=Mm.30874.1 /TIER=Stack /STK=13 /UG
MOE430_2_1437896_at 33.2 56 P P 0.02 0.001953 0.4 NC 0.04 gb:AW554576 /DB_XREF=gi:7199999 /DB_XREF=L0242F05-3 /CLONE=L0242F05 /FEA=EST /CNT=21 /TID=Mm.103104.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437901_a_ 282.9 324.7 P P 0.000244 0.000244 0.4 NC 0.008511 gb:BM240052 /DB_XREF=gi:17875322 /DB_XREF=K0545D10-3 /CLONE=K0545D10 /FEA=EST /CNT=16 /TID=Mm.27389.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437933_at 1.1 2 A A 0.78 0.6 0.4 NC 0.2 gb:BB040396 /DB_XREF=gi:16258603 /DB_XREF=BB040396 /CLONE=6030448O17 /FEA=EST /CNT=14 /TID=Mm.131380.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437948_x_ 33.7 32.9 P M 0.01 0.05 0.4 NC 0.5 gb:BB443362 /DB_XREF=gi:9285974 /DB_XREF=BB443362 /CLONE=D030040N11 /FEA=EST /CNT=14 /TID=Mm.206404.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437986_x_ 92.6 152.8 P P 0.000244 0.001221 0.4 NC 0.16 gb:BB390817 /DB_XREF=gi:9113761 /DB_XREF=BB390817 /CLONE=C230071F19 /FEA=EST /CNT=13 /TID=Mm.128060.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437987_at 24.1 37.7 P P 0.000244 0.00415 0.4 NC 0.009292 gb:BB389497 /DB_XREF=gi:9112419 /DB_XREF=BB389497 /CLONE=C230063H08 /FEA=EST /CNT=13 /TID=Mm.132316.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438017_at 49.3 62.7 A A 0.14 0.12 0.4 NC 0.00712 gb:AV327629 /DB_XREF=gi:16395689 /DB_XREF=AV327629 /CLONE=6330421D19 /FEA=EST /CNT=46 /TID=Mm.27687.4 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438025_at 39.3 57.3 P P 0.000244 0.000244 0.4 NC 0.007788 gb:BE686616 /DB_XREF=gi:10074240 /DB_XREF=uw01g11.x1 /CLONE=IMAGE:3415460 /FEA=EST /CNT=25 /TID=Mm.139284.1 /TIER=Stack /STK=12 /U
MOE430_2_1438050_x_ 45.8 68.4 P P 0.000244 0.000244 0.4 NC 0.09 gb:BG966742 /DB_XREF=gi:14354379 /DB_XREF=602834610F1 /CLONE=IMAGE:4988882 /FEA=EST /CNT=19 /TID=Mm.212712.4 /TIER=Stack /STK=12 /
MOE430_2_1438085_at 27.7 40.9 P P 0.000244 0.000732 0.4 NC 0.08 gb:BB431039 /DB_XREF=gi:16424133 /DB_XREF=BB431039 /CLONE=C630036F17 /FEA=EST /CNT=14 /TID=Mm.210489.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438101_at 0.9 0.8 A A 0.85 0.78 0.4 NC 0.5 gb:AW489349 /DB_XREF=gi:7059619 /DB_XREF=UI-M-BH3-ata-h-05-0-UI.s1 /CLONE=UI-M-BH3-ata-h-05-0-UI /FEA=EST /CNT=14 /TID=Mm.101602.1
MOE430_2_1438107_x_ 23.1 33.7 P P 0.000244 0.001953 0.4 NC 0.3 gb:BB398201 /DB_XREF=gi:16412372 /DB_XREF=BB398201 /CLONE=C330007E12 /FEA=EST /CNT=13 /TID=Mm.112538.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438140_a_ 81.7 96.7 P P 0.000732 0.001221 0.4 NC 0.23 gb:BF020964 /DB_XREF=gi:10752296 /DB_XREF=ux50c05.x1 /CLONE=IMAGE:3513704 /FEA=EST /CNT=12 /TID=Mm.2095.4 /TIER=Stack /STK=12 /UG=
MOE430_2_1438173_x_ 101.5 136.8 A M 0.08 0.05 0.4 NC 0.003041 gb:AV307393 /DB_XREF=gi:6339907 /DB_XREF=AV307393 /CLONE=5730552G08 /FEA=EST /CNT=12 /TID=Mm.36715.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438178_x_ 508 722.6 P P 0.000732 0.000732 0.4 I 0.000046 gb:BB368056 /DB_XREF=gi:9079885 /DB_XREF=BB368056 /CLONE=C130040H23 /FEA=EST /CNT=12 /TID=Mm.21881.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438221_at 26.9 33.4 P P 0.000732 0.000244 0.4 NC 0.05 gb:AI875682 /DB_XREF=gi:5549731 /DB_XREF=uk51d06.x1 /CLONE=IMAGE:1972523 /FEA=EST /CNT=26 /TID=Mm.41046.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438256_at 21.3 29.2 P P 0.03 0.01 0.4 NC 0.07 gb:BB129302 /DB_XREF=gi:15408306 /DB_XREF=BB129302 /CLONE=9630038B20 /FEA=EST /CNT=16 /TID=Mm.120865.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438287_x_ 29.7 41.9 A P 0.11 0.02 0.4 NC 0.15 gb:AV309422 /DB_XREF=gi:6362457 /DB_XREF=AV309422 /CLONE=5730581M04 /FEA=EST /CNT=13 /TID=Mm.28222.6 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438293_at 85.4 105.1 P P 0.001221 0.001953 0.4 NC 0.01 gb:BI793442 /DB_XREF=gi:15821167 /DB_XREF=ic38f10.x1 /CLONE=IMAGE:5656075 /FEA=EST /CNT=20 /TID=Mm.156847.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1438299_at 42 75.5 P P 0.000244 0.000732 0.4 NC 0.01 gb:BB120894 /DB_XREF=gi:16262003 /DB_XREF=BB120894 /CLONE=9530079E19 /FEA=EST /CNT=14 /TID=Mm.205176.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438331_at 55.1 67.4 P P 0.00293 0.01 0.4 NC 0.08 gb:BB491630 /DB_XREF=gi:16441723 /DB_XREF=BB491630 /CLONE=D530022J18 /FEA=EST /CNT=12 /TID=Mm.131081.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438360_x_ 403.1 545.7 P P 0.000244 0.000244 0.4 I 0.00002 gb:AV003169 /DB_XREF=gi:4780019 /DB_XREF=AV003169 /CLONE=0610025E15 /FEA=EST /CNT=11 /TID=Mm.658.7 /TIER=Stack /STK=11 /UG=Mm.658
MOE430_2_1438376_s_ 1271.4 1589.4 P P 0.000244 0.000244 0.4 I 0.000101 gb:BB290427 /DB_XREF=gi:8990876 /DB_XREF=BB290427 /CLONE=B020045E14 /FEA=EST /CNT=11 /TID=Mm.55.2 /TIER=Stack /STK=11 /UG=Mm.55 /
MOE430_2_1438427_at 59.3 61.2 P P 0.000244 0.000732 0.4 NC 0.5 gb:AV223344 /DB_XREF=gi:16385075 /DB_XREF=AV223344 /CLONE=3830409I04 /FEA=EST /CNT=23 /TID=Mm.35039.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438451_at 20.6 33.9 A P 0.11 0.02 0.4 NC 0.09 gb:BI408524 /DB_XREF=gi:15169447 /DB_XREF=602964993F1 /CLONE=IMAGE:5120375 /FEA=EST /CNT=23 /TID=Mm.46683.1 /TIER=Stack /STK=10 /UG
MOE430_2_1438455_at 3.8 4.3 A A 0.33 0.21 0.4 NC 0.06 gb:AI464220 /DB_XREF=gi:4318250 /DB_XREF=vc42a08.x1 /CLONE=IMAGE:777206 /FEA=EST /CNT=14 /TID=Mm.32735.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438490_at 30.9 49.8 M P 0.05 0.01 0.4 NC 0.15 gb:BB769796 /DB_XREF=gi:16212332 /DB_XREF=BB769796 /CLONE=G370100H24 /FEA=EST /CNT=14 /TID=Mm.132445.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438500_at 1 0.8 A A 0.95 0.97 0.4 NC 0.5 gb:BE954519 /DB_XREF=gi:10597130 /DB_XREF=UI-M-CE1-bam-e-08-0-UI.s1 /CLONE=UI-M-CE1-bam-e-08-0-UI /FEA=EST /CNT=12 /TID=Mm.44834
MOE430_2_1438527_at 137.5 160.6 P P 0.001953 0.00415 0.4 NC 0.01 gb:BG073445 /DB_XREF=gi:12556014 /DB_XREF=H3122F09-3 /CLONE=H3122F09 /FEA=EST /CNT=11 /TID=Mm.3486.4 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438539_at 10.7 15.6 P P 0.01 0.04 0.4 NC 0.3 gb:BM238816 /DB_XREF=gi:17874086 /DB_XREF=K0524A01-3 /CLONE=K0524A01 /FEA=EST /CNT=11 /TID=Mm.76657.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438545_at 156.4 216.6 P P 0.000244 0.000244 0.4 I 0.000023 gb:C81442 /DB_XREF=gi:2521772 /DB_XREF=C81442 /CLONE=J0099C03 /FEA=EST /CNT=11 /TID=Mm.658.8 /TIER=Stack /STK=10 /UG=Mm.658 /LL=1
MOE430_2_1438559_x_ 2882.2 3765.2 P P 0.000488 0.000488 0.4 I 0.000044 gb:BB145101 /DB_XREF=gi:8800038 /DB_XREF=BB145101 /CLONE=9930028G13 /FEA=EST /CNT=11 /TID=Mm.148425.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438616_x_ 14.7 16.6 A A 0.5 0.21 0.4 NC 0.05 gb:BB808046 /DB_XREF=gi:16980675 /DB_XREF=BB808046 /CLONE=G630085H22 /FEA=EST /CNT=10 /TID=Mm.140154.6 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438710_at 14.9 20.8 P P 0.000244 0.01 0.4 NC 0.44 gb:BB426317 /DB_XREF=gi:16423673 /DB_XREF=BB426317 /CLONE=C630001G15 /FEA=EST /CNT=28 /TID=Mm.4716.2 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1438732_at 4.6 5.2 A A 0.27 0.36 0.4 NC 0.5 gb:BE947483 /DB_XREF=gi:10525242 /DB_XREF=UI-M-BH3-axc-a-08-0-UI.s1 /CLONE=UI-M-BH3-axc-a-08-0-UI /FEA=EST /CNT=14 /TID=Mm.138300
MOE430_2_1438739_at 36.3 50.1 P P 0.001953 0.000244 0.4 I 0.001651 gb:BM237919 /DB_XREF=gi:17873189 /DB_XREF=K0509D01-3 /CLONE=K0509D01 /FEA=EST /CNT=15 /TID=Mm.139194.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438742_at 27.1 39.1 A A 0.08 0.14 0.4 NC 0.12 gb:BB744909 /DB_XREF=gi:16147848 /DB_XREF=BB744909 /CLONE=F530005J20 /FEA=EST /CNT=24 /TID=Mm.156718.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438808_at 6.1 5.4 A A 0.09 0.3 0.4 NC 0.5 gb:BB450072 /DB_XREF=gi:16425416 /DB_XREF=BB450072 /CLONE=D030074L07 /FEA=EST /CNT=11 /TID=Mm.222.9 /TIER=Stack /STK=9 /UG=Mm.22
MOE430_2_1438846_x_ 0.8 1.3 A A 0.91 0.63 0.4 NC 0.34 gb:BB000927 /DB_XREF=gi:7840855 /DB_XREF=BB000927 /CLONE=2700052P09 /FEA=EST /CNT=10 /TID=Mm.22360.2 /TIER=Stack /STK=9 /UG=Mm.22
MOE430_2_1438907_at 21.7 35.6 M P 0.05 0.03 0.4 NC 0.26 gb:BB698249 /DB_XREF=gi:16047073 /DB_XREF=BB698249 /CLONE=7120498J18 /FEA=EST /CNT=9 /TID=Mm.147736.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438918_at 2.8 4.5 A A 0.82 0.66 0.4 NC 0.11 gb:BB357366 /DB_XREF=gi:9069194 /DB_XREF=BB357366 /CLONE=C030020H09 /FEA=EST /CNT=9 /TID=Mm.3204.4 /TIER=Stack /STK=9 /UG=Mm.320
MOE430_2_1438919_x_ 2 2.8 A A 0.94 0.9 0.4 NC 0.44 gb:BB357366 /DB_XREF=gi:9069194 /DB_XREF=BB357366 /CLONE=C030020H09 /FEA=EST /CNT=9 /TID=Mm.3204.4 /TIER=Stack /STK=9 /UG=Mm.320
MOE430_2_1438921_at 9.3 11.5 P P 0.02 0.01 0.4 NC 0.3 gb:BM197239 /DB_XREF=gi:17749356 /DB_XREF=C0346A08-3 /CLONE=C0346A08 /FEA=EST /CNT=9 /TID=Mm.37760.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438951_x_ 192.5 222.2 P P 0.001221 0.00415 0.4 NC 0.02 gb:BB168451 /DB_XREF=gi:8824392 /DB_XREF=BB168451 /CLONE=A130098N07 /FEA=EST /CNT=9 /TID=Mm.13356.3 /TIER=Stack /STK=9 /UG=Mm.13
MOE430_2_1439004_at 15.6 22.9 A P 0.06 0.01 0.4 NC 0.04 gb:BE946999 /DB_XREF=gi:10524758 /DB_XREF=UI-M-BH3-axg-f-08-0-UI.s1 /CLONE=UI-M-BH3-axg-f-08-0-UI /FEA=EST /CNT=9 /TID=Mm.101475.1 
MOE430_2_1439012_a_ 250.9 356.6 P P 0.001953 0.000732 0.4 I 0.000692 gb:BB030204 /DB_XREF=gi:8384955 /DB_XREF=BB030204 /CLONE=5830452L14 /FEA=EST /CNT=79 /TID=Mm.3446.3 /TIER=Stack /STK=8 /UG=Mm.344
MOE430_2_1439027_at 104.2 110.8 P P 0.001953 0.001221 0.4 I 0.000241 gb:BM200803 /DB_XREF=gi:17754265 /DB_XREF=C0216D03-3 /CLONE=C0216D03 /FEA=EST /CNT=37 /TID=Mm.35428.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439076_at 49.1 72.4 P P 0.000244 0.000732 0.4 NC 0.01 gb:BB410800 /DB_XREF=gi:16423265 /DB_XREF=BB410800 /CLONE=C430019N17 /FEA=EST /CNT=28 /TID=Mm.35094.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439086_at 1.3 0.4 A A 0.79 0.75 0.4 NC 0.08 gb:BB278168 /DB_XREF=gi:16401051 /DB_XREF=BB278168 /CLONE=A930009L07 /FEA=EST /CNT=15 /TID=Mm.131108.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439111_at 23 32.2 A A 0.33 0.19 0.4 NC 0.02 gb:BM230984 /DB_XREF=gi:17866254 /DB_XREF=K0303F07-3 /CLONE=K0303F07 /FEA=EST /CNT=14 /TID=Mm.20927.8 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439144_at 40 50.3 P P 0.00415 0.008057 0.4 NC 0.19 gb:BB749215 /DB_XREF=gi:16153451 /DB_XREF=BB749215 /CLONE=G030103E19 /FEA=EST /CNT=11 /TID=Mm.93826.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439181_at 46.4 47 P P 0.000244 0.000732 0.4 NC 0.08 gb:AV020760 /DB_XREF=gi:4797752 /DB_XREF=AV020760 /CLONE=1190020C04 /FEA=EST /CNT=10 /TID=Mm.31016.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1439186_at 1.3 0.7 A A 0.9 0.96 0.4 NC 0.25 gb:BB022463 /DB_XREF=gi:16257761 /DB_XREF=BB022463 /CLONE=5330411E20 /FEA=EST /CNT=15 /TID=Mm.149539.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439214_a_ 126.3 182.3 P P 0.000244 0.000244 0.4 I 0.000774 gb:AV118744 /DB_XREF=gi:5300895 /DB_XREF=AV118744 /CLONE=2610209P19 /FEA=EST /CNT=9 /TID=Mm.692.4 /TIER=Stack /STK=8 /UG=Mm.692 /
MOE430_2_1439236_at 5.6 10 A P 0.36 0.00415 0.4 NC 0.03 gb:AU022087 /DB_XREF=gi:3387046 /DB_XREF=AU022087 /CLONE=J0408C04 /FEA=EST /CNT=9 /TID=Mm.21270.1 /TIER=Stack /STK=8 /UG=Mm.2127
MOE430_2_1439244_a_ 372.5 369 P P 0.000977 0.000977 0.4 NC 0.004781 gb:BB822587 /DB_XREF=gi:16995216 /DB_XREF=BB822587 /CLONE=G830022G04 /FEA=EST /CNT=9 /TID=Mm.220983.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439281_at 1.8 1.9 A A 0.63 0.46 0.4 NC 0.21 gb:BB667180 /DB_XREF=gi:16398629 /DB_XREF=BB667180 /CLONE=4922504D12 /FEA=EST /CNT=10 /TID=Mm.84601.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1439289_s_ 9.4 15.1 A A 0.27 0.11 0.4 NC 0.5 gb:BB197516 /DB_XREF=gi:16271060 /DB_XREF=BB197516 /CLONE=A330099J15 /FEA=EST /CNT=9 /TID=Mm.212872.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439299_at 23.4 26.9 A P 0.06 0.02 0.4 NC 0.39 gb:BM119331 /DB_XREF=gi:17087357 /DB_XREF=L0924A04-3 /CLONE=L0924A04 /FEA=EST /CNT=8 /TID=Mm.213360.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439315_at 7.3 4.8 A A 0.33 0.46 0.4 NC 0.5 gb:BB233192 /DB_XREF=gi:16354584 /DB_XREF=BB233192 /CLONE=A630042G22 /FEA=EST /CNT=8 /TID=Mm.131409.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439427_at 11.1 16.8 P P 0.000732 0.001953 0.4 NC 0.34 gb:BB026487 /DB_XREF=gi:8202662 /DB_XREF=BB026487 /CLONE=5330433H18 /FEA=EST /CNT=8 /TID=Mm.140621.1 /TIER=Stack /STK=8 /UG=Mm.14
MOE430_2_1439469_at 3.9 4.1 A A 0.3 0.46 0.4 NC 0.5 gb:BM240011 /DB_XREF=gi:17875281 /DB_XREF=K0543H07-3 /CLONE=K0543H07 /FEA=EST /CNT=8 /TID=Mm.217303.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439471_at 0.4 0.4 A A 0.98 0.96 0.4 NC 0.02 gb:BB729871 /DB_XREF=gi:16113146 /DB_XREF=BB729871 /CLONE=E860113N13 /FEA=EST /CNT=8 /TID=Mm.211070.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439482_at 138.3 154.9 P P 0.001953 0.000244 0.4 I 0.000774 gb:BM119523 /DB_XREF=gi:17087537 /DB_XREF=L0926C10-3 /CLONE=L0926C10 /FEA=EST /CNT=23 /TID=Mm.24787.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439486_at 12.1 16.6 A P 0.12 0.04 0.4 NC 0.5 gb:BB333655 /DB_XREF=gi:15411553 /DB_XREF=BB333655 /CLONE=B830014G02 /FEA=EST /CNT=15 /TID=Mm.44910.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439511_at 72.5 104.4 P P 0.02 0.02 0.4 NC 0.01 gb:AV234027 /DB_XREF=gi:16386106 /DB_XREF=AV234027 /CLONE=4632428K04 /FEA=EST /CNT=12 /TID=Mm.100306.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439515_at 47.4 58.3 P P 0.001221 0.000244 0.4 NC 0.06 gb:BM207556 /DB_XREF=gi:17763443 /DB_XREF=C0614D12-3 /CLONE=C0614D12 /FEA=EST /CNT=10 /TID=Mm.45637.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439568_at 7.8 12 A A 0.12 0.17 0.4 NC 0.26 gb:AV373997 /DB_XREF=gi:16397924 /DB_XREF=AV373997 /CLONE=9130004E13 /FEA=EST /CNT=11 /TID=Mm.26357.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439570_at 19.2 21.4 A A 0.43 0.36 0.4 NC 0.3 gb:BE957162 /DB_XREF=gi:10602434 /DB_XREF=UI-M-BG2-bcd-a-01-0-UI.s1 /CLONE=UI-M-BG2-bcd-a-01-0-UI /FEA=EST /CNT=10 /TID=Mm.100206
MOE430_2_1439574_at 14.1 21.6 A A 0.6 0.46 0.4 NC 0.2 gb:BI737205 /DB_XREF=gi:15714218 /DB_XREF=603358232F1 /CLONE=IMAGE:5365494 /FEA=EST /CNT=10 /TID=Mm.206232.1 /TIER=ConsEnd /STK=7 
MOE430_2_1439630_x_ 106.5 119.5 P P 0.000732 0.000244 0.4 NC 0.00712 gb:AI844734 /DB_XREF=gi:5488640 /DB_XREF=UI-M-AL1-ahq-c-07-0-UI.s1 /CLONE=UI-M-AL1-ahq-c-07-0-UI /FEA=EST /CNT=8 /TID=Mm.34363.1 /T
MOE430_2_1439638_at 15.2 16.7 P P 0.008057 0.00415 0.4 NC 0.36 gb:BB336138 /DB_XREF=gi:16404143 /DB_XREF=BB336138 /CLONE=B830047G01 /FEA=EST /CNT=10 /TID=Mm.154633.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439647_at 17.5 31.6 P M 0.01 0.05 0.4 NC 0.5 gb:AV257990 /DB_XREF=gi:16388457 /DB_XREF=AV257990 /CLONE=4922501C17 /FEA=EST /CNT=9 /TID=Mm.212771.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439658_at 4.4 6.4 A A 0.27 0.24 0.4 NC 0.16 gb:AV292396 /DB_XREF=gi:16392456 /DB_XREF=AV292396 /CLONE=5430424A14 /FEA=EST /CNT=8 /TID=Mm.68163.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439683_at 9.2 15.9 A A 0.17 0.19 0.4 NC 0.44 gb:BM225171 /DB_XREF=gi:17786679 /DB_XREF=K0207E03-3 /CLONE=K0207E03 /FEA=EST /CNT=7 /TID=Mm.95163.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439694_at 3.1 3.7 A A 0.33 0.53 0.4 NC 0.5 gb:BB504521 /DB_XREF=gi:16442726 /DB_XREF=BB504521 /CLONE=D630049A02 /FEA=EST /CNT=7 /TID=Mm.133921.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439711_at 0.5 0.6 A A 0.78 0.95 0.4 NC 0.5 gb:BB310344 /DB_XREF=gi:16402613 /DB_XREF=BB310344 /CLONE=B230315D22 /FEA=EST /CNT=7 /TID=Mm.132016.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439726_at 67.6 119.4 P P 0.01 0.00293 0.4 NC 0.05 gb:BB451779 /DB_XREF=gi:16425595 /DB_XREF=BB451779 /CLONE=D130012L14 /FEA=EST /CNT=7 /TID=Mm.96433.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439799_at 104.3 134.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:BE953350 /DB_XREF=gi:10594772 /DB_XREF=UI-M-CD1-azt-g-01-0-UI.s1 /CLONE=UI-M-CD1-azt-g-01-0-UI /FEA=EST /CNT=10 /TID=Mm.32513.1
MOE430_2_1439820_at 52.8 69.3 P P 0.000244 0.000244 0.4 NC 0.01 gb:BB364548 /DB_XREF=gi:16406255 /DB_XREF=BB364548 /CLONE=C130022C07 /FEA=EST /CNT=9 /TID=Mm.167368.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439822_at 9.4 12.5 A A 0.21 0.19 0.4 NC 0.27 gb:BB024447 /DB_XREF=gi:8197910 /DB_XREF=BB024447 /CLONE=5330421N15 /FEA=EST /CNT=9 /TID=Mm.188905.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439852_at 222.2 312.1 P P 0.000244 0.000244 0.4 I 0.00002 gb:BB036443 /DB_XREF=gi:16258373 /DB_XREF=BB036443 /CLONE=5930415N19 /FEA=EST /CNT=10 /TID=Mm.86920.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439882_at 65.6 119 P P 0.000244 0.000244 0.4 I 0.000774 gb:BE685845 /DB_XREF=gi:10073469 /DB_XREF=uu59a02.x1 /CLONE=IMAGE:3376202 /FEA=EST /CNT=8 /TID=Mm.217114.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1439885_at 1.2 1.8 A A 0.69 0.68 0.4 NC 0.5 gb:AA051236 /DB_XREF=gi:1530906 /DB_XREF=mj42f10.r1 /CLONE=IMAGE:478795 /FEA=EST /CNT=8 /TID=Mm.103825.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439896_at 7.7 14.2 A A 0.5 0.46 0.4 NC 0.23 gb:BB280273 /DB_XREF=gi:16401238 /DB_XREF=BB280273 /CLONE=A930024P04 /FEA=EST /CNT=10 /TID=Mm.124176.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439929_at 1.4 3.1 A A 0.82 0.66 0.4 NC 0.18 gb:AW557531 /DB_XREF=gi:7202960 /DB_XREF=L0283A10-3 /CLONE=L0283A10 /FEA=EST /CNT=7 /TID=Mm.103246.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439932_at 20.1 23.4 P P 0.00415 0.01 0.4 NC 0.23 gb:BQ174624 /DB_XREF=gi:20350115 /DB_XREF=UI-M-DJ2-bwb-a-03-0-UI.s1 /CLONE=UI-M-DJ2-bwb-a-03-0-UI /FEA=EST /CNT=7 /TID=Mm.111594
MOE430_2_1439934_at 4.4 13.7 A A 0.16 0.17 0.4 NC 0.39 gb:BB540543 /DB_XREF=gi:15412203 /DB_XREF=BB540543 /CLONE=E130106K10 /FEA=EST /CNT=7 /TID=Mm.187893.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439944_at 0.8 1.4 A A 0.78 0.69 0.4 NC 0.41 gb:AV254043 /DB_XREF=gi:16387982 /DB_XREF=AV254043 /CLONE=4921507E07 /FEA=EST /CNT=7 /TID=Mm.86580.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439968_x_ 4 7.9 A A 0.63 0.5 0.4 NC 0.06 gb:BE949296 /DB_XREF=gi:10527050 /DB_XREF=UI-M-BH3-avf-c-06-0-UI.s1 /CLONE=UI-M-BH3-avf-c-06-0-UI /FEA=EST /CNT=11 /TID=Mm.124753.
MOE430_2_1440015_at 27.5 36.4 P P 0.04 0.005859 0.4 I 0.001651 gb:BB528896 /DB_XREF=gi:16445504 /DB_XREF=BB528896 /CLONE=D930048P11 /FEA=EST /CNT=6 /TID=Mm.130762.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440054_at 6.7 6.6 A A 0.21 0.24 0.4 NC 0.44 gb:BB540371 /DB_XREF=gi:16447124 /DB_XREF=BB540371 /CLONE=E130105J22 /FEA=EST /CNT=6 /TID=Mm.171082.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440085_at 45.1 73.1 P P 0.000244 0.000244 0.4 NC 0.02 gb:AV246296 /DB_XREF=gi:16387079 /DB_XREF=AV246296 /CLONE=4832407L12 /FEA=EST /CNT=6 /TID=Mm.189270.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440118_at 1.8 1.9 A A 0.91 0.8 0.4 NC 0.19 gb:C80844 /DB_XREF=gi:2521174 /DB_XREF=C80844 /CLONE=J0089C11 /FEA=EST /CNT=6 /TID=Mm.196397.1 /TIER=ConsEnd /STK=6 /UG=Mm.19639
MOE430_2_1440119_at 7.3 14.8 A A 0.33 0.17 0.4 NC 0.35 gb:BM248677 /DB_XREF=gi:17883947 /DB_XREF=K0820F01-3 /CLONE=K0820F01 /FEA=EST /CNT=6 /TID=Mm.214656.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440133_x_ 23.1 23.7 A P 0.06 0.04 0.4 NC 0.5 gb:BB283894 /DB_XREF=gi:8984343 /DB_XREF=BB283894 /CLONE=A930103L12 /FEA=EST /CNT=6 /TID=Mm.209126.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440140_at 0.8 2.1 A A 0.94 0.91 0.4 NC 0.07 gb:AW489932 /DB_XREF=gi:7060202 /DB_XREF=UI-M-BH3-asq-b-03-0-UI.s1 /CLONE=UI-M-BH3-asq-b-03-0-UI /FEA=EST /CNT=6 /TID=Mm.101703.1
MOE430_2_1440156_s_ 23.1 39 P P 0.01 0.008057 0.4 NC 0.1 gb:BE989939 /DB_XREF=gi:10667847 /DB_XREF=UI-M-BZ1-bft-n-05-0-UI.s1 /CLONE=UI-M-BZ1-bft-n-05-0-UI /FEA=EST /CNT=6 /TID=Mm.40354.1 /
MOE430_2_1440188_at 0.4 1 A A 0.95 0.9 0.4 NC 0.21 gb:BE980962 /DB_XREF=gi:10649573 /DB_XREF=UI-M-BH3-asw-f-12-0-UI.s1 /CLONE=UI-M-BH3-asw-f-12-0-UI /FEA=EST /CNT=17 /TID=Mm.133364
MOE430_2_1440194_at 1.3 3.4 A A 0.98 0.85 0.4 NC 0.03 gb:AI854664 /DB_XREF=gi:5498570 /DB_XREF=UI-M-BH0-akc-a-08-0-UI.s1 /CLONE=UI-M-BH0-akc-a-08-0-UI /FEA=EST /CNT=18 /TID=Mm.41017.1 /
MOE430_2_1440209_at 0.7 0.6 A A 0.91 0.85 0.4 NC 0.34 gb:AI449126 /DB_XREF=gi:4287820 /DB_XREF=ms93h05.x1 /CLONE=IMAGE:619161 /FEA=EST /CNT=13 /TID=Mm.162407.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440255_at 52 60.1 P P 0.02 0.00415 0.4 NC 0.23 gb:BB826899 /DB_XREF=gi:17005142 /DB_XREF=BB826899 /CLONE=G830045B18 /FEA=EST /CNT=14 /TID=Mm.24570.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440274_at 1.4 3.2 A A 0.78 0.43 0.4 MI 0.00249 gb:BE948992 /DB_XREF=gi:10526751 /DB_XREF=UI-M-BH3-avz-h-10-0-UI.s1 /CLONE=UI-M-BH3-avz-h-10-0-UI /FEA=EST /CNT=9 /TID=Mm.154413.
MOE430_2_1440289_at 14 21 A M 0.11 0.05 0.4 NC 0.11 gb:BF715147 /DB_XREF=gi:12014419 /DB_XREF=mab05g12.x1 /CLONE=IMAGE:3825599 /FEA=EST /CNT=8 /TID=Mm.152644.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1440311_at 0.9 2.4 A A 0.75 0.46 0.4 NC 0.27 gb:BB259710 /DB_XREF=gi:16399856 /DB_XREF=BB259710 /CLONE=A730091D05 /FEA=EST /CNT=7 /TID=Mm.69041.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440319_at 0.4 1.3 A A 0.9 0.75 0.4 NC 0.5 gb:BM194786 /DB_XREF=gi:17745982 /DB_XREF=L0701B02-3 /CLONE=L0701B02 /FEA=EST /CNT=7 /TID=Mm.87280.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440320_at 17.2 14.9 A A 0.11 0.08 0.4 NC 0.09 gb:BB149299 /DB_XREF=gi:16267818 /DB_XREF=BB149299 /CLONE=9930121E23 /FEA=EST /CNT=7 /TID=Mm.33608.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440343_at 43 59.9 P P 0.000244 0.000244 0.4 I 0.001651 gb:BQ174267 /DB_XREF=gi:20349758 /DB_XREF=UI-M-DJ2-bvx-h-05-0-UI.s1 /CLONE=UI-M-DJ2-bvx-h-05-0-UI /FEA=EST /CNT=11 /TID=Mm.31856.
MOE430_2_1440350_at 1.8 2.4 A A 0.53 0.6 0.4 NC 0.48 gb:BM942843 /DB_XREF=gi:19402706 /DB_XREF=UI-M-BZ1-bea-h-01-0-UI.r1 /CLONE=UI-M-BZ1-bea-h-01-0-UI /FEA=EST /CNT=9 /TID=Mm.44943.1 
MOE430_2_1440373_at 31.7 37.7 A P 0.09 0.01 0.4 NC 0.07 gb:BB041057 /DB_XREF=gi:16258642 /DB_XREF=BB041057 /CLONE=6030453I15 /FEA=EST /CNT=7 /TID=Mm.131488.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440423_at 7.2 14.1 A P 0.12 0.03 0.4 NC 0.22 gb:AV363211 /DB_XREF=gi:16397577 /DB_XREF=AV363211 /CLONE=8030412L05 /FEA=EST /CNT=6 /TID=Mm.212674.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440481_at 27.3 23 P P 0.03 0.005859 0.4 NC 0.003355 gb:BB229853 /DB_XREF=gi:16354332 /DB_XREF=BB229853 /CLONE=A630023O21 /FEA=EST /CNT=8 /TID=Mm.131413.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440495_at 9.7 10.7 A A 0.5 0.21 0.4 NC 0.05 gb:BB529038 /DB_XREF=gi:16445531 /DB_XREF=BB529038 /CLONE=D930049J19 /FEA=EST /CNT=7 /TID=Mm.131118.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440506_at 21.2 22.7 P P 0.01 0.03 0.4 NC 0.3 gb:BB433596 /DB_XREF=gi:16424297 /DB_XREF=BB433596 /CLONE=C820002H14 /FEA=EST /CNT=6 /TID=Mm.129110.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440525_at 1.3 1.7 A A 0.94 0.8 0.4 NC 0.19 gb:BB700113 /DB_XREF=gi:16048937 /DB_XREF=BB700113 /CLONE=7420418B06 /FEA=EST /CNT=6 /TID=Mm.156461.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440536_at 14.7 24.9 A A 0.09 0.12 0.4 NC 0.5 gb:BE852040 /DB_XREF=gi:10310379 /DB_XREF=uw13f05.x1 /CLONE=IMAGE:3416577 /FEA=EST /CNT=6 /TID=Mm.139906.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440571_at 0.5 0.5 A A 0.96 0.78 0.4 NC 0.05 gb:BM212250 /DB_XREF=gi:17769718 /DB_XREF=C0819C05-3 /CLONE=C0819C05 /FEA=EST /CNT=5 /TID=Mm.214954.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440635_at 9.4 11.8 P P 0.03 0.01 0.4 NC 0.5 gb:BB534971 /DB_XREF=gi:16446473 /DB_XREF=BB534971 /CLONE=E030040P03 /FEA=EST /CNT=5 /TID=Mm.212738.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440641_at 14 16.6 A A 0.06 0.08 0.4 NC 0.1 gb:BB278998 /DB_XREF=gi:16401127 /DB_XREF=BB278998 /CLONE=A930014K21 /FEA=EST /CNT=5 /TID=Mm.210178.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440660_at 20.2 20.2 A M 0.12 0.05 0.4 NC 0.5 gb:BB460876 /DB_XREF=gi:16426589 /DB_XREF=BB460876 /CLONE=D130069D03 /FEA=EST /CNT=5 /TID=Mm.132696.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440670_at 12.3 20.4 A A 0.12 0.33 0.4 NC 0.5 gb:BB503817 /DB_XREF=gi:16442659 /DB_XREF=BB503817 /CLONE=D630045E05 /FEA=EST /CNT=5 /TID=Mm.138322.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440682_at 2.6 2.2 A A 0.88 0.87 0.4 NC 0.5 gb:BB180429 /DB_XREF=gi:16270009 /DB_XREF=BB180429 /CLONE=A230084M14 /FEA=EST /CNT=5 /TID=Mm.207711.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440685_at 41.5 51.7 P P 0.005859 0.008057 0.4 NC 0.5 gb:BB205199 /DB_XREF=gi:15409879 /DB_XREF=BB205199 /CLONE=A430062L03 /FEA=EST /CNT=5 /TID=Mm.208113.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440695_at 10.3 12.9 A A 0.3 0.24 0.4 NC 0.04 gb:BB471462 /DB_XREF=gi:16427919 /DB_XREF=BB471462 /CLONE=D230039G15 /FEA=EST /CNT=5 /TID=Mm.209320.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440727_at 1.7 2.2 A A 0.78 0.63 0.4 NC 0.09 gb:BF472124 /DB_XREF=gi:11541307 /DB_XREF=UI-M-BH3-awt-d-07-0-UI.r1 /CLONE=UI-M-BH3-awt-d-07-0-UI /FEA=EST /CNT=5 /TID=Mm.101391.
MOE430_2_1440749_at 1.3 1.5 A A 0.82 0.78 0.4 NC 0.22 gb:AI848345 /DB_XREF=gi:5492251 /DB_XREF=UI-M-AH1-ago-d-02-0-UI.s1 /CLONE=UI-M-AH1-ago-d-02-0-UI /FEA=EST /CNT=5 /TID=Mm.39616.1 /T
MOE430_2_1440775_at 6.6 4.9 A A 0.46 0.36 0.4 NC 0.5 gb:AV046380 /DB_XREF=gi:4866045 /DB_XREF=AV046380 /CLONE=1700054K19 /FEA=EST /CNT=5 /TID=Mm.65472.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440803_x_ 20.6 19.2 P A 0.01 0.16 0.4 NC 0.5 gb:BB498416 /DB_XREF=gi:9473405 /DB_XREF=BB498416 /CLONE=D630014G22 /FEA=EST /CNT=5 /TID=Mm.131854.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440808_x_ 8.2 9.3 A A 0.3 0.33 0.4 NC 0.5 gb:BB209710 /DB_XREF=gi:8874663 /DB_XREF=BB209710 /CLONE=A430093N12 /FEA=EST /CNT=5 /TID=Mm.170385.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440819_s_ 263.4 384.4 P P 0.000244 0.000244 0.4 I 0.00002 gb:BB541793 /DB_XREF=gi:9613016 /DB_XREF=BB541793 /CLONE=E130116E17 /FEA=EST /CNT=5 /TID=Mm.133602.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440829_x_ 5.1 6.1 A A 0.36 0.46 0.4 NC 0.51 gb:AV266869 /DB_XREF=gi:6254906 /DB_XREF=AV266869 /CLONE=4930521C12 /FEA=EST /CNT=5 /TID=Mm.149809.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440863_at 9.3 11.8 P A 0.000732 0.06 0.4 NC 0.5 gb:BB333039 /DB_XREF=gi:16403980 /DB_XREF=BB333039 /CLONE=B830006G20 /FEA=EST /CNT=10 /TID=Mm.133380.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440868_at 1.3 1.9 A A 0.82 0.8 0.4 NC 0.29 gb:BB287989 /DB_XREF=gi:8988438 /DB_XREF=BB287989 /CLONE=B020023F10 /FEA=EST /CNT=14 /TID=Mm.131548.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440909_at 2.7 1.9 A A 0.95 0.93 0.4 NC 0.24 gb:AV270586 /DB_XREF=gi:15405437 /DB_XREF=AV270586 /CLONE=4930550F01 /FEA=EST /CNT=13 /TID=Mm.33811.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440910_at 0.3 0.8 A A 0.99 0.87 0.4 NC 0.06 gb:AW495307 /DB_XREF=gi:7065588 /DB_XREF=UI-M-BH3-aus-h-02-0-UI.s1 /CLONE=UI-M-BH3-aus-h-02-0-UI /FEA=EST /CNT=12 /TID=Mm.102438.
MOE430_2_1440936_at 31.9 43.6 P P 0.000244 0.000732 0.4 NC 0.08 gb:BG065785 /DB_XREF=gi:12548348 /DB_XREF=H3035C05-3 /CLONE=H3035C05 /FEA=EST /CNT=7 /TID=Mm.5548.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440952_at 18.7 23.1 M M 0.05 0.05 0.4 NC 0.5 gb:BM123777 /DB_XREF=gi:17107545 /DB_XREF=L0530A09-3 /CLONE=L0530A09 /FEA=EST /CNT=7 /TID=Mm.218420.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440994_at 21.1 29.8 A A 0.24 0.12 0.4 NC 0.08 gb:BB003227 /DB_XREF=gi:16214773 /DB_XREF=BB003227 /CLONE=4732452O07 /FEA=EST /CNT=7 /TID=Mm.138611.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440999_at 28.8 35.9 P P 0.005859 0.005859 0.4 NC 0.16 gb:BB560193 /DB_XREF=gi:16449078 /DB_XREF=BB560193 /CLONE=E530013A02 /FEA=EST /CNT=7 /TID=Mm.82682.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441024_at 14.8 18.4 P A 0.001953 0.06 0.4 NC 0.5 gb:BE996261 /DB_XREF=gi:10681109 /DB_XREF=UI-M-BZ1-biu-c-05-0-UI.s1 /CLONE=UI-M-BZ1-biu-c-05-0-UI /FEA=EST /CNT=6 /TID=Mm.134726.1 
MOE430_2_1441039_at 0.5 0.4 A A 0.96 0.96 0.4 NC 0.07 gb:AI553614 /DB_XREF=gi:4485977 /DB_XREF=vw49e06.x1 /CLONE=IMAGE:1247170 /FEA=EST /CNT=6 /TID=Mm.35119.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441046_at 37.4 48.6 P P 0.00293 0.001953 0.4 NC 0.02 gb:AV328302 /DB_XREF=gi:16395856 /DB_XREF=AV328302 /CLONE=6330441A18 /FEA=EST /CNT=6 /TID=Mm.38823.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441058_at 30.4 39.8 M P 0.05 0.01 0.4 NC 0.33 gb:BB434111 /DB_XREF=gi:16424328 /DB_XREF=BB434111 /CLONE=C820005F14 /FEA=EST /CNT=6 /TID=Mm.132535.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441082_at 13 12.6 A A 0.11 0.12 0.4 NC 0.5 gb:BE947485 /DB_XREF=gi:10525244 /DB_XREF=UI-M-BH3-axc-a-10-0-UI.s1 /CLONE=UI-M-BH3-axc-a-10-0-UI /FEA=EST /CNT=6 /TID=Mm.103360.
MOE430_2_1441099_at 22.2 36.5 A A 0.27 0.17 0.4 NC 0.06 gb:BF018302 /DB_XREF=gi:10749634 /DB_XREF=uw97d11.x1 /CLONE=IMAGE:3469941 /FEA=EST /CNT=8 /TID=Mm.10383.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441203_at 15.4 24.9 P P 0.01 0.001953 0.4 NC 0.01 gb:BB097040 /DB_XREF=gi:16261224 /DB_XREF=BB097040 /CLONE=9430057O05 /FEA=EST /CNT=5 /TID=Mm.143404.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441244_at 1.2 3.7 A A 0.91 0.66 0.4 NC 0.11 gb:BE956466 /DB_XREF=gi:10601119 /DB_XREF=UI-M-BG2-bbl-a-12-0-UI.s1 /CLONE=UI-M-BG2-bbl-a-12-0-UI /FEA=EST /CNT=5 /TID=Mm.59145.1 /
MOE430_2_1441272_at 25.7 34.7 P P 0.02 0.01 0.4 NC 0.009292 gb:BI249188 /DB_XREF=gi:14796310 /DB_XREF=602994742F1 /CLONE=IMAGE:5150530 /FEA=EST /CNT=5 /TID=Mm.121758.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1441285_at 15.9 26.4 P P 0.008057 0.000244 0.4 NC 0.03 gb:AW124536 /DB_XREF=gi:6100066 /DB_XREF=UI-M-BH2.1-apo-h-03-0-UI.s1 /CLONE=UI-M-BH2.1-apo-h-03-0-UI /FEA=EST /CNT=5 /TID=Mm.15116
MOE430_2_1441290_at 6.4 7.7 A A 0.3 0.24 0.4 NC 0.5 gb:BE980189 /DB_XREF=gi:10647896 /DB_XREF=UI-M-BG2-bcq-g-01-0-UI.s1 /CLONE=UI-M-BG2-bcq-g-01-0-UI /FEA=EST /CNT=5 /TID=Mm.65398.1
MOE430_2_1441291_at 3.6 3.8 A A 0.43 0.43 0.4 NC 0.5 gb:BB805942 /DB_XREF=gi:16978571 /DB_XREF=BB805942 /CLONE=G630072E16 /FEA=EST /CNT=5 /TID=Mm.145717.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441297_at 0.2 0.9 A A 0.95 0.85 0.4 NC 0.37 gb:BG147188 /DB_XREF=gi:12650596 /DB_XREF=mab49e07.x1 /CLONE=IMAGE:3973717 /FEA=EST /CNT=5 /TID=Mm.130908.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1441307_at 1.3 1.5 A A 0.63 0.72 0.4 NC 0.24 gb:AI604442 /DB_XREF=gi:4613609 /DB_XREF=vv76e02.x1 /CLONE=IMAGE:1228346 /FEA=EST /CNT=5 /TID=Mm.37388.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441363_at 7.9 10.2 A A 0.19 0.3 0.4 NC 0.5 gb:BQ174855 /DB_XREF=gi:20350347 /DB_XREF=UI-M-DJ2-bwb-p-23-0-UI.s1 /CLONE=UI-M-DJ2-bwb-p-23-0-UI /FEA=EST /CNT=5 /TID=Mm.40215.1
MOE430_2_1441364_at 3.4 5.3 A A 0.46 0.8 0.4 NC 0.5 gb:BG075835 /DB_XREF=gi:12558404 /DB_XREF=H3152D04-3 /CLONE=H3152D04 /FEA=EST /CNT=5 /TID=Mm.103231.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441377_at 1 1.8 A A 0.82 0.78 0.4 NC 0.16 gb:BB524734 /DB_XREF=gi:16444033 /DB_XREF=BB524734 /CLONE=D930022A11 /FEA=EST /CNT=5 /TID=Mm.44864.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441385_at 1.2 0.9 A A 0.98 0.98 0.4 NC 0.42 gb:AI448508 /DB_XREF=gi:4283198 /DB_XREF=mp65a11.x1 /CLONE=IMAGE:574076 /FEA=EST /CNT=5 /TID=Mm.162904.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441388_at 112 142.4 P P 0.03 0.008057 0.4 I 0.000114 gb:BB428710 /DB_XREF=gi:16423934 /DB_XREF=BB428710 /CLONE=C630020O05 /FEA=EST /CNT=5 /TID=Mm.65393.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441409_at 5.3 13.2 A A 0.33 0.09 0.4 NC 0.21 gb:BG072108 /DB_XREF=gi:12554677 /DB_XREF=H3106H01-3 /CLONE=H3106H01 /FEA=EST /CNT=4 /TID=Mm.17612.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441413_at 3.2 7 A A 0.3 0.09 0.4 NC 0.04 gb:BM247599 /DB_XREF=gi:17882869 /DB_XREF=K0804D01-3 /CLONE=K0804D01 /FEA=EST /CNT=4 /TID=Mm.215325.1 /TIER=ConsEnd /STK=4 /UG=M



MOE430_2_1441418_at 1 0.5 A A 0.94 0.98 0.4 NC 0.5 gb:BM240473 /DB_XREF=gi:17875743 /DB_XREF=K0602H08-3 /CLONE=K0602H08 /FEA=EST /CNT=4 /TID=Mm.215482.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441424_at 1.2 1.7 A A 0.95 0.93 0.4 NC 0.17 gb:BG074145 /DB_XREF=gi:12556714 /DB_XREF=H3131D07-3 /CLONE=H3131D07 /FEA=EST /CNT=4 /TID=Mm.152240.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441430_at 5.4 5.2 A A 0.39 0.5 0.4 NC 0.27 gb:BQ174667 /DB_XREF=gi:20350159 /DB_XREF=UI-M-DJ2-bwb-i-13-0-UI.s1 /CLONE=UI-M-DJ2-bwb-i-13-0-UI /FEA=EST /CNT=4 /TID=Mm.44625.1 
MOE430_2_1441438_at 25.4 42.2 P P 0.00415 0.000244 0.4 NC 0.01 gb:BB053542 /DB_XREF=gi:15404104 /DB_XREF=BB053542 /CLONE=6720464D08 /FEA=EST /CNT=4 /TID=Mm.214777.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441474_at 1.5 1 A A 0.75 0.87 0.4 NC 0.5 gb:BB373370 /DB_XREF=gi:16407169 /DB_XREF=BB373370 /CLONE=C130070B15 /FEA=EST /CNT=4 /TID=Mm.181025.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441500_at 1.6 2 A A 0.6 0.46 0.4 NC 0.5 gb:BB358022 /DB_XREF=gi:16405799 /DB_XREF=BB358022 /CLONE=C030026A16 /FEA=EST /CNT=4 /TID=Mm.132145.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441503_at 7.5 11.3 A A 0.24 0.36 0.4 NC 0.45 gb:BM119370 /DB_XREF=gi:17087396 /DB_XREF=L0924E03-3 /CLONE=L0924E03 /FEA=EST /CNT=4 /TID=Mm.216049.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441507_at 24.2 35.5 P P 0.01 0.03 0.4 NC 0.04 gb:AW550681 /DB_XREF=gi:7196109 /DB_XREF=L0067G05-3 /CLONE=L0067G05 /FEA=EST /CNT=4 /TID=Mm.102933.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441511_at 1 1.4 A A 0.99 0.86 0.4 NC 0.009288 gb:BB371253 /DB_XREF=gi:16406946 /DB_XREF=BB371253 /CLONE=C130058A21 /FEA=EST /CNT=4 /TID=Mm.59159.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441537_at 8.3 15.2 A A 0.08 0.21 0.4 NC 0.5 gb:BB443044 /DB_XREF=gi:16424850 /DB_XREF=BB443044 /CLONE=D030038E19 /FEA=EST /CNT=4 /TID=Mm.215818.2 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441578_at 45.3 58.8 P P 0.000244 0.00293 0.4 NC 0.11 gb:BB142123 /DB_XREF=gi:16267485 /DB_XREF=BB142123 /CLONE=9930013P05 /FEA=EST /CNT=4 /TID=Mm.101051.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441587_at 2.3 1.5 A A 0.97 0.99 0.4 NC 0.39 gb:BB430723 /DB_XREF=gi:15412030 /DB_XREF=BB430723 /CLONE=C630034J05 /FEA=EST /CNT=4 /TID=Mm.168352.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441620_at 16.2 23.8 P P 0.005859 0.01 0.4 NC 0.29 gb:BB481004 /DB_XREF=gi:16440750 /DB_XREF=BB481004 /CLONE=D430001H03 /FEA=EST /CNT=4 /TID=Mm.102945.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441677_at 21 31.1 P P 0.008057 0.000244 0.4 NC 0.01 gb:BM244144 /DB_XREF=gi:17879414 /DB_XREF=K0707C05-3 /CLONE=K0707C05 /FEA=EST /CNT=4 /TID=Mm.157408.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441683_at 4.9 8.1 A A 0.36 0.19 0.4 NC 0.4 gb:BM220862 /DB_XREF=gi:17781078 /DB_XREF=C0946F06-3 /CLONE=C0946F06 /FEA=EST /CNT=4 /TID=Mm.215532.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441701_at 0.4 0.8 A A 0.96 0.78 0.4 NC 0.5 gb:BM216716 /DB_XREF=gi:17775643 /DB_XREF=C0885B03-3 /CLONE=C0885B03 /FEA=EST /CNT=4 /TID=Mm.214671.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441755_at 13.9 29.5 A A 0.19 0.19 0.4 NC 0.39 gb:BB235956 /DB_XREF=gi:16354803 /DB_XREF=BB235956 /CLONE=A630056K03 /FEA=EST /CNT=4 /TID=Mm.40843.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441781_at 0.5 0.7 A A 0.72 0.9 0.4 NC 0.31 gb:AW122759 /DB_XREF=gi:6098289 /DB_XREF=UI-M-BH2.2-aot-h-02-0-UI.s1 /CLONE=UI-M-BH2.2-aot-h-02-0-UI /FEA=EST /CNT=4 /TID=Mm.63555
MOE430_2_1441796_at 35.9 51.7 P P 0.00415 0.00415 0.4 NC 0.005933 gb:BF017486 /DB_XREF=gi:10748818 /DB_XREF=ux74b02.x1 /CLONE=IMAGE:3654219 /FEA=EST /CNT=4 /TID=Mm.154181.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441825_x_ 13.6 18.4 A A 0.24 0.3 0.4 NC 0.5 gb:BB160544 /DB_XREF=gi:8816484 /DB_XREF=BB160544 /CLONE=A130053M17 /FEA=EST /CNT=4 /TID=Mm.132262.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441896_x_ 11.6 15.9 A P 0.09 0.008057 0.4 NC 0.01 gb:BB103818 /DB_XREF=gi:8756386 /DB_XREF=BB103818 /CLONE=9430088O12 /FEA=EST /CNT=4 /TID=Mm.132767.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441900_x_ 33.3 48.7 A P 0.11 0.03 0.4 NC 0.03 gb:BB259217 /DB_XREF=gi:8952050 /DB_XREF=BB259217 /CLONE=A730088L11 /FEA=EST /CNT=4 /TID=Mm.138207.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441935_at 17.3 20.3 A P 0.12 0.02 0.4 NC 0.13 gb:AV263043 /DB_XREF=gi:6250966 /DB_XREF=AV263043 /CLONE=4930433J06 /FEA=EST /CNT=4 /TID=Mm.84352.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1441940_x_ 76.2 107.6 P P 0.005859 0.00415 0.4 NC 0.45 gb:BB180603 /DB_XREF=gi:8839686 /DB_XREF=BB180603 /CLONE=A230085J19 /FEA=EST /CNT=4 /TID=Mm.180957.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441949_x_ 15.8 19.2 A P 0.09 0.005859 0.4 NC 0.009292 gb:BB213740 /DB_XREF=gi:8878693 /DB_XREF=BB213740 /CLONE=A530013I19 /FEA=EST /CNT=4 /TID=Mm.133529.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441954_s_ 0.6 1 A A 0.52 0.88 0.4 NC 0.75 gb:AV265150 /DB_XREF=gi:6253173 /DB_XREF=AV265150 /CLONE=4930505F02 /FEA=EST /CNT=4 /TID=Mm.107718.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441969_at 4.6 7.5 A A 0.17 0.19 0.4 NC 0.73 gb:BM933729 /DB_XREF=gi:19392881 /DB_XREF=UI-M-BZ1-bjq-h-08-0-UI.r2 /CLONE=UI-M-BZ1-bjq-h-08-0-UI /FEA=EST /CNT=18 /TID=Mm.206259.
MOE430_2_1442002_at 52.8 76.4 P P 0.000244 0.000732 0.4 NC 0.19 gb:AV352121 /DB_XREF=gi:16397214 /DB_XREF=AV352121 /CLONE=7030402D04 /FEA=EST /CNT=14 /TID=Mm.30893.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442021_at 12.5 12.6 A A 0.33 0.33 0.4 NC 0.41 gb:BB502545 /DB_XREF=gi:9491339 /DB_XREF=BB502545 /CLONE=D630039L22 /FEA=EST /CNT=8 /TID=Mm.46456.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442057_at 20.7 21.1 A A 0.12 0.21 0.4 NC 0.4 gb:AA986695 /DB_XREF=gi:3167697 /DB_XREF=uc80b08.x1 /CLONE=IMAGE:1431927 /FEA=EST /CNT=7 /TID=Mm.25801.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442062_at 45.3 70.5 P P 0.00293 0.001221 0.4 NC 0.01 gb:AV232667 /DB_XREF=gi:16385983 /DB_XREF=AV232667 /CLONE=4632416I17 /FEA=EST /CNT=13 /TID=Mm.152699.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442071_at 13.6 37.1 P P 0.01 0.001953 0.4 NC 0.01 gb:BG063303 /DB_XREF=gi:12545866 /DB_XREF=H3005E08-3 /CLONE=H3005E08 /FEA=EST /CNT=8 /TID=Mm.100599.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442076_at 2.3 1.9 A A 0.9 0.78 0.4 NC 0.11 gb:AI415085 /DB_XREF=gi:4258589 /DB_XREF=mb95d09.x1 /CLONE=IMAGE:337169 /FEA=EST /CNT=8 /TID=Mm.34658.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442079_at 16.2 21.9 A A 0.53 0.27 0.4 NC 0.5 gb:BM238389 /DB_XREF=gi:17873659 /DB_XREF=K0516G11-3 /CLONE=K0516G11 /FEA=EST /CNT=7 /TID=Mm.194767.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442085_at 22.9 28.1 A A 0.17 0.27 0.4 NC 0.36 gb:BM053251 /DB_XREF=gi:16809365 /DB_XREF=id67d07.x1 /CLONE=IMAGE:5668261 /FEA=EST /CNT=7 /TID=Mm.33334.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442111_at 25.3 31.2 A M 0.21 0.05 0.4 NC 0.02 gb:BB485793 /DB_XREF=gi:16441310 /DB_XREF=BB485793 /CLONE=D430033H22 /FEA=EST /CNT=6 /TID=Mm.138119.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442147_at 38.3 62.3 P P 0.001221 0.001221 0.4 NC 0.01 gb:BE948264 /DB_XREF=gi:10526023 /DB_XREF=UI-M-BH3-awo-g-01-0-UI.s1 /CLONE=UI-M-BH3-awo-g-01-0-UI /FEA=EST /CNT=9 /TID=Mm.150451
MOE430_2_1442154_at 14 31.9 P P 0.008057 0.01 0.4 NC 0.2 gb:BQ031782 /DB_XREF=gi:19767061 /DB_XREF=UI-1-CF0-aod-f-11-0-UI.s1 /CLONE=UI-1-CF0-aod-f-11-0-UI /FEA=EST /CNT=8 /TID=Mm.41025.1 /
MOE430_2_1442174_at 26.6 38.1 P P 0.02 0.01 0.4 NC 0.01 gb:AV017492 /DB_XREF=gi:16356328 /DB_XREF=AV017492 /CLONE=1190001A21 /FEA=EST /CNT=7 /TID=Mm.46030.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442182_at 17.3 27.4 A A 0.3 0.14 0.4 NC 0.004481 gb:AV256803 /DB_XREF=gi:16388353 /DB_XREF=AV256803 /CLONE=4921531D08 /FEA=EST /CNT=6 /TID=Mm.66753.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442184_at 2.8 4.1 A A 0.43 0.72 0.4 NC 0.75 gb:AW551953 /DB_XREF=gi:7197376 /DB_XREF=L0206B09-3 /CLONE=L0206B09 /FEA=EST /CNT=6 /TID=Mm.102979.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442189_at 5.7 7.9 A A 0.46 0.36 0.4 NC 0.46 gb:BF467074 /DB_XREF=gi:11536257 /DB_XREF=UI-M-CG0p-bre-c-11-0-UI.s1 /CLONE=UI-M-CG0p-bre-c-11-0-UI /FEA=EST /CNT=6 /TID=Mm.15139
MOE430_2_1442194_at 32 28.1 P P 0.005859 0.00293 0.4 NC 0.13 gb:BG069262 /DB_XREF=gi:12551831 /DB_XREF=H3074E03-3 /CLONE=H3074E03 /FEA=EST /CNT=6 /TID=Mm.23186.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442201_at 12.6 18 P A 0.04 0.14 0.4 NC 0.5 gb:BB198578 /DB_XREF=gi:16271185 /DB_XREF=BB198578 /CLONE=A430003M14 /FEA=EST /CNT=6 /TID=Mm.122274.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442257_at 2.8 6.9 A A 0.43 0.18 0.4 NC 0.33 gb:BI134319 /DB_XREF=gi:14584567 /DB_XREF=UI-M-BH3-bsm-a-06-0-UI.s1 /CLONE=UI-M-BH3-bsm-a-06-0-UI /FEA=EST /CNT=5 /TID=Mm.23330.1
MOE430_2_1442314_at 21 27.3 P P 0.000732 0.01 0.4 NC 0.11 gb:BB380041 /DB_XREF=gi:16407876 /DB_XREF=BB380041 /CLONE=C230003I04 /FEA=EST /CNT=5 /TID=Mm.31976.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442320_at 43.6 59 P P 0.000244 0.000732 0.4 NC 0.03 gb:BB364132 /DB_XREF=gi:16406207 /DB_XREF=BB364132 /CLONE=C130020E14 /FEA=EST /CNT=5 /TID=Mm.31085.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442338_at 5.4 5.5 A A 0.33 0.43 0.4 NC 0.42 gb:BB740904 /DB_XREF=gi:16143909 /DB_XREF=BB740904 /CLONE=F430211L20 /FEA=EST /CNT=5 /TID=Mm.35746.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442352_at 4.7 9.5 A A 0.14 0.06 0.4 NC 0.07 gb:BG071159 /DB_XREF=gi:12553728 /DB_XREF=H3095D03-3 /CLONE=H3095D03 /FEA=EST /CNT=7 /TID=Mm.26798.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442367_at 9.3 10.4 A A 0.09 0.11 0.4 NC 0.28 gb:BB184010 /DB_XREF=gi:16270303 /DB_XREF=BB184010 /CLONE=A330005H02 /FEA=EST /CNT=6 /TID=Mm.184874.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442379_at 0.5 0.4 A A 0.66 0.82 0.4 NC 0.16 gb:BB020678 /DB_XREF=gi:16257654 /DB_XREF=BB020678 /CLONE=5330403C12 /FEA=EST /CNT=5 /TID=Mm.101718.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442397_at 33.9 34.6 P P 0.005859 0.03 0.4 NC 0.16 gb:BB075045 /DB_XREF=gi:15406863 /DB_XREF=BB075045 /CLONE=9330101C04 /FEA=EST /CNT=5 /TID=Mm.45017.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442415_at 26 24.9 P P 0.01 0.005859 0.4 NC 0.05 gb:BQ180241 /DB_XREF=gi:20355733 /DB_XREF=UI-M-EX0-bxb-a-05-0-UI.r1 /CLONE=IMAGE:5705740 /FEA=EST /CNT=5 /TID=Mm.48212.1 /TIER=Con
MOE430_2_1442427_at 17.6 23.5 P P 0.008057 0.008057 0.4 NC 0.5 gb:BB127931 /DB_XREF=gi:16262390 /DB_XREF=BB127931 /CLONE=9630026M06 /FEA=EST /CNT=5 /TID=Mm.212364.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442470_at 9 12.1 A P 0.12 0.001953 0.4 NC 0.01 gb:BB161981 /DB_XREF=gi:16268663 /DB_XREF=BB161981 /CLONE=A130064I12 /FEA=EST /CNT=4 /TID=Mm.172615.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442506_at 4.8 7.1 A A 0.66 0.46 0.4 NC 0.02 gb:BB283300 /DB_XREF=gi:8983749 /DB_XREF=BB283300 /CLONE=A930101L06 /FEA=EST /CNT=4 /TID=Mm.134449.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442560_at 11.3 13.1 A A 0.39 0.33 0.4 NC 0.16 gb:BB141057 /DB_XREF=gi:16267445 /DB_XREF=BB141057 /CLONE=9930004G02 /FEA=EST /CNT=4 /TID=Mm.207455.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442611_at 0.9 0.8 A A 0.94 0.91 0.4 NC 0.04 gb:BB019852 /DB_XREF=gi:16257627 /DB_XREF=BB019852 /CLONE=4930592C13 /FEA=EST /CNT=4 /TID=Mm.183499.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442627_at 0.3 0.5 A A 0.98 0.91 0.4 NC 0.11 gb:BB455122 /DB_XREF=gi:16425927 /DB_XREF=BB455122 /CLONE=D130036D15 /FEA=EST /CNT=4 /TID=Mm.71003.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442634_at 6.7 13.5 A P 0.12 0.03 0.4 NC 0.24 gb:BE991239 /DB_XREF=gi:10670572 /DB_XREF=UI-M-BZ1-bds-f-08-0-UI.s1 /CLONE=UI-M-BZ1-bds-f-08-0-UI /FEA=EST /CNT=4 /TID=Mm.101820.1 
MOE430_2_1442651_at 6.4 14.6 A A 0.3 0.39 0.4 NC 0.5 gb:BB797985 /DB_XREF=gi:16967608 /DB_XREF=BB797985 /CLONE=G630009E22 /FEA=EST /CNT=4 /TID=Mm.214464.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442654_at 19.2 34.5 P P 0.000732 0.000244 0.4 I 0.000273 gb:AI593198 /DB_XREF=gi:4602246 /DB_XREF=vt83d08.x1 /CLONE=IMAGE:1177743 /FEA=EST /CNT=4 /TID=Mm.80619.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442656_at 29.8 44.3 P P 0.01 0.02 0.4 NC 0.02 gb:BG066936 /DB_XREF=gi:12549505 /DB_XREF=H3048G01-3 /CLONE=H3048G01 /FEA=EST /CNT=4 /TID=Mm.154685.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442663_at 9.9 12.1 A P 0.06 0.00415 0.4 NC 0.03 gb:BB502529 /DB_XREF=gi:16442536 /DB_XREF=BB502529 /CLONE=D630039K21 /FEA=EST /CNT=4 /TID=Mm.135810.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442687_at 18.3 25.4 P P 0.005859 0.01 0.4 NC 0.22 gb:AW495408 /DB_XREF=gi:7065689 /DB_XREF=UI-M-BH3-auy-a-05-0-UI.s1 /CLONE=UI-M-BH3-auy-a-05-0-UI /FEA=EST /CNT=4 /TID=Mm.102448.1
MOE430_2_1442729_at 6.4 12.3 A A 0.36 0.36 0.4 NC 0.16 gb:BM244157 /DB_XREF=gi:17879427 /DB_XREF=K0707D10-3 /CLONE=K0707D10 /FEA=EST /CNT=4 /TID=Mm.218173.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442752_at 0.7 0.3 A A 0.75 0.92 0.4 NC 0.44 gb:BE650754 /DB_XREF=gi:9976626 /DB_XREF=UI-M-BH3-ass-g-10-0-UI.r1 /CLONE=UI-M-BH3-ass-g-10-0-UI /FEA=EST /CNT=4 /TID=Mm.101804.1 
MOE430_2_1442777_at 3.8 6.1 A A 0.23 0.21 0.4 NC 0.37 gb:AA020017 /DB_XREF=gi:1483799 /DB_XREF=mh48b11.r1 /CLONE=IMAGE:445725 /FEA=EST /CNT=4 /TID=Mm.23654.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442818_at 1.4 0.9 A A 0.82 0.88 0.4 NC 0.5 gb:BE979877 /DB_XREF=gi:10647233 /DB_XREF=UI-M-BG2-bca-e-04-0-UI.s1 /CLONE=UI-M-BG2-bca-e-04-0-UI /FEA=EST /CNT=5 /TID=Mm.151118.
MOE430_2_1442827_at 6 6.9 A A 0.09 0.19 0.4 NC 0.5 gb:BB148728 /DB_XREF=gi:16267784 /DB_XREF=BB148728 /CLONE=9930113M08 /FEA=EST /CNT=5 /TID=Mm.209632.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442848_at 4.5 3.6 A A 0.43 0.14 0.4 NC 0.1 gb:BG068763 /DB_XREF=gi:12551332 /DB_XREF=H3069A10-3 /CLONE=H3069A10 /FEA=EST /CNT=4 /TID=Mm.12009.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442861_at 5 6.2 A A 0.8 0.63 0.4 NC 0.15 gb:BG068416 /DB_XREF=gi:12550985 /DB_XREF=H3065C05-3 /CLONE=H3065C05 /FEA=EST /CNT=4 /TID=Mm.26336.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442873_at 8.3 11.2 A P 0.09 0.02 0.4 NC 0.16 gb:BB479296 /DB_XREF=gi:16440544 /DB_XREF=BB479296 /CLONE=D330037K16 /FEA=EST /CNT=4 /TID=Mm.130769.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442926_at 0.9 0.9 A A 0.78 0.63 0.4 NC 0.15 gb:AI449670 /DB_XREF=gi:4291627 /DB_XREF=mr62a05.x1 /CLONE=IMAGE:602000 /FEA=EST /CNT=4 /TID=Mm.32214.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442946_at 8.1 9 P P 0.01 0.005859 0.4 NC 0.34 gb:BG075349 /DB_XREF=gi:12557918 /DB_XREF=H3146B11-3 /CLONE=H3146B11 /FEA=EST /CNT=3 /TID=Mm.103157.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443008_at 10 12.4 A A 0.43 0.24 0.4 NC 0.08 gb:BB377578 /DB_XREF=gi:16407631 /DB_XREF=BB377578 /CLONE=C130089N10 /FEA=EST /CNT=3 /TID=Mm.167586.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443012_at 4.8 9.3 A A 0.27 0.19 0.4 NC 0.21 gb:BB291827 /DB_XREF=gi:16401506 /DB_XREF=BB291827 /CLONE=B130008C17 /FEA=EST /CNT=3 /TID=Mm.166304.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443025_at 14.2 13.1 A A 0.16 0.14 0.4 NC 0.31 gb:BB332744 /DB_XREF=gi:16403953 /DB_XREF=BB332744 /CLONE=B830002A04 /FEA=EST /CNT=3 /TID=Mm.210222.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443050_at 9.7 14.3 A P 0.24 0.03 0.4 NC 0.37 gb:BB072270 /DB_XREF=gi:16260142 /DB_XREF=BB072270 /CLONE=9030012M21 /FEA=EST /CNT=3 /TID=Mm.117394.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443062_at 1.2 1.1 A A 0.97 0.94 0.4 NC 0.37 gb:BB327053 /DB_XREF=gi:16403722 /DB_XREF=BB327053 /CLONE=B430214E22 /FEA=EST /CNT=3 /TID=Mm.101728.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443066_at 7.8 13.4 A P 0.17 0.02 0.4 NC 0.16 gb:BB280150 /DB_XREF=gi:15411074 /DB_XREF=BB280150 /CLONE=A930023O03 /FEA=EST /CNT=3 /TID=Mm.134239.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443159_at 26.5 32.5 P P 0.000244 0.001221 0.4 NC 0.26 gb:AV377065 /DB_XREF=gi:16398106 /DB_XREF=AV377065 /CLONE=9130221J17 /FEA=EST /CNT=3 /TID=Mm.210155.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443180_at 12.3 15.8 P P 0.01 0.001221 0.4 NC 0.21 gb:BB262899 /DB_XREF=gi:16400088 /DB_XREF=BB262899 /CLONE=A830008G02 /FEA=EST /CNT=3 /TID=Mm.125447.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443201_at 31 38.9 P P 0.02 0.001953 0.4 NC 0.05 gb:BM119078 /DB_XREF=gi:17087104 /DB_XREF=L0920C12-3 /CLONE=L0920C12 /FEA=EST /CNT=3 /TID=Mm.205978.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443208_at 9.3 15.4 A P 0.3 0.02 0.4 NC 0.05 gb:BB056087 /DB_XREF=gi:16259797 /DB_XREF=BB056087 /CLONE=6720487G18 /FEA=EST /CNT=3 /TID=Mm.207202.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443232_at 2.1 1.7 A A 0.96 0.96 0.4 NC 0.13 gb:BB279650 /DB_XREF=gi:16401183 /DB_XREF=BB279650 /CLONE=A930019B03 /FEA=EST /CNT=3 /TID=Mm.188398.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443300_at 8.7 11.6 A A 0.3 0.11 0.4 NC 0.5 gb:BB204535 /DB_XREF=gi:16351856 /DB_XREF=BB204535 /CLONE=A430058G11 /FEA=EST /CNT=3 /TID=Mm.207973.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443378_s_ 38.3 45.4 P P 0.008057 0.01 0.4 NC 0.13 gb:BB012070 /DB_XREF=gi:16257277 /DB_XREF=BB012070 /CLONE=4930407A16 /FEA=EST /CNT=3 /TID=Mm.199024.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443381_at 0.3 0.8 A A 0.99 0.82 0.4 NC 0.09 gb:BB433247 /DB_XREF=gi:15412100 /DB_XREF=BB433247 /CLONE=C630050D06 /FEA=EST /CNT=3 /TID=Mm.153190.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443393_at 21.2 46.1 P P 0.01 0.005859 0.4 NC 0.23 gb:BB201890 /DB_XREF=gi:16271641 /DB_XREF=BB201890 /CLONE=A430042E17 /FEA=EST /CNT=3 /TID=Mm.131148.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443489_at 18.9 28.1 P P 0.000732 0.000244 0.4 NC 0.2 gb:BB158810 /DB_XREF=gi:16268440 /DB_XREF=BB158810 /CLONE=A130042E02 /FEA=EST /CNT=3 /TID=Mm.215486.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443528_at 12.3 16.6 A A 0.17 0.14 0.4 NC 0.19 gb:BB398560 /DB_XREF=gi:16412387 /DB_XREF=BB398560 /CLONE=C330008L01 /FEA=EST /CNT=3 /TID=Mm.40880.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443530_at 12.4 14.8 A P 0.27 0.03 0.4 NC 0.28 gb:BB243463 /DB_XREF=gi:16355262 /DB_XREF=BB243463 /CLONE=A630096F16 /FEA=EST /CNT=3 /TID=Mm.208236.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443550_at 5.3 4.9 A A 0.46 0.53 0.4 NC 0.5 gb:BB315888 /DB_XREF=gi:16403067 /DB_XREF=BB315888 /CLONE=B230361J18 /FEA=EST /CNT=3 /TID=Mm.132668.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443574_at 2.3 2 A A 0.87 0.85 0.4 NC 0.34 gb:BE945487 /DB_XREF=gi:10523246 /DB_XREF=UI-M-BH3-awc-e-10-0-UI.s4 /CLONE=UI-M-BH3-awc-e-10-0-UI /FEA=EST /CNT=3 /TID=Mm.101374
MOE430_2_1443597_at 20.9 24.1 P A 0.04 0.11 0.4 NC 0.14 gb:BB463128 /DB_XREF=gi:16426847 /DB_XREF=BB463128 /CLONE=D130079B18 /FEA=EST /CNT=3 /TID=Mm.187323.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443620_at 161.9 239 P P 0.000732 0.001221 0.4 NC 0.02 gb:BB212497 /DB_XREF=gi:16352787 /DB_XREF=BB212497 /CLONE=A530001E12 /FEA=EST /CNT=3 /TID=Mm.44349.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443640_at 3 4.9 A A 0.43 0.33 0.4 NC 0.39 gb:BB831078 /DB_XREF=gi:17009321 /DB_XREF=BB831078 /CLONE=G930015A19 /FEA=EST /CNT=3 /TID=Mm.213258.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443664_s_ 1.1 1.7 A A 0.82 0.72 0.4 NC 0.08 gb:AW123724 /DB_XREF=gi:6099254 /DB_XREF=UI-M-BH2.1-apl-f-06-0-UI.s1 /CLONE=UI-M-BH2.1-apl-f-06-0-UI /FEA=EST /CNT=3 /TID=Mm.128998.
MOE430_2_1443673_x_ 10.3 16.9 P P 0.00415 0.01 0.4 NC 0.5 gb:BB710847 /DB_XREF=gi:16064016 /DB_XREF=BB710847 /CLONE=B020018M09 /FEA=EST /CNT=3 /TID=Mm.212452.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443707_at 18.7 19.2 A A 0.11 0.11 0.4 NC 0.36 gb:BB816172 /DB_XREF=gi:16988801 /DB_XREF=BB816172 /CLONE=G730034A22 /FEA=EST /CNT=3 /TID=Mm.213264.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443716_at 13.3 17.2 M A 0.05 0.08 0.4 NC 0.5 gb:AI850249 /DB_XREF=gi:5494155 /DB_XREF=UI-M-BG1-aie-f-09-0-UI.s1 /CLONE=UI-M-BG1-aie-f-09-0-UI /FEA=EST /CNT=3 /TID=Mm.44130.1 /TI
MOE430_2_1443727_x_ 15.9 23.5 P P 0.02 0.01 0.4 NC 0.5 gb:AV010327 /DB_XREF=gi:16356131 /DB_XREF=AV010327 /CLONE=1110025H03 /FEA=EST /CNT=3 /TID=Mm.212475.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443746_x_ 15 18 P P 0.04 0.00293 0.4 NC 0.00712 gb:AV020965 /DB_XREF=gi:4797957 /DB_XREF=AV020965 /CLONE=1190021A20 /FEA=EST /CNT=3 /TID=Mm.199008.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443772_at 143.4 165.2 P P 0.001221 0.001953 0.4 NC 0.35 gb:BB202611 /DB_XREF=gi:8867564 /DB_XREF=BB202611 /CLONE=A430047K17 /FEA=EST /CNT=3 /TID=Mm.207848.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443773_at 70.4 88.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:AI851834 /DB_XREF=gi:5495740 /DB_XREF=UI-M-BH0-ais-e-07-0-UI.s1 /CLONE=UI-M-BH0-ais-e-07-0-UI /FEA=EST /CNT=3 /TID=Mm.40541.1 /TI
MOE430_2_1443836_x_ 364.7 150.8 P P 0.00293 0.01 0.4 NC 0.46 gb:BB064885 /DB_XREF=gi:8522299 /DB_XREF=BB064885 /CLONE=7530419J02 /FEA=EST /CNT=3 /TID=Mm.104789.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443855_at 0.3 0.4 A A 0.82 0.98 0.4 NC 0.73 gb:BB130746 /DB_XREF=gi:16266316 /DB_XREF=BB130746 /CLONE=9630047A19 /FEA=EST /CNT=18 /TID=Mm.39713.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443871_at 24 28.9 P P 0.01 0.02 0.4 NC 0.27 gb:BB200812 /DB_XREF=gi:16271485 /DB_XREF=BB200812 /CLONE=A430028P03 /FEA=EST /CNT=13 /TID=Mm.122418.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443875_at 1.1 0.6 A A 0.75 0.72 0.4 NC 0.23 gb:BG075083 /DB_XREF=gi:12557652 /DB_XREF=H3143B03-3 /CLONE=H3143B03 /FEA=EST /CNT=10 /TID=Mm.86671.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443923_at 18.3 19.6 P P 0.00293 0.001221 0.4 NC 0.01 gb:BB011550 /DB_XREF=gi:8134029 /DB_XREF=BB011550 /CLONE=4831445M16 /FEA=EST /CNT=8 /TID=Mm.142922.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443928_at 2.8 3.5 A A 0.43 0.46 0.4 NC 0.5 gb:AI462064 /DB_XREF=gi:4316094 /DB_XREF=ub61a11.x1 /CLONE=IMAGE:1382204 /FEA=EST /CNT=8 /TID=Mm.24024.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443943_at 13.1 13.6 P P 0.01 0.005859 0.4 NC 0.07 gb:AU024073 /DB_XREF=gi:3394420 /DB_XREF=AU024073 /CLONE=J0446B10 /FEA=EST /CNT=9 /TID=Mm.173697.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1443983_at 0.7 0.9 A A 0.53 0.75 0.4 NC 0.42 gb:BB218653 /DB_XREF=gi:8883606 /DB_XREF=BB218653 /CLONE=A530050L24 /FEA=EST /CNT=9 /TID=Mm.80699.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443995_at 5.6 6.7 A A 0.11 0.08 0.4 NC 0.06 gb:AW544562 /DB_XREF=gi:7186979 /DB_XREF=C0183B12-3 /CLONE=C0183B12 /FEA=EST /CNT=7 /TID=Mm.80879.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444001_at 22.3 22 P P 0.02 0.01 0.4 NC 0.36 gb:AW488249 /DB_XREF=gi:7058519 /DB_XREF=UI-M-BH3-ary-d-05-0-UI.s1 /CLONE=UI-M-BH3-ary-d-05-0-UI /FEA=EST /CNT=7 /TID=Mm.39545.1 /
MOE430_2_1444009_at 0.4 0.5 A A 0.98 0.88 0.4 NC 0.02 gb:AV217868 /DB_XREF=gi:16384609 /DB_XREF=AV217868 /CLONE=2410190O20 /FEA=EST /CNT=7 /TID=Mm.131259.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444019_at 15.9 15 A P 0.14 0.005371 0.4 NC 0.007788 gb:BI101322 /DB_XREF=gi:14552215 /DB_XREF=602887061F1 /CLONE=IMAGE:5042391 /FEA=EST /CNT=6 /TID=Mm.200286.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444021_at 13.1 21 P P 0.02 0.01 0.4 NC 0.37 gb:AW741388 /DB_XREF=gi:7653171 /DB_XREF=ur54c07.x1 /CLONE=IMAGE:3154092 /FEA=EST /CNT=6 /TID=Mm.148901.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444033_at 16.2 17.7 A A 0.17 0.06 0.4 NC 0.15 gb:BG066914 /DB_XREF=gi:12549483 /DB_XREF=H3048E02-3 /CLONE=H3048E02 /FEA=EST /CNT=6 /TID=Mm.172873.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444034_at 7.7 11 A A 0.39 0.21 0.4 MI 0.00249 gb:AW124885 /DB_XREF=gi:6100415 /DB_XREF=UI-M-BH2.1-apu-c-07-0-UI.s1 /CLONE=UI-M-BH2.1-apu-c-07-0-UI /FEA=EST /CNT=6 /TID=Mm.13204
MOE430_2_1444043_at 19.1 23.3 P P 0.04 0.008057 0.4 NC 0.11 gb:AI173484 /DB_XREF=gi:3719626 /DB_XREF=ue91f07.x1 /CLONE=IMAGE:1498501 /FEA=EST /CNT=6 /TID=Mm.26631.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444070_at 9.9 11.7 A P 0.39 0.02 0.4 NC 0.02 gb:BB243260 /DB_XREF=gi:16355249 /DB_XREF=BB243260 /CLONE=A630095I08 /FEA=EST /CNT=7 /TID=Mm.124452.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444085_at 77.4 119.9 P P 0.00293 0.001953 0.4 NC 0.02 gb:AA590213 /DB_XREF=gi:2403593 /DB_XREF=vn56e10.r1 /CLONE=IMAGE:1025226 /FEA=EST /CNT=6 /TID=Mm.7012.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444110_at 1.3 0.7 A A 0.63 0.87 0.4 NC 0.73 gb:BF017989 /DB_XREF=gi:10749321 /DB_XREF=uw85h10.x1 /CLONE=IMAGE:3468835 /FEA=EST /CNT=6 /TID=Mm.152575.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444128_at 1.1 1.6 A A 0.87 0.5 0.4 NC 0.19 gb:AI447325 /DB_XREF=gi:4303200 /DB_XREF=mr05c09.x1 /CLONE=IMAGE:596560 /FEA=EST /CNT=5 /TID=Mm.133197.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444153_at 6.3 6 A A 0.3 0.33 0.4 NC 0.5 gb:BB518997 /DB_XREF=gi:16443299 /DB_XREF=BB518997 /CLONE=D830033B01 /FEA=EST /CNT=5 /TID=Mm.33209.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444217_at 30.9 41.5 A A 0.19 0.19 0.4 NC 0.5 gb:BM125546 /DB_XREF=gi:17120098 /DB_XREF=id75d06.x1 /CLONE=IMAGE:5669027 /FEA=EST /CNT=5 /TID=Mm.214511.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444258_at 12.4 26.1 P A 0.03 0.11 0.4 NC 0.28 gb:AI481392 /DB_XREF=gi:4374618 /DB_XREF=vg13h07.x1 /CLONE=IMAGE:861277 /FEA=EST /CNT=6 /TID=Mm.30974.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444263_at 8.4 8.5 A A 0.36 0.21 0.4 NC 0.05 gb:BI076835 /DB_XREF=gi:14515492 /DB_XREF=L0289E02-3 /CLONE=L0289E02 /FEA=EST /CNT=5 /TID=Mm.138167.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444268_at 29.2 70 P P 0.02 0.008057 0.4 NC 0.06 gb:BB362791 /DB_XREF=gi:16406066 /DB_XREF=BB362791 /CLONE=C130013G17 /FEA=EST /CNT=5 /TID=Mm.133619.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444274_at 1.6 1.9 A A 0.8 0.8 0.4 NC 0.5 gb:BG065745 /DB_XREF=gi:12548308 /DB_XREF=H3034G03-3 /CLONE=H3034G03 /FEA=EST /CNT=5 /TID=Mm.27625.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444345_at 2.3 3.1 A A 0.72 0.5 0.4 NC 0.2 gb:AW123227 /DB_XREF=gi:6098722 /DB_XREF=UI-M-BH2.1-apd-g-02-0-UI.s1 /CLONE=UI-M-BH2.1-apd-g-02-0-UI /FEA=EST /CNT=4 /TID=Mm.59170
MOE430_2_1444352_at 9.4 9.9 A P 0.19 0.04 0.4 NC 0.5 gb:BB312242 /DB_XREF=gi:16402783 /DB_XREF=BB312242 /CLONE=B230333C16 /FEA=EST /CNT=4 /TID=Mm.208644.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444411_at 10.4 15.6 P P 0.01 0.000732 0.4 NC 0.29 gb:BB309795 /DB_XREF=gi:16402559 /DB_XREF=BB309795 /CLONE=B230312F19 /FEA=EST /CNT=4 /TID=Mm.146952.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444417_at 6.4 10.1 A A 0.3 0.17 0.4 NC 0.03 gb:BB548722 /DB_XREF=gi:16447727 /DB_XREF=BB548722 /CLONE=E230011O20 /FEA=EST /CNT=4 /TID=Mm.212756.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444436_at 12.3 15.3 P A 0.03 0.19 0.4 NC 0.76 gb:BB548474 /DB_XREF=gi:16447691 /DB_XREF=BB548474 /CLONE=E230008I10 /FEA=EST /CNT=4 /TID=Mm.137347.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444446_at 20.1 27.8 A A 0.06 0.06 0.4 NC 0.02 gb:BB537978 /DB_XREF=gi:16446816 /DB_XREF=BB537978 /CLONE=E130008O11 /FEA=EST /CNT=4 /TID=Mm.187868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444447_at 6.5 9.2 A A 0.14 0.21 0.4 NC 0.5 gb:AV277343 /DB_XREF=gi:16390976 /DB_XREF=AV277343 /CLONE=4932441M09 /FEA=EST /CNT=4 /TID=Mm.78977.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444456_at 13.9 21.1 P P 0.01 0.01 0.4 NC 0.05 gb:BB460570 /DB_XREF=gi:16426543 /DB_XREF=BB460570 /CLONE=D130067I06 /FEA=EST /CNT=4 /TID=Mm.207636.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444480_at 3.3 6.8 A A 0.39 0.27 0.4 NC 0.4 gb:BB151516 /DB_XREF=gi:16267942 /DB_XREF=BB151516 /CLONE=A030014A04 /FEA=EST /CNT=4 /TID=Mm.166501.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444562_at 23.9 27.2 P P 0.01 0.02 0.4 NC 0.5 gb:BE690666 /DB_XREF=gi:10078290 /DB_XREF=uw57d06.x1 /CLONE=IMAGE:3466091 /FEA=EST /CNT=4 /TID=Mm.139273.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444576_at 2.7 1.7 A A 0.78 0.78 0.4 NC 0.07 gb:AI504044 /DB_XREF=gi:4401895 /DB_XREF=vm48g09.x1 /CLONE=IMAGE:1001536 /FEA=EST /CNT=4 /TID=Mm.119495.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444617_at 1.1 1.4 A A 0.69 0.82 0.4 NC 0.5 gb:BB371911 /DB_XREF=gi:9084405 /DB_XREF=BB371911 /CLONE=C130061N14 /FEA=EST /CNT=4 /TID=Mm.220264.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444665_at 9.3 13 A A 0.33 0.3 0.4 NC 0.5 gb:BG069459 /DB_XREF=gi:12551962 /DB_XREF=H3075H05-3 /CLONE=H3075H05 /FEA=EST /CNT=4 /TID=Mm.163271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444667_at 13.9 15.2 A A 0.21 0.17 0.4 NC 0.33 gb:BG075871 /DB_XREF=gi:12558440 /DB_XREF=H3152G12-3 /CLONE=H3152G12 /FEA=EST /CNT=4 /TID=Mm.182836.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444671_at 0.4 1 A A 0.77 0.88 0.4 NC 0.5 gb:BB523168 /DB_XREF=gi:16443786 /DB_XREF=BB523168 /CLONE=D930012M13 /FEA=EST /CNT=4 /TID=Mm.123448.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444675_at 8.8 12.2 A P 0.21 0.01 0.4 NC 0.2 gb:BG066704 /DB_XREF=gi:12549273 /DB_XREF=H3046A06-3 /CLONE=H3046A06 /FEA=EST /CNT=4 /TID=Mm.181064.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444692_at 1.5 2 A A 0.39 0.56 0.4 NC 0.5 gb:BB295954 /DB_XREF=gi:16401863 /DB_XREF=BB295954 /CLONE=B130043A14 /FEA=EST /CNT=4 /TID=Mm.208585.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444697_at 0.7 1.1 A A 0.78 0.82 0.4 NC 0.37 gb:BB009491 /DB_XREF=gi:16257140 /DB_XREF=BB009491 /CLONE=4732490B19 /FEA=EST /CNT=4 /TID=Mm.183316.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444703_at 2.3 3 A A 0.5 0.39 0.4 NC 0.5 gb:BB525928 /DB_XREF=gi:16444227 /DB_XREF=BB525928 /CLONE=D930030D24 /FEA=EST /CNT=4 /TID=Mm.86698.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444710_at 2.4 2.8 A A 0.63 0.36 0.4 NC 0.23 gb:BB818892 /DB_XREF=gi:16991521 /DB_XREF=BB818892 /CLONE=G730046O12 /FEA=EST /CNT=4 /TID=Mm.99352.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444724_at 1.4 1 A A 0.62 0.69 0.4 NC 0.4 gb:AW492836 /DB_XREF=gi:7063117 /DB_XREF=UI-M-BH3-atm-d-05-0-UI.s1 /CLONE=UI-M-BH3-atm-d-05-0-UI /FEA=EST /CNT=4 /TID=Mm.102129.1
MOE430_2_1444746_at 22 28.1 P P 0.005859 0.000244 0.4 NC 0.009292 gb:BM195033 /DB_XREF=gi:17746331 /DB_XREF=C0301D05-3 /CLONE=C0301D05 /FEA=EST /CNT=4 /TID=Mm.153754.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444776_at 0.8 2.3 A A 0.88 0.66 0.4 NC 0.45 gb:AI447329 /DB_XREF=gi:4303228 /DB_XREF=mr06a01.x1 /CLONE=IMAGE:596616 /FEA=EST /CNT=4 /TID=Mm.45253.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444823_at 7.1 10.3 A A 0.24 0.21 0.4 NC 0.5 gb:BG067665 /DB_XREF=gi:12550234 /DB_XREF=H3056H03-3 /CLONE=H3056H03 /FEA=EST /CNT=3 /TID=Mm.25463.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444841_at 0.7 0.8 A A 0.8 0.56 0.4 NC 0.13 gb:BG067512 /DB_XREF=gi:12550081 /DB_XREF=H3055C03-3 /CLONE=H3055C03 /FEA=EST /CNT=3 /TID=Mm.173039.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444851_at 19.8 27.7 P P 0.000244 0.00415 0.4 NC 0.5 gb:BG067231 /DB_XREF=gi:12549800 /DB_XREF=H3052A08-3 /CLONE=H3052A08 /FEA=EST /CNT=3 /TID=Mm.172985.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444857_at 2.8 4.1 A A 0.62 0.6 0.4 NC 0.5 gb:C87312 /DB_XREF=gi:2919269 /DB_XREF=C87312 /CLONE=J0243F05 /FEA=EST /CNT=3 /TID=Mm.173072.1 /TIER=ConsEnd /STK=2 /UG=Mm.17307
MOE430_2_1444882_at 0.4 0.4 A A 0.99 0.98 0.4 NC 0.5 gb:BG067308 /DB_XREF=gi:12549877 /DB_XREF=H3052H09-3 /CLONE=H3052H09 /FEA=EST /CNT=3 /TID=Mm.173003.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444919_at 0.5 0.6 A A 0.94 0.85 0.4 NC 0.41 gb:BG070423 /DB_XREF=gi:12552992 /DB_XREF=H3087B11-3 /CLONE=H3087B11 /FEA=EST /CNT=3 /TID=Mm.173244.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444929_at 0.9 2.6 A A 0.95 0.77 0.4 NC 0.18 gb:BG066727 /DB_XREF=gi:12549296 /DB_XREF=H3046C05-3 /CLONE=H3046C05 /FEA=EST /CNT=3 /TID=Mm.172818.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445008_at 13.6 14.6 P P 0.04 0.005859 0.4 NC 0.24 gb:BG067230 /DB_XREF=gi:12549799 /DB_XREF=H3052A07-3 /CLONE=H3052A07 /FEA=EST /CNT=3 /TID=Mm.172984.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445012_at 8.1 5 A A 0.33 0.14 0.4 NC 0.16 gb:AU024682 /DB_XREF=gi:3395029 /DB_XREF=AU024682 /CLONE=J0458D06 /FEA=EST /CNT=3 /TID=Mm.173777.1 /TIER=ConsEnd /STK=2 /UG=Mm.1



MOE430_2_1445033_at 6.3 9.4 A P 0.39 0.04 0.4 NC 0.16 gb:AV257295 /DB_XREF=gi:16388389 /DB_XREF=AV257295 /CLONE=4921535H10 /FEA=EST /CNT=3 /TID=Mm.78217.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445038_at 10.6 15.5 P P 0.005859 0.005859 0.4 NC 0.18 gb:AW124219 /DB_XREF=gi:6099749 /DB_XREF=UI-M-BH2.1-aph-d-03-0-UI.s1 /CLONE=UI-M-BH2.1-aph-d-03-0-UI /FEA=EST /CNT=3 /TID=Mm.76765
MOE430_2_1445057_at 3.3 5.4 A A 0.46 0.12 0.4 NC 0.41 gb:BG066997 /DB_XREF=gi:12549566 /DB_XREF=H3049D08-3 /CLONE=H3049D08 /FEA=EST /CNT=3 /TID=Mm.172886.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445067_at 35.7 54.1 A P 0.08 0.03 0.4 NC 0.03 gb:AW542458 /DB_XREF=gi:7184875 /DB_XREF=C0157H02-3 /CLONE=C0157H02 /FEA=EST /CNT=3 /TID=Mm.184425.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445070_at 0.9 2.2 A A 0.72 0.82 0.4 NC 0.06 gb:AW122496 /DB_XREF=gi:6098019 /DB_XREF=UI-M-BH2.2-aou-g-09-0-UI.s1 /CLONE=UI-M-BH2.2-aou-g-09-0-UI /FEA=EST /CNT=3 /TID=Mm.71019
MOE430_2_1445108_at 11.9 17.8 P A 0.02 0.08 0.4 NC 0.24 gb:BB283493 /DB_XREF=gi:8983942 /DB_XREF=BB283493 /CLONE=A930102G14 /FEA=EST /CNT=3 /TID=Mm.133035.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445137_at 14.2 29.6 A P 0.06 0.01 0.4 NC 0.01 gb:BG072113 /DB_XREF=gi:12554682 /DB_XREF=H3106H06-3 /CLONE=H3106H06 /FEA=EST /CNT=3 /TID=Mm.173901.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445139_at 2.3 3.4 A A 0.91 0.82 0.4 NC 0.05 gb:AU023398 /DB_XREF=gi:3393745 /DB_XREF=AU023398 /CLONE=J0431E12 /FEA=EST /CNT=3 /TID=Mm.172147.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445228_at 0.6 0.8 A A 0.96 0.98 0.4 NC 0.31 gb:BB358998 /DB_XREF=gi:16405826 /DB_XREF=BB358998 /CLONE=C030034P15 /FEA=EST /CNT=3 /TID=Mm.209015.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445287_at 0.5 0.6 A A 0.69 0.72 0.4 NC 0.13 gb:BB184381 /DB_XREF=gi:16270332 /DB_XREF=BB184381 /CLONE=A330010P20 /FEA=EST /CNT=3 /TID=Mm.207736.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445292_at 1.6 1 A A 0.8 0.98 0.4 NC 0.5 gb:BB310483 /DB_XREF=gi:16402625 /DB_XREF=BB310483 /CLONE=B230315M08 /FEA=EST /CNT=3 /TID=Mm.146975.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445311_at 7.7 9.4 A A 0.21 0.3 0.4 NC 0.4 gb:BB076877 /DB_XREF=gi:16260378 /DB_XREF=BB076877 /CLONE=9330129N11 /FEA=EST /CNT=3 /TID=Mm.130761.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445321_at 17 24.9 P P 0.008057 0.00293 0.4 NC 0.13 gb:BG063377 /DB_XREF=gi:12545940 /DB_XREF=H3006E10-3 /CLONE=H3006E10 /FEA=EST /CNT=3 /TID=Mm.218665.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445332_at 0.6 2.8 A A 0.88 0.88 0.4 NC 0.5 gb:AV232305 /DB_XREF=gi:16385948 /DB_XREF=AV232305 /CLONE=4632413I16 /FEA=EST /CNT=3 /TID=Mm.189141.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445410_at 4.4 6.1 A A 0.5 0.19 0.4 NC 0.25 gb:BF722034 /DB_XREF=gi:12023036 /DB_XREF=mab27g08.x1 /CLONE=IMAGE:3971535 /FEA=EST /CNT=3 /TID=Mm.216361.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445456_at 18.9 22.1 A P 0.11 0.03 0.4 NC 0.04 gb:BB202735 /DB_XREF=gi:15409780 /DB_XREF=BB202735 /CLONE=A430048I01 /FEA=EST /CNT=3 /TID=Mm.207962.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445472_at 3.1 4.1 A A 0.88 0.8 0.4 NC 0.01 gb:BE948843 /DB_XREF=gi:10526602 /DB_XREF=UI-M-BH3-avk-c-04-0-UI.s1 /CLONE=UI-M-BH3-avk-c-04-0-UI /FEA=EST /CNT=3 /TID=Mm.151265.
MOE430_2_1445519_at 0.6 1.1 A A 0.94 0.82 0.4 NC 0.2 gb:C77819 /DB_XREF=gi:2518149 /DB_XREF=C77819 /CLONE=J0038B05 /FEA=EST /CNT=3 /TID=Mm.113278.1 /TIER=ConsEnd /STK=2 /UG=Mm.11327
MOE430_2_1445528_at 0.8 0.7 A A 0.75 0.91 0.4 NC 0.93 gb:BB284688 /DB_XREF=gi:8985137 /DB_XREF=BB284688 /CLONE=A930106K12 /FEA=EST /CNT=3 /TID=Mm.125533.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445541_at 5.3 8.9 A A 0.24 0.33 0.4 NC 0.46 gb:BQ129058 /DB_XREF=gi:20202969 /DB_XREF=ii27b10.x1 /CLONE=IMAGE:5942754 /FEA=EST /CNT=3 /TID=Mm.220225.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445557_at 37.3 38.1 P P 0.00415 0.00293 0.4 NC 0.04 gb:BB807032 /DB_XREF=gi:16979661 /DB_XREF=BB807032 /CLONE=G630078L21 /FEA=EST /CNT=3 /TID=Mm.192687.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445562_at 0.5 2 A A 0.78 0.5 0.4 NC 0.42 gb:BB283832 /DB_XREF=gi:8984281 /DB_XREF=BB283832 /CLONE=A930103I05 /FEA=EST /CNT=3 /TID=Mm.212096.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445566_at 16 11.8 A P 0.09 0.01 0.4 NC 0.07 gb:AW120636 /DB_XREF=gi:6095969 /DB_XREF=UI-M-BH2.3-anz-b-04-0-UI.s1 /CLONE=UI-M-BH2.3-anz-b-04-0-UI /FEA=EST /CNT=3 /TID=Mm.15097
MOE430_2_1445604_at 7.2 8.9 A A 0.17 0.24 0.4 NC 0.5 gb:BE945821 /DB_XREF=gi:10523580 /DB_XREF=UI-M-BZ0-axq-e-12-0-UI.s1 /CLONE=UI-M-BZ0-axq-e-12-0-UI /FEA=EST /CNT=3 /TID=Mm.150234.1
MOE430_2_1445646_at 14.1 20.7 A A 0.33 0.06 0.4 NC 0.1 gb:BF318131 /DB_XREF=gi:11266694 /DB_XREF=ux01e12.x1 /CLONE=IMAGE:3470254 /FEA=EST /CNT=3 /TID=Mm.157403.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445666_at 0.5 0.7 A A 0.66 0.71 0.4 NC 0.31 gb:BM941366 /DB_XREF=gi:19400518 /DB_XREF=UI-M-BZ1-blk-d-02-0-UI.r1 /CLONE=UI-M-BZ1-blk-d-02-0-UI /FEA=EST /CNT=3 /TID=Mm.55101.1 /
MOE430_2_1445668_at 30.6 41.6 P P 0.000244 0.000244 0.4 NC 0.18 gb:BE993759 /DB_XREF=gi:10676297 /DB_XREF=UI-M-BZ1-bjg-e-08-0-UI.s1 /CLONE=UI-M-BZ1-bjg-e-08-0-UI /FEA=EST /CNT=3 /TID=Mm.36090.1 /
MOE430_2_1445670_at 19.3 31.4 P P 0.04 0.000732 0.4 I 0.000865 gb:AW124641 /DB_XREF=gi:6100171 /DB_XREF=UI-M-BH2.1-apw-c-11-0-UI.s1 /CLONE=UI-M-BH2.1-apw-c-11-0-UI /FEA=EST /CNT=3 /TID=Mm.8261
MOE430_2_1445676_at 1.3 2.2 A A 0.91 0.82 0.4 NC 0.46 gb:BB130001 /DB_XREF=gi:8784391 /DB_XREF=BB130001 /CLONE=9630042O19 /FEA=EST /CNT=3 /TID=Mm.156700.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445684_s_ 773.2 1229.8 P P 0.000244 0.000244 0.4 I 0.000214 gb:AV292968 /DB_XREF=gi:6306999 /DB_XREF=AV292968 /CLONE=5430431G04 /FEA=EST /CNT=3 /TID=Mm.196350.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445717_at 10.4 14.6 P P 0.001953 0.00293 0.4 NC 0.29 gb:BB283604 /DB_XREF=gi:8984053 /DB_XREF=BB283604 /CLONE=A930102M10 /FEA=EST /CNT=4 /TID=Mm.170182.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445723_at 10.9 13.4 P P 0.04 0.01 0.4 NC 0.03 gb:BB451636 /DB_XREF=gi:16425578 /DB_XREF=BB451636 /CLONE=D130012B04 /FEA=EST /CNT=4 /TID=Mm.212111.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445729_at 12.3 13.1 P P 0.00293 0.001953 0.4 NC 0.08 gb:BB742199 /DB_XREF=gi:16145204 /DB_XREF=BB742199 /CLONE=F520006G16 /FEA=EST /CNT=4 /TID=Mm.32765.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445787_at 7.4 15.7 P P 0.04 0.03 0.4 NC 0.5 gb:BB667708 /DB_XREF=gi:16399157 /DB_XREF=BB667708 /CLONE=C730034O14 /FEA=EST /CNT=3 /TID=Mm.210998.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445830_at 26.1 32.6 P P 0.01 0.000732 0.4 NC 0.12 gb:BG073009 /DB_XREF=gi:12555578 /DB_XREF=H3117E12-3 /CLONE=H3117E12 /FEA=EST /CNT=3 /TID=Mm.102848.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445846_at 0.7 1.5 A A 0.75 0.6 0.4 NC 0.09 gb:AV355319 /DB_XREF=gi:16397325 /DB_XREF=AV355319 /CLONE=7330409L06 /FEA=EST /CNT=3 /TID=Mm.219436.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445877_at 10.5 22.2 P P 0.03 0.008057 0.4 NC 0.03 gb:BB448877 /DB_XREF=gi:16425309 /DB_XREF=BB448877 /CLONE=D030068K09 /FEA=EST /CNT=3 /TID=Mm.129699.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445905_at 1.4 2.9 A A 0.63 0.66 0.4 NC 0.04 gb:BG066450 /DB_XREF=gi:12549019 /DB_XREF=H3043B06-3 /CLONE=H3043B06 /FEA=EST /CNT=2 /TID=Mm.172759.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445906_at 2.1 3.1 A A 0.6 0.39 0.4 NC 0.11 gb:BG075663 /DB_XREF=gi:12558232 /DB_XREF=H3149H11-3 /CLONE=H3149H11 /FEA=EST /CNT=2 /TID=Mm.182822.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445909_at 0.5 1.5 A A 0.91 0.82 0.4 NC 0.2 gb:BG067913 /DB_XREF=gi:12550482 /DB_XREF=H3059F04-3 /CLONE=H3059F04 /FEA=EST /CNT=2 /TID=Mm.173101.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445916_at 4.3 6.3 A A 0.43 0.36 0.4 NC 0.73 gb:BG070994 /DB_XREF=gi:12553563 /DB_XREF=H3093E07-3 /CLONE=H3093E07 /FEA=EST /CNT=2 /TID=Mm.173344.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445941_at 15.8 18.4 P P 0.000732 0.00293 0.4 NC 0.04 gb:BG076114 /DB_XREF=gi:12558683 /DB_XREF=H3155G12-3 /CLONE=H3155G12 /FEA=EST /CNT=2 /TID=Mm.182863.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445966_at 44.6 50.2 P P 0.008057 0.00293 0.4 NC 0.04 gb:BG075586 /DB_XREF=gi:12558155 /DB_XREF=H3149A09-3 /CLONE=H3149A09 /FEA=EST /CNT=2 /TID=Mm.182814.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445979_at 0.3 0.2 A A 0.75 0.63 0.4 NC 0.46 gb:AW556294 /DB_XREF=gi:7201723 /DB_XREF=L0266D07-3 /CLONE=L0266D07 /FEA=EST /CNT=2 /TID=Mm.182807.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446001_at 8.9 15.1 P P 0.001953 0.00415 0.4 NC 0.46 gb:BG075224 /DB_XREF=gi:12557793 /DB_XREF=H3144G08-3 /CLONE=H3144G08 /FEA=EST /CNT=2 /TID=Mm.182780.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446021_at 3.8 7.7 A A 0.39 0.27 0.4 NC 0.5 gb:BG069234 /DB_XREF=gi:12551803 /DB_XREF=H3074B11-3 /CLONE=H3074B11 /FEA=EST /CNT=2 /TID=Mm.173381.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446028_at 0.4 0.6 A A 0.98 0.99 0.4 NC 0.83 gb:BG068605 /DB_XREF=gi:12551174 /DB_XREF=H3067D02-3 /CLONE=H3067D02 /FEA=EST /CNT=2 /TID=Mm.221146.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446039_at 1.5 1 A A 0.66 0.72 0.4 NC 0.2 gb:BG073160 /DB_XREF=gi:12555729 /DB_XREF=H3119D10-3 /CLONE=H3119D10 /FEA=EST /CNT=2 /TID=Mm.102871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446054_at 5.3 6.3 A A 0.6 0.21 0.4 NC 0.2 gb:BG063476 /DB_XREF=gi:12546039 /DB_XREF=H3007F10-3 /CLONE=H3007F10 /FEA=EST /CNT=2 /TID=Mm.197214.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446056_at 13.6 13.9 A A 0.17 0.24 0.4 NC 0.79 gb:BB370128 /DB_XREF=gi:16406845 /DB_XREF=BB370128 /CLONE=C130052A11 /FEA=EST /CNT=2 /TID=Mm.208850.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446103_at 18.1 14.5 A A 0.21 0.33 0.4 NC 0.4 gb:BG069103 /DB_XREF=gi:12551672 /DB_XREF=H3072G06-3 /CLONE=H3072G06 /FEA=EST /CNT=2 /TID=Mm.173768.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446148_x_ 92.7 102.1 P P 0.000244 0.000732 0.4 NC 0.02 gb:BB436856 /DB_XREF=gi:16424396 /DB_XREF=BB436856 /CLONE=C820020J16 /FEA=EST /CNT=2 /TID=Mm.153895.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446157_at 6.1 5.9 A A 0.56 0.3 0.4 NC 0.42 gb:BB080775 /DB_XREF=gi:15407576 /DB_XREF=BB080775 /CLONE=9330164M17 /FEA=EST /CNT=2 /TID=Mm.207817.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446169_at 0.9 1.3 A A 0.55 0.85 0.4 NC 0.26 gb:BB292333 /DB_XREF=gi:16401554 /DB_XREF=BB292333 /CLONE=B130010H14 /FEA=EST /CNT=2 /TID=Mm.209157.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446180_at 7.1 10.9 A A 0.46 0.32 0.4 NC 0.5 gb:BG066709 /DB_XREF=gi:12549278 /DB_XREF=H3046A11-3 /CLONE=H3046A11 /FEA=EST /CNT=2 /TID=Mm.172814.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446225_at 7.5 7.5 A P 0.21 0.01 0.4 NC 0.34 gb:BB414562 /DB_XREF=gi:16423319 /DB_XREF=BB414562 /CLONE=C430038C14 /FEA=EST /CNT=2 /TID=Mm.207976.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446253_at 38.7 45.1 P P 0.01 0.01 0.4 NC 0.12 gb:AV328923 /DB_XREF=gi:16395988 /DB_XREF=AV328923 /CLONE=6330445G12 /FEA=EST /CNT=2 /TID=Mm.59130.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446256_at 0.6 0.8 A A 0.95 0.97 0.4 NC 0.18 gb:BG073031 /DB_XREF=gi:12555600 /DB_XREF=H3117H01-3 /CLONE=H3117H01 /FEA=EST /CNT=2 /TID=Mm.182626.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446283_at 1.8 1 A A 0.9 0.93 0.4 NC 0.25 gb:BB344720 /DB_XREF=gi:16404884 /DB_XREF=BB344720 /CLONE=B930052O10 /FEA=EST /CNT=2 /TID=Mm.208698.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446315_at 7.4 10.8 A A 0.33 0.21 0.4 NC 0.22 gb:BB261367 /DB_XREF=gi:16399973 /DB_XREF=BB261367 /CLONE=A730098H14 /FEA=EST /CNT=2 /TID=Mm.208396.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446375_at 1.4 1.3 A A 0.96 0.82 0.4 NC 0.26 gb:BB527623 /DB_XREF=gi:16444505 /DB_XREF=BB527623 /CLONE=D930041L20 /FEA=EST /CNT=2 /TID=Mm.209781.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446407_at 22.3 32.7 P P 0.04 0.01 0.4 NC 0.46 gb:BB045598 /DB_XREF=gi:16259362 /DB_XREF=BB045598 /CLONE=6030495P03 /FEA=EST /CNT=2 /TID=Mm.209819.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446418_at 21.4 24.4 A M 0.17 0.05 0.4 NC 0.11 gb:BG074792 /DB_XREF=gi:12557361 /DB_XREF=H3139C08-3 /CLONE=H3139C08 /FEA=EST /CNT=2 /TID=Mm.182742.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446437_at 5.7 8.6 A A 0.43 0.3 0.4 NC 0.37 gb:BB396094 /DB_XREF=gi:16409701 /DB_XREF=BB396094 /CLONE=C230095N21 /FEA=EST /CNT=2 /TID=Mm.186921.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446443_at 22.3 19.3 P A 0.02 0.08 0.4 NC 0.41 gb:BB307279 /DB_XREF=gi:16402284 /DB_XREF=BB307279 /CLONE=B230213L16 /FEA=EST /CNT=2 /TID=Mm.209699.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446449_at 0.5 1.4 A A 0.94 0.69 0.4 NC 0.01 gb:BB517805 /DB_XREF=gi:16443207 /DB_XREF=BB517805 /CLONE=D830026F02 /FEA=EST /CNT=2 /TID=Mm.136045.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446457_at 12.2 32.5 P P 0.01 0.01 0.4 NC 0.2 gb:BB534909 /DB_XREF=gi:16446460 /DB_XREF=BB534909 /CLONE=E030040J04 /FEA=EST /CNT=2 /TID=Mm.210122.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446473_at 19.2 29.9 A P 0.09 0.03 0.4 NC 0.04 gb:BB158045 /DB_XREF=gi:16268413 /DB_XREF=BB158045 /CLONE=A130039A12 /FEA=EST /CNT=2 /TID=Mm.215483.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446484_at 10.7 16.6 P P 0.04 0.04 0.4 NC 0.5 gb:BB558401 /DB_XREF=gi:16448897 /DB_XREF=BB558401 /CLONE=E330033N02 /FEA=EST /CNT=2 /TID=Mm.216161.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446572_at 0.2 0.5 A A 0.75 0.98 0.4 NC 0.5 gb:BG066878 /DB_XREF=gi:12549447 /DB_XREF=H3048A08-3 /CLONE=H3048A08 /FEA=EST /CNT=2 /TID=Mm.25087.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446573_at 5.5 5.3 A A 0.39 0.46 0.4 NC 0.55 gb:BB452233 /DB_XREF=gi:16425640 /DB_XREF=BB452233 /CLONE=D130016A19 /FEA=EST /CNT=2 /TID=Mm.132644.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446582_at 10.6 14.7 A A 0.09 0.12 0.4 NC 0.63 gb:BB017002 /DB_XREF=gi:16257492 /DB_XREF=BB017002 /CLONE=4930565H06 /FEA=EST /CNT=2 /TID=Mm.207117.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446605_at 1.8 1.4 A A 0.82 0.91 0.4 NC 0.45 gb:BB367689 /DB_XREF=gi:16406573 /DB_XREF=BB367689 /CLONE=C130039C10 /FEA=EST /CNT=2 /TID=Mm.209408.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446613_at 28 46.2 P P 0.03 0.03 0.4 NC 0.08 gb:BB004773 /DB_XREF=gi:16214874 /DB_XREF=BB004773 /CLONE=4732462K23 /FEA=EST /CNT=2 /TID=Mm.213072.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446614_at 7.8 9.3 A A 0.46 0.14 0.4 NC 0.5 gb:BB159441 /DB_XREF=gi:16268471 /DB_XREF=BB159441 /CLONE=A130046J11 /FEA=EST /CNT=2 /TID=Mm.215488.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446617_at 4.9 7.6 A A 0.39 0.27 0.4 NC 0.49 gb:BB224265 /DB_XREF=gi:16353876 /DB_XREF=BB224265 /CLONE=A530085N21 /FEA=EST /CNT=2 /TID=Mm.208082.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446625_at 11.7 9.9 A A 0.19 0.39 0.4 NC 0.5 gb:AV367821 /DB_XREF=gi:16397714 /DB_XREF=AV367821 /CLONE=8430438E03 /FEA=EST /CNT=2 /TID=Mm.212428.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446666_at 2.8 3 A A 0.27 0.3 0.4 NC 0.46 gb:BG068804 /DB_XREF=gi:12551373 /DB_XREF=H3069E03-3 /CLONE=H3069E03 /FEA=EST /CNT=2 /TID=Mm.173671.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446669_at 4.6 8.1 A A 0.56 0.36 0.4 NC 0.45 gb:BB038386 /DB_XREF=gi:16258485 /DB_XREF=BB038386 /CLONE=5930437D19 /FEA=EST /CNT=2 /TID=Mm.209696.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446676_at 4.7 6.3 A A 0.3 0.11 0.4 NC 0.07 gb:BB156930 /DB_XREF=gi:16268358 /DB_XREF=BB156930 /CLONE=A130033P14 /FEA=EST /CNT=2 /TID=Mm.39847.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446715_at 1.7 0.3 A A 0.78 0.63 0.4 NC 0.17 gb:BB503961 /DB_XREF=gi:16442673 /DB_XREF=BB503961 /CLONE=D630045O20 /FEA=EST /CNT=2 /TID=Mm.44160.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446725_at 8.8 12.2 A P 0.33 0.04 0.4 NC 0.34 gb:BB197238 /DB_XREF=gi:16271048 /DB_XREF=BB197238 /CLONE=A330097P22 /FEA=EST /CNT=2 /TID=Mm.122207.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446763_at 12.1 12.8 A A 0.14 0.19 0.4 NC 0.39 gb:C76393 /DB_XREF=gi:2516723 /DB_XREF=C76393 /CLONE=J0009G12 /FEA=EST /CNT=2 /TID=Mm.172585.1 /TIER=ConsEnd /STK=2 /UG=Mm.17258
MOE430_2_1446771_at 11 14.5 A M 0.24 0.05 0.4 NC 0.21 gb:BB047533 /DB_XREF=gi:15403989 /DB_XREF=BB047533 /CLONE=6430403M04 /FEA=EST /CNT=2 /TID=Mm.213398.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446833_at 20.9 22.2 A P 0.09 0.03 0.4 NC 0.007788 gb:AW553584 /DB_XREF=gi:7199007 /DB_XREF=L0229B02-3 /CLONE=L0229B02 /FEA=EST /CNT=2 /TID=Mm.182726.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446835_at 36.5 48.9 P P 0.000732 0.000244 0.4 NC 0.11 gb:BB042551 /DB_XREF=gi:16258736 /DB_XREF=BB042551 /CLONE=6030463M14 /FEA=EST /CNT=2 /TID=Mm.208141.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446845_at 1 1 A A 0.82 0.82 0.4 NC 0.42 gb:BM227792 /DB_XREF=gi:17790201 /DB_XREF=K0249B08-3 /CLONE=K0249B08 /FEA=EST /CNT=2 /TID=Mm.115817.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446852_at 0.3 0.1 A A 0.84 0.91 0.4 NC 0.73 gb:BG063355 /DB_XREF=gi:12545918 /DB_XREF=H3006C02-3 /CLONE=H3006C02 /FEA=EST /CNT=2 /TID=Mm.171802.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446878_at 1.1 0.6 A A 0.85 0.93 0.4 NC 0.28 gb:AU022728 /DB_XREF=gi:3393075 /DB_XREF=AU022728 /CLONE=J0419G04 /FEA=EST /CNT=2 /TID=Mm.173565.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446899_at 9.9 13.6 A P 0.14 0.01 0.4 NC 0.22 gb:BB165801 /DB_XREF=gi:16268931 /DB_XREF=BB165801 /CLONE=A130084M15 /FEA=EST /CNT=2 /TID=Mm.207612.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446915_at 7.4 12.5 A A 0.6 0.66 0.4 NC 0.29 gb:C80476 /DB_XREF=gi:2520806 /DB_XREF=C80476 /CLONE=J0082G01 /FEA=EST /CNT=2 /TID=Mm.155135.1 /TIER=ConsEnd /STK=2 /UG=Mm.15513
MOE430_2_1446936_at 2.1 2.7 A A 0.75 0.69 0.4 NC 0.35 gb:BB056808 /DB_XREF=gi:16259816 /DB_XREF=BB056808 /CLONE=7120447A22 /FEA=EST /CNT=2 /TID=Mm.207205.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446981_at 0.8 1 A A 0.82 0.46 0.4 NC 0.5 gb:BB127813 /DB_XREF=gi:16262383 /DB_XREF=BB127813 /CLONE=9630025P05 /FEA=EST /CNT=2 /TID=Mm.119407.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446986_at 1.2 2.7 A A 0.91 0.82 0.4 NC 0.06 gb:BB082206 /DB_XREF=gi:16260689 /DB_XREF=BB082206 /CLONE=9330172P18 /FEA=EST /CNT=2 /TID=Mm.45098.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446990_at 90.6 97.5 P P 0.00415 0.00415 0.4 NC 0.01 gb:AW556192 /DB_XREF=gi:7201621 /DB_XREF=L0265A08-3 /CLONE=L0265A08 /FEA=EST /CNT=2 /TID=Mm.103170.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447002_at 1.4 2 A A 0.53 0.65 0.4 NC 0.73 gb:BG072369 /DB_XREF=gi:12554938 /DB_XREF=H3109G03-3 /CLONE=H3109G03 /FEA=EST /CNT=2 /TID=Mm.173945.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447065_at 0.9 1 A A 0.9 0.94 0.4 NC 0.33 gb:BB129691 /DB_XREF=gi:16266221 /DB_XREF=BB129691 /CLONE=9630041C05 /FEA=EST /CNT=2 /TID=Mm.105295.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447075_at 5.4 3.5 A A 0.36 0.3 0.4 NC 0.15 gb:BB211615 /DB_XREF=gi:16352698 /DB_XREF=BB211615 /CLONE=A430106F04 /FEA=EST /CNT=2 /TID=Mm.207990.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447094_at 6.8 7.8 A A 0.33 0.33 0.4 NC 0.24 gb:BB386853 /DB_XREF=gi:16408473 /DB_XREF=BB386853 /CLONE=C230048M01 /FEA=EST /CNT=2 /TID=Mm.208960.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447105_at 38.7 56.2 P P 0.005859 0.000732 0.4 NC 0.29 gb:AI987844 /DB_XREF=gi:5819638 /DB_XREF=um07g06.x1 /CLONE=IMAGE:2182426 /FEA=EST /CNT=2 /TID=Mm.218341.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447106_at 0.5 0.4 A A 0.96 0.93 0.4 NC 0.36 gb:C76201 /DB_XREF=gi:2516531 /DB_XREF=C76201 /CLONE=J0005F01 /FEA=EST /CNT=2 /TID=Mm.172572.1 /TIER=ConsEnd /STK=2 /UG=Mm.17257
MOE430_2_1447122_at 34 50.5 P P 0.001953 0.00293 0.4 NC 0.23 gb:BM218697 /DB_XREF=gi:17778310 /DB_XREF=C0914F01-3 /CLONE=C0914F01 /FEA=EST /CNT=2 /TID=Mm.217846.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447125_at 6.6 7.5 A A 0.5 0.63 0.4 NC 0.5 gb:BE980833 /DB_XREF=gi:10649300 /DB_XREF=UI-M-BG2-bcn-e-11-0-UI.s1 /CLONE=UI-M-BG2-bcn-e-11-0-UI /FEA=EST /CNT=2 /TID=Mm.65338.1
MOE430_2_1447127_at 7.4 10 A A 0.14 0.43 0.4 NC 0.54 gb:BB283609 /DB_XREF=gi:8984058 /DB_XREF=BB283609 /CLONE=A930102M16 /FEA=EST /CNT=2 /TID=Mm.125539.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447132_at 1.8 7 A A 0.24 0.11 0.4 NC 0.25 gb:BG068520 /DB_XREF=gi:12551089 /DB_XREF=H3066D12-3 /CLONE=H3066D12 /FEA=EST /CNT=2 /TID=Mm.173596.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447141_at 5.1 15.1 A A 0.53 0.36 0.4 NC 0.06 gb:AW107722 /DB_XREF=gi:6078522 /DB_XREF=um33d06.x1 /CLONE=IMAGE:2236331 /FEA=EST /CNT=2 /TID=Mm.17659.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447155_at 1 0.5 A A 0.72 0.97 0.4 NC 0.5 gb:AW320064 /DB_XREF=gi:6749545 /DB_XREF=un14c12.x1 /CLONE=IMAGE:2395318 /FEA=EST /CNT=2 /TID=Mm.99936.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447165_at 8.2 11.4 A P 0.24 0.04 0.4 NC 0.05 gb:BG073281 /DB_XREF=gi:12555850 /DB_XREF=H3120G10-3 /CLONE=H3120G10 /FEA=EST /CNT=2 /TID=Mm.172201.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447167_at 32.3 39.4 P P 0.001221 0.01 0.4 NC 0.5 gb:BB713397 /DB_XREF=gi:16066566 /DB_XREF=BB713397 /CLONE=B020046C22 /FEA=EST /CNT=2 /TID=Mm.217550.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447199_at 0.8 0.9 A A 0.93 0.93 0.4 NC 0.33 gb:BG066877 /DB_XREF=gi:12549446 /DB_XREF=H3048A07-3 /CLONE=H3048A07 /FEA=EST /CNT=2 /TID=Mm.172864.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447223_at 119.2 148.5 P P 0.000244 0.000244 0.4 NC 0.004925 gb:AW120584 /DB_XREF=gi:6095917 /DB_XREF=UI-M-BH1-ana-h-11-0-UI.s2 /CLONE=UI-M-BH1-ana-h-11-0-UI /FEA=EST /CNT=2 /TID=Mm.39221.1 /
MOE430_2_1447257_at 0.7 1 A A 0.32 0.36 0.4 NC 0.5 gb:AI875103 /DB_XREF=gi:5549152 /DB_XREF=ul29e05.x1 /CLONE=IMAGE:2099744 /FEA=EST /CNT=2 /TID=Mm.152626.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447261_at 13.9 26.3 A A 0.19 0.17 0.4 NC 0.25 gb:AW120660 /DB_XREF=gi:6096033 /DB_XREF=UI-M-BH2.3-anz-g-10-0-UI.s1 /CLONE=UI-M-BH2.3-anz-g-10-0-UI /FEA=EST /CNT=2 /TID=Mm.15091
MOE430_2_1447284_at 5.5 11.1 A A 0.43 0.5 0.4 NC 0.41 gb:BB784999 /DB_XREF=gi:16953495 /DB_XREF=BB784999 /CLONE=G430100B04 /FEA=EST /CNT=2 /TID=Mm.194294.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447287_at 9.1 11.7 A A 0.32 0.3 0.4 NC 0.7 gb:BG065859 /DB_XREF=gi:12548422 /DB_XREF=H3036A08-3 /CLONE=H3036A08 /FEA=EST /CNT=2 /TID=Mm.44016.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447305_at 0.3 0.2 A A 0.9 0.88 0.4 NC 0.36 gb:BE992956 /DB_XREF=gi:10674629 /DB_XREF=UI-M-BZ1-bjc-f-11-0-UI.s1 /CLONE=UI-M-BZ1-bjc-f-11-0-UI /FEA=EST /CNT=2 /TID=Mm.152254.1 /
MOE430_2_1447339_at 36.1 75.5 A P 0.14 0.04 0.4 NC 0.05 gb:BE946220 /DB_XREF=gi:10523979 /DB_XREF=UI-M-BH3-awj-d-02-0-UI.s1 /CLONE=UI-M-BH3-awj-d-02-0-UI /FEA=EST /CNT=2 /TID=Mm.197386.1
MOE430_2_1447343_at 8.4 15.8 A A 0.27 0.14 0.4 NC 0.5 gb:AW743726 /DB_XREF=gi:7655545 /DB_XREF=ur28b06.x1 /CLONE=IMAGE:3025619 /FEA=EST /CNT=2 /TID=Mm.216219.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447389_at 12.9 12.9 A A 0.33 0.27 0.4 NC 0.08 gb:AI662168 /DB_XREF=gi:4765751 /DB_XREF=mz93c04.x1 /CLONE=IMAGE:720966 /FEA=EST /CNT=2 /TID=Mm.37718.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447391_at 5.9 5.1 A A 0.27 0.39 0.4 NC 0.4 gb:BI466877 /DB_XREF=gi:15279755 /DB_XREF=ic59h02.x3 /CLONE=IMAGE:5658098 /FEA=EST /CNT=2 /TID=Mm.192872.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447401_at 1.3 2.2 A A 0.9 0.78 0.4 NC 0.05 gb:AW909375 /DB_XREF=gi:8074699 /DB_XREF=ur75e05.x1 /CLONE=IMAGE:3156128 /FEA=EST /CNT=2 /TID=Mm.214590.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447477_at 1.1 1.1 A A 0.97 0.87 0.4 NC 0.18 gb:BF467553 /DB_XREF=gi:11536736 /DB_XREF=UI-M-CG0p-brf-b-03-0-UI.s1 /CLONE=UI-M-CG0p-brf-b-03-0-UI /FEA=EST /CNT=2 /TID=Mm.156850
MOE430_2_1447494_at 7.6 12.2 A P 0.17 0.01 0.4 NC 0.16 gb:R74675 /DB_XREF=gi:849878 /DB_XREF=MDB0826 /FEA=EST /CNT=2 /TID=Mm.5279.1 /TIER=ConsEnd /STK=2 /UG=Mm.5279 /LL=52819 /UG_GENE
MOE430_2_1447541_s_ 15.3 13.6 A M 0.21 0.05 0.4 NC 0.04 gb:AV210813 /DB_XREF=gi:6151293 /DB_XREF=AV210813 /CLONE=1700126I07 /FEA=EST /CNT=2 /TID=Mm.72737.1 /TIER=ConsEnd /STK=2 /UG=Mm.7
MOE430_2_1447570_s_ 13.2 16.2 A A 0.36 0.33 0.4 NC 0.5 gb:BB119963 /DB_XREF=gi:8772531 /DB_XREF=BB119963 /CLONE=9530073P05 /FEA=EST /CNT=2 /TID=Mm.86985.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447579_at 1.8 0.3 A A 0.9 0.93 0.4 NC 0.22 gb:BB123464 /DB_XREF=gi:8776032 /DB_XREF=BB123464 /CLONE=9530092K12 /FEA=EST /CNT=2 /TID=Mm.162226.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447586_at 0.6 1.2 A A 0.98 0.88 0.4 NC 0.12 gb:BB376130 /DB_XREF=gi:9088944 /DB_XREF=BB376130 /CLONE=C130083M07 /FEA=EST /CNT=2 /TID=Mm.132721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447590_at 1.3 3.5 A A 0.66 0.49 0.4 NC 0.2 gb:BB139984 /DB_XREF=gi:8794921 /DB_XREF=BB139984 /CLONE=9830167D18 /FEA=EST /CNT=2 /TID=Mm.119832.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447607_at 11 16.3 M P 0.05 0.03 0.4 NC 0.5 gb:AV045102 /DB_XREF=gi:4864767 /DB_XREF=AV045102 /CLONE=1700041E17 /FEA=EST /CNT=2 /TID=Mm.84385.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447637_at 7.8 13 A P 0.08 0.00415 0.4 NC 0.05 gb:BB546105 /DB_XREF=gi:9617533 /DB_XREF=BB546105 /CLONE=E130308F16 /FEA=EST /CNT=2 /TID=Mm.153363.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447667_x_ 35.6 47.4 P P 0.00293 0.001221 0.4 NC 0.27 gb:AV079128 /DB_XREF=gi:5198956 /DB_XREF=AV079128 /CLONE=2210408A16 /FEA=EST /CNT=2 /TID=Mm.69853.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447673_x_ 15 11.3 M A 0.05 0.21 0.4 NC 0.5 gb:AV040981 /DB_XREF=gi:4860646 /DB_XREF=AV040981 /CLONE=1700015C15 /FEA=EST /CNT=2 /TID=Mm.74982.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447681_x_ 7.4 12 A A 0.24 0.19 0.4 NC 0.3 gb:BB322184 /DB_XREF=gi:9030498 /DB_XREF=BB322184 /CLONE=B330013E06 /FEA=EST /CNT=2 /TID=Mm.170779.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447691_x_ 25.7 32.4 M P 0.05 0.03 0.4 NC 0.24 gb:BB470306 /DB_XREF=gi:9387495 /DB_XREF=BB470306 /CLONE=D230033B12 /FEA=EST /CNT=2 /TID=Mm.157841.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447697_at 1.2 0.9 A A 0.75 0.85 0.4 NC 0.5 gb:BB386991 /DB_XREF=gi:9109805 /DB_XREF=BB386991 /CLONE=C230049I10 /FEA=EST /CNT=2 /TID=Mm.169053.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447732_x_ 0.2 0.2 A A 0.94 0.99 0.4 NC 0.78 gb:BB305002 /DB_XREF=gi:9005707 /DB_XREF=BB305002 /CLONE=B230116G02 /FEA=EST /CNT=2 /TID=Mm.129583.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447743_x_ 7.7 10.2 A A 0.24 0.3 0.4 NC 0.5 gb:BB486088 /DB_XREF=gi:9403697 /DB_XREF=BB486088 /CLONE=D430034O21 /FEA=EST /CNT=2 /TID=Mm.169291.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447745_at 13.7 18.3 A A 0.09 0.14 0.4 NC 0.5 gb:AW489155 /DB_XREF=gi:7059425 /DB_XREF=UI-M-BH3-asi-g-06-0-UI.s1 /CLONE=UI-M-BH3-asi-g-06-0-UI /FEA=EST /CNT=2 /TID=Mm.76749.1 /T
MOE430_2_1447773_x_ 8.4 12.2 A A 0.27 0.17 0.4 NC 0.09 gb:BB308792 /DB_XREF=gi:9009497 /DB_XREF=BB308792 /CLONE=B230307H09 /FEA=EST /CNT=2 /TID=Mm.181172.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447826_x_ 24.4 20.8 A A 0.43 0.24 0.4 NC 0.46 gb:BB442124 /DB_XREF=gi:9284736 /DB_XREF=BB442124 /CLONE=D030030F24 /FEA=EST /CNT=2 /TID=Mm.129415.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447895_x_ 61.8 73.7 P P 0.01 0.005859 0.4 NC 0.02 gb:AV368189 /DB_XREF=gi:6415836 /DB_XREF=AV368189 /CLONE=8530401J08 /FEA=EST /CNT=2 /TID=Mm.181900.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447898_s_ 609.2 811.9 P P 0.000244 0.000244 0.4 I 0.000273 gb:BB054483 /DB_XREF=gi:8461631 /DB_XREF=BB054483 /CLONE=6720471L06 /FEA=EST /CNT=2 /TID=Mm.62842.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447900_x_ 12.7 18.4 P P 0.000244 0.005859 0.4 NC 0.5 gb:BB022415 /DB_XREF=gi:8194937 /DB_XREF=BB022415 /CLONE=5330411C02 /FEA=EST /CNT=2 /TID=Mm.105660.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447921_at 3.5 3.3 A A 0.39 0.6 0.4 NC 0.42 gb:BE956463 /DB_XREF=gi:10601113 /DB_XREF=UI-M-BG2-bbl-a-08-0-UI.s1 /CLONE=UI-M-BG2-bbl-a-08-0-UI /FEA=EST /CNT=2 /TID=Mm.150997.1
MOE430_2_1447935_at 14 28.7 M A 0.05 0.08 0.4 NC 0.1 gb:BB499286 /DB_XREF=gi:16442171 /DB_XREF=BB499286 /CLONE=D630020C09 /FEA=EST /CNT=17 /TID=Mm.24134.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447951_at 38.5 44.4 P P 0.000732 0.000244 0.4 NC 0.15 gb:BB293177 /DB_XREF=gi:16401653 /DB_XREF=BB293177 /CLONE=B130017C05 /FEA=EST /CNT=8 /TID=Mm.178175.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447957_at 7.2 8.9 A A 0.08 0.33 0.4 NC 0.8 gb:BG071831 /DB_XREF=gi:12554400 /DB_XREF=H3103F08-3 /CLONE=H3103F08 /FEA=EST /CNT=5 /TID=Mm.16893.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1447958_at 11.9 23.2 M P 0.05 0.00293 0.4 NC 0.03 gb:BB165262 /DB_XREF=gi:16268883 /DB_XREF=BB165262 /CLONE=A130082C12 /FEA=EST /CNT=5 /TID=Mm.37370.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447973_at 0.8 1.9 A A 0.84 0.82 0.4 NC 0.49 gb:AI647043 /DB_XREF=gi:4725518 /DB_XREF=ub74a09.x1 /CLONE=IMAGE:1383448 /FEA=EST /CNT=4 /TID=Mm.83641.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1447983_at 1.1 2.1 A A 0.72 0.56 0.4 NC 0.17 gb:BG065690 /DB_XREF=gi:12548253 /DB_XREF=H3034B02-3 /CLONE=H3034B02 /FEA=EST /CNT=3 /TID=Mm.24912.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448050_s_ 191.1 263.8 P P 0.001953 0.000732 0.4 I 0.000068 gb:BF450398 /DB_XREF=gi:11516567 /DB_XREF=uz78a07.x1 /CLONE=IMAGE:3675156 /FEA=EST /CNT=7 /TID=Mm.200535.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448060_at 9.2 21.6 A A 0.21 0.12 0.4 NC 0.004481 gb:BF536780 /DB_XREF=gi:11624148 /DB_XREF=602049262F1 /CLONE=IMAGE:4188806 /FEA=EST /CNT=7 /TID=Mm.24509.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448082_at 0.5 0.2 A A 0.94 0.91 0.4 NC 0.13 gb:BG079482 /DB_XREF=gi:12562050 /DB_XREF=H3040G09-5 /CLONE=H3040G09 /FEA=EST /CNT=4 /TID=Mm.5725.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448093_s_ 0.2 0.6 A A 0.97 0.87 0.4 NC 0.13 gb:BG065918 /DB_XREF=gi:12548481 /DB_XREF=H3036G11-3 /CLONE=H3036G11 /FEA=EST /CNT=2 /TID=Mm.37491.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448099_at 19.6 23.2 A A 0.21 0.11 0.4 NC 0.36 gb:AV066641 /DB_XREF=gi:5186469 /DB_XREF=AV066641 /CLONE=2010110H12 /FEA=EST /CNT=3 /TID=Mm.46293.2 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1448122_at 1768.5 2508.8 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_013686.1 /DB_XREF=gi:7305564 /GEN=Tcp1 /FEA=FLmRNA /CNT=321 /TID=Mm.2223.1 /TIER=FL+Stack /STK=191 /UG=Mm.2223 /LL=21454 /DE
MOE430_2_1448144_at 292.8 352.1 P P 0.000244 0.000244 0.4 I 0.000492 gb:AK013384.1 /DB_XREF=gi:12850707 /GEN=Hnrpab /FEA=FLmRNA /CNT=360 /TID=Mm.24.1 /TIER=Stack /STK=18 /UG=Mm.24 /LL=15384 /UG_TITLE
MOE430_2_1448155_at 228.6 314.2 P P 0.000244 0.000244 0.4 I 0.000214 gb:AV270812 /DB_XREF=gi:16389908 /DB_XREF=AV270812 /CLONE=4931400N15 /FEA=FLmRNA /CNT=446 /TID=Mm.29816.1 /TIER=Stack /STK=31 /U
MOE430_2_1448168_a_ 0.5 0.4 A A 0.88 0.96 0.4 NC 0.16 gb:NM_009267.1 /DB_XREF=gi:6678120 /GEN=Spt1 /FEA=FLmRNA /CNT=372 /TID=Mm.1280.1 /TIER=FL+Stack /STK=149 /UG=Mm.1280 /LL=20770 /DE
MOE430_2_1448186_at 1.8 1.1 A A 0.85 0.72 0.4 NC 0.12 gb:NM_011128.1 /DB_XREF=gi:6755117 /GEN=Pnliprp2 /FEA=FLmRNA /CNT=168 /TID=Mm.1230.1 /TIER=FL+Stack /STK=140 /UG=Mm.1230 /LL=18947 /
MOE430_2_1448192_s_ 245.3 348.3 P P 0.000244 0.000244 0.4 I 0.00013 gb:AK011304.1 /DB_XREF=gi:12847338 /GEN=Prps1 /FEA=FLmRNA /CNT=199 /TID=Mm.27454.1 /TIER=Stack /STK=9 /UG=Mm.27454 /LL=19139 /UG_T
MOE430_2_1448194_a_ 531.9 661.1 P P 0.000244 0.000244 0.4 I 0.000068 gb:NM_023123.1 /DB_XREF=gi:12963478 /GEN=H19 /FEA=FLmRNA /CNT=341 /TID=Mm.14802.1 /TIER=FL+Stack /STK=137 /UG=Mm.14802 /LL=14955 /
MOE430_2_1448199_at 132.8 176.7 P P 0.000244 0.000244 0.4 I 0.000618 gb:NM_133971.1 /DB_XREF=gi:19527191 /GEN=AW549277 /FEA=FLmRNA /CNT=186 /TID=Mm.12459.1 /TIER=FL+Stack /STK=136 /UG=Mm.12459 /LL=1
MOE430_2_1448209_a_ 83.8 105.9 A P 0.17 0.03 0.4 NC 0.009292 gb:NM_021551.1 /DB_XREF=gi:10946991 /GEN=Boct-pending /FEA=FLmRNA /CNT=144 /TID=Mm.27435.1 /TIER=FL+Stack /STK=131 /UG=Mm.27435 /LL



MOE430_2_1448216_at 1.1 4 A A 0.98 0.82 0.4 NC 0.005409 gb:NM_011522.1 /DB_XREF=gi:6755707 /GEN=Syngr3 /FEA=FLmRNA /CNT=159 /TID=Mm.26032.1 /TIER=FL /STK=2 /UG=Mm.26032 /LL=20974 /DEF=Mu
MOE430_2_1448242_at 1002.7 1273.3 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC003707.1 /DB_XREF=gi:13277593 /FEA=FLmRNA /CNT=335 /TID=Mm.28375.1 /TIER=FL+Stack /STK=115 /UG=Mm.28375 /LL=53421 /UG_GENE=S
MOE430_2_1448299_at 12.8 8.9 A A 0.27 0.21 0.4 NC 0.4 gb:NM_009199.1 /DB_XREF=gi:6678000 /GEN=Slc1a1 /FEA=FLmRNA /CNT=128 /TID=Mm.24741.1 /TIER=FL+Stack /STK=99 /UG=Mm.24741 /LL=20510 /
MOE430_2_1448326_a_ 128 145.5 P P 0.000244 0.000244 0.4 NC 0.003699 gb:NM_013496.1 /DB_XREF=gi:7304974 /GEN=Crabp1 /FEA=FLmRNA /CNT=112 /TID=Mm.34797.1 /TIER=FL+Stack /STK=91 /UG=Mm.34797 /LL=12903 /
MOE430_2_1448340_at 31.9 40.6 P P 0.000732 0.001953 0.4 NC 0.05 gb:BE986812 /DB_XREF=gi:10661520 /DB_XREF=UI-M-CG0p-bez-b-01-0-UI.s1 /CLONE=UI-M-CG0p-bez-b-01-0-UI /FEA=FLmRNA /CNT=309 /TID=Mm
MOE430_2_1448361_at 844.2 1044.7 P P 0.000244 0.000244 0.4 I 0.000438 gb:NM_009441.1 /DB_XREF=gi:6678452 /GEN=Ttc3 /FEA=FLmRNA /CNT=416 /TID=Mm.3679.1 /TIER=FL+Stack /STK=86 /UG=Mm.3679 /LL=22129 /DEF
MOE430_2_1448381_at 19.7 33.4 P P 0.00293 0.008057 0.4 NC 0.28 gb:AK018125.1 /DB_XREF=gi:12857698 /FEA=FLmRNA /CNT=167 /TID=Mm.27288.1 /TIER=Stack /STK=11 /UG=Mm.27288 /LL=28030 /UG_GENE=Gfm /U
MOE430_2_1448396_at 573.8 660.2 P P 0.000244 0.000244 0.4 I 0.001077 gb:NM_018872.1 /DB_XREF=gi:9256637 /GEN=Rw1-pending /FEA=FLmRNA /CNT=130 /TID=Mm.10808.1 /TIER=FL+Stack /STK=79 /UG=Mm.10808 /LL=5
MOE430_2_1448413_at 188.4 218.1 P P 0.001953 0.000732 0.4 NC 0.01 gb:NM_023633.1 /DB_XREF=gi:12963762 /GEN=2410016O06Rik /FEA=FLmRNA /CNT=112 /TID=Mm.31244.1 /TIER=FL+Stack /STK=77 /UG=Mm.31244 /L
MOE430_2_1448421_s_ 836.2 1245.9 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_025711.1 /DB_XREF=gi:13385169 /GEN=Aspn /FEA=FLmRNA /CNT=119 /TID=Mm.25755.1 /TIER=FL+Stack /STK=76 /UG=Mm.25755 /LL=66695 /
MOE430_2_1448441_at 946.8 1235.2 P P 0.000244 0.000244 0.4 I 0.000241 gb:NM_016904.1 /DB_XREF=gi:8393134 /GEN=Cks1 /FEA=FLmRNA /CNT=161 /TID=Mm.3049.1 /TIER=FL+Stack /STK=73 /UG=Mm.3049 /LL=54124 /DEF
MOE430_2_1448462_at 362.1 441.8 P P 0.000244 0.000244 0.4 MI 0.00225 gb:NM_011561.1 /DB_XREF=gi:6755753 /GEN=Tdg /FEA=FLmRNA /CNT=168 /TID=Mm.183016.1 /TIER=FL+Stack /STK=69 /UG=Mm.183016 /LL=21665 /
MOE430_2_1448480_at 675.3 850.7 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC003972.1 /DB_XREF=gi:13278291 /FEA=FLmRNA /CNT=163 /TID=Mm.28053.1 /TIER=FL+Stack /STK=67 /UG=Mm.28053 /LL=66164 /UG_GENE=11
MOE430_2_1448500_a_ 62.6 93 P P 0.00415 0.001953 0.4 NC 0.34 gb:NM_023684.1 /DB_XREF=gi:12963782 /GEN=2810038K19Rik /FEA=FLmRNA /CNT=90 /TID=Mm.28418.1 /TIER=FL+Stack /STK=66 /UG=Mm.28418 /LL
MOE430_2_1448512_at 1.1 1.4 A A 0.99 0.99 0.4 NC 0.1 gb:NM_018792.1 /DB_XREF=gi:9055231 /GEN=Hils1 /FEA=FLmRNA /CNT=79 /TID=Mm.30482.1 /TIER=FL+Stack /STK=65 /UG=Mm.30482 /LL=54388 /DE
MOE430_2_1448526_at 957.7 1329.7 P P 0.000244 0.000244 0.4 I 0.00002 gb:D67015.1 /DB_XREF=gi:1669534 /FEA=FLmRNA /CNT=313 /TID=Mm.16710.1 /TIER=FL+Stack /STK=63 /UG=Mm.16710 /LL=16211 /UG_GENE=Impnb 
MOE430_2_1448542_at 497.7 625.1 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_025392.1 /DB_XREF=gi:13384773 /GEN=1110013J05Rik /FEA=FLmRNA /CNT=109 /TID=Mm.150686.1 /TIER=FL+Stack /STK=60 /UG=Mm.150686 /
MOE430_2_1448545_at 443.6 543.5 P P 0.000244 0.000244 0.4 I 0.000214 gb:AU021035 /DB_XREF=gi:3376619 /DB_XREF=AU021035 /CLONE=J0541G09 /FEA=FLmRNA /CNT=232 /TID=Mm.29350.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1448581_at 80.9 102.6 P P 0.000732 0.001221 0.4 NC 0.13 gb:AW493043 /DB_XREF=gi:7063324 /DB_XREF=UI-M-BH3-aty-g-02-0-UI.s1 /CLONE=UI-M-BH3-aty-g-02-0-UI /FEA=FLmRNA /CNT=122 /TID=Mm.22
MOE430_2_1448617_at 9.3 15.3 A A 0.19 0.09 0.4 NC 0.01 gb:NM_007651.2 /DB_XREF=gi:19745182 /GEN=Cd53 /FEA=FLmRNA /CNT=124 /TID=Mm.2692.1 /TIER=FL+Stack /STK=53 /UG=Mm.2692 /LL=12508 /DE
MOE430_2_1448623_at 165.7 220.3 P P 0.000244 0.000244 0.4 MI 0.00225 gb:NM_133739.1 /DB_XREF=gi:19526937 /GEN=2310075C12Rik /FEA=FLmRNA /CNT=150 /TID=Mm.146516.1 /TIER=FL+Stack /STK=52 /UG=Mm.146516 
MOE430_2_1448626_at 115.9 177.6 P P 0.000244 0.000244 0.4 I 0.001651 gb:NM_025876.1 /DB_XREF=gi:13385357 /GEN=2310066P17Rik /FEA=FLmRNA /CNT=75 /TID=Mm.74138.1 /TIER=FL+Stack /STK=52 /UG=Mm.74138 /LL
MOE430_2_1448628_at 2.4 1.6 A A 0.72 0.9 0.4 NC 0.46 gb:NM_009130.1 /DB_XREF=gi:6677866 /GEN=Scg3 /FEA=FLmRNA /CNT=84 /TID=Mm.2386.1 /TIER=FL+Stack /STK=52 /UG=Mm.2386 /LL=20255 /DEF=
MOE430_2_1448631_a_ 3.3 10.5 A A 0.85 0.72 0.4 NC 0.01 gb:NM_010433.1 /DB_XREF=gi:6754197 /GEN=Hipk2 /FEA=FLmRNA /CNT=82 /TID=Mm.20934.1 /TIER=FL+Stack /STK=51 /UG=Mm.20934 /LL=15258 /DE
MOE430_2_1448641_at 160.4 223.8 P P 0.000244 0.000244 0.4 NC 0.008511 gb:NM_134012.1 /DB_XREF=gi:19527229 /GEN=AA408199 /FEA=FLmRNA /CNT=219 /TID=Mm.29067.1 /TIER=FL+Stack /STK=50 /UG=Mm.29067 /LL=103
MOE430_2_1448652_at 73.7 100.5 P P 0.01 0.005859 0.4 NC 0.04 gb:NM_009376.1 /DB_XREF=gi:6678332 /GEN=TgN737Rpw /FEA=FLmRNA /CNT=66 /TID=Mm.4653.1 /TIER=FL+Stack /STK=50 /UG=Mm.4653 /LL=21821
MOE430_2_1448660_at 15.2 21.4 P A 0.01 0.11 0.4 NC 0.5 gb:NM_008113.1 /DB_XREF=gi:6679988 /GEN=Arhgdig /FEA=FLmRNA /CNT=61 /TID=Mm.1383.1 /TIER=FL+Stack /STK=49 /UG=Mm.1383 /LL=14570 /DE
MOE430_2_1448669_at 66 94.1 P P 0.000732 0.000732 0.4 NC 0.01 gb:AK004853.1 /DB_XREF=gi:12836349 /GEN=Dkk3 /FEA=FLmRNA /CNT=202 /TID=Mm.55143.1 /TIER=Stack /STK=83 /UG=Mm.55143 /LL=50781 /UG_T
MOE430_2_1448671_at 28.8 33.1 P P 0.00293 0.008057 0.4 NC 0.06 gb:AW120830 /DB_XREF=gi:6096163 /DB_XREF=UI-M-BH2.3-aoa-d-02-0-UI.s1 /CLONE=UI-M-BH2.3-aoa-d-02-0-UI /FEA=FLmRNA /CNT=138 /TID=Mm
MOE430_2_1448701_a_ 45.1 64.1 P P 0.001953 0.000244 0.4 NC 0.004073 gb:AF310134.1 /DB_XREF=gi:12044279 /FEA=FLmRNA /CNT=91 /TID=Mm.44004.1 /TIER=FL+Stack /STK=45 /UG=Mm.44004 /LL=79264 /UG_GENE=Ccm
MOE430_2_1448708_at 181.1 280.2 P P 0.000244 0.000244 0.4 I 0.000241 gb:NM_134027.1 /DB_XREF=gi:19923063 /GEN=Pparbp /FEA=FLmRNA /CNT=61 /TID=Mm.12926.1 /TIER=FL+Stack /STK=45 /UG=Mm.12926 /LL=19014 /
MOE430_2_1448753_at 450.5 666.4 P P 0.000244 0.000244 0.4 I 0.000273 gb:BI661964 /DB_XREF=gi:15576200 /DB_XREF=603304956F1 /CLONE=IMAGE:5350885 /FEA=FLmRNA /CNT=183 /TID=Mm.89927.1 /TIER=ConsEnd /ST
MOE430_2_1448780_at 109.3 151.9 P P 0.000244 0.000244 0.4 NC 0.37 gb:BG069505 /DB_XREF=gi:12552074 /DB_XREF=H3077B02-3 /CLONE=H3077B02 /FEA=FLmRNA /CNT=171 /TID=Mm.4168.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1448806_at 23.6 22.8 A A 0.14 0.06 0.4 NC 0.28 gb:AB021226.1 /DB_XREF=gi:5689226 /GEN=mt5-mmp /FEA=FLmRNA /CNT=59 /TID=Mm.21306.1 /TIER=FL+Stack /STK=39 /UG=Mm.21306 /LL=17391 
MOE430_2_1448818_at 65.2 102.8 P P 0.00415 0.001953 0.4 NC 0.04 gb:BC018425.1 /DB_XREF=gi:17391004 /FEA=FLmRNA /CNT=58 /TID=Mm.32207.1 /TIER=FL+Stack /STK=38 /UG=Mm.32207 /LL=22418 /UG_GENE=Wnt
MOE430_2_1448857_a_ 64.7 116.1 P P 0.005859 0.01 0.4 NC 0.5 gb:NM_025428.1 /DB_XREF=gi:13384825 /GEN=1190004A01Rik /FEA=FLmRNA /CNT=45 /TID=Mm.22538.1 /TIER=FL+Stack /STK=35 /UG=Mm.22538 /LL
MOE430_2_1448918_at 51.9 80.1 P P 0.01 0.001953 0.4 I 0.000389 gb:NM_023908.1 /DB_XREF=gi:12963862 /GEN=Slc21a11 /FEA=FLmRNA /CNT=81 /TID=Mm.25368.1 /TIER=FL+Stack /STK=31 /UG=Mm.25368 /LL=1081
MOE430_2_1448938_at 581.7 773.4 P P 0.000244 0.000244 0.4 I 0.000346 gb:NM_026632.1 /DB_XREF=gi:13386121 /GEN=C330026P08Rik /FEA=FLmRNA /CNT=70 /TID=Mm.29073.1 /TIER=FL+Stack /STK=30 /UG=Mm.29073 /LL
MOE430_2_1448966_a_ 9.4 8.3 A M 0.27 0.05 0.4 NC 0.28 gb:AF369980.1 /DB_XREF=gi:15425824 /GEN=Nfat5 /FEA=FLmRNA /CNT=115 /TID=Mm.34530.1 /TIER=FL /STK=1 /UG=Mm.34530 /LL=54446 /DEF=Mus
MOE430_2_1448981_x_ 15.2 20.1 P A 0.04 0.11 0.4 NC 0.5 gb:NM_013773.1 /DB_XREF=gi:7305552 /GEN=Tcl1b1 /FEA=FLmRNA /CNT=51 /TID=Mm.27538.1 /TIER=FL+Stack /STK=29 /UG=Mm.27538 /LL=27379 /D
MOE430_2_1449006_at 39 49.2 P P 0.03 0.03 0.4 NC 0.05 gb:NM_013463.1 /DB_XREF=gi:7305088 /GEN=Gla /FEA=FLmRNA /CNT=64 /TID=Mm.1114.1 /TIER=FL /STK=3 /UG=Mm.1114 /LL=11605 /DEF=Mus musc
MOE430_2_1449010_at 16.2 13.4 P A 0.03 0.11 0.4 NC 0.46 gb:BM116299 /DB_XREF=gi:17079317 /DB_XREF=L0833H10-3 /CLONE=L0833H10 /FEA=FLmRNA /CNT=62 /TID=Mm.4150.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1449052_a_ 41.9 46.5 M P 0.05 0.02 0.4 NC 0.03 gb:NM_010068.1 /DB_XREF=gi:6753661 /GEN=Dnmt3b /FEA=FLmRNA /CNT=64 /TID=Mm.89772.1 /TIER=FL+Stack /STK=25 /UG=Mm.89772 /LL=13436 /
MOE430_2_1449056_at 32.8 58.3 P P 0.000244 0.000732 0.4 NC 0.07 gb:NM_133929.1 /DB_XREF=gi:19527145 /GEN=AI841796 /FEA=FLmRNA /CNT=40 /TID=Mm.42873.1 /TIER=FL+Stack /STK=25 /UG=Mm.42873 /LL=1011
MOE430_2_1449063_at 410.7 641.2 P P 0.000732 0.000244 0.4 I 0.00002 gb:BC009024.1 /DB_XREF=gi:14290511 /FEA=FLmRNA /CNT=84 /TID=Mm.2551.1 /TIER=FL+Stack /STK=24 /UG=Mm.2551 /LL=20333 /UG_GENE=Sec22
MOE430_2_1449094_at 385.7 556.3 P P 0.000244 0.000244 0.4 I 0.000307 gb:NM_008122.1 /DB_XREF=gi:6680006 /GEN=Gja7 /FEA=FLmRNA /CNT=41 /TID=Mm.3096.1 /TIER=FL+Stack /STK=23 /UG=Mm.3096 /LL=14615 /DEF=
MOE430_2_1449108_at 1220.7 1727.8 P P 0.000244 0.000244 0.4 I 0.00002 gb:D43690.1 /DB_XREF=gi:1065600 /FEA=FLmRNA /CNT=149 /TID=Mm.1061.1 /TIER=FL+Stack /STK=22 /UG=Mm.1061 /LL=14148 /UG_GENE=Fdx1 /DE
MOE430_2_1449122_at 35.7 55.8 P P 0.000244 0.000244 0.4 NC 0.03 gb:NM_026534.1 /DB_XREF=gi:13386035 /GEN=3110003A22Rik /FEA=FLmRNA /CNT=40 /TID=Mm.41643.1 /TIER=FL+Stack /STK=22 /UG=Mm.41643 /LL
MOE430_2_1449141_at 130 178.6 P P 0.000732 0.000732 0.4 MI 0.00249 gb:BG070068 /DB_XREF=gi:12552560 /DB_XREF=H3082D06-3 /CLONE=H3082D06 /FEA=FLmRNA /CNT=133 /TID=Mm.11734.1 /TIER=Stack /STK=49 /U
MOE430_2_1449149_at 9.5 12.4 A A 0.17 0.14 0.4 NC 0.13 gb:U21050.1 /DB_XREF=gi:719292 /GEN=CRAF1 /FEA=FLmRNA /CNT=64 /TID=Mm.27431.1 /TIER=FL /STK=4 /UG=Mm.27431 /LL=22031 /DEF=Mus mu
MOE430_2_1449155_at 4.2 5.4 A A 0.46 0.53 0.4 NC 0.5 gb:NM_026190.1 /DB_XREF=gi:13385703 /GEN=2310047G20Rik /FEA=FLmRNA /CNT=39 /TID=Mm.32661.1 /TIER=FL+Stack /STK=21 /UG=Mm.32661 /LL
MOE430_2_1449189_at 313 415.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:NM_030252.1 /DB_XREF=gi:13384891 /GEN=BC003266 /FEA=FLmRNA /CNT=48 /TID=Mm.139607.1 /TIER=FL+Stack /STK=19 /UG=Mm.139607 /LL=80
MOE430_2_1449192_at 174.6 239.2 P P 0.000244 0.000244 0.4 I 0.00002 gb:NM_019426.1 /DB_XREF=gi:9506408 /GEN=Atf7ip /FEA=FLmRNA /CNT=62 /TID=Mm.31529.1 /TIER=FL+Stack /STK=19 /UG=Mm.31529 /LL=54343 /D
MOE430_2_1449200_at 207.5 258 P P 0.008057 0.01 0.4 NC 0.003699 gb:BG073833 /DB_XREF=gi:12556402 /DB_XREF=H3127F09-3 /CLONE=H3127F09 /FEA=FLmRNA /CNT=85 /TID=Mm.31419.1 /TIER=Stack /STK=14 /UG
MOE430_2_1449210_at 57.3 91.2 P P 0.000244 0.001953 0.4 NC 0.5 gb:BB499476 /DB_XREF=gi:16442186 /DB_XREF=BB499476 /CLONE=D630021F02 /FEA=FLmRNA /CNT=116 /TID=Mm.12919.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1449214_a_ 47.7 73.1 P P 0.000244 0.001221 0.4 NC 0.03 gb:BC025160.1 /DB_XREF=gi:19263786 /FEA=FLmRNA /CNT=56 /TID=Mm.31402.1 /TIER=FL+Stack /STK=18 /UG=Mm.31402 /LL=74143 /UG_GENE=1200
MOE430_2_1449235_at 4.7 4.7 A A 0.11 0.24 0.4 NC 0.36 gb:NM_010177.1 /DB_XREF=gi:6753817 /GEN=Tnfsf6 /FEA=FLmRNA /CNT=27 /TID=Mm.3355.1 /TIER=FL+Stack /STK=18 /UG=Mm.3355 /LL=14103 /DEF
MOE430_2_1449265_at 5.5 9.9 A A 0.3 0.3 0.4 NC 0.5 gb:BC008152.1 /DB_XREF=gi:14198187 /FEA=FLmRNA /CNT=45 /TID=Mm.1051.1 /TIER=FL+Stack /STK=16 /UG=Mm.1051 /LL=12362 /UG_GENE=Casp1
MOE430_2_1449267_at 287.9 379.8 P P 0.000244 0.000244 0.4 I 0.000052 gb:BC006876.1 /DB_XREF=gi:13905167 /FEA=FLmRNA /CNT=77 /TID=Mm.41767.1 /TIER=FL+Stack /STK=13 /UG=Mm.41767 /LL=68038 /UG_GENE=3110
MOE430_2_1449336_a_ 34.5 62.9 P P 0.00293 0.008057 0.4 NC 0.15 gb:NM_009289.1 /DB_XREF=gi:7106426 /GEN=Stk2 /FEA=FLmRNA /CNT=160 /TID=Mm.7693.1 /TIER=FL+Stack /STK=13 /UG=Mm.7693 /LL=20874 /DEF
MOE430_2_1449348_at 47.5 60 P P 0.005859 0.000732 0.4 I 0.001336 gb:AF199010.1 /DB_XREF=gi:7549226 /GEN=Pals2 /FEA=FLmRNA /CNT=40 /TID=Mm.41288.1 /TIER=FL+Stack /STK=13 /UG=Mm.41288 /LL=56524 /DEF
MOE430_2_1449400_at 2.9 2.9 A A 0.69 0.85 0.4 NC 0.15 gb:NM_027945.1 /DB_XREF=gi:13386271 /GEN=1700007H16Rik /FEA=FLmRNA /CNT=15 /TID=Mm.116959.1 /TIER=FL+Stack /STK=12 /UG=Mm.116959 /
MOE430_2_1449405_at 33.5 46.9 P P 0.000244 0.000732 0.4 NC 0.02 gb:NM_027884.1 /DB_XREF=gi:13540491 /GEN=Tns /FEA=FLmRNA /CNT=81 /TID=Mm.179671.1 /TIER=FL+Stack /STK=11 /UG=Mm.179671 /LL=21961 /
MOE430_2_1449418_s_ 250.3 364.9 P P 0.000732 0.000732 0.4 I 0.000167 gb:NM_025386.1 /DB_XREF=gi:13384763 /GEN=1110020F21Rik /FEA=FLmRNA /CNT=26 /TID=Mm.27888.1 /TIER=FL+Stack /STK=11 /UG=Mm.27888 /LL=
MOE430_2_1449513_at 1 4.2 A A 0.82 0.6 0.4 NC 0.16 gb:NM_010086.1 /DB_XREF=gi:6753685 /GEN=Adam24 /FEA=FLmRNA /CNT=22 /TID=Mm.67403.1 /TIER=FL+Stack /STK=8 /UG=Mm.67403 /LL=13526 /D
MOE430_2_1449537_at 5.2 8.7 A A 0.56 0.43 0.4 NC 0.49 gb:NM_013600.1 /DB_XREF=gi:7305280 /GEN=Msh5 /FEA=FLmRNA /CNT=18 /TID=Mm.24192.1 /TIER=FL+Stack /STK=8 /UG=Mm.24192 /LL=17687 /DEF
MOE430_2_1449549_at 60.1 87.2 P P 0.000244 0.000244 0.4 NC 0.05 gb:U30244.1 /DB_XREF=gi:924946 /FEA=FLmRNA /CNT=152 /TID=Mm.4005.1 /TIER=FL /STK=1 /UG=Mm.4005 /LL=13642 /UG_GENE=Efnb2 /DEF=Mus m
MOE430_2_1449554_at 24.2 39.8 P P 0.000244 0.000244 0.4 NC 0.003041 gb:NM_009389.1 /DB_XREF=gi:6678360 /GEN=Tle3 /FEA=FLmRNA /CNT=130 /TID=Mm.24255.1 /TIER=FL /STK=7 /UG=Mm.24255 /LL=21887 /DEF=Mus 
MOE430_2_1449595_at 1.3 2.5 A A 0.72 0.72 0.4 NC 0.5 gb:C79490 /DB_XREF=gi:2519820 /DB_XREF=C79490 /CLONE=J0067A09 /FEA=EST /CNT=2 /TID=Mm.13300.1 /TIER=ConsEnd /STK=2 /UG=Mm.13300 /
MOE430_2_1449629_s_ 116 138.9 P P 0.000244 0.000244 0.4 NC 0.04 gb:AW046420 /DB_XREF=gi:5906949 /DB_XREF=UI-M-BH1-akp-c-04-0-UI.s1 /CLONE=UI-M-BH1-akp-c-04-0-UI /FEA=EST /CNT=1 /TID=Mm.199943.1
MOE430_2_1449657_at 21.6 28.3 A M 0.12 0.05 0.4 NC 0.31 gb:AI465359 /DB_XREF=gi:4319389 /DB_XREF=mu75e01.x1 /CLONE=IMAGE:651384 /FEA=EST /CNT=3 /TID=Mm.37656.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449658_at 1.2 1 A A 0.6 0.6 0.4 NC 0.49 gb:AA536748 /DB_XREF=gi:2282741 /DB_XREF=vj88d02.r1 /CLONE=IMAGE:944163 /FEA=EST /CNT=3 /TID=Mm.4328.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449684_at 7.8 6.4 A A 0.19 0.39 0.4 NC 0.5 gb:C80494 /DB_XREF=gi:2520824 /DB_XREF=C80494 /CLONE=J0083A07 /FEA=EST /CNT=1 /TID=Mm.197960.1 /TIER=ConsEnd /STK=1 /UG=Mm.19796
MOE430_2_1449691_at 11 15 P A 0.01 0.14 0.4 NC 0.16 gb:AU015726 /DB_XREF=gi:3370517 /DB_XREF=AU015726 /CLONE=J0715F01 /FEA=EST /CNT=1 /TID=Mm.195311.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1449718_s_ 56.5 64.8 P P 0.000732 0.000244 0.4 NC 0.01 gb:AI649104 /DB_XREF=gi:4729938 /DB_XREF=uk25g06.x1 /CLONE=IMAGE:1970074 /FEA=EST /CNT=1 /TID=Mm.204378.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449756_at 1.5 1.5 A A 0.78 0.75 0.4 NC 0.2 gb:N28111 /DB_XREF=gi:1145950 /DB_XREF=MDB1371 /FEA=EST /CNT=1 /TID=Mm.219749.1 /TIER=ConsEnd /STK=0 /UG=Mm.219749 /LL=52811 /UG_
MOE430_2_1449789_x_ 12.6 25.3 P P 0.03 0.02 0.4 NC 0.16 gb:AV088850 /DB_XREF=gi:5220298 /DB_XREF=AV088850 /CLONE=2310040E07 /FEA=EST /CNT=1 /TID=Mm.46400.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449793_at 5.8 8.8 A A 0.36 0.27 0.4 NC 0.48 gb:AV329014 /DB_XREF=gi:6369066 /DB_XREF=AV329014 /CLONE=6330445O06 /FEA=EST /CNT=1 /TID=Mm.142348.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449830_at 0.6 1.2 A A 0.78 0.53 0.4 NC 0.08 gb:NM_013766.1 /DB_XREF=gi:7305406 /GEN=Prlpi /FEA=FLmRNA /CNT=9 /TID=Mm.36225.1 /TIER=FL /STK=6 /UG=Mm.36225 /LL=27372 /DEF=Mus mu
MOE430_2_1449834_at 1 1.1 A A 0.98 0.82 0.4 NC 0.004925 gb:NM_018832.1 /DB_XREF=gi:9055305 /GEN=Pdzx /FEA=FLmRNA /CNT=9 /TID=Mm.67912.1 /TIER=FL /STK=6 /UG=Mm.67912 /LL=54634 /DEF=Mus m
MOE430_2_1449839_at 319.8 532.6 P P 0.000732 0.000732 0.4 NC 0.01 gb:BG070529 /DB_XREF=gi:12553098 /DB_XREF=H3088C12-3 /CLONE=H3088C12 /FEA=FLmRNA /CNT=56 /TID=Mm.34405.1 /TIER=Stack /STK=20 /UG
MOE430_2_1449858_at 0.4 0.6 A A 0.98 0.98 0.4 NC 0.26 gb:NM_019388.1 /DB_XREF=gi:9506472 /GEN=Cd86 /FEA=FLmRNA /CNT=22 /TID=Mm.1452.1 /TIER=FL /STK=5 /UG=Mm.1452 /LL=12524 /DEF=Mus mu
MOE430_2_1449869_at 23.9 16.3 P A 0.01 0.09 0.4 NC 0.5 gb:NM_016982.1 /DB_XREF=gi:8850237 /GEN=Vpreb1 /FEA=FLmRNA /CNT=9 /TID=Mm.5008.1 /TIER=FL /STK=5 /UG=Mm.5008 /LL=22362 /DEF=Mus m
MOE430_2_1449883_at 0.9 1.3 A A 0.96 0.87 0.4 NC 0.17 gb:NM_052824.1 /DB_XREF=gi:16554573 /GEN=Fxyd2 /FEA=FLmRNA /CNT=6 /TID=Mm.22742.3 /TIER=FL /STK=5 /UG=Mm.22742 /LL=11936 /DEF=Mus 
MOE430_2_1449893_a_ 49.7 85.9 P P 0.008057 0.00415 0.4 NC 0.01 gb:NM_008377.1 /DB_XREF=gi:6680444 /GEN=Img /FEA=FLmRNA /CNT=50 /TID=Mm.944.1 /TIER=FL /STK=4 /UG=Mm.944 /LL=16206 /DEF=Mus muscu
MOE430_2_1449917_at 17.6 25.9 A A 0.39 0.09 0.4 NC 0.05 gb:NM_008852.1 /DB_XREF=gi:6679340 /GEN=Pitx3 /FEA=FLmRNA /CNT=5 /TID=Mm.6255.1 /TIER=FL /STK=4 /UG=Mm.6255 /LL=18742 /DEF=Mus mus
MOE430_2_1449929_at 501.6 650.7 P P 0.000244 0.000244 0.4 I 0.000189 gb:AK010186.1 /DB_XREF=gi:12845447 /FEA=FLmRNA /CNT=208 /TID=Mm.29150.1 /TIER=Stack /STK=108 /UG=Mm.29150 /LL=67117 /UG_GENE=23100
MOE430_2_1449954_at 27.8 37.6 P P 0.03 0.001953 0.4 NC 0.34 gb:NM_008317.1 /DB_XREF=gi:6680332 /GEN=Hyal1 /FEA=FLmRNA /CNT=17 /TID=Mm.10305.1 /TIER=FL /STK=3 /UG=Mm.10305 /LL=15586 /DEF=Mus 
MOE430_2_1449957_at 52.2 65 P P 0.01 0.01 0.4 NC 0.00712 gb:NM_007955.1 /DB_XREF=gi:6679690 /GEN=Esp /FEA=FLmRNA /CNT=9 /TID=Mm.4450.1 /TIER=FL /STK=3 /UG=Mm.4450 /LL=13924 /DEF=Mus musc
MOE430_2_1449981_a_ 195.3 240.5 P P 0.000732 0.000244 0.4 I 0.000865 gb:NM_010874.1 /DB_XREF=gi:6754793 /GEN=Nat2 /FEA=FLmRNA /CNT=5 /TID=Mm.4695.1 /TIER=FL /STK=3 /UG=Mm.4695 /LL=17961 /DEF=Mus mus
MOE430_2_1449987_at 11.1 14.1 P M 0.03 0.05 0.4 NC 0.12 gb:NM_007439.1 /DB_XREF=gi:6680679 /GEN=Alk /FEA=FLmRNA /CNT=5 /TID=Mm.2536.1 /TIER=FL /STK=3 /UG=Mm.2536 /LL=11682 /DEF=Mus muscu
MOE430_2_1450026_a_ 167.8 227.5 P P 0.000244 0.000244 0.4 I 0.000189 gb:AV306734 /DB_XREF=gi:16393860 /DB_XREF=AV306734 /CLONE=5730544H15 /FEA=FLmRNA /CNT=124 /TID=Mm.21503.1 /TIER=Stack /STK=24 /U
MOE430_2_1450038_s_ 24.1 44.4 P P 0.008057 0.01 0.4 NC 0.15 gb:NM_009481.1 /DB_XREF=gi:6678522 /GEN=Usp9x /FEA=FLmRNA /CNT=209 /TID=Mm.396.1 /TIER=FL /STK=2 /UG=Mm.396 /LL=22284 /DEF=Mus mu
MOE430_2_1450050_at 42.5 60.5 P P 0.01 0.01 0.4 NC 0.5 gb:AW537496 /DB_XREF=gi:7179913 /DB_XREF=G0117B09-3 /CLONE=G0117B09 /FEA=FLmRNA /CNT=69 /TID=Mm.15694.1 /TIER=Stack /STK=12 /UG
MOE430_2_1450052_at 98.6 125.5 P P 0.02 0.01 0.4 NC 0.004073 gb:NM_008442.1 /DB_XREF=gi:6680559 /GEN=Kif2 /FEA=FLmRNA /CNT=71 /TID=Mm.4415.1 /TIER=FL /STK=2 /UG=Mm.4415 /LL=16563 /DEF=Mus mus
MOE430_2_1450100_a_ 24 32.9 P P 0.00415 0.00415 0.4 NC 0.09 gb:AW046403 /DB_XREF=gi:5906932 /DB_XREF=UI-M-BH1-akp-a-09-0-UI.s1 /CLONE=UI-M-BH1-akp-a-09-0-UI /FEA=FLmRNA /CNT=62 /TID=Mm.679
MOE430_2_1450135_at 49.7 72.9 P P 0.000732 0.001221 0.4 NC 0.01 gb:AU043193 /DB_XREF=gi:3978668 /DB_XREF=AU043193 /CLONE=J0901C08 /FEA=FLmRNA /CNT=18 /TID=Mm.43568.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1450155_at 0.6 1.3 A A 0.8 0.75 0.4 NC 0.22 gb:NM_010576.1 /DB_XREF=gi:7110656 /GEN=Itga4 /FEA=FLmRNA /CNT=25 /TID=Mm.1346.1 /TIER=FL /STK=2 /UG=Mm.1346 /LL=16401 /DEF=Mus mu
MOE430_2_1450176_at 8.8 8.4 A A 0.17 0.19 0.4 NC 0.37 gb:BI082349 /DB_XREF=gi:14500679 /DB_XREF=602877546F1 /CLONE=IMAGE:5009410 /FEA=FLmRNA /CNT=17 /TID=Mm.11168.1 /TIER=ConsEnd /STK
MOE430_2_1450237_at 1.6 3.5 A A 0.65 0.5 0.4 NC 0.5 gb:NM_019957.1 /DB_XREF=gi:9910209 /GEN=Dnase2b /FEA=FLmRNA /CNT=8 /TID=Mm.25853.1 /TIER=FL /STK=2 /UG=Mm.25853 /LL=56629 /DEF=Mu
MOE430_2_1450238_at 0.8 1 A A 0.9 0.88 0.4 NC 0.17 gb:NM_008105.1 /DB_XREF=gi:6679972 /GEN=Gcnt2 /FEA=FLmRNA /CNT=7 /TID=Mm.23803.1 /TIER=FL /STK=2 /UG=Mm.23803 /LL=14538 /DEF=Mus m
MOE430_2_1450243_a_ 0.4 0.6 A A 0.99 0.98 0.4 NC 0.35 gb:NM_030598.1 /DB_XREF=gi:13447391 /GEN=Dscr1l1 /FEA=FLmRNA /CNT=6 /TID=Mm.41696.1 /TIER=FL /STK=2 /UG=Mm.41696 /LL=53901 /DEF=Mu
MOE430_2_1450314_at 1.6 1.4 A A 0.87 0.78 0.4 NC 0.15 gb:NM_033606.1 /DB_XREF=gi:19424111 /GEN=Dqx1 /FEA=FLmRNA /CNT=3 /TID=Mm.140332.1 /TIER=FL /STK=2 /UG=Mm.140332 /LL=93838 /DEF=Mu
MOE430_2_1450323_at 19.9 23.8 A P 0.17 0.03 0.4 NC 0.02 gb:NM_027488.1 /DB_XREF=gi:13386231 /GEN=5730493B19Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158420.1 /TIER=FL /STK=2 /UG=Mm.158420 /LL=70630
MOE430_2_1450346_at 0.5 1 A A 0.99 0.98 0.4 NC 0.09 gb:NM_010340.1 /DB_XREF=gi:6754059 /GEN=Gpr50 /FEA=FLmRNA /CNT=2 /TID=Mm.57095.1 /TIER=FL /STK=2 /UG=Mm.57095 /LL=14765 /DEF=Mus m
MOE430_2_1450370_a_ 13.6 20.9 A P 0.09 0.008057 0.4 NC 0.004925 gb:NM_030265.1 /DB_XREF=gi:13385229 /GEN=Calp-pending /FEA=FLmRNA /CNT=2 /TID=Mm.160172.1 /TIER=FL /STK=2 /UG=Mm.160172 /LL=80334 /
MOE430_2_1450396_at 76.3 123.9 P P 0.000244 0.000732 0.4 NC 0.03 gb:NM_021465.1 /DB_XREF=gi:10946857 /GEN=Stag2 /FEA=FLmRNA /CNT=128 /TID=Mm.24025.1 /TIER=FL /STK=1 /UG=Mm.24025 /LL=20843 /DEF=Mu
MOE430_2_1450424_a_ 12 12.3 A A 0.39 0.43 0.4 NC 0.04 gb:AF110803.1 /DB_XREF=gi:4324935 /GEN=IL18BP /FEA=FLmRNA /CNT=32 /TID=Mm.45579.1 /TIER=FL /STK=1 /UG=Mm.45579 /LL=16068 /DEF=Mus
MOE430_2_1450431_a_ 3636.7 4767.1 P P 0.000244 0.000244 0.4 I 0.000214 gb:D85414.1 /DB_XREF=gi:1374781 /GEN=Nedd4 /FEA=FLmRNA /CNT=23 /TID=Mm.16553.1 /TIER=ConsEnd /STK=0 /UG=Mm.16553 /LL=17999 /UG_TIT
MOE430_2_1450435_at 40.2 50.5 P P 0.001953 0.000244 0.4 I 0.000189 gb:BB132473 /DB_XREF=gi:8786863 /DB_XREF=BB132473 /CLONE=9630061O09 /FEA=FLmRNA /CNT=34 /TID=Mm.57194.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1450438_at 10.1 15.3 A A 0.17 0.24 0.4 NC 0.5 gb:NM_010875.1 /DB_XREF=gi:18450275 /GEN=Ncam1 /FEA=FLmRNA /CNT=26 /TID=Mm.4974.1 /TIER=FL /STK=1 /UG=Mm.4974 /LL=17967 /DEF=Mus 
MOE430_2_1450473_at 0.7 1.1 A A 0.98 0.93 0.4 NC 0.6 gb:NM_017378.1 /DB_XREF=gi:8393915 /GEN=Pcdh12 /FEA=FLmRNA /CNT=16 /TID=Mm.12862.1 /TIER=FL /STK=1 /UG=Mm.12862 /LL=53601 /DEF=Mu
MOE430_2_1450488_at 3.4 4.2 A A 0.88 0.93 0.4 NC 0.24 gb:AF281075.1 /DB_XREF=gi:11181621 /GEN=Scya24 /FEA=FLmRNA /CNT=7 /TID=Mm.31505.1 /TIER=FL /STK=1 /UG=Mm.31505 /LL=56221 /DEF=Mus
MOE430_2_1450490_at 2.8 14.6 A A 0.33 0.17 0.4 NC 0.5 gb:NM_010596.1 /DB_XREF=gi:6754413 /GEN=Kcna7 /FEA=FLmRNA /CNT=9 /TID=Mm.12955.1 /TIER=FL /STK=1 /UG=Mm.12955 /LL=16495 /DEF=Mus m
MOE430_2_1450513_at 0.8 1.5 A A 0.72 0.72 0.4 NC 0.33 gb:NM_021293.1 /DB_XREF=gi:10946589 /GEN=Cd33 /FEA=FLmRNA /CNT=5 /TID=Mm.140157.1 /TIER=FL /STK=1 /UG=Mm.140157 /LL=12489 /DEF=Mu
MOE430_2_1450562_at 13.6 23.1 P A 0.03 0.09 0.4 NC 0.5 gb:NM_008530.1 /DB_XREF=gi:6678749 /GEN=Ly6f /FEA=FLmRNA /CNT=2 /TID=Mm.57179.1 /TIER=FL /STK=1 /UG=Mm.57179 /LL=17071 /DEF=Mus mu
MOE430_2_1450620_at 5.7 12 A A 0.17 0.39 0.4 NC 0.4 gb:NM_020620.1 /DB_XREF=gi:10181169 /GEN=U48620 /FEA=FLmRNA /CNT=1 /TID=Mm.103774.1 /TIER=FL /STK=1 /UG=Mm.103774 /LL=57384 /DEF=
MOE430_2_1450639_at 0.9 1 A A 0.97 0.9 0.4 NC 0.05 gb:NM_021520.1 /DB_XREF=gi:10946943 /GEN=Slc28a2 /FEA=FLmRNA /CNT=72 /TID=Mm.29510.1 /TIER=FL+Stack /STK=55 /UG=Mm.29510 /LL=59023 
MOE430_2_1450644_at 2369.4 2833.1 P P 0.000244 0.000244 0.4 I 0.000214 gb:M58566.1 /DB_XREF=gi:202064 /FEA=FLmRNA /CNT=300 /TID=Mm.18571.1 /TIER=FL+Stack /STK=44 /UG=Mm.18571 /LL=12192 /UG_GENE=Zfp36l1 
MOE430_2_1450651_at 10.2 25.3 A P 0.14 0.008057 0.4 NC 0.03 gb:AV297945 /DB_XREF=gi:16392992 /DB_XREF=AV297945 /CLONE=5730453G03 /FEA=FLmRNA /CNT=126 /TID=Mm.60590.1 /TIER=Stack /STK=9 /UG
MOE430_2_1450668_s_ 2283 2767.8 P P 0.000244 0.000244 0.4 NC 0.003699 gb:NM_008303.1 /DB_XREF=gi:6680308 /GEN=Hspe1 /FEA=FLmRNA /CNT=221 /TID=Mm.197601.1 /TIER=FL+Stack /STK=32 /UG=Mm.197601 /LL=15528
MOE430_2_1450695_at 14.7 18.3 A P 0.06 0.005859 0.4 NC 0.5 gb:BE989096 /DB_XREF=gi:10666124 /DB_XREF=UI-M-CG0p-bhj-h-04-0-UI.s1 /CLONE=UI-M-CG0p-bhj-h-04-0-UI /FEA=FLmRNA /CNT=82 /TID=Mm.4
MOE430_2_1450701_a_ 88.9 149.6 P P 0.000244 0.000244 0.4 NC 0.005933 gb:NM_022011.1 /DB_XREF=gi:11528491 /GEN=Gtf2h2 /FEA=FLmRNA /CNT=43 /TID=Mm.28619.1 /TIER=FL+Stack /STK=22 /UG=Mm.28619 /LL=23894 /
MOE430_2_1450724_at 243.8 317.2 P P 0.000244 0.000244 0.4 I 0.000618 gb:NM_053090.1 /DB_XREF=gi:16716376 /GEN=Drctnnb1a-pending /FEA=FLmRNA /CNT=63 /TID=Mm.12393.1 /TIER=FL+Stack /STK=16 /UG=Mm.12393 
MOE430_2_1450742_at 123.5 133.2 P P 0.001221 0.000244 0.4 MI 0.00225 gb:BG079188 /DB_XREF=gi:12561756 /DB_XREF=H3036H04-5 /CLONE=H3036H04 /FEA=FLmRNA /CNT=103 /TID=Mm.27291.1 /TIER=Stack /STK=11 /U
MOE430_2_1450798_at 15.7 26.5 A A 0.08 0.08 0.4 NC 0.12 gb:NM_031176.1 /DB_XREF=gi:13928671 /GEN=Tnxb /FEA=FLmRNA /CNT=13 /TID=Mm.183266.1 /TIER=FL /STK=2 /UG=Mm.183266 /LL=81877 /DEF=M
MOE430_2_1450806_at 14.2 14.8 A A 0.36 0.14 0.4 NC 0.5 gb:NM_019916.1 /DB_XREF=gi:9910537 /GEN=Hox11l2 /FEA=FLmRNA /CNT=7 /TID=Mm.25362.1 /TIER=FL /STK=1 /UG=Mm.25362 /LL=27140 /DEF=Mus
MOE430_2_1450811_at 2.3 2.7 A A 0.87 0.85 0.4 NC 0.72 gb:NM_011476.1 /DB_XREF=gi:6755643 /GEN=Sprr2j /FEA=FLmRNA /CNT=3 /TID=Mm.57084.1 /TIER=FL /STK=1 /UG=Mm.57084 /LL=20764 /DEF=Mus m
MOE430_2_1450833_at 1.6 2.8 A A 0.91 0.94 0.4 NC 0.23 gb:NM_007698.1 /DB_XREF=gi:6680937 /GEN=Chrm1 /FEA=FLmRNA /CNT=4 /TID=Mm.57200.1 /TIER=FL /STK=0 /UG=Mm.57200 /LL=12669 /DEF=Mus 
MOE430_2_1450874_at 431.8 615.9 P P 0.000244 0.000244 0.4 I 0.00002 gb:BF226671 /DB_XREF=gi:11134471 /DB_XREF=uz14f09.x1 /CLONE=IMAGE:3669065 /FEA=FLmRNA /CNT=469 /TID=Mm.25575.1 /TIER=Stack /STK=39
MOE430_2_1450899_at 134.6 182.6 P P 0.000244 0.000244 0.4 NC 0.01 gb:BB829652 /DB_XREF=gi:17007895 /DB_XREF=BB829652 /CLONE=G930008C06 /FEA=FLmRNA /CNT=207 /TID=Mm.2998.1 /TIER=Stack /STK=16 /UG
MOE430_2_1450900_at 240.9 297 P P 0.000732 0.000244 0.4 NC 0.02 gb:BQ177215 /DB_XREF=gi:20352707 /DB_XREF=UI-M-DJ2-bwa-n-24-0-UI.s1 /CLONE=UI-M-DJ2-bwa-n-24-0-UI /FEA=FLmRNA /CNT=263 /TID=Mm.
MOE430_2_1450908_at 565.9 789.9 P P 0.000244 0.000244 0.4 I 0.000273 gb:BG074412 /DB_XREF=gi:12556981 /DB_XREF=H3134G10-3 /CLONE=H3134G10 /FEA=FLmRNA /CNT=205 /TID=Mm.3941.1 /TIER=Stack /STK=27 /UG
MOE430_2_1450913_at 24.8 34.7 P P 0.01 0.00293 0.4 NC 0.01 gb:BQ175843 /DB_XREF=gi:20351335 /DB_XREF=UI-M-DJ2-bwf-i-05-0-UI.s1 /CLONE=UI-M-DJ2-bwf-i-05-0-UI /FEA=FLmRNA /CNT=107 /TID=Mm.26
MOE430_2_1450926_at 10.8 11.8 P A 0.04 0.06 0.4 NC 0.74 gb:BI154058 /DB_XREF=gi:14614059 /DB_XREF=602870945F1 /CLONE=IMAGE:5002859 /FEA=FLmRNA /CNT=315 /TID=Mm.29868.1 /TIER=ConsEnd /ST
MOE430_2_1450948_a_ 52.9 63.7 P P 0.000732 0.000244 0.4 NC 0.01 gb:AK010343.1 /DB_XREF=gi:12845714 /FEA=FLmRNA /CNT=49 /TID=Mm.195514.1 /TIER=Stack /STK=13 /UG=Mm.195514 /LL=94061 /UG_GENE=Mrpl1
MOE430_2_1450963_at 645.6 839.7 P P 0.000244 0.000244 0.4 NC 0.01 gb:AW412441 /DB_XREF=gi:6938406 /DB_XREF=uq43a01.x1 /CLONE=IMAGE:2812104 /FEA=FLmRNA /CNT=501 /TID=Mm.196608.1 /TIER=Stack /STK=9 
MOE430_2_1450966_at 235.1 318.1 P P 0.000244 0.000244 0.4 I 0.000618 gb:BB283187 /DB_XREF=gi:8983636 /DB_XREF=BB283187 /CLONE=A930101D22 /FEA=FLmRNA /CNT=134 /TID=Mm.28197.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450971_at 166.4 199.2 P P 0.000732 0.001953 0.4 NC 0.01 gb:AK010420.1 /DB_XREF=gi:12845848 /GEN=Gadd45b /FEA=FLmRNA /CNT=66 /TID=Mm.1360.1 /TIER=Stack /STK=8 /UG=Mm.1360 /LL=17873 /UG_TI
MOE430_2_1451044_at 98.4 141.2 P P 0.001221 0.001953 0.4 I 0.000214 gb:AK013414.1 /DB_XREF=gi:12850758 /GEN=Sip1 /FEA=FLmRNA /CNT=43 /TID=Mm.35353.1 /TIER=Stack /STK=9 /UG=Mm.35353 /LL=66603 /UG_TITL
MOE430_2_1451058_at 193.5 309.2 P P 0.000244 0.000244 0.4 I 0.000273 gb:AV017653 /DB_XREF=gi:16356333 /DB_XREF=AV017653 /CLONE=1190001J23 /FEA=FLmRNA /CNT=32 /TID=Mm.45143.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1451062_a_ 6.8 6.9 A A 0.56 0.6 0.4 NC 0.5 gb:AV327933 /DB_XREF=gi:6367985 /DB_XREF=AV327933 /CLONE=6330437G17 /FEA=FLmRNA /CNT=20 /TID=Mm.151332.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1451063_at 229.1 285.1 P P 0.000244 0.000244 0.4 NC 0.005409 gb:BB771462 /DB_XREF=gi:16213202 /DB_XREF=BB771462 /CLONE=G370129J22 /FEA=FLmRNA /CNT=11 /TID=Mm.88498.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1451109_a_ 3875 4823.8 P P 0.000244 0.000244 0.4 I 0.000114 gb:BG073415 /DB_XREF=gi:12555984 /DB_XREF=H3122D01-3 /CLONE=H3122D01 /FEA=FLmRNA /CNT=455 /TID=Mm.16553.2 /TIER=Stack /STK=40 /U
MOE430_2_1451122_at 52.6 77.3 P P 0.001221 0.000732 0.4 NC 0.02 gb:BC004801.1 /DB_XREF=gi:13435920 /FEA=FLmRNA /CNT=191 /TID=Mm.29847.1 /TIER=FL+Stack /STK=105 /UG=Mm.29847 /DEF=Mus musculus, Sim
MOE430_2_1451131_at 438.7 519 P P 0.000732 0.000732 0.4 I 0.001651 gb:AF133669.1 /DB_XREF=gi:4927191 /GEN=Aip-1 /FEA=FLmRNA /CNT=334 /TID=Mm.29924.1 /TIER=FL+Stack /STK=15 /UG=Mm.29924 /LL=54208 /DE
MOE430_2_1451135_at 267.8 328.7 P P 0.000244 0.000244 0.4 NC 0.005933 gb:BC016637.1 /DB_XREF=gi:16741676 /FEA=FLmRNA /CNT=132 /TID=Mm.27213.1 /TIER=FL+Stack /STK=98 /UG=Mm.27213 /DEF=Mus musculus, gene
MOE430_2_1451137_a_ 127.4 154.4 P P 0.000244 0.000244 0.4 I 0.001486 gb:BC025644.1 /DB_XREF=gi:19344049 /FEA=FLmRNA /CNT=158 /TID=Mm.28414.1 /TIER=FL+Stack /STK=97 /UG=Mm.28414 /DEF=Mus musculus, Simil
MOE430_2_1451140_s_ 88.3 134.6 P P 0.001221 0.001221 0.4 I 0.000692 gb:BB756794 /DB_XREF=gi:16203121 /DB_XREF=BB756794 /CLONE=G270078K08 /FEA=FLmRNA /CNT=153 /TID=Mm.33649.1 /TIER=Stack /STK=29 /U
MOE430_2_1451142_at 173 193.8 P P 0.01 0.008057 0.4 NC 0.004073 gb:BC024678.1 /DB_XREF=gi:19354075 /FEA=FLmRNA /CNT=128 /TID=Mm.28271.1 /TIER=FL+Stack /STK=95 /UG=Mm.28271 /LL=69940 /UG_GENE=28
MOE430_2_1451159_at 295.1 361.1 P P 0.00415 0.000732 0.4 I 0.000389 gb:AF467766.1 /DB_XREF=gi:19387125 /GEN=Larg /FEA=FLmRNA /CNT=188 /TID=Mm.101659.1 /TIER=FL+Stack /STK=82 /UG=Mm.101659 /LL=69632 /
MOE430_2_1451183_at 38.9 53.4 P P 0.01 0.01 0.4 NC 0.01 gb:BC007156.1 /DB_XREF=gi:13938080 /FEA=FLmRNA /CNT=83 /TID=Mm.10167.1 /TIER=FL+Stack /STK=73 /UG=Mm.10167 /LL=66196 /UG_GENE=1110
MOE430_2_1451198_at 65 75.2 P P 0.000244 0.000244 0.4 NC 0.03 gb:BC019178.1 /DB_XREF=gi:17512438 /FEA=FLmRNA /CNT=193 /TID=Mm.21919.1 /TIER=ConsEnd /STK=0 /UG=Mm.21919 /DEF=Mus musculus, Similar
MOE430_2_1451215_at 36.5 40.1 A A 0.08 0.12 0.4 NC 0.06 gb:BI155792 /DB_XREF=gi:14615793 /DB_XREF=602904364F1 /CLONE=IMAGE:5034111 /FEA=FLmRNA /CNT=100 /TID=Mm.29889.1 /TIER=ConsEnd /ST
MOE430_2_1451223_a_ 584.2 754.5 P P 0.000244 0.000244 0.4 I 0.000101 gb:AK011367.1 /DB_XREF=gi:12847444 /FEA=FLmRNA /CNT=198 /TID=Mm.30001.1 /TIER=Stack /STK=10 /UG=Mm.30001 /LL=70533 /UG_GENE=573043
MOE430_2_1451231_a_ 247.2 329.1 P P 0.01 0.01 0.4 I 0.000966 gb:BC026779.1 /DB_XREF=gi:20073114 /FEA=FLmRNA /CNT=104 /TID=Mm.196586.2 /TIER=FL+Stack /STK=54 /UG=Mm.196586 /LL=71745 /UG_GENE=C
MOE430_2_1451251_at 661.7 828.3 P P 0.000244 0.000244 0.4 I 0.00006 gb:BC018442.1 /DB_XREF=gi:17391046 /FEA=FLmRNA /CNT=104 /TID=Mm.36365.1 /TIER=FL+Stack /STK=50 /UG=Mm.36365 /LL=66884 /UG_GENE=130
MOE430_2_1451261_s_ 25.8 41 A A 0.12 0.08 0.4 NC 0.005409 gb:BC026642.1 /DB_XREF=gi:20071854 /FEA=FLmRNA /CNT=89 /TID=Mm.204991.1 /TIER=FL+Stack /STK=49 /UG=Mm.204991 /DEF=Mus musculus, Sim
MOE430_2_1451273_x_ 37.1 47.4 P P 0.03 0.02 0.4 NC 0.00712 gb:BC025546.1 /DB_XREF=gi:19344073 /FEA=FLmRNA /CNT=66 /TID=Mm.22318.1 /TIER=FL+Stack /STK=44 /UG=Mm.22318 /DEF=Mus musculus, similar
MOE430_2_1451285_at 1080.1 1447.1 P P 0.000244 0.000244 0.4 I 0.00002 gb:AF224264.1 /DB_XREF=gi:7920330 /FEA=FLmRNA /CNT=84 /TID=Mm.142866.1 /TIER=FL+Stack /STK=42 /UG=Mm.142866 /LL=233908 /UG_GENE=LO
MOE430_2_1451317_at 957.5 1289.3 P P 0.000244 0.000244 0.4 I 0.000023 gb:BC014797.1 /DB_XREF=gi:15928653 /FEA=FLmRNA /CNT=236 /TID=Mm.23998.1 /TIER=FL+Stack /STK=37 /UG=Mm.23998 /DEF=Mus musculus, clone
MOE430_2_1451383_a_ 56.8 80.9 P P 0.000732 0.00293 0.4 NC 0.07 gb:BC018243.1 /DB_XREF=gi:17390564 /FEA=FLmRNA /CNT=37 /TID=Mm.3996.2 /TIER=FL+Stack /STK=28 /UG=Mm.3996 /LL=12675 /UG_GENE=Chuk /
MOE430_2_1451391_at 58.3 89.3 P P 0.000244 0.001221 0.4 NC 0.03 gb:BC024916.1 /DB_XREF=gi:19353138 /FEA=FLmRNA /CNT=45 /TID=Mm.12430.1 /TIER=FL+Stack /STK=27 /UG=Mm.12430 /DEF=Mus musculus, Simila
MOE430_2_1451398_at 242.1 281.4 P P 0.000244 0.000244 0.4 I 0.000492 gb:BC009118.1 /DB_XREF=gi:14318639 /FEA=FLmRNA /CNT=53 /TID=Mm.29059.1 /TIER=FL+Stack /STK=26 /UG=Mm.29059 /DEF=Mus musculus, clone 



MOE430_2_1451415_at 56.9 97.2 P P 0.000244 0.000732 0.4 NC 0.01 gb:BC016562.1 /DB_XREF=gi:16741494 /FEA=FLmRNA /CNT=68 /TID=Mm.25775.1 /TIER=FL+Stack /STK=22 /UG=Mm.25775 /LL=69068 /UG_GENE=1810
MOE430_2_1451442_at 470.9 512.5 P P 0.000244 0.000244 0.4 MI 0.00225 gb:BC005731.1 /DB_XREF=gi:13543106 /FEA=FLmRNA /CNT=75 /TID=Mm.27885.1 /TIER=FL+Stack /STK=19 /UG=Mm.27885 /LL=66744 /UG_GENE=493
MOE430_2_1451455_at 20.3 32.7 A A 0.39 0.27 0.4 NC 0.42 gb:BC025604.1 /DB_XREF=gi:19343788 /FEA=FLmRNA /CNT=29 /TID=Mm.37547.1 /TIER=FL+Stack /STK=19 /UG=Mm.37547 /DEF=Mus musculus, clone 
MOE430_2_1451458_at 384.4 477 P P 0.000244 0.000244 0.4 I 0.001651 gb:BC019745.1 /DB_XREF=gi:18043950 /FEA=FLmRNA /CNT=137 /TID=Mm.26702.1 /TIER=FL+Stack /STK=18 /UG=Mm.26702 /LL=83921 /UG_GENE=Tm
MOE430_2_1451477_at 26.8 34.9 P P 0.008057 0.000732 0.4 NC 0.01 gb:AV047635 /DB_XREF=gi:4867300 /DB_XREF=AV047635 /CLONE=1700069I17 /FEA=FLmRNA /CNT=46 /TID=Mm.38181.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1451492_at 0.8 1.3 A A 0.97 0.93 0.4 NC 0.12 gb:AF287467.1 /DB_XREF=gi:17351918 /FEA=FLmRNA /CNT=22 /TID=Mm.31910.1 /TIER=FL+Stack /STK=15 /UG=Mm.31910 /LL=77799 /UG_GENE=A930
MOE430_2_1451495_at 335 433.4 P P 0.001953 0.00293 0.4 NC 0.01 gb:AW556980 /DB_XREF=gi:7202409 /DB_XREF=L0275G11-3 /CLONE=L0275G11 /FEA=FLmRNA /CNT=181 /TID=Mm.14569.1 /TIER=Stack /STK=13 /UG
MOE430_2_1451512_s_ 86 100.1 P P 0.000244 0.000244 0.4 NC 0.02 gb:BC026437.1 /DB_XREF=gi:20071740 /FEA=FLmRNA /CNT=39 /TID=Mm.25250.1 /TIER=FL+Stack /STK=13 /UG=Mm.25250 /DEF=Mus musculus, Simila
MOE430_2_1451525_at 30 43 P P 0.001953 0.000732 0.4 NC 0.46 gb:BC024633.1 /DB_XREF=gi:19353174 /FEA=FLmRNA /CNT=56 /TID=Mm.22834.1 /TIER=FL+Stack /STK=12 /UG=Mm.22834 /DEF=Mus musculus, clone 
MOE430_2_1451545_at 119.6 185.5 P P 0.000244 0.000244 0.4 NC 0.01 gb:BC005670.1 /DB_XREF=gi:13542963 /FEA=FLmRNA /CNT=31 /TID=Mm.35168.1 /TIER=FL+Stack /STK=10 /UG=Mm.35168 /DEF=Mus musculus, clone 
MOE430_2_1451550_at 473.6 512.5 P P 0.000732 0.000732 0.4 MI 0.002032 gb:BC014822.1 /DB_XREF=gi:15928719 /FEA=FLmRNA /CNT=32 /TID=Mm.6972.1 /TIER=FL+Stack /STK=10 /UG=Mm.6972 /LL=13845 /UG_GENE=Ephb3 
MOE430_2_1451552_at 64.2 62.7 P P 0.000732 0.000244 0.4 NC 0.06 gb:BC019519.1 /DB_XREF=gi:18044150 /FEA=FLmRNA /CNT=16 /TID=Mm.63984.1 /TIER=FL+Stack /STK=10 /UG=Mm.63984 /DEF=Mus musculus, Simila
MOE430_2_1451567_a_ 134.5 177.6 P P 0.000244 0.000244 0.4 NC 0.04 gb:BC008167.1 /DB_XREF=gi:14198215 /FEA=FLmRNA /CNT=15 /TID=Mm.18530.2 /TIER=FL+Stack /STK=9 /UG=Mm.18530 /LL=15950 /UG_GENE=Ifi203
MOE430_2_1451578_at 25.5 38.8 M P 0.05 0.03 0.4 NC 0.03 gb:AF454432.1 /DB_XREF=gi:17981442 /FEA=FLmRNA /CNT=17 /TID=Mm.26205.1 /TIER=FL+Stack /STK=8 /UG=Mm.26205 /DEF=Mus musculus NYD-SP
MOE430_2_1451602_at 0.4 0.4 A A 0.72 0.99 0.4 NC 0.42 gb:BC025911.1 /DB_XREF=gi:19483993 /FEA=FLmRNA /CNT=27 /TID=Mm.28240.1 /TIER=FL /STK=5 /UG=Mm.28240 /LL=72183 /UG_GENE=2810425K19
MOE430_2_1451606_at 28.5 50.1 P P 0.005859 0.00415 0.4 NC 0.1 gb:BC026527.1 /DB_XREF=gi:20071510 /FEA=FLmRNA /CNT=18 /TID=Mm.185209.1 /TIER=FL /STK=5 /UG=Mm.185209 /DEF=Mus musculus, Similar to L
MOE430_2_1451618_at 22.9 26.8 P P 0.000732 0.000244 0.4 NC 0.17 gb:BG299004 /DB_XREF=gi:13064224 /DB_XREF=602397621F1 /CLONE=IMAGE:4512460 /FEA=FLmRNA /CNT=341 /TID=Mm.2965.1 /TIER=Stack /STK=2
MOE430_2_1451721_a_ 0.3 1.9 A A 0.98 0.71 0.4 NC 0.01 gb:M15848.1 /DB_XREF=gi:199245 /FEA=FLmRNA /CNT=82 /TID=Mm.6716.2 /TIER=FL /STK=1 /UG=Mm.6716 /LL=14961 /UG_GENE=H2-Ab1 /UG_TITLE
MOE430_2_1451734_a_ 136.3 177.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:AB064321.1 /DB_XREF=gi:19911151 /GEN=drebrin A2 /FEA=FLmRNA /CNT=73 /TID=Mm.19016.2 /TIER=FL /STK=1 /UG=Mm.19016 /LL=56320 /DEF=
MOE430_2_1451744_a_ 45.7 79 P P 0.00415 0.00293 0.4 NC 0.02 gb:BC021466.1 /DB_XREF=gi:18204011 /FEA=FLmRNA /CNT=40 /TID=Mm.195974.1 /TIER=FL /STK=1 /UG=Mm.195974 /LL=77219 /UG_GENE=B830026H
MOE430_2_1451773_s_ 26.5 35 P P 0.00415 0.001953 0.4 NC 0.13 gb:BC009159.1 /DB_XREF=gi:14318736 /FEA=FLmRNA /CNT=15 /TID=Mm.196826.1 /TIER=FL /STK=1 /UG=Mm.196826 /DEF=Mus musculus, clone MGC:
MOE430_2_1451783_a_ 832.7 1012.3 P P 0.000244 0.000244 0.4 I 0.00002 gb:D50366.1 /DB_XREF=gi:1526418 /FEA=FLmRNA /CNT=10 /TID=Mm.4651.2 /TIER=FL /STK=1 /UG=Mm.4651 /LL=16579 /UG_GENE=Kifap3 /DEF=Mus 
MOE430_2_1451797_at 28.1 35.5 P P 0.04 0.01 0.4 NC 0.08 gb:BC024683.1 /DB_XREF=gi:19353289 /FEA=FLmRNA /CNT=16 /TID=Mm.221066.1 /TIER=FL /STK=1 /UG=Mm.221066 /DEF=Mus musculus, Similar to K
MOE430_2_1451815_at 2.1 3.3 A A 0.75 0.72 0.4 NC 0.05 gb:AY037786.1 /DB_XREF=gi:14595990 /GEN=B3gnt4 /FEA=FLmRNA /CNT=6 /TID=Mm.46716.2 /TIER=FL /STK=1 /UG=Mm.46716 /LL=66593 /DEF=Mus 
MOE430_2_1451826_at 1.6 2.4 A A 0.93 0.82 0.4 NC 0.31 gb:BC018253.1 /DB_XREF=gi:17390585 /FEA=FLmRNA /CNT=6 /TID=Mm.103669.2 /TIER=FL /STK=1 /UG=Mm.103669 /LL=29865 /UG_GENE=Cabp5 /DE
MOE430_2_1451835_at 1.1 1.9 A A 0.93 0.82 0.4 NC 0.42 gb:AY069926.1 /DB_XREF=gi:17979019 /GEN=Sox21 /FEA=FLmRNA /CNT=6 /TID=Mm.70950.1 /TIER=FL /STK=1 /UG=Mm.70950 /DEF=Mus musculus HM
MOE430_2_1451845_a_ 348.5 463.3 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC026947.1 /DB_XREF=gi:20070893 /FEA=FLmRNA /CNT=4 /TID=Mm.24868.1 /TIER=FL /STK=1 /UG=Mm.24868 /DEF=Mus musculus, Similar to CGI-
MOE430_2_1451872_a_ 12 15.6 A A 0.24 0.12 0.4 NC 0.5 gb:AF400063.1 /DB_XREF=gi:15128196 /FEA=FLmRNA /CNT=2 /TID=Mm.103587.3 /TIER=FL /STK=1 /UG=Mm.103587 /LL=18011 /UG_GENE=Neurl /DEF
MOE430_2_1451884_a_ 267.5 363.3 P P 0.000732 0.000244 0.4 I 0.00002 gb:AF204156.1 /DB_XREF=gi:11138536 /GEN=SmX5c /FEA=FLmRNA /CNT=2 /TID=Mm.7312.4 /TIER=FL /STK=1 /UG=Mm.7312 /LL=27756 /DEF=Mus m
MOE430_2_1451946_a_ 9.3 18.3 A M 0.56 0.05 0.4 NC 0.06 gb:AF359384.1 /DB_XREF=gi:13936905 /FEA=FLmRNA /CNT=1 /TID=Mm.179740.4 /TIER=FL /STK=1 /UG=Mm.179740 /LL=71132 /UG_GENE=4933421A1
MOE430_2_1451958_at 0.9 1.2 A A 0.95 0.88 0.4 NC 0.58 gb:M12376.1 /DB_XREF=gi:195477 /FEA=FLmRNA /CNT=1 /TID=Mm.220130.1 /TIER=FL /STK=1 /UG=Mm.220130 /UG_TITLE=Mouse immunoglobulin H-ch
MOE430_2_1451959_a_ 55.9 70.7 P P 0.01 0.005859 0.4 NC 0.03 gb:U50279.1 /DB_XREF=gi:2951982 /FEA=FLmRNA /CNT=1 /TID=Mm.31540.2 /TIER=FL /STK=1 /UG=Mm.31540 /LL=22339 /UG_GENE=Vegfa /DEF=Mus
MOE430_2_1451983_at 196.6 174.2 P P 0.000732 0.000732 0.4 I 0.001651 gb:AF165984.1 /DB_XREF=gi:7576703 /GEN=Irx1 /FEA=FLmRNA /CNT=98 /TID=Mm.27734.1 /TIER=FL+Stack /STK=34 /UG=Mm.27734 /LL=16371 /DEF=
MOE430_2_1452007_at 170.1 239.8 P P 0.000244 0.000244 0.4 NC 0.003699 gb:BC003764.1 /DB_XREF=gi:13277734 /FEA=FLmRNA /CNT=123 /TID=Mm.1517.1 /TIER=FL+Stack /STK=15 /UG=Mm.1517 /LL=20955 /UG_GENE=Sybl1
MOE430_2_1452010_at 1 1.1 A A 0.78 0.66 0.4 NC 0.06 gb:AF472588.1 /DB_XREF=gi:19073314 /FEA=FLmRNA /CNT=30 /TID=Mm.205308.1 /TIER=FL+Stack /STK=15 /UG=Mm.205308 /DEF=Mus musculus nico
MOE430_2_1452012_a_ 319.9 473.6 P P 0.000244 0.000244 0.4 I 0.00002 gb:BC024423.1 /DB_XREF=gi:19353755 /FEA=FLmRNA /CNT=49 /TID=Mm.196131.1 /TIER=FL+Stack /STK=14 /UG=Mm.196131 /LL=66583 /UG_GENE=26
MOE430_2_1452017_at 10.7 8.2 A A 0.19 0.3 0.4 NC 0.33 gb:AF182945.1 /DB_XREF=gi:8099355 /GEN=Sox15 /FEA=FLmRNA /CNT=16 /TID=Mm.176369.1 /TIER=FL+Stack /STK=8 /UG=Mm.176369 /LL=20670 /D
MOE430_2_1452036_a_ 520.4 944.4 P P 0.000244 0.000244 0.4 I 0.000438 gb:AA153892 /DB_XREF=gi:1725811 /DB_XREF=mq56e06.r1 /CLONE=IMAGE:582754 /FEA=FLmRNA /CNT=239 /TID=Mm.124.6 /TIER=Stack /STK=48 /U
MOE430_2_1452079_s_ 34 46.7 P P 0.005859 0.03 0.4 NC 0.24 gb:AV048122 /DB_XREF=gi:4867787 /DB_XREF=AV048122 /CLONE=1700072P13 /FEA=FLmRNA /CNT=99 /TID=Mm.30127.2 /TIER=Stack /STK=18 /UG=
MOE430_2_1452095_a_ 193.2 250 P P 0.000244 0.000244 0.4 I 0.00013 gb:AK005204.1 /DB_XREF=gi:12837603 /FEA=FLmRNA /CNT=86 /TID=Mm.22362.2 /TIER=Stack /STK=41 /UG=Mm.22362 /LL=109815 /UG_GENE=H47 /U
MOE430_2_1452106_at 632.3 812.8 P P 0.000244 0.000244 0.4 I 0.000078 gb:AA223007 /DB_XREF=gi:1843285 /DB_XREF=mw01g12.r1 /CLONE=IMAGE:663334 /FEA=FLmRNA /CNT=87 /TID=Mm.205021.4 /TIER=ConsEnd /STK=0
MOE430_2_1452116_s_ 160.2 226.3 P P 0.000244 0.000244 0.4 I 0.000147 gb:BM119623 /DB_XREF=gi:17087649 /DB_XREF=L0928D01-3 /CLONE=L0928D01 /FEA=FLmRNA /CNT=69 /TID=Mm.3466.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1452139_at 34.7 49.3 P P 0.000244 0.001953 0.4 NC 0.5 gb:BB350484 /DB_XREF=gi:16405294 /DB_XREF=BB350484 /CLONE=B930080B01 /FEA=mRNA /CNT=321 /TID=Mm.35136.1 /TIER=Stack /STK=279 /UG
MOE430_2_1452160_at 100.7 181.8 P P 0.000244 0.000244 0.4 MI 0.00249 gb:BB762264 /DB_XREF=gi:16207488 /DB_XREF=BB762264 /CLONE=G370006O12 /FEA=mRNA /CNT=248 /TID=Mm.21712.1 /TIER=Stack /STK=55 /UG=
MOE430_2_1452161_at 57.2 72.9 P P 0.000244 0.000244 0.4 NC 0.11 gb:BB707122 /DB_XREF=gi:16055957 /DB_XREF=BB707122 /CLONE=7420497D14 /FEA=mRNA /CNT=248 /TID=Mm.21712.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1452176_at 277.3 334.4 P P 0.000244 0.000244 0.4 I 0.000618 gb:BB292874 /DB_XREF=gi:16401617 /DB_XREF=BB292874 /CLONE=B130015D15 /FEA=mRNA /CNT=140 /TID=Mm.28964.1 /TIER=Stack /STK=78 /UG=
MOE430_2_1452185_at 32.4 42 P M 0.02 0.05 0.4 NC 0.4 gb:AW413962 /DB_XREF=gi:6940108 /DB_XREF=uo97c05.x1 /CLONE=IMAGE:2650472 /FEA=mRNA /CNT=147 /TID=Mm.27130.1 /TIER=Stack /STK=9 /UG
MOE430_2_1452196_a_ 964.5 1257.9 P P 0.000244 0.000244 0.4 I 0.000241 gb:BC003962.1 /DB_XREF=gi:13278264 /FEA=mRNA /CNT=158 /TID=Mm.25203.1 /TIER=Stack /STK=66 /UG=Mm.25203 /LL=50884 /UG_GENE=Nckap1 /
MOE430_2_1452208_at 241.7 333.1 P P 0.000244 0.000244 0.4 NC 0.01 gb:AK013393.1 /DB_XREF=gi:12850723 /FEA=mRNA /CNT=102 /TID=Mm.25307.1 /TIER=Stack /STK=56 /UG=Mm.25307 /LL=72843 /UG_GENE=2810470D
MOE430_2_1452228_at 73.8 79.4 P P 0.000244 0.000244 0.4 NC 0.008511 gb:AV209678 /DB_XREF=gi:6150387 /DB_XREF=AV209678 /CLONE=1700120M13 /FEA=mRNA /CNT=102 /TID=Mm.21331.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1452256_at 131.9 166.6 P P 0.000732 0.000244 0.4 MI 0.002032 gb:AK003325.1 /DB_XREF=gi:12833921 /FEA=mRNA /CNT=45 /TID=Mm.18466.1 /TIER=Stack /STK=33 /UG=Mm.18466 /LL=68550 /UG_GENE=1110002N2
MOE430_2_1452288_at 242.1 298 P P 0.005859 0.001221 0.4 I 0.000027 gb:BG071933 /DB_XREF=gi:12554502 /DB_XREF=H3104G12-3 /CLONE=H3104G12 /FEA=mRNA /CNT=70 /TID=Mm.214959.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1452323_at 143.3 158.1 P P 0.00293 0.000732 0.4 MI 0.00225 gb:BQ176406 /DB_XREF=gi:20351898 /DB_XREF=UI-M-DJ2-bwg-p-18-0-UI.s1 /CLONE=UI-M-DJ2-bwg-p-18-0-UI /FEA=mRNA /CNT=37 /TID=Mm.2920
MOE430_2_1452324_at 96.8 118 P P 0.008057 0.000732 0.4 NC 0.01 gb:BE956863 /DB_XREF=gi:10601833 /DB_XREF=UI-M-BG2-bbp-b-08-0-UI.s1 /CLONE=UI-M-BG2-bbp-b-08-0-UI /FEA=mRNA /CNT=30 /TID=Mm.4608
MOE430_2_1452333_at 50 58.3 P P 0.005859 0.001221 0.4 NC 0.22 gb:BM230202 /DB_XREF=gi:17793371 /DB_XREF=K0291G03-3 /CLONE=K0291G03 /FEA=mRNA /CNT=88 /TID=Mm.12184.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1452358_at 1.5 4.7 A A 0.46 0.39 0.4 NC 0.5 gb:BB770528 /DB_XREF=gi:16197076 /DB_XREF=BB770528 /CLONE=G370114B21 /FEA=mRNA /CNT=50 /TID=Mm.6279.1 /TIER=Stack /STK=42 /UG=M
MOE430_2_1452360_a_ 12 16.9 A A 0.21 0.09 0.4 NC 0.15 gb:BB376407 /DB_XREF=gi:16407508 /DB_XREF=BB376407 /CLONE=C130085A19 /FEA=mRNA /CNT=49 /TID=Mm.95879.2 /TIER=Stack /STK=35 /UG=M
MOE430_2_1452394_at 145.3 203.9 P P 0.008057 0.001953 0.4 I 0.000692 gb:AI317241 /DB_XREF=gi:4032508 /DB_XREF=ui36c04.y1 /CLONE=IMAGE:1853382 /FEA=mRNA /CNT=120 /TID=Mm.21505.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1452397_at 17 29.9 A P 0.19 0.01 0.4 NC 0.09 gb:BE196832 /DB_XREF=gi:8709001 /DB_XREF=ug71c01.y1 /CLONE=IMAGE:1547808 /FEA=mRNA /CNT=48 /TID=Mm.103435.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1452406_x_ 1589 2066.1 P P 0.000244 0.000244 0.4 I 0.000147 gb:AJ007909.1 /DB_XREF=gi:3336885 /GEN=edr /FEA=mRNA /CNT=7 /TID=Mm.35829.2 /TIER=ConsEnd /STK=5 /UG=Mm.35829 /LL=170942 /DEF=Mus 
MOE430_2_1452437_at 10.3 12.5 P A 0.02 0.11 0.4 NC 0.34 gb:AI509043 /DB_XREF=gi:4407948 /DB_XREF=va79h03.y1 /CLONE=IMAGE:737621 /FEA=mRNA /CNT=17 /TID=Mm.155783.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1452441_at 16.7 19.2 A A 0.08 0.09 0.4 NC 0.5 gb:AW910425 /DB_XREF=gi:8075667 /DB_XREF=ur86c08.y1 /CLONE=IMAGE:3157166 /FEA=mRNA /CNT=22 /TID=Mm.200840.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1452448_at 31.4 46.1 P P 0.03 0.02 0.4 NC 0.03 gb:BE573695 /DB_XREF=gi:9817415 /DB_XREF=601333440F2 /CLONE=IMAGE:3711200 /FEA=mRNA /CNT=18 /TID=Mm.2545.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1452467_at 127.1 157.3 P P 0.00293 0.00415 0.4 NC 0.02 gb:BQ042988 /DB_XREF=gi:19792435 /DB_XREF=UI-M-EG0p-bve-f-07-0-UI.r1 /CLONE=IMAGE:5690886 /FEA=mRNA /CNT=9 /TID=Mm.197578.1 /TIER=
MOE430_2_1452538_at 9.6 14.2 A A 0.19 0.17 0.4 NC 0.18 gb:AF349142.1 /DB_XREF=gi:15637219 /FEA=mRNA /CNT=1 /TID=Mm.196085.13 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /
MOE430_2_1452606_at 29 37.1 P P 0.03 0.008057 0.4 NC 0.17 gb:BG070803 /DB_XREF=gi:12553460 /DB_XREF=H3092C11-3 /CLONE=H3092C11 /FEA=mRNA /CNT=22 /TID=Mm.177053.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1452635_x_ 119.7 148.9 P P 0.001953 0.000244 0.4 NC 0.00712 gb:AU044383 /DB_XREF=gi:3980566 /DB_XREF=AU044383 /CLONE=J0919A04 /FEA=mRNA /CNT=33 /TID=Mm.218317.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1452636_x_ 35.5 41.4 A A 0.11 0.11 0.4 NC 0.5 gb:BC028518.1 /DB_XREF=gi:20306751 /FEA=mRNA /CNT=11 /TID=Mm.220935.1 /TIER=ConsEnd /STK=1 /UG=Mm.220935 /DEF=Mus musculus, clone M
MOE430_2_1452637_a_ 346.6 449.3 P P 0.000244 0.000244 0.4 I 0.000618 gb:BC027558.1 /DB_XREF=gi:20380457 /FEA=mRNA /CNT=23 /TID=Mm.104531.1 /TIER=ConsEnd /STK=0 /UG=Mm.104531 /LL=69168 /UG_GENE=18100
MOE430_2_1452681_at 715 891.1 P P 0.000244 0.000244 0.4 I 0.00006 gb:AK009220.1 /DB_XREF=gi:12843875 /GEN=Tmk /FEA=mRNA /CNT=137 /TID=Mm.3856.2 /TIER=Stack /STK=89 /UG=Mm.3856 /LL=21915 /UG_TITLE=
MOE430_2_1452733_at 128.2 152.5 P P 0.000244 0.000244 0.4 NC 0.02 gb:BG068794 /DB_XREF=gi:12551363 /DB_XREF=H3069D05-3 /CLONE=H3069D05 /FEA=mRNA /CNT=82 /TID=Mm.28410.1 /TIER=Stack /STK=56 /UG=M
MOE430_2_1452736_at 1005.7 1382.8 P P 0.000244 0.000244 0.4 I 0.000214 gb:AK006177.1 /DB_XREF=gi:12839133 /FEA=mRNA /CNT=90 /TID=Mm.27738.1 /TIER=Stack /STK=55 /UG=Mm.27738 /LL=71843 /UG_GENE=1700020M
MOE430_2_1452762_at 131.3 159.6 P P 0.000244 0.000244 0.4 NC 0.004073 gb:AK018466.1 /DB_XREF=gi:12858179 /FEA=mRNA /CNT=65 /TID=Mm.99916.1 /TIER=Stack /STK=48 /UG=Mm.99916 /LL=71506 /UG_GENE=8430436O1
MOE430_2_1452778_x_ 1300.2 1685.2 P P 0.000732 0.000732 0.4 NC 0.01 gb:AK004633.1 /DB_XREF=gi:12835939 /FEA=mRNA /CNT=49 /TID=Mm.3797.2 /TIER=Stack /STK=42 /UG=Mm.3797 /LL=53605 /UG_GENE=Nap1l1 /UG_T
MOE430_2_1452801_at 44.9 71 P P 0.000244 0.000732 0.4 NC 0.2 gb:BB646655 /DB_XREF=gi:16480984 /DB_XREF=BB646655 /CLONE=B930026P09 /FEA=mRNA /CNT=76 /TID=Mm.45561.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452806_at 2.5 2.7 A A 0.69 0.53 0.4 NC 0.28 gb:AK005271.1 /DB_XREF=gi:12837711 /FEA=mRNA /CNT=60 /TID=Mm.23434.1 /TIER=Stack /STK=37 /UG=Mm.23434 /LL=68952 /UG_GENE=1500016O1
MOE430_2_1452807_s_ 1.7 1 A A 0.87 0.96 0.4 NC 0.5 gb:AK005271.1 /DB_XREF=gi:12837711 /FEA=mRNA /CNT=60 /TID=Mm.23434.1 /TIER=Stack /STK=37 /UG=Mm.23434 /LL=68952 /UG_GENE=1500016O1
MOE430_2_1452813_a_ 250 339.9 P P 0.000244 0.000244 0.4 I 0.001077 gb:AK017198.1 /DB_XREF=gi:12856320 /FEA=mRNA /CNT=86 /TID=Mm.29556.2 /TIER=Stack /STK=14 /UG=Mm.29556 /LL=74731 /UG_GENE=5033428A1
MOE430_2_1452828_at 181.2 295.1 P P 0.000244 0.000732 0.4 I 0.000966 gb:BG076338 /DB_XREF=gi:12558907 /DB_XREF=H3158E10-3 /CLONE=H3158E10 /FEA=mRNA /CNT=80 /TID=Mm.21912.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1452829_at 217.9 311.3 P P 0.000244 0.000244 0.4 I 0.000307 gb:AK010453.1 /DB_XREF=gi:12845910 /FEA=mRNA /CNT=66 /TID=Mm.29394.1 /TIER=Stack /STK=33 /UG=Mm.29394 /LL=69719 /UG_GENE=2410008J0
MOE430_2_1452830_s_ 267.4 352.6 P P 0.000244 0.000244 0.4 I 0.00002 gb:AK010453.1 /DB_XREF=gi:12845910 /FEA=mRNA /CNT=66 /TID=Mm.29394.1 /TIER=Stack /STK=33 /UG=Mm.29394 /LL=69719 /UG_GENE=2410008J0
MOE430_2_1452842_at 1.4 1.3 A A 0.78 0.69 0.4 NC 0.44 gb:AK005714.1 /DB_XREF=gi:12838432 /FEA=mRNA /CNT=37 /TID=Mm.46175.1 /TIER=Stack /STK=32 /UG=Mm.46175 /LL=75482 /UG_GENE=1700007H2
MOE430_2_1452861_at 0.8 0.7 A A 0.95 0.96 0.4 NC 0.5 gb:AK008485.1 /DB_XREF=gi:12842690 /FEA=mRNA /CNT=49 /TID=Mm.142607.1 /TIER=Stack /STK=27 /UG=Mm.142607 /LL=72097 /UG_GENE=2010300
MOE430_2_1452866_at 1031.9 1264.3 P P 0.000244 0.000244 0.4 NC 0.01 gb:AK013880.1 /DB_XREF=gi:12851414 /FEA=mRNA /CNT=216 /TID=Mm.29192.1 /TIER=ConsEnd /STK=0 /UG=Mm.29192 /LL=70223 /UG_GENE=Nars /U
MOE430_2_1452875_at 21.2 33.8 A P 0.11 0.03 0.4 NC 0.2 gb:AW259452 /DB_XREF=gi:6632506 /DB_XREF=up29g07.x1 /CLONE=IMAGE:2655804 /FEA=mRNA /CNT=47 /TID=Mm.21171.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1452886_at 14.7 19.8 A M 0.12 0.05 0.4 NC 0.28 gb:AK014466.1 /DB_XREF=gi:12852337 /FEA=mRNA /CNT=45 /TID=Mm.50613.1 /TIER=ConsEnd /STK=0 /UG=Mm.50613 /LL=66689 /UG_GENE=4122402
MOE430_2_1452919_a_ 442.5 604.2 P P 0.000244 0.000244 0.4 I 0.00002 gb:W59405 /DB_XREF=gi:1366171 /DB_XREF=md80g02.r1 /CLONE=IMAGE:374738 /FEA=mRNA /CNT=84 /TID=Mm.28541.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1452955_at 52.9 58.3 P P 0.000244 0.000244 0.4 NC 0.06 gb:BM940130 /DB_XREF=gi:19399282 /DB_XREF=UI-M-BZ1-blx-h-04-0-UI.r1 /CLONE=UI-M-BZ1-blx-h-04-0-UI /FEA=mRNA /CNT=97 /TID=Mm.64573
MOE430_2_1452958_at 16 18.4 A A 0.19 0.5 0.4 NC 0.36 gb:AK013495.1 /DB_XREF=gi:12850878 /FEA=mRNA /CNT=36 /TID=Mm.151745.1 /TIER=Stack /STK=17 /UG=Mm.151745 /LL=72898 /UG_GENE=2900006
MOE430_2_1452980_at 4.7 8.3 A A 0.33 0.43 0.4 NC 0.34 gb:AK013390.1 /DB_XREF=gi:12850718 /FEA=mRNA /CNT=20 /TID=Mm.33042.1 /TIER=Stack /STK=16 /UG=Mm.33042 /LL=72834 /UG_GENE=2810468N0
MOE430_2_1453032_at 181.8 279.1 P P 0.000244 0.000244 0.4 NC 0.01 gb:AK011829.1 /DB_XREF=gi:12848198 /FEA=mRNA /CNT=31 /TID=Mm.176601.1 /TIER=Stack /STK=11 /UG=Mm.176601 /LL=70452 /UG_GENE=2610109
MOE430_2_1453047_at 3.1 5.1 A A 0.69 0.72 0.4 NC 0.54 gb:AK011003.1 /DB_XREF=gi:12846830 /FEA=mRNA /CNT=17 /TID=Mm.22613.1 /TIER=Stack /STK=11 /UG=Mm.22613 /LL=70026 /UG_GENE=2510027D2
MOE430_2_1453109_at 26.5 46.3 P P 0.02 0.02 0.4 NC 0.05 gb:AK013194.1 /DB_XREF=gi:12850400 /FEA=mRNA /CNT=122 /TID=Mm.196399.1 /TIER=Stack /STK=26 /UG=Mm.196399 /LL=77041 /UG_GENE=281042
MOE430_2_1453114_at 99.7 120.7 P P 0.000244 0.000244 0.4 NC 0.006503 gb:AK014568.1 /DB_XREF=gi:12852501 /FEA=mRNA /CNT=53 /TID=Mm.132646.1 /TIER=ConsEnd /STK=0 /UG=Mm.132646 /LL=74035 /UG_GENE=46324
MOE430_2_1453144_at 1.3 1.3 A A 0.93 0.91 0.4 NC 0.36 gb:AK005333.1 /DB_XREF=gi:12837808 /FEA=mRNA /CNT=76 /TID=Mm.206757.1 /TIER=Stack /STK=20 /UG=Mm.206757 /LL=66776 /UG_GENE=4933439
MOE430_2_1453148_at 9.2 11.6 A A 0.26 0.21 0.4 NC 0.3 gb:BB499147 /DB_XREF=gi:16442158 /DB_XREF=BB499147 /CLONE=D630018P03 /FEA=mRNA /CNT=63 /TID=Mm.89313.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1453160_at 97.7 139.2 P P 0.000244 0.000244 0.4 NC 0.01 gb:BI690586 /DB_XREF=gi:15653215 /DB_XREF=603309974F1 /CLONE=IMAGE:5345634 /FEA=mRNA /CNT=91 /TID=Mm.142352.1 /TIER=Stack /STK=18 
MOE430_2_1453231_at 0.6 1 A A 0.85 0.66 0.4 NC 0.39 gb:AI464135 /DB_XREF=gi:4318165 /DB_XREF=vc33b05.x1 /CLONE=IMAGE:776337 /FEA=mRNA /CNT=27 /TID=Mm.132325.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1453267_at 30.5 43.1 P P 0.01 0.008057 0.4 NC 0.07 gb:BB626695 /DB_XREF=gi:15398892 /DB_XREF=BB626695 /CLONE=9430015J22 /FEA=mRNA /CNT=38 /TID=Mm.196564.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453268_at 20.7 32.1 A A 0.17 0.17 0.4 NC 0.45 gb:AV224102 /DB_XREF=gi:15404859 /DB_XREF=AV224102 /CLONE=3830417D11 /FEA=mRNA /CNT=31 /TID=Mm.32586.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1453286_at 366 432 P P 0.000244 0.000244 0.4 I 0.000966 gb:BB085537 /DB_XREF=gi:8651322 /DB_XREF=BB085537 /CLONE=9330200E06 /FEA=mRNA /CNT=32 /TID=Mm.33582.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1453302_at 67.7 83.9 P P 0.01 0.008057 0.4 NC 0.37 gb:AK015245.1 /DB_XREF=gi:12853505 /FEA=mRNA /CNT=14 /TID=Mm.34611.1 /TIER=ConsEnd /STK=7 /UG=Mm.34611 /LL=74626 /UG_GENE=4930429
MOE430_2_1453324_at 81.7 100.5 P P 0.001221 0.000244 0.4 I 0.00003 gb:BF459399 /DB_XREF=gi:11525568 /DB_XREF=UI-M-BZ1-bmc-h-09-0-UI.s1 /CLONE=UI-M-BZ1-bmc-h-09-0-UI /FEA=mRNA /CNT=9 /TID=Mm.3587
MOE430_2_1453358_s_ 48.9 97.2 P P 0.01 0.001221 0.4 NC 0.002753 gb:BB238321 /DB_XREF=gi:8920798 /DB_XREF=BB238321 /CLONE=A630071C11 /FEA=mRNA /CNT=9 /TID=Mm.132679.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1453384_at 13.4 17.4 P A 0.00415 0.12 0.4 NC 0.5 gb:AK014551.1 /DB_XREF=gi:12852478 /FEA=mRNA /CNT=9 /TID=Mm.195789.1 /TIER=ConsEnd /STK=4 /UG=Mm.195789 /LL=77060 /UG_GENE=463240
MOE430_2_1453390_at 4.7 6.8 A A 0.53 0.53 0.4 NC 0.5 gb:AI449691 /DB_XREF=gi:4291774 /DB_XREF=mr64c04.x1 /CLONE=IMAGE:602214 /FEA=mRNA /CNT=7 /TID=Mm.32218.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1453393_a_ 12.6 18.5 M P 0.05 0.02 0.4 NC 0.15 gb:AK009113.1 /DB_XREF=gi:12843701 /GEN=Chst4 /FEA=mRNA /CNT=6 /TID=Mm.89207.2 /TIER=ConsEnd /STK=4 /UG=Mm.89207 /LL=26887 /UG_TIT
MOE430_2_1453493_at 0.7 0.5 A A 0.85 0.92 0.4 NC 0.37 gb:AV278097 /DB_XREF=gi:6266134 /DB_XREF=AV278097 /CLONE=4932704K09 /FEA=mRNA /CNT=6 /TID=Mm.78368.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453531_at 11.6 21.3 P A 0.02 0.11 0.4 NC 0.5 gb:AK012874.1 /DB_XREF=gi:12849905 /FEA=mRNA /CNT=4 /TID=Mm.55421.1 /TIER=ConsEnd /STK=2 /UG=Mm.55421 /LL=72720 /UG_GENE=2810037F
MOE430_2_1453533_at 0.5 0.5 A A 0.99 0.98 0.4 NC 0.5 gb:AK016644.1 /DB_XREF=gi:12855493 /FEA=mRNA /CNT=4 /TID=Mm.158538.1 /TIER=ConsEnd /STK=2 /UG=Mm.158538 /LL=71030 /UG_GENE=493340
MOE430_2_1453558_at 1 1.2 A A 0.78 0.82 0.4 NC 0.39 gb:AK015697.1 /DB_XREF=gi:12854128 /FEA=mRNA /CNT=3 /TID=Mm.156068.1 /TIER=ConsEnd /STK=2 /UG=Mm.156068 /LL=75040 /UG_GENE=493050
MOE430_2_1453573_at 41.7 57.2 P P 0.00415 0.008057 0.4 NC 0.008511 gb:BB088582 /DB_XREF=gi:8654376 /DB_XREF=BB088582 /CLONE=9430017D03 /FEA=mRNA /CNT=14 /TID=Mm.193557.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453604_a_ 158.2 196.5 P P 0.000244 0.000244 0.4 NC 0.04 gb:AK012856.1 /DB_XREF=gi:12849874 /GEN=Hbs1l /FEA=mRNA /CNT=7 /TID=Mm.28882.3 /TIER=ConsEnd /STK=1 /UG=Mm.28882 /LL=56422 /UG_TIT
MOE430_2_1453610_at 1.4 1.7 A A 0.93 0.87 0.4 NC 0.03 gb:AK016431.1 /DB_XREF=gi:12855155 /FEA=mRNA /CNT=7 /TID=Mm.195732.1 /TIER=ConsEnd /STK=1 /UG=Mm.195732 /LL=74054 /UG_GENE=493140
MOE430_2_1453615_at 6.4 9.8 A A 0.43 0.23 0.4 NC 0.21 gb:AV275083 /DB_XREF=gi:16390620 /DB_XREF=AV275083 /CLONE=4932425C17 /FEA=mRNA /CNT=6 /TID=Mm.67516.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453616_at 22.7 21.3 P P 0.01 0.03 0.4 NC 0.5 gb:BB279101 /DB_XREF=gi:8976123 /DB_XREF=BB279101 /CLONE=A930015C23 /FEA=mRNA /CNT=6 /TID=Mm.133867.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453617_at 21.9 24.5 P P 0.01 0.01 0.4 NC 0.3 gb:AK016921.1 /DB_XREF=gi:12855911 /FEA=mRNA /CNT=6 /TID=Mm.86685.1 /TIER=ConsEnd /STK=1 /UG=Mm.86685 /LL=71112 /UG_GENE=4933425L
MOE430_2_1453630_at 1.1 0.6 A A 0.75 0.94 0.4 NC 0.73 gb:AK002747.1 /DB_XREF=gi:12832953 /FEA=mRNA /CNT=6 /TID=Mm.158749.1 /TIER=ConsEnd /STK=1 /UG=Mm.158749 /LL=71685 /UG_GENE=061003
MOE430_2_1453648_at 1.7 1.9 A A 0.66 0.66 0.4 NC 0.33 gb:AK013276.1 /DB_XREF=gi:12850543 /FEA=mRNA /CNT=4 /TID=Mm.158876.1 /TIER=ConsEnd /STK=1 /UG=Mm.158876 /LL=72744 /UG_GENE=281044
MOE430_2_1453652_at 5.7 10.3 A A 0.19 0.09 0.4 NC 0.09 gb:AV274179 /DB_XREF=gi:16390478 /DB_XREF=AV274179 /CLONE=4932417F08 /FEA=mRNA /CNT=7 /TID=Mm.159190.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453717_s_ 1 0.7 A A 0.87 0.97 0.4 NC 0.15 gb:AK016396.1 /DB_XREF=gi:12855103 /FEA=mRNA /CNT=3 /TID=Mm.195844.1 /TIER=ConsEnd /STK=1 /UG=Mm.195844 /LL=75376 /UG_GENE=493059
MOE430_2_1453735_at 29.9 31.5 P P 0.005859 0.000244 0.4 NC 0.04 gb:BF535440 /DB_XREF=gi:11622912 /DB_XREF=602051834F1 /CLONE=IMAGE:4190937 /FEA=mRNA /CNT=30 /TID=Mm.86860.1 /TIER=ConsEnd /STK=0
MOE430_2_1453747_at 44.4 52.4 P P 0.000732 0.000244 0.4 NC 0.02 gb:BB620330 /DB_XREF=gi:15397085 /DB_XREF=BB620330 /CLONE=5930404H14 /FEA=mRNA /CNT=21 /TID=Mm.32118.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453752_at 590.2 825.9 P P 0.000244 0.000244 0.4 I 0.000552 gb:BF453369 /DB_XREF=gi:11519538 /DB_XREF=maa59b01.y1 /CLONE=IMAGE:3821112 /FEA=mRNA /CNT=14 /TID=Mm.5290.2 /TIER=ConsEnd /STK=0 
MOE430_2_1453771_at 910.1 1189.8 P P 0.000244 0.000244 0.4 I 0.000774 gb:BF144687 /DB_XREF=gi:10983727 /DB_XREF=601791552F1 /CLONE=IMAGE:4022076 /FEA=mRNA /CNT=14 /TID=Mm.133132.1 /TIER=ConsEnd /STK=
MOE430_2_1453775_at 17.1 15.8 P P 0.00293 0.000244 0.4 NC 0.01 gb:AI508470 /DB_XREF=gi:4407375 /DB_XREF=vb31b02.y1 /CLONE=IMAGE:750507 /FEA=mRNA /CNT=11 /TID=Mm.30936.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453781_at 12.9 9.2 A A 0.11 0.09 0.4 NC 0.5 gb:AK009527.1 /DB_XREF=gi:12844376 /FEA=mRNA /CNT=8 /TID=Mm.205165.1 /TIER=ConsEnd /STK=0 /UG=Mm.205165 /LL=69599 /UG_GENE=231002
MOE430_2_1453792_at 7.4 11 A A 0.3 0.14 0.4 NC 0.49 gb:BG147174 /DB_XREF=gi:12650582 /DB_XREF=mab49d01.x1 /CLONE=IMAGE:3973657 /FEA=mRNA /CNT=8 /TID=Mm.170942.1 /TIER=ConsEnd /STK=0
MOE430_2_1453802_at 7.1 7.9 A A 0.27 0.24 0.4 NC 0.48 gb:BB609888 /DB_XREF=gi:15390486 /DB_XREF=BB609888 /CLONE=1200006A12 /FEA=mRNA /CNT=9 /TID=Mm.113705.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453808_at 6.6 10 A A 0.5 0.72 0.4 NC 0.5 gb:AK008958.1 /DB_XREF=gi:12843459 /FEA=mRNA /CNT=7 /TID=Mm.82670.1 /TIER=ConsEnd /STK=0 /UG=Mm.82670 /LL=70393 /UG_GENE=2210416O
MOE430_2_1453849_s_ 1291.2 1788.7 P P 0.000244 0.000244 0.4 I 0.000046 gb:AK013709.1 /DB_XREF=gi:12851174 /GEN=Hnrpab /FEA=mRNA /CNT=4 /TID=Mm.24.2 /TIER=ConsEnd /STK=0 /UG=Mm.24 /LL=15384 /UG_TITLE=he
MOE430_2_1453878_at 14.3 28.9 A A 0.17 0.14 0.4 NC 0.24 gb:BB543320 /DB_XREF=gi:9614543 /DB_XREF=BB543320 /CLONE=E130209G04 /FEA=mRNA /CNT=4 /TID=Mm.160119.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1453930_at 1 0.6 A A 0.8 0.88 0.4 NC 0.5 gb:AK003729.1 /DB_XREF=gi:12834574 /FEA=mRNA /CNT=2 /TID=Mm.218467.1 /TIER=ConsEnd /STK=1 /UG=Mm.218467 /LL=68511 /UG_GENE=111001
MOE430_2_1453946_a_ 21.1 34.8 P P 0.000244 0.000244 0.4 NC 0.09 gb:AK017691.1 /DB_XREF=gi:12857059 /FEA=mRNA /CNT=2 /TID=Mm.171399.3 /TIER=ConsEnd /STK=1 /UG=Mm.171399 /LL=76816 /UG_GENE=270004
MOE430_2_1454004_at 6.9 5.6 A A 0.33 0.5 0.4 NC 0.23 gb:AV288734 /DB_XREF=gi:6299238 /DB_XREF=AV288734 /CLONE=5033414K04 /FEA=mRNA /CNT=2 /TID=Mm.159643.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1454031_at 7.4 14.2 A P 0.17 0.04 0.4 NC 0.04 gb:AK009532.1 /DB_XREF=gi:12844384 /FEA=mRNA /CNT=1 /TID=Mm.159810.1 /TIER=ConsEnd /STK=0 /UG=Mm.159810 /LL=76946 /UG_GENE=231002
MOE430_2_1454042_a_ 133.9 186.5 P P 0.03 0.01 0.4 I 0.000492 gb:AK015754.1 /DB_XREF=gi:12854208 /FEA=mRNA /CNT=1 /TID=Mm.15252.2 /TIER=ConsEnd /STK=0 /UG=Mm.15252 /LL=20815 /UG_GENE=Srpk1 /UG
MOE430_2_1454047_a_ 70.7 91.3 P P 0.000244 0.000244 0.4 NC 0.005409 gb:AK012710.1 /DB_XREF=gi:12849639 /FEA=mRNA /CNT=1 /TID=Mm.37596.4 /TIER=ConsEnd /STK=0 /UG=Mm.37596 /LL=103268 /UG_GENE=2410017
MOE430_2_1454056_at 27 27.9 A P 0.09 0.04 0.4 NC 0.06 gb:AK018490.1 /DB_XREF=gi:12858215 /FEA=mRNA /CNT=1 /TID=Mm.138127.1 /TIER=ConsEnd /STK=0 /UG=Mm.138127 /LL=71568 /UG_GENE=903040
MOE430_2_1454090_at 8.9 8.9 A A 0.3 0.32 0.4 NC 0.45 gb:AK012307.1 /DB_XREF=gi:12848964 /FEA=mRNA /CNT=1 /TID=Mm.161501.4 /TIER=ConsEnd /STK=0 /UG=Mm.161501 /LL=56075 /UG_GENE=Tptf-pe
MOE430_2_1454110_at 0.2 0.2 A A 0.95 0.91 0.4 NC 0.19 gb:AK015112.1 /DB_XREF=gi:12853328 /FEA=mRNA /CNT=1 /TID=Mm.159798.1 /TIER=ConsEnd /STK=0 /UG=Mm.159798 /LL=76865 /UG_GENE=493040
MOE430_2_1454120_a_ 27 38 P P 0.01 0.00293 0.4 MI 0.00249 gb:AK016709.1 /DB_XREF=gi:12855593 /FEA=mRNA /CNT=1 /TID=Mm.38196.2 /TIER=ConsEnd /STK=0 /UG=Mm.38196 /LL=71041 /UG_GENE=4933407A
MOE430_2_1454139_at 14.3 21.2 A A 0.3 0.12 0.4 NC 0.21 gb:AK015101.1 /DB_XREF=gi:12853312 /FEA=mRNA /CNT=1 /TID=Mm.159064.1 /TIER=ConsEnd /STK=0 /UG=Mm.159064 /LL=73797 /UG_GENE=493040
MOE430_2_1454182_at 29.2 32.6 P P 0.008057 0.000244 0.4 NC 0.02 gb:AK019946.1 /DB_XREF=gi:12860357 /FEA=mRNA /CNT=1 /TID=Mm.160094.1 /TIER=ConsEnd /STK=0 /UG=Mm.160094 /LL=78548 /UG_GENE=543041
MOE430_2_1454187_at 3.9 6.2 A A 0.32 0.36 0.4 NC 0.03 gb:AK007293.1 /DB_XREF=gi:12840743 /FEA=mRNA /CNT=1 /TID=Mm.159753.1 /TIER=ConsEnd /STK=0 /UG=Mm.159753 /LL=76645 /UG_GENE=170012
MOE430_2_1454212_x_ 1.6 1.1 A A 0.59 0.69 0.4 NC 0.5 gb:AK019629.1 /DB_XREF=gi:12859931 /FEA=mRNA /CNT=1 /TID=Mm.195804.1 /TIER=ConsEnd /STK=0 /UG=Mm.195804 /LL=78159 /UG_GENE=493045
MOE430_2_1454256_s_ 71.2 78.4 P P 0.001221 0.000244 0.4 NC 0.17 gb:AK004415.1 /DB_XREF=gi:12835591 /FEA=mRNA /CNT=1 /TID=Mm.195528.1 /TIER=ConsEnd /STK=0 /UG=Mm.195528 /LL=68896 /UG_GENE=111006
MOE430_2_1454271_at 5.8 13.4 A A 0.3 0.3 0.4 NC 0.5 gb:AK007475.1 /DB_XREF=gi:12841043 /FEA=mRNA /CNT=1 /TID=Mm.158234.1 /TIER=ConsEnd /STK=0 /UG=Mm.158234 /LL=69042 /UG_GENE=181001
MOE430_2_1454278_at 7.3 11.7 A A 0.39 0.08 0.4 NC 0.5 gb:AK020766.1 /DB_XREF=gi:12861452 /FEA=mRNA /CNT=5 /TID=Mm.168813.1 /TIER=ConsEnd /STK=0 /UG=Mm.168813 /LL=77188 /UG_GENE=A43010
MOE430_2_1454345_at 4.1 8.9 A A 0.43 0.19 0.4 NC 0.25 gb:AV205672 /DB_XREF=gi:6146525 /DB_XREF=AV205672 /CLONE=1700081H04 /FEA=mRNA /CNT=2 /TID=Mm.159017.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454353_at 6 7.7 A A 0.56 0.46 0.4 NC 0.13 gb:AK014733.1 /DB_XREF=gi:12852757 /FEA=mRNA /CNT=2 /TID=Mm.83916.1 /TIER=ConsEnd /STK=0 /UG=Mm.83916 /LL=73766 /UG_GENE=4833420D
MOE430_2_1454358_at 9.4 9.6 A A 0.36 0.14 0.4 NC 0.37 gb:AV154314 /DB_XREF=gi:5370415 /DB_XREF=AV154314 /CLONE=2900060N12 /FEA=mRNA /CNT=2 /TID=Mm.177202.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454372_at 4.2 3.7 A A 0.66 0.66 0.4 NC 0.46 gb:AK019867.1 /DB_XREF=gi:12860244 /FEA=mRNA /CNT=2 /TID=Mm.89474.8 /TIER=ConsEnd /STK=0 /UG=Mm.89474 /LL=12519 /UG_GENE=Cd80 /UG
MOE430_2_1454388_at 11.8 21.3 A P 0.09 0.00293 0.4 NC 0.06 gb:AW146388 /DB_XREF=gi:6168124 /DB_XREF=um56g02.x1 /CLONE=IMAGE:2259314 /FEA=mRNA /CNT=2 /TID=Mm.158928.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1454393_at 29.4 32.6 A A 0.24 0.17 0.4 NC 0.16 gb:AK009865.1 /DB_XREF=gi:12844923 /FEA=mRNA /CNT=2 /TID=Mm.158335.1 /TIER=ConsEnd /STK=0 /UG=Mm.158335 /LL=70183 /UG_GENE=231004
MOE430_2_1454439_at 5.9 7 A A 0.43 0.43 0.4 NC 0.44 gb:AK014727.1 /DB_XREF=gi:12852749 /FEA=mRNA /CNT=1 /TID=Mm.159332.1 /TIER=ConsEnd /STK=0 /UG=Mm.159332 /LL=74842 /UG_GENE=483341
MOE430_2_1454468_at 0.4 0.3 A A 0.8 0.87 0.4 NC 0.5 gb:AK017393.1 /DB_XREF=gi:12856611 /FEA=mRNA /CNT=1 /TID=Mm.158673.1 /TIER=ConsEnd /STK=0 /UG=Mm.158673 /LL=71341 /UG_GENE=543043
MOE430_2_1454513_at 3.9 8 A A 0.36 0.12 0.4 NC 0.01 gb:AK020451.1 /DB_XREF=gi:12861040 /FEA=mRNA /CNT=1 /TID=Mm.159892.1 /TIER=ConsEnd /STK=0 /UG=Mm.159892 /LL=77301 /UG_GENE=943003
MOE430_2_1454542_at 9.6 19.2 A A 0.24 0.27 0.4 NC 0.46 gb:AK020387.1 /DB_XREF=gi:12860961 /FEA=mRNA /CNT=1 /TID=Mm.159934.1 /TIER=ConsEnd /STK=0 /UG=Mm.159934 /LL=77518 /UG_GENE=933017
MOE430_2_1454547_at 12.3 22.8 P M 0.03 0.05 0.4 NC 0.5 gb:AK009831.1 /DB_XREF=gi:12844868 /FEA=mRNA /CNT=1 /TID=Mm.159779.1 /TIER=ConsEnd /STK=0 /UG=Mm.159779 /LL=76755 /UG_GENE=231004
MOE430_2_1454604_s_ 7.9 10.9 A P 0.08 0.03 0.4 NC 0.06 gb:BB072896 /DB_XREF=gi:15406853 /DB_XREF=BB072896 /CLONE=9030619E17 /FEA=EST /CNT=222 /TID=Mm.21950.1 /TIER=Stack /STK=174 /UG=M
MOE430_2_1454607_s_ 464.2 540.9 P P 0.000244 0.000244 0.4 MI 0.00225 gb:AV216491 /DB_XREF=gi:6157336 /DB_XREF=AV216491 /CLONE=2410162G07 /FEA=EST /CNT=168 /TID=Mm.29902.3 /TIER=Stack /STK=164 /UG=M
MOE430_2_1454636_at 312 373.2 P P 0.000244 0.000244 0.4 I 0.000078 gb:AV114188 /DB_XREF=gi:16382177 /DB_XREF=AV114188 /CLONE=2610029O15 /FEA=EST /CNT=212 /TID=Mm.28003.2 /TIER=Stack /STK=107 /UG=M
MOE430_2_1454684_at 35.6 54 P P 0.01 0.008057 0.4 NC 0.01 gb:BG074932 /DB_XREF=gi:12557501 /DB_XREF=H3141B06-3 /CLONE=H3141B06 /FEA=EST /CNT=74 /TID=Mm.50655.1 /TIER=Stack /STK=73 /UG=Mm



MOE430_2_1454722_at 712.4 1010.7 P P 0.000244 0.000244 0.4 I 0.001201 gb:BG792618 /DB_XREF=gi:14128188 /DB_XREF=UTSW_H3E3 /CLONE=UTSW_H3E3 /FEA=EST /CNT=77 /TID=Mm.1591.2 /TIER=Stack /STK=62 /UG=Mm
MOE430_2_1454770_at 1.1 1.4 A A 0.99 0.99 0.4 NC 0.27 gb:AV221910 /DB_XREF=gi:15404818 /DB_XREF=AV221910 /CLONE=3632432P12 /FEA=EST /CNT=52 /TID=Mm.44513.2 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1454794_at 243.6 289.6 P P 0.000732 0.000732 0.4 NC 0.003041 gb:AV298495 /DB_XREF=gi:16393057 /DB_XREF=AV298495 /CLONE=5730458M19 /FEA=EST /CNT=78 /TID=Mm.19804.2 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1454814_s_ 230.2 282.2 P P 0.000244 0.000244 0.4 NC 0.003355 gb:BG064779 /DB_XREF=gi:12547342 /DB_XREF=H3023G05-3 /CLONE=H3023G05 /FEA=EST /CNT=107 /TID=Mm.27454.2 /TIER=Stack /STK=44 /UG=M
MOE430_2_1454820_at 24.5 30.5 A A 0.39 0.33 0.4 NC 0.01 gb:BB336266 /DB_XREF=gi:16404147 /DB_XREF=BB336266 /CLONE=B830048G18 /FEA=EST /CNT=53 /TID=Mm.24403.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1454834_at 426.7 518.4 P P 0.000244 0.000244 0.4 I 0.000214 gb:BI687652 /DB_XREF=gi:15650280 /DB_XREF=603312646F1 /CLONE=IMAGE:5352731 /FEA=EST /CNT=270 /TID=Mm.34578.1 /TIER=Stack /STK=42 /U
MOE430_2_1454845_x_ 7.8 10.7 P A 0.01 0.3 0.4 NC 0.5 gb:AW049955 /DB_XREF=gi:5910484 /DB_XREF=UI-M-BH1-ant-c-04-0-UI.s1 /CLONE=UI-M-BH1-ant-c-04-0-UI /FEA=EST /CNT=44 /TID=Mm.23072.1 
MOE430_2_1454860_x_ 1934.4 2463.8 P P 0.000732 0.000244 0.4 I 0.00002 gb:BI966630 /DB_XREF=gi:16341035 /DB_XREF=id57a02.x1 /CLONE=IMAGE:5666979 /FEA=EST /CNT=48 /TID=Mm.2547.3 /TIER=Stack /STK=40 /UG=M
MOE430_2_1454887_at 191.5 270.7 P P 0.000244 0.000244 0.4 I 0.000068 gb:AW537308 /DB_XREF=gi:7179725 /DB_XREF=G0114G10-3 /CLONE=G0114G10 /FEA=EST /CNT=169 /TID=Mm.28202.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1454889_x_ 236.2 478.4 P P 0.000732 0.000732 0.4 I 0.000241 gb:BB711990 /DB_XREF=gi:16065159 /DB_XREF=BB711990 /CLONE=B020031N18 /FEA=EST /CNT=107 /TID=Mm.205458.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1454903_at 15.6 25.6 A P 0.19 0.03 0.4 NC 0.18 gb:BB151515 /DB_XREF=gi:16267941 /DB_XREF=BB151515 /CLONE=A030014A01 /FEA=EST /CNT=46 /TID=Mm.103727.2 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454913_at 36.6 35.6 P P 0.02 0.001221 0.4 NC 0.13 gb:BE951725 /DB_XREF=gi:10591368 /DB_XREF=UI-M-CC0-aye-b-01-0-UI.s1 /CLONE=UI-M-CC0-aye-b-01-0-UI /FEA=EST /CNT=36 /TID=Mm.56193.
MOE430_2_1454923_at 78.9 109.1 P P 0.001953 0.000732 0.4 NC 0.004073 gb:BQ175964 /DB_XREF=gi:20351456 /DB_XREF=UI-M-DJ2-bwf-p-08-0-UI.s1 /CLONE=UI-M-DJ2-bwf-p-08-0-UI /FEA=EST /CNT=53 /TID=Mm.187331
MOE430_2_1454948_at 328.8 381.8 P P 0.000732 0.000732 0.4 I 0.000114 gb:BG069278 /DB_XREF=gi:12551847 /DB_XREF=H3074F07-3 /CLONE=H3074F07 /FEA=EST /CNT=210 /TID=Mm.24870.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1454952_s_ 106.2 161.6 P P 0.000244 0.000244 0.4 I 0.00002 gb:BG069311 /DB_XREF=gi:12551880 /DB_XREF=H3075A05-3 /CLONE=H3075A05 /FEA=EST /CNT=51 /TID=Mm.21448.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1454956_at 71.7 110.2 P P 0.02 0.02 0.4 MI 0.00225 gb:BM212538 /DB_XREF=gi:17770093 /DB_XREF=C0823B09-3 /CLONE=C0823B09 /FEA=EST /CNT=48 /TID=Mm.26465.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1454958_at 317.7 389.5 P P 0.000244 0.000244 0.4 I 0.001651 gb:BQ175580 /DB_XREF=gi:20351072 /DB_XREF=UI-M-DJ2-bvx-g-12-0-UI.s1 /CLONE=UI-M-DJ2-bvx-g-12-0-UI /FEA=EST /CNT=72 /TID=Mm.86603.1
MOE430_2_1454984_at 161.7 221.9 P P 0.000732 0.000244 0.4 I 0.000046 gb:AV246615 /DB_XREF=gi:16387119 /DB_XREF=AV246615 /CLONE=4832413I12 /FEA=EST /CNT=36 /TID=Mm.24003.1 /TIER=Stack /STK=31 /UG=Mm.
MOE430_2_1454998_at 177 151.8 P P 0.001953 0.000244 0.4 NC 0.008511 gb:BM225303 /DB_XREF=gi:17786838 /DB_XREF=K0209F01-3 /CLONE=K0209F01 /FEA=EST /CNT=52 /TID=Mm.24797.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455026_at 59.8 67.1 P P 0.000244 0.000732 0.4 NC 0.02 gb:BE947961 /DB_XREF=gi:10525720 /DB_XREF=UI-M-BH3-axf-c-10-0-UI.s1 /CLONE=UI-M-BH3-axf-c-10-0-UI /FEA=EST /CNT=85 /TID=Mm.23879.1
MOE430_2_1455059_at 80 122.9 P P 0.000244 0.000244 0.4 I 0.000307 gb:BB104941 /DB_XREF=gi:16261455 /DB_XREF=BB104941 /CLONE=9430093I07 /FEA=EST /CNT=40 /TID=Mm.34220.1 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1455093_a_ 1.8 1.5 A A 0.87 0.75 0.4 NC 0.13 gb:AI256465 /DB_XREF=gi:3863990 /DB_XREF=ui86f08.x1 /CLONE=IMAGE:1889319 /FEA=EST /CNT=49 /TID=Mm.197554.2 /TIER=Stack /STK=25 /UG=M
MOE430_2_1455097_at 130.1 141.9 P P 0.01 0.008057 0.4 NC 0.004073 gb:BQ174579 /DB_XREF=gi:20350070 /DB_XREF=UI-M-DJ2-bvy-f-23-0-UI.s1 /CLONE=UI-M-DJ2-bvy-f-23-0-UI /FEA=EST /CNT=26 /TID=Mm.27436.2
MOE430_2_1455102_at 75.4 99.4 P P 0.000244 0.000732 0.4 NC 0.02 gb:BB213860 /DB_XREF=gi:16352910 /DB_XREF=BB213860 /CLONE=A530014K12 /FEA=EST /CNT=50 /TID=Mm.164450.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455113_at 37.1 51.7 P P 0.000244 0.000244 0.4 NC 0.02 gb:BM232782 /DB_XREF=gi:17868052 /DB_XREF=K0328B06-3 /CLONE=K0328B06 /FEA=EST /CNT=33 /TID=Mm.27717.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455118_at 47.1 65.4 P P 0.000244 0.000244 0.4 NC 0.04 gb:BM122201 /DB_XREF=gi:17105969 /DB_XREF=L0506H06-3 /CLONE=L0506H06 /FEA=EST /CNT=28 /TID=Mm.28763.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455141_at 133.4 168.8 P P 0.000244 0.000244 0.4 I 0.001832 gb:BI080625 /DB_XREF=gi:14498955 /DB_XREF=602878332F1 /CLONE=IMAGE:5010270 /FEA=EST /CNT=58 /TID=Mm.218873.1 /TIER=Stack /STK=17 /U
MOE430_2_1455145_at 393.8 473.3 P P 0.000244 0.000732 0.4 NC 0.004481 gb:BM115577 /DB_XREF=gi:17078595 /DB_XREF=L0822C03-3 /CLONE=L0822C03 /FEA=EST /CNT=36 /TID=Mm.102206.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1455170_at 26.1 41.4 P P 0.000244 0.000732 0.4 NC 0.02 gb:BB250227 /DB_XREF=gi:16355773 /DB_XREF=BB250227 /CLONE=A730039K01 /FEA=EST /CNT=68 /TID=Mm.124828.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1455196_s_ 36.3 48.6 P P 0.000732 0.00293 0.4 NC 0.01 gb:AA987127 /DB_XREF=gi:3167890 /DB_XREF=uc80f03.x1 /CLONE=IMAGE:1431965 /FEA=EST /CNT=28 /TID=Mm.23972.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1455226_at 15.9 24.2 A A 0.14 0.12 0.4 NC 0.27 gb:BB478022 /DB_XREF=gi:16440385 /DB_XREF=BB478022 /CLONE=D330027P03 /FEA=EST /CNT=21 /TID=Mm.32881.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455235_x_ 1087.6 1423.7 P P 0.000244 0.000244 0.4 I 0.000078 gb:AV216324 /DB_XREF=gi:6157169 /DB_XREF=AV216324 /CLONE=2410159L05 /FEA=EST /CNT=21 /TID=Mm.9745.3 /TIER=Stack /STK=19 /UG=Mm.97
MOE430_2_1455237_at 79 100.8 P P 0.000732 0.001953 0.4 NC 0.004925 gb:BB006147 /DB_XREF=gi:16256989 /DB_XREF=BB006147 /CLONE=4732470B18 /FEA=EST /CNT=48 /TID=Mm.4859.2 /TIER=Stack /STK=19 /UG=Mm.4
MOE430_2_1455239_at 83.6 116.5 P P 0.000244 0.000244 0.4 MI 0.002032 gb:BM116861 /DB_XREF=gi:17079879 /DB_XREF=L0842B07-3 /CLONE=L0842B07 /FEA=EST /CNT=20 /TID=Mm.1898.1 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1455256_at 10.3 21.9 A A 0.24 0.17 0.4 NC 0.03 gb:AI117633 /DB_XREF=gi:3517957 /DB_XREF=ui48c07.x1 /CLONE=IMAGE:1885644 /FEA=EST /CNT=28 /TID=Mm.26583.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455312_at 142.4 175.9 P P 0.000244 0.000244 0.4 I 0.001486 gb:BM241699 /DB_XREF=gi:17876969 /DB_XREF=K0620H04-3 /CLONE=K0620H04 /FEA=EST /CNT=60 /TID=Mm.129230.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1455336_at 90.9 109.5 P P 0.000732 0.001221 0.4 NC 0.02 gb:BG073155 /DB_XREF=gi:12555724 /DB_XREF=H3119D05-3 /CLONE=H3119D05 /FEA=EST /CNT=19 /TID=Mm.40196.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455366_at 7.3 14.7 P P 0.03 0.01 0.4 NC 0.004481 gb:AW550677 /DB_XREF=gi:7196105 /DB_XREF=L0067F12-3 /CLONE=L0067F12 /FEA=EST /CNT=17 /TID=Mm.30240.2 /TIER=Stack /STK=15 /UG=Mm.3
MOE430_2_1455367_at 16.9 26.6 P P 0.03 0.03 0.4 NC 0.31 gb:BF020021 /DB_XREF=gi:10751353 /DB_XREF=ux06d05.x1 /CLONE=IMAGE:3470697 /FEA=EST /CNT=17 /TID=Mm.5972.2 /TIER=Stack /STK=15 /UG=
MOE430_2_1455403_at 342.5 461.6 P P 0.000244 0.000244 0.4 I 0.001077 gb:BB035197 /DB_XREF=gi:16258303 /DB_XREF=BB035197 /CLONE=5930402J01 /FEA=EST /CNT=31 /TID=Mm.33834.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455418_at 39.5 48.2 P P 0.000244 0.001953 0.4 NC 0.15 gb:BM119433 /DB_XREF=gi:17087459 /DB_XREF=L0925C06-3 /CLONE=L0925C06 /FEA=EST /CNT=18 /TID=Mm.138292.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455419_at 114.3 137.2 P P 0.000732 0.000732 0.4 NC 0.16 gb:BB503889 /DB_XREF=gi:16442669 /DB_XREF=BB503889 /CLONE=D630045J12 /FEA=EST /CNT=17 /TID=Mm.38812.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455465_at 26.5 34.5 P P 0.001953 0.00415 0.4 NC 0.13 gb:BB769473 /DB_XREF=gi:16212015 /DB_XREF=BB769473 /CLONE=G370096F09 /FEA=EST /CNT=15 /TID=Mm.83579.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455496_at 149.9 190.9 P P 0.000244 0.000244 0.4 NC 0.004925 gb:AV306055 /DB_XREF=gi:16393751 /DB_XREF=AV306055 /CLONE=5730534M14 /FEA=EST /CNT=28 /TID=Mm.215668.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455503_at 43.8 86.6 P P 0.001221 0.001953 0.4 NC 0.05 gb:AW107826 /DB_XREF=gi:6078626 /DB_XREF=um23d10.x1 /CLONE=IMAGE:2225395 /FEA=EST /CNT=20 /TID=Mm.100885.1 /TIER=Stack /STK=12 /UG
MOE430_2_1455544_at 38.6 67.4 P P 0.00293 0.001953 0.4 NC 0.01 gb:BM228797 /DB_XREF=gi:17791558 /DB_XREF=K0268B06-3 /CLONE=K0268B06 /FEA=EST /CNT=25 /TID=Mm.40783.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455610_at 65.1 85 P P 0.000244 0.000732 0.4 NC 0.01 gb:BB457010 /DB_XREF=gi:16426111 /DB_XREF=BB457010 /CLONE=D130049G12 /FEA=EST /CNT=13 /TID=Mm.41090.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455623_at 10.5 12.8 A A 0.3 0.12 0.4 NC 0.44 gb:BB188266 /DB_XREF=gi:8848837 /DB_XREF=BB188266 /CLONE=A330048B13 /FEA=EST /CNT=12 /TID=Mm.40549.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1455626_at 19.7 25.2 A A 0.06 0.11 0.4 NC 0.3 gb:AA987181 /DB_XREF=gi:3167944 /DB_XREF=uc81c08.x1 /CLONE=IMAGE:1432046 /FEA=EST /CNT=12 /TID=Mm.4694.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455638_at 51.5 77.8 P P 0.00293 0.008057 0.4 NC 0.04 gb:BE949045 /DB_XREF=gi:10526804 /DB_XREF=UI-M-BH3-avg-e-09-0-UI.s1 /CLONE=UI-M-BH3-avg-e-09-0-UI /FEA=EST /CNT=10 /TID=Mm.22792.
MOE430_2_1455655_a_ 303.3 338.1 P P 0.000244 0.000732 0.4 NC 0.01 gb:BM935796 /DB_XREF=gi:19394948 /DB_XREF=UI-M-BH3-asa-a-09-0-UI.r1 /CLONE=UI-M-BH3-asa-a-09-0-UI /FEA=EST /CNT=15 /TID=Mm.24083.2
MOE430_2_1455683_a_ 1.2 0.9 A A 0.69 0.91 0.4 NC 0.13 gb:BB451404 /DB_XREF=gi:16425549 /DB_XREF=BB451404 /CLONE=D130009N18 /FEA=EST /CNT=14 /TID=Mm.104771.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455701_at 12.3 23.4 P P 0.02 0.00293 0.4 NC 0.14 gb:BI965517 /DB_XREF=gi:16339922 /DB_XREF=id47h10.x1 /CLONE=IMAGE:5666539 /FEA=EST /CNT=12 /TID=Mm.41685.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1455766_at 0.5 0.7 A A 0.75 0.82 0.4 NC 0.37 gb:BE945884 /DB_XREF=gi:10523643 /DB_XREF=UI-M-BZ0-axr-d-06-0-UI.s1 /CLONE=UI-M-BZ0-axr-d-06-0-UI /FEA=EST /CNT=10 /TID=Mm.92496.1
MOE430_2_1455775_at 91.1 108.9 P P 0.000244 0.000244 0.4 NC 0.02 gb:AW988196 /DB_XREF=gi:8183283 /DB_XREF=ug04a02.y1 /CLONE=IMAGE:1530602 /FEA=EST /CNT=9 /TID=Mm.52323.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455817_x_ 42.1 31.9 P P 0.000732 0.000244 0.4 NC 0.44 gb:AI661029 /DB_XREF=gi:4764612 /DB_XREF=mz76c05.x1 /CLONE=IMAGE:719336 /FEA=EST /CNT=56 /TID=Mm.30749.1 /TIER=Stack /STK=54 /UG=M
MOE430_2_1455836_at 128.8 157.9 P P 0.000244 0.000244 0.4 NC 0.004925 gb:BM230222 /DB_XREF=gi:17793394 /DB_XREF=K0292A09-3 /CLONE=K0292A09 /FEA=EST /CNT=109 /TID=Mm.3170.4 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1455838_at 8.9 11.8 A A 0.39 0.14 0.4 NC 0.33 gb:AV279125 /DB_XREF=gi:16391238 /DB_XREF=AV279125 /CLONE=4933406A14 /FEA=EST /CNT=44 /TID=Mm.29788.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1455849_at 30.1 36.2 P P 0.03 0.005859 0.4 I 0.001336 gb:BE980206 /DB_XREF=gi:10647925 /DB_XREF=UI-M-BG2-bcq-h-08-0-UI.s1 /CLONE=UI-M-BG2-bcq-h-08-0-UI /FEA=EST /CNT=97 /TID=Mm.34977
MOE430_2_1455889_at 2.7 4.1 A A 0.39 0.24 0.4 NC 0.5 gb:BB366634 /DB_XREF=gi:16406453 /DB_XREF=BB366634 /CLONE=C130034H11 /FEA=EST /CNT=35 /TID=Mm.142892.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1455933_at 7.7 18.5 A A 0.17 0.27 0.4 NC 0.5 gb:AV256955 /DB_XREF=gi:16388364 /DB_XREF=AV256955 /CLONE=4921532C16 /FEA=EST /CNT=26 /TID=Mm.133379.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455962_at 46.5 66.6 P P 0.00415 0.01 0.4 NC 0.07 gb:BB751267 /DB_XREF=gi:16155503 /DB_XREF=BB751267 /CLONE=G130204L17 /FEA=EST /CNT=28 /TID=Mm.116162.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1456009_x_ 576.9 731.4 P P 0.000244 0.000244 0.4 I 0.00013 gb:BB556978 /DB_XREF=gi:9643344 /DB_XREF=BB556978 /CLONE=E330026D09 /FEA=EST /CNT=20 /TID=Mm.20915.3 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1456074_at 1.3 2.2 A A 0.46 0.53 0.4 NC 0.33 gb:BB143568 /DB_XREF=gi:8798505 /DB_XREF=BB143568 /CLONE=9930021G07 /FEA=EST /CNT=18 /TID=Mm.106138.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456079_x_ 728.1 622.2 P P 0.001221 0.000244 0.4 I 0.00002 gb:AV263745 /DB_XREF=gi:6251668 /DB_XREF=AV263745 /CLONE=4930440M15 /FEA=EST /CNT=18 /TID=Mm.203.3 /TIER=Stack /STK=17 /UG=Mm.20
MOE430_2_1456131_x_ 203.2 265.8 P P 0.001221 0.000732 0.4 I 0.000023 gb:BB131357 /DB_XREF=gi:8785747 /DB_XREF=BB131357 /CLONE=9630051E24 /FEA=EST /CNT=16 /TID=Mm.7524.3 /TIER=Stack /STK=15 /UG=Mm.75
MOE430_2_1456169_at 19.8 19.7 A P 0.12 0.01 0.4 NC 0.17 gb:AW111083 /DB_XREF=gi:6823796 /DB_XREF=MT5101 /CLONE=MT5101 /FEA=EST /CNT=15 /TID=Mm.46366.1 /TIER=Stack /STK=14 /UG=Mm.46366 
MOE430_2_1456209_x_ 29.8 39.2 P P 0.001221 0.000244 0.4 NC 0.03 gb:BB076850 /DB_XREF=gi:16260375 /DB_XREF=BB076850 /CLONE=9330129I15 /FEA=EST /CNT=15 /TID=Mm.131009.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456224_x_ 2.8 3.7 A A 0.49 0.29 0.4 NC 0.13 gb:BB667170 /DB_XREF=gi:16398619 /DB_XREF=BB667170 /CLONE=4922503N05 /FEA=EST /CNT=14 /TID=Mm.23506.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456242_at 0.9 1.1 A A 0.9 0.8 0.4 NC 0.24 gb:AV101904 /DB_XREF=gi:5249452 /DB_XREF=AV101904 /CLONE=2410083I11 /FEA=EST /CNT=13 /TID=Mm.45676.1 /TIER=Stack /STK=13 /UG=Mm.4
MOE430_2_1456316_a_ 33.2 48.7 P P 0.03 0.01 0.4 NC 0.01 gb:BI965035 /DB_XREF=gi:16339440 /DB_XREF=id35h05.x1 /CLONE=IMAGE:5665377 /FEA=EST /CNT=23 /TID=Mm.28214.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456324_at 42.4 62.9 P P 0.00293 0.005859 0.4 NC 0.14 gb:AV127111 /DB_XREF=gi:16382545 /DB_XREF=AV127111 /CLONE=2700046F20 /FEA=EST /CNT=28 /TID=Mm.32271.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456339_at 86.8 112 P P 0.000244 0.000244 0.4 MI 0.00225 gb:AI315333 /DB_XREF=gi:4030600 /DB_XREF=uj37d03.x1 /CLONE=IMAGE:1922117 /FEA=EST /CNT=18 /TID=Mm.41575.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456340_at 13.4 21.7 P P 0.00293 0.04 0.4 NC 0.5 gb:AV309800 /DB_XREF=gi:15406027 /DB_XREF=AV309800 /CLONE=5730585K13 /FEA=EST /CNT=14 /TID=Mm.27920.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456344_at 8.6 21.1 A P 0.08 0.001221 0.4 I 0.000492 gb:BB003393 /DB_XREF=gi:16214791 /DB_XREF=BB003393 /CLONE=4732454O18 /FEA=EST /CNT=13 /TID=Mm.209039.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456366_at 7.3 8.3 P A 0.03 0.12 0.4 NC 0.5 gb:BB833901 /DB_XREF=gi:17012144 /DB_XREF=BB833901 /CLONE=G930028E17 /FEA=EST /CNT=12 /TID=Mm.46111.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456383_at 212.6 273.1 P P 0.000244 0.000244 0.4 I 0.00002 gb:BM239987 /DB_XREF=gi:17875257 /DB_XREF=K0543E11-3 /CLONE=K0543E11 /FEA=EST /CNT=295 /TID=Mm.28291.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456396_at 90.3 125.8 P P 0.000244 0.000244 0.4 NC 0.003041 gb:BG064541 /DB_XREF=gi:12547104 /DB_XREF=H3020H12-3 /CLONE=H3020H12 /FEA=EST /CNT=30 /TID=Mm.89821.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456419_at 39.4 68.2 P P 0.000244 0.000244 0.4 MI 0.00249 gb:BI108098 /DB_XREF=gi:14558991 /DB_XREF=602902496F1 /CLONE=IMAGE:5032198 /FEA=EST /CNT=41 /TID=Mm.86860.2 /TIER=Stack /STK=10 /UG
MOE430_2_1456433_at 111.8 192.1 P P 0.001221 0.000732 0.4 NC 0.13 gb:BB000798 /DB_XREF=gi:7840726 /DB_XREF=BB000798 /CLONE=2700052G12 /FEA=EST /CNT=11 /TID=Mm.46719.3 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456463_at 16.2 23.1 P A 0.04 0.14 0.4 NC 0.35 gb:BB546757 /DB_XREF=gi:9618185 /DB_XREF=BB546757 /CLONE=E130314C12 /FEA=EST /CNT=10 /TID=Mm.115165.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456471_x_ 269.6 354.8 P P 0.01 0.005859 0.4 I 0.000389 gb:BB204486 /DB_XREF=gi:8869439 /DB_XREF=BB204486 /CLONE=A430058C06 /FEA=EST /CNT=10 /TID=Mm.16898.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456474_at 0.4 0.7 A A 0.75 0.53 0.4 NC 0.16 gb:AA792902 /DB_XREF=gi:2855857 /DB_XREF=vp54d05.r1 /CLONE=IMAGE:1080489 /FEA=EST /CNT=164 /TID=Mm.8817.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1456486_at 43.4 39.2 P P 0.02 0.01 0.4 NC 0.14 gb:BF318389 /DB_XREF=gi:11266972 /DB_XREF=ux10c02.x1 /CLONE=IMAGE:3471074 /FEA=EST /CNT=44 /TID=Mm.44706.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1456492_at 70.6 65.1 P P 0.00415 0.000732 0.4 NC 0.06 gb:BB279767 /DB_XREF=gi:16401194 /DB_XREF=BB279767 /CLONE=A930019L04 /FEA=EST /CNT=22 /TID=Mm.27057.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456503_at 30.4 33.6 A P 0.06 0.01 0.4 NC 0.01 gb:BB757670 /DB_XREF=gi:16185962 /DB_XREF=BB757670 /CLONE=G270087G09 /FEA=EST /CNT=17 /TID=Mm.138606.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456584_x_ 217.3 317 P P 0.008057 0.008057 0.4 MI 0.00225 gb:BB495884 /DB_XREF=gi:9468162 /DB_XREF=BB495884 /CLONE=D530050H10 /FEA=EST /CNT=9 /TID=Mm.16898.6 /TIER=Stack /STK=9 /UG=Mm.16
MOE430_2_1456612_at 10.1 12.8 A A 0.3 0.12 0.4 NC 0.16 gb:AI462269 /DB_XREF=gi:4316299 /DB_XREF=ub71f05.x1 /CLONE=IMAGE:1383201 /FEA=EST /CNT=23 /TID=Mm.3409.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456659_at 33.4 46.9 P P 0.000244 0.000732 0.4 NC 0.12 gb:BM116906 /DB_XREF=gi:17079924 /DB_XREF=L0842H07-3 /CLONE=L0842H07 /FEA=EST /CNT=10 /TID=Mm.25356.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456672_at 47.8 52.2 P P 0.02 0.005859 0.4 NC 0.06 gb:BG063254 /DB_XREF=gi:12545817 /DB_XREF=H3004H07-3 /CLONE=H3004H07 /FEA=EST /CNT=10 /TID=Mm.23210.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456674_at 27.6 36.2 A A 0.14 0.09 0.4 NC 0.5 gb:BB772877 /DB_XREF=gi:16214582 /DB_XREF=BB772877 /CLONE=G370149M15 /FEA=EST /CNT=10 /TID=Mm.178344.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456692_at 1 2.2 A A 0.93 0.87 0.4 NC 0.2 gb:BB730496 /DB_XREF=gi:16113771 /DB_XREF=BB730496 /CLONE=E860125P12 /FEA=EST /CNT=9 /TID=Mm.212513.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456756_at 190.2 242.8 P P 0.000244 0.000244 0.4 NC 0.004481 gb:BB295976 /DB_XREF=gi:16401867 /DB_XREF=BB295976 /CLONE=B130043E11 /FEA=EST /CNT=16 /TID=Mm.136868.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1456760_at 1.1 1.7 A A 0.94 0.87 0.4 NC 0.4 gb:BB342676 /DB_XREF=gi:9052388 /DB_XREF=BB342676 /CLONE=B930038O19 /FEA=EST /CNT=12 /TID=Mm.32781.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456778_at 78.2 109.1 P P 0.03 0.02 0.4 NC 0.03 gb:BB409477 /DB_XREF=gi:16423183 /DB_XREF=BB409477 /CLONE=C430014D18 /FEA=EST /CNT=10 /TID=Mm.186992.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1456792_at 4.3 3.2 A A 0.66 0.66 0.4 NC 0.31 gb:BG967046 /DB_XREF=gi:14354683 /DB_XREF=602834282F1 /CLONE=IMAGE:4988516 /FEA=EST /CNT=11 /TID=Mm.212730.1 /TIER=ConsEnd /STK=7
MOE430_2_1456875_at 19.4 28.1 P P 0.01 0.000732 0.4 NC 0.01 gb:AV232053 /DB_XREF=gi:16385919 /DB_XREF=AV232053 /CLONE=4632411K06 /FEA=EST /CNT=14 /TID=Mm.26499.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456879_at 71.1 91 P P 0.000244 0.000244 0.4 I 0.001832 gb:BE980772 /DB_XREF=gi:10649162 /DB_XREF=UI-M-BG2-bcm-h-05-0-UI.s1 /CLONE=UI-M-BG2-bcm-h-05-0-UI /FEA=EST /CNT=25 /TID=Mm.44768
MOE430_2_1456885_at 73.4 65.3 P P 0.001953 0.001953 0.4 NC 0.009292 gb:BB764474 /DB_XREF=gi:16192770 /DB_XREF=BB764474 /CLONE=G370036B07 /FEA=EST /CNT=12 /TID=Mm.32284.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456905_at 62.8 79.3 P P 0.000244 0.000244 0.4 NC 0.2 gb:BB018903 /DB_XREF=gi:16257595 /DB_XREF=BB018903 /CLONE=4930580H03 /FEA=EST /CNT=12 /TID=Mm.23104.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456915_at 1.1 0.8 A A 0.78 0.88 0.4 NC 0.05 gb:AV255224 /DB_XREF=gi:16388170 /DB_XREF=AV255224 /CLONE=4921517N20 /FEA=EST /CNT=7 /TID=Mm.56076.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456917_at 20.1 27.1 P P 0.00293 0.000732 0.4 NC 0.006503 gb:AW554214 /DB_XREF=gi:7199637 /DB_XREF=L0237D07-3 /CLONE=L0237D07 /FEA=EST /CNT=7 /TID=Mm.103087.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456948_at 12.4 23.5 A A 0.12 0.12 0.4 NC 0.36 gb:BM115150 /DB_XREF=gi:17078168 /DB_XREF=L0816D02-3 /CLONE=L0816D02 /FEA=EST /CNT=9 /TID=Mm.38153.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456952_at 24 36.5 P P 0.01 0.03 0.4 NC 0.2 gb:BG075143 /DB_XREF=gi:12557712 /DB_XREF=H3143G07-3 /CLONE=H3143G07 /FEA=EST /CNT=8 /TID=Mm.103140.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456993_at 11.2 20 A A 0.24 0.24 0.4 NC 0.5 gb:BB390674 /DB_XREF=gi:16408846 /DB_XREF=BB390674 /CLONE=C230070L03 /FEA=EST /CNT=6 /TID=Mm.210264.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457013_at 7 5.9 P P 0.03 0.03 0.4 NC 0.5 gb:BB731827 /DB_XREF=gi:16115102 /DB_XREF=BB731827 /CLONE=E970015M15 /FEA=EST /CNT=6 /TID=Mm.170869.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457027_at 23.2 38.7 P P 0.008057 0.03 0.4 NC 0.5 gb:BB667395 /DB_XREF=gi:16398844 /DB_XREF=BB667395 /CLONE=C730009D10 /FEA=EST /CNT=20 /TID=Mm.128121.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457037_at 5.3 14.3 A A 0.24 0.26 0.4 NC 0.5 gb:BE983452 /DB_XREF=gi:10654650 /DB_XREF=UI-M-CG0p-bfq-h-05-0-UI.s1 /CLONE=UI-M-CG0p-bfq-h-05-0-UI /FEA=EST /CNT=15 /TID=Mm.8657
MOE430_2_1457042_at 189.8 233.9 P P 0.000244 0.000244 0.4 MI 0.002032 gb:BB328287 /DB_XREF=gi:16403831 /DB_XREF=BB328287 /CLONE=B430312A05 /FEA=EST /CNT=9 /TID=Mm.103052.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457054_a_ 97.1 154.1 P P 0.001953 0.00293 0.4 NC 0.01 gb:BE991737 /DB_XREF=gi:10671912 /DB_XREF=UI-M-BZ1-bdz-c-08-0-UI.s1 /CLONE=UI-M-BZ1-bdz-c-08-0-UI /FEA=EST /CNT=8 /TID=Mm.87077.1 
MOE430_2_1457055_at 59 68.4 P P 0.03 0.01 0.4 NC 0.01 gb:BG141990 /DB_XREF=gi:12645385 /DB_XREF=ia85e09.x1 /CLONE=IMAGE:5645272 /FEA=EST /CNT=8 /TID=Mm.85803.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457067_at 14.5 17.7 P P 0.03 0.01 0.4 NC 0.01 gb:BB535696 /DB_XREF=gi:16446582 /DB_XREF=BB535696 /CLONE=E030045F04 /FEA=EST /CNT=9 /TID=Mm.120510.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457098_at 2.6 4.2 A A 0.43 0.33 0.4 NC 0.06 gb:BG070129 /DB_XREF=gi:12552698 /DB_XREF=H3084A04-3 /CLONE=H3084A04 /FEA=EST /CNT=6 /TID=Mm.37820.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457100_at 10.5 9.9 P A 0.04 0.11 0.4 NC 0.13 gb:AW552889 /DB_XREF=gi:7198312 /DB_XREF=L0218H04-3 /CLONE=L0218H04 /FEA=EST /CNT=6 /TID=Mm.39178.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457126_at 14.8 14.1 A A 0.27 0.14 0.4 NC 0.31 gb:BB475565 /DB_XREF=gi:16440039 /DB_XREF=BB475565 /CLONE=D330013N04 /FEA=EST /CNT=6 /TID=Mm.130961.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457128_at 2 1.7 A A 0.56 0.66 0.4 NC 0.2 gb:BB141504 /DB_XREF=gi:16267462 /DB_XREF=BB141504 /CLONE=9930010A22 /FEA=EST /CNT=6 /TID=Mm.204166.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457130_at 18.5 28 P P 0.000244 0.00293 0.4 NC 0.5 gb:AV152299 /DB_XREF=gi:5357505 /DB_XREF=AV152299 /CLONE=2900035I09 /FEA=EST /CNT=6 /TID=Mm.45944.1 /TIER=ConsEnd /STK=5 /UG=Mm.4
MOE430_2_1457133_at 9.8 10 A A 0.36 0.14 0.4 NC 0.03 gb:BM195317 /DB_XREF=gi:17746733 /DB_XREF=C0308B01-3 /CLONE=C0308B01 /FEA=EST /CNT=6 /TID=Mm.30795.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457153_at 1.1 1.6 A A 0.93 0.78 0.4 NC 0.01 gb:BB125916 /DB_XREF=gi:16262226 /DB_XREF=BB125916 /CLONE=9630009N03 /FEA=EST /CNT=6 /TID=Mm.155541.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457161_at 72.8 89.6 P P 0.000244 0.000244 0.4 NC 0.26 gb:BB111383 /DB_XREF=gi:16261673 /DB_XREF=BB111383 /CLONE=9530029O12 /FEA=EST /CNT=6 /TID=Mm.31582.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457177_at 14 18.8 A P 0.12 0.001953 0.4 NC 0.11 gb:BB050663 /DB_XREF=gi:16259550 /DB_XREF=BB050663 /CLONE=6720415L05 /FEA=EST /CNT=5 /TID=Mm.213225.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457181_at 31.9 31.6 A A 0.21 0.24 0.4 NC 0.05 gb:BB032242 /DB_XREF=gi:16258210 /DB_XREF=BB032242 /CLONE=5830469L18 /FEA=EST /CNT=5 /TID=Mm.213261.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457192_at 0.5 2 A A 0.87 0.79 0.4 NC 0.4 gb:BB322466 /DB_XREF=gi:15411419 /DB_XREF=BB322466 /CLONE=B330015P13 /FEA=EST /CNT=5 /TID=Mm.210183.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457201_at 6.8 7 A A 0.56 0.5 0.4 NC 0.5 gb:BB044238 /DB_XREF=gi:16259286 /DB_XREF=BB044238 /CLONE=6030483L24 /FEA=EST /CNT=5 /TID=Mm.210136.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457216_at 22.6 16.8 A A 0.14 0.08 0.4 NC 0.5 gb:BM237891 /DB_XREF=gi:17873161 /DB_XREF=K0508H03-3 /CLONE=K0508H03 /FEA=EST /CNT=5 /TID=Mm.217254.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457230_at 10.8 24.1 A A 0.33 0.08 0.4 NC 0.01 gb:BB458901 /DB_XREF=gi:16426336 /DB_XREF=BB458901 /CLONE=D130059C03 /FEA=EST /CNT=5 /TID=Mm.187306.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457264_at 34.1 22.6 P P 0.001953 0.001953 0.4 NC 0.24 gb:AV349060 /DB_XREF=gi:15406675 /DB_XREF=AV349060 /CLONE=6530401I12 /FEA=EST /CNT=17 /TID=Mm.87672.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457294_at 20.6 36.4 P P 0.000244 0.00415 0.4 NC 0.06 gb:BM195021 /DB_XREF=gi:17746312 /DB_XREF=C0301A09-3 /CLONE=C0301A09 /FEA=EST /CNT=8 /TID=Mm.74762.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457391_at 4.4 8.4 A A 0.53 0.33 0.4 NC 0.06 gb:BE994144 /DB_XREF=gi:10677090 /DB_XREF=UI-M-CG0p-bih-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bih-d-09-0-UI /FEA=EST /CNT=5 /TID=Mm.151894
MOE430_2_1457397_at 9.9 12.5 A A 0.11 0.27 0.4 NC 0.4 gb:BB022571 /DB_XREF=gi:15403403 /DB_XREF=BB022571 /CLONE=5330411L03 /FEA=EST /CNT=5 /TID=Mm.204671.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457468_at 23.6 34.4 P P 0.001953 0.000244 0.4 NC 0.06 gb:BB042052 /DB_XREF=gi:16258708 /DB_XREF=BB042052 /CLONE=6030459M14 /FEA=EST /CNT=5 /TID=Mm.207523.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457486_at 16.8 20.6 P P 0.04 0.01 0.4 NC 0.25 gb:BM120811 /DB_XREF=gi:17088837 /DB_XREF=L0944D07-3 /CLONE=L0944D07 /FEA=EST /CNT=4 /TID=Mm.218159.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457504_at 12.8 16.5 P P 0.03 0.03 0.4 NC 0.5 gb:BB377980 /DB_XREF=gi:16407674 /DB_XREF=BB377980 /CLONE=C130091O07 /FEA=EST /CNT=4 /TID=Mm.208315.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457510_at 14.6 24 P P 0.000244 0.00415 0.4 NC 0.42 gb:BB485926 /DB_XREF=gi:16441327 /DB_XREF=BB485926 /CLONE=D430034A11 /FEA=EST /CNT=4 /TID=Mm.132324.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457515_at 5.6 5.7 A A 0.27 0.36 0.4 NC 0.5 gb:BB205419 /DB_XREF=gi:16351975 /DB_XREF=BB205419 /CLONE=A430065F18 /FEA=EST /CNT=4 /TID=Mm.131181.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457589_at 12.1 14.7 P P 0.03 0.01 0.4 NC 0.5 gb:BM120467 /DB_XREF=gi:17088493 /DB_XREF=L0940B09-3 /CLONE=L0940B09 /FEA=EST /CNT=4 /TID=Mm.213263.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457599_at 15.3 17.7 A A 0.63 0.43 0.4 NC 0.18 gb:BB313099 /DB_XREF=gi:16402858 /DB_XREF=BB313099 /CLONE=B230339P17 /FEA=EST /CNT=4 /TID=Mm.208651.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457648_x_ 10.5 14.7 P A 0.04 0.11 0.4 NC 0.5 gb:BB084182 /DB_XREF=gi:8649498 /DB_XREF=BB084182 /CLONE=9330187H22 /FEA=EST /CNT=4 /TID=Mm.129918.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457653_at 36.8 50.3 P A 0.03 0.09 0.4 NC 0.5 gb:BB292252 /DB_XREF=gi:8992744 /DB_XREF=BB292252 /CLONE=B130009P13 /FEA=EST /CNT=4 /TID=Mm.133457.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457662_x_ 9.8 16.9 A P 0.09 0.00415 0.4 NC 0.5 gb:BB487918 /DB_XREF=gi:9405527 /DB_XREF=BB487918 /CLONE=D430045J23 /FEA=EST /CNT=4 /TID=Mm.99210.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457689_at 2.1 3 A A 0.56 0.36 0.4 NC 0.63 gb:BB327612 /DB_XREF=gi:16403770 /DB_XREF=BB327612 /CLONE=B430219L04 /FEA=EST /CNT=10 /TID=Mm.102970.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457709_a_ 117.7 137 P P 0.000244 0.000244 0.4 I 0.000492 gb:BF318375 /DB_XREF=gi:11266956 /DB_XREF=ux10a10.x1 /CLONE=IMAGE:3471066 /FEA=EST /CNT=9 /TID=Mm.139242.2 /TIER=ConsEnd /STK=3 /U
MOE430_2_1457712_at 39.6 50.9 P P 0.000732 0.000732 0.4 NC 0.05 gb:BG073323 /DB_XREF=gi:12555892 /DB_XREF=H3121C09-3 /CLONE=H3121C09 /FEA=EST /CNT=7 /TID=Mm.35240.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457730_at 4 7 A A 0.14 0.24 0.4 NC 0.5 gb:BB093527 /DB_XREF=gi:16261141 /DB_XREF=BB093527 /CLONE=9430042N10 /FEA=EST /CNT=7 /TID=Mm.163649.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457746_at 12.2 15.7 P P 0.01 0.01 0.4 NC 0.5 gb:BG801845 /DB_XREF=gi:17948726 /DB_XREF=0121-69 /FEA=EST /CNT=6 /TID=Mm.100193.1 /TIER=ConsEnd /STK=3 /UG=Mm.100193 /UG_TITLE=E
MOE430_2_1457811_at 20.7 35 P P 0.00415 0.005859 0.4 NC 0.46 gb:BM217632 /DB_XREF=gi:17776880 /DB_XREF=C0899G01-3 /CLONE=C0899G01 /FEA=EST /CNT=5 /TID=Mm.214701.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457880_at 9.3 10.1 A A 0.39 0.27 0.4 NC 0.16 gb:BE943713 /DB_XREF=gi:10521472 /DB_XREF=UI-M-BH3-avm-d-12-0-UI.s1 /CLONE=UI-M-BH3-avm-d-12-0-UI /FEA=EST /CNT=4 /TID=Mm.23442.
MOE430_2_1457886_at 2 0.6 A A 0.87 0.99 0.4 NC 0.76 gb:BG075804 /DB_XREF=gi:12558373 /DB_XREF=H3152A06-3 /CLONE=H3152A06 /FEA=EST /CNT=4 /TID=Mm.182831.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457923_at 8.2 13.1 A M 0.08 0.05 0.4 NC 0.5 gb:BB474766 /DB_XREF=gi:16439906 /DB_XREF=BB474766 /CLONE=D330009E12 /FEA=EST /CNT=4 /TID=Mm.119408.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457955_at 16 23.9 P P 0.008057 0.000732 0.4 NC 0.03 gb:BB493888 /DB_XREF=gi:16441773 /DB_XREF=BB493888 /CLONE=D530036E11 /FEA=EST /CNT=4 /TID=Mm.153832.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457987_at 5.1 5.8 A A 0.33 0.09 0.4 NC 0.13 gb:BB735711 /DB_XREF=gi:16134861 /DB_XREF=BB735711 /CLONE=F430004M02 /FEA=EST /CNT=6 /TID=Mm.207311.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458000_at 4.5 8.4 A A 0.43 0.19 0.4 NC 0.5 gb:BB151286 /DB_XREF=gi:15408945 /DB_XREF=BB151286 /CLONE=A030012E08 /FEA=EST /CNT=5 /TID=Mm.107228.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458085_at 14.4 14.4 A A 0.5 0.5 0.4 NC 0.34 gb:BQ174121 /DB_XREF=gi:20349612 /DB_XREF=UI-M-DJ2-bvv-l-18-0-UI.s1 /CLONE=UI-M-DJ2-bvv-l-18-0-UI /FEA=EST /CNT=3 /TID=Mm.171379.1 
MOE430_2_1458108_at 17.9 30.6 A A 0.1 0.06 0.4 NC 0.05 gb:BB322169 /DB_XREF=gi:16403411 /DB_XREF=BB322169 /CLONE=B330013C06 /FEA=EST /CNT=3 /TID=Mm.170779.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458111_at 1 0.5 A A 0.96 0.96 0.4 NC 0.48 gb:BB078712 /DB_XREF=gi:15406969 /DB_XREF=BB078712 /CLONE=9330154M19 /FEA=EST /CNT=3 /TID=Mm.161839.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458171_at 1.6 3.3 A A 0.87 0.87 0.4 NC 0.3 gb:AV237157 /DB_XREF=gi:16386330 /DB_XREF=AV237157 /CLONE=4732419F12 /FEA=EST /CNT=3 /TID=Mm.11249.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458172_at 0.5 1.3 A A 0.91 0.72 0.4 NC 0.39 gb:BB200674 /DB_XREF=gi:15409695 /DB_XREF=BB200674 /CLONE=A430027D11 /FEA=EST /CNT=3 /TID=Mm.207876.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458183_at 8.9 19.9 P P 0.03 0.04 0.4 NC 0.5 gb:BB416825 /DB_XREF=gi:16423356 /DB_XREF=BB416825 /CLONE=C430048I21 /FEA=EST /CNT=3 /TID=Mm.213511.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458221_at 13.5 24.1 A P 0.14 0.01 0.4 NC 0.04 gb:BG072335 /DB_XREF=gi:12554904 /DB_XREF=H3109D04-3 /CLONE=H3109D04 /FEA=EST /CNT=3 /TID=Mm.173942.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458226_at 38.3 57.8 P P 0.01 0.001953 0.4 NC 0.02 gb:BB667380 /DB_XREF=gi:16398829 /DB_XREF=BB667380 /CLONE=C730006K15 /FEA=EST /CNT=3 /TID=Mm.208539.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458235_at 0.8 0.8 A A 0.91 0.8 0.4 NC 0.44 gb:BM219614 /DB_XREF=gi:17779486 /DB_XREF=C0927E11-3 /CLONE=C0927E11 /FEA=EST /CNT=3 /TID=Mm.214663.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458324_x_ 3 2.9 A A 0.59 0.5 0.4 NC 0.3 gb:BB208251 /DB_XREF=gi:8873204 /DB_XREF=BB208251 /CLONE=A430087F22 /FEA=EST /CNT=3 /TID=Mm.96562.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458339_at 8.7 7 P M 0.008057 0.05 0.4 NC 0.5 gb:BB231078 /DB_XREF=gi:8910991 /DB_XREF=BB231078 /CLONE=A630030L24 /FEA=EST /CNT=3 /TID=Mm.125608.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458395_at 15.4 29.5 A P 0.06 0.008057 0.4 NC 0.02 gb:BB811756 /DB_XREF=gi:16984385 /DB_XREF=BB811756 /CLONE=G730011G01 /FEA=EST /CNT=7 /TID=Mm.33144.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1458414_at 34.4 42.7 P P 0.001953 0.000244 0.4 NC 0.007788 gb:BE952347 /DB_XREF=gi:10592718 /DB_XREF=UI-M-CD0-ayl-f-09-0-UI.s1 /CLONE=UI-M-CD0-ayl-f-09-0-UI /FEA=EST /CNT=7 /TID=Mm.35523.1 /T
MOE430_2_1458419_at 10.1 11 A A 0.27 0.36 0.4 NC 0.03 gb:BB235444 /DB_XREF=gi:15410392 /DB_XREF=BB235444 /CLONE=A630054C05 /FEA=EST /CNT=6 /TID=Mm.124152.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458433_at 1.5 5.9 A A 0.87 0.63 0.4 NC 0.22 gb:BE944531 /DB_XREF=gi:10522290 /DB_XREF=UI-M-BH3-avu-h-11-0-UI.s1 /CLONE=UI-M-BH3-avu-h-11-0-UI /FEA=EST /CNT=6 /TID=Mm.153951.
MOE430_2_1458441_at 17 28.4 A A 0.06 0.11 0.4 NC 0.5 gb:BB451751 /DB_XREF=gi:16425590 /DB_XREF=BB451751 /CLONE=D130012J15 /FEA=EST /CNT=8 /TID=Mm.212867.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458445_at 1.2 1.5 A A 0.96 0.94 0.4 NC 0.49 gb:BF463585 /DB_XREF=gi:11532768 /DB_XREF=UI-M-CG0p-bns-c-06-0-UI.s1 /CLONE=UI-M-CG0p-bns-c-06-0-UI /FEA=EST /CNT=7 /TID=Mm.15609
MOE430_2_1458471_at 2.5 3.3 A A 0.68 0.63 0.4 NC 0.5 gb:BG065792 /DB_XREF=gi:12548355 /DB_XREF=H3035D01-3 /CLONE=H3035D01 /FEA=EST /CNT=5 /TID=Mm.164251.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458473_at 10.4 14.8 A A 0.17 0.06 0.4 NC 0.26 gb:BB244362 /DB_XREF=gi:15410548 /DB_XREF=BB244362 /CLONE=A730001L02 /FEA=EST /CNT=5 /TID=Mm.165597.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458524_at 21.1 30.3 P P 0.00293 0.000732 0.4 NC 0.1 gb:AU067656 /DB_XREF=gi:4968393 /DB_XREF=AU067656 /CLONE=MNCb-0216 /FEA=EST /CNT=5 /TID=Mm.38560.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458538_at 23.7 12.5 P A 0.000732 0.08 0.4 NC 0.5 gb:BB198440 /DB_XREF=gi:16271162 /DB_XREF=BB198440 /CLONE=A430002K19 /FEA=EST /CNT=5 /TID=Mm.122269.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458565_at 4.7 5.4 A A 0.63 0.6 0.4 NC 0.25 gb:BE986156 /DB_XREF=gi:10660199 /DB_XREF=UI-M-CG0p-bgl-f-12-0-UI.s1 /CLONE=UI-M-CG0p-bgl-f-12-0-UI /FEA=EST /CNT=4 /TID=Mm.151695
MOE430_2_1458570_at 19 19.8 A A 0.24 0.24 0.4 NC 0.23 gb:AV145167 /DB_XREF=gi:16383018 /DB_XREF=AV145167 /CLONE=2810441E16 /FEA=EST /CNT=4 /TID=Mm.64958.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458580_at 14.4 9.4 A M 0.17 0.05 0.4 NC 0.09 gb:AI315336 /DB_XREF=gi:4030603 /DB_XREF=uj37d07.x1 /CLONE=IMAGE:1922125 /FEA=EST /CNT=4 /TID=Mm.29156.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458607_at 0.3 0.5 A A 0.88 0.78 0.4 NC 0.23 gb:BB201301 /DB_XREF=gi:16271557 /DB_XREF=BB201301 /CLONE=A430036B19 /FEA=EST /CNT=4 /TID=Mm.32918.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458620_at 8.3 11.9 A A 0.19 0.12 0.4 NC 0.03 gb:AV261385 /DB_XREF=gi:16388942 /DB_XREF=AV261385 /CLONE=4930421E04 /FEA=EST /CNT=4 /TID=Mm.23508.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458658_at 7.4 11.9 A P 0.14 0.02 0.4 NC 0.4 gb:AW986533 /DB_XREF=gi:8181197 /DB_XREF=uf83f06.x1 /CLONE=IMAGE:1528739 /FEA=EST /CNT=4 /TID=Mm.139088.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458663_at 20.1 17.6 P P 0.03 0.01 0.4 NC 0.13 gb:AI552833 /DB_XREF=gi:4485196 /DB_XREF=mm29a12.y1 /CLONE=IMAGE:522910 /FEA=EST /CNT=4 /TID=Mm.125445.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458669_at 6 7.1 A A 0.23 0.33 0.4 NC 0.5 gb:AW457802 /DB_XREF=gi:7028019 /DB_XREF=UI-M-BH3-aro-e-05-0-UI.s1 /CLONE=UI-M-BH3-aro-e-05-0-UI /FEA=EST /CNT=5 /TID=Mm.101263.1 
MOE430_2_1458690_at 23.4 17.5 P P 0.000244 0.000244 0.4 NC 0.24 gb:BB079254 /DB_XREF=gi:15406991 /DB_XREF=BB079254 /CLONE=9330157E08 /FEA=EST /CNT=4 /TID=Mm.207291.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458729_at 28.2 30.2 P P 0.01 0.001953 0.4 NC 0.009292 gb:AW552255 /DB_XREF=gi:7197678 /DB_XREF=L0210D07-3 /CLONE=L0210D07 /FEA=EST /CNT=3 /TID=Mm.182696.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458741_at 2.9 7.7 A A 0.43 0.11 0.4 NC 0.13 gb:BG070493 /DB_XREF=gi:12553062 /DB_XREF=H3087H11-3 /CLONE=H3087H11 /FEA=EST /CNT=3 /TID=Mm.173254.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458773_at 0.9 2.8 A A 0.96 0.78 0.4 NC 0.5 gb:BG072304 /DB_XREF=gi:12554873 /DB_XREF=H3109A09-3 /CLONE=H3109A09 /FEA=EST /CNT=3 /TID=Mm.173933.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458842_at 7.6 6.6 A A 0.39 0.19 0.4 NC 0.23 gb:AV340888 /DB_XREF=gi:16396897 /DB_XREF=AV340888 /CLONE=6430517L18 /FEA=EST /CNT=3 /TID=Mm.90355.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458899_at 0.8 2.3 A A 0.82 0.66 0.4 NC 0.44 gb:AV320152 /DB_XREF=gi:6289985 /DB_XREF=AV320152 /CLONE=6030418A12 /FEA=EST /CNT=3 /TID=Mm.210046.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458902_at 18.3 11.8 A P 0.11 0.01 0.4 NC 0.2 gb:BB463474 /DB_XREF=gi:16426900 /DB_XREF=BB463474 /CLONE=D130080L18 /FEA=EST /CNT=3 /TID=Mm.132795.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458911_at 0.9 2.2 A A 0.85 0.75 0.4 NC 0.25 gb:AI551328 /DB_XREF=gi:4483691 /DB_XREF=vx44d01.x1 /CLONE=IMAGE:1278049 /FEA=EST /CNT=3 /TID=Mm.23381.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458947_at 64.4 83.7 P P 0.000732 0.000732 0.4 NC 0.002753 gb:AV341977 /DB_XREF=gi:16396962 /DB_XREF=AV341977 /CLONE=6430525L24 /FEA=EST /CNT=3 /TID=Mm.63549.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458952_at 6.9 7 A A 0.24 0.14 0.4 NC 0.04 gb:C77735 /DB_XREF=gi:2518065 /DB_XREF=C77735 /CLONE=J0036G09 /FEA=EST /CNT=3 /TID=Mm.154718.1 /TIER=ConsEnd /STK=2 /UG=Mm.15471
MOE430_2_1458969_at 29 50.4 P P 0.001953 0.001221 0.4 NC 0.31 gb:BG069506 /DB_XREF=gi:12552075 /DB_XREF=H3077B03-3 /CLONE=H3077B03 /FEA=EST /CNT=3 /TID=Mm.173412.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458975_at 13.1 14.2 A A 0.09 0.08 0.4 NC 0.11 gb:AW490245 /DB_XREF=gi:7060515 /DB_XREF=UI-M-BH3-atb-f-03-0-UI.s1 /CLONE=UI-M-BH3-atb-f-03-0-UI /FEA=EST /CNT=3 /TID=Mm.101763.1 /
MOE430_2_1459005_at 13.1 17.9 P P 0.008057 0.001953 0.4 NC 0.33 gb:BG798107 /DB_XREF=gi:14162439 /DB_XREF=ic09h04.x1 /FEA=EST /CNT=3 /TID=Mm.194356.1 /TIER=ConsEnd /STK=2 /UG=Mm.194356 /UG_TITLE=
MOE430_2_1459016_at 0.3 1.6 A A 0.97 0.63 0.4 NC 0.25 gb:AW491313 /DB_XREF=gi:7061594 /DB_XREF=UI-M-BH3-atr-a-05-0-UI.s1 /CLONE=UI-M-BH3-atr-a-05-0-UI /FEA=EST /CNT=3 /TID=Mm.101925.1 /
MOE430_2_1459032_at 4.3 9.9 A A 0.5 0.14 0.4 NC 0.05 gb:AW120674 /DB_XREF=gi:6096047 /DB_XREF=UI-M-BH2.3-anz-h-12-0-UI.s1 /CLONE=UI-M-BH2.3-anz-h-12-0-UI /FEA=EST /CNT=3 /TID=Mm.10117
MOE430_2_1459037_at 7.7 7.8 A A 0.3 0.24 0.4 NC 0.5 gb:BE954865 /DB_XREF=gi:10597826 /DB_XREF=UI-M-CD1-baq-f-08-0-UI.s1 /CLONE=UI-M-CD1-baq-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.150892.1
MOE430_2_1459040_at 0.9 1.3 A A 0.78 0.9 0.4 NC 0.31 gb:BG095152 /DB_XREF=gi:12577715 /DB_XREF=uu84d11.x1 /CLONE=IMAGE:3383109 /FEA=EST /CNT=3 /TID=Mm.174182.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459048_s_ 63.9 100.2 P P 0.000244 0.03 0.4 NC 0.5 gb:BB154236 /DB_XREF=gi:8809173 /DB_XREF=BB154236 /CLONE=A130020B22 /FEA=EST /CNT=3 /TID=Mm.132783.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459057_at 4.5 7.5 A A 0.36 0.17 0.4 NC 0.07 gb:AI449122 /DB_XREF=gi:4287792 /DB_XREF=ms93f09.x1 /CLONE=IMAGE:619145 /FEA=EST /CNT=3 /TID=Mm.117553.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459095_at 1.1 0.7 A A 0.63 0.96 0.4 NC 0.5 gb:BG068886 /DB_XREF=gi:12551455 /DB_XREF=H3070D04-3 /CLONE=H3070D04 /FEA=EST /CNT=3 /TID=Mm.173695.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459129_at 1 2.5 A A 0.95 0.91 0.4 NC 0.5 gb:AV270194 /DB_XREF=gi:16389846 /DB_XREF=AV270194 /CLONE=4930548A09 /FEA=EST /CNT=3 /TID=Mm.67230.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459177_at 3 2.3 A A 0.56 0.87 0.4 NC 0.5 gb:BG070365 /DB_XREF=gi:12552934 /DB_XREF=H3086E11-3 /CLONE=H3086E11 /FEA=EST /CNT=2 /TID=Mm.173238.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459201_at 2.1 4.5 A A 0.87 0.69 0.4 NC 0.009292 gb:BG074159 /DB_XREF=gi:12556717 /DB_XREF=H3131D10-3 /CLONE=H3131D10 /FEA=EST /CNT=2 /TID=Mm.182699.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459261_at 11.2 11.6 A A 0.39 0.39 0.4 NC 0.08 gb:BB555419 /DB_XREF=gi:16448553 /DB_XREF=BB555419 /CLONE=E330019E23 /FEA=EST /CNT=2 /TID=Mm.210145.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459276_at 2 1.6 A A 0.78 0.72 0.4 NC 0.24 gb:BB240897 /DB_XREF=gi:16355101 /DB_XREF=BB240897 /CLONE=A630084B05 /FEA=EST /CNT=2 /TID=Mm.122284.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459310_at 0.2 0.3 A A 0.98 0.98 0.4 NC 0.49 gb:BB426563 /DB_XREF=gi:16423701 /DB_XREF=BB426563 /CLONE=C630002J24 /FEA=EST /CNT=2 /TID=Mm.209112.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459389_at 0.8 1.9 A A 0.91 0.6 0.4 NC 0.3 gb:BB488490 /DB_XREF=gi:16441652 /DB_XREF=BB488490 /CLONE=D430050H07 /FEA=EST /CNT=2 /TID=Mm.209512.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459403_at 19.8 28.6 A P 0.11 0.04 0.4 NC 0.5 gb:AV239114 /DB_XREF=gi:16386473 /DB_XREF=AV239114 /CLONE=4732431M03 /FEA=EST /CNT=2 /TID=Mm.214686.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459424_at 3.2 3.5 A A 0.55 0.27 0.4 NC 0.14 gb:BG065739 /DB_XREF=gi:12548302 /DB_XREF=H3034F09-3 /CLONE=H3034F09 /FEA=EST /CNT=2 /TID=Mm.154689.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459434_at 10 9.9 A P 0.14 0.000732 0.4 NC 0.007788 gb:BM238649 /DB_XREF=gi:17873919 /DB_XREF=K0521B07-3 /CLONE=K0521B07 /FEA=EST /CNT=2 /TID=Mm.218354.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459441_at 15.3 12.8 A A 0.43 0.12 0.4 NC 0.05 gb:BB497304 /DB_XREF=gi:16441948 /DB_XREF=BB497304 /CLONE=D630008D04 /FEA=EST /CNT=2 /TID=Mm.209539.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459443_at 0.5 1 A A 0.96 0.93 0.4 NC 0.37 gb:BM248133 /DB_XREF=gi:17883403 /DB_XREF=K0812A10-3 /CLONE=K0812A10 /FEA=EST /CNT=2 /TID=Mm.218706.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459482_at 16.7 25.6 P M 0.01 0.05 0.4 NC 0.05 gb:C79133 /DB_XREF=gi:2519463 /DB_XREF=C79133 /CLONE=J0060H11 /FEA=EST /CNT=2 /TID=Mm.172753.1 /TIER=ConsEnd /STK=2 /UG=Mm.17275
MOE430_2_1459549_at 0.9 1 A A 0.96 0.96 0.4 NC 0.14 gb:BB480730 /DB_XREF=gi:16440717 /DB_XREF=BB480730 /CLONE=D330050C18 /FEA=EST /CNT=2 /TID=Mm.39165.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459579_at 1.5 0.7 A A 0.91 0.8 0.4 NC 0.23 gb:BQ266161 /DB_XREF=gi:20491226 /DB_XREF=NISC_ff11c05.x1 /CLONE=IMAGE:2865416 /FEA=EST /CNT=2 /TID=Mm.59119.1 /TIER=ConsEnd /STK=2
MOE430_2_1459626_at 9.7 11.5 A A 0.21 0.11 0.4 NC 0.13 gb:AW108268 /DB_XREF=gi:6079068 /DB_XREF=um20c06.x1 /CLONE=IMAGE:2192842 /FEA=EST /CNT=2 /TID=Mm.48657.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459658_at 16.9 24.9 P P 0.01 0.008057 0.4 NC 0.008511 gb:BB785334 /DB_XREF=gi:16953830 /DB_XREF=BB785334 /CLONE=G430101J17 /FEA=EST /CNT=2 /TID=Mm.214181.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459660_at 5.7 16.5 A M 0.06 0.05 0.4 NC 0.19 gb:BE944772 /DB_XREF=gi:10522531 /DB_XREF=UI-M-BH3-awg-g-06-0-UI.s1 /CLONE=UI-M-BH3-awg-g-06-0-UI /FEA=EST /CNT=2 /TID=Mm.152838
MOE430_2_1459667_at 30 42.8 P P 0.01 0.005859 0.4 NC 0.27 gb:BB749468 /DB_XREF=gi:16153704 /DB_XREF=BB749468 /CLONE=G030104J08 /FEA=EST /CNT=2 /TID=Mm.213056.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459694_at 23 40.1 P P 0.001221 0.005859 0.4 NC 0.17 gb:AI428898 /DB_XREF=gi:4274824 /DB_XREF=mp51g11.x1 /CLONE=IMAGE:572804 /FEA=EST /CNT=2 /TID=Mm.23492.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459700_at 3.3 3.4 A A 0.75 0.87 0.4 NC 0.5 gb:AI561826 /DB_XREF=gi:4513171 /DB_XREF=vv67f09.x1 /CLONE=IMAGE:1227497 /FEA=EST /CNT=2 /TID=Mm.40774.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459815_at 36.2 42.7 P P 0.03 0.01 0.4 NC 0.09 gb:AI414736 /DB_XREF=gi:4258240 /DB_XREF=ma86a08.x1 /CLONE=IMAGE:317558 /FEA=EST /CNT=2 /TID=Mm.22958.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459821_x_ 1.4 0.7 A A 0.78 0.88 0.4 NC 0.5 gb:BB041802 /DB_XREF=gi:8448188 /DB_XREF=BB041802 /CLONE=6030458B18 /FEA=EST /CNT=2 /TID=Mm.200207.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459825_x_ 90.7 35.5 A A 0.3 0.11 0.4 NC 0.5 gb:BB482300 /DB_XREF=gi:9399909 /DB_XREF=BB482300 /CLONE=D430011F21 /FEA=EST /CNT=2 /TID=Mm.169217.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459851_x_ 47.8 53.4 P P 0.03 0.00415 0.4 NC 0.009292 gb:AV348356 /DB_XREF=gi:6389415 /DB_XREF=AV348356 /CLONE=6430705A10 /FEA=EST /CNT=2 /TID=Mm.180720.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459869_x_ 109.2 141.1 P P 0.001953 0.001953 0.4 I 0.001336 gb:BB079116 /DB_XREF=gi:8644176 /DB_XREF=BB079116 /CLONE=9330156K13 /FEA=EST /CNT=2 /TID=Mm.118017.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459900_at 8.6 15.5 A P 0.06 0.01 0.4 NC 0.04 gb:BQ086025 /DB_XREF=gi:20045229 /DB_XREF=ih84c06.x1 /CLONE=IMAGE:5938930 /FEA=EST /CNT=18 /TID=Mm.25035.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1459985_at 2455.3 3082.8 P P 0.000244 0.000244 0.4 I 0.000492 gb:NM_023191.1 /DB_XREF=gi:13277349 /GEN=2700038L12Rik /FEA=FLmRNA /CNT=318 /TID=Mm.28437.1 /TIER=FL+Stack /STK=231 /UG=Mm.28437 /L
MOE430_2_1459989_at 5.3 6.4 A A 0.3 0.39 0.4 NC 0.5 gb:AV271189 /DB_XREF=gi:15405454 /DB_XREF=AV271189 /CLONE=4931406J23 /FEA=EST /CNT=18 /TID=Mm.7624.1 /TIER=Stack /STK=13 /UG=Mm.7
MOE430_2_1460007_at 0.8 1.3 A A 0.52 0.66 0.4 NC 0.31 gb:BF719766 /DB_XREF=gi:12020768 /DB_XREF=mab36g09.x1 /CLONE=IMAGE:3972664 /FEA=EST /CNT=14 /TID=Mm.16925.3 /TIER=Stack /STK=9 /UG
MOE430_2_1460021_at 6.5 7.5 A A 0.33 0.17 0.4 NC 0.14 gb:BB825323 /DB_XREF=gi:17003566 /DB_XREF=BB825323 /CLONE=G830037I01 /FEA=EST /CNT=10 /TID=Mm.49837.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1460031_at 6.2 10.3 A A 0.5 0.46 0.4 NC 0.08 gb:BB198016 /DB_XREF=gi:16271109 /DB_XREF=BB198016 /CLONE=A330105L23 /FEA=EST /CNT=6 /TID=Mm.130766.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1460085_at 19.6 30.3 P P 0.001221 0.03 0.4 NC 0.5 gb:BG072896 /DB_XREF=gi:12555465 /DB_XREF=H3116C06-3 /CLONE=H3116C06 /FEA=EST /CNT=5 /TID=Mm.37867.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460086_at 1.3 1.2 A A 0.8 0.72 0.4 NC 0.35 gb:BF017629 /DB_XREF=gi:10748961 /DB_XREF=ux72a02.y1 /CLONE=IMAGE:3654026 /FEA=EST /CNT=5 /TID=Mm.152571.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1460107_at 0.4 0.4 A A 0.88 0.95 0.4 NC 0.29 gb:BB449058 /DB_XREF=gi:16425324 /DB_XREF=BB449058 /CLONE=D030069K18 /FEA=EST /CNT=3 /TID=Mm.129705.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460118_at 34.7 35.2 P P 0.000244 0.00415 0.4 NC 0.21 gb:BF455409 /DB_XREF=gi:11521578 /DB_XREF=UI-M-BZ1-bkg-f-03-0-UI.s1 /CLONE=UI-M-BZ1-bkg-f-03-0-UI /FEA=EST /CNT=3 /TID=Mm.103149.1 
MOE430_2_1460228_at 99.5 150 P P 0.001221 0.001221 0.4 I 0.000147 gb:AW537576 /DB_XREF=gi:7179993 /DB_XREF=G0118B03-3 /CLONE=G0118B03 /FEA=FLmRNA /CNT=84 /TID=Mm.15781.1 /TIER=Stack /STK=10 /UG
MOE430_2_1460335_at 95.3 122.2 P P 0.000244 0.000244 0.4 NC 0.05 gb:BB667084 /DB_XREF=gi:16398533 /DB_XREF=BB667084 /CLONE=2810416E18 /FEA=FLmRNA /CNT=50 /TID=Mm.155880.1 /TIER=Stack /STK=20 /U
MOE430_2_1460359_at 222.7 266.3 P P 0.001953 0.001953 0.4 NC 0.01 gb:AK004598.1 /DB_XREF=gi:12835876 /FEA=FLmRNA /CNT=121 /TID=Mm.67949.1 /TIER=Stack /STK=30 /UG=Mm.67949 /LL=71703 /UG_GENE=120000
MOE430_2_1460370_at 47.1 60.5 P P 0.000244 0.000244 0.4 I 0.000307 gb:AF362952.1 /DB_XREF=gi:19880189 /FEA=FLmRNA /CNT=19 /TID=Mm.182401.1 /TIER=FL /STK=6 /UG=Mm.182401 /LL=72960 /UG_GENE=2900052H
MOE430_2_1460403_at 125.2 161.4 P P 0.000244 0.000244 0.4 I 0.001486 gb:BF117241 /DB_XREF=gi:10986698 /DB_XREF=uy96h07.x1 /CLONE=IMAGE:3667453 /FEA=mRNA /CNT=29 /TID=Mm.28287.2 /TIER=Stack /STK=22 /U
MOE430_2_1460447_at 53.8 73.2 P P 0.001953 0.000732 0.4 NC 0.5 gb:AK019372.1 /DB_XREF=gi:12859541 /FEA=mRNA /CNT=30 /TID=Mm.34344.1 /TIER=Stack /STK=21 /UG=Mm.34344 /LL=78895 /UG_GENE=3000003F0
MOE430_2_1460453_at 88.1 109.1 P P 0.005859 0.000732 0.4 NC 0.003355 gb:BM220475 /DB_XREF=gi:17780568 /DB_XREF=C0941C08-3 /CLONE=C0941C08 /FEA=mRNA /CNT=53 /TID=Mm.28913.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1460464_at 116.1 121.7 P P 0.000244 0.000244 0.4 NC 0.03 gb:AV030118 /DB_XREF=gi:4829666 /DB_XREF=AV030118 /CLONE=1500011E09 /FEA=mRNA /CNT=49 /TID=Mm.608.1 /TIER=Stack /STK=13 /UG=Mm.6
MOE430_2_1460519_a_ 210.4 274.7 P P 0.000244 0.000244 0.4 I 0.001336 gb:AK013063.1 /DB_XREF=gi:12850195 /FEA=mRNA /CNT=1 /TID=Mm.180102.2 /TIER=ConsEnd /STK=0 /UG=Mm.180102 /LL=75422 /UG_GENE=281041
MOE430_2_1460542_s_ 41.7 56.3 P P 0.000244 0.00293 0.4 NC 0.01 gb:BQ173933 /DB_XREF=gi:20349424 /DB_XREF=UI-M-DJ2-bvv-i-20-0-UI.s1 /CLONE=UI-M-DJ2-bvv-i-20-0-UI /FEA=EST /CNT=226 /TID=Mm.18706.1
MOE430_2_1460549_a_ 232.4 295.9 P P 0.000244 0.000244 0.4 I 0.000101 gb:BB492440 /DB_XREF=gi:15412136 /DB_XREF=BB492440 /CLONE=D530027D05 /FEA=EST /CNT=73 /TID=Mm.196638.4 /TIER=Stack /STK=60 /UG=M
MOE430_2_1460567_at 176.3 239.6 P P 0.000244 0.000244 0.4 NC 0.009292 gb:BB148972 /DB_XREF=gi:15408914 /DB_XREF=BB148972 /CLONE=9930116O05 /FEA=EST /CNT=83 /TID=Mm.32081.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1460571_at 97.2 135.7 P P 0.000732 0.000732 0.4 I 0.000865 gb:BM208197 /DB_XREF=gi:17764297 /DB_XREF=C0623G09-3 /CLONE=C0623G09 /FEA=EST /CNT=58 /TID=Mm.21135.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1460574_at 963.2 1210.1 P P 0.000244 0.000244 0.4 NC 0.03 gb:BB038914 /DB_XREF=gi:16258518 /DB_XREF=BB038914 /CLONE=6030410K14 /FEA=EST /CNT=28 /TID=Mm.112333.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1460583_at 87.9 112.8 P P 0.000732 0.000244 0.4 I 0.000214 gb:AV349681 /DB_XREF=gi:15406684 /DB_XREF=AV349681 /CLONE=6530414L05 /FEA=EST /CNT=30 /TID=Mm.80325.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1460610_at 49.5 53.4 P P 0.01 0.01 0.4 NC 0.12 gb:BG143491 /DB_XREF=gi:12646815 /DB_XREF=mab56h06.x1 /CLONE=IMAGE:3974626 /FEA=EST /CNT=85 /TID=Mm.21450.4 /TIER=Stack /STK=80 /U
MOE430_2_1460611_at 6.7 9.5 A A 0.43 0.56 0.4 NC 0.27 gb:BM230241 /DB_XREF=gi:17793421 /DB_XREF=K0292D05-3 /CLONE=K0292D05 /FEA=EST /CNT=63 /TID=Mm.7836.1 /TIER=Stack /STK=63 /UG=Mm.
MOE430_2_1460615_at 67.1 70.1 P P 0.000244 0.000244 0.4 NC 0.05 gb:BM228837 /DB_XREF=gi:17791611 /DB_XREF=K0268G12-3 /CLONE=K0268G12 /FEA=EST /CNT=48 /TID=Mm.73467.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1460632_at 70.4 85.8 P P 0.01 0.00293 0.4 I 0.001336 gb:BG069583 /DB_XREF=gi:12552152 /DB_XREF=H3077H08-3 /CLONE=H3077H08 /FEA=EST /CNT=20 /TID=Mm.22185.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1460695_a_ 194.3 267.9 P P 0.001953 0.001953 0.4 NC 0.003699 gb:BC027288.1 /DB_XREF=gi:20071037 /FEA=mRNA /CNT=28 /TID=Mm.30248.1 /TIER=ConsEnd /STK=0 /UG=Mm.30248 /DEF=Mus musculus, clone IMAG
MOE430_2_1460744_at 19.1 30.6 A P 0.08 0.00415 0.4 NC 0.19 gb:AI429635 /DB_XREF=gi:4275561 /DB_XREF=mf68h11.x1 /CLONE=IMAGE:419493 /FEA=EST /CNT=5 /TID=Mm.25192.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_AFFX-MUR 137 147.9 P P 0.001852 0.002307 0.4 NC 0.18 Mus musculus /REF=X63136 /DEF=M.musculus DNA for intragenic sequence including B2 element /LEN=196
MOE430_2_AFFX-r2-B 5.2 4.9 A A 0.36 0.46 0.4 NC 0.5 B. subtilis  GEN=thrC  DB_XREF=gb:X04603.1  NOTE=SIF corresponding to nucleotides 290-888 of gb:X04603.1  DEF=B. subtilis thrB and thrC genes for ho
MOE430_2_AFFX-Tran 9.4 14.3 M P 0.05 0.00039 0.4 NC 0.02 Mus musculus /REF=X57349 /DEF=M.musculus mRNA for transferrin receptor /LEN=2292 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prim
MOE430_2_AFFX-Tran 4.2 6.7 A A 0.6 0.38 0.4 NC 0.39 Mus musculus /REF=X57349 /DEF=M.musculus mRNA for transferrin receptor /LEN=2292 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prim
MOE430_2_1415698_at 164.3 178.7 P P 0.000244 0.000244 0.3 NC 0.16 gb:BC011152.1 /DB_XREF=gi:15029857 /FEA=FLmRNA /CNT=143 /TID=Mm.171335.1 /TIER=FL+Stack /STK=98 /UG=Mm.171335 /LL=105348 /UG_GENE=
MOE430_2_1415703_at 389.7 444 P P 0.000244 0.000244 0.3 NC 0.02 gb:BM248615 /DB_XREF=gi:17883885 /DB_XREF=K0819E02-3 /CLONE=K0819E02 /FEA=FLmRNA /CNT=169 /TID=Mm.27372.1 /TIER=Stack /STK=21 /U
MOE430_2_1415704_a_ 602.2 804.1 P P 0.000244 0.000244 0.3 I 0.000101 gb:AF320340.1 /DB_XREF=gi:16901487 /FEA=FLmRNA /CNT=16 /TID=Mm.29076.2 /TIER=FL /STK=1 /UG=Mm.29076 /LL=77007 /UG_GENE=2510010F10
MOE430_2_1415709_s_ 335.8 369.2 P P 0.000244 0.000244 0.3 NC 0.004481 gb:BM948896 /DB_XREF=gi:19432486 /DB_XREF=UI-M-EM0-buz-m-18-0-UI.r1 /CLONE=IMAGE:5689145 /FEA=mRNA /CNT=144 /TID=Mm.203930.1 /TIE
MOE430_2_1415767_at 606.5 741.5 P P 0.000244 0.000244 0.3 NC 0.005933 gb:BB350365 /DB_XREF=gi:16405283 /DB_XREF=BB350365 /CLONE=B930079I15 /FEA=EST /CNT=215 /TID=Mm.30205.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1415823_at 1531.5 2006.1 P P 0.000244 0.000244 0.3 I 0.00002 gb:BB459479 /DB_XREF=gi:16426408 /DB_XREF=BB459479 /CLONE=D130061J12 /FEA=FLmRNA /CNT=525 /TID=Mm.193096.1 /TIER=Stack /STK=36 /
MOE430_2_1415863_at 1685 1811.8 P P 0.000244 0.000244 0.3 NC 0.004925 gb:NM_013507.1 /DB_XREF=gi:7305020 /GEN=Eif4g2 /FEA=FLmRNA /CNT=571 /TID=Mm.525.1 /TIER=FL+Stack /STK=193 /UG=Mm.525 /LL=13690 /DEF
MOE430_2_1415889_a_ 1516.7 1865.5 P P 0.000244 0.000244 0.3 I 0.000438 gb:NM_011631.1 /DB_XREF=gi:6755862 /GEN=Tra1 /FEA=FLmRNA /CNT=448 /TID=Mm.4526.1 /TIER=FL+Stack /STK=182 /UG=Mm.4526 /LL=22027 /DE
MOE430_2_1415890_at 1423.6 1822.3 P P 0.000244 0.000244 0.3 NC 0.003355 gb:NM_011863.1 /DB_XREF=gi:6754981 /GEN=Papss1 /FEA=FLmRNA /CNT=332 /TID=Mm.18161.1 /TIER=FL+Stack /STK=182 /UG=Mm.18161 /LL=23971
MOE430_2_1415915_at 774.3 1000.7 P P 0.000244 0.000244 0.3 I 0.001486 gb:NM_134040.1 /DB_XREF=gi:19527255 /GEN=AA409185 /FEA=FLmRNA /CNT=257 /TID=Mm.1706.1 /TIER=FL+Stack /STK=170 /UG=Mm.1706 /LL=1047
MOE430_2_1415925_a_ 423.2 513.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_053074.1 /DB_XREF=gi:16716348 /GEN=Nup62 /FEA=FLmRNA /CNT=267 /TID=Mm.22687.1 /TIER=FL+Stack /STK=167 /UG=Mm.22687 /LL=18226
MOE430_2_1415940_at 388.9 441.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_133349.1 /DB_XREF=gi:19111157 /GEN=AA407930 /FEA=FLmRNA /CNT=202 /TID=Mm.24521.1 /TIER=FL+Stack /STK=164 /UG=Mm.24521 /LL=10
MOE430_2_1415955_x_ 5.7 7.9 A A 0.43 0.53 0.3 NC 0.5 gb:K02926.1 /DB_XREF=gi:200488 /FEA=FLmRNA /CNT=208 /TID=Mm.42733.1 /TIER=FL+Stack /STK=159 /UG=Mm.42733 /LL=19118 /UG_GENE=Prm1 /
MOE430_2_1415957_a_ 1153.8 1384.2 P P 0.000244 0.000244 0.3 I 0.000865 gb:AV297071 /DB_XREF=gi:6329094 /DB_XREF=AV297071 /CLONE=5730446G15 /FEA=FLmRNA /CNT=228 /TID=Mm.38344.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1415963_at 282.6 321.1 P P 0.000244 0.000244 0.3 NC 0.23 gb:NM_019868.1 /DB_XREF=gi:9845252 /GEN=Hnrph2 /FEA=FLmRNA /CNT=239 /TID=Mm.133936.1 /TIER=FL+Stack /STK=157 /UG=Mm.133936 /LL=562
MOE430_2_1415978_at 21.9 29.1 P P 0.001221 0.00415 0.3 NC 0.5 gb:NM_023279.1 /DB_XREF=gi:12963614 /GEN=Tubb3 /FEA=FLmRNA /CNT=233 /TID=Mm.40068.1 /TIER=FL+Stack /STK=155 /UG=Mm.40068 /LL=22152
MOE430_2_1415995_at 358.8 435.9 P P 0.000244 0.000244 0.3 I 0.001201 gb:NM_009811.1 /DB_XREF=gi:6753285 /GEN=Casp6 /FEA=FLmRNA /CNT=228 /TID=Mm.28814.1 /TIER=FL+Stack /STK=150 /UG=Mm.28814 /LL=12368 
MOE430_2_1416009_at 1730.5 2096.5 P P 0.000244 0.000244 0.3 NC 0.19 gb:NM_019793.1 /DB_XREF=gi:9790056 /GEN=Tm4sf8-pending /FEA=FLmRNA /CNT=288 /TID=Mm.28484.1 /TIER=FL+Stack /STK=145 /UG=Mm.28484 /L
MOE430_2_1416019_at 120.9 121.3 P P 0.000244 0.000244 0.3 NC 0.09 gb:NM_026106.1 /DB_XREF=gi:15100153 /GEN=Dr1 /FEA=FLmRNA /CNT=217 /TID=Mm.38184.1 /TIER=FL /STK=4 /UG=Mm.38184 /LL=13486 /DEF=Mus 
MOE430_2_1416021_a_ 1406.3 1890.8 P P 0.000732 0.000244 0.3 I 0.001832 gb:BC002008.1 /DB_XREF=gi:12805102 /FEA=FLmRNA /CNT=262 /TID=Mm.741.1 /TIER=FL+Stack /STK=143 /UG=Mm.741 /LL=16592 /UG_GENE=Fabp5 
MOE430_2_1416047_at 1 1.3 A A 0.9 0.85 0.3 NC 0.41 gb:BM054266 /DB_XREF=gi:16811245 /DB_XREF=id54h03.y3 /CLONE=IMAGE:5667292 /FEA=FLmRNA /CNT=219 /TID=Mm.26625.1 /TIER=ConsEnd /STK
MOE430_2_1416052_at 201.9 251.8 P P 0.001221 0.000732 0.3 I 0.000552 gb:NM_021463.1 /DB_XREF=gi:10946853 /GEN=Prps1 /FEA=FLmRNA /CNT=199 /TID=Mm.27454.1 /TIER=FL+Stack /STK=138 /UG=Mm.27454 /LL=19139
MOE430_2_1416060_at 641.3 699.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_025706.1 /DB_XREF=gi:13385163 /GEN=4432405K22Rik /FEA=FLmRNA /CNT=232 /TID=Mm.22252.1 /TIER=FL+Stack /STK=137 /UG=Mm.22252 /
MOE430_2_1416085_s_ 575.2 722.9 P P 0.000244 0.000244 0.3 I 0.000167 gb:AA124553 /DB_XREF=gi:1682401 /DB_XREF=mp81d05.r1 /CLONE=IMAGE:575625 /FEA=FLmRNA /CNT=276 /TID=Mm.2904.1 /TIER=Stack /STK=20 /U
MOE430_2_1416124_at 80.2 154.7 P P 0.000732 0.005859 0.3 NC 0.02 gb:BB840359 /DB_XREF=gi:17041090 /DB_XREF=BB840359 /CLONE=E970007F13 /FEA=FLmRNA /CNT=267 /TID=Mm.3141.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1416161_at 878.5 1037.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_009009.1 /DB_XREF=gi:6679602 /GEN=Rad21 /FEA=FLmRNA /CNT=282 /TID=Mm.182628.1 /TIER=FL+Stack /STK=120 /UG=Mm.182628 /LL=1935
MOE430_2_1416169_at 0.9 0.4 A A 0.88 0.74 0.3 NC 0.18 gb:AY034576.1 /DB_XREF=gi:15418827 /GEN=Tpbpb /FEA=FLmRNA /CNT=136 /TID=Mm.140897.1 /TIER=FL+Stack /STK=119 /UG=Mm.140897 /LL=1169
MOE430_2_1416190_a_ 399.8 496 P P 0.000244 0.000244 0.3 NC 0.02 gb:AF145253.1 /DB_XREF=gi:7673000 /FEA=FLmRNA /CNT=335 /TID=Mm.28375.1 /TIER=FL /STK=2 /UG=Mm.28375 /LL=53421 /UG_GENE=Sec61a /DE
MOE430_2_1416198_at 226.3 307.3 P P 0.000244 0.000244 0.3 I 0.00004 gb:NM_020580.1 /DB_XREF=gi:10181119 /GEN=Th1l /FEA=FLmRNA /CNT=175 /TID=Mm.182439.1 /TIER=FL+Stack /STK=114 /UG=Mm.182439 /LL=57314
MOE430_2_1416201_at 327.6 361 P P 0.001221 0.000732 0.3 NC 0.16 gb:NM_133656.1 /DB_XREF=gi:19526795 /GEN=Crko /FEA=FLmRNA /CNT=507 /TID=Mm.22073.1 /TIER=FL+Stack /STK=113 /UG=Mm.22073 /LL=12928 /
MOE430_2_1416208_at 532.2 631.1 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BC005571.1 /DB_XREF=gi:14919407 /FEA=FLmRNA /CNT=274 /TID=Mm.25149.1 /TIER=FL+Stack /STK=112 /UG=Mm.25149 /LL=59025 /UG_GENE=U
MOE430_2_1416241_at 1687.9 1917.3 P P 0.000244 0.000244 0.3 I 0.000078 gb:NM_024206.1 /DB_XREF=gi:13195635 /GEN=1110003H02Rik /FEA=FLmRNA /CNT=196 /TID=Mm.29296.1 /TIER=FL+Stack /STK=108 /UG=Mm.29296 /
MOE430_2_1416261_at 350.3 453.5 P P 0.000244 0.000244 0.3 NC 0.003041 gb:NM_133683.1 /DB_XREF=gi:19526845 /GEN=2810428F02Rik /FEA=FLmRNA /CNT=199 /TID=Mm.29647.1 /TIER=FL+Stack /STK=106 /UG=Mm.29647 /L
MOE430_2_1416297_s_ 11.6 12 A A 0.43 0.27 0.3 NC 0.06 gb:NM_011036.1 /DB_XREF=gi:6754979 /GEN=Pap /FEA=FLmRNA /CNT=137 /TID=Mm.2553.1 /TIER=FL+Stack /STK=101 /UG=Mm.2553 /LL=18489 /DEF
MOE430_2_1416304_at 666.7 878.4 P P 0.000244 0.000244 0.3 I 0.000167 gb:BG072227 /DB_XREF=gi:12554796 /DB_XREF=H3108B10-3 /CLONE=H3108B10 /FEA=FLmRNA /CNT=260 /TID=Mm.21119.1 /TIER=Stack /STK=24 /U
MOE430_2_1416312_at 491.7 544.3 P P 0.000244 0.000244 0.3 NC 0.006503 gb:NM_025936.1 /DB_XREF=gi:19882224 /GEN=2610011N19Rik /FEA=FLmRNA /CNT=187 /TID=Mm.27526.1 /TIER=FL+Stack /STK=99 /UG=Mm.27526 /L
MOE430_2_1416325_at 0.2 0.7 A A 0.9 0.66 0.3 NC 0.05 gb:NM_009638.1 /DB_XREF=gi:6753001 /GEN=Aeg1 /FEA=FLmRNA /CNT=115 /TID=Mm.16781.1 /TIER=FL+Stack /STK=98 /UG=Mm.16781 /LL=11571 /D
MOE430_2_1416337_at 850.8 1161 P P 0.000244 0.000244 0.3 I 0.000692 gb:NM_026219.1 /DB_XREF=gi:13385725 /GEN=2210415M14Rik /FEA=FLmRNA /CNT=134 /TID=Mm.24805.1 /TIER=FL+Stack /STK=96 /UG=Mm.24805 /L
MOE430_2_1416349_at 525 744.8 P P 0.000244 0.000244 0.3 I 0.00002 gb:NM_053162.1 /DB_XREF=gi:16716448 /GEN=Mrpl34 /FEA=FLmRNA /CNT=111 /TID=Mm.29489.1 /TIER=FL+Stack /STK=96 /UG=Mm.29489 /LL=94065 
MOE430_2_1416362_a_ 696.1 894.9 P P 0.000244 0.000244 0.3 NC 0.007788 gb:BC003447.1 /DB_XREF=gi:13097416 /FEA=FLmRNA /CNT=395 /TID=Mm.12758.1 /TIER=FL+Stack /STK=94 /UG=Mm.12758 /LL=14228 /UG_GENE=Fkb
MOE430_2_1416403_at 49.3 78.1 P P 0.000732 0.000732 0.3 NC 0.4 gb:AV382118 /DB_XREF=gi:16398373 /DB_XREF=AV382118 /CLONE=9330103I03 /FEA=FLmRNA /CNT=161 /TID=Mm.143731.1 /TIER=Stack /STK=18 /U
MOE430_2_1416463_at 104.4 124.1 P P 0.00293 0.00293 0.3 NC 0.06 gb:BE534618 /DB_XREF=gi:9763172 /DB_XREF=601233558F1 /CLONE=IMAGE:3597255 /FEA=FLmRNA /CNT=427 /TID=Mm.1098.1 /TIER=ConsEnd /STK
MOE430_2_1416479_a_ 994.3 1111.6 P P 0.000244 0.000244 0.3 NC 0.00712 gb:NM_025387.1 /DB_XREF=gi:13384765 /GEN=1110021D01Rik /FEA=FLmRNA /CNT=192 /TID=Mm.30005.1 /TIER=FL+Stack /STK=86 /UG=Mm.30005 /L
MOE430_2_1416509_at 652.2 889.1 P P 0.000244 0.000244 0.3 I 0.000189 gb:NM_133352.1 /DB_XREF=gi:19111161 /GEN=AW146116 /FEA=FLmRNA /CNT=224 /TID=Mm.2986.1 /TIER=FL+Stack /STK=84 /UG=Mm.2986 /LL=1073
MOE430_2_1416523_at 22.7 21.9 A A 0.19 0.14 0.3 NC 0.15 gb:NM_011271.1 /DB_XREF=gi:6755327 /GEN=Rib1 /FEA=FLmRNA /CNT=210 /TID=Mm.3412.1 /TIER=FL+Stack /STK=83 /UG=Mm.3412 /LL=19752 /DEF
MOE430_2_1416552_at 31.5 31.6 P P 0.008057 0.005859 0.3 NC 0.25 gb:NM_025274.1 /DB_XREF=gi:13384609 /GEN=Esg1 /FEA=FLmRNA /CNT=123 /TID=Mm.139314.1 /TIER=FL+Stack /STK=82 /UG=Mm.139314 /LL=13915
MOE430_2_1416557_a_ 588 719.6 P P 0.000244 0.000244 0.3 NC 0.006503 gb:U97079.1 /DB_XREF=gi:2276461 /FEA=FLmRNA /CNT=185 /TID=Mm.873.1 /TIER=FL+Stack /STK=82 /UG=Mm.873 /LL=20624 /UG_GENE=Snrp116-pe
MOE430_2_1416563_at 413.8 595 P P 0.000732 0.000732 0.3 I 0.000046 gb:NM_016748.1 /DB_XREF=gi:7949028 /GEN=Ctps /FEA=FLmRNA /CNT=126 /TID=Mm.1815.1 /TIER=FL+Stack /STK=82 /UG=Mm.1815 /LL=51797 /DEF
MOE430_2_1416566_at 729.7 879.5 P P 0.000244 0.000244 0.3 I 0.000618 gb:NM_011499.1 /DB_XREF=gi:6755681 /GEN=Strap /FEA=FLmRNA /CNT=294 /TID=Mm.22584.1 /TIER=FL+Stack /STK=81 /UG=Mm.22584 /LL=20901 /D
MOE430_2_1416569_at 253.6 300.1 P P 0.000244 0.000244 0.3 NC 0.004481 gb:NM_019673.1 /DB_XREF=gi:9789892 /GEN=Baf53a-pending /FEA=FLmRNA /CNT=159 /TID=Mm.29546.1 /TIER=FL+Stack /STK=81 /UG=Mm.29546 /LL
MOE430_2_1416570_s_ 210 249.4 P P 0.000732 0.000732 0.3 NC 0.02 gb:NM_138591.1 /DB_XREF=gi:20070401 /GEN=Gfm /FEA=FLmRNA /CNT=167 /TID=Mm.27288.1 /TIER=FL+Stack /STK=81 /UG=Mm.27288 /LL=28030 /D
MOE430_2_1416595_at 266 316 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_025485.1 /DB_XREF=gi:13384903 /GEN=Mrps22 /FEA=FLmRNA /CNT=119 /TID=Mm.17949.1 /TIER=FL+Stack /STK=79 /UG=Mm.17949 /LL=64655
MOE430_2_1416628_at 1733.6 2069.8 P P 0.000244 0.000244 0.3 NC 0.006503 gb:NM_025791.1 /DB_XREF=gi:13385261 /GEN=0610006I08Rik /FEA=FLmRNA /CNT=109 /TID=Mm.144083.1 /TIER=FL+Stack /STK=77 /UG=Mm.144083 /
MOE430_2_1416659_at 500.5 691.9 P P 0.000244 0.000244 0.3 NC 0.003699 gb:U14172.1 /DB_XREF=gi:1205975 /FEA=FLmRNA /CNT=376 /TID=Mm.2238.1 /TIER=FL+Stack /STK=75 /UG=Mm.2238 /LL=13669 /UG_GENE=Eif3 /DEF
MOE430_2_1416684_at 611.7 785.9 P P 0.000732 0.000244 0.3 NC 0.005409 gb:NM_007991.1 /DB_XREF=gi:6679754 /GEN=Fbl /FEA=FLmRNA /CNT=136 /TID=Mm.4595.1 /TIER=FL+Stack /STK=74 /UG=Mm.4595 /LL=14113 /DEF=
MOE430_2_1416705_at 85 105 P P 0.000732 0.001953 0.3 NC 0.06 gb:BC006953.1 /DB_XREF=gi:13905310 /FEA=FLmRNA /CNT=147 /TID=Mm.43671.1 /TIER=FL+Stack /STK=73 /UG=Mm.43671 /LL=66646 /UG_GENE=573
MOE430_2_1416709_a_ 266.4 284.8 P P 0.000244 0.000244 0.3 NC 0.28 gb:NM_031375.1 /DB_XREF=gi:13878192 /GEN=Ngrn-pending /FEA=FLmRNA /CNT=79 /TID=Mm.21175.1 /TIER=FL+Stack /STK=73 /UG=Mm.21175 /LL=8
MOE430_2_1416723_at 457.7 616.4 P P 0.000244 0.000244 0.3 I 0.000189 gb:NM_013685.1 /DB_XREF=gi:7305550 /GEN=Tcf4 /FEA=FLmRNA /CNT=199 /TID=Mm.4269.1 /TIER=FL+Stack /STK=71 /UG=Mm.4269 /LL=21413 /DEF
MOE430_2_1416742_at 445.7 607.6 P P 0.000244 0.000244 0.3 I 0.000241 gb:NM_011801.1 /DB_XREF=gi:6753411 /GEN=Cfdp /FEA=FLmRNA /CNT=131 /TID=Mm.21310.1 /TIER=FL+Stack /STK=71 /UG=Mm.21310 /LL=23837 /D
MOE430_2_1416763_at 659.3 802.1 P P 0.000244 0.000244 0.3 NC 0.005933 gb:NM_133837.1 /DB_XREF=gi:19527051 /GEN=AA959893 /FEA=FLmRNA /CNT=198 /TID=Mm.181490.1 /TIER=FL+Stack /STK=70 /UG=Mm.181490 /LL=9
MOE430_2_1416797_at 59.6 77.1 P P 0.001953 0.000244 0.3 NC 0.003355 gb:NM_010879.1 /DB_XREF=gi:7106374 /GEN=Nck2 /FEA=FLmRNA /CNT=106 /TID=Mm.9238.1 /TIER=FL /STK=2 /UG=Mm.9238 /LL=17974 /DEF=Mus m
MOE430_2_1416815_s_ 1798.2 2152.6 P P 0.000244 0.000244 0.3 NC 0.005409 gb:NM_009774.1 /DB_XREF=gi:6753213 /GEN=Bub3 /FEA=FLmRNA /CNT=182 /TID=Mm.927.1 /TIER=FL+Stack /STK=68 /UG=Mm.927 /LL=12237 /DEF=M
MOE430_2_1416832_at 3.6 3.9 A A 0.5 0.46 0.3 NC 0.5 gb:BC006731.1 /DB_XREF=gi:13879500 /FEA=FLmRNA /CNT=133 /TID=Mm.30239.1 /TIER=FL+Stack /STK=67 /UG=Mm.30239 /LL=67547 /UG_GENE=493
MOE430_2_1416838_at 167.7 222.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC019175.1 /DB_XREF=gi:17512430 /FEA=FLmRNA /CNT=164 /TID=Mm.4299.1 /TIER=FL+Stack /STK=67 /UG=Mm.4299 /LL=17850 /UG_GENE=Mut /
MOE430_2_1416864_at 163 186.6 P P 0.001221 0.001953 0.3 NC 0.14 gb:NM_009298.1 /DB_XREF=gi:6678184 /GEN=Surf6 /FEA=FLmRNA /CNT=115 /TID=Mm.27364.1 /TIER=FL+Stack /STK=66 /UG=Mm.27364 /LL=20935 /D
MOE430_2_1416873_a_ 264.8 347.7 P P 0.000244 0.000244 0.3 I 0.000114 gb:NM_016756.1 /DB_XREF=gi:7949019 /GEN=Cdk2 /FEA=FLmRNA /CNT=78 /TID=Mm.219464.1 /TIER=FL+Stack /STK=66 /UG=Mm.219464 /LL=12566 /



MOE430_2_1416892_s_ 1013.6 1247 P P 0.000244 0.000244 0.3 I 0.000101 gb:BC021353.1 /DB_XREF=gi:18204171 /FEA=FLmRNA /CNT=137 /TID=Mm.200627.1 /TIER=FL+Stack /STK=65 /UG=Mm.200627 /LL=66540 /UG_GENE=3
MOE430_2_1416949_s_ 1360.3 1669.5 P P 0.000244 0.000732 0.3 NC 0.005409 gb:NM_008202.1 /DB_XREF=gi:6680146 /GEN=H2-Ke4 /FEA=FLmRNA /CNT=161 /TID=Mm.18556.1 /TIER=FL+Stack /STK=62 /UG=Mm.18556 /LL=14977 
MOE430_2_1416954_at 269.9 313.4 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_013770.1 /DB_XREF=gi:7305500 /GEN=Slc25a10 /FEA=FLmRNA /CNT=154 /TID=Mm.3991.1 /TIER=FL+Stack /STK=62 /UG=Mm.3991 /LL=27376 /
MOE430_2_1416959_at 23.9 22 A A 0.24 0.12 0.3 NC 0.13 gb:NM_011584.1 /DB_XREF=gi:17737272 /GEN=Thra /FEA=FLmRNA /CNT=152 /TID=Mm.26587.1 /TIER=FL /STK=2 /UG=Mm.26587 /LL=21833 /DEF=Mus
MOE430_2_1416962_at 116.3 151.4 P P 0.000732 0.001221 0.3 NC 0.08 gb:NM_133878.1 /DB_XREF=gi:19527091 /GEN=4931417M11Rik /FEA=FLmRNA /CNT=109 /TID=Mm.154298.1 /TIER=FL+Stack /STK=62 /UG=Mm.154298 
MOE430_2_1416988_at 250.2 212.5 P P 0.001953 0.001221 0.3 NC 0.14 gb:NM_008628.1 /DB_XREF=gi:6678937 /GEN=Msh2 /FEA=FLmRNA /CNT=109 /TID=Mm.4619.1 /TIER=FL+Stack /STK=61 /UG=Mm.4619 /LL=17685 /DEF
MOE430_2_1417007_a_ 354.2 467.3 P P 0.000244 0.000244 0.3 NC 0.03 gb:NM_009190.1 /DB_XREF=gi:6677980 /GEN=Vps4b /FEA=FLmRNA /CNT=170 /TID=Mm.18705.1 /TIER=FL+Stack /STK=60 /UG=Mm.18705 /LL=20479 /
MOE430_2_1417037_at 221.7 281.5 P P 0.000244 0.000244 0.3 I 0.000492 gb:NM_019716.1 /DB_XREF=gi:9790136 /GEN=Orc6l /FEA=FLmRNA /CNT=91 /TID=Mm.29709.1 /TIER=FL+Stack /STK=59 /UG=Mm.29709 /LL=56452 /DE
MOE430_2_1417058_a_ 1079.8 1490.5 P P 0.000244 0.000244 0.3 NC 0.07 gb:NM_025327.1 /DB_XREF=gi:13384695 /GEN=0610010I12Rik /FEA=FLmRNA /CNT=95 /TID=Mm.177991.1 /TIER=FL+Stack /STK=58 /UG=Mm.177991 /L
MOE430_2_1417059_at 1783.8 2321.1 P P 0.000732 0.000244 0.3 NC 0.06 gb:NM_025327.1 /DB_XREF=gi:13384695 /GEN=0610010I12Rik /FEA=FLmRNA /CNT=95 /TID=Mm.177991.1 /TIER=FL+Stack /STK=58 /UG=Mm.177991 /L
MOE430_2_1417060_at 364.3 461 P P 0.000244 0.000244 0.3 NC 0.005933 gb:AW494322 /DB_XREF=gi:7064603 /DB_XREF=UI-M-BH3-aul-b-02-0-UI.s1 /CLONE=UI-M-BH3-aul-b-02-0-UI /FEA=FLmRNA /CNT=146 /TID=Mm.461
MOE430_2_1417085_at 0.6 0.6 A A 0.99 0.99 0.3 NC 0.19 gb:NM_030611.1 /DB_XREF=gi:13487924 /GEN=Hsd17b5 /FEA=FLmRNA /CNT=154 /TID=Mm.196666.1 /TIER=FL+Stack /STK=57 /UG=Mm.196666 /LL=80
MOE430_2_1417088_at 196.7 233 P P 0.008057 0.001953 0.3 NC 0.28 gb:NM_012017.1 /DB_XREF=gi:6754395 /GEN=Zfp346 /FEA=FLmRNA /CNT=122 /TID=Mm.22795.1 /TIER=FL+Stack /STK=57 /UG=Mm.22795 /LL=26919 /
MOE430_2_1417091_at 156.4 251.7 P P 0.001953 0.001953 0.3 NC 0.06 gb:NM_007700.1 /DB_XREF=gi:6680941 /GEN=Chuk /FEA=FLmRNA /CNT=110 /TID=Mm.3996.1 /TIER=FL+Stack /STK=57 /UG=Mm.3996 /LL=12675 /DEF
MOE430_2_1417113_at 451.8 681.5 P P 0.000244 0.000244 0.3 I 0.000692 gb:NM_011818.1 /DB_XREF=gi:6753953 /GEN=Gcl /FEA=FLmRNA /CNT=112 /TID=Mm.74594.1 /TIER=FL+Stack /STK=56 /UG=Mm.74594 /LL=23885 /DE
MOE430_2_1417124_at 2552.6 2644.4 P P 0.000244 0.000244 0.3 NC 0.12 gb:NM_019771.1 /DB_XREF=gi:9790218 /GEN=Dstn /FEA=FLmRNA /CNT=259 /TID=Mm.28919.1 /TIER=FL+Stack /STK=55 /UG=Mm.28919 /LL=56431 /D
MOE430_2_1417167_at 267.8 340.9 P P 0.000244 0.000732 0.3 NC 0.33 gb:NM_138586.1 /DB_XREF=gi:20070391 /GEN=D7Wsu180e /FEA=FLmRNA /CNT=98 /TID=Mm.27853.1 /TIER=FL+Stack /STK=54 /UG=Mm.27853 /LL=27
MOE430_2_1417178_at 14.5 20 A A 0.24 0.08 0.3 NC 0.31 gb:NM_016867.1 /DB_XREF=gi:8394257 /GEN=Semcap2-pending /FEA=FLmRNA /CNT=83 /TID=Mm.97.1 /TIER=FL+Stack /STK=54 /UG=Mm.97 /LL=5412
MOE430_2_1417222_a_ 118.5 162.7 P P 0.000244 0.001221 0.3 NC 0.01 gb:NM_133739.1 /DB_XREF=gi:19526937 /GEN=2310075C12Rik /FEA=FLmRNA /CNT=150 /TID=Mm.146516.1 /TIER=FL+Stack /STK=52 /UG=Mm.146516 
MOE430_2_1417223_at 455.4 605.2 P P 0.000244 0.000244 0.3 NC 0.005933 gb:BC006920.1 /DB_XREF=gi:13905245 /FEA=FLmRNA /CNT=134 /TID=Mm.28050.1 /TIER=FL+Stack /STK=52 /UG=Mm.28050 /LL=70233 /UG_GENE=Cd
MOE430_2_1417244_a_ 38 47.1 P P 0.00415 0.001953 0.3 NC 0.2 gb:NM_016850.1 /DB_XREF=gi:8567363 /GEN=Irf7 /FEA=FLmRNA /CNT=88 /TID=Mm.3233.1 /TIER=FL+Stack /STK=51 /UG=Mm.3233 /LL=54123 /DEF=M
MOE430_2_1417296_at 235.6 310.7 P P 0.000244 0.000244 0.3 NC 0.007788 gb:NM_007497.1 /DB_XREF=gi:6680737 /GEN=Atf1 /FEA=FLmRNA /CNT=92 /TID=Mm.676.1 /TIER=FL+Stack /STK=49 /UG=Mm.676 /LL=11908 /DEF=Mu
MOE430_2_1417310_at 50.8 44.6 A A 0.12 0.09 0.3 NC 0.11 gb:BB277931 /DB_XREF=gi:15410969 /DB_XREF=BB277931 /CLONE=A930008F22 /FEA=FLmRNA /CNT=285 /TID=Mm.31533.1 /TIER=Stack /STK=9 /UG
MOE430_2_1417327_at 264.5 298.4 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_016900.1 /DB_XREF=gi:18702316 /GEN=Cav2 /FEA=FLmRNA /CNT=95 /TID=Mm.31915.1 /TIER=FL+Stack /STK=48 /UG=Mm.31915 /LL=12390 /D
MOE430_2_1417348_at 761.1 859.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_025966.1 /DB_XREF=gi:13385461 /GEN=2310039H08Rik /FEA=FLmRNA /CNT=67 /TID=Mm.24177.1 /TIER=FL+Stack /STK=47 /UG=Mm.24177 /LL
MOE430_2_1417363_at 81.9 96.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_009561.1 /DB_XREF=gi:6677620 /GEN=Zfp61 /FEA=FLmRNA /CNT=57 /TID=Mm.12832.1 /TIER=FL+Stack /STK=47 /UG=Mm.12832 /LL=22719 /D
MOE430_2_1417422_at 0.6 0.8 A A 0.88 0.85 0.3 NC 0.5 gb:NM_010321.1 /DB_XREF=gi:6754025 /GEN=Gnmt /FEA=FLmRNA /CNT=133 /TID=Mm.29395.1 /TIER=FL+Stack /STK=45 /UG=Mm.29395 /LL=14711 /D
MOE430_2_1417443_at 10.2 13.4 A A 0.21 0.12 0.3 NC 0.5 gb:NM_025590.1 /DB_XREF=gi:13385039 /GEN=Thea /FEA=FLmRNA /CNT=79 /TID=Mm.210047.1 /TIER=FL+Stack /STK=45 /UG=Mm.210047 /LL=66486 
MOE430_2_1417486_at 1.2 4.1 A A 0.63 0.69 0.3 NC 0.5 gb:NM_009168.1 /DB_XREF=gi:6677938 /GEN=Shd /FEA=FLmRNA /CNT=54 /TID=Mm.20908.1 /TIER=FL+Stack /STK=44 /UG=Mm.20908 /LL=20420 /DEF
MOE430_2_1417499_at 276 365.5 P P 0.000244 0.000244 0.3 NC 0.03 gb:NM_013899.1 /DB_XREF=gi:7305574 /GEN=Timm13a /FEA=FLmRNA /CNT=90 /TID=Mm.21826.1 /TIER=FL+Stack /STK=43 /UG=Mm.21826 /LL=30059 
MOE430_2_1417513_at 43.1 61.4 P P 0.000732 0.000244 0.3 NC 0.08 gb:AI255184 /DB_XREF=gi:3862709 /DB_XREF=ui32d08.y1 /CLONE=IMAGE:1853007 /FEA=FLmRNA /CNT=132 /TID=Mm.35796.1 /TIER=Stack /STK=19 /
MOE430_2_1417519_at 46.2 58.4 A P 0.06 0.03 0.3 NC 0.02 gb:AW537289 /DB_XREF=gi:7179706 /DB_XREF=G0114E10-3 /CLONE=G0114E10 /FEA=FLmRNA /CNT=111 /TID=Mm.103199.1 /TIER=Stack /STK=18 /U
MOE430_2_1417530_a_ 992.2 1208.1 P P 0.000244 0.000244 0.3 NC 0.03 gb:NM_012058.1 /DB_XREF=gi:6755661 /GEN=Srp9 /FEA=FLmRNA /CNT=183 /TID=Mm.89927.1 /TIER=FL+Stack /STK=42 /UG=Mm.89927 /LL=27058 /D
MOE430_2_1417594_at 241.4 314.4 P P 0.000244 0.000244 0.3 NC 0.04 gb:NM_019832.1 /DB_XREF=gi:9789998 /GEN=Gkap42-pending /FEA=FLmRNA /CNT=69 /TID=Mm.5030.1 /TIER=FL+Stack /STK=41 /UG=Mm.5030 /LL=56
MOE430_2_1417622_at 646.6 830.9 P P 0.000244 0.000244 0.3 NC 0.13 gb:U13174.1 /DB_XREF=gi:3885309 /FEA=FLmRNA /CNT=171 /TID=Mm.4168.1 /TIER=FL+Stack /STK=40 /UG=Mm.4168 /LL=20496 /UG_GENE=Slc12a2 /
MOE430_2_1417637_a_ 267.3 335.2 P P 0.000244 0.000244 0.3 NC 0.03 gb:NM_010440.1 /DB_XREF=gi:11528487 /GEN=Hmg20b /FEA=FLmRNA /CNT=78 /TID=Mm.38474.1 /TIER=FL+Stack /STK=40 /UG=Mm.38474 /LL=15353 
MOE430_2_1417648_s_ 307.4 391.5 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BM207865 /DB_XREF=gi:17763865 /DB_XREF=C0619B08-3 /CLONE=C0619B08 /FEA=FLmRNA /CNT=386 /TID=Mm.20847.1 /TIER=Stack /STK=83 /U
MOE430_2_1417674_s_ 91.5 106.7 P P 0.001221 0.000732 0.3 NC 0.03 gb:NM_018748.2 /DB_XREF=gi:20127149 /GEN=Golga4 /FEA=FLmRNA /CNT=128 /TID=Mm.10409.1 /TIER=FL+Stack /STK=39 /UG=Mm.10409 /LL=54214 
MOE430_2_1417714_x_ 0.7 1.7 A A 0.99 0.9 0.3 NC 0.16 gb:NM_008218.1 /DB_XREF=gi:6680174 /GEN=Hba-a1 /FEA=FLmRNA /CNT=194 /TID=Mm.196110.1 /TIER=FL+Stack /STK=37 /UG=Mm.196110 /LL=1512
MOE430_2_1417721_s_ 2.4 5.1 A A 0.72 0.5 0.3 NC 0.45 gb:AF364050.1 /DB_XREF=gi:13958322 /GEN=Clast6 /FEA=FLmRNA /CNT=145 /TID=Mm.4554.1 /TIER=FL+Stack /STK=46 /UG=Mm.4554 /LL=16792 /DE
MOE430_2_1417723_at 350.4 385.7 P P 0.000244 0.000244 0.3 NC 0.18 gb:BF472749 /DB_XREF=gi:11541932 /DB_XREF=UI-M-BZ0-axl-b-11-0-UI.r1 /CLONE=UI-M-BZ0-axl-b-11-0-UI /FEA=FLmRNA /CNT=180 /TID=Mm.329
MOE430_2_1417747_at 21.7 18.1 P P 0.01 0.03 0.3 NC 0.5 gb:NM_007756.1 /DB_XREF=gi:6681004 /GEN=Cplx1 /FEA=FLmRNA /CNT=68 /TID=Mm.5195.1 /TIER=FL /STK=2 /UG=Mm.5195 /LL=12889 /DEF=Mus mu
MOE430_2_1417749_a_ 129.8 177.5 P P 0.000244 0.000244 0.3 NC 0.24 gb:NM_009386.1 /DB_XREF=gi:6678354 /GEN=Tjp1 /FEA=FLmRNA /CNT=98 /TID=Mm.4342.1 /TIER=FL+Stack /STK=37 /UG=Mm.4342 /LL=21872 /DEF=
MOE430_2_1417773_at 769.6 949 P P 0.000732 0.000732 0.3 I 0.000552 gb:NM_053179.1 /DB_XREF=gi:16716466 /GEN=Sas /FEA=FLmRNA /CNT=121 /TID=Mm.22168.1 /TIER=FL+Stack /STK=36 /UG=Mm.22168 /LL=94181 /D
MOE430_2_1417774_at 433.5 585.7 P P 0.000244 0.000244 0.3 I 0.000966 gb:BI151886 /DB_XREF=gi:14611887 /DB_XREF=602916387F1 /CLONE=IMAGE:5067068 /FEA=FLmRNA /CNT=121 /TID=Mm.22168.1 /TIER=ConsEnd /ST
MOE430_2_1417788_at 23.1 35 P P 0.01 0.00293 0.3 NC 0.12 gb:NM_011430.1 /DB_XREF=gi:6755591 /GEN=Sncg /FEA=FLmRNA /CNT=69 /TID=Mm.22231.1 /TIER=FL+Stack /STK=36 /UG=Mm.22231 /LL=20618 /DE
MOE430_2_1417791_a_ 75 107.3 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_008717.1 /DB_XREF=gi:6679097 /GEN=Np220 /FEA=FLmRNA /CNT=112 /TID=Mm.4503.1 /TIER=FL+Stack /STK=36 /UG=Mm.4503 /LL=18139 /DE
MOE430_2_1417792_at 25.9 37.5 P P 0.000244 0.000244 0.3 NC 0.02 gb:BM238431 /DB_XREF=gi:17873797 /DB_XREF=K0519A06-3 /CLONE=K0519A06 /FEA=FLmRNA /CNT=112 /TID=Mm.4503.1 /TIER=Stack /STK=13 /UG
MOE430_2_1417820_at 208.8 284.2 P P 0.02 0.02 0.3 NC 0.01 gb:NM_133673.1 /DB_XREF=gi:19526827 /GEN=Tor1b /FEA=FLmRNA /CNT=210 /TID=Mm.206786.1 /TIER=FL+Stack /STK=24 /UG=Mm.206786 /LL=3093
MOE430_2_1417830_at 387.1 469.7 P P 0.000244 0.000244 0.3 MI 0.00225 gb:NM_019710.1 /DB_XREF=gi:9790236 /GEN=Smc1l1 /FEA=FLmRNA /CNT=128 /TID=Mm.26412.1 /TIER=FL+Stack /STK=35 /UG=Mm.26412 /LL=24061 /
MOE430_2_1417878_at 124.1 132 P P 0.001953 0.000244 0.3 NC 0.04 gb:NM_007891.1 /DB_XREF=gi:6681242 /GEN=E2f1 /FEA=FLmRNA /CNT=61 /TID=Mm.18036.1 /TIER=FL+Stack /STK=34 /UG=Mm.18036 /LL=13555 /DE
MOE430_2_1417886_at 785.1 958.8 P P 0.000244 0.000244 0.3 I 0.000346 gb:NM_025463.1 /DB_XREF=gi:13384875 /GEN=1810009A15Rik /FEA=FLmRNA /CNT=58 /TID=Mm.28103.1 /TIER=FL+Stack /STK=34 /UG=Mm.28103 /LL
MOE430_2_1417900_a_ 12.3 17.5 A P 0.17 0.03 0.3 NC 0.5 gb:NM_013703.1 /DB_XREF=gi:7305628 /GEN=Vldlr /FEA=FLmRNA /CNT=59 /TID=Mm.4141.1 /TIER=FL+Stack /STK=34 /UG=Mm.4141 /LL=22359 /DEF=
MOE430_2_1417966_at 402.4 456 P P 0.000244 0.000244 0.3 NC 0.09 gb:NM_017404.1 /DB_XREF=gi:8393020 /GEN=Mrpl39 /FEA=FLmRNA /CNT=74 /TID=Mm.103655.1 /TIER=FL+Stack /STK=32 /UG=Mm.103655 /LL=27393 
MOE430_2_1418006_at 139.4 141.7 P P 0.000732 0.000244 0.3 NC 0.01 gb:NM_024268.1 /DB_XREF=gi:13195687 /GEN=5830416A07Rik /FEA=FLmRNA /CNT=113 /TID=Mm.41054.1 /TIER=FL+Stack /STK=31 /UG=Mm.41054 /L
MOE430_2_1418035_a_ 132.9 181.6 P P 0.001953 0.000732 0.3 I 0.00004 gb:NM_008922.1 /DB_XREF=gi:6679460 /GEN=Prim2 /FEA=FLmRNA /CNT=70 /TID=Mm.27705.1 /TIER=FL+Stack /STK=31 /UG=Mm.27705 /LL=19076 /D
MOE430_2_1418065_at 1.4 1 A A 0.8 0.94 0.3 NC 0.62 gb:NM_009020.1 /DB_XREF=gi:6677660 /GEN=Rag2 /FEA=FLmRNA /CNT=35 /TID=Mm.4988.1 /TIER=FL+Stack /STK=31 /UG=Mm.4988 /LL=19374 /DEF=
MOE430_2_1418071_s_ 261.5 333 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_009881.1 /DB_XREF=gi:6753397 /GEN=Cdyl /FEA=FLmRNA /CNT=140 /TID=Mm.29002.1 /TIER=FL+Stack /STK=71 /UG=Mm.29002 /LL=12593 /DE
MOE430_2_1418076_at 1.4 3.1 A A 0.94 0.69 0.3 NC 0.05 gb:NM_011176.2 /DB_XREF=gi:7363444 /GEN=St14 /FEA=FLmRNA /CNT=133 /TID=Mm.37947.1 /TIER=FL+Stack /STK=30 /UG=Mm.37947 /LL=19143 /D
MOE430_2_1418083_at 448 557.7 P P 0.000244 0.000244 0.3 NC 0.04 gb:NM_025319.1 /DB_XREF=gi:13384685 /GEN=0610009B22Rik /FEA=FLmRNA /CNT=57 /TID=Mm.35693.1 /TIER=FL+Stack /STK=30 /UG=Mm.35693 /LL
MOE430_2_1418091_at 1.5 1.4 A A 0.91 0.72 0.3 NC 0.05 gb:NM_023755.1 /DB_XREF=gi:12963814 /GEN=Crtr1-pending /FEA=FLmRNA /CNT=69 /TID=Mm.24621.1 /TIER=FL+Stack /STK=30 /UG=Mm.24621 /LL=
MOE430_2_1418119_at 525.8 742.1 P P 0.000244 0.000244 0.3 I 0.00004 gb:BC020086.1 /DB_XREF=gi:18044866 /FEA=FLmRNA /CNT=87 /TID=Mm.142369.1 /TIER=FL+Stack /STK=29 /UG=Mm.142369 /LL=60365 /UG_GENE=R
MOE430_2_1418132_a_ 64.7 72.6 P P 0.01 0.001953 0.3 MI 0.002032 gb:BG798405 /DB_XREF=gi:14162737 /DB_XREF=ic09c04.y1 /FEA=FLmRNA /CNT=61 /TID=Mm.21103.1 /TIER=ConsEnd /STK=0 /UG=Mm.21103 /LL=280
MOE430_2_1418153_at 1.1 1.5 A A 0.94 0.75 0.3 NC 0.35 gb:NM_008480.1 /DB_XREF=gi:6678655 /GEN=Lama1 /FEA=FLmRNA /CNT=51 /TID=Mm.243.1 /TIER=FL+Stack /STK=29 /UG=Mm.243 /LL=16772 /DEF=M
MOE430_2_1418154_at 91.8 149.5 P P 0.000244 0.000244 0.3 NC 0.15 gb:NM_030563.1 /DB_XREF=gi:13385463 /GEN=BC004022 /FEA=FLmRNA /CNT=68 /TID=Mm.25117.1 /TIER=FL+Stack /STK=29 /UG=Mm.25117 /LL=8075
MOE430_2_1418160_at 10.5 8 A P 0.09 0.00293 0.3 NC 0.22 gb:NM_011746.1 /DB_XREF=gi:6756044 /GEN=Zfp127 /FEA=FLmRNA /CNT=38 /TID=Mm.146.1 /TIER=FL+Stack /STK=29 /UG=Mm.146 /LL=22652 /DEF=
MOE430_2_1418170_a_ 67.4 89.9 P P 0.000244 0.000244 0.3 NC 0.04 gb:BB223737 /DB_XREF=gi:15410155 /DB_XREF=BB223737 /CLONE=A530083H20 /FEA=FLmRNA /CNT=200 /TID=Mm.25570.1 /TIER=Stack /STK=117 /
MOE430_2_1418208_at 4.3 9.7 A P 0.23 0.02 0.3 NC 0.11 gb:NM_011040.1 /DB_XREF=gi:6754989 /GEN=Pax8 /FEA=FLmRNA /CNT=39 /TID=Mm.2533.1 /TIER=FL+Stack /STK=28 /UG=Mm.2533 /LL=18510 /DEF=
MOE430_2_1418217_at 279.8 384.9 P P 0.000732 0.000244 0.3 I 0.00002 gb:NM_138314.1 /DB_XREF=gi:19923868 /GEN=Nme7 /FEA=FLmRNA /CNT=38 /TID=Mm.219428.1 /TIER=FL+Stack /STK=28 /UG=Mm.219428 /LL=17156
MOE430_2_1418223_at 1212.5 1506.5 P P 0.000244 0.000244 0.3 I 0.000189 gb:BC010484.1 /DB_XREF=gi:14714685 /FEA=FLmRNA /CNT=151 /TID=Mm.43760.1 /TIER=FL+Stack /STK=27 /UG=Mm.43760 /LL=56529 /UG_GENE=Sp
MOE430_2_1418232_s_ 210.8 257.8 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BM213930 /DB_XREF=gi:17771954 /DB_XREF=C0843F03-3 /CLONE=C0843F03 /FEA=FLmRNA /CNT=178 /TID=Mm.29097.1 /TIER=Stack /STK=50 /U
MOE430_2_1418248_at 163.4 222.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC009021.1 /DB_XREF=gi:14290505 /FEA=FLmRNA /CNT=64 /TID=Mm.1114.1 /TIER=FL+Stack /STK=27 /UG=Mm.1114 /LL=11605 /UG_GENE=Gla /D
MOE430_2_1418254_at 553.1 687.9 P P 0.001953 0.000732 0.3 NC 0.004925 gb:NM_019735.1 /DB_XREF=gi:9790106 /GEN=Mmrp19-pending /FEA=FLmRNA /CNT=55 /TID=Mm.24772.1 /TIER=FL+Stack /STK=27 /UG=Mm.24772 /LL
MOE430_2_1418259_a_ 36.3 33.7 P M 0.04 0.05 0.3 NC 0.5 gb:NM_009849.1 /DB_XREF=gi:6753347 /GEN=Entpd2 /FEA=FLmRNA /CNT=41 /TID=Mm.31308.1 /TIER=FL+Stack /STK=27 /UG=Mm.31308 /LL=12496 /D
MOE430_2_1418279_a_ 79.6 95.2 P P 0.001221 0.000732 0.3 NC 0.09 gb:NM_009648.1 /DB_XREF=gi:6753029 /GEN=Akap1 /FEA=FLmRNA /CNT=121 /TID=Mm.2969.1 /TIER=FL+Stack /STK=26 /UG=Mm.2969 /LL=11640 /DE
MOE430_2_1418285_at 47.1 50.2 P P 0.01 0.000732 0.3 NC 0.01 gb:NM_010110.1 /DB_XREF=gi:6753725 /GEN=Efnb1 /FEA=FLmRNA /CNT=83 /TID=Mm.3374.1 /TIER=FL+Stack /STK=26 /UG=Mm.3374 /LL=13641 /DEF
MOE430_2_1418327_at 580.1 908.6 P P 0.000244 0.000244 0.3 I 0.000052 gb:NM_026503.1 /DB_XREF=gi:13385989 /GEN=1110058L19Rik /FEA=FLmRNA /CNT=56 /TID=Mm.41756.1 /TIER=FL+Stack /STK=25 /UG=Mm.41756 /LL=
MOE430_2_1418332_a_ 83 94.5 P P 0.000732 0.000244 0.3 NC 0.05 gb:NM_023328.1 /DB_XREF=gi:12963640 /GEN=2900054O13Rik /FEA=FLmRNA /CNT=57 /TID=Mm.45991.1 /TIER=FL+Stack /STK=25 /UG=Mm.45991 /LL
MOE430_2_1418336_at 40.9 52.4 P P 0.02 0.02 0.3 NC 0.34 gb:AK012394.1 /DB_XREF=gi:12849108 /FEA=FLmRNA /CNT=113 /TID=Mm.153486.1 /TIER=ConsEnd /STK=7 /UG=Mm.153486 /LL=114896 /UG_GENE=A
MOE430_2_1418393_a_ 25.3 32.5 A A 0.21 0.14 0.3 NC 0.21 gb:NM_008398.1 /DB_XREF=gi:6680479 /GEN=Itga7 /FEA=FLmRNA /CNT=47 /TID=Mm.179747.1 /TIER=FL+Stack /STK=24 /UG=Mm.179747 /LL=16404 /
MOE430_2_1418396_at 10.2 12.6 A A 0.09 0.06 0.3 NC 0.21 gb:NM_134116.1 /DB_XREF=gi:19527345 /GEN=AA960287 /FEA=FLmRNA /CNT=54 /TID=Mm.26584.1 /TIER=FL+Stack /STK=24 /UG=Mm.26584 /LL=1065
MOE430_2_1418397_at 868.2 937.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC019962.1 /DB_XREF=gi:18043300 /FEA=FLmRNA /CNT=51 /TID=Mm.26595.1 /TIER=FL+Stack /STK=24 /UG=Mm.26595 /LL=27081 /UG_GENE=Zfp2
MOE430_2_1418401_a_ 96.2 128.8 P P 0.000244 0.000244 0.3 NC 0.07 gb:NM_130447.1 /DB_XREF=gi:18485489 /GEN=3830417M17Rik /FEA=FLmRNA /CNT=71 /TID=Mm.3994.1 /TIER=FL+Stack /STK=24 /UG=Mm.3994 /LL=7
MOE430_2_1418409_at 110.5 140 P P 0.01 0.01 0.3 NC 0.18 gb:BC014281.1 /DB_XREF=gi:15679948 /FEA=FLmRNA /CNT=42 /TID=Mm.20971.1 /TIER=FL+Stack /STK=24 /UG=Mm.20971 /LL=16469 /UG_GENE=Jrk 
MOE430_2_1418427_at 63.2 76.8 P P 0.00415 0.001221 0.3 NC 0.01 gb:NM_008448.1 /DB_XREF=gi:6680571 /GEN=Kif5b /FEA=FLmRNA /CNT=397 /TID=Mm.3380.1 /TIER=FL+Stack /STK=23 /UG=Mm.3380 /LL=16573 /DEF
MOE430_2_1418429_at 36.9 45.7 P P 0.000244 0.000732 0.3 NC 0.2 gb:BF099632 /DB_XREF=gi:10882158 /DB_XREF=601751654F1 /CLONE=IMAGE:3979524 /FEA=FLmRNA /CNT=397 /TID=Mm.3380.1 /TIER=Stack /STK=1
MOE430_2_1418433_at 157.6 192.3 P P 0.000244 0.000244 0.3 NC 0.00712 gb:AK005226.1 /DB_XREF=gi:12837637 /FEA=FLmRNA /CNT=235 /TID=Mm.21684.1 /TIER=Stack /STK=92 /UG=Mm.21684 /LL=12283 /UG_GENE=Cab39 
MOE430_2_1418479_at 108.9 121 P P 0.001221 0.001953 0.3 NC 0.04 gb:BB293385 /DB_XREF=gi:16401673 /DB_XREF=BB293385 /CLONE=B130018G11 /FEA=FLmRNA /CNT=95 /TID=Mm.204682.1 /TIER=Stack /STK=9 /UG
MOE430_2_1418484_at 2.9 2.4 A A 0.72 0.6 0.3 NC 0.05 gb:NM_011902.1 /DB_XREF=gi:6755766 /GEN=Tekt2 /FEA=FLmRNA /CNT=36 /TID=Mm.23895.1 /TIER=FL+Stack /STK=23 /UG=Mm.23895 /LL=24084 /D
MOE430_2_1418491_a_ 28.1 42 P P 0.005859 0.000732 0.3 NC 0.09 gb:NM_023292.1 /DB_XREF=gi:12963622 /GEN=2610020J05Rik /FEA=FLmRNA /CNT=31 /TID=Mm.89425.1 /TIER=FL+Stack /STK=23 /UG=Mm.89425 /LL=
MOE430_2_1418503_at 531.7 717.3 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_010481.1 /DB_XREF=gi:6754255 /GEN=Hspa9a /FEA=FLmRNA /CNT=373 /TID=Mm.2849.1 /TIER=FL+Stack /STK=22 /UG=Mm.2849 /LL=15526 /D
MOE430_2_1418523_at 34.6 45 P P 0.005859 0.001953 0.3 NC 0.27 gb:BG872246 /DB_XREF=gi:14222786 /DB_XREF=602790860F1 /CLONE=IMAGE:4922151 /FEA=FLmRNA /CNT=64 /TID=Mm.27934.1 /TIER=ConsEnd /ST
MOE430_2_1418528_a_ 2765.2 3402.3 P P 0.000244 0.000244 0.3 I 0.000088 gb:NM_010015.1 /DB_XREF=gi:6753597 /GEN=Dad1 /FEA=FLmRNA /CNT=36 /TID=Mm.2547.1 /TIER=FL+Stack /STK=22 /UG=Mm.2547 /LL=13135 /DEF=
MOE430_2_1418562_at 368.1 489.3 P P 0.000244 0.000244 0.3 I 0.000023 gb:BE951504 /DB_XREF=gi:10590923 /DB_XREF=UI-M-CC0-ayb-c-09-0-UI.s1 /CLONE=UI-M-CC0-ayb-c-09-0-UI /FEA=FLmRNA /CNT=470 /TID=Mm.2
MOE430_2_1418574_a_ 2198.1 2610 P P 0.000244 0.000244 0.3 I 0.000438 gb:NM_009169.1 /DB_XREF=gi:6677940 /GEN=Shfdg1 /FEA=FLmRNA /CNT=47 /TID=Mm.2469.1 /TIER=FL+Stack /STK=21 /UG=Mm.2469 /LL=20422 /DE
MOE430_2_1418610_at 0.9 0.7 A A 0.9 0.96 0.3 NC 0.31 gb:NM_080853.1 /DB_XREF=gi:18252795 /GEN=Slc17a6 /FEA=FLmRNA /CNT=37 /TID=Mm.70945.1 /TIER=FL+Stack /STK=21 /UG=Mm.70945 /LL=140919
MOE430_2_1418628_at 187.4 295.9 P P 0.000244 0.000244 0.3 NC 0.003041 gb:NM_011317.1 /DB_XREF=gi:6755399 /GEN=Khdrbs1 /FEA=FLmRNA /CNT=206 /TID=Mm.8256.1 /TIER=FL+Stack /STK=20 /UG=Mm.8256 /LL=20218 /D
MOE430_2_1418632_at 159 175.3 P P 0.01 0.00415 0.3 NC 0.05 gb:BI694835 /DB_XREF=gi:15657464 /DB_XREF=603346007F1 /CLONE=IMAGE:5373865 /FEA=FLmRNA /CNT=141 /TID=Mm.180409.1 /TIER=ConsEnd /S
MOE430_2_1418641_at 4.8 6.9 A A 0.42 0.24 0.3 NC 0.39 gb:NM_010696.1 /DB_XREF=gi:6754517 /GEN=Lcp2 /FEA=FLmRNA /CNT=85 /TID=Mm.1781.1 /TIER=FL+Stack /STK=20 /UG=Mm.1781 /LL=16822 /DEF=
MOE430_2_1418656_at 743.6 876.8 P P 0.000732 0.000732 0.3 I 0.000692 gb:NM_025520.1 /DB_XREF=gi:13384941 /GEN=2310034K10Rik /FEA=FLmRNA /CNT=34 /TID=Mm.25642.1 /TIER=FL+Stack /STK=20 /UG=Mm.25642 /LL
MOE430_2_1418660_at 80.7 125.3 P P 0.000244 0.000244 0.3 NC 0.03 gb:BB203106 /DB_XREF=gi:16351661 /DB_XREF=BB203106 /CLONE=A430050C10 /FEA=FLmRNA /CNT=90 /TID=Mm.3552.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1418662_at 72.2 98.9 P P 0.000244 0.000244 0.3 NC 0.5 gb:NM_025617.1 /DB_XREF=gi:13385071 /GEN=2210012G02Rik /FEA=FLmRNA /CNT=40 /TID=Mm.27219.1 /TIER=FL+Stack /STK=20 /UG=Mm.27219 /LL
MOE430_2_1418663_at 96.4 108.7 P P 0.000244 0.000244 0.3 I 0.000346 gb:NM_010820.1 /DB_XREF=gi:6981217 /GEN=Mpdz /FEA=FLmRNA /CNT=62 /TID=Mm.3140.1 /TIER=FL+Stack /STK=20 /UG=Mm.3140 /LL=17475 /DEF=
MOE430_2_1418666_at 1630.8 1941.5 P P 0.000244 0.000244 0.3 NC 0.04 gb:NM_008987.1 /DB_XREF=gi:6679568 /GEN=Ptx3 /FEA=FLmRNA /CNT=38 /TID=Mm.4663.1 /TIER=FL+Stack /STK=20 /UG=Mm.4663 /LL=19288 /DEF=
MOE430_2_1418709_at 7.6 10.6 A A 0.12 0.19 0.3 NC 0.37 gb:AF037370.1 /DB_XREF=gi:3213235 /GEN=Cox7ah /FEA=FLmRNA /CNT=35 /TID=Mm.12907.1 /TIER=FL+Stack /STK=19 /UG=Mm.12907 /LL=12865 /D
MOE430_2_1418719_at 84.5 114.9 P P 0.00293 0.00293 0.3 NC 0.09 gb:NM_029621.1 /DB_XREF=gi:13386421 /GEN=2410004L22Rik /FEA=FLmRNA /CNT=49 /TID=Mm.27355.1 /TIER=FL+Stack /STK=19 /UG=Mm.27355 /LL=
MOE430_2_1418726_a_ 7.3 10.7 A P 0.09 0.00415 0.3 NC 0.13 gb:NM_011619.1 /DB_XREF=gi:6755842 /GEN=Tnnt2 /FEA=FLmRNA /CNT=27 /TID=Mm.632.1 /TIER=FL+Stack /STK=19 /UG=Mm.632 /LL=21956 /DEF=M
MOE430_2_1418732_s_ 106.2 98.8 P P 0.000732 0.000244 0.3 NC 0.00712 gb:NM_026399.1 /DB_XREF=gi:13385883 /GEN=1500041N16Rik /FEA=FLmRNA /CNT=42 /TID=Mm.28091.1 /TIER=FL+Stack /STK=19 /UG=Mm.28091 /LL
MOE430_2_1418749_at 71.5 94.7 P P 0.01 0.00415 0.3 NC 0.03 gb:NM_030263.1 /DB_XREF=gi:13385177 /GEN=BC003498 /FEA=FLmRNA /CNT=30 /TID=Mm.37607.1 /TIER=FL+Stack /STK=19 /UG=Mm.37607 /LL=8029
MOE430_2_1418753_at 36.4 59.1 P P 0.005859 0.001953 0.3 NC 0.35 gb:NM_013529.1 /DB_XREF=gi:7305086 /GEN=Gfpt2 /FEA=FLmRNA /CNT=25 /TID=Mm.24402.1 /TIER=FL+Stack /STK=19 /UG=Mm.24402 /LL=14584 /DE
MOE430_2_1418764_a_ 77.4 53.2 P P 0.01 0.02 0.3 NC 0.11 gb:NM_011794.1 /DB_XREF=gi:6753203 /GEN=Bpnt1 /FEA=FLmRNA /CNT=88 /TID=Mm.18096.1 /TIER=FL+Stack /STK=18 /UG=Mm.18096 /LL=23827 /D
MOE430_2_1418765_at 0.7 0.9 A A 0.43 0.66 0.3 NC 0.4 gb:BC025096.1 /DB_XREF=gi:19263788 /FEA=FLmRNA /CNT=66 /TID=Mm.29550.1 /TIER=FL+Stack /STK=18 /UG=Mm.29550 /LL=171284 /UG_GENE=Tim
MOE430_2_1418771_a_ 0.5 0.6 A A 0.85 0.91 0.3 NC 0.5 gb:NM_019775.1 /DB_XREF=gi:9789914 /GEN=Cpb2 /FEA=FLmRNA /CNT=47 /TID=Mm.24242.1 /TIER=FL+Stack /STK=18 /UG=Mm.24242 /LL=56373 /DE
MOE430_2_1418798_s_ 16.4 16.8 A A 0.21 0.24 0.3 NC 0.5 gb:NM_019684.1 /DB_XREF=gi:9790110 /GEN=Stk23 /FEA=FLmRNA /CNT=28 /TID=Mm.41679.1 /TIER=FL+Stack /STK=18 /UG=Mm.41679 /LL=56504 /D
MOE430_2_1418802_at 66.5 92.3 P P 0.01 0.008057 0.3 NC 0.04 gb:NM_133790.1 /DB_XREF=gi:19526965 /GEN=R74862 /FEA=FLmRNA /CNT=30 /TID=Mm.5250.1 /TIER=FL+Stack /STK=18 /UG=Mm.5250 /LL=97423 /D
MOE430_2_1418809_at 1 1.1 A A 0.66 0.54 0.3 NC 0.25 gb:NM_011087.1 /DB_XREF=gi:6755063 /GEN=Pira1 /FEA=FLmRNA /CNT=25 /TID=Mm.193462.1 /TIER=FL+Stack /STK=18 /UG=Mm.193462 /LL=18722 /
MOE430_2_1418848_at 4.1 3.8 A A 0.53 0.8 0.3 NC 0.5 gb:NM_007473.1 /DB_XREF=gi:6680711 /GEN=Aqp7 /FEA=FLmRNA /CNT=32 /TID=Mm.8728.1 /TIER=FL+Stack /STK=17 /UG=Mm.8728 /LL=11832 /DEF=
MOE430_2_1418859_at 66.7 78.9 P P 0.00415 0.01 0.3 NC 0.28 gb:NM_133231.1 /DB_XREF=gi:18875391 /GEN=Rfxap /FEA=FLmRNA /CNT=37 /TID=Mm.38363.1 /TIER=FL+Stack /STK=17 /UG=Mm.38363 /LL=170767 /
MOE430_2_1418863_at 54.9 55.9 P P 0.01 0.00415 0.3 NC 0.21 gb:AB075549.1 /DB_XREF=gi:17402598 /GEN=gata-4 /FEA=FLmRNA /CNT=45 /TID=Mm.1428.1 /TIER=FL+Stack /STK=17 /UG=Mm.1428 /LL=14463 /DE
MOE430_2_1418899_at 439.1 576.6 P P 0.000244 0.000244 0.3 I 0.000068 gb:AK008280.1 /DB_XREF=gi:12842365 /FEA=FLmRNA /CNT=111 /TID=Mm.28917.1 /TIER=Stack /STK=9 /UG=Mm.28917 /LL=67890 /UG_GENE=1810045
MOE430_2_1418904_at 1.4 3.7 A A 0.82 0.78 0.3 NC 0.5 gb:BG964701 /DB_XREF=gi:14352338 /DB_XREF=602829421F1 /CLONE=IMAGE:4984036 /FEA=FLmRNA /CNT=43 /TID=Mm.19893.1 /TIER=ConsEnd /ST
MOE430_2_1418923_at 5.5 7.7 A A 0.27 0.17 0.3 NC 0.28 gb:NM_134069.1 /DB_XREF=gi:19527289 /GEN=AW261723 /FEA=FLmRNA /CNT=49 /TID=Mm.27038.1 /TIER=FL+Stack /STK=16 /UG=Mm.27038 /LL=105
MOE430_2_1418938_at 10.3 20.7 A A 0.3 0.24 0.3 NC 0.5 gb:AF177196.1 /DB_XREF=gi:5823350 /FEA=FLmRNA /CNT=27 /TID=Mm.21389.1 /TIER=FL /STK=2 /UG=Mm.21389 /LL=13371 /UG_GENE=Dio2 /DEF=M
MOE430_2_1418954_at 88.2 106.4 P P 0.01 0.001953 0.3 NC 0.16 gb:NM_018883.1 /DB_XREF=gi:9256524 /GEN=Camkk1 /FEA=FLmRNA /CNT=24 /TID=Mm.9998.1 /TIER=FL+Stack /STK=16 /UG=Mm.9998 /LL=55984 /DE
MOE430_2_1418990_at 4.5 6.2 A A 0.14 0.27 0.3 NC 0.5 gb:NM_025658.1 /DB_XREF=gi:13385121 /GEN=2210417J23Rik /FEA=FLmRNA /CNT=27 /TID=Mm.2072.1 /TIER=FL+Stack /STK=15 /UG=Mm.2072 /LL=6
MOE430_2_1419000_at 9.4 12.7 A P 0.19 0.005859 0.3 NC 0.14 gb:AK019509.1 /DB_XREF=gi:12859761 /FEA=FLmRNA /CNT=35 /TID=Mm.10233.1 /TIER=ConsEnd /STK=7 /UG=Mm.10233 /LL=55987 /UG_GENE=Cpxm2
MOE430_2_1419073_at 19.2 16.1 A P 0.17 0.01 0.3 NC 0.28 gb:NM_019790.1 /DB_XREF=gi:9790266 /GEN=Tmeff2 /FEA=FLmRNA /CNT=35 /TID=Mm.23304.1 /TIER=FL+Stack /STK=14 /UG=Mm.23304 /LL=56363 /D
MOE430_2_1419114_at 295.3 415.5 P P 0.000244 0.000244 0.3 I 0.000389 gb:NM_024178.1 /DB_XREF=gi:13195607 /GEN=5430428G01Rik /FEA=FLmRNA /CNT=51 /TID=Mm.152377.1 /TIER=FL+Stack /STK=13 /UG=Mm.152377 /
MOE430_2_1419125_at 3 0.7 A A 0.53 0.69 0.3 NC 0.31 gb:NM_011206.1 /DB_XREF=gi:6755235 /GEN=Ptpn18 /FEA=FLmRNA /CNT=30 /TID=Mm.361.1 /TIER=FL+Stack /STK=13 /UG=Mm.361 /LL=19253 /DEF=
MOE430_2_1419146_a_ 3.7 2 A A 0.87 0.85 0.3 NC 0.06 gb:BC011139.1 /DB_XREF=gi:15029831 /FEA=FLmRNA /CNT=25 /TID=Mm.220358.1 /TIER=FL+Stack /STK=13 /UG=Mm.220358 /LL=103988 /UG_GENE=G
MOE430_2_1419160_at 13.9 17.1 P P 0.00293 0.00293 0.3 NC 0.06 gb:BI693873 /DB_XREF=gi:15656502 /DB_XREF=603342117F1 /CLONE=IMAGE:5369765 /FEA=FLmRNA /CNT=70 /TID=Mm.9392.1 /TIER=ConsEnd /STK=
MOE430_2_1419167_at 2.3 2 A A 0.8 0.87 0.3 NC 0.5 gb:NM_009475.1 /DB_XREF=gi:6678510 /GEN=Upa /FEA=FLmRNA /CNT=48 /TID=Mm.141646.1 /TIER=FL+Stack /STK=12 /UG=Mm.141646 /LL=22264 /D
MOE430_2_1419177_at 58.5 71 P P 0.005859 0.001221 0.3 NC 0.01 gb:AK008752.1 /DB_XREF=gi:12843140 /FEA=FLmRNA /CNT=45 /TID=Mm.157454.1 /TIER=ConsEnd /STK=4 /UG=Mm.157454 /LL=52348 /UG_GENE=D8E
MOE430_2_1419185_a_ 1.1 1.2 A A 0.78 0.69 0.3 NC 0.06 gb:AF245479.1 /DB_XREF=gi:13383357 /GEN=Mio /FEA=FLmRNA /CNT=30 /TID=Mm.34213.1 /TIER=FL+Stack /STK=12 /UG=Mm.34213 /LL=58805 /DEF
MOE430_2_1419189_at 83.1 95.3 P P 0.00415 0.000732 0.3 NC 0.09 gb:NM_016862.1 /DB_XREF=gi:13928667 /GEN=Vti1-pending /FEA=FLmRNA /CNT=53 /TID=Mm.12954.1 /TIER=FL+Stack /STK=12 /UG=Mm.12954 /LL=5
MOE430_2_1419190_at 105.4 143.4 P P 0.000244 0.000244 0.3 NC 0.09 gb:BC019386.1 /DB_XREF=gi:18043877 /FEA=FLmRNA /CNT=53 /TID=Mm.12954.1 /TIER=FL /STK=3 /UG=Mm.12954 /LL=53611 /UG_GENE=Vti1-pending
MOE430_2_1419212_at 1.6 3.8 A A 0.5 0.39 0.3 NC 0.5 gb:NM_015790.1 /DB_XREF=gi:7657219 /GEN=Icosl /FEA=FLmRNA /CNT=33 /TID=Mm.17819.1 /TIER=FL+Stack /STK=12 /UG=Mm.17819 /LL=50723 /DE
MOE430_2_1419218_at 96.5 99.5 P P 0.005859 0.00415 0.3 NC 0.11 gb:AY035370.3 /DB_XREF=gi:18677789 /GEN=Vang1l2 /FEA=FLmRNA /CNT=21 /TID=Mm.200356.1 /TIER=FL+Stack /STK=12 /UG=Mm.200356 /LL=93840
MOE430_2_1419236_at 225.8 247.7 P P 0.001221 0.000244 0.3 I 0.000966 gb:BG070273 /DB_XREF=gi:12552842 /DB_XREF=H3085E09-3 /CLONE=H3085E09 /FEA=FLmRNA /CNT=37 /TID=Mm.214703.1 /TIER=Stack /STK=8 /UG
MOE430_2_1419257_at 410.9 539.5 P P 0.000244 0.000244 0.3 NC 0.007788 gb:NM_011541.1 /DB_XREF=gi:6755727 /GEN=Tcea1 /FEA=FLmRNA /CNT=219 /TID=Mm.218669.1 /TIER=FL+Stack /STK=11 /UG=Mm.218669 /LL=21399
MOE430_2_1419287_at 1228.8 1575.6 P P 0.000244 0.000244 0.3 I 0.00013 gb:NM_025486.1 /DB_XREF=gi:13384905 /GEN=1700006C06Rik /FEA=FLmRNA /CNT=29 /TID=Mm.29990.1 /TIER=FL+Stack /STK=11 /UG=Mm.29990 /LL
MOE430_2_1419305_a_ 356.5 518 P P 0.000732 0.001221 0.3 NC 0.01 gb:NM_025386.1 /DB_XREF=gi:13384763 /GEN=1110020F21Rik /FEA=FLmRNA /CNT=26 /TID=Mm.27888.1 /TIER=FL+Stack /STK=11 /UG=Mm.27888 /LL=
MOE430_2_1419313_at 119.3 125.3 P P 0.001221 0.001221 0.3 NC 0.01 gb:NM_009833.1 /DB_XREF=gi:6753315 /GEN=Ccnt1 /FEA=FLmRNA /CNT=29 /TID=Mm.86538.1 /TIER=FL+Stack /STK=11 /UG=Mm.86538 /LL=12455 /D
MOE430_2_1419369_at 50.7 62.5 P P 0.001221 0.000244 0.3 I 0.001201 gb:BC003712.1 /DB_XREF=gi:13277603 /FEA=FLmRNA /CNT=75 /TID=Mm.42154.1 /TIER=FL /STK=5 /UG=Mm.42154 /LL=56515 /UG_GENE=Trif-pending
MOE430_2_1419399_at 69.5 89.9 P P 0.000732 0.000244 0.3 NC 0.17 gb:NM_008642.1 /DB_XREF=gi:6678959 /GEN=Mttp /FEA=FLmRNA /CNT=40 /TID=Mm.2941.1 /TIER=FL+Stack /STK=10 /UG=Mm.2941 /LL=17777 /DEF=
MOE430_2_1419406_a_ 3.7 1.2 A A 0.63 0.6 0.3 NC 0.07 gb:NM_016707.1 /DB_XREF=gi:7710021 /GEN=Bcl11a /FEA=FLmRNA /CNT=30 /TID=Mm.24020.1 /TIER=FL+Stack /STK=10 /UG=Mm.24020 /LL=14025 /D
MOE430_2_1419414_at 1.5 3 A A 0.72 0.78 0.3 NC 0.07 gb:AB030194.1 /DB_XREF=gi:7259256 /FEA=FLmRNA /CNT=14 /TID=Mm.218764.1 /TIER=FL+Stack /STK=10 /UG=Mm.218764 /LL=64337 /UG_GENE=Gn
MOE430_2_1419457_at 222.3 318.4 P P 0.001953 0.001953 0.3 NC 0.05 gb:NM_012026.1 /DB_XREF=gi:7106394 /GEN=Rgnef /FEA=FLmRNA /CNT=70 /TID=Mm.4620.1 /TIER=FL+Stack /STK=9 /UG=Mm.4620 /LL=110596 /DEF
MOE430_2_1419458_at 84.5 113.5 P P 0.005859 0.005859 0.3 NC 0.02 gb:BG069493 /DB_XREF=gi:12551985 /DB_XREF=H3076B05-3 /CLONE=H3076B05 /FEA=FLmRNA /CNT=70 /TID=Mm.4620.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1419461_at 213.1 255.5 P P 0.000244 0.000244 0.3 NC 0.15 gb:BI455861 /DB_XREF=gi:15246517 /DB_XREF=603171082F1 /CLONE=IMAGE:5250405 /FEA=FLmRNA /CNT=111 /TID=Mm.41801.1 /TIER=Stack /STK=
MOE430_2_1419468_at 12.5 20.6 P P 0.01 0.00415 0.3 NC 0.02 gb:NM_025809.1 /DB_XREF=gi:13385277 /GEN=1200003C23Rik /FEA=FLmRNA /CNT=76 /TID=Mm.74798.1 /TIER=FL+Stack /STK=19 /UG=Mm.74798 /LL
MOE430_2_1419476_at 1.4 4.9 A A 0.78 0.63 0.3 NC 0.25 gb:NM_021475.1 /DB_XREF=gi:10946873 /GEN=Dcsn /FEA=FLmRNA /CNT=35 /TID=Mm.36742.1 /TIER=FL+Stack /STK=9 /UG=Mm.36742 /LL=58860 /DE
MOE430_2_1419488_at 20.8 17.3 A A 0.33 0.39 0.3 NC 0.8 gb:NM_139064.1 /DB_XREF=gi:20532343 /GEN=ABIN-2 /FEA=FLmRNA /CNT=37 /TID=Mm.28615.1 /TIER=FL+Stack /STK=9 /UG=Mm.28615 /LL=231130 
MOE430_2_1419493_a_ 29.4 30.6 P P 0.000732 0.000732 0.3 NC 0.5 gb:NM_009412.1 /DB_XREF=gi:6678406 /GEN=Tpd52 /FEA=FLmRNA /CNT=32 /TID=Mm.2777.1 /TIER=FL+Stack /STK=9 /UG=Mm.2777 /LL=21985 /DEF=
MOE430_2_1419501_at 24 21.8 P P 0.03 0.00415 0.3 NC 0.02 gb:AB027563.1 /DB_XREF=gi:6463733 /GEN=Dinb1 /FEA=FLmRNA /CNT=35 /TID=Mm.89926.1 /TIER=FL /STK=1 /UG=Mm.89926 /LL=27015 /DEF=Mus m
MOE430_2_1419506_at 96.5 131.6 P P 0.000244 0.000244 0.3 NC 0.03 gb:AI604259 /DB_XREF=gi:4613421 /DB_XREF=mt11c02.y1 /CLONE=IMAGE:620738 /FEA=FLmRNA /CNT=36 /TID=Mm.36520.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1419532_at 1 2.8 A A 0.9 0.56 0.3 NC 0.1 gb:NM_010555.1 /DB_XREF=gi:6754329 /GEN=Il1r2 /FEA=FLmRNA /CNT=18 /TID=Mm.1349.1 /TIER=FL+Stack /STK=9 /UG=Mm.1349 /LL=16178 /DEF=M
MOE430_2_1419552_at 55.2 67.8 P P 0.000244 0.000732 0.3 NC 0.49 gb:NM_025855.1 /DB_XREF=gi:13385337 /GEN=1700028A24Rik /FEA=FLmRNA /CNT=111 /TID=Mm.41728.1 /TIER=FL+Stack /STK=8 /UG=Mm.41728 /LL
MOE430_2_1419553_a_ 238.4 408.3 P P 0.000244 0.000732 0.3 NC 0.01 gb:NM_011231.1 /DB_XREF=gi:6755263 /GEN=Rabggtb /FEA=FLmRNA /CNT=76 /TID=Mm.29211.1 /TIER=FL+Stack /STK=8 /UG=Mm.29211 /LL=19352 /D
MOE430_2_1419559_at 1.4 0.9 A A 0.91 0.99 0.3 NC 0.5 gb:BC011228.1 /DB_XREF=gi:15029981 /FEA=FLmRNA /CNT=56 /TID=Mm.10976.1 /TIER=FL+Stack /STK=8 /UG=Mm.10976 /LL=64385 /UG_GENE=Cyp4
MOE430_2_1419565_a_ 49 57.6 P P 0.001953 0.005859 0.3 NC 0.17 gb:BG075602 /DB_XREF=gi:12558171 /DB_XREF=H3149C03-3 /CLONE=H3149C03 /FEA=FLmRNA /CNT=69 /TID=Mm.919.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1419588_at 12.8 15.6 P P 0.005859 0.04 0.3 NC 0.26 gb:NM_012031.1 /DB_XREF=gi:6755615 /GEN=Spag1 /FEA=FLmRNA /CNT=29 /TID=Mm.75161.1 /TIER=FL+Stack /STK=8 /UG=Mm.75161 /LL=26942 /DE
MOE430_2_1419614_at 1.9 1.1 A A 0.46 0.5 0.3 NC 0.5 gb:BC021592.1 /DB_XREF=gi:18204563 /FEA=FLmRNA /CNT=18 /TID=Mm.30268.1 /TIER=FL+Stack /STK=8 /UG=Mm.30268 /LL=69836 /UG_GENE=20100
MOE430_2_1419635_at 22.7 29 P P 0.000244 0.000244 0.3 NC 0.14 gb:NM_026127.1 /DB_XREF=gi:13385635 /GEN=4833420G17Rik /FEA=FLmRNA /CNT=156 /TID=Mm.9860.1 /TIER=FL /STK=7 /UG=Mm.9860 /LL=67392 /



MOE430_2_1419639_at 1082.3 1143.2 P P 0.000244 0.000244 0.3 NC 0.03 gb:BB452953 /DB_XREF=gi:16425729 /DB_XREF=BB452953 /CLONE=D130020K03 /FEA=FLmRNA /CNT=152 /TID=Mm.4005.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1419657_a_ 280.6 352.7 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BB503267 /DB_XREF=gi:16442601 /DB_XREF=BB503267 /CLONE=D630042J07 /FEA=FLmRNA /CNT=117 /TID=Mm.135837.1 /TIER=Stack /STK=36 /
MOE430_2_1419663_at 1973.8 2859.8 P P 0.000244 0.000244 0.3 I 0.000035 gb:BB542051 /DB_XREF=gi:16447242 /DB_XREF=BB542051 /CLONE=E130118I23 /FEA=FLmRNA /CNT=85 /TID=Mm.4258.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1419680_a_ 191.2 239.1 P P 0.001953 0.001221 0.3 NC 0.00712 gb:NM_023479.1 /DB_XREF=gi:12963694 /GEN=Elac2 /FEA=FLmRNA /CNT=42 /TID=Mm.157711.1 /TIER=FL /STK=7 /UG=Mm.157711 /LL=68626 /DEF=M
MOE430_2_1419708_at 23.4 36.6 A A 0.08 0.06 0.3 NC 0.5 gb:NM_009526.1 /DB_XREF=gi:6678600 /GEN=Wnt6 /FEA=FLmRNA /CNT=12 /TID=Mm.2438.1 /TIER=FL /STK=7 /UG=Mm.2438 /LL=22420 /DEF=Mus mu
MOE430_2_1419723_at 1.5 2.6 A A 0.93 0.85 0.3 NC 0.25 gb:NM_008106.1 /DB_XREF=gi:6679974 /GEN=Opn1mw /FEA=FLmRNA /CNT=11 /TID=Mm.89948.1 /TIER=FL /STK=7 /UG=Mm.89948 /LL=14539 /DEF=M
MOE430_2_1419730_at 21.7 18.9 A A 0.33 0.3 0.3 NC 0.27 gb:NM_021414.1 /DB_XREF=gi:10946773 /GEN=4631427C17Rik /FEA=FLmRNA /CNT=11 /TID=Mm.28589.1 /TIER=FL /STK=7 /UG=Mm.28589 /LL=74340 
MOE430_2_1419744_at 18.8 15.5 P A 0.03 0.11 0.3 NC 0.62 gb:NM_010388.1 /DB_XREF=gi:6754123 /GEN=H2-DMb2 /FEA=FLmRNA /CNT=21 /TID=Mm.195060.1 /TIER=FL /STK=6 /UG=Mm.195060 /LL=15000 /DEF
MOE430_2_1419763_at 17.8 17.5 P P 0.00415 0.000244 0.3 NC 0.5 gb:NM_025937.1 /DB_XREF=gi:13385429 /GEN=2610020O08Rik /FEA=FLmRNA /CNT=23 /TID=Mm.41763.1 /TIER=FL /STK=6 /UG=Mm.41763 /LL=67050 
MOE430_2_1419765_at 31.8 29.3 P P 0.000244 0.005859 0.3 NC 0.5 gb:NM_029402.1 /DB_XREF=gi:19482161 /GEN=Cul2 /FEA=FLmRNA /CNT=38 /TID=Mm.196586.1 /TIER=FL /STK=6 /UG=Mm.196586 /LL=71745 /DEF=Mu
MOE430_2_1419808_at 27.4 38.9 P P 0.03 0.00293 0.3 NC 0.19 gb:AU022131 /DB_XREF=gi:3387090 /DB_XREF=AU022131 /CLONE=J0408H12 /FEA=EST /CNT=1 /TID=Mm.219724.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1419824_a_ 184.2 164.1 P P 0.000244 0.000244 0.3 NC 0.05 gb:AI875121 /DB_XREF=gi:5549170 /DB_XREF=ul29g02.x1 /CLONE=IMAGE:2099762 /FEA=EST /CNT=1 /TID=Mm.39271.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419875_at 0.4 1.4 A A 0.78 0.68 0.3 NC 0.28 gb:AA145988 /DB_XREF=gi:1715396 /DB_XREF=mr13f03.r1 /CLONE=IMAGE:597341 /FEA=EST /CNT=1 /TID=Mm.740.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419898_s_ 33.2 45.4 P P 0.01 0.005859 0.3 NC 0.21 gb:AW556219 /DB_XREF=gi:7201648 /DB_XREF=L0265D08-3 /CLONE=L0265D08 /FEA=EST /CNT=1 /TID=Mm.201822.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419936_at 8.7 15.2 A A 0.3 0.24 0.3 NC 0.41 gb:C77789 /DB_XREF=gi:2518119 /DB_XREF=C77789 /CLONE=J0037F03 /FEA=EST /CNT=1 /TID=Mm.197850.1 /TIER=ConsEnd /STK=0 /UG=Mm.19785
MOE430_2_1419951_at 33.1 39.1 P P 0.00415 0.00415 0.3 NC 0.5 gb:AU043785 /DB_XREF=gi:3979260 /DB_XREF=AU043785 /CLONE=J0910D05 /FEA=EST /CNT=1 /TID=Mm.28142.1 /TIER=ConsEnd /STK=0 /UG=Mm.28
MOE430_2_1419967_at 36 47.6 P P 0.000732 0.00415 0.3 NC 0.5 gb:AW540070 /DB_XREF=gi:7182487 /DB_XREF=C0128B09-3 /CLONE=C0128B09 /FEA=EST /CNT=1 /TID=Mm.219517.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419968_at 5.6 11.7 A A 0.36 0.36 0.3 NC 0.5 gb:C77386 /DB_XREF=gi:2517716 /DB_XREF=C77386 /CLONE=J0030C05 /FEA=EST /CNT=1 /TID=Mm.201109.1 /TIER=ConsEnd /STK=1 /UG=Mm.20110
MOE430_2_1419985_s_ 3.8 4.4 A A 0.53 0.5 0.3 NC 0.5 gb:C87579 /DB_XREF=gi:2919536 /DB_XREF=C87579 /CLONE=J0247G02 /FEA=EST /CNT=1 /TID=Mm.195356.1 /TIER=ConsEnd /STK=1 /UG=Mm.19535
MOE430_2_1419988_at 72.3 97.5 P P 0.000732 0.001953 0.3 NC 0.01 gb:C87327 /DB_XREF=gi:2919284 /DB_XREF=C87327 /CLONE=J0243G09 /FEA=EST /CNT=1 /TID=Mm.197604.1 /TIER=ConsEnd /STK=1 /UG=Mm.19760
MOE430_2_1419997_at 2.4 2.1 A A 0.63 0.5 0.3 NC 0.5 gb:C79511 /DB_XREF=gi:2519841 /DB_XREF=C79511 /CLONE=J0067D04 /FEA=EST /CNT=1 /TID=Mm.195273.1 /TIER=ConsEnd /STK=0 /UG=Mm.19527
MOE430_2_1420057_at 1.7 1.2 A A 0.78 0.82 0.3 NC 0.5 gb:C78652 /DB_XREF=gi:2518982 /DB_XREF=C78652 /CLONE=J0052F12 /FEA=EST /CNT=1 /TID=Mm.195385.1 /TIER=ConsEnd /STK=0 /UG=Mm.19538
MOE430_2_1420096_at 42.2 34.9 P P 0.001221 0.001953 0.3 NC 0.5 gb:AI326272 /DB_XREF=gi:4060701 /DB_XREF=ml33f06.x1 /CLONE=IMAGE:513827 /FEA=EST /CNT=1 /TID=Mm.206897.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420100_s_ 1.1 0.5 A A 0.86 0.96 0.3 NC 0.5 gb:AU020421 /DB_XREF=gi:3376005 /DB_XREF=AU020421 /CLONE=J0532G06 /FEA=EST /CNT=1 /TID=Mm.200727.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420126_at 0.8 2.8 A A 0.63 0.69 0.3 NC 0.73 gb:AA522020 /DB_XREF=gi:2262765 /DB_XREF=vh78e12.r1 /CLONE=IMAGE:893134 /FEA=EST /CNT=1 /TID=Mm.199822.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420159_at 25.3 34 P P 0.00293 0.000732 0.3 NC 0.08 gb:AA407778 /DB_XREF=gi:2067273 /DB_XREF=EST02358 /CLONE=C0020D10 /FEA=EST /CNT=1 /TID=Mm.203403.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420160_s_ 11.7 21.5 P P 0.04 0.03 0.3 NC 0.34 gb:AA407778 /DB_XREF=gi:2067273 /DB_XREF=EST02358 /CLONE=C0020D10 /FEA=EST /CNT=1 /TID=Mm.203403.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420194_at 4.9 4.5 A P 0.46 0.04 0.3 NC 0.16 gb:AV092260 /DB_XREF=gi:5239808 /DB_XREF=AV092260 /CLONE=2310068D22 /FEA=EST /CNT=1 /TID=Mm.176231.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420215_x_ 0.9 1.7 A A 0.98 0.95 0.3 NC 0.3 gb:AV041406 /DB_XREF=gi:4861071 /DB_XREF=AV041406 /CLONE=1700017N21 /FEA=EST /CNT=1 /TID=Mm.46108.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420240_at 1.3 2.2 A A 0.88 0.71 0.3 NC 0.27 gb:AV314213 /DB_XREF=gi:6279465 /DB_XREF=AV314213 /CLONE=5830417A21 /FEA=EST /CNT=1 /TID=Mm.79266.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420252_at 1.7 1.1 A A 0.78 0.93 0.3 NC 0.9 gb:AV172782 /DB_XREF=gi:5379220 /DB_XREF=AV172782 /CLONE=3632410N05 /FEA=EST /CNT=1 /TID=Mm.177311.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420266_at 32.3 35.7 P M 0.04 0.05 0.3 NC 0.5 gb:BB291769 /DB_XREF=gi:8992261 /DB_XREF=BB291769 /CLONE=B130007O13 /FEA=EST /CNT=1 /TID=Mm.200210.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420284_at 45.9 82.6 A P 0.08 0.03 0.3 NC 0.5 gb:BB087707 /DB_XREF=gi:8653494 /DB_XREF=BB087707 /CLONE=9430012D23 /FEA=EST /CNT=1 /TID=Mm.119215.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420304_x_ 188.7 208.1 A A 0.12 0.17 0.3 NC 0.04 gb:AV128236 /DB_XREF=gi:5314470 /DB_XREF=AV128236 /CLONE=2700054P13 /FEA=EST /CNT=1 /TID=Mm.176758.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420312_s_ 0.4 0.6 A A 0.75 0.85 0.3 NC 0.53 gb:BG086638 /DB_XREF=gi:12569202 /DB_XREF=H3128G05-5 /CLONE=H3128G05 /FEA=EST /CNT=1 /TID=Mm.170660.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420352_at 16.1 11.7 A A 0.14 0.11 0.3 NC 0.28 gb:NM_133731.1 /DB_XREF=gi:19526923 /GEN=4733401N09Rik /FEA=FLmRNA /CNT=9 /TID=Mm.157351.1 /TIER=FL /STK=6 /UG=Mm.157351 /LL=70835
MOE430_2_1420356_at 7.4 9.3 A A 0.53 0.33 0.3 NC 0.06 gb:NM_016718.1 /DB_XREF=gi:7710069 /GEN=Ninj2 /FEA=FLmRNA /CNT=8 /TID=Mm.103668.1 /TIER=FL /STK=6 /UG=Mm.103668 /LL=29862 /DEF=Mus
MOE430_2_1420362_a_ 4.3 6.4 A A 0.39 0.3 0.3 NC 0.7 gb:NM_007546.1 /DB_XREF=gi:6671637 /GEN=Biklk /FEA=FLmRNA /CNT=7 /TID=Mm.17912.1 /TIER=FL /STK=6 /UG=Mm.17912 /LL=12124 /DEF=Mus m
MOE430_2_1420365_a_ 1081.7 1321.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_016806.1 /DB_XREF=gi:7949052 /GEN=Hnrpa2b1 /FEA=FLmRNA /CNT=97 /TID=Mm.16767.1 /TIER=FL /STK=5 /UG=Mm.16767 /LL=53379 /DEF=M
MOE430_2_1420367_at 48.8 52.1 P P 0.001953 0.000244 0.3 NC 0.03 gb:NM_026603.1 /DB_XREF=gi:13386091 /GEN=1500003K04Rik /FEA=FLmRNA /CNT=92 /TID=Mm.28549.1 /TIER=FL /STK=5 /UG=Mm.28549 /LL=68184 /
MOE430_2_1420396_at 25.7 20.4 A A 0.14 0.14 0.3 NC 0.5 gb:NM_018767.1 /DB_XREF=gi:9055179 /GEN=Cd160 /FEA=FLmRNA /CNT=16 /TID=Mm.11526.1 /TIER=FL /STK=5 /UG=Mm.11526 /LL=54215 /DEF=Mus
MOE430_2_1420415_at 0.4 1 A A 0.91 0.85 0.3 NC 0.18 gb:NM_133359.1 /DB_XREF=gi:19111167 /GEN=LOC170939 /FEA=FLmRNA /CNT=9 /TID=Mm.188445.1 /TIER=FL /STK=5 /UG=Mm.188445 /LL=170939 /
MOE430_2_1420421_s_ 0.6 0.9 A A 0.94 0.82 0.3 NC 0.24 gb:NM_008526.1 /DB_XREF=gi:6678743 /GEN=Klrb1b /FEA=FLmRNA /CNT=12 /TID=Mm.14489.1 /TIER=FL /STK=5 /UG=Mm.14489 /LL=17058 /DEF=Mus
MOE430_2_1420437_at 0.5 0.4 A A 0.8 0.78 0.3 NC 0.5 gb:NM_008324.1 /DB_XREF=gi:6680346 /GEN=Indo /FEA=FLmRNA /CNT=8 /TID=Mm.392.1 /TIER=FL /STK=5 /UG=Mm.392 /LL=15930 /DEF=Mus muscul
MOE430_2_1420486_at 426.9 471.4 P P 0.000244 0.000244 0.3 I 0.001832 gb:BF467837 /DB_XREF=gi:11537020 /DB_XREF=UI-M-CC0-axz-e-09-0-UI.r1 /CLONE=UI-M-CC0-axz-e-09-0-UI /FEA=FLmRNA /CNT=116 /TID=Mm.1
MOE430_2_1420492_s_ 0.4 1 A A 0.91 0.88 0.3 NC 0.14 gb:NM_011422.1 /DB_XREF=gi:14389424 /GEN=Smr1 /FEA=FLmRNA /CNT=43 /TID=Mm.14599.1 /TIER=FL /STK=4 /UG=Mm.14599 /LL=20599 /DEF=Mus
MOE430_2_1420503_at 3.2 3.4 A A 0.23 0.36 0.3 NC 0.5 gb:NM_020049.1 /DB_XREF=gi:9910151 /GEN=Slc6a14 /FEA=FLmRNA /CNT=36 /TID=Mm.25770.1 /TIER=FL /STK=4 /UG=Mm.25770 /LL=56774 /DEF=Mu
MOE430_2_1420513_at 26 24.6 A A 0.08 0.09 0.3 NC 0.44 gb:NM_026626.1 /DB_XREF=gi:13386109 /GEN=1700073K01Rik /FEA=FLmRNA /CNT=23 /TID=Mm.45243.1 /TIER=FL /STK=4 /UG=Mm.45243 /LL=68226 /
MOE430_2_1420528_at 22 23.5 P P 0.001953 0.00293 0.3 NC 0.04 gb:NM_026367.1 /DB_XREF=gi:13385863 /GEN=5830436K05Rik /FEA=FLmRNA /CNT=18 /TID=Mm.24470.1 /TIER=FL /STK=4 /UG=Mm.24470 /LL=67769 /
MOE430_2_1420534_at 0.5 0.3 A A 0.99 0.99 0.3 NC 0.5 gb:AK004815.1 /DB_XREF=gi:12836280 /GEN=Gucy1a3 /FEA=FLmRNA /CNT=25 /TID=Mm.143831.1 /TIER=Stack /STK=9 /UG=Mm.143831 /LL=60596 /U
MOE430_2_1420536_at 2.6 3.7 A A 0.56 0.66 0.3 NC 0.5 gb:NM_007773.1 /DB_XREF=gi:6681034 /GEN=Crybb2 /FEA=FLmRNA /CNT=11 /TID=Mm.1215.1 /TIER=FL /STK=4 /UG=Mm.1215 /LL=12961 /DEF=Mus m
MOE430_2_1420538_at 2 1.6 A A 0.88 0.88 0.3 NC 0.17 gb:NM_053118.1 /DB_XREF=gi:16716416 /GEN=Gprc5d /FEA=FLmRNA /CNT=16 /TID=Mm.49902.1 /TIER=FL /STK=4 /UG=Mm.49902 /LL=93746 /DEF=M
MOE430_2_1420559_a_ 17.2 25.2 P P 0.01 0.02 0.3 NC 0.53 gb:NM_013665.1 /DB_XREF=gi:7305488 /GEN=Shox2 /FEA=FLmRNA /CNT=9 /TID=Mm.39093.1 /TIER=FL /STK=4 /UG=Mm.39093 /LL=20429 /DEF=Mus m
MOE430_2_1420562_at 1.1 1.3 A A 0.66 0.78 0.3 NC 0.49 gb:NM_020519.1 /DB_XREF=gi:10048457 /GEN=Ars-pending /FEA=FLmRNA /CNT=7 /TID=Mm.27630.1 /TIER=FL /STK=4 /UG=Mm.27630 /LL=57277 /DEF
MOE430_2_1420574_at 12.6 12.9 A A 0.33 0.36 0.3 NC 0.59 gb:NM_026099.1 /DB_XREF=gi:13385601 /GEN=1700065I17Rik /FEA=FLmRNA /CNT=6 /TID=Mm.158149.1 /TIER=FL /STK=4 /UG=Mm.158149 /LL=67343 
MOE430_2_1420578_at 10.9 10 A A 0.72 0.43 0.3 NC 0.01 gb:NM_054076.1 /DB_XREF=gi:16905106 /GEN=Optc /FEA=FLmRNA /CNT=9 /TID=Mm.145101.1 /TIER=FL /STK=4 /UG=Mm.145101 /LL=116846 /DEF=M
MOE430_2_1420594_at 1.5 1.3 A A 0.72 0.56 0.3 NC 0.18 gb:NM_007525.1 /DB_XREF=gi:6680767 /GEN=Bard1 /FEA=FLmRNA /CNT=5 /TID=Mm.10764.1 /TIER=FL /STK=4 /UG=Mm.10764 /LL=12021 /DEF=Mus m
MOE430_2_1420604_at 8.9 9.7 A A 0.43 0.3 0.3 NC 0.5 gb:NM_010420.1 /DB_XREF=gi:6754183 /GEN=Hesx1 /FEA=FLmRNA /CNT=4 /TID=Mm.4802.1 /TIER=FL /STK=4 /UG=Mm.4802 /LL=15209 /DEF=Mus mu
MOE430_2_1420609_at 425.8 572.9 P P 0.000244 0.000244 0.3 NC 0.02 gb:BM243829 /DB_XREF=gi:17879099 /DB_XREF=K0702G01-3 /CLONE=K0702G01 /FEA=FLmRNA /CNT=220 /TID=Mm.18157.1 /TIER=Stack /STK=114 /
MOE430_2_1420625_at 21.6 20 P P 0.01 0.03 0.3 NC 0.42 gb:NM_026113.1 /DB_XREF=gi:13385621 /GEN=2410016F19Rik /FEA=FLmRNA /CNT=53 /TID=Mm.64104.1 /TIER=FL /STK=3 /UG=Mm.64104 /LL=67371 /
MOE430_2_1420646_at 96.4 134.3 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_030250.1 /DB_XREF=gi:13384839 /GEN=BC003223 /FEA=FLmRNA /CNT=28 /TID=Mm.196035.1 /TIER=FL /STK=3 /UG=Mm.196035 /LL=80282 /D
MOE430_2_1420649_at 282.3 379.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_007496.1 /DB_XREF=gi:6680735 /GEN=Atbf1 /FEA=FLmRNA /CNT=35 /TID=Mm.4270.1 /TIER=FL /STK=3 /UG=Mm.4270 /LL=11906 /DEF=Mus mu
MOE430_2_1420668_a_ 82.7 100.5 P P 0.000244 0.005859 0.3 NC 0.5 gb:NM_138303.1 /DB_XREF=gi:19923858 /GEN=1300010K09Rik /FEA=FLmRNA /CNT=28 /TID=Mm.178115.1 /TIER=FL /STK=3 /UG=Mm.178115 /LL=7476
MOE430_2_1420709_s_ 8.2 11.8 A P 0.24 0.00293 0.3 NC 0.45 gb:BC018377.1 /DB_XREF=gi:17390881 /FEA=FLmRNA /CNT=10 /TID=Mm.20115.1 /TIER=FL /STK=3 /UG=Mm.20115 /LL=13142 /UG_GENE=Dao1 /DEF=
MOE430_2_1420724_at 0.9 2 A A 0.77 0.66 0.3 NC 0.44 gb:NM_026625.1 /DB_XREF=gi:13386107 /GEN=1700067P10Rik /FEA=FLmRNA /CNT=9 /TID=Mm.138490.1 /TIER=FL /STK=3 /UG=Mm.138490 /LL=68224
MOE430_2_1420733_at 1 1.1 A A 0.82 0.87 0.3 NC 0.53 gb:NM_026908.1 /DB_XREF=gi:13386179 /GEN=1500031K13Rik /FEA=FLmRNA /CNT=10 /TID=Mm.179091.1 /TIER=FL /STK=3 /UG=Mm.179091 /LL=6900
MOE430_2_1420734_at 70.1 116.4 A A 0.14 0.12 0.3 NC 0.5 gb:NM_138605.1 /DB_XREF=gi:20070427 /GEN=DXImx48e /FEA=FLmRNA /CNT=9 /TID=Mm.148163.1 /TIER=FL /STK=3 /UG=Mm.148163 /LL=54646 /DE
MOE430_2_1420740_at 0.4 0.7 A A 0.97 0.88 0.3 NC 0.24 gb:NM_080729.1 /DB_XREF=gi:18141560 /GEN=Il17e /FEA=FLmRNA /CNT=7 /TID=Mm.90154.1 /TIER=FL /STK=3 /UG=Mm.90154 /LL=140806 /DEF=Mus 
MOE430_2_1420754_at 73.6 91.5 P P 0.008057 0.01 0.3 NC 0.11 gb:NM_009442.1 /DB_XREF=gi:6678456 /GEN=Ttf1 /FEA=FLmRNA /CNT=7 /TID=Mm.117043.1 /TIER=FL /STK=3 /UG=Mm.117043 /LL=22130 /DEF=Mus 
MOE430_2_1420758_at 6.6 13 A A 0.23 0.19 0.3 NC 0.32 gb:NM_029082.1 /DB_XREF=gi:13386367 /GEN=5830411J07Rik /FEA=FLmRNA /CNT=6 /TID=Mm.159325.1 /TIER=FL /STK=3 /UG=Mm.159325 /LL=74742
MOE430_2_1420766_at 20.9 32.9 A M 0.11 0.05 0.3 NC 0.03 gb:NM_138657.1 /DB_XREF=gi:20149737 /GEN=SOCS7 /FEA=FLmRNA /CNT=4 /TID=Mm.70983.1 /TIER=FL /STK=3 /UG=Mm.70983 /LL=192157 /DEF=M
MOE430_2_1420774_a_ 9.6 15.3 A P 0.21 0.01 0.3 NC 0.45 gb:NM_026358.1 /DB_XREF=gi:13385859 /GEN=4930583H14Rik /FEA=FLmRNA /CNT=17 /TID=Mm.62589.1 /TIER=FL /STK=3 /UG=Mm.62589 /LL=67749 /
MOE430_2_1420801_at 1.1 1.6 A A 0.98 0.94 0.3 NC 0.23 gb:NM_008718.1 /DB_XREF=gi:6679099 /GEN=Npas1 /FEA=FLmRNA /CNT=3 /TID=Mm.2525.1 /TIER=FL /STK=3 /UG=Mm.2525 /LL=18142 /DEF=Mus mu
MOE430_2_1420802_at 4.2 3.1 A A 0.56 0.78 0.3 NC 0.5 gb:NM_008355.1 /DB_XREF=gi:6680402 /GEN=Il13 /FEA=FLmRNA /CNT=3 /TID=Mm.1284.1 /TIER=FL /STK=3 /UG=Mm.1284 /LL=16163 /DEF=Mus musc
MOE430_2_1420803_at 6.8 5.7 A A 0.12 0.24 0.3 NC 0.05 gb:NM_031385.1 /DB_XREF=gi:13878212 /GEN=Tex18 /FEA=FLmRNA /CNT=3 /TID=Mm.67260.1 /TIER=FL /STK=3 /UG=Mm.67260 /LL=83559 /DEF=Mus
MOE430_2_1420831_at 229.1 328.9 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_023268.1 /DB_XREF=gi:12963608 /GEN=Qscn6 /FEA=FLmRNA /CNT=226 /TID=Mm.27035.1 /TIER=FL /STK=2 /UG=Mm.27035 /LL=104009 /DEF=
MOE430_2_1420840_at 185 221.1 P P 0.000732 0.000244 0.3 NC 0.01 gb:BB780848 /DB_XREF=gi:16941548 /DB_XREF=BB780848 /CLONE=G430068N07 /FEA=FLmRNA /CNT=159 /TID=Mm.41636.1 /TIER=Stack /STK=72 /U
MOE430_2_1420850_at 237.7 287.6 P P 0.000244 0.000244 0.3 NC 0.07 gb:AV143435 /DB_XREF=gi:16382974 /DB_XREF=AV143435 /CLONE=2810430I17 /FEA=FLmRNA /CNT=134 /TID=Mm.57335.1 /TIER=Stack /STK=14 /UG
MOE430_2_1420865_at 72.2 161.7 P P 0.000244 0.001221 0.3 NC 0.16 gb:BB284697 /DB_XREF=gi:16401434 /DB_XREF=BB284697 /CLONE=A930106K23 /FEA=FLmRNA /CNT=161 /TID=Mm.29434.1 /TIER=Stack /STK=48 /U
MOE430_2_1420869_at 27 46.6 P P 0.04 0.02 0.3 NC 0.009292 gb:NM_010804.1 /DB_XREF=gi:6754703 /GEN=Mllt10 /FEA=FLmRNA /CNT=152 /TID=Mm.8866.1 /TIER=FL /STK=2 /UG=Mm.8866 /LL=17354 /DEF=Mus m
MOE430_2_1420874_at 261.4 326.3 P P 0.000244 0.000244 0.3 NC 0.18 gb:BC015081.1 /DB_XREF=gi:15929275 /FEA=FLmRNA /CNT=174 /TID=Mm.38233.1 /TIER=FL /STK=1 /UG=Mm.38233 /LL=19230 /UG_GENE=Ptk9 /DEF
MOE430_2_1420881_at 8 10.6 A A 0.24 0.27 0.3 NC 0.4 gb:NM_008739.1 /DB_XREF=gi:6679137 /GEN=Nsd1 /FEA=FLmRNA /CNT=155 /TID=Mm.12964.1 /TIER=FL /STK=2 /UG=Mm.12964 /LL=18193 /DEF=Mus
MOE430_2_1420898_at 26.7 30.4 P P 0.000732 0.000732 0.3 NC 0.05 gb:BB763153 /DB_XREF=gi:16196342 /DB_XREF=BB763153 /CLONE=G370019M11 /FEA=FLmRNA /CNT=100 /TID=Mm.30197.1 /TIER=ConsEnd /STK=6 
MOE430_2_1420900_a_ 1116.3 1344 P P 0.000244 0.000244 0.3 NC 0.05 gb:AW542340 /DB_XREF=gi:7184757 /DB_XREF=C0156D09-3 /CLONE=C0156D09 /FEA=FLmRNA /CNT=210 /TID=Mm.22660.1 /TIER=Stack /STK=34 /UG
MOE430_2_1420909_at 90.2 93.2 P P 0.01 0.001953 0.3 NC 0.003699 gb:AI606078 /DB_XREF=gi:4615245 /DB_XREF=ve83f01.x1 /CLONE=IMAGE:832825 /FEA=FLmRNA /CNT=129 /TID=Mm.31540.1 /TIER=Stack /STK=22 /U
MOE430_2_1420959_at 481.1 625.9 P P 0.000244 0.000244 0.3 NC 0.04 gb:BB410403 /DB_XREF=gi:16423237 /DB_XREF=BB410403 /CLONE=C430018B11 /FEA=FLmRNA /CNT=82 /TID=Mm.3088.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1420968_at 37.6 50.4 A P 0.14 0.04 0.3 NC 0.11 gb:NM_025788.1 /DB_XREF=gi:13385253 /GEN=4930511N13Rik /FEA=FLmRNA /CNT=98 /TID=Mm.34205.1 /TIER=FL /STK=2 /UG=Mm.34205 /LL=66830 /
MOE430_2_1420986_s_ 112.2 131.3 P P 0.000244 0.000244 0.3 NC 0.05 gb:BG073322 /DB_XREF=gi:12555891 /DB_XREF=H3121C08-3 /CLONE=H3121C08 /FEA=FLmRNA /CNT=79 /TID=Mm.27973.1 /TIER=Stack /STK=24 /UG
MOE430_2_1420998_at 58.6 59.6 P P 0.01 0.005859 0.3 NC 0.16 gb:NM_023794.1 /DB_XREF=gi:12963830 /GEN=8430401F14Rik /FEA=FLmRNA /CNT=63 /TID=Mm.155708.1 /TIER=FL /STK=2 /UG=Mm.155708 /LL=7575
MOE430_2_1421009_at 5.7 8.6 A A 0.27 0.21 0.3 NC 0.29 gb:BB741897 /DB_XREF=gi:16144902 /DB_XREF=BB741897 /CLONE=F520004L04 /FEA=FLmRNA /CNT=44 /TID=Mm.24045.1 /TIER=Stack /STK=10 /UG
MOE430_2_1421012_at 66.6 98.9 P P 0.001953 0.001221 0.3 NC 0.004925 gb:AK004854.1 /DB_XREF=gi:12836351 /GEN=Srprb /FEA=FLmRNA /CNT=67 /TID=Mm.7588.1 /TIER=Stack /STK=11 /UG=Mm.7588 /LL=20818 /UG_TITL
MOE430_2_1421037_at 0.3 1.7 A A 0.72 0.78 0.3 NC 0.5 gb:BG070037 /DB_XREF=gi:12552529 /DB_XREF=H3082A07-3 /CLONE=H3082A07 /FEA=FLmRNA /CNT=26 /TID=Mm.2380.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1421053_at 11.6 18.8 A A 0.14 0.19 0.3 NC 0.5 gb:NM_008440.1 /DB_XREF=gi:6680557 /GEN=Kif1a /FEA=FLmRNA /CNT=68 /TID=Mm.4762.1 /TIER=FL /STK=2 /UG=Mm.4762 /LL=16560 /DEF=Mus mu
MOE430_2_1421067_a_ 21.2 27.9 P A 0.04 0.11 0.3 NC 0.5 gb:NM_011078.1 /DB_XREF=gi:6755051 /GEN=Phf2 /FEA=FLmRNA /CNT=37 /TID=Mm.212554.1 /TIER=FL /STK=2 /UG=Mm.212554 /LL=18676 /DEF=Mu
MOE430_2_1421068_at 9.4 11.2 A A 0.33 0.24 0.3 NC 0.15 gb:NM_011078.1 /DB_XREF=gi:6755051 /GEN=Phf2 /FEA=FLmRNA /CNT=37 /TID=Mm.212554.1 /TIER=FL /STK=2 /UG=Mm.212554 /LL=18676 /DEF=Mu
MOE430_2_1421070_at 17.1 19.2 P P 0.01 0.001953 0.3 NC 0.09 gb:BI693650 /DB_XREF=gi:15656279 /DB_XREF=603342348F1 /CLONE=IMAGE:5370466 /FEA=FLmRNA /CNT=35 /TID=Mm.37356.1 /TIER=ConsEnd /STK
MOE430_2_1421080_at 3.9 6.5 A A 0.93 0.8 0.3 NC 0.05 gb:BE980583 /DB_XREF=gi:10648727 /DB_XREF=UI-M-BG2-bck-g-07-0-UI.s1 /CLONE=UI-M-BG2-bck-g-07-0-UI /FEA=FLmRNA /CNT=20 /TID=Mm.10
MOE430_2_1421113_at 15.5 20.7 A P 0.21 0.03 0.3 NC 0.36 gb:NM_021453.1 /DB_XREF=gi:10946835 /GEN=Pepf-pending /FEA=FLmRNA /CNT=19 /TID=Mm.34037.1 /TIER=FL /STK=2 /UG=Mm.34037 /LL=58803 /D
MOE430_2_1421129_a_ 17.3 27.2 A P 0.06 0.02 0.3 NC 0.5 gb:BC017639.1 /DB_XREF=gi:17160957 /FEA=FLmRNA /CNT=20 /TID=Mm.6306.1 /TIER=FL /STK=2 /UG=Mm.6306 /LL=53313 /UG_GENE=Atp2a3 /DEF=
MOE430_2_1421155_at 71.3 73.8 P P 0.01 0.01 0.3 NC 0.09 gb:NM_080445.1 /DB_XREF=gi:17978259 /GEN=B3galt6 /FEA=FLmRNA /CNT=19 /TID=Mm.87681.1 /TIER=FL /STK=2 /UG=Mm.87681 /LL=117592 /DEF=
MOE430_2_1421163_a_ 97.9 122 P P 0.000244 0.000244 0.3 NC 0.5 gb:NM_010905.1 /DB_XREF=gi:6754835 /GEN=Nfia /FEA=FLmRNA /CNT=14 /TID=Mm.4771.1 /TIER=FL /STK=1 /UG=Mm.4771 /LL=18027 /DEF=Mus mus
MOE430_2_1421173_at 0.8 0.9 A A 0.94 0.8 0.3 NC 0.22 gb:NM_013674.1 /DB_XREF=gi:7305518 /GEN=Irf4 /FEA=FLmRNA /CNT=22 /TID=Mm.4677.1 /TIER=FL /STK=2 /UG=Mm.4677 /LL=16364 /DEF=Mus musc
MOE430_2_1421181_at 46.6 33.1 P P 0.000732 0.000732 0.3 NC 0.5 gb:NM_030689.1 /DB_XREF=gi:13507617 /GEN=Nptxr /FEA=FLmRNA /CNT=14 /TID=Mm.174830.1 /TIER=FL /STK=2 /UG=Mm.174830 /LL=73340 /DEF=M
MOE430_2_1421191_s_ 81.9 108.4 P P 0.005859 0.01 0.3 NC 0.17 gb:BI659593 /DB_XREF=gi:15573829 /DB_XREF=603303150F1 /CLONE=IMAGE:5348700 /FEA=FLmRNA /CNT=27 /TID=Mm.155704.1 /TIER=ConsEnd /ST
MOE430_2_1421228_at 13 23.2 P P 0.008057 0.01 0.3 NC 0.27 gb:AF128193.1 /DB_XREF=gi:6652905 /GEN=ScyA7 /FEA=FLmRNA /CNT=11 /TID=Mm.16091.1 /TIER=FL /STK=2 /UG=Mm.16091 /LL=20306 /DEF=Mus 
MOE430_2_1421261_at 0.8 1 A A 0.98 0.85 0.3 NC 0.18 gb:NM_010720.1 /DB_XREF=gi:6754553 /GEN=Lipg /FEA=FLmRNA /CNT=10 /TID=Mm.89954.1 /TIER=FL /STK=2 /UG=Mm.89954 /LL=16891 /DEF=Mus m
MOE430_2_1421285_at 0.7 1.7 A A 0.98 0.98 0.3 NC 0.5 gb:NM_031376.1 /DB_XREF=gi:13878194 /GEN=Pik3ap1 /FEA=FLmRNA /CNT=17 /TID=Mm.190800.1 /TIER=FL /STK=2 /UG=Mm.190800 /LL=83490 /DEF
MOE430_2_1421306_a_ 0.8 1.2 A A 0.93 0.87 0.3 NC 0.19 gb:NM_024124.1 /DB_XREF=gi:13162291 /GEN=Mitr /FEA=FLmRNA /CNT=11 /TID=Mm.166423.1 /TIER=FL /STK=2 /UG=Mm.166423 /LL=79221 /DEF=Mu
MOE430_2_1421310_at 0.7 1.3 A A 0.85 0.88 0.3 NC 0.37 gb:NM_026338.1 /DB_XREF=gi:13385841 /GEN=4921517D21Rik /FEA=FLmRNA /CNT=10 /TID=Mm.158170.1 /TIER=FL /STK=2 /UG=Mm.158170 /LL=6772
MOE430_2_1421333_a_ 35.3 54.9 P P 0.000244 0.000244 0.3 NC 0.008511 gb:NM_030557.1 /DB_XREF=gi:17505213 /GEN=Mynn /FEA=FLmRNA /CNT=15 /TID=Mm.30888.1 /TIER=FL /STK=2 /UG=Mm.30888 /LL=80732 /DEF=Mus
MOE430_2_1421341_at 1.6 1.7 A A 0.75 0.82 0.3 NC 0.5 gb:NM_015732.1 /DB_XREF=gi:7656919 /GEN=Axin2 /FEA=FLmRNA /CNT=12 /TID=Mm.71710.1 /TIER=FL /STK=2 /UG=Mm.71710 /LL=12006 /DEF=Mus 
MOE430_2_1421343_at 6.8 5.5 A A 0.36 0.24 0.3 NC 0.11 gb:NM_007521.1 /DB_XREF=gi:6671607 /GEN=Bach2 /FEA=FLmRNA /CNT=11 /TID=Mm.21908.1 /TIER=FL /STK=2 /UG=Mm.21908 /LL=12014 /DEF=Mus
MOE430_2_1421344_a_ 569.2 696.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_010590.1 /DB_XREF=gi:6754399 /GEN=Jub /FEA=FLmRNA /CNT=11 /TID=Mm.100253.1 /TIER=FL /STK=2 /UG=Mm.100253 /LL=16475 /DEF=Mus
MOE430_2_1421361_at 1.9 1.6 A A 0.9 0.91 0.3 NC 0.2 gb:NM_011881.1 /DB_XREF=gi:6755325 /GEN=Rhok /FEA=FLmRNA /CNT=8 /TID=Mm.89980.1 /TIER=FL /STK=2 /UG=Mm.89980 /LL=24013 /DEF=Mus m
MOE430_2_1421365_at 117.1 163.5 P P 0.000244 0.000244 0.3 NC 0.06 gb:NM_008046.1 /DB_XREF=gi:6679866 /GEN=Fst /FEA=FLmRNA /CNT=8 /TID=Mm.4913.1 /TIER=FL /STK=2 /UG=Mm.4913 /LL=14313 /DEF=Mus muscu
MOE430_2_1421462_a_ 464.7 608.7 P P 0.000244 0.000244 0.3 I 0.000389 gb:NM_019783.1 /DB_XREF=gi:13994143 /GEN=Lepre1 /FEA=FLmRNA /CNT=7 /TID=Mm.27961.1 /TIER=FL /STK=2 /UG=Mm.27961 /LL=56401 /DEF=Mus
MOE430_2_1421504_at 4 1.7 A A 0.45 0.46 0.3 NC 0.5 gb:NM_009239.1 /DB_XREF=gi:6678074 /GEN=Sp4 /FEA=FLmRNA /CNT=7 /TID=Mm.5073.1 /TIER=FL /STK=2 /UG=Mm.5073 /LL=20688 /DEF=Mus musc
MOE430_2_1421555_at 4.8 8.3 A A 0.24 0.19 0.3 NC 0.5 gb:NM_013462.1 /DB_XREF=gi:7304870 /GEN=Adrb3 /FEA=FLmRNA /CNT=4 /TID=Mm.4369.1 /TIER=FL /STK=2 /UG=Mm.4369 /LL=11556 /DEF=Mus mu
MOE430_2_1421586_a_ 26.2 23.1 M A 0.05 0.17 0.3 NC 0.38 gb:NM_010778.1 /DB_XREF=gi:6754659 /GEN=Mcp /FEA=FLmRNA /CNT=5 /TID=Mm.12884.1 /TIER=FL /STK=2 /UG=Mm.12884 /LL=17221 /DEF=Mus mu
MOE430_2_1421614_at 1.6 2.6 A A 0.9 0.91 0.3 NC 0.36 gb:NM_011741.1 /DB_XREF=gi:10048476 /GEN=Zan /FEA=FLmRNA /CNT=3 /TID=Mm.7984.1 /TIER=FL /STK=2 /UG=Mm.7984 /LL=22635 /DEF=Mus mus
MOE430_2_1421633_a_ 5.4 5.8 A A 0.63 0.56 0.3 NC 0.23 gb:NM_013500.1 /DB_XREF=gi:7304980 /GEN=Crtl1 /FEA=FLmRNA /CNT=3 /TID=Mm.42207.1 /TIER=FL /STK=2 /UG=Mm.42207 /LL=12950 /DEF=Mus m
MOE430_2_1421641_at 8 9.6 A A 0.11 0.19 0.3 NC 0.5 gb:NM_009209.1 /DB_XREF=gi:6678024 /GEN=Slc6a2 /FEA=FLmRNA /CNT=3 /TID=Mm.57040.1 /TIER=FL /STK=2 /UG=Mm.57040 /LL=20538 /DEF=Mus 
MOE430_2_1421666_a_ 14.1 18.3 A A 0.27 0.21 0.3 NC 0.5 gb:NM_009591.1 /DB_XREF=gi:6752937 /GEN=Aanat /FEA=FLmRNA /CNT=3 /TID=Mm.42233.1 /TIER=FL /STK=2 /UG=Mm.42233 /LL=11298 /DEF=Mus m
MOE430_2_1421707_at 0.9 0.6 A A 0.96 0.98 0.3 NC 0.5 gb:NM_138655.1 /DB_XREF=gi:20149733 /GEN=Tmc2 /FEA=FLmRNA /CNT=2 /TID=Mm.219546.1 /TIER=FL /STK=2 /UG=Mm.219546 /LL=192140 /DEF=M
MOE430_2_1421715_at 10.6 12.3 A A 0.12 0.11 0.3 NC 0.21 gb:NM_019918.1 /DB_XREF=gi:9910303 /GEN=LOC56544 /FEA=FLmRNA /CNT=2 /TID=Mm.57069.1 /TIER=FL /STK=2 /UG=Mm.57069 /LL=56544 /DEF=M
MOE430_2_1421719_at 12.3 14.7 A A 0.12 0.19 0.3 NC 0.26 gb:NM_019917.1 /DB_XREF=gi:9910305 /GEN=LOC56552 /FEA=FLmRNA /CNT=2 /TID=Mm.23795.1 /TIER=FL /STK=2 /UG=Mm.23795 /LL=56552 /DEF=M
MOE430_2_1421737_at 15.3 10.8 A A 0.3 0.27 0.3 NC 0.44 gb:NM_007442.1 /DB_XREF=gi:6671540 /GEN=Alx4 /FEA=FLmRNA /CNT=2 /TID=Mm.6208.1 /TIER=FL /STK=2 /UG=Mm.6208 /LL=11695 /DEF=Mus musc
MOE430_2_1421750_a_ 547.7 775.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_011692.1 /DB_XREF=gi:6755958 /GEN=Vbp1 /FEA=FLmRNA /CNT=2 /TID=Mm.8294.1 /TIER=FL /STK=2 /UG=Mm.8294 /LL=22327 /DEF=Mus mus
MOE430_2_1421763_at 4.1 2.6 A A 0.69 0.8 0.3 NC 0.06 gb:NM_009756.1 /DB_XREF=gi:6857762 /GEN=Bmp10 /FEA=FLmRNA /CNT=2 /TID=Mm.57171.1 /TIER=FL /STK=2 /UG=Mm.57171 /LL=12154 /DEF=Mus 
MOE430_2_1421801_at 4.4 4 A A 0.98 0.9 0.3 NC 0.2 gb:NM_053189.1 /DB_XREF=gi:16716486 /GEN=Cgb /FEA=FLmRNA /CNT=2 /TID=Mm.190618.1 /TIER=FL /STK=2 /UG=Mm.190618 /LL=94225 /DEF=Mus
MOE430_2_1421811_at 392.4 434.8 P P 0.000244 0.000244 0.3 NC 0.05 gb:AV026492 /DB_XREF=gi:4803484 /DB_XREF=AV026492 /CLONE=1210001D07 /FEA=FLmRNA /CNT=282 /TID=Mm.4159.1 /TIER=Stack /STK=163 /UG
MOE430_2_1421818_at 80.7 79.4 P P 0.00415 0.000732 0.3 I 0.001832 gb:BB183854 /DB_XREF=gi:16270286 /DB_XREF=BB183854 /CLONE=A330001J07 /FEA=FLmRNA /CNT=177 /TID=Mm.15811.1 /TIER=Stack /STK=112 /
MOE430_2_1421832_at 229.1 293.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC004850.1 /DB_XREF=gi:13436043 /FEA=FLmRNA /CNT=161 /TID=Mm.10153.1 /TIER=FL /STK=1 /UG=Mm.10153 /LL=65960 /UG_GENE=Twg-pendin
MOE430_2_1421839_at 50.4 66.5 P P 0.000244 0.000244 0.3 NC 0.34 gb:NM_013454.1 /DB_XREF=gi:7304848 /GEN=Abca1 /FEA=FLmRNA /CNT=126 /TID=Mm.369.1 /TIER=FL /STK=1 /UG=Mm.369 /LL=11303 /DEF=Mus mu
MOE430_2_1421840_at 320.9 409.3 P P 0.000244 0.000244 0.3 NC 0.06 gb:BB305534 /DB_XREF=gi:15411280 /DB_XREF=BB305534 /CLONE=B230120E19 /FEA=FLmRNA /CNT=126 /TID=Mm.369.1 /TIER=Stack /STK=28 /UG=
MOE430_2_1421857_at 66.6 74.4 P P 0.000244 0.000244 0.3 NC 0.09 gb:U69614.1 /DB_XREF=gi:4097827 /FEA=FLmRNA /CNT=134 /TID=Mm.27681.1 /TIER=FL /STK=1 /UG=Mm.27681 /LL=11491 /UG_GENE=Adam17 /DEF=
MOE430_2_1421870_at 263 381.7 P P 0.000244 0.000244 0.3 NC 0.003355 gb:BB115834 /DB_XREF=gi:15408091 /DB_XREF=BB115834 /CLONE=9530052C16 /FEA=FLmRNA /CNT=86 /TID=Mm.103583.1 /TIER=Stack /STK=40 /U
MOE430_2_1421906_at 46.9 71.5 P P 0.008057 0.00293 0.3 NC 0.04 gb:AF332074.1 /DB_XREF=gi:14193714 /GEN=Pparbp /FEA=FLmRNA /CNT=86 /TID=Mm.12926.2 /TIER=FL /STK=1 /UG=Mm.12926 /LL=19014 /DEF=Mu
MOE430_2_1421946_at 8.3 10.5 A A 0.3 0.21 0.3 NC 0.18 gb:NM_007768.1 /DB_XREF=gi:6681024 /GEN=Crp /FEA=FLmRNA /CNT=26 /TID=Mm.28767.1 /TIER=FL /STK=1 /UG=Mm.28767 /LL=12944 /DEF=Mus m
MOE430_2_1421982_a_ 494.1 673.6 P P 0.000244 0.000732 0.3 NC 0.01 gb:NM_026123.1 /DB_XREF=gi:13385627 /GEN=1110002A21Rik /FEA=FLmRNA /CNT=14 /TID=Mm.27404.1 /TIER=FL /STK=1 /UG=Mm.27404 /LL=67387 /
MOE430_2_1421997_s_ 3.4 3.7 A A 0.82 0.88 0.3 NC 0.55 gb:BM195897 /DB_XREF=gi:17747535 /DB_XREF=C0318G08-3 /CLONE=C0318G08 /FEA=FLmRNA /CNT=35 /TID=Mm.57035.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1422001_at 1.9 2.2 A A 0.88 0.8 0.3 NC 0.19 gb:U95962.1 /DB_XREF=gi:2072995 /FEA=FLmRNA /CNT=18 /TID=Mm.2594.1 /TIER=FL /STK=1 /UG=Mm.2594 /LL=16325 /UG_GENE=Inhbc /DEF=Mus m
MOE430_2_1422004_at 1.3 1 A A 0.85 0.68 0.3 NC 0.06 gb:NM_026593.1 /DB_XREF=gi:13386079 /GEN=D730048I06Rik /FEA=FLmRNA /CNT=24 /TID=Mm.99495.1 /TIER=FL /STK=1 /UG=Mm.99495 /LL=68171 /
MOE430_2_1422029_at 2.1 0.8 A A 0.88 0.94 0.3 NC 0.57 gb:AF099052.1 /DB_XREF=gi:3907617 /FEA=FLmRNA /CNT=10 /TID=Mm.116739.1 /TIER=FL /STK=1 /UG=Mm.116739 /LL=20297 /UG_GENE=Scya20 /DE
MOE430_2_1422032_a_ 733.5 785.6 P P 0.000244 0.000244 0.3 NC 0.06 gb:AK002775.1 /DB_XREF=gi:12833005 /FEA=FLmRNA /CNT=20 /TID=Mm.1608.1 /TIER=ConsEnd /STK=4 /UG=Mm.1608 /LL=65098 /UG_GENE=Awp1-pe
MOE430_2_1422042_at 1.7 1.5 A A 0.75 0.82 0.3 NC 0.15 gb:NM_080450.1 /DB_XREF=gi:17978263 /GEN=Gje1-pending /FEA=FLmRNA /CNT=9 /TID=Mm.102422.1 /TIER=FL /STK=1 /UG=Mm.102422 /LL=118446 
MOE430_2_1422057_at 12.9 14.4 A M 0.08 0.05 0.3 NC 0.5 gb:NM_013611.1 /DB_XREF=gi:7305316 /GEN=Nodal /FEA=FLmRNA /CNT=10 /TID=Mm.57195.1 /TIER=FL /STK=1 /UG=Mm.57195 /LL=18119 /DEF=Mus 
MOE430_2_1422060_at 12.9 21.7 A A 0.11 0.19 0.3 NC 0.5 gb:AF237770.1 /DB_XREF=gi:11036537 /GEN=Parvb /FEA=FLmRNA /CNT=10 /TID=Mm.157563.1 /TIER=FL /STK=1 /UG=Mm.157563 /LL=170736 /DEF=M
MOE430_2_1422087_at 12.6 15.7 A A 0.14 0.06 0.3 NC 0.22 gb:NM_008506.1 /DB_XREF=gi:6678703 /GEN=Lmyc1 /FEA=FLmRNA /CNT=11 /TID=Mm.1055.1 /TIER=FL /STK=1 /UG=Mm.1055 /LL=16918 /DEF=Mus m
MOE430_2_1422140_at 1 0.7 A A 0.85 0.82 0.3 NC 0.5 gb:NM_033616.1 /DB_XREF=gi:15809037 /GEN=Csprs /FEA=FLmRNA /CNT=7 /TID=Mm.207045.1 /TIER=FL /STK=1 /UG=Mm.207045 /LL=114564 /DEF=M
MOE430_2_1422152_at 0.7 0.9 A A 0.94 0.98 0.3 NC 0.5 gb:NM_010445.1 /DB_XREF=gi:6754217 /GEN=Hmx1 /FEA=FLmRNA /CNT=5 /TID=Mm.10104.1 /TIER=FL /STK=1 /UG=Mm.10104 /LL=15371 /DEF=Mus m
MOE430_2_1422161_at 1.1 1.6 A A 0.75 0.66 0.3 NC 0.24 gb:NM_011426.1 /DB_XREF=gi:6755583 /GEN=Sn /FEA=FLmRNA /CNT=6 /TID=Mm.1374.1 /TIER=FL /STK=1 /UG=Mm.1374 /LL=20612 /DEF=Mus muscu
MOE430_2_1422173_at 1 0.9 A A 0.82 0.69 0.3 NC 0.17 gb:NM_008814.1 /DB_XREF=gi:6679268 /GEN=Pdx1 /FEA=FLmRNA /CNT=5 /TID=Mm.4949.1 /TIER=FL /STK=1 /UG=Mm.4949 /LL=18609 /DEF=Mus mus
MOE430_2_1422181_at 0.5 1.2 A A 0.91 0.87 0.3 NC 0.3 gb:NM_007724.1 /DB_XREF=gi:6671779 /GEN=Cncg4 /FEA=FLmRNA /CNT=4 /TID=Mm.5097.1 /TIER=FL /STK=1 /UG=Mm.5097 /LL=12789 /DEF=Mus mu
MOE430_2_1422192_at 0.6 0.5 A A 0.99 0.99 0.3 NC 0.53 gb:NM_008121.1 /DB_XREF=gi:6680004 /GEN=Gja5 /FEA=FLmRNA /CNT=4 /TID=Mm.190386.1 /TIER=FL /STK=1 /UG=Mm.190386 /LL=14613 /DEF=Mus 
MOE430_2_1422195_s_ 24.7 21.4 P P 0.001953 0.005859 0.3 NC 0.39 gb:NM_011534.1 /DB_XREF=gi:6755719 /GEN=Tbx14 /FEA=FLmRNA /CNT=4 /TID=Mm.88761.1 /TIER=FL /STK=1 /UG=Mm.88761 /LL=21383 /DEF=Mus m
MOE430_2_1422206_at 1.1 0.8 A A 0.93 0.9 0.3 NC 0.07 gb:BB622039 /DB_XREF=gi:16461224 /DB_XREF=BB622039 /CLONE=6330442P21 /FEA=FLmRNA /CNT=3 /TID=Mm.57041.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1422215_at 0.3 0.6 A A 0.96 0.96 0.3 NC 0.18 gb:NM_026292.1 /DB_XREF=gi:13385787 /GEN=4930542C12Rik /FEA=FLmRNA /CNT=5 /TID=Mm.158166.1 /TIER=FL /STK=1 /UG=Mm.158166 /LL=67648
MOE430_2_1422223_at 9.9 10.5 A A 0.33 0.19 0.3 NC 0.35 gb:NM_008171.1 /DB_XREF=gi:6680098 /GEN=Grin2b /FEA=FLmRNA /CNT=3 /TID=Mm.56957.1 /TIER=FL /STK=1 /UG=Mm.56957 /LL=14812 /DEF=Mus 
MOE430_2_1422226_at 2 1.2 A A 0.53 0.5 0.3 NC 0.15 gb:NM_020555.1 /DB_XREF=gi:10181189 /GEN=X61497 /FEA=FLmRNA /CNT=3 /TID=Mm.1348.1 /TIER=FL /STK=1 /UG=Mm.1348 /LL=57428 /DEF=Mus m
MOE430_2_1422246_at 0.7 0.9 A A 0.75 0.88 0.3 NC 0.26 gb:NM_010080.1 /DB_XREF=gi:6753681 /GEN=Dspp /FEA=FLmRNA /CNT=2 /TID=Mm.1412.1 /TIER=FL /STK=1 /UG=Mm.1412 /LL=13517 /DEF=Mus mus
MOE430_2_1422257_s_ 6.2 8.2 A A 0.53 0.56 0.3 NC 0.58 gb:NM_009998.1 /DB_XREF=gi:6753575 /GEN=Cyp2b10 /FEA=FLmRNA /CNT=2 /TID=Mm.218749.1 /TIER=FL /STK=1 /UG=Mm.218749 /LL=13088 /DEF=M
MOE430_2_1422261_a_ 10.7 12.5 A M 0.06 0.05 0.3 NC 0.5 gb:M24919.1 /DB_XREF=gi:200703 /GEN=Rep-3 /FEA=FLmRNA /CNT=2 /TID=Mm.116254.1 /TIER=FL /STK=1 /UG=Mm.116254 /LL=17686 /UG_TITLE=m
MOE430_2_1422274_at 5 7 A A 0.39 0.5 0.3 NC 0.57 gb:NM_008123.1 /DB_XREF=gi:6680008 /GEN=Gja8 /FEA=FLmRNA /CNT=2 /TID=Mm.56907.1 /TIER=FL /STK=1 /UG=Mm.56907 /LL=14616 /DEF=Mus mu



MOE430_2_1422321_a_ 171.2 195.2 P P 0.001953 0.001221 0.3 NC 0.09 gb:NM_011750.1 /DB_XREF=gi:7106450 /GEN=Zfp162 /FEA=FLmRNA /CNT=1 /TID=Mm.42240.1 /TIER=FL /STK=1 /UG=Mm.42240 /LL=22668 /DEF=Mus 
MOE430_2_1422328_at 0.5 1.5 A A 0.85 0.66 0.3 NC 0.45 gb:NM_010289.1 /DB_XREF=gi:6753989 /GEN=Gja10 /FEA=FLmRNA /CNT=1 /TID=Mm.46815.1 /TIER=FL /STK=1 /UG=Mm.46815 /LL=14610 /DEF=Mus m
MOE430_2_1422383_at 1.2 2.8 A A 0.72 0.56 0.3 NC 0.09 gb:NM_020522.1 /DB_XREF=gi:10048465 /GEN=V1rb6 /FEA=FLmRNA /CNT=1 /TID=Mm.46817.1 /TIER=FL /STK=1 /UG=Mm.46817 /LL=107797 /DEF=Mu
MOE430_2_1422393_at 1.3 3.7 A A 0.95 0.82 0.3 NC 0.04 gb:NM_015758.1 /DB_XREF=gi:7657097 /GEN=Foxe3 /FEA=FLmRNA /CNT=1 /TID=Mm.103672.1 /TIER=FL /STK=1 /UG=Mm.103672 /LL=30923 /DEF=Mu
MOE430_2_1422440_at 3506.9 4485.6 P P 0.000244 0.000244 0.3 I 0.000068 gb:NM_009870.1 /DB_XREF=gi:6753379 /GEN=Cdk4 /FEA=FLmRNA /CNT=239 /TID=Mm.6839.1 /TIER=FL+Stack /STK=122 /UG=Mm.6839 /LL=12567 /DE
MOE430_2_1422446_x_ 23.5 26.7 A A 0.33 0.27 0.3 NC 0.5 gb:NM_008387.1 /DB_XREF=gi:6680462 /GEN=Ins2 /FEA=FLmRNA /CNT=202 /TID=Mm.4946.1 /TIER=FL+Stack /STK=111 /UG=Mm.4946 /LL=16334 /DEF
MOE430_2_1422455_s_ 148.4 197.6 P P 0.000244 0.000244 0.3 NC 0.45 gb:NM_008740.1 /DB_XREF=gi:6679139 /GEN=Nsf /FEA=FLmRNA /CNT=368 /TID=Mm.24092.1 /TIER=FL+Stack /STK=96 /UG=Mm.24092 /LL=18195 /DE
MOE430_2_1422459_a_ 748.2 896.4 P P 0.000244 0.000244 0.3 I 0.000027 gb:NM_011875.1 /DB_XREF=gi:6755209 /GEN=Psmd13 /FEA=FLmRNA /CNT=192 /TID=Mm.29760.1 /TIER=FL+Stack /STK=95 /UG=Mm.29760 /LL=23997 
MOE430_2_1422461_at 131.7 160.3 P P 0.001953 0.001953 0.3 NC 0.1 gb:NM_133233.1 /DB_XREF=gi:18875395 /GEN=TOB3 /FEA=FLmRNA /CNT=152 /TID=Mm.21881.1 /TIER=FL+Stack /STK=91 /UG=Mm.21881 /LL=170769
MOE430_2_1422471_at 319.4 441.2 P P 0.000244 0.000244 0.3 I 0.000774 gb:AF329877.2 /DB_XREF=gi:15029586 /GEN=Pex13 /FEA=FLmRNA /CNT=157 /TID=Mm.28912.1 /TIER=FL+Stack /STK=79 /UG=Mm.28912 /LL=72129 /
MOE430_2_1422518_at 186.3 252.8 P P 0.000244 0.000244 0.3 I 0.000307 gb:NM_009806.1 /DB_XREF=gi:6753275 /GEN=Cask /FEA=FLmRNA /CNT=147 /TID=Mm.10735.1 /TIER=FL+Stack /STK=55 /UG=Mm.10735 /LL=12361 /D
MOE430_2_1422549_at 302.6 375.6 P P 0.000244 0.000244 0.3 MI 0.00249 gb:NM_019722.1 /DB_XREF=gi:9789878 /GEN=Arl2 /FEA=FLmRNA /CNT=74 /TID=Mm.21071.1 /TIER=FL+Stack /STK=39 /UG=Mm.21071 /LL=56327 /DEF
MOE430_2_1422583_at 3.5 1.5 A A 0.8 0.97 0.3 NC 0.39 gb:NM_023537.2 /DB_XREF=gi:18079306 /GEN=Rab3b /FEA=FLmRNA /CNT=49 /TID=Mm.41580.1 /TIER=FL+Stack /STK=32 /UG=Mm.41580 /LL=69908 /
MOE430_2_1422585_at 0.7 1.1 A A 0.9 0.77 0.3 NC 0.36 gb:NM_008757.1 /DB_XREF=gi:6679163 /GEN=Odf1 /FEA=FLmRNA /CNT=70 /TID=Mm.9397.1 /TIER=FL+Stack /STK=31 /UG=Mm.9397 /LL=18285 /DEF=
MOE430_2_1422592_at 6.8 8.3 P A 0.02 0.24 0.3 NC 0.28 gb:NM_008729.1 /DB_XREF=gi:6679117 /GEN=Catnd2 /FEA=FLmRNA /CNT=66 /TID=Mm.6680.1 /TIER=FL+Stack /STK=30 /UG=Mm.6680 /LL=18163 /DE
MOE430_2_1422600_at 3.4 1.3 A A 0.72 0.82 0.3 NC 0.53 gb:NM_011245.1 /DB_XREF=gi:6755287 /GEN=Rasgrf1 /FEA=FLmRNA /CNT=38 /TID=Mm.29921.1 /TIER=FL+Stack /STK=29 /UG=Mm.29921 /LL=19417 /
MOE430_2_1422603_at 1155.3 1429.3 P P 0.000244 0.000244 0.3 I 0.000214 gb:BC005569.1 /DB_XREF=gi:13542727 /FEA=FLmRNA /CNT=103 /TID=Mm.175173.1 /TIER=FL+Stack /STK=28 /UG=Mm.175173 /LL=58809 /UG_GENE=
MOE430_2_1422608_at 516.8 694.1 P P 0.000244 0.000244 0.3 NC 0.005933 gb:NM_021548.1 /DB_XREF=gi:10946985 /GEN=Arpp19-pending /FEA=FLmRNA /CNT=185 /TID=Mm.30728.1 /TIER=FL+Stack /STK=27 /UG=Mm.30728 /L
MOE430_2_1422654_at 13.6 23.8 A A 0.19 0.11 0.3 NC 0.5 gb:NM_009161.1 /DB_XREF=gi:6677922 /GEN=Sgca /FEA=FLmRNA /CNT=35 /TID=Mm.18709.1 /TIER=FL+Stack /STK=21 /UG=Mm.18709 /LL=20391 /DE
MOE430_2_1422661_at 117.5 148.3 P P 0.000244 0.000732 0.3 NC 0.25 gb:NM_018886.1 /DB_XREF=gi:9256550 /GEN=Lgals8 /FEA=FLmRNA /CNT=146 /TID=Mm.17799.1 /TIER=FL+Stack /STK=20 /UG=Mm.17799 /LL=56048 /
MOE430_2_1422692_at 100.1 111.7 P P 0.000244 0.000244 0.3 NC 0.04 gb:NM_011294.1 /DB_XREF=gi:6755363 /GEN=Rpo2tc1 /FEA=FLmRNA /CNT=202 /TID=Mm.41746.1 /TIER=FL+Stack /STK=18 /UG=Mm.41746 /LL=20024
MOE430_2_1422702_at 305.8 292.7 P P 0.000244 0.000244 0.3 NC 0.18 gb:NM_018745.1 /DB_XREF=gi:9055297 /GEN=Oazi /FEA=FLmRNA /CNT=351 /TID=Mm.6775.1 /TIER=FL+Stack /STK=17 /UG=Mm.6775 /LL=54375 /DEF
MOE430_2_1422710_a_ 7.2 14.8 A P 0.39 0.04 0.3 NC 0.03 gb:NM_021415.2 /DB_XREF=gi:13435398 /GEN=Cacna1h /FEA=FLmRNA /CNT=33 /TID=Mm.180108.1 /TIER=FL+Stack /STK=17 /UG=Mm.180108 /LL=582
MOE430_2_1422713_a_ 217.6 280.9 P P 0.000732 0.000732 0.3 NC 0.12 gb:AK005058.1 /DB_XREF=gi:12836720 /GEN=Ube2i /FEA=FLmRNA /CNT=420 /TID=Mm.3268.1 /TIER=Stack /STK=97 /UG=Mm.3268 /LL=22196 /UG_TIT
MOE430_2_1422717_at 16.8 25.1 P A 0.04 0.08 0.3 NC 0.21 gb:C76295 /DB_XREF=gi:2516625 /DB_XREF=C76295 /CLONE=J0008C03 /FEA=FLmRNA /CNT=167 /TID=Mm.26166.1 /TIER=Stack /STK=12 /UG=Mm.26
MOE430_2_1422720_at 2.3 1.6 A A 0.87 0.91 0.3 NC 0.28 gb:NM_021459.1 /DB_XREF=gi:10946847 /GEN=Isl1 /FEA=FLmRNA /CNT=100 /TID=Mm.42242.1 /TIER=FL+Stack /STK=16 /UG=Mm.42242 /LL=16392 /D
MOE430_2_1422729_at 20 19.3 M P 0.05 0.01 0.3 NC 0.33 gb:NM_053135.1 /DB_XREF=gi:18087782 /GEN=Pcdhb10 /FEA=FLmRNA /CNT=20 /TID=Mm.115996.1 /TIER=FL+Stack /STK=16 /UG=Mm.115996 /LL=938
MOE430_2_1422755_at 0.7 0.8 A A 0.78 0.9 0.3 NC 0.36 gb:NM_013482.1 /DB_XREF=gi:7709993 /GEN=Btk /FEA=FLmRNA /CNT=27 /TID=Mm.4475.1 /TIER=FL+Stack /STK=14 /UG=Mm.4475 /LL=12229 /DEF=M
MOE430_2_1422756_at 1.2 1.8 A A 0.93 0.72 0.3 NC 0.01 gb:NM_009508.1 /DB_XREF=gi:6678568 /GEN=Viaat /FEA=FLmRNA /CNT=37 /TID=Mm.7444.1 /TIER=FL+Stack /STK=14 /UG=Mm.7444 /LL=22348 /DEF=
MOE430_2_1422776_at 38.1 54.7 P P 0.00415 0.000732 0.3 NC 0.15 gb:NM_011459.1 /DB_XREF=gi:15826847 /GEN=Spi8 /FEA=FLmRNA /CNT=31 /TID=Mm.83909.1 /TIER=FL+Stack /STK=13 /UG=Mm.83909 /LL=20725 /DE
MOE430_2_1422779_at 7 12.9 A A 0.39 0.33 0.3 NC 0.49 gb:AI466621 /DB_XREF=gi:4315240 /DB_XREF=mg77e07.y1 /CLONE=IMAGE:439044 /FEA=FLmRNA /CNT=55 /TID=Mm.143806.1 /TIER=ConsEnd /STK=0
MOE430_2_1422810_at 81.5 102.6 P P 0.000732 0.000244 0.3 NC 0.02 gb:NM_021559.1 /DB_XREF=gi:10947001 /GEN=Zfp191 /FEA=FLmRNA /CNT=40 /TID=Mm.116637.1 /TIER=FL+Stack /STK=11 /UG=Mm.116637 /LL=5905
MOE430_2_1422819_at 462.1 555.4 P P 0.001953 0.001953 0.3 NC 0.007788 gb:AB049655.1 /DB_XREF=gi:13559401 /GEN=MRPL36 /FEA=FLmRNA /CNT=154 /TID=Mm.26775.1 /TIER=FL+Stack /STK=10 /UG=Mm.26775 /LL=94066
MOE430_2_1422829_at 1.9 2 A A 0.72 0.69 0.3 NC 0.5 gb:NM_007878.1 /DB_XREF=gi:6681222 /GEN=Drd4 /FEA=FLmRNA /CNT=26 /TID=Mm.41075.1 /TIER=FL+Stack /STK=10 /UG=Mm.41075 /LL=13491 /DE
MOE430_2_1422863_s_ 77.5 88.7 P P 0.03 0.01 0.3 NC 0.25 gb:BI157634 /DB_XREF=gi:14617635 /DB_XREF=602920514F1 /CLONE=IMAGE:5060883 /FEA=FLmRNA /CNT=46 /TID=Mm.24839.3 /TIER=ConsEnd /STK
MOE430_2_1422879_at 400.5 496 P P 0.000244 0.000244 0.3 I 0.00006 gb:NM_013635.1 /DB_XREF=gi:7305402 /GEN=Pphn /FEA=FLmRNA /CNT=264 /TID=Mm.45146.1 /TIER=FL+Stack /STK=8 /UG=Mm.45146 /LL=19027 /DE
MOE430_2_1422882_at 18.6 24.1 P P 0.01 0.000244 0.3 NC 0.01 gb:BE333485 /DB_XREF=gi:9207261 /DB_XREF=us32e09.y1 /CLONE=IMAGE:3168808 /FEA=FLmRNA /CNT=264 /TID=Mm.45146.1 /TIER=ConsEnd /STK=
MOE430_2_1422895_at 358.7 457.2 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_016796.1 /DB_XREF=gi:7949159 /GEN=Vamp4 /FEA=FLmRNA /CNT=76 /TID=Mm.10699.1 /TIER=FL+Stack /STK=8 /UG=Mm.10699 /LL=53330 /DE
MOE430_2_1422953_at 11.6 9.5 A A 0.24 0.21 0.3 NC 0.01 gb:NM_008039.1 /DB_XREF=gi:6679852 /GEN=Fpr-rs2 /FEA=FLmRNA /CNT=5 /TID=Mm.57142.1 /TIER=FL /STK=1 /UG=Mm.57142 /LL=14289 /DEF=Mus
MOE430_2_1422966_a_ 11.1 12.1 A A 0.19 0.21 0.3 NC 0.08 gb:NM_011638.1 /DB_XREF=gi:11596854 /GEN=Trfr /FEA=FLmRNA /CNT=50 /TID=Mm.26069.1 /TIER=FL /STK=0 /UG=Mm.26069 /LL=22042 /DEF=Mus m
MOE430_2_1422985_at 298.1 349.7 P P 0.000244 0.000244 0.3 NC 0.07 gb:NM_021457.1 /DB_XREF=gi:10946843 /GEN=Fzd1 /FEA=FLmRNA /CNT=19 /TID=Mm.45050.1 /TIER=FL /STK=0 /UG=Mm.45050 /LL=14362 /DEF=Mus
MOE430_2_1422995_at 65.6 62.9 P P 0.00415 0.01 0.3 NC 0.21 gb:NM_138313.1 /DB_XREF=gi:19923866 /GEN=Bmf-pending /FEA=FLmRNA /CNT=10 /TID=Mm.210125.1 /TIER=FL /STK=0 /UG=Mm.210125 /LL=171543
MOE430_2_1423018_at 8.3 6.6 A A 0.24 0.27 0.3 NC 0.5 gb:NM_008418.1 /DB_XREF=gi:6680515 /GEN=Kcna3 /FEA=FLmRNA /CNT=4 /TID=Mm.40672.1 /TIER=FL /STK=0 /UG=Mm.40672 /LL=16491 /DEF=Mus m
MOE430_2_1423043_s_ 1159.1 1400.4 P P 0.000244 0.000244 0.3 NC 0.14 gb:BF123067 /DB_XREF=gi:10962017 /DB_XREF=601761829F1 /CLONE=IMAGE:4024807 /FEA=FLmRNA /CNT=421 /TID=Mm.18459.1 /TIER=Stack /STK=
MOE430_2_1423073_at 1606 1956.1 P P 0.000244 0.000244 0.3 I 0.000492 gb:BI157572 /DB_XREF=gi:14617573 /DB_XREF=602922517F1 /CLONE=IMAGE:5062565 /FEA=FLmRNA /CNT=293 /TID=Mm.29775.1 /TIER=Stack /STK=6
MOE430_2_1423083_at 398.7 479.3 P P 0.000244 0.000244 0.3 I 0.001651 gb:AK004974.1 /DB_XREF=gi:12836563 /GEN=Rab33b /FEA=FLmRNA /CNT=114 /TID=Mm.1664.1 /TIER=Stack /STK=59 /UG=Mm.1664 /LL=19338 /UG_T
MOE430_2_1423090_x_ 3779.3 4568.4 P P 0.000244 0.000244 0.3 NC 0.08 gb:AV216331 /DB_XREF=gi:6157176 /DB_XREF=AV216331 /CLONE=2410159M24 /FEA=FLmRNA /CNT=275 /TID=Mm.1164.1 /TIER=Stack /STK=57 /UG=
MOE430_2_1423130_a_ 1271.5 2010.2 P P 0.000244 0.000244 0.3 I 0.000346 gb:AW212917 /DB_XREF=gi:6519070 /DB_XREF=uo69b10.x1 /CLONE=IMAGE:2647771 /FEA=FLmRNA /CNT=327 /TID=Mm.43331.1 /TIER=Stack /STK=43
MOE430_2_1423138_at 83.7 115.3 P P 0.008057 0.008057 0.3 NC 0.44 gb:AJ271892.1 /DB_XREF=gi:9955697 /GEN=wdr4 /FEA=FLmRNA /CNT=71 /TID=Mm.143771.1 /TIER=Stack /STK=42 /UG=Mm.143771 /LL=57773 /DEF=
MOE430_2_1423159_at 139.6 173.7 P P 0.000244 0.000244 0.3 NC 0.004925 gb:AI647805 /DB_XREF=gi:4726483 /DB_XREF=uk43d04.x1 /CLONE=IMAGE:1971751 /FEA=FLmRNA /CNT=315 /TID=Mm.3131.1 /TIER=Stack /STK=36 /U
MOE430_2_1423161_s_ 70.6 92 P P 0.000244 0.000244 0.3 NC 0.04 gb:AV295157 /DB_XREF=gi:16392675 /DB_XREF=AV295157 /CLONE=5730432I02 /FEA=FLmRNA /CNT=111 /TID=Mm.39505.1 /TIER=Stack /STK=36 /UG
MOE430_2_1423191_at 89.7 119.1 P P 0.000244 0.000244 0.3 NC 0.00712 gb:AK013152.1 /DB_XREF=gi:12850336 /FEA=FLmRNA /CNT=129 /TID=Mm.745.1 /TIER=Stack /STK=30 /UG=Mm.745 /LL=55935 /UG_GENE=Fnbp4 /UG_
MOE430_2_1423196_at 63.5 84.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:BF227103 /DB_XREF=gi:11135006 /DB_XREF=uz35f09.x1 /CLONE=IMAGE:3671081 /FEA=FLmRNA /CNT=207 /TID=Mm.2998.1 /TIER=Stack /STK=29 /
MOE430_2_1423212_at 264.8 317.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:BE650359 /DB_XREF=gi:9976183 /DB_XREF=UI-M-BH2.1-apw-h-04-0-UI.r1 /CLONE=UI-M-BH2.1-apw-h-04-0-UI /FEA=FLmRNA /CNT=99 /TID=Mm
MOE430_2_1423220_at 183.7 255.7 P P 0.000244 0.000244 0.3 NC 0.006503 gb:AW541616 /DB_XREF=gi:7184033 /DB_XREF=C0147C10-3 /CLONE=C0147C10 /FEA=FLmRNA /CNT=205 /TID=Mm.3941.1 /TIER=Stack /STK=24 /UG
MOE430_2_1423241_a_ 810.7 938 P P 0.000244 0.000244 0.3 NC 0.02 gb:BG075396 /DB_XREF=gi:12557965 /DB_XREF=H3146G01-3 /CLONE=H3146G01 /FEA=FLmRNA /CNT=243 /TID=Mm.925.1 /TIER=Stack /STK=23 /UG
MOE430_2_1423251_at 253.2 357.7 P P 0.000244 0.000244 0.3 I 0.001832 gb:BG075618 /DB_XREF=gi:12558187 /DB_XREF=H3149D08-3 /CLONE=H3149D08 /FEA=FLmRNA /CNT=58 /TID=Mm.24304.1 /TIER=Stack /STK=23 /UG
MOE430_2_1423254_x_ 3115.1 3735.7 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BB836796 /DB_XREF=gi:17015039 /DB_XREF=BB836796 /CLONE=G930043D03 /FEA=FLmRNA /CNT=210 /TID=Mm.30120.1 /TIER=Stack /STK=22 /U
MOE430_2_1423259_at 59.3 56.7 P P 0.000244 0.000244 0.3 NC 0.04 gb:W77144 /DB_XREF=gi:1387167 /DB_XREF=me61h03.r1 /CLONE=IMAGE:400085 /FEA=FLmRNA /CNT=120 /TID=Mm.28223.1 /TIER=Stack /STK=21 /U
MOE430_2_1423289_a_ 84.5 119.1 P P 0.005859 0.005859 0.3 NC 0.45 gb:BG069652 /DB_XREF=gi:12552221 /DB_XREF=H3078F07-3 /CLONE=H3078F07 /FEA=FLmRNA /CNT=45 /TID=Mm.27421.1 /TIER=Stack /STK=18 /UG
MOE430_2_1423293_at 767.1 895.9 P P 0.000244 0.000244 0.3 NC 0.02 gb:BM244983 /DB_XREF=gi:17880253 /DB_XREF=K0718C12-3 /CLONE=K0718C12 /FEA=FLmRNA /CNT=385 /TID=Mm.180734.1 /TIER=Stack /STK=17 /
MOE430_2_1423303_at 154.2 172 P P 0.001953 0.000732 0.3 NC 0.02 gb:AW742928 /DB_XREF=gi:7654730 /DB_XREF=up54e09.x1 /CLONE=IMAGE:2779912 /FEA=FLmRNA /CNT=119 /TID=Mm.9558.1 /TIER=Stack /STK=17 /
MOE430_2_1423304_a_ 268.4 314.9 P P 0.000244 0.000244 0.3 NC 0.11 gb:BB366842 /DB_XREF=gi:16406475 /DB_XREF=BB366842 /CLONE=C130035E22 /FEA=FLmRNA /CNT=108 /TID=Mm.29783.1 /TIER=Stack /STK=17 /U
MOE430_2_1423382_a_ 899.3 1083.7 P P 0.000244 0.000244 0.3 NC 0.00712 gb:AW412441 /DB_XREF=gi:6938406 /DB_XREF=uq43a01.x1 /CLONE=IMAGE:2812104 /FEA=FLmRNA /CNT=501 /TID=Mm.196608.1 /TIER=Stack /STK=9 
MOE430_2_1423398_at 371.3 442.3 P P 0.000244 0.000244 0.3 NC 0.003699 gb:BG075593 /DB_XREF=gi:12558162 /DB_XREF=H3149B05-3 /CLONE=H3149B05 /FEA=FLmRNA /CNT=74 /TID=Mm.38917.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423399_a_ 276.6 334.9 P P 0.000244 0.000244 0.3 NC 0.006503 gb:BG143658 /DB_XREF=gi:12647057 /DB_XREF=ut58f05.x1 /CLONE=IMAGE:3332120 /FEA=FLmRNA /CNT=68 /TID=Mm.4714.1 /TIER=Stack /STK=8 /U
MOE430_2_1423413_at 836.3 856.8 P P 0.000244 0.000244 0.3 NC 0.03 gb:AI987929 /DB_XREF=gi:5819723 /DB_XREF=um09a03.x1 /CLONE=IMAGE:2182540 /FEA=FLmRNA /CNT=505 /TID=Mm.4063.1 /TIER=Stack /STK=39 /
MOE430_2_1423416_at 571.8 740.2 P P 0.000732 0.000732 0.3 I 0.000189 gb:BM199842 /DB_XREF=gi:17752866 /DB_XREF=C0201E09-3 /CLONE=C0201E09 /FEA=FLmRNA /CNT=177 /TID=Mm.1050.1 /TIER=Stack /STK=53 /UG
MOE430_2_1423417_at 63 62.3 P P 0.01 0.00293 0.3 NC 0.01 gb:BI558117 /DB_XREF=gi:15445431 /DB_XREF=603240036F1 /CLONE=IMAGE:5293088 /FEA=FLmRNA /CNT=177 /TID=Mm.1050.1 /TIER=Stack /STK=14
MOE430_2_1423423_at 2797.4 3133.4 P P 0.000244 0.000244 0.3 NC 0.11 gb:BF319868 /DB_XREF=gi:11268705 /DB_XREF=uy78c05.x1 /CLONE=IMAGE:3665672 /FEA=FLmRNA /CNT=294 /TID=Mm.709.1 /TIER=Stack /STK=36 /
MOE430_2_1423427_at 5.8 10.2 A A 0.66 0.5 0.3 NC 0.09 gb:AI323434 /DB_XREF=gi:4057863 /DB_XREF=mj65c11.x1 /CLONE=IMAGE:480980 /FEA=FLmRNA /CNT=75 /TID=Mm.3407.1 /TIER=Stack /STK=35 /UG
MOE430_2_1423430_at 515.1 637.3 P P 0.000244 0.000244 0.3 I 0.000189 gb:BM227247 /DB_XREF=gi:17789479 /DB_XREF=K0240G07-3 /CLONE=K0240G07 /FEA=FLmRNA /CNT=224 /TID=Mm.147946.1 /TIER=Stack /STK=28 /
MOE430_2_1423439_at 0.4 0.4 A A 0.91 0.63 0.3 NC 0.03 gb:AW106963 /DB_XREF=gi:6077763 /DB_XREF=um34h07.x1 /CLONE=IMAGE:2236477 /FEA=FLmRNA /CNT=259 /TID=Mm.42246.1 /TIER=Stack /STK=25
MOE430_2_1423465_at 50.9 77.2 P P 0.000732 0.000732 0.3 NC 0.009292 gb:BB032852 /DB_XREF=gi:16258229 /DB_XREF=BB032852 /CLONE=5830473K17 /FEA=FLmRNA /CNT=68 /TID=Mm.18910.1 /TIER=Stack /STK=18 /UG
MOE430_2_1423479_at 351.7 403.1 P P 0.000244 0.000244 0.3 NC 0.008511 gb:BM201692 /DB_XREF=gi:17755524 /DB_XREF=C0229A11-3 /CLONE=C0229A11 /FEA=FLmRNA /CNT=143 /TID=Mm.28855.1 /TIER=Stack /STK=16 /U
MOE430_2_1423488_at 264.1 307.2 P P 0.000244 0.000244 0.3 NC 0.004073 gb:AK011418.1 /DB_XREF=gi:12847528 /FEA=FLmRNA /CNT=142 /TID=Mm.38791.1 /TIER=Stack /STK=15 /UG=Mm.38791 /LL=67468 /UG_GENE=Mmd /
MOE430_2_1423517_at 1997.2 2461.8 P P 0.000244 0.000244 0.3 NC 0.01 gb:AI325146 /DB_XREF=gi:4059575 /DB_XREF=mr93c01.x1 /CLONE=IMAGE:604992 /FEA=FLmRNA /CNT=434 /TID=Mm.153159.1 /TIER=Stack /STK=13 /
MOE430_2_1423533_a_ 273.9 318.9 P P 0.000244 0.000244 0.3 NC 0.03 gb:AV336273 /DB_XREF=gi:15406436 /DB_XREF=AV336273 /CLONE=6330584A06 /FEA=FLmRNA /CNT=223 /TID=Mm.24541.1 /TIER=Stack /STK=12 /U
MOE430_2_1423575_a_ 346.1 409.3 P P 0.000732 0.000732 0.3 NC 0.01 gb:BB735151 /DB_XREF=gi:16134301 /DB_XREF=BB735151 /CLONE=F420014M15 /FEA=FLmRNA /CNT=55 /TID=Mm.29112.1 /TIER=Stack /STK=10 /UG
MOE430_2_1423617_at 182.3 205.1 P P 0.000244 0.000244 0.3 NC 0.03 gb:AV099506 /DB_XREF=gi:16381809 /DB_XREF=AV099506 /CLONE=2410048N20 /FEA=FLmRNA /CNT=123 /TID=Mm.34708.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423623_at 122.8 137.2 P P 0.00293 0.00293 0.3 NC 0.01 gb:AW060558 /DB_XREF=gi:6008309 /DB_XREF=UI-M-BH1-ann-h-05-0-UI.s1 /CLONE=UI-M-BH1-ann-h-05-0-UI /FEA=FLmRNA /CNT=84 /TID=Mm.88
MOE430_2_1423628_s_ 2364 3066.7 P P 0.000244 0.000244 0.3 NC 0.02 gb:BB731207 /DB_XREF=gi:16114482 /DB_XREF=BB731207 /CLONE=E970005G20 /FEA=FLmRNA /CNT=66 /TID=Mm.197587.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423633_at 63.3 99.1 P P 0.001221 0.00293 0.3 NC 0.01 gb:BB703486 /DB_XREF=gi:16052321 /DB_XREF=BB703486 /CLONE=7420452J21 /FEA=FLmRNA /CNT=20 /TID=Mm.46620.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423642_at 1900.7 2360.1 P P 0.000244 0.000244 0.3 NC 0.003041 gb:BC005547.1 /DB_XREF=gi:13542679 /FEA=FLmRNA /CNT=515 /TID=Mm.21840.1 /TIER=FL+Stack /STK=279 /UG=Mm.21840 /LL=68222 /UG_GENE=49
MOE430_2_1423655_a_ 284.7 323 P P 0.000244 0.000244 0.3 NC 0.007788 gb:BC014687.1 /DB_XREF=gi:15928409 /FEA=FLmRNA /CNT=231 /TID=Mm.28647.1 /TIER=FL+Stack /STK=202 /UG=Mm.28647 /LL=68964 /UG_GENE=15
MOE430_2_1423656_x_ 256.4 291.2 P P 0.000244 0.000244 0.3 NC 0.05 gb:BC014687.1 /DB_XREF=gi:15928409 /FEA=FLmRNA /CNT=231 /TID=Mm.28647.1 /TIER=FL+Stack /STK=202 /UG=Mm.28647 /LL=68964 /UG_GENE=15
MOE430_2_1423670_a_ 719.8 870.1 P P 0.000244 0.000244 0.3 I 0.001077 gb:BC021839.1 /DB_XREF=gi:18256021 /FEA=FLmRNA /CNT=335 /TID=Mm.23884.1 /TIER=FL+Stack /STK=171 /UG=Mm.23884 /LL=67398 /UG_GENE=13
MOE430_2_1423671_at 51.3 73.2 P P 0.000732 0.001221 0.3 NC 0.01 gb:AF370126.1 /DB_XREF=gi:20161940 /GEN=Bret /FEA=FLmRNA /CNT=202 /TID=Mm.39067.1 /TIER=FL+Stack /STK=170 /UG=Mm.39067 /LL=227325 /
MOE430_2_1423697_at 1429.5 1661.9 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC006869.1 /DB_XREF=gi:13905153 /FEA=FLmRNA /CNT=240 /TID=Mm.27591.1 /TIER=FL+Stack /STK=148 /UG=Mm.27591 /LL=66413 /UG_GENE=24
MOE430_2_1423744_x_ 1142.8 1345.7 P P 0.000244 0.000244 0.3 I 0.000692 gb:BC006682.1 /DB_XREF=gi:13879401 /FEA=FLmRNA /CNT=210 /TID=Mm.22387.1 /TIER=FL+Stack /STK=129 /UG=Mm.22387 /LL=102885 /UG_GENE=A
MOE430_2_1423784_at 788.4 1005.2 P P 0.000244 0.000244 0.3 I 0.000389 gb:BC021747.1 /DB_XREF=gi:18256042 /FEA=FLmRNA /CNT=231 /TID=Mm.17403.2 /TIER=FL+Stack /STK=111 /UG=Mm.17403 /LL=74145 /UG_GENE=12
MOE430_2_1423787_at 250.5 322.7 P P 0.001221 0.001221 0.3 NC 0.04 gb:BC026845.1 /DB_XREF=gi:20071176 /FEA=FLmRNA /CNT=168 /TID=Mm.68427.1 /TIER=FL+Stack /STK=111 /UG=Mm.68427 /DEF=Mus musculus, Sim
MOE430_2_1423793_at 105.2 132.8 P P 0.000244 0.000244 0.3 NC 0.02 gb:BC016669.1 /DB_XREF=gi:16741750 /FEA=FLmRNA /CNT=207 /TID=Mm.28492.1 /TIER=FL+Stack /STK=110 /UG=Mm.28492 /DEF=Mus musculus, clon
MOE430_2_1423804_a_ 29.4 43 P P 0.000244 0.000244 0.3 NC 0.13 gb:BC004801.1 /DB_XREF=gi:13435920 /FEA=FLmRNA /CNT=191 /TID=Mm.29847.1 /TIER=FL+Stack /STK=105 /UG=Mm.29847 /DEF=Mus musculus, Sim
MOE430_2_1423826_at 289.9 367.4 P P 0.001221 0.000732 0.3 I 0.000241 gb:BC024616.1 /DB_XREF=gi:19354320 /FEA=FLmRNA /CNT=152 /TID=Mm.29960.1 /TIER=FL+Stack /STK=98 /UG=Mm.29960 /DEF=Mus musculus, Simil
MOE430_2_1423827_s_ 230.5 229.7 P P 0.000244 0.000244 0.3 NC 0.04 gb:BC024616.1 /DB_XREF=gi:19354320 /FEA=FLmRNA /CNT=152 /TID=Mm.29960.1 /TIER=FL+Stack /STK=98 /UG=Mm.29960 /DEF=Mus musculus, Simil
MOE430_2_1423863_at 298.2 340.5 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC003300.1 /DB_XREF=gi:13097023 /FEA=FLmRNA /CNT=172 /TID=Mm.21629.1 /TIER=FL+Stack /STK=88 /UG=Mm.21629 /LL=27407 /UG_GENE=Ab
MOE430_2_1423884_at 591.4 734.2 P P 0.000244 0.000244 0.3 NC 0.002753 gb:BC027399.1 /DB_XREF=gi:20071777 /FEA=FLmRNA /CNT=137 /TID=Mm.10665.1 /TIER=FL+Stack /STK=84 /UG=Mm.10665 /DEF=Mus musculus, Simil
MOE430_2_1423898_a_ 958.4 1192.1 P P 0.000244 0.000244 0.3 NC 0.04 gb:BC004085.1 /DB_XREF=gi:13278596 /FEA=FLmRNA /CNT=284 /TID=Mm.173718.1 /TIER=FL+Stack /STK=82 /UG=Mm.173718 /LL=102400 /UG_GENE=
MOE430_2_1423903_at 47 61.4 P P 0.01 0.01 0.3 NC 0.5 gb:BC013673.1 /DB_XREF=gi:15489124 /FEA=FLmRNA /CNT=152 /TID=Mm.134436.1 /TIER=FL+Stack /STK=82 /UG=Mm.134436 /LL=70704 /UG_GENE=3
MOE430_2_1423927_at 602.6 715.6 P P 0.000244 0.000244 0.3 I 0.000774 gb:BC025875.1 /DB_XREF=gi:19483862 /FEA=FLmRNA /CNT=164 /TID=Mm.21470.1 /TIER=FL+Stack /STK=77 /UG=Mm.21470 /DEF=Mus musculus, clone
MOE430_2_1423962_at 66.8 96.6 P P 0.001221 0.000732 0.3 I 0.000966 gb:BM936687 /DB_XREF=gi:19395839 /DB_XREF=UI-M-BH3-arr-d-06-0-UI.r1 /CLONE=UI-M-BH3-arr-d-06-0-UI /FEA=FLmRNA /CNT=273 /TID=Mm.21
MOE430_2_1423971_at 143.3 193.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:BE335845 /DB_XREF=gi:9209621 /DB_XREF=us23e09.x1 /CLONE=IMAGE:3167944 /FEA=FLmRNA /CNT=156 /TID=Mm.41531.1 /TIER=Stack /STK=14 
MOE430_2_1423980_at 98.1 129.7 P P 0.00415 0.008057 0.3 NC 0.5 gb:BC006711.1 /DB_XREF=gi:13879464 /FEA=FLmRNA /CNT=90 /TID=Mm.44777.1 /TIER=FL+Stack /STK=70 /UG=Mm.44777 /DEF=Mus musculus, Simila
MOE430_2_1423981_x_ 118.3 105.6 P P 0.03 0.01 0.3 NC 0.19 gb:BC006711.1 /DB_XREF=gi:13879464 /FEA=FLmRNA /CNT=90 /TID=Mm.44777.1 /TIER=FL+Stack /STK=70 /UG=Mm.44777 /DEF=Mus musculus, Simila
MOE430_2_1424006_at 243.7 317.8 P P 0.000732 0.000244 0.3 NC 0.004073 gb:BC005711.1 /DB_XREF=gi:13543068 /FEA=FLmRNA /CNT=116 /TID=Mm.157478.1 /TIER=FL+Stack /STK=65 /UG=Mm.157478 /DEF=Mus musculus, Sim
MOE430_2_1424013_at 465.5 568.8 P P 0.000244 0.000244 0.3 NC 0.01 gb:BI154938 /DB_XREF=gi:14614939 /DB_XREF=602902743F1 /CLONE=IMAGE:5032331 /FEA=FLmRNA /CNT=303 /TID=Mm.3845.1 /TIER=Stack /STK=45
MOE430_2_1424058_at 286.4 357 P P 0.000244 0.000244 0.3 NC 0.1 gb:BC014817.1 /DB_XREF=gi:15928705 /FEA=FLmRNA /CNT=100 /TID=Mm.29889.1 /TIER=FL+Stack /STK=58 /UG=Mm.29889 /LL=68856 /UG_GENE=119
MOE430_2_1424094_at 1342.6 1729 P P 0.000244 0.000244 0.3 I 0.000438 gb:BC024926.1 /DB_XREF=gi:19353162 /FEA=FLmRNA /CNT=135 /TID=Mm.29071.1 /TIER=FL+Stack /STK=54 /UG=Mm.29071 /DEF=Mus musculus, Simil
MOE430_2_1424112_at 509.6 568.5 P P 0.000244 0.000244 0.3 NC 0.04 gb:BG092290 /DB_XREF=gi:12574842 /DB_XREF=mac07g10.x1 /CLONE=IMAGE:3999186 /FEA=FLmRNA /CNT=151 /TID=Mm.2938.1 /TIER=Stack /STK=9
MOE430_2_1424145_at 122 171.1 P P 0.000244 0.000244 0.3 NC 0.09 gb:BC016636.1 /DB_XREF=gi:16741673 /FEA=FLmRNA /CNT=69 /TID=Mm.40036.1 /TIER=FL+Stack /STK=50 /UG=Mm.40036 /DEF=Mus musculus, clone 
MOE430_2_1424148_a_ 19.2 29.4 P P 0.03 0.000244 0.3 NC 0.004481 gb:BC026642.1 /DB_XREF=gi:20071854 /FEA=FLmRNA /CNT=89 /TID=Mm.204991.1 /TIER=FL+Stack /STK=49 /UG=Mm.204991 /DEF=Mus musculus, Sim
MOE430_2_1424161_at 95.3 111.9 P P 0.000244 0.000244 0.3 NC 0.07 gb:BC011321.1 /DB_XREF=gi:15030136 /FEA=FLmRNA /CNT=96 /TID=Mm.200674.1 /TIER=FL+Stack /STK=48 /UG=Mm.200674 /DEF=Mus musculus, Sim
MOE430_2_1424164_at 183.5 217.1 P P 0.000732 0.000732 0.3 NC 0.02 gb:AK002686.1 /DB_XREF=gi:12832850 /GEN=D4Wsu125e /FEA=FLmRNA /CNT=124 /TID=Mm.30052.1 /TIER=Stack /STK=15 /UG=Mm.30052 /LL=28028 
MOE430_2_1424231_s_ 14 18.6 A A 0.3 0.24 0.3 NC 0.5 gb:BC026859.1 /DB_XREF=gi:20071539 /FEA=FLmRNA /CNT=59 /TID=Mm.24865.1 /TIER=FL+Stack /STK=44 /UG=Mm.24865 /DEF=Mus musculus, Simila
MOE430_2_1424240_at 216.8 295 P P 0.000244 0.000244 0.3 NC 0.11 gb:BC022942.1 /DB_XREF=gi:18606264 /FEA=FLmRNA /CNT=102 /TID=Mm.41637.1 /TIER=FL+Stack /STK=43 /UG=Mm.41637 /LL=76932 /UG_GENE=23
MOE430_2_1424268_at 169.5 239.1 P P 0.000732 0.000244 0.3 I 0.000552 gb:BC004831.1 /DB_XREF=gi:13435998 /FEA=FLmRNA /CNT=73 /TID=Mm.29763.1 /TIER=FL+Stack /STK=42 /UG=Mm.29763 /DEF=Mus musculus, Simila
MOE430_2_1424270_at 92.2 121 P P 0.000244 0.000732 0.3 NC 0.01 gb:BC021354.1 /DB_XREF=gi:18203948 /FEA=FLmRNA /CNT=197 /TID=Mm.44752.2 /TIER=FL+Stack /STK=41 /UG=Mm.44752 /LL=13175 /UG_GENE=Dc
MOE430_2_1424271_at 453.5 623 P P 0.000244 0.000244 0.3 NC 0.05 gb:BQ174827 /DB_XREF=gi:20350319 /DB_XREF=UI-M-DJ2-bwb-l-09-0-UI.s1 /CLONE=UI-M-DJ2-bwb-l-09-0-UI /FEA=FLmRNA /CNT=197 /TID=Mm.4
MOE430_2_1424306_at 45.8 50.7 P P 0.000244 0.000732 0.3 NC 0.19 gb:AF277093.1 /DB_XREF=gi:12044040 /FEA=FLmRNA /CNT=125 /TID=Mm.83949.1 /TIER=FL+Stack /STK=38 /UG=Mm.83949 /DEF=Mus musculus Elovl4
MOE430_2_1424342_at 285.8 366.7 P P 0.000244 0.000244 0.3 I 0.000068 gb:BC010204.1 /DB_XREF=gi:16307329 /FEA=FLmRNA /CNT=255 /TID=Mm.12831.1 /TIER=FL+Stack /STK=36 /UG=Mm.12831 /LL=70705 /UG_GENE=383
MOE430_2_1424347_at 111.5 150.3 P P 0.000244 0.000244 0.3 NC 0.004481 gb:BG065679 /DB_XREF=gi:12548242 /DB_XREF=H3034A03-3 /CLONE=H3034A03 /FEA=FLmRNA /CNT=168 /TID=Mm.25345.1 /TIER=Stack /STK=16 /U
MOE430_2_1424360_at 84.3 111.9 P P 0.001221 0.000732 0.3 NC 0.05 gb:BC019943.1 /DB_XREF=gi:18043348 /FEA=FLmRNA /CNT=73 /TID=Mm.174615.1 /TIER=FL+Stack /STK=36 /UG=Mm.174615 /DEF=Mus musculus, Sim
MOE430_2_1424361_at 54.4 70.9 P P 0.02 0.01 0.3 NC 0.31 gb:BB467190 /DB_XREF=gi:16427336 /DB_XREF=BB467190 /CLONE=D230012M13 /FEA=FLmRNA /CNT=73 /TID=Mm.174615.1 /TIER=Stack /STK=8 /UG
MOE430_2_1424368_s_ 955.1 1124.6 P P 0.000244 0.000244 0.3 I 0.001077 gb:BC026847.1 /DB_XREF=gi:20072433 /FEA=FLmRNA /CNT=142 /TID=Mm.182053.2 /TIER=FL+Stack /STK=35 /UG=Mm.182053 /LL=68805 /UG_GENE=
MOE430_2_1424386_at 8.2 12.9 A A 0.24 0.14 0.3 NC 0.5 gb:BC020184.1 /DB_XREF=gi:18043542 /FEA=FLmRNA /CNT=52 /TID=Mm.24827.1 /TIER=FL+Stack /STK=35 /UG=Mm.24827 /DEF=Mus musculus, clone 
MOE430_2_1424390_at 257.7 293.5 P P 0.000244 0.000244 0.3 NC 0.24 gb:BB100348 /DB_XREF=gi:8752916 /DB_XREF=BB100348 /CLONE=9430072H05 /FEA=FLmRNA /CNT=314 /TID=Mm.18583.1 /TIER=Stack /STK=23 /UG
MOE430_2_1424439_at 1.5 2.2 A A 0.8 0.78 0.3 NC 0.5 gb:BC026941.1 /DB_XREF=gi:20073117 /FEA=FLmRNA /CNT=63 /TID=Mm.45641.1 /TIER=FL+Stack /STK=32 /UG=Mm.45641 /LL=69864 /UG_GENE=1810
MOE430_2_1424454_at 217.4 216.5 P P 0.001953 0.000732 0.3 I 0.000492 gb:BC027354.1 /DB_XREF=gi:20072714 /FEA=FLmRNA /CNT=83 /TID=Mm.171349.1 /TIER=FL+Stack /STK=31 /UG=Mm.171349 /DEF=Mus musculus, Sim
MOE430_2_1424484_at 167.8 205.4 P P 0.000244 0.000244 0.3 NC 0.09 gb:AV226922 /DB_XREF=gi:16385391 /DB_XREF=AV226922 /CLONE=4022402H07 /FEA=FLmRNA /CNT=134 /TID=Mm.29500.1 /TIER=Stack /STK=9 /UG
MOE430_2_1424486_a_ 170.2 198.5 P P 0.005859 0.001953 0.3 NC 0.01 gb:BB284199 /DB_XREF=gi:8984648 /DB_XREF=BB284199 /CLONE=A930105B09 /FEA=FLmRNA /CNT=110 /TID=Mm.44552.3 /TIER=Stack /STK=10 /UG
MOE430_2_1424493_s_ 6.7 8.7 A A 0.27 0.17 0.3 NC 0.5 gb:BC025940.1 /DB_XREF=gi:19684052 /FEA=FLmRNA /CNT=65 /TID=Mm.201628.1 /TIER=FL+Stack /STK=29 /UG=Mm.201628 /DEF=Mus musculus, clon
MOE430_2_1424507_at 39.3 48.9 P P 0.001953 0.000732 0.3 NC 0.19 gb:BC011277.1 /DB_XREF=gi:15030060 /FEA=FLmRNA /CNT=42 /TID=Mm.55192.1 /TIER=FL+Stack /STK=28 /UG=Mm.55192 /DEF=Mus musculus, clone 
MOE430_2_1424510_at 65.3 72.4 P P 0.000244 0.000244 0.3 NC 0.1 gb:BC027267.1 /DB_XREF=gi:20072675 /FEA=FLmRNA /CNT=32 /TID=Mm.30820.1 /TIER=FL+Stack /STK=28 /UG=Mm.30820 /DEF=Mus musculus, clone 
MOE430_2_1424513_at 138.5 155.1 P P 0.001221 0.000732 0.3 NC 0.02 gb:AW911472 /DB_XREF=gi:8076720 /DB_XREF=uf71e09.y1 /CLONE=IMAGE:1527592 /FEA=FLmRNA /CNT=116 /TID=Mm.1158.2 /TIER=ConsEnd /STK=0
MOE430_2_1424526_a_ 157.5 194.4 P P 0.000244 0.000244 0.3 NC 0.005409 gb:BC021419.1 /DB_XREF=gi:18204037 /FEA=FLmRNA /CNT=40 /TID=Mm.181643.1 /TIER=FL+Stack /STK=27 /UG=Mm.181643 /LL=76355 /UG_GENE=26
MOE430_2_1424541_at 193.8 255.5 P P 0.001221 0.000244 0.3 I 0.000618 gb:BC011320.1 /DB_XREF=gi:15030134 /FEA=FLmRNA /CNT=116 /TID=Mm.22746.1 /TIER=FL+Stack /STK=25 /UG=Mm.22746 /LL=70397 /UG_GENE=22
MOE430_2_1424551_at 3.9 3.1 A A 0.5 0.46 0.3 NC 0.5 gb:BB663137 /DB_XREF=gi:16496891 /DB_XREF=BB663137 /CLONE=D930032G16 /FEA=FLmRNA /CNT=62 /TID=Mm.30560.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1424553_at 11.8 21.5 A A 0.17 0.12 0.3 NC 0.5 gb:BC024464.1 /DB_XREF=gi:19353550 /FEA=FLmRNA /CNT=39 /TID=Mm.44195.1 /TIER=FL+Stack /STK=25 /UG=Mm.44195 /LL=74770 /UG_GENE=1110
MOE430_2_1424557_at 114.8 134.2 P P 0.000244 0.000244 0.3 NC 0.06 gb:BC024496.1 /DB_XREF=gi:19353580 /FEA=FLmRNA /CNT=48 /TID=Mm.52356.1 /TIER=FL+Stack /STK=25 /UG=Mm.52356 /DEF=Mus musculus, clone 
MOE430_2_1424574_at 364.6 518.9 P P 0.000244 0.000244 0.3 NC 0.15 gb:AK014490.1 /DB_XREF=gi:12852380 /FEA=FLmRNA /CNT=164 /TID=Mm.117055.1 /TIER=Stack /STK=28 /UG=Mm.117055 /LL=74336 /UG_GENE=4432
MOE430_2_1424592_a_ 1.3 1.6 A A 0.78 0.62 0.3 NC 0.29 gb:BC014718.1 /DB_XREF=gi:15928479 /FEA=FLmRNA /CNT=104 /TID=Mm.38470.2 /TIER=FL+Stack /STK=23 /UG=Mm.38470 /LL=13419 /UG_GENE=Dn
MOE430_2_1424611_x_ 281.4 362.1 P P 0.000244 0.000732 0.3 NC 0.04 gb:BC015285.1 /DB_XREF=gi:15929723 /FEA=FLmRNA /CNT=61 /TID=Mm.35564.1 /TIER=FL+Stack /STK=23 /UG=Mm.35564 /DEF=Mus musculus, Simila
MOE430_2_1424619_at 1088.3 1254.6 P P 0.000244 0.000244 0.3 NC 0.09 gb:BC024418.1 /DB_XREF=gi:19353913 /FEA=FLmRNA /CNT=86 /TID=Mm.219671.1 /TIER=FL+Stack /STK=22 /UG=Mm.219671 /DEF=Mus musculus, spli
MOE430_2_1424657_at 110.4 161.1 P P 0.03 0.02 0.3 NC 0.16 gb:BC016522.1 /DB_XREF=gi:16741396 /FEA=FLmRNA /CNT=43 /TID=Mm.24585.1 /TIER=FL+Stack /STK=21 /UG=Mm.24585 /DEF=Mus musculus, clone 
MOE430_2_1424667_a_ 40.8 44.7 A A 0.19 0.3 0.3 NC 0.4 gb:BC014289.1 /DB_XREF=gi:15679963 /FEA=FLmRNA /CNT=96 /TID=Mm.34465.1 /TIER=FL+Stack /STK=20 /UG=Mm.34465 /LL=13047 /UG_GENE=Cut
MOE430_2_1424702_a_ 66.4 86.3 P P 0.000244 0.000244 0.3 NC 0.04 gb:BC024533.1 /DB_XREF=gi:19353607 /FEA=FLmRNA /CNT=33 /TID=Mm.34412.1 /TIER=FL+Stack /STK=19 /UG=Mm.34412 /LL=76559 /UG_GENE=2410
MOE430_2_1424707_at 749.3 917.4 P P 0.000244 0.000244 0.3 I 0.001651 gb:BC006774.1 /DB_XREF=gi:13879584 /FEA=FLmRNA /CNT=348 /TID=Mm.18688.1 /TIER=FL+Stack /STK=18 /UG=Mm.18688 /LL=68581 /UG_GENE=11
MOE430_2_1424710_a_ 1457.3 1699.1 P P 0.000732 0.000732 0.3 I 0.000492 gb:BC016455.1 /DB_XREF=gi:16741233 /FEA=FLmRNA /CNT=127 /TID=Mm.23836.1 /TIER=FL+Stack /STK=18 /UG=Mm.23836 /LL=70231 /UG_GENE=Grs
MOE430_2_1424765_at 375.2 395.1 P P 0.000244 0.000244 0.3 NC 0.18 gb:BC015259.1 /DB_XREF=gi:15929653 /FEA=FLmRNA /CNT=40 /TID=Mm.35677.2 /TIER=FL+Stack /STK=17 /UG=Mm.35677 /LL=13859 /UG_GENE=Eps
MOE430_2_1424770_at 398.3 488.2 P P 0.001221 0.001221 0.3 NC 0.11 gb:BI248947 /DB_XREF=gi:14795837 /DB_XREF=602992549F1 /CLONE=IMAGE:5148205 /FEA=FLmRNA /CNT=234 /TID=Mm.130433.1 /TIER=Stack /STK=
MOE430_2_1424782_at 47.7 42.3 P P 0.00293 0.001953 0.3 NC 0.28 gb:BC024458.1 /DB_XREF=gi:19353943 /FEA=FLmRNA /CNT=68 /TID=Mm.180776.1 /TIER=FL+Stack /STK=16 /UG=Mm.180776 /LL=67171 /UG_GENE=26
MOE430_2_1424789_at 121.2 118.6 P P 0.005859 0.001221 0.3 NC 0.01 gb:BC026676.1 /DB_XREF=gi:20071880 /FEA=FLmRNA /CNT=29 /TID=Mm.40706.1 /TIER=FL+Stack /STK=16 /UG=Mm.40706 /DEF=Mus musculus, similar
MOE430_2_1424796_at 4.8 3 A A 0.6 0.56 0.3 NC 0.03 gb:BC024705.1 /DB_XREF=gi:19353310 /FEA=FLmRNA /CNT=34 /TID=Mm.157746.1 /TIER=FL+Stack /STK=16 /UG=Mm.157746 /LL=73420 /UG_GENE=17
MOE430_2_1424812_at 84.4 108.4 P P 0.000244 0.000244 0.3 NC 0.22 gb:BC017158.1 /DB_XREF=gi:16877855 /FEA=FLmRNA /CNT=39 /TID=Mm.220880.1 /TIER=FL+Stack /STK=15 /UG=Mm.220880 /DEF=Mus musculus, Sim
MOE430_2_1424825_a_ 0.9 2 A A 0.9 0.72 0.3 NC 0.07 gb:M93428.1 /DB_XREF=gi:193559 /GEN=GLYCAM1 /FEA=FLmRNA /CNT=53 /TID=Mm.219621.1 /TIER=FL+Stack /STK=14 /UG=Mm.219621 /LL=14663 /
MOE430_2_1424828_a_ 1265.9 1403.3 P P 0.000244 0.000244 0.3 NC 0.05 gb:BC006048.1 /DB_XREF=gi:13543800 /FEA=FLmRNA /CNT=80 /TID=Mm.41502.1 /TIER=FL+Stack /STK=14 /UG=Mm.41502 /LL=14194 /UG_GENE=Fh1 
MOE430_2_1424836_a_ 158.2 198.5 P P 0.00415 0.001953 0.3 NC 0.00712 gb:BC026688.1 /DB_XREF=gi:20072390 /FEA=FLmRNA /CNT=30 /TID=Mm.26780.1 /TIER=FL+Stack /STK=14 /UG=Mm.26780 /LL=76499 /UG_GENE=Clas
MOE430_2_1424837_at 46.5 54.4 P P 0.001953 0.000244 0.3 NC 0.05 gb:BC024906.1 /DB_XREF=gi:19354277 /FEA=FLmRNA /CNT=24 /TID=Mm.142075.1 /TIER=FL+Stack /STK=14 /UG=Mm.142075 /LL=69942 /UG_GENE=28
MOE430_2_1424847_at 1.5 1.6 A A 0.75 0.82 0.3 NC 0.14 gb:M35131.1 /DB_XREF=gi:200021 /GEN=NF-H /FEA=FLmRNA /CNT=27 /TID=Mm.2034.1 /TIER=FL+Stack /STK=14 /UG=Mm.2034 /LL=18026 /DEF=Mou
MOE430_2_1424854_at 68.5 81.8 P P 0.008057 0.001221 0.3 I 0.000774 gb:BC019757.1 /DB_XREF=gi:18043917 /FEA=FLmRNA /CNT=35 /TID=Mm.14775.1 /TIER=FL+Stack /STK=13 /UG=Mm.14775 /DEF=Mus musculus, H4 his
MOE430_2_1424863_a_ 100.9 112.5 P P 0.005859 0.000732 0.3 NC 0.009292 gb:AF170301.1 /DB_XREF=gi:5815138 /GEN=Nbak1 /FEA=FLmRNA /CNT=33 /TID=Mm.20934.2 /TIER=FL+Stack /STK=13 /UG=Mm.20934 /LL=15258 /DE
MOE430_2_1424883_s_ 1011.3 1134.9 P P 0.000244 0.000244 0.3 NC 0.03 gb:BC027391.1 /DB_XREF=gi:20071764 /FEA=FLmRNA /CNT=70 /TID=Mm.29915.1 /TIER=FL+Stack /STK=12 /UG=Mm.29915 /DEF=Mus musculus, clone 
MOE430_2_1424889_at 80.9 97.7 P P 0.000244 0.000244 0.3 NC 0.15 gb:AB067574.1 /DB_XREF=gi:15054481 /GEN=NLP-1 /FEA=FLmRNA /CNT=25 /TID=Mm.45513.1 /TIER=FL+Stack /STK=12 /UG=Mm.45513 /DEF=Mus mu



MOE430_2_1424892_at 145.5 111.8 P P 0.01 0.008057 0.3 NC 0.09 gb:U62907.1 /DB_XREF=gi:4097498 /GEN=Zfp95 /FEA=FLmRNA /CNT=30 /TID=Mm.26528.1 /TIER=FL+Stack /STK=12 /UG=Mm.26528 /LL=22757 /DEF=
MOE430_2_1424899_at 8.2 12.7 A P 0.08 0.04 0.3 NC 0.36 gb:BC005737.1 /DB_XREF=gi:13543121 /FEA=FLmRNA /CNT=24 /TID=Mm.94404.1 /TIER=FL+Stack /STK=12 /UG=Mm.94404 /DEF=Mus musculus, clone 
MOE430_2_1424909_at 39 36.1 M P 0.05 0.03 0.3 NC 0.5 gb:BC022723.1 /DB_XREF=gi:18490772 /FEA=FLmRNA /CNT=21 /TID=Mm.174877.1 /TIER=FL+Stack /STK=12 /UG=Mm.174877 /LL=69297 /UG_GENE=17
MOE430_2_1424924_at 97.1 101.5 P P 0.001221 0.001221 0.3 NC 0.00712 gb:BC019366.1 /DB_XREF=gi:18043927 /FEA=FLmRNA /CNT=89 /TID=Mm.39716.1 /TIER=FL+Stack /STK=11 /UG=Mm.39716 /DEF=Mus musculus, Simila
MOE430_2_1424982_a_ 76.9 87.6 P P 0.000244 0.000244 0.3 NC 0.31 gb:BC026363.1 /DB_XREF=gi:20071323 /FEA=FLmRNA /CNT=145 /TID=Mm.31319.1 /TIER=FL+Stack /STK=9 /UG=Mm.31319 /LL=78832 /UG_GENE=2700
MOE430_2_1424993_at 460.8 582 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC014729.1 /DB_XREF=gi:15928502 /FEA=FLmRNA /CNT=46 /TID=Mm.206549.1 /TIER=FL+Stack /STK=9 /UG=Mm.206549 /DEF=Mus musculus, Simil
MOE430_2_1425004_s_ 17.4 22.9 P A 0.008057 0.06 0.3 NC 0.51 gb:BC027444.1 /DB_XREF=gi:20071672 /FEA=FLmRNA /CNT=24 /TID=Mm.22256.1 /TIER=FL+Stack /STK=9 /UG=Mm.22256 /DEF=Mus musculus, clone M
MOE430_2_1425017_at 2.3 1.4 A A 0.9 0.98 0.3 NC 0.78 gb:BB314809 /DB_XREF=gi:9015514 /DB_XREF=BB314809 /CLONE=B230349O13 /FEA=FLmRNA /CNT=95 /TID=Mm.192215.3 /TIER=Stack /STK=30 /UG
MOE430_2_1425019_at 12 14.3 A A 0.21 0.33 0.3 NC 0.5 gb:BC004632.1 /DB_XREF=gi:13435513 /FEA=FLmRNA /CNT=119 /TID=Mm.40697.1 /TIER=FL+Stack /STK=8 /UG=Mm.40697 /DEF=Mus musculus, clone 
MOE430_2_1425020_at 58.4 82.3 P P 0.000244 0.000244 0.3 NC 0.27 gb:AV174556 /DB_XREF=gi:15404731 /DB_XREF=AV174556 /CLONE=5730411B03 /FEA=FLmRNA /CNT=119 /TID=Mm.40697.1 /TIER=Stack /STK=13 /U
MOE430_2_1425040_at 21.6 29.1 A A 0.11 0.19 0.3 NC 0.44 gb:AF354666.1 /DB_XREF=gi:13958690 /GEN=Dcytb /FEA=FLmRNA /CNT=14 /TID=Mm.45435.1 /TIER=FL+Stack /STK=8 /UG=Mm.45435 /LL=73649 /DE
MOE430_2_1425043_s_ 29.5 32.3 P P 0.03 0.008057 0.3 NC 0.09 gb:BC022733.1 /DB_XREF=gi:18490523 /FEA=FLmRNA /CNT=12 /TID=Mm.218714.1 /TIER=FL+Stack /STK=8 /UG=Mm.218714 /DEF=Mus musculus, clone
MOE430_2_1425061_at 1.4 1.7 A A 0.93 0.87 0.3 NC 0.01 gb:BC027038.1 /DB_XREF=gi:20071941 /FEA=FLmRNA /CNT=30 /TID=Mm.82567.1 /TIER=FL /STK=7 /UG=Mm.82567 /DEF=Mus musculus, clone MGC:38
MOE430_2_1425101_a_ 2.7 4 A A 0.91 0.82 0.3 NC 0.46 gb:AF367709.1 /DB_XREF=gi:14039859 /GEN=Fkbp6 /FEA=FLmRNA /CNT=8 /TID=Mm.26037.2 /TIER=FL /STK=7 /UG=Mm.26037 /LL=94244 /DEF=Mus m
MOE430_2_1425113_x_ 38.7 65.7 P P 0.001953 0.001221 0.3 NC 0.35 gb:BC020068.1 /DB_XREF=gi:18043363 /FEA=FLmRNA /CNT=31 /TID=Mm.172352.1 /TIER=FL /STK=6 /UG=Mm.172352 /DEF=Mus musculus, Similar to R
MOE430_2_1425134_a_ 503 639 P P 0.000244 0.000244 0.3 NC 0.04 gb:BC002202.1 /DB_XREF=gi:12805458 /FEA=FLmRNA /CNT=7 /TID=Mm.37613.1 /TIER=FL /STK=6 /UG=Mm.37613 /LL=72084 /UG_GENE=2010319C14R
MOE430_2_1425139_at 196 285 P P 0.000732 0.000732 0.3 NC 0.008511 gb:BC005672.1 /DB_XREF=gi:13542969 /FEA=FLmRNA /CNT=75 /TID=Mm.23608.1 /TIER=FL /STK=5 /UG=Mm.23608 /DEF=Mus musculus, clone MGC:11
MOE430_2_1425156_at 2.5 2.8 A A 0.69 0.56 0.3 NC 0.1 gb:BC010229.1 /DB_XREF=gi:16307375 /FEA=FLmRNA /CNT=21 /TID=Mm.45740.1 /TIER=FL /STK=5 /UG=Mm.45740 /DEF=Mus musculus, Similar to guan
MOE430_2_1425178_s_ 45.9 85.1 P P 0.02 0.01 0.3 NC 0.11 gb:BC026055.1 /DB_XREF=gi:19913455 /FEA=FLmRNA /CNT=113 /TID=Mm.3379.2 /TIER=FL /STK=4 /UG=Mm.3379 /LL=20425 /UG_GENE=Shmt1 /DEF=
MOE430_2_1425190_a_ 187.7 168.4 P P 0.000732 0.000244 0.3 I 0.000346 gb:AI661517 /DB_XREF=gi:4765100 /DB_XREF=va48c09.x1 /CLONE=IMAGE:734608 /FEA=FLmRNA /CNT=47 /TID=Mm.9621.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1425198_at 8.1 10.5 M A 0.05 0.21 0.3 NC 0.1 gb:BG076152 /DB_XREF=gi:12558721 /DB_XREF=H3156C04-3 /CLONE=H3156C04 /FEA=FLmRNA /CNT=41 /TID=Mm.985.2 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1425242_at 16.9 32.6 P A 0.01 0.08 0.3 NC 0.29 gb:BC024923.1 /DB_XREF=gi:19354183 /FEA=FLmRNA /CNT=8 /TID=Mm.219626.1 /TIER=FL /STK=4 /UG=Mm.219626 /DEF=Mus musculus, Similar to ch
MOE430_2_1425244_a_ 1.2 2.9 A A 0.93 0.75 0.3 NC 0.2 gb:AB033128.1 /DB_XREF=gi:7416131 /FEA=FLmRNA /CNT=7 /TID=Mm.89197.1 /TIER=FL /STK=4 /UG=Mm.89197 /LL=21830 /UG_GENE=Theg /UG_TITL
MOE430_2_1425292_at 12.5 19.8 A P 0.06 0.04 0.3 NC 0.34 gb:AF143543.1 /DB_XREF=gi:4929246 /FEA=FLmRNA /CNT=9 /TID=Mm.3386.2 /TIER=FL /STK=3 /UG=Mm.3386 /LL=13527 /UG_GENE=Dtna /DEF=Mus 
MOE430_2_1425300_at 69.5 74.5 P A 0.01 0.08 0.3 NC 0.12 gb:BC021917.1 /DB_XREF=gi:18314539 /FEA=FLmRNA /CNT=12 /TID=Mm.35761.1 /TIER=FL /STK=3 /UG=Mm.35761 /DEF=Mus musculus, Similar to DKF
MOE430_2_1425305_at 70.9 122.7 P P 0.00415 0.00415 0.3 NC 0.25 gb:BC027135.1 /DB_XREF=gi:20073345 /FEA=FLmRNA /CNT=12 /TID=Mm.111848.1 /TIER=FL /STK=3 /UG=Mm.111848 /DEF=Mus musculus, Similar to z
MOE430_2_1425306_at 6.4 9.7 A A 0.78 0.78 0.3 NC 0.35 gb:BC027072.1 /DB_XREF=gi:20072553 /FEA=FLmRNA /CNT=8 /TID=Mm.134151.1 /TIER=FL /STK=3 /UG=Mm.134151 /DEF=Mus musculus, Similar to ser
MOE430_2_1425317_x_ 4.3 7.4 A A 0.36 0.36 0.3 NC 0.26 gb:AF285580.1 /DB_XREF=gi:13603842 /GEN=Stk31 /FEA=FLmRNA /CNT=4 /TID=Mm.128054.1 /TIER=FL /STK=3 /UG=Mm.128054 /LL=77485 /DEF=Mus
MOE430_2_1425318_a_ 18.7 29.6 A P 0.09 0.02 0.3 NC 0.007788 gb:BC019151.1 /DB_XREF=gi:17512372 /FEA=FLmRNA /CNT=4 /TID=Mm.159924.1 /TIER=FL /STK=3 /UG=Mm.159924 /LL=77462 /UG_GENE=C030022K2
MOE430_2_1425330_a_ 112.9 137.1 P P 0.000244 0.000244 0.3 NC 0.33 gb:D17411.1 /DB_XREF=gi:452525 /FEA=FLmRNA /CNT=134 /TID=Mm.849.3 /TIER=FL /STK=2 /UG=Mm.849 /LL=19043 /UG_GENE=Ppm1b /DEF=Mouse
MOE430_2_1425331_at 143.3 148.2 P P 0.000244 0.000244 0.3 NC 0.16 gb:AF060246.1 /DB_XREF=gi:3372656 /GEN=Zfp106 /FEA=FLmRNA /CNT=147 /TID=Mm.27653.2 /TIER=FL /STK=2 /UG=Mm.27653 /LL=22647 /DEF=Mus
MOE430_2_1425347_a_ 22.6 37.9 P P 0.03 0.008057 0.3 NC 0.34 gb:BB168536 /DB_XREF=gi:8824477 /DB_XREF=BB168536 /CLONE=A130099E07 /FEA=FLmRNA /CNT=43 /TID=Mm.116965.2 /TIER=Stack /STK=15 /UG
MOE430_2_1425358_at 57.4 75.1 P P 0.000244 0.000244 0.3 NC 0.03 gb:BC006884.1 /DB_XREF=gi:13905183 /FEA=FLmRNA /CNT=15 /TID=Mm.196825.2 /TIER=FL /STK=2 /UG=Mm.196825 /LL=71340 /UG_GENE=5430416A
MOE430_2_1425364_a_ 1490.8 1860.8 P P 0.000244 0.000244 0.3 NC 0.04 gb:U25708.1 /DB_XREF=gi:973181 /FEA=FLmRNA /CNT=19 /TID=Mm.4114.2 /TIER=FL /STK=2 /UG=Mm.4114 /LL=17254 /UG_GENE=Slc3a2 /DEF=Mus m
MOE430_2_1425389_a_ 15.5 16 P P 0.01 0.01 0.3 NC 0.5 gb:D14637.1 /DB_XREF=gi:391768 /GEN=PEBP2a /FEA=FLmRNA /CNT=7 /TID=Mm.4509.2 /TIER=FL /STK=2 /UG=Mm.4509 /LL=12393 /DEF=Mouse mR
MOE430_2_1425392_a_ 2.7 2.9 A A 0.75 0.53 0.3 NC 0.16 gb:AF009328.1 /DB_XREF=gi:2267577 /FEA=FLmRNA /CNT=6 /TID=Mm.3077.2 /TIER=FL /STK=2 /UG=Mm.3077 /LL=12355 /UG_GENE=Nr1i3 /DEF=Mus 
MOE430_2_1425413_at 15 16.6 A M 0.09 0.05 0.3 NC 0.49 gb:BC017598.1 /DB_XREF=gi:17160842 /FEA=FLmRNA /CNT=4 /TID=Mm.192975.1 /TIER=FL /STK=2 /UG=Mm.192975 /DEF=Mus musculus, Similar to reg
MOE430_2_1425414_at 1.8 2.5 A A 0.94 0.75 0.3 NC 0.49 gb:AF423761.1 /DB_XREF=gi:18157718 /GEN=Ppp1r16b /FEA=FLmRNA /CNT=4 /TID=Mm.150540.1 /TIER=FL /STK=2 /UG=Mm.150540 /DEF=Mus muscu
MOE430_2_1425422_a_ 271.5 261.8 P P 0.008057 0.00293 0.3 NC 0.03 gb:BC021899.1 /DB_XREF=gi:18256917 /FEA=FLmRNA /CNT=5 /TID=Mm.182350.1 /TIER=FL /STK=2 /UG=Mm.182350 /LL=74108 /UG_GENE=Parn /DEF
MOE430_2_1425445_a_ 8.4 8.9 A A 0.24 0.21 0.3 NC 0.14 gb:AF349453.1 /DB_XREF=gi:16224171 /FEA=FLmRNA /CNT=3 /TID=Mm.35090.2 /TIER=FL /STK=2 /UG=Mm.35090 /LL=56492 /UG_GENE=Cldn18 /DEF=
MOE430_2_1425489_at 26.6 44.2 M P 0.05 0.01 0.3 NC 0.17 gb:BB010137 /DB_XREF=gi:16257180 /DB_XREF=BB010137 /CLONE=4732493P06 /FEA=FLmRNA /CNT=179 /TID=Mm.28200.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1425492_at 222.2 308.9 P P 0.001953 0.000244 0.3 I 0.001651 gb:BM248248 /DB_XREF=gi:17883518 /DB_XREF=K0813H08-3 /CLONE=K0813H08 /FEA=FLmRNA /CNT=157 /TID=Mm.140965.1 /TIER=Stack /STK=40 /
MOE430_2_1425498_at 126 183.8 P P 0.000244 0.000244 0.3 NC 0.01 gb:AV114845 /DB_XREF=gi:16382244 /DB_XREF=AV114845 /CLONE=2610037H07 /FEA=FLmRNA /CNT=108 /TID=Mm.10027.1 /TIER=Stack /STK=30 /U
MOE430_2_1425533_a_ 38.6 59.8 P P 0.001221 0.001953 0.3 NC 0.03 gb:BC025118.1 /DB_XREF=gi:19264082 /FEA=FLmRNA /CNT=45 /TID=Mm.41481.2 /TIER=FL /STK=1 /UG=Mm.41481 /LL=29819 /UG_GENE=Stau2 /DEF
MOE430_2_1425534_at 40.1 49.5 P P 0.005859 0.000244 0.3 NC 0.04 gb:AJ244015 /DB_XREF=gi:5630091 /DB_XREF=AJ244015 /CLONE=mf03e05 /FEA=FLmRNA /CNT=45 /TID=Mm.41481.2 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1425568_a_ 447 539.9 P P 0.000244 0.000244 0.3 NC 0.003355 gb:BC005562.1 /DB_XREF=gi:13542712 /FEA=FLmRNA /CNT=18 /TID=Mm.110600.1 /TIER=FL /STK=1 /UG=Mm.110600 /LL=67878 /UG_GENE=1600019D
MOE430_2_1425597_a_ 7.2 9.9 A A 0.12 0.09 0.3 NC 0.41 gb:AW060288 /DB_XREF=gi:6008004 /DB_XREF=UI-M-BH1-amv-b-05-0-UI.s1 /CLONE=UI-M-BH1-amv-b-05-0-UI /FEA=FLmRNA /CNT=22 /TID=Mm.26
MOE430_2_1425603_at 8.9 8.9 A A 0.09 0.12 0.3 NC 0.55 gb:BC006049.1 /DB_XREF=gi:13543803 /FEA=FLmRNA /CNT=14 /TID=Mm.153276.1 /TIER=FL /STK=1 /UG=Mm.153276 /DEF=Mus musculus, clone MGC:
MOE430_2_1425629_a_ 96.8 138.2 A P 0.06 0.01 0.3 NC 0.004481 gb:AF361078.1 /DB_XREF=gi:18539462 /FEA=FLmRNA /CNT=19 /TID=Mm.36418.2 /TIER=FL /STK=1 /UG=Mm.36418 /DEF=Mus musculus nucleolar RNA-
MOE430_2_1425642_at 30.3 26.5 P P 0.000732 0.001953 0.3 NC 0.16 gb:BC004690.1 /DB_XREF=gi:13435632 /FEA=FLmRNA /CNT=18 /TID=Mm.3447.1 /TIER=FL /STK=1 /UG=Mm.3447 /LL=75940 /UG_GENE=4930571E09Rik
MOE430_2_1425643_at 1.8 2.4 A A 0.91 0.91 0.3 NC 0.18 gb:M26385.1 /DB_XREF=gi:193557 /FEA=FLmRNA /CNT=18 /TID=Mm.13123.2 /TIER=FL /STK=1 /UG=Mm.13123 /LL=14934 /UG_GENE=Gypa /UG_TITLE
MOE430_2_1425651_at 11 13.5 P P 0.00293 0.01 0.3 NC 0.7 gb:BC006063.1 /DB_XREF=gi:13543826 /FEA=FLmRNA /CNT=13 /TID=Mm.193048.1 /TIER=FL /STK=1 /UG=Mm.193048 /DEF=Mus musculus, Similar to hy
MOE430_2_1425672_a_ 1.2 2 A A 0.79 0.87 0.3 NC 0.71 gb:AF230802.1 /DB_XREF=gi:11095638 /FEA=FLmRNA /CNT=10 /TID=Mm.83615.3 /TIER=FL /STK=1 /UG=Mm.83615 /LL=22064 /UG_GENE=Trrp2 /DEF=
MOE430_2_1425693_at 28.2 35.4 P P 0.00415 0.01 0.3 NC 0.28 gb:M64429.1 /DB_XREF=gi:553877 /GEN=B-raf /FEA=FLmRNA /CNT=14 /TID=Mm.219631.1 /TIER=FL /STK=1 /UG=Mm.219631 /DEF=Mouse B-raf oncog
MOE430_2_1425715_at 16.5 15.4 A A 0.3 0.17 0.3 NC 0.2 gb:AY071842.1 /DB_XREF=gi:19068187 /GEN=IL1F8 /FEA=FLmRNA /CNT=8 /TID=Mm.45901.1 /TIER=FL /STK=1 /UG=Mm.45901 /LL=69677 /DEF=Mus m
MOE430_2_1425737_at 6.5 9.6 A A 0.56 0.45 0.3 NC 0.48 gb:BC002195.1 /DB_XREF=gi:12805444 /FEA=FLmRNA /CNT=6 /TID=Mm.202141.1 /TIER=FL /STK=1 /UG=Mm.202141 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425738_at 1.7 4.1 A A 0.79 0.63 0.3 NC 0.5 gb:M35669.1 /DB_XREF=gi:197295 /FEA=FLmRNA /CNT=6 /TID=Mm.104747.7 /TIER=FL /STK=1 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /UG_TI
MOE430_2_1425805_a_ 43.8 51 A A 0.12 0.17 0.3 NC 0.48 gb:AF441835.1 /DB_XREF=gi:19338631 /FEA=FLmRNA /CNT=4 /TID=Mm.36292.1 /TIER=FL /STK=1 /UG=Mm.36292 /LL=22217 /UG_GENE=Ubh1 /DEF=M
MOE430_2_1425810_a_ 1380.5 1606.7 P P 0.000244 0.000244 0.3 I 0.000078 gb:AF092921.1 /DB_XREF=gi:4378048 /GEN=Crp1 /FEA=FLmRNA /CNT=6 /TID=Mm.196484.2 /TIER=FL /STK=1 /UG=Mm.196484 /LL=13007 /DEF=Mus m
MOE430_2_1425836_a_ 52.9 44.3 A A 0.21 0.12 0.3 NC 0.01 gb:U14166.1 /DB_XREF=gi:595789 /FEA=FLmRNA /CNT=3 /TID=Mm.15409.2 /TIER=FL /STK=1 /UG=Mm.15409 /LL=16885 /UG_GENE=Limk1 /DEF=Mus m
MOE430_2_1425841_at 26.5 29.8 A M 0.14 0.05 0.3 NC 0.14 gb:BC026928.1 /DB_XREF=gi:20071289 /FEA=FLmRNA /CNT=3 /TID=Mm.219590.1 /TIER=FL /STK=1 /UG=Mm.219590 /DEF=Mus musculus, Similar to so
MOE430_2_1425875_a_ 9.4 15.4 A A 0.14 0.11 0.3 NC 0.49 gb:U58862.1 /DB_XREF=gi:1381732 /GEN=OB-Rs /FEA=FLmRNA /CNT=4 /TID=Mm.4756.6 /TIER=FL /STK=1 /UG=Mm.4756 /LL=16847 /DEF=Mus muscu
MOE430_2_1425892_a_ 2.2 1.8 A A 0.66 0.85 0.3 NC 0.5 gb:D50055.1 /DB_XREF=gi:1262587 /GEN=N23K /FEA=FLmRNA /CNT=3 /TID=Mm.16347.2 /TIER=FL /STK=1 /UG=Mm.16347 /LL=18155 /DEF=Mouse N2
MOE430_2_1425904_at 0.7 1.5 A A 0.88 0.69 0.3 NC 0.2 gb:AF319623.1 /DB_XREF=gi:17224927 /FEA=FLmRNA /CNT=2 /TID=Mm.213451.1 /TIER=FL /STK=1 /UG=Mm.213451 /LL=212712 /UG_GENE=LOC21271
MOE430_2_1425938_a_ 10.5 14.5 A A 0.43 0.33 0.3 NC 0.5 gb:BC022900.1 /DB_XREF=gi:18605574 /FEA=FLmRNA /CNT=2 /TID=Mm.215262.2 /TIER=FL /STK=1 /UG=Mm.215262 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425944_a_ 65.9 57.7 P P 0.000244 0.001953 0.3 NC 0.5 gb:AB052828.1 /DB_XREF=gi:11994871 /GEN=TRADRAD51L3 /FEA=FLmRNA /CNT=2 /TID=Mm.9286.3 /TIER=FL /STK=1 /UG=Mm.9286 /LL=19364 /DEF
MOE430_2_1425958_at 7.4 8.4 P A 0.03 0.09 0.3 NC 0.31 gb:AY071843.1 /DB_XREF=gi:19068189 /GEN=IL1F9 /FEA=FLmRNA /CNT=2 /TID=Mm.218751.1 /TIER=FL /STK=1 /UG=Mm.218751 /DEF=Mus musculus I
MOE430_2_1425960_s_ 0.6 0.7 A A 0.99 0.94 0.3 NC 0.19 gb:AF457142.1 /DB_XREF=gi:18307890 /FEA=FLmRNA /CNT=2 /TID=Mm.215150.1 /TIER=FL /STK=1 /UG=Mm.215150 /DEF=Mus musculus Pax6 protein 
MOE430_2_1425974_a_ 4 7.1 A A 0.33 0.3 0.3 NC 0.44 gb:D63902.1 /DB_XREF=gi:1088466 /FEA=FLmRNA /CNT=1 /TID=Mm.4973.1 /TIER=FL /STK=1 /UG=Mm.4973 /LL=22660 /UG_GENE=Trim25 /DEF=Mous
MOE430_2_1425996_a_ 24.3 32 A P 0.06 0.01 0.3 NC 0.01 gb:AF010600.1 /DB_XREF=gi:2275596 /FEA=FLmRNA /CNT=1 /TID=Mm.3909.2 /TIER=FL /STK=1 /UG=Mm.3909 /LL=20585 /UG_GENE=Smarca3 /DEF=M
MOE430_2_1426003_at 8 10.1 P P 0.01 0.04 0.3 NC 0.5 gb:AF035399.1 /DB_XREF=gi:3851464 /GEN=trkC /FEA=FLmRNA /CNT=1 /TID=Mm.20467.3 /TIER=FL /STK=1 /UG=Mm.20467 /LL=18213 /DEF=Mus mus
MOE430_2_1426049_a_ 80.4 78.8 P P 0.001221 0.001221 0.3 NC 0.05 gb:BC017641.1 /DB_XREF=gi:17160963 /FEA=FLmRNA /CNT=1 /TID=Mm.213064.3 /TIER=FL /STK=1 /UG=Mm.213064 /LL=57321 /UG_GENE=Terf2ip /DE
MOE430_2_1426050_at 0.6 0.5 A A 0.9 0.97 0.3 NC 0.51 gb:U51279.1 /DB_XREF=gi:2636675 /FEA=FLmRNA /CNT=1 /TID=Mm.3882.2 /TIER=FL /STK=1 /UG=Mm.3882 /LL=12048 /UG_GENE=Bcl2l /DEF=Mus mu
MOE430_2_1426075_at 1.4 2.2 A A 0.88 0.72 0.3 NC 0.5 gb:AF165171.1 /DB_XREF=gi:13517210 /FEA=FLmRNA /CNT=1 /TID=Mm.45274.2 /TIER=FL /STK=1 /UG=Mm.45274 /LL=83379 /UG_GENE=Klb-pending /
MOE430_2_1426079_at 5.2 10 A P 0.21 0.02 0.3 NC 0.45 gb:L03353.1 /DB_XREF=gi:192508 /FEA=FLmRNA /CNT=1 /TID=Mm.1224.2 /TIER=FL /STK=1 /UG=Mm.1224 /LL=12503 /UG_GENE=Cd3z /DEF=Mouse C
MOE430_2_1426149_at 9.8 9 A A 0.14 0.14 0.3 NC 0.5 gb:U96701.1 /DB_XREF=gi:2104736 /FEA=FLmRNA /CNT=1 /TID=Mm.3517.1 /TIER=FL /STK=1 /UG=Mm.3517 /LL=20711 /UG_GENE=Spi15 /DEF=Mus m
MOE430_2_1426170_a_ 0.4 0.6 A A 0.85 0.93 0.3 NC 0.84 gb:U34882.1 /DB_XREF=gi:1049228 /FEA=FLmRNA /CNT=1 /TID=Mm.153963.2 /TIER=FL /STK=1 /UG=Mm.153963 /LL=12526 /UG_GENE=Cd8b /DEF=Mu
MOE430_2_1426179_a_ 124.1 142.9 P P 0.000244 0.000244 0.3 NC 0.03 gb:AF295097.1 /DB_XREF=gi:9965412 /FEA=FLmRNA /CNT=1 /TID=Mm.10153.3 /TIER=FL /STK=1 /UG=Mm.10153 /LL=65960 /UG_GENE=Twg-pending /
MOE430_2_1426266_s_ 327.9 414.4 P P 0.000244 0.000244 0.3 I 0.000189 gb:AY071852.1 /DB_XREF=gi:18650589 /GEN=Archm /FEA=FLmRNA /CNT=37 /TID=Mm.36575.1 /TIER=FL+Stack /STK=16 /UG=Mm.36575 /LL=67106 /D
MOE430_2_1426281_at 2.6 2.8 A A 0.6 0.6 0.3 NC 0.07 gb:AF407332.1 /DB_XREF=gi:16076813 /FEA=FLmRNA /CNT=15 /TID=Mm.87321.1 /TIER=FL+Stack /STK=13 /UG=Mm.87321 /DEF=Mus musculus sperm 
MOE430_2_1426290_at 98.4 140.6 P P 0.001221 0.000244 0.3 I 0.000307 gb:BC019799.1 /DB_XREF=gi:18043924 /FEA=FLmRNA /CNT=58 /TID=Mm.9563.1 /TIER=FL+Stack /STK=11 /UG=Mm.9563 /LL=66254 /UG_GENE=150003
MOE430_2_1426298_at 306 362.6 P P 0.000244 0.000244 0.3 NC 0.002753 gb:AF295369.1 /DB_XREF=gi:9965417 /GEN=Irx2 /FEA=FLmRNA /CNT=145 /TID=Mm.28888.1 /TIER=FL+Stack /STK=10 /UG=Mm.28888 /LL=16372 /DEF
MOE430_2_1426310_at 254.4 305.8 P P 0.000244 0.000244 0.3 NC 0.03 gb:BC020051.1 /DB_XREF=gi:18043275 /FEA=FLmRNA /CNT=199 /TID=Mm.25634.1 /TIER=FL+Stack /STK=8 /UG=Mm.25634 /DEF=Mus musculus, clone 
MOE430_2_1426316_at 27.8 34.5 P P 0.008057 0.005859 0.3 NC 0.15 gb:BB034206 /DB_XREF=gi:15403640 /DB_XREF=BB034206 /CLONE=5830492N08 /FEA=FLmRNA /CNT=80 /TID=Mm.41523.1 /TIER=Stack /STK=16 /UG
MOE430_2_1426323_x_ 489.4 758.5 P P 0.000244 0.000244 0.3 NC 0.007788 gb:AF033112.1 /DB_XREF=gi:5737692 /FEA=FLmRNA /CNT=2 /TID=Mm.28216.2 /TIER=FL /STK=1 /UG=Mm.28216 /LL=30954 /UG_GENE=Siva-pending /
MOE430_2_1426327_s_ 55.8 61.9 P P 0.000244 0.000244 0.3 NC 0.33 gb:U05343.1 /DB_XREF=gi:453375 /GEN=Pzf /FEA=FLmRNA /CNT=27 /TID=Mm.140246.1 /TIER=FL /STK=0 /UG=Mm.140246 /LL=109910 /DEF=Mus mus
MOE430_2_1426334_a_ 80.9 83 P P 0.03 0.02 0.3 NC 0.13 gb:AF032460.1 /DB_XREF=gi:2895501 /FEA=FLmRNA /CNT=3 /TID=Mm.57066.3 /TIER=FL /STK=0 /UG=Mm.57066 /LL=12125 /UG_GENE=Bcl2l11 /DEF=
MOE430_2_1426339_at 23.7 36.6 P P 0.005859 0.00415 0.3 NC 0.3 gb:AB060081.1 /DB_XREF=gi:16151748 /GEN=AK5 /FEA=FLmRNA /CNT=2 /TID=Mm.207057.1 /TIER=FL /STK=0 /UG=Mm.207057 /DEF=Mus musculus A
MOE430_2_1426343_at 335.5 435.8 P P 0.000244 0.000244 0.3 NC 0.02 gb:AK018758.1 /DB_XREF=gi:12858635 /FEA=FLmRNA /CNT=308 /TID=Mm.29697.1 /TIER=Stack /STK=11 /UG=Mm.29697 /LL=68292 /UG_GENE=130000
MOE430_2_1426369_at 85.5 96.8 P P 0.000244 0.000244 0.3 NC 0.02 gb:AK012966.1 /DB_XREF=gi:12850042 /FEA=FLmRNA /CNT=216 /TID=Mm.147529.1 /TIER=Stack /STK=49 /UG=Mm.147529 /LL=67420 /UG_GENE=3732
MOE430_2_1426381_at 255.1 337 P P 0.000244 0.000244 0.3 I 0.001201 gb:BM199989 /DB_XREF=gi:17753088 /DB_XREF=C0204B03-3 /CLONE=C0204B03 /FEA=FLmRNA /CNT=79 /TID=Mm.2415.1 /TIER=Stack /STK=42 /UG
MOE430_2_1426386_at 386.6 455.9 P P 0.000244 0.000244 0.3 NC 0.07 gb:AK005264.1 /DB_XREF=gi:12837697 /FEA=FLmRNA /CNT=143 /TID=Mm.218533.1 /TIER=Stack /STK=38 /UG=Mm.218533 /LL=66229 /UG_GENE=1500
MOE430_2_1426389_at 19.2 20.7 A P 0.06 0.00293 0.3 NC 0.12 gb:BB818719 /DB_XREF=gi:16991348 /DB_XREF=BB818719 /CLONE=G730046C05 /FEA=FLmRNA /CNT=101 /TID=Mm.26888.1 /TIER=Stack /STK=12 /U
MOE430_2_1426394_at 294.8 375.2 P P 0.000244 0.000244 0.3 I 0.000023 gb:BB379268 /DB_XREF=gi:16407800 /DB_XREF=BB379268 /CLONE=C130098F16 /FEA=FLmRNA /CNT=142 /TID=Mm.27695.1 /TIER=Stack /STK=35 /U
MOE430_2_1426402_at 370.4 451.3 P P 0.000244 0.000244 0.3 NC 0.003699 gb:BB469322 /DB_XREF=gi:16427623 /DB_XREF=BB469322 /CLONE=D230024D13 /FEA=FLmRNA /CNT=115 /TID=Mm.27972.1 /TIER=Stack /STK=29 /U
MOE430_2_1426419_at 123.8 178.9 P P 0.000732 0.000732 0.3 NC 0.003041 gb:AW544305 /DB_XREF=gi:7186722 /DB_XREF=C0180B11-3 /CLONE=C0180B11 /FEA=FLmRNA /CNT=57 /TID=Mm.218576.1 /TIER=Stack /STK=23 /UG
MOE430_2_1426432_a_ 17.5 11 A P 0.08 0.01 0.3 NC 0.11 gb:AI315030 /DB_XREF=gi:4030297 /DB_XREF=uj28e10.x1 /CLONE=IMAGE:1921290 /FEA=FLmRNA /CNT=142 /TID=Mm.34747.2 /TIER=Stack /STK=21 /
MOE430_2_1426483_at 168.7 194.3 P P 0.000244 0.000244 0.3 NC 0.17 gb:BF457576 /DB_XREF=gi:11523745 /DB_XREF=UI-M-BZ1-bli-c-10-0-UI.s1 /CLONE=UI-M-BZ1-bli-c-10-0-UI /FEA=FLmRNA /CNT=110 /TID=Mm.442
MOE430_2_1426490_at 244.7 317 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK013874.1 /DB_XREF=gi:12851405 /FEA=FLmRNA /CNT=138 /TID=Mm.36685.1 /TIER=Stack /STK=39 /UG=Mm.36685 /LL=67118 /UG_GENE=301000
MOE430_2_1426492_at 178.7 216.6 P P 0.001953 0.001953 0.3 NC 0.03 gb:AK014855.1 /DB_XREF=gi:12852940 /FEA=FLmRNA /CNT=70 /TID=Mm.196233.1 /TIER=Stack /STK=9 /UG=Mm.196233 /LL=104884 /UG_GENE=AI838
MOE430_2_1426501_a_ 52.9 71.6 P P 0.00415 0.001953 0.3 NC 0.005409 gb:BB277065 /DB_XREF=gi:15410918 /DB_XREF=BB277065 /CLONE=A930002B18 /FEA=FLmRNA /CNT=75 /TID=Mm.30532.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426507_at 14.8 17.2 A A 0.14 0.06 0.3 NC 0.2 gb:AV232344 /DB_XREF=gi:6184859 /DB_XREF=AV232344 /CLONE=4632413N13 /FEA=FLmRNA /CNT=19 /TID=Mm.29261.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1426509_s_ 6 8.4 A A 0.43 0.21 0.3 NC 0.06 gb:BB183081 /DB_XREF=gi:16270193 /DB_XREF=BB183081 /CLONE=A230103O17 /FEA=FLmRNA /CNT=19 /TID=Mm.1239.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1426512_at 0.5 0.8 A A 0.66 0.94 0.3 NC 0.36 gb:BB075757 /DB_XREF=gi:15406874 /DB_XREF=BB075757 /CLONE=9330112H24 /FEA=FLmRNA /CNT=124 /TID=Mm.54183.2 /TIER=ConsEnd /STK=1 /
MOE430_2_1426536_at 143.2 152.4 P P 0.000244 0.000244 0.3 NC 0.005933 gb:BB482460 /DB_XREF=gi:16440924 /DB_XREF=BB482460 /CLONE=D430013B11 /FEA=FLmRNA /CNT=77 /TID=Mm.35911.1 /TIER=Stack /STK=27 /UG
MOE430_2_1426552_a_ 0.5 1.7 A A 0.91 0.88 0.3 NC 0.41 gb:BB772866 /DB_XREF=gi:16214565 /DB_XREF=BB772866 /CLONE=G370149K22 /FEA=FLmRNA /CNT=39 /TID=Mm.24020.3 /TIER=Stack /STK=21 /UG
MOE430_2_1426557_at 22.4 21.6 A P 0.06 0.005859 0.3 NC 0.5 gb:AK006394.1 /DB_XREF=gi:12839473 /GEN=Mesp1 /FEA=FLmRNA /CNT=25 /TID=Mm.1404.1 /TIER=Stack /STK=19 /UG=Mm.1404 /LL=17292 /UG_TIT
MOE430_2_1426572_at 165.8 232.9 P P 0.00415 0.001221 0.3 NC 0.02 gb:BF730769 /DB_XREF=gi:12048633 /DB_XREF=mab69c03.x1 /CLONE=IMAGE:3975533 /FEA=FLmRNA /CNT=111 /TID=Mm.36817.1 /TIER=Stack /STK=
MOE430_2_1426578_s_ 104.2 88.8 P P 0.001953 0.000244 0.3 NC 0.01 gb:BB473485 /DB_XREF=gi:9390674 /DB_XREF=BB473485 /CLONE=D330001E24 /FEA=FLmRNA /CNT=157 /TID=Mm.28793.2 /TIER=ConsEnd /STK=1 /U
MOE430_2_1426579_at 151 142.6 P P 0.000732 0.000244 0.3 NC 0.06 gb:BM199850 /DB_XREF=gi:17752879 /DB_XREF=C0201F07-3 /CLONE=C0201F07 /FEA=FLmRNA /CNT=112 /TID=Mm.90760.1 /TIER=Stack /STK=13 /U
MOE430_2_1426589_at 16.7 19.2 P P 0.001953 0.001221 0.3 NC 0.4 gb:BB037935 /DB_XREF=gi:15403742 /DB_XREF=BB037935 /CLONE=5930433H21 /FEA=FLmRNA /CNT=14 /TID=Mm.138336.1 /TIER=Stack /STK=12 /U
MOE430_2_1426590_at 64.5 94.5 P P 0.000244 0.000244 0.3 NC 0.26 gb:BG069558 /DB_XREF=gi:12552127 /DB_XREF=H3077F07-3 /CLONE=H3077F07 /FEA=FLmRNA /CNT=166 /TID=Mm.219675.1 /TIER=Stack /STK=11 /U
MOE430_2_1426592_a_ 183.6 231.6 P P 0.000732 0.001221 0.3 NC 0.009292 gb:AW107457 /DB_XREF=gi:6078257 /DB_XREF=um17a04.x1 /CLONE=IMAGE:2192526 /FEA=FLmRNA /CNT=112 /TID=Mm.90890.1 /TIER=Stack /STK=11
MOE430_2_1426631_at 81.2 113.5 P P 0.000244 0.000244 0.3 NC 0.13 gb:BM199125 /DB_XREF=gi:17751854 /DB_XREF=C0453G07-3 /CLONE=C0453G07 /FEA=FLmRNA /CNT=48 /TID=Mm.58660.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426643_at 485.8 620.6 P P 0.000244 0.000244 0.3 I 0.000241 gb:AK012072.1 /DB_XREF=gi:12848585 /FEA=mRNA /CNT=292 /TID=Mm.29719.1 /TIER=Stack /STK=217 /UG=Mm.29719 /LL=74195 /UG_GENE=Elp3 /UG
MOE430_2_1426676_s_ 299.7 377.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB225670 /DB_XREF=gi:8896315 /DB_XREF=BB225670 /CLONE=A530093H16 /FEA=mRNA /CNT=171 /TID=Mm.24463.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1426706_s_ 22.9 25 P P 0.000732 0.00415 0.3 NC 0.5 gb:BB431728 /DB_XREF=gi:15412061 /DB_XREF=BB431728 /CLONE=C630040I01 /FEA=mRNA /CNT=152 /TID=Mm.27002.1 /TIER=Stack /STK=102 /UG=
MOE430_2_1426718_at 107.1 145.9 P P 0.000244 0.000244 0.3 NC 0.06 gb:AK012158.1 /DB_XREF=gi:12848728 /FEA=mRNA /CNT=164 /TID=Mm.140868.1 /TIER=Stack /STK=93 /UG=Mm.140868 /LL=72198 /UG_GENE=261052
MOE430_2_1426735_at 150.1 159.6 P P 0.000244 0.000244 0.3 NC 0.009292 gb:AW553435 /DB_XREF=gi:7198858 /DB_XREF=L0227B04-3 /CLONE=L0227B04 /FEA=mRNA /CNT=164 /TID=Mm.29999.1 /TIER=Stack /STK=81 /UG=M
MOE430_2_1426750_at 1501.3 1653.4 P P 0.000244 0.000244 0.3 NC 0.07 gb:AW538200 /DB_XREF=gi:7180617 /DB_XREF=C0104E09-3 /CLONE=C0104E09 /FEA=mRNA /CNT=140 /TID=Mm.28095.1 /TIER=Stack /STK=76 /UG=M
MOE430_2_1426754_x_ 924.4 1180.3 P P 0.000244 0.000244 0.3 I 0.00003 gb:BI903724 /DB_XREF=gi:16165737 /DB_XREF=603167353F1 /CLONE=IMAGE:5255509 /FEA=mRNA /CNT=184 /TID=Mm.9210.1 /TIER=Stack /STK=75 /
MOE430_2_1426755_at 324.4 438.5 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB312117 /DB_XREF=gi:9012822 /DB_XREF=BB312117 /CLONE=B230331K02 /FEA=mRNA /CNT=184 /TID=Mm.9210.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1426779_x_ 386.1 465 P P 0.00293 0.001953 0.3 NC 0.06 gb:BG094386 /DB_XREF=gi:12577033 /DB_XREF=uu77g01.x1 /CLONE=IMAGE:3382824 /FEA=mRNA /CNT=157 /TID=Mm.7524.2 /TIER=Stack /STK=9 /UG
MOE430_2_1426781_at 136 167.7 P P 0.000244 0.000244 0.3 NC 0.06 gb:BF021045 /DB_XREF=gi:10752377 /DB_XREF=ux51e09.x1 /CLONE=IMAGE:3513832 /FEA=mRNA /CNT=99 /TID=Mm.38464.1 /TIER=Stack /STK=68 /U
MOE430_2_1426813_at 207.9 204.2 P P 0.000732 0.000244 0.3 I 0.000389 gb:U01139.1 /DB_XREF=gi:397650 /FEA=mRNA /CNT=109 /TID=Mm.117581.2 /TIER=Stack /STK=60 /UG=Mm.117581 /LL=17975 /UG_GENE=Ncl /UG_TIT
MOE430_2_1426821_at 343.7 448.9 P P 0.000244 0.000244 0.3 I 0.000865 gb:BG067882 /DB_XREF=gi:12550451 /DB_XREF=H3059C05-3 /CLONE=H3059C05 /FEA=mRNA /CNT=93 /TID=Mm.28198.1 /TIER=Stack /STK=55 /UG=M
MOE430_2_1426846_at 202.6 304 P P 0.000244 0.000244 0.3 NC 0.003355 gb:BG172318 /DB_XREF=gi:12679021 /DB_XREF=602333468F1 /CLONE=IMAGE:4456744 /FEA=mRNA /CNT=58 /TID=Mm.28323.1 /TIER=Stack /STK=50 
MOE430_2_1426850_a_ 103.8 154.9 P P 0.01 0.008057 0.3 NC 0.004073 gb:BB261602 /DB_XREF=gi:16399997 /DB_XREF=BB261602 /CLONE=A730099F12 /FEA=mRNA /CNT=76 /TID=Mm.14487.2 /TIER=Stack /STK=49 /UG=M
MOE430_2_1426854_a_ 1103.8 1446.6 P P 0.000244 0.000244 0.3 I 0.000774 gb:BM229104 /DB_XREF=gi:17791929 /DB_XREF=K0273F02-3 /CLONE=K0273F02 /FEA=mRNA /CNT=211 /TID=Mm.28805.2 /TIER=Stack /STK=17 /UG=
MOE430_2_1426858_at 20.2 23.7 P P 0.01 0.001953 0.3 NC 0.07 gb:BB353211 /DB_XREF=gi:16405526 /DB_XREF=BB353211 /CLONE=B930092O10 /FEA=mRNA /CNT=106 /TID=Mm.3092.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1426862_at 36 41.7 P P 0.001953 0.001221 0.3 NC 0.29 gb:BC004630.1 /DB_XREF=gi:13435511 /FEA=mRNA /CNT=141 /TID=Mm.28136.1 /TIER=Stack /STK=26 /UG=Mm.28136 /DEF=Mus musculus, clone IMAG
MOE430_2_1426881_at 168.4 234.3 P P 0.000244 0.000244 0.3 NC 0.16 gb:BC021525.1 /DB_XREF=gi:18204516 /FEA=mRNA /CNT=142 /TID=Mm.28711.1 /TIER=Stack /STK=45 /UG=Mm.28711 /LL=100763 /UG_GENE=AI85351
MOE430_2_1426882_at 238.1 284.8 P P 0.000732 0.000732 0.3 NC 0.02 gb:AV273537 /DB_XREF=gi:16390343 /DB_XREF=AV273537 /CLONE=4932411M04 /FEA=mRNA /CNT=142 /TID=Mm.28711.1 /TIER=Stack /STK=32 /UG=
MOE430_2_1426887_at 1.3 1.1 A A 0.82 0.91 0.3 NC 0.37 gb:BQ174833 /DB_XREF=gi:20350325 /DB_XREF=UI-M-DJ2-bwb-l-23-0-UI.s1 /CLONE=UI-M-DJ2-bwb-l-23-0-UI /FEA=mRNA /CNT=74 /TID=Mm.41198
MOE430_2_1426926_at 38.7 51.9 P P 0.01 0.01 0.3 NC 0.5 gb:AW546508 /DB_XREF=gi:7191917 /DB_XREF=L0009B09-3 /CLONE=L0009B09 /FEA=mRNA /CNT=65 /TID=Mm.22370.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1426932_at 104.3 135.3 P P 0.00293 0.001953 0.3 NC 0.02 gb:AI505694 /DB_XREF=gi:4403545 /DB_XREF=vk44c08.x1 /CLONE=IMAGE:949454 /FEA=mRNA /CNT=117 /TID=Mm.28742.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1426945_at 606.8 726.9 P P 0.000244 0.000244 0.3 I 0.000774 gb:BG089635 /DB_XREF=gi:12572198 /DB_XREF=mab74h09.x1 /CLONE=IMAGE:3976192 /FEA=mRNA /CNT=273 /TID=Mm.151329.1 /TIER=Stack /STK=3
MOE430_2_1426946_at 632.5 773.5 P P 0.000244 0.000244 0.3 NC 0.004481 gb:AW536621 /DB_XREF=gi:7179038 /DB_XREF=G0106F12-3 /CLONE=G0106F12 /FEA=mRNA /CNT=273 /TID=Mm.151329.1 /TIER=Stack /STK=39 /UG=
MOE430_2_1426949_s_ 149.6 201.2 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BM214109 /DB_XREF=gi:17772157 /DB_XREF=C0845H12-3 /CLONE=C0845H12 /FEA=mRNA /CNT=93 /TID=Mm.210529.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1426951_at 54.1 57.3 P P 0.005859 0.01 0.3 NC 0.37 gb:AV227314 /DB_XREF=gi:16385433 /DB_XREF=AV227314 /CLONE=4222402K14 /FEA=mRNA /CNT=125 /TID=Mm.19271.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1426958_at 28 43.1 P P 0.01 0.02 0.3 NC 0.4 gb:AK013903.1 /DB_XREF=gi:12851454 /FEA=mRNA /CNT=50 /TID=Mm.13944.1 /TIER=Stack /STK=33 /UG=Mm.13944 /LL=76846 /UG_GENE=3010033P0
MOE430_2_1426969_at 35.3 54.1 P P 0.01 0.01 0.3 NC 0.03 gb:BM232436 /DB_XREF=gi:17867706 /DB_XREF=K0323B12-3 /CLONE=K0323B12 /FEA=mRNA /CNT=104 /TID=Mm.55577.1 /TIER=Stack /STK=31 /UG=
MOE430_2_1426973_at 11 13.5 A A 0.39 0.46 0.3 NC 0.5 gb:AK004377.1 /DB_XREF=gi:12835537 /FEA=mRNA /CNT=64 /TID=Mm.23235.1 /TIER=Stack /STK=31 /UG=Mm.23235 /LL=100129 /UG_GENE=1110065N
MOE430_2_1426984_at 81.3 94.2 P P 0.008057 0.001953 0.3 NC 0.37 gb:BC007157.1 /DB_XREF=gi:13938083 /FEA=mRNA /CNT=59 /TID=Mm.23168.1 /TIER=Stack /STK=29 /UG=Mm.23168 /LL=71947 /UG_GENE=2310067B1
MOE430_2_1426988_at 329.6 483.4 P P 0.000244 0.000244 0.3 I 0.001651 gb:BB795533 /DB_XREF=gi:16965152 /DB_XREF=BB795533 /CLONE=G431005H19 /FEA=mRNA /CNT=49 /TID=Mm.32497.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1427023_at 1.2 4.2 A A 0.6 0.36 0.3 NC 0.05 gb:AI267048 /DB_XREF=gi:3885206 /DB_XREF=uj10b09.x1 /CLONE=IMAGE:1907609 /FEA=mRNA /CNT=89 /TID=Mm.181061.1 /TIER=Stack /STK=24 /UG
MOE430_2_1427055_at 37.1 43.5 P P 0.01 0.01 0.3 NC 0.05 gb:BC022612.1 /DB_XREF=gi:18490448 /FEA=mRNA /CNT=41 /TID=Mm.45092.1 /TIER=Stack /STK=21 /UG=Mm.45092 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427098_at 37.5 40.5 P P 0.001953 0.005859 0.3 NC 0.26 gb:BM119396 /DB_XREF=gi:17087422 /DB_XREF=L0924G09-3 /CLONE=L0924G09 /FEA=mRNA /CNT=181 /TID=Mm.78312.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1427130_x_ 9.4 11 A P 0.33 0.01 0.3 NC 0.05 gb:AJ249392.1 /DB_XREF=gi:15551668 /GEN=TITEST /FEA=mRNA /CNT=15 /TID=Mm.30227.3 /TIER=Stack /STK=15 /UG=Mm.30227 /LL=65971 /DEF=M
MOE430_2_1427135_at 19.9 26.5 P P 0.008057 0.000732 0.3 NC 0.49 gb:AV012790 /DB_XREF=gi:16356182 /DB_XREF=AV012790 /CLONE=1110037P13 /FEA=mRNA /CNT=55 /TID=Mm.33908.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427159_at 62 91.1 P P 0.001953 0.000732 0.3 MI 0.00249 gb:AW907508 /DB_XREF=gi:8072672 /DB_XREF=us16e11.x1 /CLONE=IMAGE:3167276 /FEA=mRNA /CNT=71 /TID=Mm.43157.1 /TIER=Stack /STK=12 /UG
MOE430_2_1427160_at 51.4 66.6 P P 0.000732 0.000244 0.3 NC 0.28 gb:AV374246 /DB_XREF=gi:16397943 /DB_XREF=AV374246 /CLONE=9130008F01 /FEA=mRNA /CNT=71 /TID=Mm.43157.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1427162_a_ 292.3 314.3 P P 0.000244 0.000244 0.3 NC 0.35 gb:AW146130 /DB_XREF=gi:6167866 /DB_XREF=um37e12.x1 /CLONE=IMAGE:2247502 /FEA=mRNA /CNT=34 /TID=Mm.30238.1 /TIER=Stack /STK=12 /U
MOE430_2_1427176_s_ 22.4 29.5 A A 0.3 0.21 0.3 NC 0.44 gb:BC004761.1 /DB_XREF=gi:13435815 /FEA=mRNA /CNT=41 /TID=Mm.28642.1 /TIER=Stack /STK=11 /UG=Mm.28642 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427179_at 2.8 2.8 A A 0.85 0.75 0.3 NC 0.11 gb:X75650.1 /DB_XREF=gi:498975 /GEN=mHa3 /FEA=mRNA /CNT=38 /TID=Mm.28178.1 /TIER=Stack /STK=11 /UG=Mm.28178 /LL=16671 /DEF=M.muscu
MOE430_2_1427192_a_ 224.2 340.7 P P 0.000244 0.000244 0.3 I 0.000307 gb:AA216977 /DB_XREF=gi:1825961 /DB_XREF=mt71h10.r1 /CLONE=IMAGE:635395 /FEA=mRNA /CNT=32 /TID=Mm.28414.3 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427196_at 175.7 203.6 P P 0.000244 0.001221 0.3 NC 0.02 gb:BG074348 /DB_XREF=gi:12556917 /DB_XREF=H3134A09-3 /CLONE=H3134A09 /FEA=mRNA /CNT=18 /TID=Mm.23656.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427206_at 74.1 98.6 P P 0.001221 0.001221 0.3 NC 0.31 gb:AW546149 /DB_XREF=gi:7191556 /DB_XREF=L0004C12-3 /CLONE=L0004C12 /FEA=mRNA /CNT=89 /TID=Mm.39751.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427207_s_ 154.3 176.2 P P 0.000732 0.000732 0.3 NC 0.006503 gb:AW546149 /DB_XREF=gi:7191556 /DB_XREF=L0004C12-3 /CLONE=L0004C12 /FEA=mRNA /CNT=89 /TID=Mm.39751.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427231_at 21.3 25.6 P P 0.001953 0.01 0.3 NC 0.5 gb:BG065230 /DB_XREF=gi:12547793 /DB_XREF=H3028G03-3 /CLONE=H3028G03 /FEA=mRNA /CNT=82 /TID=Mm.20832.1 /TIER=Stack /STK=51 /UG=M
MOE430_2_1427232_at 52.5 59.5 P P 0.000244 0.001221 0.3 NC 0.5 gb:AW212451 /DB_XREF=gi:6518534 /DB_XREF=uo87g05.x1 /CLONE=IMAGE:2649560 /FEA=mRNA /CNT=163 /TID=Mm.102136.1 /TIER=Stack /STK=49 /
MOE430_2_1427265_at 12.5 21.8 A P 0.24 0.04 0.3 NC 0.16 gb:BF234657 /DB_XREF=gi:11146376 /DB_XREF=602028475F1 /CLONE=IMAGE:4163706 /FEA=mRNA /CNT=43 /TID=Mm.182202.1 /TIER=ConsEnd /STK=
MOE430_2_1427288_at 1 1.6 A A 0.94 0.9 0.3 NC 0.44 gb:BE952331 /DB_XREF=gi:10592687 /DB_XREF=UI-M-CD0-ayl-e-04-0-UI.s1 /CLONE=UI-M-CD0-ayl-e-04-0-UI /FEA=mRNA /CNT=30 /TID=Mm.4657.1
MOE430_2_1427314_at 954.8 1092.2 P P 0.000244 0.000244 0.3 I 0.000865 gb:AV225029 /DB_XREF=gi:15404882 /DB_XREF=AV225029 /CLONE=3830425G02 /FEA=mRNA /CNT=293 /TID=Mm.24086.1 /TIER=Stack /STK=9 /UG=M



MOE430_2_1427317_at 35.8 40.2 P P 0.000732 0.01 0.3 NC 0.45 gb:BM229452 /DB_XREF=gi:17792386 /DB_XREF=K0278H05-3 /CLONE=K0278H05 /FEA=mRNA /CNT=52 /TID=Mm.35498.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427326_at 35.2 41.1 A A 0.09 0.08 0.3 NC 0.5 gb:BB489450 /DB_XREF=gi:16441681 /DB_XREF=BB489450 /CLONE=D530007H06 /FEA=mRNA /CNT=20 /TID=Mm.135375.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427374_at 13 16.5 A A 0.19 0.36 0.3 NC 0.28 gb:AF027131.1 /DB_XREF=gi:2583091 /FEA=mRNA /CNT=44 /TID=Mm.7184.1 /TIER=ConsEnd /STK=3 /UG=Mm.7184 /LL=17832 /UG_GENE=Muc3 /DEF=
MOE430_2_1427407_s_ 282.3 296.3 P P 0.000244 0.000244 0.3 NC 0.1 gb:AV013785 /DB_XREF=gi:4790777 /DB_XREF=AV013785 /CLONE=1110050B17 /FEA=mRNA /CNT=52 /TID=Mm.28581.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1427409_at 34.3 41.8 P P 0.04 0.01 0.3 NC 0.09 gb:BB366341 /DB_XREF=gi:16406426 /DB_XREF=BB366341 /CLONE=C130033E15 /FEA=mRNA /CNT=22 /TID=Mm.39741.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427432_a_ 914.6 1038.9 P P 0.000244 0.000244 0.3 NC 0.06 gb:BM238387 /DB_XREF=gi:17873657 /DB_XREF=K0516G08-3 /CLONE=K0516G08 /FEA=mRNA /CNT=7 /TID=Mm.2984.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1427451_a_ 0.7 0.5 A A 0.9 0.97 0.3 NC 0.5 gb:AF118272.1 /DB_XREF=gi:4580978 /FEA=mRNA /CNT=16 /TID=Mm.100084.1 /TIER=ConsEnd /STK=0 /UG=Mm.100084 /LL=193217 /UG_GENE=LOC19
MOE430_2_1427456_at 85.3 95.4 P P 0.01 0.008057 0.3 NC 0.19 gb:BF150771 /DB_XREF=gi:11032166 /DB_XREF=uy88c04.y1 /CLONE=IMAGE:3666630 /FEA=mRNA /CNT=21 /TID=Mm.103485.1 /TIER=ConsEnd /STK=0
MOE430_2_1427465_at 8.4 13.2 P A 0.04 0.24 0.3 NC 0.5 gb:BC025807.1 /DB_XREF=gi:19387954 /FEA=mRNA /CNT=13 /TID=Mm.193539.3 /TIER=ConsEnd /STK=0 /UG=Mm.193539 /LL=50708 /UG_GENE=H1f2 /
MOE430_2_1427491_at 18.9 21.6 P P 0.000732 0.01 0.3 NC 0.5 gb:BI108529 /DB_XREF=gi:14559430 /DB_XREF=602894975F1 /CLONE=IMAGE:5025018 /FEA=mRNA /CNT=19 /TID=Mm.195859.1 /TIER=ConsEnd /STK=
MOE430_2_1427529_at 76.4 99.9 P P 0.000732 0.001221 0.3 NC 0.05 gb:Y17709.1 /DB_XREF=gi:4995712 /GEN=FZD3 /FEA=mRNA /CNT=7 /TID=Mm.6256.1 /TIER=ConsEnd /STK=0 /UG=Mm.6256 /LL=14371 /DEF=Mus mus
MOE430_2_1427539_a_ 195.7 234.2 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC013559.1 /DB_XREF=gi:15488856 /FEA=mRNA /CNT=6 /TID=Mm.38994.2 /TIER=ConsEnd /STK=0 /UG=Mm.38994 /LL=66564 /UG_GENE=2600001N
MOE430_2_1427548_a_ 442.4 567.6 P P 0.000244 0.000244 0.3 NC 0.01 gb:U53455.1 /DB_XREF=gi:1399647 /GEN=CLCI /FEA=mRNA /CNT=5 /TID=Mm.21482.2 /TIER=ConsEnd /STK=0 /UG=Mm.21482 /LL=12729 /DEF=Mus m
MOE430_2_1427554_at 17.2 18.4 P P 0.04 0.03 0.3 NC 0.13 gb:AF436846.1 /DB_XREF=gi:19110783 /GEN=Hel308 /FEA=mRNA /CNT=6 /TID=Mm.161454.1 /TIER=ConsEnd /STK=0 /UG=Mm.161454 /LL=191578 /DE
MOE430_2_1427575_at 1.6 1.6 A A 0.53 0.6 0.3 NC 0.37 gb:AF176528.1 /DB_XREF=gi:6456107 /FEA=mRNA /CNT=4 /TID=Mm.103698.1 /TIER=ConsEnd /STK=0 /UG=Mm.103698 /LL=50757 /UG_GENE=Fbxo12 /
MOE430_2_1427612_at 0.2 0.8 A A 0.87 0.82 0.3 NC 0.31 gb:BM936051 /DB_XREF=gi:19395203 /DB_XREF=UI-M-BZ1-bdu-e-09-0-UI.r1 /CLONE=UI-M-BZ1-bdu-e-09-0-UI /FEA=mRNA /CNT=3 /TID=Mm.17122
MOE430_2_1427625_a_ 3.1 3.6 A A 0.56 0.6 0.3 NC 0.5 gb:AF061532.1 /DB_XREF=gi:3414814 /GEN=rjs /FEA=mRNA /CNT=1 /TID=Mm.20929.3 /TIER=ConsEnd /STK=1 /UG=Mm.20929 /LL=15204 /DEF=Mus m
MOE430_2_1427631_x_ 1.4 0.6 A A 0.95 0.99 0.3 NC 0.15 gb:M16359.1 /DB_XREF=gi:199864 /FEA=mRNA /CNT=3 /TID=Mm.157893.5 /TIER=ConsEnd /STK=0 /UG=Mm.157893 /LL=17840 /UG_GENE=Mup1 /UG_T
MOE430_2_1427642_at 16.3 24.4 A A 0.17 0.3 0.3 NC 0.15 gb:BC022929.1 /DB_XREF=gi:18605763 /FEA=mRNA /CNT=2 /TID=Mm.215171.1 /TIER=ConsEnd /STK=0 /UG=Mm.215171 /UG_TITLE=Mus musculus, clon
MOE430_2_1427650_a_ 2.6 3.4 A A 0.63 0.6 0.3 NC 0.12 gb:D13802.1 /DB_XREF=gi:220332 /GEN=PEBP2aB /FEA=mRNA /CNT=2 /TID=Mm.4081.2 /TIER=ConsEnd /STK=0 /UG=Mm.4081 /LL=12394 /DEF=Mus m
MOE430_2_1427666_a_ 1.2 1.2 A A 0.93 0.98 0.3 NC 0.49 gb:AI021643 /DB_XREF=gi:3235979 /DB_XREF=ub13h01.r1 /CLONE=IMAGE:1366897 /FEA=mRNA /CNT=2 /TID=Mm.196320.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427698_at 13 11.7 P P 0.008057 0.000244 0.3 NC 0.29 gb:BC003248.1 /DB_XREF=gi:13096894 /FEA=mRNA /CNT=1 /TID=Mm.1889.2 /TIER=ConsEnd /STK=0 /UG=Mm.1889 /LL=12189 /UG_GENE=Brca1 /DEF
MOE430_2_1427737_a_ 122.5 135.2 P P 0.000244 0.000244 0.3 NC 0.5 gb:BC002247.1 /DB_XREF=gi:12805540 /FEA=mRNA /CNT=1 /TID=Mm.23257.2 /TIER=ConsEnd /STK=0 /UG=Mm.23257 /LL=74133 /UG_GENE=1200011M
MOE430_2_1427744_at 1.2 1.1 A A 0.56 0.6 0.3 NC 0.24 gb:AJ416459.1 /DB_XREF=gi:18077578 /GEN=CCNB3 /FEA=mRNA /CNT=1 /TID=Mm.215163.1 /TIER=ConsEnd /STK=0 /UG=Mm.215163 /LL=209091 /DE
MOE430_2_1427764_a_ 422.5 474.3 P P 0.000244 0.000244 0.3 NC 0.11 gb:D29919.1 /DB_XREF=gi:475883 /GEN=E2A gene /FEA=mRNA /CNT=1 /TID=Mm.3406.2 /TIER=ConsEnd /STK=0 /UG=Mm.3406 /LL=21423 /DEF=Mouse
MOE430_2_1427826_a_ 0.6 0.5 A A 0.43 0.82 0.3 NC 0.58 gb:AB037192.1 /DB_XREF=gi:8926865 /FEA=mRNA /CNT=1 /TID=Mm.24074.2 /TIER=ConsEnd /STK=0 /UG=Mm.24074 /LL=28253 /UG_GENE=Slc21a10 /
MOE430_2_1427841_at 5.8 12.4 A A 0.36 0.36 0.3 NC 0.34 gb:J02644.1 /DB_XREF=gi:198630 /FEA=mRNA /CNT=1 /TID=Mm.220131.1 /TIER=ConsEnd /STK=0 /UG=Mm.220131 /UG_TITLE=Mouse type I epidermal 
MOE430_2_1427854_x_ 0.7 2.1 A A 0.95 0.87 0.3 NC 0.01 gb:AF047377.1 /DB_XREF=gi:4105491 /GEN=Hsp25 /FEA=mRNA /CNT=1 /TID=Mm.13849.5 /TIER=ConsEnd /STK=0 /UG=Mm.13849 /LL=15507 /DEF=Mu
MOE430_2_1427876_at 244.1 300.3 P P 0.02 0.001953 0.3 I 0.001651 gb:AK007452.1 /DB_XREF=gi:12841012 /FEA=mRNA /CNT=185 /TID=Mm.27804.1 /TIER=Stack /STK=120 /UG=Mm.27804 /LL=69082 /UG_GENE=Ierepo4-
MOE430_2_1427880_at 13.5 20.4 M P 0.05 0.03 0.3 NC 0.33 gb:AK005374.1 /DB_XREF=gi:12837874 /FEA=mRNA /CNT=176 /TID=Mm.21625.1 /TIER=ConsEnd /STK=1 /UG=Mm.21625 /LL=67940 /UG_GENE=150004
MOE430_2_1427891_at 1.2 0.8 A A 0.85 0.69 0.3 NC 0.08 gb:BB667753 /DB_XREF=gi:16399202 /DB_XREF=BB667753 /CLONE=C730037K13 /FEA=mRNA /CNT=97 /TID=Mm.24781.1 /TIER=Stack /STK=59 /UG=M
MOE430_2_1427901_at 485.4 674.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK004139.1 /DB_XREF=gi:12835207 /FEA=mRNA /CNT=62 /TID=Mm.25585.1 /TIER=Stack /STK=41 /UG=Mm.25585 /LL=68735 /UG_GENE=1110037D1
MOE430_2_1427935_at 358 476.7 P P 0.000244 0.000732 0.3 NC 0.03 gb:AA250510 /DB_XREF=gi:1882241 /DB_XREF=mw99e01.r1 /CLONE=IMAGE:678840 /FEA=mRNA /CNT=68 /TID=Mm.1182.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1427936_at 19.2 9.1 P A 0.001221 0.11 0.3 NC 0.55 gb:AI606617 /DB_XREF=gi:4615784 /DB_XREF=uc99c06.y1 /CLONE=IMAGE:1433770 /FEA=mRNA /CNT=47 /TID=Mm.132694.1 /TIER=Stack /STK=10 /UG
MOE430_2_1427944_at 86.4 92.7 P P 0.000244 0.000244 0.3 NC 0.05 gb:BE951890 /DB_XREF=gi:10591706 /DB_XREF=UI-M-CC0-ayg-b-04-0-UI.s1 /CLONE=UI-M-CC0-ayg-b-04-0-UI /FEA=mRNA /CNT=23 /TID=Mm.3419
MOE430_2_1427961_s_ 2.5 3 A A 0.32 0.21 0.3 NC 0.28 gb:BC028826.1 /DB_XREF=gi:20380045 /FEA=mRNA /CNT=31 /TID=Mm.221171.1 /TIER=Stack /STK=11 /UG=Mm.221171 /DEF=Mus musculus, Similar to 
MOE430_2_1427969_s_ 42.8 54.1 P P 0.000244 0.000732 0.3 NC 0.48 gb:BC027760.1 /DB_XREF=gi:20379990 /FEA=mRNA /CNT=30 /TID=Mm.138756.1 /TIER=Stack /STK=9 /UG=Mm.138756 /LL=72020 /UG_GENE=1600021C
MOE430_2_1427985_at 91.5 138.4 P P 0.000244 0.000244 0.3 NC 0.007788 gb:BC027796.1 /DB_XREF=gi:20379962 /FEA=mRNA /CNT=35 /TID=Mm.115205.1 /TIER=Stack /STK=24 /UG=Mm.115205 /DEF=Mus musculus, similar to 
MOE430_2_1427987_at 128.3 161.7 P P 0.001221 0.001221 0.3 NC 0.003355 gb:BE134496 /DB_XREF=gi:8596996 /DB_XREF=ug15f09.y1 /CLONE=IMAGE:1531721 /FEA=mRNA /CNT=37 /TID=Mm.214973.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1428023_at 135.4 169.1 P P 0.000244 0.000244 0.3 NC 0.13 gb:AA879840 /DB_XREF=gi:2988823 /DB_XREF=vv99e09.r1 /CLONE=IMAGE:1230568 /FEA=mRNA /CNT=5 /TID=Mm.26591.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1428024_at 15.6 18.3 A A 0.27 0.12 0.3 NC 0.49 gb:BG083583 /DB_XREF=gi:12566074 /DB_XREF=H3089A01-5 /CLONE=H3089A01 /FEA=mRNA /CNT=7 /TID=Mm.216210.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1428059_at 1.5 3.4 A A 0.82 0.66 0.3 NC 0.17 gb:BC027659.1 /DB_XREF=gi:20380476 /FEA=mRNA /CNT=4 /TID=Mm.221034.1 /TIER=ConsEnd /STK=1 /UG=Mm.221034 /UG_TITLE=Mus musculus, clon
MOE430_2_1428065_at 765 1020.4 P P 0.000244 0.000244 0.3 I 0.001077 gb:AK003942.1 /DB_XREF=gi:12834910 /FEA=mRNA /CNT=295 /TID=Mm.148425.1 /TIER=Stack /STK=234 /UG=Mm.148425 /LL=68682 /UG_GENE=11100
MOE430_2_1428081_at 73.2 80.8 P P 0.00415 0.00415 0.3 NC 0.5 gb:AK007786.1 /DB_XREF=gi:12841553 /FEA=mRNA /CNT=165 /TID=Mm.22306.1 /TIER=Stack /STK=138 /UG=Mm.22306 /LL=72038 /UG_GENE=1810045
MOE430_2_1428107_at 459.9 542.3 P P 0.000244 0.000244 0.3 NC 0.06 gb:AK004519.1 /DB_XREF=gi:12835741 /FEA=mRNA /CNT=152 /TID=Mm.21446.1 /TIER=Stack /STK=112 /UG=Mm.21446 /LL=68890 /UG_GENE=1190008
MOE430_2_1428117_x_ 86.5 93.6 P P 0.000244 0.000732 0.3 NC 0.21 gb:AK014409.1 /DB_XREF=gi:12852242 /FEA=mRNA /CNT=153 /TID=Mm.1948.2 /TIER=ConsEnd /STK=6 /UG=Mm.1948 /LL=21648 /UG_GENE=Tctex1 /U
MOE430_2_1428167_a_ 1566.3 1917.1 P P 0.000244 0.000244 0.3 NC 0.02 gb:AK003513.1 /DB_XREF=gi:12834223 /FEA=mRNA /CNT=191 /TID=Mm.46438.1 /TIER=Stack /STK=84 /UG=Mm.46438 /LL=68481 /UG_GENE=1110007A
MOE430_2_1428183_at 24.3 18.4 A A 0.17 0.21 0.3 NC 0.35 gb:BG793484 /DB_XREF=gi:14129054 /DB_XREF=UTSW_SM12F9 /CLONE=UTSW_SM12F9 /FEA=mRNA /CNT=106 /TID=Mm.41421.1 /TIER=Stack /STK=7
MOE430_2_1428189_at 179.2 230 P P 0.000244 0.000244 0.3 NC 0.07 gb:BQ174627 /DB_XREF=gi:20350118 /DB_XREF=UI-M-DJ2-bwb-a-11-0-UI.s1 /CLONE=UI-M-DJ2-bwb-a-11-0-UI /FEA=mRNA /CNT=107 /TID=Mm.18
MOE430_2_1428194_at 127.2 154.1 P P 0.000244 0.000244 0.3 NC 0.05 gb:AW554408 /DB_XREF=gi:7199843 /DB_XREF=L0240E03-3 /CLONE=L0240E03 /FEA=mRNA /CNT=116 /TID=Mm.24116.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1428199_at 43.6 73.7 P P 0.00415 0.01 0.3 NC 0.37 gb:AK016299.1 /DB_XREF=gi:12854976 /FEA=mRNA /CNT=109 /TID=Mm.219449.1 /TIER=Stack /STK=11 /UG=Mm.219449 /LL=75894 /UG_GENE=493057
MOE430_2_1428200_a_ 11.5 19.2 A A 0.08 0.14 0.3 NC 0.5 gb:BE980918 /DB_XREF=gi:10649475 /DB_XREF=UI-M-BH3-asw-c-03-0-UI.s1 /CLONE=UI-M-BH3-asw-c-03-0-UI /FEA=mRNA /CNT=175 /TID=Mm.226
MOE430_2_1428261_at 72.5 91.9 P P 0.00293 0.001953 0.3 NC 0.21 gb:AK009756.1 /DB_XREF=gi:12844744 /FEA=mRNA /CNT=77 /TID=Mm.51260.1 /TIER=Stack /STK=65 /UG=Mm.51260 /LL=76457 /UG_GENE=2310042L0
MOE430_2_1428264_at 352.7 433.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK002371.1 /DB_XREF=gi:12832303 /FEA=mRNA /CNT=120 /TID=Mm.29606.1 /TIER=Stack /STK=64 /UG=Mm.29606 /LL=66585 /UG_GENE=0610009C
MOE430_2_1428277_at 182.6 257.7 P P 0.000732 0.000732 0.3 I 0.000273 gb:AK011203.1 /DB_XREF=gi:12847174 /FEA=mRNA /CNT=159 /TID=Mm.35492.1 /TIER=Stack /STK=62 /UG=Mm.35492 /LL=72201 /UG_GENE=2600013N
MOE430_2_1428294_at 25.3 20.3 P P 0.000732 0.01 0.3 NC 0.5 gb:AK016551.1 /DB_XREF=gi:12855343 /GEN=Zfp259 /FEA=mRNA /CNT=81 /TID=Mm.17519.2 /TIER=Stack /STK=10 /UG=Mm.17519 /LL=22687 /UG_TIT
MOE430_2_1428296_at 1803.6 2268.6 P P 0.000244 0.000244 0.3 I 0.000046 gb:AV102258 /DB_XREF=gi:5249806 /DB_XREF=AV102258 /CLONE=2410094L04 /FEA=mRNA /CNT=91 /TID=Mm.20207.1 /TIER=Stack /STK=58 /UG=Mm
MOE430_2_1428297_at 37.4 40.9 P M 0.03 0.05 0.3 NC 0.1 gb:BF166991 /DB_XREF=gi:11047447 /DB_XREF=601773752F1 /CLONE=IMAGE:3994405 /FEA=mRNA /CNT=91 /TID=Mm.25860.2 /TIER=ConsEnd /STK=0
MOE430_2_1428310_at 78.3 78.3 P P 0.008057 0.00415 0.3 NC 0.04 gb:BF321707 /DB_XREF=gi:11270895 /DB_XREF=uz64b05.x1 /CLONE=IMAGE:3673809 /FEA=mRNA /CNT=72 /TID=Mm.218494.1 /TIER=Stack /STK=56 /
MOE430_2_1428314_at 1186.9 1490.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:BM207330 /DB_XREF=gi:17763112 /DB_XREF=C0611C12-3 /CLONE=C0611C12 /FEA=mRNA /CNT=166 /TID=Mm.41939.1 /TIER=Stack /STK=55 /UG
MOE430_2_1428327_at 208.9 277 P P 0.000244 0.000244 0.3 NC 0.002753 gb:AK009063.1 /DB_XREF=gi:12843625 /FEA=mRNA /CNT=104 /TID=Mm.28115.1 /TIER=Stack /STK=53 /UG=Mm.28115 /LL=67095 /UG_GENE=2310001H
MOE430_2_1428355_at 20.2 27.2 A A 0.08 0.21 0.3 NC 0.5 gb:AV274454 /DB_XREF=gi:16390528 /DB_XREF=AV274454 /CLONE=4932418N07 /FEA=mRNA /CNT=96 /TID=Mm.61022.1 /TIER=Stack /STK=49 /UG=M
MOE430_2_1428401_at 84.4 107.1 P P 0.001221 0.001221 0.3 NC 0.17 gb:AK003428.1 /DB_XREF=gi:12834095 /FEA=mRNA /CNT=208 /TID=Mm.18589.1 /TIER=Stack /STK=44 /UG=Mm.18589 /LL=67917 /UG_GENE=2810406K
MOE430_2_1428413_at 247 301.4 P P 0.000244 0.000244 0.3 NC 0.003699 gb:AK017493.1 /DB_XREF=gi:12856756 /FEA=mRNA /CNT=81 /TID=Mm.41707.1 /TIER=Stack /STK=44 /UG=Mm.41707 /LL=67974 /UG_GENE=5730405I09
MOE430_2_1428418_s_ 85.4 113.5 P P 0.000244 0.000244 0.3 NC 0.17 gb:BE198251 /DB_XREF=gi:8710420 /DB_XREF=ug76d11.y1 /CLONE=IMAGE:1548309 /FEA=mRNA /CNT=103 /TID=Mm.28860.1 /TIER=Stack /STK=16 /U
MOE430_2_1428433_at 170 236.2 P P 0.000244 0.000244 0.3 I 0.000865 gb:AK003718.1 /DB_XREF=gi:12834555 /FEA=mRNA /CNT=62 /TID=Mm.32985.1 /TIER=Stack /STK=43 /UG=Mm.32985 /LL=68602 /UG_GENE=1110014O2
MOE430_2_1428436_at 196.1 195.6 P P 0.000244 0.000244 0.3 NC 0.11 gb:AK012276.1 /DB_XREF=gi:12848915 /FEA=mRNA /CNT=179 /TID=Mm.28285.1 /TIER=Stack /STK=42 /UG=Mm.28285 /LL=67070 /UG_GENE=2700023B
MOE430_2_1428463_a_ 261.6 323.7 P P 0.000244 0.000244 0.3 I 0.000774 gb:BB535888 /DB_XREF=gi:16446599 /DB_XREF=BB535888 /CLONE=E030046H04 /FEA=mRNA /CNT=272 /TID=Mm.46613.1 /TIER=Stack /STK=127 /UG
MOE430_2_1428479_at 87.3 90.7 P P 0.000244 0.000244 0.3 NC 0.02 gb:BB356861 /DB_XREF=gi:16405768 /DB_XREF=BB356861 /CLONE=C030017K09 /FEA=mRNA /CNT=59 /TID=Mm.153412.1 /TIER=Stack /STK=39 /UG=
MOE430_2_1428482_at 70.6 86.1 P P 0.01 0.00293 0.3 NC 0.5 gb:AK005325.1 /DB_XREF=gi:12837797 /FEA=mRNA /CNT=54 /TID=Mm.87631.1 /TIER=Stack /STK=39 /UG=Mm.87631 /LL=69013 /UG_GENE=1500031L1
MOE430_2_1428537_at 1000.8 1284.7 P P 0.000244 0.000244 0.3 NC 0.003041 gb:BI659446 /DB_XREF=gi:15573682 /DB_XREF=603303377F1 /CLONE=IMAGE:5349211 /FEA=mRNA /CNT=147 /TID=Mm.180596.1 /TIER=Stack /STK=33
MOE430_2_1428549_at 25.5 27.2 A P 0.12 0.03 0.3 NC 0.07 gb:AK009833.1 /DB_XREF=gi:12844871 /FEA=mRNA /CNT=49 /TID=Mm.18797.1 /TIER=Stack /STK=33 /UG=Mm.18797 /LL=74186 /UG_GENE=2310045O2
MOE430_2_1428575_at 1 1.9 A A 0.91 0.87 0.3 NC 0.11 gb:AK014382.1 /DB_XREF=gi:12852193 /FEA=mRNA /CNT=72 /TID=Mm.22025.1 /TIER=Stack /STK=31 /UG=Mm.22025 /LL=74015 /UG_GENE=3322402E1
MOE430_2_1428578_s_ 2.5 1.9 A A 0.85 0.69 0.3 NC 0.28 gb:AK003571.1 /DB_XREF=gi:12834318 /FEA=mRNA /CNT=58 /TID=Mm.40566.1 /TIER=Stack /STK=8 /UG=Mm.40566 /LL=68507 /UG_GENE=Ppfia4 /UG_
MOE430_2_1428582_at 94.1 106.4 P P 0.00293 0.00293 0.3 NC 0.04 gb:AK008476.1 /DB_XREF=gi:12842678 /FEA=mRNA /CNT=50 /TID=Mm.28631.1 /TIER=Stack /STK=31 /UG=Mm.28631 /LL=72096 /UG_GENE=2010208K1
MOE430_2_1428584_a_ 1255.7 1460.1 P P 0.000244 0.000244 0.3 MI 0.00225 gb:AK012748.1 /DB_XREF=gi:12849696 /FEA=mRNA /CNT=52 /TID=Mm.29230.1 /TIER=Stack /STK=31 /UG=Mm.29230 /LL=68977 /UG_GENE=1500017E1
MOE430_2_1428585_at 2258 2918.6 P P 0.000244 0.000244 0.3 I 0.000346 gb:BE853286 /DB_XREF=gi:10311625 /DB_XREF=uw87d05.x1 /CLONE=IMAGE:3468969 /FEA=mRNA /CNT=104 /TID=Mm.23961.1 /TIER=Stack /STK=30 /
MOE430_2_1428588_a_ 1079.9 1310.8 P P 0.000244 0.000244 0.3 I 0.00002 gb:BF134369 /DB_XREF=gi:10973409 /DB_XREF=601784354F1 /CLONE=IMAGE:4012188 /FEA=mRNA /CNT=92 /TID=Mm.23010.1 /TIER=Stack /STK=30 /
MOE430_2_1428589_at 723.3 1066.3 P P 0.000244 0.000244 0.3 I 0.000214 gb:BF134369 /DB_XREF=gi:10973409 /DB_XREF=601784354F1 /CLONE=IMAGE:4012188 /FEA=mRNA /CNT=92 /TID=Mm.23010.1 /TIER=Stack /STK=30 /
MOE430_2_1428605_at 609.3 745.3 P P 0.000244 0.000244 0.3 NC 0.03 gb:AK007589.1 /DB_XREF=gi:12841225 /FEA=mRNA /CNT=63 /TID=Mm.44224.1 /TIER=Stack /STK=30 /UG=Mm.44224 /LL=69153 /UG_GENE=1810023B2
MOE430_2_1428621_a_ 948.7 1028.8 P P 0.000244 0.000244 0.3 NC 0.02 gb:AK003715.1 /DB_XREF=gi:12834551 /GEN=D11Wsu68e /FEA=mRNA /CNT=48 /TID=Mm.24855.1 /TIER=Stack /STK=29 /UG=Mm.24855 /LL=28084 /UG
MOE430_2_1428649_at 72.6 76.1 P P 0.000244 0.000244 0.3 NC 0.16 gb:AI510077 /DB_XREF=gi:4408982 /DB_XREF=mj38h10.y1 /CLONE=IMAGE:478435 /FEA=mRNA /CNT=110 /TID=Mm.5300.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1428658_at 212.1 244.7 P P 0.000244 0.000244 0.3 NC 0.02 gb:AW012413 /DB_XREF=gi:5861191 /DB_XREF=uo04f03.y1 /CLONE=IMAGE:2582429 /FEA=mRNA /CNT=34 /TID=Mm.18298.1 /TIER=Stack /STK=27 /UG
MOE430_2_1428661_at 63.2 79.5 P P 0.000244 0.000244 0.3 NC 0.18 gb:AK013272.1 /DB_XREF=gi:12850537 /FEA=mRNA /CNT=36 /TID=Mm.19324.1 /TIER=Stack /STK=27 /UG=Mm.19324 /LL=72749 /UG_GENE=2810439M
MOE430_2_1428682_at 44.9 54.6 P P 0.000732 0.001221 0.3 NC 0.08 gb:AK019473.1 /DB_XREF=gi:12859700 /FEA=mRNA /CNT=43 /TID=Mm.26377.1 /TIER=Stack /STK=26 /UG=Mm.26377 /LL=78751 /UG_GENE=4631426G0
MOE430_2_1428683_at 173.8 214.4 P P 0.000244 0.000732 0.3 NC 0.004073 gb:AK020868.1 /DB_XREF=gi:12861584 /FEA=mRNA /CNT=45 /TID=Mm.27360.1 /TIER=Stack /STK=26 /UG=Mm.27360 /LL=68073 /UG_GENE=A930016P2
MOE430_2_1428684_at 204.5 251.5 P P 0.000244 0.000244 0.3 NC 0.003041 gb:BG065846 /DB_XREF=gi:12548409 /DB_XREF=H3035H07-3 /CLONE=H3035H07 /FEA=mRNA /CNT=39 /TID=Mm.24937.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1428690_at 244.9 336.9 P P 0.00415 0.001953 0.3 NC 0.21 gb:BF466063 /DB_XREF=gi:11535246 /DB_XREF=UI-M-CG0p-bqt-b-04-0-UI.s1 /CLONE=UI-M-CG0p-bqt-b-04-0-UI /FEA=mRNA /CNT=87 /TID=Mm.27
MOE430_2_1428698_at 98 145 P P 0.001221 0.000732 0.3 I 0.000618 gb:AK009140.1 /DB_XREF=gi:12843750 /FEA=mRNA /CNT=112 /TID=Mm.28660.1 /TIER=Stack /STK=16 /UG=Mm.28660 /LL=76430 /UG_GENE=2310004I0
MOE430_2_1428704_at 17.2 16.6 P P 0.01 0.005859 0.3 NC 0.17 gb:BB065039 /DB_XREF=gi:16259861 /DB_XREF=BB065039 /CLONE=8030441L22 /FEA=mRNA /CNT=30 /TID=Mm.46715.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1428721_at 71.1 76.4 P P 0.000732 0.000732 0.3 NC 0.39 gb:AK012778.1 /DB_XREF=gi:12849744 /FEA=mRNA /CNT=45 /TID=Mm.50613.1 /TIER=Stack /STK=24 /UG=Mm.50613 /LL=66689 /UG_GENE=4122402F1
MOE430_2_1428756_at 143.8 229.5 P P 0.000244 0.000244 0.3 NC 0.004073 gb:AK018191.1 /DB_XREF=gi:12857797 /FEA=mRNA /CNT=116 /TID=Mm.33970.1 /TIER=Stack /STK=22 /UG=Mm.33970 /LL=67618 /UG_GENE=2810407B
MOE430_2_1428766_at 153.9 179.3 P P 0.000244 0.000244 0.3 NC 0.07 gb:AK014739.1 /DB_XREF=gi:12852766 /FEA=mRNA /CNT=44 /TID=Mm.24886.1 /TIER=Stack /STK=22 /UG=Mm.24886 /LL=67390 /UG_GENE=4833420N0
MOE430_2_1428775_at 93.9 110 P P 0.000244 0.000244 0.3 NC 0.05 gb:AK003589.1 /DB_XREF=gi:12834349 /FEA=mRNA /CNT=31 /TID=Mm.25489.1 /TIER=Stack /STK=22 /UG=Mm.25489 /LL=66132 /UG_GENE=1110008L1
MOE430_2_1428806_at 204.7 273.8 P P 0.000732 0.000244 0.3 MI 0.00225 gb:AK018639.1 /DB_XREF=gi:12858450 /FEA=mRNA /CNT=35 /TID=Mm.66616.1 /TIER=Stack /STK=21 /UG=Mm.66616 /LL=71616 /UG_GENE=9130020E2
MOE430_2_1428827_at 56.8 69.9 P P 0.005859 0.001221 0.3 I 0.000865 gb:AK017992.1 /DB_XREF=gi:12857509 /FEA=mRNA /CNT=61 /TID=Mm.19892.1 /TIER=Stack /STK=20 /UG=Mm.19892 /LL=76046 /UG_GENE=5830445G2
MOE430_2_1428831_at 139.4 185 P P 0.000244 0.000244 0.3 NC 0.01 gb:AV333805 /DB_XREF=gi:16396271 /DB_XREF=AV333805 /CLONE=6330550H19 /FEA=mRNA /CNT=47 /TID=Mm.31087.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1428833_at 38.1 61.9 P P 0.001953 0.01 0.3 NC 0.5 gb:AU022823 /DB_XREF=gi:3393170 /DB_XREF=AU022823 /CLONE=J0421B05 /FEA=mRNA /CNT=29 /TID=Mm.204011.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1428853_at 144.7 177.4 P P 0.000244 0.000244 0.3 NC 0.003041 gb:BG071079 /DB_XREF=gi:12553648 /DB_XREF=H3094E02-3 /CLONE=H3094E02 /FEA=mRNA /CNT=57 /TID=Mm.200220.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1428883_at 435.5 536.5 P P 0.000244 0.000244 0.3 NC 0.008511 gb:AK014449.1 /DB_XREF=gi:12852308 /FEA=mRNA /CNT=91 /TID=Mm.17333.1 /TIER=Stack /STK=18 /UG=Mm.17333 /LL=66146 /UG_GENE=1110007C2
MOE430_2_1428890_at 164.9 230.9 P P 0.001221 0.000244 0.3 MI 0.00225 gb:AK011987.1 /DB_XREF=gi:12848451 /FEA=mRNA /CNT=43 /TID=Mm.30654.1 /TIER=Stack /STK=18 /UG=Mm.30654 /LL=67174 /UG_GENE=2610312A0
MOE430_2_1428902_at 497 673.5 P P 0.000244 0.000244 0.3 I 0.000273 gb:AK003880.1 /DB_XREF=gi:12834816 /FEA=mRNA /CNT=28 /TID=Mm.41333.1 /TIER=Stack /STK=18 /UG=Mm.41333 /LL=68647 /UG_GENE=1110020P0
MOE430_2_1428903_at 286.3 340 P P 0.000244 0.000244 0.3 NC 0.06 gb:AK014134.1 /DB_XREF=gi:12851809 /FEA=mRNA /CNT=27 /TID=Mm.151436.1 /TIER=Stack /STK=18 /UG=Mm.151436 /LL=73172 /UG_GENE=3110037
MOE430_2_1428906_at 1132.5 1514.6 P P 0.000244 0.000244 0.3 I 0.000068 gb:AA473081 /DB_XREF=gi:2201308 /DB_XREF=vd44b07.r1 /CLONE=IMAGE:803413 /FEA=mRNA /CNT=97 /TID=Mm.64573.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1428921_at 25 21.5 P P 0.001953 0.01 0.3 NC 0.31 gb:AK021189.1 /DB_XREF=gi:12861994 /FEA=mRNA /CNT=28 /TID=Mm.38254.1 /TIER=Stack /STK=17 /UG=Mm.38254 /LL=77638 /UG_GENE=C330007M
MOE430_2_1428941_at 26.6 31.9 P P 0.005859 0.001953 0.3 NC 0.03 gb:AA386573 /DB_XREF=gi:2039558 /DB_XREF=vb53d07.r1 /CLONE=IMAGE:760717 /FEA=mRNA /CNT=72 /TID=Mm.31417.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1428944_at 141.1 175.1 P P 0.000732 0.000244 0.3 I 0.001336 gb:BB145259 /DB_XREF=gi:15408572 /DB_XREF=BB145259 /CLONE=9930029C22 /FEA=mRNA /CNT=106 /TID=Mm.34012.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1428947_at 19.9 18.5 A M 0.06 0.05 0.3 NC 0.5 gb:AK008016.1 /DB_XREF=gi:12841939 /FEA=mRNA /CNT=40 /TID=Mm.27252.1 /TIER=Stack /STK=16 /UG=Mm.27252 /LL=69816 /UG_GENE=2010001M0
MOE430_2_1428956_at 15.3 21.8 A P 0.06 0.04 0.3 NC 0.5 gb:AK009043.1 /DB_XREF=gi:12843596 /FEA=mRNA /CNT=45 /TID=Mm.49942.1 /TIER=Stack /STK=16 /UG=Mm.49942 /LL=66343 /UG_GENE=2300008B0
MOE430_2_1428962_at 0.5 0.6 A A 0.69 0.53 0.3 NC 0.03 gb:AK005946.1 /DB_XREF=gi:12838790 /FEA=mRNA /CNT=23 /TID=Mm.28656.1 /TIER=Stack /STK=16 /UG=Mm.28656 /LL=75504 /UG_GENE=1700013F0
MOE430_2_1428963_at 29.1 33.5 P P 0.000244 0.00415 0.3 NC 0.5 gb:AK006533.1 /DB_XREF=gi:12839684 /FEA=mRNA /CNT=20 /TID=Mm.41303.1 /TIER=Stack /STK=16 /UG=Mm.41303 /LL=69519 /UG_GENE=1700030C2
MOE430_2_1428972_at 215.6 206 P P 0.000732 0.000244 0.3 NC 0.11 gb:AK007178.1 /DB_XREF=gi:12840577 /FEA=mRNA /CNT=31 /TID=Mm.33084.1 /TIER=Stack /STK=15 /UG=Mm.33084 /LL=66061 /UG_GENE=0610012D1
MOE430_2_1428973_s_ 241.1 259.6 P P 0.000244 0.000244 0.3 NC 0.19 gb:AK007178.1 /DB_XREF=gi:12840577 /FEA=mRNA /CNT=31 /TID=Mm.33084.1 /TIER=Stack /STK=15 /UG=Mm.33084 /LL=66061 /UG_GENE=0610012D1
MOE430_2_1428985_at 84 114.6 P P 0.000732 0.000244 0.3 I 0.000692 gb:AK015941.1 /DB_XREF=gi:12854480 /FEA=mRNA /CNT=23 /TID=Mm.66025.1 /TIER=Stack /STK=15 /UG=Mm.66025 /LL=75181 /UG_GENE=4930529N2
MOE430_2_1428989_at 70.3 68 P P 0.000244 0.000244 0.3 NC 0.005409 gb:AK002941.1 /DB_XREF=gi:12833293 /FEA=mRNA /CNT=22 /TID=Mm.45160.1 /TIER=Stack /STK=15 /UG=Mm.45160 /LL=67679 /UG_GENE=0710001D0
MOE430_2_1429008_at 87.9 115.9 P P 0.000244 0.000244 0.3 NC 0.004073 gb:AK007993.1 /DB_XREF=gi:12841901 /FEA=mRNA /CNT=61 /TID=Mm.23543.1 /TIER=Stack /STK=14 /UG=Mm.23543 /LL=67490 /UG_GENE=1810074P2
MOE430_2_1429044_at 234 309.8 P P 0.001221 0.001953 0.3 NC 0.07 gb:AK018678.1 /DB_XREF=gi:12858504 /FEA=mRNA /CNT=81 /TID=Mm.144143.1 /TIER=Stack /STK=13 /UG=Mm.144143 /LL=67886 /UG_GENE=1600013
MOE430_2_1429049_at 65.1 88.1 P P 0.000244 0.000732 0.3 NC 0.24 gb:AK004737.1 /DB_XREF=gi:12836134 /FEA=mRNA /CNT=48 /TID=Mm.100666.1 /TIER=Stack /STK=13 /UG=Mm.100666 /LL=74137 /UG_GENE=1200013
MOE430_2_1429053_at 81.5 96.2 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BB795266 /DB_XREF=gi:16964885 /DB_XREF=BB795266 /CLONE=G431004C21 /FEA=mRNA /CNT=29 /TID=Mm.33421.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429056_at 45.3 60.6 P P 0.000244 0.000244 0.3 NC 0.004925 gb:AK005056.1 /DB_XREF=gi:12836717 /FEA=mRNA /CNT=41 /TID=Mm.24425.1 /TIER=Stack /STK=13 /UG=Mm.24425 /LL=66897 /UG_GENE=1300019C0
MOE430_2_1429065_at 265.1 291.9 P P 0.000244 0.000244 0.3 NC 0.09 gb:AK006283.1 /DB_XREF=gi:12839298 /FEA=mRNA /CNT=22 /TID=Mm.45965.1 /TIER=Stack /STK=13 /UG=Mm.45965 /LL=69435 /UG_GENE=1700023M0
MOE430_2_1429080_at 35.2 58.7 P P 0.00415 0.001953 0.3 NC 0.03 gb:AK008785.1 /DB_XREF=gi:12843191 /FEA=mRNA /CNT=42 /TID=Mm.26973.1 /TIER=Stack /STK=12 /UG=Mm.26973 /LL=67973 /UG_GENE=2810453H1
MOE430_2_1429083_at 57.7 61.1 P P 0.01 0.00293 0.3 NC 0.02 gb:BB006088 /DB_XREF=gi:15389995 /DB_XREF=BB006088 /CLONE=4732469M24 /FEA=mRNA /CNT=25 /TID=Mm.41348.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429088_at 49.6 49.8 P P 0.000244 0.00293 0.3 NC 0.5 gb:AK007400.1 /DB_XREF=gi:12840927 /FEA=mRNA /CNT=41 /TID=Mm.154109.1 /TIER=Stack /STK=12 /UG=Mm.154109 /LL=76745 /UG_GENE=1810009
MOE430_2_1429091_at 64.7 90.9 P P 0.005859 0.00293 0.3 NC 0.3 gb:BF682507 /DB_XREF=gi:11956402 /DB_XREF=602116902F2 /CLONE=IMAGE:3468216 /FEA=mRNA /CNT=22 /TID=Mm.26593.1 /TIER=Stack /STK=12 /
MOE430_2_1429093_at 163.8 194.7 P P 0.000732 0.000244 0.3 NC 0.01 gb:BG070809 /DB_XREF=gi:12553466 /DB_XREF=H3092D05-3 /CLONE=H3092D05 /FEA=mRNA /CNT=57 /TID=Mm.40897.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429097_at 126 128.4 P P 0.01 0.01 0.3 NC 0.13 gb:BB090042 /DB_XREF=gi:16261028 /DB_XREF=BB090042 /CLONE=9430024M09 /FEA=mRNA /CNT=33 /TID=Mm.66737.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429111_at 355.2 446.9 P P 0.001221 0.000732 0.3 NC 0.03 gb:AV270892 /DB_XREF=gi:15405442 /DB_XREF=AV270892 /CLONE=4931402J01 /FEA=mRNA /CNT=43 /TID=Mm.33997.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429112_at 21.1 20.6 A A 0.08 0.09 0.3 NC 0.09 gb:BM963316 /DB_XREF=gi:19546736 /DB_XREF=UI-M-EQ0-bwm-e-09-0-UI.r1 /CLONE=IMAGE:5697392 /FEA=mRNA /CNT=43 /TID=Mm.33997.1 /TIER
MOE430_2_1429114_at 121 156.5 P P 0.000244 0.000244 0.3 I 0.001201 gb:AV276619 /DB_XREF=gi:16390846 /DB_XREF=AV276619 /CLONE=4932435K01 /FEA=mRNA /CNT=55 /TID=Mm.22355.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429128_x_ 52 44.8 P P 0.000244 0.001953 0.3 NC 0.5 gb:BI466783 /DB_XREF=gi:15279661 /DB_XREF=ic58a07.x3 /CLONE=IMAGE:5657749 /FEA=mRNA /CNT=18 /TID=Mm.214.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429141_at 112.5 164.6 P P 0.000244 0.000732 0.3 NC 0.007788 gb:AK004524.1 /DB_XREF=gi:12835749 /GEN=Ppgb /FEA=mRNA /CNT=15 /TID=Mm.46192.1 /TIER=Stack /STK=11 /UG=Mm.46192 /UG_TITLE=Mus musc
MOE430_2_1429144_at 135.9 165.9 P P 0.001953 0.001953 0.3 NC 0.13 gb:AV291259 /DB_XREF=gi:16392379 /DB_XREF=AV291259 /CLONE=5430401O18 /FEA=mRNA /CNT=129 /TID=Mm.28697.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1429186_a_ 126 152 P P 0.000244 0.000244 0.3 NC 0.03 gb:BB222482 /DB_XREF=gi:8891094 /DB_XREF=BB222482 /CLONE=A530078C17 /FEA=mRNA /CNT=34 /TID=Mm.2046.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1429187_at 515.1 562.7 P P 0.000244 0.000244 0.3 NC 0.03 gb:AV306753 /DB_XREF=gi:6339267 /DB_XREF=AV306753 /CLONE=5730544L15 /FEA=mRNA /CNT=47 /TID=Mm.220909.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429194_at 139.4 157.4 P P 0.000244 0.000244 0.3 NC 0.13 gb:BB373351 /DB_XREF=gi:16407168 /DB_XREF=BB373351 /CLONE=C130070A07 /FEA=mRNA /CNT=43 /TID=Mm.25843.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429197_s_ 38.1 44.5 P P 0.000244 0.000244 0.3 NC 0.48 gb:BB431654 /DB_XREF=gi:16424175 /DB_XREF=BB431654 /CLONE=C630039O19 /FEA=mRNA /CNT=38 /TID=Mm.39565.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429199_s_ 188.2 233.9 P P 0.000244 0.000244 0.3 NC 0.05 gb:BM219812 /DB_XREF=gi:17779740 /DB_XREF=C0930E01-3 /CLONE=C0930E01 /FEA=mRNA /CNT=43 /TID=Mm.2005.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429202_at 13.7 14.3 P P 0.02 0.01 0.3 NC 0.05 gb:AK011471.1 /DB_XREF=gi:12847617 /FEA=mRNA /CNT=20 /TID=Mm.86895.1 /TIER=Stack /STK=9 /UG=Mm.86895 /LL=66299 /UG_GENE=2610019N06
MOE430_2_1429207_at 79.6 90.6 P P 0.000732 0.000732 0.3 NC 0.03 gb:BB257344 /DB_XREF=gi:15410737 /DB_XREF=BB257344 /CLONE=A730079E17 /FEA=mRNA /CNT=14 /TID=Mm.27503.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429230_at 9.8 11.4 A A 0.3 0.33 0.3 NC 0.42 gb:AK003996.1 /DB_XREF=gi:12834990 /FEA=mRNA /CNT=14 /TID=Mm.20024.1 /TIER=Stack /STK=9 /UG=Mm.20024 /LL=68668 /UG_GENE=1110030O19
MOE430_2_1429240_at 201.3 222 P P 0.000244 0.000244 0.3 NC 0.04 gb:AK014587.1 /DB_XREF=gi:12852534 /FEA=mRNA /CNT=73 /TID=Mm.31508.2 /TIER=Stack /STK=33 /UG=Mm.31508 /LL=77050 /UG_GENE=4632419C1
MOE430_2_1429249_at 9.1 13.7 A A 0.39 0.3 0.3 NC 0.42 gb:BB346520 /DB_XREF=gi:9058346 /DB_XREF=BB346520 /CLONE=B930061N04 /FEA=mRNA /CNT=38 /TID=Mm.72187.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429320_at 59.7 60.3 P P 0.01 0.00293 0.3 NC 0.04 gb:AV296242 /DB_XREF=gi:16392832 /DB_XREF=AV296242 /CLONE=5730440C16 /FEA=mRNA /CNT=71 /TID=Mm.53963.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1429337_at 53.6 89.2 P P 0.01 0.008057 0.3 NC 0.37 gb:BB161454 /DB_XREF=gi:8817394 /DB_XREF=BB161454 /CLONE=A130060B08 /FEA=mRNA /CNT=66 /TID=Mm.139238.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429351_at 115.3 141.8 P P 0.000244 0.000244 0.3 NC 0.03 gb:AK018314.1 /DB_XREF=gi:12857962 /FEA=mRNA /CNT=79 /TID=Mm.126970.1 /TIER=Stack /STK=32 /UG=Mm.126970 /LL=76216 /UG_GENE=6530402
MOE430_2_1429369_at 106.5 154.9 P P 0.000732 0.000244 0.3 NC 0.06 gb:BG069441 /DB_XREF=gi:12551933 /DB_XREF=H3075E12-3 /CLONE=H3075E12 /FEA=mRNA /CNT=136 /TID=Mm.177451.1 /TIER=Stack /STK=16 /UG
MOE430_2_1429387_at 0.7 0.5 A A 0.75 0.91 0.3 NC 0.75 gb:AK018457.1 /DB_XREF=gi:12858167 /FEA=mRNA /CNT=34 /TID=Mm.202760.1 /TIER=Stack /STK=26 /UG=Mm.202760 /LL=71520 /UG_GENE=Grap /U
MOE430_2_1429394_at 74.8 78.7 P P 0.00293 0.001953 0.3 NC 0.09 gb:BB025778 /DB_XREF=gi:16257947 /DB_XREF=BB025778 /CLONE=5330430A10 /FEA=mRNA /CNT=51 /TID=Mm.220903.1 /TIER=Stack /STK=25 /UG=
MOE430_2_1429428_at 450.7 525.3 P P 0.000244 0.000244 0.3 NC 0.09 gb:BB175494 /DB_XREF=gi:16269681 /DB_XREF=BB175494 /CLONE=A230056P16 /FEA=mRNA /CNT=180 /TID=Mm.4269.4 /TIER=Stack /STK=20 /UG=M
MOE430_2_1429435_x_ 24.6 28.2 P P 0.01 0.001953 0.3 NC 0.05 gb:AK018164.1 /DB_XREF=gi:12857757 /FEA=mRNA /CNT=64 /TID=Mm.197521.1 /TIER=Stack /STK=22 /UG=Mm.197521 /LL=70742 /UG_GENE=6330412
MOE430_2_1429469_at 30.5 28.5 P P 0.01 0.01 0.3 NC 0.44 gb:BB496937 /DB_XREF=gi:16441906 /DB_XREF=BB496937 /CLONE=D630005H02 /FEA=mRNA /CNT=23 /TID=Mm.123211.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1429477_at 72.6 78.7 P P 0.001221 0.000244 0.3 NC 0.05 gb:AW556269 /DB_XREF=gi:7201698 /DB_XREF=L0266B04-3 /CLONE=L0266B04 /FEA=mRNA /CNT=31 /TID=Mm.100466.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1429495_at 36.4 39 A A 0.09 0.09 0.3 NC 0.23 gb:AV007348 /DB_XREF=gi:4784335 /DB_XREF=AV007348 /CLONE=1110004B13 /FEA=mRNA /CNT=26 /TID=Mm.196165.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1429512_at 7.9 10.9 A A 0.39 0.12 0.3 NC 0.004481 gb:AK006058.1 /DB_XREF=gi:12838959 /FEA=mRNA /CNT=20 /TID=Mm.46138.1 /TIER=Stack /STK=17 /UG=Mm.46138 /LL=69376 /UG_GENE=1700017D1
MOE430_2_1429524_at 0.9 0.3 A A 0.87 0.75 0.3 NC 0.1 gb:AK021181.1 /DB_XREF=gi:12861980 /GEN=Myo1f /FEA=mRNA /CNT=19 /TID=Mm.119953.1 /TIER=Stack /STK=16 /UG=Mm.119953 /LL=112416 /UG_T
MOE430_2_1429534_a_ 494.8 600.7 P P 0.000244 0.000244 0.3 NC 0.005409 gb:BB314787 /DB_XREF=gi:9015492 /DB_XREF=BB314787 /CLONE=B230349H12 /FEA=mRNA /CNT=115 /TID=Mm.183073.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1429535_at 61 86.2 P P 0.001953 0.000244 0.3 NC 0.003699 gb:AK004793.1 /DB_XREF=gi:12836241 /FEA=mRNA /CNT=51 /TID=Mm.27717.1 /TIER=Stack /STK=15 /UG=Mm.27717 /LL=74125 /UG_GENE=1200015K2
MOE430_2_1429539_at 91.7 112.4 P P 0.000244 0.000732 0.3 NC 0.09 gb:AK012404.1 /DB_XREF=gi:12849126 /FEA=mRNA /CNT=49 /TID=Mm.172946.1 /TIER=Stack /STK=15 /UG=Mm.172946 /LL=72579 /UG_GENE=2700049
MOE430_2_1429551_at 40.5 43.7 P P 0.00293 0.008057 0.3 NC 0.007788 gb:AK007417.1 /DB_XREF=gi:12840956 /FEA=mRNA /CNT=17 /TID=Mm.7223.1 /TIER=Stack /STK=15 /UG=Mm.7223 /LL=69034 /UG_GENE=1810010E01R
MOE430_2_1429558_a_ 154.4 154.9 P P 0.000732 0.000244 0.3 NC 0.13 gb:BI104294 /DB_XREF=gi:14555187 /DB_XREF=602889861F1 /CLONE=IMAGE:5035095 /FEA=mRNA /CNT=43 /TID=Mm.46641.2 /TIER=Stack /STK=14 /
MOE430_2_1429562_at 0.8 2.4 A A 0.91 0.85 0.3 NC 0.22 gb:AU017788 /DB_XREF=gi:3373278 /DB_XREF=AU017788 /CLONE=J0744D02 /FEA=mRNA /CNT=45 /TID=Mm.220944.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1429578_at 1 1.8 A A 0.94 0.85 0.3 NC 0.24 gb:AK006746.1 /DB_XREF=gi:12839984 /FEA=mRNA /CNT=16 /TID=Mm.78637.1 /TIER=Stack /STK=14 /UG=Mm.78637 /LL=73382 /UG_GENE=1700049K1
MOE430_2_1429579_at 1.1 1.5 A A 0.72 0.6 0.3 NC 0.46 gb:BB266893 /DB_XREF=gi:16400383 /DB_XREF=BB266893 /CLONE=A830027N10 /FEA=mRNA /CNT=15 /TID=Mm.91240.1 /TIER=Stack /STK=14 /UG=M



MOE430_2_1429582_at 206.1 233.7 P P 0.000244 0.000244 0.3 NC 0.19 gb:BB360604 /DB_XREF=gi:16405870 /DB_XREF=BB360604 /CLONE=C030048H19 /FEA=mRNA /CNT=69 /TID=Mm.131074.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1429614_at 73.9 79.4 P P 0.000732 0.000732 0.3 NC 0.5 gb:BM250142 /DB_XREF=gi:17885412 /DB_XREF=K0845A01-3 /CLONE=K0845A01 /FEA=mRNA /CNT=105 /TID=Mm.38529.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1429619_a_ 28.7 32 P P 0.03 0.03 0.3 NC 0.18 gb:AK018387.1 /DB_XREF=gi:12858064 /FEA=mRNA /CNT=61 /TID=Mm.28233.2 /TIER=Stack /STK=12 /UG=Mm.28233 /LL=74528 /UG_GENE=8430406I07
MOE430_2_1429621_at 29.5 37.1 A A 0.08 0.06 0.3 NC 0.5 gb:AK012416.1 /DB_XREF=gi:12849145 /FEA=mRNA /CNT=77 /TID=Mm.46006.1 /TIER=Stack /STK=12 /UG=Mm.46006 /LL=67088 /UG_GENE=2210404G2
MOE430_2_1429661_at 24.8 28 P P 0.00415 0.001953 0.3 NC 0.01 gb:AV309262 /DB_XREF=gi:16394155 /DB_XREF=AV309262 /CLONE=5730578C21 /FEA=mRNA /CNT=24 /TID=Mm.73079.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429680_at 42.4 59.1 P P 0.03 0.04 0.3 NC 0.1 gb:BF466228 /DB_XREF=gi:11535411 /DB_XREF=UI-M-CG0p-bqv-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bqv-a-06-0-UI /FEA=mRNA /CNT=47 /TID=Mm.19
MOE430_2_1429684_at 127.1 160.9 P P 0.000244 0.000244 0.3 I 0.000027 gb:BG094398 /DB_XREF=gi:12577045 /DB_XREF=uu77h06.x1 /CLONE=IMAGE:3382882 /FEA=mRNA /CNT=36 /TID=Mm.89828.1 /TIER=ConsEnd /STK=2 
MOE430_2_1429703_at 4.6 5.2 A A 0.33 0.21 0.3 NC 0.23 gb:AV154947 /DB_XREF=gi:5371048 /DB_XREF=AV154947 /CLONE=2900072G11 /FEA=mRNA /CNT=13 /TID=Mm.138210.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1429716_at 41.6 41.7 P P 0.000244 0.000244 0.3 NC 0.15 gb:BB821121 /DB_XREF=gi:16993750 /DB_XREF=BB821121 /CLONE=G830010G17 /FEA=mRNA /CNT=31 /TID=Mm.146903.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429723_at 158.1 198.5 P P 0.000244 0.000244 0.3 NC 0.002753 gb:AK018153.1 /DB_XREF=gi:12857740 /FEA=mRNA /CNT=46 /TID=Mm.45025.1 /TIER=Stack /STK=9 /UG=Mm.45025 /LL=66674 /UG_GENE=6330409N04
MOE430_2_1429738_at 1.2 1.3 A A 0.72 0.8 0.3 NC 0.42 gb:AK013847.1 /DB_XREF=gi:12851365 /FEA=mRNA /CNT=13 /TID=Mm.154491.1 /TIER=Stack /STK=9 /UG=Mm.154491 /LL=73066 /UG_GENE=2900093J
MOE430_2_1429758_at 331.6 439.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB046208 /DB_XREF=gi:15403972 /DB_XREF=BB046208 /CLONE=6030498I11 /FEA=mRNA /CNT=202 /TID=Mm.22712.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429759_at 24.7 39.2 P P 0.03 0.03 0.3 NC 0.5 gb:BB402211 /DB_XREF=gi:16415121 /DB_XREF=BB402211 /CLONE=C330026J02 /FEA=mRNA /CNT=113 /TID=Mm.37617.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429769_at 43.1 49.9 P P 0.000244 0.000244 0.3 NC 0.13 gb:AK008469.1 /DB_XREF=gi:12842669 /FEA=mRNA /CNT=33 /TID=Mm.28351.1 /TIER=Stack /STK=8 /UG=Mm.28351 /LL=70264 /UG_GENE=2010207C17
MOE430_2_1429772_at 66.6 105.9 P P 0.000244 0.000244 0.3 NC 0.06 gb:BG086470 /DB_XREF=gi:12569034 /DB_XREF=H3126F01-5 /CLONE=H3126F01 /FEA=mRNA /CNT=32 /TID=Mm.33582.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1429781_s_ 12.1 16.4 P P 0.005859 0.01 0.3 NC 0.16 gb:AK014839.1 /DB_XREF=gi:12852912 /FEA=mRNA /CNT=20 /TID=Mm.26219.1 /TIER=Stack /STK=8 /UG=Mm.26219 /LL=67535 /UG_GENE=4921507O14
MOE430_2_1429782_at 34 39.3 P P 0.000244 0.000732 0.3 NC 0.5 gb:AK013899.1 /DB_XREF=gi:12851448 /FEA=mRNA /CNT=16 /TID=Mm.22195.2 /TIER=Stack /STK=8 /UG=Mm.22195 /LL=14790 /UG_GENE=Grcc10 /UG
MOE430_2_1429821_at 34.5 25 P P 0.008057 0.000244 0.3 NC 0.24 gb:AK012908.1 /DB_XREF=gi:12849956 /FEA=mRNA /CNT=11 /TID=Mm.105184.1 /TIER=Stack /STK=8 /UG=Mm.105184 /LL=72683 /UG_GENE=2810046L
MOE430_2_1429823_at 0.6 0.7 A A 0.98 0.99 0.3 NC 0.5 gb:BB519768 /DB_XREF=gi:9571226 /DB_XREF=BB519768 /CLONE=D830038D16 /FEA=mRNA /CNT=9 /TID=Mm.138623.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429839_a_ 351.2 435.8 P P 0.000244 0.000244 0.3 I 0.000147 gb:AK012787.1 /DB_XREF=gi:12849760 /FEA=mRNA /CNT=24 /TID=Mm.4714.2 /TIER=ConsEnd /STK=7 /UG=Mm.4714 /LL=67057 /UG_GENE=Yaf2 /UG_T
MOE430_2_1429849_at 26.6 27.7 P P 0.01 0.03 0.3 NC 0.5 gb:AI647574 /DB_XREF=gi:4726252 /DB_XREF=uk41d04.x1 /CLONE=IMAGE:1971559 /FEA=mRNA /CNT=14 /TID=Mm.38862.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1429853_at 2.2 2.3 A A 0.53 0.53 0.3 NC 0.22 gb:AK006081.1 /DB_XREF=gi:12838993 /FEA=mRNA /CNT=11 /TID=Mm.38543.1 /TIER=ConsEnd /STK=7 /UG=Mm.38543 /LL=75524 /UG_GENE=1700018
MOE430_2_1429886_at 25.7 26 P M 0.03 0.05 0.3 NC 0.5 gb:AK019706.1 /DB_XREF=gi:12860030 /FEA=mRNA /CNT=13 /TID=Mm.29979.1 /TIER=ConsEnd /STK=6 /UG=Mm.29979 /LL=78913 /UG_GENE=4930528
MOE430_2_1429906_at 0.3 0.4 A A 0.91 0.85 0.3 NC 0.48 gb:AV348640 /DB_XREF=gi:15406665 /DB_XREF=AV348640 /CLONE=6430710A17 /FEA=mRNA /CNT=8 /TID=Mm.80290.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1429921_at 15.4 19.8 A A 0.21 0.06 0.3 NC 0.19 gb:AK012310.1 /DB_XREF=gi:12848970 /GEN=Igk-V4 /FEA=mRNA /CNT=9 /TID=Mm.138544.2 /TIER=ConsEnd /STK=6 /UG=Mm.138544 /LL=16121 /UG_
MOE430_2_1429986_at 3.1 7.9 A A 0.46 0.5 0.3 NC 0.5 gb:AW455847 /DB_XREF=gi:7026079 /DB_XREF=UI-M-BH3-aqo-g-03-0-UI.s1 /CLONE=UI-M-BH3-aqo-g-03-0-UI /FEA=mRNA /CNT=8 /TID=Mm.158445
MOE430_2_1429990_at 8.8 9.2 A A 0.19 0.33 0.3 NC 0.5 gb:AK014599.1 /DB_XREF=gi:12852553 /FEA=mRNA /CNT=7 /TID=Mm.66017.1 /TIER=ConsEnd /STK=5 /UG=Mm.66017 /LL=77042 /UG_GENE=4632428M
MOE430_2_1429993_s_ 4.1 4.5 A A 0.6 0.3 0.3 NC 0.08 gb:AK006975.1 /DB_XREF=gi:12840304 /FEA=mRNA /CNT=7 /TID=Mm.116936.1 /TIER=ConsEnd /STK=5 /UG=Mm.116936 /LL=73526 /UG_GENE=170008
MOE430_2_1430024_at 60.7 41.6 P P 0.001221 0.00415 0.3 NC 0.13 gb:BB284377 /DB_XREF=gi:8984826 /DB_XREF=BB284377 /CLONE=A930105K17 /FEA=mRNA /CNT=19 /TID=Mm.46272.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430028_at 74.4 100.5 P P 0.008057 0.001221 0.3 I 0.000088 gb:BB318398 /DB_XREF=gi:16403197 /DB_XREF=BB318398 /CLONE=B230374K23 /FEA=mRNA /CNT=26 /TID=Mm.86724.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1430032_at 39.9 28.6 P P 0.001953 0.000244 0.3 NC 0.3 gb:AK019871.1 /DB_XREF=gi:12860249 /GEN=Rbm4 /FEA=mRNA /CNT=29 /TID=Mm.542.2 /TIER=ConsEnd /STK=4 /UG=Mm.542 /LL=19653 /UG_TITLE=
MOE430_2_1430042_at 9.9 16 P P 0.03 0.01 0.3 NC 0.04 gb:AW552820 /DB_XREF=gi:7198243 /DB_XREF=L0218A02-3 /CLONE=L0218A02 /FEA=mRNA /CNT=12 /TID=Mm.103013.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1430062_at 18.7 20.4 A A 0.06 0.08 0.3 NC 0.5 gb:AK005401.1 /DB_XREF=gi:12837921 /FEA=mRNA /CNT=12 /TID=Mm.36423.1 /TIER=ConsEnd /STK=4 /UG=Mm.36423 /LL=72015 /UG_GENE=1600002
MOE430_2_1430097_at 16.4 12.9 A P 0.08 0.005859 0.3 NC 0.17 gb:AU016566 /DB_XREF=gi:3371570 /DB_XREF=AU016566 /CLONE=J0726G11 /FEA=mRNA /CNT=6 /TID=Mm.96601.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1430151_at 19.3 33.6 A P 0.21 0.03 0.3 NC 0.06 gb:AK014314.1 /DB_XREF=gi:12852080 /FEA=mRNA /CNT=13 /TID=Mm.124615.1 /TIER=ConsEnd /STK=3 /UG=Mm.124615 /LL=76966 /UG_GENE=32020
MOE430_2_1430195_at 13.4 8.1 A P 0.06 0.00415 0.3 NC 0.29 gb:BF662697 /DB_XREF=gi:11927831 /DB_XREF=maa83g03.x1 /CLONE=IMAGE:3823660 /FEA=mRNA /CNT=5 /TID=Mm.45532.1 /TIER=ConsEnd /STK=3 
MOE430_2_1430199_at 0.3 0.4 A A 0.98 0.82 0.3 NC 0.19 gb:AV262133 /DB_XREF=gi:6250056 /DB_XREF=AV262133 /CLONE=4930428F14 /FEA=mRNA /CNT=5 /TID=Mm.206718.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430208_at 19.6 27 A P 0.08 0.03 0.3 NC 0.5 gb:AK019115.1 /DB_XREF=gi:12859151 /FEA=mRNA /CNT=5 /TID=Mm.158190.1 /TIER=ConsEnd /STK=3 /UG=Mm.158190 /LL=68239 /UG_GENE=241003
MOE430_2_1430233_a_ 0.2 0.3 A A 0.88 0.98 0.3 NC 0.5 gb:AK007064.1 /DB_XREF=gi:12840426 /FEA=mRNA /CNT=6 /TID=Mm.85000.2 /TIER=ConsEnd /STK=3 /UG=Mm.85000 /LL=74446 /UG_GENE=4933425K
MOE430_2_1430236_s_ 0.7 0.9 A A 0.98 0.9 0.3 NC 0.02 gb:AK008685.1 /DB_XREF=gi:12843031 /FEA=mRNA /CNT=6 /TID=Mm.203967.1 /TIER=ConsEnd /STK=3 /UG=Mm.203967 /LL=70058 /UG_GENE=221000
MOE430_2_1430292_a_ 653.6 790.3 P P 0.000244 0.000244 0.3 I 0.001201 gb:BG792484 /DB_XREF=gi:14128054 /DB_XREF=UTSW_H37H10-H20A4 /CLONE=UTSW_H37H10-H20A4 /FEA=mRNA /CNT=19 /TID=Mm.28071.2 /TIER=
MOE430_2_1430297_a_ 50.5 68.6 A P 0.09 0.01 0.3 NC 0.02 gb:AK008513.1 /DB_XREF=gi:12842737 /FEA=mRNA /CNT=14 /TID=Mm.31770.2 /TIER=ConsEnd /STK=2 /UG=Mm.31770 /LL=72103 /UG_GENE=2010301
MOE430_2_1430303_at 33.4 35.3 P P 0.01 0.01 0.3 NC 0.17 gb:AI465236 /DB_XREF=gi:4319266 /DB_XREF=mv59b05.x1 /CLONE=IMAGE:659313 /FEA=mRNA /CNT=17 /TID=Mm.67339.2 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430304_at 9.1 11.6 A A 0.14 0.06 0.3 NC 0.07 gb:AK020004.1 /DB_XREF=gi:12860449 /FEA=mRNA /CNT=15 /TID=Mm.132921.1 /TIER=ConsEnd /STK=2 /UG=Mm.132921 /LL=78936 /UG_GENE=58304
MOE430_2_1430340_at 12.6 16.5 A A 0.33 0.33 0.3 NC 0.1 gb:AK015260.1 /DB_XREF=gi:12853527 /FEA=mRNA /CNT=12 /TID=Mm.133290.1 /TIER=ConsEnd /STK=2 /UG=Mm.133290 /LL=75782 /UG_GENE=49304
MOE430_2_1430351_at 0.9 2.2 A A 0.93 0.72 0.3 NC 0.05 gb:AK006916.1 /DB_XREF=gi:12840219 /FEA=mRNA /CNT=13 /TID=Mm.87067.1 /TIER=ConsEnd /STK=2 /UG=Mm.87067 /LL=73472 /UG_GENE=1700067
MOE430_2_1430404_at 51.1 38.9 P P 0.008057 0.000732 0.3 NC 0.4 gb:BM239430 /DB_XREF=gi:17874700 /DB_XREF=K0534C11-3 /CLONE=K0534C11 /FEA=mRNA /CNT=4 /TID=Mm.159564.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430410_at 2 2.7 A A 0.78 0.75 0.3 NC 0.5 gb:AV051796 /DB_XREF=gi:5137568 /DB_XREF=AV051796 /CLONE=1810019N24 /FEA=mRNA /CNT=4 /TID=Mm.158236.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430427_a_ 63.9 84.7 P P 0.000732 0.001221 0.3 MI 0.002032 gb:AK014140.1 /DB_XREF=gi:12851817 /FEA=mRNA /CNT=6 /TID=Mm.87246.2 /TIER=ConsEnd /STK=2 /UG=Mm.87246 /LL=73173 /UG_GENE=Pcdh18 /U
MOE430_2_1430444_at 1.1 0.7 A A 0.91 0.56 0.3 NC 0.05 gb:AK002255.1 /DB_XREF=gi:12832107 /FEA=mRNA /CNT=5 /TID=Mm.81063.1 /TIER=ConsEnd /STK=2 /UG=Mm.81063 /LL=76253 /UG_GENE=0610006L
MOE430_2_1430474_a_ 1438.3 1744.5 P P 0.000244 0.000244 0.3 I 0.001077 gb:AK007757.1 /DB_XREF=gi:12841506 /FEA=mRNA /CNT=4 /TID=Mm.28023.3 /TIER=ConsEnd /STK=2 /UG=Mm.28023 /LL=56428 /UG_GENE=Mtch2-pe
MOE430_2_1430507_at 0.9 0.7 A A 0.95 0.87 0.3 NC 0.39 gb:AK006428.1 /DB_XREF=gi:12839525 /FEA=mRNA /CNT=3 /TID=Mm.69368.1 /TIER=ConsEnd /STK=2 /UG=Mm.69368 /LL=69443 /UG_GENE=1700027J
MOE430_2_1430516_at 14.9 34.2 P P 0.01 0.00293 0.3 NC 0.05 gb:BB167877 /DB_XREF=gi:8823818 /DB_XREF=BB167877 /CLONE=A130095L14 /FEA=mRNA /CNT=3 /TID=Mm.208239.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430536_a_ 2277.5 3458.9 P P 0.000244 0.000244 0.3 I 0.000552 gb:BB071632 /DB_XREF=gi:8581630 /DB_XREF=BB071632 /CLONE=8030498F10 /FEA=mRNA /CNT=19 /TID=Mm.21952.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430554_at 565.5 715.1 P P 0.000244 0.000244 0.3 I 0.000147 gb:BB524113 /DB_XREF=gi:16443930 /DB_XREF=BB524113 /CLONE=D930018C10 /FEA=mRNA /CNT=18 /TID=Mm.100840.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430565_at 1.1 0.6 A A 0.99 0.99 0.3 NC 0.51 gb:AK006553.1 /DB_XREF=gi:12839716 /FEA=mRNA /CNT=15 /TID=Mm.59283.1 /TIER=ConsEnd /STK=1 /UG=Mm.59283 /LL=69528 /UG_GENE=1700030
MOE430_2_1430573_s_ 40.7 24.6 P P 0.04 0.03 0.3 NC 0.5 gb:BB248939 /DB_XREF=gi:15410620 /DB_XREF=BB248939 /CLONE=A730029C24 /FEA=mRNA /CNT=11 /TID=Mm.23910.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430627_at 6 11.1 A A 0.19 0.11 0.3 NC 0.37 gb:AK019899.1 /DB_XREF=gi:12860292 /FEA=mRNA /CNT=9 /TID=Mm.156898.1 /TIER=ConsEnd /STK=1 /UG=Mm.156898 /LL=77101 /UG_GENE=533042
MOE430_2_1430628_at 0.7 1.8 A A 0.82 0.75 0.3 NC 0.41 gb:AK010802.1 /DB_XREF=gi:12846498 /FEA=mRNA /CNT=9 /TID=Mm.177942.1 /TIER=ConsEnd /STK=1 /UG=Mm.177942 /LL=76804 /UG_GENE=241014
MOE430_2_1430643_at 0.7 0.4 A A 0.97 0.94 0.3 NC 0.45 gb:AV351842 /DB_XREF=gi:16397195 /DB_XREF=AV351842 /CLONE=6820401P05 /FEA=mRNA /CNT=11 /TID=Mm.116254.3 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430652_at 28.5 21.5 P P 0.03 0.001953 0.3 NC 0.34 gb:AV242166 /DB_XREF=gi:16386733 /DB_XREF=AV242166 /CLONE=4831404P12 /FEA=mRNA /CNT=9 /TID=Mm.82648.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430684_s_ 0.5 0.2 A A 0.9 0.99 0.3 NC 0.82 gb:AV278610 /DB_XREF=gi:6266647 /DB_XREF=AV278610 /CLONE=4933402N21 /FEA=mRNA /CNT=7 /TID=Mm.196281.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430694_at 25.7 39.9 A P 0.11 0.01 0.3 NC 0.02 gb:BE630656 /DB_XREF=gi:9913344 /DB_XREF=uu52e10.x1 /CLONE=IMAGE:3375594 /FEA=mRNA /CNT=6 /TID=Mm.142364.2 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430698_a_ 4.9 8 A M 0.12 0.05 0.3 NC 0.41 gb:AK017107.1 /DB_XREF=gi:12856197 /FEA=mRNA /CNT=6 /TID=Mm.87637.2 /TIER=ConsEnd /STK=1 /UG=Mm.87637 /LL=75821 /UG_GENE=4930513H
MOE430_2_1430744_at 2.1 1.8 A A 0.66 0.43 0.3 NC 0.09 gb:AK007861.1 /DB_XREF=gi:12841687 /GEN=Kdap /FEA=mRNA /CNT=5 /TID=Mm.206682.1 /TIER=ConsEnd /STK=1 /UG=Mm.206682 /UG_TITLE=Mus m
MOE430_2_1430764_at 15.2 12.8 A M 0.06 0.05 0.3 NC 0.5 gb:AV264776 /DB_XREF=gi:6252729 /DB_XREF=AV264776 /CLONE=4930503A01 /FEA=mRNA /CNT=5 /TID=Mm.179176.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430791_at 0.5 0.4 A A 0.91 0.9 0.3 NC 0.62 gb:BB261763 /DB_XREF=gi:16400008 /DB_XREF=BB261763 /CLONE=A730099O13 /FEA=mRNA /CNT=5 /TID=Mm.158440.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430819_at 10.8 8.6 A A 0.39 0.3 0.3 NC 0.46 gb:AK014438.1 /DB_XREF=gi:12852288 /FEA=mRNA /CNT=4 /TID=Mm.200743.1 /TIER=ConsEnd /STK=1 /UG=Mm.200743 /LL=70707 /UG_GENE=383041
MOE430_2_1430824_at 6.9 7.9 A A 0.33 0.27 0.3 NC 0.34 gb:AK016967.1 /DB_XREF=gi:12855986 /FEA=mRNA /CNT=4 /TID=Mm.44229.2 /TIER=ConsEnd /STK=1 /UG=Mm.44229 /LL=58996 /UG_GENE=4933428G
MOE430_2_1430837_a_ 34.7 40.3 P P 0.008057 0.00293 0.3 NC 0.02 gb:AK007371.1 /DB_XREF=gi:12840877 /FEA=mRNA /CNT=4 /TID=Mm.22522.2 /TIER=ConsEnd /STK=1 /UG=Mm.22522 /LL=17190 /UG_GENE=Mbd1 /UG
MOE430_2_1430839_at 1.6 1.6 A A 0.91 0.9 0.3 NC 0.29 gb:AK020489.1 /DB_XREF=gi:12861090 /FEA=mRNA /CNT=4 /TID=Mm.159919.1 /TIER=ConsEnd /STK=1 /UG=Mm.159919 /LL=77433 /UG_GENE=943007
MOE430_2_1430930_at 20.6 17.6 A A 0.17 0.27 0.3 NC 0.5 gb:AK002788.1 /DB_XREF=gi:12833028 /FEA=mRNA /CNT=3 /TID=Mm.158360.1 /TIER=ConsEnd /STK=1 /UG=Mm.158360 /LL=70345 /UG_GENE=061003
MOE430_2_1430933_at 12.3 10.5 P P 0.01 0.01 0.3 NC 0.33 gb:AV295297 /DB_XREF=gi:6327314 /DB_XREF=AV295297 /CLONE=5730433K22 /FEA=mRNA /CNT=3 /TID=Mm.158400.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430934_at 1.1 1.9 A A 0.69 0.69 0.3 NC 0.23 gb:AK012899.1 /DB_XREF=gi:12849944 /FEA=mRNA /CNT=3 /TID=Mm.218296.1 /TIER=ConsEnd /STK=1 /UG=Mm.218296 /LL=72682 /UG_GENE=281004
MOE430_2_1430975_at 7.6 12.4 A P 0.17 0.03 0.3 NC 0.13 gb:AK018420.1 /DB_XREF=gi:12858109 /FEA=mRNA /CNT=3 /TID=Mm.100172.1 /TIER=ConsEnd /STK=1 /UG=Mm.100172 /LL=71469 /UG_GENE=843041
MOE430_2_1430979_a_ 86 80.5 P P 0.00293 0.001953 0.3 NC 0.17 gb:AK011963.1 /DB_XREF=gi:12848409 /FEA=mRNA /CNT=82 /TID=Mm.42948.2 /TIER=ConsEnd /STK=0 /UG=Mm.42948 /LL=21672 /UG_GENE=Prdx2 /U
MOE430_2_1430989_a_ 41.8 72 P P 0.000244 0.00415 0.3 NC 0.08 gb:AK006166.1 /DB_XREF=gi:12839118 /FEA=mRNA /CNT=27 /TID=Mm.196140.2 /TIER=ConsEnd /STK=0 /UG=Mm.196140 /LL=66602 /UG_GENE=17000
MOE430_2_1431002_x_ 41 81.4 P P 0.001953 0.001221 0.3 NC 0.5 gb:AK002291.1 /DB_XREF=gi:12832166 /FEA=mRNA /CNT=20 /TID=Mm.180782.1 /TIER=ConsEnd /STK=0 /UG=Mm.180782 /LL=68126 /UG_GENE=B4301
MOE430_2_1431011_at 61.3 50.9 P P 0.001221 0.000732 0.3 NC 0.09 gb:AK019713.1 /DB_XREF=gi:12860037 /FEA=mRNA /CNT=17 /TID=Mm.28365.2 /TIER=ConsEnd /STK=0 /UG=Mm.28365 /LL=78920 /UG_GENE=4930529
MOE430_2_1431022_at 6.3 7.7 A A 0.21 0.11 0.3 NC 0.5 gb:AK014472.1 /DB_XREF=gi:12852347 /GEN=Snca /FEA=mRNA /CNT=15 /TID=Mm.17484.3 /TIER=ConsEnd /STK=0 /UG=Mm.17484 /LL=20617 /UG_TIT
MOE430_2_1431025_at 16 22.5 P P 0.03 0.03 0.3 NC 0.36 gb:BB627268 /DB_XREF=gi:15399074 /DB_XREF=BB627268 /CLONE=9430076B19 /FEA=mRNA /CNT=24 /TID=Mm.154061.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431066_at 46.2 57.8 P P 0.000244 0.000244 0.3 NC 0.09 gb:BB626220 /DB_XREF=gi:16464269 /DB_XREF=BB626220 /CLONE=9330166H09 /FEA=mRNA /CNT=25 /TID=Mm.219652.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431101_a_ 43.2 52.1 P P 0.03 0.03 0.3 NC 0.08 gb:AK019597.1 /DB_XREF=gi:12859891 /FEA=mRNA /CNT=10 /TID=Mm.22941.1 /TIER=ConsEnd /STK=0 /UG=Mm.22941 /LL=78925 /UG_GENE=4930435
MOE430_2_1431102_at 9.1 7.9 A A 0.12 0.14 0.3 NC 0.26 gb:BB645791 /DB_XREF=gi:15402388 /DB_XREF=BB645791 /CLONE=B630013K15 /FEA=mRNA /CNT=10 /TID=Mm.84625.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431107_at 23.4 33.6 P P 0.001221 0.001953 0.3 NC 0.25 gb:BG294476 /DB_XREF=gi:13055148 /DB_XREF=602391593F1 /CLONE=IMAGE:4503286 /FEA=mRNA /CNT=24 /TID=Mm.56827.2 /TIER=ConsEnd /STK=
MOE430_2_1431108_at 26.7 36.2 A P 0.09 0.04 0.3 NC 0.07 gb:BE573845 /DB_XREF=gi:9817567 /DB_XREF=601331825F2 /CLONE=IMAGE:3709326 /FEA=mRNA /CNT=24 /TID=Mm.103428.1 /TIER=ConsEnd /STK=0
MOE430_2_1431125_a_ 157.9 218.8 P P 0.005859 0.001221 0.3 NC 0.06 gb:AK011540.1 /DB_XREF=gi:12847727 /FEA=mRNA /CNT=9 /TID=Mm.9945.2 /TIER=ConsEnd /STK=0 /UG=Mm.9945 /LL=71807 /UG_GENE=2610024N01
MOE430_2_1431141_at 3.7 6.3 A A 0.9 0.63 0.3 NC 0.18 gb:BI732990 /DB_XREF=gi:15710003 /DB_XREF=603354051F1 /CLONE=IMAGE:5361397 /FEA=mRNA /CNT=11 /TID=Mm.34826.1 /TIER=ConsEnd /STK=0
MOE430_2_1431165_at 16.9 18.2 A P 0.21 0.04 0.3 NC 0.11 gb:AA169070 /DB_XREF=gi:1746106 /DB_XREF=ms21c04.r1 /CLONE=IMAGE:607590 /FEA=mRNA /CNT=15 /TID=Mm.34417.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431180_at 23.2 16.8 P A 0.001221 0.12 0.3 NC 0.31 gb:BI691461 /DB_XREF=gi:15654090 /DB_XREF=603310914F1 /CLONE=IMAGE:5346939 /FEA=mRNA /CNT=9 /TID=Mm.33204.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431196_at 40.7 37.6 P P 0.001953 0.00293 0.3 NC 0.18 gb:BG296252 /DB_XREF=gi:13058701 /DB_XREF=602394083F1 /CLONE=IMAGE:4505852 /FEA=mRNA /CNT=7 /TID=Mm.153302.1 /TIER=ConsEnd /STK=
MOE430_2_1431249_at 13.2 13.4 A P 0.19 0.01 0.3 NC 0.08 gb:BI647744 /DB_XREF=gi:15561980 /DB_XREF=603276871F1 /CLONE=IMAGE:5317432 /FEA=mRNA /CNT=9 /TID=Mm.33029.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431269_at 6.1 5.3 A P 0.09 0.03 0.3 NC 0.2 gb:AK014651.1 /DB_XREF=gi:12852640 /GEN=Prdx4 /FEA=mRNA /CNT=7 /TID=Mm.200123.1 /TIER=ConsEnd /STK=0 /UG=Mm.200123 /UG_TITLE=Mus m
MOE430_2_1431312_at 10.8 14.4 A A 0.27 0.27 0.3 NC 0.16 gb:AK017871.1 /DB_XREF=gi:12857344 /FEA=mRNA /CNT=6 /TID=Mm.132387.1 /TIER=ConsEnd /STK=0 /UG=Mm.132387 /LL=66662 /UG_GENE=573057
MOE430_2_1431331_at 0.6 1.6 A A 0.6 0.53 0.3 NC 0.5 gb:AK006949.1 /DB_XREF=gi:12840262 /GEN=Mgll /FEA=mRNA /CNT=5 /TID=Mm.194795.3 /TIER=ConsEnd /STK=0 /UG=Mm.194795 /LL=23945 /UG_TIT
MOE430_2_1431357_a_ 3 4.7 A A 0.63 0.33 0.3 NC 0.5 gb:AK020800.1 /DB_XREF=gi:12861497 /GEN=Rpgrip1 /FEA=mRNA /CNT=4 /TID=Mm.21662.3 /TIER=ConsEnd /STK=0 /UG=Mm.21662 /LL=77945 /UG_TI
MOE430_2_1431377_at 8 16.4 A A 0.39 0.24 0.3 NC 0.5 gb:AK013742.1 /DB_XREF=gi:12851224 /GEN=Sca10 /FEA=mRNA /CNT=4 /TID=Mm.194485.1 /TIER=ConsEnd /STK=0 /UG=Mm.194485 /UG_TITLE=Mus 
MOE430_2_1431440_at 7.8 6 A A 0.19 0.12 0.3 NC 0.57 gb:AK011941.1 /DB_XREF=gi:12848373 /FEA=mRNA /CNT=3 /TID=Mm.160329.1 /TIER=ConsEnd /STK=0 /UG=Mm.160329 /UG_TITLE=Mus musculus 10 d
MOE430_2_1431441_at 0.9 1.4 A A 0.93 0.85 0.3 NC 0.06 gb:BF149437 /DB_XREF=gi:11030832 /DB_XREF=uy65a08.y1 /CLONE=IMAGE:3664406 /FEA=mRNA /CNT=3 /TID=Mm.177844.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431452_at 1.6 2.2 A A 0.5 0.78 0.3 NC 0.21 gb:AK015343.1 /DB_XREF=gi:12853645 /FEA=mRNA /CNT=5 /TID=Mm.159100.1 /TIER=ConsEnd /STK=4 /UG=Mm.159100 /LL=73969 /UG_GENE=493043
MOE430_2_1431456_at 1.6 1.3 A A 0.72 0.72 0.3 NC 0.37 gb:AK016507.1 /DB_XREF=gi:12855276 /FEA=mRNA /CNT=4 /TID=Mm.73175.1 /TIER=ConsEnd /STK=3 /UG=Mm.73175 /LL=74367 /UG_GENE=4931439C
MOE430_2_1431462_at 18.7 30 A A 0.09 0.06 0.3 NC 0.5 gb:AK007727.1 /DB_XREF=gi:12841456 /FEA=mRNA /CNT=4 /TID=Mm.45860.1 /TIER=ConsEnd /STK=3 /UG=Mm.45860 /LL=69167 /UG_GENE=1810037O
MOE430_2_1431476_at 14.4 10.2 A M 0.17 0.05 0.3 NC 0.5 gb:AV279437 /DB_XREF=gi:6267474 /DB_XREF=AV279437 /CLONE=4933407I05 /FEA=mRNA /CNT=3 /TID=Mm.84915.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1431483_at 0.5 1.5 A A 0.97 0.66 0.3 NC 0.06 gb:AK016040.1 /DB_XREF=gi:12854624 /FEA=mRNA /CNT=3 /TID=Mm.78700.1 /TIER=ConsEnd /STK=2 /UG=Mm.78700 /LL=75161 /UG_GENE=4930544M
MOE430_2_1431497_at 18.3 35.6 A P 0.09 0.03 0.3 NC 0.5 gb:AK021219.1 /DB_XREF=gi:12862034 /FEA=mRNA /CNT=3 /TID=Mm.128148.1 /TIER=ConsEnd /STK=2 /UG=Mm.128148 /LL=78520 /UG_GENE=C33002
MOE430_2_1431510_s_ 511.1 613.8 P P 0.000244 0.000244 0.3 NC 0.003041 gb:AK008567.1 /DB_XREF=gi:12842830 /FEA=mRNA /CNT=6 /TID=Mm.196091.1 /TIER=ConsEnd /STK=1 /UG=Mm.196091 /LL=76537 /UG_GENE=201031
MOE430_2_1431521_at 4.8 6 A A 0.5 0.12 0.3 NC 0.41 gb:AI414902 /DB_XREF=gi:4258406 /DB_XREF=mb56g02.x1 /CLONE=IMAGE:333458 /FEA=mRNA /CNT=4 /TID=Mm.139320.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1431550_at 0.9 3.2 A A 0.87 0.63 0.3 NC 0.5 gb:AK015643.1 /DB_XREF=gi:12854051 /FEA=mRNA /CNT=2 /TID=Mm.159381.1 /TIER=ConsEnd /STK=1 /UG=Mm.159381 /LL=74971 /UG_GENE=493048
MOE430_2_1431581_at 1.4 2.1 A A 0.88 0.6 0.3 NC 0.005933 gb:AK013705.1 /DB_XREF=gi:12851168 /FEA=mRNA /CNT=2 /TID=Mm.166744.1 /TIER=ConsEnd /STK=1 /UG=Mm.166744 /LL=72979 /UG_GENE=290005
MOE430_2_1431587_at 7 6.2 A A 0.09 0.12 0.3 NC 0.5 gb:AK016006.1 /DB_XREF=gi:12854580 /FEA=mRNA /CNT=2 /TID=Mm.196017.1 /TIER=ConsEnd /STK=1 /UG=Mm.196017 /LL=74703 /UG_GENE=493051
MOE430_2_1431670_at 5.4 1.5 A A 0.69 0.88 0.3 NC 0.16 gb:AK008502.1 /DB_XREF=gi:12842718 /FEA=mRNA /CNT=2 /TID=Mm.195627.1 /TIER=ConsEnd /STK=1 /UG=Mm.195627 /LL=72187 /UG_GENE=201030
MOE430_2_1431712_a_ 33.7 31.4 P P 0.000732 0.01 0.3 NC 0.42 gb:AK009941.1 /DB_XREF=gi:12845047 /FEA=mRNA /CNT=2 /TID=Mm.29831.2 /TIER=ConsEnd /STK=0 /UG=Mm.29831 /LL=66367 /UG_GENE=2310022A
MOE430_2_1431732_at 1.9 1.1 A A 0.96 0.88 0.3 NC 0.21 gb:AK015884.1 /DB_XREF=gi:12854395 /FEA=mRNA /CNT=2 /TID=Mm.159416.1 /TIER=ConsEnd /STK=0 /UG=Mm.159416 /LL=75074 /UG_GENE=493052
MOE430_2_1431762_at 15.7 15.2 A M 0.12 0.05 0.3 NC 0.07 gb:AK020653.1 /DB_XREF=gi:12861298 /FEA=mRNA /CNT=2 /TID=Mm.41957.2 /TIER=ConsEnd /STK=0 /UG=Mm.41957 /LL=78558 /UG_GENE=9530081K
MOE430_2_1431772_a_ 26.2 41.5 P P 0.01 0.01 0.3 NC 0.5 gb:AK015445.1 /DB_XREF=gi:12853793 /GEN=Sh3d1B /FEA=mRNA /CNT=2 /TID=Mm.40285.2 /TIER=ConsEnd /STK=0 /UG=Mm.40285 /LL=20403 /UG_T
MOE430_2_1431774_a_ 38.8 50.9 P P 0.000244 0.000244 0.3 NC 0.29 gb:AK015083.1 /DB_XREF=gi:12853288 /FEA=mRNA /CNT=2 /TID=Mm.46381.3 /TIER=ConsEnd /STK=0 /UG=Mm.46381 /LL=73919 /UG_GENE=4930404J
MOE430_2_1431782_s_ 48.8 89.8 P P 0.000732 0.000244 0.3 NC 0.03 gb:AK006049.1 /DB_XREF=gi:12838945 /FEA=mRNA /CNT=2 /TID=Mm.195629.3 /TIER=ConsEnd /STK=0 /UG=Mm.195629 /LL=72222 /UG_GENE=Dgl1-pe
MOE430_2_1431799_at 1.2 2.4 A A 0.87 0.75 0.3 NC 0.1 gb:AK016557.1 /DB_XREF=gi:12855352 /GEN=Mllt4 /FEA=mRNA /CNT=1 /TID=Mm.41655.1 /TIER=ConsEnd /STK=0 /UG=Mm.41655 /LL=17356 /UG_TITL
MOE430_2_1431895_at 0.9 1 A A 0.96 0.85 0.3 NC 0.11 gb:AK017060.1 /DB_XREF=gi:12856126 /FEA=mRNA /CNT=1 /TID=Mm.158615.1 /TIER=ConsEnd /STK=0 /UG=Mm.158615 /LL=71203 /UG_GENE=493343
MOE430_2_1431909_at 1.4 0.9 A A 0.8 0.95 0.3 NC 0.5 gb:AK013726.1 /DB_XREF=gi:12851202 /FEA=mRNA /CNT=1 /TID=Mm.195653.1 /TIER=ConsEnd /STK=0 /UG=Mm.195653 /LL=73048 /UG_GENE=290005
MOE430_2_1431916_at 1.1 1.4 A A 0.69 0.82 0.3 NC 0.53 gb:AK018558.1 /DB_XREF=gi:12858320 /FEA=mRNA /CNT=1 /TID=Mm.158717.1 /TIER=ConsEnd /STK=0 /UG=Mm.158717 /LL=71527 /UG_GENE=903061
MOE430_2_1431918_at 13.2 28.8 A A 0.24 0.09 0.3 NC 0.25 gb:AK006609.1 /DB_XREF=gi:12839795 /FEA=mRNA /CNT=1 /TID=Mm.158983.1 /TIER=ConsEnd /STK=0 /UG=Mm.158983 /LL=73298 /UG_GENE=170003
MOE430_2_1431921_a_ 82.4 116.5 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK017978.1 /DB_XREF=gi:12857491 /GEN=Stag1 /FEA=mRNA /CNT=1 /TID=Mm.42135.2 /TIER=ConsEnd /STK=0 /UG=Mm.42135 /LL=20842 /UG_TIT
MOE430_2_1431942_at 18.8 23.6 A A 0.09 0.08 0.3 NC 0.5 gb:AK018507.1 /DB_XREF=gi:12858239 /FEA=mRNA /CNT=1 /TID=Mm.33369.2 /TIER=ConsEnd /STK=0 /UG=Mm.33369 /LL=80707 /UG_GENE=Wwox /UG
MOE430_2_1431971_at 2.2 1 A A 0.56 0.66 0.3 NC 0.5 gb:AK018689.1 /DB_XREF=gi:12858523 /FEA=mRNA /CNT=1 /TID=Mm.160279.1 /TIER=ConsEnd /STK=0 /UG=Mm.160279 /UG_TITLE=Mus musculus adul
MOE430_2_1432010_at 0.6 1.8 A A 0.97 0.9 0.3 NC 0.2 gb:AK016745.1 /DB_XREF=gi:12855645 /FEA=mRNA /CNT=1 /TID=Mm.195595.1 /TIER=ConsEnd /STK=0 /UG=Mm.195595 /LL=71122 /UG_GENE=493340
MOE430_2_1432058_at 0.8 0.9 A A 0.72 0.85 0.3 NC 0.19 gb:AK015575.1 /DB_XREF=gi:12853970 /FEA=mRNA /CNT=1 /TID=Mm.159379.1 /TIER=ConsEnd /STK=0 /UG=Mm.159379 /LL=74967 /UG_GENE=493047
MOE430_2_1432094_a_ 134.3 170.2 P P 0.000244 0.000244 0.3 NC 0.04 gb:AK006602.1 /DB_XREF=gi:12839785 /FEA=mRNA /CNT=1 /TID=Mm.38921.2 /TIER=ConsEnd /STK=0 /UG=Mm.38921 /LL=73288 /UG_GENE=1700034M
MOE430_2_1432102_at 0.7 0.3 A A 0.78 0.95 0.3 NC 0.71 gb:AK012864.1 /DB_XREF=gi:12849887 /FEA=mRNA /CNT=1 /TID=Mm.158858.1 /TIER=ConsEnd /STK=0 /UG=Mm.158858 /LL=72660 /UG_GENE=281003
MOE430_2_1432135_s_ 2.8 3.7 A P 0.36 0.04 0.3 NC 0.04 gb:AK016064.1 /DB_XREF=gi:12854655 /FEA=mRNA /CNT=1 /TID=Mm.206830.1 /TIER=ConsEnd /STK=0 /UG=Mm.206830 /LL=75331 /UG_GENE=493054
MOE430_2_1432136_s_ 777.7 1034.7 P P 0.000244 0.000244 0.3 I 0.00002 gb:AK007572.1 /DB_XREF=gi:12841200 /FEA=mRNA /CNT=1 /TID=Mm.161667.1 /TIER=ConsEnd /STK=0 /UG=Mm.161667 /LL=69115 /UG_GENE=181002
MOE430_2_1432154_at 0.4 1.5 A A 0.87 0.82 0.3 NC 0.26 gb:AK016724.1 /DB_XREF=gi:12855617 /FEA=mRNA /CNT=1 /TID=Mm.158533.1 /TIER=ConsEnd /STK=0 /UG=Mm.158533 /LL=71009 /UG_GENE=493340
MOE430_2_1432202_a_ 52.9 70.2 P P 0.000244 0.00293 0.3 NC 0.05 gb:AK011064.1 /DB_XREF=gi:12846940 /FEA=mRNA /CNT=1 /TID=Mm.23054.1 /TIER=ConsEnd /STK=0 /UG=Mm.23054 /LL=70235 /UG_GENE=2510040D
MOE430_2_1432324_at 17.2 11.1 A M 0.12 0.06 0.3 NC 0.5 gb:AK015289.1 /DB_XREF=gi:12853567 /FEA=mRNA /CNT=1 /TID=Mm.159082.1 /TIER=ConsEnd /STK=0 /UG=Mm.159082 /LL=73877 /UG_GENE=493043
MOE430_2_1432332_a_ 167 227.7 P P 0.000732 0.000732 0.3 NC 0.005933 gb:AK008430.1 /DB_XREF=gi:12842608 /FEA=mRNA /CNT=1 /TID=Mm.27194.2 /TIER=ConsEnd /STK=0 /UG=Mm.27194 /LL=110959 /UG_GENE=D7Rp2e 
MOE430_2_1432334_at 0.5 0.6 A A 0.91 0.93 0.3 NC 0.4 gb:AK015651.1 /DB_XREF=gi:12854064 /FEA=mRNA /CNT=1 /TID=Mm.159368.1 /TIER=ConsEnd /STK=0 /UG=Mm.159368 /LL=74914 /UG_GENE=493048
MOE430_2_1432336_at 0.8 1.2 A A 0.72 0.78 0.3 NC 0.5 gb:AK017151.1 /DB_XREF=gi:12856260 /FEA=mRNA /CNT=1 /TID=Mm.160285.1 /TIER=ConsEnd /STK=0 /UG=Mm.160285 /LL=114668 /UG_GENE=50334
MOE430_2_1432354_at 4.6 7.7 A A 0.5 0.27 0.3 NC 0.49 gb:AK016589.1 /DB_XREF=gi:12855409 /FEA=mRNA /CNT=1 /TID=Mm.195589.1 /TIER=ConsEnd /STK=0 /UG=Mm.195589 /LL=71036 /UG_GENE=493340
MOE430_2_1432362_at 18.5 17 P M 0.03 0.05 0.3 NC 0.29 gb:AK014919.1 /DB_XREF=gi:12853038 /FEA=mRNA /CNT=1 /TID=Mm.41534.2 /TIER=ConsEnd /STK=0 /UG=Mm.41534 /LL=66336 /UG_GENE=1700022C
MOE430_2_1432379_at 1 1.7 A A 0.86 0.78 0.3 NC 0.34 gb:AK016377.1 /DB_XREF=gi:12855081 /FEA=mRNA /CNT=1 /TID=Mm.160295.1 /TIER=ConsEnd /STK=0 /UG=Mm.160295 /LL=114677 /UG_GENE=49305
MOE430_2_1432383_a_ 64.6 84.2 P P 0.000244 0.000732 0.3 MI 0.00249 gb:AK019512.1 /DB_XREF=gi:12859766 /FEA=mRNA /CNT=1 /TID=Mm.196521.4 /TIER=ConsEnd /STK=0 /UG=Mm.196521 /LL=78795 /UG_GENE=493043
MOE430_2_1432399_a_ 0.9 1 A A 0.99 0.66 0.3 NC 0.01 gb:AK017662.1 /DB_XREF=gi:12857013 /FEA=mRNA /CNT=1 /TID=Mm.133330.2 /TIER=ConsEnd /STK=0 /UG=Mm.133330 /LL=13835 /UG_GENE=Epha1 /
MOE430_2_1432417_a_ 11.5 18.8 A A 0.33 0.11 0.3 NC 0.06 gb:AK020982.1 /DB_XREF=gi:12861733 /FEA=mRNA /CNT=1 /TID=Mm.27469.2 /TIER=ConsEnd /STK=0 /UG=Mm.27469 /LL=70747 /UG_GENE=6330415F
MOE430_2_1432483_at 14 15.8 P A 0.03 0.08 0.3 NC 0.35 gb:AK007269.1 /DB_XREF=gi:12840711 /FEA=mRNA /CNT=1 /TID=Mm.159043.1 /TIER=ConsEnd /STK=0 /UG=Mm.159043 /LL=73642 /UG_GENE=170012
MOE430_2_1432486_a_ 15.5 19 A P 0.21 0.03 0.3 NC 0.08 gb:AK006524.1 /DB_XREF=gi:12839670 /GEN=Tesp2 /FEA=mRNA /CNT=1 /TID=Mm.14418.2 /TIER=ConsEnd /STK=0 /UG=Mm.14418 /LL=21756 /UG_TIT
MOE430_2_1432511_s_ 19.1 24.7 A A 0.33 0.24 0.3 NC 0.01 gb:AK007106.1 /DB_XREF=gi:12840479 /FEA=mRNA /CNT=1 /TID=Mm.195672.1 /TIER=ConsEnd /STK=0 /UG=Mm.195672 /LL=73587 /UG_GENE=170010
MOE430_2_1432527_at 8.7 9.1 A A 0.24 0.27 0.3 NC 0.41 gb:AK007140.1 /DB_XREF=gi:12840523 /FEA=mRNA /CNT=1 /TID=Mm.54304.1 /TIER=ConsEnd /STK=0 /UG=Mm.54304 /LL=73580 /UG_GENE=1700108M
MOE430_2_1432530_s_ 7 8.9 P A 0.04 0.14 0.3 NC 0.42 gb:AK016125.1 /DB_XREF=gi:12854740 /FEA=mRNA /CNT=1 /TID=Mm.218765.1 /TIER=ConsEnd /STK=0 /UG=Mm.218765 /LL=75298 /UG_GENE=493055
MOE430_2_1432533_a_ 315.5 399.3 P P 0.001221 0.000732 0.3 NC 0.03 gb:AK008095.1 /DB_XREF=gi:12842064 /GEN=Slc35a2 /FEA=mRNA /CNT=1 /TID=Mm.214976.3 /TIER=ConsEnd /STK=0 /UG=Mm.214976 /LL=22232 /UG
MOE430_2_1432561_at 1 1.8 A A 0.96 0.87 0.3 NC 0.33 gb:AK019794.1 /DB_XREF=gi:12860132 /FEA=mRNA /CNT=1 /TID=Mm.160044.1 /TIER=ConsEnd /STK=0 /UG=Mm.160044 /LL=78055 /UG_GENE=493056
MOE430_2_1432581_at 0.4 0.5 A A 0.96 0.75 0.3 NC 0.05 gb:BB226756 /DB_XREF=gi:16354053 /DB_XREF=BB226756 /CLONE=A530098G16 /FEA=mRNA /CNT=5 /TID=Mm.158971.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1432592_at 5.6 8.4 A A 0.3 0.6 0.3 NC 0.5 gb:BB635017 /DB_XREF=gi:16471148 /DB_XREF=BB635017 /CLONE=A430050P12 /FEA=mRNA /CNT=4 /TID=Mm.158706.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432609_at 1.1 1.9 A A 0.75 0.69 0.3 NC 0.09 gb:AA960243 /DB_XREF=gi:3126143 /DB_XREF=ub55f02.s1 /CLONE=IMAGE:1381659 /FEA=mRNA /CNT=4 /TID=Mm.158892.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1432623_at 50.3 41 P P 0.04 0.01 0.3 NC 0.02 gb:BB646733 /DB_XREF=gi:16481062 /DB_XREF=BB646733 /CLONE=B930033K04 /FEA=mRNA /CNT=3 /TID=Mm.25319.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432646_a_ 45.2 40.6 P P 0.000244 0.000244 0.3 NC 0.14 gb:AK013851.1 /DB_XREF=gi:12851370 /FEA=mRNA /CNT=3 /TID=Mm.15985.3 /TIER=ConsEnd /STK=0 /UG=Mm.15985 /LL=14705 /UG_GENE=Gng3lg /U
MOE430_2_1432647_at 19.2 21 A A 0.09 0.09 0.3 NC 0.41 gb:BB652325 /DB_XREF=gi:15402813 /DB_XREF=BB652325 /CLONE=C430014G08 /FEA=mRNA /CNT=3 /TID=Mm.8534.4 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1432665_at 2.5 0.5 A A 0.52 0.5 0.3 NC 0.17 gb:AV080906 /DB_XREF=gi:5212354 /DB_XREF=AV080906 /CLONE=2210416J07 /FEA=mRNA /CNT=2 /TID=Mm.158814.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432678_at 1.1 1 A A 0.75 0.85 0.3 NC 0.45 gb:AV121152 /DB_XREF=gi:5306866 /DB_XREF=AV121152 /CLONE=2610318I17 /FEA=mRNA /CNT=2 /TID=Mm.159729.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432692_at 7.9 10.8 A P 0.19 0.01 0.3 NC 0.36 gb:AV266407 /DB_XREF=gi:6254444 /DB_XREF=AV266407 /CLONE=4930517G19 /FEA=mRNA /CNT=2 /TID=Mm.67091.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432706_at 1.9 2 A A 0.82 0.72 0.3 NC 0.12 gb:AK019917.1 /DB_XREF=gi:12860316 /FEA=mRNA /CNT=2 /TID=Mm.110449.1 /TIER=ConsEnd /STK=0 /UG=Mm.110449 /LL=78277 /UG_GENE=533042
MOE430_2_1432721_at 0.9 0.9 A A 0.95 0.91 0.3 NC 0.36 gb:AV314786 /DB_XREF=gi:6280204 /DB_XREF=AV314786 /CLONE=5830424K16 /FEA=mRNA /CNT=2 /TID=Mm.159659.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432726_at 7 4.8 A A 0.18 0.3 0.3 NC 0.18 gb:AV206692 /DB_XREF=gi:6147545 /DB_XREF=AV206692 /CLONE=1700089D09 /FEA=mRNA /CNT=2 /TID=Mm.65469.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432732_at 5.3 7.2 A A 0.12 0.33 0.3 NC 0.7 gb:AK017976.1 /DB_XREF=gi:12857489 /FEA=mRNA /CNT=2 /TID=Mm.51123.1 /TIER=ConsEnd /STK=0 /UG=Mm.51123 /LL=76068 /UG_GENE=5830437K
MOE430_2_1432748_at 10.6 10.7 A P 0.11 0.008057 0.3 NC 0.25 gb:AK016636.1 /DB_XREF=gi:12855481 /FEA=mRNA /CNT=2 /TID=Mm.56320.1 /TIER=ConsEnd /STK=0 /UG=Mm.56320 /LL=71021 /UG_GENE=4933403J



MOE430_2_1432815_at 0.3 0.8 A A 0.96 0.82 0.3 NC 0.35 gb:AK014721.1 /DB_XREF=gi:12852740 /FEA=mRNA /CNT=2 /TID=Mm.66567.1 /TIER=ConsEnd /STK=0 /UG=Mm.66567 /LL=73755 /UG_GENE=4833419A
MOE430_2_1432834_at 1.3 1.6 A A 0.82 0.85 0.3 NC 0.19 gb:BI650359 /DB_XREF=gi:15564595 /DB_XREF=603296082F1 /CLONE=IMAGE:5336780 /FEA=mRNA /CNT=2 /TID=Mm.24242.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1432837_at 6.1 9.3 A A 0.66 0.6 0.3 NC 0.5 gb:AK012542.1 /DB_XREF=gi:12849351 /FEA=mRNA /CNT=2 /TID=Mm.158180.1 /TIER=ConsEnd /STK=0 /UG=Mm.158180 /LL=67969 /UG_GENE=270008
MOE430_2_1432854_at 1.4 2.4 A A 0.85 0.56 0.3 NC 0.13 gb:AV041613 /DB_XREF=gi:4861278 /DB_XREF=AV041613 /CLONE=1700018P08 /FEA=mRNA /CNT=2 /TID=Mm.158991.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1432866_at 0.7 0.3 A A 0.85 0.9 0.3 NC 0.75 gb:AK020063.1 /DB_XREF=gi:12860527 /FEA=mRNA /CNT=2 /TID=Mm.160013.1 /TIER=ConsEnd /STK=0 /UG=Mm.160013 /LL=77876 /UG_GENE=603044
MOE430_2_1432882_at 27.9 32.3 P P 0.01 0.008057 0.3 NC 0.02 gb:AK016539.1 /DB_XREF=gi:12855324 /FEA=mRNA /CNT=1 /TID=Mm.207047.1 /TIER=ConsEnd /STK=0 /UG=Mm.207047 /LL=114675 /UG_GENE=49324
MOE430_2_1432883_at 1.1 0.3 A A 0.9 0.87 0.3 NC 0.46 gb:AK016539.1 /DB_XREF=gi:12855324 /FEA=mRNA /CNT=1 /TID=Mm.207047.1 /TIER=ConsEnd /STK=0 /UG=Mm.207047 /LL=114675 /UG_GENE=49324
MOE430_2_1432886_at 2.7 5.2 A A 0.33 0.46 0.3 NC 0.83 gb:AK017710.1 /DB_XREF=gi:12857090 /FEA=mRNA /CNT=1 /TID=Mm.158414.1 /TIER=ConsEnd /STK=0 /UG=Mm.158414 /LL=70602 /UG_GENE=573048
MOE430_2_1432888_at 3.1 12.3 A A 0.5 0.21 0.3 NC 0.5 gb:AK019632.1 /DB_XREF=gi:12859934 /FEA=mRNA /CNT=1 /TID=Mm.160152.1 /TIER=ConsEnd /STK=0 /UG=Mm.160152 /LL=78918 /UG_GENE=493045
MOE430_2_1432900_at 2.1 2.1 A A 0.87 0.96 0.3 NC 0.74 gb:AK018352.1 /DB_XREF=gi:12858014 /FEA=mRNA /CNT=1 /TID=Mm.159557.1 /TIER=ConsEnd /STK=0 /UG=Mm.159557 /LL=75748 /UG_GENE=662040
MOE430_2_1432918_at 7.2 9.3 A A 0.27 0.18 0.3 NC 0.09 gb:AK014868.1 /DB_XREF=gi:12852959 /FEA=mRNA /CNT=1 /TID=Mm.158476.1 /TIER=ConsEnd /STK=0 /UG=Mm.158476 /LL=70879 /UG_GENE=492151
MOE430_2_1432955_at 7.3 10.7 A A 0.43 0.24 0.3 NC 0.29 gb:AK015382.1 /DB_XREF=gi:12853701 /FEA=mRNA /CNT=1 /TID=Mm.159573.1 /TIER=ConsEnd /STK=0 /UG=Mm.159573 /LL=75794 /UG_GENE=493044
MOE430_2_1432957_at 0.8 3.1 A A 0.6 0.5 0.3 NC 0.5 gb:AK017518.1 /DB_XREF=gi:12856795 /FEA=mRNA /CNT=1 /TID=Mm.158382.1 /TIER=ConsEnd /STK=0 /UG=Mm.158382 /LL=70477 /UG_GENE=573040
MOE430_2_1432960_at 6 8.2 A A 0.17 0.27 0.3 NC 0.3 gb:AK015406.1 /DB_XREF=gi:12853738 /FEA=mRNA /CNT=1 /TID=Mm.160301.1 /TIER=ConsEnd /STK=0 /UG=Mm.160301 /LL=112413 /UG_GENE=49304
MOE430_2_1432987_at 10.1 12.5 A A 0.09 0.21 0.3 NC 0.5 gb:AK015425.1 /DB_XREF=gi:12853761 /FEA=mRNA /CNT=1 /TID=Mm.159290.1 /TIER=ConsEnd /STK=0 /UG=Mm.159290 /LL=74674 /UG_GENE=493044
MOE430_2_1433013_at 1 1.5 A A 0.8 0.95 0.3 NC 0.59 gb:AK006636.1 /DB_XREF=gi:12839832 /FEA=mRNA /CNT=1 /TID=Mm.195785.1 /TIER=ConsEnd /STK=0 /UG=Mm.195785 /LL=76989 /UG_GENE=170003
MOE430_2_1433027_at 5.1 8.5 A A 0.53 0.3 0.3 NC 0.46 gb:AK018061.1 /DB_XREF=gi:12857610 /FEA=mRNA /CNT=1 /TID=Mm.159684.1 /TIER=ConsEnd /STK=0 /UG=Mm.159684 /LL=76121 /UG_GENE=583048
MOE430_2_1433030_at 1.4 0.9 A A 0.9 0.8 0.3 NC 0.44 gb:AK017501.1 /DB_XREF=gi:12856768 /FEA=mRNA /CNT=1 /TID=Mm.158389.1 /TIER=ConsEnd /STK=0 /UG=Mm.158389 /LL=70496 /UG_GENE=573040
MOE430_2_1433071_at 0.8 0.5 A A 0.5 0.72 0.3 NC 0.5 gb:AK018289.1 /DB_XREF=gi:12857925 /FEA=mRNA /CNT=1 /TID=Mm.159709.1 /TIER=ConsEnd /STK=0 /UG=Mm.159709 /LL=76203 /UG_GENE=643060
MOE430_2_1433145_at 8.6 9 A A 0.27 0.46 0.3 NC 0.27 gb:AK017001.1 /DB_XREF=gi:12856038 /FEA=mRNA /CNT=1 /TID=Mm.158668.1 /TIER=ConsEnd /STK=0 /UG=Mm.158668 /LL=71322 /UG_GENE=493343
MOE430_2_1433158_at 9.1 9 A A 0.27 0.14 0.3 NC 0.06 gb:AK019919.1 /DB_XREF=gi:12860318 /FEA=mRNA /CNT=1 /TID=Mm.159850.1 /TIER=ConsEnd /STK=0 /UG=Mm.159850 /LL=77105 /UG_GENE=533042
MOE430_2_1433164_at 1.7 1.6 A A 0.46 0.39 0.3 NC 0.14 gb:AK016262.1 /DB_XREF=gi:12854922 /FEA=mRNA /CNT=1 /TID=Mm.159628.1 /TIER=ConsEnd /STK=0 /UG=Mm.159628 /LL=75938 /UG_GENE=493057
MOE430_2_1433222_at 0.9 1.3 A A 0.87 0.85 0.3 NC 0.45 gb:AK012008.1 /DB_XREF=gi:12848485 /FEA=mRNA /CNT=1 /TID=Mm.158381.1 /TIER=ConsEnd /STK=0 /UG=Mm.158381 /LL=70469 /UG_GENE=261031
MOE430_2_1433251_at 13.5 19.5 A A 0.17 0.11 0.3 NC 0.19 gb:AK016582.1 /DB_XREF=gi:12855397 /FEA=mRNA /CNT=1 /TID=Mm.158531.1 /TIER=ConsEnd /STK=0 /UG=Mm.158531 /LL=71006 /UG_GENE=493270
MOE430_2_1433279_at 8.1 13.3 A P 0.17 0.001953 0.3 NC 0.05 gb:AK017981.1 /DB_XREF=gi:12857495 /FEA=mRNA /CNT=1 /TID=Mm.159662.1 /TIER=ConsEnd /STK=0 /UG=Mm.159662 /LL=76050 /UG_GENE=583044
MOE430_2_1433298_at 0.6 0.6 A A 0.69 0.96 0.3 NC 0.57 gb:AK018026.1 /DB_XREF=gi:12857560 /FEA=mRNA /CNT=1 /TID=Mm.159677.1 /TIER=ConsEnd /STK=0 /UG=Mm.159677 /LL=76101 /UG_GENE=583046
MOE430_2_1433305_at 0.9 1.4 A A 0.78 0.82 0.3 NC 0.45 gb:AK020585.1 /DB_XREF=gi:12861206 /FEA=mRNA /CNT=1 /TID=Mm.160086.1 /TIER=ConsEnd /STK=0 /UG=Mm.160086 /LL=78417 /UG_GENE=953003
MOE430_2_1433310_at 3.5 1.9 A A 0.53 0.78 0.3 NC 0.45 gb:AK021303.1 /DB_XREF=gi:12862153 /FEA=mRNA /CNT=1 /TID=Mm.160118.1 /TIER=ConsEnd /STK=0 /UG=Mm.160118 /LL=78724 /UG_GENE=D53003
MOE430_2_1433311_at 8.8 11.3 P A 0.03 0.09 0.3 NC 0.25 gb:AK021303.1 /DB_XREF=gi:12862153 /FEA=mRNA /CNT=1 /TID=Mm.160118.1 /TIER=ConsEnd /STK=0 /UG=Mm.160118 /LL=78724 /UG_GENE=D53003
MOE430_2_1433342_at 7.9 7.1 A A 0.56 0.53 0.3 NC 0.5 gb:AK017567.1 /DB_XREF=gi:12856867 /FEA=mRNA /CNT=1 /TID=Mm.195569.1 /TIER=ConsEnd /STK=0 /UG=Mm.195569 /LL=70550 /UG_GENE=573041
MOE430_2_1433349_at 0.5 1.1 A A 0.98 0.99 0.3 NC 0.41 gb:AK016111.1 /DB_XREF=gi:12854724 /FEA=mRNA /CNT=1 /TID=Mm.159481.1 /TIER=ConsEnd /STK=0 /UG=Mm.159481 /LL=75264 /UG_GENE=493055
MOE430_2_1433364_at 2.8 2.2 A A 0.85 0.82 0.3 NC 0.5 gb:AK020934.1 /DB_XREF=gi:12861677 /FEA=mRNA /CNT=1 /TID=Mm.160031.1 /TIER=ConsEnd /STK=0 /UG=Mm.160031 /LL=77967 /UG_GENE=A93003
MOE430_2_1433377_at 8.7 8.2 A A 0.27 0.21 0.3 NC 0.23 gb:AK017990.1 /DB_XREF=gi:12857506 /FEA=mRNA /CNT=1 /TID=Mm.159663.1 /TIER=ConsEnd /STK=0 /UG=Mm.159663 /LL=76052 /UG_GENE=583044
MOE430_2_1433398_at 10.7 12 P M 0.01 0.05 0.3 NC 0.5 gb:AK018025.1 /DB_XREF=gi:12857559 /FEA=mRNA /CNT=1 /TID=Mm.159673.1 /TIER=ConsEnd /STK=0 /UG=Mm.159673 /LL=76091 /UG_GENE=583046
MOE430_2_1433425_at 3.3 5.2 A A 0.95 0.88 0.3 NC 0.5 gb:AK007108.1 /DB_XREF=gi:12840482 /FEA=mRNA /CNT=1 /TID=Mm.159033.1 /TIER=ConsEnd /STK=0 /UG=Mm.159033 /LL=73589 /UG_GENE=170010
MOE430_2_1433426_at 4.2 6.7 A A 0.36 0.3 0.3 NC 0.4 gb:AK007167.1 /DB_XREF=gi:12840560 /FEA=mRNA /CNT=1 /TID=Mm.159034.1 /TIER=ConsEnd /STK=0 /UG=Mm.159034 /LL=73595 /UG_GENE=170011
MOE430_2_1433436_s_ 335.6 416.5 P P 0.000244 0.000244 0.3 I 0.00002 gb:BB350618 /DB_XREF=gi:16405313 /DB_XREF=BB350618 /CLONE=B930080L22 /FEA=EST /CNT=242 /TID=Mm.10698.2 /TIER=Stack /STK=227 /UG=M
MOE430_2_1433446_at 116.5 147.6 P P 0.00293 0.001221 0.3 NC 0.07 gb:BB705380 /DB_XREF=gi:16054215 /DB_XREF=BB705380 /CLONE=7420476N11 /FEA=EST /CNT=360 /TID=Mm.61526.4 /TIER=Stack /STK=17 /UG=M
MOE430_2_1433449_at 28.8 34.6 A P 0.11 0.01 0.3 NC 0.13 gb:BM233059 /DB_XREF=gi:17868329 /DB_XREF=K0331G02-3 /CLONE=K0331G02 /FEA=EST /CNT=200 /TID=Mm.35269.1 /TIER=Stack /STK=196 /UG=
MOE430_2_1433468_at 164.8 160.8 P P 0.001953 0.001221 0.3 NC 0.07 gb:BB527207 /DB_XREF=gi:16444443 /DB_XREF=BB527207 /CLONE=D930038K20 /FEA=EST /CNT=582 /TID=Mm.27615.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1433470_a_ 572.7 676.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:BF780381 /DB_XREF=gi:12085324 /DB_XREF=602103395F1 /CLONE=IMAGE:4221526 /FEA=EST /CNT=179 /TID=Mm.183073.2 /TIER=Stack /STK=157
MOE430_2_1433471_at 9 15.6 A A 0.06 0.21 0.3 NC 0.5 gb:AI323642 /DB_XREF=gi:4058071 /DB_XREF=mp87c05.x1 /CLONE=IMAGE:576200 /FEA=EST /CNT=180 /TID=Mm.31630.1 /TIER=Stack /STK=154 /UG=
MOE430_2_1433518_at 224.4 215.8 P P 0.000244 0.000244 0.3 NC 0.3 gb:BM120022 /DB_XREF=gi:17088048 /DB_XREF=L0933G08-3 /CLONE=L0933G08 /FEA=EST /CNT=140 /TID=Mm.74312.2 /TIER=Stack /STK=111 /UG=M
MOE430_2_1433521_at 209.2 262 P P 0.000244 0.000244 0.3 NC 0.008511 gb:AV104707 /DB_XREF=gi:16381876 /DB_XREF=AV104707 /CLONE=2510008P20 /FEA=EST /CNT=138 /TID=Mm.26304.1 /TIER=Stack /STK=108 /UG=M
MOE430_2_1433542_at 68.4 78.7 P P 0.000732 0.001953 0.3 NC 0.11 gb:BB085335 /DB_XREF=gi:15407686 /DB_XREF=BB085335 /CLONE=9330198N23 /FEA=EST /CNT=163 /TID=Mm.28703.1 /TIER=Stack /STK=101 /UG=M
MOE430_2_1433574_at 154.6 201.5 P P 0.000244 0.000244 0.3 NC 0.04 gb:BE824561 /DB_XREF=gi:10256795 /DB_XREF=C0501D01-3 /CLONE=C0501D01 /FEA=EST /CNT=111 /TID=Mm.73550.2 /TIER=Stack /STK=89 /UG=M
MOE430_2_1433580_at 125.2 147.2 P P 0.000732 0.000244 0.3 NC 0.07 gb:AW681678 /DB_XREF=gi:7556367 /DB_XREF=EST00396 /CLONE=EGS1412 /FEA=EST /CNT=143 /TID=Mm.13356.2 /TIER=Stack /STK=87 /UG=Mm.13
MOE430_2_1433595_at 69.9 77.4 P P 0.01 0.01 0.3 NC 0.11 gb:BB409668 /DB_XREF=gi:15411946 /DB_XREF=BB409668 /CLONE=C430014O21 /FEA=EST /CNT=94 /TID=Mm.28885.1 /TIER=Stack /STK=85 /UG=Mm
MOE430_2_1433599_at 41.3 40.2 M M 0.05 0.05 0.3 NC 0.37 gb:BM239162 /DB_XREF=gi:17874432 /DB_XREF=K0529H09-3 /CLONE=K0529H09 /FEA=EST /CNT=101 /TID=Mm.89568.1 /TIER=Stack /STK=84 /UG=M
MOE430_2_1433603_at 1317.8 1580.1 P P 0.000732 0.000732 0.3 I 0.000101 gb:C88200 /DB_XREF=gi:2920157 /DB_XREF=C88200 /CLONE=J0258D11 /FEA=EST /CNT=109 /TID=Mm.29897.1 /TIER=Stack /STK=83 /UG=Mm.29897 
MOE430_2_1433608_at 58.7 95.7 P P 0.00293 0.001953 0.3 NC 0.29 gb:BB821363 /DB_XREF=gi:16993992 /DB_XREF=BB821363 /CLONE=G830011H13 /FEA=EST /CNT=93 /TID=Mm.24613.1 /TIER=Stack /STK=83 /UG=Mm
MOE430_2_1433646_at 127.4 154.1 P P 0.000244 0.000244 0.3 NC 0.16 gb:BB667079 /DB_XREF=gi:16398528 /DB_XREF=BB667079 /CLONE=2610028H14 /FEA=EST /CNT=114 /TID=Mm.30208.1 /TIER=Stack /STK=77 /UG=M
MOE430_2_1433650_at 27.2 36.5 P P 0.01 0.02 0.3 NC 0.35 gb:BB194588 /DB_XREF=gi:16270913 /DB_XREF=BB194588 /CLONE=A330084A01 /FEA=EST /CNT=84 /TID=Mm.29230.4 /TIER=Stack /STK=77 /UG=Mm
MOE430_2_1433659_at 142.3 163.6 P P 0.000244 0.000244 0.3 NC 0.07 gb:BB034503 /DB_XREF=gi:15403644 /DB_XREF=BB034503 /CLONE=5830498K06 /FEA=EST /CNT=166 /TID=Mm.25231.2 /TIER=Stack /STK=76 /UG=M
MOE430_2_1433677_at 251.9 268.1 P P 0.000244 0.000244 0.3 NC 0.08 gb:BI688262 /DB_XREF=gi:15650891 /DB_XREF=603314770F1 /CLONE=IMAGE:5354656 /FEA=EST /CNT=112 /TID=Mm.34751.1 /TIER=Stack /STK=73 /U
MOE430_2_1433705_at 114.6 182.2 P P 0.000244 0.000244 0.3 I 0.000966 gb:BG066277 /DB_XREF=gi:12548846 /DB_XREF=H3041A11-3 /CLONE=H3041A11 /FEA=EST /CNT=83 /TID=Mm.6929.1 /TIER=Stack /STK=69 /UG=Mm.
MOE430_2_1433706_a_ 1036 1273.8 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BG075943 /DB_XREF=gi:12558512 /DB_XREF=H3153F07-3 /CLONE=H3153F07 /FEA=EST /CNT=113 /TID=Mm.21092.1 /TIER=Stack /STK=69 /UG=M
MOE430_2_1433718_a_ 323.2 476.7 P P 0.000244 0.000244 0.3 NC 0.08 gb:BB224832 /DB_XREF=gi:16353916 /DB_XREF=BB224832 /CLONE=A530088H03 /FEA=EST /CNT=103 /TID=Mm.29055.3 /TIER=Stack /STK=67 /UG=M
MOE430_2_1433771_at 96.1 109.2 P P 0.000244 0.000244 0.3 NC 0.002753 gb:AV173092 /DB_XREF=gi:16383719 /DB_XREF=AV173092 /CLONE=4432404I08 /FEA=EST /CNT=92 /TID=Mm.28796.2 /TIER=Stack /STK=62 /UG=Mm.
MOE430_2_1433777_at 105.2 134.7 P P 0.001953 0.00415 0.3 NC 0.1 gb:BB152370 /DB_XREF=gi:15408957 /DB_XREF=BB152370 /CLONE=A130006A08 /FEA=EST /CNT=94 /TID=Mm.29245.1 /TIER=Stack /STK=61 /UG=Mm
MOE430_2_1433783_at 8.4 12.3 A A 0.11 0.21 0.3 NC 0.5 gb:BB479063 /DB_XREF=gi:16440511 /DB_XREF=BB479063 /CLONE=D330036G22 /FEA=EST /CNT=67 /TID=Mm.29733.3 /TIER=Stack /STK=61 /UG=Mm
MOE430_2_1433784_at 178 244.6 P P 0.000244 0.000244 0.3 NC 0.03 gb:BI076832 /DB_XREF=gi:14515489 /DB_XREF=L0287E06-3 /CLONE=L0287E06 /FEA=EST /CNT=112 /TID=Mm.22459.1 /TIER=Stack /STK=61 /UG=Mm
MOE430_2_1433789_at 73 116.7 P P 0.000244 0.000732 0.3 NC 0.04 gb:BI082172 /DB_XREF=gi:14500502 /DB_XREF=602877345F1 /CLONE=IMAGE:5009003 /FEA=EST /CNT=65 /TID=Mm.38186.1 /TIER=Stack /STK=61 /UG
MOE430_2_1433791_at 1.1 1 A A 0.75 0.85 0.3 NC 0.45 gb:BB084626 /DB_XREF=gi:15407670 /DB_XREF=BB084626 /CLONE=9330195C02 /FEA=EST /CNT=62 /TID=Mm.44557.1 /TIER=Stack /STK=61 /UG=Mm
MOE430_2_1433868_at 204.9 209.9 P P 0.000244 0.000244 0.3 NC 0.06 gb:AV028445 /DB_XREF=gi:4783410 /DB_XREF=AV028445 /CLONE=1432000E09 /FEA=EST /CNT=71 /TID=Mm.34258.1 /TIER=Stack /STK=55 /UG=Mm.3
MOE430_2_1433880_at 210.6 252.1 P P 0.001221 0.001953 0.3 I 0.000552 gb:BI903712 /DB_XREF=gi:16165725 /DB_XREF=603167246F1 /CLONE=IMAGE:5255554 /FEA=EST /CNT=105 /TID=Mm.21353.1 /TIER=Stack /STK=54 /U
MOE430_2_1433881_at 76.7 69 P P 0.01 0.001953 0.3 NC 0.005409 gb:BB531733 /DB_XREF=gi:16445974 /DB_XREF=BB531733 /CLONE=E030019A03 /FEA=EST /CNT=105 /TID=Mm.21353.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1433897_at 878.9 1189.5 P P 0.000244 0.000244 0.3 I 0.000167 gb:BQ176744 /DB_XREF=gi:20352236 /DB_XREF=UI-M-DJ2-bvz-h-09-0-UI.s1 /CLONE=UI-M-DJ2-bvz-h-09-0-UI /FEA=EST /CNT=86 /TID=Mm.41720.
MOE430_2_1433900_at 527.9 703.2 P P 0.000244 0.000244 0.3 I 0.001486 gb:BM207978 /DB_XREF=gi:17764022 /DB_XREF=C0620F05-3 /CLONE=C0620F05 /FEA=EST /CNT=74 /TID=Mm.200705.1 /TIER=Stack /STK=53 /UG=M
MOE430_2_1433920_at 183 214.6 P P 0.000732 0.000244 0.3 NC 0.24 gb:BQ032843 /DB_XREF=gi:19768122 /DB_XREF=UI-1-CF0-axk-d-03-0-UI.s1 /CLONE=UI-1-CF0-axk-d-03-0-UI /FEA=EST /CNT=76 /TID=Mm.29558.1 
MOE430_2_1433925_at 324.1 473.7 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BE691440 /DB_XREF=gi:10079064 /DB_XREF=ut17d10.x1 /CLONE=IMAGE:3328147 /FEA=EST /CNT=157 /TID=Mm.154650.1 /TIER=Stack /STK=51 /U
MOE430_2_1433936_at 310.9 383.7 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BG791555 /DB_XREF=gi:14127125 /DB_XREF=UTSW_H13C11 /CLONE=UTSW_H13C11 /FEA=EST /CNT=82 /TID=Mm.6844.1 /TIER=Stack /STK=50 /U
MOE430_2_1433958_at 63.3 81.2 P P 0.000244 0.000244 0.3 I 0.000438 gb:BG069840 /DB_XREF=gi:12552409 /DB_XREF=H3080F11-3 /CLONE=H3080F11 /FEA=EST /CNT=62 /TID=Mm.28774.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1434013_at 5.1 9.3 A A 0.46 0.21 0.3 NC 0.5 gb:BM900139 /DB_XREF=gi:19382932 /DB_XREF=UI-M-DJ1-btc-h-02-0-UI.s1 /CLONE=UI-M-DJ1-btc-h-02-0-UI /FEA=EST /CNT=63 /TID=Mm.38486.1
MOE430_2_1434060_at 72.6 87.1 P P 0.000244 0.000244 0.3 NC 0.12 gb:AW146201 /DB_XREF=gi:6167937 /DB_XREF=um38g10.x1 /CLONE=IMAGE:2247618 /FEA=EST /CNT=88 /TID=Mm.30167.2 /TIER=Stack /STK=44 /UG=
MOE430_2_1434070_at 83.4 104.5 P P 0.001953 0.000732 0.3 MI 0.00225 gb:AV359819 /DB_XREF=gi:16397419 /DB_XREF=AV359819 /CLONE=7530402C22 /FEA=EST /CNT=53 /TID=Mm.22398.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434071_a_ 102.1 107.7 P P 0.000244 0.001221 0.3 NC 0.09 gb:AV288264 /DB_XREF=gi:16392150 /DB_XREF=AV288264 /CLONE=5033405O07 /FEA=EST /CNT=50 /TID=Mm.3241.2 /TIER=Stack /STK=44 /UG=Mm.
MOE430_2_1434075_at 130.9 179.9 P P 0.000244 0.000244 0.3 NC 0.005933 gb:AV374294 /DB_XREF=gi:15412262 /DB_XREF=AV374294 /CLONE=9130009C02 /FEA=EST /CNT=58 /TID=Mm.44147.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434076_at 137.5 157.6 P P 0.000244 0.000244 0.3 NC 0.08 gb:BB350593 /DB_XREF=gi:16405308 /DB_XREF=BB350593 /CLONE=B930080J18 /FEA=EST /CNT=97 /TID=Mm.30489.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434080_at 290 416.1 P P 0.000244 0.000244 0.3 NC 0.00712 gb:BG064927 /DB_XREF=gi:12547490 /DB_XREF=H3025D08-3 /CLONE=H3025D08 /FEA=EST /CNT=161 /TID=Mm.86453.2 /TIER=Stack /STK=43 /UG=M
MOE430_2_1434081_at 165 189.2 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BM245432 /DB_XREF=gi:17880702 /DB_XREF=K0724F07-3 /CLONE=K0724F07 /FEA=EST /CNT=76 /TID=Mm.200558.1 /TIER=Stack /STK=43 /UG=M
MOE430_2_1434108_at 135.4 180.2 P P 0.000244 0.000244 0.3 NC 0.01 gb:BM250164 /DB_XREF=gi:17885434 /DB_XREF=K0845C08-3 /CLONE=K0845C08 /FEA=EST /CNT=105 /TID=Mm.18210.2 /TIER=Stack /STK=42 /UG=M
MOE430_2_1434111_at 516.5 652.2 P P 0.000732 0.000732 0.3 I 0.000078 gb:AW553551 /DB_XREF=gi:7198974 /DB_XREF=L0228F08-3 /CLONE=L0228F08 /FEA=EST /CNT=101 /TID=Mm.30658.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1434112_at 603.6 673.3 P P 0.000244 0.000244 0.3 NC 0.02 gb:BG966339 /DB_XREF=gi:14353976 /DB_XREF=602832824F1 /CLONE=IMAGE:4987613 /FEA=EST /CNT=101 /TID=Mm.30658.1 /TIER=Stack /STK=9 /U
MOE430_2_1434114_at 100.3 160.5 P P 0.000244 0.000244 0.3 NC 0.06 gb:BG076284 /DB_XREF=gi:12558853 /DB_XREF=H3157H05-3 /CLONE=H3157H05 /FEA=EST /CNT=65 /TID=Mm.142380.2 /TIER=Stack /STK=42 /UG=M
MOE430_2_1434115_at 106.2 135.2 P P 0.000732 0.000244 0.3 MI 0.00249 gb:BQ176681 /DB_XREF=gi:20352173 /DB_XREF=UI-M-DJ2-bvz-k-12-0-UI.s1 /CLONE=UI-M-DJ2-bvz-k-12-0-UI /FEA=EST /CNT=68 /TID=Mm.27614.1
MOE430_2_1434122_at 8.8 13.3 P P 0.04 0.02 0.3 NC 0.5 gb:BB319048 /DB_XREF=gi:16403237 /DB_XREF=BB319048 /CLONE=B230378H06 /FEA=EST /CNT=49 /TID=Mm.116116.1 /TIER=Stack /STK=42 /UG=M
MOE430_2_1434125_at 101.5 125 P P 0.000244 0.000244 0.3 NC 0.03 gb:BB398664 /DB_XREF=gi:15411704 /DB_XREF=BB398664 /CLONE=C330009G20 /FEA=EST /CNT=131 /TID=Mm.28221.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434173_s_ 471.3 519.1 P P 0.000244 0.000244 0.3 NC 0.02 gb:AW324123 /DB_XREF=gi:6758148 /DB_XREF=uo24a01.x1 /CLONE=IMAGE:2615784 /FEA=EST /CNT=42 /TID=Mm.220920.1 /TIER=Stack /STK=40 /UG
MOE430_2_1434198_at 3 7.4 A A 0.6 0.27 0.3 NC 0.37 gb:AI551229 /DB_XREF=gi:4483592 /DB_XREF=vo64h03.x1 /CLONE=IMAGE:1054709 /FEA=EST /CNT=45 /TID=Mm.2171.2 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434199_at 7.5 14 M A 0.05 0.12 0.3 NC 0.53 gb:BM898903 /DB_XREF=gi:19381691 /DB_XREF=UI-M-DJ1-btm-b-02-0-UI.s1 /CLONE=UI-M-DJ1-btm-b-02-0-UI /FEA=EST /CNT=45 /TID=Mm.1290.2
MOE430_2_1434211_at 5.6 12.2 A P 0.17 0.03 0.3 NC 0.5 gb:BB352548 /DB_XREF=gi:16405465 /DB_XREF=BB352548 /CLONE=B930089I21 /FEA=EST /CNT=41 /TID=Mm.100125.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434222_at 87.5 93.2 P P 0.000732 0.000244 0.3 NC 0.14 gb:BI153574 /DB_XREF=gi:14613575 /DB_XREF=602871121F1 /CLONE=IMAGE:5003212 /FEA=EST /CNT=51 /TID=Mm.203907.1 /TIER=Stack /STK=38 /U
MOE430_2_1434236_at 52.1 56.3 P P 0.000244 0.00293 0.3 NC 0.06 gb:BB667600 /DB_XREF=gi:16399049 /DB_XREF=BB667600 /CLONE=C730026N06 /FEA=EST /CNT=70 /TID=Mm.30612.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434241_at 52.2 62.7 P P 0.001953 0.01 0.3 NC 0.06 gb:BG065204 /DB_XREF=gi:12547767 /DB_XREF=H3028D12-3 /CLONE=H3028D12 /FEA=EST /CNT=41 /TID=Mm.31972.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434251_at 598.3 717.6 P P 0.000244 0.000244 0.3 NC 0.004073 gb:BM202561 /DB_XREF=gi:17756785 /DB_XREF=C0241E06-3 /CLONE=C0241E06 /FEA=EST /CNT=127 /TID=Mm.182471.3 /TIER=Stack /STK=37 /UG=M
MOE430_2_1434269_at 120.8 144.2 P P 0.000244 0.000244 0.3 NC 0.16 gb:BF453993 /DB_XREF=gi:11520248 /DB_XREF=maa58h03.x1 /CLONE=IMAGE:3821045 /FEA=EST /CNT=46 /TID=Mm.34700.1 /TIER=Stack /STK=37 /U
MOE430_2_1434277_a_ 563.3 660.7 P P 0.000244 0.000244 0.3 I 0.001486 gb:BG069663 /DB_XREF=gi:12552232 /DB_XREF=H3078G07-3 /CLONE=H3078G07 /FEA=EST /CNT=61 /TID=Mm.24166.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434284_at 101.9 122.7 P P 0.001953 0.000732 0.3 I 0.001077 gb:BQ031214 /DB_XREF=gi:19766493 /DB_XREF=UI-1-CF0-amc-c-08-0-UI.s1 /CLONE=UI-1-CF0-amc-c-08-0-UI /FEA=EST /CNT=69 /TID=Mm.139689
MOE430_2_1434288_at 132.2 145.7 P P 0.000244 0.000244 0.3 NC 0.16 gb:BI697337 /DB_XREF=gi:15659966 /DB_XREF=603348263F1 /CLONE=IMAGE:5375822 /FEA=EST /CNT=55 /TID=Mm.41143.1 /TIER=Stack /STK=36 /UG
MOE430_2_1434290_at 113.9 155.1 P P 0.000244 0.000244 0.3 NC 0.05 gb:BG070887 /DB_XREF=gi:12553379 /DB_XREF=H3091D07-3 /CLONE=H3091D07 /FEA=EST /CNT=48 /TID=Mm.216325.1 /TIER=Stack /STK=36 /UG=M
MOE430_2_1434294_at 31.2 31.7 P P 0.00415 0.001953 0.3 NC 0.004481 gb:BB183166 /DB_XREF=gi:16270209 /DB_XREF=BB183166 /CLONE=A230104I02 /FEA=EST /CNT=46 /TID=Mm.23859.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1434312_at 398.3 501.9 P P 0.000732 0.000244 0.3 I 0.001832 gb:AA958965 /DB_XREF=gi:3125195 /DB_XREF=ub59g03.s1 /CLONE=IMAGE:1382068 /FEA=EST /CNT=44 /TID=Mm.27308.1 /TIER=Stack /STK=35 /UG=
MOE430_2_1434328_at 1445.8 1806.7 P P 0.000244 0.000244 0.3 I 0.000241 gb:BM213176 /DB_XREF=gi:17770979 /DB_XREF=C0832F08-3 /CLONE=C0832F08 /FEA=EST /CNT=144 /TID=Mm.2050.2 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434340_at 336.4 411.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BF681728 /DB_XREF=gi:11955623 /DB_XREF=602117220F2 /CLONE=IMAGE:3468340 /FEA=EST /CNT=44 /TID=Mm.22138.2 /TIER=Stack /STK=34 /U
MOE430_2_1434380_at 31.1 57.1 P P 0.000244 0.001953 0.3 NC 0.02 gb:BM241271 /DB_XREF=gi:17876541 /DB_XREF=K0614F09-3 /CLONE=K0614F09 /FEA=EST /CNT=67 /TID=Mm.532.1 /TIER=Stack /STK=33 /UG=Mm.53
MOE430_2_1434386_at 87.7 125.2 P P 0.000732 0.001953 0.3 NC 0.03 gb:BM225269 /DB_XREF=gi:17786795 /DB_XREF=K0209A07-3 /CLONE=K0209A07 /FEA=EST /CNT=42 /TID=Mm.24179.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434389_at 160.6 237.4 P P 0.001221 0.000244 0.3 NC 0.003699 gb:BQ176656 /DB_XREF=gi:20352148 /DB_XREF=UI-M-DJ2-bvz-e-24-0-UI.s1 /CLONE=UI-M-DJ2-bvz-e-24-0-UI /FEA=EST /CNT=54 /TID=Mm.28960.
MOE430_2_1434392_at 238.2 329.8 P P 0.000244 0.000244 0.3 I 0.00006 gb:AV016345 /DB_XREF=gi:16356307 /DB_XREF=AV016345 /CLONE=1110064P04 /FEA=EST /CNT=96 /TID=Mm.13148.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434443_at 287.1 380.6 P P 0.000244 0.000244 0.3 NC 0.004073 gb:AV113524 /DB_XREF=gi:16382126 /DB_XREF=AV113524 /CLONE=2610021O03 /FEA=EST /CNT=55 /TID=Mm.200869.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434458_at 415.6 575 P P 0.000244 0.000244 0.3 NC 0.06 gb:BB444134 /DB_XREF=gi:16424930 /DB_XREF=BB444134 /CLONE=D030044K10 /FEA=EST /CNT=41 /TID=Mm.23835.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434468_at 168.9 160.2 P P 0.000244 0.000244 0.3 NC 0.23 gb:AW553506 /DB_XREF=gi:7198929 /DB_XREF=L0228B04-3 /CLONE=L0228B04 /FEA=EST /CNT=125 /TID=Mm.26609.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434499_a_ 1134.1 1369.3 P P 0.000244 0.000244 0.3 I 0.000618 gb:AV219418 /DB_XREF=gi:6168595 /DB_XREF=AV219418 /CLONE=3010090D11 /FEA=EST /CNT=33 /TID=Mm.9745.2 /TIER=Stack /STK=31 /UG=Mm.9
MOE430_2_1434509_at 115.5 137.4 P P 0.03 0.03 0.3 NC 0.05 gb:BM250883 /DB_XREF=gi:17886153 /DB_XREF=K0856F04-3 /CLONE=K0856F04 /FEA=EST /CNT=63 /TID=Mm.38291.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434542_at 31.1 50.4 P P 0.03 0.01 0.3 NC 0.5 gb:BI648645 /DB_XREF=gi:15562881 /DB_XREF=603277148F1 /CLONE=IMAGE:5317498 /FEA=EST /CNT=103 /TID=Mm.29122.2 /TIER=Stack /STK=29 /U
MOE430_2_1434548_at 53.4 103 P P 0.000244 0.001953 0.3 NC 0.13 gb:BM244064 /DB_XREF=gi:17879334 /DB_XREF=K0706A12-3 /CLONE=K0706A12 /FEA=EST /CNT=49 /TID=Mm.205871.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1434552_at 126.4 129.6 P P 0.005859 0.00415 0.3 NC 0.12 gb:BB372571 /DB_XREF=gi:16407084 /DB_XREF=BB372571 /CLONE=C130065N08 /FEA=EST /CNT=58 /TID=Mm.28975.3 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434555_at 256.3 316.5 P P 0.00293 0.001221 0.3 NC 0.01 gb:BG073527 /DB_XREF=gi:12556096 /DB_XREF=H3123F08-3 /CLONE=H3123F08 /FEA=EST /CNT=40 /TID=Mm.22717.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434562_at 212.6 275.7 P P 0.000244 0.000244 0.3 I 0.00002 gb:AW536327 /DB_XREF=gi:7178744 /DB_XREF=G0103B07-3 /CLONE=G0103B07 /FEA=EST /CNT=43 /TID=Mm.38439.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434568_at 66.7 92.1 P P 0.000244 0.001953 0.3 NC 0.05 gb:BG065425 /DB_XREF=gi:12547988 /DB_XREF=H3031A04-3 /CLONE=H3031A04 /FEA=EST /CNT=36 /TID=Mm.24869.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434570_at 113.5 155.7 P P 0.000244 0.000244 0.3 I 0.000114 gb:BG070592 /DB_XREF=gi:12553161 /DB_XREF=H3089A05-3 /CLONE=H3089A05 /FEA=EST /CNT=49 /TID=Mm.26897.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434585_at 123.3 146.7 P P 0.00415 0.001953 0.3 I 0.000618 gb:BB667130 /DB_XREF=gi:16398579 /DB_XREF=BB667130 /CLONE=4022443P17 /FEA=EST /CNT=30 /TID=Mm.4595.2 /TIER=Stack /STK=29 /UG=Mm.4
MOE430_2_1434597_at 473.7 551.4 P P 0.001221 0.000732 0.3 I 0.001077 gb:BG914752 /DB_XREF=gi:14295228 /DB_XREF=602813542F1 /CLONE=IMAGE:4935874 /FEA=EST /CNT=234 /TID=Mm.28600.1 /TIER=Stack /STK=28 /
MOE430_2_1434608_at 180 189.8 P P 0.000732 0.000244 0.3 I 0.001651 gb:BB132474 /DB_XREF=gi:16266481 /DB_XREF=BB132474 /CLONE=9630061O10 /FEA=EST /CNT=112 /TID=Mm.27807.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1434609_at 196.1 171.7 P P 0.000244 0.000244 0.3 NC 0.29 gb:BQ174157 /DB_XREF=gi:20349648 /DB_XREF=UI-M-DJ2-bvw-c-03-0-UI.s1 /CLONE=UI-M-DJ2-bvw-c-03-0-UI /FEA=EST /CNT=48 /TID=Mm.23030
MOE430_2_1434630_at 119.7 147.7 P P 0.000732 0.000732 0.3 NC 0.07 gb:AV261293 /DB_XREF=gi:16388924 /DB_XREF=AV261293 /CLONE=4930420F18 /FEA=EST /CNT=39 /TID=Mm.219576.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434651_a_ 1.2 5.1 A A 0.78 0.56 0.3 NC 0.26 gb:AW611462 /DB_XREF=gi:7316648 /DB_XREF=un63d11.x1 /CLONE=IMAGE:2503317 /FEA=EST /CNT=39 /TID=Mm.28921.5 /TIER=Stack /STK=27 /UG=
MOE430_2_1434662_at 107.6 166.5 P P 0.001221 0.000244 0.3 NC 0.16 gb:BM237732 /DB_XREF=gi:17873002 /DB_XREF=K0506B07-3 /CLONE=K0506B07 /FEA=EST /CNT=36 /TID=Mm.37635.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434689_at 1078.6 1460.4 P P 0.000244 0.000244 0.3 I 0.00013 gb:BM237055 /DB_XREF=gi:17872325 /DB_XREF=K0445E07-3 /CLONE=K0445E07 /FEA=EST /CNT=61 /TID=Mm.22594.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434733_at 50.7 57 P P 0.000732 0.000244 0.3 NC 0.01 gb:BB528554 /DB_XREF=gi:16445453 /DB_XREF=BB528554 /CLONE=D930047D01 /FEA=EST /CNT=38 /TID=Mm.31304.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434745_at 1939 2283 P P 0.000244 0.000244 0.3 I 0.000214 gb:BQ175880 /DB_XREF=gi:20351372 /DB_XREF=UI-M-DJ2-bwf-o-13-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-13-0-UI /FEA=EST /CNT=164 /TID=Mm.20599
MOE430_2_1434770_at 66.7 72.8 P P 0.000244 0.001221 0.3 NC 0.45 gb:BG076247 /DB_XREF=gi:12558816 /DB_XREF=H3157D05-3 /CLONE=H3157D05 /FEA=EST /CNT=33 /TID=Mm.30647.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434778_at 126.6 150.6 P P 0.000244 0.000244 0.3 NC 0.07 gb:AU022230 /DB_XREF=gi:3387189 /DB_XREF=AU022230 /CLONE=J0410F05 /FEA=EST /CNT=38 /TID=Mm.28257.1 /TIER=Stack /STK=25 /UG=Mm.282
MOE430_2_1434782_at 397.3 434.3 P P 0.000732 0.000244 0.3 NC 0.01 gb:AW551594 /DB_XREF=gi:7197065 /DB_XREF=L0201H09-3 /CLONE=L0201H09 /FEA=EST /CNT=68 /TID=Mm.27371.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1434783_at 188.4 205.8 P P 0.000244 0.000732 0.3 NC 0.06 gb:BM222050 /DB_XREF=gi:17782560 /DB_XREF=K0114B12-3 /CLONE=K0114B12 /FEA=EST /CNT=57 /TID=Mm.196630.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434791_at 289.8 368.7 P P 0.000244 0.000244 0.3 NC 0.003355 gb:BM229554 /DB_XREF=gi:17792505 /DB_XREF=K0280F02-3 /CLONE=K0280F02 /FEA=EST /CNT=40 /TID=Mm.23885.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434821_at 173.8 235.4 P P 0.000244 0.000244 0.3 NC 0.19 gb:AU021226 /DB_XREF=gi:3376810 /DB_XREF=AU021226 /CLONE=J0544E09 /FEA=EST /CNT=118 /TID=Mm.34879.1 /TIER=Stack /STK=24 /UG=Mm.34
MOE430_2_1434825_at 786.4 849.9 P P 0.000244 0.000732 0.3 NC 0.2 gb:BQ175287 /DB_XREF=gi:20350779 /DB_XREF=UI-M-DJ2-bwc-k-24-0-UI.s1 /CLONE=UI-M-DJ2-bwc-k-24-0-UI /FEA=EST /CNT=43 /TID=Mm.10345
MOE430_2_1434835_at 70.9 96.8 P P 0.000244 0.000244 0.3 NC 0.01 gb:BM230523 /DB_XREF=gi:17793766 /DB_XREF=K0296G10-3 /CLONE=K0296G10 /FEA=EST /CNT=46 /TID=Mm.27957.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434840_at 69 61.8 P P 0.000244 0.000732 0.3 NC 0.14 gb:BQ174030 /DB_XREF=gi:20349521 /DB_XREF=UI-M-DJ2-bvv-l-11-0-UI.s1 /CLONE=UI-M-DJ2-bvv-l-11-0-UI /FEA=EST /CNT=48 /TID=Mm.24291.1 
MOE430_2_1434849_at 149.1 176.9 P P 0.000732 0.000732 0.3 NC 0.02 gb:AV222381 /DB_XREF=gi:16384958 /DB_XREF=AV222381 /CLONE=3732424C19 /FEA=EST /CNT=31 /TID=Mm.9997.1 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434896_at 228 282.8 P P 0.000244 0.000732 0.3 NC 0.04 gb:BM230211 /DB_XREF=gi:17793382 /DB_XREF=K0291H06-3 /CLONE=K0291H06 /FEA=EST /CNT=37 /TID=Mm.18810.4 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434910_at 82.1 92.9 P P 0.000244 0.000244 0.3 NC 0.07 gb:BE136476 /DB_XREF=gi:8598976 /DB_XREF=ug32c04.x1 /CLONE=IMAGE:1533318 /FEA=EST /CNT=39 /TID=Mm.29033.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1434937_at 285 348 P P 0.000732 0.000244 0.3 I 0.00003 gb:AW546647 /DB_XREF=gi:7192057 /DB_XREF=L0011B02-3 /CLONE=L0011B02 /FEA=EST /CNT=49 /TID=Mm.6478.1 /TIER=Stack /STK=22 /UG=Mm.6
MOE430_2_1434948_at 39.3 48.9 P P 0.005859 0.03 0.3 NC 0.04 gb:BB538475 /DB_XREF=gi:16446896 /DB_XREF=BB538475 /CLONE=E130012B13 /FEA=EST /CNT=67 /TID=Mm.24167.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1434950_a_ 86.5 140.2 P P 0.001953 0.001953 0.3 I 0.001651 gb:BE995635 /DB_XREF=gi:10680083 /DB_XREF=UI-M-CG0p-bia-f-11-0-UI.s1 /CLONE=UI-M-CG0p-bia-f-11-0-UI /FEA=EST /CNT=51 /TID=Mm.27717
MOE430_2_1434958_at 12.5 16.5 P P 0.001221 0.001953 0.3 NC 0.5 gb:BG075163 /DB_XREF=gi:12557732 /DB_XREF=H3144A04-3 /CLONE=H3144A04 /FEA=EST /CNT=29 /TID=Mm.103675.2 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434964_at 183.9 201 P P 0.001221 0.000732 0.3 NC 0.07 gb:BM952039 /DB_XREF=gi:19435629 /DB_XREF=UI-M-EH0-bur-j-11-0-UI.r1 /CLONE=IMAGE:5685994 /FEA=EST /CNT=37 /TID=Mm.27795.1 /TIER=Sta
MOE430_2_1434996_at 152.6 169.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:AV316233 /DB_XREF=gi:15406075 /DB_XREF=AV316233 /CLONE=5830435B21 /FEA=EST /CNT=47 /TID=Mm.37457.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435006_s_ 65.9 94.4 P P 0.000244 0.001953 0.3 NC 0.21 gb:BM119407 /DB_XREF=gi:17087433 /DB_XREF=L0924H11-3 /CLONE=L0924H11 /FEA=EST /CNT=52 /TID=Mm.117992.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435032_at 226.7 292.4 P P 0.000244 0.000244 0.3 I 0.001651 gb:BM213299 /DB_XREF=gi:17771137 /DB_XREF=C0834E01-3 /CLONE=C0834E01 /FEA=EST /CNT=37 /TID=Mm.29242.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435035_at 80.2 81.6 P P 0.000244 0.000244 0.3 NC 0.01 gb:BG063557 /DB_XREF=gi:12546120 /DB_XREF=H3008F12-3 /CLONE=H3008F12 /FEA=EST /CNT=27 /TID=Mm.50596.2 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435070_at 128.4 145.4 P P 0.001953 0.001953 0.3 NC 0.003041 gb:BQ174632 /DB_XREF=gi:20350123 /DB_XREF=UI-M-DJ2-bwb-a-23-0-UI.s1 /CLONE=UI-M-DJ2-bwb-a-23-0-UI /FEA=EST /CNT=35 /TID=Mm.20051
MOE430_2_1435073_a_ 108.4 122.4 P P 0.001953 0.00415 0.3 NC 0.06 gb:BB770071 /DB_XREF=gi:16212591 /DB_XREF=BB770071 /CLONE=G370104B09 /FEA=EST /CNT=37 /TID=Mm.196521.5 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435077_at 83 84.5 P P 0.000244 0.000244 0.3 NC 0.16 gb:BE956516 /DB_XREF=gi:10601139 /DB_XREF=UI-M-BG2-bbl-b-10-0-UI.s1 /CLONE=UI-M-BG2-bbl-b-10-0-UI /FEA=EST /CNT=42 /TID=Mm.28424.2
MOE430_2_1435078_at 155.9 176.2 P P 0.000732 0.000244 0.3 NC 0.004925 gb:BQ173895 /DB_XREF=gi:20349381 /DB_XREF=UI-M-DJ2-bvv-a-24-0-UI.s1 /CLONE=UI-M-DJ2-bvv-a-24-0-UI /FEA=EST /CNT=48 /TID=Mm.80664.
MOE430_2_1435080_x_ 59.5 69 P P 0.001221 0.000732 0.3 NC 0.009292 gb:BB767442 /DB_XREF=gi:16194678 /DB_XREF=BB767442 /CLONE=G370073P05 /FEA=EST /CNT=29 /TID=Mm.100117.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435090_at 65 61.2 P P 0.001953 0.001953 0.3 NC 0.24 gb:BB477000 /DB_XREF=gi:16440249 /DB_XREF=BB477000 /CLONE=D330022G06 /FEA=EST /CNT=45 /TID=Mm.44763.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435101_at 97.9 103.8 P P 0.000732 0.000244 0.3 NC 0.004925 gb:BB389641 /DB_XREF=gi:16408744 /DB_XREF=BB389641 /CLONE=C230064E19 /FEA=EST /CNT=24 /TID=Mm.28131.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435118_at 158.4 201.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:AU067695 /DB_XREF=gi:4968432 /DB_XREF=AU067695 /CLONE=MNCb-0507 /FEA=EST /CNT=22 /TID=Mm.17526.1 /TIER=Stack /STK=20 /UG=Mm.1
MOE430_2_1435162_at 50.2 59.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB823350 /DB_XREF=gi:17001593 /DB_XREF=BB823350 /CLONE=G830027G08 /FEA=EST /CNT=33 /TID=Mm.44410.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435174_at 37.2 44.6 P P 0.02 0.02 0.3 NC 0.06 gb:AW546080 /DB_XREF=gi:7191487 /DB_XREF=L0003C06-3 /CLONE=L0003C06 /FEA=EST /CNT=43 /TID=Mm.25877.3 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1435215_at 3.2 2.3 A A 0.75 0.8 0.3 NC 0.02 gb:BQ175330 /DB_XREF=gi:20350822 /DB_XREF=UI-M-DJ2-bwc-d-23-0-UI.s1 /CLONE=UI-M-DJ2-bwc-d-23-0-UI /FEA=EST /CNT=20 /TID=Mm.82680
MOE430_2_1435216_a_ 35 42.1 A A 0.14 0.14 0.3 NC 0.5 gb:BF319642 /DB_XREF=gi:11268418 /DB_XREF=uy61h09.x1 /CLONE=IMAGE:3664097 /FEA=EST /CNT=20 /TID=Mm.663.3 /TIER=Stack /STK=19 /UG=M



MOE430_2_1435227_at 1.1 1.7 A A 0.97 0.88 0.3 NC 0.14 gb:BM117007 /DB_XREF=gi:17080025 /DB_XREF=L0845A04-3 /CLONE=L0845A04 /FEA=EST /CNT=47 /TID=Mm.41159.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435253_at 194.5 223.2 P P 0.000732 0.000732 0.3 I 0.000241 gb:BM250605 /DB_XREF=gi:17885875 /DB_XREF=K0852F02-3 /CLONE=K0852F02 /FEA=EST /CNT=26 /TID=Mm.87169.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435261_at 78.5 110.7 P P 0.000244 0.000732 0.3 NC 0.44 gb:BQ174442 /DB_XREF=gi:20349933 /DB_XREF=UI-M-DJ2-bvy-i-07-0-UI.s1 /CLONE=UI-M-DJ2-bvy-i-07-0-UI /FEA=EST /CNT=40 /TID=Mm.23956.1 
MOE430_2_1435268_at 13.6 12.6 A A 0.12 0.08 0.3 NC 0.5 gb:BB274357 /DB_XREF=gi:8971378 /DB_XREF=BB274357 /CLONE=A830087L14 /FEA=EST /CNT=22 /TID=Mm.191884.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435344_at 93.5 124 P P 0.000244 0.000732 0.3 NC 0.24 gb:BM246377 /DB_XREF=gi:17881647 /DB_XREF=K0737C12-3 /CLONE=K0737C12 /FEA=EST /CNT=35 /TID=Mm.17977.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435345_at 15.7 21.7 A A 0.11 0.06 0.3 NC 0.49 gb:AV323203 /DB_XREF=gi:15406230 /DB_XREF=AV323203 /CLONE=6230406M06 /FEA=EST /CNT=32 /TID=Mm.104643.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435359_at 18.2 26.5 P P 0.00293 0.005859 0.3 NC 0.01 gb:BB154954 /DB_XREF=gi:16268217 /DB_XREF=BB154954 /CLONE=A130023A12 /FEA=EST /CNT=29 /TID=Mm.77697.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435365_at 47.7 70.4 A M 0.08 0.05 0.3 NC 0.18 gb:BB614874 /DB_XREF=gi:16455205 /DB_XREF=BB614874 /CLONE=4930403E08 /FEA=EST /CNT=24 /TID=Mm.23791.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435377_at 146.1 137.4 P P 0.000244 0.000244 0.3 NC 0.05 gb:BB035728 /DB_XREF=gi:15403673 /DB_XREF=BB035728 /CLONE=5930405H17 /FEA=EST /CNT=30 /TID=Mm.130471.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435406_at 104.8 120.6 P P 0.000244 0.000244 0.3 NC 0.05 gb:BF018636 /DB_XREF=gi:10749968 /DB_XREF=ux96c02.x1 /CLONE=IMAGE:3656354 /FEA=EST /CNT=20 /TID=Mm.49544.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1435407_at 23.9 33.3 A P 0.11 0.01 0.3 NC 0.17 gb:BQ175781 /DB_XREF=gi:20351273 /DB_XREF=UI-M-DJ2-bwe-n-10-0-UI.s1 /CLONE=UI-M-DJ2-bwe-n-10-0-UI /FEA=EST /CNT=19 /TID=Mm.38550
MOE430_2_1435410_at 11.4 12.2 A P 0.14 0.03 0.3 NC 0.24 gb:AV255830 /DB_XREF=gi:16388247 /DB_XREF=AV255830 /CLONE=4921523E13 /FEA=EST /CNT=18 /TID=Mm.200058.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435423_x_ 228.5 270.3 P P 0.00293 0.00293 0.3 I 0.000346 gb:AV281088 /DB_XREF=gi:15405723 /DB_XREF=AV281088 /CLONE=4933421N06 /FEA=EST /CNT=17 /TID=Mm.26506.3 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435434_at 47.1 53.8 P P 0.000732 0.000244 0.3 NC 0.04 gb:BQ175652 /DB_XREF=gi:20351144 /DB_XREF=UI-M-DJ2-bwe-c-22-0-UI.s1 /CLONE=UI-M-DJ2-bwe-c-22-0-UI /FEA=EST /CNT=71 /TID=Mm.12378
MOE430_2_1435442_at 504.2 692.7 P P 0.000244 0.000244 0.3 NC 0.04 gb:BE225838 /DB_XREF=gi:8931074 /DB_XREF=ia20a05.x1 /CLONE=IMAGE:5638832 /FEA=EST /CNT=41 /TID=Mm.25146.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435449_at 143.8 136 P P 0.008057 0.00415 0.3 NC 0.06 gb:BM120925 /DB_XREF=gi:17088951 /DB_XREF=L0945G09-3 /CLONE=L0945G09 /FEA=EST /CNT=53 /TID=Mm.141083.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1435455_at 69.2 68.2 P P 0.03 0.03 0.3 NC 0.03 gb:BQ031259 /DB_XREF=gi:19766538 /DB_XREF=UI-1-CF0-amg-a-04-0-UI.s1 /CLONE=UI-1-CF0-amg-a-04-0-UI /FEA=EST /CNT=32 /TID=Mm.30464.
MOE430_2_1435479_at 1.7 2.9 A A 0.85 0.66 0.3 NC 0.09 gb:BM055476 /DB_XREF=gi:16813399 /DB_XREF=id82e03.x1 /CLONE=IMAGE:5669836 /FEA=EST /CNT=21 /TID=Mm.595.3 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435480_at 17.8 23.6 P M 0.000732 0.05 0.3 NC 0.5 gb:BG064099 /DB_XREF=gi:12546662 /DB_XREF=H3015E02-3 /CLONE=H3015E02 /FEA=EST /CNT=20 /TID=Mm.31082.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435487_at 6.2 12.4 A P 0.17 0.04 0.3 NC 0.4 gb:BB049642 /DB_XREF=gi:16259524 /DB_XREF=BB049642 /CLONE=6530411F08 /FEA=EST /CNT=19 /TID=Mm.90459.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435491_at 31.9 40.5 P P 0.00293 0.00293 0.3 NC 0.03 gb:BI076615 /DB_XREF=gi:14515272 /DB_XREF=L0027G05-3 /CLONE=L0027G05 /FEA=EST /CNT=18 /TID=Mm.41364.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1435498_at 130.3 142.6 P P 0.001953 0.001221 0.3 NC 0.02 gb:AU043075 /DB_XREF=gi:3957310 /DB_XREF=AU043075 /CLONE=J1043E09 /FEA=EST /CNT=25 /TID=Mm.17711.1 /TIER=Stack /STK=16 /UG=Mm.177
MOE430_2_1435500_at 0.6 0.9 A A 0.97 0.97 0.3 NC 0.5 gb:BB270778 /DB_XREF=gi:16400635 /DB_XREF=BB270778 /CLONE=A830050A14 /FEA=EST /CNT=19 /TID=Mm.22998.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435516_x_ 25.1 25.7 P P 0.001221 0.03 0.3 NC 0.29 gb:BB752007 /DB_XREF=gi:16200481 /DB_XREF=BB752007 /CLONE=G270009A15 /FEA=EST /CNT=16 /TID=Mm.11333.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435547_at 499.2 568.9 P P 0.000244 0.000244 0.3 NC 0.03 gb:BQ175722 /DB_XREF=gi:20351214 /DB_XREF=UI-M-DJ2-bwe-b-04-0-UI.s1 /CLONE=UI-M-DJ2-bwe-b-04-0-UI /FEA=EST /CNT=34 /TID=Mm.34745
MOE430_2_1435548_at 85.7 148.3 P P 0.001221 0.001221 0.3 NC 0.09 gb:BB015377 /DB_XREF=gi:16257407 /DB_XREF=BB015377 /CLONE=4930553K08 /FEA=EST /CNT=28 /TID=Mm.31253.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435553_at 179 179.3 P P 0.000732 0.000244 0.3 NC 0.04 gb:AV376136 /DB_XREF=gi:16398044 /DB_XREF=AV376136 /CLONE=9130206E08 /FEA=EST /CNT=31 /TID=Mm.98356.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435554_at 665.1 908.9 P P 0.000244 0.000244 0.3 I 0.000966 gb:BB771888 /DB_XREF=gi:16213579 /DB_XREF=BB771888 /CLONE=G370138A17 /FEA=EST /CNT=31 /TID=Mm.23047.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435591_at 48.6 48.8 P P 0.01 0.01 0.3 NC 0.45 gb:AW495162 /DB_XREF=gi:7065408 /DB_XREF=UI-M-BH3-aur-g-12-0-UI.s1 /CLONE=UI-M-BH3-aur-g-12-0-UI /FEA=EST /CNT=22 /TID=Mm.33776.1 
MOE430_2_1435604_at 21 38.4 P P 0.001953 0.000244 0.3 NC 0.02 gb:BM941778 /DB_XREF=gi:19400930 /DB_XREF=UI-M-CG0p-bgm-g-11-0-UI.r1 /CLONE=UI-M-CG0p-bgm-g-11-0-UI /FEA=EST /CNT=24 /TID=Mm.139
MOE430_2_1435607_at 3.4 3.3 A A 0.8 0.87 0.3 NC 0.35 gb:BQ174642 /DB_XREF=gi:20350133 /DB_XREF=UI-M-DJ2-bwb-e-01-0-UI.s1 /CLONE=UI-M-DJ2-bwb-e-01-0-UI /FEA=EST /CNT=18 /TID=Mm.53862
MOE430_2_1435642_at 13.6 14.5 A A 0.09 0.36 0.3 NC 0.5 gb:AU067674 /DB_XREF=gi:4968411 /DB_XREF=AU067674 /CLONE=MNCb-0331 /FEA=EST /CNT=51 /TID=Mm.40741.1 /TIER=Stack /STK=21 /UG=Mm.4
MOE430_2_1435644_at 1068.6 1477.7 P P 0.000244 0.000244 0.3 I 0.000774 gb:BM234433 /DB_XREF=gi:17869703 /DB_XREF=K0349H11-3 /CLONE=K0349H11 /FEA=EST /CNT=44 /TID=Mm.212573.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435689_at 108.7 113.1 P P 0.001221 0.001953 0.3 NC 0.16 gb:AV078506 /DB_XREF=gi:16381099 /DB_XREF=AV078506 /CLONE=2210404J11 /FEA=EST /CNT=19 /TID=Mm.32088.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435720_at 10.5 10.2 A P 0.21 0.02 0.3 NC 0.5 gb:AW045978 /DB_XREF=gi:5906507 /DB_XREF=UI-M-BH1-alc-b-01-0-UI.s1 /CLONE=UI-M-BH1-alc-b-01-0-UI /FEA=EST /CNT=18 /TID=Mm.44530.1 /
MOE430_2_1435743_at 39.6 58.5 P P 0.03 0.04 0.3 NC 0.31 gb:AW548377 /DB_XREF=gi:7193798 /DB_XREF=L0035G12-3 /CLONE=L0035G12 /FEA=EST /CNT=73 /TID=Mm.138073.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435751_at 1.3 1.5 A A 0.94 0.91 0.3 NC 0.35 gb:BG791642 /DB_XREF=gi:14127212 /DB_XREF=UTSW_H14C10 /CLONE=UTSW_H14C10 /FEA=EST /CNT=33 /TID=Mm.196221.1 /TIER=Stack /STK=13 /
MOE430_2_1435761_at 0.8 0.4 A A 0.96 0.99 0.3 NC 0.75 gb:AW146083 /DB_XREF=gi:6167819 /DB_XREF=um37a07.x1 /CLONE=IMAGE:2247444 /FEA=EST /CNT=23 /TID=Mm.133872.2 /TIER=Stack /STK=13 /UG
MOE430_2_1435763_at 102.1 113.5 P P 0.001953 0.001221 0.3 NC 0.04 gb:BI218684 /DB_XREF=gi:14672128 /DB_XREF=602938124F1 /CLONE=IMAGE:5101660 /FEA=EST /CNT=46 /TID=Mm.205263.1 /TIER=Stack /STK=13 /U
MOE430_2_1435797_at 34.9 59.7 P P 0.008057 0.001953 0.3 NC 0.004925 gb:BB024620 /DB_XREF=gi:16257892 /DB_XREF=BB024620 /CLONE=5330423A02 /FEA=EST /CNT=17 /TID=Mm.32453.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435812_at 26.2 43.9 A P 0.11 0.008057 0.3 NC 0.02 gb:BM207360 /DB_XREF=gi:17763152 /DB_XREF=C0611F11-3 /CLONE=C0611F11 /FEA=EST /CNT=16 /TID=Mm.27404.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435822_at 140.2 193.7 P P 0.000244 0.000244 0.3 NC 0.07 gb:BB318743 /DB_XREF=gi:16403216 /DB_XREF=BB318743 /CLONE=B230376O12 /FEA=EST /CNT=28 /TID=Mm.40283.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435824_at 155.8 188.5 P P 0.005859 0.01 0.3 NC 0.04 gb:BM236739 /DB_XREF=gi:17872009 /DB_XREF=K0440D10-3 /CLONE=K0440D10 /FEA=EST /CNT=26 /TID=Mm.3868.2 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1435838_at 17.4 9 A A 0.21 0.21 0.3 NC 0.18 gb:BB709256 /DB_XREF=gi:16062425 /DB_XREF=BB709256 /CLONE=A930104M06 /FEA=EST /CNT=14 /TID=Mm.17974.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435857_s_ 146.6 190.5 P P 0.000244 0.000244 0.3 NC 0.04 gb:AI848048 /DB_XREF=gi:5491954 /DB_XREF=UI-M-AH1-agp-g-08-0-UI.s1 /CLONE=UI-M-AH1-agp-g-08-0-UI /FEA=EST /CNT=13 /TID=Mm.214491.2
MOE430_2_1435863_at 310 380.9 P P 0.000244 0.000244 0.3 NC 0.06 gb:BE133720 /DB_XREF=gi:8596302 /DB_XREF=ug12b04.x1 /CLONE=IMAGE:1531375 /FEA=EST /CNT=84 /TID=Mm.30077.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1435868_at 58.6 69.5 P P 0.000244 0.000244 0.3 NC 0.13 gb:BI794218 /DB_XREF=gi:15821943 /DB_XREF=ic90b08.x1 /CLONE=IMAGE:5660871 /FEA=EST /CNT=45 /TID=Mm.56437.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435877_at 30.4 29.3 P P 0.000732 0.000244 0.3 NC 0.28 gb:BE952695 /DB_XREF=gi:10593418 /DB_XREF=UI-M-BH4-azj-a-08-0-UI.s1 /CLONE=UI-M-BH4-azj-a-08-0-UI /FEA=EST /CNT=49 /TID=Mm.100606.1
MOE430_2_1435892_at 16.2 24.3 P P 0.00415 0.000244 0.3 NC 0.01 gb:BB762904 /DB_XREF=gi:16207897 /DB_XREF=BB762904 /CLONE=G370017B22 /FEA=EST /CNT=21 /TID=Mm.30633.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435915_at 4.7 11.5 P P 0.01 0.01 0.3 NC 0.48 gb:BB771139 /DB_XREF=gi:16213078 /DB_XREF=BB771139 /CLONE=G370121C04 /FEA=EST /CNT=19 /TID=Mm.76692.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435919_at 1.4 1.2 A A 0.93 0.9 0.3 NC 0.36 gb:BI696040 /DB_XREF=gi:15658669 /DB_XREF=603346243F1 /CLONE=IMAGE:5373706 /FEA=EST /CNT=16 /TID=Mm.205791.3 /TIER=Stack /STK=12 /U
MOE430_2_1435947_at 43.7 48.8 P P 0.000732 0.000732 0.3 NC 0.23 gb:BQ175669 /DB_XREF=gi:20351161 /DB_XREF=UI-M-DJ2-bwe-g-08-0-UI.s1 /CLONE=UI-M-DJ2-bwe-g-08-0-UI /FEA=EST /CNT=35 /TID=Mm.35478
MOE430_2_1435952_at 67.2 70.2 P P 0.00293 0.000732 0.3 NC 0.11 gb:AV118079 /DB_XREF=gi:16382347 /DB_XREF=AV118079 /CLONE=2610206L19 /FEA=EST /CNT=20 /TID=Mm.81940.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435958_at 19 23.7 P P 0.008057 0.01 0.3 NC 0.5 gb:BB760994 /DB_XREF=gi:16206878 /DB_XREF=BB760994 /CLONE=G270136F16 /FEA=EST /CNT=16 /TID=Mm.154514.3 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435966_x_ 143.8 188.7 P P 0.005859 0.001953 0.3 MI 0.00249 gb:BE953095 /DB_XREF=gi:10594251 /DB_XREF=UI-M-CD1-azr-f-11-0-UI.s1 /CLONE=UI-M-CD1-azr-f-11-0-UI /FEA=EST /CNT=14 /TID=Mm.10076.2 
MOE430_2_1435995_at 631 781.9 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BF018217 /DB_XREF=gi:10749549 /DB_XREF=uw91a11.x1 /CLONE=IMAGE:3469340 /FEA=EST /CNT=14 /TID=Mm.13859.3 /TIER=Stack /STK=12 /UG
MOE430_2_1436007_a_ 225.7 278.4 P P 0.000244 0.000244 0.3 NC 0.05 gb:BM233005 /DB_XREF=gi:17868275 /DB_XREF=K0331A12-3 /CLONE=K0331A12 /FEA=EST /CNT=12 /TID=Mm.26392.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436010_at 14.9 19.7 A A 0.14 0.09 0.3 NC 0.5 gb:BE948984 /DB_XREF=gi:10526743 /DB_XREF=UI-M-BH3-avz-g-11-0-UI.s1 /CLONE=UI-M-BH3-avz-g-11-0-UI /FEA=EST /CNT=12 /TID=Mm.37281.1
MOE430_2_1436015_s_ 377.4 459.4 P P 0.000244 0.000244 0.3 NC 0.00712 gb:BB141897 /DB_XREF=gi:8796834 /DB_XREF=BB141897 /CLONE=9930013A19 /FEA=EST /CNT=12 /TID=Mm.200801.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436079_s_ 137.5 169.1 P P 0.000244 0.000244 0.3 NC 0.02 gb:BB308907 /DB_XREF=gi:16402450 /DB_XREF=BB308907 /CLONE=B230308C15 /FEA=EST /CNT=14 /TID=Mm.200319.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436080_at 1.3 1 A A 0.88 0.96 0.3 NC 0.5 gb:BB528213 /DB_XREF=gi:16444610 /DB_XREF=BB528213 /CLONE=D930045H22 /FEA=EST /CNT=14 /TID=Mm.129510.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436099_at 53.1 67.8 P P 0.008057 0.00293 0.3 NC 0.006503 gb:AV294537 /DB_XREF=gi:16392617 /DB_XREF=AV294537 /CLONE=5630400A08 /FEA=EST /CNT=16 /TID=Mm.54140.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436100_at 8.4 10.1 A A 0.09 0.11 0.3 NC 0.49 gb:AV347995 /DB_XREF=gi:15406648 /DB_XREF=AV347995 /CLONE=6430629P17 /FEA=EST /CNT=16 /TID=Mm.44613.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436103_at 48 52.6 P P 0.000244 0.001953 0.3 NC 0.5 gb:AV235634 /DB_XREF=gi:16386234 /DB_XREF=AV235634 /CLONE=4732405P17 /FEA=EST /CNT=14 /TID=Mm.55062.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436114_at 1.5 1.3 A A 0.9 0.88 0.3 NC 0.39 gb:BB698467 /DB_XREF=gi:16047291 /DB_XREF=BB698467 /CLONE=7420401J02 /FEA=EST /CNT=12 /TID=Mm.23293.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436130_s_ 0.8 0.8 A A 0.85 0.94 0.3 NC 0.5 gb:AV255799 /DB_XREF=gi:16388240 /DB_XREF=AV255799 /CLONE=4921523A12 /FEA=EST /CNT=12 /TID=Mm.25797.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436137_at 26 26.5 A P 0.06 0.03 0.3 NC 0.35 gb:AV340147 /DB_XREF=gi:15406523 /DB_XREF=AV340147 /CLONE=6430513F05 /FEA=EST /CNT=11 /TID=Mm.2050.5 /TIER=Stack /STK=11 /UG=Mm.2
MOE430_2_1436141_at 1 3.1 A A 0.9 0.75 0.3 NC 0.5 gb:BM934616 /DB_XREF=gi:19393768 /DB_XREF=UI-M-BH3-aqr-f-02-0-UI.r1 /CLONE=UI-M-BH3-aqr-f-02-0-UI /FEA=EST /CNT=11 /TID=Mm.194863.
MOE430_2_1436153_a_ 560.1 672.9 P P 0.000244 0.000244 0.3 I 0.000865 gb:BB561053 /DB_XREF=gi:9647419 /DB_XREF=BB561053 /CLONE=E530119G12 /FEA=EST /CNT=11 /TID=Mm.73251.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436185_at 116.9 154.7 P P 0.000244 0.000244 0.3 NC 0.02 gb:BG076313 /DB_XREF=gi:12558882 /DB_XREF=H3158C02-3 /CLONE=H3158C02 /FEA=EST /CNT=19 /TID=Mm.220963.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436190_at 71.9 78 A A 0.12 0.09 0.3 NC 0.34 gb:BB451390 /DB_XREF=gi:16425547 /DB_XREF=BB451390 /CLONE=D130009K24 /FEA=EST /CNT=38 /TID=Mm.26479.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436198_at 126.2 149.9 P P 0.00293 0.00293 0.3 NC 0.01 gb:BF468231 /DB_XREF=gi:11537414 /DB_XREF=UI-M-CC0-ayf-b-09-0-UI.r1 /CLONE=UI-M-CC0-ayf-b-09-0-UI /FEA=EST /CNT=19 /TID=Mm.6735.2 /
MOE430_2_1436217_at 51.7 60.6 P P 0.000244 0.000732 0.3 NC 0.15 gb:BQ174706 /DB_XREF=gi:20350198 /DB_XREF=UI-M-DJ2-bwb-c-04-0-UI.s1 /CLONE=UI-M-DJ2-bwb-c-04-0-UI /FEA=EST /CNT=23 /TID=Mm.44856
MOE430_2_1436221_at 0.7 0.9 A A 0.95 0.98 0.3 NC 0.13 gb:BG067625 /DB_XREF=gi:12550194 /DB_XREF=H3056D10-3 /CLONE=H3056D10 /FEA=EST /CNT=18 /TID=Mm.29246.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436243_at 22.5 30.7 A A 0.24 0.17 0.3 NC 0.19 gb:AW046024 /DB_XREF=gi:5906553 /DB_XREF=UI-M-BH1-alc-g-11-0-UI.s1 /CLONE=UI-M-BH1-alc-g-11-0-UI /FEA=EST /CNT=12 /TID=Mm.5263.1 /T
MOE430_2_1436257_at 10.2 11.6 P M 0.04 0.05 0.3 NC 0.41 gb:BB199855 /DB_XREF=gi:15409677 /DB_XREF=BB199855 /CLONE=A430017M05 /FEA=EST /CNT=12 /TID=Mm.31761.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436265_at 9.8 9.3 A A 0.21 0.24 0.3 NC 0.37 gb:BB225226 /DB_XREF=gi:8893837 /DB_XREF=BB225226 /CLONE=A530090F04 /FEA=EST /CNT=11 /TID=Mm.131865.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436266_x_ 221.5 224.3 P P 0.000732 0.000244 0.3 NC 0.003699 gb:BI440502 /DB_XREF=gi:15265192 /DB_XREF=ic77h09.x1 /CLONE=IMAGE:5660008 /FEA=EST /CNT=11 /TID=Mm.29055.4 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436270_at 137.6 161.1 P P 0.000732 0.001221 0.3 NC 0.08 gb:AW536837 /DB_XREF=gi:7179254 /DB_XREF=G0109D05-3 /CLONE=G0109D05 /FEA=EST /CNT=23 /TID=Mm.45683.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436316_at 286.2 319 P P 0.000732 0.000732 0.3 NC 0.02 gb:BB091321 /DB_XREF=gi:16261068 /DB_XREF=BB091321 /CLONE=9430029L20 /FEA=EST /CNT=32 /TID=Mm.18538.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1436318_at 57.2 70.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:AV338665 /DB_XREF=gi:15406500 /DB_XREF=AV338665 /CLONE=6430411L08 /FEA=EST /CNT=33 /TID=Mm.220359.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436332_at 329.4 361 P P 0.000244 0.000244 0.3 NC 0.17 gb:BB755506 /DB_XREF=gi:16202046 /DB_XREF=BB755506 /CLONE=G270061I24 /FEA=EST /CNT=25 /TID=Mm.34885.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436351_at 118.6 160.4 P P 0.001953 0.001953 0.3 NC 0.05 gb:C78422 /DB_XREF=gi:2518752 /DB_XREF=C78422 /CLONE=J0048C03 /FEA=EST /CNT=28 /TID=Mm.5662.1 /TIER=Stack /STK=9 /UG=Mm.5662 /LL=
MOE430_2_1436354_at 37.2 62.4 P P 0.000732 0.000244 0.3 NC 0.06 gb:BE992423 /DB_XREF=gi:10673413 /DB_XREF=UI-M-BZ1-beh-a-03-0-UI.s1 /CLONE=UI-M-BZ1-beh-a-03-0-UI /FEA=EST /CNT=26 /TID=Mm.44070.1
MOE430_2_1436361_at 26.5 43.6 A A 0.19 0.11 0.3 NC 0.31 gb:BG797172 /DB_XREF=gi:14132742 /DB_XREF=UTSW_SM9H9 /CLONE=UTSW_SM9H9 /FEA=EST /CNT=14 /TID=Mm.87237.1 /TIER=Stack /STK=9 /UG
MOE430_2_1436369_at 8.1 13.6 A A 0.56 0.39 0.3 NC 0.18 gb:BE634810 /DB_XREF=gi:9917586 /DB_XREF=uv77f05.x1 /CLONE=IMAGE:3413217 /FEA=EST /CNT=16 /TID=Mm.34310.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436376_s_ 111.9 156.1 P P 0.000244 0.000244 0.3 I 0.00004 gb:C85414 /DB_XREF=gi:2917371 /DB_XREF=C85414 /CLONE=J0207F08 /FEA=EST /CNT=22 /TID=Mm.25382.1 /TIER=Stack /STK=9 /UG=Mm.25382 /L
MOE430_2_1436460_at 28.9 62.3 P P 0.000732 0.000244 0.3 NC 0.01 gb:AV239972 /DB_XREF=gi:16386541 /DB_XREF=AV239972 /CLONE=4732437H17 /FEA=EST /CNT=13 /TID=Mm.49460.2 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1436504_x_ 1.5 1.4 A A 0.94 0.97 0.3 NC 0.21 gb:AV027367 /DB_XREF=gi:4806977 /DB_XREF=AV027367 /CLONE=1300008D03 /FEA=EST /CNT=37 /TID=Mm.4533.2 /TIER=Stack /STK=8 /UG=Mm.453
MOE430_2_1436508_at 326 414.2 P P 0.000244 0.000244 0.3 NC 0.003355 gb:BB040135 /DB_XREF=gi:15403805 /DB_XREF=BB040135 /CLONE=6030447G04 /FEA=EST /CNT=108 /TID=Mm.196623.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436517_at 188 303.9 P P 0.02 0.02 0.3 NC 0.00712 gb:BI416101 /DB_XREF=gi:15177011 /DB_XREF=602987386F1 /CLONE=IMAGE:5143461 /FEA=EST /CNT=25 /TID=Mm.33796.1 /TIER=Stack /STK=8 /UG
MOE430_2_1436532_at 5.3 8.3 A A 0.3 0.46 0.3 NC 0.33 gb:BB326709 /DB_XREF=gi:16403687 /DB_XREF=BB326709 /CLONE=B430211L11 /FEA=EST /CNT=24 /TID=Mm.26361.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436540_at 49.1 64.2 P P 0.000244 0.000244 0.3 NC 0.01 gb:BQ031149 /DB_XREF=gi:19766428 /DB_XREF=UI-1-CF0-amb-b-04-0-UI.s1 /CLONE=UI-1-CF0-amb-b-04-0-UI /FEA=EST /CNT=15 /TID=Mm.26586.
MOE430_2_1436581_at 10.9 9.3 A A 0.3 0.14 0.3 NC 0.36 gb:BQ174391 /DB_XREF=gi:20349882 /DB_XREF=UI-M-DJ2-bvx-p-16-0-UI.s1 /CLONE=UI-M-DJ2-bvx-p-16-0-UI /FEA=EST /CNT=11 /TID=Mm.26219.2
MOE430_2_1436587_at 20.8 24.1 P P 0.04 0.03 0.3 NC 0.5 gb:AV274012 /DB_XREF=gi:16390420 /DB_XREF=AV274012 /CLONE=4932415P20 /FEA=EST /CNT=11 /TID=Mm.32612.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436595_at 114.1 124 P P 0.000244 0.000244 0.3 NC 0.02 gb:AV328743 /DB_XREF=gi:16395954 /DB_XREF=AV328743 /CLONE=6330444B11 /FEA=EST /CNT=14 /TID=Mm.33428.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436709_at 106.5 125.2 P P 0.008057 0.00415 0.3 NC 0.2 gb:AW611444 /DB_XREF=gi:7316630 /DB_XREF=un64c12.x1 /CLONE=IMAGE:2503414 /FEA=EST /CNT=152 /TID=Mm.27797.2 /TIER=Stack /STK=133 /U
MOE430_2_1436728_s_ 100.3 132.3 P P 0.000244 0.000244 0.3 NC 0.18 gb:BG071028 /DB_XREF=gi:12553597 /DB_XREF=H3093H08-3 /CLONE=H3093H08 /FEA=EST /CNT=99 /TID=Mm.11333.2 /TIER=Stack /STK=86 /UG=Mm
MOE430_2_1436737_a_ 105.1 121.9 P P 0.000244 0.000244 0.3 NC 0.09 gb:BB737680 /DB_XREF=gi:16136830 /DB_XREF=BB737680 /CLONE=F430014N09 /FEA=EST /CNT=83 /TID=Mm.29030.5 /TIER=Stack /STK=77 /UG=Mm
MOE430_2_1436746_at 31 45.4 P P 0.001953 0.001953 0.3 NC 0.04 gb:BI692255 /DB_XREF=gi:15654884 /DB_XREF=603342721F1 /CLONE=IMAGE:5370700 /FEA=EST /CNT=96 /TID=Mm.27341.1 /TIER=Stack /STK=69 /UG
MOE430_2_1436826_at 59.4 87.2 P P 0.000244 0.001221 0.3 NC 0.003699 gb:BM226072 /DB_XREF=gi:17787854 /DB_XREF=K0221F08-3 /CLONE=K0221F08 /FEA=EST /CNT=51 /TID=Mm.74575.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1436832_at 0.8 1.6 A A 0.75 0.88 0.3 NC 0.62 gb:BG072361 /DB_XREF=gi:12554930 /DB_XREF=H3109F06-3 /CLONE=H3109F06 /FEA=EST /CNT=47 /TID=Mm.17658.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1436859_at 122.4 149.4 P P 0.000244 0.000244 0.3 NC 0.07 gb:AV342631 /DB_XREF=gi:15406578 /DB_XREF=AV342631 /CLONE=6430530B14 /FEA=EST /CNT=95 /TID=Mm.3587.2 /TIER=Stack /STK=42 /UG=Mm.3
MOE430_2_1436863_at 1.8 1 A A 0.56 0.53 0.3 NC 0.34 gb:AW986175 /DB_XREF=gi:8180747 /DB_XREF=uf73h01.x1 /CLONE=IMAGE:1527793 /FEA=EST /CNT=43 /TID=Mm.67591.2 /TIER=Stack /STK=42 /UG=
MOE430_2_1436928_s_ 70 79.7 P P 0.01 0.01 0.3 NC 0.5 gb:BB763890 /DB_XREF=gi:16208317 /DB_XREF=BB763890 /CLONE=G370031F15 /FEA=EST /CNT=36 /TID=Mm.70546.5 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1436937_at 51.9 58.6 P P 0.03 0.01 0.3 NC 0.1 gb:BB027626 /DB_XREF=gi:15403508 /DB_XREF=BB027626 /CLONE=5330438F10 /FEA=EST /CNT=116 /TID=Mm.133242.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1436943_at 75.7 98.6 P P 0.00415 0.001221 0.3 NC 0.08 gb:BB078068 /DB_XREF=gi:16260452 /DB_XREF=BB078068 /CLONE=9330151E16 /FEA=EST /CNT=47 /TID=Mm.113094.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1436950_at 389.7 423.3 P P 0.001953 0.001221 0.3 NC 0.05 gb:AW541802 /DB_XREF=gi:7184219 /DB_XREF=C0149F11-3 /CLONE=C0149F11 /FEA=EST /CNT=140 /TID=Mm.21048.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1436966_at 33.1 49.5 P P 0.00293 0.000244 0.3 I 0.001486 gb:BB337121 /DB_XREF=gi:9045884 /DB_XREF=BB337121 /CLONE=B930006J15 /FEA=EST /CNT=48 /TID=Mm.51196.1 /TIER=Stack /STK=32 /UG=Mm.
MOE430_2_1436976_a_ 22.9 34.5 P P 0.01 0.00293 0.3 NC 0.03 gb:BB201861 /DB_XREF=gi:15409731 /DB_XREF=BB201861 /CLONE=A430042C20 /FEA=EST /CNT=33 /TID=Mm.106553.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1436979_x_ 1231.3 1678.7 P P 0.000244 0.000244 0.3 NC 0.009292 gb:AV213382 /DB_XREF=gi:6152885 /DB_XREF=AV213382 /CLONE=2410127F18 /FEA=EST /CNT=32 /TID=Mm.183025.5 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1436980_x_ 434.6 529.8 P P 0.000244 0.000244 0.3 I 0.000865 gb:BB250878 /DB_XREF=gi:8943624 /DB_XREF=BB250878 /CLONE=A730043H21 /FEA=EST /CNT=32 /TID=Mm.22533.3 /TIER=Stack /STK=32 /UG=Mm.
MOE430_2_1436982_at 170.5 214.6 P P 0.000244 0.000244 0.3 NC 0.42 gb:BB788270 /DB_XREF=gi:16956766 /DB_XREF=BB788270 /CLONE=G430121P12 /FEA=EST /CNT=89 /TID=Mm.34077.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1437021_at 41.2 51.4 P P 0.000244 0.001221 0.3 NC 0.01 gb:AV225959 /DB_XREF=gi:16385275 /DB_XREF=AV225959 /CLONE=3830432K11 /FEA=EST /CNT=37 /TID=Mm.96833.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437041_at 70 103.8 P P 0.000732 0.000244 0.3 NC 0.07 gb:BB120903 /DB_XREF=gi:16262004 /DB_XREF=BB120903 /CLONE=9530079F23 /FEA=EST /CNT=40 /TID=Mm.100117.3 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437066_at 27.5 31.8 P P 0.03 0.03 0.3 NC 0.5 gb:BQ174376 /DB_XREF=gi:20349867 /DB_XREF=UI-M-DJ2-bvx-n-02-0-UI.s1 /CLONE=UI-M-DJ2-bvx-n-02-0-UI /FEA=EST /CNT=65 /TID=Mm.31375.
MOE430_2_1437069_at 93.8 125.8 P P 0.000732 0.000244 0.3 NC 0.01 gb:BG969333 /DB_XREF=gi:14356970 /DB_XREF=602836810F1 /CLONE=IMAGE:4971195 /FEA=EST /CNT=52 /TID=Mm.134712.1 /TIER=Stack /STK=27 /
MOE430_2_1437074_at 33.2 42 P P 0.00293 0.005371 0.3 NC 0.01 gb:BG067008 /DB_XREF=gi:12549577 /DB_XREF=H3049E08-3 /CLONE=H3049E08 /FEA=EST /CNT=30 /TID=Mm.27988.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437095_at 1.4 1 A A 0.94 0.97 0.3 NC 0.28 gb:BB051570 /DB_XREF=gi:15404046 /DB_XREF=BB051570 /CLONE=6720430O15 /FEA=EST /CNT=26 /TID=Mm.90082.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437123_at 10.9 15.4 A A 0.08 0.27 0.3 NC 0.5 gb:BB038352 /DB_XREF=gi:15403751 /DB_XREF=BB038352 /CLONE=5930436P04 /FEA=EST /CNT=34 /TID=Mm.33798.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437140_at 8.9 11.2 M A 0.05 0.19 0.3 NC 0.5 gb:BB667186 /DB_XREF=gi:16398635 /DB_XREF=BB667186 /CLONE=4922504N20 /FEA=EST /CNT=25 /TID=Mm.141485.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437142_a_ 76 88.9 P P 0.000244 0.000732 0.3 NC 0.5 gb:BB546713 /DB_XREF=gi:9618141 /DB_XREF=BB546713 /CLONE=E130311O08 /FEA=EST /CNT=25 /TID=Mm.143738.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437153_at 0.7 0.2 A A 0.63 0.85 0.3 NC 0.36 gb:BM228817 /DB_XREF=gi:17791585 /DB_XREF=K0268E08-3 /CLONE=K0268E08 /FEA=EST /CNT=31 /TID=Mm.25370.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1437158_at 109.7 177.1 P P 0.000732 0.000732 0.3 NC 0.03 gb:BG070859 /DB_XREF=gi:12553516 /DB_XREF=H3093A05-3 /CLONE=H3093A05 /FEA=EST /CNT=33 /TID=Mm.29384.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1437169_at 3.2 3.6 A A 0.21 0.27 0.3 NC 0.05 gb:AV013697 /DB_XREF=gi:4790689 /DB_XREF=AV013697 /CLONE=1110049I02 /FEA=EST /CNT=24 /TID=Mm.5567.2 /TIER=Stack /STK=24 /UG=Mm.55
MOE430_2_1437170_x_ 11.8 11.7 M A 0.05 0.09 0.3 NC 0.5 gb:AV013697 /DB_XREF=gi:4790689 /DB_XREF=AV013697 /CLONE=1110049I02 /FEA=EST /CNT=24 /TID=Mm.5567.2 /TIER=Stack /STK=24 /UG=Mm.55
MOE430_2_1437184_at 9.4 8.1 P P 0.02 0.04 0.3 NC 0.02 gb:BI789973 /DB_XREF=gi:15817698 /DB_XREF=ic42f12.x1 /CLONE=IMAGE:5656463 /FEA=EST /CNT=42 /TID=Mm.21105.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1437208_at 72.6 95.9 P P 0.001953 0.000732 0.3 NC 0.5 gb:BG063199 /DB_XREF=gi:12545773 /DB_XREF=H3004D05-3 /CLONE=H3004D05 /FEA=EST /CNT=28 /TID=Mm.24485.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437212_at 9.7 10.3 P P 0.03 0.01 0.3 NC 0.4 gb:BB305334 /DB_XREF=gi:15411276 /DB_XREF=BB305334 /CLONE=B230119D13 /FEA=EST /CNT=39 /TID=Mm.87721.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437220_x_ 360.2 462 P P 0.001221 0.001221 0.3 I 0.001832 gb:BM209440 /DB_XREF=gi:17765930 /DB_XREF=C0647F05-3 /CLONE=C0647F05 /FEA=EST /CNT=24 /TID=Mm.29760.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437227_at 58.5 76 P P 0.000732 0.000244 0.3 NC 0.02 gb:BB426721 /DB_XREF=gi:16423717 /DB_XREF=BB426721 /CLONE=C630003G21 /FEA=EST /CNT=23 /TID=Mm.96110.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437230_at 0.5 0.5 A A 0.95 0.99 0.3 NC 0.36 gb:AV361923 /DB_XREF=gi:16397524 /DB_XREF=AV361923 /CLONE=7630403E16 /FEA=EST /CNT=22 /TID=Mm.40424.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437254_at 27.1 39.9 P P 0.02 0.02 0.3 NC 0.37 gb:BB315525 /DB_XREF=gi:9022560 /DB_XREF=BB315525 /CLONE=B230358I08 /FEA=EST /CNT=29 /TID=Mm.111928.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437267_x_ 37.5 29 P P 0.04 0.005859 0.3 NC 0.37 gb:BB164501 /DB_XREF=gi:8820442 /DB_XREF=BB164501 /CLONE=A130078D22 /FEA=EST /CNT=22 /TID=Mm.21740.2 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1437315_at 23.5 25.3 A A 0.08 0.19 0.3 NC 0.5 gb:AV333222 /DB_XREF=gi:16396249 /DB_XREF=AV333222 /CLONE=6330545F04 /FEA=EST /CNT=22 /TID=Mm.202739.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437318_at 78.6 99.9 P P 0.000244 0.000244 0.3 NC 0.05 gb:BB468082 /DB_XREF=gi:16427461 /DB_XREF=BB468082 /CLONE=D230017O21 /FEA=EST /CNT=23 /TID=Mm.132269.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437346_x_ 6.2 9.4 A A 0.17 0.14 0.3 NC 0.5 gb:AV372821 /DB_XREF=gi:6420468 /DB_XREF=AV372821 /CLONE=9030612O13 /FEA=EST /CNT=20 /TID=Mm.98917.1 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437354_at 29.4 35.4 P P 0.01 0.000244 0.3 NC 0.002753 gb:AI154956 /DB_XREF=gi:3683425 /DB_XREF=ud82a09.r1 /CLONE=IMAGE:1477336 /FEA=EST /CNT=41 /TID=Mm.132544.3 /TIER=Stack /STK=19 /UG=
MOE430_2_1437366_at 44 61.7 P P 0.00415 0.02 0.3 NC 0.5 gb:BB332542 /DB_XREF=gi:9041305 /DB_XREF=BB332542 /CLONE=B730049I07 /FEA=EST /CNT=22 /TID=Mm.37892.1 /TIER=Stack /STK=19 /UG=Mm.3
MOE430_2_1437368_at 2.2 1.6 A A 0.56 0.75 0.3 NC 0.5 gb:BE457600 /DB_XREF=gi:9479895 /DB_XREF=us93e04.x1 /CLONE=IMAGE:3325950 /FEA=EST /CNT=22 /TID=Mm.10182.4 /TIER=Stack /STK=19 /UG=
MOE430_2_1437374_at 39.8 60 A P 0.12 0.04 0.3 NC 0.01 gb:AV324757 /DB_XREF=gi:15406258 /DB_XREF=AV324757 /CLONE=6230427H18 /FEA=EST /CNT=20 /TID=Mm.109843.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1437375_at 7.1 10.6 A P 0.11 0.02 0.3 NC 0.02 gb:BB745175 /DB_XREF=gi:16148114 /DB_XREF=BB745175 /CLONE=F530007B09 /FEA=EST /CNT=20 /TID=Mm.38018.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437423_a_ 1152.5 1416 P P 0.000244 0.000244 0.3 I 0.000101 gb:BG074964 /DB_XREF=gi:12557533 /DB_XREF=H3141E06-3 /CLONE=H3141E06 /FEA=EST /CNT=21 /TID=Mm.29058.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437427_at 2 1.5 A A 0.94 0.9 0.3 NC 0.08 gb:AV279105 /DB_XREF=gi:16391234 /DB_XREF=AV279105 /CLONE=4933405O20 /FEA=EST /CNT=19 /TID=Mm.45610.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437463_x_ 398 454.6 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BB532080 /DB_XREF=gi:9584009 /DB_XREF=BB532080 /CLONE=E030022D14 /FEA=EST /CNT=18 /TID=Mm.14455.2 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437471_at 252.4 268.3 P P 0.001221 0.001953 0.3 NC 0.01 gb:BI525082 /DB_XREF=gi:15349874 /DB_XREF=602926312F1 /CLONE=IMAGE:5058842 /FEA=EST /CNT=36 /TID=Mm.34008.1 /TIER=Stack /STK=17 /UG
MOE430_2_1437475_at 39.7 42.4 P P 0.001953 0.005859 0.3 NC 0.07 gb:BB418092 /DB_XREF=gi:16423398 /DB_XREF=BB418092 /CLONE=C530008A12 /FEA=EST /CNT=27 /TID=Mm.39279.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437495_at 69.3 79.5 P P 0.000732 0.000244 0.3 NC 0.01 gb:AV272026 /DB_XREF=gi:16390101 /DB_XREF=AV272026 /CLONE=4931419H09 /FEA=EST /CNT=20 /TID=Mm.119444.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437534_at 7.2 9.3 A P 0.17 0.01 0.3 NC 0.34 gb:AU019880 /DB_XREF=gi:3375464 /DB_XREF=AU019880 /CLONE=J0523G12 /FEA=EST /CNT=64 /TID=Mm.21882.4 /TIER=Stack /STK=16 /UG=Mm.21
MOE430_2_1437635_at 308 399.9 P P 0.000244 0.000244 0.3 NC 0.06 gb:AW146002 /DB_XREF=gi:6167738 /DB_XREF=um35g07.x1 /CLONE=IMAGE:2236572 /FEA=EST /CNT=69 /TID=Mm.37787.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1437638_at 58.3 69.5 P P 0.000732 0.000732 0.3 NC 0.12 gb:BB821417 /DB_XREF=gi:16994046 /DB_XREF=BB821417 /CLONE=G830011L04 /FEA=EST /CNT=25 /TID=Mm.133707.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437639_at 45.1 64.1 P P 0.00293 0.001221 0.3 NC 0.03 gb:BF228051 /DB_XREF=gi:11136140 /DB_XREF=uz39b03.x1 /CLONE=IMAGE:3671405 /FEA=EST /CNT=42 /TID=Mm.29029.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1437640_at 6.5 9.2 A A 0.21 0.21 0.3 NC 0.5 gb:BB258560 /DB_XREF=gi:8951393 /DB_XREF=BB258560 /CLONE=A730085E16 /FEA=EST /CNT=30 /TID=Mm.44182.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437647_at 56.1 90.1 P P 0.00415 0.01 0.3 NC 0.5 gb:BB243121 /DB_XREF=gi:16355243 /DB_XREF=BB243121 /CLONE=A630095A07 /FEA=EST /CNT=34 /TID=Mm.34978.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437696_at 32.3 34.4 P P 0.005859 0.001953 0.3 NC 0.5 gb:BG071037 /DB_XREF=gi:12553606 /DB_XREF=H3094A06-3 /CLONE=H3094A06 /FEA=EST /CNT=17 /TID=Mm.33148.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437722_x_ 28.1 32.8 P P 0.000244 0.00293 0.3 NC 0.46 gb:BB559884 /DB_XREF=gi:9646250 /DB_XREF=BB559884 /CLONE=E530001H05 /FEA=EST /CNT=15 /TID=Mm.143816.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437738_at 144 150.5 P P 0.000732 0.000244 0.3 NC 0.09 gb:BM249918 /DB_XREF=gi:17885188 /DB_XREF=K0841C03-3 /CLONE=K0841C03 /FEA=EST /CNT=61 /TID=Mm.24179.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437779_at 4.7 5.2 A A 0.5 0.29 0.3 NC 0.6 gb:BM210256 /DB_XREF=gi:17767036 /DB_XREF=C0661E03-3 /CLONE=C0661E03 /FEA=EST /CNT=16 /TID=Mm.891.3 /TIER=Stack /STK=14 /UG=Mm.8
MOE430_2_1437817_at 0.5 1.2 A A 0.86 0.97 0.3 NC 0.49 gb:BM214097 /DB_XREF=gi:17772171 /DB_XREF=C0846A12-3 /CLONE=C0846A12 /FEA=EST /CNT=14 /TID=Mm.215958.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437825_at 2.3 3 A A 0.56 0.66 0.3 NC 0.5 gb:BB351752 /DB_XREF=gi:16405403 /DB_XREF=BB351752 /CLONE=B930086B03 /FEA=EST /CNT=14 /TID=Mm.126194.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437856_at 42 72.4 P P 0.000732 0.000244 0.3 NC 0.18 gb:BQ177558 /DB_XREF=gi:20353050 /DB_XREF=UI-M-ER0-bwp-m-01-0-UI.r1 /CLONE=IMAGE: 5700264 /FEA=EST /CNT=100 /TID=Mm.12055.2 /TIER=
MOE430_2_1437857_at 81.2 84.5 P P 0.04 0.03 0.3 NC 0.17 gb:BB412630 /DB_XREF=gi:16423310 /DB_XREF=BB412630 /CLONE=C430029B14 /FEA=EST /CNT=78 /TID=Mm.22781.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437897_at 1.1 1.9 A A 0.56 0.6 0.3 NC 0.49 gb:BI134740 /DB_XREF=gi:14584988 /DB_XREF=UI-M-BH3-bsw-d-02-0-UI.s1 /CLONE=UI-M-BH3-bsw-d-02-0-UI /FEA=EST /CNT=20 /TID=Mm.100899
MOE430_2_1437904_at 705.9 787.4 P P 0.000244 0.000244 0.3 I 0.000966 gb:BB821609 /DB_XREF=gi:16994238 /DB_XREF=BB821609 /CLONE=G830012L08 /FEA=EST /CNT=16 /TID=Mm.33310.1 /TIER=Stack /STK=13 /UG=Mm



MOE430_2_1437928_at 0.6 1.7 A A 0.96 0.72 0.3 NC 0.4 gb:AV225493 /DB_XREF=gi:16385187 /DB_XREF=AV225493 /CLONE=3830430E17 /FEA=EST /CNT=15 /TID=Mm.83048.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437931_at 7.4 17.6 A A 0.17 0.17 0.3 NC 0.63 gb:BB124260 /DB_XREF=gi:8776828 /DB_XREF=BB124260 /CLONE=9530097B22 /FEA=EST /CNT=15 /TID=Mm.133372.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437936_at 0.6 1.2 A A 0.56 0.72 0.3 NC 0.5 gb:AI428240 /DB_XREF=gi:4274166 /DB_XREF=mn88d03.x1 /CLONE=IMAGE:551141 /FEA=EST /CNT=14 /TID=Mm.23411.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437945_x_ 1192.6 1518.9 P P 0.000732 0.001221 0.3 NC 0.02 gb:AA260459 /DB_XREF=gi:1896952 /DB_XREF=va94a04.r1 /CLONE=IMAGE:747054 /FEA=EST /CNT=14 /TID=Mm.3797.5 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437970_at 4 6.8 A A 0.19 0.46 0.3 NC 0.46 gb:AV325477 /DB_XREF=gi:16395488 /DB_XREF=AV325477 /CLONE=6330404A21 /FEA=EST /CNT=13 /TID=Mm.5547.2 /TIER=Stack /STK=13 /UG=Mm.5
MOE430_2_1438002_at 4.3 5.6 A A 0.09 0.21 0.3 NC 0.54 gb:BM239108 /DB_XREF=gi:17874378 /DB_XREF=K0528H03-3 /CLONE=K0528H03 /FEA=EST /CNT=13 /TID=Mm.217297.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438005_at 88.6 121.2 P P 0.01 0.03 0.3 NC 0.08 gb:BB480175 /DB_XREF=gi:16440651 /DB_XREF=BB480175 /CLONE=D330044F17 /FEA=EST /CNT=105 /TID=Mm.87257.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438015_at 76.8 92.1 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BG068512 /DB_XREF=gi:12551081 /DB_XREF=H3066D04-3 /CLONE=H3066D04 /FEA=EST /CNT=78 /TID=Mm.24729.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438039_at 101.6 108.8 P P 0.03 0.02 0.3 NC 0.01 gb:BE630599 /DB_XREF=gi:9913287 /DB_XREF=uu38b09.x1 /CLONE=IMAGE:3374201 /FEA=EST /CNT=21 /TID=Mm.36670.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1438065_at 6.8 7.6 A A 0.3 0.39 0.3 NC 0.5 gb:AI414526 /DB_XREF=gi:4258030 /DB_XREF=ma43a12.x1 /CLONE=IMAGE:313438 /FEA=EST /CNT=16 /TID=Mm.116981.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438095_x_ 180.9 251.1 P P 0.000244 0.000244 0.3 NC 0.09 gb:BB250754 /DB_XREF=gi:8943500 /DB_XREF=BB250754 /CLONE=A730042M08 /FEA=EST /CNT=14 /TID=Mm.29960.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438131_at 11.8 10.4 M A 0.05 0.3 0.3 NC 0.58 gb:BB309090 /DB_XREF=gi:16402472 /DB_XREF=BB309090 /CLONE=B230309A20 /FEA=EST /CNT=12 /TID=Mm.122839.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438208_at 108.6 123.5 P P 0.000732 0.000732 0.3 NC 0.48 gb:BM198170 /DB_XREF=gi:17750601 /DB_XREF=C0356E12-3 /CLONE=C0356E12 /FEA=EST /CNT=30 /TID=Mm.9908.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438209_at 19.9 23.8 P P 0.00293 0.001953 0.3 NC 0.42 gb:BB216617 /DB_XREF=gi:16353119 /DB_XREF=BB216617 /CLONE=A530034B22 /FEA=EST /CNT=25 /TID=Mm.115158.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438216_at 14.1 20 P P 0.01 0.005859 0.3 NC 0.08 gb:BG143502 /DB_XREF=gi:12646826 /DB_XREF=mab57a10.x1 /CLONE=IMAGE:3974299 /FEA=EST /CNT=30 /TID=Mm.37369.2 /TIER=Stack /STK=11 /U
MOE430_2_1438222_at 27.9 46.4 M M 0.05 0.05 0.3 NC 0.04 gb:BB079962 /DB_XREF=gi:16260556 /DB_XREF=BB079962 /CLONE=9330160H08 /FEA=EST /CNT=20 /TID=Mm.33563.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438238_at 90.5 86.4 P P 0.001221 0.000244 0.3 NC 0.09 gb:BB744779 /DB_XREF=gi:16147718 /DB_XREF=BB744779 /CLONE=F530005A20 /FEA=EST /CNT=18 /TID=Mm.86344.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438242_at 85.8 109 P P 0.000732 0.000732 0.3 NC 0.03 gb:BG065777 /DB_XREF=gi:12548340 /DB_XREF=H3035B08-3 /CLONE=H3035B08 /FEA=EST /CNT=22 /TID=Mm.31742.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438279_at 5.1 6.3 A A 0.46 0.53 0.3 NC 0.5 gb:BB532984 /DB_XREF=gi:16446182 /DB_XREF=BB532984 /CLONE=E030027L15 /FEA=EST /CNT=13 /TID=Mm.132862.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438300_at 15.9 17.8 A P 0.11 0.04 0.3 NC 0.5 gb:BB371618 /DB_XREF=gi:16406988 /DB_XREF=BB371618 /CLONE=C130060J12 /FEA=EST /CNT=14 /TID=Mm.53963.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438309_at 0.8 1 A A 0.78 0.5 0.3 NC 0.16 gb:BB432539 /DB_XREF=gi:16424225 /DB_XREF=BB432539 /CLONE=C630046F07 /FEA=EST /CNT=12 /TID=Mm.77751.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438319_x_ 75.4 83 P P 0.02 0.00415 0.3 NC 0.01 gb:BB404569 /DB_XREF=gi:9223965 /DB_XREF=BB404569 /CLONE=C330036N19 /FEA=EST /CNT=12 /TID=Mm.30965.3 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438326_at 17.5 28 P P 0.00415 0.000732 0.3 NC 0.01 gb:BE951804 /DB_XREF=gi:10591530 /DB_XREF=UI-M-CC0-ayf-a-05-0-UI.s1 /CLONE=UI-M-CC0-ayf-a-05-0-UI /FEA=EST /CNT=14 /TID=Mm.46526.1
MOE430_2_1438329_at 0.6 1.4 A A 0.87 0.91 0.3 NC 0.28 gb:BB745017 /DB_XREF=gi:16147956 /DB_XREF=BB745017 /CLONE=F530006B12 /FEA=EST /CNT=13 /TID=Mm.212803.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438354_x_ 254.7 190.5 M P 0.05 0.00415 0.3 NC 0.5 gb:BB705075 /DB_XREF=gi:16053910 /DB_XREF=BB705075 /CLONE=7420473B13 /FEA=EST /CNT=11 /TID=Mm.22171.7 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438372_at 12.5 15.4 A A 0.08 0.3 0.3 NC 0.41 gb:BB011492 /DB_XREF=gi:8133970 /DB_XREF=BB011492 /CLONE=4831445F14 /FEA=EST /CNT=11 /TID=Mm.87245.1 /TIER=Stack /STK=11 /UG=Mm.8
MOE430_2_1438430_at 131.6 146.3 P P 0.000244 0.000244 0.3 NC 0.03 gb:AW536702 /DB_XREF=gi:7179119 /DB_XREF=G0107G06-3 /CLONE=G0107G06 /FEA=EST /CNT=34 /TID=Mm.87639.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438465_at 6.3 8.7 A A 0.46 0.24 0.3 NC 0.5 gb:BG069515 /DB_XREF=gi:12552084 /DB_XREF=H3077B12-3 /CLONE=H3077B12 /FEA=EST /CNT=22 /TID=Mm.41138.5 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438474_at 7.2 6.8 A A 0.09 0.36 0.3 NC 0.5 gb:AV232749 /DB_XREF=gi:16385993 /DB_XREF=AV232749 /CLONE=4632417E17 /FEA=EST /CNT=13 /TID=Mm.39732.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438479_at 40.2 70.2 P P 0.001953 0.000244 0.3 NC 0.09 gb:AW475942 /DB_XREF=gi:7046048 /DB_XREF=uq73g01.x1 /CLONE=IMAGE:2936784 /FEA=EST /CNT=25 /TID=Mm.45041.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1438499_at 6.4 8.4 A A 0.36 0.33 0.3 NC 0.5 gb:BI407135 /DB_XREF=gi:15168058 /DB_XREF=602918704F1 /CLONE=IMAGE:5055768 /FEA=EST /CNT=12 /TID=Mm.202782.1 /TIER=Stack /STK=10 /U
MOE430_2_1438502_x_ 17.8 27.9 P P 0.01 0.00415 0.3 NC 0.27 gb:AA030209 /DB_XREF=gi:1497533 /DB_XREF=mi23d04.r1 /CLONE=IMAGE:464359 /FEA=EST /CNT=12 /TID=Mm.42767.6 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438546_x_ 487.4 587.9 P P 0.000244 0.000244 0.3 I 0.000774 gb:C81442 /DB_XREF=gi:2521772 /DB_XREF=C81442 /CLONE=J0099C03 /FEA=EST /CNT=11 /TID=Mm.658.8 /TIER=Stack /STK=10 /UG=Mm.658 /LL=1
MOE430_2_1438592_at 16.3 19.1 P P 0.01 0.02 0.3 NC 0.34 gb:BB418199 /DB_XREF=gi:16423402 /DB_XREF=BB418199 /CLONE=C530008K05 /FEA=EST /CNT=10 /TID=Mm.116649.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438594_at 3.1 1.4 A A 0.53 0.9 0.3 NC 0.5 gb:AW047271 /DB_XREF=gi:5907800 /DB_XREF=UI-M-BH1-amh-b-09-0-UI.s1 /CLONE=UI-M-BH1-amh-b-09-0-UI /FEA=EST /CNT=10 /TID=Mm.44623
MOE430_2_1438601_at 6.4 7.3 A A 0.27 0.43 0.3 NC 0.14 gb:BB819979 /DB_XREF=gi:16992608 /DB_XREF=BB819979 /CLONE=G830003D21 /FEA=EST /CNT=10 /TID=Mm.34383.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438622_x_ 12.8 14.9 A A 0.21 0.09 0.3 NC 0.19 gb:AV044909 /DB_XREF=gi:4864574 /DB_XREF=AV044909 /CLONE=1700040E03 /FEA=EST /CNT=10 /TID=Mm.21840.6 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438631_x_ 541.3 553.7 P P 0.000244 0.000244 0.3 I 0.000438 gb:BB098824 /DB_XREF=gi:8743858 /DB_XREF=BB098824 /CLONE=9430065J12 /FEA=EST /CNT=10 /TID=Mm.38436.3 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1438640_x_ 2483.9 2601.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:AV305101 /DB_XREF=gi:6337615 /DB_XREF=AV305101 /CLONE=5730525N05 /FEA=EST /CNT=10 /TID=Mm.188.4 /TIER=Stack /STK=10 /UG=Mm.188
MOE430_2_1438643_at 11.3 23.7 P A 0.02 0.21 0.3 NC 0.5 gb:BB230839 /DB_XREF=gi:8910752 /DB_XREF=BB230839 /CLONE=A630029I17 /FEA=EST /CNT=10 /TID=Mm.133375.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438647_x_ 293.3 366.3 P P 0.000244 0.000244 0.3 I 0.001201 gb:BB503830 /DB_XREF=gi:9492624 /DB_XREF=BB503830 /CLONE=D630045F01 /FEA=EST /CNT=10 /TID=Mm.24643.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438658_a_ 39.4 40.8 P P 0.000244 0.000244 0.3 NC 0.19 gb:AV238324 /DB_XREF=gi:6190835 /DB_XREF=AV238324 /CLONE=4732426N18 /FEA=EST /CNT=10 /TID=Mm.136736.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438685_at 84.9 97.3 P P 0.001221 0.000244 0.3 NC 0.01 gb:BB375580 /DB_XREF=gi:16407418 /DB_XREF=BB375580 /CLONE=C130080P20 /FEA=EST /CNT=33 /TID=Mm.28450.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438690_at 13.3 20 P P 0.01 0.01 0.3 NC 0.04 gb:BM068975 /DB_XREF=gi:16908519 /DB_XREF=id71e04.x1 /CLONE=IMAGE:5668687 /FEA=EST /CNT=22 /TID=Mm.5879.3 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438700_at 28.7 42.1 P P 0.001953 0.000244 0.3 NC 0.05 gb:BG091626 /DB_XREF=gi:12574189 /DB_XREF=mab97c01.x1 /CLONE=IMAGE:3998185 /FEA=EST /CNT=21 /TID=Mm.745.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438754_at 9.6 13.9 P A 0.001221 0.08 0.3 NC 0.5 gb:AV372127 /DB_XREF=gi:16397873 /DB_XREF=AV372127 /CLONE=9030601G04 /FEA=EST /CNT=12 /TID=Mm.80660.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438771_at 22.4 41.7 P P 0.001221 0.03 0.3 NC 0.5 gb:AA930693 /DB_XREF=gi:3080081 /DB_XREF=my54c03.r1 /CLONE=IMAGE:699652 /FEA=EST /CNT=13 /TID=Mm.173844.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438774_s_ 13 11 A P 0.12 0.04 0.3 NC 0.36 gb:AW702170 /DB_XREF=gi:7586320 /DB_XREF=uq98h02.x1 /CLONE=IMAGE:2939187 /FEA=EST /CNT=12 /TID=Mm.32041.3 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438777_a_ 45.7 61.8 P P 0.01 0.01 0.3 NC 0.1 gb:BG064490 /DB_XREF=gi:12547053 /DB_XREF=H3020D01-3 /CLONE=H3020D01 /FEA=EST /CNT=11 /TID=Mm.38123.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438792_at 5.9 8.4 A A 0.46 0.36 0.3 NC 0.57 gb:BB222127 /DB_XREF=gi:8890739 /DB_XREF=BB222127 /CLONE=A530074I18 /FEA=EST /CNT=11 /TID=Mm.34244.3 /TIER=Stack /STK=9 /UG=Mm.34
MOE430_2_1438793_x_ 43.9 49.8 A P 0.08 0.01 0.3 NC 0.42 gb:BB222127 /DB_XREF=gi:8890739 /DB_XREF=BB222127 /CLONE=A530074I18 /FEA=EST /CNT=11 /TID=Mm.34244.3 /TIER=Stack /STK=9 /UG=Mm.34
MOE430_2_1438800_at 43.6 43.7 P P 0.01 0.01 0.3 NC 0.5 gb:BB477472 /DB_XREF=gi:16440312 /DB_XREF=BB477472 /CLONE=D330025C09 /FEA=EST /CNT=13 /TID=Mm.35122.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438823_at 1.5 2 A A 0.93 0.98 0.3 NC 0.53 gb:BB202672 /DB_XREF=gi:16271746 /DB_XREF=BB202672 /CLONE=A430048D06 /FEA=EST /CNT=10 /TID=Mm.122589.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438827_at 2.3 1.4 A A 0.72 0.72 0.3 NC 0.23 gb:BE981909 /DB_XREF=gi:10651515 /DB_XREF=UI-M-CG0p-bde-f-08-0-UI.s1 /CLONE=UI-M-CG0p-bde-f-08-0-UI /FEA=EST /CNT=10 /TID=Mm.3508
MOE430_2_1438883_at 0.3 1 A A 0.98 0.93 0.3 NC 0.53 gb:AV240088 /DB_XREF=gi:15405162 /DB_XREF=AV240088 /CLONE=4732438C08 /FEA=EST /CNT=9 /TID=Mm.107028.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438943_x_ 2356.1 2544 P P 0.000244 0.000732 0.3 NC 0.003699 gb:AV308148 /DB_XREF=gi:6340662 /DB_XREF=AV308148 /CLONE=5730562G17 /FEA=EST /CNT=9 /TID=Mm.22333.6 /TIER=Stack /STK=9 /UG=Mm.22
MOE430_2_1438946_at 234.9 273.3 P P 0.000732 0.000244 0.3 MI 0.00249 gb:BB221015 /DB_XREF=gi:8889627 /DB_XREF=BB221015 /CLONE=A530063H11 /FEA=EST /CNT=9 /TID=Mm.50684.1 /TIER=Stack /STK=9 /UG=Mm.50
MOE430_2_1438977_x_ 2718.1 3339.4 P P 0.000244 0.000244 0.3 I 0.000438 gb:AV045569 /DB_XREF=gi:4865234 /DB_XREF=AV045569 /CLONE=1700047H13 /FEA=EST /CNT=9 /TID=Mm.7521.8 /TIER=Stack /STK=9 /UG=Mm.752
MOE430_2_1438983_x_ 740.8 930 P P 0.000244 0.000244 0.3 NC 0.03 gb:BB494618 /DB_XREF=gi:9453245 /DB_XREF=BB494618 /CLONE=D530041N13 /FEA=EST /CNT=9 /TID=Mm.29034.2 /TIER=Stack /STK=9 /UG=Mm.29
MOE430_2_1439035_at 41.3 60.5 P P 0.000732 0.000244 0.3 NC 0.03 gb:BG075830 /DB_XREF=gi:12558399 /DB_XREF=H3152C11-3 /CLONE=H3152C11 /FEA=EST /CNT=40 /TID=Mm.41024.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439058_at 19.6 36.2 P P 0.005859 0.00293 0.3 NC 0.27 gb:BG061796 /DB_XREF=gi:12531676 /DB_XREF=L0951D04-3 /CLONE=L0951D04 /FEA=EST /CNT=45 /TID=Mm.200665.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439062_at 31.2 37.5 P P 0.01 0.01 0.3 NC 0.21 gb:BB264869 /DB_XREF=gi:16400241 /DB_XREF=BB264869 /CLONE=A830016P04 /FEA=EST /CNT=14 /TID=Mm.25946.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439075_at 47.3 60.8 P P 0.001221 0.000244 0.3 NC 0.36 gb:AI931937 /DB_XREF=gi:5668422 /DB_XREF=ul68b04.x1 /CLONE=IMAGE:2135695 /FEA=EST /CNT=32 /TID=Mm.196826.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439080_at 9.8 11.9 A A 0.21 0.08 0.3 NC 0.5 gb:BM240030 /DB_XREF=gi:17875300 /DB_XREF=K0545B04-3 /CLONE=K0545B04 /FEA=EST /CNT=18 /TID=Mm.27107.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439092_at 83.4 94.3 P P 0.01 0.008057 0.3 NC 0.03 gb:BM220172 /DB_XREF=gi:17780189 /DB_XREF=C0936D01-3 /CLONE=C0936D01 /FEA=EST /CNT=13 /TID=Mm.34072.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439109_at 0.2 2.9 A A 0.43 0.69 0.3 NC 0.59 gb:AV378320 /DB_XREF=gi:16398176 /DB_XREF=AV378320 /CLONE=9130413M24 /FEA=EST /CNT=14 /TID=Mm.100375.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439122_at 32.8 41 A P 0.09 0.04 0.3 NC 0.48 gb:BF226295 /DB_XREF=gi:11134010 /DB_XREF=uz49f10.x1 /CLONE=IMAGE:3672427 /FEA=EST /CNT=12 /TID=Mm.157743.2 /TIER=Stack /STK=8 /UG=
MOE430_2_1439126_at 19.2 21.5 P P 0.01 0.005859 0.3 NC 0.37 gb:BG066813 /DB_XREF=gi:12549382 /DB_XREF=H3047C02-3 /CLONE=H3047C02 /FEA=EST /CNT=11 /TID=Mm.97383.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439135_at 31.8 34.3 P A 0.04 0.12 0.3 NC 0.5 gb:BB129618 /DB_XREF=gi:16266216 /DB_XREF=BB129618 /CLONE=9630040H10 /FEA=EST /CNT=11 /TID=Mm.25318.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439142_at 2 1.4 A A 0.78 0.91 0.3 NC 0.77 gb:BM245192 /DB_XREF=gi:17880462 /DB_XREF=K0721C02-3 /CLONE=K0721C02 /FEA=EST /CNT=11 /TID=Mm.36676.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439158_at 20.4 21 P P 0.01 0.008057 0.3 NC 0.13 gb:BB749708 /DB_XREF=gi:16153944 /DB_XREF=BB749708 /CLONE=G030201B21 /FEA=EST /CNT=14 /TID=Mm.132569.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439180_at 20.2 26.9 M A 0.05 0.06 0.3 NC 0.5 gb:BE197105 /DB_XREF=gi:8709274 /DB_XREF=ug66f09.x1 /CLONE=IMAGE:1547369 /FEA=EST /CNT=10 /TID=Mm.31924.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439191_at 408.6 554.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:BB540658 /DB_XREF=gi:16447143 /DB_XREF=BB540658 /CLONE=E130107G13 /FEA=EST /CNT=13 /TID=Mm.22763.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439194_at 0.3 1.2 A A 0.91 0.88 0.3 NC 0.24 gb:BG070932 /DB_XREF=gi:12553424 /DB_XREF=H3091H04-3 /CLONE=H3091H04 /FEA=EST /CNT=11 /TID=Mm.11252.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439200_x_ 466.1 511.6 P P 0.00415 0.001953 0.3 NC 0.02 gb:BE686792 /DB_XREF=gi:10074416 /DB_XREF=uu66g08.x1 /CLONE=IMAGE:3376958 /FEA=EST /CNT=10 /TID=Mm.35829.4 /TIER=Stack /STK=8 /UG=
MOE430_2_1439238_at 14.4 13.5 P A 0.02 0.08 0.3 NC 0.37 gb:BB489416 /DB_XREF=gi:16441680 /DB_XREF=BB489416 /CLONE=D530007E13 /FEA=EST /CNT=9 /TID=Mm.132964.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439300_at 7.6 10.6 P P 0.00415 0.02 0.3 NC 0.48 gb:BG065782 /DB_XREF=gi:12548345 /DB_XREF=H3035C01-3 /CLONE=H3035C01 /FEA=EST /CNT=8 /TID=Mm.132500.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439330_at 15.6 25.6 P P 0.03 0.03 0.3 NC 0.39 gb:BB471787 /DB_XREF=gi:16427969 /DB_XREF=BB471787 /CLONE=D230040J21 /FEA=EST /CNT=8 /TID=Mm.132553.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439400_x_ 33.5 48.5 P A 0.02 0.08 0.3 NC 0.18 gb:BB463553 /DB_XREF=gi:9380742 /DB_XREF=BB463553 /CLONE=D130081H22 /FEA=EST /CNT=8 /TID=Mm.112459.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439421_x_ 479.2 312.5 P P 0.005859 0.000244 0.3 NC 0.003041 gb:AV225865 /DB_XREF=gi:6177180 /DB_XREF=AV225865 /CLONE=3830432D20 /FEA=EST /CNT=8 /TID=Mm.28148.3 /TIER=Stack /STK=8 /UG=Mm.28
MOE430_2_1439433_a_ 309.2 292 P P 0.000732 0.000244 0.3 NC 0.35 gb:BB228713 /DB_XREF=gi:8899358 /DB_XREF=BB228713 /CLONE=A630017L08 /FEA=EST /CNT=8 /TID=Mm.214976.5 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439466_s_ 1561.8 1910.2 P P 0.000244 0.000244 0.3 I 0.000492 gb:BB001490 /DB_XREF=gi:7841418 /DB_XREF=BB001490 /CLONE=3110026K15 /FEA=EST /CNT=8 /TID=Mm.176845.5 /TIER=Stack /STK=8 /UG=Mm.17
MOE430_2_1439479_at 6.4 5.7 A A 0.43 0.14 0.3 NC 0.03 gb:C78577 /DB_XREF=gi:2518907 /DB_XREF=C78577 /CLONE=J0051E04 /FEA=EST /CNT=20 /TID=Mm.26930.1 /TIER=ConsEnd /STK=7 /UG=Mm.26930 
MOE430_2_1439488_at 100.1 129.6 P P 0.000244 0.000244 0.3 MI 0.00249 gb:AW552804 /DB_XREF=gi:7198227 /DB_XREF=L0217G05-3 /CLONE=L0217G05 /FEA=EST /CNT=17 /TID=Mm.34179.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439490_at 178 235.9 P P 0.000732 0.000244 0.3 I 0.000346 gb:BE628786 /DB_XREF=gi:9911474 /DB_XREF=uu08a06.x1 /CLONE=IMAGE:3371314 /FEA=EST /CNT=14 /TID=Mm.59811.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1439493_at 139 144.1 P P 0.001221 0.001221 0.3 NC 0.36 gb:BB111712 /DB_XREF=gi:16261681 /DB_XREF=BB111712 /CLONE=9530031G08 /FEA=EST /CNT=12 /TID=Mm.48724.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439508_at 43.4 49.8 P P 0.000732 0.000244 0.3 NC 0.36 gb:BI663913 /DB_XREF=gi:15578146 /DB_XREF=603290469F1 /CLONE=IMAGE:5325016 /FEA=EST /CNT=13 /TID=Mm.90429.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1439520_at 9.2 17.2 P M 0.04 0.05 0.3 NC 0.27 gb:BE291723 /DB_XREF=gi:9173642 /DB_XREF=601084433F1 /CLONE=IMAGE:3498513 /FEA=EST /CNT=10 /TID=Mm.138156.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1439526_at 83.7 115.2 P P 0.000244 0.000244 0.3 NC 0.24 gb:AV375160 /DB_XREF=gi:16397979 /DB_XREF=AV375160 /CLONE=9130022D06 /FEA=EST /CNT=15 /TID=Mm.133686.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439535_at 45.8 48.6 P P 0.000732 0.000244 0.3 NC 0.09 gb:BB204161 /DB_XREF=gi:16351796 /DB_XREF=BB204161 /CLONE=A430056K20 /FEA=EST /CNT=10 /TID=Mm.31803.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439546_at 1.3 3.6 A A 0.98 0.91 0.3 NC 0.12 gb:BB807546 /DB_XREF=gi:16980175 /DB_XREF=BB807546 /CLONE=G630081O13 /FEA=EST /CNT=9 /TID=Mm.40417.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439548_at 27.4 48.5 P P 0.01 0.00293 0.3 NC 0.007788 gb:BB390705 /DB_XREF=gi:16408849 /DB_XREF=BB390705 /CLONE=C230070N09 /FEA=EST /CNT=9 /TID=Mm.7548.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439573_at 33.4 46.5 P P 0.02 0.04 0.3 NC 0.5 gb:BE992565 /DB_XREF=gi:10673774 /DB_XREF=UI-M-BZ1-bei-g-03-0-UI.s1 /CLONE=UI-M-BZ1-bei-g-03-0-UI /FEA=EST /CNT=10 /TID=Mm.86447.1 
MOE430_2_1439606_at 56.6 53.5 P P 0.03 0.00293 0.3 NC 0.16 gb:AV329023 /DB_XREF=gi:16396016 /DB_XREF=AV329023 /CLONE=6330445P07 /FEA=EST /CNT=8 /TID=Mm.87509.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439615_at 2.1 2.2 A A 0.39 0.39 0.3 NC 0.29 gb:BB187898 /DB_XREF=gi:15409484 /DB_XREF=BB187898 /CLONE=A330045G18 /FEA=EST /CNT=8 /TID=Mm.132992.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439628_x_ 15.3 17.9 A A 0.08 0.11 0.3 NC 0.21 gb:AV364767 /DB_XREF=gi:6412414 /DB_XREF=AV364767 /CLONE=8430401K03 /FEA=EST /CNT=8 /TID=Mm.56633.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439645_at 4.4 8.9 A A 0.39 0.19 0.3 NC 0.5 gb:BQ031032 /DB_XREF=gi:19766311 /DB_XREF=UI-1-CF0-alx-b-04-0-UI.s1 /CLONE=UI-1-CF0-alx-b-04-0-UI /FEA=EST /CNT=9 /TID=Mm.128343.1 /
MOE430_2_1439665_at 120.3 137.5 P P 0.000244 0.000732 0.3 NC 0.03 gb:BB417145 /DB_XREF=gi:16423364 /DB_XREF=BB417145 /CLONE=C430050G23 /FEA=EST /CNT=8 /TID=Mm.90147.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439668_at 5.4 8.4 A P 0.3 0.02 0.3 NC 0.2 gb:BE954985 /DB_XREF=gi:10598066 /DB_XREF=UI-M-BH4-bbk-c-06-0-UI.s1 /CLONE=UI-M-BH4-bbk-c-06-0-UI /FEA=EST /CNT=8 /TID=Mm.65345.1 
MOE430_2_1439755_at 150.4 162.3 P P 0.000732 0.000732 0.3 NC 0.02 gb:BM936013 /DB_XREF=gi:19395165 /DB_XREF=UI-M-BZ1-bds-e-07-0-UI.r1 /CLONE=UI-M-BZ1-bds-e-07-0-UI /FEA=EST /CNT=7 /TID=Mm.65294.1 
MOE430_2_1439758_at 13.7 12.3 A A 0.11 0.14 0.3 NC 0.16 gb:BF318690 /DB_XREF=gi:11267303 /DB_XREF=uy05a02.x1 /CLONE=IMAGE:3657098 /FEA=EST /CNT=7 /TID=Mm.157767.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1439763_at 1.4 1.3 A A 0.85 0.87 0.3 NC 0.5 gb:AV299574 /DB_XREF=gi:6332065 /DB_XREF=AV299574 /CLONE=5730470B20 /FEA=EST /CNT=7 /TID=Mm.87612.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439802_at 95.4 104.2 P P 0.000732 0.001221 0.3 NC 0.37 gb:AV375248 /DB_XREF=gi:16397982 /DB_XREF=AV375248 /CLONE=9130022M19 /FEA=EST /CNT=19 /TID=Mm.44868.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439803_at 8.3 13.3 A A 0.46 0.17 0.3 NC 0.14 gb:BE985200 /DB_XREF=gi:10658264 /DB_XREF=UI-M-CG0p-bdi-f-10-0-UI.s1 /CLONE=UI-M-CG0p-bdi-f-10-0-UI /FEA=EST /CNT=17 /TID=Mm.28681
MOE430_2_1439804_at 29.2 41 P P 0.01 0.01 0.3 NC 0.5 gb:AW489408 /DB_XREF=gi:7059678 /DB_XREF=UI-M-BH3-asj-e-12-0-UI.s1 /CLONE=UI-M-BH3-asj-e-12-0-UI /FEA=EST /CNT=16 /TID=Mm.34871.1 /
MOE430_2_1439812_at 5.2 7.3 A A 0.33 0.3 0.3 NC 0.5 gb:BQ173880 /DB_XREF=gi:20349404 /DB_XREF=UI-M-DJ2-bvv-e-24-0-UI.s1 /CLONE=UI-M-DJ2-bvv-e-24-0-UI /FEA=EST /CNT=11 /TID=Mm.131946
MOE430_2_1439830_at 14.4 21.8 M P 0.05 0.02 0.3 NC 0.17 gb:AV377656 /DB_XREF=gi:15412319 /DB_XREF=AV377656 /CLONE=9130233G12 /FEA=EST /CNT=9 /TID=Mm.89450.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439843_at 7.7 7.7 A A 0.24 0.21 0.3 NC 0.29 gb:AI840829 /DB_XREF=gi:5475042 /DB_XREF=UI-M-AH0-adb-d-09-0-UI.s1 /CLONE=UI-M-AH0-adb-d-09-0-UI /FEA=EST /CNT=11 /TID=Mm.45058.1 
MOE430_2_1439845_at 19.8 29.7 P P 0.001221 0.008057 0.3 NC 0.5 gb:BQ174438 /DB_XREF=gi:20349929 /DB_XREF=UI-M-DJ2-bvy-g-19-0-UI.s1 /CLONE=UI-M-DJ2-bvy-g-19-0-UI /FEA=EST /CNT=11 /TID=Mm.39817.1
MOE430_2_1439867_at 28.2 41.6 M A 0.05 0.06 0.3 NC 0.13 gb:BB079377 /DB_XREF=gi:15406994 /DB_XREF=BB079377 /CLONE=9330157N04 /FEA=EST /CNT=8 /TID=Mm.48644.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439894_at 1.7 1.3 A A 0.82 0.91 0.3 NC 0.5 gb:BB253214 /DB_XREF=gi:16356217 /DB_XREF=BB253214 /CLONE=A730056I06 /FEA=EST /CNT=11 /TID=Mm.40846.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439907_at 15.8 13.4 A M 0.3 0.05 0.3 NC 0.21 gb:BB440983 /DB_XREF=gi:16424703 /DB_XREF=BB440983 /CLONE=D030024N11 /FEA=EST /CNT=8 /TID=Mm.55151.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439950_at 22.9 27.9 P P 0.01 0.01 0.3 NC 0.5 gb:BB309136 /DB_XREF=gi:16402477 /DB_XREF=BB309136 /CLONE=B230309E16 /FEA=EST /CNT=7 /TID=Mm.220256.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439957_at 0.9 2.3 A A 0.69 0.72 0.3 NC 0.5 gb:BF457720 /DB_XREF=gi:11523889 /DB_XREF=UI-M-BZ1-bkx-c-03-0-UI.s1 /CLONE=UI-M-BZ1-bkx-c-03-0-UI /FEA=EST /CNT=7 /TID=Mm.33374.1 
MOE430_2_1439979_at 59.5 65.4 P P 0.00415 0.001221 0.3 NC 0.16 gb:AV372946 /DB_XREF=gi:16397897 /DB_XREF=AV372946 /CLONE=9030618B04 /FEA=EST /CNT=8 /TID=Mm.122598.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440013_at 15.1 15.5 P P 0.01 0.005859 0.3 NC 0.16 gb:BG072725 /DB_XREF=gi:12555294 /DB_XREF=H3114C04-3 /CLONE=H3114C04 /FEA=EST /CNT=6 /TID=Mm.164156.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440026_at 42.1 49.2 P P 0.04 0.00415 0.3 NC 0.11 gb:BM120634 /DB_XREF=gi:17088660 /DB_XREF=L0942B12-3 /CLONE=L0942B12 /FEA=EST /CNT=6 /TID=Mm.214553.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440041_at 32.9 44.7 P P 0.000732 0.000244 0.3 NC 0.14 gb:AV363424 /DB_XREF=gi:16397581 /DB_XREF=AV363424 /CLONE=8030423D24 /FEA=EST /CNT=6 /TID=Mm.37461.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440052_at 11.5 18.3 P P 0.000244 0.00415 0.3 NC 0.64 gb:BB044088 /DB_XREF=gi:16259279 /DB_XREF=BB044088 /CLONE=6030481K23 /FEA=EST /CNT=6 /TID=Mm.130925.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440055_at 22.3 25.2 P P 0.01 0.00415 0.3 NC 0.03 gb:BB538816 /DB_XREF=gi:16446947 /DB_XREF=BB538816 /CLONE=E130013O10 /FEA=EST /CNT=6 /TID=Mm.25813.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440097_at 33.1 47.8 P P 0.000732 0.00415 0.3 NC 0.49 gb:BB022494 /DB_XREF=gi:16257762 /DB_XREF=BB022494 /CLONE=5330411G14 /FEA=EST /CNT=6 /TID=Mm.110028.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440120_at 119 146 P P 0.000244 0.000244 0.3 NC 0.05 gb:BM205434 /DB_XREF=gi:17760588 /DB_XREF=C0283E11-3 /CLONE=C0283E11 /FEA=EST /CNT=6 /TID=Mm.215501.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440123_at 23.4 26.9 P P 0.000732 0.001953 0.3 NC 0.5 gb:BM221049 /DB_XREF=gi:17781292 /DB_XREF=C0948H08-3 /CLONE=C0948H08 /FEA=EST /CNT=6 /TID=Mm.74764.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440144_x_ 14.9 15.6 M P 0.05 0.03 0.3 NC 0.26 gb:BB821700 /DB_XREF=gi:16994329 /DB_XREF=BB821700 /CLONE=G830014D24 /FEA=EST /CNT=6 /TID=Mm.147616.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440164_x_ 17 22.5 A A 0.19 0.24 0.3 NC 0.3 gb:BB162313 /DB_XREF=gi:8818253 /DB_XREF=BB162313 /CLONE=A130066K08 /FEA=EST /CNT=6 /TID=Mm.139824.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440190_at 21.2 25.3 A A 0.11 0.11 0.3 NC 0.5 gb:AI847494 /DB_XREF=gi:5491400 /DB_XREF=UI-M-AI1-afs-h-03-0-UI.s1 /CLONE=UI-M-AI1-afs-h-03-0-UI /FEA=EST /CNT=16 /TID=Mm.45066.1 /TI
MOE430_2_1440217_at 21.3 19.6 A A 0.17 0.21 0.3 NC 0.5 gb:AI931774 /DB_XREF=gi:5668259 /DB_XREF=ul65e09.x1 /CLONE=IMAGE:2135464 /FEA=EST /CNT=13 /TID=Mm.216193.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440222_at 12.8 14.9 A P 0.08 0.01 0.3 NC 0.33 gb:BB530180 /DB_XREF=gi:16445733 /DB_XREF=BB530180 /CLONE=E030007H10 /FEA=EST /CNT=10 /TID=Mm.44035.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440229_at 35.7 51.5 P P 0.03 0.00415 0.3 NC 0.01 gb:AI854627 /DB_XREF=gi:5498533 /DB_XREF=UI-M-BH0-ake-e-09-0-UI.s1 /CLONE=UI-M-BH0-ake-e-09-0-UI /FEA=EST /CNT=11 /TID=Mm.41231.1 /
MOE430_2_1440233_at 1.5 0.8 A A 0.8 0.88 0.3 NC 0.14 gb:BB278723 /DB_XREF=gi:16401101 /DB_XREF=BB278723 /CLONE=A930013B10 /FEA=EST /CNT=10 /TID=Mm.124153.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440245_at 2.3 1.6 A A 0.95 0.98 0.3 NC 0.49 gb:AW208904 /DB_XREF=gi:6514844 /DB_XREF=uo65d07.x1 /CLONE=IMAGE:2647405 /FEA=EST /CNT=8 /TID=Mm.83698.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440246_at 8 7.7 A A 0.33 0.12 0.3 NC 0.37 gb:AW124745 /DB_XREF=gi:6100275 /DB_XREF=UI-M-BH2.1-aqa-d-11-0-UI.s1 /CLONE=UI-M-BH2.1-aqa-d-11-0-UI /FEA=EST /CNT=8 /TID=Mm.82638
MOE430_2_1440249_at 12.7 16.3 P P 0.03 0.005859 0.3 NC 0.49 gb:BM231982 /DB_XREF=gi:17867252 /DB_XREF=K0317A02-3 /CLONE=K0317A02 /FEA=EST /CNT=8 /TID=Mm.133622.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440263_at 55.1 78.7 P P 0.000244 0.001953 0.3 NC 0.07 gb:BG072413 /DB_XREF=gi:12554982 /DB_XREF=H3110C03-3 /CLONE=H3110C03 /FEA=EST /CNT=10 /TID=Mm.26840.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440267_at 11.6 10.8 P A 0.008057 0.07 0.3 NC 0.5 gb:BM200210 /DB_XREF=gi:17753403 /DB_XREF=C0207C08-3 /CLONE=C0207C08 /FEA=EST /CNT=10 /TID=Mm.130843.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440268_at 46.5 52.5 P P 0.000732 0.001221 0.3 NC 0.39 gb:BE685711 /DB_XREF=gi:10073260 /DB_XREF=uv72g11.x1 /CLONE=IMAGE:3412772 /FEA=EST /CNT=10 /TID=Mm.33512.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440317_at 29.6 33 P P 0.00415 0.00415 0.3 NC 0.3 gb:BM223046 /DB_XREF=gi:17783881 /DB_XREF=K0130F02-3 /CLONE=K0130F02 /FEA=EST /CNT=7 /TID=Mm.139161.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440341_at 59.5 69.4 P P 0.000244 0.000732 0.3 NC 0.24 gb:BB343093 /DB_XREF=gi:9052808 /DB_XREF=BB343093 /CLONE=B930042E17 /FEA=EST /CNT=7 /TID=Mm.133463.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440349_at 32.6 50.3 P P 0.01 0.00415 0.3 NC 0.03 gb:AV271839 /DB_XREF=gi:15405491 /DB_XREF=AV271839 /CLONE=4931415K08 /FEA=EST /CNT=9 /TID=Mm.216118.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440368_at 48.2 53.4 P P 0.008057 0.005859 0.3 NC 0.5 gb:BG075393 /DB_XREF=gi:12557962 /DB_XREF=H3146F10-3 /CLONE=H3146F10 /FEA=EST /CNT=7 /TID=Mm.157127.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440392_at 22.8 33.5 A A 0.27 0.14 0.3 NC 0.41 gb:AW045983 /DB_XREF=gi:5906512 /DB_XREF=UI-M-BH1-alc-b-11-0-UI.s1 /CLONE=UI-M-BH1-alc-b-11-0-UI /FEA=EST /CNT=6 /TID=Mm.137952.1 /
MOE430_2_1440437_at 6.9 9.4 A A 0.39 0.24 0.3 NC 0.08 gb:BM247513 /DB_XREF=gi:17882783 /DB_XREF=K0803B04-3 /CLONE=K0803B04 /FEA=EST /CNT=6 /TID=Mm.214695.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440440_at 19.3 29.7 P P 0.008057 0.000244 0.3 NC 0.08 gb:BM237796 /DB_XREF=gi:17873066 /DB_XREF=K0507B09-3 /CLONE=K0507B09 /FEA=EST /CNT=6 /TID=Mm.218038.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440470_at 92.8 103.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:AA103376 /DB_XREF=gi:1649536 /DB_XREF=mo23c04.r1 /CLONE=IMAGE:554406 /FEA=EST /CNT=6 /TID=Mm.87722.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440486_at 43.5 47.7 M A 0.05 0.11 0.3 NC 0.5 gb:BI134551 /DB_XREF=gi:14584799 /DB_XREF=UI-M-BH3-brs-b-06-0-UI.s1 /CLONE=UI-M-BH3-brs-b-06-0-UI /FEA=EST /CNT=7 /TID=Mm.91134.1 /
MOE430_2_1440488_at 6.9 8.8 A P 0.11 0.00415 0.3 NC 0.009292 gb:BB416028 /DB_XREF=gi:16423340 /DB_XREF=BB416028 /CLONE=C430045B16 /FEA=EST /CNT=7 /TID=Mm.209825.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440511_at 19.1 31.6 P P 0.00293 0.02 0.3 NC 0.03 gb:BG067940 /DB_XREF=gi:12550509 /DB_XREF=H3059H07-3 /CLONE=H3059H07 /FEA=EST /CNT=6 /TID=Mm.177548.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440531_at 1.3 0.3 A A 0.78 0.93 0.3 NC 0.5 gb:BB333100 /DB_XREF=gi:16403983 /DB_XREF=BB333100 /CLONE=B830007F12 /FEA=EST /CNT=6 /TID=Mm.149825.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440551_at 27.6 25.4 P P 0.02 0.000732 0.3 NC 0.03 gb:BM240862 /DB_XREF=gi:17876132 /DB_XREF=K0608E09-3 /CLONE=K0608E09 /FEA=EST /CNT=5 /TID=Mm.114438.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440559_at 114.6 207.8 P P 0.000244 0.000244 0.3 NC 0.005409 gb:AV377334 /DB_XREF=gi:15412313 /DB_XREF=AV377334 /CLONE=9130226K06 /FEA=EST /CNT=5 /TID=Mm.31379.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440573_at 54.6 74.5 P P 0.000732 0.000244 0.3 NC 0.15 gb:BB037335 /DB_XREF=gi:16258420 /DB_XREF=BB037335 /CLONE=5930426B09 /FEA=EST /CNT=5 /TID=Mm.209864.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440576_at 1.1 0.9 A A 0.9 0.96 0.3 NC 0.5 gb:AV375940 /DB_XREF=gi:16398020 /DB_XREF=AV375940 /CLONE=9130203L14 /FEA=EST /CNT=5 /TID=Mm.206774.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440579_at 33.8 42 P P 0.04 0.01 0.3 NC 0.11 gb:BB242439 /DB_XREF=gi:16355210 /DB_XREF=BB242439 /CLONE=A630091O15 /FEA=EST /CNT=5 /TID=Mm.170458.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440585_at 1.2 1.2 A A 0.69 0.53 0.3 NC 0.18 gb:BB484934 /DB_XREF=gi:16441209 /DB_XREF=BB484934 /CLONE=D430028K04 /FEA=EST /CNT=5 /TID=Mm.131425.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440604_at 15.6 15.4 P P 0.00293 0.01 0.3 NC 0.3 gb:BB070941 /DB_XREF=gi:16260097 /DB_XREF=BB070941 /CLONE=8030494B02 /FEA=EST /CNT=5 /TID=Mm.214668.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440608_at 42.7 45.6 P P 0.001953 0.001221 0.3 NC 0.04 gb:BB009291 /DB_XREF=gi:16257132 /DB_XREF=BB009291 /CLONE=4732488M12 /FEA=EST /CNT=5 /TID=Mm.183314.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440658_at 0.6 1 A A 0.9 0.97 0.3 NC 0.55 gb:BB550452 /DB_XREF=gi:16447917 /DB_XREF=BB550452 /CLONE=E230022H04 /FEA=EST /CNT=5 /TID=Mm.138551.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440680_at 1.8 2.2 A A 0.71 0.63 0.3 NC 0.24 gb:AV283019 /DB_XREF=gi:16391713 /DB_XREF=AV283019 /CLONE=4933432P17 /FEA=EST /CNT=5 /TID=Mm.54272.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440687_at 22 22.5 M A 0.05 0.11 0.3 NC 0.5 gb:AV293622 /DB_XREF=gi:16392538 /DB_XREF=AV293622 /CLONE=5430439N10 /FEA=EST /CNT=5 /TID=Mm.143476.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440688_at 16.1 20.4 P P 0.02 0.04 0.3 NC 0.5 gb:BM244666 /DB_XREF=gi:17879936 /DB_XREF=K0714C05-3 /CLONE=K0714C05 /FEA=EST /CNT=5 /TID=Mm.183885.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440777_x_ 13.4 11.5 A A 0.19 0.11 0.3 NC 0.34 gb:BB559010 /DB_XREF=gi:9645376 /DB_XREF=BB559010 /CLONE=E330036O16 /FEA=EST /CNT=5 /TID=Mm.138024.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440823_x_ 1.8 4.2 A A 0.82 0.63 0.3 NC 0.2 gb:BB005209 /DB_XREF=gi:8094645 /DB_XREF=BB005209 /CLONE=4732465F12 /FEA=EST /CNT=5 /TID=Mm.138629.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440839_x_ 2.8 5.6 A A 0.95 0.8 0.3 NC 0.04 gb:AV047075 /DB_XREF=gi:4866740 /DB_XREF=AV047075 /CLONE=1700065I16 /FEA=EST /CNT=13 /TID=Mm.82775.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440874_at 5.3 6.4 A A 0.33 0.33 0.3 NC 0.05 gb:BE686667 /DB_XREF=gi:10074291 /DB_XREF=uw03f01.x1 /CLONE=IMAGE:3415609 /FEA=EST /CNT=9 /TID=Mm.24481.1 /TIER=ConsEnd /STK=4 /UG



MOE430_2_1440880_at 268.8 337.3 P P 0.000244 0.000244 0.3 I 0.000966 gb:BI648107 /DB_XREF=gi:15562343 /DB_XREF=603278424F1 /CLONE=IMAGE:5319004 /FEA=EST /CNT=16 /TID=Mm.24384.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1440881_at 18.6 19.2 P A 0.01 0.11 0.3 NC 0.5 gb:BM249644 /DB_XREF=gi:17884914 /DB_XREF=K0836G05-3 /CLONE=K0836G05 /FEA=EST /CNT=14 /TID=Mm.33236.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440884_s_ 92.6 107.6 P P 0.000244 0.000244 0.3 NC 0.17 gb:BB218047 /DB_XREF=gi:16353255 /DB_XREF=BB218047 /CLONE=A530047J11 /FEA=EST /CNT=12 /TID=Mm.34175.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440901_at 11.5 16.5 P A 0.000732 0.17 0.3 NC 0.5 gb:BB279524 /DB_XREF=gi:16401173 /DB_XREF=BB279524 /CLONE=A930018F05 /FEA=EST /CNT=8 /TID=Mm.101340.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440904_at 26 45 A P 0.12 0.02 0.3 NC 0.03 gb:BB189556 /DB_XREF=gi:8850127 /DB_XREF=BB189556 /CLONE=A330055A21 /FEA=EST /CNT=8 /TID=Mm.125101.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440915_at 21.5 35.1 P P 0.04 0.00415 0.3 NC 0.49 gb:BG067775 /DB_XREF=gi:12550344 /DB_XREF=H3058A09-3 /CLONE=H3058A09 /FEA=EST /CNT=11 /TID=Mm.31793.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440933_at 14.2 20 P P 0.00415 0.01 0.3 NC 0.35 gb:BB004419 /DB_XREF=gi:16214853 /DB_XREF=BB004419 /CLONE=4732460I02 /FEA=EST /CNT=8 /TID=Mm.183114.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440938_at 0.6 1.3 A A 0.69 0.91 0.3 NC 0.5 gb:BE457612 /DB_XREF=gi:9479920 /DB_XREF=us93h02.x1 /CLONE=IMAGE:3325971 /FEA=EST /CNT=7 /TID=Mm.135677.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1440940_at 11.8 14.8 A A 0.5 0.46 0.3 NC 0.36 gb:BE949510 /DB_XREF=gi:10527269 /DB_XREF=UI-M-CC0-axx-h-09-0-UI.s1 /CLONE=UI-M-CC0-axx-h-09-0-UI /FEA=EST /CNT=7 /TID=Mm.153506.
MOE430_2_1440942_at 2.7 2.7 A A 0.96 0.98 0.3 NC 0.15 gb:AW489137 /DB_XREF=gi:7059407 /DB_XREF=UI-M-BH3-asi-e-09-0-UI.s1 /CLONE=UI-M-BH3-asi-e-09-0-UI /FEA=EST /CNT=7 /TID=Mm.70968.1 /T
MOE430_2_1440964_s_ 24.6 27.2 A A 0.24 0.14 0.3 NC 0.5 gb:BB763986 /DB_XREF=gi:16208401 /DB_XREF=BB763986 /CLONE=G370032A20 /FEA=EST /CNT=11 /TID=Mm.2429.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441004_at 17.4 18 P P 0.01 0.005859 0.3 NC 0.21 gb:BB006752 /DB_XREF=gi:16257027 /DB_XREF=BB006752 /CLONE=4732473A13 /FEA=EST /CNT=7 /TID=Mm.166359.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441028_at 0.5 1.8 A A 0.98 0.91 0.3 NC 0.06 gb:BG066313 /DB_XREF=gi:12548882 /DB_XREF=H3041E02-3 /CLONE=H3041E02 /FEA=EST /CNT=6 /TID=Mm.34917.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441035_at 1 0.6 A A 0.97 0.98 0.3 NC 0.58 gb:BB005970 /DB_XREF=gi:15389989 /DB_XREF=BB005970 /CLONE=4732469D11 /FEA=EST /CNT=6 /TID=Mm.178400.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441053_at 12.6 12.6 A A 0.24 0.33 0.3 NC 0.5 gb:BM942426 /DB_XREF=gi:19402289 /DB_XREF=UI-M-BH3-bsf-c-05-0-UI.r1 /CLONE=UI-M-BH3-bsf-c-05-0-UI /FEA=EST /CNT=6 /TID=Mm.205888.1
MOE430_2_1441070_at 78 110.3 P P 0.001953 0.00293 0.3 NC 0.01 gb:BB660130 /DB_XREF=gi:16493951 /DB_XREF=BB660130 /CLONE=D430032P18 /FEA=EST /CNT=6 /TID=Mm.164746.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441089_at 35.3 36.5 P P 0.001953 0.000244 0.3 NC 0.006503 gb:BB205493 /DB_XREF=gi:16351987 /DB_XREF=BB205493 /CLONE=A430066B07 /FEA=EST /CNT=11 /TID=Mm.82631.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441135_at 16.4 16 A A 0.09 0.09 0.3 NC 0.13 gb:BB165387 /DB_XREF=gi:8821328 /DB_XREF=BB165387 /CLONE=A130082K16 /FEA=EST /CNT=6 /TID=Mm.131890.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441148_at 22.7 26.5 A A 0.12 0.09 0.3 NC 0.16 gb:BM119405 /DB_XREF=gi:17087431 /DB_XREF=L0924H08-3 /CLONE=L0924H08 /FEA=EST /CNT=5 /TID=Mm.182866.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441155_at 28.1 32.8 P P 0.01 0.001221 0.3 NC 0.23 gb:BB168446 /DB_XREF=gi:16269179 /DB_XREF=BB168446 /CLONE=A130098M17 /FEA=EST /CNT=5 /TID=Mm.208789.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441168_at 0.8 1.3 A A 0.6 0.36 0.3 NC 0.45 gb:BG071836 /DB_XREF=gi:12554405 /DB_XREF=H3103G02-3 /CLONE=H3103G02 /FEA=EST /CNT=5 /TID=Mm.17891.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441192_at 1.5 3.9 A A 0.75 0.53 0.3 NC 0.16 gb:BB135800 /DB_XREF=gi:16266645 /DB_XREF=BB135800 /CLONE=9830130K22 /FEA=EST /CNT=5 /TID=Mm.162575.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441209_at 12.2 13.8 P A 0.04 0.06 0.3 NC 0.48 gb:BB522140 /DB_XREF=gi:16443617 /DB_XREF=BB522140 /CLONE=D930006C05 /FEA=EST /CNT=5 /TID=Mm.209741.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441210_at 12.3 10.7 A M 0.11 0.05 0.3 NC 0.5 gb:BM940545 /DB_XREF=gi:19399697 /DB_XREF=UI-M-CG0p-bhf-b-01-0-UI.r1 /CLONE=UI-M-CG0p-bhf-b-01-0-UI /FEA=EST /CNT=5 /TID=Mm.15280
MOE430_2_1441251_a_ 16.9 18.7 A A 0.36 0.17 0.3 NC 0.09 gb:AI427073 /DB_XREF=gi:4272999 /DB_XREF=mn30a01.x1 /CLONE=IMAGE:539400 /FEA=EST /CNT=5 /TID=Mm.28485.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441264_x_ 123.5 122.7 P P 0.01 0.005859 0.3 NC 0.15 gb:AV009179 /DB_XREF=gi:4786166 /DB_XREF=AV009179 /CLONE=1110017G01 /FEA=EST /CNT=5 /TID=Mm.139242.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441304_at 11.8 14.8 A P 0.09 0.02 0.3 NC 0.37 gb:BQ128572 /DB_XREF=gi:20202483 /DB_XREF=ii24b06.x1 /CLONE=IMAGE:5942363 /FEA=EST /CNT=5 /TID=Mm.220828.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441323_at 30.8 34.3 A A 0.12 0.17 0.3 NC 0.23 gb:AV370587 /DB_XREF=gi:16397824 /DB_XREF=AV370587 /CLONE=9030223O19 /FEA=EST /CNT=7 /TID=Mm.97280.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441354_at 18.5 15.6 A A 0.06 0.09 0.3 NC 0.46 gb:BG069312 /DB_XREF=gi:12551881 /DB_XREF=H3075A06-3 /CLONE=H3075A06 /FEA=EST /CNT=5 /TID=Mm.35037.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441374_at 2 5.9 A A 0.49 0.33 0.3 NC 0.29 gb:BG066541 /DB_XREF=gi:12549198 /DB_XREF=H3045B05-3 /CLONE=H3045B05 /FEA=EST /CNT=5 /TID=Mm.163922.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441391_at 100 164.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:BG069873 /DB_XREF=gi:12552442 /DB_XREF=H3081A09-3 /CLONE=H3081A09 /FEA=EST /CNT=5 /TID=Mm.165483.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441414_at 23.7 19.1 P P 0.02 0.005859 0.3 NC 0.11 gb:BG075856 /DB_XREF=gi:12558425 /DB_XREF=H3152F07-3 /CLONE=H3152F07 /FEA=EST /CNT=4 /TID=Mm.100176.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441435_at 14.8 35.4 A P 0.14 0.01 0.3 NC 0.06 gb:BG075809 /DB_XREF=gi:12558378 /DB_XREF=H3152B01-3 /CLONE=H3152B01 /FEA=EST /CNT=4 /TID=Mm.105037.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441457_at 34.2 37.7 P P 0.03 0.02 0.3 NC 0.22 gb:AV277207 /DB_XREF=gi:15405664 /DB_XREF=AV277207 /CLONE=4932441D17 /FEA=EST /CNT=4 /TID=Mm.218483.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441464_at 7.1 7.1 A A 0.08 0.14 0.3 NC 0.31 gb:BB231926 /DB_XREF=gi:16354493 /DB_XREF=BB231926 /CLONE=A630035D09 /FEA=EST /CNT=4 /TID=Mm.131392.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441482_at 19.7 16.3 P P 0.000732 0.001221 0.3 NC 0.37 gb:BB540608 /DB_XREF=gi:16447140 /DB_XREF=BB540608 /CLONE=E130106O21 /FEA=EST /CNT=4 /TID=Mm.173158.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441496_at 33.3 35.9 P A 0.04 0.08 0.3 NC 0.5 gb:AV237053 /DB_XREF=gi:16386321 /DB_XREF=AV237053 /CLONE=4732418C03 /FEA=EST /CNT=4 /TID=Mm.54911.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441580_at 13.6 16.2 A P 0.11 0.03 0.3 NC 0.28 gb:AW551517 /DB_XREF=gi:7196945 /DB_XREF=L0080A10-3 /CLONE=L0080A10 /FEA=EST /CNT=4 /TID=Mm.152543.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441581_at 0.6 0.5 A A 0.99 0.98 0.3 NC 0.14 gb:AV233423 /DB_XREF=gi:15405052 /DB_XREF=AV233423 /CLONE=4632424I20 /FEA=EST /CNT=4 /TID=Mm.189150.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441585_at 1 1.5 A A 0.9 0.91 0.3 NC 0.5 gb:BB207192 /DB_XREF=gi:15409895 /DB_XREF=BB207192 /CLONE=A430080G17 /FEA=EST /CNT=4 /TID=Mm.150742.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441692_at 0.5 1.1 A A 0.93 0.91 0.3 NC 0.45 gb:BM122005 /DB_XREF=gi:17105773 /DB_XREF=L0504C12-3 /CLONE=L0504C12 /FEA=EST /CNT=4 /TID=Mm.213320.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441712_at 3 1.1 A A 0.66 0.5 0.3 NC 0.14 gb:BE986507 /DB_XREF=gi:10660909 /DB_XREF=UI-M-CG0p-bev-c-08-0-UI.s1 /CLONE=UI-M-CG0p-bev-c-08-0-UI /FEA=EST /CNT=4 /TID=Mm.1517
MOE430_2_1441718_at 26.5 30 P P 0.005859 0.01 0.3 NC 0.44 gb:BB283834 /DB_XREF=gi:8984283 /DB_XREF=BB283834 /CLONE=A930103I07 /FEA=EST /CNT=4 /TID=Mm.125543.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441749_at 19.5 36.2 P P 0.04 0.01 0.3 NC 0.1 gb:BB796499 /DB_XREF=gi:16966118 /DB_XREF=BB796499 /CLONE=G4D0009D19 /FEA=EST /CNT=4 /TID=Mm.137352.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441788_s_ 104.1 116.8 P P 0.000244 0.000244 0.3 NC 0.04 gb:BB779105 /DB_XREF=gi:16939805 /DB_XREF=BB779105 /CLONE=G430050P09 /FEA=EST /CNT=4 /TID=Mm.217121.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441789_at 4 5.8 A A 0.11 0.09 0.3 NC 0.5 gb:AU040657 /DB_XREF=gi:3954477 /DB_XREF=AU040657 /CLONE=J0814G03 /FEA=EST /CNT=4 /TID=Mm.164973.1 /TIER=ConsEnd /STK=4 /UG=Mm.1
MOE430_2_1441803_at 1.2 1.2 A A 0.82 0.82 0.3 NC 0.19 gb:BE447097 /DB_XREF=gi:9446596 /DB_XREF=ut33e08.x1 /CLONE=IMAGE:3329702 /FEA=EST /CNT=4 /TID=Mm.135221.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441822_at 45.1 65.4 P P 0.008057 0.008057 0.3 NC 0.16 gb:AV209890 /DB_XREF=gi:6150556 /DB_XREF=AV209890 /CLONE=1700121O19 /FEA=EST /CNT=4 /TID=Mm.219417.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441828_at 5.4 2.9 A A 0.14 0.24 0.3 NC 0.2 gb:AV123767 /DB_XREF=gi:5310001 /DB_XREF=AV123767 /CLONE=2700009A08 /FEA=EST /CNT=4 /TID=Mm.45259.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441846_x_ 27.4 33.7 P P 0.04 0.04 0.3 NC 0.09 gb:AV340144 /DB_XREF=gi:6380196 /DB_XREF=AV340144 /CLONE=6430513E23 /FEA=EST /CNT=4 /TID=Mm.170502.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441862_at 1.1 1.4 A A 0.69 0.56 0.3 NC 0.16 gb:BB065546 /DB_XREF=gi:8522960 /DB_XREF=BB065546 /CLONE=8030444N21 /FEA=EST /CNT=4 /TID=Mm.133225.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441878_s_ 244.1 346.9 P P 0.000244 0.000244 0.3 I 0.001201 gb:BB401085 /DB_XREF=gi:9220481 /DB_XREF=BB401085 /CLONE=C330021G04 /FEA=EST /CNT=4 /TID=Mm.136392.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441916_s_ 0.3 0.7 A A 0.9 0.95 0.3 NC 0.15 gb:AV040303 /DB_XREF=gi:4859968 /DB_XREF=AV040303 /CLONE=1700011O04 /FEA=EST /CNT=4 /TID=Mm.36221.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441943_x_ 85.8 106 P P 0.001953 0.001953 0.3 NC 0.04 gb:AV324454 /DB_XREF=gi:6294371 /DB_XREF=AV324454 /CLONE=6230424H17 /FEA=EST /CNT=4 /TID=Mm.180870.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441958_s_ 1.1 1.3 A A 0.98 0.98 0.3 NC 0.16 gb:BB532535 /DB_XREF=gi:9584464 /DB_XREF=BB532535 /CLONE=E030025H21 /FEA=EST /CNT=4 /TID=Mm.100464.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441960_x_ 169.9 198.2 P P 0.000244 0.000244 0.3 NC 0.11 gb:AV267590 /DB_XREF=gi:6255627 /DB_XREF=AV267590 /CLONE=4930527F15 /FEA=EST /CNT=4 /TID=Mm.54092.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1441973_at 52.5 88.3 P P 0.000244 0.000732 0.3 NC 0.5 gb:BB091040 /DB_XREF=gi:8674287 /DB_XREF=BB091040 /CLONE=9430028L12 /FEA=EST /CNT=16 /TID=Mm.33700.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1441990_at 16.3 35.8 A A 0.36 0.14 0.3 NC 0.34 gb:BM236098 /DB_XREF=gi:17871368 /DB_XREF=K0430B12-3 /CLONE=K0430B12 /FEA=EST /CNT=13 /TID=Mm.149071.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1441991_at 22.3 34.5 P P 0.00415 0.001221 0.3 NC 0.05 gb:BB433739 /DB_XREF=gi:16424306 /DB_XREF=BB433739 /CLONE=C820003I17 /FEA=EST /CNT=12 /TID=Mm.178463.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442000_at 4.4 6.4 A A 0.27 0.08 0.3 NC 0.28 gb:BB133782 /DB_XREF=gi:16266560 /DB_XREF=BB133782 /CLONE=9830108K08 /FEA=EST /CNT=19 /TID=Mm.154078.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442006_at 387.8 442.7 P P 0.000244 0.000244 0.3 NC 0.4 gb:AW987547 /DB_XREF=gi:8182470 /DB_XREF=uf25h10.x1 /CLONE=IMAGE:1512451 /FEA=EST /CNT=12 /TID=Mm.27091.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442007_at 52.5 58.9 P P 0.000732 0.000244 0.3 NC 0.03 gb:AV272797 /DB_XREF=gi:16390196 /DB_XREF=AV272797 /CLONE=4931433P10 /FEA=EST /CNT=11 /TID=Mm.100820.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442015_at 13 26.5 A M 0.06 0.05 0.3 NC 0.08 gb:BG070940 /DB_XREF=gi:12553432 /DB_XREF=H3092A02-3 /CLONE=H3092A02 /FEA=EST /CNT=8 /TID=Mm.28724.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442017_at 1.4 2.9 A A 0.75 0.85 0.3 NC 0.5 gb:AI662441 /DB_XREF=gi:4766024 /DB_XREF=mt25a07.x1 /CLONE=IMAGE:622068 /FEA=EST /CNT=8 /TID=Mm.37350.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442043_at 15.4 14.5 A A 0.59 0.33 0.3 NC 0.4 gb:AI837076 /DB_XREF=gi:5471289 /DB_XREF=UI-M-AK0-adc-a-11-0-UI.s1 /CLONE=UI-M-AK0-adc-a-11-0-UI /FEA=EST /CNT=8 /TID=Mm.40606.1 /T
MOE430_2_1442055_at 1 1.7 A A 0.75 0.75 0.3 NC 0.22 gb:AA015094 /DB_XREF=gi:1476143 /DB_XREF=mi63e02.r1 /CLONE=IMAGE:468218 /FEA=EST /CNT=7 /TID=Mm.151048.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442064_at 15.2 16.8 A A 0.24 0.21 0.3 NC 0.17 gb:AI452057 /DB_XREF=gi:4299258 /DB_XREF=mm03h06.x1 /CLONE=IMAGE:520475 /FEA=EST /CNT=10 /TID=Mm.38387.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442078_at 15.3 24 P P 0.03 0.01 0.3 NC 0.19 gb:BB537889 /DB_XREF=gi:16446801 /DB_XREF=BB537889 /CLONE=E130008E24 /FEA=EST /CNT=8 /TID=Mm.137928.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442083_at 59.5 75 P P 0.000244 0.000244 0.3 NC 0.22 gb:BB036922 /DB_XREF=gi:16258394 /DB_XREF=BB036922 /CLONE=5930421I23 /FEA=EST /CNT=7 /TID=Mm.218623.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442107_at 33.2 41.4 P P 0.005859 0.008057 0.3 NC 0.03 gb:BM218614 /DB_XREF=gi:17778194 /DB_XREF=C0913D05-3 /CLONE=C0913D05 /FEA=EST /CNT=6 /TID=Mm.218010.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442108_at 13.9 21.5 P P 0.02 0.000244 0.3 NC 0.01 gb:BB559647 /DB_XREF=gi:16449025 /DB_XREF=BB559647 /CLONE=E330039N10 /FEA=EST /CNT=6 /TID=Mm.153062.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442110_at 8.7 11.9 A A 0.09 0.14 0.3 NC 0.5 gb:BM224817 /DB_XREF=gi:17786212 /DB_XREF=K0201H12-3 /CLONE=K0201H12 /FEA=EST /CNT=6 /TID=Mm.188034.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442133_at 27.2 42.1 A A 0.11 0.08 0.3 NC 0.5 gb:AI661805 /DB_XREF=gi:4765388 /DB_XREF=my29b12.x1 /CLONE=IMAGE:697247 /FEA=EST /CNT=6 /TID=Mm.37989.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442134_at 22.9 33.3 A A 0.12 0.19 0.3 NC 0.22 gb:BB815146 /DB_XREF=gi:16987775 /DB_XREF=BB815146 /CLONE=G730027J24 /FEA=EST /CNT=6 /TID=Mm.212925.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442135_at 146.2 194.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:AA839814 /DB_XREF=gi:2916408 /DB_XREF=vw52c03.r1 /CLONE=IMAGE:1247428 /FEA=EST /CNT=6 /TID=Mm.35316.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442137_at 31.2 38.4 P P 0.02 0.01 0.3 NC 0.21 gb:BB653800 /DB_XREF=gi:16487628 /DB_XREF=BB653800 /CLONE=C730026I01 /FEA=EST /CNT=6 /TID=Mm.27174.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442151_at 21.1 27.6 P P 0.01 0.02 0.3 NC 0.55 gb:BM238456 /DB_XREF=gi:17873714 /DB_XREF=K0517F09-3 /CLONE=K0517F09 /FEA=EST /CNT=8 /TID=Mm.193588.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442170_at 1.4 1.6 A A 0.96 0.95 0.3 NC 0.08 gb:BM508486 /DB_XREF=gi:18679629 /DB_XREF=ii40a11.x1 /CLONE=IMAGE:5943861 /FEA=EST /CNT=7 /TID=Mm.220369.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442222_at 19.5 17.9 P P 0.001221 0.00293 0.3 NC 0.5 gb:BB206335 /DB_XREF=gi:16352103 /DB_XREF=BB206335 /CLONE=A430075E22 /FEA=EST /CNT=5 /TID=Mm.131185.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442258_at 17 23.9 A P 0.11 0.03 0.3 NC 0.25 gb:AV229709 /DB_XREF=gi:16385666 /DB_XREF=AV229709 /CLONE=4631416M15 /FEA=EST /CNT=5 /TID=Mm.178192.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442265_at 15.4 21.5 A P 0.14 0.03 0.3 NC 0.06 gb:BB116513 /DB_XREF=gi:16261854 /DB_XREF=BB116513 /CLONE=9530056E08 /FEA=EST /CNT=5 /TID=Mm.77364.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442290_at 1.8 1.3 A A 0.69 0.66 0.3 NC 0.5 gb:AI415386 /DB_XREF=gi:4258890 /DB_XREF=mc37d03.x1 /CLONE=IMAGE:350693 /FEA=EST /CNT=5 /TID=Mm.23779.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442295_at 23.6 37.4 P P 0.02 0.005859 0.3 NC 0.16 gb:BM244229 /DB_XREF=gi:17879499 /DB_XREF=K0708E04-3 /CLONE=K0708E04 /FEA=EST /CNT=5 /TID=Mm.38351.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442296_at 15.6 19 P P 0.008057 0.01 0.3 NC 0.02 gb:AW538657 /DB_XREF=gi:7181074 /DB_XREF=C0110C05-3 /CLONE=C0110C05 /FEA=EST /CNT=5 /TID=Mm.182551.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442302_at 35.8 45.1 P P 0.000732 0.000732 0.3 NC 0.12 gb:AV131794 /DB_XREF=gi:5318029 /DB_XREF=AV131794 /CLONE=2700086A18 /FEA=EST /CNT=5 /TID=Mm.190233.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442303_at 17 22.8 A A 0.12 0.11 0.3 NC 0.55 gb:AV139114 /DB_XREF=gi:15404534 /DB_XREF=AV139114 /CLONE=2810048J24 /FEA=EST /CNT=5 /TID=Mm.82107.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442313_at 0.9 1.4 A A 0.75 0.66 0.3 NC 0.41 gb:AU043547 /DB_XREF=gi:3979022 /DB_XREF=AU043547 /CLONE=J0906F10 /FEA=EST /CNT=5 /TID=Mm.17791.1 /TIER=ConsEnd /STK=3 /UG=Mm.17
MOE430_2_1442315_at 45.6 65 P P 0.01 0.02 0.3 NC 0.5 gb:AI426778 /DB_XREF=gi:4272704 /DB_XREF=mm84d02.x1 /CLONE=IMAGE:535107 /FEA=EST /CNT=5 /TID=Mm.25206.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442321_at 20.2 22.6 P P 0.001953 0.000732 0.3 NC 0.06 gb:BE853420 /DB_XREF=gi:10311759 /DB_XREF=uw31d09.x1 /CLONE=IMAGE:3418289 /FEA=EST /CNT=5 /TID=Mm.139886.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442348_at 59.4 57.2 P P 0.000244 0.000732 0.3 NC 0.15 gb:BB549862 /DB_XREF=gi:16447864 /DB_XREF=BB549862 /CLONE=E230017P04 /FEA=EST /CNT=9 /TID=Mm.39996.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442350_at 2.4 3.1 A A 0.72 0.18 0.3 NC 0.01 gb:AV233462 /DB_XREF=gi:16386046 /DB_XREF=AV233462 /CLONE=4632424N07 /FEA=EST /CNT=8 /TID=Mm.71633.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442374_at 1.1 1.1 A A 0.72 0.82 0.3 NC 0.5 gb:BG066645 /DB_XREF=gi:12549137 /DB_XREF=H3044E01-3 /CLONE=H3044E01 /FEA=EST /CNT=5 /TID=Mm.155608.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442412_at 3.5 8 A A 0.6 0.5 0.3 NC 0.5 gb:BG069638 /DB_XREF=gi:12552207 /DB_XREF=H3078E05-3 /CLONE=H3078E05 /FEA=EST /CNT=5 /TID=Mm.26201.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442418_at 16.6 24.4 P P 0.01 0.008057 0.3 NC 0.03 gb:AW456056 /DB_XREF=gi:7026273 /DB_XREF=UI-M-BH3-aqq-c-07-0-UI.s1 /CLONE=UI-M-BH3-aqq-c-07-0-UI /FEA=EST /CNT=5 /TID=Mm.153061.1
MOE430_2_1442452_at 14.8 12.8 A P 0.08 0.03 0.3 NC 0.5 gb:BB106417 /DB_XREF=gi:15407976 /DB_XREF=BB106417 /CLONE=9530001E05 /FEA=EST /CNT=4 /TID=Mm.161986.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442465_s_ 41.8 59 P P 0.008057 0.000244 0.3 I 0.000101 gb:AV377824 /DB_XREF=gi:16398153 /DB_XREF=AV377824 /CLONE=9130403C09 /FEA=EST /CNT=4 /TID=Mm.200424.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442469_at 1.6 3.4 A A 0.78 0.46 0.3 NC 0.26 gb:BG069622 /DB_XREF=gi:12552191 /DB_XREF=H3078D01-3 /CLONE=H3078D01 /FEA=EST /CNT=4 /TID=Mm.173428.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442488_at 1.1 1 A A 0.53 0.8 0.3 NC 0.54 gb:BE979376 /DB_XREF=gi:10646205 /DB_XREF=UI-M-BG2-bbx-d-01-0-UI.s1 /CLONE=UI-M-BG2-bbx-d-01-0-UI /FEA=EST /CNT=4 /TID=Mm.151073.
MOE430_2_1442517_a_ 0.5 1.5 A A 0.93 0.85 0.3 NC 0.65 gb:BB457226 /DB_XREF=gi:16426137 /DB_XREF=BB457226 /CLONE=D130050H17 /FEA=EST /CNT=4 /TID=Mm.23552.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442542_at 641.6 750.9 P P 0.000244 0.000244 0.3 NC 0.08 gb:BB363812 /DB_XREF=gi:16406163 /DB_XREF=BB363812 /CLONE=C130018M10 /FEA=EST /CNT=4 /TID=Mm.186161.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442569_at 5.1 6.1 P A 0.02 0.3 0.3 NC 0.5 gb:BM206269 /DB_XREF=gi:17761687 /DB_XREF=C0295D04-3 /CLONE=C0295D04 /FEA=EST /CNT=4 /TID=Mm.218551.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442594_at 9.7 7.8 A A 0.5 0.19 0.3 NC 0.01 gb:BB472462 /DB_XREF=gi:16428047 /DB_XREF=BB472462 /CLONE=D230045F16 /FEA=EST /CNT=4 /TID=Mm.178470.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442617_at 12.8 24.1 P P 0.03 0.000732 0.3 NC 0.16 gb:BM199952 /DB_XREF=gi:17753031 /DB_XREF=C0203C04-3 /CLONE=C0203C04 /FEA=EST /CNT=4 /TID=Mm.217626.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442649_at 0.4 1 A A 0.99 0.93 0.3 NC 0.009292 gb:BB181468 /DB_XREF=gi:8840551 /DB_XREF=BB181468 /CLONE=A230091H21 /FEA=EST /CNT=4 /TID=Mm.208153.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442659_at 28.2 34.7 P P 0.005859 0.00293 0.3 NC 0.37 gb:BB244656 /DB_XREF=gi:16355328 /DB_XREF=BB244656 /CLONE=A730003J17 /FEA=EST /CNT=4 /TID=Mm.208246.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442667_at 1.6 2.3 A A 0.87 0.82 0.3 NC 0.33 gb:AV362104 /DB_XREF=gi:16397532 /DB_XREF=AV362104 /CLONE=7730401N24 /FEA=EST /CNT=4 /TID=Mm.156928.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442673_at 0.7 0.6 A A 0.96 0.93 0.3 NC 0.05 gb:BB181204 /DB_XREF=gi:16270050 /DB_XREF=BB181204 /CLONE=A230089L18 /FEA=EST /CNT=4 /TID=Mm.152816.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442733_at 6.4 18.9 P P 0.01 0.000244 0.3 NC 0.05 gb:BE848415 /DB_XREF=gi:10306754 /DB_XREF=uw34c09.y1 /CLONE=IMAGE:3418576 /FEA=EST /CNT=4 /TID=Mm.57259.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442742_at 5.8 7.9 A A 0.08 0.12 0.3 NC 0.41 gb:BE994454 /DB_XREF=gi:10677710 /DB_XREF=UI-M-BZ1-bjn-e-06-0-UI.s1 /CLONE=UI-M-BZ1-bjn-e-06-0-UI /FEA=EST /CNT=4 /TID=Mm.37258.1 /
MOE430_2_1442806_at 6.4 9 M A 0.05 0.27 0.3 NC 0.5 gb:AW987495 /DB_XREF=gi:8182403 /DB_XREF=uf17h12.x1 /CLONE=IMAGE:1511687 /FEA=EST /CNT=6 /TID=Mm.188134.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442826_at 16.8 23 A P 0.3 0.03 0.3 NC 0.01 gb:BB205090 /DB_XREF=gi:16351931 /DB_XREF=BB205090 /CLONE=A430061O20 /FEA=EST /CNT=5 /TID=Mm.122666.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442859_at 1 0.4 A A 0.69 0.88 0.3 NC 0.76 gb:BG067985 /DB_XREF=gi:12550554 /DB_XREF=H3060D12-3 /CLONE=H3060D12 /FEA=EST /CNT=4 /TID=Mm.25533.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442877_at 1.2 3.2 A A 0.91 0.69 0.3 NC 0.09 gb:BB469206 /DB_XREF=gi:16427604 /DB_XREF=BB469206 /CLONE=D230023G08 /FEA=EST /CNT=4 /TID=Mm.208018.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442894_at 1.1 4.4 A A 0.99 0.85 0.3 NC 0.07 gb:BB140292 /DB_XREF=gi:16267411 /DB_XREF=BB140292 /CLONE=9830168K20 /FEA=EST /CNT=4 /TID=Mm.90162.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442935_at 11.4 11.2 A P 0.12 0.02 0.3 NC 0.44 gb:BG067040 /DB_XREF=gi:12549609 /DB_XREF=H3049H06-3 /CLONE=H3049H06 /FEA=EST /CNT=3 /TID=Mm.172894.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442941_at 1.8 2.1 A A 0.85 0.66 0.3 NC 0.29 gb:BG065788 /DB_XREF=gi:12548351 /DB_XREF=H3035C08-3 /CLONE=H3035C08 /FEA=EST /CNT=3 /TID=Mm.34931.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443010_at 4.9 6.8 A A 0.19 0.24 0.3 NC 0.35 gb:BB127935 /DB_XREF=gi:16262391 /DB_XREF=BB127935 /CLONE=9630026M12 /FEA=EST /CNT=3 /TID=Mm.101134.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443036_at 2.1 1 A A 0.46 0.69 0.3 NC 0.5 gb:BG073535 /DB_XREF=gi:12556104 /DB_XREF=H3123G07-3 /CLONE=H3123G07 /FEA=EST /CNT=3 /TID=Mm.119383.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443055_at 0.6 0.7 A A 0.91 0.88 0.3 NC 0.51 gb:BB435107 /DB_XREF=gi:16424357 /DB_XREF=BB435107 /CLONE=C820011M03 /FEA=EST /CNT=3 /TID=Mm.132538.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443071_at 10.7 9.2 A A 0.27 0.5 0.3 NC 0.49 gb:BB140322 /DB_XREF=gi:16267413 /DB_XREF=BB140322 /CLONE=9830168M11 /FEA=EST /CNT=3 /TID=Mm.23370.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443114_at 12.6 18.5 P P 0.005859 0.001953 0.3 NC 0.15 gb:BB377071 /DB_XREF=gi:16407577 /DB_XREF=BB377071 /CLONE=C130087O21 /FEA=EST /CNT=3 /TID=Mm.165401.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443141_at 17.6 29.6 A A 0.08 0.09 0.3 NC 0.5 gb:BB461203 /DB_XREF=gi:16426628 /DB_XREF=BB461203 /CLONE=D130070K05 /FEA=EST /CNT=3 /TID=Mm.214666.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443148_at 8.9 14.9 A A 0.19 0.09 0.3 NC 0.5 gb:BB460133 /DB_XREF=gi:16426496 /DB_XREF=BB460133 /CLONE=D130065J04 /FEA=EST /CNT=3 /TID=Mm.38257.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443187_at 27.3 26.7 P P 0.02 0.000244 0.3 NC 0.4 gb:AV235077 /DB_XREF=gi:16386187 /DB_XREF=AV235077 /CLONE=4732402G11 /FEA=EST /CNT=3 /TID=Mm.102935.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443202_at 2.2 2.6 A A 0.63 0.72 0.3 NC 0.5 gb:BB212075 /DB_XREF=gi:16352746 /DB_XREF=BB212075 /CLONE=A430108F07 /FEA=EST /CNT=3 /TID=Mm.207296.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443235_at 10 19.9 P P 0.02 0.03 0.3 NC 0.48 gb:BM240005 /DB_XREF=gi:17875275 /DB_XREF=K0543G10-3 /CLONE=K0543G10 /FEA=EST /CNT=3 /TID=Mm.217616.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443243_at 3.8 4.5 A A 0.39 0.49 0.3 NC 0.12 gb:BB183109 /DB_XREF=gi:16270198 /DB_XREF=BB183109 /CLONE=A230104C01 /FEA=EST /CNT=3 /TID=Mm.166049.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443247_at 12.2 16.9 P P 0.03 0.01 0.3 NC 0.15 gb:BB452489 /DB_XREF=gi:16425674 /DB_XREF=BB452489 /CLONE=D130017K22 /FEA=EST /CNT=3 /TID=Mm.213339.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443258_at 33.9 40.5 A A 0.11 0.11 0.3 NC 0.05 gb:BB554776 /DB_XREF=gi:16448472 /DB_XREF=BB554776 /CLONE=E330015F20 /FEA=EST /CNT=3 /TID=Mm.214738.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443259_at 3.1 3.8 A A 0.43 0.56 0.3 NC 0.5 gb:BG083634 /DB_XREF=gi:12566202 /DB_XREF=H3090D05-5 /CLONE=H3090D05 /FEA=EST /CNT=3 /TID=Mm.26016.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443283_at 1.5 1.1 A A 0.8 0.95 0.3 NC 0.5 gb:BB536651 /DB_XREF=gi:16446685 /DB_XREF=BB536651 /CLONE=E130001G03 /FEA=EST /CNT=3 /TID=Mm.207521.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443289_at 13.1 15.6 A A 0.39 0.3 0.3 NC 0.37 gb:BB353399 /DB_XREF=gi:16405540 /DB_XREF=BB353399 /CLONE=B930093J07 /FEA=EST /CNT=3 /TID=Mm.202269.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443307_at 4.8 12.8 P A 0.00293 0.09 0.3 NC 0.74 gb:BB461774 /DB_XREF=gi:16426698 /DB_XREF=BB461774 /CLONE=D130073K11 /FEA=EST /CNT=3 /TID=Mm.130182.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443310_at 0.2 0.3 A A 0.79 0.85 0.3 NC 0.5 gb:BB073632 /DB_XREF=gi:15406861 /DB_XREF=BB073632 /CLONE=9230112H04 /FEA=EST /CNT=3 /TID=Mm.183911.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443347_at 1.4 0.2 A A 0.72 0.53 0.3 NC 0.07 gb:BG063775 /DB_XREF=gi:12546426 /DB_XREF=H3012F06-3 /CLONE=H3012F06 /FEA=EST /CNT=3 /TID=Mm.102597.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443350_at 27.2 35.3 P P 0.00293 0.01 0.3 NC 0.5 gb:BB518828 /DB_XREF=gi:16443285 /DB_XREF=BB518828 /CLONE=D830032D06 /FEA=EST /CNT=3 /TID=Mm.39681.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443365_at 1 0.7 A A 0.88 0.72 0.3 NC 0.16 gb:BB431008 /DB_XREF=gi:15412039 /DB_XREF=BB431008 /CLONE=C630036D03 /FEA=EST /CNT=3 /TID=Mm.132529.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443382_s_ 23 27.8 A A 0.19 0.09 0.3 NC 0.03 gb:BB368761 /DB_XREF=gi:16406691 /DB_XREF=BB368761 /CLONE=C130044L18 /FEA=EST /CNT=3 /TID=Mm.208431.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443402_at 19.6 27.9 P P 0.008057 0.01 0.3 NC 0.34 gb:BM237902 /DB_XREF=gi:17873172 /DB_XREF=K0509B01-3 /CLONE=K0509B01 /FEA=EST /CNT=3 /TID=Mm.172620.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443409_at 4.9 3.3 A A 0.8 0.72 0.3 NC 0.5 gb:C76434 /DB_XREF=gi:2516764 /DB_XREF=C76434 /CLONE=J0010E11 /FEA=EST /CNT=3 /TID=Mm.172574.1 /TIER=ConsEnd /STK=3 /UG=Mm.17257
MOE430_2_1443443_at 6.6 7.3 A A 0.14 0.33 0.3 NC 0.1 gb:C87547 /DB_XREF=gi:2919504 /DB_XREF=C87547 /CLONE=J0247D03 /FEA=EST /CNT=3 /TID=Mm.34993.1 /TIER=ConsEnd /STK=3 /UG=Mm.34993 /
MOE430_2_1443455_at 22.3 32.2 M P 0.05 0.02 0.3 NC 0.24 gb:AV375943 /DB_XREF=gi:16398021 /DB_XREF=AV375943 /CLONE=9130203L18 /FEA=EST /CNT=3 /TID=Mm.194933.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443460_at 2.2 4 A A 0.66 0.56 0.3 NC 0.34 gb:BB431004 /DB_XREF=gi:16424129 /DB_XREF=BB431004 /CLONE=C630036C17 /FEA=EST /CNT=3 /TID=Mm.209136.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443485_at 115.6 130 P P 0.001221 0.00293 0.3 NC 0.08 gb:BB361326 /DB_XREF=gi:16405932 /DB_XREF=BB361326 /CLONE=C130003L13 /FEA=EST /CNT=3 /TID=Mm.33071.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443529_at 1.1 1.7 A A 0.8 0.6 0.3 NC 0.13 gb:BM116765 /DB_XREF=gi:17079783 /DB_XREF=L0840H03-3 /CLONE=L0840H03 /FEA=EST /CNT=3 /TID=Mm.218289.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443562_at 0.2 1 A A 0.98 0.46 0.3 NC 0.01 gb:BB284624 /DB_XREF=gi:8985073 /DB_XREF=BB284624 /CLONE=A930106H05 /FEA=EST /CNT=3 /TID=Mm.132471.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443616_at 0.8 0.6 A A 0.72 0.88 0.3 NC 0.41 gb:BE956476 /DB_XREF=gi:10600987 /DB_XREF=UI-M-BH4-bbc-c-05-0-UI.s1 /CLONE=UI-M-BH4-bbc-c-05-0-UI /FEA=EST /CNT=3 /TID=Mm.150993.
MOE430_2_1443653_at 15 23.3 A P 0.21 0.01 0.3 NC 0.5 gb:BB777631 /DB_XREF=gi:16938331 /DB_XREF=BB777631 /CLONE=G430041G15 /FEA=EST /CNT=3 /TID=Mm.214173.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443667_at 9.9 7.3 A A 0.08 0.17 0.3 NC 0.5 gb:BE852802 /DB_XREF=gi:10311141 /DB_XREF=uw34e03.x1 /CLONE=IMAGE:3418588 /FEA=EST /CNT=3 /TID=Mm.191440.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443670_at 26.7 23.6 P P 0.04 0.005859 0.3 NC 0.01 gb:AI451392 /DB_XREF=gi:4303677 /DB_XREF=mu35h10.x1 /CLONE=IMAGE:641443 /FEA=EST /CNT=3 /TID=Mm.46278.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443718_at 0.7 0.2 A A 0.9 0.91 0.3 NC 0.36 gb:BE648274 /DB_XREF=gi:9974095 /DB_XREF=UI-M-BH2.2-aou-f-04-0-UI.r1 /CLONE=UI-M-BH2.2-aou-f-04-0-UI /FEA=EST /CNT=3 /TID=Mm.48688.
MOE430_2_1443722_at 50.7 83.1 P P 0.03 0.04 0.3 NC 0.5 gb:BE945915 /DB_XREF=gi:10523674 /DB_XREF=UI-M-BZ0-axr-g-08-0-UI.s1 /CLONE=UI-M-BZ0-axr-g-08-0-UI /FEA=EST /CNT=3 /TID=Mm.150238.1 
MOE430_2_1443736_at 2.2 3.3 A A 0.82 0.66 0.3 NC 0.03 gb:BG868839 /DB_XREF=gi:14219379 /DB_XREF=602787689F1 /CLONE=IMAGE:4913567 /FEA=EST /CNT=3 /TID=Mm.83600.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1443787_x_ 38 38.7 P P 0.005859 0.01 0.3 NC 0.5 gb:BB004809 /DB_XREF=gi:8094256 /DB_XREF=BB004809 /CLONE=4732462O14 /FEA=EST /CNT=3 /TID=Mm.183131.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443831_s_ 0.5 0.7 A A 0.96 0.87 0.3 NC 0.07 gb:AV277921 /DB_XREF=gi:6265958 /DB_XREF=AV277921 /CLONE=4932702L06 /FEA=EST /CNT=3 /TID=Mm.141435.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443844_at 0.9 4.2 A A 0.98 0.93 0.3 NC 0.15 gb:AV269723 /DB_XREF=gi:6257760 /DB_XREF=AV269723 /CLONE=4930544N06 /FEA=EST /CNT=3 /TID=Mm.50505.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443852_at 0.2 0.7 A A 0.91 0.82 0.3 NC 0.35 gb:BE980173 /DB_XREF=gi:10647864 /DB_XREF=UI-M-BG2-bcq-e-08-0-UI.s1 /CLONE=UI-M-BG2-bcq-e-08-0-UI /FEA=EST /CNT=3 /TID=Mm.151150
MOE430_2_1443853_x_ 0.8 0.6 A A 0.66 0.91 0.3 NC 0.65 gb:BB287882 /DB_XREF=gi:8988331 /DB_XREF=BB287882 /CLONE=B020022L16 /FEA=EST /CNT=3 /TID=Mm.131748.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443856_at 79.7 79 P P 0.001221 0.000732 0.3 NC 0.03 gb:BE951220 /DB_XREF=gi:10590344 /DB_XREF=UI-M-BH4-azl-c-09-0-UI.s1 /CLONE=UI-M-BH4-azl-c-09-0-UI /FEA=EST /CNT=37 /TID=Mm.200199.1
MOE430_2_1443859_at 15 12 A A 0.14 0.12 0.3 NC 0.21 gb:AI551821 /DB_XREF=gi:4484184 /DB_XREF=vo89g02.x1 /CLONE=IMAGE:1066322 /FEA=EST /CNT=25 /TID=Mm.35274.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443873_at 13 14.4 A A 0.06 0.08 0.3 NC 0.48 gb:BE948877 /DB_XREF=gi:10526636 /DB_XREF=UI-M-BH3-avk-f-07-0-UI.s1 /CLONE=UI-M-BH3-avk-f-07-0-UI /FEA=EST /CNT=11 /TID=Mm.100763.
MOE430_2_1443887_at 7.1 15.1 A A 0.24 0.33 0.3 NC 0.5 gb:BE132758 /DB_XREF=gi:8595258 /DB_XREF=uf35e01.x1 /CLONE=IMAGE:1513368 /FEA=EST /CNT=10 /TID=Mm.132929.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1443920_at 26.4 22.5 A M 0.11 0.05 0.3 NC 0.13 gb:BE650794 /DB_XREF=gi:9976576 /DB_XREF=UI-M-BH3-asm-g-05-0-UI.r1 /CLONE=UI-M-BH3-asm-g-05-0-UI /FEA=EST /CNT=8 /TID=Mm.216841.3
MOE430_2_1443924_at 17.7 24.4 A P 0.06 0.02 0.3 NC 0.5 gb:BB084132 /DB_XREF=gi:15407654 /DB_XREF=BB084132 /CLONE=9330187D23 /FEA=EST /CNT=8 /TID=Mm.32899.1 /TIER=ConsEnd /STK=2 /UG=Mm



MOE430_2_1443989_at 0.2 0.9 A A 0.66 0.87 0.3 NC 0.65 gb:BB078731 /DB_XREF=gi:16260488 /DB_XREF=BB078731 /CLONE=9330154O05 /FEA=EST /CNT=8 /TID=Mm.184012.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444015_at 67.4 88.7 P P 0.00293 0.001953 0.3 NC 0.17 gb:AV307016 /DB_XREF=gi:16393891 /DB_XREF=AV307016 /CLONE=5730549B20 /FEA=EST /CNT=6 /TID=Mm.218991.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444020_at 3.1 2.5 A A 0.71 0.72 0.3 NC 0.48 gb:BM939365 /DB_XREF=gi:19398517 /DB_XREF=UI-M-BZ1-bkq-g-07-0-UI.r1 /CLONE=UI-M-BZ1-bkq-g-07-0-UI /FEA=EST /CNT=6 /TID=Mm.156790.1
MOE430_2_1444052_at 2.4 3.8 A A 0.85 0.66 0.3 NC 0.21 gb:AI323512 /DB_XREF=gi:4057941 /DB_XREF=mk21f02.x1 /CLONE=IMAGE:493563 /FEA=EST /CNT=6 /TID=Mm.200513.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444086_at 28.7 37.9 P P 0.00415 0.00415 0.3 NC 0.27 gb:BB536333 /DB_XREF=gi:16446653 /DB_XREF=BB536333 /CLONE=E030049G20 /FEA=EST /CNT=6 /TID=Mm.136892.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444093_at 2.4 2.8 A A 0.53 0.69 0.3 NC 0.45 gb:BB016121 /DB_XREF=gi:16257436 /DB_XREF=BB016121 /CLONE=4930557M11 /FEA=EST /CNT=6 /TID=Mm.142989.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444097_at 11.5 11.8 P M 0.03 0.05 0.3 NC 0.5 gb:BB544962 /DB_XREF=gi:16447330 /DB_XREF=BB544962 /CLONE=E130302A09 /FEA=EST /CNT=6 /TID=Mm.33427.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444106_at 25.6 28.3 P M 0.03 0.05 0.3 NC 0.33 gb:BB522739 /DB_XREF=gi:16443723 /DB_XREF=BB522739 /CLONE=D930009I12 /FEA=EST /CNT=6 /TID=Mm.187733.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444116_at 1.3 1.8 A A 0.93 0.94 0.3 NC 0.13 gb:BB514425 /DB_XREF=gi:16442950 /DB_XREF=BB514425 /CLONE=D730050P10 /FEA=EST /CNT=5 /TID=Mm.211142.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444139_at 237 314.7 P P 0.000244 0.000244 0.3 NC 0.008511 gb:BG797099 /DB_XREF=gi:14132669 /DB_XREF=UTSW_SM9B2 /CLONE=UTSW_SM9B2 /FEA=EST /CNT=5 /TID=Mm.205420.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444193_at 0.3 0.9 A A 0.9 0.91 0.3 NC 0.53 gb:BB177678 /DB_XREF=gi:16269831 /DB_XREF=BB177678 /CLONE=A230068K11 /FEA=EST /CNT=5 /TID=Mm.131262.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444194_at 18.5 18.7 P P 0.005859 0.01 0.3 NC 0.46 gb:BB009092 /DB_XREF=gi:16257121 /DB_XREF=BB009092 /CLONE=4732487N17 /FEA=EST /CNT=5 /TID=Mm.126878.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444222_x_ 5.4 11.6 A A 0.8 0.63 0.3 I 0.001201 gb:AI551874 /DB_XREF=gi:4484237 /DB_XREF=vo95f03.x1 /CLONE=IMAGE:1066877 /FEA=EST /CNT=5 /TID=Mm.34287.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444229_at 19.6 13.8 P P 0.01 0.00293 0.3 NC 0.24 gb:BB053811 /DB_XREF=gi:8460959 /DB_XREF=BB053811 /CLONE=6720466E23 /FEA=EST /CNT=5 /TID=Mm.161286.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444287_at 0.5 1.2 A A 0.9 0.8 0.3 NC 0.5 gb:AI853106 /DB_XREF=gi:5497012 /DB_XREF=UI-M-BH0-ajf-d-01-0-UI.s1 /CLONE=UI-M-BH0-ajf-d-01-0-UI /FEA=EST /CNT=5 /TID=Mm.40306.1 /TIE
MOE430_2_1444320_at 16.9 26.4 P P 0.000244 0.005859 0.3 NC 0.28 gb:BB201470 /DB_XREF=gi:15409717 /DB_XREF=BB201470 /CLONE=A430038O04 /FEA=EST /CNT=5 /TID=Mm.35520.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444328_at 96.8 113.4 P P 0.01 0.005859 0.3 NC 0.05 gb:AI593816 /DB_XREF=gi:4602864 /DB_XREF=vt78f05.x1 /CLONE=IMAGE:1177281 /FEA=EST /CNT=5 /TID=Mm.83556.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444348_at 0.8 3 A A 0.97 0.82 0.3 NC 0.07 gb:AI666693 /DB_XREF=gi:4805047 /DB_XREF=mz69a09.x1 /CLONE=IMAGE:718648 /FEA=EST /CNT=4 /TID=Mm.32796.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444350_at 0.6 1.7 A A 0.91 0.85 0.3 NC 0.5 gb:BB227643 /DB_XREF=gi:15410222 /DB_XREF=BB227643 /CLONE=A630006M01 /FEA=EST /CNT=4 /TID=Mm.208204.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444363_at 6.4 9.7 A A 0.06 0.24 0.3 NC 0.83 gb:BB269445 /DB_XREF=gi:16400549 /DB_XREF=BB269445 /CLONE=A830040F21 /FEA=EST /CNT=4 /TID=Mm.65401.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444378_at 37.8 35.2 M P 0.05 0.04 0.3 NC 0.5 gb:BQ033298 /DB_XREF=gi:19768577 /DB_XREF=UI-1-CF0-axf-h-12-0-UI.s1 /CLONE=UI-1-CF0-axf-h-12-0-UI /FEA=EST /CNT=4 /TID=Mm.191979.1 /
MOE430_2_1444379_at 19.7 25.4 A P 0.14 0.000244 0.3 NC 0.03 gb:BB318408 /DB_XREF=gi:16403199 /DB_XREF=BB318408 /CLONE=B230374L16 /FEA=EST /CNT=4 /TID=Mm.130269.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444391_at 19.5 27 P P 0.03 0.008057 0.3 NC 0.06 gb:BE943883 /DB_XREF=gi:10521642 /DB_XREF=UI-M-BH3-avo-d-08-0-UI.s1 /CLONE=UI-M-BH3-avo-d-08-0-UI /FEA=EST /CNT=4 /TID=Mm.150101.
MOE430_2_1444414_at 15 16 A A 0.39 0.43 0.3 NC 0.17 gb:BI133499 /DB_XREF=gi:14583747 /DB_XREF=UI-M-BH3-brx-g-11-0-UI.s1 /CLONE=UI-M-BH3-brx-g-11-0-UI /FEA=EST /CNT=4 /TID=Mm.196744.1 
MOE430_2_1444431_at 18.2 21.6 A A 0.27 0.24 0.3 NC 0.14 gb:BB151674 /DB_XREF=gi:16267950 /DB_XREF=BB151674 /CLONE=A130001C06 /FEA=EST /CNT=4 /TID=Mm.207479.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444445_at 19.5 30.7 P P 0.000244 0.000244 0.3 NC 0.13 gb:C77648 /DB_XREF=gi:2517978 /DB_XREF=C77648 /CLONE=J0035D11 /FEA=EST /CNT=4 /TID=Mm.172652.1 /TIER=ConsEnd /STK=2 /UG=Mm.17265
MOE430_2_1444530_at 30.7 42.5 P P 0.01 0.01 0.3 NC 0.03 gb:BE686339 /DB_XREF=gi:10073963 /DB_XREF=uv81c10.x1 /CLONE=IMAGE:3413586 /FEA=EST /CNT=4 /TID=Mm.156185.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444539_at 23.2 27.3 A A 0.17 0.19 0.3 NC 0.24 gb:AW493533 /DB_XREF=gi:7063814 /DB_XREF=UI-M-BH3-aud-d-04-0-UI.s1 /CLONE=UI-M-BH3-aud-d-04-0-UI /FEA=EST /CNT=4 /TID=Mm.86415.1 
MOE430_2_1444569_at 37 47.6 P P 0.03 0.02 0.3 NC 0.21 gb:BB479211 /DB_XREF=gi:16440526 /DB_XREF=BB479211 /CLONE=D330037D23 /FEA=EST /CNT=4 /TID=Mm.153425.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444598_at 31 38.4 M P 0.05 0.008057 0.3 NC 0.2 gb:BB735884 /DB_XREF=gi:16135034 /DB_XREF=BB735884 /CLONE=F430005J10 /FEA=EST /CNT=4 /TID=Mm.36574.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444653_at 0.6 2.4 A A 0.96 0.5 0.3 NC 0.01 gb:BE947686 /DB_XREF=gi:10525445 /DB_XREF=UI-M-BH3-axd-d-01-0-UI.s1 /CLONE=UI-M-BH3-axd-d-01-0-UI /FEA=EST /CNT=4 /TID=Mm.150388.
MOE430_2_1444658_at 0.5 2.9 A A 0.91 0.78 0.3 NC 0.08 gb:AV381533 /DB_XREF=gi:16398330 /DB_XREF=AV381533 /CLONE=9230116G17 /FEA=EST /CNT=4 /TID=Mm.165790.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444681_at 1.1 0.8 A A 0.95 0.98 0.3 NC 0.5 gb:BB749686 /DB_XREF=gi:16153922 /DB_XREF=BB749686 /CLONE=G030201A03 /FEA=EST /CNT=4 /TID=Mm.122101.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444704_at 47 61.3 P P 0.008057 0.001953 0.3 NC 0.03 gb:BB252309 /DB_XREF=gi:16355920 /DB_XREF=BB252309 /CLONE=A730050L22 /FEA=EST /CNT=4 /TID=Mm.102105.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444715_at 22.6 40.1 P P 0.03 0.04 0.3 NC 0.23 gb:AW539049 /DB_XREF=gi:7181562 /DB_XREF=C0116C10-3 /CLONE=C0116C10 /FEA=EST /CNT=4 /TID=Mm.102584.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444722_at 12.4 20 P P 0.000732 0.03 0.3 NC 0.16 gb:BG075584 /DB_XREF=gi:12558153 /DB_XREF=H3149A07-3 /CLONE=H3149A07 /FEA=EST /CNT=4 /TID=Mm.178179.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444731_at 4.3 9.8 A A 0.39 0.06 0.3 NC 0.3 gb:BB194097 /DB_XREF=gi:16270884 /DB_XREF=BB194097 /CLONE=A330080L24 /FEA=EST /CNT=4 /TID=Mm.124710.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444743_at 4.6 8.7 A A 0.46 0.12 0.3 NC 0.06 gb:BB382958 /DB_XREF=gi:16408121 /DB_XREF=BB382958 /CLONE=C230024F22 /FEA=EST /CNT=4 /TID=Mm.167671.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444752_at 5 5.1 A A 0.21 0.08 0.3 NC 0.1 gb:AW456546 /DB_XREF=gi:7026763 /DB_XREF=UI-M-BH3-aqs-c-08-0-UI.s1 /CLONE=UI-M-BH3-aqs-c-08-0-UI /FEA=EST /CNT=4 /TID=Mm.101034.1
MOE430_2_1444758_at 17.9 21 P P 0.01 0.01 0.3 NC 0.5 gb:BG063053 /DB_XREF=gi:12545539 /DB_XREF=H3001E08-3 /CLONE=H3001E08 /FEA=EST /CNT=4 /TID=Mm.77743.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444761_at 92.4 94.1 P P 0.000732 0.001221 0.3 NC 0.01 gb:AI503482 /DB_XREF=gi:4401333 /DB_XREF=vq26f04.x1 /CLONE=IMAGE:1095391 /FEA=EST /CNT=4 /TID=Mm.33286.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444773_at 45.8 62.2 A A 0.08 0.14 0.3 NC 0.5 gb:AV230864 /DB_XREF=gi:16385787 /DB_XREF=AV230864 /CLONE=4632401M22 /FEA=EST /CNT=4 /TID=Mm.71566.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444788_x_ 15.3 19.3 M A 0.05 0.11 0.3 NC 0.33 gb:BM117103 /DB_XREF=gi:17080121 /DB_XREF=L0846C10-3 /CLONE=L0846C10 /FEA=EST /CNT=4 /TID=Mm.215590.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444789_at 27.2 37.9 P P 0.03 0.03 0.3 NC 0.22 gb:AI427762 /DB_XREF=gi:4273688 /DB_XREF=mk18b02.x1 /CLONE=IMAGE:493227 /FEA=EST /CNT=4 /TID=Mm.42611.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444800_at 0.6 0.4 A A 0.66 0.88 0.3 NC 0.55 gb:BG068762 /DB_XREF=gi:12551331 /DB_XREF=H3069A09-3 /CLONE=H3069A09 /FEA=EST /CNT=3 /TID=Mm.173660.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444808_at 14.3 16.1 A A 0.21 0.06 0.3 NC 0.5 gb:BG070555 /DB_XREF=gi:12553124 /DB_XREF=H3088F04-3 /CLONE=H3088F04 /FEA=EST /CNT=3 /TID=Mm.173267.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444833_at 4.6 6 A A 0.27 0.14 0.3 NC 0.49 gb:BG076343 /DB_XREF=gi:12558912 /DB_XREF=H3158F03-3 /CLONE=H3158F03 /FEA=EST /CNT=3 /TID=Mm.182885.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444863_at 11.8 15.2 A A 0.21 0.24 0.3 NC 0.5 gb:C76008 /DB_XREF=gi:2516338 /DB_XREF=C76008 /CLONE=J0001H09 /FEA=EST /CNT=3 /TID=Mm.182995.1 /TIER=ConsEnd /STK=2 /UG=Mm.18299
MOE430_2_1444891_at 0.3 0.9 A A 0.6 0.63 0.3 NC 0.23 gb:BG070334 /DB_XREF=gi:12552903 /DB_XREF=H3086C01-3 /CLONE=H3086C01 /FEA=EST /CNT=3 /TID=Mm.11016.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444914_at 3.3 1.9 A A 0.53 0.33 0.3 NC 0.07 gb:AW121574 /DB_XREF=gi:6096907 /DB_XREF=UI-M-BH2.2-aop-g-12-0-UI.s1 /CLONE=UI-M-BH2.2-aop-g-12-0-UI /FEA=EST /CNT=3 /TID=Mm.82613
MOE430_2_1444950_at 3.1 4.2 A A 0.53 0.6 0.3 NC 0.41 gb:BB496417 /DB_XREF=gi:16441851 /DB_XREF=BB496417 /CLONE=D630003D07 /FEA=EST /CNT=3 /TID=Mm.146314.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444968_at 2.4 2.4 A A 0.66 0.75 0.3 NC 0.63 gb:BG073541 /DB_XREF=gi:12556110 /DB_XREF=H3123H03-3 /CLONE=H3123H03 /FEA=EST /CNT=3 /TID=Mm.182659.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444985_at 0.7 1 A A 0.66 0.63 0.3 NC 0.28 gb:BG069063 /DB_XREF=gi:12551632 /DB_XREF=H3072C12-3 /CLONE=H3072C12 /FEA=EST /CNT=3 /TID=Mm.173756.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444992_at 25.3 42.4 P P 0.03 0.005859 0.3 NC 0.26 gb:BM239362 /DB_XREF=gi:17874632 /DB_XREF=K0533C04-3 /CLONE=K0533C04 /FEA=EST /CNT=3 /TID=Mm.203544.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445027_at 81.9 92.6 P P 0.000244 0.000244 0.3 NC 0.3 gb:BG073163 /DB_XREF=gi:12555732 /DB_XREF=H3119E01-3 /CLONE=H3119E01 /FEA=EST /CNT=3 /TID=Mm.102872.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445135_at 0.7 1.8 A A 0.96 0.69 0.3 NC 0.02 gb:BG066668 /DB_XREF=gi:12549160 /DB_XREF=H3044F12-3 /CLONE=H3044F12 /FEA=EST /CNT=3 /TID=Mm.172788.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445161_at 28.3 42.6 P P 0.01 0.008057 0.3 NC 0.41 gb:BE952061 /DB_XREF=gi:10592057 /DB_XREF=UI-M-CD0-ayi-d-02-0-UI.s1 /CLONE=UI-M-CD0-ayi-d-02-0-UI /FEA=EST /CNT=3 /TID=Mm.150710.1 
MOE430_2_1445172_at 0.5 1.2 A A 0.9 0.88 0.3 NC 0.5 gb:BG078898 /DB_XREF=gi:12561477 /DB_XREF=H3033E03-5 /CLONE=H3033E03 /FEA=EST /CNT=3 /TID=Mm.43510.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445211_at 20.8 18.7 A A 0.08 0.11 0.3 NC 0.5 gb:BG073830 /DB_XREF=gi:12556399 /DB_XREF=H3127F06-3 /CLONE=H3127F06 /FEA=EST /CNT=3 /TID=Mm.197260.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445213_at 0.7 2.6 A A 0.8 0.85 0.3 NC 0.5 gb:BB229115 /DB_XREF=gi:16354272 /DB_XREF=BB229115 /CLONE=A630019N04 /FEA=EST /CNT=3 /TID=Mm.105286.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445217_at 0.8 2.3 A A 0.69 0.49 0.3 NC 0.5 gb:BB256400 /DB_XREF=gi:16399634 /DB_XREF=BB256400 /CLONE=A730073F16 /FEA=EST /CNT=3 /TID=Mm.125199.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445239_at 56.3 73.9 P P 0.02 0.02 0.3 NC 0.07 gb:BG066348 /DB_XREF=gi:12548917 /DB_XREF=H3041H09-3 /CLONE=H3041H09 /FEA=EST /CNT=3 /TID=Mm.172737.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445248_at 2.8 2.1 A A 0.88 0.82 0.3 NC 0.36 gb:BG074862 /DB_XREF=gi:12557431 /DB_XREF=H3140C08-3 /CLONE=H3140C08 /FEA=EST /CNT=3 /TID=Mm.172212.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445250_at 0.2 0.3 A A 0.94 0.93 0.3 NC 0.5 gb:BG068108 /DB_XREF=gi:12550677 /DB_XREF=H3061H01-3 /CLONE=H3061H01 /FEA=EST /CNT=3 /TID=Mm.173489.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445265_at 1.5 1.4 A A 0.96 0.9 0.3 NC 0.49 gb:BE686035 /DB_XREF=gi:10073659 /DB_XREF=uv90b03.x1 /CLONE=IMAGE:3414413 /FEA=EST /CNT=3 /TID=Mm.139022.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445283_at 0.4 0.3 A A 0.95 0.96 0.3 NC 0.24 gb:BB367473 /DB_XREF=gi:16406542 /DB_XREF=BB367473 /CLONE=C130038A18 /FEA=EST /CNT=3 /TID=Mm.208830.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445293_at 5.6 8.4 A A 0.43 0.27 0.3 NC 0.24 gb:BG069021 /DB_XREF=gi:12551590 /DB_XREF=H3071H03-3 /CLONE=H3071H03 /FEA=EST /CNT=3 /TID=Mm.173739.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445300_at 1.2 1.9 A A 0.96 0.82 0.3 NC 0.46 gb:BF467691 /DB_XREF=gi:11536874 /DB_XREF=UI-M-CG0p-brg-g-11-0-UI.s1 /CLONE=UI-M-CG0p-brg-g-11-0-UI /FEA=EST /CNT=3 /TID=Mm.15655
MOE430_2_1445317_at 2.7 3.4 A A 0.46 0.5 0.3 NC 0.55 gb:BB468038 /DB_XREF=gi:16427454 /DB_XREF=BB468038 /CLONE=D230017L18 /FEA=EST /CNT=3 /TID=Mm.207771.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445334_at 15.4 13 A P 0.14 0.005859 0.3 NC 0.19 gb:BB516625 /DB_XREF=gi:16443111 /DB_XREF=BB516625 /CLONE=D830016P21 /FEA=EST /CNT=3 /TID=Mm.187683.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445374_at 24.7 43.9 A A 0.14 0.08 0.3 NC 0.06 gb:BB038229 /DB_XREF=gi:16258474 /DB_XREF=BB038229 /CLONE=5930435L02 /FEA=EST /CNT=3 /TID=Mm.215302.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445417_at 20.2 22.4 P P 0.04 0.01 0.3 NC 0.09 gb:BB292344 /DB_XREF=gi:16401556 /DB_XREF=BB292344 /CLONE=B130010I10 /FEA=EST /CNT=3 /TID=Mm.166316.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445430_at 0.8 0.9 A A 0.82 0.82 0.3 NC 0.18 gb:BG068993 /DB_XREF=gi:12551562 /DB_XREF=H3071E09-3 /CLONE=H3071E09 /FEA=EST /CNT=3 /TID=Mm.173727.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445434_at 16.2 14.8 A P 0.11 0.01 0.3 NC 0.11 gb:BQ176044 /DB_XREF=gi:20351536 /DB_XREF=UI-M-DJ2-bwf-m-16-0-UI.s1 /CLONE=UI-M-DJ2-bwf-m-16-0-UI /FEA=EST /CNT=3 /TID=Mm.220984
MOE430_2_1445465_at 9.4 9.5 A A 0.6 0.39 0.3 NC 0.24 gb:BM934941 /DB_XREF=gi:19394093 /DB_XREF=UI-M-BH3-aqt-d-11-0-UI.r1 /CLONE=UI-M-BH3-aqt-d-11-0-UI /FEA=EST /CNT=3 /TID=Mm.101053.1
MOE430_2_1445481_at 2.1 3 A A 0.53 0.43 0.3 NC 0.5 gb:BM125070 /DB_XREF=gi:17108838 /DB_XREF=L0549F07-3 /CLONE=L0549F07 /FEA=EST /CNT=3 /TID=Mm.63555.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445506_at 4.7 8.3 A A 0.14 0.17 0.3 NC 0.06 gb:BB206100 /DB_XREF=gi:16352066 /DB_XREF=BB206100 /CLONE=A430072G18 /FEA=EST /CNT=3 /TID=Mm.122731.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445520_at 3 2.6 A A 0.33 0.43 0.3 NC 0.5 gb:BG067723 /DB_XREF=gi:12550292 /DB_XREF=H3057E03-3 /CLONE=H3057E03 /FEA=EST /CNT=3 /TID=Mm.173069.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445550_at 11.7 15.4 P M 0.02 0.05 0.3 NC 0.25 gb:BB252788 /DB_XREF=gi:16355954 /DB_XREF=BB252788 /CLONE=A730053L13 /FEA=EST /CNT=3 /TID=Mm.125002.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445560_at 3.8 2.7 A A 0.84 0.82 0.3 NC 0.48 gb:BF472902 /DB_XREF=gi:11542085 /DB_XREF=UI-M-BZ0-axj-b-04-0-UI.r1 /CLONE=UI-M-BZ0-axj-b-04-0-UI /FEA=EST /CNT=3 /TID=Mm.156646.1 /
MOE430_2_1445583_x_ 1.2 2 A A 0.82 0.8 0.3 NC 0.5 gb:BF011371 /DB_XREF=gi:10711579 /DB_XREF=uy03d04.x1 /CLONE=IMAGE:3656935 /FEA=EST /CNT=3 /TID=Mm.80916.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445593_at 5.1 7.3 A P 0.21 0.03 0.3 NC 0.5 gb:AV260624 /DB_XREF=gi:16388796 /DB_XREF=AV260624 /CLONE=4930414J05 /FEA=EST /CNT=3 /TID=Mm.55680.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445598_at 9 11.8 A A 0.17 0.17 0.3 NC 0.31 gb:AI931672 /DB_XREF=gi:5668157 /DB_XREF=ul64b05.x1 /CLONE=IMAGE:2135313 /FEA=EST /CNT=3 /TID=Mm.89485.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445607_at 6.6 12 A A 0.21 0.21 0.3 NC 0.17 gb:BF019847 /DB_XREF=gi:10751179 /DB_XREF=ux18h03.x1 /CLONE=IMAGE:3471893 /FEA=EST /CNT=3 /TID=Mm.216293.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445626_at 10.1 14.6 P P 0.008057 0.00293 0.3 NC 0.5 gb:AI426376 /DB_XREF=gi:4272302 /DB_XREF=mm48c01.x1 /CLONE=IMAGE:524736 /FEA=EST /CNT=3 /TID=Mm.138637.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445627_at 2.9 8.8 A A 0.43 0.43 0.3 NC 0.5 gb:BE982762 /DB_XREF=gi:10653249 /DB_XREF=UI-M-CG0p-bfo-h-09-0-UI.s1 /CLONE=UI-M-CG0p-bfo-h-09-0-UI /FEA=EST /CNT=3 /TID=Mm.15146
MOE430_2_1445703_at 36.9 36.8 P P 0.001953 0.00293 0.3 NC 0.18 gb:BB283102 /DB_XREF=gi:8983551 /DB_XREF=BB283102 /CLONE=A930041O09 /FEA=EST /CNT=3 /TID=Mm.39614.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445758_at 108.2 111.4 P P 0.000244 0.000244 0.3 NC 0.31 gb:BG076276 /DB_XREF=gi:12558845 /DB_XREF=H3157G06-3 /CLONE=H3157G06 /FEA=EST /CNT=3 /TID=Mm.197308.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445759_at 12.4 21.5 P P 0.03 0.005859 0.3 NC 0.006503 gb:BB154131 /DB_XREF=gi:16268145 /DB_XREF=BB154131 /CLONE=A130019L09 /FEA=EST /CNT=3 /TID=Mm.210657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445890_at 1.5 1.5 A A 0.8 0.87 0.3 NC 0.59 gb:BB381460 /DB_XREF=gi:16407995 /DB_XREF=BB381460 /CLONE=C230012P10 /FEA=EST /CNT=3 /TID=Mm.125505.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445915_at 0.8 3.5 A A 0.95 0.72 0.3 NC 0.03 gb:BG074179 /DB_XREF=gi:12556748 /DB_XREF=H3131G08-3 /CLONE=H3131G08 /FEA=EST /CNT=2 /TID=Mm.182703.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445958_at 3.5 6.5 A A 0.5 0.33 0.3 NC 0.5 gb:BG073431 /DB_XREF=gi:12556000 /DB_XREF=H3122E07-3 /CLONE=H3122E07 /FEA=EST /CNT=2 /TID=Mm.102899.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445969_at 1.2 1.1 A A 0.87 0.9 0.3 NC 0.29 gb:BG075071 /DB_XREF=gi:12557640 /DB_XREF=H3142H12-3 /CLONE=H3142H12 /FEA=EST /CNT=2 /TID=Mm.103130.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446005_at 2.3 2.3 A A 0.72 0.53 0.3 NC 0.37 gb:BG066920 /DB_XREF=gi:12549489 /DB_XREF=H3048E08-3 /CLONE=H3048E08 /FEA=EST /CNT=2 /TID=Mm.155174.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446026_at 1.3 2 A A 0.96 0.88 0.3 NC 0.5 gb:BG073525 /DB_XREF=gi:12556094 /DB_XREF=H3123F06-3 /CLONE=H3123F06 /FEA=EST /CNT=2 /TID=Mm.182658.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446047_at 10.1 9.4 A A 0.33 0.21 0.3 NC 0.36 gb:BG075399 /DB_XREF=gi:12557968 /DB_XREF=H3146G04-3 /CLONE=H3146G04 /FEA=EST /CNT=2 /TID=Mm.182796.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446120_at 1 0.3 A A 0.87 0.88 0.3 NC 0.5 gb:BB436278 /DB_XREF=gi:16424384 /DB_XREF=BB436278 /CLONE=C820018A03 /FEA=EST /CNT=2 /TID=Mm.209150.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446128_at 0.9 0.8 A A 0.82 0.88 0.3 NC 0.17 gb:BB243408 /DB_XREF=gi:16355261 /DB_XREF=BB243408 /CLONE=A630096C08 /FEA=EST /CNT=2 /TID=Mm.208231.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446164_at 23.8 40.3 P A 0.03 0.06 0.3 NC 0.22 gb:BB238840 /DB_XREF=gi:16354975 /DB_XREF=BB238840 /CLONE=A630074B15 /FEA=EST /CNT=2 /TID=Mm.208187.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446240_at 6 10.4 A A 0.19 0.17 0.3 NC 0.72 gb:BB144722 /DB_XREF=gi:15408567 /DB_XREF=BB144722 /CLONE=9930026M19 /FEA=EST /CNT=2 /TID=Mm.120045.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446265_at 0.9 1.3 A A 0.8 0.85 0.3 NC 0.42 gb:BB212531 /DB_XREF=gi:15410064 /DB_XREF=BB212531 /CLONE=A530001J08 /FEA=EST /CNT=2 /TID=Mm.209810.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446278_at 10.3 8.8 A A 0.09 0.3 0.3 NC 0.35 gb:BB077029 /DB_XREF=gi:16260387 /DB_XREF=BB077029 /CLONE=9330131H05 /FEA=EST /CNT=2 /TID=Mm.207407.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446313_at 27 33.7 A P 0.08 0.03 0.3 NC 0.09 gb:BB026234 /DB_XREF=gi:16257969 /DB_XREF=BB026234 /CLONE=5330432C24 /FEA=EST /CNT=2 /TID=Mm.207371.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446344_at 10.9 19 P M 0.008057 0.05 0.3 NC 0.49 gb:BB178550 /DB_XREF=gi:16269893 /DB_XREF=BB178550 /CLONE=A230074J06 /FEA=EST /CNT=2 /TID=Mm.90233.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446345_at 11.1 10.3 P A 0.02 0.08 0.3 NC 0.5 gb:BB075868 /DB_XREF=gi:16260322 /DB_XREF=BB075868 /CLONE=9330114M17 /FEA=EST /CNT=2 /TID=Mm.133253.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446367_at 1.4 0.7 A A 0.94 0.98 0.3 NC 0.68 gb:BB392010 /DB_XREF=gi:16408988 /DB_XREF=BB392010 /CLONE=C230077G16 /FEA=EST /CNT=2 /TID=Mm.210955.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446383_at 2.2 1.2 A A 0.72 0.53 0.3 NC 0.46 gb:BB463625 /DB_XREF=gi:16426917 /DB_XREF=BB463625 /CLONE=D130082H24 /FEA=EST /CNT=2 /TID=Mm.209323.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446392_at 26.5 35.7 P P 0.00415 0.008057 0.3 NC 0.5 gb:BB527337 /DB_XREF=gi:16444464 /DB_XREF=BB527337 /CLONE=D930039G05 /FEA=EST /CNT=2 /TID=Mm.216102.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446406_at 9 16.9 A P 0.19 0.01 0.3 NC 0.003699 gb:BB083829 /DB_XREF=gi:16260762 /DB_XREF=BB083829 /CLONE=9330185F22 /FEA=EST /CNT=2 /TID=Mm.208336.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446433_at 9.4 9.5 A A 0.21 0.3 0.3 NC 0.5 gb:BB456954 /DB_XREF=gi:16426104 /DB_XREF=BB456954 /CLONE=D130049D01 /FEA=EST /CNT=2 /TID=Mm.215977.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446439_at 3 1.7 A A 0.72 0.82 0.3 NC 0.5 gb:BB148176 /DB_XREF=gi:16267744 /DB_XREF=BB148176 /CLONE=9930106E23 /FEA=EST /CNT=2 /TID=Mm.207469.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446460_at 4.5 5.5 A A 0.53 0.43 0.3 NC 0.29 gb:AV240574 /DB_XREF=gi:16386585 /DB_XREF=AV240574 /CLONE=4732441L20 /FEA=EST /CNT=2 /TID=Mm.32000.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446521_at 16.3 22.5 P P 0.04 0.02 0.3 NC 0.5 gb:BB538708 /DB_XREF=gi:16446933 /DB_XREF=BB538708 /CLONE=E130013E11 /FEA=EST /CNT=2 /TID=Mm.209888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446543_at 30 32 P P 0.01 0.02 0.3 NC 0.11 gb:BB160373 /DB_XREF=gi:15409106 /DB_XREF=BB160373 /CLONE=A130052M23 /FEA=EST /CNT=2 /TID=Mm.207557.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446546_at 8.3 13.6 P P 0.01 0.01 0.3 NC 0.17 gb:BB501125 /DB_XREF=gi:16442378 /DB_XREF=BB501125 /CLONE=D630033G02 /FEA=EST /CNT=2 /TID=Mm.209582.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446580_at 13.3 18.8 A A 0.24 0.21 0.3 NC 0.13 gb:BB006972 /DB_XREF=gi:15390159 /DB_XREF=BB006972 /CLONE=4732474C02 /FEA=EST /CNT=2 /TID=Mm.118289.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446612_at 8.4 12.6 P P 0.000732 0.008057 0.3 NC 0.49 gb:BB169371 /DB_XREF=gi:16269240 /DB_XREF=BB169371 /CLONE=A230007H04 /FEA=EST /CNT=2 /TID=Mm.207651.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446631_at 1.5 1.2 A A 0.75 0.85 0.3 NC 0.5 gb:BB102620 /DB_XREF=gi:16261385 /DB_XREF=BB102620 /CLONE=9430083I22 /FEA=EST /CNT=2 /TID=Mm.207315.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446680_at 6.6 3.2 A A 0.43 0.3 0.3 NC 0.33 gb:BG073007 /DB_XREF=gi:12555576 /DB_XREF=H3117E10-3 /CLONE=H3117E10 /FEA=EST /CNT=2 /TID=Mm.182623.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446683_at 20.8 24.9 P A 0.03 0.08 0.3 NC 0.5 gb:BB098038 /DB_XREF=gi:16261251 /DB_XREF=BB098038 /CLONE=9430061P05 /FEA=EST /CNT=2 /TID=Mm.207270.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446696_at 14.3 17.4 A M 0.21 0.05 0.3 NC 0.13 gb:BB203988 /DB_XREF=gi:16351764 /DB_XREF=BB203988 /CLONE=A430055L04 /FEA=EST /CNT=2 /TID=Mm.131401.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446719_at 9.7 16.8 A P 0.09 0.005859 0.3 NC 0.37 gb:AV243361 /DB_XREF=gi:16386835 /DB_XREF=AV243361 /CLONE=4831419P14 /FEA=EST /CNT=2 /TID=Mm.208656.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446746_at 1.3 0.5 A A 0.56 0.94 0.3 NC 0.5 gb:BG068647 /DB_XREF=gi:12551216 /DB_XREF=H3067H01-3 /CLONE=H3067H01 /FEA=EST /CNT=2 /TID=Mm.173626.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446748_at 11.7 19.1 A P 0.09 0.02 0.3 NC 0.01 gb:BB483585 /DB_XREF=gi:16441057 /DB_XREF=BB483585 /CLONE=D430021D02 /FEA=EST /CNT=2 /TID=Mm.134992.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446755_at 11.5 14.8 A P 0.06 0.005859 0.3 NC 0.13 gb:BB462555 /DB_XREF=gi:16426777 /DB_XREF=BB462555 /CLONE=D130076M24 /FEA=EST /CNT=2 /TID=Mm.192912.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446762_at 8.5 14.3 A A 0.06 0.14 0.3 NC 0.27 gb:BI076654 /DB_XREF=gi:14515311 /DB_XREF=L0063C03-3 /CLONE=L0063C03 /FEA=EST /CNT=2 /TID=Mm.172059.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446777_at 1.3 2.8 A A 0.78 0.75 0.3 NC 0.5 gb:BG067692 /DB_XREF=gi:12550261 /DB_XREF=H3057B06-3 /CLONE=H3057B06 /FEA=EST /CNT=2 /TID=Mm.173058.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446788_at 9.9 17 A A 0.27 0.09 0.3 NC 0.5 gb:BB209256 /DB_XREF=gi:16352428 /DB_XREF=BB209256 /CLONE=A430091L06 /FEA=EST /CNT=2 /TID=Mm.207961.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446793_at 28.5 31.4 P P 0.000244 0.001953 0.3 NC 0.45 gb:BB091198 /DB_XREF=gi:15407762 /DB_XREF=BB091198 /CLONE=9430029F01 /FEA=EST /CNT=2 /TID=Mm.148983.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446853_at 2.3 3 A A 0.68 0.21 0.3 NC 0.19 gb:BG067673 /DB_XREF=gi:12550242 /DB_XREF=H3056H11-3 /CLONE=H3056H11 /FEA=EST /CNT=2 /TID=Mm.173054.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446858_at 1.4 2.2 A A 0.53 0.43 0.3 NC 0.41 gb:AU022245 /DB_XREF=gi:3387204 /DB_XREF=AU022245 /CLONE=J0410H01 /FEA=EST /CNT=2 /TID=Mm.173510.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446862_at 11.6 22.1 A P 0.08 0.03 0.3 NC 0.12 gb:BM233224 /DB_XREF=gi:17868494 /DB_XREF=K0334A04-3 /CLONE=K0334A04 /FEA=EST /CNT=2 /TID=Mm.41996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446880_at 16.5 17.7 P P 0.001221 0.001953 0.3 NC 0.5 gb:BG063010 /DB_XREF=gi:12545661 /DB_XREF=H3003A09-3 /CLONE=H3003A09 /FEA=EST /CNT=2 /TID=Mm.171794.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446919_at 1.3 1.8 A A 0.75 0.66 0.3 NC 0.22 gb:AU020972 /DB_XREF=gi:3376556 /DB_XREF=AU020972 /CLONE=J0540G10 /FEA=EST /CNT=2 /TID=Mm.11679.1 /TIER=ConsEnd /STK=2 /UG=Mm.11
MOE430_2_1446922_at 2.5 9.8 A A 0.33 0.19 0.3 NC 0.62 gb:BB276575 /DB_XREF=gi:16400898 /DB_XREF=BB276575 /CLONE=A830098B18 /FEA=EST /CNT=2 /TID=Mm.120801.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446923_at 22.3 19.5 A A 0.17 0.12 0.3 NC 0.19 gb:BQ175779 /DB_XREF=gi:20351271 /DB_XREF=UI-M-DJ2-bwe-l-24-0-UI.s1 /CLONE=UI-M-DJ2-bwe-l-24-0-UI /FEA=EST /CNT=2 /TID=Mm.192655.1
MOE430_2_1446940_at 1.1 2.4 A A 0.91 0.75 0.3 NC 0.19 gb:BB224683 /DB_XREF=gi:16353907 /DB_XREF=BB224683 /CLONE=A530087L19 /FEA=EST /CNT=2 /TID=Mm.208087.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446959_at 11.5 7.7 A A 0.56 0.6 0.3 NC 0.35 gb:BG068073 /DB_XREF=gi:12550642 /DB_XREF=H3061D11-3 /CLONE=H3061D11 /FEA=EST /CNT=2 /TID=Mm.173482.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446966_at 0.9 0.9 A A 0.97 0.98 0.3 NC 0.49 gb:BB549254 /DB_XREF=gi:16447782 /DB_XREF=BB549254 /CLONE=E230014L20 /FEA=EST /CNT=2 /TID=Mm.202316.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446973_at 0.4 1.6 A A 0.97 0.85 0.3 NC 0.27 gb:BG076107 /DB_XREF=gi:12558676 /DB_XREF=H3155G04-3 /CLONE=H3155G04 /FEA=EST /CNT=2 /TID=Mm.213048.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447035_at 0.8 0.7 A A 0.72 0.75 0.3 NC 0.5 gb:BB181408 /DB_XREF=gi:16270070 /DB_XREF=BB181408 /CLONE=A230091C14 /FEA=EST /CNT=2 /TID=Mm.121542.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447063_at 42.5 55.5 P P 0.01 0.000732 0.3 NC 0.3 gb:BB273020 /DB_XREF=gi:16400744 /DB_XREF=BB273020 /CLONE=A830081I21 /FEA=EST /CNT=2 /TID=Mm.208292.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447110_at 0.2 0.8 A A 0.71 0.56 0.3 NC 0.48 gb:BE957012 /DB_XREF=gi:10602133 /DB_XREF=UI-M-BG2-bbq-h-02-0-UI.s1 /CLONE=UI-M-BG2-bbq-h-02-0-UI /FEA=EST /CNT=2 /TID=Mm.82647.1
MOE430_2_1447146_s_ 157.2 190.2 P P 0.001221 0.000732 0.3 NC 0.02 gb:AU018913 /DB_XREF=gi:3374403 /DB_XREF=AU018913 /CLONE=J0509H12 /FEA=EST /CNT=2 /TID=Mm.202777.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447164_at 3.8 3.7 A A 0.75 0.46 0.3 NC 0.16 gb:BM198308 /DB_XREF=gi:17750774 /DB_XREF=C0359E10-3 /CLONE=C0359E10 /FEA=EST /CNT=2 /TID=Mm.218688.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447197_at 0.9 0.3 A A 0.93 0.74 0.3 NC 0.23 gb:C86544 /DB_XREF=gi:2918501 /DB_XREF=C86544 /CLONE=J0228E05 /FEA=EST /CNT=2 /TID=Mm.173036.1 /TIER=ConsEnd /STK=2 /UG=Mm.17303
MOE430_2_1447200_at 19.3 21.7 A A 0.11 0.21 0.3 NC 0.44 gb:BB705044 /DB_XREF=gi:16053879 /DB_XREF=BB705044 /CLONE=7420472L23 /FEA=EST /CNT=2 /TID=Mm.208550.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447229_x_ 24.8 32.6 P P 0.01 0.01 0.3 NC 0.42 gb:BM248411 /DB_XREF=gi:17883681 /DB_XREF=K0816E03-3 /CLONE=K0816E03 /FEA=EST /CNT=2 /TID=Mm.214712.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447256_at 0.8 0.8 A A 0.92 0.95 0.3 NC 0.16 gb:AW123709 /DB_XREF=gi:6099239 /DB_XREF=UI-M-BH2.1-apl-d-12-0-UI.s1 /CLONE=UI-M-BH2.1-apl-d-12-0-UI /FEA=EST /CNT=2 /TID=Mm.138518
MOE430_2_1447265_at 0.2 0.7 A A 0.94 0.91 0.3 NC 0.2 gb:AI848615 /DB_XREF=gi:5492561 /DB_XREF=UI-M-AH1-agv-c-09-0-UI.s1 /CLONE=UI-M-AH1-agv-c-09-0-UI /FEA=EST /CNT=2 /TID=Mm.40182.1 /T
MOE430_2_1447290_at 34.6 48.6 P P 0.000244 0.000732 0.3 NC 0.5 gb:BE200186 /DB_XREF=gi:8712355 /DB_XREF=ug60b12.x1 /CLONE=IMAGE:1546751 /FEA=EST /CNT=2 /TID=Mm.133077.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447340_at 3.7 4.8 A A 0.78 0.46 0.3 NC 0.44 gb:BB748429 /DB_XREF=gi:16152665 /DB_XREF=BB748429 /CLONE=F530214C21 /FEA=EST /CNT=2 /TID=Mm.37268.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447382_at 38 59.6 P P 0.01 0.01 0.3 NC 0.01 gb:BB780056 /DB_XREF=gi:16940756 /DB_XREF=BB780056 /CLONE=G430064E20 /FEA=EST /CNT=2 /TID=Mm.40135.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447384_at 0.6 0.9 A A 0.99 0.98 0.3 NC 0.03 gb:AW456891 /DB_XREF=gi:7027108 /DB_XREF=UI-M-BH3-aqz-f-02-0-UI.s1 /CLONE=UI-M-BH3-aqz-f-02-0-UI /FEA=EST /CNT=2 /TID=Mm.101098.1 
MOE430_2_1447422_at 1 0.9 A A 0.98 0.9 0.3 NC 0.51 gb:BE946487 /DB_XREF=gi:10524246 /DB_XREF=UI-M-BZ0-axu-f-08-0-UI.s1 /CLONE=UI-M-BZ0-axu-f-08-0-UI /FEA=EST /CNT=2 /TID=Mm.152294.1 
MOE430_2_1447425_at 0.5 1.6 A A 0.96 0.78 0.3 NC 0.36 gb:BE951087 /DB_XREF=gi:10590075 /DB_XREF=UI-M-BH4-azf-e-09-0-UI.s1 /CLONE=UI-M-BH4-azf-e-09-0-UI /FEA=EST /CNT=2 /TID=Mm.150675.1
MOE430_2_1447442_at 2 0.3 A A 0.5 0.53 0.3 NC 0.31 gb:AI842382 /DB_XREF=gi:5476595 /DB_XREF=UI-M-AM1-agc-c-07-0-UI.s1 /CLONE=UI-M-AM1-agc-c-07-0-UI /FEA=EST /CNT=2 /TID=Mm.44066.1 /
MOE430_2_1447474_at 6 6.8 A A 0.33 0.27 0.3 NC 0.31 gb:BB799448 /DB_XREF=gi:16969071 /DB_XREF=BB799448 /CLONE=G630023G10 /FEA=EST /CNT=2 /TID=Mm.214498.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447505_at 9.5 11.9 A A 0.39 0.33 0.3 NC 0.5 gb:BB806657 /DB_XREF=gi:16979286 /DB_XREF=BB806657 /CLONE=G630076K08 /FEA=EST /CNT=2 /TID=Mm.189024.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447508_at 0.6 0.4 A A 0.75 0.82 0.3 NC 0.5 gb:AW046902 /DB_XREF=gi:5907431 /DB_XREF=UI-M-BH1-akl-e-07-0-UI.s1 /CLONE=UI-M-BH1-akl-e-07-0-UI /FEA=EST /CNT=2 /TID=Mm.44751.2 /T
MOE430_2_1447522_s_ 167.7 191.6 P P 0.000244 0.000244 0.3 I 0.000035 gb:AI662480 /DB_XREF=gi:4766063 /DB_XREF=mt28h09.x1 /CLONE=IMAGE:622433 /FEA=EST /CNT=2 /TID=Mm.207035.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447606_x_ 17.4 27.1 A A 0.39 0.17 0.3 NC 0.4 gb:AV047063 /DB_XREF=gi:4866728 /DB_XREF=AV047063 /CLONE=1700065H20 /FEA=EST /CNT=2 /TID=Mm.212602.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447646_at 1.1 2.4 A A 0.72 0.63 0.3 NC 0.44 gb:BB441215 /DB_XREF=gi:9283827 /DB_XREF=BB441215 /CLONE=D030026B06 /FEA=EST /CNT=2 /TID=Mm.148657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447679_s_ 890.6 1052 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB007109 /DB_XREF=gi:8127466 /DB_XREF=BB007109 /CLONE=4732474M03 /FEA=EST /CNT=2 /TID=Mm.128594.1 /TIER=ConsEnd /STK=2 /UG=Mm



MOE430_2_1447692_x_ 6.4 4.6 A A 0.59 0.36 0.3 NC 0.5 gb:BB540633 /DB_XREF=gi:9611856 /DB_XREF=BB540633 /CLONE=E130107C10 /FEA=EST /CNT=2 /TID=Mm.209912.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447705_at 13.1 19.3 A A 0.46 0.46 0.3 NC 0.4 gb:BB410237 /DB_XREF=gi:9231592 /DB_XREF=BB410237 /CLONE=C430017G10 /FEA=EST /CNT=2 /TID=Mm.209946.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447721_at 0.2 0.3 A A 0.94 0.88 0.3 NC 0.68 gb:BB231594 /DB_XREF=gi:8911449 /DB_XREF=BB231594 /CLONE=A630033F14 /FEA=EST /CNT=2 /TID=Mm.117747.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447726_at 4.8 6.4 A A 0.3 0.3 0.3 NC 0.57 gb:BB354769 /DB_XREF=gi:9066597 /DB_XREF=BB354769 /CLONE=C030002E08 /FEA=EST /CNT=2 /TID=Mm.92244.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447781_s_ 33.3 46.6 P P 0.000244 0.001221 0.3 NC 0.48 gb:AV214521 /DB_XREF=gi:6155367 /DB_XREF=AV214521 /CLONE=2410137B09 /FEA=EST /CNT=2 /TID=Mm.177917.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447809_x_ 24.1 25.2 P P 0.001221 0.04 0.3 NC 0.5 gb:BB080932 /DB_XREF=gi:8645992 /DB_XREF=BB080932 /CLONE=9330165N08 /FEA=EST /CNT=2 /TID=Mm.150031.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447862_x_ 123.8 158.9 P P 0.001221 0.00293 0.3 NC 0.29 gb:BB233297 /DB_XREF=gi:8913152 /DB_XREF=BB233297 /CLONE=A630042N23 /FEA=EST /CNT=2 /TID=Mm.136833.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447896_s_ 3367.8 4131 P P 0.000244 0.000244 0.3 NC 0.008511 gb:AV066512 /DB_XREF=gi:5186340 /DB_XREF=AV066512 /CLONE=2010109N14 /FEA=EST /CNT=2 /TID=Mm.175039.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447918_x_ 2.1 2.2 A A 0.82 0.72 0.3 NC 0.24 gb:AV376345 /DB_XREF=gi:6423992 /DB_XREF=AV376345 /CLONE=9130207M05 /FEA=EST /CNT=2 /TID=Mm.182172.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447931_at 218.9 227 P P 0.00415 0.00293 0.3 NC 0.46 gb:BE635000 /DB_XREF=gi:9917688 /DB_XREF=uv89a08.x1 /CLONE=IMAGE:3414326 /FEA=EST /CNT=20 /TID=Mm.83417.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1448024_at 13.7 17.4 A M 0.08 0.05 0.3 NC 0.26 gb:BG080055 /DB_XREF=gi:12562623 /DB_XREF=H3048G02-5 /CLONE=H3048G02 /FEA=EST /CNT=10 /TID=Mm.38364.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448026_at 1.3 0.6 A A 0.78 0.88 0.3 NC 0.5 gb:BG084683 /DB_XREF=gi:12567247 /DB_XREF=H3103G08-5 /CLONE=H3103G08 /FEA=EST /CNT=14 /TID=Mm.21099.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448032_at 28.9 48.3 A A 0.21 0.17 0.3 NC 0.04 gb:AA472919 /DB_XREF=gi:2201146 /DB_XREF=vb31c06.r1 /CLONE=IMAGE:750538 /FEA=EST /CNT=10 /TID=Mm.2990.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448034_at 76.1 97.6 P P 0.001221 0.000244 0.3 NC 0.03 gb:AA215276 /DB_XREF=gi:1815037 /DB_XREF=mu97f07.r1 /CLONE=IMAGE:653509 /FEA=EST /CNT=9 /TID=Mm.2295.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448091_at 0.8 1 A A 0.78 0.63 0.3 NC 0.09 gb:BG079244 /DB_XREF=gi:12561812 /DB_XREF=H3037E07-5 /CLONE=H3037E07 /FEA=EST /CNT=3 /TID=Mm.42175.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448102_a_ 3973.1 4834.2 P P 0.000244 0.000244 0.3 I 0.000241 gb:NM_023191.1 /DB_XREF=gi:13277349 /GEN=2700038L12Rik /FEA=FLmRNA /CNT=318 /TID=Mm.28437.1 /TIER=FL+Stack /STK=231 /UG=Mm.28437 /L
MOE430_2_1448110_at 0.8 2.8 A A 0.96 0.75 0.3 NC 0.26 gb:NM_013658.1 /DB_XREF=gi:7305468 /GEN=Sema4a /FEA=FLmRNA /CNT=272 /TID=Mm.22061.1 /TIER=FL+Stack /STK=214 /UG=Mm.22061 /LL=2035
MOE430_2_1448140_at 245.9 301.4 P P 0.000244 0.000244 0.3 NC 0.05 gb:NM_134141.1 /DB_XREF=gi:19527375 /GEN=AA617265 /FEA=FLmRNA /CNT=244 /TID=Mm.27582.1 /TIER=FL+Stack /STK=171 /UG=Mm.27582 /LL=10
MOE430_2_1448165_at 294.3 367.3 P P 0.000244 0.000244 0.3 NC 0.04 gb:NM_007610.1 /DB_XREF=gi:6680847 /GEN=Casp2 /FEA=FLmRNA /CNT=215 /TID=Mm.3921.1 /TIER=FL+Stack /STK=151 /UG=Mm.3921 /LL=12366 /D
MOE430_2_1448183_a_ 84.8 106.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB269715 /DB_XREF=gi:8966185 /DB_XREF=BB269715 /CLONE=A830043C23 /FEA=FLmRNA /CNT=281 /TID=Mm.3879.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1448190_at 400.1 654.3 P P 0.001221 0.00293 0.3 MI 0.002032 gb:NM_025796.1 /DB_XREF=gi:13385265 /GEN=Mrpl33 /FEA=FLmRNA /CNT=210 /TID=Mm.30152.1 /TIER=FL+Stack /STK=138 /UG=Mm.30152 /LL=66845
MOE430_2_1448227_at 8.2 10.2 A A 0.43 0.43 0.3 NC 0.11 gb:NM_010346.1 /DB_XREF=gi:6754065 /GEN=Grb7 /FEA=FLmRNA /CNT=185 /TID=Mm.17500.1 /TIER=FL+Stack /STK=124 /UG=Mm.17500 /LL=14786 /
MOE430_2_1448251_at 123.9 186.9 P P 0.000244 0.000244 0.3 NC 0.08 gb:BG072972 /DB_XREF=gi:12555541 /DB_XREF=H3117B04-3 /CLONE=H3117B04 /FEA=FLmRNA /CNT=196 /TID=Mm.41765.1 /TIER=Stack /STK=20 /U
MOE430_2_1448274_at 1192.2 1450.4 P P 0.000244 0.000244 0.3 I 0.000307 gb:NM_007573.1 /DB_XREF=gi:6680815 /GEN=C1qbp /FEA=FLmRNA /CNT=205 /TID=Mm.30049.1 /TIER=FL+Stack /STK=106 /UG=Mm.30049 /LL=12261 
MOE430_2_1448277_at 443 630.2 P P 0.000244 0.000244 0.3 NC 0.003699 gb:NM_008894.1 /DB_XREF=gi:6679412 /GEN=Pold2 /FEA=FLmRNA /CNT=166 /TID=Mm.35788.1 /TIER=FL+Stack /STK=105 /UG=Mm.35788 /LL=18972 /
MOE430_2_1448280_at 9.3 16.1 A P 0.08 0.000732 0.3 NC 0.23 gb:NM_009305.1 /DB_XREF=gi:6678194 /GEN=Syp /FEA=FLmRNA /CNT=179 /TID=Mm.2397.1 /TIER=FL+Stack /STK=104 /UG=Mm.2397 /LL=20977 /DEF
MOE430_2_1448288_at 127.4 147 P P 0.001953 0.001221 0.3 I 0.000865 gb:BB832504 /DB_XREF=gi:17010747 /DB_XREF=BB832504 /CLONE=G930022H03 /FEA=FLmRNA /CNT=189 /TID=Mm.4025.1 /TIER=Stack /STK=12 /UG
MOE430_2_1448294_at 30.5 31 A P 0.08 0.01 0.3 NC 0.09 gb:AV360881 /DB_XREF=gi:16397470 /DB_XREF=AV360881 /CLONE=7530418G17 /FEA=FLmRNA /CNT=260 /TID=Mm.21119.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1448423_at 10.6 16.7 P P 0.01 0.01 0.3 NC 0.15 gb:BB463345 /DB_XREF=gi:16426876 /DB_XREF=BB463345 /CLONE=D130079P05 /FEA=FLmRNA /CNT=210 /TID=Mm.30103.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1448445_at 16.1 19 A A 0.39 0.24 0.3 NC 0.06 gb:AB030038.1 /DB_XREF=gi:7544115 /GEN=mPACPL1 /FEA=FLmRNA /CNT=132 /TID=Mm.28950.1 /TIER=FL+Stack /STK=73 /UG=Mm.28950 /LL=6665
MOE430_2_1448456_at 173.4 237.6 P P 0.000244 0.000244 0.3 NC 0.02 gb:AF125307.1 /DB_XREF=gi:6164603 /GEN=Cln8 /FEA=FLmRNA /CNT=148 /TID=Mm.21578.1 /TIER=FL /STK=3 /UG=Mm.21578 /LL=26889 /DEF=Mus m
MOE430_2_1448464_at 1581 1819.2 P P 0.000244 0.000244 0.3 NC 0.008511 gb:BC006760.1 /DB_XREF=gi:13879559 /FEA=FLmRNA /CNT=160 /TID=Mm.24353.1 /TIER=FL+Stack /STK=69 /UG=Mm.24353 /LL=56418 /UG_GENE=Ykt
MOE430_2_1448473_at 201.8 249.1 P P 0.000244 0.000244 0.3 NC 0.18 gb:BE986800 /DB_XREF=gi:10661496 /DB_XREF=UI-M-CG0p-bey-h-09-0-UI.s1 /CLONE=UI-M-CG0p-bey-h-09-0-UI /FEA=FLmRNA /CNT=182 /TID=M
MOE430_2_1448486_at 151.9 192.1 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_008650.1 /DB_XREF=gi:6678969 /GEN=Mut /FEA=FLmRNA /CNT=164 /TID=Mm.4299.1 /TIER=FL+Stack /STK=14 /UG=Mm.4299 /LL=17850 /DEF=
MOE430_2_1448487_at 205.5 271.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_008515.1 /DB_XREF=gi:6678721 /GEN=Lrrfip1 /FEA=FLmRNA /CNT=82 /TID=Mm.10272.1 /TIER=FL+Stack /STK=67 /UG=Mm.10272 /LL=16978 /D
MOE430_2_1448492_a_ 728.8 854.2 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC004694.1 /DB_XREF=gi:13435644 /FEA=FLmRNA /CNT=140 /TID=Mm.21667.1 /TIER=FL+Stack /STK=66 /UG=Mm.21667 /LL=66997 /UG_GENE=Ps
MOE430_2_1448493_at 1180.5 1311.4 P P 0.000244 0.000244 0.3 NC 0.007788 gb:NM_026420.1 /DB_XREF=gi:13385917 /GEN=2310050K10Rik /FEA=FLmRNA /CNT=170 /TID=Mm.29769.1 /TIER=FL+Stack /STK=66 /UG=Mm.29769 /L
MOE430_2_1448496_a_ 482 568 P P 0.001221 0.001221 0.3 NC 0.007788 gb:BC016573.1 /DB_XREF=gi:16741521 /FEA=FLmRNA /CNT=118 /TID=Mm.25709.1 /TIER=FL /STK=1 /UG=Mm.25709 /LL=26356 /UG_GENE=Ing1 /DEF=
MOE430_2_1448504_a_ 1076.4 1421.7 P P 0.000244 0.000244 0.3 I 0.000552 gb:BC018354.1 /DB_XREF=gi:17390827 /FEA=FLmRNA /CNT=139 /TID=Mm.28148.1 /TIER=FL+Stack /STK=65 /UG=Mm.28148 /LL=12417 /UG_GENE=Cb
MOE430_2_1448515_at 849.4 1018.9 P P 0.000244 0.000244 0.3 NC 0.29 gb:BC004615.1 /DB_XREF=gi:13435489 /FEA=FLmRNA /CNT=290 /TID=Mm.14644.1 /TIER=FL+Stack /STK=64 /UG=Mm.14644 /LL=22099 /UG_GENE=Ts
MOE430_2_1448519_at 270 342.4 P P 0.000244 0.000244 0.3 NC 0.01 gb:D50563.1 /DB_XREF=gi:961467 /FEA=FLmRNA /CNT=149 /TID=Mm.3019.1 /TIER=FL+Stack /STK=64 /UG=Mm.3019 /LL=21677 /UG_GENE=Tead2 /DE
MOE430_2_1448528_at 44.9 55.6 P P 0.00293 0.000732 0.3 NC 0.5 gb:AV094856 /DB_XREF=gi:16381648 /DB_XREF=AV094856 /CLONE=2410003B13 /FEA=FLmRNA /CNT=117 /TID=Mm.28441.1 /TIER=Stack /STK=8 /UG
MOE430_2_1448536_at 1365.8 1715.5 P P 0.000244 0.000244 0.3 NC 0.004925 gb:NM_026309.1 /DB_XREF=gi:13385805 /GEN=1010001J12Rik /FEA=FLmRNA /CNT=84 /TID=Mm.28803.1 /TIER=FL+Stack /STK=61 /UG=Mm.28803 /LL=
MOE430_2_1448555_at 91.4 115.3 P P 0.000244 0.000244 0.3 NC 0.05 gb:NM_028003.1 /DB_XREF=gi:13386275 /GEN=2310042P20Rik /FEA=FLmRNA /CNT=88 /TID=Mm.12255.1 /TIER=FL+Stack /STK=59 /UG=Mm.12255 /LL
MOE430_2_1448575_at 11.3 8 A A 0.14 0.3 0.3 NC 0.5 gb:NM_008372.2 /DB_XREF=gi:11362611 /GEN=Il7r /FEA=FLmRNA /CNT=109 /TID=Mm.389.1 /TIER=FL+Stack /STK=58 /UG=Mm.389 /LL=16197 /DEF=M
MOE430_2_1448578_at 210.7 237.8 P P 0.000244 0.000244 0.3 NC 0.06 gb:NM_013625.1 /DB_XREF=gi:7305362 /GEN=Pafah1b1 /FEA=FLmRNA /CNT=262 /TID=Mm.56337.1 /TIER=FL+Stack /STK=57 /UG=Mm.56337 /LL=1847
MOE430_2_1448584_at 207.7 237.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_025822.1 /DB_XREF=gi:13385291 /GEN=1200013F24Rik /FEA=FLmRNA /CNT=129 /TID=Mm.33969.1 /TIER=FL+Stack /STK=57 /UG=Mm.33969 /L
MOE430_2_1448594_at 99.7 128.8 P P 0.000244 0.000244 0.3 NC 0.09 gb:NM_018865.1 /DB_XREF=gi:9256532 /GEN=Wisp1 /FEA=FLmRNA /CNT=99 /TID=Mm.10222.1 /TIER=FL+Stack /STK=10 /UG=Mm.10222 /LL=22402 /D
MOE430_2_1448599_s_ 69.6 104.9 P P 0.005859 0.000732 0.3 NC 0.01 gb:NM_133873.1 /DB_XREF=gi:19527087 /GEN=AA553001 /FEA=FLmRNA /CNT=73 /TID=Mm.29708.1 /TIER=FL+Stack /STK=56 /UG=Mm.29708 /LL=1000
MOE430_2_1448645_at 420.8 435.5 P P 0.000244 0.000244 0.3 NC 0.19 gb:NM_010832.2 /DB_XREF=gi:11545734 /GEN=Msl3l1 /FEA=FLmRNA /CNT=99 /TID=Mm.24248.1 /TIER=FL+Stack /STK=50 /UG=Mm.24248 /LL=17692 /
MOE430_2_1448653_at 224.3 269.5 P P 0.000244 0.000244 0.3 I 0.000692 gb:U97675.1 /DB_XREF=gi:2088636 /GEN=EED /FEA=FLmRNA /CNT=94 /TID=Mm.18203.1 /TIER=FL+Stack /STK=49 /UG=Mm.18203 /LL=13626 /DEF=M
MOE430_2_1448683_at 1.3 0.8 A A 0.94 0.99 0.3 NC 0.5 gb:NM_029562.1 /DB_XREF=gi:13386413 /GEN=1300006E06Rik /FEA=FLmRNA /CNT=199 /TID=Mm.29064.1 /TIER=FL+Stack /STK=47 /UG=Mm.29064 /L
MOE430_2_1448691_at 80.4 108.3 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_033526.1 /DB_XREF=gi:15805015 /GEN=Ubin-pending /FEA=FLmRNA /CNT=133 /TID=Mm.34449.1 /TIER=FL+Stack /STK=46 /UG=Mm.34449 /LL=
MOE430_2_1448697_s_ 3411.9 3848.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_025589.1 /DB_XREF=gi:13385037 /GEN=2410038A03Rik /FEA=FLmRNA /CNT=120 /TID=Mm.179189.1 /TIER=FL+Stack /STK=45 /UG=Mm.179189 /
MOE430_2_1448722_s_ 278.1 350.2 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_026494.1 /DB_XREF=gi:13385981 /GEN=6330579B17Rik /FEA=FLmRNA /CNT=81 /TID=Mm.27245.1 /TIER=FL+Stack /STK=44 /UG=Mm.27245 /LL
MOE430_2_1448752_at 16.3 21.4 A A 0.08 0.08 0.3 NC 0.23 gb:NM_009801.2 /DB_XREF=gi:19745180 /GEN=Car2 /FEA=FLmRNA /CNT=313 /TID=Mm.1186.1 /TIER=FL+Stack /STK=42 /UG=Mm.1186 /LL=12349 /DE
MOE430_2_1448762_at 132.7 180 P P 0.000244 0.000244 0.3 I 0.000692 gb:NM_011233.1 /DB_XREF=gi:6755269 /GEN=Rad17 /FEA=FLmRNA /CNT=69 /TID=Mm.20947.1 /TIER=FL+Stack /STK=42 /UG=Mm.20947 /LL=19356 /D
MOE430_2_1448763_at 108.8 143.7 P P 0.001953 0.000732 0.3 NC 0.02 gb:NM_026487.1 /DB_XREF=gi:13385971 /GEN=4921525H23Rik /FEA=FLmRNA /CNT=217 /TID=Mm.27123.1 /TIER=FL+Stack /STK=41 /UG=Mm.27123 /L
MOE430_2_1448775_at 62.6 98.1 P P 0.001953 0.001221 0.3 NC 0.02 gb:NM_008328.1 /DB_XREF=gi:6680354 /GEN=Ifi203 /FEA=FLmRNA /CNT=129 /TID=Mm.18530.1 /TIER=FL+Stack /STK=40 /UG=Mm.18530 /LL=15950 /D
MOE430_2_1448787_at 323.8 392 P P 0.000244 0.000244 0.3 I 0.000389 gb:BC014715.1 /DB_XREF=gi:15928473 /FEA=FLmRNA /CNT=74 /TID=Mm.202763.1 /TIER=FL+Stack /STK=40 /UG=Mm.202763 /LL=64113 /UG_GENE=49
MOE430_2_1448802_at 105.8 185.2 P P 0.000244 0.000244 0.3 NC 0.05 gb:NM_013745.1 /DB_XREF=gi:7305334 /GEN=Nufip1 /FEA=FLmRNA /CNT=63 /TID=Mm.21138.1 /TIER=FL+Stack /STK=39 /UG=Mm.21138 /LL=27275 /D
MOE430_2_1448804_at 0.7 1.3 A A 0.98 0.96 0.3 NC 0.2 gb:NM_019779.1 /DB_XREF=gi:9789920 /GEN=Cyp11a /FEA=FLmRNA /CNT=60 /TID=Mm.108678.1 /TIER=FL+Stack /STK=39 /UG=Mm.108678 /LL=13070
MOE430_2_1448820_a_ 229.7 400.5 P P 0.001953 0.000732 0.3 I 0.00002 gb:AA985754 /DB_XREF=gi:3167143 /DB_XREF=ue13h03.y1 /CLONE=IMAGE:1480277 /FEA=FLmRNA /CNT=448 /TID=Mm.29859.1 /TIER=Stack /STK=30 
MOE430_2_1448832_a_ 1.4 4.8 A A 0.63 0.46 0.3 NC 0.46 gb:BC014803.1 /DB_XREF=gi:15928668 /FEA=FLmRNA /CNT=68 /TID=Mm.5195.1 /TIER=FL+Stack /STK=37 /UG=Mm.5195 /LL=12889 /UG_GENE=Cplx1 
MOE430_2_1448871_at 0.6 0.7 A A 0.98 0.98 0.3 NC 0.3 gb:NM_011950.1 /DB_XREF=gi:13994135 /GEN=Mapk13 /FEA=FLmRNA /CNT=59 /TID=Mm.27970.1 /TIER=FL+Stack /STK=34 /UG=Mm.27970 /LL=26415 
MOE430_2_1448873_at 6 5.8 A A 0.12 0.24 0.3 NC 0.37 gb:NM_008756.1 /DB_XREF=gi:6679161 /GEN=Ocln /FEA=FLmRNA /CNT=60 /TID=Mm.4807.1 /TIER=FL+Stack /STK=34 /UG=Mm.4807 /LL=18260 /DEF=
MOE430_2_1448892_at 707.3 926.1 P P 0.000244 0.000244 0.3 I 0.000966 gb:NM_026082.1 /DB_XREF=gi:13385579 /GEN=3110056M06Rik /FEA=FLmRNA /CNT=73 /TID=Mm.18425.1 /TIER=FL+Stack /STK=33 /UG=Mm.18425 /LL
MOE430_2_1448924_at 26.7 33.6 P M 0.005859 0.05 0.3 NC 0.42 gb:AW488762 /DB_XREF=gi:7059032 /DB_XREF=UI-M-BH3-arx-d-01-0-UI.s1 /CLONE=UI-M-BH3-arx-d-01-0-UI /FEA=FLmRNA /CNT=97 /TID=Mm.100
MOE430_2_1448940_at 74.8 89.1 P P 0.005859 0.01 0.3 NC 0.01 gb:BC010580.1 /DB_XREF=gi:14714854 /FEA=FLmRNA /CNT=66 /TID=Mm.1384.1 /TIER=FL+Stack /STK=30 /UG=Mm.1384 /LL=20821 /UG_GENE=Trim21
MOE430_2_1448965_at 14.1 26.7 P P 0.001953 0.005859 0.3 NC 0.5 gb:BM238259 /DB_XREF=gi:17873529 /DB_XREF=K0514F06-3 /CLONE=K0514F06 /FEA=FLmRNA /CNT=84 /TID=Mm.89148.1 /TIER=Stack /STK=19 /UG
MOE430_2_1448968_at 346.3 392.8 P P 0.000244 0.000244 0.3 NC 0.007788 gb:BC011313.1 /DB_XREF=gi:15030120 /FEA=FLmRNA /CNT=61 /TID=Mm.21103.1 /TIER=FL+Stack /STK=29 /UG=Mm.21103 /LL=28018 /UG_GENE=D7W
MOE430_2_1448970_at 179.1 216.9 P P 0.001221 0.000732 0.3 MI 0.002032 gb:AV088109 /DB_XREF=gi:16381419 /DB_XREF=AV088109 /CLONE=2310034N23 /FEA=FLmRNA /CNT=118 /TID=Mm.23896.1 /TIER=Stack /STK=12 /U
MOE430_2_1448998_at 1.6 1.8 A A 0.94 0.93 0.3 NC 0.57 gb:NM_080420.1 /DB_XREF=gi:17975592 /GEN=Lpo /FEA=FLmRNA /CNT=110 /TID=Mm.41236.1 /TIER=FL+Stack /STK=28 /UG=Mm.41236 /LL=76113 /D
MOE430_2_1449022_at 7.9 9 A A 0.88 0.6 0.3 NC 0.5 gb:NM_016701.2 /DB_XREF=gi:15011850 /GEN=Nes /FEA=FLmRNA /CNT=96 /TID=Mm.23742.1 /TIER=FL+Stack /STK=26 /UG=Mm.23742 /LL=18008 /DE
MOE430_2_1449035_at 0.3 1.5 A A 0.63 0.39 0.3 NC 0.09 gb:NM_026294.1 /DB_XREF=gi:13385789 /GEN=4930544G11Rik /FEA=FLmRNA /CNT=31 /TID=Mm.73114.1 /TIER=FL+Stack /STK=26 /UG=Mm.73114 /LL
MOE430_2_1449069_at 225.1 293.9 P P 0.000732 0.000732 0.3 NC 0.004481 gb:X98096.1 /DB_XREF=gi:2760485 /FEA=FLmRNA /CNT=157 /TID=Mm.417.1 /TIER=Stack /STK=14 /UG=Mm.417 /LL=22661 /UG_GENE=Zfp148 /DEF=M
MOE430_2_1449090_a_ 42.4 70.1 P P 0.000244 0.000244 0.3 NC 0.01 gb:NM_009535.1 /DB_XREF=gi:6678616 /GEN=Yes /FEA=FLmRNA /CNT=73 /TID=Mm.4558.1 /TIER=FL+Stack /STK=23 /UG=Mm.4558 /LL=22612 /DEF=M
MOE430_2_1449096_at 187.9 246.8 P P 0.005859 0.00415 0.3 NC 0.01 gb:NM_024201.1 /DB_XREF=gi:13195629 /GEN=0610011N22Rik /FEA=FLmRNA /CNT=52 /TID=Mm.218247.1 /TIER=FL+Stack /STK=23 /UG=Mm.218247 /
MOE430_2_1449112_at 12.6 20.6 A A 0.06 0.21 0.3 NC 0.5 gb:NM_009512.1 /DB_XREF=gi:6678010 /GEN=Slc27a5 /FEA=FLmRNA /CNT=107 /TID=Mm.10984.1 /TIER=FL+Stack /STK=22 /UG=Mm.10984 /LL=26459 
MOE430_2_1449116_a_ 567.7 700.5 P P 0.000244 0.000244 0.3 I 0.00003 gb:NM_023136.1 /DB_XREF=gi:12963516 /GEN=Tmk /FEA=FLmRNA /CNT=54 /TID=Mm.3856.1 /TIER=FL+Stack /STK=22 /UG=Mm.3856 /LL=21915 /DEF=
MOE430_2_1449121_at 47.9 70.9 P P 0.00293 0.000244 0.3 I 0.000966 gb:NM_010178.1 /DB_XREF=gi:6753819 /GEN=Nssr /FEA=FLmRNA /CNT=106 /TID=Mm.10229.1 /TIER=FL+Stack /STK=22 /UG=Mm.10229 /LL=14105 /D
MOE430_2_1449136_at 1.6 1.8 A A 0.75 0.85 0.3 NC 0.5 gb:NM_007946.1 /DB_XREF=gi:6679674 /GEN=Epx /FEA=FLmRNA /CNT=26 /TID=Mm.1315.1 /TIER=FL+Stack /STK=22 /UG=Mm.1315 /LL=13861 /DEF=M
MOE430_2_1449138_at 767.6 1139.7 P P 0.000244 0.000244 0.3 NC 0.03 gb:BI154694 /DB_XREF=gi:14614695 /DB_XREF=602904678F1 /CLONE=IMAGE:5034379 /FEA=FLmRNA /CNT=470 /TID=Mm.28150.1 /TIER=Stack /STK=4
MOE430_2_1449139_at 1154 1417 P P 0.000244 0.000244 0.3 I 0.00004 gb:NM_025509.1 /DB_XREF=gi:13384929 /GEN=2310008M10Rik /FEA=FLmRNA /CNT=192 /TID=Mm.9811.1 /TIER=FL+Stack /STK=21 /UG=Mm.9811 /LL=
MOE430_2_1449148_a_ 112 179.5 P P 0.000244 0.000244 0.3 NC 0.25 gb:NM_013629.1 /DB_XREF=gi:7305380 /GEN=Phtf /FEA=FLmRNA /CNT=34 /TID=Mm.25877.1 /TIER=FL+Stack /STK=21 /UG=Mm.25877 /LL=18685 /DEF
MOE430_2_1449157_at 90.2 110.2 P P 0.000732 0.000732 0.3 NC 0.03 gb:NM_011629.1 /DB_XREF=gi:6755860 /GEN=Nr2c1 /FEA=FLmRNA /CNT=38 /TID=Mm.3398.1 /TIER=ConsEnd /STK=0 /UG=Mm.3398 /LL=22025 /DEF=M
MOE430_2_1449168_a_ 37.7 48.6 P P 0.000732 0.000732 0.3 NC 0.04 gb:BC003735.1 /DB_XREF=gi:13277650 /FEA=FLmRNA /CNT=46 /TID=Mm.7622.1 /TIER=FL+Stack /STK=20 /UG=Mm.7622 /LL=11641 /UG_GENE=Akap2 
MOE430_2_1449169_at 12.4 19.3 P P 0.03 0.001953 0.3 MI 0.002032 gb:NM_008216.2 /DB_XREF=gi:6996920 /GEN=Has2 /FEA=FLmRNA /CNT=39 /TID=Mm.5148.1 /TIER=FL+Stack /STK=20 /UG=Mm.5148 /LL=15117 /DEF=
MOE430_2_1449174_at 6.2 5.6 A A 0.56 0.39 0.3 NC 0.35 gb:NM_026639.1 /DB_XREF=gi:13386129 /GEN=4432404K01Rik /FEA=FLmRNA /CNT=28 /TID=Mm.31840.1 /TIER=FL+Stack /STK=20 /UG=Mm.31840 /LL
MOE430_2_1449180_at 84.2 98.9 P P 0.000732 0.000732 0.3 NC 0.24 gb:BG071725 /DB_XREF=gi:12554294 /DB_XREF=H3102E01-3 /CLONE=H3102E01 /FEA=FLmRNA /CNT=161 /TID=Mm.29194.1 /TIER=Stack /STK=13 /U
MOE430_2_1449202_at 16 18.2 A M 0.21 0.05 0.3 NC 0.19 gb:NM_011976.1 /DB_XREF=gi:6755461 /GEN=Sema4g /FEA=FLmRNA /CNT=48 /TID=Mm.34404.1 /TIER=FL+Stack /STK=19 /UG=Mm.34404 /LL=26456 /
MOE430_2_1449230_at 50 72.1 P P 0.00293 0.01 0.3 NC 0.5 gb:AV320631 /DB_XREF=gi:15406183 /DB_XREF=AV320631 /CLONE=6030426D08 /FEA=FLmRNA /CNT=39 /TID=Mm.3054.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1449241_at 1.1 1 A A 0.91 0.97 0.3 NC 0.48 gb:NM_053105.1 /DB_XREF=gi:16716400 /GEN=Klhl1 /FEA=FLmRNA /CNT=20 /TID=Mm.133720.1 /TIER=FL+Stack /STK=18 /UG=Mm.133720 /LL=93688 /
MOE430_2_1449263_at 152.2 182.1 P P 0.000244 0.000244 0.3 NC 0.005933 gb:NM_026435.1 /DB_XREF=gi:13385931 /GEN=1810045K17Rik /FEA=FLmRNA /CNT=111 /TID=Mm.28917.1 /TIER=FL+Stack /STK=16 /UG=Mm.28917 /L
MOE430_2_1449305_at 10.3 14.6 A A 0.21 0.14 0.3 NC 0.5 gb:NM_007972.1 /DB_XREF=gi:6679722 /GEN=F10 /FEA=FLmRNA /CNT=37 /TID=Mm.2578.1 /TIER=FL+Stack /STK=15 /UG=Mm.2578 /LL=14058 /DEF=M
MOE430_2_1449342_at 624.6 783.7 P P 0.000244 0.000244 0.3 I 0.000966 gb:NM_023587.1 /DB_XREF=gi:12963740 /GEN=6330408J20Rik /FEA=FLmRNA /CNT=50 /TID=Mm.27286.1 /TIER=FL+Stack /STK=13 /UG=Mm.27286 /LL=
MOE430_2_1449371_at 32.2 47 P P 0.000732 0.000244 0.3 NC 0.03 gb:NM_080636.1 /DB_XREF=gi:18079342 /GEN=4631412B19Rik /FEA=FLmRNA /CNT=93 /TID=Mm.46741.1 /TIER=FL+Stack /STK=12 /UG=Mm.46741 /LL
MOE430_2_1449378_at 1.1 1.2 A A 0.63 0.72 0.3 NC 0.5 gb:NM_010666.1 /DB_XREF=gi:7106336 /GEN=Krt1-c29 /FEA=FLmRNA /CNT=62 /TID=Mm.141666.1 /TIER=FL+Stack /STK=12 /UG=Mm.141666 /LL=1667
MOE430_2_1449407_at 68.6 88.8 P P 0.01 0.02 0.3 NC 0.06 gb:NM_009879.2 /DB_XREF=gi:15638941 /GEN=Cdv1 /FEA=FLmRNA /CNT=46 /TID=Mm.10125.1 /TIER=FL+Stack /STK=11 /UG=Mm.10125 /LL=12589 /D
MOE430_2_1449410_a_ 1953.2 2348.3 P P 0.001953 0.000732 0.3 I 0.000774 gb:NM_013525.1 /DB_XREF=gi:7305080 /GEN=Gas5 /FEA=FLmRNA /CNT=25 /TID=Mm.35844.1 /TIER=FL+Stack /STK=11 /UG=Mm.35844 /LL=14455 /DE
MOE430_2_1449416_at 20.7 23.1 P P 0.008057 0.01 0.3 NC 0.21 gb:BF783030 /DB_XREF=gi:12088066 /DB_XREF=602109129F1 /CLONE=IMAGE:4237519 /FEA=FLmRNA /CNT=48 /TID=Mm.68712.1 /TIER=ConsEnd /ST
MOE430_2_1449460_at 50 62.4 P P 0.001953 0.00293 0.3 NC 0.5 gb:AF403041.1 /DB_XREF=gi:18034101 /FEA=FLmRNA /CNT=29 /TID=Mm.21523.1 /TIER=FL /STK=1 /UG=Mm.21523 /LL=142688 /UG_GENE=Asb13 /DE
MOE430_2_1449473_s_ 2.1 1.8 A A 0.85 0.72 0.3 NC 0.57 gb:NM_011611.1 /DB_XREF=gi:6755828 /GEN=Tnfrsf5 /FEA=FLmRNA /CNT=14 /TID=Mm.4966.1 /TIER=FL+Stack /STK=10 /UG=Mm.4966 /LL=21939 /DE
MOE430_2_1449483_at 72.4 82.4 P P 0.000244 0.000244 0.3 NC 0.3 gb:BC008105.1 /DB_XREF=gi:14198079 /FEA=FLmRNA /CNT=35 /TID=Mm.89926.1 /TIER=FL+Stack /STK=9 /UG=Mm.89926 /LL=27015 /UG_GENE=Polk 
MOE430_2_1449508_at 1.3 2.8 A A 0.9 0.75 0.3 NC 0.31 gb:NM_016671.1 /DB_XREF=gi:7710109 /GEN=Tccr /FEA=FLmRNA /CNT=41 /TID=Mm.10745.1 /TIER=FL+Stack /STK=8 /UG=Mm.10745 /LL=50931 /DEF
MOE430_2_1449535_at 3.5 1.7 A A 0.78 0.87 0.3 NC 0.16 gb:NM_011483.1 /DB_XREF=gi:6755665 /GEN=Ssrzf1-pending /FEA=FLmRNA /CNT=11 /TID=Mm.42165.1 /TIER=FL+Stack /STK=8 /UG=Mm.42165 /LL=20
MOE430_2_1449536_at 34.4 46 P P 0.01 0.008057 0.3 NC 0.01 gb:NM_032397.1 /DB_XREF=gi:14161695 /GEN=Kcnn1 /FEA=FLmRNA /CNT=22 /TID=Mm.32074.1 /TIER=FL+Stack /STK=8 /UG=Mm.32074 /LL=84036 /D
MOE430_2_1449552_at 141 171.2 P P 0.000244 0.000732 0.3 NC 0.08 gb:NM_011767.1 /DB_XREF=gi:7106452 /GEN=Zfr /FEA=FLmRNA /CNT=144 /TID=Mm.21515.1 /TIER=FL /STK=7 /UG=Mm.21515 /LL=22763 /DEF=Mus m
MOE430_2_1449559_at 23.5 28.1 A A 0.14 0.14 0.3 NC 0.16 gb:NM_013601.1 /DB_XREF=gi:7305282 /GEN=Msx2 /FEA=FLmRNA /CNT=18 /TID=Mm.1763.1 /TIER=FL /STK=7 /UG=Mm.1763 /LL=17702 /DEF=Mus mu
MOE430_2_1449587_a_ 0.4 0.4 A A 0.63 0.94 0.3 NC 0.69 gb:NM_008644.1 /DB_XREF=gi:6678961 /GEN=Muc10 /FEA=FLmRNA /CNT=18 /TID=Mm.200411.1 /TIER=FL /STK=6 /UG=Mm.200411 /LL=17830 /DEF=M
MOE430_2_1449664_s_ 395.9 415 P P 0.000244 0.000244 0.3 NC 0.5 gb:AW540162 /DB_XREF=gi:7182579 /DB_XREF=C0129C07-3 /CLONE=C0129C07 /FEA=EST /CNT=1 /TID=Mm.198849.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449683_x_ 4.5 5 A A 0.29 0.11 0.3 NC 0.75 gb:C79445 /DB_XREF=gi:2519775 /DB_XREF=C79445 /CLONE=J0066E03 /FEA=EST /CNT=1 /TID=Mm.197936.1 /TIER=ConsEnd /STK=0 /UG=Mm.19793
MOE430_2_1449723_at 2 2.1 A A 0.82 0.8 0.3 NC 0.5 gb:AI506527 /DB_XREF=gi:4404378 /DB_XREF=vn38d12.x1 /CLONE=IMAGE:1023479 /FEA=EST /CNT=1 /TID=Mm.107302.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449749_s_ 100.1 115.1 P P 0.008057 0.008057 0.3 NC 0.29 gb:AI429207 /DB_XREF=gi:4275133 /DB_XREF=ml57a06.x1 /CLONE=IMAGE:516082 /FEA=EST /CNT=1 /TID=Mm.201862.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449773_s_ 125.8 160.3 P P 0.000732 0.001221 0.3 NC 0.05 gb:AI323528 /DB_XREF=gi:4057957 /DB_XREF=mp04e08.x1 /CLONE=IMAGE:568262 /FEA=EST /CNT=1 /TID=Mm.199863.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449783_at 1.2 0.8 A A 0.93 0.98 0.3 NC 0.57 gb:AV240479 /DB_XREF=gi:6192982 /DB_XREF=AV240479 /CLONE=4732441A12 /FEA=EST /CNT=1 /TID=Mm.66204.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449817_at 11 16.5 A A 0.39 0.11 0.3 NC 0.13 gb:NM_021022.2 /DB_XREF=gi:11184197 /GEN=Abcb11 /FEA=FLmRNA /CNT=17 /TID=Mm.26728.1 /TIER=FL /STK=6 /UG=Mm.26728 /LL=27413 /DEF=M
MOE430_2_1449831_at 0.6 1.5 A A 0.6 0.59 0.3 NC 0.11 gb:NM_026100.1 /DB_XREF=gi:13385603 /GEN=1700055O19Rik /FEA=FLmRNA /CNT=8 /TID=Mm.111346.1 /TIER=FL /STK=6 /UG=Mm.111346 /LL=67344
MOE430_2_1449868_at 11.1 9.4 A A 0.39 0.17 0.3 NC 0.08 gb:NM_011538.1 /DB_XREF=gi:6755721 /GEN=Tbx6 /FEA=FLmRNA /CNT=11 /TID=Mm.727.1 /TIER=FL /STK=5 /UG=Mm.727 /LL=21389 /DEF=Mus musc
MOE430_2_1449870_a_ 135.1 152 P P 0.000732 0.000732 0.3 NC 0.04 gb:NM_011596.1 /DB_XREF=gi:6755798 /GEN=Atp6v0a2 /FEA=FLmRNA /CNT=10 /TID=Mm.1158.1 /TIER=FL /STK=5 /UG=Mm.1158 /LL=21871 /DEF=Mu
MOE430_2_1449886_a_ 66 63.2 P P 0.001953 0.001953 0.3 NC 0.03 gb:NM_013896.1 /DB_XREF=gi:7305572 /GEN=Timm10 /FEA=FLmRNA /CNT=19 /TID=Mm.28996.1 /TIER=FL /STK=4 /UG=Mm.28996 /LL=30056 /DEF=Mu
MOE430_2_1449898_at 23.8 24.5 A M 0.12 0.05 0.3 NC 0.11 gb:NM_017461.1 /DB_XREF=gi:8567343 /GEN=Sept1 /FEA=FLmRNA /CNT=15 /TID=Mm.18.1 /TIER=FL /STK=4 /UG=Mm.18 /LL=54204 /DEF=Mus muscu
MOE430_2_1449915_at 36.1 56.8 M P 0.05 0.01 0.3 NC 0.01 gb:NM_030713.1 /DB_XREF=gi:13507659 /GEN=Zfp202 /FEA=FLmRNA /CNT=7 /TID=Mm.132196.1 /TIER=FL /STK=4 /UG=Mm.132196 /LL=80902 /DEF=M
MOE430_2_1449938_at 7.3 14.3 A A 0.36 0.39 0.3 NC 0.64 gb:AI528824 /DB_XREF=gi:4442959 /DB_XREF=ms16b01.x1 /CLONE=IMAGE:607081 /FEA=FLmRNA /CNT=36 /TID=Mm.1001.1 /TIER=Stack /STK=16 /UG
MOE430_2_1449941_at 12 10.6 A A 0.27 0.27 0.3 NC 0.5 gb:NM_025612.1 /DB_XREF=gi:13385065 /GEN=2310020N23Rik /FEA=FLmRNA /CNT=20 /TID=Mm.158116.1 /TIER=FL /STK=3 /UG=Mm.158116 /LL=6651
MOE430_2_1449945_at 13.7 15.9 A A 0.39 0.33 0.3 NC 0.39 gb:NM_133249.1 /DB_XREF=gi:18875425 /GEN=LOC170826 /FEA=FLmRNA /CNT=31 /TID=Mm.35750.1 /TIER=FL /STK=3 /UG=Mm.35750 /LL=170826 /D
MOE430_2_1449955_at 12.4 17.1 A A 0.43 0.43 0.3 NC 0.09 gb:NM_019582.1 /DB_XREF=gi:9624972 /GEN=Cacna1f /FEA=FLmRNA /CNT=11 /TID=Mm.133806.1 /TIER=FL /STK=3 /UG=Mm.133806 /LL=54652 /DEF=
MOE430_2_1450002_at 0.8 1.4 A A 0.87 0.96 0.3 NC 0.22 gb:NM_008178.1 /DB_XREF=gi:6680112 /GEN=Gsh1 /FEA=FLmRNA /CNT=3 /TID=Mm.4797.1 /TIER=FL /STK=3 /UG=Mm.4797 /LL=14842 /DEF=Mus mus
MOE430_2_1450003_at 1.2 1 A A 0.85 0.82 0.3 NC 0.45 gb:NM_009633.1 /DB_XREF=gi:6752993 /GEN=Adra2b /FEA=FLmRNA /CNT=3 /TID=Mm.57196.1 /TIER=FL /STK=3 /UG=Mm.57196 /LL=11552 /DEF=Mus 
MOE430_2_1450039_at 55.4 67.9 P P 0.000244 0.001221 0.3 NC 0.02 gb:AW107303 /DB_XREF=gi:6078103 /DB_XREF=um14a11.x1 /CLONE=IMAGE:2192252 /FEA=FLmRNA /CNT=209 /TID=Mm.396.1 /TIER=Stack /STK=21 /
MOE430_2_1450068_at 24.2 35.6 A P 0.19 0.04 0.3 NC 0.01 gb:BB253608 /DB_XREF=gi:8946354 /DB_XREF=BB253608 /CLONE=A730058E14 /FEA=FLmRNA /CNT=96 /TID=Mm.40331.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1450089_a_ 275.1 326.9 P P 0.000244 0.000244 0.3 NC 0.13 gb:NM_009275.1 /DB_XREF=gi:6678136 /GEN=Srprb /FEA=FLmRNA /CNT=67 /TID=Mm.7588.1 /TIER=FL /STK=2 /UG=Mm.7588 /LL=20818 /DEF=Mus mu
MOE430_2_1450104_at 68 103.2 A P 0.08 0.008057 0.3 NC 0.004481 gb:NM_007399.1 /DB_XREF=gi:6680637 /GEN=Adam10 /FEA=FLmRNA /CNT=44 /TID=Mm.3911.1 /TIER=FL /STK=2 /UG=Mm.3911 /LL=11487 /DEF=Mus 
MOE430_2_1450117_at 1258.2 1541.9 P P 0.000244 0.000244 0.3 MI 0.002032 gb:NM_009332.1 /DB_XREF=gi:6678246 /GEN=Tcf3 /FEA=FLmRNA /CNT=30 /TID=Mm.28396.1 /TIER=FL /STK=2 /UG=Mm.28396 /LL=21415 /DEF=Mus m
MOE430_2_1450201_at 1.9 4.4 A A 0.53 0.46 0.3 NC 0.22 gb:NM_025834.1 /DB_XREF=gi:13385305 /GEN=1300015B06Rik /FEA=FLmRNA /CNT=18 /TID=Mm.80798.1 /TIER=FL /STK=2 /UG=Mm.80798 /LL=66901 /
MOE430_2_1450206_at 27.9 35.3 A P 0.08 0.01 0.3 NC 0.26 gb:NM_015802.1 /DB_XREF=gi:7656901 /GEN=Arhgap7 /FEA=FLmRNA /CNT=13 /TID=Mm.103700.1 /TIER=FL /STK=2 /UG=Mm.103700 /LL=50768 /DEF=
MOE430_2_1450210_at 0.5 0.5 A A 0.91 0.85 0.3 NC 0.4 gb:NM_009757.1 /DB_XREF=gi:7106258 /GEN=Bmp15 /FEA=FLmRNA /CNT=11 /TID=Mm.42160.1 /TIER=FL /STK=2 /UG=Mm.42160 /LL=12155 /DEF=Mus
MOE430_2_1450219_at 1.9 2.4 A A 0.72 0.63 0.3 NC 0.14 gb:NM_008308.1 /DB_XREF=gi:6680316 /GEN=Htr1a /FEA=FLmRNA /CNT=7 /TID=Mm.4716.1 /TIER=FL /STK=2 /UG=Mm.4716 /LL=15550 /DEF=Mus mus
MOE430_2_1450225_at 9.4 10 A A 0.17 0.27 0.3 NC 0.2 gb:NM_010568.1 /DB_XREF=gi:6754359 /GEN=Insr /FEA=FLmRNA /CNT=12 /TID=Mm.46791.1 /TIER=FL /STK=2 /UG=Mm.46791 /LL=16337 /DEF=Mus m
MOE430_2_1450257_at 0.6 0.8 A A 0.95 0.95 0.3 NC 0.34 gb:AF035579.1 /DB_XREF=gi:2853615 /GEN=Cer-1 /FEA=FLmRNA /CNT=7 /TID=Mm.6780.1 /TIER=FL /STK=1 /UG=Mm.6780 /LL=12622 /DEF=Mus mus
MOE430_2_1450291_s_ 1.9 4 A A 0.33 0.27 0.3 NC 0.36 gb:NM_022429.1 /DB_XREF=gi:11967954 /GEN=Ms4a9 /FEA=FLmRNA /CNT=4 /TID=Mm.446.1 /TIER=FL /STK=2 /UG=Mm.446 /LL=64380 /DEF=Mus mus
MOE430_2_1450329_a_ 5 8.7 A A 0.14 0.14 0.3 NC 0.5 gb:NM_133205.1 /DB_XREF=gi:18875351 /GEN=Arr3 /FEA=FLmRNA /CNT=3 /TID=Mm.156960.1 /TIER=FL /STK=2 /UG=Mm.156960 /LL=170735 /DEF=Mu
MOE430_2_1450347_at 9.7 10.7 A A 0.46 0.19 0.3 NC 0.17 gb:NM_018803.1 /DB_XREF=gi:9055357 /GEN=Syt10 /FEA=FLmRNA /CNT=2 /TID=Mm.88820.1 /TIER=FL /STK=2 /UG=Mm.88820 /LL=54526 /DEF=Mus m
MOE430_2_1450356_at 2.1 8.5 A A 0.69 0.6 0.3 NC 0.16 gb:NM_133202.1 /DB_XREF=gi:18875347 /GEN=Trhr2 /FEA=FLmRNA /CNT=2 /TID=Mm.154808.1 /TIER=FL /STK=2 /UG=Mm.154808 /LL=170732 /DEF=M
MOE430_2_1450364_a_ 10.2 2.2 A A 0.85 0.87 0.3 NC 0.5 gb:NM_134248.1 /DB_XREF=gi:19527409 /GEN=Timd1 /FEA=FLmRNA /CNT=2 /TID=Mm.34223.1 /TIER=FL /STK=2 /UG=Mm.34223 /LL=171283 /DEF=Mu
MOE430_2_1450371_at 13.6 8.2 A A 0.11 0.36 0.3 NC 0.5 gb:NM_009432.1 /DB_XREF=gi:6678442 /GEN=Tshb /FEA=FLmRNA /CNT=2 /TID=Mm.4001.1 /TIER=FL /STK=2 /UG=Mm.4001 /LL=22094 /DEF=Mus mus
MOE430_2_1450388_s_ 487.6 595.6 P P 0.000244 0.000244 0.3 I 0.000307 gb:BB400695 /DB_XREF=gi:16414280 /DB_XREF=BB400695 /CLONE=C330019K20 /FEA=FLmRNA /CNT=161 /TID=Mm.10153.1 /TIER=Stack /STK=11 /U
MOE430_2_1450411_at 23.9 16.9 P P 0.03 0.01 0.3 NC 0.12 gb:AV376206 /DB_XREF=gi:16398057 /DB_XREF=AV376206 /CLONE=9130206K16 /FEA=FLmRNA /CNT=53 /TID=Mm.41460.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1450412_at 58.1 67.3 A P 0.08 0.03 0.3 NC 0.01 gb:NM_013763.1 /DB_XREF=gi:7305540 /GEN=Tbl2 /FEA=FLmRNA /CNT=41 /TID=Mm.36746.1 /TIER=FL /STK=1 /UG=Mm.36746 /LL=27368 /DEF=Mus m
MOE430_2_1450415_at 3.7 4.9 A A 0.6 0.69 0.3 NC 0.5 gb:NM_008805.1 /DB_XREF=gi:6679252 /GEN=Pde6a /FEA=FLmRNA /CNT=32 /TID=Mm.1370.1 /TIER=FL /STK=1 /UG=Mm.1370 /LL=18586 /DEF=Mus m
MOE430_2_1450429_at 793.9 1013 P P 0.000244 0.000244 0.3 I 0.000774 gb:AI747133 /DB_XREF=gi:5125397 /DB_XREF=ul12a02.x1 /CLONE=IMAGE:2076554 /FEA=FLmRNA /CNT=48 /TID=Mm.30290.1 /TIER=Stack /STK=15 /U
MOE430_2_1450451_at 12.7 19.7 A A 0.36 0.3 0.3 NC 0.5 gb:NM_052994.1 /DB_XREF=gi:16506278 /GEN=Spock2 /FEA=FLmRNA /CNT=16 /TID=Mm.153429.1 /TIER=FL /STK=1 /UG=Mm.153429 /LL=94214 /DEF=
MOE430_2_1450455_s_ 37.5 45.7 P P 0.000732 0.000732 0.3 NC 0.3 gb:AF177041.1 /DB_XREF=gi:7229396 /GEN=Akra /FEA=FLmRNA /CNT=20 /TID=Mm.89993.1 /TIER=FL /STK=1 /UG=Mm.89993 /LL=27383 /DEF=Mus m
MOE430_2_1450478_a_ 69.6 107.8 P P 0.000244 0.000732 0.3 NC 0.42 gb:NM_011203.1 /DB_XREF=gi:6755229 /GEN=Ptpn12 /FEA=FLmRNA /CNT=17 /TID=Mm.1469.1 /TIER=FL /STK=1 /UG=Mm.1469 /LL=19248 /DEF=Mus m
MOE430_2_1450483_at 0.9 0.8 A A 0.8 0.78 0.3 NC 0.63 gb:NM_080454.1 /DB_XREF=gi:17978267 /GEN=Gja12-pending /FEA=FLmRNA /CNT=10 /TID=Mm.40016.1 /TIER=FL /STK=1 /UG=Mm.40016 /LL=118454 
MOE430_2_1450497_at 4.1 1.5 A A 0.75 0.66 0.3 NC 0.42 gb:NM_011789.1 /DB_XREF=gi:6753083 /GEN=Apc2 /FEA=FLmRNA /CNT=22 /TID=Mm.57247.1 /TIER=FL /STK=1 /UG=Mm.57247 /LL=23805 /DEF=Mus m
MOE430_2_1450517_at 1.4 2.1 A A 0.95 0.85 0.3 NC 0.45 gb:AK018448.1 /DB_XREF=gi:12858152 /GEN=Tal2 /FEA=FLmRNA /CNT=5 /TID=Mm.56955.1 /TIER=ConsEnd /STK=3 /UG=Mm.56955 /LL=21350 /UG_TIT
MOE430_2_1450525_at 42.8 69.1 P P 0.005859 0.008057 0.3 NC 0.03 gb:NM_008130.1 /DB_XREF=gi:6680020 /GEN=Gli3 /FEA=FLmRNA /CNT=4 /TID=Mm.5098.1 /TIER=FL /STK=1 /UG=Mm.5098 /LL=14634 /DEF=Mus musc
MOE430_2_1450552_at 10.1 15.3 A A 0.11 0.12 0.3 NC 0.82 gb:NM_029121.1 /DB_XREF=gi:13386371 /GEN=4930500C14Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159369.1 /TIER=FL /STK=1 /UG=Mm.159369 /LL=74915
MOE430_2_1450587_at 12.4 14.2 A A 0.24 0.21 0.3 NC 0.48 gb:NM_013544.1 /DB_XREF=gi:7305126 /GEN=H2-M10.1 /FEA=FLmRNA /CNT=1 /TID=Mm.86686.1 /TIER=FL /STK=1 /UG=Mm.86686 /LL=14985 /DEF=M
MOE430_2_1450610_at 4.3 3.1 A A 0.39 0.66 0.3 NC 0.5 gb:NM_021290.1 /DB_XREF=gi:12025527 /GEN=Ucn /FEA=FLmRNA /CNT=1 /TID=Mm.157139.1 /TIER=FL /STK=1 /UG=Mm.157139 /LL=22226 /DEF=Mus
MOE430_2_1450614_x_ 1.4 2.2 A A 0.78 0.69 0.3 NC 0.42 gb:NM_010505.1 /DB_XREF=gi:6754295 /GEN=Ifna5 /FEA=FLmRNA /CNT=1 /TID=Mm.57129.1 /TIER=FL /STK=1 /UG=Mm.57129 /LL=15968 /DEF=Mus m
MOE430_2_1450618_a_ 1.4 2.3 A A 0.96 0.82 0.3 NC 0.13 gb:NM_011468.1 /DB_XREF=gi:6755627 /GEN=Sprr2a /FEA=FLmRNA /CNT=1 /TID=Mm.6853.1 /TIER=FL /STK=1 /UG=Mm.6853 /LL=20755 /DEF=Mus mu
MOE430_2_1450627_at 661.2 792.8 P P 0.000244 0.000244 0.3 NC 0.21 gb:NM_020332.1 /DB_XREF=gi:9994166 /GEN=ank /FEA=FLmRNA /CNT=261 /TID=Mm.142714.1 /TIER=FL+Stack /STK=116 /UG=Mm.142714 /LL=11732 /



MOE430_2_1450635_at 0.9 1.2 A A 0.98 0.99 0.3 NC 0.25 gb:NM_007433.1 /DB_XREF=gi:6671536 /GEN=Akp5 /FEA=FLmRNA /CNT=71 /TID=Mm.26096.1 /TIER=FL+Stack /STK=59 /UG=Mm.26096 /LL=11650 /DE
MOE430_2_1450647_at 92.9 144 P P 0.000244 0.000244 0.3 NC 0.02 gb:AF393780.1 /DB_XREF=gi:19071114 /GEN=Hps3 /FEA=FLmRNA /CNT=90 /TID=Mm.85208.1 /TIER=FL+Stack /STK=42 /UG=Mm.85208 /LL=12807 /DE
MOE430_2_1450661_x_ 35.4 39.8 P P 0.000244 0.000244 0.3 NC 0.42 gb:NM_008688.1 /DB_XREF=gi:6679041 /GEN=Nfic /FEA=FLmRNA /CNT=73 /TID=Mm.5104.1 /TIER=FL+Stack /STK=34 /UG=Mm.5104 /LL=18029 /DEF=M
MOE430_2_1450665_at 71.3 80.6 P P 0.000732 0.000244 0.3 NC 0.007788 gb:NM_008065.1 /DB_XREF=gi:6679898 /GEN=Gabpa /FEA=FLmRNA /CNT=109 /TID=Mm.18974.1 /TIER=FL+Stack /STK=8 /UG=Mm.18974 /LL=14390 /D
MOE430_2_1450669_at 93.1 96.7 P P 0.000732 0.00415 0.3 NC 0.49 gb:NM_022012.1 /DB_XREF=gi:11528493 /GEN=Map3k11 /FEA=FLmRNA /CNT=77 /TID=Mm.139222.1 /TIER=FL+Stack /STK=32 /UG=Mm.139222 /LL=264
MOE430_2_1450686_at 53.5 45.3 P P 0.001953 0.000244 0.3 NC 0.03 gb:NM_008896.1 /DB_XREF=gi:6679416 /GEN=Pon2 /FEA=FLmRNA /CNT=70 /TID=Mm.22681.1 /TIER=FL+Stack /STK=27 /UG=Mm.22681 /LL=18980 /DE
MOE430_2_1450703_at 11.5 19.5 P P 0.000732 0.03 0.3 NC 0.76 gb:BF533509 /DB_XREF=gi:11620872 /DB_XREF=602074194F1 /CLONE=IMAGE:4211110 /FEA=FLmRNA /CNT=40 /TID=Mm.4676.1 /TIER=ConsEnd /STK
MOE430_2_1450739_at 49 49.2 P P 0.000244 0.001221 0.3 NC 0.5 gb:NM_030732.1 /DB_XREF=gi:13507689 /GEN=IRA1 /FEA=FLmRNA /CNT=28 /TID=Mm.160388.1 /TIER=FL+Stack /STK=14 /UG=Mm.160388 /LL=81004 /
MOE430_2_1450753_at 1.2 2 A A 0.75 0.5 0.3 NC 0.26 gb:NM_024253.1 /DB_XREF=gi:13236600 /GEN=Nkg7 /FEA=FLmRNA /CNT=21 /TID=Mm.34613.1 /TIER=FL+Stack /STK=12 /UG=Mm.34613 /LL=72310 /D
MOE430_2_1450755_at 267.9 308.9 P P 0.000244 0.000244 0.3 NC 0.16 gb:BB539054 /DB_XREF=gi:16446976 /DB_XREF=BB539054 /CLONE=E130016C04 /FEA=FLmRNA /CNT=389 /TID=Mm.200859.1 /TIER=Stack /STK=143 
MOE430_2_1450776_at 282.2 336 P P 0.000244 0.000244 0.3 NC 0.25 gb:NM_018743.1 /DB_XREF=gi:9055265 /GEN=LOC55933 /FEA=FLmRNA /CNT=235 /TID=Mm.200898.1 /TIER=FL+Stack /STK=9 /UG=Mm.200898 /LL=55
MOE430_2_1450777_at 255.1 297.8 P P 0.000244 0.000244 0.3 NC 0.003699 gb:NM_011917.1 /DB_XREF=gi:6756026 /GEN=Xrn2 /FEA=FLmRNA /CNT=219 /TID=Mm.3065.1 /TIER=FL+Stack /STK=9 /UG=Mm.3065 /LL=24128 /DEF=
MOE430_2_1450780_s_ 159.1 228.5 P P 0.000244 0.000244 0.3 I 0.000774 gb:NM_010441.1 /DB_XREF=gi:6754209 /GEN=Hmga2 /FEA=FLmRNA /CNT=79 /TID=Mm.3953.1 /TIER=FL+Stack /STK=9 /UG=Mm.3953 /LL=15364 /DEF
MOE430_2_1450804_at 2.6 1.9 A A 0.69 0.69 0.3 NC 0.4 gb:NM_008449.1 /DB_XREF=gi:6680573 /GEN=Kif5c /FEA=FLmRNA /CNT=21 /TID=Mm.41576.1 /TIER=FL /STK=1 /UG=Mm.41576 /LL=16574 /DEF=Mus m
MOE430_2_1450875_at 8.1 10.8 M A 0.05 0.12 0.3 NC 0.35 gb:BQ175510 /DB_XREF=gi:20351002 /DB_XREF=UI-M-DJ2-bvw-g-04-0-UI.s1 /CLONE=UI-M-DJ2-bvw-g-04-0-UI /FEA=FLmRNA /CNT=123 /TID=Mm.
MOE430_2_1450887_at 248.2 306.7 P P 0.000244 0.000244 0.3 I 0.000307 gb:AK005025.1 /DB_XREF=gi:12836656 /GEN=Rqcd1 /FEA=FLmRNA /CNT=78 /TID=Mm.103809.1 /TIER=Stack /STK=34 /UG=Mm.103809 /LL=58184 /UG
MOE430_2_1450896_at 136.8 146.6 P P 0.000244 0.000244 0.3 NC 0.02 gb:AV006000 /DB_XREF=gi:4782850 /DB_XREF=AV006000 /CLONE=1020004A17 /FEA=FLmRNA /CNT=161 /TID=Mm.35059.1 /TIER=Stack /STK=30 /UG
MOE430_2_1450904_at 1218.4 1384.3 P P 0.000244 0.000244 0.3 I 0.000307 gb:BQ174163 /DB_XREF=gi:20349654 /DB_XREF=UI-M-DJ2-bvw-c-17-0-UI.s1 /CLONE=UI-M-DJ2-bvw-c-17-0-UI /FEA=FLmRNA /CNT=257 /TID=Mm.
MOE430_2_1450937_at 53.8 79.3 P P 0.001953 0.00415 0.3 NC 0.07 gb:BQ176612 /DB_XREF=gi:20352104 /DB_XREF=UI-M-DJ2-bvy-n-22-0-UI.s1 /CLONE=UI-M-DJ2-bvy-n-22-0-UI /FEA=FLmRNA /CNT=164 /TID=Mm.1
MOE430_2_1450949_at 216.4 222 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK012319.1 /DB_XREF=gi:12848983 /FEA=FLmRNA /CNT=156 /TID=Mm.28127.1 /TIER=Stack /STK=12 /UG=Mm.28127 /LL=23924 /UG_GENE=Katna1
MOE430_2_1450955_s_ 29.9 28.9 A A 0.09 0.08 0.3 NC 0.47 gb:AV247637 /DB_XREF=gi:16387253 /DB_XREF=AV247637 /CLONE=4832436G20 /FEA=FLmRNA /CNT=137 /TID=Mm.157119.1 /TIER=Stack /STK=9 /U
MOE430_2_1450976_at 1301.6 1528.8 P P 0.000244 0.000244 0.3 I 0.000552 gb:AI790290 /DB_XREF=gi:5338006 /DB_XREF=uk58d02.x1 /CLONE=IMAGE:1973187 /FEA=FLmRNA /CNT=505 /TID=Mm.4063.1 /TIER=Stack /STK=63 /U
MOE430_2_1450977_s_ 814 907.9 P P 0.000244 0.000244 0.3 NC 0.01 gb:AI987929 /DB_XREF=gi:5819723 /DB_XREF=um09a03.x1 /CLONE=IMAGE:2182540 /FEA=FLmRNA /CNT=505 /TID=Mm.4063.1 /TIER=Stack /STK=39 /
MOE430_2_1450994_at 223.8 280.5 P P 0.000244 0.000244 0.3 NC 0.00712 gb:AV289751 /DB_XREF=gi:16392212 /DB_XREF=AV289751 /CLONE=5033428C23 /FEA=FLmRNA /CNT=213 /TID=Mm.6710.1 /TIER=Stack /STK=22 /UG
MOE430_2_1451003_at 250.3 222.2 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BM213179 /DB_XREF=gi:17770984 /DB_XREF=C0832F11-3 /CLONE=C0832F11 /FEA=FLmRNA /CNT=219 /TID=Mm.193041.1 /TIER=Stack /STK=18 /
MOE430_2_1451005_at 1220.3 1456.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BM209585 /DB_XREF=gi:17766119 /DB_XREF=C0650A01-3 /CLONE=C0650A01 /FEA=FLmRNA /CNT=300 /TID=Mm.7353.1 /TIER=Stack /STK=17 /UG
MOE430_2_1451010_at 238 245.4 P P 0.005859 0.00293 0.3 NC 0.07 gb:AK005123.1 /DB_XREF=gi:12836830 /FEA=FLmRNA /CNT=143 /TID=Mm.28855.1 /TIER=Stack /STK=9 /UG=Mm.28855 /LL=68979 /UG_GENE=1500002
MOE430_2_1451023_at 2.3 2.2 A A 0.97 0.88 0.3 NC 0.41 gb:AV339401 /DB_XREF=gi:15406507 /DB_XREF=AV339401 /CLONE=6430507E23 /FEA=FLmRNA /CNT=20 /TID=Mm.12901.1 /TIER=Stack /STK=11 /UG
MOE430_2_1451025_at 1455.5 1861.9 P P 0.000244 0.000244 0.3 NC 0.01 gb:AW011908 /DB_XREF=gi:5860686 /DB_XREF=um11b12.x1 /CLONE=IMAGE:2182751 /FEA=FLmRNA /CNT=264 /TID=Mm.182114.1 /TIER=Stack /STK=1
MOE430_2_1451039_at 334.7 437.6 P P 0.000244 0.000244 0.3 I 0.001077 gb:AK015585.1 /DB_XREF=gi:12853981 /FEA=FLmRNA /CNT=117 /TID=Mm.180338.1 /TIER=Stack /STK=9 /UG=Mm.180338 /LL=67842 /UG_GENE=26100
MOE430_2_1451056_at 820.4 1034.4 P P 0.000244 0.000244 0.3 I 0.001077 gb:BB034143 /DB_XREF=gi:16258263 /DB_XREF=BB034143 /CLONE=5830490F08 /FEA=FLmRNA /CNT=84 /TID=Mm.18347.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1451072_a_ 567.6 631 P P 0.000244 0.000244 0.3 NC 0.02 gb:AV045658 /DB_XREF=gi:4865323 /DB_XREF=AV045658 /CLONE=1700047N17 /FEA=FLmRNA /CNT=336 /TID=Mm.21281.1 /TIER=Stack /STK=19 /UG
MOE430_2_1451087_at 109.6 143.5 P P 0.01 0.01 0.3 NC 0.07 gb:BC021497.1 /DB_XREF=gi:18204822 /FEA=FLmRNA /CNT=214 /TID=Mm.38816.1 /TIER=FL+Stack /STK=133 /UG=Mm.38816 /DEF=Mus musculus, clon
MOE430_2_1451090_a_ 989.8 1149.2 P P 0.000244 0.000244 0.3 MI 0.00249 gb:BC006682.1 /DB_XREF=gi:13879401 /FEA=FLmRNA /CNT=210 /TID=Mm.22387.1 /TIER=FL+Stack /STK=129 /UG=Mm.22387 /LL=102885 /UG_GENE=A
MOE430_2_1451094_at 0.6 1.1 A A 0.82 0.94 0.3 NC 0.51 gb:BC005772.1 /DB_XREF=gi:13543208 /FEA=FLmRNA /CNT=141 /TID=Mm.41757.1 /TIER=FL+Stack /STK=128 /UG=Mm.41757 /DEF=Mus musculus, clon
MOE430_2_1451103_at 201.9 293 P P 0.000244 0.000244 0.3 NC 0.03 gb:BC011095.1 /DB_XREF=gi:15029752 /FEA=FLmRNA /CNT=156 /TID=Mm.29804.1 /TIER=FL+Stack /STK=119 /UG=Mm.29804 /DEF=Mus musculus, clon
MOE430_2_1451106_at 59.6 94.4 P P 0.005859 0.00293 0.3 NC 0.01 gb:BC025499.1 /DB_XREF=gi:19344067 /FEA=FLmRNA /CNT=146 /TID=Mm.29316.1 /TIER=FL+Stack /STK=117 /UG=Mm.29316 /DEF=Mus musculus, Sim
MOE430_2_1451125_at 352.5 424.5 P P 0.000732 0.000732 0.3 NC 0.01 gb:BC017133.1 /DB_XREF=gi:16877794 /FEA=FLmRNA /CNT=197 /TID=Mm.28332.1 /TIER=FL+Stack /STK=104 /UG=Mm.28332 /DEF=Mus musculus, clon
MOE430_2_1451143_at 58.8 69.2 P P 0.001221 0.005859 0.3 NC 0.5 gb:BC023421.1 /DB_XREF=gi:19483990 /FEA=FLmRNA /CNT=109 /TID=Mm.41704.1 /TIER=FL+Stack /STK=94 /UG=Mm.41704 /LL=73833 /UG_GENE=11
MOE430_2_1451163_at 150.4 173.4 P P 0.001221 0.000732 0.3 NC 0.1 gb:AF214013.1 /DB_XREF=gi:6684157 /GEN=Tin2 /FEA=FLmRNA /CNT=120 /TID=Mm.3680.1 /TIER=FL+Stack /STK=81 /UG=Mm.3680 /LL=28113 /DEF=
MOE430_2_1451203_at 0.8 2.8 A A 0.8 0.8 0.3 NC 0.48 gb:BC025172.1 /DB_XREF=gi:19263901 /FEA=FLmRNA /CNT=119 /TID=Mm.201606.1 /TIER=FL+Stack /STK=66 /UG=Mm.201606 /DEF=Mus musculus, clo
MOE430_2_1451218_at 134 197.8 M P 0.05 0.04 0.3 NC 0.01 gb:AB042828.1 /DB_XREF=gi:14164376 /GEN=EDEM /FEA=FLmRNA /CNT=226 /TID=Mm.21596.1 /TIER=FL+Stack /STK=57 /UG=Mm.21596 /LL=192193 
MOE430_2_1451221_at 207.7 244.1 P P 0.000732 0.000244 0.3 I 0.001336 gb:BC018507.1 /DB_XREF=gi:17391194 /FEA=FLmRNA /CNT=100 /TID=Mm.139738.1 /TIER=FL+Stack /STK=57 /UG=Mm.139738 /DEF=Mus musculus, clo
MOE430_2_1451222_at 231.6 311.1 P P 0.000244 0.000244 0.3 I 0.000389 gb:BC024920.1 /DB_XREF=gi:19353211 /FEA=FLmRNA /CNT=198 /TID=Mm.30001.1 /TIER=FL+Stack /STK=56 /UG=Mm.30001 /LL=70533 /UG_GENE=573
MOE430_2_1451241_at 273.5 312.9 P P 0.000244 0.000244 0.3 NC 0.009292 gb:BG970109 /DB_XREF=gi:14357746 /DB_XREF=602839236F1 /CLONE=IMAGE:4973601 /FEA=FLmRNA /CNT=143 /TID=Mm.148395.1 /TIER=Stack /STK
MOE430_2_1451272_a_ 273.5 323.7 P P 0.000244 0.000732 0.3 NC 0.09 gb:BC016117.1 /DB_XREF=gi:16359317 /FEA=FLmRNA /CNT=111 /TID=Mm.44214.2 /TIER=FL+Stack /STK=46 /UG=Mm.44214 /LL=67921 /UG_GENE=25
MOE430_2_1451296_x_ 1818.9 2252.3 P P 0.000244 0.000244 0.3 NC 0.004073 gb:BC010345.1 /DB_XREF=gi:16307590 /FEA=FLmRNA /CNT=121 /TID=Mm.12267.2 /TIER=FL+Stack /STK=40 /UG=Mm.12267 /LL=170715 /UG_GENE=M
MOE430_2_1451325_at 26.1 43.4 P P 0.005859 0.000732 0.3 NC 0.03 gb:BM235961 /DB_XREF=gi:17871231 /DB_XREF=K0428B02-3 /CLONE=K0428B02 /FEA=FLmRNA /CNT=255 /TID=Mm.12831.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1451351_at 310.4 403.7 P P 0.000732 0.000732 0.3 NC 0.004481 gb:BC017545.1 /DB_XREF=gi:17028449 /FEA=FLmRNA /CNT=63 /TID=Mm.38436.1 /TIER=FL+Stack /STK=32 /UG=Mm.38436 /DEF=Mus musculus, Simila
MOE430_2_1451361_a_ 110.7 129.8 P P 0.000244 0.000244 0.3 NC 0.004481 gb:BC027342.1 /DB_XREF=gi:20070642 /FEA=FLmRNA /CNT=54 /TID=Mm.29046.1 /TIER=FL+Stack /STK=30 /UG=Mm.29046 /DEF=Mus musculus, clone 
MOE430_2_1451363_a_ 1.2 3.4 A A 0.63 0.53 0.3 NC 0.36 gb:BC008266.1 /DB_XREF=gi:14198413 /FEA=FLmRNA /CNT=51 /TID=Mm.30511.1 /TIER=FL+Stack /STK=30 /UG=Mm.30511 /LL=72121 /UG_GENE=2010
MOE430_2_1451393_at 95.8 110.9 P P 0.000732 0.000244 0.3 NC 0.16 gb:BC019144.1 /DB_XREF=gi:17512350 /FEA=FLmRNA /CNT=81 /TID=Mm.34744.1 /TIER=FL+Stack /STK=26 /UG=Mm.34744 /LL=74043 /UG_GENE=4632
MOE430_2_1451394_at 0.9 2.7 A A 0.82 0.56 0.3 NC 0.5 gb:AF092507.1 /DB_XREF=gi:4038349 /GEN=Dpp6 /FEA=FLmRNA /CNT=61 /TID=Mm.42078.1 /TIER=FL+Stack /STK=26 /UG=Mm.42078 /LL=13483 /DEF
MOE430_2_1451409_at 111.6 159 P P 0.01 0.00415 0.3 NC 0.005933 gb:BC025858.1 /DB_XREF=gi:19484133 /FEA=FLmRNA /CNT=35 /TID=Mm.33706.1 /TIER=FL+Stack /STK=23 /UG=Mm.33706 /DEF=Mus musculus, Simila
MOE430_2_1451421_a_ 287.1 350.9 P P 0.000732 0.000732 0.3 NC 0.05 gb:BC006914.1 /DB_XREF=gi:13905233 /FEA=FLmRNA /CNT=53 /TID=Mm.27792.2 /TIER=FL+Stack /STK=21 /UG=Mm.27792 /LL=66049 /UG_GENE=0610
MOE430_2_1451440_at 3.2 6.1 A A 0.56 0.5 0.3 NC 0.5 gb:AF311699.1 /DB_XREF=gi:17979838 /FEA=FLmRNA /CNT=25 /TID=Mm.77895.1 /TIER=FL+Stack /STK=20 /UG=Mm.77895 /LL=246048 /UG_GENE=Ch
MOE430_2_1451449_at 858.3 1038.5 P P 0.000244 0.000244 0.3 NC 0.007788 gb:BC018468.1 /DB_XREF=gi:17391100 /FEA=FLmRNA /CNT=56 /TID=Mm.46025.1 /TIER=FL+Stack /STK=19 /UG=Mm.46025 /LL=66753 /UG_GENE=4933
MOE430_2_1451476_at 224.2 313.4 P P 0.000732 0.000732 0.3 NC 0.13 gb:BC004683.1 /DB_XREF=gi:13435614 /FEA=FLmRNA /CNT=39 /TID=Mm.31223.1 /TIER=FL+Stack /STK=16 /UG=Mm.31223 /DEF=Mus musculus, clone 
MOE430_2_1451494_at 426.8 410.3 P P 0.000244 0.000244 0.3 NC 0.09 gb:AF320996.1 /DB_XREF=gi:14915786 /FEA=FLmRNA /CNT=181 /TID=Mm.14569.1 /TIER=FL+Stack /STK=14 /UG=Mm.14569 /DEF=Mus musculus WAC 
MOE430_2_1451509_at 262.6 305.4 P P 0.00415 0.001953 0.3 NC 0.004481 gb:BC019453.1 /DB_XREF=gi:18044470 /FEA=FLmRNA /CNT=32 /TID=Mm.182328.1 /TIER=FL+Stack /STK=13 /UG=Mm.182328 /LL=70889 /UG_GENE=49
MOE430_2_1451519_at 305.2 310 P P 0.000244 0.000244 0.3 NC 0.01 gb:BC020122.1 /DB_XREF=gi:18043366 /FEA=FLmRNA /CNT=195 /TID=Mm.31512.1 /TIER=FL+Stack /STK=12 /UG=Mm.31512 /LL=19821 /UG_GENE=Rn
MOE430_2_1451530_at 118.2 126 P P 0.000244 0.000244 0.3 NC 0.14 gb:U03425.1 /DB_XREF=gi:458123 /FEA=FLmRNA /CNT=41 /TID=Mm.8534.2 /TIER=FL /STK=1 /UG=Mm.8534 /LL=13649 /UG_GENE=Egfr /DEF=Mus mus
MOE430_2_1451569_at 40.4 35.8 P P 0.000244 0.005859 0.3 NC 0.5 gb:AU066920 /DB_XREF=gi:4967657 /DB_XREF=AU066920 /CLONE=MNCb-2722 /FEA=FLmRNA /CNT=73 /TID=Mm.3535.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1451570_a_ 809.4 1044.8 P P 0.000732 0.000244 0.3 I 0.000101 gb:BC020162.1 /DB_XREF=gi:18044906 /FEA=FLmRNA /CNT=36 /TID=Mm.25340.1 /TIER=FL+Stack /STK=8 /UG=Mm.25340 /LL=68099 /UG_GENE=67204
MOE430_2_1451577_at 41.4 70.5 P M 0.04 0.05 0.3 NC 0.62 gb:AW491109 /DB_XREF=gi:7061390 /DB_XREF=UI-M-BH3-atw-g-06-0-UI.s1 /CLONE=UI-M-BH3-atw-g-06-0-UI /FEA=FLmRNA /CNT=26 /TID=Mm.382
MOE430_2_1451584_at 4.6 9.2 A A 0.6 0.56 0.3 NC 0.5 gb:AF450241.1 /DB_XREF=gi:18182530 /FEA=FLmRNA /CNT=11 /TID=Mm.72168.1 /TIER=FL /STK=7 /UG=Mm.72168 /LL=171285 /UG_GENE=Timd3 /DE
MOE430_2_1451598_at 10.2 9 A A 0.36 0.27 0.3 NC 0.45 gb:AF031150.1 /DB_XREF=gi:2911810 /GEN=Pax4 /FEA=FLmRNA /CNT=6 /TID=Mm.8026.1 /TIER=FL /STK=6 /UG=Mm.8026 /LL=18506 /DEF=Mus musc
MOE430_2_1451607_at 2.1 9.3 A A 0.93 0.46 0.3 NC 0.18 gb:AB039276.1 /DB_XREF=gi:7209779 /GEN=GK21 /FEA=FLmRNA /CNT=12 /TID=Mm.143833.1 /TIER=FL /STK=5 /UG=Mm.143833 /LL=16616 /DEF=Mus
MOE430_2_1451624_a_ 121 91.3 P P 0.001953 0.000244 0.3 NC 0.03 gb:BC025612.1 /DB_XREF=gi:19343649 /FEA=FLmRNA /CNT=47 /TID=Mm.9621.1 /TIER=FL /STK=4 /UG=Mm.9621 /LL=73373 /UG_GENE=1700048E23Rik
MOE430_2_1451722_s_ 200.8 226 P P 0.000244 0.000244 0.3 NC 0.03 gb:BF160651 /DB_XREF=gi:11040758 /DB_XREF=601768544F1 /CLONE=IMAGE:3987875 /FEA=FLmRNA /CNT=108 /TID=Mm.1196.1 /TIER=Stack /STK=5
MOE430_2_1451724_at 115 119.6 P P 0.000732 0.000732 0.3 NC 0.49 gb:BC024959.1 /DB_XREF=gi:19353515 /FEA=FLmRNA /CNT=80 /TID=Mm.130422.1 /TIER=FL /STK=1 /UG=Mm.130422 /DEF=Mus musculus, Similar to hy
MOE430_2_1451737_at 28.1 35.1 A A 0.08 0.11 0.3 NC 0.24 gb:M60651.1 /DB_XREF=gi:200211 /FEA=FLmRNA /CNT=98 /TID=Mm.3058.1 /TIER=FL /STK=1 /UG=Mm.3058 /LL=18708 /UG_GENE=Pik3r1 /DEF=Mouse
MOE430_2_1451741_a_ 352.1 420.8 P P 0.000244 0.000244 0.3 NC 0.11 gb:U11822.1 /DB_XREF=gi:562023 /GEN=MO15 /FEA=FLmRNA /CNT=35 /TID=Mm.21056.2 /TIER=FL /STK=1 /UG=Mm.21056 /LL=12572 /DEF=Mus musc
MOE430_2_1451787_at 1.9 3.2 A A 0.82 0.63 0.3 NC 0.31 gb:AF128849.1 /DB_XREF=gi:4731349 /FEA=FLmRNA /CNT=17 /TID=Mm.14177.1 /TIER=FL /STK=1 /UG=Mm.14177 /LL=13091 /UG_GENE=Cyp2b20 /DE
MOE430_2_1451793_at 47.9 74.4 P P 0.000732 0.000244 0.3 NC 0.01 gb:BC021407.1 /DB_XREF=gi:18204102 /FEA=FLmRNA /CNT=21 /TID=Mm.25227.1 /TIER=FL /STK=1 /UG=Mm.25227 /LL=75785 /UG_GENE=4930429H24
MOE430_2_1451807_at 0.9 1 A A 0.93 0.9 0.3 NC 0.16 gb:AK018630.1 /DB_XREF=gi:12858434 /GEN=Nr1i2 /FEA=FLmRNA /CNT=13 /TID=Mm.8509.1 /TIER=ConsEnd /STK=4 /UG=Mm.8509 /LL=18171 /UG_TIT
MOE430_2_1451813_at 12.2 7.7 A A 0.12 0.27 0.3 NC 0.46 gb:L11065.1 /DB_XREF=gi:348248 /FEA=FLmRNA /CNT=7 /TID=Mm.7977.1 /TIER=FL /STK=1 /UG=Mm.7977 /LL=18387 /UG_GENE=Oprk1 /DEF=Mouse k
MOE430_2_1451822_a_ 105.3 143 P P 0.000732 0.001221 0.3 NC 0.34 gb:BC021346.1 /DB_XREF=gi:18204692 /FEA=FLmRNA /CNT=8 /TID=Mm.46189.1 /TIER=FL /STK=1 /UG=Mm.46189 /DEF=Mus musculus, clone MGC:294
MOE430_2_1451829_a_ 29 36.9 A A 0.06 0.09 0.3 NC 0.5 gb:L27105.1 /DB_XREF=gi:463134 /FEA=FLmRNA /CNT=5 /TID=Mm.1190.2 /TIER=FL /STK=1 /UG=Mm.1190 /LL=18016 /UG_GENE=Nf2 /DEF=Mus musc
MOE430_2_1451867_x_ 61.5 84.2 P P 0.000732 0.000732 0.3 NC 0.00712 gb:AF177664.1 /DB_XREF=gi:5881230 /GEN=Arhgap6 /FEA=FLmRNA /CNT=2 /TID=Mm.33353.2 /TIER=FL /STK=1 /UG=Mm.33353 /LL=11856 /DEF=Mus 
MOE430_2_1451874_at 0.4 1.4 A A 0.72 0.72 0.3 NC 0.22 gb:BC027042.1 /DB_XREF=gi:20071925 /FEA=FLmRNA /CNT=2 /TID=Mm.219529.1 /TIER=FL /STK=1 /UG=Mm.219529 /DEF=Mus musculus, Similar to TR
MOE430_2_1451889_at 18.8 23.9 A A 0.17 0.08 0.3 NC 0.5 gb:D32210.1 /DB_XREF=gi:2373394 /GEN=Notch2 /FEA=FLmRNA /CNT=1 /TID=Mm.57005.1 /TIER=FL /STK=1 /UG=Mm.57005 /LL=18129 /DEF=Mus mu
MOE430_2_1451890_at 34.5 33.6 P P 0.005859 0.001953 0.3 NC 0.5 gb:AB037923.1 /DB_XREF=gi:10697237 /GEN=kif13A /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.8 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DE
MOE430_2_1451902_at 42.9 76.9 P P 0.001221 0.000732 0.3 I 0.000189 gb:BC021442.1 /DB_XREF=gi:18204056 /FEA=FLmRNA /CNT=1 /TID=Mm.3347.1 /TIER=FL /STK=1 /UG=Mm.3347 /DEF=Mus musculus, clone MGC:29357
MOE430_2_1451906_at 16.8 25.4 A A 0.12 0.11 0.3 NC 0.13 gb:BC027099.1 /DB_XREF=gi:20071528 /FEA=FLmRNA /CNT=1 /TID=Mm.61234.1 /TIER=FL /STK=1 /UG=Mm.61234 /DEF=Mus musculus, Similar to hypot
MOE430_2_1451910_a_ 1.6 3.4 A A 0.82 0.69 0.3 NC 0.46 gb:U12434.1 /DB_XREF=gi:761719 /GEN=Cd6 /FEA=FLmRNA /CNT=1 /TID=Mm.34133.3 /TIER=FL /STK=1 /UG=Mm.34133 /LL=12511 /DEF=Mus musculu
MOE430_2_1451968_at 279.2 350.2 P P 0.000732 0.000244 0.3 NC 0.03 gb:AF166486.1 /DB_XREF=gi:5733687 /GEN=Ku80 /FEA=FLmRNA /CNT=188 /TID=Mm.2627.1 /TIER=FL+Stack /STK=110 /UG=Mm.2627 /LL=22596 /DEF
MOE430_2_1451980_at 215 246.7 P P 0.000244 0.000244 0.3 NC 0.02 gb:BC018542.1 /DB_XREF=gi:17391285 /FEA=FLmRNA /CNT=63 /TID=Mm.214957.1 /TIER=FL+Stack /STK=40 /UG=Mm.214957 /DEF=Mus musculus, Sim
MOE430_2_1451991_at 208.2 226.8 P P 0.000732 0.001953 0.3 NC 0.06 gb:BC026153.1 /DB_XREF=gi:20070701 /FEA=FLmRNA /CNT=48 /TID=Mm.4806.1 /TIER=FL+Stack /STK=26 /UG=Mm.4806 /LL=13841 /UG_GENE=Epha7 
MOE430_2_1452008_at 34.9 33.4 P P 0.02 0.03 0.3 NC 0.5 gb:BC020085.1 /DB_XREF=gi:18043328 /FEA=FLmRNA /CNT=55 /TID=Mm.1622.1 /TIER=FL+Stack /STK=15 /UG=Mm.1622 /LL=66819 /UG_GENE=913042
MOE430_2_1452009_at 26.5 32.2 P P 0.01 0.01 0.3 NC 0.1 gb:AK018685.1 /DB_XREF=gi:12858516 /FEA=FLmRNA /CNT=55 /TID=Mm.1622.1 /TIER=Stack /STK=9 /UG=Mm.1622 /LL=66819 /UG_GENE=9130422G05
MOE430_2_1452033_at 183.9 246.5 P P 0.000732 0.000732 0.3 MI 0.00249 gb:AK016671.1 /DB_XREF=gi:12855535 /FEA=FLmRNA /CNT=217 /TID=Mm.27235.1 /TIER=Stack /STK=12 /UG=Mm.27235 /LL=74412 /UG_GENE=493340
MOE430_2_1452035_at 1460.5 1804.6 P P 0.000244 0.000244 0.3 NC 0.01 gb:BF158638 /DB_XREF=gi:11038725 /DB_XREF=601766723F1 /CLONE=IMAGE:3982660 /FEA=FLmRNA /CNT=478 /TID=Mm.738.1 /TIER=Stack /STK=88
MOE430_2_1452042_a_ 8.6 13.5 A A 0.17 0.14 0.3 NC 0.5 gb:AV306255 /DB_XREF=gi:6338769 /DB_XREF=AV306255 /CLONE=5730537D05 /FEA=FLmRNA /CNT=103 /TID=Mm.46635.1 /TIER=Stack /STK=12 /UG
MOE430_2_1452059_at 381 492 P P 0.000732 0.000732 0.3 I 0.000241 gb:BB752003 /DB_XREF=gi:16200477 /DB_XREF=BB752003 /CLONE=G270008P16 /FEA=FLmRNA /CNT=100 /TID=Mm.28654.1 /TIER=Stack /STK=28 /U
MOE430_2_1452075_at 158.8 184.4 P P 0.001221 0.000732 0.3 I 0.000774 gb:AV225067 /DB_XREF=gi:16385160 /DB_XREF=AV225067 /CLONE=3830425J09 /FEA=FLmRNA /CNT=156 /TID=Mm.29536.1 /TIER=Stack /STK=19 /UG
MOE430_2_1452086_at 59.2 68.5 P P 0.000732 0.000244 0.3 NC 0.02 gb:AK011576.1 /DB_XREF=gi:12847790 /FEA=FLmRNA /CNT=46 /TID=Mm.46501.1 /TIER=Stack /STK=14 /UG=Mm.46501 /LL=76357 /UG_GENE=2610027
MOE430_2_1452102_at 1579.5 2005.8 P P 0.000244 0.000244 0.3 I 0.000438 gb:BM230157 /DB_XREF=gi:17793309 /DB_XREF=K0291A05-3 /CLONE=K0291A05 /FEA=FLmRNA /CNT=263 /TID=Mm.18729.1 /TIER=Stack /STK=24 /U
MOE430_2_1452107_s_ 468.9 547.7 P P 0.000244 0.000244 0.3 NC 0.004481 gb:AA223007 /DB_XREF=gi:1843285 /DB_XREF=mw01g12.r1 /CLONE=IMAGE:663334 /FEA=FLmRNA /CNT=87 /TID=Mm.205021.4 /TIER=ConsEnd /STK=0
MOE430_2_1452122_at 235.2 269.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB093959 /DB_XREF=gi:15407811 /DB_XREF=BB093959 /CLONE=9430044K05 /FEA=FLmRNA /CNT=79 /TID=Mm.27829.1 /TIER=Stack /STK=11 /UG
MOE430_2_1452152_at 1368.9 1597.7 P P 0.000244 0.000244 0.3 NC 0.01 gb:AW537616 /DB_XREF=gi:7180033 /DB_XREF=G0118E10-3 /CLONE=G0118E10 /FEA=mRNA /CNT=240 /TID=Mm.24036.1 /TIER=Stack /STK=105 /UG=
MOE430_2_1452167_at 576.7 691.3 P P 0.000732 0.000244 0.3 I 0.000389 gb:BC019936.1 /DB_XREF=gi:18043253 /FEA=mRNA /CNT=154 /TID=Mm.28026.1 /TIER=Stack /STK=81 /UG=Mm.28026 /UG_TITLE=Mus musculus, clone
MOE430_2_1452181_at 736 881.2 P P 0.000244 0.000244 0.3 I 0.000865 gb:BI903724 /DB_XREF=gi:16165737 /DB_XREF=603167353F1 /CLONE=IMAGE:5255509 /FEA=mRNA /CNT=184 /TID=Mm.9210.1 /TIER=Stack /STK=75 /
MOE430_2_1452183_a_ 717.2 831.8 P P 0.000244 0.000244 0.3 NC 0.01 gb:Y13832.1 /DB_XREF=gi:2739299 /FEA=mRNA /CNT=128 /TID=Mm.154560.1 /TIER=Stack /STK=74 /UG=Mm.154560 /LL=17263 /UG_GENE=Meg3 /UG_
MOE430_2_1452193_a_ 456.8 496.9 P P 0.000732 0.001953 0.3 NC 0.12 gb:AI314074 /DB_XREF=gi:4029296 /DB_XREF=uj25d01.x1 /CLONE=IMAGE:1920961 /FEA=mRNA /CNT=165 /TID=Mm.1574.1 /TIER=Stack /STK=69 /UG=
MOE430_2_1452194_at 603.1 685.7 P P 0.000244 0.000244 0.3 NC 0.007788 gb:AK020695.1 /DB_XREF=gi:12861354 /FEA=mRNA /CNT=86 /TID=Mm.23686.1 /TIER=Stack /STK=68 /UG=Mm.23686 /LL=77213 /UG_GENE=A030005L1
MOE430_2_1452204_at 105.7 114.2 P P 0.03 0.005859 0.3 NC 0.01 gb:BB325223 /DB_XREF=gi:16403553 /DB_XREF=BB325223 /CLONE=B430115B06 /FEA=mRNA /CNT=113 /TID=Mm.32556.1 /TIER=Stack /STK=60 /UG=
MOE430_2_1452220_at 533.2 632.9 P P 0.000244 0.000244 0.3 NC 0.004481 gb:BQ175788 /DB_XREF=gi:20351280 /DB_XREF=UI-M-DJ2-bwe-p-06-0-UI.s1 /CLONE=UI-M-DJ2-bwe-p-06-0-UI /FEA=mRNA /CNT=80 /TID=Mm.411
MOE430_2_1452223_s_ 56.2 70.4 P P 0.000244 0.000244 0.3 NC 0.19 gb:BM214039 /DB_XREF=gi:17772089 /DB_XREF=C0845C02-3 /CLONE=C0845C02 /FEA=mRNA /CNT=107 /TID=Mm.27621.1 /TIER=Stack /STK=42 /UG
MOE430_2_1452251_at 143.1 241.8 P P 0.000244 0.000244 0.3 I 0.001201 gb:AA986379 /DB_XREF=gi:3168033 /DB_XREF=uc82d12.x1 /CLONE=IMAGE:1432151 /FEA=mRNA /CNT=85 /TID=Mm.25747.1 /TIER=Stack /STK=34 /UG
MOE430_2_1452261_at 45.7 58.9 P P 0.000732 0.000244 0.3 NC 0.003041 gb:BC006883.1 /DB_XREF=gi:13905181 /FEA=mRNA /CNT=71 /TID=Mm.21201.1 /TIER=Stack /STK=32 /UG=Mm.21201 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452267_at 93.4 98.7 P P 0.005859 0.005859 0.3 NC 0.19 gb:BB477613 /DB_XREF=gi:16440337 /DB_XREF=BB477613 /CLONE=D330025O04 /FEA=mRNA /CNT=103 /TID=Mm.206621.1 /TIER=Stack /STK=11 /UG
MOE430_2_1452272_a_ 295.7 319.7 P P 0.001221 0.001221 0.3 NC 0.01 gb:BI901126 /DB_XREF=gi:16188886 /DB_XREF=id18e05.x1 /CLONE=IMAGE:5663696 /FEA=mRNA /CNT=70 /TID=Mm.28124.2 /TIER=Stack /STK=23 /UG
MOE430_2_1452278_a_ 12.8 16.4 P A 0.03 0.06 0.3 NC 0.5 gb:BG922448 /DB_XREF=gi:14302924 /DB_XREF=602817219F1 /CLONE=IMAGE:4946285 /FEA=mRNA /CNT=60 /TID=Mm.34916.1 /TIER=Stack /STK=26 
MOE430_2_1452287_at 17.9 28.6 P P 0.03 0.04 0.3 NC 0.28 gb:BB414973 /DB_XREF=gi:16423325 /DB_XREF=BB414973 /CLONE=C430040D19 /FEA=mRNA /CNT=34 /TID=Mm.46610.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1452293_at 123.9 137.5 P P 0.001221 0.000732 0.3 NC 0.02 gb:AV270982 /DB_XREF=gi:16389945 /DB_XREF=AV270982 /CLONE=4931403P20 /FEA=mRNA /CNT=64 /TID=Mm.35084.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1452294_at 8.9 10.2 A A 0.14 0.09 0.3 NC 0.24 gb:AK008111.1 /DB_XREF=gi:12842091 /FEA=mRNA /CNT=63 /TID=Mm.36560.1 /TIER=Stack /STK=19 /UG=Mm.36560 /LL=75599 /UG_GENE=2010005A0
MOE430_2_1452312_at 38.8 47.6 P P 0.001953 0.000732 0.3 NC 0.06 gb:BC022909.1 /DB_XREF=gi:18605751 /FEA=mRNA /CNT=29 /TID=Mm.48149.1 /TIER=Stack /STK=16 /UG=Mm.48149 /LL=66457 /UG_GENE=2810002D1
MOE430_2_1452339_at 122.3 135.7 P P 0.000244 0.000244 0.3 NC 0.19 gb:AL359935.1 /DB_XREF=gi:8977891 /FEA=mRNA /CNT=20 /TID=Mm.102141.1 /TIER=Stack /STK=12 /UG=Mm.102141 /UG_TITLE=Mus musculus EST fr
MOE430_2_1452340_at 194.3 237.4 P P 0.000244 0.000244 0.3 NC 0.004481 gb:BB667188 /DB_XREF=gi:16398637 /DB_XREF=BB667188 /CLONE=6820424L24 /FEA=mRNA /CNT=19 /TID=Mm.38277.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1452361_at 53.4 57.1 P P 0.001221 0.000244 0.3 NC 0.27 gb:BG068782 /DB_XREF=gi:12551351 /DB_XREF=H3069C05-3 /CLONE=H3069C05 /FEA=mRNA /CNT=70 /TID=Mm.220941.1 /TIER=Stack /STK=30 /UG=
MOE430_2_1452365_at 30.3 33.5 P P 0.005859 0.008057 0.3 NC 0.26 gb:BB815351 /DB_XREF=gi:16987980 /DB_XREF=BB815351 /CLONE=G730028J01 /FEA=mRNA /CNT=62 /TID=Mm.116889.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1452368_at 96.9 118 P P 0.00415 0.01 0.3 NC 0.5 gb:AI853148 /DB_XREF=gi:5497054 /DB_XREF=UI-M-BH0-ajf-g-12-0-UI.s1 /CLONE=UI-M-BH0-ajf-g-12-0-UI /FEA=mRNA /CNT=43 /TID=Mm.182202.1
MOE430_2_1452371_at 666.9 847.9 P P 0.000244 0.000244 0.3 I 0.000492 gb:AW261583 /DB_XREF=gi:6638399 /DB_XREF=um88e05.x1 /CLONE=IMAGE:2331872 /FEA=mRNA /CNT=194 /TID=Mm.27074.1 /TIER=Stack /STK=16 /
MOE430_2_1452392_a_ 42.7 62.7 A A 0.08 0.06 0.3 NC 0.07 gb:BG068076 /DB_XREF=gi:12550645 /DB_XREF=H3061E02-3 /CLONE=H3061E02 /FEA=mRNA /CNT=22 /TID=Mm.35817.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1452395_at 195.9 265.2 P P 0.000244 0.000244 0.3 I 0.000273 gb:AA111022 /DB_XREF=gi:1662898 /DB_XREF=mp64f10.r1 /CLONE=IMAGE:574027 /FEA=mRNA /CNT=99 /TID=Mm.219643.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1452399_at 1 1.6 A A 0.96 0.95 0.3 NC 0.13 gb:BB274058 /DB_XREF=gi:15410884 /DB_XREF=BB274058 /CLONE=A830086G05 /FEA=mRNA /CNT=19 /TID=Mm.20462.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1452415_at 190.6 224.9 P P 0.000732 0.000244 0.3 NC 0.00712 gb:BC003232.1 /DB_XREF=gi:13096865 /FEA=mRNA /CNT=51 /TID=Mm.214752.1 /TIER=ConsEnd /STK=2 /UG=Mm.214752 /LL=109711 /UG_GENE=Actn
MOE430_2_1452427_s_ 182.8 234 P P 0.000244 0.000244 0.3 NC 0.02 gb:BM950003 /DB_XREF=gi:19433593 /DB_XREF=UI-M-EG0p-bux-e-10-0-UI.r1 /CLONE=IMAGE:5688177 /FEA=mRNA /CNT=34 /TID=Mm.200509.1 /TIE
MOE430_2_1452439_s_ 574.6 744.4 P P 0.000244 0.000244 0.3 I 0.000027 gb:AF250135.1 /DB_XREF=gi:13507054 /GEN=Pr264 /FEA=mRNA /CNT=26 /TID=Mm.190631.1 /TIER=ConsEnd /STK=0 /UG=Mm.190631 /LL=170830 /DE
MOE430_2_1452457_a_ 117.3 177.2 P P 0.000244 0.000244 0.3 NC 0.007788 gb:AF108215.1 /DB_XREF=gi:6492223 /FEA=mRNA /CNT=8 /TID=Mm.200912.2 /TIER=ConsEnd /STK=0 /UG=Mm.200912 /LL=19079 /UG_GENE=Prkab1 /
MOE430_2_1452475_at 6.1 13.5 A A 0.19 0.21 0.3 NC 0.13 gb:D17583.1 /DB_XREF=gi:407344 /GEN=PC6B /FEA=mRNA /CNT=6 /TID=Mm.3401.2 /TIER=ConsEnd /STK=0 /UG=Mm.3401 /LL=18552 /DEF=Mouse m
MOE430_2_1452480_at 0.7 1.1 A A 0.93 0.88 0.3 NC 0.48 gb:BC024760.1 /DB_XREF=gi:19353793 /FEA=mRNA /CNT=4 /TID=Mm.191491.1 /TIER=ConsEnd /STK=0 /UG=Mm.191491 /DEF=Mus musculus, clone IMA
MOE430_2_1452495_at 9.5 8.8 A P 0.11 0.02 0.3 NC 0.12 gb:AF163292.1 /DB_XREF=gi:20428479 /FEA=mRNA /CNT=3 /TID=Mm.157910.2 /TIER=ConsEnd /STK=0 /UG=Mm.157910 /LL=13522 /UG_GENE=Adam28
MOE430_2_1452497_a_ 47.8 58.8 P P 0.001953 0.001221 0.3 NC 0.1 gb:U28807.1 /DB_XREF=gi:1244445 /FEA=mRNA /CNT=2 /TID=Mm.3107.2 /TIER=ConsEnd /STK=0 /UG=Mm.3107 /LL=18021 /UG_GENE=Nfatc3 /DEF=M
MOE430_2_1452501_at 12.2 23.6 P P 0.02 0.02 0.3 NC 0.5 gb:AF047725.1 /DB_XREF=gi:4249590 /GEN=Cyp2c38 /FEA=mRNA /CNT=2 /TID=Mm.42100.1 /TIER=ConsEnd /STK=0 /UG=Mm.42100 /LL=13097 /DEF=
MOE430_2_1452522_at 8.1 14.1 P P 0.03 0.04 0.3 NC 0.42 gb:X91043.1 /DB_XREF=gi:975688 /GEN=EPB72 /FEA=mRNA /CNT=1 /TID=Mm.4441.3 /TIER=ConsEnd /STK=0 /UG=Mm.4441 /LL=13830 /DEF=M.muscu
MOE430_2_1452526_a_ 1 1.6 A A 0.8 0.94 0.3 NC 0.5 gb:AF443223.1 /DB_XREF=gi:17227114 /FEA=mRNA /CNT=1 /TID=Mm.3608.4 /TIER=ConsEnd /STK=0 /UG=Mm.3608 /LL=18508 /UG_GENE=Pax6 /DEF=
MOE430_2_1452532_x_ 0.8 1 A A 0.96 0.97 0.3 NC 0.4 gb:M61907.1 /DB_XREF=gi:192197 /FEA=mRNA /CNT=1 /TID=Mm.14114.7 /TIER=ConsEnd /STK=0 /UG=Mm.14114 /LL=26365 /UG_GENE=Ceacam1 /DEF
MOE430_2_1452560_a_ 168 170.5 P P 0.000732 0.000732 0.3 NC 0.23 gb:D78642.1 /DB_XREF=gi:1304151 /FEA=mRNA /CNT=1 /TID=Mm.4929.3 /TIER=ConsEnd /STK=0 /UG=Mm.4929 /LL=18044 /UG_GENE=Nfya /UG_TITLE
MOE430_2_1452578_at 0.7 0.8 A A 0.93 0.99 0.3 NC 0.63 gb:AB046930.1 /DB_XREF=gi:9757451 /GEN=runx1 /FEA=mRNA /CNT=1 /TID=Mm.4081.4 /TIER=ConsEnd /STK=0 /UG=Mm.4081 /LL=12394 /DEF=Mus m
MOE430_2_1452581_at 67.3 93.8 P P 0.001953 0.001953 0.3 NC 0.09 gb:BB304715 /DB_XREF=gi:15411262 /DB_XREF=BB304715 /CLONE=B230114E20 /FEA=mRNA /CNT=142 /TID=Mm.79898.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1452624_at 1.7 1.7 A A 0.91 0.78 0.3 NC 0.26 gb:BM900077 /DB_XREF=gi:19382865 /DB_XREF=UI-M-DJ1-btg-h-03-0-UI.s1 /CLONE=UI-M-DJ1-btg-h-03-0-UI /FEA=mRNA /CNT=177 /TID=Mm.2419
MOE430_2_1452626_a_ 10.5 14.7 A A 0.3 0.21 0.3 NC 0.35 gb:AK007494.1 /DB_XREF=gi:12841074 /FEA=mRNA /CNT=44 /TID=Mm.41915.1 /TIER=Stack /STK=25 /UG=Mm.41915 /LL=69064 /UG_GENE=1810014F1
MOE430_2_1452652_at 70.5 79.8 P P 0.005859 0.001953 0.3 NC 0.35 gb:BE981853 /DB_XREF=gi:10651401 /DB_XREF=UI-M-CG0p-bde-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bde-a-07-0-UI /FEA=mRNA /CNT=177 /TID=Mm.8
MOE430_2_1452660_s_ 199.6 239.5 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK012326.1 /DB_XREF=gi:12848993 /FEA=mRNA /CNT=183 /TID=Mm.22372.1 /TIER=Stack /STK=126 /UG=Mm.22372 /LL=67907 /UG_GENE=2700038
MOE430_2_1452671_s_ 746.4 907.7 P P 0.000244 0.000244 0.3 NC 0.00712 gb:BG071597 /DB_XREF=gi:12554166 /DB_XREF=H3101A01-3 /CLONE=H3101A01 /FEA=mRNA /CNT=250 /TID=Mm.203896.1 /TIER=Stack /STK=102 /U
MOE430_2_1452683_at 2064.4 2205.5 P P 0.000244 0.000244 0.3 I 0.001201 gb:AK003892.2 /DB_XREF=gi:15919894 /FEA=mRNA /CNT=162 /TID=Mm.29685.1 /TIER=Stack /STK=88 /UG=Mm.29685 /LL=68598 /UG_GENE=Dnajc8 /U
MOE430_2_1452689_at 339.3 419.9 P P 0.000244 0.000244 0.3 NC 0.006503 gb:AK010855.1 /DB_XREF=gi:12846585 /FEA=mRNA /CNT=109 /TID=Mm.30799.1 /TIER=Stack /STK=83 /UG=Mm.30799 /LL=70095 /UG_GENE=2500002M
MOE430_2_1452691_at 555.8 713.2 P P 0.000732 0.000732 0.3 NC 0.14 gb:BE986909 /DB_XREF=gi:10661717 /DB_XREF=UI-M-CG0p-bfa-d-05-0-UI.s1 /CLONE=UI-M-CG0p-bfa-d-05-0-UI /FEA=mRNA /CNT=122 /TID=Mm.22
MOE430_2_1452705_at 56.3 64.9 P P 0.01 0.02 0.3 NC 0.29 gb:AK004611.1 /DB_XREF=gi:12835898 /GEN=Ntan1 /FEA=mRNA /CNT=175 /TID=Mm.22635.2 /TIER=Stack /STK=72 /UG=Mm.22635 /LL=94184 /UG_TIT
MOE430_2_1452706_a_ 33.9 52 A A 0.14 0.11 0.3 NC 0.5 gb:BB475726 /DB_XREF=gi:16440066 /DB_XREF=BB475726 /CLONE=D330014J02 /FEA=mRNA /CNT=86 /TID=Mm.34169.1 /TIER=Stack /STK=67 /UG=M
MOE430_2_1452728_at 17.5 18.4 A P 0.14 0.005859 0.3 NC 0.01 gb:AK005197.1 /DB_XREF=gi:12837591 /FEA=mRNA /CNT=64 /TID=Mm.23299.1 /TIER=Stack /STK=58 /UG=Mm.23299 /LL=67703 /UG_GENE=1500010O2
MOE430_2_1452780_at 174.7 195.2 P P 0.000244 0.000244 0.3 NC 0.06 gb:AK008582.1 /DB_XREF=gi:12842855 /FEA=mRNA /CNT=284 /TID=Mm.35779.1 /TIER=Stack /STK=41 /UG=Mm.35779 /LL=71752 /UG_GENE=1300004C
MOE430_2_1452795_at 805.7 868.5 P P 0.000244 0.000244 0.3 I 0.000241 gb:BI150562 /DB_XREF=gi:14610563 /DB_XREF=602914928F1 /CLONE=IMAGE:5065399 /FEA=mRNA /CNT=73 /TID=Mm.28576.1 /TIER=Stack /STK=39 /
MOE430_2_1452808_at 98.2 106.8 M P 0.05 0.02 0.3 I 0.000438 gb:AK002717.1 /DB_XREF=gi:12832904 /FEA=mRNA /CNT=52 /TID=Mm.46241.1 /TIER=Stack /STK=37 /UG=Mm.46241 /LL=66069 /UG_GENE=Rnut1 /UG
MOE430_2_1452839_at 58.2 83.6 P P 0.000244 0.000244 0.3 NC 0.02 gb:AK010475.1 /DB_XREF=gi:12845948 /FEA=mRNA /CNT=43 /TID=Mm.5915.1 /TIER=Stack /STK=32 /UG=Mm.5915 /LL=69740 /UG_GENE=2410012M04R
MOE430_2_1452855_at 4.8 6.5 A A 0.53 0.43 0.3 NC 0.08 gb:AK010485.1 /DB_XREF=gi:12845966 /FEA=mRNA /CNT=30 /TID=Mm.46441.1 /TIER=Stack /STK=28 /UG=Mm.46441 /LL=76486 /UG_GENE=2410015A1
MOE430_2_1452862_at 38.4 50.9 P P 0.01 0.00293 0.3 NC 0.005409 gb:BE197381 /DB_XREF=gi:8709550 /DB_XREF=ug69f06.x1 /CLONE=IMAGE:1547651 /FEA=mRNA /CNT=89 /TID=Mm.37369.1 /TIER=Stack /STK=11 /UG
MOE430_2_1452865_at 27.1 30.9 A P 0.06 0.00293 0.3 NC 0.07 gb:AK009798.1 /DB_XREF=gi:12844815 /FEA=mRNA /CNT=29 /TID=Mm.196571.1 /TIER=Stack /STK=27 /UG=Mm.196571 /LL=69680 /UG_GENE=2310044
MOE430_2_1452872_at 105.4 119.1 P P 0.000244 0.000244 0.3 NC 0.1 gb:BM217754 /DB_XREF=gi:17777058 /DB_XREF=C0901F05-3 /CLONE=C0901F05 /FEA=mRNA /CNT=38 /TID=Mm.156522.1 /TIER=Stack /STK=26 /UG=
MOE430_2_1452899_at 605.1 733.2 P P 0.000244 0.000244 0.3 I 0.001651 gb:AK017440.1 /DB_XREF=gi:12856677 /FEA=mRNA /CNT=45 /TID=Mm.23086.2 /TIER=Stack /STK=23 /UG=Mm.23086 /LL=75745 /UG_GENE=Rian /UG_T
MOE430_2_1452925_a_ 379.6 478.4 P P 0.001953 0.001953 0.3 NC 0.008511 gb:AK009364.1 /DB_XREF=gi:12844117 /FEA=mRNA /CNT=106 /TID=Mm.203968.1 /TIER=Stack /STK=19 /UG=Mm.203968 /LL=69104 /UG_GENE=181001
MOE430_2_1452951_at 65.5 64 P P 0.001221 0.001953 0.3 NC 0.13 gb:AK010747.1 /DB_XREF=gi:12846408 /FEA=mRNA /CNT=29 /TID=Mm.74311.1 /TIER=Stack /STK=18 /UG=Mm.74311 /LL=73692 /UG_GENE=2410089E0



MOE430_2_1452985_at 62.5 57 P P 0.000244 0.000244 0.3 NC 0.02 gb:BF466442 /DB_XREF=gi:11535625 /DB_XREF=UI-M-CG0p-bqy-e-08-0-UI.s1 /CLONE=UI-M-CG0p-bqy-e-08-0-UI /FEA=mRNA /CNT=46 /TID=Mm.68
MOE430_2_1452996_a_ 107.2 115.4 P P 0.000244 0.000244 0.3 NC 0.005409 gb:BG070815 /DB_XREF=gi:12553472 /DB_XREF=H3092D11-3 /CLONE=H3092D11 /FEA=mRNA /CNT=22 /TID=Mm.24235.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1453007_at 212.8 217.1 P P 0.00415 0.001953 0.3 NC 0.04 gb:AK014271.1 /DB_XREF=gi:12852006 /FEA=mRNA /CNT=30 /TID=Mm.82341.1 /TIER=Stack /STK=13 /UG=Mm.82341 /LL=73212 /UG_GENE=3110082I17
MOE430_2_1453016_at 467.5 577.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK013636.1 /DB_XREF=gi:12851072 /FEA=mRNA /CNT=26 /TID=Mm.21787.1 /TIER=Stack /STK=12 /UG=Mm.21787 /LL=72938 /UG_GENE=2900042B1
MOE430_2_1453023_at 149.5 180.3 P P 0.000244 0.000244 0.3 NC 0.02 gb:AK003441.1 /DB_XREF=gi:12834114 /FEA=mRNA /CNT=33 /TID=Mm.28671.1 /TIER=Stack /STK=12 /UG=Mm.28671 /LL=71783 /UG_GENE=1110004O1
MOE430_2_1453030_at 72.7 91.3 P P 0.000244 0.000244 0.3 NC 0.08 gb:BB745314 /DB_XREF=gi:16148253 /DB_XREF=BB745314 /CLONE=F530007N10 /FEA=mRNA /CNT=112 /TID=Mm.98082.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1453035_at 69.2 78.4 P P 0.001221 0.001953 0.3 NC 0.07 gb:BM200788 /DB_XREF=gi:17754243 /DB_XREF=C0216B09-3 /CLONE=C0216B09 /FEA=mRNA /CNT=52 /TID=Mm.37870.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1453037_at 79.1 66.6 P P 0.03 0.03 0.3 NC 0.004073 gb:BQ031298 /DB_XREF=gi:19766577 /DB_XREF=UI-1-CF0-amg-f-08-0-UI.s1 /CLONE=UI-1-CF0-amg-f-08-0-UI /FEA=mRNA /CNT=23 /TID=Mm.17773
MOE430_2_1453046_at 0.6 0.5 A A 0.75 0.95 0.3 NC 0.62 gb:AK007159.1 /DB_XREF=gi:12840548 /FEA=mRNA /CNT=18 /TID=Mm.50068.1 /TIER=Stack /STK=11 /UG=Mm.50068 /LL=73549 /UG_GENE=1700110I0
MOE430_2_1453093_at 1.8 2.7 A A 0.82 0.78 0.3 NC 0.5 gb:AK018593.1 /DB_XREF=gi:12858378 /FEA=mRNA /CNT=75 /TID=Mm.133683.1 /TIER=Stack /STK=71 /UG=Mm.133683 /LL=74563 /UG_GENE=9130006
MOE430_2_1453129_a_ 235 284.5 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK004813.1 /DB_XREF=gi:12836276 /FEA=mRNA /CNT=35 /TID=Mm.196208.2 /TIER=ConsEnd /STK=0 /UG=Mm.196208 /LL=71729 /UG_GENE=Rgs12
MOE430_2_1453134_at 16.9 14.9 A A 0.19 0.08 0.3 NC 0.13 gb:BE647269 /DB_XREF=gi:9973052 /DB_XREF=UI-M-BH1-alv-b-07-0-UI.r1 /CLONE=UI-M-BH1-alv-b-07-0-UI /FEA=mRNA /CNT=64 /TID=Mm.197521
MOE430_2_1453136_at 21.2 27.9 P P 0.001221 0.000732 0.3 NC 0.06 gb:AW990618 /DB_XREF=gi:8186317 /DB_XREF=uf08f07.x1 /CLONE=IMAGE:1510789 /FEA=mRNA /CNT=54 /TID=Mm.142953.1 /TIER=Stack /STK=22 /U
MOE430_2_1453182_a_ 137.2 155.9 P P 0.005859 0.000732 0.3 NC 0.31 gb:BB220041 /DB_XREF=gi:8884994 /DB_XREF=BB220041 /CLONE=A530058H17 /FEA=mRNA /CNT=90 /TID=Mm.34659.2 /TIER=Stack /STK=15 /UG=M
MOE430_2_1453195_at 239.4 297.1 P P 0.000244 0.000244 0.3 NC 0.04 gb:AK014885.1 /DB_XREF=gi:12852986 /FEA=mRNA /CNT=151 /TID=Mm.21406.1 /TIER=ConsEnd /STK=3 /UG=Mm.21406 /LL=68112 /UG_GENE=C33001
MOE430_2_1453228_at 25.2 23.3 P P 0.02 0.01 0.3 NC 0.08 gb:AK017897.1 /DB_XREF=gi:12857382 /FEA=mRNA /CNT=19 /TID=Mm.86374.1 /TIER=Stack /STK=11 /UG=Mm.86374 /LL=74732 /UG_GENE=5830405C0
MOE430_2_1453240_a_ 45.2 46.6 P P 0.02 0.02 0.3 NC 0.14 gb:BB698883 /DB_XREF=gi:16047707 /DB_XREF=BB698883 /CLONE=7420406H06 /FEA=mRNA /CNT=30 /TID=Mm.196347.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1453243_at 24.8 31.5 P A 0.04 0.08 0.3 NC 0.5 gb:AV031869 /DB_XREF=gi:16356571 /DB_XREF=AV031869 /CLONE=1500031N04 /FEA=mRNA /CNT=28 /TID=Mm.52711.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1453250_at 1.3 0.9 A A 0.82 0.98 0.3 NC 0.58 gb:AK014863.1 /DB_XREF=gi:12852952 /FEA=mRNA /CNT=17 /TID=Mm.148848.1 /TIER=Stack /STK=10 /UG=Mm.148848 /LL=70853 /UG_GENE=4921511
MOE430_2_1453256_at 201.4 238.9 P P 0.000244 0.000244 0.3 NC 0.05 gb:BB772197 /DB_XREF=gi:16213888 /DB_XREF=BB772197 /CLONE=G370140N08 /FEA=mRNA /CNT=77 /TID=Mm.41154.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1453336_at 15.8 19.5 A P 0.06 0.02 0.3 NC 0.02 gb:AK017468.1 /DB_XREF=gi:12856716 /FEA=mRNA /CNT=8 /TID=Mm.31032.1 /TIER=ConsEnd /STK=6 /UG=Mm.31032 /LL=71440 /UG_GENE=5630400M
MOE430_2_1453340_at 0.8 0.6 A A 0.94 0.85 0.3 NC 0.01 gb:AV046434 /DB_XREF=gi:4866099 /DB_XREF=AV046434 /CLONE=1700057D03 /FEA=mRNA /CNT=7 /TID=Mm.78520.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1453379_at 14.8 17.4 A A 0.14 0.11 0.3 NC 0.13 gb:AK015848.1 /DB_XREF=gi:12854343 /FEA=mRNA /CNT=8 /TID=Mm.109433.1 /TIER=ConsEnd /STK=4 /UG=Mm.109433 /LL=74721 /UG_GENE=493051
MOE430_2_1453380_a_ 146.4 183.4 P P 0.000244 0.000244 0.3 NC 0.21 gb:AK010471.1 /DB_XREF=gi:12845940 /FEA=mRNA /CNT=8 /TID=Mm.34967.2 /TIER=ConsEnd /STK=4 /UG=Mm.34967 /LL=68876 /UG_GENE=1110068E
MOE430_2_1453403_at 3.3 4 A A 0.56 0.56 0.3 NC 0.44 gb:AK008755.1 /DB_XREF=gi:12843145 /FEA=mRNA /CNT=5 /TID=Mm.17618.1 /TIER=ConsEnd /STK=4 /UG=Mm.17618 /LL=70147 /UG_GENE=2210019I1
MOE430_2_1453409_at 66.2 82.3 P P 0.000732 0.00415 0.3 NC 0.5 gb:AK004156.1 /DB_XREF=gi:12835233 /FEA=mRNA /CNT=5 /TID=Mm.196145.1 /TIER=ConsEnd /STK=4 /UG=Mm.196145 /LL=68755 /UG_GENE=111003
MOE430_2_1453420_at 17.5 15.8 A A 0.27 0.36 0.3 NC 0.25 gb:AV262723 /DB_XREF=gi:16389075 /DB_XREF=AV262723 /CLONE=4930431K23 /FEA=mRNA /CNT=9 /TID=Mm.83888.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1453434_at 19.5 15.3 P P 0.03 0.02 0.3 NC 0.5 gb:AK003812.1 /DB_XREF=gi:12834703 /FEA=mRNA /CNT=8 /TID=Mm.54132.1 /TIER=ConsEnd /STK=3 /UG=Mm.54132 /LL=76311 /UG_GENE=1110019D
MOE430_2_1453438_x_ 0.4 0.9 A A 0.96 0.72 0.3 NC 0.09 gb:AK008685.1 /DB_XREF=gi:12843031 /FEA=mRNA /CNT=6 /TID=Mm.203967.1 /TIER=ConsEnd /STK=3 /UG=Mm.203967 /LL=70058 /UG_GENE=221000
MOE430_2_1453451_at 9.1 7.2 A A 0.3 0.3 0.3 NC 0.5 gb:AV351927 /DB_XREF=gi:6392984 /DB_XREF=AV351927 /CLONE=6820402I19 /FEA=mRNA /CNT=4 /TID=Mm.133504.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1453463_at 1 0.9 A A 0.56 0.91 0.3 NC 0.36 gb:AK006106.1 /DB_XREF=gi:12839030 /FEA=mRNA /CNT=4 /TID=Mm.74996.1 /TIER=ConsEnd /STK=3 /UG=Mm.74996 /LL=76406 /UG_GENE=1700019B
MOE430_2_1453465_x_ 16.6 21.3 A A 0.21 0.24 0.3 NC 0.5 gb:AK013448.1 /DB_XREF=gi:12850809 /FEA=mRNA /CNT=4 /TID=Mm.45223.1 /TIER=ConsEnd /STK=3 /UG=Mm.45223 /LL=72819 /UG_GENE=2810487F
MOE430_2_1453466_at 9.2 11.2 P P 0.03 0.03 0.3 NC 0.07 gb:AK013825.1 /DB_XREF=gi:12851332 /GEN=Rps6 /FEA=mRNA /CNT=43 /TID=Mm.1139.2 /TIER=ConsEnd /STK=2 /UG=Mm.1139 /LL=20104 /UG_TITLE
MOE430_2_1453523_at 2.9 3.9 A A 0.33 0.46 0.3 NC 0.5 gb:AK020698.1 /DB_XREF=gi:12861359 /FEA=mRNA /CNT=6 /TID=Mm.31346.1 /TIER=ConsEnd /STK=2 /UG=Mm.31346 /LL=77914 /UG_GENE=A030006P
MOE430_2_1453570_x_ 233.5 279.6 P P 0.000732 0.000732 0.3 NC 0.44 gb:AV252862 /DB_XREF=gi:6240321 /DB_XREF=AV252862 /CLONE=4833442N02 /FEA=mRNA /CNT=29 /TID=Mm.155696.3 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453581_at 146.3 155.9 P P 0.000244 0.000244 0.3 I 0.001651 gb:BB361436 /DB_XREF=gi:16405945 /DB_XREF=BB361436 /CLONE=C130004H01 /FEA=mRNA /CNT=24 /TID=Mm.200630.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453606_at 0.3 0.4 A A 0.98 0.88 0.3 NC 0.29 gb:AI427781 /DB_XREF=gi:4273707 /DB_XREF=ml32a06.x1 /CLONE=IMAGE:513682 /FEA=mRNA /CNT=6 /TID=Mm.140124.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453611_at 4.1 7.4 A A 0.43 0.39 0.3 NC 0.12 gb:BB367420 /DB_XREF=gi:9079249 /DB_XREF=BB367420 /CLONE=C130037N06 /FEA=mRNA /CNT=7 /TID=Mm.132948.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453626_at 9.6 12.4 A P 0.19 0.01 0.3 NC 0.09 gb:AK014460.1 /DB_XREF=gi:12852327 /FEA=mRNA /CNT=8 /TID=Mm.23076.1 /TIER=ConsEnd /STK=1 /UG=Mm.23076 /LL=74027 /UG_GENE=3930402G
MOE430_2_1453635_at 5.9 4.9 A A 0.78 0.91 0.3 NC 0.3 gb:AK016529.1 /DB_XREF=gi:12855310 /FEA=mRNA /CNT=5 /TID=Mm.159176.1 /TIER=ConsEnd /STK=1 /UG=Mm.159176 /LL=74374 /UG_GENE=493241
MOE430_2_1453639_s_ 17.9 24.2 P P 0.02 0.01 0.3 NC 0.07 gb:AK016995.1 /DB_XREF=gi:12856030 /FEA=mRNA /CNT=5 /TID=Mm.196314.1 /TIER=ConsEnd /STK=1 /UG=Mm.196314 /LL=71260 /UG_GENE=493343
MOE430_2_1453643_at 0.7 2 A A 0.87 0.85 0.3 NC 0.36 gb:AK005609.1 /DB_XREF=gi:12838274 /FEA=mRNA /CNT=5 /TID=Mm.45109.1 /TIER=ConsEnd /STK=1 /UG=Mm.45109 /LL=69315 /UG_GENE=1700001L
MOE430_2_1453674_at 0.2 1 A A 0.99 0.75 0.3 NC 0.34 gb:AK019924.1 /DB_XREF=gi:12860326 /FEA=mRNA /CNT=4 /TID=Mm.23803.2 /TIER=ConsEnd /STK=1 /UG=Mm.23803 /LL=14538 /UG_GENE=Gcnt2 /U
MOE430_2_1453676_at 8.5 26.3 A A 0.43 0.06 0.3 NC 0.13 gb:AK020949.1 /DB_XREF=gi:12861694 /FEA=mRNA /CNT=4 /TID=Mm.160032.1 /TIER=ConsEnd /STK=1 /UG=Mm.160032 /LL=77968 /UG_GENE=A93004
MOE430_2_1453726_s_ 212.6 263 P P 0.000244 0.000244 0.3 NC 0.04 gb:AK013022.1 /DB_XREF=gi:12850128 /FEA=mRNA /CNT=61 /TID=Mm.218294.1 /TIER=ConsEnd /STK=0 /UG=Mm.218294 /LL=69227 /UG_GENE=28104
MOE430_2_1453731_a_ 96.2 121 P P 0.00293 0.000732 0.3 NC 0.009292 gb:AK015888.1 /DB_XREF=gi:12854403 /FEA=mRNA /CNT=20 /TID=Mm.180776.3 /TIER=ConsEnd /STK=0 /UG=Mm.180776 /LL=67171 /UG_GENE=26103
MOE430_2_1453753_at 3.8 4.2 A A 0.33 0.43 0.3 NC 0.5 gb:AK012919.1 /DB_XREF=gi:12849971 /FEA=mRNA /CNT=13 /TID=Mm.189102.1 /TIER=ConsEnd /STK=0 /UG=Mm.189102 /LL=76843 /UG_GENE=28100
MOE430_2_1453755_at 53.1 76.3 P P 0.00415 0.00415 0.3 NC 0.11 gb:BM951302 /DB_XREF=gi:19434892 /DB_XREF=UI-M-EH0-bus-j-23-0-UI.r1 /CLONE=IMAGE:5686390 /FEA=mRNA /CNT=19 /TID=Mm.45659.1 /TIER=C
MOE430_2_1453780_at 9.5 6.9 A A 0.39 0.19 0.3 NC 0.01 gb:AA863600 /DB_XREF=gi:2956079 /DB_XREF=vx05e05.r1 /CLONE=IMAGE:1263584 /FEA=mRNA /CNT=8 /TID=Mm.89123.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453783_at 7.7 12.9 P P 0.005859 0.008057 0.3 NC 0.4 gb:BE864772 /DB_XREF=gi:10386149 /DB_XREF=UI-M-BH1-aly-h-04-0-UI.r1 /CLONE=UI-M-BH1-aly-h-04-0-UI /FEA=mRNA /CNT=16 /TID=Mm.21456
MOE430_2_1453796_a_ 198.2 258.5 P P 0.000244 0.000244 0.3 NC 0.003699 gb:AK016275.1 /DB_XREF=gi:12854943 /FEA=mRNA /CNT=7 /TID=Mm.22179.2 /TIER=ConsEnd /STK=0 /UG=Mm.22179 /LL=67456 /UG_GENE=1200009B
MOE430_2_1453800_at 1.9 1.4 A A 0.96 0.91 0.3 NC 0.22 gb:BF178615 /DB_XREF=gi:11056757 /DB_XREF=601807989F1 /CLONE=IMAGE:4038454 /FEA=mRNA /CNT=10 /TID=Mm.171315.1 /TIER=ConsEnd /STK=
MOE430_2_1453804_a_ 198.3 299.7 P P 0.000244 0.000244 0.3 NC 0.07 gb:AK011550.1 /DB_XREF=gi:12847746 /FEA=mRNA /CNT=8 /TID=Mm.21834.2 /TIER=ConsEnd /STK=0 /UG=Mm.21834 /LL=26428 /UG_GENE=Orc4 /UG
MOE430_2_1453824_at 28.5 24.6 P P 0.03 0.04 0.3 NC 0.5 gb:BG085812 /DB_XREF=gi:12568376 /DB_XREF=H3118B05-5 /CLONE=H3118B05 /FEA=mRNA /CNT=5 /TID=Mm.87335.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453846_at 21.3 30.5 P P 0.000732 0.008057 0.3 NC 0.5 gb:AK012891.1 /DB_XREF=gi:12849933 /FEA=mRNA /CNT=4 /TID=Mm.159828.1 /TIER=ConsEnd /STK=0 /UG=Mm.159828 /LL=77026 /UG_GENE=281004
MOE430_2_1453850_at 2.4 3.9 A A 0.46 0.56 0.3 NC 0.5 gb:BM935058 /DB_XREF=gi:19394210 /DB_XREF=UI-M-BH3-aqw-f-10-0-UI.r1 /CLONE=UI-M-BH3-aqw-f-10-0-UI /FEA=mRNA /CNT=4 /TID=Mm.10340
MOE430_2_1453853_a_ 21.2 26.2 P P 0.000244 0.000244 0.3 NC 0.29 gb:AI481688 /DB_XREF=gi:4374914 /DB_XREF=vh28h11.x1 /CLONE=IMAGE:876837 /FEA=mRNA /CNT=4 /TID=Mm.101659.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453863_at 48.1 70.3 P P 0.00293 0.001221 0.3 I 0.000273 gb:AI430424 /DB_XREF=gi:4276260 /DB_XREF=mf77f03.y1 /CLONE=IMAGE:420317 /FEA=mRNA /CNT=4 /TID=Mm.158342.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453868_at 2 2.4 A A 0.72 0.66 0.3 NC 0.44 gb:AK016821.1 /DB_XREF=gi:12855762 /FEA=mRNA /CNT=3 /TID=Mm.182293.1 /TIER=ConsEnd /STK=0 /UG=Mm.182293 /LL=74453 /UG_GENE=493341
MOE430_2_1453886_a_ 16 23.6 A M 0.33 0.05 0.3 NC 0.4 gb:AK017037.1 /DB_XREF=gi:12856093 /FEA=mRNA /CNT=3 /TID=Mm.80542.4 /TIER=ConsEnd /STK=2 /UG=Mm.80542 /LL=67582 /UG_GENE=4930433D
MOE430_2_1453918_at 2.4 1.2 A A 0.66 0.93 0.3 NC 0.42 gb:AK016929.1 /DB_XREF=gi:12855922 /FEA=mRNA /CNT=2 /TID=Mm.85005.1 /TIER=ConsEnd /STK=1 /UG=Mm.85005 /LL=71072 /UG_GENE=4933426F
MOE430_2_1453921_at 0.7 0.6 A A 0.99 0.99 0.3 NC 0.5 gb:AV262303 /DB_XREF=gi:6250226 /DB_XREF=AV262303 /CLONE=4930429F11 /FEA=mRNA /CNT=2 /TID=Mm.50226.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453952_at 2.6 13.5 A M 0.39 0.05 0.3 NC 0.03 gb:AK016278.1 /DB_XREF=gi:12854947 /FEA=mRNA /CNT=2 /TID=Mm.159630.1 /TIER=ConsEnd /STK=1 /UG=Mm.159630 /LL=75943 /UG_GENE=493057
MOE430_2_1453983_a_ 92.5 128.5 P P 0.000244 0.00293 0.3 NC 0.14 gb:BC003467.1 /DB_XREF=gi:14707972 /FEA=mRNA /CNT=2 /TID=Mm.45748.3 /TIER=ConsEnd /STK=0 /UG=Mm.45748 /LL=67493 /UG_GENE=2810013M
MOE430_2_1453996_a_ 0.4 0.9 A A 0.98 0.87 0.3 NC 0.28 gb:AK005389.1 /DB_XREF=gi:12837901 /FEA=mRNA /CNT=2 /TID=Mm.46079.2 /TIER=ConsEnd /STK=0 /UG=Mm.46079 /LL=117066 /UG_GENE=Cts3 /UG
MOE430_2_1454018_at 21.7 34.5 P P 0.001221 0.000244 0.3 NC 0.09 gb:AK014829.1 /DB_XREF=gi:12852898 /GEN=Tlk2 /FEA=mRNA /CNT=1 /TID=Mm.4557.3 /TIER=ConsEnd /STK=0 /UG=Mm.4557 /LL=24086 /UG_TITLE=
MOE430_2_1454043_a_ 7.1 6.2 A A 0.46 0.43 0.3 NC 0.5 gb:AK015412.1 /DB_XREF=gi:12853746 /GEN=Kcnab1 /FEA=mRNA /CNT=1 /TID=Mm.1438.3 /TIER=ConsEnd /STK=0 /UG=Mm.1438 /LL=16497 /UG_TITL
MOE430_2_1454060_a_ 120.5 175 P P 0.000244 0.000244 0.3 NC 0.05 gb:AK010412.1 /DB_XREF=gi:12845835 /GEN=Nras /FEA=mRNA /CNT=1 /TID=Mm.734.2 /TIER=ConsEnd /STK=0 /UG=Mm.734 /LL=18176 /UG_TITLE=ne
MOE430_2_1454064_a_ 196.9 230.6 P P 0.000244 0.000244 0.3 NC 0.004073 gb:AK013419.1 /DB_XREF=gi:12850767 /FEA=mRNA /CNT=1 /TID=Mm.42154.3 /TIER=ConsEnd /STK=0 /UG=Mm.42154 /LL=56515 /UG_GENE=Trif-pendi
MOE430_2_1454089_at 1.8 2.8 A A 0.72 0.69 0.3 NC 0.5 gb:AK017014.1 /DB_XREF=gi:12856054 /FEA=mRNA /CNT=1 /TID=Mm.158650.1 /TIER=ConsEnd /STK=0 /UG=Mm.158650 /LL=71281 /UG_GENE=493343
MOE430_2_1454126_at 0.6 0.7 A A 0.98 0.93 0.3 NC 0.5 gb:AK002931.1 /DB_XREF=gi:12833278 /FEA=mRNA /CNT=1 /TID=Mm.158205.1 /TIER=ConsEnd /STK=0 /UG=Mm.158205 /LL=68402 /UG_GENE=071000
MOE430_2_1454142_a_ 244.3 262.6 P P 0.000244 0.000244 0.3 NC 0.01 gb:AK011891.1 /DB_XREF=gi:12848294 /FEA=mRNA /CNT=1 /TID=Mm.18834.2 /TIER=ConsEnd /STK=0 /UG=Mm.18834 /LL=103136 /UG_GENE=2310058A
MOE430_2_1454158_at 0.5 0.7 A A 0.8 0.69 0.3 NC 0.42 gb:AK012883.1 /DB_XREF=gi:12849921 /FEA=mRNA /CNT=1 /TID=Mm.158861.1 /TIER=ConsEnd /STK=0 /UG=Mm.158861 /LL=72673 /UG_GENE=281003
MOE430_2_1454180_at 29.4 31.3 P P 0.04 0.02 0.3 NC 0.5 gb:AK011447.1 /DB_XREF=gi:12847576 /FEA=mRNA /CNT=1 /TID=Mm.75197.1 /TIER=ConsEnd /STK=0 /UG=Mm.75197 /LL=69199 /UG_GENE=2610018I0
MOE430_2_1454202_a_ 0.2 0.3 A A 0.97 0.99 0.3 NC 0.64 gb:AK006856.1 /DB_XREF=gi:12840135 /FEA=mRNA /CNT=1 /TID=Mm.73222.1 /TIER=ConsEnd /STK=0 /UG=Mm.73222 /LL=73376 /UG_GENE=1700061J
MOE430_2_1454245_at 9.1 13.6 A A 0.43 0.06 0.3 NC 0.08 gb:AK015672.1 /DB_XREF=gi:12854092 /FEA=mRNA /CNT=1 /TID=Mm.159375.1 /TIER=ConsEnd /STK=0 /UG=Mm.159375 /LL=74943 /UG_GENE=493050
MOE430_2_1454250_at 22.8 32 P P 0.03 0.005859 0.3 NC 0.2 gb:AK016259.1 /DB_XREF=gi:12854918 /FEA=mRNA /CNT=1 /TID=Mm.159621.1 /TIER=ConsEnd /STK=0 /UG=Mm.159621 /LL=75914 /UG_GENE=493056
MOE430_2_1454252_at 6.8 10.3 A P 0.24 0.01 0.3 NC 0.4 gb:AK020207.1 /DB_XREF=gi:12860719 /FEA=mRNA /CNT=1 /TID=Mm.159865.1 /TIER=ConsEnd /STK=0 /UG=Mm.159865 /LL=77209 /UG_GENE=803045
MOE430_2_1454261_at 0.9 1.5 A A 0.75 0.66 0.3 NC 0.5 gb:AK021412.1 /DB_XREF=gi:12862296 /FEA=mRNA /CNT=1 /TID=Mm.160093.1 /TIER=ConsEnd /STK=0 /UG=Mm.160093 /LL=78547 /UG_GENE=E13030
MOE430_2_1454265_a_ 2.1 1.8 A A 0.8 0.69 0.3 NC 0.01 gb:AK011569.1 /DB_XREF=gi:12847777 /GEN=Abcb10 /FEA=mRNA /CNT=1 /TID=Mm.143731.2 /TIER=ConsEnd /STK=0 /UG=Mm.143731 /LL=56199 /UG
MOE430_2_1454286_at 16.2 23.2 A P 0.09 0.01 0.3 NC 0.5 gb:AV007471 /DB_XREF=gi:4784458 /DB_XREF=AV007471 /CLONE=1110004M10 /FEA=mRNA /CNT=4 /TID=Mm.158212.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454350_at 11 15.3 M P 0.05 0.01 0.3 NC 0.5 gb:AV381549 /DB_XREF=gi:6430626 /DB_XREF=AV381549 /CLONE=9230116I04 /FEA=mRNA /CNT=2 /TID=Mm.99754.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1454351_at 1.3 0.5 A A 0.8 0.88 0.3 NC 0.27 gb:AK017064.1 /DB_XREF=gi:12856132 /FEA=mRNA /CNT=2 /TID=Mm.158664.1 /TIER=ConsEnd /STK=0 /UG=Mm.158664 /LL=71309 /UG_GENE=493343
MOE430_2_1454389_at 5.7 6.9 A A 0.19 0.17 0.3 NC 0.4 gb:AK013756.1 /DB_XREF=gi:12851242 /FEA=mRNA /CNT=2 /TID=Mm.221000.1 /TIER=ConsEnd /STK=0 /UG=Mm.221000 /LL=76977 /UG_GENE=290006
MOE430_2_1454394_at 3.2 5.3 A A 0.53 0.56 0.3 NC 0.5 gb:AK016541.1 /DB_XREF=gi:12855326 /FEA=mRNA /CNT=1 /TID=Mm.159181.1 /TIER=ConsEnd /STK=0 /UG=Mm.159181 /LL=74382 /UG_GENE=493243
MOE430_2_1454402_at 16.1 19 P P 0.001221 0.000732 0.3 NC 0.37 gb:AK014195.1 /DB_XREF=gi:12851895 /FEA=mRNA /CNT=1 /TID=Mm.219772.1 /TIER=ConsEnd /STK=0 /UG=Mm.219772 /LL=73233 /UG_GENE=311004
MOE430_2_1454408_at 0.6 0.6 A A 0.75 0.78 0.3 NC 0.25 gb:AK016038.1 /DB_XREF=gi:12854622 /FEA=mRNA /CNT=1 /TID=Mm.159594.1 /TIER=ConsEnd /STK=0 /UG=Mm.159594 /LL=75830 /UG_GENE=493054
MOE430_2_1454418_at 10 11.1 A A 0.3 0.36 0.3 NC 0.26 gb:AK019900.1 /DB_XREF=gi:12860293 /FEA=mRNA /CNT=1 /TID=Mm.160075.1 /TIER=ConsEnd /STK=0 /UG=Mm.160075 /LL=78279 /UG_GENE=533042
MOE430_2_1454431_at 3.6 4.4 A A 0.6 0.6 0.3 NC 0.5 gb:AK018556.1 /DB_XREF=gi:12858318 /FEA=mRNA /CNT=1 /TID=Mm.158728.1 /TIER=ConsEnd /STK=0 /UG=Mm.158728 /LL=71569 /UG_GENE=903061
MOE430_2_1454467_at 0.4 1.3 A A 0.8 0.8 0.3 NC 0.27 gb:AK015044.1 /DB_XREF=gi:12853232 /FEA=mRNA /CNT=1 /TID=Mm.159068.1 /TIER=ConsEnd /STK=0 /UG=Mm.159068 /LL=73812 /UG_GENE=493040
MOE430_2_1454519_at 5.9 4.5 A A 0.19 0.27 0.3 NC 0.16 gb:AK015242.1 /DB_XREF=gi:12853501 /FEA=mRNA /CNT=1 /TID=Mm.159059.1 /TIER=ConsEnd /STK=0 /UG=Mm.159059 /LL=73786 /UG_GENE=493042
MOE430_2_1454562_at 13.7 23.5 A A 0.08 0.12 0.3 NC 0.22 gb:AK015649.1 /DB_XREF=gi:12854061 /FEA=mRNA /CNT=1 /TID=Mm.159398.1 /TIER=ConsEnd /STK=0 /UG=Mm.159398 /LL=75011 /UG_GENE=493048
MOE430_2_1454576_at 5.3 10.3 A A 0.39 0.24 0.3 NC 0.5 gb:AK020707.1 /DB_XREF=gi:12861375 /FEA=mRNA /CNT=1 /TID=Mm.159985.1 /TIER=ConsEnd /STK=0 /UG=Mm.159985 /LL=77747 /UG_GENE=A23010
MOE430_2_1454579_at 1.1 2.5 A A 0.72 0.5 0.3 NC 0.18 gb:AK015570.1 /DB_XREF=gi:12853964 /FEA=mRNA /CNT=1 /TID=Mm.159374.1 /TIER=ConsEnd /STK=0 /UG=Mm.159374 /LL=74940 /UG_GENE=493047
MOE430_2_1454585_at 9.5 10.2 A M 0.24 0.05 0.3 NC 0.01 gb:AK004381.1 /DB_XREF=gi:12835541 /FEA=mRNA /CNT=1 /TID=Mm.158227.1 /TIER=ConsEnd /STK=0 /UG=Mm.158227 /LL=68919 /UG_GENE=111006
MOE430_2_1454610_at 975.7 1321.1 P P 0.000244 0.000244 0.3 NC 0.005409 gb:BI689183 /DB_XREF=gi:15651812 /DB_XREF=603315994F1 /CLONE=IMAGE:5355814 /FEA=EST /CNT=297 /TID=Mm.141945.4 /TIER=Stack /STK=160 
MOE430_2_1454635_at 158.8 155.1 P P 0.000244 0.000732 0.3 NC 0.01 gb:BB321995 /DB_XREF=gi:15411410 /DB_XREF=BB321995 /CLONE=B330006A22 /FEA=EST /CNT=151 /TID=Mm.18968.1 /TIER=Stack /STK=110 /UG=M
MOE430_2_1454656_at 14.2 18.2 A A 0.19 0.24 0.3 NC 0.5 gb:AV271736 /DB_XREF=gi:16390059 /DB_XREF=AV271736 /CLONE=4931413O15 /FEA=EST /CNT=104 /TID=Mm.6519.1 /TIER=Stack /STK=91 /UG=Mm
MOE430_2_1454660_at 64.8 93 P P 0.000244 0.000244 0.3 NC 0.35 gb:BB367590 /DB_XREF=gi:16406554 /DB_XREF=BB367590 /CLONE=C130038J19 /FEA=EST /CNT=88 /TID=Mm.45381.1 /TIER=Stack /STK=88 /UG=Mm
MOE430_2_1454663_at 260.6 356.3 P P 0.000244 0.000244 0.3 I 0.000692 gb:AW537726 /DB_XREF=gi:7180239 /DB_XREF=G0120H05-3 /CLONE=G0120H05 /FEA=EST /CNT=467 /TID=Mm.196515.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1454664_a_ 440.1 556.7 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BI104847 /DB_XREF=gi:14555740 /DB_XREF=602892621F1 /CLONE=IMAGE:5037773 /FEA=EST /CNT=467 /TID=Mm.196515.1 /TIER=Stack /STK=38 /
MOE430_2_1454698_at 559 626.4 P P 0.000244 0.000244 0.3 NC 0.14 gb:BG075943 /DB_XREF=gi:12558512 /DB_XREF=H3153F07-3 /CLONE=H3153F07 /FEA=EST /CNT=113 /TID=Mm.21092.1 /TIER=Stack /STK=69 /UG=M
MOE430_2_1454737_at 1.2 0.3 A A 0.69 0.88 0.3 NC 0.64 gb:AV295798 /DB_XREF=gi:16392753 /DB_XREF=AV295798 /CLONE=5730436P19 /FEA=EST /CNT=74 /TID=Mm.16479.3 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1454743_at 578.3 849.1 P P 0.000244 0.000244 0.3 NC 0.02 gb:BQ177153 /DB_XREF=gi:20352645 /DB_XREF=UI-M-DJ2-bwa-d-08-0-UI.s1 /CLONE=UI-M-DJ2-bwa-d-08-0-UI /FEA=EST /CNT=106 /TID=Mm.3051
MOE430_2_1454779_s_ 100.7 100.1 P P 0.00293 0.000244 0.3 NC 0.22 gb:BG072034 /DB_XREF=gi:12554603 /DB_XREF=H3105H11-3 /CLONE=H3105H11 /FEA=EST /CNT=59 /TID=Mm.35465.3 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1454801_at 104.1 116.2 P P 0.001221 0.000732 0.3 NC 0.01 gb:BG066840 /DB_XREF=gi:12549409 /DB_XREF=H3047E11-3 /CLONE=H3047E11 /FEA=EST /CNT=55 /TID=Mm.7463.1 /TIER=Stack /STK=46 /UG=Mm.
MOE430_2_1454802_x_ 775.3 1188.3 P P 0.000732 0.000244 0.3 NC 0.005409 gb:BB140664 /DB_XREF=gi:8795601 /DB_XREF=BB140664 /CLONE=9830170H05 /FEA=EST /CNT=48 /TID=Mm.200582.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1454827_at 33.6 36 A A 0.09 0.11 0.3 NC 0.5 gb:BG070415 /DB_XREF=gi:12552984 /DB_XREF=H3087B02-3 /CLONE=H3087B02 /FEA=EST /CNT=62 /TID=Mm.25942.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1454841_at 71.3 86.3 P P 0.000244 0.000244 0.3 NC 0.21 gb:AV254619 /DB_XREF=gi:15405306 /DB_XREF=AV254619 /CLONE=4921511H13 /FEA=EST /CNT=56 /TID=Mm.31235.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1454847_at 155.1 195.1 P P 0.000244 0.000732 0.3 NC 0.14 gb:BG917242 /DB_XREF=gi:14297718 /DB_XREF=602816518F1 /CLONE=IMAGE:4945493 /FEA=EST /CNT=130 /TID=Mm.205393.1 /TIER=Stack /STK=41 
MOE430_2_1454918_at 161.7 233.8 P P 0.000244 0.000244 0.3 NC 0.5 gb:BB794868 /DB_XREF=gi:16964487 /DB_XREF=BB794868 /CLONE=G431002D23 /FEA=EST /CNT=137 /TID=Mm.31227.1 /TIER=Stack /STK=35 /UG=M
MOE430_2_1454922_at 362.3 507 P P 0.000244 0.000244 0.3 NC 0.01 gb:BM246326 /DB_XREF=gi:17881596 /DB_XREF=K0736E09-3 /CLONE=K0736E09 /FEA=EST /CNT=74 /TID=Mm.19003.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1454935_at 156.7 183.4 P P 0.000244 0.000244 0.3 NC 0.02 gb:BB521491 /DB_XREF=gi:16443514 /DB_XREF=BB521491 /CLONE=D930001I22 /FEA=EST /CNT=99 /TID=Mm.28554.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1454939_at 38 46.8 P P 0.000244 0.000244 0.3 NC 0.05 gb:BB268102 /DB_XREF=gi:15410813 /DB_XREF=BB268102 /CLONE=A830033I18 /FEA=EST /CNT=42 /TID=Mm.145220.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1454963_at 110.1 126.3 P P 0.000244 0.000244 0.3 NC 0.05 gb:BQ127172 /DB_XREF=gi:20201083 /DB_XREF=ii60f05.x1 /CLONE=IMAGE:5946009 /FEA=EST /CNT=45 /TID=Mm.1486.3 /TIER=Stack /STK=32 /UG=M
MOE430_2_1454965_at 382.5 466.9 P P 0.000244 0.000244 0.3 NC 0.008511 gb:BE980088 /DB_XREF=gi:10647694 /DB_XREF=UI-M-CG0-bcs-c-12-0-UI.s1 /CLONE=UI-M-CG0-bcs-c-12-0-UI /FEA=EST /CNT=45 /TID=Mm.26101.
MOE430_2_1454988_s_ 202.5 282.8 P P 0.000244 0.000244 0.3 NC 0.03 gb:BI695763 /DB_XREF=gi:15658392 /DB_XREF=603347019F1 /CLONE=IMAGE:5374468 /FEA=EST /CNT=46 /TID=Mm.91172.1 /TIER=Stack /STK=31 /UG
MOE430_2_1454990_at 153.7 186.6 P P 0.000244 0.000244 0.3 NC 0.002753 gb:AV273623 /DB_XREF=gi:16390356 /DB_XREF=AV273623 /CLONE=4932412F22 /FEA=EST /CNT=120 /TID=Mm.30659.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1454994_at 134.8 182.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BI695250 /DB_XREF=gi:15657879 /DB_XREF=603345106F1 /CLONE=IMAGE:5373048 /FEA=EST /CNT=52 /TID=Mm.31093.1 /TIER=Stack /STK=30 /UG
MOE430_2_1455013_at 153.1 228.5 P P 0.000244 0.000244 0.3 NC 0.006503 gb:AW551927 /DB_XREF=gi:7197350 /DB_XREF=L0205G04-3 /CLONE=L0205G04 /FEA=EST /CNT=47 /TID=Mm.200582.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455048_at 394.5 506.9 P P 0.000244 0.000244 0.3 I 0.000346 gb:BG075582 /DB_XREF=gi:12558151 /DB_XREF=H3149A05-3 /CLONE=H3149A05 /FEA=EST /CNT=68 /TID=Mm.89706.2 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455055_at 114.2 151.3 P P 0.00415 0.001953 0.3 NC 0.13 gb:BE952263 /DB_XREF=gi:10592549 /DB_XREF=UI-M-CD0-ayk-f-04-0-UI.s1 /CLONE=UI-M-CD0-ayk-f-04-0-UI /FEA=EST /CNT=35 /TID=Mm.104850.
MOE430_2_1455058_at 252.1 344.2 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BM118290 /DB_XREF=gi:17081308 /DB_XREF=L0863H05-3 /CLONE=L0863H05 /FEA=EST /CNT=71 /TID=Mm.6128.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1455063_at 39 43.2 P P 0.000244 0.000244 0.3 NC 0.26 gb:AW061290 /DB_XREF=gi:6009041 /DB_XREF=UI-M-BH1-anw-b-07-0-UI.s1 /CLONE=UI-M-BH1-anw-b-07-0-UI /FEA=EST /CNT=29 /TID=Mm.119235
MOE430_2_1455067_at 21.3 31.7 P P 0.03 0.008057 0.3 NC 0.01 gb:BG070051 /DB_XREF=gi:12552543 /DB_XREF=H3082B11-3 /CLONE=H3082B11 /FEA=EST /CNT=89 /TID=Mm.28319.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455095_at 9.7 15.6 M P 0.05 0.005859 0.3 NC 0.09 gb:BB667233 /DB_XREF=gi:16398682 /DB_XREF=BB667233 /CLONE=6820436J19 /FEA=EST /CNT=39 /TID=Mm.5220.1 /TIER=Stack /STK=25 /UG=Mm.5
MOE430_2_1455108_at 116 126.7 P P 0.000244 0.000244 0.3 NC 0.17 gb:BM119888 /DB_XREF=gi:17087914 /DB_XREF=L0931G10-3 /CLONE=L0931G10 /FEA=EST /CNT=33 /TID=Mm.182233.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455115_a_ 28.6 30.2 A A 0.27 0.24 0.3 NC 0.07 gb:AU015319 /DB_XREF=gi:3370110 /DB_XREF=AU015319 /CLONE=J0710D11 /FEA=EST /CNT=28 /TID=Mm.23982.2 /TIER=Stack /STK=24 /UG=Mm.23
MOE430_2_1455158_at 21.7 17.2 M P 0.05 0.01 0.3 NC 0.16 gb:BI664675 /DB_XREF=gi:15578908 /DB_XREF=603288148F1 /CLONE=IMAGE:5322467 /FEA=EST /CNT=32 /TID=Mm.200346.1 /TIER=Stack /STK=22 /U
MOE430_2_1455189_at 49.5 71.5 P P 0.001953 0.001953 0.3 NC 0.02 gb:BB400432 /DB_XREF=gi:15411780 /DB_XREF=BB400432 /CLONE=C330018I10 /FEA=EST /CNT=25 /TID=Mm.100128.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455201_x_ 0.7 3.2 A A 0.91 0.72 0.3 NC 0.44 gb:AI194999 /DB_XREF=gi:3747605 /DB_XREF=ui59d01.x1 /CLONE=IMAGE:1886689 /FEA=EST /CNT=21 /TID=Mm.26743.3 /TIER=Stack /STK=21 /UG=M
MOE430_2_1455206_at 241.4 254 P P 0.000244 0.000244 0.3 NC 0.06 gb:BQ175276 /DB_XREF=gi:20350768 /DB_XREF=UI-M-DJ2-bwc-i-22-0-UI.s1 /CLONE=UI-M-DJ2-bwc-i-22-0-UI /FEA=EST /CNT=60 /TID=Mm.24436.1
MOE430_2_1455246_at 225.7 357.8 P P 0.000244 0.000244 0.3 I 0.000167 gb:BF137264 /DB_XREF=gi:10976304 /DB_XREF=601781622F1 /CLONE=IMAGE:4009852 /FEA=EST /CNT=38 /TID=Mm.44578.1 /TIER=Stack /STK=18 /U
MOE430_2_1455248_at 110.6 112.8 P P 0.008057 0.001953 0.3 NC 0.02 gb:AW542786 /DB_XREF=gi:7185203 /DB_XREF=C0161H02-3 /CLONE=C0161H02 /FEA=EST /CNT=43 /TID=Mm.34096.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455287_at 107.9 142.2 P P 0.000244 0.000244 0.3 NC 0.04 gb:BM238926 /DB_XREF=gi:17874196 /DB_XREF=K0525G09-3 /CLONE=K0525G09 /FEA=EST /CNT=87 /TID=Mm.31672.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455307_at 45 54.6 P P 0.008057 0.001953 0.3 NC 0.01 gb:BB473660 /DB_XREF=gi:16439743 /DB_XREF=BB473660 /CLONE=D330002B20 /FEA=EST /CNT=186 /TID=Mm.132778.1 /TIER=Stack /STK=105 /UG=
MOE430_2_1455314_at 1174.4 1302.2 P P 0.000244 0.000244 0.3 NC 0.29 gb:BM236111 /DB_XREF=gi:17871381 /DB_XREF=K0430D06-3 /CLONE=K0430D06 /FEA=EST /CNT=56 /TID=Mm.39076.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455324_at 116.9 145.1 P P 0.01 0.000732 0.3 NC 0.3 gb:BQ176176 /DB_XREF=gi:20351668 /DB_XREF=UI-M-DJ2-bwg-e-24-0-UI.s1 /CLONE=UI-M-DJ2-bwg-e-24-0-UI /FEA=EST /CNT=45 /TID=Mm.41360
MOE430_2_1455327_at 26.7 40.2 P P 0.01 0.01 0.3 NC 0.01 gb:BI684973 /DB_XREF=gi:15647601 /DB_XREF=603307633F1 /CLONE=IMAGE:5343632 /FEA=EST /CNT=25 /TID=Mm.67718.1 /TIER=Stack /STK=16 /UG
MOE430_2_1455335_at 42.2 57.9 P P 0.005859 0.00415 0.3 NC 0.003699 gb:AV338138 /DB_XREF=gi:16396636 /DB_XREF=AV338138 /CLONE=6430407L10 /FEA=EST /CNT=23 /TID=Mm.143767.3 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455395_at 94 98 P P 0.00415 0.000732 0.3 NC 0.05 gb:BB446073 /DB_XREF=gi:16425066 /DB_XREF=BB446073 /CLONE=D030054J07 /FEA=EST /CNT=23 /TID=Mm.26989.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455413_at 35.6 51.3 P P 0.03 0.00293 0.3 NC 0.04 gb:BB053703 /DB_XREF=gi:16259689 /DB_XREF=BB053703 /CLONE=6720465D24 /FEA=EST /CNT=17 /TID=Mm.135067.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455420_at 47.7 53.9 P P 0.005859 0.000732 0.3 NC 0.18 gb:BM115245 /DB_XREF=gi:17078263 /DB_XREF=L0817F10-3 /CLONE=L0817F10 /FEA=EST /CNT=15 /TID=Mm.132897.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455423_at 0.5 0.7 A A 0.88 0.85 0.3 NC 0.42 gb:BG067959 /DB_XREF=gi:12550528 /DB_XREF=H3060B07-3 /CLONE=H3060B07 /FEA=EST /CNT=26 /TID=Mm.26006.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455441_at 353.5 422.4 P P 0.000244 0.000732 0.3 NC 0.02 gb:AW547374 /DB_XREF=gi:7192788 /DB_XREF=L0021D04-3 /CLONE=L0021D04 /FEA=EST /CNT=23 /TID=Mm.3968.3 /TIER=Stack /STK=13 /UG=Mm.3
MOE430_2_1455456_a_ 350.4 391.3 P P 0.000244 0.000244 0.3 NC 0.19 gb:BI408935 /DB_XREF=gi:15169858 /DB_XREF=602966433F1 /CLONE=IMAGE:5121681 /FEA=EST /CNT=15 /TID=Mm.47870.2 /TIER=Stack /STK=13 /UG
MOE430_2_1455462_at 19 21.5 P P 0.000732 0.005859 0.3 NC 0.5 gb:AV025455 /DB_XREF=gi:16356440 /DB_XREF=AV025455 /CLONE=1200013K02 /FEA=EST /CNT=19 /TID=Mm.20371.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455491_at 167.3 172.2 P P 0.000244 0.000244 0.3 NC 0.006503 gb:BI686700 /DB_XREF=gi:15649328 /DB_XREF=603312934F1 /CLONE=IMAGE:5352897 /FEA=EST /CNT=39 /TID=Mm.28070.1 /TIER=Stack /STK=12 /UG
MOE430_2_1455505_at 160.3 180.7 P P 0.000244 0.000244 0.3 NC 0.12 gb:AI840824 /DB_XREF=gi:5475037 /DB_XREF=UI-M-AH0-adb-d-03-0-UI.s1 /CLONE=UI-M-AH0-adb-d-03-0-UI /FEA=EST /CNT=16 /TID=Mm.5209.1 /
MOE430_2_1455508_at 76 95.8 P P 0.000732 0.000732 0.3 NC 0.009292 gb:BF318246 /DB_XREF=gi:11266824 /DB_XREF=ux08d08.x1 /CLONE=IMAGE:3470895 /FEA=EST /CNT=16 /TID=Mm.42066.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1455515_at 25.7 39 A P 0.19 0.03 0.3 NC 0.01 gb:BQ177117 /DB_XREF=gi:20352609 /DB_XREF=UI-M-DJ2-bwa-n-01-0-UI.s1 /CLONE=UI-M-DJ2-bwa-n-01-0-UI /FEA=EST /CNT=17 /TID=Mm.29272
MOE430_2_1455525_at 20 26.1 A A 0.36 0.33 0.3 NC 0.14 gb:BB757495 /DB_XREF=gi:16203510 /DB_XREF=BB757495 /CLONE=G270085L16 /FEA=EST /CNT=13 /TID=Mm.101578.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455549_at 121.2 182.1 P P 0.000244 0.000732 0.3 NC 0.09 gb:BB278422 /DB_XREF=gi:16401067 /DB_XREF=BB278422 /CLONE=A930010O20 /FEA=EST /CNT=26 /TID=Mm.27120.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455553_at 24.4 28 A A 0.14 0.14 0.3 NC 0.06 gb:BG294856 /DB_XREF=gi:13056116 /DB_XREF=602391683F1 /CLONE=IMAGE:4503548 /FEA=EST /CNT=18 /TID=Mm.83541.1 /TIER=Stack /STK=11 /U
MOE430_2_1455560_at 25.7 27.7 A M 0.06 0.05 0.3 NC 0.4 gb:BG068788 /DB_XREF=gi:12551357 /DB_XREF=H3069C11-3 /CLONE=H3069C11 /FEA=EST /CNT=14 /TID=Mm.216667.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1455565_at 30.9 31.3 P P 0.001221 0.00293 0.3 NC 0.41 gb:AV173898 /DB_XREF=gi:16383967 /DB_XREF=AV173898 /CLONE=5730407F21 /FEA=EST /CNT=16 /TID=Mm.87600.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455567_at 19.7 26.3 P P 0.005859 0.01 0.3 NC 0.5 gb:BE456772 /DB_XREF=gi:9478196 /DB_XREF=up94c11.x1 /CLONE=IMAGE:2797556 /FEA=EST /CNT=18 /TID=Mm.38362.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1455574_at 130.3 152.9 P P 0.000244 0.000244 0.3 NC 0.03 gb:AI853422 /DB_XREF=gi:5497328 /DB_XREF=UI-M-BH0-ajy-b-04-0-UI.s1 /CLONE=UI-M-BH0-ajy-b-04-0-UI /FEA=EST /CNT=76 /TID=Mm.23816.1 /T
MOE430_2_1455614_at 84.7 80.8 P P 0.000244 0.000244 0.3 NC 0.09 gb:AV225789 /DB_XREF=gi:16385240 /DB_XREF=AV225789 /CLONE=3830431O15 /FEA=EST /CNT=13 /TID=Mm.87031.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455748_at 9.9 12.3 A A 0.6 0.43 0.3 NC 0.58 gb:AI662241 /DB_XREF=gi:4765824 /DB_XREF=mz99b01.x1 /CLONE=IMAGE:721513 /FEA=EST /CNT=12 /TID=Mm.1948.7 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455757_at 39.1 70.5 P P 0.01 0.008057 0.3 NC 0.07 gb:AU067741 /DB_XREF=gi:4968478 /DB_XREF=AU067741 /CLONE=MNCb-1216 /FEA=EST /CNT=13 /TID=Mm.35051.1 /TIER=Stack /STK=8 /UG=Mm.35
MOE430_2_1455768_at 476 513.8 P P 0.000244 0.000244 0.3 NC 0.03 gb:BG071996 /DB_XREF=gi:12554565 /DB_XREF=H3105E07-3 /CLONE=H3105E07 /FEA=EST /CNT=15 /TID=Mm.18073.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455774_at 25.1 30.8 A A 0.36 0.33 0.3 NC 0.17 gb:BB049005 /DB_XREF=gi:16259505 /DB_XREF=BB049005 /CLONE=6430598M18 /FEA=EST /CNT=9 /TID=Mm.183118.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455776_x_ 146 148.3 P P 0.00415 0.01 0.3 NC 0.21 gb:BE951004 /DB_XREF=gi:10589903 /DB_XREF=UI-M-BH4-azp-e-08-0-UI.s1 /CLONE=UI-M-BH4-azp-e-08-0-UI /FEA=EST /CNT=9 /TID=Mm.23925.5 



MOE430_2_1455780_at 14.6 28.9 A A 0.17 0.06 0.3 NC 0.5 gb:AI429241 /DB_XREF=gi:4275167 /DB_XREF=ml58f12.x1 /CLONE=IMAGE:516239 /FEA=EST /CNT=12 /TID=Mm.189597.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455794_at 1.4 2.1 A A 0.85 0.63 0.3 NC 0.33 gb:BB458758 /DB_XREF=gi:16426312 /DB_XREF=BB458758 /CLONE=D130058I21 /FEA=EST /CNT=92 /TID=Mm.46732.1 /TIER=Stack /STK=87 /UG=Mm
MOE430_2_1455839_at 450.6 499.4 P P 0.000244 0.000244 0.3 NC 0.004073 gb:BM211361 /DB_XREF=gi:17768539 /DB_XREF=C0804G09-3 /CLONE=C0804G09 /FEA=EST /CNT=92 /TID=Mm.45651.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1455855_x_ 2733.6 3318.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BB168316 /DB_XREF=gi:8824257 /DB_XREF=BB168316 /CLONE=A130098A12 /FEA=EST /CNT=36 /TID=Mm.24.3 /TIER=Stack /STK=36 /UG=Mm.24 /
MOE430_2_1455856_at 3.4 10.4 A A 0.23 0.14 0.3 NC 0.77 gb:BG067923 /DB_XREF=gi:12550492 /DB_XREF=H3059G02-3 /CLONE=H3059G02 /FEA=EST /CNT=61 /TID=Mm.7784.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1455867_at 39.7 35.9 A A 0.09 0.08 0.3 NC 0.5 gb:BF660472 /DB_XREF=gi:11925606 /DB_XREF=maa90g12.x1 /CLONE=IMAGE:3824087 /FEA=EST /CNT=113 /TID=Mm.18789.3 /TIER=Stack /STK=33 /U
MOE430_2_1455903_at 12.1 24.3 A A 0.36 0.3 0.3 NC 0.5 gb:BB035890 /DB_XREF=gi:15403681 /DB_XREF=BB035890 /CLONE=5930406J04 /FEA=EST /CNT=36 /TID=Mm.132774.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455936_a_ 43.6 53.7 P P 0.00415 0.008057 0.3 NC 0.5 gb:BG069460 /DB_XREF=gi:12551963 /DB_XREF=H3075H06-3 /CLONE=H3075H06 /FEA=EST /CNT=25 /TID=Mm.219458.4 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455943_at 160.2 213.3 P P 0.001221 0.001221 0.3 NC 0.02 gb:BB421061 /DB_XREF=gi:16423487 /DB_XREF=BB421061 /CLONE=C530025C10 /FEA=EST /CNT=33 /TID=Mm.113045.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1455954_x_ 85.3 98.4 P P 0.01 0.00415 0.3 NC 0.003699 gb:BB332286 /DB_XREF=gi:9041049 /DB_XREF=BB332286 /CLONE=B730046B02 /FEA=EST /CNT=23 /TID=Mm.5903.2 /TIER=Stack /STK=23 /UG=Mm.5
MOE430_2_1455956_x_ 1054.4 1443.7 P P 0.000244 0.000244 0.3 I 0.000618 gb:AV310588 /DB_XREF=gi:6363623 /DB_XREF=AV310588 /CLONE=5730591G06 /FEA=EST /CNT=23 /TID=Mm.3141.3 /TIER=Stack /STK=23 /UG=Mm.3
MOE430_2_1455966_s_ 303.2 321.4 P P 0.000244 0.000244 0.3 I 0.000189 gb:BG070110 /DB_XREF=gi:12552679 /DB_XREF=H3083G06-3 /CLONE=H3083G06 /FEA=EST /CNT=29 /TID=Mm.35006.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455985_x_ 110.8 89.2 M P 0.05 0.03 0.3 NC 0.5 gb:AV213251 /DB_XREF=gi:6152809 /DB_XREF=AV213251 /CLONE=2410126G07 /FEA=EST /CNT=26 /TID=Mm.29890.4 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1456020_at 2.6 1.4 A A 0.82 0.95 0.3 NC 0.5 gb:BB487775 /DB_XREF=gi:16441561 /DB_XREF=BB487775 /CLONE=D430044G18 /FEA=EST /CNT=39 /TID=Mm.32004.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456054_a_ 233.7 277.3 P P 0.000244 0.000244 0.3 NC 0.004073 gb:BB314559 /DB_XREF=gi:9015264 /DB_XREF=BB314559 /CLONE=B230348A11 /FEA=EST /CNT=18 /TID=Mm.34701.2 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1456059_at 369.6 408.3 P P 0.000244 0.000244 0.3 NC 0.01 gb:BI677127 /DB_XREF=gi:15630034 /DB_XREF=ic80c04.x1 /CLONE=IMAGE:5659783 /FEA=EST /CNT=43 /TID=Mm.28571.4 /TIER=Stack /STK=17 /UG=M
MOE430_2_1456067_at 427.1 532.4 P P 0.000732 0.000732 0.3 NC 0.09 gb:AW546010 /DB_XREF=gi:7191283 /DB_XREF=L0001A07-3 /CLONE=L0001A07 /FEA=EST /CNT=35 /TID=Mm.36771.1 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1456071_a_ 2196.2 2725 P P 0.000244 0.000244 0.3 NC 0.007788 gb:AV155488 /DB_XREF=gi:5426905 /DB_XREF=AV155488 /CLONE=2900079P09 /FEA=EST /CNT=19 /TID=Mm.35389.3 /TIER=Stack /STK=17 /UG=Mm.3
MOE430_2_1456082_x_ 151.3 211.7 P M 0.03 0.05 0.3 NC 0.37 gb:AV100061 /DB_XREF=gi:5247609 /DB_XREF=AV100061 /CLONE=2410054F10 /FEA=EST /CNT=17 /TID=Mm.6821.3 /TIER=Stack /STK=17 /UG=Mm.68
MOE430_2_1456089_at 27.1 44.5 P P 0.000244 0.000244 0.3 NC 0.31 gb:AV276781 /DB_XREF=gi:15405656 /DB_XREF=AV276781 /CLONE=4932437A03 /FEA=EST /CNT=43 /TID=Mm.185276.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1456126_at 10.1 12.8 P M 0.00415 0.05 0.3 NC 0.5 gb:BB485735 /DB_XREF=gi:16441305 /DB_XREF=BB485735 /CLONE=D430033E09 /FEA=EST /CNT=18 /TID=Mm.83636.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456134_x_ 71.9 109.4 A P 0.06 0.01 0.3 NC 0.5 gb:BB131956 /DB_XREF=gi:8786346 /DB_XREF=BB131956 /CLONE=9630056L18 /FEA=EST /CNT=16 /TID=Mm.44202.2 /TIER=Stack /STK=15 /UG=Mm.4
MOE430_2_1456168_at 3.7 3.2 A A 0.43 0.36 0.3 NC 0.34 gb:BB543334 /DB_XREF=gi:9614557 /DB_XREF=BB543334 /CLONE=E130209H13 /FEA=EST /CNT=15 /TID=Mm.138614.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456186_at 6.1 6.9 A A 0.46 0.35 0.3 NC 0.46 gb:AV261345 /DB_XREF=gi:16388934 /DB_XREF=AV261345 /CLONE=4930420N02 /FEA=EST /CNT=14 /TID=Mm.55706.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456250_x_ 621.4 950.9 P P 0.000244 0.000244 0.3 NC 0.002753 gb:BB533460 /DB_XREF=gi:9585389 /DB_XREF=BB533460 /CLONE=E030030E06 /FEA=EST /CNT=13 /TID=Mm.14455.3 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1456273_x_ 27.5 43.1 P P 0.001953 0.001953 0.3 NC 0.02 gb:BB744467 /DB_XREF=gi:16147460 /DB_XREF=BB744467 /CLONE=F530003F24 /FEA=EST /CNT=14 /TID=Mm.100261.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456293_s_ 1065.6 1286.5 P P 0.000244 0.000244 0.3 NC 0.06 gb:AA068868 /DB_XREF=gi:1576247 /DB_XREF=mm61f05.r1 /CLONE=IMAGE:532929 /FEA=EST /CNT=13 /TID=Mm.18474.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456303_at 44.1 58.2 P P 0.008057 0.00293 0.3 NC 0.21 gb:BI465935 /DB_XREF=gi:15278813 /DB_XREF=ie22f12.x1 /FEA=EST /CNT=12 /TID=Mm.133409.1 /TIER=Stack /STK=12 /UG=Mm.133409 /UG_TITLE=ES
MOE430_2_1456317_at 14.9 26 A A 0.3 0.19 0.3 NC 0.5 gb:AI848594 /DB_XREF=gi:5492500 /DB_XREF=UI-M-AM1-aga-e-07-0-UI.s2 /CLONE=UI-M-AM1-aga-e-07-0-UI /FEA=EST /CNT=28 /TID=Mm.34137.1 
MOE430_2_1456351_at 40.8 62.4 P P 0.00415 0.000732 0.3 I 0.000046 gb:AV341197 /DB_XREF=gi:16396934 /DB_XREF=AV341197 /CLONE=6430519O03 /FEA=EST /CNT=16 /TID=Mm.122138.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456359_at 37 36 P P 0.001953 0.001221 0.3 NC 0.03 gb:AV233215 /DB_XREF=gi:15405045 /DB_XREF=AV233215 /CLONE=4632422M10 /FEA=EST /CNT=12 /TID=Mm.98910.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456394_at 69.2 98.9 P P 0.000244 0.000244 0.3 I 0.000241 gb:BB283407 /DB_XREF=gi:8983856 /DB_XREF=BB283407 /CLONE=A930102C16 /FEA=EST /CNT=34 /TID=Mm.133300.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456398_at 272.1 332 P P 0.000244 0.000244 0.3 I 0.000438 gb:BB648848 /DB_XREF=gi:16483103 /DB_XREF=BB648848 /CLONE=C130040L09 /FEA=EST /CNT=19 /TID=Mm.18728.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456411_at 46.3 45.6 P P 0.03 0.03 0.3 NC 0.04 gb:BM218704 /DB_XREF=gi:17778320 /DB_XREF=C0914G01-3 /CLONE=C0914G01 /FEA=EST /CNT=18 /TID=Mm.27529.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456475_s_ 155 194.1 P P 0.000244 0.000244 0.3 NC 0.004481 gb:BB216074 /DB_XREF=gi:16353083 /DB_XREF=BB216074 /CLONE=A530030L19 /FEA=EST /CNT=136 /TID=Mm.25594.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456480_at 17.2 9.8 P A 0.03 0.11 0.3 NC 0.5 gb:BB527078 /DB_XREF=gi:16444426 /DB_XREF=BB527078 /CLONE=D930037P12 /FEA=EST /CNT=36 /TID=Mm.93130.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456541_x_ 248.9 215.5 P P 0.001221 0.000732 0.3 NC 0.01 gb:BB357220 /DB_XREF=gi:9069048 /DB_XREF=BB357220 /CLONE=C030019H23 /FEA=EST /CNT=10 /TID=Mm.21881.4 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1456550_at 16 18.9 A A 0.08 0.12 0.3 NC 0.5 gb:BB227384 /DB_XREF=gi:16354106 /DB_XREF=BB227384 /CLONE=A630004P12 /FEA=EST /CNT=10 /TID=Mm.47735.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456560_at 9.5 11.5 A A 0.5 0.39 0.3 NC 0.5 gb:AV265519 /DB_XREF=gi:16389345 /DB_XREF=AV265519 /CLONE=4930507M17 /FEA=EST /CNT=9 /TID=Mm.189474.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456566_x_ 724 837.2 P P 0.001221 0.000244 0.3 NC 0.03 gb:BB730281 /DB_XREF=gi:16113556 /DB_XREF=BB730281 /CLONE=E860121J21 /FEA=EST /CNT=9 /TID=Mm.183025.7 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456576_x_ 269.1 338.2 P P 0.000244 0.000244 0.3 NC 0.004481 gb:BB220114 /DB_XREF=gi:8885067 /DB_XREF=BB220114 /CLONE=A530058N05 /FEA=EST /CNT=9 /TID=Mm.22533.4 /TIER=Stack /STK=9 /UG=Mm.22
MOE430_2_1456582_x_ 41 51 P P 0.01 0.01 0.3 NC 0.06 gb:BB024498 /DB_XREF=gi:8198028 /DB_XREF=BB024498 /CLONE=5330422C22 /FEA=EST /CNT=9 /TID=Mm.181892.3 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1456595_x_ 9.9 9.9 A A 0.21 0.24 0.3 NC 0.5 gb:BB026232 /DB_XREF=gi:8202074 /DB_XREF=BB026232 /CLONE=5330432C16 /FEA=EST /CNT=9 /TID=Mm.1240.7 /TIER=Stack /STK=9 /UG=Mm.124
MOE430_2_1456625_at 30.7 39.3 P P 0.000732 0.001953 0.3 NC 0.08 gb:BB752547 /DB_XREF=gi:16200958 /DB_XREF=BB752547 /CLONE=G270017C02 /FEA=EST /CNT=20 /TID=Mm.33970.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456635_at 14.4 18.2 A A 0.27 0.36 0.3 NC 0.5 gb:AW909306 /DB_XREF=gi:8074542 /DB_XREF=uf46h05.x1 /CLONE=IMAGE:1514457 /FEA=EST /CNT=16 /TID=Mm.220944.3 /TIER=Stack /STK=8 /UG=
MOE430_2_1456655_at 95.3 144.3 P P 0.000732 0.001221 0.3 NC 0.19 gb:BM231698 /DB_XREF=gi:17866968 /DB_XREF=K0313D04-3 /CLONE=K0313D04 /FEA=EST /CNT=10 /TID=Mm.69077.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456657_at 24.2 30.6 P P 0.02 0.00415 0.3 NC 0.23 gb:BB280432 /DB_XREF=gi:16401255 /DB_XREF=BB280432 /CLONE=A930026G02 /FEA=EST /CNT=10 /TID=Mm.30875.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456662_at 29.1 34.2 P P 0.01 0.02 0.3 NC 0.24 gb:BB500282 /DB_XREF=gi:9489069 /DB_XREF=BB500282 /CLONE=D630026E15 /FEA=EST /CNT=10 /TID=Mm.45721.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1456682_at 1.3 2.1 A A 0.63 0.49 0.3 NC 0.29 gb:AV221843 /DB_XREF=gi:16384778 /DB_XREF=AV221843 /CLONE=3632423B11 /FEA=EST /CNT=9 /TID=Mm.65711.1 /TIER=Stack /STK=8 /UG=Mm.65
MOE430_2_1456689_at 21.1 23.2 P P 0.008057 0.008057 0.3 NC 0.5 gb:BB709476 /DB_XREF=gi:16062645 /DB_XREF=BB709476 /CLONE=B020002C03 /FEA=EST /CNT=9 /TID=Mm.212795.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456696_x_ 22.9 17.8 P P 0.04 0.000244 0.3 NC 0.01 gb:BE686864 /DB_XREF=gi:10074488 /DB_XREF=uw06c06.x1 /CLONE=IMAGE:3415882 /FEA=EST /CNT=9 /TID=Mm.85289.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1456699_s_ 343.8 369.4 P P 0.000732 0.000732 0.3 NC 0.04 gb:AA561825 /DB_XREF=gi:2333290 /DB_XREF=vl23c12.r1 /CLONE=IMAGE:973078 /FEA=EST /CNT=9 /TID=Mm.218317.6 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456704_at 5.5 7.5 A A 0.56 0.21 0.3 NC 0.14 gb:BG069453 /DB_XREF=gi:12551956 /DB_XREF=H3075G11-3 /CLONE=H3075G11 /FEA=EST /CNT=12 /TID=Mm.11474.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456740_x_ 23.7 34.2 A P 0.12 0.00293 0.3 NC 0.24 gb:BB470027 /DB_XREF=gi:9387216 /DB_XREF=BB470027 /CLONE=D230030K03 /FEA=EST /CNT=8 /TID=Mm.99677.9 /TIER=Stack /STK=8 /UG=Mm.99
MOE430_2_1456754_at 104.4 119.8 P P 0.000244 0.000244 0.3 NC 0.07 gb:BQ085617 /DB_XREF=gi:20044821 /DB_XREF=ih78g12.x1 /CLONE=IMAGE:5682646 /FEA=EST /CNT=36 /TID=Mm.218383.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1456755_at 14.8 18.4 M P 0.05 0.000732 0.3 NC 0.09 gb:AI467545 /DB_XREF=gi:4320882 /DB_XREF=ve36a11.x1 /CLONE=IMAGE:820220 /FEA=EST /CNT=30 /TID=Mm.34123.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1456758_at 16.7 22.3 P P 0.000244 0.000244 0.3 NC 0.41 gb:BB142853 /DB_XREF=gi:16267519 /DB_XREF=BB142853 /CLONE=9930017N22 /FEA=EST /CNT=14 /TID=Mm.130883.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1456759_at 7.6 7.8 A A 0.23 0.5 0.3 NC 0.34 gb:BE953888 /DB_XREF=gi:10595858 /DB_XREF=UI-M-CC1-azz-c-10-0-UI.s1 /CLONE=UI-M-CC1-azz-c-10-0-UI /FEA=EST /CNT=13 /TID=Mm.39812.
MOE430_2_1456822_at 7.1 7.5 A A 0.21 0.17 0.3 NC 0.68 gb:BB482313 /DB_XREF=gi:16440909 /DB_XREF=BB482313 /CLONE=D430011I09 /FEA=EST /CNT=7 /TID=Mm.210247.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456824_at 1.3 1.2 A A 0.82 0.82 0.3 NC 0.5 gb:BQ176690 /DB_XREF=gi:20352182 /DB_XREF=UI-M-DJ2-bvz-m-06-0-UI.s1 /CLONE=UI-M-DJ2-bvz-m-06-0-UI /FEA=EST /CNT=7 /TID=Mm.65136.1
MOE430_2_1456849_at 10.9 18.2 P P 0.001221 0.000244 0.3 NC 0.18 gb:BB427041 /DB_XREF=gi:16423759 /DB_XREF=BB427041 /CLONE=C630005L12 /FEA=EST /CNT=7 /TID=Mm.132495.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456871_a_ 73.1 111.9 P P 0.02 0.01 0.3 NC 0.07 gb:BE956921 /DB_XREF=gi:10601950 /DB_XREF=UI-M-BG2-bbp-g-07-0-UI.s1 /CLONE=UI-M-BG2-bbp-g-07-0-UI /FEA=EST /CNT=23 /TID=Mm.74637.
MOE430_2_1456883_at 0.7 1.6 A A 0.85 0.78 0.3 NC 0.51 gb:BF722446 /DB_XREF=gi:12023448 /DB_XREF=mab19b02.y1 /CLONE=IMAGE:3970515 /FEA=EST /CNT=11 /TID=Mm.39821.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1456919_at 10.2 15.3 A A 0.21 0.3 0.3 NC 0.15 gb:BB750000 /DB_XREF=gi:16154236 /DB_XREF=BB750000 /CLONE=G130001G16 /FEA=EST /CNT=7 /TID=Mm.124287.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456949_at 1.1 0.9 A A 0.96 0.87 0.3 NC 0.12 gb:BM240234 /DB_XREF=gi:17875504 /DB_XREF=K0549A04-3 /CLONE=K0549A04 /FEA=EST /CNT=8 /TID=Mm.218175.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456957_at 19.4 29.5 P P 0.00293 0.01 0.3 NC 0.09 gb:BB549928 /DB_XREF=gi:16447870 /DB_XREF=BB549928 /CLONE=E230019F19 /FEA=EST /CNT=7 /TID=Mm.124634.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456989_at 9.4 7.4 A A 0.12 0.17 0.3 NC 0.71 gb:BB496620 /DB_XREF=gi:16441877 /DB_XREF=BB496620 /CLONE=D630004A02 /FEA=EST /CNT=6 /TID=Mm.138520.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457005_at 27.6 29.6 P P 0.01 0.03 0.3 NC 0.63 gb:BB830387 /DB_XREF=gi:17008630 /DB_XREF=BB830387 /CLONE=G930011N11 /FEA=EST /CNT=6 /TID=Mm.214580.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457007_at 28.7 27.9 P P 0.00415 0.01 0.3 NC 0.5 gb:BI793615 /DB_XREF=gi:15821340 /DB_XREF=ie35g01.x1 /FEA=EST /CNT=6 /TID=Mm.205931.1 /TIER=ConsEnd /STK=6 /UG=Mm.205931 /UG_TITLE=E
MOE430_2_1457021_x_ 1.1 1 A A 0.56 0.63 0.3 NC 0.26 gb:AV209206 /DB_XREF=gi:6150022 /DB_XREF=AV209206 /CLONE=1700113E06 /FEA=EST /CNT=6 /TID=Mm.179669.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457028_at 54 83.7 P P 0.000244 0.000244 0.3 NC 0.08 gb:BM226884 /DB_XREF=gi:17788983 /DB_XREF=K0234H05-3 /CLONE=K0234H05 /FEA=EST /CNT=19 /TID=Mm.36612.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457068_at 1.5 1.5 A A 0.82 0.75 0.3 NC 0.19 gb:BB796950 /DB_XREF=gi:16966569 /DB_XREF=BB796950 /CLONE=G630002B16 /FEA=EST /CNT=7 /TID=Mm.216840.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457085_at 0.5 1 A A 0.88 0.88 0.3 NC 0.48 gb:AV378858 /DB_XREF=gi:16398198 /DB_XREF=AV378858 /CLONE=9130604L15 /FEA=EST /CNT=7 /TID=Mm.98994.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457088_at 67.2 79.2 P P 0.001221 0.000244 0.3 NC 0.26 gb:BB780781 /DB_XREF=gi:16941481 /DB_XREF=BB780781 /CLONE=G430068G21 /FEA=EST /CNT=7 /TID=Mm.147084.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457089_at 38 52.7 P P 0.001221 0.001953 0.3 NC 0.28 gb:BG070419 /DB_XREF=gi:12552988 /DB_XREF=H3087B07-3 /CLONE=H3087B07 /FEA=EST /CNT=7 /TID=Mm.35031.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457160_at 1.7 3 A A 0.69 0.78 0.3 NC 0.09 gb:AW493651 /DB_XREF=gi:7063932 /DB_XREF=UI-M-BH3-aue-f-11-0-UI.s1 /CLONE=UI-M-BH3-aue-f-11-0-UI /FEA=EST /CNT=6 /TID=Mm.101454.1 
MOE430_2_1457167_at 18.4 25 P P 0.00293 0.01 0.3 NC 0.53 gb:BB140799 /DB_XREF=gi:16267436 /DB_XREF=BB140799 /CLONE=9930001L01 /FEA=EST /CNT=5 /TID=Mm.17616.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457168_at 1.4 2.8 A A 0.82 0.6 0.3 NC 0.23 gb:BB311306 /DB_XREF=gi:16402692 /DB_XREF=BB311306 /CLONE=B230323N14 /FEA=EST /CNT=5 /TID=Mm.153011.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457200_at 0.5 0.5 A A 0.98 0.96 0.3 NC 0.46 gb:AV225626 /DB_XREF=gi:16385213 /DB_XREF=AV225626 /CLONE=3830431C16 /FEA=EST /CNT=5 /TID=Mm.218365.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457231_at 0.6 0.8 A A 0.8 0.63 0.3 NC 0.25 gb:BB409314 /DB_XREF=gi:16423170 /DB_XREF=BB409314 /CLONE=C430013K04 /FEA=EST /CNT=5 /TID=Mm.209077.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457242_at 43.2 51.3 A M 0.07 0.05 0.3 NC 0.21 gb:BB824671 /DB_XREF=gi:17002914 /DB_XREF=BB824671 /CLONE=G830034D04 /FEA=EST /CNT=5 /TID=Mm.184356.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457272_at 175 229.6 P P 0.00293 0.00293 0.3 NC 0.01 gb:BB284000 /DB_XREF=gi:8984449 /DB_XREF=BB284000 /CLONE=A930104B11 /FEA=EST /CNT=14 /TID=Mm.1024.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457275_at 24.7 30.5 P P 0.000244 0.000244 0.3 NC 0.3 gb:AI594683 /DB_XREF=gi:4603731 /DB_XREF=vt55h01.x1 /CLONE=IMAGE:1167025 /FEA=EST /CNT=10 /TID=Mm.83561.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457283_at 2.3 1.3 A A 0.72 0.87 0.3 NC 0.51 gb:AW741316 /DB_XREF=gi:7653088 /DB_XREF=ur53c01.x1 /CLONE=IMAGE:3153984 /FEA=EST /CNT=16 /TID=Mm.101298.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457285_at 110.3 136.1 P P 0.000244 0.000244 0.3 NC 0.003355 gb:BB354728 /DB_XREF=gi:9066556 /DB_XREF=BB354728 /CLONE=C030001O06 /FEA=EST /CNT=12 /TID=Mm.24023.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457291_at 7.4 6.8 A A 0.11 0.12 0.3 NC 0.15 gb:AW492213 /DB_XREF=gi:7062494 /DB_XREF=UI-M-BH3-atf-g-09-0-UI.s1 /CLONE=UI-M-BH3-atf-g-09-0-UI /FEA=EST /CNT=8 /TID=Mm.101549.1 /
MOE430_2_1457296_at 6.4 7.8 A P 0.12 0.04 0.3 NC 0.25 gb:BE630003 /DB_XREF=gi:9912691 /DB_XREF=uu39a03.x1 /CLONE=IMAGE:3374284 /FEA=EST /CNT=20 /TID=Mm.138455.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457310_x_ 1.3 2.2 A A 0.66 0.85 0.3 NC 0.33 gb:BG807042 /DB_XREF=gi:17954001 /DB_XREF=2044-43 /FEA=EST /CNT=8 /TID=Mm.45098.1 /TIER=ConsEnd /STK=4 /UG=Mm.45098 /LL=99304 /UG_
MOE430_2_1457316_at 43.9 58.2 P P 0.001221 0.001953 0.3 NC 0.13 gb:BM233608 /DB_XREF=gi:17868878 /DB_XREF=K0339C02-3 /CLONE=K0339C02 /FEA=EST /CNT=7 /TID=Mm.154087.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457326_at 4.1 5.3 M A 0.05 0.19 0.3 NC 0.41 gb:BG073657 /DB_XREF=gi:12556314 /DB_XREF=H3126E09-3 /CLONE=H3126E09 /FEA=EST /CNT=6 /TID=Mm.132922.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457344_at 2.4 3.3 A A 0.72 0.72 0.3 NC 0.15 gb:BB348893 /DB_XREF=gi:16405183 /DB_XREF=BB348893 /CLONE=B930072M06 /FEA=EST /CNT=6 /TID=Mm.126079.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457369_at 19 24.1 P P 0.03 0.01 0.3 NC 0.21 gb:BB223866 /DB_XREF=gi:16353832 /DB_XREF=BB223866 /CLONE=A530084B03 /FEA=EST /CNT=6 /TID=Mm.167640.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457370_at 25.8 37.3 M M 0.05 0.05 0.3 NC 0.5 gb:BB467903 /DB_XREF=gi:16427437 /DB_XREF=BB467903 /CLONE=D230017B08 /FEA=EST /CNT=6 /TID=Mm.74753.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457378_at 7.7 8.4 A A 0.11 0.18 0.3 NC 0.19 gb:AW123022 /DB_XREF=gi:6098552 /DB_XREF=UI-M-BH2.1-apb-f-03-0-UI.s1 /CLONE=UI-M-BH2.1-apb-f-03-0-UI /FEA=EST /CNT=6 /TID=Mm.32358
MOE430_2_1457386_at 21.2 29.1 P P 0.01 0.008057 0.3 NC 0.36 gb:BG069816 /DB_XREF=gi:12552385 /DB_XREF=H3080D11-3 /CLONE=H3080D11 /FEA=EST /CNT=5 /TID=Mm.212371.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457394_at 15.3 29.2 P M 0.005859 0.05 0.3 NC 0.5 gb:AI481304 /DB_XREF=gi:4374530 /DB_XREF=vf76a10.x1 /CLONE=IMAGE:849690 /FEA=EST /CNT=5 /TID=Mm.41341.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457398_at 28.1 37.1 P P 0.000244 0.000244 0.3 NC 0.16 gb:BB364558 /DB_XREF=gi:16406256 /DB_XREF=BB364558 /CLONE=C130022D12 /FEA=EST /CNT=5 /TID=Mm.153226.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457410_at 86.7 77 P P 0.008057 0.005859 0.3 NC 0.5 gb:BB446316 /DB_XREF=gi:16425094 /DB_XREF=BB446316 /CLONE=D030055J09 /FEA=EST /CNT=5 /TID=Mm.116223.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457430_at 24.5 30.3 A A 0.27 0.17 0.3 NC 0.5 gb:AW488605 /DB_XREF=gi:7058875 /DB_XREF=UI-M-BH3-aru-e-10-0-UI.s1 /CLONE=UI-M-BH3-aru-e-10-0-UI /FEA=EST /CNT=5 /TID=Mm.101479.1 
MOE430_2_1457434_s_ 2130.8 2613.5 P P 0.000244 0.000244 0.3 I 0.000035 gb:AV102876 /DB_XREF=gi:5250424 /DB_XREF=AV102876 /CLONE=2410112B20 /FEA=EST /CNT=5 /TID=Mm.170995.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457454_at 25.8 35.8 P P 0.000244 0.000244 0.3 NC 0.01 gb:BG071065 /DB_XREF=gi:12553634 /DB_XREF=H3094C11-3 /CLONE=H3094C11 /FEA=EST /CNT=5 /TID=Mm.16974.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457465_at 142.6 166.6 P P 0.000732 0.000244 0.3 I 0.000189 gb:BB496399 /DB_XREF=gi:16441850 /DB_XREF=BB496399 /CLONE=D630003C04 /FEA=EST /CNT=5 /TID=Mm.23208.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457480_at 68.5 72.9 P P 0.00415 0.001953 0.3 NC 0.02 gb:BG075606 /DB_XREF=gi:12558175 /DB_XREF=H3149C08-3 /CLONE=H3149C08 /FEA=EST /CNT=4 /TID=Mm.182816.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457494_at 0.7 1.2 A A 0.78 0.75 0.3 NC 0.58 gb:BB355134 /DB_XREF=gi:16405683 /DB_XREF=BB355134 /CLONE=C030004I10 /FEA=EST /CNT=4 /TID=Mm.186602.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457501_at 13.3 26.2 P P 0.008057 0.02 0.3 NC 0.5 gb:BB232899 /DB_XREF=gi:16354569 /DB_XREF=BB232899 /CLONE=A630041A16 /FEA=EST /CNT=4 /TID=Mm.185390.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457513_at 25.3 39.7 P P 0.005859 0.001953 0.3 NC 0.11 gb:BB525203 /DB_XREF=gi:16444111 /DB_XREF=BB525203 /CLONE=D930024N12 /FEA=EST /CNT=4 /TID=Mm.209449.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457522_at 28.1 28.5 P P 0.00293 0.001221 0.3 NC 0.06 gb:BB542356 /DB_XREF=gi:16447260 /DB_XREF=BB542356 /CLONE=E130119N08 /FEA=EST /CNT=4 /TID=Mm.137981.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457538_at 0.3 1.3 A A 0.69 0.63 0.3 NC 0.54 gb:BB037066 /DB_XREF=gi:16258403 /DB_XREF=BB037066 /CLONE=5930422O12 /FEA=EST /CNT=4 /TID=Mm.131475.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457545_at 1.7 1.8 A A 0.72 0.53 0.3 NC 0.05 gb:BB110572 /DB_XREF=gi:16261649 /DB_XREF=BB110572 /CLONE=9530025J18 /FEA=EST /CNT=4 /TID=Mm.39397.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457560_at 10.4 21.4 A A 0.19 0.12 0.3 NC 0.35 gb:BB494559 /DB_XREF=gi:16441779 /DB_XREF=BB494559 /CLONE=D530041F10 /FEA=EST /CNT=4 /TID=Mm.208584.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457566_at 72.1 50.2 P P 0.01 0.01 0.3 NC 0.28 gb:BB271764 /DB_XREF=gi:16400679 /DB_XREF=BB271764 /CLONE=A830058L05 /FEA=EST /CNT=4 /TID=Mm.33443.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457587_at 0.8 0.5 A A 0.98 0.94 0.3 NC 0.41 gb:BB196645 /DB_XREF=gi:16271014 /DB_XREF=BB196645 /CLONE=A330095G09 /FEA=EST /CNT=4 /TID=Mm.102190.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457611_x_ 38.5 53.1 P P 0.001953 0.000244 0.3 I 0.001486 gb:BF017486 /DB_XREF=gi:10748818 /DB_XREF=ux74b02.x1 /CLONE=IMAGE:3654219 /FEA=EST /CNT=4 /TID=Mm.154181.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457636_x_ 76.7 113 P P 0.005859 0.001221 0.3 NC 0.008511 gb:BB469696 /DB_XREF=gi:9386885 /DB_XREF=BB469696 /CLONE=D230028E07 /FEA=EST /CNT=4 /TID=Mm.148060.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457650_x_ 1.3 2.3 A A 0.53 0.5 0.3 NC 0.4 gb:BB209076 /DB_XREF=gi:8874029 /DB_XREF=BB209076 /CLONE=A430090O07 /FEA=EST /CNT=4 /TID=Mm.132376.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457672_at 40.2 52.8 P P 0.000244 0.000244 0.3 NC 0.17 gb:AV050650 /DB_XREF=gi:16380610 /DB_XREF=AV050650 /CLONE=1810014J18 /FEA=EST /CNT=31 /TID=Mm.100615.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457676_at 138.4 158.4 P P 0.000732 0.000244 0.3 NC 0.03 gb:BB365296 /DB_XREF=gi:9077124 /DB_XREF=BB365296 /CLONE=C130027E04 /FEA=EST /CNT=23 /TID=Mm.23987.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457677_at 64.3 61.2 P P 0.005859 0.001953 0.3 NC 0.05 gb:BM938122 /DB_XREF=gi:19397274 /DB_XREF=UI-M-CD1-bas-c-03-0-UI.r1 /CLONE=UI-M-CD1-bas-c-03-0-UI /FEA=EST /CNT=15 /TID=Mm.20292.
MOE430_2_1457745_at 1.4 1.7 A A 0.99 0.99 0.3 NC 0.09 gb:AA798732 /DB_XREF=gi:2861687 /DB_XREF=vw07c10.r1 /CLONE=IMAGE:1243122 /FEA=EST /CNT=6 /TID=Mm.40899.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457784_at 2.1 1.2 A A 0.91 0.94 0.3 NC 0.48 gb:AW319722 /DB_XREF=gi:6749266 /DB_XREF=un07b01.x1 /CLONE=IMAGE:2373097 /FEA=EST /CNT=5 /TID=Mm.218649.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1457795_at 16.1 14 A A 0.12 0.17 0.3 NC 0.26 gb:BE956501 /DB_XREF=gi:10601038 /DB_XREF=UI-M-BH4-bbc-f-03-0-UI.s1 /CLONE=UI-M-BH4-bbc-f-03-0-UI /FEA=EST /CNT=5 /TID=Mm.86351.1 
MOE430_2_1457796_at 0.8 0.9 A A 0.78 0.85 0.3 NC 0.58 gb:AV299235 /DB_XREF=gi:15405886 /DB_XREF=AV299235 /CLONE=5730466J09 /FEA=EST /CNT=5 /TID=Mm.62813.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457800_at 27.5 31.7 P P 0.01 0.00415 0.3 NC 0.34 gb:AW122190 /DB_XREF=gi:6097643 /DB_XREF=UI-M-BH2.2-aov-b-01-0-UI.s1 /CLONE=UI-M-BH2.2-aov-b-01-0-UI /FEA=EST /CNT=5 /TID=Mm.15066
MOE430_2_1457820_at 15.3 21.5 A A 0.6 0.39 0.3 NC 0.01 gb:BE943548 /DB_XREF=gi:10521347 /DB_XREF=UI-M-BH3-awd-h-11-0-UI.s1 /CLONE=UI-M-BH3-awd-h-11-0-UI /FEA=EST /CNT=5 /TID=Mm.101042
MOE430_2_1457822_at 1.2 2.1 A A 0.8 0.87 0.3 NC 0.31 gb:BI465596 /DB_XREF=gi:15278474 /DB_XREF=ie16e09.x1 /FEA=EST /CNT=5 /TID=Mm.193154.1 /TIER=ConsEnd /STK=3 /UG=Mm.193154 /UG_TITLE=E
MOE430_2_1457847_at 4.5 11.6 A A 0.43 0.33 0.3 NC 0.5 gb:BM238972 /DB_XREF=gi:17874242 /DB_XREF=K0526F02-3 /CLONE=K0526F02 /FEA=EST /CNT=4 /TID=Mm.217221.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457855_at 0.7 0.7 A A 0.95 0.94 0.3 NC 0.12 gb:BE981375 /DB_XREF=gi:10650419 /DB_XREF=UI-M-CG0p-bdb-e-01-0-UI.s1 /CLONE=UI-M-CG0p-bdb-e-01-0-UI /FEA=EST /CNT=4 /TID=Mm.1518
MOE430_2_1457864_at 25.7 37.8 A A 0.11 0.06 0.3 NC 0.04 gb:BB206151 /DB_XREF=gi:16352078 /DB_XREF=BB206151 /CLONE=A430073A11 /FEA=EST /CNT=4 /TID=Mm.122735.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457903_at 1.4 1.3 A A 0.53 0.53 0.3 NC 0.08 gb:BB022314 /DB_XREF=gi:16257752 /DB_XREF=BB022314 /CLONE=5330410G21 /FEA=EST /CNT=4 /TID=Mm.210396.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457910_at 3.8 10.7 A A 0.29 0.27 0.3 NC 0.63 gb:AW552893 /DB_XREF=gi:7198316 /DB_XREF=L0218H08-3 /CLONE=L0218H08 /FEA=EST /CNT=4 /TID=Mm.103019.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457946_at 10.9 24.3 A A 0.17 0.14 0.3 NC 0.85 gb:BB705267 /DB_XREF=gi:16054102 /DB_XREF=BB705267 /CLONE=7420475L11 /FEA=EST /CNT=4 /TID=Mm.134360.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457952_at 56 56.1 A A 0.06 0.08 0.3 NC 0.42 gb:BM121947 /DB_XREF=gi:17105715 /DB_XREF=L0503F06-3 /CLONE=L0503F06 /FEA=EST /CNT=4 /TID=Mm.216198.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457960_at 3.6 3.9 A A 0.78 0.63 0.3 NC 0.5 gb:BE983639 /DB_XREF=gi:10655030 /DB_XREF=UI-M-CG0p-bgj-a-11-0-UI.s1 /CLONE=UI-M-CG0p-bgj-a-11-0-UI /FEA=EST /CNT=4 /TID=Mm.151522
MOE430_2_1457982_at 3.3 3.9 A A 0.66 0.72 0.3 NC 0.5 gb:AV046246 /DB_XREF=gi:16380498 /DB_XREF=AV046246 /CLONE=1700052I09 /FEA=EST /CNT=4 /TID=Mm.52646.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458016_at 11.9 17.4 P P 0.01 0.02 0.3 NC 0.4 gb:BB097859 /DB_XREF=gi:16261246 /DB_XREF=BB097859 /CLONE=9430061C08 /FEA=EST /CNT=4 /TID=Mm.192356.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458048_at 7.7 10 A A 0.53 0.53 0.3 NC 0.14 gb:BQ177184 /DB_XREF=gi:20352676 /DB_XREF=UI-M-DJ2-bwa-j-06-0-UI.s1 /CLONE=UI-M-DJ2-bwa-j-06-0-UI /FEA=EST /CNT=3 /TID=Mm.204035.1
MOE430_2_1458051_at 0.9 1.5 A A 0.87 0.69 0.3 NC 0.22 gb:BB242501 /DB_XREF=gi:16355214 /DB_XREF=BB242501 /CLONE=A630092D04 /FEA=EST /CNT=3 /TID=Mm.207543.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458053_at 9.8 12.9 P P 0.01 0.01 0.3 NC 0.5 gb:BB051811 /DB_XREF=gi:16259598 /DB_XREF=BB051811 /CLONE=6720435E11 /FEA=EST /CNT=3 /TID=Mm.212066.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458057_at 29.6 41.9 P P 0.000244 0.00293 0.3 NC 0.18 gb:BB343142 /DB_XREF=gi:16404761 /DB_XREF=BB343142 /CLONE=B930042J22 /FEA=EST /CNT=3 /TID=Mm.215794.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458070_at 3.2 0.6 A A 0.78 0.91 0.3 NC 0.42 gb:BB551556 /DB_XREF=gi:16448056 /DB_XREF=BB551556 /CLONE=E230029B13 /FEA=EST /CNT=3 /TID=Mm.137467.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458078_at 20.8 22.3 P P 0.01 0.005859 0.3 NC 0.24 gb:BB219858 /DB_XREF=gi:16353454 /DB_XREF=BB219858 /CLONE=A530057H05 /FEA=EST /CNT=3 /TID=Mm.207271.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458094_at 2.3 2.4 A A 0.63 0.43 0.3 NC 0.09 gb:AV362907 /DB_XREF=gi:16397566 /DB_XREF=AV362907 /CLONE=8030405F19 /FEA=EST /CNT=3 /TID=Mm.190333.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458103_at 14.5 11.8 P A 0.01 0.19 0.3 NC 0.5 gb:AV325208 /DB_XREF=gi:16395454 /DB_XREF=AV325208 /CLONE=6330401N04 /FEA=EST /CNT=3 /TID=Mm.190093.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458133_at 11.4 16.5 A P 0.08 0.03 0.3 NC 0.00712 gb:BB360008 /DB_XREF=gi:16405852 /DB_XREF=BB360008 /CLONE=C030044J12 /FEA=EST /CNT=3 /TID=Mm.208402.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458167_at 0.9 1.5 A A 0.82 0.87 0.3 NC 0.46 gb:AV341003 /DB_XREF=gi:15406546 /DB_XREF=AV341003 /CLONE=6430518K01 /FEA=EST /CNT=3 /TID=Mm.207738.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458169_at 1.9 3.6 A A 0.78 0.82 0.3 NC 0.06 gb:BG071174 /DB_XREF=gi:12553743 /DB_XREF=H3095E09-3 /CLONE=H3095E09 /FEA=EST /CNT=3 /TID=Mm.17531.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458198_at 7.8 10 A A 0.11 0.12 0.3 NC 0.5 gb:C78937 /DB_XREF=gi:2519267 /DB_XREF=C78937 /CLONE=J0057F07 /FEA=EST /CNT=3 /TID=Mm.172897.1 /TIER=ConsEnd /STK=3 /UG=Mm.17289
MOE430_2_1458200_at 14.8 15.3 P P 0.00415 0.00415 0.3 NC 0.13 gb:BB368761 /DB_XREF=gi:16406691 /DB_XREF=BB368761 /CLONE=C130044L18 /FEA=EST /CNT=3 /TID=Mm.208431.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458202_at 8.4 7.5 A A 0.12 0.17 0.3 NC 0.03 gb:BM238036 /DB_XREF=gi:17873306 /DB_XREF=K0511B09-3 /CLONE=K0511B09 /FEA=EST /CNT=3 /TID=Mm.185781.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458234_at 0.7 0.3 A A 0.98 0.99 0.3 NC 0.97 gb:BB640342 /DB_XREF=gi:16475598 /DB_XREF=BB640342 /CLONE=A730052K04 /FEA=EST /CNT=3 /TID=Mm.124991.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458241_at 33.5 39 A P 0.19 0.03 0.3 NC 0.13 gb:BM055681 /DB_XREF=gi:16813787 /DB_XREF=id85f06.x1 /CLONE=IMAGE:5669915 /FEA=EST /CNT=3 /TID=Mm.182966.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1458249_at 18.2 25.2 P P 0.01 0.008057 0.3 NC 0.33 gb:BB771227 /DB_XREF=gi:16213108 /DB_XREF=BB771227 /CLONE=G370123J10 /FEA=EST /CNT=3 /TID=Mm.210478.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458278_at 1.2 0.4 A A 0.8 0.78 0.3 NC 0.19 gb:C87243 /DB_XREF=gi:2919200 /DB_XREF=C87243 /CLONE=J0242D06 /FEA=EST /CNT=3 /TID=Mm.173066.1 /TIER=ConsEnd /STK=3 /UG=Mm.17306
MOE430_2_1458282_at 26.8 33.8 P P 0.000244 0.000244 0.3 NC 0.02 gb:BB454099 /DB_XREF=gi:16425831 /DB_XREF=BB454099 /CLONE=D130028L22 /FEA=EST /CNT=3 /TID=Mm.99283.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458287_at 10 10.3 A A 0.12 0.09 0.3 NC 0.5 gb:BE951016 /DB_XREF=gi:10589928 /DB_XREF=UI-M-BH4-azp-f-08-0-UI.s1 /CLONE=UI-M-BH4-azp-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.151107.1
MOE430_2_1458318_at 0.4 0.2 A A 0.86 0.92 0.3 NC 0.87 gb:BB164159 /DB_XREF=gi:8820100 /DB_XREF=BB164159 /CLONE=A130075P15 /FEA=EST /CNT=3 /TID=Mm.76406.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458368_at 5.5 13.1 A A 0.56 0.27 0.3 NC 0.5 gb:BG794681 /DB_XREF=gi:14130251 /DB_XREF=UTSW_SM25A10 /CLONE=UTSW_SM25A10 /FEA=EST /CNT=15 /TID=Mm.163908.1 /TIER=ConsEnd /ST
MOE430_2_1458382_a_ 3.3 2.5 A A 0.9 0.87 0.3 NC 0.5 gb:C79035 /DB_XREF=gi:2519365 /DB_XREF=C79035 /CLONE=J0059D07 /FEA=EST /CNT=9 /TID=Mm.116729.1 /TIER=ConsEnd /STK=2 /UG=Mm.11672
MOE430_2_1458391_at 11.3 21.2 A P 0.09 0.005859 0.3 NC 0.06 gb:BM247957 /DB_XREF=gi:17883227 /DB_XREF=K0809E04-3 /CLONE=K0809E04 /FEA=EST /CNT=7 /TID=Mm.216189.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458410_at 6.6 10.9 A A 0.24 0.19 0.3 NC 0.5 gb:BB236521 /DB_XREF=gi:16354835 /DB_XREF=BB236521 /CLONE=A630059L24 /FEA=EST /CNT=7 /TID=Mm.124051.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458444_at 35.2 33.4 M P 0.05 0.01 0.3 NC 0.02 gb:AV145217 /DB_XREF=gi:5349350 /DB_XREF=AV145217 /CLONE=2810441K03 /FEA=EST /CNT=7 /TID=Mm.182405.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458452_at 36.8 48.1 P P 0.005859 0.008057 0.3 NC 0.06 gb:BM250106 /DB_XREF=gi:17885376 /DB_XREF=K0844D10-3 /CLONE=K0844D10 /FEA=EST /CNT=6 /TID=Mm.218403.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458465_at 18.1 22.3 P P 0.000732 0.01 0.3 NC 0.5 gb:AW986124 /DB_XREF=gi:8180682 /DB_XREF=uf71d03.x1 /CLONE=IMAGE:1527557 /FEA=EST /CNT=6 /TID=Mm.116692.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458472_at 1.2 0.4 A A 0.56 0.75 0.3 NC 0.5 gb:BB827636 /DB_XREF=gi:17005879 /DB_XREF=BB827636 /CLONE=G830048M15 /FEA=EST /CNT=5 /TID=Mm.209933.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1458483_at 18.6 19 A A 0.12 0.24 0.3 NC 0.39 gb:BQ174124 /DB_XREF=gi:20349615 /DB_XREF=UI-M-DJ2-bvv-n-02-0-UI.s1 /CLONE=UI-M-DJ2-bvv-n-02-0-UI /FEA=EST /CNT=5 /TID=Mm.41845.1 
MOE430_2_1458505_at 0.4 0.3 A A 0.92 0.6 0.3 NC 0.12 gb:AW546414 /DB_XREF=gi:7191823 /DB_XREF=L0008A05-3 /CLONE=L0008A05 /FEA=EST /CNT=6 /TID=Mm.102811.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458519_at 0.5 0.8 A A 0.97 0.91 0.3 NC 0.2 gb:AV249752 /DB_XREF=gi:16387477 /DB_XREF=AV249752 /CLONE=4833418G05 /FEA=EST /CNT=5 /TID=Mm.218454.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458545_at 9.3 9.9 A A 0.6 0.24 0.3 NC 0.005663 gb:AI503028 /DB_XREF=gi:4400879 /DB_XREF=vm76a02.x1 /CLONE=IMAGE:1004138 /FEA=EST /CNT=5 /TID=Mm.126809.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458602_at 7.7 10.4 A A 0.14 0.19 0.3 NC 0.19 gb:BM235738 /DB_XREF=gi:17871008 /DB_XREF=K0424A09-3 /CLONE=K0424A09 /FEA=EST /CNT=4 /TID=Mm.218481.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458617_at 36.7 37.3 A P 0.06 0.01 0.3 NC 0.29 gb:BM239405 /DB_XREF=gi:17874675 /DB_XREF=K0533H06-3 /CLONE=K0533H06 /FEA=EST /CNT=4 /TID=Mm.218236.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458631_at 7.8 10.9 A A 0.23 0.12 0.3 NC 0.15 gb:BM118971 /DB_XREF=gi:17086997 /DB_XREF=L0918G06-3 /CLONE=L0918G06 /FEA=EST /CNT=4 /TID=Mm.216307.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458646_at 7.5 9.4 A A 0.36 0.36 0.3 NC 0.22 gb:BG094895 /DB_XREF=gi:12577458 /DB_XREF=uu81g07.x1 /CLONE=IMAGE:3383220 /FEA=EST /CNT=4 /TID=Mm.174384.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458686_at 1 0.9 A A 0.98 0.98 0.3 NC 0.6 gb:BM239853 /DB_XREF=gi:17875123 /DB_XREF=K0541E02-3 /CLONE=K0541E02 /FEA=EST /CNT=4 /TID=Mm.213388.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458715_at 17.8 18.7 A A 0.09 0.17 0.3 NC 0.45 gb:BB744798 /DB_XREF=gi:16147737 /DB_XREF=BB744798 /CLONE=F530005C08 /FEA=EST /CNT=4 /TID=Mm.35587.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458745_at 0.9 1.3 A A 0.9 0.72 0.3 NC 0.17 gb:BG066288 /DB_XREF=gi:12548857 /DB_XREF=H3041B10-3 /CLONE=H3041B10 /FEA=EST /CNT=3 /TID=Mm.155190.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458765_at 5.2 5 A A 0.27 0.27 0.3 NC 0.5 gb:BM217926 /DB_XREF=gi:17777295 /DB_XREF=C0904A01-3 /CLONE=C0904A01 /FEA=EST /CNT=3 /TID=Mm.218149.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458786_at 0.9 0.5 A A 0.93 0.85 0.3 NC 0.11 gb:BG066462 /DB_XREF=gi:12549031 /DB_XREF=H3043C08-3 /CLONE=H3043C08 /FEA=EST /CNT=3 /TID=Mm.172762.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458797_at 0.8 1.5 A A 0.98 0.9 0.3 NC 0.19 gb:C88061 /DB_XREF=gi:2920018 /DB_XREF=C88061 /CLONE=J0256A07 /FEA=EST /CNT=3 /TID=Mm.173103.1 /TIER=ConsEnd /STK=2 /UG=Mm.17310
MOE430_2_1458798_at 18 21.9 P P 0.01 0.01 0.3 NC 0.27 gb:BI076817 /DB_XREF=gi:14515474 /DB_XREF=L0275A10-3 /CLONE=L0275A10 /FEA=EST /CNT=3 /TID=Mm.197297.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458819_at 5.4 5.8 A A 0.53 0.24 0.3 NC 0.28 gb:BG070587 /DB_XREF=gi:12553156 /DB_XREF=H3088H12-3 /CLONE=H3088H12 /FEA=EST /CNT=3 /TID=Mm.173276.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458820_at 15.2 18.1 P P 0.01 0.005371 0.3 NC 0.33 gb:AV300514 /DB_XREF=gi:16393301 /DB_XREF=AV300514 /CLONE=5730484K24 /FEA=EST /CNT=3 /TID=Mm.119182.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458855_at 10.8 13.4 A A 0.21 0.17 0.3 NC 0.5 gb:C77586 /DB_XREF=gi:2517916 /DB_XREF=C77586 /CLONE=J0034B05 /FEA=EST /CNT=3 /TID=Mm.155175.1 /TIER=ConsEnd /STK=2 /UG=Mm.15517
MOE430_2_1458863_at 20.6 21.4 A A 0.3 0.24 0.3 NC 0.02 gb:BB198972 /DB_XREF=gi:16271240 /DB_XREF=BB198972 /CLONE=A430010D03 /FEA=EST /CNT=3 /TID=Mm.118501.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458891_at 14.8 21.1 A P 0.17 0.01 0.3 NC 0.21 gb:BB320973 /DB_XREF=gi:16403335 /DB_XREF=BB320973 /CLONE=B230396H12 /FEA=EST /CNT=3 /TID=Mm.149114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458941_at 17.9 22 P P 0.000244 0.000732 0.3 NC 0.26 gb:BB456871 /DB_XREF=gi:16426095 /DB_XREF=BB456871 /CLONE=D130048N16 /FEA=EST /CNT=3 /TID=Mm.129836.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458948_at 1.8 2.6 A A 0.56 0.66 0.3 NC 0.26 gb:BB798482 /DB_XREF=gi:16968105 /DB_XREF=BB798482 /CLONE=G630015C21 /FEA=EST /CNT=3 /TID=Mm.135563.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458965_at 10.3 5.7 A A 0.39 0.39 0.3 NC 0.59 gb:BF460687 /DB_XREF=gi:11529844 /DB_XREF=UI-M-CG0p-bmg-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bmg-g-04-0-UI /FEA=EST /CNT=3 /TID=Mm.1560
MOE430_2_1458977_at 0.1 0.9 A A 0.9 0.71 0.3 NC 0.07 gb:BB701524 /DB_XREF=gi:16050348 /DB_XREF=BB701524 /CLONE=7420429P19 /FEA=EST /CNT=3 /TID=Mm.185196.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458985_at 3.8 7.7 A A 0.46 0.36 0.3 NC 0.37 gb:BG067701 /DB_XREF=gi:12550270 /DB_XREF=H3057C03-3 /CLONE=H3057C03 /FEA=EST /CNT=3 /TID=Mm.173061.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458989_at 10.3 14 A A 0.33 0.24 0.3 NC 0.01 gb:BG064348 /DB_XREF=gi:12546911 /DB_XREF=H3018E07-3 /CLONE=H3018E07 /FEA=EST /CNT=3 /TID=Mm.218670.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459015_at 1.1 0.9 A A 0.66 0.8 0.3 NC 0.79 gb:BG079315 /DB_XREF=gi:12561883 /DB_XREF=H3038C11-5 /CLONE=H3038C11 /FEA=EST /CNT=3 /TID=Mm.172664.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459023_at 2.3 3.9 A A 0.46 0.53 0.3 NC 0.5 gb:BF462856 /DB_XREF=gi:11532079 /DB_XREF=UI-M-CG0p-bni-h-07-0-UI.s1 /CLONE=UI-M-CG0p-bni-h-07-0-UI /FEA=EST /CNT=3 /TID=Mm.156614
MOE430_2_1459043_at 3 3.4 A A 0.46 0.6 0.3 NC 0.63 gb:AW122142 /DB_XREF=gi:6097571 /DB_XREF=UI-M-BH2.2-aor-e-03-0-UI.s1 /CLONE=UI-M-BH2.2-aor-e-03-0-UI /FEA=EST /CNT=3 /TID=Mm.15117
MOE430_2_1459086_at 0.4 0.7 A A 0.85 0.5 0.3 NC 0.57 gb:BG069060 /DB_XREF=gi:12551629 /DB_XREF=H3072C09-3 /CLONE=H3072C09 /FEA=EST /CNT=3 /TID=Mm.213437.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459093_at 0.6 0.9 A A 0.97 0.94 0.3 NC 0.35 gb:BG070194 /DB_XREF=gi:12552763 /DB_XREF=H3084G01-3 /CLONE=H3084G01 /FEA=EST /CNT=3 /TID=Mm.25897.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459108_a_ 140.3 170.7 P P 0.000244 0.000244 0.3 NC 0.003355 gb:BG064647 /DB_XREF=gi:12547210 /DB_XREF=H3022C06-3 /CLONE=H3022C06 /FEA=EST /CNT=3 /TID=Mm.103597.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459166_at 1.3 2 A A 0.87 0.85 0.3 NC 0.2 gb:BG067890 /DB_XREF=gi:12550459 /DB_XREF=H3059D04-3 /CLONE=H3059D04 /FEA=EST /CNT=2 /TID=Mm.221140.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459188_at 0.5 0.8 A A 0.88 0.85 0.3 NC 0.11 gb:BI076693 /DB_XREF=gi:14515350 /DB_XREF=L0209D03-3 /CLONE=L0209D03 /FEA=EST /CNT=2 /TID=Mm.197264.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459198_at 1.2 3.1 A A 0.96 0.78 0.3 NC 0.06 gb:BG066281 /DB_XREF=gi:12548850 /DB_XREF=H3041B03-3 /CLONE=H3041B03 /FEA=EST /CNT=2 /TID=Mm.155159.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459211_at 262.3 282.1 P P 0.000244 0.000732 0.3 NC 0.33 gb:AW546128 /DB_XREF=gi:7191535 /DB_XREF=L0004A03-3 /CLONE=L0004A03 /FEA=EST /CNT=2 /TID=Mm.215142.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459230_at 14.7 22.5 P P 0.03 0.03 0.3 NC 0.06 gb:BB525112 /DB_XREF=gi:16444092 /DB_XREF=BB525112 /CLONE=D930024H03 /FEA=EST /CNT=2 /TID=Mm.209733.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459255_at 4.4 4.6 A A 0.63 0.27 0.3 NC 0.35 gb:BB017407 /DB_XREF=gi:16257521 /DB_XREF=BB017407 /CLONE=4930568D12 /FEA=EST /CNT=2 /TID=Mm.82590.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459294_at 0.3 0.4 A A 0.99 0.91 0.3 NC 0.19 gb:BB395032 /DB_XREF=gi:16409275 /DB_XREF=BB395032 /CLONE=C230090G04 /FEA=EST /CNT=2 /TID=Mm.209029.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459300_at 9.2 12.4 A P 0.14 0.01 0.3 NC 0.05 gb:BB226459 /DB_XREF=gi:16354040 /DB_XREF=BB226459 /CLONE=A530097F01 /FEA=EST /CNT=2 /TID=Mm.123614.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459302_at 9.6 13.9 A P 0.11 0.01 0.3 NC 0.11 gb:BB150663 /DB_XREF=gi:16267891 /DB_XREF=BB150663 /CLONE=A030007N12 /FEA=EST /CNT=2 /TID=Mm.207475.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459329_at 16.7 21.6 P P 0.005859 0.005859 0.3 NC 0.15 gb:BB235116 /DB_XREF=gi:16354739 /DB_XREF=BB235116 /CLONE=A630052N03 /FEA=EST /CNT=2 /TID=Mm.208178.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459335_at 2 7.5 A A 0.3 0.14 0.3 NC 0.5 gb:BG075181 /DB_XREF=gi:12557750 /DB_XREF=H3144C02-3 /CLONE=H3144C02 /FEA=EST /CNT=2 /TID=Mm.197286.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459356_at 6.7 12 A A 0.19 0.08 0.3 NC 0.5 gb:BE948963 /DB_XREF=gi:10526722 /DB_XREF=UI-M-BH3-avz-f-01-0-UI.s1 /CLONE=UI-M-BH3-avz-f-01-0-UI /FEA=EST /CNT=2 /TID=Mm.150520.1
MOE430_2_1459398_at 0.4 1 A A 0.66 0.63 0.3 NC 0.21 gb:BB542335 /DB_XREF=gi:15412378 /DB_XREF=BB542335 /CLONE=E130119M05 /FEA=EST /CNT=2 /TID=Mm.209921.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459408_at 1 3.3 A A 0.91 0.66 0.3 NC 0.12 gb:BB266580 /DB_XREF=gi:16400361 /DB_XREF=BB266580 /CLONE=A830026F09 /FEA=EST /CNT=2 /TID=Mm.208470.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459413_at 5.7 8.2 A A 0.24 0.26 0.3 NC 0.5 gb:BB181350 /DB_XREF=gi:16270065 /DB_XREF=BB181350 /CLONE=A230090N04 /FEA=EST /CNT=2 /TID=Mm.213260.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459421_at 0.7 2 A A 0.8 0.63 0.3 NC 0.2 gb:BB281327 /DB_XREF=gi:15411116 /DB_XREF=BB281327 /CLONE=A930031B13 /FEA=EST /CNT=2 /TID=Mm.209884.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459502_at 1.2 2.7 A A 0.53 0.33 0.3 NC 0.5 gb:AU022987 /DB_XREF=gi:3393334 /DB_XREF=AU022987 /CLONE=J0423F10 /FEA=EST /CNT=2 /TID=Mm.154709.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459504_at 10.4 8.4 A A 0.3 0.43 0.3 NC 0.5 gb:AU022121 /DB_XREF=gi:3387080 /DB_XREF=AU022121 /CLONE=J0408G11 /FEA=EST /CNT=2 /TID=Mm.173501.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459548_at 23.1 24.4 P P 0.00415 0.01 0.3 NC 0.17 gb:BB309430 /DB_XREF=gi:16402512 /DB_XREF=BB309430 /CLONE=B230310K11 /FEA=EST /CNT=2 /TID=Mm.215772.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459563_x_ 1.4 1.4 A A 0.91 0.78 0.3 NC 0.21 gb:BE991564 /DB_XREF=gi:10671436 /DB_XREF=UI-M-BZ1-bdw-f-07-0-UI.s1 /CLONE=UI-M-BZ1-bdw-f-07-0-UI /FEA=EST /CNT=2 /TID=Mm.152154.1
MOE430_2_1459573_at 2.3 3.5 A A 0.56 0.36 0.3 NC 0.01 gb:BM218875 /DB_XREF=gi:17778528 /DB_XREF=C0917A12-3 /CLONE=C0917A12 /FEA=EST /CNT=2 /TID=Mm.139888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459577_at 7.2 9.9 A A 0.24 0.21 0.3 NC 0.5 gb:BG069895 /DB_XREF=gi:12552464 /DB_XREF=H3081C08-3 /CLONE=H3081C08 /FEA=EST /CNT=2 /TID=Mm.26249.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459583_at 0.9 1.2 A A 0.98 0.94 0.3 NC 0.29 gb:AW494311 /DB_XREF=gi:7064592 /DB_XREF=UI-M-BH3-aul-a-03-0-UI.s1 /CLONE=UI-M-BH3-aul-a-03-0-UI /FEA=EST /CNT=2 /TID=Mm.102315.1 /
MOE430_2_1459597_at 14.6 20.3 P P 0.00415 0.01 0.3 NC 0.5 gb:BG074849 /DB_XREF=gi:12557418 /DB_XREF=H3140B04-3 /CLONE=H3140B04 /FEA=EST /CNT=2 /TID=Mm.182746.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459680_at 14.3 16.6 P P 0.01 0.00293 0.3 NC 0.34 gb:BG797623 /DB_XREF=gi:14144570 /DB_XREF=ic11g11.x1 /FEA=EST /CNT=2 /TID=Mm.217105.1 /TIER=ConsEnd /STK=2 /UG=Mm.217105 /UG_TITLE=
MOE430_2_1459687_x_ 10.9 17.2 A A 0.14 0.12 0.3 NC 0.5 gb:BB725729 /DB_XREF=gi:16109004 /DB_XREF=BB725729 /CLONE=E860007B07 /FEA=EST /CNT=2 /TID=Mm.218119.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459698_at 1.8 2.9 A A 0.36 0.56 0.3 NC 0.5 gb:BM123577 /DB_XREF=gi:17107345 /DB_XREF=L0527D06-3 /CLONE=L0527D06 /FEA=EST /CNT=2 /TID=Mm.218121.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459718_x_ 13.2 11.8 P P 0.005859 0.00415 0.3 NC 0.88 gb:C86813 /DB_XREF=gi:2918770 /DB_XREF=C86813 /CLONE=J0233D01 /FEA=EST /CNT=2 /TID=Mm.200959.1 /TIER=ConsEnd /STK=2 /UG=Mm.20095
MOE430_2_1459721_at 0.5 1.2 A A 0.98 0.87 0.3 NC 0.13 gb:BF662619 /DB_XREF=gi:11927753 /DB_XREF=maa80h06.x1 /CLONE=IMAGE:3823331 /FEA=EST /CNT=2 /TID=Mm.32079.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459772_at 13.1 12.1 A A 0.27 0.27 0.3 NC 0.5 gb:BB283211 /DB_XREF=gi:8983660 /DB_XREF=BB283211 /CLONE=A930101F07 /FEA=EST /CNT=2 /TID=Mm.168093.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459830_at 58.9 86.5 A M 0.06 0.05 0.3 NC 0.5 gb:BB259623 /DB_XREF=gi:8952456 /DB_XREF=BB259623 /CLONE=A730090K23 /FEA=EST /CNT=2 /TID=Mm.167913.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459848_x_ 4.8 6.4 A A 0.82 0.63 0.3 NC 0.01 gb:BB484332 /DB_XREF=gi:9401941 /DB_XREF=BB484332 /CLONE=D430024N19 /FEA=EST /CNT=2 /TID=Mm.135019.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459854_s_ 475 519.1 P P 0.000244 0.000244 0.3 I 0.001832 gb:AV059518 /DB_XREF=gi:5159265 /DB_XREF=AV059518 /CLONE=1810059B22 /FEA=EST /CNT=2 /TID=Mm.46074.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459857_at 36.1 33.8 P P 0.001953 0.000244 0.3 NC 0.5 gb:BG071170 /DB_XREF=gi:12553739 /DB_XREF=H3095E05-3 /CLONE=H3095E05 /FEA=EST /CNT=2 /TID=Mm.173856.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459873_x_ 10.4 12.3 A P 0.14 0.04 0.3 NC 0.84 gb:BB050303 /DB_XREF=gi:8457451 /DB_XREF=BB050303 /CLONE=6720405G18 /FEA=EST /CNT=2 /TID=Mm.215523.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459880_at 16.3 20 A A 0.12 0.08 0.3 NC 0.06 gb:BB711284 /DB_XREF=gi:16064453 /DB_XREF=BB711284 /CLONE=B020022E06 /FEA=EST /CNT=15 /TID=Mm.136107.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1459882_at 14.9 24 P P 0.01 0.00415 0.3 NC 0.3 gb:AV312905 /DB_XREF=gi:16394352 /DB_XREF=AV312905 /CLONE=5830406L23 /FEA=EST /CNT=8 /TID=Mm.25008.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1459901_at 93.8 112.3 P P 0.001221 0.000732 0.3 NC 0.39 gb:BG077646 /DB_XREF=gi:12560214 /DB_XREF=H3018A09-5 /CLONE=H3018A09 /FEA=EST /CNT=24 /TID=Mm.178463.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1459937_at 11.7 6 P A 0.03 0.17 0.3 NC 0.39 gb:BM213298 /DB_XREF=gi:17771136 /DB_XREF=C0834D12-3 /CLONE=C0834D12 /FEA=EST /CNT=2 /TID=Mm.215709.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459945_at 1 1.2 A A 0.72 0.53 0.3 NC 0.02 gb:BB307519 /DB_XREF=gi:16402305 /DB_XREF=BB307519 /CLONE=B230215A15 /FEA=EST /CNT=2 /TID=Mm.208621.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459947_at 10.1 12.3 A A 0.21 0.12 0.3 NC 0.5 gb:BB007036 /DB_XREF=gi:16257039 /DB_XREF=BB007036 /CLONE=4732474G23 /FEA=EST /CNT=2 /TID=Mm.106577.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459952_at 8.7 7.7 M P 0.05 0.02 0.3 NC 0.42 gb:BG065567 /DB_XREF=gi:12548130 /DB_XREF=H3032G02-3 /CLONE=H3032G02 /FEA=EST /CNT=2 /TID=Mm.42670.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459978_x_ 3.7 3.1 A A 0.49 0.43 0.3 NC 0.5 gb:BB390531 /DB_XREF=gi:9113471 /DB_XREF=BB390531 /CLONE=C230069P13 /FEA=EST /CNT=2 /TID=Mm.132570.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459990_at 35.6 32.9 A A 0.08 0.06 0.3 NC 0.09 gb:BF462661 /DB_XREF=gi:11531844 /DB_XREF=UI-M-CG0p-bng-b-12-0-UI.s1 /CLONE=UI-M-CG0p-bng-b-12-0-UI /FEA=EST /CNT=19 /TID=Mm.502
MOE430_2_1460022_at 34.6 31.5 P P 0.001953 0.005859 0.3 NC 0.3 gb:BB766562 /DB_XREF=gi:16209820 /DB_XREF=BB766562 /CLONE=G370065D06 /FEA=EST /CNT=9 /TID=Mm.101542.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1460035_at 89.9 82.3 P P 0.000244 0.000244 0.3 NC 0.2 gb:BE457485 /DB_XREF=gi:9479663 /DB_XREF=us91c04.x1 /CLONE=IMAGE:3325734 /FEA=EST /CNT=9 /TID=Mm.40352.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1460059_at 0.6 0.9 A A 0.88 0.95 0.3 NC 0.76 gb:BB272732 /DB_XREF=gi:16400726 /DB_XREF=BB272732 /CLONE=A830080F09 /FEA=EST /CNT=5 /TID=Mm.76754.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1460064_at 10.2 8.1 A A 0.14 0.06 0.3 NC 0.16 gb:BM237812 /DB_XREF=gi:17873082 /DB_XREF=K0507D06-3 /CLONE=K0507D06 /FEA=EST /CNT=5 /TID=Mm.103545.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460069_at 11.7 11 P A 0.008057 0.06 0.3 NC 0.5 gb:BB056038 /DB_XREF=gi:15404182 /DB_XREF=BB056038 /CLONE=6720487A17 /FEA=EST /CNT=4 /TID=Mm.208320.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460075_x_ 6.3 4.3 A A 0.08 0.21 0.3 NC 0.5 gb:BB451512 /DB_XREF=gi:9312547 /DB_XREF=BB451512 /CLONE=D130011H24 /FEA=EST /CNT=4 /TID=Mm.168670.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460080_at 31.2 49 P P 0.001953 0.01 0.3 NC 0.74 gb:AI645535 /DB_XREF=gi:4724010 /DB_XREF=vt96c08.x1 /CLONE=IMAGE:1178990 /FEA=EST /CNT=6 /TID=Mm.23039.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460130_at 8.3 8.1 A A 0.5 0.5 0.3 NC 0.37 gb:BB481091 /DB_XREF=gi:16440767 /DB_XREF=BB481091 /CLONE=D430001N13 /FEA=EST /CNT=5 /TID=Mm.212421.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460134_at 5.1 5.3 A A 0.46 0.3 0.3 NC 0.5 gb:BB082472 /DB_XREF=gi:16260704 /DB_XREF=BB082472 /CLONE=9330175E14 /FEA=EST /CNT=4 /TID=Mm.118841.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460152_at 0.9 1.2 A A 0.87 0.78 0.3 NC 0.5 gb:BG066335 /DB_XREF=gi:12548904 /DB_XREF=H3041G07-3 /CLONE=H3041G07 /FEA=EST /CNT=3 /TID=Mm.172732.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460164_at 281.8 362.2 P P 0.000244 0.000244 0.3 NC 0.004925 gb:BM228780 /DB_XREF=gi:17791533 /DB_XREF=K0267H08-3 /CLONE=K0267H08 /FEA=FLmRNA /CNT=549 /TID=Mm.42193.1 /TIER=Stack /STK=105 /
MOE430_2_1460168_at 481.4 631.9 P P 0.000244 0.000244 0.3 I 0.000552 gb:NM_009193.1 /DB_XREF=gi:6677986 /GEN=Slbp /FEA=FLmRNA /CNT=220 /TID=Mm.4172.1 /TIER=FL+Stack /STK=167 /UG=Mm.4172 /LL=20492 /DE
MOE430_2_1460202_at 26.9 27.7 A A 0.24 0.12 0.3 NC 0.5 gb:NM_021508.1 /DB_XREF=gi:10946923 /GEN=Myoz1 /FEA=FLmRNA /CNT=85 /TID=Mm.141702.1 /TIER=FL+Stack /STK=51 /UG=Mm.141702 /LL=59011
MOE430_2_1460229_at 1.7 1.6 A A 0.72 0.9 0.3 NC 0.35 gb:NM_016964.1 /DB_XREF=gi:8394369 /GEN=Stag3 /FEA=FLmRNA /CNT=34 /TID=Mm.10726.1 /TIER=FL+Stack /STK=27 /UG=Mm.10726 /LL=50878 /D
MOE430_2_1460238_at 4.5 5.1 A A 0.53 0.5 0.3 NC 0.37 gb:NM_018857.1 /DB_XREF=gi:9256567 /GEN=Msln /FEA=FLmRNA /CNT=28 /TID=Mm.17510.1 /TIER=FL+Stack /STK=21 /UG=Mm.17510 /LL=56047 /DE
MOE430_2_1460254_at 120.3 222.9 P P 0.001221 0.00293 0.3 NC 0.02 gb:NM_025560.1 /DB_XREF=gi:13384991 /GEN=1810049H13Rik /FEA=FLmRNA /CNT=22 /TID=Mm.45063.1 /TIER=FL+Stack /STK=12 /UG=Mm.45063 /LL
MOE430_2_1460293_at 4.7 6.8 A A 0.63 0.69 0.3 NC 0.27 gb:AU079041 /DB_XREF=gi:6083797 /DB_XREF=AU079041 /CLONE=MNCb-3757 /FEA=FLmRNA /CNT=15 /TID=Mm.41189.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1460325_at 311.3 378.6 P P 0.000732 0.000732 0.3 NC 0.003355 gb:BB837171 /DB_XREF=gi:17015414 /DB_XREF=BB837171 /CLONE=G930045G21 /FEA=FLmRNA /CNT=347 /TID=Mm.34701.1 /TIER=Stack /STK=49 /U
MOE430_2_1460327_at 31 42.1 P P 0.04 0.03 0.3 NC 0.5 gb:BE947345 /DB_XREF=gi:10525104 /DB_XREF=UI-M-BH3-awy-e-11-0-UI.s1 /CLONE=UI-M-BH3-awy-e-11-0-UI /FEA=FLmRNA /CNT=109 /TID=Mm.
MOE430_2_1460329_at 101.3 123.5 P P 0.001953 0.00293 0.3 I 0.001201 gb:BG066773 /DB_XREF=gi:12549342 /DB_XREF=H3046G06-3 /CLONE=H3046G06 /FEA=FLmRNA /CNT=107 /TID=Mm.26364.1 /TIER=Stack /STK=9 /UG
MOE430_2_1460347_at 0.5 1.2 A A 0.98 0.88 0.3 NC 0.16 gb:BC011074.1 /DB_XREF=gi:15029716 /FEA=FLmRNA /CNT=173 /TID=Mm.6974.1 /TIER=FL+Stack /STK=76 /UG=Mm.6974 /LL=16664 /UG_GENE=Krt1-
MOE430_2_1460355_at 129.1 94.7 P P 0.000732 0.000244 0.3 NC 0.13 gb:BC025490.1 /DB_XREF=gi:19344061 /FEA=FLmRNA /CNT=63 /TID=Mm.32648.1 /TIER=FL+Stack /STK=41 /UG=Mm.32648 /DEF=Mus musculus, Simila
MOE430_2_1460357_at 563.2 674.3 P P 0.000244 0.000244 0.3 NC 0.004073 gb:BB455932 /DB_XREF=gi:16425995 /DB_XREF=BB455932 /CLONE=D130043E03 /FEA=FLmRNA /CNT=236 /TID=Mm.23998.1 /TIER=Stack /STK=132 /
MOE430_2_1460375_at 76.4 80.4 A A 0.08 0.06 0.3 NC 0.5 gb:BC019418.1 /DB_XREF=gi:18044447 /FEA=FLmRNA /CNT=6 /TID=Mm.215155.1 /TIER=FL /STK=3 /UG=Mm.215155 /DEF=Mus musculus, Similar to RIK
MOE430_2_1460384_a_ 10.5 16 P P 0.03 0.00293 0.3 NC 0.12 gb:BC024724.1 /DB_XREF=gi:19353504 /FEA=FLmRNA /CNT=3 /TID=Mm.41138.1 /TIER=FL /STK=1 /UG=Mm.41138 /LL=70738 /UG_GENE=6330417L24R
MOE430_2_1460400_at 97.8 105.3 P P 0.000244 0.000244 0.3 NC 0.24 gb:AK007793.1 /DB_XREF=gi:12841565 /GEN=Spg4 /FEA=mRNA /CNT=83 /TID=Mm.19804.1 /TIER=Stack /STK=40 /UG=Mm.19804 /LL=50850 /UG_TITLE
MOE430_2_1460404_at 70.2 111.1 P P 0.000244 0.000244 0.3 NC 0.07 gb:BC026917.1 /DB_XREF=gi:20072480 /FEA=mRNA /CNT=48 /TID=Mm.45349.1 /TIER=Stack /STK=18 /UG=Mm.45349 /LL=69403 /UG_GENE=1700019D0
MOE430_2_1460412_at 27.2 20.8 P P 0.00415 0.00415 0.3 NC 0.24 gb:AA222756 /DB_XREF=gi:1843067 /DB_XREF=mv71c11.r1 /CLONE=IMAGE:660500 /FEA=mRNA /CNT=24 /TID=Mm.30716.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1460445_at 72.2 87.9 P P 0.000244 0.000244 0.3 I 0.000692 gb:AK012092.1 /DB_XREF=gi:12848620 /FEA=mRNA /CNT=139 /TID=Mm.27790.1 /TIER=ConsEnd /STK=2 /UG=Mm.27790 /LL=72193 /UG_GENE=261051
MOE430_2_1460478_at 14.4 22.6 P P 0.03 0.04 0.3 NC 0.23 gb:AK008620.1 /DB_XREF=gi:12842915 /FEA=mRNA /CNT=6 /TID=Mm.45301.1 /TIER=ConsEnd /STK=3 /UG=Mm.45301 /LL=69147 /UG_GENE=2200002J
MOE430_2_1460480_at 8.4 10.8 A A 0.14 0.09 0.3 NC 0.5 gb:AK005451.1 /DB_XREF=gi:12838012 /FEA=mRNA /CNT=14 /TID=Mm.22.1 /TIER=ConsEnd /STK=2 /UG=Mm.22 /LL=71995 /UG_GENE=1600014E20Rik 
MOE430_2_1460494_at 0.8 2.5 A A 0.87 0.85 0.3 NC 0.48 gb:AK016396.1 /DB_XREF=gi:12855103 /FEA=mRNA /CNT=3 /TID=Mm.195844.1 /TIER=ConsEnd /STK=1 /UG=Mm.195844 /LL=75376 /UG_GENE=493059
MOE430_2_1460523_at 33.6 38.5 A A 0.12 0.19 0.3 NC 0.5 gb:AK019581.1 /DB_XREF=gi:12859866 /FEA=mRNA /CNT=3 /TID=Mm.195803.1 /TIER=ConsEnd /STK=1 /UG=Mm.195803 /LL=78125 /UG_GENE=493042
MOE430_2_1460524_at 2.8 4.1 A A 0.49 0.33 0.3 NC 0.24 gb:AV348749 /DB_XREF=gi:6389808 /DB_XREF=AV348749 /CLONE=6430711C07 /FEA=mRNA /CNT=3 /TID=Mm.159720.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1460563_at 238.2 301 P P 0.000488 0.000488 0.3 NC 0.004998 gb:BE949414 /DB_XREF=gi:10527173 /DB_XREF=UI-M-BH3-avi-f-05-0-UI.s1 /CLONE=UI-M-BH3-avi-f-05-0-UI /FEA=EST /CNT=129 /TID=Mm.26537.1
MOE430_2_1460606_at 1.1 0.3 A A 0.85 0.96 0.3 NC 0.39 gb:AV050442 /DB_XREF=gi:5136214 /DB_XREF=AV050442 /CLONE=1810013N11 /FEA=EST /CNT=14 /TID=Mm.220914.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1460612_at 0.8 1 A A 0.93 0.66 0.3 NC 0.15 gb:AV307652 /DB_XREF=gi:16393961 /DB_XREF=AV307652 /CLONE=5730554K13 /FEA=EST /CNT=47 /TID=Mm.203881.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1460614_at 113.1 164.7 P P 0.000244 0.000244 0.3 MI 0.00225 gb:BB530158 /DB_XREF=gi:16445730 /DB_XREF=BB530158 /CLONE=E030007F13 /FEA=EST /CNT=112 /TID=Mm.31012.1 /TIER=Stack /STK=35 /UG=M
MOE430_2_1460635_at 264.1 356 P P 0.000244 0.000244 0.3 NC 0.02 gb:NM_023229.1 /DB_XREF=gi:12963588 /GEN=Fastk /FEA=FLmRNA /CNT=228 /TID=Mm.28123.1 /TIER=FL+Stack /STK=158 /UG=Mm.28123 /LL=66587 
MOE430_2_1460665_a_ 52.5 74.3 P P 0.000244 0.000244 0.3 NC 0.03 gb:NM_011135.1 /DB_XREF=gi:6755125 /GEN=Cnot7 /FEA=FLmRNA /CNT=5 /TID=Mm.206770.1 /TIER=FL /STK=2 /UG=Mm.206770 /LL=18983 /DEF=Mu
MOE430_2_1460689_at 206 268.8 P P 0.000244 0.000244 0.3 NC 0.04 gb:BC022097.1 /DB_XREF=gi:18380959 /FEA=mRNA /CNT=133 /TID=Mm.22123.2 /TIER=Stack /STK=60 /UG=Mm.22123 /LL=28075 /UG_GENE=D15Wsu7
MOE430_2_1460728_s_ 616.9 664.6 P P 0.000244 0.000244 0.3 NC 0.02 gb:BB042583 /DB_XREF=gi:15403888 /DB_XREF=BB042583 /CLONE=6030464A07 /FEA=FLmRNA /CNT=212 /TID=Mm.43482.1 /TIER=Stack /STK=50 /U
MOE430_2_AFFX-Phe 0.6 1 A A 0.93 0.94 0.3 NC 0.44 Bacillus subtilis /REF=M24537 /DEF=B subtilis pheB, pheA genes corresponding to nucleotides 2017-3334 of M24537 /LEN=1409 (-5, -M, -3 represent tra
MOE430_2_1415689_s_ 295.2 357.6 P P 0.000244 0.000244 0.2 NC 0.13 gb:BC007473.1 /DB_XREF=gi:13938632 /FEA=FLmRNA /CNT=131 /TID=Mm.29962.1 /TIER=FL+Stack /STK=38 /UG=Mm.29962 /LL=72739 /UG_GENE=Sk
MOE430_2_1415695_at 770.9 870.9 P P 0.000244 0.000244 0.2 NC 0.08 gb:BC005762.1 /DB_XREF=gi:13543190 /FEA=FLmRNA /CNT=527 /TID=Mm.30097.1 /TIER=FL+Stack /STK=414 /UG=Mm.30097 /LL=26440 /UG_GENE=P
MOE430_2_1415696_at 2334.7 2625.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC005549.1 /DB_XREF=gi:13542684 /FEA=FLmRNA /CNT=350 /TID=Mm.6698.1 /TIER=FL+Stack /STK=138 /UG=Mm.6698 /LL=20224 /UG_GENE=Sara
MOE430_2_1415719_s_ 194.1 235.5 P P 0.000732 0.000244 0.2 NC 0.19 gb:BE134617 /DB_XREF=gi:8597117 /DB_XREF=ug17a07.y1 /CLONE=IMAGE:1531860 /FEA=mRNA /CNT=45 /TID=Mm.196465.1 /TIER=Stack /STK=31 /U
MOE430_2_1415728_at 215.6 206.2 P P 0.000244 0.000244 0.2 NC 0.35 gb:BG806432 /DB_XREF=gi:17953380 /DB_XREF=2024-83 /FEA=EST /CNT=98 /TID=Mm.7723.2 /TIER=Stack /STK=41 /UG=Mm.7723 /LL=54196 /UG_GE
MOE430_2_1415746_at 334.8 361.6 P P 0.000244 0.000244 0.2 NC 0.44 gb:AF363690.1 /DB_XREF=gi:14794913 /GEN=Cic /FEA=FLmRNA /CNT=93 /TID=Mm.28833.1 /TIER=FL+Stack /STK=40 /UG=Mm.28833 /LL=71722 /DEF
MOE430_2_1415757_at 337.5 430 P P 0.000732 0.000244 0.2 NC 0.06 gb:BM948896 /DB_XREF=gi:19432486 /DB_XREF=UI-M-EM0-buz-m-18-0-UI.r1 /CLONE=IMAGE:5689145 /FEA=mRNA /CNT=144 /TID=Mm.203930.1 /TIE
MOE430_2_1415762_x_ 1013.4 1206.8 P P 0.000244 0.000244 0.2 NC 0.09 gb:AV021593 /DB_XREF=gi:4798585 /DB_XREF=AV021593 /CLONE=1190023J22 /FEA=mRNA /CNT=102 /TID=Mm.30240.1 /TIER=Stack /STK=85 /UG=M
MOE430_2_1415765_at 286.3 320.7 P P 0.000244 0.000244 0.2 NC 0.24 gb:BI080136 /DB_XREF=gi:14498466 /DB_XREF=602876534F1 /CLONE=IMAGE:5008089 /FEA=EST /CNT=129 /TID=Mm.24148.1 /TIER=Stack /STK=9 /UG
MOE430_2_1415772_at 43.1 52.8 P P 0.000244 0.000244 0.2 NC 0.1 gb:BC005460.1 /DB_XREF=gi:13529463 /FEA=FLmRNA /CNT=834 /TID=Mm.117581.1 /TIER=FL+Stack /STK=51 /UG=Mm.117581 /LL=17975 /UG_GENE=N
MOE430_2_1415774_at 213.9 243.4 P P 0.001221 0.000244 0.2 NC 0.16 gb:NM_021448.1 /DB_XREF=gi:10946827 /GEN=Statip1 /FEA=FLmRNA /CNT=600 /TID=Mm.25298.1 /TIER=FL+Stack /STK=480 /UG=Mm.25298 /LL=5852
MOE430_2_1415787_at 798.4 908.9 P P 0.000244 0.000244 0.2 NC 0.49 gb:NM_008060.1 /DB_XREF=gi:6679890 /GEN=G2an /FEA=FLmRNA /CNT=432 /TID=Mm.3196.1 /TIER=FL+Stack /STK=279 /UG=Mm.3196 /LL=14376 /DE
MOE430_2_1415795_at 127.1 141.5 P P 0.000244 0.000244 0.2 NC 0.42 gb:BC016517.1 /DB_XREF=gi:16741383 /FEA=FLmRNA /CNT=549 /TID=Mm.42193.1 /TIER=FL /STK=5 /UG=Mm.42193 /LL=20729 /UG_GENE=Spin /DEF=
MOE430_2_1415804_at 117.2 109.7 P P 0.01 0.01 0.2 NC 0.21 gb:AF010586.1 /DB_XREF=gi:2317697 /FEA=FLmRNA /CNT=335 /TID=Mm.3205.1 /TIER=FL /STK=2 /UG=Mm.3205 /LL=20312 /UG_GENE=Scyd1 /DEF=M
MOE430_2_1415815_at 11.8 8.2 A P 0.39 0.04 0.2 I 0.001486 gb:BB340005 /DB_XREF=gi:16404435 /DB_XREF=BB340005 /CLONE=B930021N08 /FEA=FLmRNA /CNT=314 /TID=Mm.55.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1415837_at 0.6 0.7 A A 0.6 0.8 0.2 NC 0.5 gb:BC010754.1 /DB_XREF=gi:14789645 /FEA=FLmRNA /CNT=368 /TID=Mm.4486.1 /TIER=FL+Stack /STK=220 /UG=Mm.4486 /LL=16612 /UG_GENE=Klk6
MOE430_2_1415867_at 2237.6 2663 P P 0.000244 0.000244 0.2 NC 0.34 gb:NM_009837.1 /DB_XREF=gi:6753321 /GEN=Cct4 /FEA=FLmRNA /CNT=385 /TID=Mm.6821.1 /TIER=FL+Stack /STK=192 /UG=Mm.6821 /LL=12464 /DE
MOE430_2_1415868_at 14.5 16.6 M P 0.05 0.005859 0.2 NC 0.02 gb:BI989964 /DB_XREF=gi:17960969 /DB_XREF=4053-54 /FEA=FLmRNA /CNT=385 /TID=Mm.6821.1 /TIER=ConsEnd /STK=0 /UG=Mm.6821 /LL=12464 /
MOE430_2_1415877_at 775.8 881.2 P P 0.000244 0.000244 0.2 NC 0.37 gb:NM_009468.1 /DB_XREF=gi:6681218 /GEN=Dpysl3 /FEA=FLmRNA /CNT=262 /TID=Mm.180905.1 /TIER=FL+Stack /STK=188 /UG=Mm.180905 /LL=2224
MOE430_2_1415887_at 1608.2 1624.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_019678.1 /DB_XREF=gi:9790260 /GEN=Tfg /FEA=FLmRNA /CNT=275 /TID=Mm.41374.1 /TIER=FL+Stack /STK=183 /UG=Mm.41374 /LL=21787 /DE
MOE430_2_1415902_at 1.4 1.3 A A 0.94 0.96 0.2 NC 0.55 gb:NM_138600.1 /DB_XREF=gi:20070417 /GEN=D18Wsu181e /FEA=FLmRNA /CNT=262 /TID=Mm.30250.1 /TIER=FL /STK=2 /UG=Mm.30250 /LL=28121 /D
MOE430_2_1415911_at 184.7 231.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_008378.1 /DB_XREF=gi:6680446 /GEN=Impact /FEA=FLmRNA /CNT=233 /TID=Mm.8154.1 /TIER=FL+Stack /STK=171 /UG=Mm.8154 /LL=16210 /D
MOE430_2_1415916_a_ 419.4 506.9 P P 0.000244 0.000244 0.2 NC 0.00712 gb:NM_138745.1 /DB_XREF=gi:20270274 /GEN=Mthfd1 /FEA=FLmRNA /CNT=271 /TID=Mm.29584.1 /TIER=FL+Stack /STK=170 /UG=Mm.29584 /LL=1081
MOE430_2_1415922_s_ 1894.1 2280.9 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_010807.1 /DB_XREF=gi:6754705 /GEN=Mlp /FEA=FLmRNA /CNT=261 /TID=Mm.2769.1 /TIER=FL+Stack /STK=168 /UG=Mm.2769 /LL=17357 /DEF
MOE430_2_1415938_at 8.3 10.6 A A 0.14 0.24 0.2 NC 0.31 gb:NM_009258.1 /DB_XREF=gi:6678104 /GEN=Spink3 /FEA=FLmRNA /CNT=194 /TID=Mm.272.1 /TIER=FL+Stack /STK=164 /UG=Mm.272 /LL=20730 /DEF
MOE430_2_1415943_at 1938.9 2453.3 P P 0.000244 0.000244 0.2 NC 0.05 gb:BC010560.1 /DB_XREF=gi:14714818 /FEA=FLmRNA /CNT=374 /TID=Mm.2580.1 /TIER=FL+Stack /STK=163 /UG=Mm.2580 /LL=20969 /UG_GENE=Sdc
MOE430_2_1415964_at 913.1 1022.9 P P 0.000244 0.000244 0.2 NC 0.29 gb:BC007474.1 /DB_XREF=gi:13938634 /FEA=FLmRNA /CNT=521 /TID=Mm.140785.1 /TIER=FL+Stack /STK=156 /UG=Mm.140785 /LL=20249 /UG_GENE=
MOE430_2_1415985_at 869.1 984.1 P P 0.000244 0.000244 0.2 NC 0.39 gb:NM_133953.1 /DB_XREF=gi:19527173 /GEN=AA409318 /FEA=FLmRNA /CNT=279 /TID=Mm.123038.1 /TIER=FL+Stack /STK=154 /UG=Mm.123038 /LL=
MOE430_2_1416020_a_ 1753.2 2155.1 P P 0.000244 0.000244 0.2 NC 0.15 gb:NM_007506.1 /DB_XREF=gi:6680749 /GEN=Atp5g1 /FEA=FLmRNA /CNT=253 /TID=Mm.258.1 /TIER=FL+Stack /STK=143 /UG=Mm.258 /LL=11951 /DE
MOE430_2_1416038_at 806.7 786.6 P P 0.000244 0.000244 0.2 NC 0.16 gb:NM_019776.1 /DB_XREF=gi:9790066 /GEN=Snd1-pending /FEA=FLmRNA /CNT=284 /TID=Mm.29827.1 /TIER=FL+Stack /STK=140 /UG=Mm.29827 /LL=
MOE430_2_1416051_at 9.4 9.4 A A 0.24 0.17 0.2 NC 0.31 gb:NM_013484.1 /DB_XREF=gi:7304936 /GEN=C2 /FEA=FLmRNA /CNT=183 /TID=Mm.2081.1 /TIER=FL+Stack /STK=138 /UG=Mm.2081 /LL=12263 /DEF=
MOE430_2_1416059_at 709.7 837.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC011160.1 /DB_XREF=gi:15029873 /FEA=FLmRNA /CNT=224 /TID=Mm.28704.1 /TIER=FL+Stack /STK=137 /UG=Mm.28704 /LL=27054 /UG_GENE=S
MOE430_2_1416065_a_ 268.7 271.1 P P 0.000244 0.000244 0.2 NC 0.22 gb:NM_133971.1 /DB_XREF=gi:19527191 /GEN=AW549277 /FEA=FLmRNA /CNT=186 /TID=Mm.12459.1 /TIER=FL+Stack /STK=136 /UG=Mm.12459 /LL=1
MOE430_2_1416068_at 1129.6 1306.7 P P 0.000244 0.000244 0.2 NC 0.2 gb:NM_053092.1 /DB_XREF=gi:16716380 /GEN=Kars /FEA=FLmRNA /CNT=241 /TID=Mm.196544.1 /TIER=FL+Stack /STK=134 /UG=Mm.196544 /LL=8530
MOE430_2_1416070_a_ 345.2 336.6 P P 0.000244 0.000244 0.2 NC 0.41 gb:NM_025860.1 /DB_XREF=gi:13385341 /GEN=2310005B10Rik /FEA=FLmRNA /CNT=213 /TID=Mm.44219.1 /TIER=FL+Stack /STK=133 /UG=Mm.44219 /
MOE430_2_1416071_at 404.6 353.9 P P 0.000244 0.000244 0.2 NC 0.49 gb:NM_025860.1 /DB_XREF=gi:13385341 /GEN=2310005B10Rik /FEA=FLmRNA /CNT=213 /TID=Mm.44219.1 /TIER=FL+Stack /STK=133 /UG=Mm.44219 /
MOE430_2_1416073_a_ 282.1 321.5 P P 0.000244 0.000244 0.2 NC 0.27 gb:NM_008787.1 /DB_XREF=gi:6679218 /GEN=Pcnt /FEA=FLmRNA /CNT=157 /TID=Mm.4379.1 /TIER=FL+Stack /STK=133 /UG=Mm.4379 /LL=18541 /DE
MOE430_2_1416083_at 641.7 743.8 P P 0.000244 0.000244 0.2 NC 0.11 gb:NM_009551.1 /DB_XREF=gi:6677604 /GEN=Zfp216 /FEA=FLmRNA /CNT=276 /TID=Mm.2904.1 /TIER=FL+Stack /STK=130 /UG=Mm.2904 /LL=22682 /D
MOE430_2_1416097_at 1.3 0.7 A A 0.85 0.91 0.2 NC 0.5 gb:NM_138682.1 /DB_XREF=gi:20373168 /GEN=MBAG1 /FEA=FLmRNA /CNT=136 /TID=Mm.40158.1 /TIER=FL+Stack /STK=128 /UG=Mm.40158 /LL=1921
MOE430_2_1416110_at 448.2 486 P P 0.000244 0.000244 0.2 NC 0.24 gb:NM_026404.1 /DB_XREF=gi:13385893 /GEN=2610030J16Rik /FEA=FLmRNA /CNT=219 /TID=Mm.27170.1 /TIER=FL+Stack /STK=126 /UG=Mm.27170 /L
MOE430_2_1416116_at 69 76 P P 0.000244 0.000244 0.2 NC 0.14 gb:AV275499 /DB_XREF=gi:15405628 /DB_XREF=AV275499 /CLONE=4932428I17 /FEA=FLmRNA /CNT=216 /TID=Mm.29361.1 /TIER=Stack /STK=16 /UG
MOE430_2_1416121_at 4249.2 5373.1 P P 0.000244 0.000244 0.2 NC 0.18 gb:NM_010728.1 /DB_XREF=gi:6754567 /GEN=Lox /FEA=FLmRNA /CNT=304 /TID=Mm.172.1 /TIER=FL+Stack /STK=124 /UG=Mm.172 /LL=16948 /DEF=M
MOE430_2_1416133_at 373.4 389 P P 0.000244 0.000244 0.2 NC 0.02 gb:BB188557 /DB_XREF=gi:16270628 /DB_XREF=BB188557 /CLONE=A330049K02 /FEA=FLmRNA /CNT=354 /TID=Mm.29805.1 /TIER=Stack /STK=10 /U
MOE430_2_1416159_at 197.1 257.9 P P 0.000732 0.000732 0.2 NC 0.23 gb:U07635.1 /DB_XREF=gi:466469 /FEA=FLmRNA /CNT=177 /TID=Mm.16519.1 /TIER=FL /STK=1 /UG=Mm.16519 /LL=11819 /UG_GENE=Nr2f2 /DEF=Mu
MOE430_2_1416173_at 226.8 285 P P 0.008057 0.00415 0.2 NC 0.28 gb:BC004844.1 /DB_XREF=gi:13436028 /FEA=FLmRNA /CNT=184 /TID=Mm.28659.1 /TIER=FL /STK=7 /UG=Mm.28659 /LL=64934 /UG_GENE=Pes1 /DEF



MOE430_2_1416186_at 395.6 434.9 P P 0.001953 0.000732 0.2 NC 0.06 gb:NM_026383.1 /DB_XREF=gi:13385875 /GEN=0610011E17Rik /FEA=FLmRNA /CNT=248 /TID=Mm.29159.1 /TIER=FL+Stack /STK=116 /UG=Mm.29159 /L
MOE430_2_1416187_s_ 533.7 542.5 P P 0.000244 0.000244 0.2 NC 0.48 gb:NM_026383.1 /DB_XREF=gi:13385875 /GEN=0610011E17Rik /FEA=FLmRNA /CNT=248 /TID=Mm.29159.1 /TIER=FL+Stack /STK=116 /UG=Mm.29159 /L
MOE430_2_1416212_at 1976.9 2243 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_010760.1 /DB_XREF=gi:6754615 /GEN=Magoh /FEA=FLmRNA /CNT=152 /TID=Mm.808.1 /TIER=FL+Stack /STK=112 /UG=Mm.808 /LL=17149 /DEF
MOE430_2_1416222_at 530.3 614.8 P P 0.000244 0.000244 0.2 I 0.001832 gb:BC019945.1 /DB_XREF=gi:18043285 /FEA=FLmRNA /CNT=181 /TID=Mm.38792.1 /TIER=FL+Stack /STK=111 /UG=Mm.38792 /LL=18194 /UG_GENE=N
MOE430_2_1416238_at 1.3 0.5 A A 0.63 0.96 0.2 NC 0.63 gb:NM_011587.1 /DB_XREF=gi:6755784 /GEN=Tie1 /FEA=FLmRNA /CNT=137 /TID=Mm.4345.1 /TIER=FL+Stack /STK=109 /UG=Mm.4345 /LL=21846 /DE
MOE430_2_1416244_a_ 2225.8 2420.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_013493.1 /DB_XREF=gi:7304968 /GEN=Cnbp /FEA=FLmRNA /CNT=402 /TID=Mm.7335.1 /TIER=FL+Stack /STK=107 /UG=Mm.7335 /LL=12785 /DE
MOE430_2_1416254_a_ 233.1 255.5 P P 0.000244 0.000244 0.2 NC 0.23 gb:NM_030559.1 /DB_XREF=gi:13385359 /GEN=Vps16 /FEA=FLmRNA /CNT=124 /TID=Mm.31353.1 /TIER=FL+Stack /STK=107 /UG=Mm.31353 /LL=80743
MOE430_2_1416259_at 197.5 217 P P 0.000244 0.000244 0.2 NC 0.3 gb:NM_134025.1 /DB_XREF=gi:19527243 /GEN=AI451906 /FEA=FLmRNA /CNT=149 /TID=Mm.30664.1 /TIER=FL+Stack /STK=106 /UG=Mm.30664 /LL=10
MOE430_2_1416262_at 341.9 377.5 P P 0.000244 0.000244 0.2 NC 0.08 gb:AV143015 /DB_XREF=gi:16382956 /DB_XREF=AV143015 /CLONE=2810428F02 /FEA=FLmRNA /CNT=199 /TID=Mm.29647.1 /TIER=Stack /STK=21 /U
MOE430_2_1416266_at 4.6 5.6 A A 0.69 0.5 0.2 NC 0.5 gb:AF026537.1 /DB_XREF=gi:2582527 /FEA=FLmRNA /CNT=110 /TID=Mm.6239.1 /TIER=FL+Stack /STK=106 /UG=Mm.6239 /LL=18610 /UG_GENE=Pdyn 
MOE430_2_1416303_at 1637.5 2014.3 P P 0.000244 0.000244 0.2 NC 0.005409 gb:BC018559.1 /DB_XREF=gi:17391331 /FEA=FLmRNA /CNT=260 /TID=Mm.21119.1 /TIER=FL+Stack /STK=100 /UG=Mm.21119 /LL=56722 /UG_GENE=L
MOE430_2_1416321_s_ 168.1 194.8 P P 0.000732 0.000244 0.2 NC 0.01 gb:BC019775.1 /DB_XREF=gi:18043602 /FEA=FLmRNA /CNT=156 /TID=Mm.214514.1 /TIER=FL+Stack /STK=98 /UG=Mm.214514 /LL=116847 /UG_GENE=
MOE430_2_1416335_at 3698.7 4377.6 P P 0.000244 0.000244 0.2 NC 0.16 gb:NM_010798.1 /DB_XREF=gi:6754695 /GEN=Mif /FEA=FLmRNA /CNT=216 /TID=Mm.2326.1 /TIER=FL+Stack /STK=96 /UG=Mm.2326 /LL=17319 /DEF=
MOE430_2_1416342_at 1235.7 1491 P P 0.000244 0.000244 0.2 NC 0.08 gb:NM_011607.1 /DB_XREF=gi:7106434 /GEN=Tnc /FEA=FLmRNA /CNT=183 /TID=Mm.980.1 /TIER=FL+Stack /STK=96 /UG=Mm.980 /LL=21923 /DEF=M
MOE430_2_1416356_at 174.4 162.8 P P 0.000244 0.000732 0.2 NC 0.3 gb:NM_134075.1 /DB_XREF=gi:19527299 /GEN=AA959850 /FEA=FLmRNA /CNT=129 /TID=Mm.29346.1 /TIER=FL+Stack /STK=95 /UG=Mm.29346 /LL=105
MOE430_2_1416361_a_ 95.9 99.9 P P 0.00293 0.000732 0.2 NC 0.12 gb:NM_010063.1 /DB_XREF=gi:6753655 /GEN=Dncic1 /FEA=FLmRNA /CNT=110 /TID=Mm.20893.1 /TIER=FL+Stack /STK=95 /UG=Mm.20893 /LL=13426 /
MOE430_2_1416368_at 3346 3609.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_010357.1 /DB_XREF=gi:6754081 /GEN=Gsta4 /FEA=FLmRNA /CNT=158 /TID=Mm.2662.1 /TIER=FL+Stack /STK=94 /UG=Mm.2662 /LL=14860 /DE
MOE430_2_1416375_at 53 57 P P 0.000732 0.001953 0.2 NC 0.5 gb:BI664885 /DB_XREF=gi:15579118 /DB_XREF=603290334F1 /CLONE=IMAGE:5324120 /FEA=FLmRNA /CNT=223 /TID=Mm.3256.1 /TIER=ConsEnd /STK
MOE430_2_1416412_at 210.3 304.2 P P 0.000244 0.000244 0.2 NC 0.27 gb:NM_010945.1 /DB_XREF=gi:6754897 /GEN=Nsmaf /FEA=FLmRNA /CNT=165 /TID=Mm.3059.1 /TIER=FL+Stack /STK=91 /UG=Mm.3059 /LL=18201 /DE
MOE430_2_1416413_at 4.2 4.3 A A 0.72 0.53 0.2 NC 0.36 gb:NM_012007.1 /DB_XREF=gi:7770061 /GEN=Ctsj /FEA=FLmRNA /CNT=102 /TID=Mm.31948.1 /TIER=FL+Stack /STK=91 /UG=Mm.31948 /LL=26898 /DE
MOE430_2_1416431_at 959.1 1185.1 P P 0.000244 0.000244 0.2 NC 0.09 gb:NM_026473.1 /DB_XREF=gi:13385963 /GEN=2310057H16Rik /FEA=FLmRNA /CNT=173 /TID=Mm.181860.1 /TIER=FL+Stack /STK=90 /UG=Mm.181860 /
MOE430_2_1416440_at 1553.9 1722.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_016898.1 /DB_XREF=gi:8393786 /GEN=Cd164 /FEA=FLmRNA /CNT=307 /TID=Mm.28083.1 /TIER=FL+Stack /STK=89 /UG=Mm.28083 /LL=53599 /
MOE430_2_1416443_a_ 1268.5 1510 P P 0.000732 0.000732 0.2 NC 0.03 gb:NM_019748.1 /DB_XREF=gi:9790246 /GEN=Uble1a /FEA=FLmRNA /CNT=164 /TID=Mm.29698.1 /TIER=FL+Stack /STK=89 /UG=Mm.29698 /LL=56459 /
MOE430_2_1416446_at 192 191.9 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_133718.1 /DB_XREF=gi:19526899 /GEN=2010200I23Rik /FEA=FLmRNA /CNT=309 /TID=Mm.171292.1 /TIER=FL+Stack /STK=89 /UG=Mm.171292 /
MOE430_2_1416472_at 492.6 555.4 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_025932.1 /DB_XREF=gi:13385423 /GEN=Syap1 /FEA=FLmRNA /CNT=158 /TID=Mm.44207.1 /TIER=FL+Stack /STK=87 /UG=Mm.44207 /LL=67043 /
MOE430_2_1416485_at 1606.1 1912.8 P P 0.000244 0.000244 0.2 NC 0.23 gb:NM_016897.1 /DB_XREF=gi:12025535 /GEN=Timm23 /FEA=FLmRNA /CNT=164 /TID=Mm.24565.1 /TIER=FL+Stack /STK=86 /UG=Mm.24565 /LL=53600
MOE430_2_1416494_at 1590.7 1824.8 P P 0.001221 0.001953 0.2 NC 0.5 gb:NM_134104.1 /DB_XREF=gi:19527333 /GEN=AI256693 /FEA=FLmRNA /CNT=117 /TID=Mm.42805.1 /TIER=FL+Stack /STK=85 /UG=Mm.42805 /LL=106
MOE430_2_1416497_at 320 351.4 P P 0.000244 0.000244 0.2 NC 0.18 gb:J05186.1 /DB_XREF=gi:200282 /FEA=FLmRNA /CNT=198 /TID=Mm.2442.1 /TIER=FL+Stack /STK=85 /UG=Mm.2442 /LL=12304 /UG_GENE=Cai /DEF=
MOE430_2_1416498_at 1330.6 1588.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_008908.1 /DB_XREF=gi:6679440 /GEN=Ppic /FEA=FLmRNA /CNT=140 /TID=Mm.4587.1 /TIER=FL+Stack /STK=85 /UG=Mm.4587 /LL=19038 /DEF
MOE430_2_1416502_a_ 382.5 443 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_016703.1 /DB_XREF=gi:7710083 /GEN=Preb /FEA=FLmRNA /CNT=156 /TID=Mm.15928.1 /TIER=FL+Stack /STK=85 /UG=Mm.15928 /LL=50907 /D
MOE430_2_1416507_at 477.9 574.5 P P 0.000732 0.000732 0.2 NC 0.08 gb:AW551139 /DB_XREF=gi:7196567 /DB_XREF=L0074B02-3 /CLONE=L0074B02 /FEA=FLmRNA /CNT=157 /TID=Mm.44220.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1416548_at 185.3 219.3 P P 0.000732 0.000244 0.2 NC 0.02 gb:NM_021435.1 /DB_XREF=gi:10946803 /GEN=AB041549 /FEA=FLmRNA /CNT=236 /TID=Mm.142812.1 /TIER=FL+Stack /STK=82 /UG=Mm.142812 /LL=5
MOE430_2_1416550_at 169.6 229.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB320416 /DB_XREF=gi:16403307 /DB_XREF=BB320416 /CLONE=B230385L08 /FEA=FLmRNA /CNT=236 /TID=Mm.142812.1 /TIER=Stack /STK=14 /
MOE430_2_1416573_at 747.4 880.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_030262.2 /DB_XREF=gi:19525730 /GEN=BC003494 /FEA=FLmRNA /CNT=148 /TID=Mm.203556.1 /TIER=FL /STK=2 /UG=Mm.203556 /LL=80294 /D
MOE430_2_1416578_at 704.3 654.1 P P 0.000244 0.000244 0.2 NC 0.42 gb:BC027396.1 /DB_XREF=gi:20072075 /FEA=FLmRNA /CNT=242 /TID=Mm.29405.1 /TIER=FL+Stack /STK=44 /UG=Mm.29405 /LL=56438 /UG_GENE=Rb
MOE430_2_1416600_a_ 396.4 403 P P 0.000244 0.000244 0.2 NC 0.5 gb:AF260717.1 /DB_XREF=gi:7839596 /GEN=Dscr1 /FEA=FLmRNA /CNT=119 /TID=Mm.56.1 /TIER=FL+Stack /STK=79 /UG=Mm.56 /LL=54720 /DEF=Mus
MOE430_2_1416621_at 1161.1 1306.6 P P 0.000244 0.000244 0.2 NC 0.03 gb:NM_008502.1 /DB_XREF=gi:6678695 /GEN=Llglh /FEA=FLmRNA /CNT=133 /TID=Mm.3940.1 /TIER=FL+Stack /STK=78 /UG=Mm.3940 /LL=16897 /DEF
MOE430_2_1416638_at 189.5 205.4 P P 0.000244 0.000244 0.2 NC 0.25 gb:NM_015772.1 /DB_XREF=gi:7657537 /GEN=Sall2 /FEA=FLmRNA /CNT=112 /TID=Mm.39487.1 /TIER=FL+Stack /STK=77 /UG=Mm.39487 /LL=50524 /D
MOE430_2_1416678_at 1253.6 1551 P P 0.000732 0.000732 0.2 NC 0.2 gb:NM_011991.1 /DB_XREF=gi:6753487 /GEN=Cops3 /FEA=FLmRNA /CNT=161 /TID=Mm.40.1 /TIER=FL+Stack /STK=74 /UG=Mm.40 /LL=26572 /DEF=M
MOE430_2_1416681_at 32.2 21.1 P P 0.00415 0.00415 0.2 NC 0.48 gb:AI449114 /DB_XREF=gi:4287736 /DB_XREF=ms93c10.x1 /CLONE=IMAGE:619122 /FEA=FLmRNA /CNT=174 /TID=Mm.9002.1 /TIER=Stack /STK=10 /U
MOE430_2_1416738_at 220.2 237.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:AF321921.1 /DB_XREF=gi:13492094 /FEA=FLmRNA /CNT=120 /TID=Mm.153372.1 /TIER=FL+Stack /STK=71 /UG=Mm.153372 /LL=72399 /UG_GENE=B
MOE430_2_1416739_a_ 67.1 79.3 P P 0.001221 0.000244 0.2 NC 0.46 gb:NM_028227.1 /DB_XREF=gi:17998682 /GEN=Brap /FEA=FLmRNA /CNT=120 /TID=Mm.153372.1 /TIER=FL /STK=1 /UG=Mm.153372 /LL=72399 /DEF=M
MOE430_2_1416745_x_ 64.4 77.7 P P 0.00293 0.00293 0.2 NC 0.5 gb:AI467637 /DB_XREF=gi:4320974 /DB_XREF=ve43c02.x1 /CLONE=IMAGE:820898 /FEA=FLmRNA /CNT=116 /TID=Mm.27969.1 /TIER=ConsEnd /STK=1 
MOE430_2_1416828_at 1.1 0.8 A A 0.5 0.75 0.2 NC 0.27 gb:BC018249.1 /DB_XREF=gi:17390574 /FEA=FLmRNA /CNT=290 /TID=Mm.4435.1 /TIER=FL+Stack /STK=67 /UG=Mm.4435 /LL=20614 /UG_GENE=Snap
MOE430_2_1416860_s_ 383 390.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:AF177757.1 /DB_XREF=gi:6561423 /GEN=Ing1 /FEA=FLmRNA /CNT=118 /TID=Mm.25709.1 /TIER=FL+Stack /STK=66 /UG=Mm.25709 /LL=26356 /DEF
MOE430_2_1416867_at 90.5 118 P P 0.005859 0.001953 0.2 NC 0.12 gb:NM_009748.1 /DB_XREF=gi:6753181 /GEN=Bet1 /FEA=FLmRNA /CNT=116 /TID=Mm.23564.1 /TIER=FL+Stack /STK=16 /UG=Mm.23564 /LL=12068 /D
MOE430_2_1416868_at 616.2 724.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC027026.1 /DB_XREF=gi:20073274 /FEA=FLmRNA /CNT=92 /TID=Mm.1912.1 /TIER=FL+Stack /STK=66 /UG=Mm.1912 /LL=12580 /UG_GENE=Cdkn2
MOE430_2_1416886_at 27.4 34.6 P P 0.000244 0.000244 0.2 NC 0.11 gb:BC005436.1 /DB_XREF=gi:13529391 /FEA=FLmRNA /CNT=131 /TID=Mm.2485.1 /TIER=FL+Stack /STK=9 /UG=Mm.2485 /LL=57316 /UG_GENE=C1d-p
MOE430_2_1416895_at 170.2 202.2 P P 0.000732 0.000732 0.2 NC 0.13 gb:BC002046.1 /DB_XREF=gi:12805174 /FEA=FLmRNA /CNT=108 /TID=Mm.15675.1 /TIER=FL+Stack /STK=65 /UG=Mm.15675 /LL=13636 /UG_GENE=Efn
MOE430_2_1416899_at 11.1 15.3 A A 0.53 0.43 0.2 NC 0.5 gb:NM_009482.1 /DB_XREF=gi:6678524 /GEN=Utf1 /FEA=FLmRNA /CNT=74 /TID=Mm.10205.1 /TIER=FL+Stack /STK=65 /UG=Mm.10205 /LL=22286 /DE
MOE430_2_1416904_at 1220.5 1351.9 P P 0.000244 0.000244 0.2 NC 0.22 gb:NM_020007.1 /DB_XREF=gi:9910407 /GEN=Mbnl /FEA=FLmRNA /CNT=227 /TID=Mm.141993.1 /TIER=FL+Stack /STK=64 /UG=Mm.141993 /LL=56758 /
MOE430_2_1416907_at 400.1 444.6 P P 0.000244 0.000244 0.2 NC 0.21 gb:AF234179.1 /DB_XREF=gi:7331147 /GEN=Tbrbp /FEA=FLmRNA /CNT=290 /TID=Mm.14644.1 /TIER=FL+Stack /STK=34 /UG=Mm.14644 /LL=22099 /D
MOE430_2_1416917_at 883.4 1022.3 P P 0.000244 0.000244 0.2 NC 0.19 gb:NM_021437.1 /DB_XREF=gi:10946805 /GEN=1700123O20Rik /FEA=FLmRNA /CNT=116 /TID=Mm.197509.1 /TIER=FL+Stack /STK=64 /UG=Mm.197509 
MOE430_2_1416919_a_ 104.9 141.9 P P 0.000732 0.001221 0.2 NC 0.25 gb:NM_016902.1 /DB_XREF=gi:8393844 /GEN=Nphp1 /FEA=FLmRNA /CNT=80 /TID=Mm.38522.1 /TIER=FL+Stack /STK=64 /UG=Mm.38522 /LL=53885 /D
MOE430_2_1416920_at 339.4 348.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_009032.1 /DB_XREF=gi:7657501 /GEN=Rbm4 /FEA=FLmRNA /CNT=82 /TID=Mm.542.1 /TIER=FL+Stack /STK=64 /UG=Mm.542 /LL=19653 /DEF=M
MOE430_2_1416925_at 727 590.9 P P 0.000244 0.000244 0.2 NC 0.41 gb:NM_008379.1 /DB_XREF=gi:6680448 /GEN=Impnb /FEA=FLmRNA /CNT=313 /TID=Mm.16710.1 /TIER=FL+Stack /STK=42 /UG=Mm.16710 /LL=16211 /D
MOE430_2_1416928_at 347.6 367.5 P P 0.000244 0.000244 0.2 NC 0.26 gb:NM_029397.1 /DB_XREF=gi:19311003 /GEN=5730420G12Rik /FEA=FLmRNA /CNT=108 /TID=Mm.27660.1 /TIER=FL+Stack /STK=63 /UG=Mm.27660 /L
MOE430_2_1416931_at 268.9 257.6 P P 0.000244 0.000244 0.2 NC 0.26 gb:NM_022988.1 /DB_XREF=gi:12667803 /GEN=Nif3l1 /FEA=FLmRNA /CNT=100 /TID=Mm.143166.1 /TIER=FL+Stack /STK=63 /UG=Mm.143166 /LL=6510
MOE430_2_1416944_a_ 157.7 203.4 P P 0.001221 0.00293 0.2 NC 0.24 gb:NM_011903.1 /DB_XREF=gi:6755804 /GEN=Tlk2 /FEA=FLmRNA /CNT=117 /TID=Mm.4557.1 /TIER=FL+Stack /STK=62 /UG=Mm.4557 /LL=24086 /DEF=
MOE430_2_1416950_at 153.3 167.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_134131.1 /DB_XREF=gi:19527361 /GEN=AA987150 /FEA=FLmRNA /CNT=123 /TID=Mm.27740.1 /TIER=FL+Stack /STK=62 /UG=Mm.27740 /LL=106
MOE430_2_1416975_at 89.1 96.3 P P 0.000732 0.000244 0.2 NC 0.28 gb:NM_019667.1 /DB_XREF=gi:9789974 /GEN=Stam2 /FEA=FLmRNA /CNT=296 /TID=Mm.45048.1 /TIER=FL+Stack /STK=24 /UG=Mm.45048 /LL=56324 /
MOE430_2_1416979_at 1587.6 1750.2 P P 0.000244 0.000244 0.2 NC 0.15 gb:NM_025624.1 /DB_XREF=gi:13385085 /GEN=2510048O06Rik /FEA=FLmRNA /CNT=170 /TID=Mm.2184.1 /TIER=FL+Stack /STK=61 /UG=Mm.2184 /LL=
MOE430_2_1416980_at 1.2 1.7 A A 0.78 0.91 0.2 NC 0.54 gb:NM_027853.1 /DB_XREF=gi:13386263 /GEN=0610006F02Rik /FEA=FLmRNA /CNT=176 /TID=Mm.19281.1 /TIER=FL+Stack /STK=61 /UG=Mm.19281 /L
MOE430_2_1416994_at 231.2 213.2 P P 0.000732 0.000732 0.2 NC 0.39 gb:AA270346 /DB_XREF=gi:1908676 /DB_XREF=va58h05.r1 /CLONE=IMAGE:735609 /FEA=FLmRNA /CNT=115 /TID=Mm.60219.1 /TIER=Stack /STK=11 /
MOE430_2_1417024_at 232 248.6 P P 0.000244 0.000244 0.2 NC 0.23 gb:BC020088.1 /DB_XREF=gi:18044872 /FEA=FLmRNA /CNT=170 /TID=Mm.10528.1 /TIER=FL+Stack /STK=59 /UG=Mm.10528 /LL=15115 /UG_GENE=Ha
MOE430_2_1417028_a_ 88.6 85.9 P P 0.000244 0.000244 0.2 NC 0.34 gb:BB667078 /DB_XREF=gi:16398527 /DB_XREF=BB667078 /CLONE=2610028H02 /FEA=FLmRNA /CNT=221 /TID=Mm.44876.1 /TIER=Stack /STK=33 /U
MOE430_2_1417061_at 6.7 13.9 A A 0.12 0.08 0.2 NC 0.5 gb:BC003438.1 /DB_XREF=gi:13097389 /FEA=FLmRNA /CNT=139 /TID=Mm.28756.1 /TIER=FL+Stack /STK=58 /UG=Mm.28756 /LL=53945 /UG_GENE=Slc
MOE430_2_1417064_at 632.2 873 P P 0.000244 0.000244 0.2 NC 0.05 gb:NM_026365.1 /DB_XREF=gi:13385861 /GEN=5830427H10Rik /FEA=FLmRNA /CNT=124 /TID=Mm.2053.1 /TIER=FL+Stack /STK=58 /UG=Mm.2053 /LL=
MOE430_2_1417069_a_ 75.1 89.5 P P 0.000244 0.000732 0.2 NC 0.39 gb:BG066438 /DB_XREF=gi:12549007 /DB_XREF=H3043A05-3 /CLONE=H3043A05 /FEA=FLmRNA /CNT=164 /TID=Mm.87312.1 /TIER=Stack /STK=15 /U
MOE430_2_1417083_at 2955 3296.9 P P 0.000244 0.000244 0.2 NC 0.4 gb:NM_024171.1 /DB_XREF=gi:13324683 /GEN=1190006C12Rik /FEA=FLmRNA /CNT=99 /TID=Mm.20188.1 /TIER=FL+Stack /STK=57 /UG=Mm.20188 /LL
MOE430_2_1417095_a_ 41.5 47.8 P P 0.01 0.001953 0.2 NC 0.004073 gb:NM_015765.1 /DB_XREF=gi:7657199 /GEN=Hsp70-4 /FEA=FLmRNA /CNT=96 /TID=Mm.89341.1 /TIER=FL+Stack /STK=57 /UG=Mm.89341 /LL=50497 
MOE430_2_1417102_a_ 1459.2 1500.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC025155.1 /DB_XREF=gi:19263528 /FEA=FLmRNA /CNT=149 /TID=Mm.28058.1 /TIER=FL+Stack /STK=56 /UG=Mm.28058 /LL=66046 /UG_GENE=Nd
MOE430_2_1417117_at 60.6 80.6 P P 0.001221 0.000244 0.2 NC 0.03 gb:NM_024199.1 /DB_XREF=gi:13195627 /GEN=1700057K18Rik /FEA=FLmRNA /CNT=91 /TID=Mm.26944.1 /TIER=ConsEnd /STK=0 /UG=Mm.26944 /LL=6
MOE430_2_1417119_at 365.2 387.4 P P 0.000244 0.000244 0.2 NC 0.24 gb:NM_024231.1 /DB_XREF=gi:13195657 /GEN=Zfpl1 /FEA=FLmRNA /CNT=84 /TID=Mm.29437.1 /TIER=FL+Stack /STK=56 /UG=Mm.29437 /LL=81909 /D
MOE430_2_1417144_at 438.9 563 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_134024.1 /DB_XREF=gi:19527241 /GEN=AI451582 /FEA=FLmRNA /CNT=106 /TID=Mm.43167.1 /TIER=FL+Stack /STK=55 /UG=Mm.43167 /LL=103
MOE430_2_1417152_at 161.7 176.6 P P 0.001953 0.001221 0.2 NC 0.5 gb:BC022103.1 /DB_XREF=gi:18380976 /FEA=FLmRNA /CNT=82 /TID=Mm.45835.1 /TIER=FL+Stack /STK=55 /UG=Mm.45835 /LL=67991 /UG_GENE=0610
MOE430_2_1417153_at 98.7 112.4 P P 0.000244 0.000732 0.2 NC 0.5 gb:NM_026495.1 /DB_XREF=gi:13385983 /GEN=0610020I02Rik /FEA=FLmRNA /CNT=82 /TID=Mm.45835.1 /TIER=FL /STK=1 /UG=Mm.45835 /LL=67991 /
MOE430_2_1417163_at 56.8 66 P P 0.01 0.01 0.2 NC 0.03 gb:BC025066.1 /DB_XREF=gi:19263533 /FEA=FLmRNA /CNT=148 /TID=Mm.34912.1 /TIER=FL+Stack /STK=54 /UG=Mm.34912 /LL=63953 /UG_GENE=Du
MOE430_2_1417224_a_ 92.4 102.1 P P 0.001221 0.00293 0.2 NC 0.5 gb:NM_027353.1 /DB_XREF=gi:17505207 /GEN=Cd2bp2 /FEA=FLmRNA /CNT=134 /TID=Mm.28050.1 /TIER=FL+Stack /STK=18 /UG=Mm.28050 /LL=70233
MOE430_2_1417239_at 541.1 630.1 P P 0.000244 0.000244 0.2 NC 0.08 gb:BC002162.1 /DB_XREF=gi:12805382 /FEA=FLmRNA /CNT=151 /TID=Mm.12481.1 /TIER=FL+Stack /STK=51 /UG=Mm.12481 /LL=12626 /UG_GENE=Ce
MOE430_2_1417243_at 656.4 803.5 P P 0.000244 0.000244 0.2 NC 0.2 gb:NM_028221.1 /DB_XREF=gi:20149307 /GEN=AI596259 /FEA=FLmRNA /CNT=134 /TID=Mm.29348.1 /TIER=FL+Stack /STK=51 /UG=Mm.29348 /LL=102
MOE430_2_1417255_at 387.6 457.4 P P 0.000244 0.000244 0.2 NC 0.08 gb:NM_134126.1 /DB_XREF=gi:19527355 /GEN=AI661311 /FEA=FLmRNA /CNT=67 /TID=Mm.32802.1 /TIER=FL+Stack /STK=51 /UG=Mm.32802 /LL=1066
MOE430_2_1417274_at 1171 1323.2 P P 0.000244 0.000244 0.2 NC 0.09 gb:NM_015782.1 /DB_XREF=gi:7657523 /GEN=Snrpa /FEA=FLmRNA /CNT=120 /TID=Mm.4633.1 /TIER=FL+Stack /STK=50 /UG=Mm.4633 /LL=53607 /DE
MOE430_2_1417275_at 0.8 0.9 A A 0.96 0.91 0.2 NC 0.4 gb:NM_010762.1 /DB_XREF=gi:6857807 /GEN=Mal /FEA=FLmRNA /CNT=100 /TID=Mm.39040.1 /TIER=FL+Stack /STK=50 /UG=Mm.39040 /LL=17153 /DE
MOE430_2_1417281_a_ 2 2.2 A A 0.78 0.85 0.2 NC 0.35 gb:NM_011985.1 /DB_XREF=gi:6754709 /GEN=Mmp23 /FEA=FLmRNA /CNT=63 /TID=Mm.29373.1 /TIER=FL+Stack /STK=50 /UG=Mm.29373 /LL=26561 /D
MOE430_2_1417284_at 295 360.4 P P 0.001953 0.001953 0.2 NC 0.00712 gb:NM_133841.1 /DB_XREF=gi:19527057 /GEN=AI591529 /FEA=FLmRNA /CNT=62 /TID=Mm.219630.1 /TIER=FL+Stack /STK=50 /UG=Mm.219630 /LL=99
MOE430_2_1417285_a_ 748.7 870.8 P P 0.000244 0.000244 0.2 NC 0.05 gb:NM_026614.1 /DB_XREF=gi:13386099 /GEN=2900002J19Rik /FEA=FLmRNA /CNT=122 /TID=Mm.27677.1 /TIER=FL+Stack /STK=49 /UG=Mm.27677 /LL
MOE430_2_1417290_at 0.8 1 A A 0.82 0.98 0.2 NC 0.87 gb:NM_029796.1 /DB_XREF=gi:16418334 /GEN=Lrg-pending /FEA=FLmRNA /CNT=132 /TID=Mm.176946.1 /TIER=FL+Stack /STK=49 /UG=Mm.176946 /LL
MOE430_2_1417303_at 103.6 126.7 P P 0.000244 0.001221 0.2 NC 0.5 gb:NM_138656.1 /DB_XREF=gi:20149735 /GEN=Mvd /FEA=FLmRNA /CNT=93 /TID=Mm.28146.1 /TIER=FL+Stack /STK=49 /UG=Mm.28146 /LL=192156 /D
MOE430_2_1417337_at 1.2 0.7 A A 0.69 0.72 0.2 NC 0.42 gb:NM_013513.1 /DB_XREF=gi:7305034 /GEN=Epb4.2 /FEA=FLmRNA /CNT=79 /TID=Mm.15802.1 /TIER=FL+Stack /STK=48 /UG=Mm.15802 /LL=13828 /D
MOE430_2_1417342_at 150.3 188 P P 0.000244 0.000244 0.2 NC 0.11 gb:AV236660 /DB_XREF=gi:15405111 /DB_XREF=AV236660 /CLONE=4732414N02 /FEA=FLmRNA /CNT=252 /TID=Mm.55843.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1417365_a_ 934.7 1132.1 P P 0.000244 0.000244 0.2 NC 0.41 gb:NM_009790.1 /DB_XREF=gi:6753243 /GEN=Calm1 /FEA=FLmRNA /CNT=323 /TID=Mm.34246.1 /TIER=FL+Stack /STK=46 /UG=Mm.34246 /LL=12313 /
MOE430_2_1417391_a_ 46.2 48.3 A A 0.21 0.09 0.2 NC 0.37 gb:BC026894.1 /DB_XREF=gi:20070724 /FEA=FLmRNA /CNT=135 /TID=Mm.10137.1 /TIER=FL+Stack /STK=46 /UG=Mm.10137 /LL=16170 /UG_GENE=Il16
MOE430_2_1417407_at 159.9 172.8 P P 0.000244 0.000732 0.2 NC 0.2 gb:NM_133940.1 /DB_XREF=gi:19527157 /GEN=AW322056 /FEA=FLmRNA /CNT=78 /TID=Mm.154613.1 /TIER=FL+Stack /STK=46 /UG=Mm.154613 /LL=1
MOE430_2_1417409_at 1549.3 1644.5 P P 0.000244 0.000244 0.2 NC 0.005409 gb:BC002081.1 /DB_XREF=gi:12805238 /FEA=FLmRNA /CNT=170 /TID=Mm.482.1 /TIER=FL+Stack /STK=20 /UG=Mm.482 /LL=16476 /UG_GENE=Jun /DE
MOE430_2_1417437_at 208.9 224 P P 0.000244 0.000244 0.2 NC 0.03 gb:NM_010247.1 /DB_XREF=gi:6753927 /GEN=G22p1 /FEA=FLmRNA /CNT=76 /TID=Mm.16147.1 /TIER=FL+Stack /STK=45 /UG=Mm.16147 /LL=14375 /D
MOE430_2_1417493_at 628.4 735.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:AA217399 /DB_XREF=gi:1826400 /DB_XREF=mu92h05.r1 /CLONE=IMAGE:653049 /FEA=FLmRNA /CNT=201 /TID=Mm.7719.1 /TIER=Stack /STK=17 /U
MOE430_2_1417498_at 1.5 2 A A 0.63 0.63 0.2 NC 0.41 gb:NM_008878.1 /DB_XREF=gi:6679382 /GEN=Serpinf2 /FEA=FLmRNA /CNT=169 /TID=Mm.934.1 /TIER=FL+Stack /STK=43 /UG=Mm.934 /LL=18816 /DE
MOE430_2_1417508_at 343.9 377.7 P P 0.000732 0.000244 0.2 NC 0.18 gb:NM_013923.1 /DB_XREF=gi:7305436 /GEN=Rnf19 /FEA=FLmRNA /CNT=93 /TID=Mm.5181.1 /TIER=FL+Stack /STK=43 /UG=Mm.5181 /LL=30945 /DEF
MOE430_2_1417526_at 110.9 103.4 P P 0.01 0.00415 0.2 NC 0.22 gb:NM_021568.1 /DB_XREF=gi:10947013 /GEN=Pcbp3 /FEA=FLmRNA /CNT=76 /TID=Mm.143816.1 /TIER=FL+Stack /STK=43 /UG=Mm.143816 /LL=59093
MOE430_2_1417529_at 13.6 15.3 A A 0.14 0.08 0.2 NC 0.17 gb:NM_011228.1 /DB_XREF=gi:6755259 /GEN=Rab33a /FEA=FLmRNA /CNT=47 /TID=Mm.2015.1 /TIER=FL+Stack /STK=43 /UG=Mm.2015 /LL=19337 /DE
MOE430_2_1417543_at 38.8 31.8 M P 0.05 0.01 0.2 NC 0.45 gb:BB737182 /DB_XREF=gi:16136332 /DB_XREF=BB737182 /CLONE=F430011N04 /FEA=FLmRNA /CNT=100 /TID=Mm.32033.1 /TIER=Stack /STK=25 /U
MOE430_2_1417545_at 112.2 164 P P 0.000244 0.000244 0.2 NC 0.08 gb:NM_022017.1 /DB_XREF=gi:11528501 /GEN=Trpv4 /FEA=FLmRNA /CNT=73 /TID=Mm.91441.1 /TIER=FL+Stack /STK=42 /UG=Mm.91441 /LL=63873 /D
MOE430_2_1417558_at 257.7 307.4 P P 0.000244 0.000244 0.2 NC 0.11 gb:AW909391 /DB_XREF=gi:8074715 /DB_XREF=ur75g02.x1 /CLONE=IMAGE:3156146 /FEA=FLmRNA /CNT=174 /TID=Mm.4848.1 /TIER=Stack /STK=19 /
MOE430_2_1417560_at 234.3 277.9 P P 0.000244 0.000244 0.2 NC 0.12 gb:BB478992 /DB_XREF=gi:16440503 /DB_XREF=BB478992 /CLONE=D330036A01 /FEA=FLmRNA /CNT=241 /TID=Mm.12983.1 /TIER=Stack /STK=36 /U
MOE430_2_1417563_at 43.2 36.4 A P 0.14 0.03 0.2 NC 0.35 gb:AK013033.1 /DB_XREF=gi:12850148 /GEN=Eif4ebp1 /FEA=FLmRNA /CNT=114 /TID=Mm.6700.1 /TIER=ConsEnd /STK=3 /UG=Mm.6700 /LL=13685 /UG
MOE430_2_1417574_at 1161.3 1349.6 P P 0.000244 0.000244 0.2 NC 0.09 gb:NM_013655.2 /DB_XREF=gi:12025674 /GEN=Sdf1 /FEA=FLmRNA /CNT=83 /TID=Mm.465.1 /TIER=FL+Stack /STK=41 /UG=Mm.465 /LL=20315 /DEF=M
MOE430_2_1417582_s_ 235.8 248.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_020046.1 /DB_XREF=gi:9910193 /GEN=Dhodh /FEA=FLmRNA /CNT=70 /TID=Mm.23894.1 /TIER=FL+Stack /STK=41 /UG=Mm.23894 /LL=56749 /D
MOE430_2_1417626_at 25.4 28.3 P P 0.001953 0.005859 0.2 NC 0.5 gb:NM_031401.1 /DB_XREF=gi:14010856 /GEN=Usmg4 /FEA=FLmRNA /CNT=69 /TID=Mm.27881.1 /TIER=FL+Stack /STK=40 /UG=Mm.27881 /LL=83679 /
MOE430_2_1417635_at 66.1 66.8 P P 0.01 0.005859 0.2 NC 0.5 gb:NM_011449.1 /DB_XREF=gi:6755613 /GEN=Spa17 /FEA=FLmRNA /CNT=49 /TID=Mm.8637.1 /TIER=FL+Stack /STK=40 /UG=Mm.8637 /LL=20686 /DEF
MOE430_2_1417655_a_ 308.7 340 P P 0.000244 0.000244 0.2 NC 0.07 gb:BC019117.1 /DB_XREF=gi:17512286 /FEA=FLmRNA /CNT=92 /TID=Mm.27932.1 /TIER=FL+Stack /STK=39 /UG=Mm.27932 /LL=83701 /UG_GENE=Ars2
MOE430_2_1417662_at 114.2 101.3 P P 0.001221 0.000732 0.2 NC 0.5 gb:BI697630 /DB_XREF=gi:15660259 /DB_XREF=603348807F1 /CLONE=IMAGE:5376553 /FEA=FLmRNA /CNT=84 /TID=Mm.4454.1 /TIER=ConsEnd /STK=
MOE430_2_1417687_at 19.2 21.6 A A 0.09 0.06 0.2 NC 0.13 gb:AF244979.1 /DB_XREF=gi:15010847 /FEA=FLmRNA /CNT=71 /TID=Mm.87546.1 /TIER=FL /STK=2 /UG=Mm.87546 /LL=56072 /UG_GENE=Lgals12 /DE
MOE430_2_1417688_at 229.2 286.8 P P 0.000244 0.001221 0.2 NC 0.22 gb:NM_030565.1 /DB_XREF=gi:13385515 /GEN=BC004044 /FEA=FLmRNA /CNT=131 /TID=Mm.6419.1 /TIER=FL+Stack /STK=38 /UG=Mm.6419 /LL=80752
MOE430_2_1417689_a_ 24.7 27.1 A P 0.06 0.03 0.2 NC 0.24 gb:BC013542.1 /DB_XREF=gi:15488821 /FEA=FLmRNA /CNT=56 /TID=Mm.30181.1 /TIER=FL+Stack /STK=38 /UG=Mm.30181 /LL=67182 /UG_GENE=Map
MOE430_2_1417690_at 530.2 554.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_016781.1 /DB_XREF=gi:7949116 /GEN=Prkag1 /FEA=FLmRNA /CNT=113 /TID=Mm.6670.1 /TIER=FL+Stack /STK=38 /UG=Mm.6670 /LL=19082 /DE
MOE430_2_1417699_at 296.9 322.3 P P 0.000244 0.000244 0.2 NC 0.49 gb:AV325174 /DB_XREF=gi:16395443 /DB_XREF=AV325174 /CLONE=6330401E03 /FEA=FLmRNA /CNT=101 /TID=Mm.24632.1 /TIER=Stack /STK=10 /U
MOE430_2_1417710_at 610.9 721.1 P P 0.000244 0.000244 0.2 NC 0.29 gb:NM_021554.1 /DB_XREF=gi:10946995 /GEN=0610012D09Rik /FEA=FLmRNA /CNT=114 /TID=Mm.29122.1 /TIER=FL+Stack /STK=38 /UG=Mm.29122 /L
MOE430_2_1417718_at 1951.1 2260.8 P P 0.000244 0.000244 0.2 NC 0.01 gb:BC008511.1 /DB_XREF=gi:14250181 /FEA=FLmRNA /CNT=88 /TID=Mm.30080.1 /TIER=FL+Stack /STK=37 /UG=Mm.30080 /LL=53356 /UG_GENE=Eif3
MOE430_2_1417719_at 446.7 530.5 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_021788.1 /DB_XREF=gi:12408289 /GEN=Sap30 /FEA=FLmRNA /CNT=102 /TID=Mm.118.1 /TIER=FL+Stack /STK=37 /UG=Mm.118 /LL=60406 /DEF
MOE430_2_1417730_at 1042.6 1227 P P 0.000244 0.000244 0.2 NC 0.31 gb:NM_010162.1 /DB_XREF=gi:7106308 /GEN=Ext1 /FEA=FLmRNA /CNT=92 /TID=Mm.1424.1 /TIER=FL+Stack /STK=37 /UG=Mm.1424 /LL=14042 /DEF=
MOE430_2_1417737_at 283.6 314.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_020560.1 /DB_XREF=gi:10181115 /GEN=Mrps31 /FEA=FLmRNA /CNT=75 /TID=Mm.1841.1 /TIER=FL+Stack /STK=37 /UG=Mm.1841 /LL=57312 /D
MOE430_2_1417750_a_ 131.4 148.4 P P 0.000732 0.000244 0.2 NC 0.22 gb:NM_026331.2 /DB_XREF=gi:17158032 /GEN=Mscp-pending /FEA=FLmRNA /CNT=91 /TID=Mm.36710.1 /TIER=FL+Stack /STK=37 /UG=Mm.36710 /LL=
MOE430_2_1417753_at 453.7 603.3 P P 0.000244 0.000244 0.2 NC 0.2 gb:AF014010.1 /DB_XREF=gi:2558834 /GEN=Pkd2 /FEA=FLmRNA /CNT=91 /TID=Mm.6442.1 /TIER=FL+Stack /STK=37 /UG=Mm.6442 /LL=18764 /DEF=M
MOE430_2_1417755_at 58.4 73.6 P P 0.001221 0.000244 0.2 NC 0.01 gb:BB280094 /DB_XREF=gi:15411071 /DB_XREF=BB280094 /CLONE=A930023E02 /FEA=FLmRNA /CNT=125 /TID=Mm.39006.1 /TIER=Stack /STK=8 /UG
MOE430_2_1417766_at 523.3 598.7 P P 0.000244 0.000244 0.2 NC 0.09 gb:BM934224 /DB_XREF=gi:19393376 /DB_XREF=UI-M-CG0p-bhz-f-07-0-UI.r1 /CLONE=UI-M-CG0p-bhz-f-07-0-UI /FEA=FLmRNA /CNT=271 /TID=Mm
MOE430_2_1417768_at 166.9 173.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC019364.1 /DB_XREF=gi:18044025 /FEA=FLmRNA /CNT=132 /TID=Mm.54126.1 /TIER=FL+Stack /STK=36 /UG=Mm.54126 /LL=67452 /UG_GENE=120
MOE430_2_1417778_at 79.3 103.4 P P 0.000244 0.000244 0.2 NC 0.48 gb:NM_011755.1 /DB_XREF=gi:6756056 /GEN=Zfp35 /FEA=FLmRNA /CNT=68 /TID=Mm.3297.1 /TIER=FL+Stack /STK=36 /UG=Mm.3297 /LL=22694 /DEF
MOE430_2_1417786_a_ 386.6 410.6 P P 0.000244 0.000244 0.2 NC 0.4 gb:BC003838.1 /DB_XREF=gi:13277941 /FEA=FLmRNA /CNT=69 /TID=Mm.20156.1 /TIER=FL+Stack /STK=36 /UG=Mm.20156 /LL=56470 /UG_GENE=Rgs
MOE430_2_1417826_at 180.1 209.1 P P 0.000732 0.001221 0.2 NC 0.5 gb:BC012692.1 /DB_XREF=gi:15215177 /FEA=FLmRNA /CNT=77 /TID=Mm.141365.1 /TIER=FL+Stack /STK=35 /UG=Mm.141365 /LL=56043 /UG_GENE=A
MOE430_2_1417845_at 1.7 1.3 A A 0.82 0.45 0.2 NC 0.08 gb:BC005718.1 /DB_XREF=gi:13543080 /FEA=FLmRNA /CNT=62 /TID=Mm.86421.1 /TIER=FL+Stack /STK=35 /UG=Mm.86421 /LL=54419 /UG_GENE=Cldn
MOE430_2_1417864_at 2995.2 3443.3 P P 0.000244 0.000244 0.2 NC 0.004925 gb:NM_008828.1 /DB_XREF=gi:6679290 /GEN=Pgk1 /FEA=FLmRNA /CNT=536 /TID=Mm.188.1 /TIER=FL+Stack /STK=34 /UG=Mm.188 /LL=18655 /DEF=M
MOE430_2_1417894_at 9.1 10.3 A A 0.39 0.33 0.2 NC 0.06 gb:NM_025309.1 /DB_XREF=gi:13384669 /GEN=Gpr97 /FEA=FLmRNA /CNT=59 /TID=Mm.27995.1 /TIER=FL+Stack /STK=34 /UG=Mm.27995 /LL=54672 /
MOE430_2_1417904_at 78.6 80.3 P P 0.000244 0.00293 0.2 NC 0.5 gb:AF241240.1 /DB_XREF=gi:7595834 /GEN=SNM1 /FEA=FLmRNA /CNT=54 /TID=Mm.2805.1 /TIER=FL+Stack /STK=34 /UG=Mm.2805 /LL=55947 /DEF=
MOE430_2_1417918_at 830.2 968 P P 0.000244 0.000244 0.2 NC 0.18 gb:NM_025553.1 /DB_XREF=gi:13384979 /GEN=Mrpl11 /FEA=FLmRNA /CNT=76 /TID=Mm.28494.1 /TIER=FL+Stack /STK=33 /UG=Mm.28494 /LL=66419 /
MOE430_2_1417960_at 25.7 30.1 P P 0.005859 0.000244 0.2 NC 0.5 gb:NM_007755.1 /DB_XREF=gi:6681002 /GEN=Cpeb /FEA=FLmRNA /CNT=74 /TID=Mm.22062.1 /TIER=FL+Stack /STK=32 /UG=Mm.22062 /LL=12877 /DE
MOE430_2_1417965_at 52.2 58 P P 0.00415 0.001221 0.2 NC 0.45 gb:NM_133942.1 /DB_XREF=gi:19527161 /GEN=AA960558 /FEA=FLmRNA /CNT=81 /TID=Mm.25248.1 /TIER=FL+Stack /STK=32 /UG=Mm.25248 /LL=1014
MOE430_2_1417988_at 0.7 0.9 A A 0.87 0.95 0.2 NC 0.37 gb:NM_009049.1 /DB_XREF=gi:6677716 /GEN=Resp18 /FEA=FLmRNA /CNT=40 /TID=Mm.4032.1 /TIER=FL+Stack /STK=32 /UG=Mm.4032 /LL=19711 /DE
MOE430_2_1417992_a_ 0.3 1.7 A A 0.93 0.56 0.2 NC 0.09 gb:NM_021363.1 /DB_XREF=gi:10946689 /GEN=Svs3 /FEA=FLmRNA /CNT=57 /TID=Mm.118769.1 /TIER=FL+Stack /STK=32 /UG=Mm.118769 /LL=64335 /
MOE430_2_1418012_at 326.6 379.3 P P 0.000732 0.000732 0.2 NC 0.24 gb:BB221842 /DB_XREF=gi:16353654 /DB_XREF=BB221842 /CLONE=A530071I20 /FEA=FLmRNA /CNT=277 /TID=Mm.182692.1 /TIER=Stack /STK=49 /U
MOE430_2_1418039_at 217.5 269.9 P P 0.000244 0.000244 0.2 NC 0.24 gb:NM_026297.1 /DB_XREF=gi:13385791 /GEN=Rabl3 /FEA=FLmRNA /CNT=49 /TID=Mm.28158.1 /TIER=FL+Stack /STK=31 /UG=Mm.28158 /LL=67657 /D
MOE430_2_1418048_at 527.8 505.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_025419.1 /DB_XREF=gi:13384807 /GEN=1110059G10Rik /FEA=FLmRNA /CNT=46 /TID=Mm.37502.1 /TIER=FL+Stack /STK=31 /UG=Mm.37502 /LL
MOE430_2_1418055_at 0.3 1.6 A A 0.87 0.78 0.2 NC 0.45 gb:NM_007501.1 /DB_XREF=gi:6671586 /GEN=Neurod4 /FEA=FLmRNA /CNT=44 /TID=Mm.10695.1 /TIER=ConsEnd /STK=0 /UG=Mm.10695 /LL=11923 /D
MOE430_2_1418059_at 3.1 3.5 A A 0.46 0.5 0.2 NC 0.65 gb:BC017134.1 /DB_XREF=gi:16877797 /FEA=FLmRNA /CNT=65 /TID=Mm.27242.1 /TIER=FL /STK=4 /UG=Mm.27242 /LL=170757 /UG_GENE=ETL1 /DEF
MOE430_2_1418070_at 161.9 234.4 P P 0.000244 0.000244 0.2 NC 0.004925 gb:NM_009881.1 /DB_XREF=gi:6753397 /GEN=Cdyl /FEA=FLmRNA /CNT=140 /TID=Mm.29002.1 /TIER=FL+Stack /STK=71 /UG=Mm.29002 /LL=12593 /DE
MOE430_2_1418075_at 177.5 194.7 P P 0.000244 0.000244 0.2 NC 0.39 gb:AK007601.1 /DB_XREF=gi:12841244 /FEA=FLmRNA /CNT=138 /TID=Mm.27446.1 /TIER=Stack /STK=47 /UG=Mm.27446 /LL=20448 /UG_GENE=Siat7d 
MOE430_2_1418079_at 346.7 375 P P 0.000244 0.000244 0.2 NC 0.12 gb:U60330.1 /DB_XREF=gi:1698573 /FEA=FLmRNA /CNT=136 /TID=Mm.2141.1 /TIER=FL+Stack /STK=21 /UG=Mm.2141 /LL=19192 /UG_GENE=Psme3 /D
MOE430_2_1418080_at 410.5 454.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_017377.1 /DB_XREF=gi:8392958 /GEN=B4galt2 /FEA=FLmRNA /CNT=76 /TID=Mm.26693.1 /TIER=FL+Stack /STK=30 /UG=Mm.26693 /LL=53418 /
MOE430_2_1418093_a_ 9.6 9.1 P P 0.008057 0.008057 0.2 NC 0.31 gb:NM_010113.1 /DB_XREF=gi:6753731 /GEN=Egf /FEA=FLmRNA /CNT=113 /TID=Mm.1341.1 /TIER=FL+Stack /STK=30 /UG=Mm.1341 /LL=13645 /DEF=
MOE430_2_1418098_at 4.2 7 A A 0.39 0.43 0.2 NC 0.39 gb:NM_080435.1 /DB_XREF=gi:17978249 /GEN=Adcy4 /FEA=FLmRNA /CNT=40 /TID=Mm.20193.1 /TIER=FL+Stack /STK=30 /UG=Mm.20193 /LL=104110 
MOE430_2_1418115_s_ 867 966.7 P P 0.000244 0.000244 0.2 NC 0.46 gb:NM_022329.1 /DB_XREF=gi:11612512 /GEN=Ifrg15-pending /FEA=FLmRNA /CNT=171 /TID=Mm.21761.1 /TIER=FL+Stack /STK=29 /UG=Mm.21761 /LL
MOE430_2_1418138_at 0.7 1.2 A A 0.91 0.8 0.2 NC 0.3 gb:AI647561 /DB_XREF=gi:4726239 /DB_XREF=uk41b09.x1 /CLONE=IMAGE:1971545 /FEA=FLmRNA /CNT=100 /TID=Mm.6824.1 /TIER=ConsEnd /STK=0 
MOE430_2_1418187_at 915 1044.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:AF146523.1 /DB_XREF=gi:4973283 /GEN=Ramp2 /FEA=FLmRNA /CNT=85 /TID=Mm.218611.1 /TIER=FL+Stack /STK=28 /UG=Mm.218611 /LL=54409 /
MOE430_2_1418201_at 379.5 425.6 P P 0.000244 0.000244 0.2 NC 0.08 gb:NM_138752.1 /DB_XREF=gi:20270286 /GEN=Clg /FEA=FLmRNA /CNT=78 /TID=Mm.22813.1 /TIER=FL+Stack /STK=28 /UG=Mm.22813 /LL=192230 /DE
MOE430_2_1418213_at 1 1.4 A A 0.85 0.66 0.2 NC 0.36 gb:NM_033373.1 /DB_XREF=gi:15431280 /GEN=Haik1-pending /FEA=FLmRNA /CNT=56 /TID=Mm.20127.1 /TIER=FL+Stack /STK=28 /UG=Mm.20127 /LL=
MOE430_2_1418214_at 32.7 48 A A 0.11 0.17 0.2 NC 0.77 gb:NM_008451.1 /DB_XREF=gi:6680577 /GEN=Klc2 /FEA=FLmRNA /CNT=55 /TID=Mm.12958.1 /TIER=FL+Stack /STK=28 /UG=Mm.12958 /LL=16594 /DE
MOE430_2_1418218_at 10.3 12.1 A A 0.6 0.43 0.2 NC 0.08 gb:NM_011927.1 /DB_XREF=gi:6753399 /GEN=Ceacam9 /FEA=FLmRNA /CNT=33 /TID=Mm.27096.1 /TIER=FL+Stack /STK=28 /UG=Mm.27096 /LL=26368 
MOE430_2_1418222_at 129.2 149.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_019836.1 /DB_XREF=gi:9790048 /GEN=2610024G14Rik /FEA=FLmRNA /CNT=109 /TID=Mm.93882.1 /TIER=FL+Stack /STK=27 /UG=Mm.93882 /LL
MOE430_2_1418227_at 21.6 23.7 P P 0.000244 0.000244 0.2 NC 0.13 gb:BB830976 /DB_XREF=gi:17009219 /DB_XREF=BB830976 /CLONE=G930014K06 /FEA=FLmRNA /CNT=146 /TID=Mm.3411.1 /TIER=Stack /STK=10 /UG
MOE430_2_1418231_at 84.8 104.1 P P 0.000732 0.000732 0.2 MI 0.002032 gb:NM_026148.1 /DB_XREF=gi:18860508 /GEN=Lims1l /FEA=FLmRNA /CNT=178 /TID=Mm.29097.1 /TIER=FL /STK=6 /UG=Mm.29097 /LL=110829 /DEF=
MOE430_2_1418233_a_ 369.7 505.4 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_025701.1 /DB_XREF=gi:13385157 /GEN=4021401A16Rik /FEA=FLmRNA /CNT=120 /TID=Mm.29090.1 /TIER=FL+Stack /STK=27 /UG=Mm.29090 /L
MOE430_2_1418257_at 505.8 571 P P 0.000244 0.000244 0.2 NC 0.46 gb:NM_011390.1 /DB_XREF=gi:6755533 /GEN=Slc12a7 /FEA=FLmRNA /CNT=91 /TID=Mm.24510.1 /TIER=FL+Stack /STK=27 /UG=Mm.24510 /LL=20499 /
MOE430_2_1418291_at 158.3 153 P P 0.000244 0.001953 0.2 NC 0.28 gb:NM_133228.1 /DB_XREF=gi:18875387 /GEN=Mzf22 /FEA=FLmRNA /CNT=52 /TID=Mm.31516.1 /TIER=FL+Stack /STK=26 /UG=Mm.31516 /LL=170763 /
MOE430_2_1418315_at 9.5 12.3 A A 0.39 0.66 0.2 NC 0.63 gb:AB000490.1 /DB_XREF=gi:1805352 /GEN=ELP /FEA=FLmRNA /CNT=29 /TID=Mm.31387.1 /TIER=FL+Stack /STK=26 /UG=Mm.31387 /LL=26423 /DEF



MOE430_2_1418316_a_ 610.4 616.1 P P 0.000244 0.000244 0.2 NC 0.3 gb:BC026445.1 /DB_XREF=gi:20072928 /FEA=FLmRNA /CNT=168 /TID=Mm.28678.1 /TIER=FL+Stack /STK=25 /UG=Mm.28678 /LL=17169 /UG_GENE=Ma
MOE430_2_1418331_at 123.1 136.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_025402.1 /DB_XREF=gi:13384785 /GEN=1110031I02Rik /FEA=FLmRNA /CNT=61 /TID=Mm.220890.1 /TIER=FL+Stack /STK=25 /UG=Mm.220890 /L
MOE430_2_1418335_a_ 374.3 506.5 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_027136.1 /DB_XREF=gi:18158417 /GEN=Dph2l1 /FEA=FLmRNA /CNT=49 /TID=Mm.41496.1 /TIER=FL+Stack /STK=25 /UG=Mm.41496 /LL=116905 
MOE430_2_1418432_at 73.1 87.8 P P 0.000244 0.001953 0.2 NC 0.5 gb:NM_133781.1 /DB_XREF=gi:19705575 /GEN=Cab39 /FEA=FLmRNA /CNT=235 /TID=Mm.21684.1 /TIER=FL+Stack /STK=23 /UG=Mm.21684 /LL=12283 
MOE430_2_1418457_at 0.4 0.4 A A 0.94 0.97 0.2 NC 0.81 gb:AF252873.1 /DB_XREF=gi:7644395 /FEA=FLmRNA /CNT=73 /TID=Mm.30211.1 /TIER=FL /STK=5 /UG=Mm.30211 /LL=57266 /UG_GENE=Scyb14 /DEF
MOE430_2_1418465_at 2.1 1.8 A A 0.75 0.82 0.2 NC 0.5 gb:NM_008677.1 /DB_XREF=gi:6679021 /GEN=Ncf4 /FEA=FLmRNA /CNT=45 /TID=Mm.2068.1 /TIER=FL+Stack /STK=23 /UG=Mm.2068 /LL=17972 /DEF=
MOE430_2_1418480_at 4.2 12.3 A A 0.46 0.09 0.2 NC 0.13 gb:NM_023785.1 /DB_XREF=gi:12963822 /GEN=Ppbp /FEA=FLmRNA /CNT=41 /TID=Mm.157750.1 /TIER=FL+Stack /STK=23 /UG=Mm.157750 /LL=57349 
MOE430_2_1418511_at 23.6 31.2 P P 0.03 0.04 0.2 NC 0.5 gb:NM_019759.1 /DB_XREF=gi:9789942 /GEN=Dpt /FEA=FLmRNA /CNT=84 /TID=Mm.28935.1 /TIER=FL+Stack /STK=22 /UG=Mm.28935 /LL=56429 /DEF
MOE430_2_1418513_at 80.7 83.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_019635.1 /DB_XREF=gi:9790102 /GEN=Stk3 /FEA=FLmRNA /CNT=71 /TID=Mm.4678.1 /TIER=FL /STK=2 /UG=Mm.4678 /LL=56274 /DEF=Mus mus
MOE430_2_1418532_at 1826.8 2138.5 P P 0.000244 0.000244 0.2 NC 0.005933 gb:NM_020510.1 /DB_XREF=gi:10048405 /GEN=Fzd2 /FEA=FLmRNA /CNT=78 /TID=Mm.36416.1 /TIER=FL+Stack /STK=22 /UG=Mm.36416 /LL=57265 /D
MOE430_2_1418533_s_ 1630.5 1747.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_020510.1 /DB_XREF=gi:10048405 /GEN=Fzd2 /FEA=FLmRNA /CNT=78 /TID=Mm.36416.1 /TIER=FL+Stack /STK=22 /UG=Mm.36416 /LL=57265 /D
MOE430_2_1418551_at 17.8 17.2 A A 0.33 0.21 0.2 NC 0.5 gb:NM_008653.1 /DB_XREF=gi:6678975 /GEN=Mybpc3 /FEA=FLmRNA /CNT=44 /TID=Mm.10728.1 /TIER=FL+Stack /STK=22 /UG=Mm.10728 /LL=17868 /
MOE430_2_1418555_x_ 10 6.2 A A 0.09 0.27 0.2 NC 0.36 gb:NM_011461.1 /DB_XREF=gi:6755617 /GEN=Spic /FEA=FLmRNA /CNT=32 /TID=Mm.21642.1 /TIER=FL+Stack /STK=22 /UG=Mm.21642 /LL=20728 /DE
MOE430_2_1418564_s_ 925.1 1135.6 P P 0.000244 0.000244 0.2 NC 0.41 gb:BC006030.1 /DB_XREF=gi:13543758 /FEA=FLmRNA /CNT=445 /TID=Mm.18700.1 /TIER=Stack /STK=107 /UG=Mm.18700 /LL=66870 /UG_GENE=12000
MOE430_2_1418565_at 16.4 18.5 P P 0.001221 0.008057 0.2 NC 0.45 gb:BB765005 /DB_XREF=gi:16193222 /DB_XREF=BB765005 /CLONE=G370042G11 /FEA=FLmRNA /CNT=445 /TID=Mm.18700.1 /TIER=Stack /STK=15 /U
MOE430_2_1418575_at 2594.8 2919.4 P P 0.000244 0.000244 0.2 NC 0.33 gb:NM_009169.1 /DB_XREF=gi:6677940 /GEN=Shfdg1 /FEA=FLmRNA /CNT=47 /TID=Mm.2469.1 /TIER=FL+Stack /STK=21 /UG=Mm.2469 /LL=20422 /DE
MOE430_2_1418584_at 549.9 618.3 P P 0.000244 0.000244 0.2 NC 0.11 gb:NM_023243.1 /DB_XREF=gi:12963598 /GEN=Ccnh /FEA=FLmRNA /CNT=71 /TID=Mm.18474.1 /TIER=FL+Stack /STK=21 /UG=Mm.18474 /LL=66671 /D
MOE430_2_1418585_at 156.5 119 P P 0.001221 0.000732 0.2 NC 0.49 gb:AV326194 /DB_XREF=gi:16395553 /DB_XREF=AV326194 /CLONE=6330408H09 /FEA=FLmRNA /CNT=71 /TID=Mm.18474.1 /TIER=Stack /STK=21 /UG
MOE430_2_1418591_at 92.3 109.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC022948.1 /DB_XREF=gi:18605791 /FEA=FLmRNA /CNT=49 /TID=Mm.52319.1 /TIER=FL+Stack /STK=21 /UG=Mm.52319 /LL=58233 /UG_GENE=Dnaj
MOE430_2_1418629_a_ 1124.9 1442.5 P P 0.000244 0.000244 0.2 NC 0.27 gb:BE447456 /DB_XREF=gi:9447033 /DB_XREF=ut35d06.x1 /CLONE=IMAGE:3329867 /FEA=FLmRNA /CNT=206 /TID=Mm.8256.1 /TIER=Stack /STK=78 /
MOE430_2_1418640_at 96.6 113.4 P P 0.000732 0.000732 0.2 NC 0.04 gb:NM_019812.1 /DB_XREF=gi:9790228 /GEN=Sirt1 /FEA=FLmRNA /CNT=97 /TID=Mm.12604.1 /TIER=FL+Stack /STK=20 /UG=Mm.12604 /LL=93759 /DE
MOE430_2_1418643_at 17.7 25.8 P P 0.01 0.008057 0.2 NC 0.5 gb:NM_025359.1 /DB_XREF=gi:13384721 /GEN=1100001I23Rik /FEA=FLmRNA /CNT=123 /TID=Mm.29386.1 /TIER=FL+Stack /STK=20 /UG=Mm.29386 /LL
MOE430_2_1418654_at 1.7 0.5 A A 0.75 0.78 0.2 NC 0.05 gb:NM_019545.1 /DB_XREF=gi:9506768 /GEN=Hao3 /FEA=FLmRNA /CNT=70 /TID=Mm.20413.1 /TIER=FL+Stack /STK=20 /UG=Mm.20413 /LL=56185 /DE
MOE430_2_1418675_at 26.5 38.7 P M 0.03 0.05 0.2 NC 0.07 gb:AB015978.1 /DB_XREF=gi:3721859 /GEN=Osmr /FEA=FLmRNA /CNT=48 /TID=Mm.10760.1 /TIER=FL /STK=1 /UG=Mm.10760 /LL=18414 /DEF=Mus m
MOE430_2_1418686_at 33.5 33.8 A P 0.06 0.03 0.2 NC 0.46 gb:NM_033541.1 /DB_XREF=gi:15809043 /GEN=Oas1c /FEA=FLmRNA /CNT=34 /TID=Mm.206775.1 /TIER=FL+Stack /STK=20 /UG=Mm.206775 /LL=11464
MOE430_2_1418700_at 356.5 415.9 P P 0.000244 0.000244 0.2 NC 0.04 gb:NM_024471.1 /DB_XREF=gi:13277379 /GEN=Lias /FEA=FLmRNA /CNT=107 /TID=Mm.28591.1 /TIER=FL+Stack /STK=19 /UG=Mm.28591 /LL=79464 /D
MOE430_2_1418735_at 2.3 2.3 A A 0.93 0.94 0.2 NC 0.21 gb:NM_008475.1 /DB_XREF=gi:6678644 /GEN=Krt2-4 /FEA=FLmRNA /CNT=43 /TID=Mm.4689.1 /TIER=FL+Stack /STK=19 /UG=Mm.4689 /LL=16682 /DE
MOE430_2_1418743_a_ 0.7 1.9 A A 0.99 0.85 0.2 NC 0.21 gb:NM_021344.1 /DB_XREF=gi:10946661 /GEN=Tesc-pending /FEA=FLmRNA /CNT=31 /TID=Mm.26378.1 /TIER=FL+Stack /STK=19 /UG=Mm.26378 /LL=5
MOE430_2_1418774_a_ 49.8 67.3 P P 0.001953 0.001221 0.2 NC 0.1 gb:U03434.1 /DB_XREF=gi:451486 /FEA=FLmRNA /CNT=41 /TID=Mm.14926.1 /TIER=FL+Stack /STK=18 /UG=Mm.14926 /LL=11977 /UG_GENE=Atp7a /D
MOE430_2_1418870_at 10.3 15.6 A A 0.33 0.43 0.2 NC 0.49 gb:NM_133689.1 /DB_XREF=gi:19526857 /GEN=4930579J09Rik /FEA=FLmRNA /CNT=24 /TID=Mm.25939.1 /TIER=FL+Stack /STK=17 /UG=Mm.25939 /LL=
MOE430_2_1418888_a_ 1031.7 1110.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_013759.1 /DB_XREF=gi:7305478 /GEN=Sepr /FEA=FLmRNA /CNT=81 /TID=Mm.28212.1 /TIER=FL+Stack /STK=16 /UG=Mm.28212 /LL=27361 /DE
MOE430_2_1418905_at 309 321.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_011955.1 /DB_XREF=gi:6754905 /GEN=Nubp1 /FEA=FLmRNA /CNT=68 /TID=Mm.29037.1 /TIER=FL+Stack /STK=16 /UG=Mm.29037 /LL=26425 /D
MOE430_2_1418906_at 75.6 81 P P 0.000732 0.001953 0.2 NC 0.5 gb:BG067587 /DB_XREF=gi:12550156 /DB_XREF=H3056A07-3 /CLONE=H3056A07 /FEA=FLmRNA /CNT=68 /TID=Mm.29037.1 /TIER=Stack /STK=15 /UG
MOE430_2_1418911_s_ 11.9 13.5 A P 0.08 0.001221 0.2 NC 0.06 gb:BI153391 /DB_XREF=gi:14613392 /DB_XREF=602918673F1 /CLONE=IMAGE:5068722 /FEA=FLmRNA /CNT=77 /TID=Mm.143689.1 /TIER=ConsEnd /ST
MOE430_2_1418928_a_ 126 137.2 M A 0.05 0.06 0.2 NC 0.5 gb:AK009675.1 /DB_XREF=gi:12844614 /FEA=FLmRNA /CNT=48 /TID=Mm.46394.1 /TIER=Stack /STK=10 /UG=Mm.46394 /LL=67099 /UG_GENE=2310038
MOE430_2_1418929_at 247.4 277.6 P P 0.000732 0.000732 0.2 NC 0.07 gb:NM_028680.1 /DB_XREF=gi:20127154 /GEN=4833420A15Rik /FEA=FLmRNA /CNT=39 /TID=Mm.31355.1 /TIER=FL+Stack /STK=16 /UG=Mm.31355 /LL
MOE430_2_1418931_at 3.5 4.2 A A 0.5 0.56 0.2 NC 0.5 gb:NM_026328.1 /DB_XREF=gi:13385823 /GEN=2010002L15Rik /FEA=FLmRNA /CNT=30 /TID=Mm.46306.1 /TIER=FL+Stack /STK=16 /UG=Mm.46306 /LL=
MOE430_2_1418952_at 7.8 15.3 A A 0.09 0.19 0.2 NC 0.5 gb:AF422244.1 /DB_XREF=gi:17026373 /GEN=Mdp77 /FEA=FLmRNA /CNT=35 /TID=Mm.33173.1 /TIER=FL /STK=4 /UG=Mm.33173 /LL=69506 /DEF=Mus
MOE430_2_1418964_at 133.5 143.5 P P 0.000244 0.000244 0.2 NC 0.34 gb:NM_026234.1 /DB_XREF=gi:19920328 /GEN=Pigm /FEA=FLmRNA /CNT=102 /TID=Mm.32990.1 /TIER=FL+Stack /STK=15 /UG=Mm.32990 /LL=67556 /
MOE430_2_1418966_a_ 54.1 67.5 P P 0.00293 0.01 0.2 NC 0.49 gb:NM_025705.1 /DB_XREF=gi:13385161 /GEN=4631413K11Rik /FEA=FLmRNA /CNT=84 /TID=Mm.62982.1 /TIER=FL+Stack /STK=15 /UG=Mm.62982 /LL
MOE430_2_1418993_s_ 2.8 0.6 A A 0.72 0.6 0.2 NC 0.25 gb:AI506285 /DB_XREF=gi:4404136 /DB_XREF=vq56g05.x1 /CLONE=IMAGE:1106360 /FEA=FLmRNA /CNT=37 /TID=Mm.2578.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1419022_a_ 5705 6485.4 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_023119.1 /DB_XREF=gi:12963490 /GEN=Eno1 /FEA=FLmRNA /CNT=270 /TID=Mm.90587.1 /TIER=FL+Stack /STK=14 /UG=Mm.90587 /LL=13806 /
MOE430_2_1419023_x_ 5432.5 6164.3 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_023119.1 /DB_XREF=gi:12963490 /GEN=Eno1 /FEA=FLmRNA /CNT=270 /TID=Mm.90587.1 /TIER=FL+Stack /STK=14 /UG=Mm.90587 /LL=13806 /
MOE430_2_1419025_at 11.7 14.8 A A 0.12 0.14 0.2 NC 0.5 gb:NM_009118.1 /DB_XREF=gi:6677844 /GEN=Sag /FEA=FLmRNA /CNT=107 /TID=Mm.1276.1 /TIER=FL+Stack /STK=14 /UG=Mm.1276 /LL=20215 /DEF=
MOE430_2_1419029_at 113.3 140.4 P P 0.000244 0.000244 0.2 NC 0.08 gb:BC025102.1 /DB_XREF=gi:19263871 /FEA=FLmRNA /CNT=192 /TID=Mm.206768.1 /TIER=FL+Stack /STK=14 /UG=Mm.206768 /LL=50527 /UG_GENE=E
MOE430_2_1419033_at 1 1.4 A A 0.94 0.66 0.2 NC 0.07 gb:AW556821 /DB_XREF=gi:7202250 /DB_XREF=L0273G12-3 /CLONE=L0273G12 /FEA=FLmRNA /CNT=89 /TID=Mm.46254.1 /TIER=Stack /STK=40 /UG=
MOE430_2_1419081_at 106 103.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_025770.1 /DB_XREF=gi:13385237 /GEN=5430428K15Rik /FEA=FLmRNA /CNT=33 /TID=Mm.111702.1 /TIER=FL+Stack /STK=14 /UG=Mm.111702 /
MOE430_2_1419107_at 184.5 184.5 P P 0.01 0.001953 0.2 NC 0.01 gb:NM_052976.1 /DB_XREF=gi:16418474 /GEN=Ophn1 /FEA=FLmRNA /CNT=64 /TID=Mm.100064.1 /TIER=FL+Stack /STK=13 /UG=Mm.100064 /LL=94190
MOE430_2_1419109_at 20.3 24.1 A P 0.12 0.04 0.2 NC 0.08 gb:NM_010473.1 /DB_XREF=gi:6754241 /GEN=Hrc /FEA=FLmRNA /CNT=27 /TID=Mm.39968.1 /TIER=FL+Stack /STK=13 /UG=Mm.39968 /LL=15464 /DEF
MOE430_2_1419115_at 58.6 51.9 P P 0.001953 0.000244 0.2 NC 0.01 gb:AV029732 /DB_XREF=gi:4829280 /DB_XREF=AV029732 /CLONE=1500006F04 /FEA=FLmRNA /CNT=51 /TID=Mm.152377.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1419126_at 1.7 2.4 A A 0.8 0.56 0.2 NC 0.5 gb:BC019150.1 /DB_XREF=gi:17512369 /FEA=FLmRNA /CNT=25 /TID=Mm.26544.1 /TIER=FL+Stack /STK=13 /UG=Mm.26544 /LL=15438 /UG_GENE=Hox
MOE430_2_1419130_at 74.9 99.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_025748.1 /DB_XREF=gi:13385211 /GEN=4933426M09Rik /FEA=FLmRNA /CNT=21 /TID=Mm.133346.1 /TIER=FL+Stack /STK=13 /UG=Mm.133346 /
MOE430_2_1419151_at 0.7 1.2 A A 0.95 0.78 0.2 NC 0.37 gb:NM_026136.1 /DB_XREF=gi:13385645 /GEN=4930449I24Rik /FEA=FLmRNA /CNT=15 /TID=Mm.73086.1 /TIER=FL+Stack /STK=13 /UG=Mm.73086 /LL=
MOE430_2_1419165_at 240.9 277.3 P P 0.000244 0.000244 0.2 NC 0.16 gb:AV146785 /DB_XREF=gi:15404578 /DB_XREF=AV146785 /CLONE=2810457F08 /FEA=FLmRNA /CNT=84 /TID=Mm.200569.1 /TIER=Stack /STK=30 /U
MOE430_2_1419199_at 25.6 27.9 P P 0.00415 0.01 0.2 NC 0.5 gb:AI428839 /DB_XREF=gi:4274765 /DB_XREF=mp42a08.x1 /CLONE=IMAGE:571862 /FEA=FLmRNA /CNT=34 /TID=Mm.99953.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1419201_at 2.2 0.8 A A 0.66 0.87 0.2 NC 0.27 gb:NM_019974.1 /DB_XREF=gi:9910297 /GEN=Prss20-pending /FEA=FLmRNA /CNT=22 /TID=Mm.154276.1 /TIER=FL+Stack /STK=12 /UG=Mm.154276 /L
MOE430_2_1419204_at 20.1 24.5 A P 0.11 0.01 0.2 NC 0.5 gb:NM_007865.1 /DB_XREF=gi:6681196 /GEN=Dll1 /FEA=FLmRNA /CNT=37 /TID=Mm.4875.1 /TIER=FL+Stack /STK=12 /UG=Mm.4875 /LL=13388 /DEF=M
MOE430_2_1419205_x_ 31 29.9 P P 0.001953 0.008057 0.2 NC 0.5 gb:NM_025663.1 /DB_XREF=gi:13385129 /GEN=2610029K21Rik /FEA=FLmRNA /CNT=37 /TID=Mm.46029.1 /TIER=FL+Stack /STK=12 /UG=Mm.46029 /LL
MOE430_2_1419207_at 46.9 62.4 P P 0.000732 0.00415 0.2 NC 0.08 gb:X89264.1 /DB_XREF=gi:1370223 /GEN=Zfp-37 /FEA=FLmRNA /CNT=32 /TID=Mm.5011.1 /TIER=ConsEnd /STK=7 /UG=Mm.5011 /LL=22696 /UG_TITL
MOE430_2_1419211_s_ 78.5 84.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_138757.1 /DB_XREF=gi:20270294 /GEN=MGC28965 /FEA=FLmRNA /CNT=49 /TID=Mm.193087.1 /TIER=FL+Stack /STK=12 /UG=Mm.193087 /LL=1
MOE430_2_1419214_at 20 20.5 A A 0.27 0.27 0.2 NC 0.5 gb:BC019185.1 /DB_XREF=gi:17512455 /FEA=FLmRNA /CNT=22 /TID=Mm.6251.1 /TIER=FL+Stack /STK=12 /UG=Mm.6251 /LL=21934 /UG_GENE=Tnfrsf
MOE430_2_1419221_a_ 21.8 31.1 M A 0.05 0.06 0.2 NC 0.6 gb:NM_016758.1 /DB_XREF=gi:7949122 /GEN=Rgs14 /FEA=FLmRNA /CNT=16 /TID=Mm.1426.1 /TIER=FL+Stack /STK=12 /UG=Mm.1426 /LL=51791 /DEF
MOE430_2_1419232_a_ 1.1 0.9 A A 0.95 0.99 0.2 NC 0.15 gb:NM_009692.1 /DB_XREF=gi:6753095 /GEN=Apoa1 /FEA=FLmRNA /CNT=13 /TID=Mm.26743.1 /TIER=FL+Stack /STK=12 /UG=Mm.26743 /LL=11806 /D
MOE430_2_1419235_s_ 408.6 475 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_080446.1 /DB_XREF=gi:17978261 /GEN=Helb /FEA=FLmRNA /CNT=37 /TID=Mm.214703.1 /TIER=FL+Stack /STK=12 /UG=Mm.214703 /LL=117599 
MOE430_2_1419245_at 30.5 40.5 P P 0.001221 0.00293 0.2 NC 0.5 gb:AV309273 /DB_XREF=gi:16394159 /DB_XREF=AV309273 /CLONE=5730578E11 /FEA=FLmRNA /CNT=418 /TID=Mm.58771.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1419255_at 740.9 850.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_009260.1 /DB_XREF=gi:7106420 /GEN=Spnb2 /FEA=FLmRNA /CNT=171 /TID=Mm.123110.1 /TIER=FL+Stack /STK=11 /UG=Mm.123110 /LL=20742
MOE430_2_1419265_at 92 110.1 P P 0.001953 0.001953 0.2 NC 0.34 gb:AK012926.1 /DB_XREF=gi:12849982 /FEA=FLmRNA /CNT=88 /TID=Mm.86472.1 /TIER=Stack /STK=40 /UG=Mm.86472 /LL=67463 /UG_GENE=1200014
MOE430_2_1419266_at 88.2 108.3 P P 0.000244 0.000244 0.2 NC 0.1 gb:BC010719.1 /DB_XREF=gi:14715102 /FEA=FLmRNA /CNT=120 /TID=Mm.200683.1 /TIER=FL+Stack /STK=11 /UG=Mm.200683 /LL=18045 /UG_GENE=N
MOE430_2_1419268_at 0.5 0.7 A A 0.78 0.8 0.2 NC 0.41 gb:NM_011783.1 /DB_XREF=gi:6753009 /GEN=Agr2 /FEA=FLmRNA /CNT=59 /TID=Mm.7244.1 /TIER=FL+Stack /STK=11 /UG=Mm.7244 /LL=23795 /DEF=
MOE430_2_1419288_at 20.8 25.5 P P 0.00415 0.000732 0.2 NC 0.5 gb:BG924124 /DB_XREF=gi:14304600 /DB_XREF=602823888F1 /CLONE=IMAGE:4952708 /FEA=FLmRNA /CNT=38 /TID=Mm.41758.1 /TIER=ConsEnd /ST
MOE430_2_1419321_at 6.4 10.2 A A 0.36 0.14 0.2 NC 0.5 gb:NM_010172.1 /DB_XREF=gi:6753805 /GEN=F7 /FEA=FLmRNA /CNT=19 /TID=Mm.4827.1 /TIER=FL+Stack /STK=11 /UG=Mm.4827 /LL=14068 /DEF=M
MOE430_2_1419325_at 0.8 3 A A 0.97 0.63 0.2 NC 0.03 gb:NM_019515.1 /DB_XREF=gi:9506926 /GEN=Nmu /FEA=FLmRNA /CNT=16 /TID=Mm.154879.1 /TIER=FL+Stack /STK=11 /UG=Mm.154879 /LL=56183 /D
MOE430_2_1419330_a_ 4 1.9 A A 0.6 0.75 0.2 NC 0.5 gb:NM_021610.1 /DB_XREF=gi:11037799 /GEN=Gpa33 /FEA=FLmRNA /CNT=25 /TID=Mm.46357.1 /TIER=FL+Stack /STK=11 /UG=Mm.46357 /LL=59290 /
MOE430_2_1419337_at 2.1 0.9 A A 0.72 0.87 0.2 NC 0.59 gb:NM_028562.1 /DB_XREF=gi:13386321 /GEN=1700080E11Rik /FEA=FLmRNA /CNT=13 /TID=Mm.23516.1 /TIER=FL+Stack /STK=11 /UG=Mm.23516 /LL
MOE430_2_1419342_at 10.3 16.3 A A 0.14 0.11 0.2 NC 0.5 gb:NM_133252.1 /DB_XREF=gi:18875431 /GEN=Tram2 /FEA=FLmRNA /CNT=15 /TID=Mm.185680.1 /TIER=FL+Stack /STK=11 /UG=Mm.185680 /LL=17082
MOE430_2_1419370_a_ 158.6 147.5 P P 0.001953 0.00293 0.2 NC 0.39 gb:BB436326 /DB_XREF=gi:16424387 /DB_XREF=BB436326 /CLONE=C820018D21 /FEA=FLmRNA /CNT=93 /TID=Mm.96671.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1419404_s_ 69 81 P P 0.000244 0.000244 0.2 NC 0.48 gb:NM_009173.1 /DB_XREF=gi:6677948 /GEN=Siah1b /FEA=FLmRNA /CNT=18 /TID=Mm.37215.1 /TIER=FL+Stack /STK=10 /UG=Mm.37215 /LL=20438 /D
MOE430_2_1419419_at 8 10.7 A A 0.43 0.33 0.2 NC 0.5 gb:NM_138746.1 /DB_XREF=gi:20270276 /GEN=D0H6S2654E /FEA=FLmRNA /CNT=13 /TID=Mm.41991.1 /TIER=FL+Stack /STK=10 /UG=Mm.41991 /LL=1
MOE430_2_1419424_at 2.5 1.9 A A 0.69 0.53 0.2 NC 0.5 gb:NM_018809.1 /DB_XREF=gi:9055317 /GEN=Ptf1a /FEA=FLmRNA /CNT=15 /TID=Mm.69647.1 /TIER=FL+Stack /STK=10 /UG=Mm.69647 /LL=19213 /DE
MOE430_2_1419426_s_ 0.8 1.3 A A 0.87 0.8 0.2 NC 0.34 gb:NM_011335.1 /DB_XREF=gi:7549786 /GEN=Scya21a /FEA=FLmRNA /CNT=15 /TID=Mm.220853.1 /TIER=FL+Stack /STK=10 /UG=Mm.220853 /LL=2029
MOE430_2_1419431_at 21 24.1 P P 0.03 0.01 0.2 NC 0.5 gb:NM_007950.1 /DB_XREF=gi:6679682 /GEN=Ereg /FEA=FLmRNA /CNT=15 /TID=Mm.4791.1 /TIER=FL+Stack /STK=10 /UG=Mm.4791 /LL=13874 /DEF=
MOE430_2_1419438_at 57.8 51.6 P P 0.001953 0.001953 0.2 NC 0.5 gb:D63383.1 /DB_XREF=gi:1215806 /GEN=mSim /FEA=FLmRNA /CNT=13 /TID=Mm.4775.1 /TIER=FL /STK=1 /UG=Mm.4775 /LL=20465 /DEF=Mouse mRN
MOE430_2_1419456_at 829.3 938.9 P P 0.000244 0.000244 0.2 NC 0.05 gb:BC012247.1 /DB_XREF=gi:15126630 /FEA=FLmRNA /CNT=51 /TID=Mm.29180.1 /TIER=FL+Stack /STK=9 /UG=Mm.29180 /LL=67880 /UG_GENE=18100
MOE430_2_1419471_a_ 406 377.8 P P 0.000732 0.000244 0.2 NC 0.34 gb:NM_010948.1 /DB_XREF=gi:6754909 /GEN=Nudc /FEA=FLmRNA /CNT=42 /TID=Mm.69.1 /TIER=FL+Stack /STK=9 /UG=Mm.69 /LL=18221 /DEF=Mus m
MOE430_2_1419472_s_ 1270 1447.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_010948.1 /DB_XREF=gi:6754909 /GEN=Nudc /FEA=FLmRNA /CNT=42 /TID=Mm.69.1 /TIER=FL+Stack /STK=9 /UG=Mm.69 /LL=18221 /DEF=Mus m
MOE430_2_1419473_a_ 9 9.2 A A 0.24 0.24 0.2 NC 0.5 gb:NM_031161.1 /DB_XREF=gi:13624300 /GEN=Cck /FEA=FLmRNA /CNT=36 /TID=Mm.2619.1 /TIER=FL+Stack /STK=9 /UG=Mm.2619 /LL=12424 /DEF=M
MOE430_2_1419483_at 9.5 12.9 A A 0.21 0.14 0.2 NC 0.26 gb:NM_009779.1 /DB_XREF=gi:6753223 /GEN=C3ar1 /FEA=FLmRNA /CNT=39 /TID=Mm.2408.1 /TIER=FL /STK=3 /UG=Mm.2408 /LL=12267 /DEF=Mus m
MOE430_2_1419525_at 1.8 3 A A 0.75 0.72 0.2 NC 0.21 gb:NM_007608.1 /DB_XREF=gi:6671679 /GEN=Car5a /FEA=FLmRNA /CNT=20 /TID=Mm.116761.1 /TIER=FL+Stack /STK=9 /UG=Mm.116761 /LL=12352 /D
MOE430_2_1419568_at 232.4 237.1 P P 0.000244 0.000244 0.2 NC 0.3 gb:NM_011949.1 /DB_XREF=gi:6754631 /GEN=Mapk1 /FEA=FLmRNA /CNT=46 /TID=Mm.196581.1 /TIER=FL+Stack /STK=8 /UG=Mm.196581 /LL=26413 /
MOE430_2_1419587_s_ 13.5 12.4 P P 0.02 0.01 0.2 NC 0.13 gb:BF168611 /DB_XREF=gi:11048963 /DB_XREF=601775522F1 /CLONE=IMAGE:4017172 /FEA=FLmRNA /CNT=33 /TID=Mm.88485.1 /TIER=ConsEnd /ST
MOE430_2_1419633_at 1.1 0.6 A A 0.97 0.99 0.2 NC 0.5 gb:NM_013702.1 /DB_XREF=gi:7305612 /GEN=Uncx4.1 /FEA=FLmRNA /CNT=8 /TID=Mm.42190.1 /TIER=FL+Stack /STK=8 /UG=Mm.42190 /LL=22255 /DE
MOE430_2_1419637_s_ 111.1 178.7 P P 0.001953 0.01 0.2 NC 0.17 gb:BG067119 /DB_XREF=gi:12549688 /DB_XREF=H3050G10-3 /CLONE=H3050G10 /FEA=FLmRNA /CNT=156 /TID=Mm.9860.1 /TIER=Stack /STK=100 /U
MOE430_2_1419642_at 236.6 273.8 P P 0.000244 0.000244 0.2 NC 0.28 gb:BM220305 /DB_XREF=gi:17780352 /DB_XREF=C0938G01-3 /CLONE=C0938G01 /FEA=FLmRNA /CNT=193 /TID=Mm.154651.1 /TIER=Stack /STK=18 /
MOE430_2_1419653_a_ 1526.2 1888.8 P P 0.000244 0.000244 0.2 NC 0.33 gb:NM_007840.1 /DB_XREF=gi:6681156 /GEN=Ddx5 /FEA=FLmRNA /CNT=133 /TID=Mm.19101.1 /TIER=FL /STK=7 /UG=Mm.19101 /LL=13207 /DEF=Mus
MOE430_2_1419719_at 0.4 2.3 A A 0.93 0.78 0.2 NC 0.24 gb:NM_008069.1 /DB_XREF=gi:6679906 /GEN=Gabrb1 /FEA=FLmRNA /CNT=14 /TID=Mm.4706.1 /TIER=FL /STK=7 /UG=Mm.4706 /LL=14400 /DEF=Mus m
MOE430_2_1419721_at 0.9 0.8 A A 0.91 0.96 0.2 NC 0.5 gb:NM_030701.1 /DB_XREF=gi:13507639 /GEN=Pumag-pending /FEA=FLmRNA /CNT=12 /TID=Mm.23216.1 /TIER=FL /STK=7 /UG=Mm.23216 /LL=80885 
MOE430_2_1419724_at 1 0.6 A A 0.88 0.95 0.2 NC 0.26 gb:NM_010100.1 /DB_XREF=gi:6753713 /GEN=Edar /FEA=FLmRNA /CNT=9 /TID=Mm.89944.1 /TIER=FL /STK=7 /UG=Mm.89944 /LL=13608 /DEF=Mus mu
MOE430_2_1419746_at 3.2 5.3 A A 0.53 0.69 0.2 NC 0.94 gb:BE988299 /DB_XREF=gi:10664501 /DB_XREF=UI-M-CG0p-bhq-a-12-0-UI.s1 /CLONE=UI-M-CG0p-bhq-a-12-0-UI /FEA=FLmRNA /CNT=34 /TID=Mm
MOE430_2_1419752_at 292.7 241.4 P P 0.00293 0.00415 0.2 NC 0.44 gb:AF223576.1 /DB_XREF=gi:6980017 /FEA=FLmRNA /CNT=48 /TID=Mm.116870.1 /TIER=FL /STK=6 /UG=Mm.116870 /LL=74164 /UG_GENE=Nfx1 /DEF=
MOE430_2_1419773_at 36 38.6 P P 0.000732 0.000732 0.2 NC 0.03 gb:BB080387 /DB_XREF=gi:15407564 /DB_XREF=BB080387 /CLONE=9330162I19 /FEA=EST /CNT=2 /TID=Mm.215396.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1419784_x_ 15.1 17.6 P P 0.008057 0.03 0.2 NC 0.94 gb:AV259294 /DB_XREF=gi:6246753 /DB_XREF=AV259294 /CLONE=4930404E11 /FEA=EST /CNT=2 /TID=Mm.141313.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1419804_at 0.8 0.9 A A 0.95 0.87 0.2 NC 0.17 gb:AV279873 /DB_XREF=gi:16391329 /DB_XREF=AV279873 /CLONE=4933411B07 /FEA=EST /CNT=1 /TID=Mm.59331.3 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419805_s_ 74.7 85.2 P P 0.000244 0.000244 0.2 NC 0.12 gb:C79210 /DB_XREF=gi:2519540 /DB_XREF=C79210 /CLONE=J0062E02 /FEA=EST /CNT=1 /TID=Mm.197950.1 /TIER=ConsEnd /STK=1 /UG=Mm.19795
MOE430_2_1419819_s_ 126.2 147.3 P P 0.000244 0.000244 0.2 NC 0.2 gb:AI649014 /DB_XREF=gi:4729848 /DB_XREF=uk34b10.x1 /CLONE=IMAGE:1970875 /FEA=EST /CNT=1 /TID=Mm.220126.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419839_x_ 582.8 644.3 P P 0.000244 0.000244 0.2 NC 0.46 gb:AA409562 /DB_XREF=gi:2066249 /DB_XREF=EST01334 /CLONE=C0008F07 /FEA=EST /CNT=1 /TID=Mm.218762.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1419869_s_ 1905.4 2214.9 P P 0.000244 0.000244 0.2 NC 0.09 gb:AI118566 /DB_XREF=gi:3518890 /DB_XREF=ue23c02.x1 /CLONE=IMAGE:1481186 /FEA=EST /CNT=1 /TID=Mm.219762.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1419873_s_ 13.3 15.5 A A 0.14 0.3 0.2 NC 0.78 gb:AI323359 /DB_XREF=gi:4057788 /DB_XREF=mi30h09.x1 /CLONE=IMAGE:465089 /FEA=EST /CNT=1 /TID=Mm.201971.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419892_at 14.5 18 A A 0.69 0.56 0.2 NC 0.46 gb:BB604994 /DB_XREF=gi:16450838 /DB_XREF=BB604994 /CLONE=E030007N05 /FEA=EST /CNT=3 /TID=Mm.45003.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419912_s_ 263.1 298 P P 0.000244 0.000244 0.2 NC 0.01 gb:AW557906 /DB_XREF=gi:7203335 /DB_XREF=L0288B06-3 /CLONE=L0288B06 /FEA=EST /CNT=1 /TID=Mm.199211.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419920_s_ 412.8 502.6 P P 0.001953 0.001221 0.2 NC 0.1 gb:AW548146 /DB_XREF=gi:7193566 /DB_XREF=L0031H07-3 /CLONE=L0031H07 /FEA=EST /CNT=1 /TID=Mm.201818.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419925_s_ 326.2 362.2 P P 0.000244 0.000244 0.2 NC 0.11 gb:AV259382 /DB_XREF=gi:15405370 /DB_XREF=AV259382 /CLONE=4930404J01 /FEA=EST /CNT=1 /TID=Mm.204548.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419930_at 0.8 0.6 A A 0.59 0.72 0.2 NC 0.5 gb:C77618 /DB_XREF=gi:2517948 /DB_XREF=C77618 /CLONE=J0034F04 /FEA=EST /CNT=1 /TID=Mm.24960.1 /TIER=ConsEnd /STK=0 /UG=Mm.24960 /
MOE430_2_1419984_s_ 164.8 151 P P 0.000244 0.000732 0.2 NC 0.05 gb:AU015726 /DB_XREF=gi:3370517 /DB_XREF=AU015726 /CLONE=J0715F01 /FEA=EST /CNT=1 /TID=Mm.195311.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420048_at 7.7 9.4 P A 0.03 0.09 0.2 NC 0.5 gb:C78859 /DB_XREF=gi:2519189 /DB_XREF=C78859 /CLONE=J0056E01 /FEA=EST /CNT=1 /TID=Mm.5761.1 /TIER=ConsEnd /STK=1 /UG=Mm.5761 /LL
MOE430_2_1420055_at 1.5 1 A A 0.88 0.93 0.2 NC 0.31 gb:C85957 /DB_XREF=gi:2917914 /DB_XREF=C85957 /CLONE=J0217E04 /FEA=EST /CNT=1 /TID=Mm.197756.1 /TIER=ConsEnd /STK=0 /UG=Mm.19775
MOE430_2_1420067_at 1.8 1.7 A A 0.9 0.93 0.2 NC 0.37 gb:AU045688 /DB_XREF=gi:3981871 /DB_XREF=AU045688 /CLONE=J0939H05 /FEA=EST /CNT=1 /TID=Mm.198621.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420068_at 0.6 1.3 A A 0.94 0.69 0.2 NC 0.5 gb:AI552528 /DB_XREF=gi:4484891 /DB_XREF=vx23a11.x1 /CLONE=IMAGE:1265276 /FEA=EST /CNT=1 /TID=Mm.218186.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420091_s_ 141.7 163.8 P P 0.000244 0.000244 0.2 NC 0.27 gb:AI452146 /DB_XREF=gi:4299879 /DB_XREF=mp80e06.x1 /CLONE=IMAGE:575554 /FEA=EST /CNT=1 /TID=Mm.219471.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420110_s_ 104.4 123.7 P P 0.000244 0.000244 0.2 NC 0.29 gb:AU022425 /DB_XREF=gi:3387400 /DB_XREF=AU022425 /CLONE=J0414C01 /FEA=EST /CNT=1 /TID=Mm.219709.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420157_s_ 742.5 829.7 P P 0.000244 0.000244 0.2 NC 0.02 gb:AA408356 /DB_XREF=gi:2067750 /DB_XREF=EST02835 /CLONE=C0026F07 /FEA=EST /CNT=1 /TID=Mm.219699.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420201_at 2.6 3.7 A A 0.39 0.56 0.2 NC 0.5 gb:BB088844 /DB_XREF=gi:8654638 /DB_XREF=BB088844 /CLONE=9430019A13 /FEA=EST /CNT=1 /TID=Mm.119257.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420204_at 1.2 2.3 A A 0.53 0.63 0.2 NC 0.5 gb:AV302409 /DB_XREF=gi:6334923 /DB_XREF=AV302409 /CLONE=5730502K24 /FEA=EST /CNT=1 /TID=Mm.79893.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420208_at 0.7 0.8 A A 0.91 0.97 0.2 NC 0.79 gb:AV075907 /DB_XREF=gi:5195735 /DB_XREF=AV075907 /CLONE=2210015O07 /FEA=EST /CNT=1 /TID=Mm.177940.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420226_x_ 18.2 16.9 P P 0.005859 0.03 0.2 NC 0.35 gb:AV206827 /DB_XREF=gi:6147680 /DB_XREF=AV206827 /CLONE=1700091B06 /FEA=EST /CNT=1 /TID=Mm.219942.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420237_at 1.4 2.4 A A 0.94 0.69 0.2 NC 0.28 gb:AA517747 /DB_XREF=gi:2257271 /DB_XREF=vh80h04.r1 /CLONE=IMAGE:893335 /FEA=EST /CNT=1 /TID=Mm.4242.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420282_s_ 0.8 0.9 A A 0.99 0.97 0.2 NC 0.12 gb:D19363 /DB_XREF=gi:1089193 /DB_XREF=MUSGS00732 /CLONE=mb1456 /FEA=EST /CNT=1 /TID=Mm.23810.1 /TIER=ConsEnd /STK=0 /UG=Mm.238
MOE430_2_1420325_at 30.3 32.5 P P 0.01 0.01 0.2 NC 0.5 gb:AI256853 /DB_XREF=gi:3864378 /DB_XREF=ui21h08.y1 /CLONE=IMAGE:1851999 /FEA=EST /CNT=1 /TID=Mm.207022.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420330_at 1.6 1.1 A A 0.53 0.82 0.2 NC 0.57 gb:BC003218.1 /DB_XREF=gi:13096843 /FEA=FLmRNA /CNT=16 /TID=Mm.28263.1 /TIER=FL /STK=6 /UG=Mm.28263 /LL=56619 /UG_GENE=Clecsf9 /DE
MOE430_2_1420342_at 24.1 31.7 P P 0.01 0.005859 0.2 NC 0.16 gb:NM_010268.1 /DB_XREF=gi:6753961 /GEN=Gdap10 /FEA=FLmRNA /CNT=12 /TID=Mm.12950.1 /TIER=FL /STK=6 /UG=Mm.12950 /LL=14546 /DEF=Mu
MOE430_2_1420375_at 142.2 167.8 P P 0.000244 0.000244 0.2 NC 0.09 gb:AA792080 /DB_XREF=gi:2855035 /DB_XREF=vp47a11.r1 /CLONE=IMAGE:1079804 /FEA=FLmRNA /CNT=48 /TID=Mm.4635.1 /TIER=Stack /STK=17 /U
MOE430_2_1420395_a_ 20.7 27.8 P M 0.03 0.06 0.2 NC 0.34 gb:NM_010628.1 /DB_XREF=gi:6754441 /GEN=Kif9 /FEA=FLmRNA /CNT=22 /TID=Mm.42170.1 /TIER=FL /STK=5 /UG=Mm.42170 /LL=16578 /DEF=Mus m
MOE430_2_1420422_at 29 31 A P 0.09 0.000244 0.2 NC 0.02 gb:NM_053146.1 /DB_XREF=gi:18087802 /GEN=Pcdhb21 /FEA=FLmRNA /CNT=11 /TID=Mm.196828.1 /TIER=FL /STK=5 /UG=Mm.196828 /LL=93892 /DEF
MOE430_2_1420447_at 0.8 1.7 A A 0.98 0.8 0.2 NC 0.27 gb:NM_023135.1 /DB_XREF=gi:12963514 /GEN=Ste /FEA=FLmRNA /CNT=8 /TID=Mm.89655.1 /TIER=FL /STK=5 /UG=Mm.89655 /LL=20860 /DEF=Mus m
MOE430_2_1420453_at 15.6 16 M A 0.05 0.53 0.2 NC 0.5 gb:NM_009967.1 /DB_XREF=gi:6753531 /GEN=Crygs /FEA=FLmRNA /CNT=6 /TID=Mm.6253.1 /TIER=FL /STK=5 /UG=Mm.6253 /LL=12970 /DEF=Mus mus
MOE430_2_1420480_at 33.4 33.3 P P 0.001953 0.00415 0.2 NC 0.45 gb:NM_053186.1 /DB_XREF=gi:16716480 /GEN=Cnnm3 /FEA=FLmRNA /CNT=168 /TID=Mm.44492.1 /TIER=FL /STK=4 /UG=Mm.44492 /LL=94218 /DEF=M
MOE430_2_1420493_a_ 115.9 128.2 P P 0.000244 0.000732 0.2 NC 0.5 gb:NM_024229.1 /DB_XREF=gi:13195653 /GEN=1110033E03Rik /FEA=FLmRNA /CNT=62 /TID=Mm.21439.1 /TIER=FL /STK=4 /UG=Mm.21439 /LL=68671 /
MOE430_2_1420495_a_ 549.7 639.6 P P 0.000244 0.000244 0.2 NC 0.39 gb:NM_133672.1 /DB_XREF=gi:19526825 /GEN=Vps26 /FEA=FLmRNA /CNT=32 /TID=Mm.27373.1 /TIER=FL /STK=4 /UG=Mm.27373 /LL=30930 /DEF=Mu
MOE430_2_1420500_at 228.6 276.9 P P 0.000244 0.000732 0.2 NC 0.44 gb:NM_007869.1 /DB_XREF=gi:7106294 /GEN=Dnajc1 /FEA=FLmRNA /CNT=60 /TID=Mm.18237.1 /TIER=FL /STK=4 /UG=Mm.18237 /LL=13418 /DEF=Mus
MOE430_2_1420510_at 29 37 P P 0.02 0.005859 0.2 NC 0.06 gb:BB041813 /DB_XREF=gi:16258694 /DB_XREF=BB041813 /CLONE=6030458C12 /FEA=FLmRNA /CNT=50 /TID=Mm.100617.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1420529_at 10.4 11.1 A A 0.46 0.43 0.2 NC 0.5 gb:NM_013874.1 /DB_XREF=gi:7305308 /GEN=Neud4 /FEA=FLmRNA /CNT=24 /TID=Mm.101277.1 /TIER=FL /STK=4 /UG=Mm.101277 /LL=29861 /DEF=M
MOE430_2_1420530_at 18.7 17.8 P M 0.03 0.05 0.2 NC 0.5 gb:AW553317 /DB_XREF=gi:7198740 /DB_XREF=L0225E03-3 /CLONE=L0225E03 /FEA=FLmRNA /CNT=24 /TID=Mm.101277.1 /TIER=Stack /STK=10 /UG
MOE430_2_1420569_at 1.5 1.7 A A 0.9 0.9 0.2 NC 0.27 gb:NM_007689.1 /DB_XREF=gi:6680925 /GEN=Chad /FEA=FLmRNA /CNT=8 /TID=Mm.8033.1 /TIER=FL /STK=4 /UG=Mm.8033 /LL=12643 /DEF=Mus mus
MOE430_2_1420570_x_ 363.5 371.5 P P 0.01 0.008057 0.2 NC 0.11 gb:NM_013772.1 /DB_XREF=gi:7305556 /GEN=Tcl1b3 /FEA=FLmRNA /CNT=8 /TID=Mm.116701.1 /TIER=FL /STK=4 /UG=Mm.116701 /LL=27378 /DEF=Mu
MOE430_2_1420584_at 8.7 13.2 A A 0.27 0.21 0.2 NC 0.5 gb:NM_008868.1 /DB_XREF=gi:6679366 /GEN=Pla2g2c /FEA=FLmRNA /CNT=7 /TID=Mm.5189.1 /TIER=FL /STK=4 /UG=Mm.5189 /LL=18781 /DEF=Mus m
MOE430_2_1420595_at 10.9 16.2 A A 0.39 0.21 0.2 NC 0.16 gb:NM_007867.1 /DB_XREF=gi:6681200 /GEN=Dlx4 /FEA=FLmRNA /CNT=5 /TID=Mm.5165.1 /TIER=FL /STK=4 /UG=Mm.5165 /LL=13394 /DEF=Mus musc
MOE430_2_1420634_a_ 210.4 236.9 P P 0.000244 0.000244 0.2 NC 0.16 gb:NM_010754.1 /DB_XREF=gi:6754605 /GEN=Madh2 /FEA=FLmRNA /CNT=24 /TID=Mm.2334.1 /TIER=FL /STK=3 /UG=Mm.2334 /LL=17126 /DEF=Mus m
MOE430_2_1420651_at 30.2 45.2 P M 0.01 0.05 0.2 NC 0.49 gb:NM_013799.1 /DB_XREF=gi:7304904 /GEN=Ate1 /FEA=FLmRNA /CNT=35 /TID=Mm.216321.1 /TIER=FL /STK=3 /UG=Mm.216321 /LL=11907 /DEF=Mu
MOE430_2_1420681_at 22.6 11.3 A A 0.17 0.27 0.2 NC 0.5 gb:NM_026628.1 /DB_XREF=gi:13386113 /GEN=1700120K04Rik /FEA=FLmRNA /CNT=10 /TID=Mm.87064.1 /TIER=FL /STK=3 /UG=Mm.87064 /LL=68232 /
MOE430_2_1420684_at 52.3 50 P P 0.000732 0.000732 0.2 NC 0.5 gb:NM_030721.1 /DB_XREF=gi:13507673 /GEN=Acox3 /FEA=FLmRNA /CNT=16 /TID=Mm.171520.1 /TIER=FL /STK=3 /UG=Mm.171520 /LL=80911 /DEF=M
MOE430_2_1420748_a_ 11.2 8 A P 0.12 0.04 0.2 NC 0.39 gb:NM_013925.1 /DB_XREF=gi:7304858 /GEN=Adat1 /FEA=FLmRNA /CNT=5 /TID=Mm.117080.1 /TIER=FL /STK=3 /UG=Mm.117080 /LL=30947 /DEF=Mu
MOE430_2_1420764_at 222.8 233.4 P P 0.000244 0.000244 0.2 NC 0.4 gb:NM_009136.1 /DB_XREF=gi:6677876 /GEN=Scrg1 /FEA=FLmRNA /CNT=5 /TID=Mm.12886.1 /TIER=FL /STK=3 /UG=Mm.12886 /LL=20284 /DEF=Mus m
MOE430_2_1420767_at 29.2 23.7 A A 0.27 0.36 0.2 NC 0.34 gb:NM_029331.1 /DB_XREF=gi:13386387 /GEN=1700019G17Rik /FEA=FLmRNA /CNT=4 /TID=Mm.24454.1 /TIER=FL /STK=3 /UG=Mm.24454 /LL=75541 /
MOE430_2_1420792_at 8.6 7.5 A A 0.27 0.19 0.2 NC 0.35 gb:NM_053265.1 /DB_XREF=gi:16716598 /GEN=4930433N12Rik /FEA=FLmRNA /CNT=4 /TID=Mm.207046.1 /TIER=FL /STK=3 /UG=Mm.207046 /LL=11467
MOE430_2_1420846_at 445.5 503.2 P P 0.000244 0.000244 0.2 NC 0.05 gb:AV031454 /DB_XREF=gi:16356564 /DB_XREF=AV031454 /CLONE=1500019M10 /FEA=FLmRNA /CNT=162 /TID=Mm.34453.1 /TIER=Stack /STK=95 /U
MOE430_2_1420863_at 34 46.6 P P 0.000244 0.001221 0.2 NC 0.5 gb:BB495223 /DB_XREF=gi:9466808 /DB_XREF=BB495223 /CLONE=D530047A08 /FEA=FLmRNA /CNT=221 /TID=Mm.78718.1 /TIER=Stack /STK=13 /UG
MOE430_2_1420870_at 175.8 184.6 P P 0.000244 0.000244 0.2 NC 0.46 gb:BB353133 /DB_XREF=gi:16405519 /DB_XREF=BB353133 /CLONE=B930092I24 /FEA=FLmRNA /CNT=152 /TID=Mm.8866.1 /TIER=Stack /STK=80 /UG=
MOE430_2_1420875_at 1190.4 1304.1 P P 0.001953 0.001953 0.2 NC 0.08 gb:BI662615 /DB_XREF=gi:15576851 /DB_XREF=603304674F1 /CLONE=IMAGE:5350243 /FEA=FLmRNA /CNT=174 /TID=Mm.38233.1 /TIER=Stack /STK=
MOE430_2_1420899_at 545.8 637.2 P P 0.000244 0.000244 0.2 NC 0.09 gb:NM_011225.1 /DB_XREF=gi:6755257 /GEN=Rab18 /FEA=FLmRNA /CNT=210 /TID=Mm.22660.1 /TIER=FL /STK=2 /UG=Mm.22660 /LL=19330 /DEF=Mu
MOE430_2_1420922_at 85.8 112.2 P P 0.000244 0.000244 0.2 NC 0.24 gb:C86717 /DB_XREF=gi:2918674 /DB_XREF=C86717 /CLONE=J0231G08 /FEA=FLmRNA /CNT=209 /TID=Mm.396.1 /TIER=Stack /STK=42 /UG=Mm.396 
MOE430_2_1420929_at 61 63.3 P P 0.000732 0.000244 0.2 NC 0.13 gb:NM_018761.1 /DB_XREF=gi:9055181 /GEN=Catnal1 /FEA=FLmRNA /CNT=91 /TID=Mm.200955.1 /TIER=FL /STK=2 /UG=Mm.200955 /LL=54366 /DEF=
MOE430_2_1420930_s_ 109.2 120.4 P P 0.000244 0.000244 0.2 NC 0.25 gb:BQ031240 /DB_XREF=gi:19766519 /DB_XREF=UI-1-CF0-amc-g-05-0-UI.s1 /CLONE=UI-1-CF0-amc-g-05-0-UI /FEA=FLmRNA /CNT=91 /TID=Mm.20
MOE430_2_1420934_a_ 89.8 111.2 P P 0.00415 0.00415 0.2 NC 0.41 gb:NM_016799.1 /DB_XREF=gi:7949114 /GEN=Srrm1 /FEA=FLmRNA /CNT=96 /TID=Mm.1963.1 /TIER=FL /STK=2 /UG=Mm.1963 /LL=51796 /DEF=Mus m
MOE430_2_1420937_at 105.3 148.8 P P 0.000244 0.000732 0.2 NC 0.2 gb:BM239527 /DB_XREF=gi:17874785 /DB_XREF=K0535G11-3 /CLONE=K0535G11 /FEA=FLmRNA /CNT=140 /TID=Mm.716.1 /TIER=Stack /STK=18 /UG
MOE430_2_1420976_at 33.2 49 P P 0.001221 0.001953 0.2 NC 0.5 gb:U03457.1 /DB_XREF=gi:474275 /FEA=FLmRNA /CNT=89 /TID=Mm.4389.1 /TIER=FL /STK=2 /UG=Mm.4389 /LL=17156 /UG_GENE=Man1b /DEF=Mus m



MOE430_2_1420985_at 73.7 79.7 P P 0.001953 0.000244 0.2 NC 0.07 gb:BM208035 /DB_XREF=gi:17764093 /DB_XREF=C0621E04-3 /CLONE=C0621E04 /FEA=FLmRNA /CNT=123 /TID=Mm.24637.1 /TIER=Stack /STK=14 /U
MOE430_2_1421001_a_ 12.5 16.9 M P 0.05 0.005859 0.2 NC 0.31 gb:NM_009802.1 /DB_XREF=gi:6753269 /GEN=Car6 /FEA=FLmRNA /CNT=25 /TID=Mm.20289.1 /TIER=FL /STK=2 /UG=Mm.20289 /LL=12353 /DEF=Mus m
MOE430_2_1421002_at 346.6 395.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_011923.1 /DB_XREF=gi:6753119 /GEN=Angptl2 /FEA=FLmRNA /CNT=39 /TID=Mm.200657.1 /TIER=FL /STK=2 /UG=Mm.200657 /LL=26360 /DEF=
MOE430_2_1421004_at 14.6 15.6 P M 0.01 0.05 0.2 NC 0.5 gb:NM_012018.1 /DB_XREF=gi:6754595 /GEN=Ma2a8 /FEA=FLmRNA /CNT=29 /TID=Mm.42143.1 /TIER=FL /STK=2 /UG=Mm.42143 /LL=26920 /DEF=Mus
MOE430_2_1421029_a_ 381.3 529.8 P P 0.001221 0.001221 0.2 NC 0.01 gb:NM_019702.1 /DB_XREF=gi:9789944 /GEN=Hbs1l /FEA=FLmRNA /CNT=29 /TID=Mm.28882.1 /TIER=FL /STK=2 /UG=Mm.28882 /LL=56422 /DEF=Mus 
MOE430_2_1421035_a_ 21.4 20.9 A P 0.1 0.04 0.2 NC 0.5 gb:NM_133853.1 /DB_XREF=gi:19527073 /GEN=AA407180 /FEA=FLmRNA /CNT=27 /TID=Mm.149760.1 /TIER=FL /STK=2 /UG=Mm.149760 /LL=99470 /D
MOE430_2_1421047_at 91.3 113.4 P P 0.03 0.005859 0.2 NC 0.02 gb:NM_008541.1 /DB_XREF=gi:6678773 /GEN=Madh5 /FEA=FLmRNA /CNT=41 /TID=Mm.33951.1 /TIER=FL /STK=2 /UG=Mm.33951 /LL=17129 /DEF=Mus
MOE430_2_1421051_s_ 693.9 812.1 P P 0.000244 0.000244 0.2 NC 0.05 gb:NM_026776.1 /DB_XREF=gi:13386159 /GEN=1110020N13Rik /FEA=FLmRNA /CNT=19 /TID=Mm.220847.1 /TIER=FL /STK=2 /UG=Mm.220847 /LL=6858
MOE430_2_1421052_a_ 2476.8 2664.9 P P 0.000244 0.000244 0.2 NC 0.13 gb:NM_009214.1 /DB_XREF=gi:6678032 /GEN=Sms /FEA=FLmRNA /CNT=18 /TID=Mm.18652.1 /TIER=FL /STK=2 /UG=Mm.18652 /LL=20603 /DEF=Mus m
MOE430_2_1421055_at 69.7 87.6 P P 0.000244 0.000732 0.2 NC 0.08 gb:BF023335 /DB_XREF=gi:10754746 /DB_XREF=ux07h07.y1 /CLONE=IMAGE:3470845 /FEA=FLmRNA /CNT=47 /TID=Mm.143753.1 /TIER=ConsEnd /STK
MOE430_2_1421066_at 94.4 96.9 P P 0.000732 0.001953 0.2 NC 0.1 gb:AU023352 /DB_XREF=gi:3393699 /DB_XREF=AU023352 /CLONE=J0430E09 /FEA=FLmRNA /CNT=51 /TID=Mm.809.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1421085_at 14.8 16.1 A A 0.24 0.27 0.2 NC 0.5 gb:NM_011302.1 /DB_XREF=gi:6755377 /GEN=Rs1h /FEA=FLmRNA /CNT=41 /TID=Mm.41982.1 /TIER=FL /STK=1 /UG=Mm.41982 /LL=20147 /DEF=Mus m
MOE430_2_1421091_at 1.1 1.2 A A 0.65 0.87 0.2 NC 0.75 gb:NM_026535.1 /DB_XREF=gi:13386037 /GEN=4632419J12Rik /FEA=FLmRNA /CNT=23 /TID=Mm.20286.1 /TIER=FL /STK=2 /UG=Mm.20286 /LL=68054 /
MOE430_2_1421115_a_ 267.7 345 P P 0.000244 0.000244 0.2 NC 0.05 gb:NM_023740.1 /DB_XREF=gi:12963806 /GEN=1500015N03Rik /FEA=FLmRNA /CNT=15 /TID=Mm.20387.1 /TIER=FL /STK=2 /UG=Mm.20387 /LL=74168 /
MOE430_2_1421148_a_ 110.4 132.9 P P 0.000244 0.000244 0.2 NC 0.16 gb:NM_009383.1 /DB_XREF=gi:6678348 /GEN=Tial1 /FEA=FLmRNA /CNT=29 /TID=Mm.4363.1 /TIER=FL /STK=2 /UG=Mm.4363 /LL=21843 /DEF=Mus mu
MOE430_2_1421182_at 1.5 0.4 A A 0.69 0.8 0.2 NC 0.55 gb:NM_019985.1 /DB_XREF=gi:9910411 /GEN=Clec2-pending /FEA=FLmRNA /CNT=14 /TID=Mm.30700.1 /TIER=FL /STK=2 /UG=Mm.30700 /LL=56760 /D
MOE430_2_1421189_at 8 16 A A 0.36 0.19 0.2 NC 0.5 gb:NM_008071.1 /DB_XREF=gi:6679910 /GEN=Gabrb3 /FEA=FLmRNA /CNT=28 /TID=Mm.8004.1 /TIER=FL /STK=2 /UG=Mm.8004 /LL=14402 /DEF=Mus m
MOE430_2_1421202_at 11.5 9.5 A A 0.21 0.3 0.2 NC 0.5 gb:NM_015730.2 /DB_XREF=gi:9937999 /GEN=Chrna4 /FEA=FLmRNA /CNT=19 /TID=Mm.40959.1 /TIER=FL /STK=2 /UG=Mm.40959 /LL=11438 /DEF=Mu
MOE430_2_1421249_at 0.3 0.4 A A 0.99 0.99 0.2 NC 0.68 gb:NM_026244.1 /DB_XREF=gi:13385749 /GEN=4833420E20Rik /FEA=FLmRNA /CNT=13 /TID=Mm.173234.1 /TIER=FL /STK=2 /UG=Mm.173234 /LL=6757
MOE430_2_1421252_a_ 25.5 29.1 P P 0.000244 0.000244 0.2 NC 0.46 gb:NM_013597.1 /DB_XREF=gi:7305264 /GEN=Mef2a /FEA=FLmRNA /CNT=13 /TID=Mm.87279.1 /TIER=FL /STK=2 /UG=Mm.87279 /LL=17258 /DEF=Mus
MOE430_2_1421259_at 2.7 2.5 A A 0.63 0.69 0.2 NC 0.62 gb:NM_013631.1 /DB_XREF=gi:8567389 /GEN=Pklr /FEA=FLmRNA /CNT=11 /TID=Mm.8359.1 /TIER=FL /STK=2 /UG=Mm.8359 /LL=18770 /DEF=Mus mus
MOE430_2_1421274_at 7.4 7.2 A A 0.12 0.17 0.2 NC 0.5 gb:AK014988.1 /DB_XREF=gi:12853144 /FEA=FLmRNA /CNT=23 /TID=Mm.11030.1 /TIER=ConsEnd /STK=5 /UG=Mm.11030 /LL=67296 /UG_GENE=31100
MOE430_2_1421278_s_ 1.2 3 A A 0.43 0.3 0.2 NC 0.2 gb:BB740660 /DB_XREF=gi:16143665 /DB_XREF=BB740660 /CLONE=F430209C21 /FEA=FLmRNA /CNT=21 /TID=Mm.200611.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1421286_a_ 9.8 11.6 A A 0.3 0.27 0.2 NC 0.01 gb:NM_018731.1 /DB_XREF=gi:9055169 /GEN=Atp4a /FEA=FLmRNA /CNT=15 /TID=Mm.12821.1 /TIER=FL /STK=2 /UG=Mm.12821 /LL=11944 /DEF=Mus 
MOE430_2_1421334_x_ 66 49.2 P P 0.001221 0.000732 0.2 NC 0.35 gb:AK019238.1 /DB_XREF=gi:12859341 /FEA=FLmRNA /CNT=15 /TID=Mm.30888.1 /TIER=ConsEnd /STK=2 /UG=Mm.30888 /LL=80732 /UG_GENE=Mynn 
MOE430_2_1421362_a_ 8.7 12.3 P P 0.001953 0.03 0.2 NC 0.45 gb:NM_010237.1 /DB_XREF=gi:6753907 /GEN=Frk /FEA=FLmRNA /CNT=8 /TID=Mm.4953.1 /TIER=FL /STK=2 /UG=Mm.4953 /LL=14302 /DEF=Mus muscu
MOE430_2_1421368_at 15.2 14.9 M A 0.05 0.19 0.2 NC 0.48 gb:NM_130893.1 /DB_XREF=gi:18700037 /GEN=Scrt1 /FEA=FLmRNA /CNT=7 /TID=Mm.218747.1 /TIER=FL /STK=2 /UG=Mm.218747 /LL=170729 /DEF=M
MOE430_2_1421379_at 12.1 12 A P 0.06 0.03 0.2 NC 0.24 gb:AF184112.1 /DB_XREF=gi:6007770 /GEN=Kid2 /FEA=FLmRNA /CNT=14 /TID=Mm.74670.1 /TIER=FL /STK=2 /UG=Mm.74670 /LL=27274 /DEF=Mus mu
MOE430_2_1421382_at 1.3 1.8 A A 0.94 0.85 0.2 NC 0.62 gb:AA276003 /DB_XREF=gi:1918754 /DB_XREF=vc28a06.r1 /CLONE=IMAGE:775858 /FEA=FLmRNA /CNT=12 /TID=Mm.195966.1 /TIER=ConsEnd /STK=0
MOE430_2_1421389_a_ 66.6 61.6 P P 0.03 0.03 0.2 NC 0.5 gb:NM_013719.1 /DB_XREF=gi:7305016 /GEN=Eif2ak4 /FEA=FLmRNA /CNT=10 /TID=Mm.26931.1 /TIER=FL /STK=2 /UG=Mm.26931 /LL=27103 /DEF=Mu
MOE430_2_1421390_at 9.6 6.8 M A 0.05 0.19 0.2 NC 0.5 gb:NM_011389.1 /DB_XREF=gi:6755531 /GEN=Slc12a1 /FEA=FLmRNA /CNT=10 /TID=Mm.3914.1 /TIER=FL /STK=2 /UG=Mm.3914 /LL=20495 /DEF=Mus 
MOE430_2_1421395_at 8.5 12.5 A P 0.09 0.00415 0.2 I 0.001832 gb:NM_009577.1 /DB_XREF=gi:6677648 /GEN=Zik1 /FEA=FLmRNA /CNT=9 /TID=Mm.49441.1 /TIER=FL /STK=2 /UG=Mm.49441 /LL=22775 /DEF=Mus mu
MOE430_2_1421436_at 11.1 11.4 A A 0.09 0.3 0.2 NC 0.62 gb:NM_008167.1 /DB_XREF=gi:6680090 /GEN=Grid2 /FEA=FLmRNA /CNT=11 /TID=Mm.57057.1 /TIER=ConsEnd /STK=0 /UG=Mm.57057 /LL=14804 /DEF
MOE430_2_1421491_a_ 335.4 376.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_029478.1 /DB_XREF=gi:13386403 /GEN=4930579A11Rik /FEA=FLmRNA /CNT=5 /TID=Mm.24584.1 /TIER=FL /STK=2 /UG=Mm.24584 /LL=75909 /
MOE430_2_1421509_at 7.7 10.9 A A 0.11 0.27 0.2 NC 0.93 gb:NM_021377.1 /DB_XREF=gi:12025517 /GEN=Sorcs-pending /FEA=FLmRNA /CNT=6 /TID=Mm.103785.1 /TIER=ConsEnd /STK=0 /UG=Mm.103785 /LL=5
MOE430_2_1421524_at 17.4 20.7 A A 0.12 0.08 0.2 NC 0.16 gb:NM_007685.1 /DB_XREF=gi:6671741 /GEN=Cfc1 /FEA=FLmRNA /CNT=6 /TID=Mm.2531.1 /TIER=FL /STK=2 /UG=Mm.2531 /LL=12627 /DEF=Mus mus
MOE430_2_1421526_at 0.4 0.5 A A 0.88 0.85 0.2 NC 0.24 gb:NM_011904.1 /DB_XREF=gi:6755806 /GEN=Tll2 /FEA=FLmRNA /CNT=5 /TID=Mm.89983.1 /TIER=FL /STK=2 /UG=Mm.89983 /LL=24087 /DEF=Mus mu
MOE430_2_1421534_at 40 45.6 P P 0.000244 0.000732 0.2 NC 0.5 gb:NM_008016.1 /DB_XREF=gi:6679796 /GEN=Fin15 /FEA=FLmRNA /CNT=5 /TID=Mm.3421.1 /TIER=FL /STK=2 /UG=Mm.3421 /LL=14210 /DEF=Mus mus
MOE430_2_1421551_s_ 307 360 P P 0.000244 0.000244 0.2 NC 0.42 gb:NM_011940.1 /DB_XREF=gi:6754285 /GEN=Ifi202b /FEA=FLmRNA /CNT=4 /TID=Mm.89990.1 /TIER=FL /STK=2 /UG=Mm.89990 /LL=26388 /DEF=Mus 
MOE430_2_1421575_at 1.1 0.9 A A 0.82 0.85 0.2 NC 0.49 gb:NM_027170.1 /DB_XREF=gi:13386207 /GEN=2310057N15Rik /FEA=FLmRNA /CNT=4 /TID=Mm.158295.1 /TIER=FL /STK=2 /UG=Mm.158295 /LL=69696
MOE430_2_1421617_at 0.6 1.2 A A 0.96 0.9 0.2 NC 0.22 gb:NM_134252.1 /DB_XREF=gi:19527415 /GEN=Trpm8 /FEA=FLmRNA /CNT=3 /TID=Mm.218753.1 /TIER=FL /STK=2 /UG=Mm.218753 /LL=171382 /DEF=
MOE430_2_1421631_at 0.8 2.3 A A 0.46 0.5 0.2 NC 0.72 gb:NM_053126.1 /DB_XREF=gi:16716424 /GEN=Pcdhb1 /FEA=FLmRNA /CNT=3 /TID=Mm.196703.1 /TIER=FL /STK=2 /UG=Mm.196703 /LL=93872 /DEF=M
MOE430_2_1421643_at 0.4 0.5 A A 0.85 0.98 0.2 NC 0.48 gb:NM_011770.1 /DB_XREF=gi:7106454 /GEN=Znfn1a2 /FEA=FLmRNA /CNT=3 /TID=Mm.8030.1 /TIER=FL /STK=2 /UG=Mm.8030 /LL=22779 /DEF=Mus m
MOE430_2_1421659_at 2 1 A A 0.78 0.87 0.2 NC 0.34 gb:NM_013461.1 /DB_XREF=gi:7304868 /GEN=Adra1a /FEA=FLmRNA /CNT=3 /TID=Mm.57064.1 /TIER=FL /STK=2 /UG=Mm.57064 /LL=11549 /DEF=Mus 
MOE430_2_1421696_at 1.5 1 A A 0.72 0.66 0.2 NC 0.39 gb:NM_138674.1 /DB_XREF=gi:20149765 /GEN=D86 /FEA=FLmRNA /CNT=2 /TID=Mm.160262.1 /TIER=FL /STK=2 /UG=Mm.160262 /LL=192190 /DEF=Mu
MOE430_2_1421730_at 7.3 9.4 A A 0.24 0.11 0.2 NC 0.4 gb:NM_008050.1 /DB_XREF=gi:6997234 /GEN=Nr5a1 /FEA=FLmRNA /CNT=2 /TID=Mm.31387.2 /TIER=FL /STK=2 /UG=Mm.31387 /LL=26423 /DEF=Mus m
MOE430_2_1421744_at 12.7 15.7 A A 0.19 0.14 0.2 NC 0.5 gb:NM_009452.1 /DB_XREF=gi:6678472 /GEN=Tnfsf4 /FEA=FLmRNA /CNT=2 /TID=Mm.4994.1 /TIER=FL /STK=2 /UG=Mm.4994 /LL=22164 /DEF=Mus mu
MOE430_2_1421751_a_ 1382.7 1764.5 P P 0.000244 0.000244 0.2 I 0.001486 gb:NM_021526.1 /DB_XREF=gi:10946951 /GEN=Poh1-pending /FEA=FLmRNA /CNT=2 /TID=Mm.27933.1 /TIER=FL /STK=2 /UG=Mm.27933 /LL=59029 /D
MOE430_2_1421756_a_ 75.1 71.6 P P 0.000244 0.000244 0.2 NC 0.2 gb:NM_008157.1 /DB_XREF=gi:6680070 /GEN=Gpr19 /FEA=FLmRNA /CNT=2 /TID=Mm.4787.1 /TIER=FL /STK=2 /UG=Mm.4787 /LL=14760 /DEF=Mus mu
MOE430_2_1421761_a_ 1.3 1.4 A A 0.97 0.95 0.2 NC 0.48 gb:NM_013800.1 /DB_XREF=gi:7304916 /GEN=Barx2 /FEA=FLmRNA /CNT=2 /TID=Mm.3508.1 /TIER=FL /STK=2 /UG=Mm.3508 /LL=12023 /DEF=Mus mu
MOE430_2_1421785_at 15.8 18.8 A P 0.08 0.00415 0.2 NC 0.03 gb:NM_016855.1 /DB_XREF=gi:8392946 /GEN=Attp /FEA=FLmRNA /CNT=2 /TID=Mm.1999.1 /TIER=FL /STK=2 /UG=Mm.1999 /LL=54122 /DEF=Mus musc
MOE430_2_1421802_at 0.5 0.5 A A 0.98 0.85 0.2 NC 0.18 gb:NM_007894.1 /DB_XREF=gi:6681248 /GEN=Ear1 /FEA=FLmRNA /CNT=2 /TID=Mm.86948.1 /TIER=FL /STK=2 /UG=Mm.86948 /LL=13586 /DEF=Mus mu
MOE430_2_1421826_at 0.7 2.1 A A 0.94 0.8 0.2 NC 0.25 gb:AF273454.1 /DB_XREF=gi:8705243 /FEA=FLmRNA /CNT=119 /TID=Mm.143719.1 /TIER=FL /STK=1 /UG=Mm.143719 /LL=54485 /UG_GENE=Dll4 /DEF
MOE430_2_1421827_at 13.8 23.6 P A 0.01 0.09 0.2 NC 0.2 gb:AK004739.1 /DB_XREF=gi:12836138 /GEN=Dll4 /FEA=FLmRNA /CNT=119 /TID=Mm.143719.1 /TIER=Stack /STK=87 /UG=Mm.143719 /LL=54485 /UG_
MOE430_2_1421858_at 201.1 252.5 P P 0.000732 0.000732 0.2 NC 0.35 gb:BE980579 /DB_XREF=gi:10648718 /DB_XREF=UI-M-BG2-bck-g-03-0-UI.s1 /CLONE=UI-M-BG2-bck-g-03-0-UI /FEA=FLmRNA /CNT=134 /TID=Mm.2
MOE430_2_1421869_at 23.4 20.9 P P 0.001953 0.02 0.2 NC 0.5 gb:NM_020267.1 /DB_XREF=gi:9937991 /GEN=Mc7-pending /FEA=FLmRNA /CNT=86 /TID=Mm.103583.1 /TIER=FL /STK=1 /UG=Mm.103583 /LL=80985 /
MOE430_2_1421900_at 170.4 200.2 P P 0.000732 0.000244 0.2 NC 0.03 gb:AY033898.1 /DB_XREF=gi:14211558 /GEN=Hri /FEA=FLmRNA /CNT=65 /TID=Mm.220921.1 /TIER=FL /STK=1 /UG=Mm.220921 /LL=15467 /DEF=Mus 
MOE430_2_1421901_at 286.3 323.5 P P 0.000244 0.000244 0.2 NC 0.21 gb:BB077436 /DB_XREF=gi:15406930 /DB_XREF=BB077436 /CLONE=9330140A03 /FEA=FLmRNA /CNT=65 /TID=Mm.220921.1 /TIER=Stack /STK=19 /U
MOE430_2_1421902_at 15.3 19.5 A A 0.14 0.43 0.2 NC 0.5 gb:BC023192.1 /DB_XREF=gi:18605817 /FEA=FLmRNA /CNT=45 /TID=Mm.27794.1 /TIER=FL /STK=1 /UG=Mm.27794 /LL=67224 /UG_GENE=2810405O22
MOE430_2_1421907_at 205 255.4 P P 0.000244 0.000244 0.2 NC 0.009292 gb:NM_013634.1 /DB_XREF=gi:7305400 /GEN=Pparbp /FEA=FLmRNA /CNT=86 /TID=Mm.12926.2 /TIER=FL+Stack /STK=12 /UG=Mm.12926 /LL=19014 /D
MOE430_2_1421908_a_ 378.8 422.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_011544.1 /DB_XREF=gi:6755729 /GEN=Tcf12 /FEA=FLmRNA /CNT=84 /TID=Mm.36894.1 /TIER=FL /STK=1 /UG=Mm.36894 /LL=21406 /DEF=Mus 
MOE430_2_1421910_at 110.8 88.4 P P 0.001221 0.00293 0.2 NC 0.33 gb:AW552808 /DB_XREF=gi:7198231 /DB_XREF=L0217G09-3 /CLONE=L0217G09 /FEA=FLmRNA /CNT=59 /TID=Mm.3146.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1421918_at 110.7 137.9 P P 0.01 0.01 0.2 NC 0.17 gb:AA560923 /DB_XREF=gi:2332388 /DB_XREF=vl70c04.r1 /CLONE=IMAGE:977574 /FEA=FLmRNA /CNT=50 /TID=Mm.613.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1421924_at 0.5 1.7 A A 0.9 0.8 0.2 NC 0.29 gb:M75135.1 /DB_XREF=gi:193545 /FEA=FLmRNA /CNT=34 /TID=Mm.3726.1 /TIER=FL /STK=1 /UG=Mm.3726 /LL=20527 /UG_GENE=Slc2a3 /DEF=Mous
MOE430_2_1421926_at 43.3 57.8 P P 0.01 0.01 0.2 NC 0.5 gb:AV329330 /DB_XREF=gi:16396055 /DB_XREF=AV329330 /CLONE=6330501K19 /FEA=FLmRNA /CNT=34 /TID=Mm.91969.1 /TIER=Stack /STK=21 /UG
MOE430_2_1421939_a_ 18.7 22.1 P P 0.00293 0.01 0.2 NC 0.11 gb:NM_009282.1 /DB_XREF=gi:6678150 /GEN=Stag1 /FEA=FLmRNA /CNT=54 /TID=Mm.42135.1 /TIER=FL /STK=1 /UG=Mm.42135 /LL=20842 /DEF=Mus 
MOE430_2_1421956_at 1.2 5.3 A A 0.9 0.69 0.2 NC 0.18 gb:BB484442 /DB_XREF=gi:16441152 /DB_XREF=BB484442 /CLONE=D430025K11 /FEA=FLmRNA /CNT=21 /TID=Mm.42177.1 /TIER=Stack /STK=11 /UG
MOE430_2_1421967_at 14.4 17.9 P P 0.02 0.02 0.2 NC 0.35 gb:AF142673.1 /DB_XREF=gi:6651185 /FEA=FLmRNA /CNT=25 /TID=Mm.76728.1 /TIER=FL /STK=1 /UG=Mm.76728 /LL=56336 /UG_GENE=B4galt5 /DEF
MOE430_2_1421972_s_ 89.8 86.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:BI647006 /DB_XREF=gi:15561242 /DB_XREF=603278778F1 /CLONE=IMAGE:5318946 /FEA=FLmRNA /CNT=50 /TID=Mm.57203.1 /TIER=ConsEnd /STK
MOE430_2_1421983_s_ 7.8 8 A A 0.06 0.19 0.2 NC 0.55 gb:BF235476 /DB_XREF=gi:11148078 /DB_XREF=602025284F1 /CLONE=IMAGE:4160684 /FEA=FLmRNA /CNT=35 /TID=Mm.220337.1 /TIER=ConsEnd /ST
MOE430_2_1421988_at 0.5 1.3 A A 0.74 0.82 0.2 NC 0.66 gb:BF786072 /DB_XREF=gi:12091108 /DB_XREF=602110642F1 /CLONE=IMAGE:4238914 /FEA=FLmRNA /CNT=17 /TID=Mm.27646.1 /TIER=ConsEnd /ST
MOE430_2_1422007_at 0.7 1.1 A A 0.78 0.78 0.2 NC 0.5 gb:AB019039.1 /DB_XREF=gi:9392321 /FEA=FLmRNA /CNT=21 /TID=Mm.34043.1 /TIER=FL /STK=1 /UG=Mm.34043 /LL=11828 /UG_GENE=Aqp3 /DEF=M
MOE430_2_1422038_a_ 11.1 6.6 A A 0.17 0.43 0.2 NC 0.5 gb:NM_023680.1 /DB_XREF=gi:12963780 /GEN=Tnfrsf22 /FEA=FLmRNA /CNT=12 /TID=Mm.156947.1 /TIER=FL /STK=1 /UG=Mm.156947 /LL=79202 /DEF
MOE430_2_1422073_a_ 3.3 2.6 A A 0.53 0.69 0.2 NC 0.53 gb:AB028499.1 /DB_XREF=gi:5832710 /GEN=flamingo 1 /FEA=FLmRNA /CNT=21 /TID=Mm.39728.1 /TIER=FL /STK=1 /UG=Mm.39728 /LL=53883 /DEF=M
MOE430_2_1422081_at 0.5 1.7 A A 0.93 0.69 0.2 NC 0.17 gb:NM_024291.1 /DB_XREF=gi:13236507 /GEN=Ky /FEA=FLmRNA /CNT=14 /TID=Mm.101692.1 /TIER=FL /STK=1 /UG=Mm.101692 /LL=16716 /DEF=Mus
MOE430_2_1422083_at 19.2 37.8 A M 0.14 0.05 0.2 NC 0.5 gb:AF348140.1 /DB_XREF=gi:13549076 /GEN=Tlr9 /FEA=FLmRNA /CNT=12 /TID=Mm.44889.1 /TIER=FL /STK=1 /UG=Mm.44889 /LL=81897 /DEF=Mus m
MOE430_2_1422116_at 10.3 14.3 A P 0.14 0.03 0.2 NC 0.5 gb:NM_008032.1 /DB_XREF=gi:6679818 /GEN=Fmr2 /FEA=FLmRNA /CNT=8 /TID=Mm.8031.1 /TIER=FL /STK=1 /UG=Mm.8031 /LL=14266 /DEF=Mus mus
MOE430_2_1422120_at 44.7 50.7 P P 0.01 0.01 0.2 NC 0.23 gb:AY034479.1 /DB_XREF=gi:15418808 /FEA=FLmRNA /CNT=8 /TID=Mm.44970.1 /TIER=FL /STK=1 /UG=Mm.44970 /LL=106389 /UG_GENE=AW048865 /
MOE430_2_1422133_at 26.6 19.6 P A 0.02 0.09 0.2 NC 0.5 gb:NM_009259.1 /DB_XREF=gi:6678106 /GEN=Spn /FEA=FLmRNA /CNT=10 /TID=Mm.214684.1 /TIER=FL /STK=1 /UG=Mm.214684 /LL=20737 /DEF=Mus
MOE430_2_1422141_s_ 5.1 6.9 A A 0.27 0.06 0.2 NC 0.06 gb:BI455890 /DB_XREF=gi:15246546 /DB_XREF=603171219F1 /CLONE=IMAGE:5250796 /FEA=FLmRNA /CNT=7 /TID=Mm.207045.1 /TIER=ConsEnd /STK
MOE430_2_1422163_at 20.7 23.3 A A 0.46 0.36 0.2 NC 0.5 gb:NM_008018.1 /DB_XREF=gi:6679800 /GEN=Fish /FEA=FLmRNA /CNT=6 /TID=Mm.20446.1 /TIER=FL /STK=1 /UG=Mm.20446 /LL=14218 /DEF=Mus mu
MOE430_2_1422168_a_ 96.2 112.2 P P 0.000732 0.000244 0.2 NC 0.31 gb:NM_007540.1 /DB_XREF=gi:6680777 /GEN=Bdnf /FEA=FLmRNA /CNT=5 /TID=Mm.1442.1 /TIER=FL /STK=1 /UG=Mm.1442 /LL=12064 /DEF=Mus musc
MOE430_2_1422169_a_ 76.8 98.2 P P 0.01 0.005859 0.2 NC 0.01 gb:AY057913.1 /DB_XREF=gi:20126616 /GEN=Bdnf /FEA=FLmRNA /CNT=5 /TID=Mm.1442.1 /TIER=FL /STK=1 /UG=Mm.1442 /LL=12064 /DEF=Mus mus
MOE430_2_1422199_at 2.4 2.5 A A 0.82 0.8 0.2 NC 0.45 gb:NM_011010.1 /DB_XREF=gi:6754935 /GEN=Omp /FEA=FLmRNA /CNT=4 /TID=Mm.57036.1 /TIER=FL /STK=1 /UG=Mm.57036 /LL=18378 /DEF=Mus m
MOE430_2_1422232_at 7.8 7.7 A A 0.46 0.6 0.2 NC 0.5 gb:NM_008888.1 /DB_XREF=gi:6679400 /GEN=Pmx2b /FEA=FLmRNA /CNT=3 /TID=Mm.42227.1 /TIER=FL /STK=1 /UG=Mm.42227 /LL=18935 /DEF=Mus 
MOE430_2_1422262_a_ 14.6 14.3 A A 0.12 0.19 0.2 NC 0.5 gb:NM_008500.1 /DB_XREF=gi:6678691 /GEN=Lhx6 /FEA=FLmRNA /CNT=2 /TID=Mm.12881.1 /TIER=FL /STK=1 /UG=Mm.12881 /LL=16874 /DEF=Mus m
MOE430_2_1422267_at 1.3 1.4 A A 0.78 0.8 0.2 NC 0.4 gb:NM_008023.1 /DB_XREF=gi:6679832 /GEN=Foxb2 /FEA=FLmRNA /CNT=2 /TID=Mm.7971.1 /TIER=FL /STK=1 /UG=Mm.7971 /LL=14240 /DEF=Mus mu
MOE430_2_1422303_a_ 14.5 27.8 A A 0.24 0.27 0.2 NC 0.09 gb:AF229434.1 /DB_XREF=gi:7381615 /GEN=Tnfrsf18 /FEA=FLmRNA /CNT=2 /TID=Mm.3180.2 /TIER=FL /STK=1 /UG=Mm.3180 /LL=21936 /DEF=Mus m
MOE430_2_1422330_at 1.9 1.7 A A 0.82 0.69 0.2 NC 0.09 gb:NM_021332.1 /DB_XREF=gi:11024689 /GEN=Glp1r /FEA=FLmRNA /CNT=1 /TID=Mm.140772.1 /TIER=FL /STK=1 /UG=Mm.140772 /LL=14652 /DEF=Mu
MOE430_2_1422336_at 4.9 10.4 A P 0.33 0.03 0.2 NC 0.5 gb:NM_008264.1 /DB_XREF=gi:6680244 /GEN=Hoxa13 /FEA=FLmRNA /CNT=1 /TID=Mm.8056.1 /TIER=FL /STK=1 /UG=Mm.8056 /LL=15398 /DEF=Mus m
MOE430_2_1422338_at 1.1 1.7 A A 0.9 0.87 0.2 NC 0.5 gb:NM_030733.1 /DB_XREF=gi:13507691 /GEN=Gpr63 /FEA=FLmRNA /CNT=1 /TID=Mm.160412.1 /TIER=FL /STK=1 /UG=Mm.160412 /LL=81006 /DEF=M
MOE430_2_1422344_s_ 37.7 49.6 P P 0.005859 0.001953 0.2 NC 0.06 gb:NM_020294.1 /DB_XREF=gi:11560143 /GEN=LOC56871 /FEA=FLmRNA /CNT=1 /TID=Mm.193430.1 /TIER=FL /STK=1 /UG=Mm.193430 /LL=56871 /DE
MOE430_2_1422345_s_ 7.7 9.8 A A 0.3 0.33 0.2 NC 0.5 gb:NM_010759.1 /DB_XREF=gi:8659569 /GEN=Mageb1 /FEA=FLmRNA /CNT=1 /TID=Mm.193456.1 /TIER=FL /STK=1 /UG=Mm.193456 /LL=17145 /DEF=M
MOE430_2_1422352_at 0.3 1.3 A A 0.79 0.75 0.2 NC 0.34 gb:NM_008570.1 /DB_XREF=gi:6678835 /GEN=Mcpt1 /FEA=FLmRNA /CNT=1 /TID=Mm.14135.1 /TIER=FL /STK=1 /UG=Mm.14135 /LL=17224 /DEF=Mus m
MOE430_2_1422364_at 0.3 1.1 A A 0.94 0.94 0.2 NC 0.12 gb:NM_013620.1 /DB_XREF=gi:7305350 /GEN=Olfr68 /FEA=FLmRNA /CNT=1 /TID=Mm.103629.1 /TIER=FL /STK=1 /UG=Mm.103629 /LL=18369 /DEF=Mu
MOE430_2_1422366_at 2 2.3 A A 0.43 0.43 0.2 NC 0.35 gb:NM_053224.1 /DB_XREF=gi:16716530 /GEN=V1ra9 /FEA=FLmRNA /CNT=1 /TID=Mm.213174.1 /TIER=FL /STK=1 /UG=Mm.213174 /LL=113851 /DEF=M
MOE430_2_1422399_a_ 87.1 125.1 P P 0.000732 0.001953 0.2 NC 0.08 gb:NM_008999.1 /DB_XREF=gi:6679588 /GEN=Rab23 /FEA=FLmRNA /CNT=1 /TID=Mm.86744.1 /TIER=FL /STK=1 /UG=Mm.86744 /LL=19335 /DEF=Mus m
MOE430_2_1422439_a_ 2969.2 3394.1 P P 0.000244 0.000244 0.2 NC 0.03 gb:NM_009870.1 /DB_XREF=gi:6753379 /GEN=Cdk4 /FEA=FLmRNA /CNT=239 /TID=Mm.6839.1 /TIER=FL+Stack /STK=122 /UG=Mm.6839 /LL=12567 /DE
MOE430_2_1422441_x_ 4065.1 4753.4 P P 0.000244 0.000244 0.2 NC 0.24 gb:NM_009870.1 /DB_XREF=gi:6753379 /GEN=Cdk4 /FEA=FLmRNA /CNT=239 /TID=Mm.6839.1 /TIER=FL+Stack /STK=122 /UG=Mm.6839 /LL=12567 /DE
MOE430_2_1422481_at 2.1 0.5 A A 0.63 0.69 0.2 NC 0.16 gb:NM_008473.1 /DB_XREF=gi:6678642 /GEN=Krt2-1 /FEA=FLmRNA /CNT=198 /TID=Mm.183137.1 /TIER=FL+Stack /STK=75 /UG=Mm.183137 /LL=16678
MOE430_2_1422482_at 640.1 731.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_011304.1 /DB_XREF=gi:6755381 /GEN=Ruvbl2 /FEA=FLmRNA /CNT=140 /TID=Mm.34410.1 /TIER=FL+Stack /STK=74 /UG=Mm.34410 /LL=20174 /
MOE430_2_1422497_at 349.3 404.3 P P 0.000244 0.000244 0.2 NC 0.11 gb:NM_022885.1 /DB_XREF=gi:12584975 /GEN=Zntl1 /FEA=FLmRNA /CNT=187 /TID=Mm.173831.1 /TIER=FL+Stack /STK=71 /UG=Mm.173831 /LL=69048
MOE430_2_1422509_at 1264.6 1364.2 P P 0.000244 0.000244 0.2 NC 0.26 gb:NM_024187.1 /DB_XREF=gi:17530979 /GEN=U2af1 /FEA=FLmRNA /CNT=106 /TID=Mm.144028.1 /TIER=FL+Stack /STK=62 /UG=Mm.144028 /LL=1081
MOE430_2_1422511_a_ 1012.5 1246.5 P P 0.000732 0.000732 0.2 I 0.000114 gb:NM_031373.1 /DB_XREF=gi:13878190 /GEN=Ogfr /FEA=FLmRNA /CNT=129 /TID=Mm.21474.1 /TIER=FL+Stack /STK=60 /UG=Mm.21474 /LL=72075 /D
MOE430_2_1422512_a_ 445.6 510.8 P P 0.000244 0.000244 0.2 NC 0.22 gb:AW476433 /DB_XREF=gi:7046539 /DB_XREF=uq75g05.y1 /CLONE=IMAGE:2936984 /FEA=FLmRNA /CNT=129 /TID=Mm.21474.1 /TIER=Stack /STK=8 /
MOE430_2_1422538_at 395.5 409.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_021388.1 /DB_XREF=gi:10946731 /GEN=Extl2 /FEA=FLmRNA /CNT=117 /TID=Mm.41739.1 /TIER=FL+Stack /STK=41 /UG=Mm.41739 /LL=58193 /
MOE430_2_1422551_at 187.1 229.2 P P 0.000244 0.000244 0.2 NC 0.29 gb:AV318872 /DB_XREF=gi:15406125 /DB_XREF=AV318872 /CLONE=6030402A12 /FEA=FLmRNA /CNT=131 /TID=Mm.29962.1 /TIER=Stack /STK=8 /UG
MOE430_2_1422596_at 3.4 4.2 A A 0.66 0.69 0.2 NC 0.5 gb:NM_021426.1 /DB_XREF=gi:10946787 /GEN=C030019F02Rik /FEA=FLmRNA /CNT=37 /TID=Mm.40361.1 /TIER=FL+Stack /STK=29 /UG=Mm.40361 /LL
MOE430_2_1422605_at 2.9 3.7 A A 0.66 0.53 0.2 NC 0.5 gb:NM_021391.1 /DB_XREF=gi:10946733 /GEN=Ppp1r1a /FEA=FLmRNA /CNT=74 /TID=Mm.143788.1 /TIER=FL+Stack /STK=28 /UG=Mm.143788 /LL=582
MOE430_2_1422665_a_ 164.2 166.2 P P 0.000244 0.000244 0.2 NC 0.35 gb:AV009995 /DB_XREF=gi:16356124 /DB_XREF=AV009995 /CLONE=1110021O13 /FEA=FLmRNA /CNT=138 /TID=Mm.25293.1 /TIER=Stack /STK=28 /U
MOE430_2_1422669_at 376.2 391.8 P P 0.000244 0.000244 0.2 NC 0.21 gb:AY009091.1 /DB_XREF=gi:11992413 /GEN=EBAG9 /FEA=FLmRNA /CNT=62 /TID=Mm.25819.1 /TIER=FL+Stack /STK=20 /UG=Mm.25819 /LL=55960 /
MOE430_2_1422677_at 87 94.8 P P 0.001221 0.000244 0.2 NC 0.11 gb:NM_026384.1 /DB_XREF=gi:16975489 /GEN=Dgat2 /FEA=FLmRNA /CNT=204 /TID=Mm.180189.1 /TIER=FL+Stack /STK=19 /UG=Mm.180189 /LL=6780
MOE430_2_1422679_s_ 341.9 389.9 P P 0.000244 0.000732 0.2 NC 0.27 gb:NM_009431.1 /DB_XREF=gi:6678440 /GEN=Tsbp /FEA=FLmRNA /CNT=133 /TID=Mm.489.1 /TIER=FL+Stack /STK=19 /UG=Mm.489 /LL=22083 /DEF=M
MOE430_2_1422680_at 126.9 161.9 P P 0.001221 0.000244 0.2 NC 0.02 gb:BM239956 /DB_XREF=gi:17875226 /DB_XREF=K0543A07-3 /CLONE=K0543A07 /FEA=FLmRNA /CNT=133 /TID=Mm.489.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1422683_at 41.7 43.9 P P 0.000244 0.000244 0.2 NC 0.28 gb:AV256479 /DB_XREF=gi:16388316 /DB_XREF=AV256479 /CLONE=4921528N06 /FEA=FLmRNA /CNT=47 /TID=Mm.41415.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1422687_at 109.2 125.1 P P 0.000244 0.000244 0.2 NC 0.16 gb:NM_010937.1 /DB_XREF=gi:7242161 /GEN=Nras /FEA=FLmRNA /CNT=102 /TID=Mm.734.1 /TIER=FL+Stack /STK=19 /UG=Mm.734 /LL=18176 /DEF=M
MOE430_2_1422697_s_ 90.2 109.4 P P 0.000244 0.000244 0.2 NC 0.39 gb:BG071917 /DB_XREF=gi:12554486 /DB_XREF=H3104F06-3 /CLONE=H3104F06 /FEA=FLmRNA /CNT=211 /TID=Mm.25059.1 /TIER=Stack /STK=39 /U
MOE430_2_1422716_a_ 24.3 30.9 P P 0.03 0.001221 0.2 NC 0.003041 gb:AW554436 /DB_XREF=gi:7199859 /DB_XREF=L0240G08-3 /CLONE=L0240G08 /FEA=FLmRNA /CNT=167 /TID=Mm.26166.1 /TIER=Stack /STK=53 /UG
MOE430_2_1422719_s_ 76 88.4 P P 0.001953 0.000732 0.2 NC 0.1 gb:BF121370 /DB_XREF=gi:10960410 /DB_XREF=601758837F1 /CLONE=IMAGE:3993296 /FEA=FLmRNA /CNT=115 /TID=Mm.28379.1 /TIER=ConsEnd /ST
MOE430_2_1422727_at 15.6 16.1 A A 0.12 0.27 0.2 NC 0.5 gb:NM_080637.1 /DB_XREF=gi:18079348 /GEN=1700019D05Rik /FEA=FLmRNA /CNT=20 /TID=Mm.40357.1 /TIER=FL+Stack /STK=16 /UG=Mm.40357 /LL
MOE430_2_1422732_at 686.4 796.4 P P 0.000244 0.000244 0.2 NC 0.02 gb:BB797282 /DB_XREF=gi:16966901 /DB_XREF=BB797282 /CLONE=G630004N13 /FEA=FLmRNA /CNT=135 /TID=Mm.197493.1 /TIER=ConsEnd /STK=2
MOE430_2_1422736_at 152.3 179.1 P P 0.000732 0.000732 0.2 NC 0.28 gb:NM_019930.1 /DB_XREF=gi:9910285 /GEN=Ranbp9 /FEA=FLmRNA /CNT=71 /TID=Mm.148781.1 /TIER=FL+Stack /STK=15 /UG=Mm.148781 /LL=56705
MOE430_2_1422742_at 115.8 134 P P 0.000732 0.000732 0.2 NC 0.02 gb:NM_007772.1 /DB_XREF=gi:6681032 /GEN=Hivep1 /FEA=FLmRNA /CNT=55 /TID=Mm.4808.1 /TIER=FL+Stack /STK=15 /UG=Mm.4808 /LL=110521 /DE
MOE430_2_1422743_at 81.1 80.6 P P 0.000244 0.000244 0.2 NC 0.36 gb:NM_008832.1 /DB_XREF=gi:6679300 /GEN=Phka1 /FEA=FLmRNA /CNT=42 /TID=Mm.42254.1 /TIER=FL+Stack /STK=15 /UG=Mm.42254 /LL=18679 /D
MOE430_2_1422778_at 1581.1 1816.1 P P 0.000244 0.000244 0.2 NC 0.4 gb:NM_027139.1 /DB_XREF=gi:18079236 /GEN=Taf9 /FEA=FLmRNA /CNT=71 /TID=Mm.16976.1 /TIER=FL+Stack /STK=12 /UG=Mm.16976 /LL=108143 /D
MOE430_2_1422790_at 33.5 36.3 P P 0.000244 0.00415 0.2 NC 0.34 gb:NM_010933.1 /DB_XREF=gi:6754879 /GEN=Nppc /FEA=FLmRNA /CNT=18 /TID=Mm.12802.1 /TIER=FL+Stack /STK=12 /UG=Mm.12802 /LL=18159 /DE
MOE430_2_1422791_at 288.1 351.7 P P 0.000244 0.000244 0.2 NC 0.13 gb:NM_008775.1 /DB_XREF=gi:6679198 /GEN=Pafah1b2 /FEA=FLmRNA /CNT=389 /TID=Mm.200859.1 /TIER=FL+Stack /STK=11 /UG=Mm.200859 /LL=18
MOE430_2_1422794_at 488.1 566.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_016716.1 /DB_XREF=gi:7710013 /GEN=Cul3 /FEA=FLmRNA /CNT=218 /TID=Mm.12665.1 /TIER=FL+Stack /STK=11 /UG=Mm.12665 /LL=26554 /D
MOE430_2_1422801_at 993.4 1260 P P 0.000244 0.000244 0.2 NC 0.31 gb:BC021156.1 /DB_XREF=gi:18088136 /FEA=FLmRNA /CNT=70 /TID=Mm.2038.1 /TIER=FL+Stack /STK=11 /UG=Mm.2038 /LL=27041 /UG_GENE=G3bp-
MOE430_2_1422804_at 11.8 16.6 P A 0.01 0.06 0.2 NC 0.39 gb:NM_011454.1 /DB_XREF=gi:15826843 /GEN=Spi12 /FEA=FLmRNA /CNT=41 /TID=Mm.36526.1 /TIER=FL+Stack /STK=11 /UG=Mm.36526 /LL=20708 /D
MOE430_2_1422806_x_ 56.7 93.3 P P 0.000244 0.005859 0.2 NC 0.5 gb:BB020556 /DB_XREF=gi:16257647 /DB_XREF=BB020556 /CLONE=5330402J03 /FEA=FLmRNA /CNT=65 /TID=Mm.39999.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1422811_at 32.8 25.1 P P 0.02 0.01 0.2 NC 0.5 gb:NM_011977.1 /DB_XREF=gi:6755545 /GEN=Slc27a1 /FEA=FLmRNA /CNT=27 /TID=Mm.7206.1 /TIER=FL+Stack /STK=11 /UG=Mm.7206 /LL=26457 /DE
MOE430_2_1422816_a_ 51.1 67.1 P P 0.02 0.01 0.2 NC 0.13 gb:NM_133250.1 /DB_XREF=gi:18875427 /GEN=Mutyh /FEA=FLmRNA /CNT=22 /TID=Mm.180333.1 /TIER=FL+Stack /STK=11 /UG=Mm.180333 /LL=70603
MOE430_2_1422817_at 23 25.5 P P 0.04 0.03 0.2 NC 0.25 gb:NM_008148.1 /DB_XREF=gi:6680054 /GEN=Gp5 /FEA=FLmRNA /CNT=16 /TID=Mm.3519.1 /TIER=FL+Stack /STK=11 /UG=Mm.3519 /LL=14729 /DEF=M
MOE430_2_1422821_s_ 87.2 83.4 P P 0.000244 0.000244 0.2 NC 0.45 gb:NM_023377.2 /DB_XREF=gi:21218431 /GEN=Stard5 /FEA=FLmRNA /CNT=116 /TID=Mm.25702.1 /TIER=FL+Stack /STK=10 /UG=Mm.25702 /LL=67714 
MOE430_2_1422828_at 2.2 0.8 A A 0.72 0.91 0.2 NC 0.4 gb:NM_013487.1 /DB_XREF=gi:7304950 /GEN=Cd3d /FEA=FLmRNA /CNT=24 /TID=Mm.4527.1 /TIER=FL+Stack /STK=10 /UG=Mm.4527 /LL=12500 /DEF=
MOE430_2_1422830_s_ 1.4 1.4 A A 0.97 0.99 0.2 NC 0.5 gb:NM_007878.1 /DB_XREF=gi:6681222 /GEN=Drd4 /FEA=FLmRNA /CNT=26 /TID=Mm.41075.1 /TIER=FL+Stack /STK=10 /UG=Mm.41075 /LL=13491 /DE
MOE430_2_1422843_at 35 37.5 P P 0.03 0.000732 0.2 NC 0.01 gb:AA472293 /DB_XREF=gi:2200284 /DB_XREF=vh01c03.r1 /CLONE=IMAGE:874180 /FEA=FLmRNA /CNT=219 /TID=Mm.3065.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1422845_at 634.3 802.2 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_007597.1 /DB_XREF=gi:6671663 /GEN=Canx /FEA=FLmRNA /CNT=222 /TID=Mm.153481.1 /TIER=FL+Stack /STK=9 /UG=Mm.153481 /LL=12330 /
MOE430_2_1422858_at 187.2 195.4 P P 0.000732 0.000732 0.2 NC 0.22 gb:AV286820 /DB_XREF=gi:16392027 /DB_XREF=AV286820 /CLONE=5031427M05 /FEA=FLmRNA /CNT=80 /TID=Mm.27462.1 /TIER=Stack /STK=17 /UG
MOE430_2_1422861_s_ 42.5 44.5 P P 0.000732 0.000732 0.2 NC 0.5 gb:NM_019808.1 /DB_XREF=gi:12083690 /GEN=Enh-pending /FEA=FLmRNA /CNT=46 /TID=Mm.24839.3 /TIER=FL+Stack /STK=9 /UG=Mm.24839 /LL=563
MOE430_2_1422883_at 291.5 400.2 P P 0.000244 0.000244 0.2 I 0.000214 gb:AB045709.1 /DB_XREF=gi:11414861 /GEN=mUBPY /FEA=FLmRNA /CNT=195 /TID=Mm.36569.1 /TIER=FL+Stack /STK=8 /UG=Mm.36569 /LL=84092 /
MOE430_2_1422902_s_ 163.2 203 P P 0.000244 0.000732 0.2 NC 0.5 gb:NM_023799.1 /DB_XREF=gi:15011883 /GEN=Mgea5 /FEA=FLmRNA /CNT=82 /TID=Mm.202734.1 /TIER=ConsEnd /STK=0 /UG=Mm.202734 /LL=76055 /
MOE430_2_1422960_at 12.5 14.8 A P 0.11 0.04 0.2 NC 0.46 gb:NM_053188.1 /DB_XREF=gi:16716484 /GEN=Srd5a2 /FEA=FLmRNA /CNT=3 /TID=Mm.190617.1 /TIER=FL /STK=1 /UG=Mm.190617 /LL=94224 /DEF=M
MOE430_2_1422972_s_ 256.2 326.5 P P 0.000244 0.000244 0.2 NC 0.05 gb:NM_020004.1 /DB_XREF=gi:9910237 /GEN=Gcn5l2 /FEA=FLmRNA /CNT=48 /TID=Mm.218837.1 /TIER=FL /STK=0 /UG=Mm.218837 /LL=14534 /DEF=M
MOE430_2_1422980_a_ 265.6 312.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_018742.1 /DB_XREF=gi:9055227 /GEN=Bet1l /FEA=FLmRNA /CNT=11 /TID=Mm.155696.1 /TIER=FL /STK=0 /UG=Mm.155696 /LL=54399 /DEF=Mu
MOE430_2_1422991_at 2.8 2.9 A A 0.66 0.93 0.2 NC 0.46 gb:NM_008840.1 /DB_XREF=gi:6679318 /GEN=Pik3cd /FEA=FLmRNA /CNT=15 /TID=Mm.153755.1 /TIER=FL /STK=0 /UG=Mm.153755 /LL=18707 /DEF=M
MOE430_2_1423005_a_ 13.1 13 A A 0.46 0.63 0.2 NC 0.7 gb:NM_019585.1 /DB_XREF=gi:9624981 /GEN=Espn /FEA=FLmRNA /CNT=6 /TID=Mm.32006.1 /TIER=FL /STK=0 /UG=Mm.32006 /LL=56226 /DEF=Mus m
MOE430_2_1423022_at 7.6 9.2 A A 0.27 0.3 0.2 NC 0.36 gb:NM_007417.1 /DB_XREF=gi:6680661 /GEN=Adra2a /FEA=FLmRNA /CNT=3 /TID=Mm.57212.1 /TIER=FL /STK=0 /UG=Mm.57212 /LL=11551 /DEF=Mus 
MOE430_2_1423042_at 1584.8 1311.1 P P 0.000244 0.000244 0.2 NC 0.16 gb:BG068686 /DB_XREF=gi:12551255 /DB_XREF=H3068C04-3 /CLONE=H3068C04 /FEA=FLmRNA /CNT=421 /TID=Mm.18459.1 /TIER=Stack /STK=109 /
MOE430_2_1423044_at 331.9 354.5 P P 0.000244 0.000244 0.2 NC 0.06 gb:AV072100 /DB_XREF=gi:16380960 /DB_XREF=AV072100 /CLONE=2200002F22 /FEA=FLmRNA /CNT=162 /TID=Mm.214583.1 /TIER=Stack /STK=106 /
MOE430_2_1423045_at 402.9 443.7 P P 0.000732 0.000732 0.2 NC 0.16 gb:BG066455 /DB_XREF=gi:12549024 /DB_XREF=H3043B11-3 /CLONE=H3043B11 /FEA=FLmRNA /CNT=191 /TID=Mm.28968.1 /TIER=Stack /STK=105 /
MOE430_2_1423046_s_ 667.1 775.6 P P 0.000244 0.000244 0.2 NC 0.33 gb:BG066455 /DB_XREF=gi:12549024 /DB_XREF=H3043B11-3 /CLONE=H3043B11 /FEA=FLmRNA /CNT=191 /TID=Mm.28968.1 /TIER=Stack /STK=105 /
MOE430_2_1423056_at 22.6 26.2 A P 0.06 0.03 0.2 NC 0.06 gb:NM_010942.1 /DB_XREF=gi:6754893 /GEN=Nsg1 /FEA=FLmRNA /CNT=208 /TID=Mm.7414.1 /TIER=ConsEnd /STK=0 /UG=Mm.7414 /LL=18196 /DEF=
MOE430_2_1423058_at 558 615.9 P P 0.000244 0.000244 0.2 NC 0.48 gb:BI102231 /DB_XREF=gi:14553124 /DB_XREF=602885539F1 /CLONE=IMAGE:5040969 /FEA=FLmRNA /CNT=481 /TID=Mm.3529.1 /TIER=Stack /STK=23
MOE430_2_1423060_at 1080.7 1266.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:AW536189 /DB_XREF=gi:7178606 /DB_XREF=G0101E08-3 /CLONE=G0101E08 /FEA=FLmRNA /CNT=308 /TID=Mm.4742.1 /TIER=Stack /STK=74 /UG=
MOE430_2_1423069_at 1695.6 1743.5 P P 0.000244 0.000244 0.2 NC 0.49 gb:AK004270.1 /DB_XREF=gi:12835394 /FEA=FLmRNA /CNT=176 /TID=Mm.29174.1 /TIER=Stack /STK=64 /UG=Mm.29174 /LL=11538 /UG_GENE=Adnp /
MOE430_2_1423112_at 71.6 77.1 P P 0.000244 0.000732 0.2 NC 0.5 gb:BG070073 /DB_XREF=gi:12552565 /DB_XREF=H3082D12-3 /CLONE=H3082D12 /FEA=FLmRNA /CNT=308 /TID=Mm.24529.1 /TIER=Stack /STK=19 /U
MOE430_2_1423142_a_ 104.5 130.4 P P 0.000732 0.000244 0.2 NC 0.01 gb:AI987834 /DB_XREF=gi:5819628 /DB_XREF=um07f06.x1 /CLONE=IMAGE:2182403 /FEA=FLmRNA /CNT=127 /TID=Mm.41800.1 /TIER=Stack /STK=40 /
MOE430_2_1423144_at 66.4 85.2 P P 0.001221 0.000244 0.2 NC 0.05 gb:BF660826 /DB_XREF=gi:11925960 /DB_XREF=maa67e02.x1 /CLONE=IMAGE:3822026 /FEA=FLmRNA /CNT=136 /TID=Mm.41943.1 /TIER=Stack /STK=
MOE430_2_1423148_at 2455.5 2672 P P 0.000244 0.000244 0.2 NC 0.17 gb:BI079132 /DB_XREF=gi:14497462 /DB_XREF=602873424F1 /CLONE=IMAGE:5005300 /FEA=FLmRNA /CNT=353 /TID=Mm.42944.1 /TIER=Stack /STK=3
MOE430_2_1423163_at 97.6 115.4 A A 0.19 0.17 0.2 NC 0.02 gb:AI323426 /DB_XREF=gi:4057855 /DB_XREF=mj61a10.x1 /CLONE=IMAGE:480570 /FEA=FLmRNA /CNT=57 /TID=Mm.7405.1 /TIER=Stack /STK=36 /UG
MOE430_2_1423165_a_ 379.2 430.2 P P 0.001221 0.001221 0.2 NC 0.27 gb:AV296905 /DB_XREF=gi:16392883 /DB_XREF=AV296905 /CLONE=5730445E06 /FEA=FLmRNA /CNT=258 /TID=Mm.25339.1 /TIER=Stack /STK=35 /U
MOE430_2_1423166_at 0.6 0.7 A A 0.91 0.95 0.2 NC 0.48 gb:AK004192.1 /DB_XREF=gi:12835286 /GEN=Cd36 /FEA=FLmRNA /CNT=240 /TID=Mm.18628.1 /TIER=Stack /STK=35 /UG=Mm.18628 /LL=12491 /UG_T



MOE430_2_1423177_a_ 430.7 453.8 P P 0.000244 0.000244 0.2 NC 0.23 gb:BB781895 /DB_XREF=gi:16942595 /DB_XREF=BB781895 /CLONE=G430076N06 /FEA=FLmRNA /CNT=242 /TID=Mm.695.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1423181_s_ 490.6 595.1 P P 0.000732 0.000732 0.2 NC 0.1 gb:AK011789.1 /DB_XREF=gi:12848134 /FEA=FLmRNA /CNT=133 /TID=Mm.21482.1 /TIER=Stack /STK=32 /UG=Mm.21482 /LL=12729 /UG_GENE=Clns1a
MOE430_2_1423200_at 257.3 342.9 P P 0.000244 0.000244 0.2 NC 0.009292 gb:AK013831.1 /DB_XREF=gi:12851340 /GEN=Ncor1 /FEA=FLmRNA /CNT=223 /TID=Mm.88061.1 /TIER=Stack /STK=29 /UG=Mm.88061 /LL=20185 /UG_
MOE430_2_1423202_a_ 423.1 460.9 P P 0.000732 0.000732 0.2 NC 0.5 gb:U22016.1 /DB_XREF=gi:709962 /GEN=RIP13 /FEA=FLmRNA /CNT=223 /TID=Mm.88061.1 /TIER=Stack /STK=33 /UG=Mm.88061 /LL=20185 /DEF=Mus
MOE430_2_1423219_a_ 347.5 316.8 P P 0.000244 0.000244 0.2 NC 0.39 gb:BM951442 /DB_XREF=gi:19435032 /DB_XREF=UI-M-EF0-bum-g-03-0-UI.r1 /CLONE=IMAGE:5683994 /FEA=FLmRNA /CNT=157 /TID=Mm.181290.1 /T
MOE430_2_1423223_a_ 872.1 1013.1 P P 0.000244 0.000244 0.2 NC 0.002753 gb:BB796358 /DB_XREF=gi:16965977 /DB_XREF=BB796358 /CLONE=G4D0007O13 /FEA=FLmRNA /CNT=346 /TID=Mm.6587.1 /TIER=Stack /STK=26 /U
MOE430_2_1423265_at 589.8 560.7 P P 0.000244 0.000244 0.2 NC 0.06 gb:BB836564 /DB_XREF=gi:17014807 /DB_XREF=BB836564 /CLONE=G930042E11 /FEA=FLmRNA /CNT=172 /TID=Mm.43580.1 /TIER=Stack /STK=20 /U
MOE430_2_1423282_at 393.7 476.4 P P 0.000244 0.000244 0.2 NC 0.37 gb:BQ176711 /DB_XREF=gi:20352203 /DB_XREF=UI-M-DJ2-bvz-b-07-0-UI.s1 /CLONE=UI-M-DJ2-bvz-b-07-0-UI /FEA=FLmRNA /CNT=195 /TID=Mm.3
MOE430_2_1423290_at 120.9 172.1 P P 0.000244 0.000732 0.2 NC 0.5 gb:BM231738 /DB_XREF=gi:17867008 /DB_XREF=K0313H11-3 /CLONE=K0313H11 /FEA=FLmRNA /CNT=51 /TID=Mm.116721.1 /TIER=Stack /STK=18 /U
MOE430_2_1423347_at 975.7 1115.9 P P 0.000244 0.000244 0.2 NC 0.1 gb:BM232234 /DB_XREF=gi:17867504 /DB_XREF=K0320C12-3 /CLONE=K0320C12 /FEA=FLmRNA /CNT=132 /TID=Mm.24426.1 /TIER=Stack /STK=13 /U
MOE430_2_1423367_at 5.8 6.5 A A 0.5 0.5 0.2 NC 0.5 gb:AK004683.1 /DB_XREF=gi:12836032 /GEN=Wnt7a /FEA=FLmRNA /CNT=25 /TID=Mm.56964.1 /TIER=Stack /STK=11 /UG=Mm.56964 /LL=22421 /UG_T
MOE430_2_1423375_at 48.6 62.2 P P 0.01 0.001953 0.2 NC 0.03 gb:AK005900.1 /DB_XREF=gi:12838722 /FEA=FLmRNA /CNT=69 /TID=Mm.22919.1 /TIER=Stack /STK=10 /UG=Mm.22919 /LL=66935 /UG_GENE=1700023
MOE430_2_1423402_at 38.6 38.7 P P 0.001953 0.000732 0.2 NC 0.09 gb:AV016085 /DB_XREF=gi:16356298 /DB_XREF=AV016085 /CLONE=1110063D23 /FEA=FLmRNA /CNT=38 /TID=Mm.1376.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1423420_at 5 9.6 A P 0.14 0.01 0.2 NC 0.02 gb:AK018378.1 /DB_XREF=gi:12858051 /GEN=Adrb1 /FEA=FLmRNA /CNT=61 /TID=Mm.46797.1 /TIER=Stack /STK=42 /UG=Mm.46797 /LL=11554 /UG_T
MOE430_2_1423470_at 90.4 99.1 P P 0.000732 0.000732 0.2 NC 0.00712 gb:BM221088 /DB_XREF=gi:17781353 /DB_XREF=C0949F09-3 /CLONE=C0949F09 /FEA=FLmRNA /CNT=281 /TID=Mm.29966.1 /TIER=Stack /STK=17 /U
MOE430_2_1423482_at 208.1 231.1 P P 0.000244 0.000244 0.2 NC 0.11 gb:AW545289 /DB_XREF=gi:7187706 /DB_XREF=C0191H02-3 /CLONE=C0191H02 /FEA=FLmRNA /CNT=81 /TID=Mm.3160.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1423489_at 354.6 409.5 P P 0.000244 0.000244 0.2 NC 0.17 gb:BC021914.1 /DB_XREF=gi:18314461 /FEA=FLmRNA /CNT=142 /TID=Mm.38791.1 /TIER=ConsEnd /STK=0 /UG=Mm.38791 /LL=67468 /UG_GENE=Mmd
MOE430_2_1423490_at 303.2 360.3 P P 0.000244 0.000244 0.2 NC 0.02 gb:AK009024.1 /DB_XREF=gi:12843567 /FEA=FLmRNA /CNT=160 /TID=Mm.143768.1 /TIER=Stack /STK=15 /UG=Mm.143768 /LL=57443 /UG_GENE=Fbxo
MOE430_2_1423496_a_ 2.1 0.8 A A 0.88 0.99 0.2 NC 0.6 gb:BB446602 /DB_XREF=gi:16425119 /DB_XREF=BB446602 /CLONE=D030056K15 /FEA=FLmRNA /CNT=41 /TID=Mm.10689.1 /TIER=Stack /STK=15 /UG
MOE430_2_1423512_at 136.2 183.5 P P 0.000732 0.000732 0.2 NC 0.23 gb:BF715189 /DB_XREF=gi:12014461 /DB_XREF=mab06b03.x1 /CLONE=IMAGE:3825364 /FEA=FLmRNA /CNT=64 /TID=Mm.41450.1 /TIER=Stack /STK=1
MOE430_2_1423528_at 58.8 45.9 P P 0.000244 0.000732 0.2 NC 0.5 gb:AW701903 /DB_XREF=gi:7586046 /DB_XREF=uq96d05.x1 /CLONE=IMAGE:2938953 /FEA=FLmRNA /CNT=37 /TID=Mm.38154.1 /TIER=Stack /STK=13 /
MOE430_2_1423536_at 254.2 298.9 P P 0.001953 0.000732 0.2 NC 0.03 gb:BF148627 /DB_XREF=gi:11030022 /DB_XREF=uy32d06.x1 /CLONE=IMAGE:3661259 /FEA=FLmRNA /CNT=196 /TID=Mm.23222.1 /TIER=Stack /STK=9 
MOE430_2_1423591_at 302.9 392.5 P P 0.000244 0.000244 0.2 NC 0.22 gb:AK004662.1 /DB_XREF=gi:12835993 /FEA=FLmRNA /CNT=113 /TID=Mm.27523.1 /TIER=Stack /STK=9 /UG=Mm.27523 /LL=67529 /UG_GENE=1500031
MOE430_2_1423612_at 144.1 161.5 P P 0.000244 0.000244 0.2 NC 0.22 gb:BB736632 /DB_XREF=gi:16135782 /DB_XREF=BB736632 /CLONE=F430009G22 /FEA=FLmRNA /CNT=139 /TID=Mm.21583.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423624_at 174.4 199.1 P P 0.000244 0.000244 0.2 NC 0.06 gb:BB751093 /DB_XREF=gi:16155329 /DB_XREF=BB751093 /CLONE=G130203O21 /FEA=FLmRNA /CNT=92 /TID=Mm.18875.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423643_at 609.8 607.9 P P 0.000244 0.000732 0.2 NC 0.5 gb:BC020134.1 /DB_XREF=gi:18044893 /FEA=FLmRNA /CNT=350 /TID=Mm.28222.1 /TIER=FL+Stack /STK=254 /UG=Mm.28222 /LL=68278 /UG_GENE=26
MOE430_2_1423653_at 1295.3 1532.3 P P 0.000244 0.000244 0.2 NC 0.01 gb:BC025618.1 /DB_XREF=gi:19343735 /FEA=FLmRNA /CNT=513 /TID=Mm.205791.1 /TIER=FL+Stack /STK=208 /UG=Mm.205791 /DEF=Mus musculus, c
MOE430_2_1423682_a_ 476.3 580.9 P P 0.000244 0.000244 0.2 NC 0.28 gb:AF322238.1 /DB_XREF=gi:13569346 /GEN=Hepp /FEA=FLmRNA /CNT=223 /TID=Mm.28595.1 /TIER=FL+Stack /STK=162 /UG=Mm.28595 /LL=71963 /
MOE430_2_1423684_at 1021 1156.7 P P 0.000244 0.000244 0.2 NC 0.00712 gb:BM225548 /DB_XREF=gi:17787162 /DB_XREF=K0213D05-3 /CLONE=K0213D05 /FEA=FLmRNA /CNT=602 /TID=Mm.142872.2 /TIER=Stack /STK=14 /
MOE430_2_1423685_at 938 984.9 P P 0.000244 0.000244 0.2 NC 0.06 gb:BC026611.1 /DB_XREF=gi:20072364 /FEA=FLmRNA /CNT=320 /TID=Mm.24174.1 /TIER=FL+Stack /STK=157 /UG=Mm.24174 /DEF=Mus musculus, sim
MOE430_2_1423722_at 628.5 639.6 P P 0.000244 0.000244 0.2 NC 0.29 gb:BC004013.1 /DB_XREF=gi:13278399 /FEA=FLmRNA /CNT=240 /TID=Mm.24584.2 /TIER=FL+Stack /STK=138 /UG=Mm.24584 /LL=75909 /UG_GENE=49
MOE430_2_1423747_a_ 224.6 199.4 P P 0.000732 0.000732 0.2 NC 0.5 gb:BC027196.1 /DB_XREF=gi:20071133 /FEA=FLmRNA /CNT=203 /TID=Mm.34411.1 /TIER=FL+Stack /STK=128 /UG=Mm.34411 /DEF=Mus musculus, Sim
MOE430_2_1423748_at 143.9 176.6 P P 0.001953 0.001953 0.2 NC 0.41 gb:BC027196.1 /DB_XREF=gi:20071133 /FEA=FLmRNA /CNT=203 /TID=Mm.34411.1 /TIER=FL+Stack /STK=128 /UG=Mm.34411 /DEF=Mus musculus, Sim
MOE430_2_1423759_a_ 790.6 854.4 P P 0.000244 0.000244 0.2 NC 0.39 gb:BC020098.1 /DB_XREF=gi:18044878 /FEA=FLmRNA /CNT=197 /TID=Mm.29049.1 /TIER=FL+Stack /STK=125 /UG=Mm.29049 /LL=68944 /UG_GENE=1
MOE430_2_1423767_at 631 712.1 P P 0.000244 0.000244 0.2 NC 0.07 gb:BC002240.1 /DB_XREF=gi:12805526 /FEA=FLmRNA /CNT=177 /TID=Mm.28536.1 /TIER=FL+Stack /STK=118 /UG=Mm.28536 /LL=66310 /UG_GENE=28
MOE430_2_1423768_at 31 35.8 A A 0.21 0.14 0.2 NC 0.2 gb:BC018388.1 /DB_XREF=gi:17390914 /FEA=FLmRNA /CNT=177 /TID=Mm.28406.1 /TIER=FL+Stack /STK=118 /UG=Mm.28406 /DEF=Mus musculus, Sim
MOE430_2_1423769_at 271 263.8 P P 0.01 0.008057 0.2 NC 0.42 gb:BC025110.1 /DB_XREF=gi:19264080 /FEA=FLmRNA /CNT=150 /TID=Mm.182875.1 /TIER=FL+Stack /STK=118 /UG=Mm.182875 /LL=68927 /UG_GENE=
MOE430_2_1423772_x_ 2517.9 3250.5 P P 0.000244 0.000244 0.2 NC 0.09 gb:U27316.1 /DB_XREF=gi:902009 /GEN=Ant2 /FEA=FLmRNA /CNT=239 /TID=Mm.658.1 /TIER=FL+Stack /STK=116 /UG=Mm.658 /LL=11740 /DEF=Mus 
MOE430_2_1423791_at 562.3 667.6 P P 0.000244 0.000244 0.2 NC 0.2 gb:BC014739.1 /DB_XREF=gi:15928531 /FEA=FLmRNA /CNT=200 /TID=Mm.30234.1 /TIER=FL+Stack /STK=110 /UG=Mm.30234 /LL=24010 /UG_GENE=Ik
MOE430_2_1423815_at 203.7 218.8 P P 0.000244 0.000244 0.2 NC 0.48 gb:BC018291.1 /DB_XREF=gi:17390685 /FEA=FLmRNA /CNT=207 /TID=Mm.29810.1 /TIER=FL+Stack /STK=100 /UG=Mm.29810 /LL=68057 /UG_GENE=26
MOE430_2_1423819_s_ 481.9 574.3 P P 0.000244 0.000244 0.2 NC 0.17 gb:AW537237 /DB_XREF=gi:7179654 /DB_XREF=G0113H12-3 /CLONE=G0113H12 /FEA=FLmRNA /CNT=334 /TID=Mm.29924.1 /TIER=Stack /STK=40 /UG
MOE430_2_1423832_at 27.6 38.8 P P 0.000244 0.000244 0.2 NC 0.33 gb:BB756794 /DB_XREF=gi:16203121 /DB_XREF=BB756794 /CLONE=G270078K08 /FEA=FLmRNA /CNT=153 /TID=Mm.33649.1 /TIER=Stack /STK=29 /U
MOE430_2_1423859_a_ 8.3 9.3 A A 0.19 0.46 0.2 NC 0.5 gb:AB006361.1 /DB_XREF=gi:2317285 /FEA=FLmRNA /CNT=130 /TID=Mm.1008.1 /TIER=FL+Stack /STK=89 /UG=Mm.1008 /LL=19215 /UG_GENE=Ptgds 
MOE430_2_1423861_at 29.9 33.1 A P 0.11 0.03 0.2 NC 0.5 gb:BC016134.1 /DB_XREF=gi:16359357 /FEA=FLmRNA /CNT=159 /TID=Mm.34351.1 /TIER=FL+Stack /STK=89 /UG=Mm.34351 /DEF=Mus musculus, Simil
MOE430_2_1423872_a_ 281.4 351.1 P P 0.001221 0.001953 0.2 NC 0.06 gb:BC007150.1 /DB_XREF=gi:13938066 /FEA=FLmRNA /CNT=199 /TID=Mm.7524.1 /TIER=FL+Stack /STK=86 /UG=Mm.7524 /LL=13138 /UG_GENE=Dag1
MOE430_2_1423879_at 66.7 65.1 P P 0.000244 0.000244 0.2 NC 0.03 gb:BC020125.1 /DB_XREF=gi:18043268 /FEA=FLmRNA /CNT=107 /TID=Mm.28101.1 /TIER=FL+Stack /STK=86 /UG=Mm.28101 /DEF=Mus musculus, Simil
MOE430_2_1423881_at 197 211.1 P P 0.001953 0.001953 0.2 NC 0.44 gb:BC008529.1 /DB_XREF=gi:14250213 /FEA=FLmRNA /CNT=162 /TID=Mm.195912.1 /TIER=FL+Stack /STK=85 /UG=Mm.195912 /LL=74557 /UG_GENE=9
MOE430_2_1423883_at 188.6 248 P P 0.000244 0.000244 0.2 NC 0.2 gb:BC006692.1 /DB_XREF=gi:13879421 /FEA=FLmRNA /CNT=147 /TID=Mm.220964.1 /TIER=FL+Stack /STK=84 /UG=Mm.220964 /DEF=Mus musculus, clo
MOE430_2_1423902_s_ 346.7 427.2 P P 0.000244 0.000244 0.2 NC 0.21 gb:AF467766.1 /DB_XREF=gi:19387125 /GEN=Larg /FEA=FLmRNA /CNT=188 /TID=Mm.101659.1 /TIER=FL+Stack /STK=82 /UG=Mm.101659 /LL=69632 /
MOE430_2_1423914_at 40.9 62 A A 0.08 0.21 0.2 NC 0.5 gb:BC024617.1 /DB_XREF=gi:19353180 /FEA=FLmRNA /CNT=127 /TID=Mm.205707.1 /TIER=FL+Stack /STK=80 /UG=Mm.205707 /DEF=Mus musculus, clo
MOE430_2_1423915_at 365.6 352.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC025654.1 /DB_XREF=gi:19343912 /FEA=FLmRNA /CNT=105 /TID=Mm.25602.1 /TIER=FL+Stack /STK=80 /UG=Mm.25602 /DEF=Mus musculus, Simil
MOE430_2_1423952_a_ 7.7 9.8 A A 0.19 0.27 0.2 NC 0.5 gb:BC010337.1 /DB_XREF=gi:16507854 /FEA=FLmRNA /CNT=85 /TID=Mm.30142.2 /TIER=FL+Stack /STK=73 /UG=Mm.30142 /LL=110961 /UG_GENE=D1
MOE430_2_1423959_at 205 267.5 P P 0.000244 0.000244 0.2 NC 0.33 gb:AF305427.1 /DB_XREF=gi:11878217 /FEA=FLmRNA /CNT=86 /TID=Mm.46172.1 /TIER=FL+Stack /STK=72 /UG=Mm.46172 /DEF=Mus musculus cAMP-
MOE430_2_1423961_at 377.3 424 P P 0.000244 0.000244 0.2 NC 0.5 gb:BI737302 /DB_XREF=gi:15714315 /DB_XREF=603357952F1 /CLONE=IMAGE:5365284 /FEA=FLmRNA /CNT=273 /TID=Mm.21126.1 /TIER=Stack /STK=
MOE430_2_1423970_at 317.1 341 P P 0.000244 0.000244 0.2 NC 0.37 gb:BC019603.1 /DB_XREF=gi:18043907 /FEA=FLmRNA /CNT=156 /TID=Mm.41531.1 /TIER=FL+Stack /STK=70 /UG=Mm.41531 /LL=73666 /UG_GENE=24
MOE430_2_1423979_a_ 51.8 80.6 P P 0.000244 0.001953 0.2 NC 0.5 gb:BC006711.1 /DB_XREF=gi:13879464 /FEA=FLmRNA /CNT=90 /TID=Mm.44777.1 /TIER=FL+Stack /STK=70 /UG=Mm.44777 /DEF=Mus musculus, Simila
MOE430_2_1424020_at 230.1 196.2 P P 0.000732 0.000244 0.2 NC 0.5 gb:BC019550.1 /DB_XREF=gi:18043472 /FEA=FLmRNA /CNT=151 /TID=Mm.37623.1 /TIER=FL+Stack /STK=61 /UG=Mm.37623 /LL=65103 /UG_GENE=Arl
MOE430_2_1424023_at 147.6 167.1 P P 0.000244 0.000244 0.2 NC 0.42 gb:BC005752.1 /DB_XREF=gi:13543163 /FEA=FLmRNA /CNT=79 /TID=Mm.26514.1 /TIER=FL+Stack /STK=61 /UG=Mm.26514 /DEF=Mus musculus, clone 
MOE430_2_1424048_a_ 361.6 378.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC024618.1 /DB_XREF=gi:19354271 /FEA=FLmRNA /CNT=85 /TID=Mm.148348.1 /TIER=FL+Stack /STK=59 /UG=Mm.148348 /LL=72017 /UG_GENE=15
MOE430_2_1424051_at 1174.3 1335.2 P P 0.000244 0.000244 0.2 NC 0.44 gb:BC013560.1 /DB_XREF=gi:15488859 /FEA=FLmRNA /CNT=215 /TID=Mm.181021.1 /TIER=FL+Stack /STK=58 /UG=Mm.181021 /LL=12827 /UG_GENE=C
MOE430_2_1424060_at 16.6 24.5 A A 0.21 0.09 0.2 NC 0.07 gb:BC024921.1 /DB_XREF=gi:19353216 /FEA=FLmRNA /CNT=76 /TID=Mm.24268.1 /TIER=FL+Stack /STK=58 /UG=Mm.24268 /DEF=Mus musculus, Simila
MOE430_2_1424065_at 220.7 254.2 P P 0.00293 0.00293 0.2 NC 0.12 gb:BG064496 /DB_XREF=gi:12547059 /DB_XREF=H3020D08-3 /CLONE=H3020D08 /FEA=FLmRNA /CNT=226 /TID=Mm.21596.1 /TIER=Stack /STK=65 /U
MOE430_2_1424072_at 199.8 225.8 P P 0.000244 0.000244 0.2 NC 0.21 gb:BC024943.1 /DB_XREF=gi:19354288 /FEA=FLmRNA /CNT=77 /TID=Mm.28752.1 /TIER=FL+Stack /STK=57 /UG=Mm.28752 /LL=69894 /UG_GENE=2010
MOE430_2_1424092_at 121.2 128.4 P P 0.02 0.00293 0.2 NC 0.02 gb:BC017137.1 /DB_XREF=gi:16877806 /FEA=FLmRNA /CNT=164 /TID=Mm.30038.1 /TIER=FL+Stack /STK=54 /UG=Mm.30038 /DEF=Mus musculus, clone
MOE430_2_1424098_at 6.6 4.5 A A 0.46 0.43 0.2 NC 0.5 gb:BB667372 /DB_XREF=gi:16398821 /DB_XREF=BB667372 /CLONE=C730006F01 /FEA=FLmRNA /CNT=102 /TID=Mm.41397.1 /TIER=Stack /STK=14 /U
MOE430_2_1424119_at 395.2 507.2 P P 0.000244 0.000244 0.2 NC 0.27 gb:BC016398.1 /DB_XREF=gi:16741087 /FEA=FLmRNA /CNT=106 /TID=Mm.200912.1 /TIER=FL+Stack /STK=52 /UG=Mm.200912 /LL=19079 /UG_GENE=P
MOE430_2_1424120_at 293.3 271 P P 0.000732 0.001221 0.2 NC 0.19 gb:BC021778.1 /DB_XREF=gi:18255720 /FEA=FLmRNA /CNT=92 /TID=Mm.133404.1 /TIER=FL+Stack /STK=52 /UG=Mm.133404 /LL=58230 /UG_GENE=R
MOE430_2_1424124_at 144.7 194.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC026425.1 /DB_XREF=gi:20071714 /FEA=FLmRNA /CNT=65 /TID=Mm.27132.1 /TIER=FL+Stack /STK=52 /UG=Mm.27132 /LL=76763 /UG_GENE=2410
MOE430_2_1424142_at 52.5 51.8 P P 0.001953 0.001953 0.2 NC 0.06 gb:AV296697 /DB_XREF=gi:6328716 /DB_XREF=AV296697 /CLONE=5730443A03 /FEA=FLmRNA /CNT=110 /TID=Mm.46573.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1424147_at 922.9 918.7 P P 0.000244 0.000244 0.2 NC 0.34 gb:BC025552.1 /DB_XREF=gi:19344045 /FEA=FLmRNA /CNT=97 /TID=Mm.22626.1 /TIER=FL+Stack /STK=49 /UG=Mm.22626 /DEF=Mus musculus, Simila
MOE430_2_1424192_at 473.1 549.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:BC019498.1 /DB_XREF=gi:18044116 /FEA=FLmRNA /CNT=82 /TID=Mm.27662.1 /TIER=FL+Stack /STK=46 /UG=Mm.27662 /LL=68948 /UG_GENE=1500
MOE430_2_1424203_at 448.7 532.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC019501.1 /DB_XREF=gi:18044083 /FEA=FLmRNA /CNT=117 /TID=Mm.45099.1 /TIER=FL+Stack /STK=45 /UG=Mm.45099 /LL=103425 /UG_GENE=3
MOE430_2_1424205_at 88.6 72.6 P P 0.000732 0.000732 0.2 NC 0.02 gb:BC021922.1 /DB_XREF=gi:18314479 /FEA=FLmRNA /CNT=199 /TID=Mm.133447.1 /TIER=FL+Stack /STK=45 /UG=Mm.133447 /LL=93762 /UG_GENE=S
MOE430_2_1424208_at 7 16 A A 0.63 0.3 0.2 NC 0.22 gb:BC011193.1 /DB_XREF=gi:15277439 /FEA=FLmRNA /CNT=70 /TID=Mm.18509.2 /TIER=FL+Stack /STK=45 /UG=Mm.18509 /LL=19219 /UG_GENE=Ptge
MOE430_2_1424218_a_ 15.5 18.1 A M 0.12 0.05 0.2 NC 0.2 gb:BC022605.1 /DB_XREF=gi:18490581 /FEA=FLmRNA /CNT=55 /TID=Mm.23341.1 /TIER=FL+Stack /STK=45 /UG=Mm.23341 /LL=78284 /UG_GENE=5330
MOE430_2_1424258_at 330.8 390.3 P P 0.000244 0.000244 0.2 NC 0.004481 gb:BC004810.1 /DB_XREF=gi:13435941 /FEA=FLmRNA /CNT=92 /TID=Mm.174478.1 /TIER=FL+Stack /STK=42 /UG=Mm.174478 /LL=69241 /UG_GENE=26
MOE430_2_1424274_at 608.2 662.4 P P 0.000732 0.000732 0.2 NC 0.14 gb:BC016069.1 /DB_XREF=gi:16359202 /FEA=FLmRNA /CNT=110 /TID=Mm.15868.1 /TIER=FL+Stack /STK=41 /UG=Mm.15868 /LL=56041 /UG_GENE=Vd
MOE430_2_1424277_at 206 274 P P 0.000244 0.000244 0.2 NC 0.15 gb:AY029337.1 /DB_XREF=gi:13876577 /GEN=Uip1 /FEA=FLmRNA /CNT=69 /TID=Mm.26635.1 /TIER=FL+Stack /STK=41 /UG=Mm.26635 /LL=73738 /DE
MOE430_2_1424287_at 29 35.8 P P 0.000732 0.005859 0.2 NC 0.36 gb:BB367549 /DB_XREF=gi:16406551 /DB_XREF=BB367549 /CLONE=C130038G06 /FEA=FLmRNA /CNT=124 /TID=Mm.106185.1 /TIER=Stack /STK=9 /U
MOE430_2_1424330_at 66.4 77.7 P P 0.000244 0.000244 0.2 NC 0.22 gb:BB463579 /DB_XREF=gi:16426911 /DB_XREF=BB463579 /CLONE=D130081M23 /FEA=FLmRNA /CNT=114 /TID=Mm.130235.1 /TIER=Stack /STK=22 /
MOE430_2_1424335_at 157 199.7 P P 0.001221 0.001221 0.2 NC 0.3 gb:BC004779.1 /DB_XREF=gi:13435860 /FEA=FLmRNA /CNT=106 /TID=Mm.28991.1 /TIER=FL+Stack /STK=37 /UG=Mm.28991 /DEF=Mus musculus, Simil
MOE430_2_1424336_at 72.6 76.1 P P 0.000732 0.001221 0.2 NC 0.07 gb:BB329391 /DB_XREF=gi:16403925 /DB_XREF=BB329391 /CLONE=B630006O19 /FEA=FLmRNA /CNT=106 /TID=Mm.28991.1 /TIER=Stack /STK=18 /U
MOE430_2_1424371_at 73 60 P P 0.001953 0.000244 0.2 NC 0.04 gb:AV324788 /DB_XREF=gi:16395361 /DB_XREF=AV324788 /CLONE=6230427N22 /FEA=FLmRNA /CNT=144 /TID=Mm.146984.1 /TIER=ConsEnd /STK=3 
MOE430_2_1424413_at 54.7 56.7 P P 0.000244 0.000244 0.2 NC 0.08 gb:BM240042 /DB_XREF=gi:17875312 /DB_XREF=K0545C11-3 /CLONE=K0545C11 /FEA=FLmRNA /CNT=222 /TID=Mm.28013.1 /TIER=Stack /STK=43 /U
MOE430_2_1424435_a_ 248.1 241.9 P P 0.00293 0.00293 0.2 NC 0.03 gb:U01023.1 /DB_XREF=gi:403490 /FEA=FLmRNA /CNT=46 /TID=Mm.4505.2 /TIER=FL+Stack /STK=33 /UG=Mm.4505 /LL=14450 /UG_GENE=Gart /DEF=
MOE430_2_1424459_at 249.9 399.2 P P 0.000244 0.000244 0.2 NC 0.14 gb:BC005662.1 /DB_XREF=gi:13542948 /FEA=FLmRNA /CNT=210 /TID=Mm.50.1 /TIER=FL+Stack /STK=30 /UG=Mm.50 /DEF=Mus musculus, Similar to hy
MOE430_2_1424460_s_ 478 574.5 P P 0.001221 0.000732 0.2 NC 0.5 gb:BC005662.1 /DB_XREF=gi:13542948 /FEA=FLmRNA /CNT=210 /TID=Mm.50.1 /TIER=FL+Stack /STK=30 /UG=Mm.50 /DEF=Mus musculus, Similar to hy
MOE430_2_1424462_at 144.8 187 P P 0.000244 0.000244 0.2 NC 0.06 gb:AK004661.1 /DB_XREF=gi:12835991 /FEA=FLmRNA /CNT=211 /TID=Mm.22179.1 /TIER=Stack /STK=28 /UG=Mm.22179 /LL=67456 /UG_GENE=120000
MOE430_2_1424492_at 55.4 72 P A 0.03 0.08 0.2 NC 0.46 gb:BC003841.1 /DB_XREF=gi:13277947 /FEA=FLmRNA /CNT=43 /TID=Mm.83615.2 /TIER=FL+Stack /STK=29 /UG=Mm.83615 /LL=22064 /UG_GENE=Trrp
MOE430_2_1424515_at 123.8 131.8 P P 0.000732 0.000732 0.2 NC 0.37 gb:BC027345.1 /DB_XREF=gi:20072710 /FEA=FLmRNA /CNT=67 /TID=Mm.206588.1 /TIER=FL+Stack /STK=27 /UG=Mm.206588 /DEF=Mus musculus, clon
MOE430_2_1424519_at 146.3 167.3 P P 0.000244 0.000732 0.2 NC 0.5 gb:BC027306.1 /DB_XREF=gi:20073168 /FEA=FLmRNA /CNT=49 /TID=Mm.27599.1 /TIER=FL+Stack /STK=27 /UG=Mm.27599 /DEF=Mus musculus, Simila
MOE430_2_1424533_a_ 138 163.3 P P 0.000244 0.000244 0.2 NC 0.19 gb:BC026662.1 /DB_XREF=gi:20071868 /FEA=FLmRNA /CNT=60 /TID=Mm.27145.1 /TIER=FL+Stack /STK=26 /UG=Mm.27145 /LL=67291 /UG_GENE=3110
MOE430_2_1424546_at 29 28.1 P P 0.01 0.03 0.2 NC 0.5 gb:W59564 /DB_XREF=gi:1366268 /DB_XREF=md72g04.r1 /CLONE=IMAGE:373974 /FEA=FLmRNA /CNT=62 /TID=Mm.30866.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1424558_a_ 21.3 38.2 P P 0.01 0.01 0.2 NC 0.28 gb:AF359383.1 /DB_XREF=gi:13936903 /FEA=FLmRNA /CNT=31 /TID=Mm.179740.1 /TIER=FL+Stack /STK=25 /UG=Mm.179740 /LL=71132 /UG_GENE=49
MOE430_2_1424569_at 36.6 41 A P 0.06 0.02 0.2 NC 0.03 gb:BC026492.1 /DB_XREF=gi:20072319 /FEA=FLmRNA /CNT=101 /TID=Mm.202725.1 /TIER=FL+Stack /STK=24 /UG=Mm.202725 /DEF=Mus musculus, clo
MOE430_2_1424578_at 106.3 148.4 P P 0.001221 0.001221 0.2 NC 0.25 gb:BC018501.1 /DB_XREF=gi:17391177 /FEA=FLmRNA /CNT=75 /TID=Mm.33761.1 /TIER=FL+Stack /STK=24 /UG=Mm.33761 /DEF=Mus musculus, clone 
MOE430_2_1424583_at 36.7 40.2 A A 0.27 0.24 0.2 NC 0.53 gb:BC009153.1 /DB_XREF=gi:14318718 /FEA=FLmRNA /CNT=54 /TID=Mm.192479.1 /TIER=FL+Stack /STK=24 /UG=Mm.192479 /DEF=Mus musculus, Sim
MOE430_2_1424602_s_ 74.5 77.7 P P 0.000244 0.000244 0.2 NC 0.45 gb:BC025538.1 /DB_XREF=gi:19343717 /FEA=FLmRNA /CNT=36 /TID=Mm.37531.1 /TIER=FL+Stack /STK=23 /UG=Mm.37531 /LL=71945 /UG_GENE=2310
MOE430_2_1424610_at 284 279.3 P P 0.000244 0.000244 0.2 NC 0.42 gb:BC015285.1 /DB_XREF=gi:15929723 /FEA=FLmRNA /CNT=61 /TID=Mm.35564.1 /TIER=FL+Stack /STK=23 /UG=Mm.35564 /DEF=Mus musculus, Simila
MOE430_2_1424612_at 15 17.3 A M 0.21 0.05 0.2 NC 0.07 gb:BC016107.1 /DB_XREF=gi:16359294 /FEA=FLmRNA /CNT=40 /TID=Mm.179043.1 /TIER=FL+Stack /STK=23 /UG=Mm.179043 /DEF=Mus musculus, Sim
MOE430_2_1424645_at 216.5 277.7 P P 0.008057 0.00415 0.2 NC 0.31 gb:BC018495.1 /DB_XREF=gi:17391165 /FEA=FLmRNA /CNT=95 /TID=Mm.40272.1 /TIER=FL+Stack /STK=21 /UG=Mm.40272 /DEF=Mus musculus, Simila
MOE430_2_1424650_at 547.8 600.6 P P 0.000244 0.000244 0.2 NC 0.06 gb:BC009151.1 /DB_XREF=gi:14318712 /FEA=FLmRNA /CNT=57 /TID=Mm.71015.1 /TIER=FL+Stack /STK=21 /UG=Mm.71015 /LL=72599 /UG_GENE=2700
MOE430_2_1424662_at 396.5 397.9 P P 0.000244 0.000244 0.2 NC 0.33 gb:AK004549.1 /DB_XREF=gi:12835791 /GEN=Inpp5e /FEA=FLmRNA /CNT=225 /TID=Mm.182067.2 /TIER=Stack /STK=82 /UG=Mm.182067 /LL=64436 /U
MOE430_2_1424665_at 39.9 50.5 P P 0.000244 0.000732 0.2 NC 0.21 gb:BC019948.1 /DB_XREF=gi:18043266 /FEA=FLmRNA /CNT=79 /TID=Mm.26143.1 /TIER=FL+Stack /STK=20 /UG=Mm.26143 /LL=71417 /UG_GENE=5430
MOE430_2_1424666_at 100.1 113.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:BM198273 /DB_XREF=gi:17750724 /DB_XREF=C0358H03-3 /CLONE=C0358H03 /FEA=FLmRNA /CNT=79 /TID=Mm.26143.1 /TIER=Stack /STK=12 /UG
MOE430_2_1424672_at 30.3 33.1 P P 0.001221 0.001221 0.2 NC 0.5 gb:BC020141.1 /DB_XREF=gi:18043692 /FEA=FLmRNA /CNT=44 /TID=Mm.142349.1 /TIER=FL+Stack /STK=20 /UG=Mm.142349 /DEF=Mus musculus, clon
MOE430_2_1424681_a_ 982.3 1179.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC010709.1 /DB_XREF=gi:14715087 /FEA=FLmRNA /CNT=23 /TID=Mm.2287.2 /TIER=FL+Stack /STK=20 /UG=Mm.2287 /LL=26442 /UG_GENE=Psma5
MOE430_2_1424685_at 612.4 700.1 P P 0.000244 0.000244 0.2 NC 0.05 gb:BC012277.1 /DB_XREF=gi:15126705 /FEA=FLmRNA /CNT=79 /TID=Mm.3199.1 /TIER=FL+Stack /STK=19 /UG=Mm.3199 /LL=68951 /UG_GENE=150000
MOE430_2_1424694_at 88.6 90.9 P P 0.001953 0.00415 0.2 NC 0.44 gb:BC016210.1 /DB_XREF=gi:16740663 /FEA=FLmRNA /CNT=95 /TID=Mm.30013.1 /TIER=FL+Stack /STK=19 /UG=Mm.30013 /LL=67017 /UG_GENE=2010
MOE430_2_1424698_s_ 15.7 9 P P 0.03 0.03 0.2 NC 0.25 gb:AV374959 /DB_XREF=gi:15412272 /DB_XREF=AV374959 /CLONE=9130019G03 /FEA=FLmRNA /CNT=58 /TID=Mm.187368.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1424704_at 359.4 421.9 P P 0.000244 0.000244 0.2 NC 0.17 gb:D14636.1 /DB_XREF=gi:391766 /GEN=PEBP2a /FEA=FLmRNA /CNT=29 /TID=Mm.4509.1 /TIER=FL+Stack /STK=19 /UG=Mm.4509 /LL=12393 /DEF=M
MOE430_2_1424711_at 150.5 270.1 P P 0.000244 0.000244 0.2 NC 0.06 gb:BB667229 /DB_XREF=gi:16398678 /DB_XREF=BB667229 /CLONE=6820435I09 /FEA=FLmRNA /CNT=137 /TID=Mm.26702.1 /TIER=Stack /STK=29 /UG
MOE430_2_1424727_at 4.8 6.5 A A 0.21 0.08 0.2 NC 0.5 gb:D83648.1 /DB_XREF=gi:1777329 /GEN=CCR5 /FEA=FLmRNA /CNT=35 /TID=Mm.14302.2 /TIER=FL+Stack /STK=18 /UG=Mm.14302 /LL=12774 /DEF=
MOE430_2_1424749_at 179.6 200.2 P P 0.000732 0.000732 0.2 NC 0.24 gb:BC025226.1 /DB_XREF=gi:19484186 /FEA=FLmRNA /CNT=50 /TID=Mm.34157.1 /TIER=FL+Stack /STK=17 /UG=Mm.34157 /LL=69368 /UG_GENE=1700
MOE430_2_1424750_at 73.5 99.9 P P 0.000244 0.000244 0.2 NC 0.07 gb:BC012239.1 /DB_XREF=gi:15126608 /FEA=FLmRNA /CNT=53 /TID=Mm.33103.1 /TIER=FL+Stack /STK=17 /UG=Mm.33103 /DEF=Mus musculus, Simila
MOE430_2_1424773_at 416.3 471.2 P P 0.000732 0.000732 0.2 NC 0.4 gb:BC020119.1 /DB_XREF=gi:18044887 /FEA=FLmRNA /CNT=62 /TID=Mm.154023.1 /TIER=FL+Stack /STK=16 /UG=Mm.154023 /LL=73711 /UG_GENE=1
MOE430_2_1424792_at 99.7 123.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC024607.1 /DB_XREF=gi:19354274 /FEA=FLmRNA /CNT=28 /TID=Mm.35545.1 /TIER=FL+Stack /STK=16 /UG=Mm.35545 /DEF=Mus musculus, Simila
MOE430_2_1424800_at 411.3 459.4 P P 0.000244 0.000732 0.2 NC 0.22 gb:D10727.1 /DB_XREF=gi:220499 /GEN=ndpp-1 /FEA=FLmRNA /CNT=104 /TID=Mm.87759.2 /TIER=FL+Stack /STK=15 /UG=Mm.87759 /LL=13800 /DEF
MOE430_2_1424805_a_ 200 238.6 P P 0.000732 0.000732 0.2 NC 0.1 gb:BC027046.1 /DB_XREF=gi:20071929 /FEA=FLmRNA /CNT=42 /TID=Mm.204698.1 /TIER=FL+Stack /STK=15 /UG=Mm.204698 /DEF=Mus musculus, clon
MOE430_2_1424816_at 19.7 28 P M 0.00415 0.05 0.2 NC 0.5 gb:BC014705.1 /DB_XREF=gi:15928450 /FEA=FLmRNA /CNT=21 /TID=Mm.156814.1 /TIER=FL+Stack /STK=15 /UG=Mm.156814 /DEF=Mus musculus, Sim
MOE430_2_1424823_s_ 0.4 0.7 A A 0.46 0.5 0.2 NC 0.25 gb:BC025223.1 /DB_XREF=gi:19484122 /FEA=FLmRNA /CNT=131 /TID=Mm.27548.1 /TIER=FL+Stack /STK=14 /UG=Mm.27548 /DEF=Mus musculus, simila
MOE430_2_1424830_at 48.6 61.3 P P 0.02 0.01 0.2 NC 0.5 gb:BC027297.1 /DB_XREF=gi:20072692 /FEA=FLmRNA /CNT=42 /TID=Mm.174155.1 /TIER=FL+Stack /STK=14 /UG=Mm.174155 /DEF=Mus musculus, Sim
MOE430_2_1424835_at 39.4 47.3 P P 0.001953 0.001221 0.2 NC 0.5 gb:AF464943.1 /DB_XREF=gi:18643233 /FEA=FLmRNA /CNT=33 /TID=Mm.31203.1 /TIER=FL+Stack /STK=14 /UG=Mm.31203 /LL=68555 /UG_GENE=1110
MOE430_2_1424850_at 38.5 43 P P 0.008057 0.00293 0.2 NC 0.42 gb:L13103.1 /DB_XREF=gi:293729 /FEA=FLmRNA /CNT=97 /TID=Mm.15918.1 /TIER=FL+Stack /STK=13 /UG=Mm.15918 /LL=26401 /UG_GENE=Map3k1 /
MOE430_2_1424851_at 199.5 194.7 P P 0.01 0.02 0.2 NC 0.5 gb:BC027303.1 /DB_XREF=gi:20071094 /FEA=FLmRNA /CNT=67 /TID=Mm.34088.1 /TIER=FL+Stack /STK=13 /UG=Mm.34088 /LL=66170 /UG_GENE=1110
MOE430_2_1424858_at 43 59.4 A A 0.08 0.06 0.2 NC 0.21 gb:BC016226.1 /DB_XREF=gi:16740700 /FEA=FLmRNA /CNT=50 /TID=Mm.103362.1 /TIER=FL+Stack /STK=13 /UG=Mm.103362 /DEF=Mus musculus, Sim
MOE430_2_1424886_at 0.5 2 A A 0.75 0.56 0.2 NC 0.2 gb:BC025145.1 /DB_XREF=gi:19263605 /FEA=FLmRNA /CNT=45 /TID=Mm.89191.1 /TIER=FL+Stack /STK=12 /UG=Mm.89191 /LL=19266 /UG_GENE=Ptpr
MOE430_2_1424907_a_ 375.2 404.8 P P 0.000244 0.000244 0.2 NC 0.4 gb:BC013533.1 /DB_XREF=gi:15488800 /FEA=FLmRNA /CNT=15 /TID=Mm.27403.2 /TIER=FL+Stack /STK=12 /UG=Mm.27403 /LL=66590 /UG_GENE=0610
MOE430_2_1424928_at 80.6 113.1 P P 0.000244 0.000244 0.2 NC 0.11 gb:BC020109.1 /DB_XREF=gi:18044883 /FEA=FLmRNA /CNT=26 /TID=Mm.23153.1 /TIER=FL+Stack /STK=11 /UG=Mm.23153 /LL=76953 /UG_GENE=2210
MOE430_2_1424946_a_ 165.2 171.6 P P 0.000244 0.000244 0.2 NC 0.46 gb:BC019971.1 /DB_XREF=gi:18044068 /FEA=FLmRNA /CNT=232 /TID=Mm.45125.1 /TIER=FL+Stack /STK=10 /UG=Mm.45125 /LL=67472 /UG_GENE=130
MOE430_2_1424981_at 88.5 108.5 P P 0.000732 0.000244 0.2 NC 0.26 gb:BC025520.1 /DB_XREF=gi:19343747 /FEA=FLmRNA /CNT=110 /TID=Mm.23172.1 /TIER=Stack /STK=24 /UG=Mm.23172 /LL=75805 /UG_GENE=493047
MOE430_2_1425041_at 11.9 13 A A 0.53 0.19 0.2 NC 0.12 gb:L38248.1 /DB_XREF=gi:598326 /GEN=Lim3b /FEA=FLmRNA /CNT=19 /TID=Mm.15655.2 /TIER=FL+Stack /STK=8 /UG=Mm.15655 /LL=16871 /DEF=Mu
MOE430_2_1425042_s_ 353.5 374.1 P P 0.000732 0.000244 0.2 NC 0.07 gb:BC016444.1 /DB_XREF=gi:16741200 /FEA=FLmRNA /CNT=17 /TID=Mm.214647.2 /TIER=FL+Stack /STK=8 /UG=Mm.214647 /LL=15373 /UG_GENE=Hm
MOE430_2_1425075_at 38.2 31.7 A A 0.12 0.09 0.2 NC 0.45 gb:AF411837.1 /DB_XREF=gi:17432553 /FEA=FLmRNA /CNT=21 /TID=Mm.103389.1 /TIER=FL /STK=7 /UG=Mm.103389 /DEF=Mus musculus transcription
MOE430_2_1425153_at 2.2 1.9 A A 0.6 0.53 0.2 NC 0.19 gb:BC008538.1 /DB_XREF=gi:14250230 /FEA=FLmRNA /CNT=18 /TID=Mm.34425.1 /TIER=FL /STK=5 /UG=Mm.34425 /LL=17882 /UG_GENE=Myh2 /DEF=
MOE430_2_1425163_at 0.8 1.2 A A 0.66 0.87 0.2 NC 0.57 gb:BC006605.1 /DB_XREF=gi:16753238 /FEA=FLmRNA /CNT=10 /TID=Mm.100154.1 /TIER=FL /STK=5 /UG=Mm.100154 /DEF=Mus musculus, clone MGC:
MOE430_2_1425169_at 2.9 0.9 A A 0.66 0.75 0.2 NC 0.36 gb:AB052292.1 /DB_XREF=gi:17425159 /GEN=tessp2 /FEA=FLmRNA /CNT=6 /TID=Mm.214941.1 /TIER=FL /STK=5 /UG=Mm.214941 /DEF=Mus musculus
MOE430_2_1425189_a_ 644.9 559.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG519318 /DB_XREF=gi:13514912 /DB_XREF=602577571F1 /CLONE=IMAGE:3498041 /FEA=FLmRNA /CNT=43 /TID=Mm.29904.1 /TIER=Stack /STK=8
MOE430_2_1425204_s_ 61.1 110.9 P P 0.001953 0.001221 0.2 NC 0.15 gb:AK013362.1 /DB_XREF=gi:12850674 /FEA=FLmRNA /CNT=25 /TID=Mm.179331.1 /TIER=Stack /STK=10 /UG=Mm.179331 /LL=112421 /UG_GENE=2810
MOE430_2_1425211_at 181.1 187.1 P P 0.005859 0.005859 0.2 NC 0.5 gb:BC021775.1 /DB_XREF=gi:18257343 /FEA=FLmRNA /CNT=22 /TID=Mm.45742.1 /TIER=FL /STK=4 /UG=Mm.45742 /LL=76526 /UG_GENE=2010003O18
MOE430_2_1425212_a_ 15 10.7 P M 0.02 0.05 0.2 NC 0.45 gb:AF167554.1 /DB_XREF=gi:8071641 /FEA=FLmRNA /CNT=17 /TID=Mm.21526.2 /TIER=FL /STK=1 /UG=Mm.21526 /LL=29820 /UG_GENE=Tnfrsf19 /DE
MOE430_2_1425223_at 0.9 2 A A 0.87 0.69 0.2 NC 0.09 gb:BC011338.1 /DB_XREF=gi:15030165 /FEA=FLmRNA /CNT=11 /TID=Mm.2026.2 /TIER=FL /STK=4 /UG=Mm.2026 /LL=11796 /UG_GENE=Birc2 /DEF=M
MOE430_2_1425277_at 3 4.1 A A 0.63 0.56 0.2 NC 0.5 gb:AF144627.1 /DB_XREF=gi:5532492 /GEN=Slit1 /FEA=FLmRNA /CNT=14 /TID=Mm.40322.1 /TIER=FL /STK=3 /UG=Mm.40322 /LL=20562 /DEF=Mus mu
MOE430_2_1425290_at 0.8 1.7 A A 0.63 0.46 0.2 NC 0.5 gb:BC023414.1 /DB_XREF=gi:19484011 /FEA=FLmRNA /CNT=13 /TID=Mm.47748.1 /TIER=FL /STK=3 /UG=Mm.47748 /LL=68159 /UG_GENE=A030009B12
MOE430_2_1425291_at 6.9 9.9 A A 0.19 0.17 0.2 NC 0.5 gb:L13204.1 /DB_XREF=gi:550487 /GEN=HFH-4 /FEA=FLmRNA /CNT=12 /TID=Mm.4985.1 /TIER=FL /STK=3 /UG=Mm.4985 /LL=15223 /DEF=Mus muscu
MOE430_2_1425321_a_ 19.1 27.7 P P 0.008057 0.00415 0.2 NC 0.5 gb:AB059644.1 /DB_XREF=gi:14289186 /FEA=FLmRNA /CNT=3 /TID=Mm.89607.3 /TIER=FL /STK=3 /UG=Mm.89607 /LL=94040 /UG_GENE=Clmn /DEF=M
MOE430_2_1425326_at 395.7 400 P P 0.000244 0.000244 0.2 NC 0.26 gb:AF332052.1 /DB_XREF=gi:14193671 /FEA=FLmRNA /CNT=406 /TID=Mm.25316.1 /TIER=FL /STK=2 /UG=Mm.25316 /LL=104650 /UG_GENE=AW538652
MOE430_2_1425332_at 598.8 647.5 P P 0.000244 0.000244 0.2 NC 0.16 gb:BI452653 /DB_XREF=gi:15243309 /DB_XREF=603169858F1 /CLONE=IMAGE:5249247 /FEA=FLmRNA /CNT=147 /TID=Mm.27653.2 /TIER=Stack /STK=3
MOE430_2_1425337_at 1.7 1.4 A A 0.87 0.95 0.2 NC 0.42 gb:AF332064.1 /DB_XREF=gi:14193695 /GEN=Slc12a5 /FEA=FLmRNA /CNT=63 /TID=Mm.88833.1 /TIER=FL /STK=2 /UG=Mm.88833 /DEF=Mus musculus
MOE430_2_1425341_at 2.3 2.8 A A 0.78 0.79 0.2 NC 0.5 gb:BE648080 /DB_XREF=gi:9973940 /DB_XREF=UI-M-BH2.1-apf-g-08-0-UI.r1 /CLONE=UI-M-BH2.1-apf-g-08-0-UI /FEA=FLmRNA /CNT=70 /TID=Mm.1
MOE430_2_1425370_a_ 1.6 2 A A 0.91 0.88 0.2 NC 0.18 gb:AB073079.1 /DB_XREF=gi:16197542 /GEN=Erg /FEA=FLmRNA /CNT=9 /TID=Mm.164531.2 /TIER=FL /STK=2 /UG=Mm.164531 /LL=13876 /UG_TITLE=
MOE430_2_1425380_at 1.4 1.7 A A 0.9 0.87 0.2 NC 0.5 gb:AF331457.1 /DB_XREF=gi:15127808 /GEN=Rasgrp4 /FEA=FLmRNA /CNT=8 /TID=Mm.25291.1 /TIER=FL /STK=2 /UG=Mm.25291 /DEF=Mus musculus 
MOE430_2_1425387_at 9.3 9.2 P M 0.04 0.05 0.2 NC 0.44 gb:BC021607.1 /DB_XREF=gi:18204895 /FEA=FLmRNA /CNT=8 /TID=Mm.215260.1 /TIER=FL /STK=2 /UG=Mm.215260 /DEF=Mus musculus, Similar to hy
MOE430_2_1425405_a_ 105.9 134.9 P P 0.01 0.008057 0.2 NC 0.07 gb:AF291876.1 /DB_XREF=gi:13236213 /GEN=Adar /FEA=FLmRNA /CNT=4 /TID=Mm.153899.2 /TIER=FL /STK=2 /UG=Mm.153899 /LL=56417 /DEF=Mus 
MOE430_2_1425423_at 276.8 361.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:AF220434.1 /DB_XREF=gi:20142151 /FEA=FLmRNA /CNT=3 /TID=Mm.150057.1 /TIER=FL /STK=2 /UG=Mm.150057 /DEF=Mus musculus zinc finger tra
MOE430_2_1425465_a_ 89.9 106.3 P P 0.000244 0.000244 0.2 NC 0.05 gb:AF368904.1 /DB_XREF=gi:16118472 /GEN=Smt3ip2 /FEA=FLmRNA /CNT=135 /TID=Mm.203885.2 /TIER=FL /STK=1 /UG=Mm.203885 /LL=75826 /DEF
MOE430_2_1425478_x_ 36.9 57.2 A A 0.11 0.06 0.2 NC 0.5 gb:U76416.1 /DB_XREF=gi:1667488 /FEA=FLmRNA /CNT=71 /TID=Mm.3268.2 /TIER=FL /STK=1 /UG=Mm.3268 /LL=22196 /UG_GENE=Ube2i /DEF=Mus m
MOE430_2_1425495_at 32.2 41 P P 0.000244 0.001221 0.2 NC 0.27 gb:Z67747.1 /DB_XREF=gi:1061193 /GEN=ZT3 /FEA=FLmRNA /CNT=92 /TID=Mm.16650.1 /TIER=Stack /STK=43 /UG=Mm.16650 /LL=22720 /DEF=M.mus
MOE430_2_1425521_at 358.2 385.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC019726.1 /DB_XREF=gi:18044019 /FEA=FLmRNA /CNT=63 /TID=Mm.25450.1 /TIER=FL /STK=1 /UG=Mm.25450 /DEF=Mus musculus, Similar to poly
MOE430_2_1425569_a_ 1.7 1.9 A A 0.69 0.78 0.2 NC 0.5 gb:AF149791.1 /DB_XREF=gi:6651234 /GEN=Slam /FEA=FLmRNA /CNT=47 /TID=Mm.103648.2 /TIER=FL /STK=1 /UG=Mm.103648 /LL=27218 /DEF=Mus
MOE430_2_1425572_a_ 210.8 247.3 P P 0.000244 0.000732 0.2 NC 0.36 gb:AF075462.1 /DB_XREF=gi:4063615 /GEN=Shag1 /FEA=FLmRNA /CNT=30 /TID=Mm.5237.1 /TIER=FL /STK=1 /UG=Mm.5237 /LL=13196 /DEF=Mus mu
MOE430_2_1425644_at 0.3 0.3 A A 0.98 0.85 0.2 NC 0.22 gb:U42467.1 /DB_XREF=gi:1139592 /GEN=Ob-r /FEA=FLmRNA /CNT=17 /TID=Mm.4756.4 /TIER=FL /STK=1 /UG=Mm.4756 /LL=16847 /DEF=Mus muscu
MOE430_2_1425670_at 41.4 45.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC010971.1 /DB_XREF=gi:15012125 /FEA=FLmRNA /CNT=11 /TID=Mm.220152.1 /TIER=FL /STK=1 /UG=Mm.220152 /DEF=Mus musculus, Similar to re
MOE430_2_1425690_at 0.9 1.6 A A 0.82 0.69 0.2 NC 0.11 gb:AB055781.1 /DB_XREF=gi:19071863 /GEN=GlcAT-P /FEA=FLmRNA /CNT=15 /TID=Mm.218788.1 /TIER=FL /STK=1 /UG=Mm.218788 /LL=76898 /DEF



MOE430_2_1425713_a_ 97 116.8 P P 0.005859 0.008057 0.2 NC 0.45 gb:BC019182.1 /DB_XREF=gi:17512447 /FEA=FLmRNA /CNT=8 /TID=Mm.28930.2 /TIER=FL /STK=1 /UG=Mm.28930 /LL=68031 /UG_GENE=2610509H23R
MOE430_2_1425750_a_ 32.5 61.1 A P 0.14 0.01 0.2 NC 0.17 gb:L40172.1 /DB_XREF=gi:1019909 /GEN=JAK3 /FEA=FLmRNA /CNT=7 /TID=Mm.4181.2 /TIER=FL /STK=1 /UG=Mm.4181 /LL=16453 /UG_TITLE=Janus 
MOE430_2_1425752_at 2.6 1.7 A A 0.49 0.69 0.2 NC 0.5 gb:AJ132857.1 /DB_XREF=gi:18073121 /GEN=UST3m /FEA=FLmRNA /CNT=7 /TID=Mm.207060.1 /TIER=ConsEnd /STK=0 /UG=Mm.207060 /DEF=Mus mu
MOE430_2_1425759_at 10.6 14 A A 0.3 0.19 0.2 NC 0.33 gb:AY061761.1 /DB_XREF=gi:16923258 /GEN=Nobox /FEA=FLmRNA /CNT=6 /TID=Mm.17715.1 /TIER=FL /STK=1 /UG=Mm.17715 /LL=170649 /DEF=Mus
MOE430_2_1425767_a_ 106 142.5 P P 0.000244 0.000244 0.2 NC 0.15 gb:D50416.1 /DB_XREF=gi:1255625 /FEA=FLmRNA /CNT=8 /TID=Mm.5085.1 /TIER=FL /STK=1 /UG=Mm.5085 /LL=20474 /UG_GENE=Six4 /DEF=Mouse m
MOE430_2_1425780_a_ 1861.4 1999 P P 0.000244 0.000244 0.2 NC 0.24 gb:BC024352.1 /DB_XREF=gi:19353377 /FEA=FLmRNA /CNT=6 /TID=Mm.23263.2 /TIER=FL /STK=1 /UG=Mm.23263 /LL=66074 /UG_GENE=0610041E09R
MOE430_2_1425808_a_ 2.5 3.2 A A 0.72 0.43 0.2 NC 0.17 gb:AF437877.1 /DB_XREF=gi:16904810 /GEN=BSAC2A /FEA=FLmRNA /CNT=6 /TID=Mm.32257.1 /TIER=FL /STK=1 /UG=Mm.32257 /DEF=Mus musculus 
MOE430_2_1425811_a_ 1690.7 1975.9 P P 0.000244 0.000244 0.2 NC 0.01 gb:BF124540 /DB_XREF=gi:10963580 /DB_XREF=601761783F1 /CLONE=IMAGE:4024701 /FEA=FLmRNA /CNT=6 /TID=Mm.196484.2 /TIER=ConsEnd /ST
MOE430_2_1425816_at 8.7 10.2 A P 0.21 0.01 0.2 NC 0.009292 gb:AF281141.1 /DB_XREF=gi:11527848 /GEN=Skat2 /FEA=FLmRNA /CNT=5 /TID=Mm.157619.1 /TIER=FL /STK=1 /UG=Mm.157619 /LL=170740 /DEF=Mu
MOE430_2_1425820_x_ 45.7 61 A P 0.08 0.001953 0.2 NC 0.27 gb:BC019490.1 /DB_XREF=gi:18044497 /FEA=FLmRNA /CNT=5 /TID=Mm.46029.2 /TIER=FL /STK=1 /UG=Mm.46029 /LL=66614 /UG_GENE=2610029K21R
MOE430_2_1425855_a_ 80.3 105.3 P P 0.000732 0.000732 0.2 NC 0.22 gb:AF239673.1 /DB_XREF=gi:16603738 /FEA=FLmRNA /CNT=3 /TID=Mm.22073.2 /TIER=FL /STK=1 /UG=Mm.22073 /LL=12928 /UG_GENE=Crko /DEF=M
MOE430_2_1425883_at 18.2 20.5 P P 0.001221 0.01 0.2 NC 0.5 gb:BC006644.1 /DB_XREF=gi:13879337 /FEA=FLmRNA /CNT=3 /TID=Mm.196687.1 /TIER=FL /STK=1 /UG=Mm.196687 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425903_at 0.6 0.8 A A 0.96 0.75 0.2 NC 0.01 gb:AF288666.1 /DB_XREF=gi:11093908 /FEA=FLmRNA /CNT=2 /TID=Mm.9212.2 /TIER=FL /STK=1 /UG=Mm.9212 /LL=20358 /UG_GENE=Sema6a /DEF=M
MOE430_2_1425913_a_ 124.6 159 P P 0.008057 0.01 0.2 NC 0.5 gb:BC014764.1 /DB_XREF=gi:15928580 /FEA=FLmRNA /CNT=2 /TID=Mm.27691.2 /TIER=FL /STK=1 /UG=Mm.27691 /DEF=Mus musculus, clone MGC:258
MOE430_2_1425921_a_ 781.8 812.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC019471.1 /DB_XREF=gi:18043405 /FEA=FLmRNA /CNT=2 /TID=Mm.23780.1 /TIER=FL /STK=1 /UG=Mm.23780 /LL=72056 /UG_GENE=1810055G02R
MOE430_2_1425936_a_ 66.1 89.5 M P 0.05 0.02 0.2 NC 0.04 gb:BC012275.1 /DB_XREF=gi:15126699 /FEA=FLmRNA /CNT=2 /TID=Mm.130422.2 /TIER=FL /STK=1 /UG=Mm.130422 /DEF=Mus musculus, clone MGC:1
MOE430_2_1425947_at 0.4 0.7 A A 0.8 0.87 0.2 NC 0.31 gb:K00083.1 /DB_XREF=gi:194121 /FEA=FLmRNA /CNT=2 /TID=Mm.529.1 /TIER=FL /STK=1 /UG=Mm.529 /LL=15978 /UG_GENE=Ifng /UG_TITLE=interfe
MOE430_2_1425963_at 0.5 0.4 A A 0.87 0.8 0.2 NC 0.44 gb:AF419324.1 /DB_XREF=gi:16152181 /FEA=FLmRNA /CNT=2 /TID=Mm.207056.1 /TIER=FL /STK=1 /UG=Mm.207056 /LL=192650 /UG_GENE=CaBP7 /D
MOE430_2_1425967_a_ 1.2 1.2 A A 0.72 0.87 0.2 NC 0.5 gb:BC026198.1 /DB_XREF=gi:20072110 /FEA=FLmRNA /CNT=2 /TID=Mm.22693.2 /TIER=FL /STK=1 /UG=Mm.22693 /LL=17227 /UG_GENE=Mcpt4 /DEF=
MOE430_2_1425993_a_ 427.3 610.8 P P 0.000244 0.000244 0.2 NC 0.16 gb:D67017.1 /DB_XREF=gi:1001010 /GEN=HSP105 /FEA=FLmRNA /CNT=1 /TID=Mm.34828.2 /TIER=FL /STK=1 /UG=Mm.34828 /LL=15505 /DEF=Mus wa
MOE430_2_1425997_a_ 39.5 58.2 M P 0.05 0.03 0.2 NC 0.21 gb:AB030280.1 /DB_XREF=gi:5631309 /GEN=Pig-n /FEA=FLmRNA /CNT=1 /TID=Mm.37312.3 /TIER=FL /STK=1 /UG=Mm.37312 /LL=27392 /DEF=Mus mu
MOE430_2_1426011_a_ 183.6 230.3 P P 0.000244 0.000244 0.2 NC 0.02 gb:AB064543.1 /DB_XREF=gi:16751521 /GEN=DIF-3 /FEA=FLmRNA /CNT=1 /TID=Mm.38804.1 /TIER=FL /STK=1 /UG=Mm.38804 /DEF=Mus musculus DI
MOE430_2_1426042_at 0.6 0.7 A A 0.98 0.98 0.2 NC 0.63 gb:AF402612.1 /DB_XREF=gi:15705416 /FEA=FLmRNA /CNT=1 /TID=Mm.65692.3 /TIER=FL /STK=1 /UG=Mm.65692 /DEF=Mus musculus actin-binding pr
MOE430_2_1426044_a_ 1 3.5 A A 0.82 0.69 0.2 NC 0.31 gb:AB062122.1 /DB_XREF=gi:15787860 /GEN=PKCq /FEA=FLmRNA /CNT=1 /TID=Mm.2921.2 /TIER=FL /STK=1 /UG=Mm.2921 /LL=18761 /DEF=Mus mu
MOE430_2_1426061_x_ 63.1 78.8 P P 0.001953 0.00293 0.2 NC 0.3 gb:BC007159.1 /DB_XREF=gi:13938088 /FEA=FLmRNA /CNT=1 /TID=Mm.212861.1 /TIER=FL /STK=1 /UG=Mm.212861 /DEF=Mus musculus, Similar to L1
MOE430_2_1426071_at 2 1.1 A A 0.69 0.78 0.2 NC 0.65 gb:AF075717.1 /DB_XREF=gi:3420036 /FEA=FLmRNA /CNT=1 /TID=Mm.20427.1 /TIER=FL /STK=1 /UG=Mm.20427 /DEF=Mus musculus transforming grow
MOE430_2_1426091_a_ 3.6 2.9 A A 0.88 0.87 0.2 NC 0.5 gb:U20658.1 /DB_XREF=gi:1020149 /GEN=wnt-10b /FEA=FLmRNA /CNT=1 /TID=Mm.4709.4 /TIER=FL /STK=1 /UG=Mm.4709 /LL=22410 /UG_TITLE=win
MOE430_2_1426101_at 0.6 0.5 A A 0.9 0.95 0.2 NC 0.57 gb:D00570.1 /DB_XREF=gi:220577 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.18 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musculus 
MOE430_2_1426120_a_ 1.9 1.2 A A 0.66 0.91 0.2 NC 0.58 gb:AF082803.1 /DB_XREF=gi:3551961 /FEA=FLmRNA /CNT=1 /TID=Mm.2299.2 /TIER=FL /STK=1 /UG=Mm.2299 /LL=18106 /UG_GENE=Nmrk /DEF=Mus 
MOE430_2_1426178_at 4.3 6.3 A A 0.63 0.63 0.2 NC 0.41 gb:AB001737.1 /DB_XREF=gi:2094750 /FEA=FLmRNA /CNT=1 /TID=Mm.220153.1 /TIER=FL /STK=1 /UG=Mm.220153 /DEF=Mus musculus mRNA for anti-
MOE430_2_1426184_a_ 156.4 167 P P 0.000244 0.000244 0.2 NC 0.5 gb:AJ005074.1 /DB_XREF=gi:3550459 /FEA=FLmRNA /CNT=1 /TID=Mm.29816.2 /TIER=FL /STK=1 /UG=Mm.29816 /LL=18571 /UG_GENE=Pdcd6ip /DEF=
MOE430_2_1426193_at 10.1 10.5 A A 0.33 0.3 0.2 NC 0.09 gb:AY078071.1 /DB_XREF=gi:19347615 /FEA=FLmRNA /CNT=1 /TID=Mm.219545.1 /TIER=FL /STK=1 /UG=Mm.219545 /DEF=Mus musculus organ of Cort
MOE430_2_1426194_x_ 2.8 2.2 A A 0.66 0.46 0.2 NC 0.3 gb:AF083465.1 /DB_XREF=gi:4063619 /FEA=FLmRNA /CNT=1 /TID=Mm.2167.3 /TIER=FL /STK=1 /UG=Mm.2167 /LL=19714 /UG_GENE=Rev3l /DEF=Mus 
MOE430_2_1426206_at 16.8 12.3 A A 0.12 0.19 0.2 NC 0.4 gb:BC020129.1 /DB_XREF=gi:18044889 /FEA=FLmRNA /CNT=168 /TID=Mm.27782.1 /TIER=FL+Stack /STK=130 /UG=Mm.27782 /LL=74144 /UG_GENE=R
MOE430_2_1426219_at 891.7 1011.6 P P 0.000244 0.000244 0.2 NC 0.009292 gb:M62361.1 /DB_XREF=gi:200941 /FEA=FLmRNA /CNT=466 /TID=Mm.1779.1 /TIER=FL+Stack /STK=49 /UG=Mm.1779 /LL=20280 /UG_GENE=Scp2 /DE
MOE430_2_1426242_at 469.9 573.1 P P 0.000244 0.000244 0.2 NC 0.49 gb:U37500.1 /DB_XREF=gi:2145090 /GEN=RPB1 /FEA=FLmRNA /CNT=62 /TID=Mm.16533.2 /TIER=FL+Stack /STK=28 /UG=Mm.16533 /LL=20020 /DEF=
MOE430_2_1426270_at 50.3 72.4 P P 0.001221 0.000244 0.2 NC 0.36 gb:BC007174.1 /DB_XREF=gi:13938117 /FEA=FLmRNA /CNT=76 /TID=Mm.23267.1 /TIER=FL+Stack /STK=15 /UG=Mm.23267 /DEF=Mus musculus, Simila
MOE430_2_1426279_at 175.7 177.1 P P 0.001221 0.000732 0.2 NC 0.11 gb:BC027051.1 /DB_XREF=gi:20072036 /FEA=FLmRNA /CNT=37 /TID=Mm.46184.2 /TIER=FL+Stack /STK=14 /UG=Mm.46184 /LL=68152 /UG_GENE=5830
MOE430_2_1426297_at 658.3 791 P P 0.000244 0.000244 0.2 NC 0.25 gb:AF352579.1 /DB_XREF=gi:13310808 /FEA=FLmRNA /CNT=212 /TID=Mm.3406.1 /TIER=FL+Stack /STK=10 /UG=Mm.3406 /LL=21423 /UG_GENE=Tcfe2
MOE430_2_1426299_at 2.2 1.2 A A 0.79 0.6 0.2 NC 0.05 gb:AF395844.1 /DB_XREF=gi:14719304 /GEN=Snx20 /FEA=FLmRNA /CNT=33 /TID=Mm.100162.1 /TIER=FL+Stack /STK=10 /UG=Mm.100162 /LL=71607 
MOE430_2_1426303_at 57.8 47.8 P P 0.00415 0.005859 0.2 NC 0.5 gb:BC027195.1 /DB_XREF=gi:20073182 /FEA=FLmRNA /CNT=24 /TID=Mm.139825.1 /TIER=FL+Stack /STK=10 /UG=Mm.139825 /DEF=Mus musculus, Sim
MOE430_2_1426320_at 9.9 14.7 A A 0.33 0.5 0.2 NC 0.09 gb:AF399755.1 /DB_XREF=gi:15277914 /GEN=Snx29 /FEA=FLmRNA /CNT=6 /TID=Mm.159218.1 /TIER=FL /STK=1 /UG=Mm.159218 /LL=74478 /DEF=Mu
MOE430_2_1426333_a_ 90.9 132 P P 0.001953 0.001953 0.2 NC 0.08 gb:AF026524.1 /DB_XREF=gi:3213210 /GEN=IKKbeta /FEA=FLmRNA /CNT=3 /TID=Mm.28269.2 /TIER=FL /STK=0 /UG=Mm.28269 /LL=16150 /DEF=Mus 
MOE430_2_1426348_at 770 895.5 P P 0.001221 0.000244 0.2 NC 0.04 gb:AW536690 /DB_XREF=gi:7179107 /DB_XREF=G0107F04-3 /CLONE=G0107F04 /FEA=FLmRNA /CNT=478 /TID=Mm.738.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1426357_at 109.6 125.6 P P 0.005859 0.008057 0.2 NC 0.5 gb:BQ175002 /DB_XREF=gi:20350494 /DB_XREF=UI-M-DJ2-bwb-n-22-0-UI.s1 /CLONE=UI-M-DJ2-bwb-n-22-0-UI /FEA=FLmRNA /CNT=172 /TID=Mm.
MOE430_2_1426359_at 158.8 220.2 P P 0.001221 0.000732 0.2 NC 0.06 gb:AI649105 /DB_XREF=gi:4729939 /DB_XREF=uk25g07.x1 /CLONE=IMAGE:1970076 /FEA=FLmRNA /CNT=181 /TID=Mm.193073.1 /TIER=Stack /STK=63 
MOE430_2_1426416_a_ 329.8 367 P P 0.000732 0.000732 0.2 NC 0.16 gb:AV216410 /DB_XREF=gi:6157255 /DB_XREF=AV216410 /CLONE=2410160L19 /FEA=FLmRNA /CNT=127 /TID=Mm.41891.2 /TIER=Stack /STK=24 /UG
MOE430_2_1426418_at 118.2 172.2 P P 0.04 0.01 0.2 NC 0.08 gb:AK016909.1 /DB_XREF=gi:12855892 /FEA=FLmRNA /CNT=37 /TID=Mm.87449.1 /TIER=Stack /STK=24 /UG=Mm.87449 /LL=71093 /UG_GENE=4933425
MOE430_2_1426423_at 431 538.8 P P 0.000244 0.000244 0.2 NC 0.16 gb:BM222403 /DB_XREF=gi:17782998 /DB_XREF=K0120C12-3 /CLONE=K0120C12 /FEA=FLmRNA /CNT=199 /TID=Mm.29890.1 /TIER=Stack /STK=22 /U
MOE430_2_1426424_at 143.8 168 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG068945 /DB_XREF=gi:12551514 /DB_XREF=H3071A06-3 /CLONE=H3071A06 /FEA=FLmRNA /CNT=162 /TID=Mm.18972.1 /TIER=Stack /STK=22 /U
MOE430_2_1426434_at 538.8 590.2 P P 0.000244 0.000244 0.2 NC 0.4 gb:AI747289 /DB_XREF=gi:5125553 /DB_XREF=ul14e12.x1 /CLONE=IMAGE:2076814 /FEA=FLmRNA /CNT=269 /TID=Mm.38801.1 /TIER=Stack /STK=20 /
MOE430_2_1426441_at 78.8 90.3 P P 0.001221 0.000244 0.2 NC 0.01 gb:BB772362 /DB_XREF=gi:16214053 /DB_XREF=BB772362 /CLONE=G370141M19 /FEA=FLmRNA /CNT=80 /TID=Mm.1304.2 /TIER=Stack /STK=19 /UG
MOE430_2_1426444_at 55.3 46.1 A A 0.09 0.09 0.2 NC 0.5 gb:BB233055 /DB_XREF=gi:15410324 /DB_XREF=BB233055 /CLONE=A630041N03 /FEA=FLmRNA /CNT=164 /TID=Mm.28435.2 /TIER=Stack /STK=34 /U
MOE430_2_1426456_a_ 238.8 297.3 P P 0.000244 0.000244 0.2 NC 0.22 gb:BG065828 /DB_XREF=gi:12548391 /DB_XREF=H3035G01-3 /CLONE=H3035G01 /FEA=FLmRNA /CNT=31 /TID=Mm.6370.2 /TIER=Stack /STK=15 /UG
MOE430_2_1426462_at 91.4 98.5 P P 0.000244 0.000244 0.2 NC 0.35 gb:BB385651 /DB_XREF=gi:16408357 /DB_XREF=BB385651 /CLONE=C230040D23 /FEA=FLmRNA /CNT=58 /TID=Mm.40282.1 /TIER=Stack /STK=14 /UG
MOE430_2_1426463_at 63 75.7 P P 0.000244 0.001221 0.2 NC 0.5 gb:AA170590 /DB_XREF=gi:1749133 /DB_XREF=ms84d09.r1 /CLONE=IMAGE:618257 /FEA=FLmRNA /CNT=58 /TID=Mm.40282.1 /TIER=Stack /STK=9 /U
MOE430_2_1426482_at 287.2 312.1 P P 0.000244 0.000244 0.2 NC 0.25 gb:AV328095 /DB_XREF=gi:15406318 /DB_XREF=AV328095 /CLONE=6330439B10 /FEA=FLmRNA /CNT=110 /TID=Mm.4428.1 /TIER=Stack /STK=10 /UG
MOE430_2_1426488_at 137.1 156.2 P P 0.00415 0.00293 0.2 NC 0.13 gb:AV235863 /DB_XREF=gi:15405102 /DB_XREF=AV235863 /CLONE=4732407M07 /FEA=FLmRNA /CNT=138 /TID=Mm.36685.1 /TIER=Stack /STK=9 /UG
MOE430_2_1426491_at 154.2 198.4 P P 0.000244 0.000244 0.2 NC 0.23 gb:AW701798 /DB_XREF=gi:7585938 /DB_XREF=uq94e02.x1 /CLONE=IMAGE:2938778 /FEA=FLmRNA /CNT=95 /TID=Mm.20929.1 /TIER=Stack /STK=9 /U
MOE430_2_1426531_at 303.2 421.4 P P 0.000244 0.000244 0.2 NC 0.44 gb:AV078041 /DB_XREF=gi:16381058 /DB_XREF=AV078041 /CLONE=2210402G22 /FEA=FLmRNA /CNT=171 /TID=Mm.73251.1 /TIER=Stack /STK=32 /U
MOE430_2_1426554_a_ 1986.9 2557.9 P P 0.000244 0.000244 0.2 I 0.000438 gb:BI407347 /DB_XREF=gi:15168270 /DB_XREF=602919489T1 /CLONE=IMAGE:5056054 /FEA=FLmRNA /CNT=214 /TID=Mm.16783.3 /TIER=Stack /STK=
MOE430_2_1426560_a_ 33.8 54 P P 0.01 0.005859 0.2 NC 0.09 gb:BB433705 /DB_XREF=gi:16424302 /DB_XREF=BB433705 /CLONE=C820003E15 /FEA=FLmRNA /CNT=87 /TID=Mm.205021.4 /TIER=Stack /STK=18 /U
MOE430_2_1426561_a_ 65.5 74.4 P P 0.001953 0.000732 0.2 NC 0.07 gb:AW553512 /DB_XREF=gi:7198935 /DB_XREF=L0228B11-3 /CLONE=L0228B11 /FEA=FLmRNA /CNT=87 /TID=Mm.205021.4 /TIER=Stack /STK=15 /UG
MOE430_2_1426563_at 49.1 46.4 P P 0.01 0.00293 0.2 NC 0.25 gb:BB399288 /DB_XREF=gi:16412879 /DB_XREF=BB399288 /CLONE=C330013F15 /FEA=FLmRNA /CNT=92 /TID=Mm.218699.1 /TIER=Stack /STK=17 /U
MOE430_2_1426596_a_ 295.5 372.5 P P 0.000244 0.000244 0.2 NC 0.13 gb:BB821035 /DB_XREF=gi:16993664 /DB_XREF=BB821035 /CLONE=G830010A04 /FEA=FLmRNA /CNT=50 /TID=Mm.2025.2 /TIER=Stack /STK=11 /UG=
MOE430_2_1426630_at 219.5 255.9 P P 0.001953 0.001221 0.2 NC 0.28 gb:BE945515 /DB_XREF=gi:10523274 /DB_XREF=UI-M-BH3-awc-h-04-0-UI.s4 /CLONE=UI-M-BH3-awc-h-04-0-UI /FEA=FLmRNA /CNT=38 /TID=Mm.2
MOE430_2_1426654_at 408.8 425.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BI687848 /DB_XREF=gi:15650476 /DB_XREF=603314178F1 /CLONE=IMAGE:5354251 /FEA=mRNA /CNT=211 /TID=Mm.29780.1 /TIER=Stack /STK=154
MOE430_2_1426662_at 479 453.6 P P 0.000244 0.000244 0.2 NC 0.24 gb:AJ006215.1 /DB_XREF=gi:3413319 /FEA=mRNA /CNT=220 /TID=Mm.3820.1 /TIER=Stack /STK=140 /UG=Mm.3820 /LL=12764 /UG_GENE=Cmas /DEF
MOE430_2_1426668_at 390.6 436.9 P P 0.000244 0.000732 0.2 NC 0.18 gb:BB117951 /DB_XREF=gi:16261908 /DB_XREF=BB117951 /CLONE=9530063O13 /FEA=mRNA /CNT=226 /TID=Mm.30023.1 /TIER=Stack /STK=134 /UG
MOE430_2_1426674_at 888.8 966.9 P P 0.000244 0.000244 0.2 NC 0.35 gb:BG923834 /DB_XREF=gi:14304310 /DB_XREF=602826276F1 /CLONE=IMAGE:4954818 /FEA=mRNA /CNT=267 /TID=Mm.21671.1 /TIER=Stack /STK=12
MOE430_2_1426679_at 831.2 877.1 P P 0.000244 0.000244 0.2 NC 0.41 gb:AK004076.1 /DB_XREF=gi:12835113 /FEA=mRNA /CNT=318 /TID=Mm.3035.1 /TIER=Stack /STK=27 /UG=Mm.3035 /LL=68036 /UG_GENE=3110006P09
MOE430_2_1426717_at 244.6 296.8 P P 0.000244 0.000244 0.2 NC 0.11 gb:BF787442 /DB_XREF=gi:12092478 /DB_XREF=602113853F1 /CLONE=IMAGE:4242132 /FEA=mRNA /CNT=187 /TID=Mm.181536.2 /TIER=Stack /STK=9
MOE430_2_1426726_at 203.5 227.7 P P 0.000244 0.000244 0.2 NC 0.19 gb:BC004771.1 /DB_XREF=gi:13435842 /FEA=mRNA /CNT=124 /TID=Mm.29385.1 /TIER=Stack /STK=87 /UG=Mm.29385 /DEF=Mus musculus, Similar to p
MOE430_2_1426727_s_ 153.1 184.1 P P 0.001221 0.001221 0.2 NC 0.45 gb:BC004771.1 /DB_XREF=gi:13435842 /FEA=mRNA /CNT=124 /TID=Mm.29385.1 /TIER=Stack /STK=87 /UG=Mm.29385 /DEF=Mus musculus, Similar to p
MOE430_2_1426736_at 640.8 684 P P 0.000244 0.000244 0.2 NC 0.06 gb:AB003502.1 /DB_XREF=gi:3461879 /FEA=mRNA /CNT=187 /TID=Mm.20925.1 /TIER=Stack /STK=81 /UG=Mm.20925 /LL=14852 /UG_GENE=Gspt1 /DE
MOE430_2_1426758_s_ 280.2 275 P P 0.000244 0.000244 0.2 NC 0.5 gb:Y13832.1 /DB_XREF=gi:2739299 /FEA=mRNA /CNT=128 /TID=Mm.154560.1 /TIER=Stack /STK=74 /UG=Mm.154560 /LL=17263 /UG_GENE=Meg3 /UG_
MOE430_2_1426776_at 152.1 170.1 P P 0.000244 0.000244 0.2 NC 0.00712 gb:AI314074 /DB_XREF=gi:4029296 /DB_XREF=uj25d01.x1 /CLONE=IMAGE:1920961 /FEA=mRNA /CNT=165 /TID=Mm.1574.1 /TIER=Stack /STK=69 /UG=
MOE430_2_1426795_at 41.3 48.9 P P 0.01 0.03 0.2 NC 0.5 gb:BE980029 /DB_XREF=gi:10647581 /DB_XREF=UI-M-CG0-bcr-d-10-0-UI.s1 /CLONE=UI-M-CG0-bcr-d-10-0-UI /FEA=mRNA /CNT=193 /TID=Mm.422
MOE430_2_1426815_s_ 760.6 899.2 P P 0.000244 0.000244 0.2 NC 0.13 gb:BM248309 /DB_XREF=gi:17883579 /DB_XREF=K0814H06-3 /CLONE=K0814H06 /FEA=mRNA /CNT=132 /TID=Mm.24260.1 /TIER=Stack /STK=59 /UG=
MOE430_2_1426816_at 47.5 55.9 P P 0.005859 0.005859 0.2 NC 0.78 gb:BC024804.1 /DB_XREF=gi:19354444 /FEA=mRNA /CNT=76 /TID=Mm.38300.1 /TIER=Stack /STK=59 /UG=Mm.38300 /DEF=Mus musculus, similar to su
MOE430_2_1426820_at 661.7 764.8 P P 0.000244 0.000244 0.2 NC 0.08 gb:BG065294 /DB_XREF=gi:12547857 /DB_XREF=H3029D12-3 /CLONE=H3029D12 /FEA=mRNA /CNT=214 /TID=Mm.35854.1 /TIER=Stack /STK=55 /UG=
MOE430_2_1426837_at 83.3 99 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG064851 /DB_XREF=gi:12547414 /DB_XREF=H3024E10-3 /CLONE=H3024E10 /FEA=mRNA /CNT=115 /TID=Mm.26833.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1426853_at 956.1 1050.5 P P 0.000244 0.000244 0.2 NC 0.33 gb:AK019960.1 /DB_XREF=gi:12860380 /GEN=Set /FEA=mRNA /CNT=211 /TID=Mm.28805.2 /TIER=Stack /STK=48 /UG=Mm.28805 /LL=56086 /UG_TITLE
MOE430_2_1426878_at 150.8 165.2 P P 0.001221 0.000732 0.2 NC 0.01 gb:AK020971.1 /DB_XREF=gi:12861717 /FEA=mRNA /CNT=240 /TID=Mm.28550.1 /TIER=Stack /STK=26 /UG=Mm.28550 /LL=66923 /UG_GENE=2610016F
MOE430_2_1426889_at 119.2 159.8 P P 0.00415 0.005859 0.2 NC 0.5 gb:BG070377 /DB_XREF=gi:12552946 /DB_XREF=H3086F11-3 /CLONE=H3086F11 /FEA=mRNA /CNT=67 /TID=Mm.180410.1 /TIER=Stack /STK=43 /UG=
MOE430_2_1426908_at 23.8 27.3 A A 0.32 0.11 0.2 NC 0.22 gb:AV302406 /DB_XREF=gi:16393472 /DB_XREF=AV302406 /CLONE=5730502K21 /FEA=mRNA /CNT=121 /TID=Mm.62886.1 /TIER=Stack /STK=31 /UG=
MOE430_2_1426912_at 1127.3 1388 P P 0.000244 0.000244 0.2 NC 0.11 gb:BB296692 /DB_XREF=gi:16401921 /DB_XREF=BB296692 /CLONE=B130049D17 /FEA=mRNA /CNT=145 /TID=Mm.24538.1 /TIER=Stack /STK=39 /UG=
MOE430_2_1426917_s_ 72.3 83.8 P P 0.000244 0.000244 0.2 NC 0.07 gb:BM211317 /DB_XREF=gi:17768484 /DB_XREF=C0804C03-3 /CLONE=C0804C03 /FEA=mRNA /CNT=57 /TID=Mm.220950.1 /TIER=Stack /STK=39 /UG
MOE430_2_1426921_at 233.8 279.8 P P 0.01 0.001953 0.2 NC 0.08 gb:AV174134 /DB_XREF=gi:16384015 /DB_XREF=AV174134 /CLONE=5730408K12 /FEA=mRNA /CNT=122 /TID=Mm.29543.1 /TIER=Stack /STK=38 /UG=
MOE430_2_1426924_at 255.2 294.2 P P 0.001221 0.000732 0.2 NC 0.21 gb:AK013592.1 /DB_XREF=gi:12851012 /FEA=mRNA /CNT=91 /TID=Mm.3332.1 /TIER=Stack /STK=38 /UG=Mm.3332 /LL=72863 /UG_GENE=2900024N03R
MOE430_2_1426939_at 392.8 394.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG070464 /DB_XREF=gi:12553033 /DB_XREF=H3087F05-3 /CLONE=H3087F05 /FEA=mRNA /CNT=51 /TID=Mm.8142.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1426943_at 296.3 333.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK003728.1 /DB_XREF=gi:12834572 /FEA=mRNA /CNT=76 /TID=Mm.154492.1 /TIER=Stack /STK=35 /UG=Mm.154492 /LL=68510 /UG_GENE=1110015
MOE430_2_1426989_at 20.1 25.9 A A 0.3 0.24 0.2 NC 0.5 gb:AV341395 /DB_XREF=gi:15406558 /DB_XREF=AV341395 /CLONE=6430521A21 /FEA=mRNA /CNT=55 /TID=Mm.24376.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1426990_at 14.4 18.2 P P 0.00415 0.000244 0.2 NC 0.17 gb:AF197159.1 /DB_XREF=gi:7381453 /FEA=mRNA /CNT=53 /TID=Mm.2735.1 /TIER=Stack /STK=29 /UG=Mm.2735 /LL=65969 /UG_GENE=Cubn /DEF=M
MOE430_2_1426992_at 88.5 139 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB667480 /DB_XREF=gi:16398929 /DB_XREF=BB667480 /CLONE=C730016M01 /FEA=mRNA /CNT=136 /TID=Mm.220954.1 /TIER=Stack /STK=28 /UG
MOE430_2_1426995_a_ 331.8 462.9 P P 0.000732 0.000244 0.2 NC 0.07 gb:BQ176391 /DB_XREF=gi:20351883 /DB_XREF=UI-M-DJ2-bwg-n-10-0-UI.s1 /CLONE=UI-M-DJ2-bwg-n-10-0-UI /FEA=mRNA /CNT=70 /TID=Mm.2812
MOE430_2_1427008_at 0.7 0.8 A A 0.82 0.8 0.2 NC 0.5 gb:BC004781.1 /DB_XREF=gi:13435863 /FEA=mRNA /CNT=42 /TID=Mm.87252.1 /TIER=Stack /STK=26 /UG=Mm.87252 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427030_at 100.5 112.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG067674 /DB_XREF=gi:12550243 /DB_XREF=H3056H12-3 /CLONE=H3056H12 /FEA=mRNA /CNT=44 /TID=Mm.24035.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1427032_at 194.1 271.1 P P 0.000244 0.000244 0.2 NC 0.15 gb:AK019546.1 /DB_XREF=gi:12859821 /FEA=mRNA /CNT=95 /TID=Mm.5772.1 /TIER=Stack /STK=23 /UG=Mm.5772 /LL=67345 /UG_GENE=1700056O17R
MOE430_2_1427046_at 17.5 7.2 A A 0.19 0.09 0.2 NC 0.24 gb:BC004783.1 /DB_XREF=gi:13435869 /FEA=mRNA /CNT=45 /TID=Mm.89172.1 /TIER=Stack /STK=21 /UG=Mm.89172 /LL=170941 /UG_GENE=BC00478
MOE430_2_1427047_at 136.6 182.6 P P 0.000244 0.000732 0.2 NC 0.33 gb:BM208071 /DB_XREF=gi:17764146 /DB_XREF=C0622A07-3 /CLONE=C0622A07 /FEA=mRNA /CNT=43 /TID=Mm.23992.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1427073_at 139.5 141 P P 0.000244 0.000244 0.2 NC 0.49 gb:AF397909.1 /DB_XREF=gi:18140810 /FEA=mRNA /CNT=35 /TID=Mm.89646.1 /TIER=Stack /STK=20 /UG=Mm.89646 /UG_TITLE=Mus musculus clone IM
MOE430_2_1427087_at 87.6 112.1 P P 0.000244 0.000244 0.2 NC 0.22 gb:BG070818 /DB_XREF=gi:12553475 /DB_XREF=H3092E02-3 /CLONE=H3092E02 /FEA=mRNA /CNT=35 /TID=Mm.27985.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1427113_s_ 234.6 243.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:AV127581 /DB_XREF=gi:16382557 /DB_XREF=AV127581 /CLONE=2700049H19 /FEA=mRNA /CNT=37 /TID=Mm.41497.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1427120_at 180.7 236.6 P P 0.000244 0.000244 0.2 NC 0.16 gb:AV346442 /DB_XREF=gi:16397068 /DB_XREF=AV346442 /CLONE=6430579K01 /FEA=mRNA /CNT=56 /TID=Mm.107441.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1427124_at 36.6 37.9 P P 0.001221 0.000244 0.2 NC 0.25 gb:AB041802.1 /DB_XREF=gi:7670530 /FEA=mRNA /CNT=23 /TID=Mm.56827.1 /TIER=Stack /STK=15 /UG=Mm.56827 /LL=67333 /UG_GENE=1700054C12
MOE430_2_1427136_s_ 51.2 60.9 P P 0.001221 0.001953 0.2 NC 0.5 gb:AV012790 /DB_XREF=gi:16356182 /DB_XREF=AV012790 /CLONE=1110037P13 /FEA=mRNA /CNT=55 /TID=Mm.33908.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427148_at 144.6 124.4 P P 0.000732 0.000244 0.2 NC 0.13 gb:BF160731 /DB_XREF=gi:11040838 /DB_XREF=601769134F1 /CLONE=IMAGE:3988184 /FEA=mRNA /CNT=26 /TID=Mm.41711.2 /TIER=ConsEnd /STK=0
MOE430_2_1427157_at 0.1 0.3 A A 0.91 0.96 0.2 NC 0.13 gb:BB787946 /DB_XREF=gi:16956442 /DB_XREF=BB787946 /CLONE=G430120E06 /FEA=mRNA /CNT=81 /TID=Mm.93759.1 /TIER=Stack /STK=52 /UG=M
MOE430_2_1427172_at 115.9 124.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:AJ278702.1 /DB_XREF=gi:13399212 /FEA=mRNA /CNT=20 /TID=Mm.32986.1 /TIER=Stack /STK=12 /UG=Mm.32986 /DEF=Mus musculus partial mRNA
MOE430_2_1427199_at 97.1 111.7 P P 0.000244 0.000244 0.2 NC 0.16 gb:AK010886.1 /DB_XREF=gi:12846638 /FEA=mRNA /CNT=116 /TID=Mm.1921.1 /TIER=Stack /STK=29 /UG=Mm.1921 /LL=72313 /UG_GENE=2510002A14
MOE430_2_1427212_at 271.8 303 P P 0.001221 0.001221 0.2 NC 0.5 gb:BC027377.1 /DB_XREF=gi:20073310 /FEA=mRNA /CNT=58 /TID=Mm.205152.1 /TIER=Stack /STK=8 /UG=Mm.205152 /DEF=Mus musculus, Similar to h
MOE430_2_1427223_a_ 2.2 1.2 A A 0.88 0.96 0.2 NC 0.5 gb:AI987711 /DB_XREF=gi:5819505 /DB_XREF=um05g09.x1 /CLONE=IMAGE:2182240 /FEA=mRNA /CNT=150 /TID=Mm.30140.1 /TIER=Stack /STK=78 /U
MOE430_2_1427245_at 641.4 868.5 P P 0.000244 0.000244 0.2 NC 0.05 gb:BM196296 /DB_XREF=gi:17748062 /DB_XREF=C0326C05-3 /CLONE=C0326C05 /FEA=mRNA /CNT=95 /TID=Mm.38490.1 /TIER=Stack /STK=33 /UG=
MOE430_2_1427309_at 141.7 187.6 P P 0.001953 0.000732 0.2 NC 0.23 gb:BF583012 /DB_XREF=gi:11656730 /DB_XREF=602097889F1 /CLONE=IMAGE:4217758 /FEA=mRNA /CNT=17 /TID=Mm.134029.1 /TIER=Stack /STK=11
MOE430_2_1427375_at 59.9 46.3 P P 0.001221 0.000244 0.2 NC 0.2 gb:BB198308 /DB_XREF=gi:8863261 /DB_XREF=BB198308 /CLONE=A430001I03 /FEA=mRNA /CNT=26 /TID=Mm.50596.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1427376_a_ 64.6 60.2 P P 0.000244 0.000244 0.2 NC 0.16 gb:BC002309.1 /DB_XREF=gi:12805654 /FEA=mRNA /CNT=37 /TID=Mm.24022.2 /TIER=ConsEnd /STK=3 /UG=Mm.24022 /LL=78253 /UG_GENE=Map4k5 
MOE430_2_1427404_x_ 4581.2 5257.7 P P 0.000244 0.000244 0.2 NC 0.004481 gb:BC004017.1 /DB_XREF=gi:13278411 /FEA=mRNA /CNT=45 /TID=Mm.90587.2 /TIER=ConsEnd /STK=1 /UG=Mm.90587 /LL=13806 /UG_GENE=Eno1 /D
MOE430_2_1427418_a_ 1247.6 1168 P P 0.000244 0.000244 0.2 NC 0.11 gb:X95580.1 /DB_XREF=gi:1430864 /GEN=HIF-1alpha /FEA=mRNA /CNT=13 /TID=Mm.3879.2 /TIER=ConsEnd /STK=1 /UG=Mm.3879 /LL=15251 /DEF=M
MOE430_2_1427452_at 3.2 2.5 A A 0.6 0.6 0.2 NC 0.21 gb:X57960.1 /DB_XREF=gi:53911 /GEN=musL7-1 /FEA=mRNA /CNT=16 /TID=Mm.37835.3 /TIER=ConsEnd /STK=0 /UG=Mm.37835 /LL=19989 /DEF=M.m
MOE430_2_1427459_at 0.9 1.3 A A 0.8 0.65 0.2 NC 0.45 gb:BC025836.1 /DB_XREF=gi:19388016 /FEA=mRNA /CNT=41 /TID=Mm.158752.1 /TIER=ConsEnd /STK=0 /UG=Mm.158752 /LL=71756 /UG_GENE=13000
MOE430_2_1427484_at 0.9 1.1 A A 0.85 0.75 0.2 NC 0.12 gb:BB650819 /DB_XREF=gi:16485073 /DB_XREF=BB650819 /CLONE=C230032N07 /FEA=mRNA /CNT=15 /TID=Mm.220235.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427504_s_ 1945.3 2338.4 P P 0.000244 0.000244 0.2 NC 0.16 gb:AF250133.1 /DB_XREF=gi:13507052 /FEA=mRNA /CNT=9 /TID=Mm.21841.3 /TIER=ConsEnd /STK=0 /UG=Mm.21841 /LL=20382 /UG_GENE=Sfrs2 /UG
MOE430_2_1427524_a_ 18.4 14.1 A A 0.3 0.08 0.2 NC 0.05 gb:BF168436 /DB_XREF=gi:11048788 /DB_XREF=601776027F1 /CLONE=IMAGE:4017774 /FEA=mRNA /CNT=9 /TID=Mm.27160.2 /TIER=ConsEnd /STK=0 
MOE430_2_1427533_at 10.8 13 A A 0.21 0.39 0.2 NC 0.5 gb:BM022919 /DB_XREF=gi:16537275 /DB_XREF=id63f08.y1 /CLONE=IMAGE:5667975 /FEA=mRNA /CNT=8 /TID=Mm.216467.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427540_at 13.1 13.8 A A 0.09 0.09 0.2 NC 0.11 gb:BC013559.1 /DB_XREF=gi:15488856 /FEA=mRNA /CNT=6 /TID=Mm.38994.2 /TIER=ConsEnd /STK=0 /UG=Mm.38994 /LL=66564 /UG_GENE=2600001N
MOE430_2_1427568_a_ 61.2 75.9 P P 0.000244 0.000244 0.2 NC 0.28 gb:BC013814.1 /DB_XREF=gi:15489455 /FEA=mRNA /CNT=4 /TID=Mm.35794.1 /TIER=ConsEnd /STK=0 /UG=Mm.35794 /LL=68259 /UG_GENE=4921524P
MOE430_2_1427595_at 38.2 34.2 P P 0.000244 0.000244 0.2 NC 0.49 gb:BE650741 /DB_XREF=gi:9976613 /DB_XREF=UI-M-BH3-asr-g-05-0-UI.r1 /CLONE=UI-M-BH3-asr-g-05-0-UI /FEA=mRNA /CNT=4 /TID=Mm.196688.1
MOE430_2_1427610_at 0.6 0.7 A A 0.87 0.91 0.2 NC 0.48 gb:BC026631.1 /DB_XREF=gi:20072371 /FEA=mRNA /CNT=3 /TID=Mm.219579.1 /TIER=ConsEnd /STK=0 /UG=Mm.219579 /DEF=Mus musculus, clone IMA
MOE430_2_1427639_a_ 34.3 43.3 P M 0.03 0.05 0.2 NC 0.5 gb:Y09234.1 /DB_XREF=gi:2879821 /GEN=MSTK2S /FEA=mRNA /CNT=2 /TID=Mm.57013.2 /TIER=ConsEnd /STK=0 /UG=Mm.57013 /LL=23955 /DEF=M.m
MOE430_2_1427664_at 2.4 1.6 A A 0.85 0.9 0.2 NC 0.19 gb:BC019695.1 /DB_XREF=gi:18044637 /FEA=mRNA /CNT=2 /TID=Mm.215152.1 /TIER=ConsEnd /STK=0 /UG=Mm.215152 /DEF=Mus musculus, clone IMA
MOE430_2_1427674_a_ 2.9 2.6 A A 0.74 0.72 0.2 NC 0.23 gb:D29763.1 /DB_XREF=gi:693909 /FEA=mRNA /CNT=1 /TID=Mm.4727.3 /TIER=ConsEnd /STK=0 /UG=Mm.4727 /LL=20370 /UG_GENE=Sez6 /DEF=Mous
MOE430_2_1427720_a_ 1866.7 2030.9 P P 0.000244 0.000244 0.2 NC 0.07 gb:AF312394.1 /DB_XREF=gi:11096313 /FEA=mRNA /CNT=1 /TID=Mm.38344.3 /TIER=ConsEnd /STK=0 /UG=Mm.38344 /LL=18114 /UG_GENE=Nnp1 /DE
MOE430_2_1427740_a_ 0.3 0.3 A A 0.98 0.98 0.2 NC 0.6 gb:AF032969.1 /DB_XREF=gi:4103992 /FEA=mRNA /CNT=1 /TID=Mm.143872.2 /TIER=ConsEnd /STK=0 /UG=Mm.143872 /UG_TITLE=Mus musculus strain
MOE430_2_1427785_x_ 277.3 296.2 P P 0.000244 0.000244 0.2 NC 0.27 gb:BC022685.1 /DB_XREF=gi:18490756 /FEA=mRNA /CNT=1 /TID=Mm.27204.1 /TIER=ConsEnd /STK=0 /UG=Mm.27204 /DEF=Mus musculus, clone IMAG
MOE430_2_1427805_at 5.2 2.1 A A 0.9 0.96 0.2 NC 0.53 gb:M33036.1 /DB_XREF=gi:1110431 /FEA=mRNA /CNT=1 /TID=Mm.28973.2 /TIER=ConsEnd /STK=0 /UG=Mm.28973 /LL=15894 /UG_GENE=Icam1 /DEF=
MOE430_2_1427851_x_ 11.2 11.9 P A 0.01 0.06 0.2 NC 0.46 gb:AF065324.1 /DB_XREF=gi:4234744 /GEN=Vh186.2Jh2 /FEA=mRNA /CNT=1 /TID=Mm.157783.11 /TIER=ConsEnd /STK=0 /UG=Mm.157783 /LL=104911
MOE430_2_1427870_x_ 62.5 75.2 P P 0.03 0.01 0.2 NC 0.79 gb:K00686.1 /DB_XREF=gi:195126 /FEA=mRNA /CNT=1 /TID=Mm.196085.15 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /UG_
MOE430_2_1427886_at 471.9 597.3 P P 0.000244 0.000244 0.2 NC 0.29 gb:BC028835.1 /DB_XREF=gi:20380044 /FEA=mRNA /CNT=154 /TID=Mm.28399.1 /TIER=Stack /STK=72 /UG=Mm.28399 /UG_TITLE=Mus musculus, clone
MOE430_2_1427887_at 217.3 252 P P 0.000244 0.000244 0.2 NC 0.16 gb:BM236827 /DB_XREF=gi:17872097 /DB_XREF=K0441H06-3 /CLONE=K0441H06 /FEA=mRNA /CNT=142 /TID=Mm.79898.1 /TIER=Stack /STK=62 /UG=
MOE430_2_1427904_s_ 176.6 216.8 P P 0.000244 0.000244 0.2 NC 0.06 gb:BF147550 /DB_XREF=gi:11029029 /DB_XREF=us38f08.x1 /CLONE=IMAGE:3169383 /FEA=mRNA /CNT=80 /TID=Mm.104959.1 /TIER=Stack /STK=36 /U
MOE430_2_1427907_at 247.5 287 P P 0.000244 0.000244 0.2 NC 0.42 gb:AK012768.1 /DB_XREF=gi:12849727 /FEA=mRNA /CNT=80 /TID=Mm.134545.1 /TIER=Stack /STK=9 /UG=Mm.134545 /LL=66185 /UG_GENE=1110037F
MOE430_2_1427909_at 2083.3 2276.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BQ031065 /DB_XREF=gi:19766344 /DB_XREF=UI-1-CF0-alx-f-06-0-UI.s1 /CLONE=UI-1-CF0-alx-f-06-0-UI /FEA=mRNA /CNT=81 /TID=Mm.34002.1 
MOE430_2_1427916_at 147.1 165.1 P P 0.000244 0.000244 0.2 NC 0.44 gb:BB122084 /DB_XREF=gi:8774652 /DB_XREF=BB122084 /CLONE=9530084J01 /FEA=mRNA /CNT=62 /TID=Mm.46739.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1427939_s_ 187.9 200 P P 0.00293 0.001953 0.2 NC 0.5 gb:BB702602 /DB_XREF=gi:16051426 /DB_XREF=BB702602 /CLONE=7420442K05 /FEA=mRNA /CNT=74 /TID=Mm.220922.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1427940_s_ 56.4 46.6 P P 0.000732 0.000244 0.2 NC 0.07 gb:BB046347 /DB_XREF=gi:16259412 /DB_XREF=BB046347 /CLONE=6030499C17 /FEA=mRNA /CNT=74 /TID=Mm.220922.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1427990_at 162.9 152.7 P P 0.001953 0.000732 0.2 NC 0.13 gb:BM249286 /DB_XREF=gi:17884556 /DB_XREF=K0831A12-3 /CLONE=K0831A12 /FEA=mRNA /CNT=51 /TID=Mm.154306.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1427995_at 4.6 6.6 A A 0.36 0.29 0.2 NC 0.14 gb:AK015256.1 /DB_XREF=gi:12853522 /FEA=mRNA /CNT=6 /TID=Mm.159276.1 /TIER=ConsEnd /STK=4 /UG=Mm.159276 /LL=74649 /UG_GENE=493043
MOE430_2_1428002_at 17 22.1 A A 0.3 0.11 0.2 NC 0.25 gb:BB126281 /DB_XREF=gi:15408226 /DB_XREF=BB126281 /CLONE=9630013A14 /FEA=mRNA /CNT=4 /TID=Mm.2005.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1428004_at 478.5 521.5 P P 0.000244 0.000244 0.2 NC 0.16 gb:BC028766.1 /DB_XREF=gi:20380349 /FEA=mRNA /CNT=27 /TID=Mm.29952.1 /TIER=ConsEnd /STK=0 /UG=Mm.29952 /LL=78372 /UG_GENE=3300001
MOE430_2_1428029_a_ 2893.2 3188 P P 0.000732 0.000732 0.2 NC 0.31 gb:BC028539.1 /DB_XREF=gi:20306766 /FEA=mRNA /CNT=4 /TID=Mm.27624.1 /TIER=ConsEnd /STK=0 /UG=Mm.27624 /LL=77605 /UG_GENE=C530002L
MOE430_2_1428054_at 1.9 1.3 A A 0.78 0.91 0.2 NC 0.5 gb:AF503502.1 /DB_XREF=gi:20454278 /GEN=Slc8a2 /FEA=mRNA /CNT=1 /TID=Mm.221032.1 /TIER=ConsEnd /STK=0 /UG=Mm.221032 /DEF=Mus muscu
MOE430_2_1428073_a_ 571.8 634.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK002643.1 /DB_XREF=gi:12832779 /FEA=mRNA /CNT=254 /TID=Mm.35698.1 /TIER=Stack /STK=153 /UG=Mm.35698 /LL=19069 /UG_GENE=Prei2 /U
MOE430_2_1428084_at 151.2 200.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:AK012108.1 /DB_XREF=gi:12848651 /FEA=mRNA /CNT=192 /TID=Mm.34606.1 /TIER=Stack /STK=135 /UG=Mm.34606 /LL=67069 /UG_GENE=2610511
MOE430_2_1428085_at 851.1 752.7 P P 0.000244 0.000244 0.2 NC 0.4 gb:AK004285.1 /DB_XREF=gi:12835413 /FEA=mRNA /CNT=179 /TID=Mm.25608.1 /TIER=Stack /STK=133 /UG=Mm.25608 /LL=68832 /UG_GENE=1110057
MOE430_2_1428091_at 168.2 99.4 P P 0.000732 0.000732 0.2 NC 0.5 gb:AK012326.1 /DB_XREF=gi:12848993 /FEA=mRNA /CNT=183 /TID=Mm.22372.1 /TIER=Stack /STK=126 /UG=Mm.22372 /LL=67907 /UG_GENE=2700038
MOE430_2_1428092_at 304.8 348.3 P P 0.001953 0.001953 0.2 NC 0.04 gb:BF147656 /DB_XREF=gi:11028978 /DB_XREF=us37e03.x1 /CLONE=IMAGE:3169276 /FEA=mRNA /CNT=233 /TID=Mm.28270.1 /TIER=Stack /STK=18 /
MOE430_2_1428097_at 552.3 461.8 P P 0.000732 0.000244 0.2 I 0.001651 gb:AK010940.1 /DB_XREF=gi:12846727 /FEA=mRNA /CNT=170 /TID=Mm.29294.1 /TIER=Stack /STK=116 /UG=Mm.29294 /LL=72190 /UG_GENE=2510009
MOE430_2_1428119_a_ 106.1 128.2 P P 0.01 0.01 0.2 NC 0.04 gb:BM204180 /DB_XREF=gi:17759011 /DB_XREF=C0265G01-3 /CLONE=C0265G01 /FEA=mRNA /CNT=188 /TID=Mm.43152.2 /TIER=Stack /STK=17 /UG
MOE430_2_1428129_at 423.7 471.1 P P 0.000732 0.000732 0.2 NC 0.03 gb:AK011495.1 /DB_XREF=gi:12847654 /FEA=mRNA /CNT=250 /TID=Mm.203896.1 /TIER=Stack /STK=24 /UG=Mm.203896 /LL=70361 /UG_GENE=Lman1 
MOE430_2_1428130_at 410.7 424.7 P P 0.000244 0.000244 0.2 NC 0.11 gb:AI787074 /DB_XREF=gi:5334732 /DB_XREF=uj54h08.x1 /CLONE=IMAGE:1923807 /FEA=mRNA /CNT=250 /TID=Mm.203896.1 /TIER=Stack /STK=13 /U
MOE430_2_1428141_at 501.4 626.5 P P 0.000244 0.000244 0.2 I 0.000865 gb:AK004632.1 /DB_XREF=gi:12835937 /FEA=mRNA /CNT=175 /TID=Mm.29619.1 /TIER=Stack /STK=96 /UG=Mm.29619 /LL=74105 /UG_GENE=1200007E
MOE430_2_1428182_at 1172.4 1321.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK011290.1 /DB_XREF=gi:12847314 /FEA=mRNA /CNT=140 /TID=Mm.25125.1 /TIER=Stack /STK=78 /UG=Mm.25125 /LL=67763 /UG_GENE=5730409F
MOE430_2_1428198_at 81.8 99.4 P P 0.001221 0.000244 0.2 NC 0.03 gb:BB424591 /DB_XREF=gi:16423519 /DB_XREF=BB424591 /CLONE=C530042F19 /FEA=mRNA /CNT=109 /TID=Mm.219449.1 /TIER=Stack /STK=73 /UG



MOE430_2_1428207_at 50.1 60.1 P P 0.000244 0.000244 0.2 NC 0.14 gb:BB529413 /DB_XREF=gi:16445605 /DB_XREF=BB529413 /CLONE=E030001O10 /FEA=mRNA /CNT=174 /TID=Mm.28707.1 /TIER=Stack /STK=71 /UG=
MOE430_2_1428228_at 160.7 222.7 P P 0.000244 0.000732 0.2 NC 0.45 gb:AK013402.1 /DB_XREF=gi:12850738 /FEA=mRNA /CNT=105 /TID=Mm.20245.1 /TIER=Stack /STK=69 /UG=Mm.20245 /LL=72783 /UG_GENE=2810473H
MOE430_2_1428229_at 212.3 298.1 P P 0.000244 0.000244 0.2 NC 0.02 gb:AK017739.1 /DB_XREF=gi:12857136 /FEA=mRNA /CNT=167 /TID=Mm.56167.1 /TIER=Stack /STK=69 /UG=Mm.56167 /LL=70607 /UG_GENE=5730497N
MOE430_2_1428233_at 269.5 309 P P 0.000244 0.000244 0.2 NC 0.4 gb:BM208942 /DB_XREF=gi:17765271 /DB_XREF=C0637E07-3 /CLONE=C0637E07 /FEA=mRNA /CNT=312 /TID=Mm.34851.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1428235_at 1055.1 1141.7 P P 0.000244 0.000244 0.2 NC 0.06 gb:AK013962.1 /DB_XREF=gi:12851550 /FEA=mRNA /CNT=234 /TID=Mm.10406.1 /TIER=Stack /STK=68 /UG=Mm.10406 /LL=66925 /UG_GENE=3110001M
MOE430_2_1428236_at 131.7 149.1 P P 0.000244 0.000244 0.2 NC 0.23 gb:AK005001.1 /DB_XREF=gi:12836615 /FEA=mRNA /CNT=155 /TID=Mm.181973.1 /TIER=Stack /STK=68 /UG=Mm.181973 /LL=74159 /UG_GENE=130001
MOE430_2_1428269_a_ 475.4 462.4 P P 0.000244 0.000244 0.2 NC 0.1 gb:AK010388.1 /DB_XREF=gi:12845796 /FEA=mRNA /CNT=102 /TID=Mm.8766.1 /TIER=Stack /STK=63 /UG=Mm.8766 /LL=76485 /UG_GENE=2410004H05
MOE430_2_1428275_at 102.3 91.8 P P 0.000244 0.000244 0.2 NC 0.25 gb:AK004375.1 /DB_XREF=gi:12835534 /FEA=mRNA /CNT=152 /TID=Mm.142570.1 /TIER=Stack /STK=28 /UG=Mm.142570 /LL=68904 /UG_GENE=111006
MOE430_2_1428354_at 202.1 214.3 P P 0.000732 0.000244 0.2 I 0.000966 gb:BG063609 /DB_XREF=gi:12546172 /DB_XREF=H3009D01-3 /CLONE=H3009D01 /FEA=mRNA /CNT=161 /TID=Mm.27918.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1428358_at 11.1 14.9 A A 0.24 0.21 0.2 NC 0.5 gb:BF581690 /DB_XREF=gi:11655402 /DB_XREF=602099659F1 /CLONE=IMAGE:4219407 /FEA=mRNA /CNT=220 /TID=Mm.21835.1 /TIER=Stack /STK=48
MOE430_2_1428366_at 224.7 275.8 P P 0.000732 0.001221 0.2 NC 0.4 gb:AK005551.1 /DB_XREF=gi:12838185 /FEA=mRNA /CNT=74 /TID=Mm.5949.1 /TIER=Stack /STK=48 /UG=Mm.5949 /LL=73247 /UG_GENE=1600027N09R
MOE430_2_1428378_at 40.3 42.2 P P 0.005859 0.01 0.2 NC 0.5 gb:AK004770.1 /DB_XREF=gi:12836198 /FEA=mRNA /CNT=71 /TID=Mm.25243.1 /TIER=Stack /STK=47 /UG=Mm.25243 /LL=78781 /UG_GENE=9130009D1
MOE430_2_1428397_at 5.8 4.2 A A 0.33 0.5 0.2 NC 0.42 gb:AK004442.1 /DB_XREF=gi:12835626 /FEA=mRNA /CNT=70 /TID=Mm.17846.1 /TIER=Stack /STK=45 /UG=Mm.17846 /LL=68871 /UG_GENE=1190002B2
MOE430_2_1428404_at 71.8 66.3 P M 0.008057 0.05 0.2 NC 0.5 gb:AV330483 /DB_XREF=gi:16396139 /DB_XREF=AV330483 /CLONE=6330513N08 /FEA=mRNA /CNT=142 /TID=Mm.30467.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1428416_at 183.6 231.6 P P 0.000244 0.000732 0.2 NC 0.02 gb:AK012273.1 /DB_XREF=gi:12848911 /FEA=mRNA /CNT=103 /TID=Mm.28860.1 /TIER=Stack /STK=44 /UG=Mm.28860 /LL=67306 /UG_GENE=3110050N
MOE430_2_1428421_a_ 883.2 963.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BI453663 /DB_XREF=gi:15244319 /DB_XREF=603171616F1 /CLONE=IMAGE:5251418 /FEA=mRNA /CNT=86 /TID=Mm.38521.1 /TIER=Stack /STK=43 /
MOE430_2_1428423_at 454.5 533.5 P P 0.000244 0.000244 0.2 NC 0.17 gb:AK009638.1 /DB_XREF=gi:12844555 /FEA=mRNA /CNT=67 /TID=Mm.153298.1 /TIER=Stack /STK=43 /UG=Mm.153298 /LL=69587 /UG_GENE=2310035
MOE430_2_1428454_at 73.3 82.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK011603.1 /DB_XREF=gi:12847833 /FEA=mRNA /CNT=56 /TID=Mm.21593.1 /TIER=Stack /STK=41 /UG=Mm.21593 /LL=70201 /UG_GENE=2610028P0
MOE430_2_1428461_at 328.9 340.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:BM197691 /DB_XREF=gi:17749946 /DB_XREF=C0312B07-3 /CLONE=C0312B07 /FEA=mRNA /CNT=272 /TID=Mm.46613.1 /TIER=Stack /STK=40 /UG=
MOE430_2_1428465_at 881.8 1041.7 P P 0.000244 0.000244 0.2 NC 0.05 gb:AK010168.1 /DB_XREF=gi:12845419 /FEA=mRNA /CNT=73 /TID=Mm.27499.1 /TIER=Stack /STK=40 /UG=Mm.27499 /LL=69804 /UG_GENE=2010004E1
MOE430_2_1428468_at 165.9 206.6 P P 0.000244 0.000244 0.2 NC 0.05 gb:AK014175.1 /DB_XREF=gi:12851867 /FEA=mRNA /CNT=71 /TID=Mm.491.1 /TIER=Stack /STK=40 /UG=Mm.491 /LL=73205 /UG_GENE=3110043O21Rik
MOE430_2_1428469_a_ 100.6 137 P P 0.000732 0.001221 0.2 NC 0.08 gb:BI134609 /DB_XREF=gi:14584857 /DB_XREF=UI-M-BH3-brt-b-03-0-UI.s1 /CLONE=UI-M-BH3-brt-b-03-0-UI /FEA=mRNA /CNT=85 /TID=Mm.87456.
MOE430_2_1428475_at 258.5 270.7 P P 0.00415 0.000244 0.2 NC 0.09 gb:BI152210 /DB_XREF=gi:14612211 /DB_XREF=602917609F1 /CLONE=IMAGE:5067915 /FEA=mRNA /CNT=97 /TID=Mm.181422.1 /TIER=Stack /STK=39 
MOE430_2_1428489_at 584.1 630.1 P P 0.000244 0.000244 0.2 NC 0.39 gb:AK012852.1 /DB_XREF=gi:12849868 /FEA=mRNA /CNT=60 /TID=Mm.192448.1 /TIER=Stack /STK=38 /UG=Mm.192448 /LL=67197 /UG_GENE=2700088
MOE430_2_1428506_at 1492.2 1573.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK012074.1 /DB_XREF=gi:12848589 /GEN=Atic /FEA=mRNA /CNT=163 /TID=Mm.38010.1 /TIER=Stack /STK=36 /UG=Mm.38010 /LL=108147 /UG_TIT
MOE430_2_1428553_at 2026.9 2416.2 P P 0.000244 0.000244 0.2 NC 0.37 gb:BG069790 /DB_XREF=gi:12552359 /DB_XREF=H3080B08-3 /CLONE=H3080B08 /FEA=mRNA /CNT=96 /TID=Mm.29128.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1428561_at 212.1 280.9 P P 0.001221 0.001221 0.2 NC 0.008511 gb:AK011292.1 /DB_XREF=gi:12847317 /FEA=mRNA /CNT=55 /TID=Mm.41477.1 /TIER=Stack /STK=32 /UG=Mm.41477 /LL=69886 /UG_GENE=2610002J2
MOE430_2_1428568_at 85.8 121.1 P P 0.000244 0.000732 0.2 NC 0.22 gb:BB399106 /DB_XREF=gi:16412661 /DB_XREF=BB399106 /CLONE=C330012J05 /FEA=mRNA /CNT=73 /TID=Mm.110270.1 /TIER=Stack /STK=32 /UG=
MOE430_2_1428590_at 12.6 12.9 A A 0.43 0.5 0.2 NC 0.5 gb:AK011837.1 /DB_XREF=gi:12848211 /FEA=mRNA /CNT=92 /TID=Mm.23010.1 /TIER=ConsEnd /STK=1 /UG=Mm.23010 /LL=67228 /UG_GENE=2810443
MOE430_2_1428592_s_ 83.6 93.2 P P 0.03 0.02 0.2 NC 0.02 gb:BG064874 /DB_XREF=gi:12547437 /DB_XREF=H3024G11-3 /CLONE=H3024G11 /FEA=mRNA /CNT=98 /TID=Mm.200389.1 /TIER=Stack /STK=30 /UG=
MOE430_2_1428595_at 0.4 0.5 A A 0.94 0.9 0.2 NC 0.5 gb:AK014544.1 /DB_XREF=gi:12852466 /FEA=mRNA /CNT=50 /TID=Mm.24405.1 /TIER=Stack /STK=30 /UG=Mm.24405 /LL=74338 /UG_GENE=4632401C0
MOE430_2_1428602_at 0.7 1.2 A A 0.85 0.82 0.2 NC 0.42 gb:AK007011.1 /DB_XREF=gi:12840351 /FEA=mRNA /CNT=35 /TID=Mm.39529.1 /TIER=Stack /STK=30 /UG=Mm.39529 /LL=73478 /UG_GENE=1700085N2
MOE430_2_1428634_at 99.3 177.3 P P 0.000732 0.000732 0.2 NC 0.05 gb:BB522528 /DB_XREF=gi:9573986 /DB_XREF=BB522528 /CLONE=D930008D04 /FEA=mRNA /CNT=117 /TID=Mm.196472.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1428656_at 306.5 377.5 P P 0.000244 0.000244 0.2 NC 0.02 gb:BG072418 /DB_XREF=gi:12554987 /DB_XREF=H3110C08-3 /CLONE=H3110C08 /FEA=mRNA /CNT=66 /TID=Mm.196772.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1428665_at 2.4 1.3 A A 0.66 0.63 0.2 NC 0.04 gb:BQ174081 /DB_XREF=gi:20349572 /DB_XREF=UI-M-DJ2-bvv-f-06-0-UI.s1 /CLONE=UI-M-DJ2-bvv-f-06-0-UI /FEA=mRNA /CNT=30 /TID=Mm.56309
MOE430_2_1428675_at 291.1 348.2 P P 0.000244 0.000244 0.2 NC 0.22 gb:AK004208.1 /DB_XREF=gi:12835308 /FEA=mRNA /CNT=79 /TID=Mm.29131.1 /TIER=Stack /STK=26 /UG=Mm.29131 /LL=66193 /UG_GENE=1110049F1
MOE430_2_1428676_at 32.4 26.9 A M 0.09 0.05 0.2 NC 0.5 gb:AK004939.1 /DB_XREF=gi:12836502 /FEA=mRNA /CNT=66 /TID=Mm.34056.1 /TIER=Stack /STK=26 /UG=Mm.34056 /LL=71753 /UG_GENE=1300008A2
MOE430_2_1428686_at 2.1 1 A A 0.66 0.94 0.2 NC 0.5 gb:AK012841.1 /DB_XREF=gi:12849848 /FEA=mRNA /CNT=31 /TID=Mm.26072.1 /TIER=Stack /STK=26 /UG=Mm.26072 /LL=72670 /UG_GENE=2810029C0
MOE430_2_1428697_at 141.5 149.9 P P 0.000244 0.000244 0.2 NC 0.07 gb:BM939621 /DB_XREF=gi:19398773 /DB_XREF=UI-M-BG2-bce-f-02-0-UI.r1 /CLONE=UI-M-BG2-bce-f-02-0-UI /FEA=mRNA /CNT=112 /TID=Mm.286
MOE430_2_1428701_at 1 1.6 A A 0.69 0.72 0.2 NC 0.27 gb:AK004821.1 /DB_XREF=gi:12836292 /FEA=mRNA /CNT=39 /TID=Mm.22804.2 /TIER=Stack /STK=25 /UG=Mm.22804 /LL=71740 /UG_GENE=Pvrl4 /UG_
MOE430_2_1428714_at 405.2 546.1 P P 0.000244 0.000244 0.2 NC 0.46 gb:BQ175991 /DB_XREF=gi:20351483 /DB_XREF=UI-M-DJ2-bwf-c-16-0-UI.s1 /CLONE=UI-M-DJ2-bwf-c-16-0-UI /FEA=mRNA /CNT=106 /TID=Mm.403
MOE430_2_1428722_at 0.3 0.5 A A 0.87 0.68 0.2 NC 0.09 gb:AK009042.1 /DB_XREF=gi:12843595 /FEA=mRNA /CNT=43 /TID=Mm.20240.1 /TIER=Stack /STK=24 /UG=Mm.20240 /LL=76722 /UG_GENE=Ckmt2 /UG
MOE430_2_1428741_at 1.4 1 A A 0.72 0.92 0.2 NC 0.5 gb:AK014133.1 /DB_XREF=gi:12851807 /GEN=Elavl4 /FEA=mRNA /CNT=88 /TID=Mm.3970.3 /TIER=Stack /STK=9 /UG=Mm.3970 /LL=15572 /UG_TITLE=E
MOE430_2_1428744_s_ 588.5 657.5 P P 0.000244 0.000244 0.2 NC 0.22 gb:BB028923 /DB_XREF=gi:16258108 /DB_XREF=BB028923 /CLONE=5730426I10 /FEA=mRNA /CNT=58 /TID=Mm.41924.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1428745_a_ 162.1 173 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK009123.1 /DB_XREF=gi:12843721 /FEA=mRNA /CNT=32 /TID=Mm.32961.2 /TIER=Stack /STK=23 /UG=Mm.32961 /LL=69487 /UG_GENE=2310003L2
MOE430_2_1428749_at 31.8 27.4 P P 0.005859 0.005859 0.2 NC 0.13 gb:AK018275.1 /DB_XREF=gi:12857907 /FEA=mRNA /CNT=44 /TID=Mm.23594.1 /TIER=Stack /STK=23 /UG=Mm.23594 /LL=76881 /UG_GENE=6430411K1
MOE430_2_1428790_at 1.9 1.4 A A 0.95 0.98 0.2 NC 0.75 gb:AV231045 /DB_XREF=gi:16385804 /DB_XREF=AV231045 /CLONE=4632403N22 /FEA=mRNA /CNT=37 /TID=Mm.32584.2 /TIER=Stack /STK=21 /UG=M
MOE430_2_1428805_at 566.4 621.9 P P 0.000244 0.000244 0.2 NC 0.18 gb:AI854658 /DB_XREF=gi:5498564 /DB_XREF=UI-M-BH0-akc-a-01-0-UI.s1 /CLONE=UI-M-BH0-akc-a-01-0-UI /FEA=mRNA /CNT=38 /TID=Mm.26071.
MOE430_2_1428810_at 91.8 126.4 P P 0.01 0.00415 0.2 NC 0.01 gb:AK012621.1 /DB_XREF=gi:12849486 /FEA=mRNA /CNT=35 /TID=Mm.59041.1 /TIER=Stack /STK=21 /UG=Mm.59041 /LL=72658 /UG_GENE=2700097O0
MOE430_2_1428829_at 66 86.4 P P 0.000732 0.000732 0.2 NC 0.19 gb:AK018353.1 /DB_XREF=gi:12858015 /FEA=mRNA /CNT=54 /TID=Mm.105325.1 /TIER=Stack /STK=20 /UG=Mm.105325 /LL=75743 /UG_GENE=6820401
MOE430_2_1428854_at 286.3 308.9 P P 0.000244 0.000244 0.2 NC 0.1 gb:AK018286.1 /DB_XREF=gi:12857922 /FEA=mRNA /CNT=54 /TID=Mm.33294.1 /TIER=Stack /STK=19 /UG=Mm.33294 /LL=76230 /UG_GENE=6430595O1
MOE430_2_1428862_at 140.4 185.1 P P 0.000244 0.001953 0.2 NC 0.5 gb:AK018641.1 /DB_XREF=gi:12858453 /FEA=mRNA /CNT=38 /TID=Mm.5231.1 /TIER=Stack /STK=19 /UG=Mm.5231 /LL=74569 /UG_GENE=9130020K17R
MOE430_2_1428884_at 299 333.3 P P 0.000732 0.000244 0.2 NC 0.01 gb:AK003528.1 /DB_XREF=gi:12834248 /FEA=mRNA /CNT=91 /TID=Mm.17333.1 /TIER=Stack /STK=9 /UG=Mm.17333 /LL=66146 /UG_GENE=1110007C24
MOE430_2_1428905_at 615.1 698.4 P P 0.000244 0.000244 0.2 NC 0.15 gb:AI118026 /DB_XREF=gi:3518350 /DB_XREF=ui44f02.x1 /CLONE=IMAGE:1885275 /FEA=mRNA /CNT=123 /TID=Mm.31178.1 /TIER=Stack /STK=17 /UG
MOE430_2_1428958_at 586.3 775 P P 0.000244 0.000244 0.2 NC 0.09 gb:AV265674 /DB_XREF=gi:16389383 /DB_XREF=AV265674 /CLONE=4930510E01 /FEA=mRNA /CNT=37 /TID=Mm.107266.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1428987_at 2.8 2.8 A A 0.5 0.49 0.2 NC 0.16 gb:AK005789.1 /DB_XREF=gi:12838545 /FEA=mRNA /CNT=18 /TID=Mm.23114.1 /TIER=Stack /STK=15 /UG=Mm.23114 /LL=75465 /UG_GENE=1700009A0
MOE430_2_1428999_at 40.8 32.7 P P 0.00293 0.001953 0.2 NC 0.5 gb:BB703289 /DB_XREF=gi:16052124 /DB_XREF=BB703289 /CLONE=7420450H12 /FEA=mRNA /CNT=62 /TID=Mm.179945.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429000_at 49.2 76.2 P P 0.000244 0.000732 0.2 NC 0.31 gb:AK010013.1 /DB_XREF=gi:12845163 /FEA=mRNA /CNT=62 /TID=Mm.179945.1 /TIER=ConsEnd /STK=4 /UG=Mm.179945 /LL=66963 /UG_GENE=23100
MOE430_2_1429020_at 1.3 1.6 A A 0.45 0.45 0.2 NC 0.5 gb:BB777713 /DB_XREF=gi:16938413 /DB_XREF=BB777713 /CLONE=G430041O11 /FEA=mRNA /CNT=21 /TID=Mm.200846.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1429024_at 16.2 13.8 A P 0.3 0.01 0.2 NC 0.17 gb:AK003783.1 /DB_XREF=gi:12834658 /FEA=mRNA /CNT=19 /TID=Mm.83793.1 /TIER=Stack /STK=14 /UG=Mm.83793 /LL=73713 /UG_GENE=1110018J2
MOE430_2_1429042_at 121 159.3 P P 0.01 0.00293 0.2 NC 0.2 gb:AV240570 /DB_XREF=gi:15405174 /DB_XREF=AV240570 /CLONE=4732441L12 /FEA=mRNA /CNT=82 /TID=Mm.32615.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429108_at 57.5 60.6 P P 0.000732 0.000732 0.2 NC 0.12 gb:BE986573 /DB_XREF=gi:10661041 /DB_XREF=UI-M-CG0p-bew-b-05-0-UI.s1 /CLONE=UI-M-CG0p-bew-b-05-0-UI /FEA=mRNA /CNT=112 /TID=Mm
MOE430_2_1429110_a_ 184.8 233 P P 0.000244 0.000244 0.2 NC 0.13 gb:AW701004 /DB_XREF=gi:7585127 /DB_XREF=un71a05.x1 /CLONE=IMAGE:2520176 /FEA=mRNA /CNT=40 /TID=Mm.3010.2 /TIER=Stack /STK=11 /UG
MOE430_2_1429126_at 63.8 69 P P 0.02 0.000244 0.2 I 0.000966 gb:BB793116 /DB_XREF=gi:16962735 /DB_XREF=BB793116 /CLONE=G430144G12 /FEA=mRNA /CNT=27 /TID=Mm.3344.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429130_at 1.6 0.6 A A 0.85 0.88 0.2 NC 0.5 gb:AK016657.1 /DB_XREF=gi:12855513 /FEA=mRNA /CNT=21 /TID=Mm.31590.1 /TIER=Stack /STK=11 /UG=Mm.31590 /LL=74407 /UG_GENE=4933404O1
MOE430_2_1429132_at 0.7 0.9 A A 0.99 0.94 0.2 NC 0.53 gb:AV010904 /DB_XREF=gi:4787891 /DB_XREF=AV010904 /CLONE=1110029K02 /FEA=mRNA /CNT=19 /TID=Mm.80388.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1429137_at 51.9 51.5 P P 0.001953 0.000732 0.2 NC 0.29 gb:AK013137.1 /DB_XREF=gi:12850312 /FEA=mRNA /CNT=20 /TID=Mm.27284.1 /TIER=Stack /STK=11 /UG=Mm.27284 /LL=69962 /UG_GENE=2810422O2
MOE430_2_1429138_at 26.4 27.1 P P 0.03 0.03 0.2 NC 0.02 gb:BB391772 /DB_XREF=gi:9114730 /DB_XREF=BB391772 /CLONE=C230075N20 /FEA=mRNA /CNT=18 /TID=Mm.127382.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429142_at 4.2 2.5 A M 0.36 0.06 0.2 NC 0.5 gb:AK005884.1 /DB_XREF=gi:12838698 /FEA=mRNA /CNT=14 /TID=Mm.23510.1 /TIER=Stack /STK=11 /UG=Mm.23510 /LL=76382 /UG_GENE=1700012A0
MOE430_2_1429151_at 1004.9 1154.7 P P 0.000244 0.000244 0.2 I 0.001832 gb:AK011714.1 /DB_XREF=gi:12848014 /FEA=mRNA /CNT=59 /TID=Mm.9671.1 /TIER=Stack /STK=10 /UG=Mm.9671 /LL=75626 /UG_GENE=2610037L01R
MOE430_2_1429161_at 60.5 59.4 P A 0.03 0.08 0.2 NC 0.36 gb:AK004398.1 /DB_XREF=gi:12835565 /FEA=mRNA /CNT=25 /TID=Mm.22779.1 /TIER=Stack /STK=10 /UG=Mm.22779 /LL=68865 /UG_GENE=1110067L2
MOE430_2_1429164_at 105.4 97.6 P P 0.000244 0.000244 0.2 NC 0.1 gb:AK021185.1 /DB_XREF=gi:12861987 /FEA=mRNA /CNT=15 /TID=Mm.41431.1 /TIER=Stack /STK=10 /UG=Mm.41431 /LL=77613 /UG_GENE=C330007D
MOE430_2_1429191_at 137.4 158.5 P P 0.000244 0.000244 0.2 NC 0.11 gb:BB149206 /DB_XREF=gi:15408919 /DB_XREF=BB149206 /CLONE=9930120A03 /FEA=mRNA /CNT=40 /TID=Mm.45040.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429200_at 41.5 37.7 P P 0.03 0.02 0.2 NC 0.03 gb:AV314235 /DB_XREF=gi:15406061 /DB_XREF=AV314235 /CLONE=5830417E03 /FEA=mRNA /CNT=43 /TID=Mm.2005.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1429213_at 112.7 118.1 P P 0.000732 0.000244 0.2 NC 0.3 gb:AK009547.1 /DB_XREF=gi:12844408 /FEA=mRNA /CNT=15 /TID=Mm.46585.1 /TIER=Stack /STK=9 /UG=Mm.46585 /LL=76947 /UG_GENE=2310030N02
MOE430_2_1429219_at 466.2 596.2 P P 0.000732 0.000732 0.2 NC 0.11 gb:AK004670.1 /DB_XREF=gi:12836008 /FEA=mRNA /CNT=25 /TID=Mm.37415.1 /TIER=Stack /STK=9 /UG=Mm.37415 /LL=67454 /UG_GENE=1200009F10
MOE430_2_1429248_at 423.6 510.2 P P 0.000244 0.000244 0.2 NC 0.11 gb:AK002873.1 /DB_XREF=gi:12833175 /FEA=mRNA /CNT=31 /TID=Mm.86560.1 /TIER=Stack /STK=8 /UG=Mm.86560 /LL=68020 /UG_GENE=2810002N01
MOE430_2_1429264_at 188.8 154.8 P P 0.000732 0.000244 0.2 NC 0.5 gb:AK021143.1 /DB_XREF=gi:12861929 /FEA=mRNA /CNT=22 /TID=Mm.33215.1 /TIER=Stack /STK=8 /UG=Mm.33215 /LL=68128 /UG_GENE=C030044B1
MOE430_2_1429291_at 1330.2 1491.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BM225206 /DB_XREF=gi:17786722 /DB_XREF=K0208A07-3 /CLONE=K0208A07 /FEA=mRNA /CNT=255 /TID=Mm.182318.1 /TIER=Stack /STK=79 /UG
MOE430_2_1429315_at 27.2 38.2 P P 0.001221 0.00293 0.2 NC 0.42 gb:AK018343.1 /DB_XREF=gi:12858002 /FEA=mRNA /CNT=93 /TID=Mm.218599.1 /TIER=Stack /STK=21 /UG=Mm.218599 /LL=76248 /UG_GENE=6530420
MOE430_2_1429317_at 32.3 35.3 P P 0.005859 0.001953 0.2 NC 0.05 gb:AK012351.1 /DB_XREF=gi:12849036 /FEA=mRNA /CNT=74 /TID=Mm.5904.1 /TIER=Stack /STK=47 /UG=Mm.5904 /LL=76563 /UG_GENE=2700038P16R
MOE430_2_1429356_s_ 30.5 37.6 P P 0.00415 0.001953 0.2 NC 0.07 gb:AW538065 /DB_XREF=gi:7180482 /DB_XREF=C0102G06-3 /CLONE=C0102G06 /FEA=mRNA /CNT=66 /TID=Mm.148039.1 /TIER=Stack /STK=31 /UG=
MOE430_2_1429367_at 305.1 341 P P 0.000244 0.000244 0.2 NC 0.46 gb:BB826276 /DB_XREF=gi:17004519 /DB_XREF=BB826276 /CLONE=G830042C21 /FEA=mRNA /CNT=157 /TID=Mm.29432.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1429383_at 230.6 303.1 P P 0.000244 0.000244 0.2 NC 0.006503 gb:BB094326 /DB_XREF=gi:15407816 /DB_XREF=BB094326 /CLONE=9430046C24 /FEA=mRNA /CNT=93 /TID=Mm.86352.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1429399_at 56.8 70.5 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB667823 /DB_XREF=gi:16399272 /DB_XREF=BB667823 /CLONE=C730043K02 /FEA=mRNA /CNT=46 /TID=Mm.45980.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1429414_at 1.4 2.6 A A 0.75 0.6 0.2 NC 0.5 gb:BB705593 /DB_XREF=gi:16054428 /DB_XREF=BB705593 /CLONE=7420478P08 /FEA=mRNA /CNT=43 /TID=Mm.87451.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1429420_at 51.4 58.8 P P 0.000732 0.000732 0.2 NC 0.22 gb:AK016457.1 /DB_XREF=gi:12855197 /FEA=mRNA /CNT=30 /TID=Mm.79815.1 /TIER=Stack /STK=23 /UG=Mm.79815 /LL=74359 /UG_GENE=4931414P1
MOE430_2_1429427_s_ 306.4 383.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB283754 /DB_XREF=gi:8984203 /DB_XREF=BB283754 /CLONE=A930103E07 /FEA=mRNA /CNT=180 /TID=Mm.4269.4 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1429453_a_ 280.1 293 P P 0.00293 0.00293 0.2 NC 0.12 gb:BM209870 /DB_XREF=gi:17766486 /DB_XREF=C0655A02-3 /CLONE=C0655A02 /FEA=mRNA /CNT=71 /TID=Mm.34801.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1429487_at 290.8 344.9 P P 0.000732 0.000732 0.2 NC 0.02 gb:BE946069 /DB_XREF=gi:10523828 /DB_XREF=UI-M-BH3-awi-e-11-0-UI.s1 /CLONE=UI-M-BH3-awi-e-11-0-UI /FEA=mRNA /CNT=88 /TID=Mm.13312
MOE430_2_1429508_at 121.5 138.8 P P 0.000244 0.000244 0.2 NC 0.15 gb:AW555676 /DB_XREF=gi:7201099 /DB_XREF=L0257G04-3 /CLONE=L0257G04 /FEA=mRNA /CNT=52 /TID=Mm.133361.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1429516_at 29.7 37.3 P M 0.01 0.05 0.2 NC 0.88 gb:AK018693.1 /DB_XREF=gi:12858529 /FEA=mRNA /CNT=82 /TID=Mm.28234.1 /TIER=ConsEnd /STK=0 /UG=Mm.28234 /LL=76736 /UG_GENE=9930021A
MOE430_2_1429528_at 719.5 810.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:AV139351 /DB_XREF=gi:5343346 /DB_XREF=AV139351 /CLONE=2810049M23 /FEA=mRNA /CNT=211 /TID=Mm.4113.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1429532_at 393.9 490.2 P P 0.000244 0.000244 0.2 NC 0.008511 gb:AK018377.1 /DB_XREF=gi:12858050 /FEA=mRNA /CNT=60 /TID=Mm.44874.1 /TIER=Stack /STK=15 /UG=Mm.44874 /LL=74522 /UG_GENE=8430403M0
MOE430_2_1429533_at 246.9 329.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB222675 /DB_XREF=gi:8891287 /DB_XREF=BB222675 /CLONE=A530079A07 /FEA=mRNA /CNT=115 /TID=Mm.183073.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1429553_at 17.5 17.9 A A 0.5 0.43 0.2 NC 0.5 gb:AK004006.1 /DB_XREF=gi:12835007 /FEA=mRNA /CNT=19 /TID=Mm.44488.1 /TIER=Stack /STK=15 /UG=Mm.44488 /LL=68709 /UG_GENE=1110031K2
MOE430_2_1429564_at 69.8 83.7 P P 0.01 0.008057 0.2 NC 0.06 gb:AK002387.1 /DB_XREF=gi:12832331 /FEA=mRNA /CNT=40 /TID=Mm.41441.1 /TIER=Stack /STK=14 /UG=Mm.41441 /LL=76073 /UG_GENE=5830443C2
MOE430_2_1429601_x_ 93.8 90.9 P P 0.000244 0.000244 0.2 NC 0.36 gb:AK003824.1 /DB_XREF=gi:12834725 /FEA=mRNA /CNT=20 /TID=Mm.32266.1 /TIER=Stack /STK=13 /UG=Mm.32266 /LL=68621 /UG_GENE=1110019K2
MOE430_2_1429643_a_ 2.8 1.5 A A 0.85 0.88 0.2 NC 0.5 gb:AK017183.1 /DB_XREF=gi:12856299 /FEA=mRNA /CNT=17 /TID=Mm.5145.3 /TIER=Stack /STK=12 /UG=Mm.5145 /LL=18575 /UG_GENE=Pde1c /UG_T
MOE430_2_1429652_at 418.2 481.3 P P 0.000244 0.000244 0.2 NC 0.05 gb:AK009976.1 /DB_XREF=gi:12845107 /FEA=mRNA /CNT=45 /TID=Mm.80025.1 /TIER=Stack /STK=11 /UG=Mm.80025 /LL=69658 /UG_GENE=2310058D1
MOE430_2_1429653_at 25.8 31.2 P P 0.000732 0.000732 0.2 NC 0.5 gb:BF580801 /DB_XREF=gi:11654513 /DB_XREF=602093964F1 /CLONE=IMAGE:4208487 /FEA=mRNA /CNT=59 /TID=Mm.196377.1 /TIER=Stack /STK=11
MOE430_2_1429670_a_ 52.9 56.3 P P 0.02 0.03 0.2 NC 0.48 gb:BB321286 /DB_XREF=gi:16403357 /DB_XREF=BB321286 /CLONE=B230397P06 /FEA=mRNA /CNT=13 /TID=Mm.48211.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429689_at 32.7 29.9 P P 0.008057 0.000244 0.2 NC 0.5 gb:AK016544.1 /DB_XREF=gi:12855331 /FEA=mRNA /CNT=29 /TID=Mm.23132.1 /TIER=Stack /STK=10 /UG=Mm.23132 /LL=74384 /UG_GENE=4932433N0
MOE430_2_1429705_at 3.4 2.1 A A 0.59 0.53 0.2 NC 0.41 gb:AK005760.1 /DB_XREF=gi:12838500 /FEA=mRNA /CNT=11 /TID=Mm.45607.1 /TIER=Stack /STK=10 /UG=Mm.45607 /LL=69363 /UG_GENE=1700008E0
MOE430_2_1429719_at 205.1 208 P P 0.000732 0.000244 0.2 NC 0.5 gb:AK009204.1 /DB_XREF=gi:12843852 /FEA=mRNA /CNT=29 /TID=Mm.34563.1 /TIER=Stack /STK=9 /UG=Mm.34563 /LL=70091 /UG_GENE=2310007G05
MOE430_2_1429720_at 500 570.1 P P 0.000244 0.000244 0.2 NC 0.25 gb:AU081000 /DB_XREF=gi:6085754 /DB_XREF=AU081000 /CLONE=MNCb-6493 /FEA=mRNA /CNT=48 /TID=Mm.195964.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1429737_a_ 268.5 394.1 P P 0.000244 0.000244 0.2 NC 0.27 gb:AK016165.1 /DB_XREF=gi:12854792 /FEA=mRNA /CNT=19 /TID=Mm.37972.1 /TIER=Stack /STK=9 /UG=Mm.37972 /LL=66586 /UG_GENE=0610009I22R
MOE430_2_1429752_x_ 27.8 19.6 A A 0.24 0.3 0.2 NC 0.5 gb:AV273445 /DB_XREF=gi:16390319 /DB_XREF=AV273445 /CLONE=4932411E05 /FEA=mRNA /CNT=11 /TID=Mm.196382.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429787_x_ 319.8 358.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK008144.1 /DB_XREF=gi:12842149 /FEA=mRNA /CNT=12 /TID=Mm.38994.3 /TIER=Stack /STK=8 /UG=Mm.38994 /LL=66564 /UG_GENE=2600001N01
MOE430_2_1429796_at 103.8 120.6 P P 0.001221 0.000244 0.2 NC 0.05 gb:AK008844.1 /DB_XREF=gi:12843280 /FEA=mRNA /CNT=11 /TID=Mm.63547.1 /TIER=Stack /STK=8 /UG=Mm.63547 /LL=72378 /UG_GENE=2210407G14
MOE430_2_1429811_at 26.1 21.5 P P 0.01 0.005859 0.2 NC 0.4 gb:AI452182 /DB_XREF=gi:4300132 /DB_XREF=mp83b12.x1 /CLONE=IMAGE:575807 /FEA=mRNA /CNT=16 /TID=Mm.34753.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429864_at 1.8 0.8 A A 0.91 0.85 0.2 NC 0.4 gb:AK006994.1 /DB_XREF=gi:12840332 /FEA=mRNA /CNT=11 /TID=Mm.159156.1 /TIER=ConsEnd /STK=7 /UG=Mm.159156 /LL=74281 /UG_GENE=17000
MOE430_2_1429866_at 7.1 7.8 A A 0.36 0.36 0.2 NC 0.5 gb:AK009866.1 /DB_XREF=gi:12844925 /FEA=mRNA /CNT=11 /TID=Mm.35669.2 /TIER=ConsEnd /STK=7 /UG=Mm.35669 /LL=66395 /UG_GENE=2310047
MOE430_2_1429871_at 21.5 30.7 P P 0.01 0.001221 0.2 NC 0.19 gb:AK020144.1 /DB_XREF=gi:12860636 /GEN=Hmmr /FEA=mRNA /CNT=8 /TID=Mm.132549.1 /TIER=ConsEnd /STK=7 /UG=Mm.132549 /UG_TITLE=Mus m
MOE430_2_1429876_at 99.3 124 P P 0.000244 0.000244 0.2 NC 0.09 gb:BB822310 /DB_XREF=gi:16994939 /DB_XREF=BB822310 /CLONE=G830018C17 /FEA=mRNA /CNT=31 /TID=Mm.164187.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1429880_at 29.5 35.1 A A 0.36 0.19 0.2 NC 0.33 gb:AV256796 /DB_XREF=gi:16388351 /DB_XREF=AV256796 /CLONE=4921531C22 /FEA=mRNA /CNT=27 /TID=Mm.31773.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1429883_at 76.3 89.4 P P 0.000244 0.000244 0.2 NC 0.03 gb:AK013221.1 /DB_XREF=gi:12850447 /FEA=mRNA /CNT=13 /TID=Mm.41077.1 /TIER=ConsEnd /STK=6 /UG=Mm.41077 /LL=72742 /UG_GENE=2810432
MOE430_2_1429885_at 26.2 31.2 A A 0.08 0.14 0.2 NC 0.5 gb:AK015280.1 /DB_XREF=gi:12853556 /FEA=mRNA /CNT=14 /TID=Mm.124849.1 /TIER=ConsEnd /STK=6 /UG=Mm.124849 /LL=73886 /UG_GENE=49304
MOE430_2_1429913_at 1.1 0.8 A A 0.92 0.78 0.2 NC 0.37 gb:AK014626.1 /DB_XREF=gi:12852597 /FEA=mRNA /CNT=11 /TID=Mm.105571.1 /TIER=ConsEnd /STK=6 /UG=Mm.105571 /LL=74571 /UG_GENE=47314
MOE430_2_1429930_at 3.1 3.7 A A 0.6 0.56 0.2 NC 0.57 gb:AK006449.1 /DB_XREF=gi:12839558 /FEA=mRNA /CNT=7 /TID=Mm.49890.1 /TIER=ConsEnd /STK=6 /UG=Mm.49890 /LL=71870 /UG_GENE=Nesg1-pe
MOE430_2_1429939_at 34.4 33.4 P P 0.00293 0.001221 0.2 NC 0.31 gb:AK015925.1 /DB_XREF=gi:12854455 /FEA=mRNA /CNT=24 /TID=Mm.195912.2 /TIER=ConsEnd /STK=5 /UG=Mm.195912 /LL=74557 /UG_GENE=91300
MOE430_2_1429958_x_ 560.1 560.6 P P 0.000244 0.000244 0.2 NC 0.37 gb:BI790001 /DB_XREF=gi:15817726 /DB_XREF=ic43c05.x1 /CLONE=IMAGE:5656328 /FEA=mRNA /CNT=10 /TID=Mm.29230.3 /TIER=ConsEnd /STK=5 /U
MOE430_2_1429966_at 25.1 31.8 P P 0.008057 0.01 0.2 NC 0.5 gb:AW061107 /DB_XREF=gi:6008858 /DB_XREF=UI-M-BH1-alj-a-02-0-UI.s2 /CLONE=UI-M-BH1-alj-a-02-0-UI /FEA=mRNA /CNT=9 /TID=Mm.34725.1 /
MOE430_2_1429972_s_ 53.1 43.6 P P 0.00415 0.00415 0.2 NC 0.58 gb:BE948556 /DB_XREF=gi:10526315 /DB_XREF=UI-M-BH3-awa-b-02-0-UI.s4 /CLONE=UI-M-BH3-awa-b-02-0-UI /FEA=mRNA /CNT=7 /TID=Mm.1764
MOE430_2_1429980_x_ 68.9 77.6 P P 0.001221 0.000732 0.2 NC 0.5 gb:AK007977.1 /DB_XREF=gi:12841874 /FEA=mRNA /CNT=9 /TID=Mm.221174.2 /TIER=ConsEnd /STK=5 /UG=Mm.221174 /LL=72055 /UG_GENE=181007
MOE430_2_1429997_at 14.1 14.2 P A 0.00293 0.08 0.2 NC 0.13 gb:AK014650.1 /DB_XREF=gi:12852639 /FEA=mRNA /CNT=7 /TID=Mm.159797.1 /TIER=ConsEnd /STK=5 /UG=Mm.159797 /LL=76861 /UG_GENE=483244
MOE430_2_1430010_at 20.4 21.4 P P 0.001953 0.02 0.2 NC 0.26 gb:AK013380.1 /DB_XREF=gi:12850702 /FEA=mRNA /CNT=6 /TID=Mm.197438.1 /TIER=ConsEnd /STK=5 /UG=Mm.197438 /LL=72814 /UG_GENE=281046
MOE430_2_1430017_at 5 8.9 A A 0.36 0.43 0.2 NC 0.5 gb:AK005476.1 /DB_XREF=gi:12838059 /FEA=mRNA /CNT=6 /TID=Mm.160709.1 /TIER=ConsEnd /STK=5 /UG=Mm.160709 /LL=72000 /UG_GENE=160001
MOE430_2_1430021_a_ 566.9 599.4 P P 0.000244 0.000244 0.2 NC 0.24 gb:AK011772.1 /DB_XREF=gi:12848108 /GEN=Uble1a /FEA=mRNA /CNT=45 /TID=Mm.29698.2 /TIER=ConsEnd /STK=4 /UG=Mm.29698 /LL=56459 /UG_T
MOE430_2_1430025_at 13.8 24.1 A A 0.09 0.09 0.2 NC 0.37 gb:AK015002.1 /DB_XREF=gi:12853166 /GEN=Ppp3cc /FEA=mRNA /CNT=26 /TID=Mm.1567.2 /TIER=ConsEnd /STK=4 /UG=Mm.1567 /LL=19057 /UG_TIT
MOE430_2_1430037_at 51.5 57.5 P P 0.00293 0.01 0.2 NC 0.5 gb:AK017836.1 /DB_XREF=gi:12857293 /FEA=mRNA /CNT=17 /TID=Mm.28160.1 /TIER=ConsEnd /STK=4 /UG=Mm.28160 /LL=76742 /UG_GENE=5730552
MOE430_2_1430039_at 0.9 1.2 A A 0.8 0.62 0.2 NC 0.11 gb:AK018346.1 /DB_XREF=gi:12858006 /FEA=mRNA /CNT=13 /TID=Mm.169127.1 /TIER=ConsEnd /STK=4 /UG=Mm.169127 /LL=74515 /UG_GENE=66204
MOE430_2_1430051_at 20.4 28.3 A A 0.14 0.14 0.2 NC 0.5 gb:AK015635.1 /DB_XREF=gi:12854041 /FEA=mRNA /CNT=10 /TID=Mm.19839.1 /TIER=ConsEnd /STK=4 /UG=Mm.19839 /LL=75008 /UG_GENE=4930486
MOE430_2_1430056_at 25.5 22.2 A A 0.27 0.19 0.2 NC 0.5 gb:AV154248 /DB_XREF=gi:5359454 /DB_XREF=AV154248 /CLONE=2900060J04 /FEA=mRNA /CNT=11 /TID=Mm.158923.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430060_at 1.3 1.3 A A 0.93 0.94 0.2 NC 0.44 gb:AK006593.1 /DB_XREF=gi:12839771 /FEA=mRNA /CNT=7 /TID=Mm.46094.1 /TIER=ConsEnd /STK=4 /UG=Mm.46094 /LL=67325 /UG_GENE=1700034G
MOE430_2_1430061_at 1.5 2.9 A A 0.69 0.77 0.2 NC 0.54 gb:AV205497 /DB_XREF=gi:6146350 /DB_XREF=AV205497 /CLONE=1700080G05 /FEA=mRNA /CNT=7 /TID=Mm.34766.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1430074_x_ 11.7 14.1 P P 0.01 0.00415 0.2 NC 0.2 gb:AI607344 /DB_XREF=gi:4616511 /DB_XREF=ub76b02.x1 /CLONE=IMAGE:1383627 /FEA=mRNA /CNT=11 /TID=Mm.77509.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1430093_at 16.7 17.7 P P 0.00415 0.02 0.2 NC 0.5 gb:AK016707.1 /DB_XREF=gi:12855590 /FEA=mRNA /CNT=6 /TID=Mm.124612.1 /TIER=ConsEnd /STK=4 /UG=Mm.124612 /LL=74420 /UG_GENE=493340
MOE430_2_1430103_at 15.4 17.1 M A 0.05 0.06 0.2 NC 0.13 gb:AK018542.1 /DB_XREF=gi:12858294 /FEA=mRNA /CNT=6 /TID=Mm.158713.1 /TIER=ConsEnd /STK=4 /UG=Mm.158713 /LL=71513 /UG_GENE=903060
MOE430_2_1430112_at 1.7 2.6 A A 0.8 0.6 0.2 NC 0.46 gb:AK016965.1 /DB_XREF=gi:12855982 /FEA=mRNA /CNT=5 /TID=Mm.158631.1 /TIER=ConsEnd /STK=4 /UG=Mm.158631 /LL=71245 /UG_GENE=493342
MOE430_2_1430117_a_ 88.7 104.9 P P 0.000244 0.000732 0.2 NC 0.33 gb:AK010444.1 /DB_XREF=gi:12845894 /GEN=Zfp64 /FEA=mRNA /CNT=5 /TID=Mm.2095.3 /TIER=ConsEnd /STK=4 /UG=Mm.2095 /LL=22722 /UG_TITLE
MOE430_2_1430128_a_ 14.1 15.5 A A 0.27 0.27 0.2 NC 0.5 gb:AK002562.1 /DB_XREF=gi:12832633 /FEA=mRNA /CNT=17 /TID=Mm.28147.2 /TIER=ConsEnd /STK=3 /UG=Mm.28147 /LL=70335 /UG_GENE=0610011
MOE430_2_1430138_at 39 49 P P 0.000732 0.00415 0.2 NC 0.5 gb:AW987309 /DB_XREF=gi:8182162 /DB_XREF=uf16f07.x1 /CLONE=IMAGE:1511557 /FEA=mRNA /CNT=26 /TID=Mm.171370.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1430155_at 16.9 17.5 P P 0.03 0.03 0.2 NC 0.16 gb:AK016947.1 /DB_XREF=gi:12855953 /FEA=mRNA /CNT=8 /TID=Mm.212790.1 /TIER=ConsEnd /STK=3 /UG=Mm.212790 /LL=66769 /UG_GENE=493342
MOE430_2_1430182_a_ 10.2 6.2 A A 0.23 0.19 0.2 NC 0.37 gb:AK011105.1 /DB_XREF=gi:12847012 /GEN=Hmga2 /FEA=mRNA /CNT=8 /TID=Mm.75927.1 /TIER=ConsEnd /STK=3 /UG=Mm.75927 /UG_TITLE=Mus mu
MOE430_2_1430185_at 12.6 14.4 P P 0.008057 0.01 0.2 NC 0.5 gb:BB109690 /DB_XREF=gi:8762258 /DB_XREF=BB109690 /CLONE=9530020G23 /FEA=mRNA /CNT=7 /TID=Mm.130788.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430190_at 15.9 20.7 P P 0.008057 0.005859 0.2 NC 0.5 gb:AK006668.1 /DB_XREF=gi:12839877 /FEA=mRNA /CNT=6 /TID=Mm.196069.1 /TIER=ConsEnd /STK=3 /UG=Mm.196069 /LL=73332 /UG_GENE=170004
MOE430_2_1430206_at 2.4 3.8 A A 0.6 0.33 0.2 NC 0.5 gb:AK016730.1 /DB_XREF=gi:12855625 /FEA=mRNA /CNT=5 /TID=Mm.158584.1 /TIER=ConsEnd /STK=3 /UG=Mm.158584 /LL=71141 /UG_GENE=493340
MOE430_2_1430220_at 10.6 13 P P 0.03 0.005859 0.2 NC 0.27 gb:AK017802.1 /DB_XREF=gi:12857235 /FEA=mRNA /CNT=7 /TID=Mm.170194.1 /TIER=ConsEnd /STK=3 /UG=Mm.170194 /LL=66655 /UG_GENE=573053
MOE430_2_1430222_at 0.7 0.6 A A 0.9 0.96 0.2 NC 0.5 gb:BB538672 /DB_XREF=gi:9594172 /DB_XREF=BB538672 /CLONE=E130013B03 /FEA=mRNA /CNT=6 /TID=Mm.136979.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430227_at 8.4 9.5 A A 0.36 0.46 0.2 NC 0.42 gb:AI507126 /DB_XREF=gi:4404977 /DB_XREF=vi77g10.x1 /CLONE=IMAGE:918306 /FEA=mRNA /CNT=6 /TID=Mm.86792.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430240_a_ 1 0.8 A A 0.69 0.78 0.2 NC 0.28 gb:AK019534.1 /DB_XREF=gi:12859800 /GEN=Clgn /FEA=mRNA /CNT=5 /TID=Mm.27026.2 /TIER=ConsEnd /STK=3 /UG=Mm.27026 /LL=12745 /UG_TITL
MOE430_2_1430248_at 5.6 3.7 A A 0.5 0.36 0.2 NC 0.19 gb:AV260760 /DB_XREF=gi:6248219 /DB_XREF=AV260760 /CLONE=4930415C23 /FEA=mRNA /CNT=5 /TID=Mm.78359.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430255_at 3.7 4.4 A A 0.5 0.33 0.2 NC 0.16 gb:BB020309 /DB_XREF=gi:8192345 /DB_XREF=BB020309 /CLONE=4930599C23 /FEA=mRNA /CNT=5 /TID=Mm.78584.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430260_at 0.5 0.6 A A 0.88 0.87 0.2 NC 0.4 gb:BB278302 /DB_XREF=gi:8975324 /DB_XREF=BB278302 /CLONE=A930010F04 /FEA=mRNA /CNT=4 /TID=Mm.108736.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430283_s_ 0.8 0.4 A A 0.9 0.82 0.2 NC 0.5 gb:AK005871.1 /DB_XREF=gi:12838677 /FEA=mRNA /CNT=4 /TID=Mm.60650.2 /TIER=ConsEnd /STK=3 /UG=Mm.60650 /LL=69312 /UG_GENE=1700011J
MOE430_2_1430343_at 50.7 37.1 P P 0.000244 0.000244 0.2 NC 0.31 gb:AK014419.1 /DB_XREF=gi:12852258 /FEA=mRNA /CNT=8 /TID=Mm.200871.1 /TIER=ConsEnd /STK=2 /UG=Mm.200871 /LL=70699 /UG_GENE=383040
MOE430_2_1430387_at 3 3.2 A A 0.6 0.53 0.2 NC 0.51 gb:AK007978.1 /DB_XREF=gi:12841876 /FEA=mRNA /CNT=6 /TID=Mm.158806.1 /TIER=ConsEnd /STK=2 /UG=Mm.158806 /LL=72285 /UG_GENE=181007
MOE430_2_1430389_at 12.1 9.5 P A 0.03 0.24 0.2 NC 0.39 gb:AI847480 /DB_XREF=gi:5491386 /DB_XREF=UI-M-AI1-afs-f-11-0-UI.s1 /CLONE=UI-M-AI1-afs-f-11-0-UI /FEA=mRNA /CNT=6 /TID=Mm.159428.1 /T
MOE430_2_1430418_at 48.5 73.6 P P 0.000244 0.000732 0.2 NC 0.44 gb:AK020354.1 /DB_XREF=gi:12860920 /FEA=mRNA /CNT=4 /TID=Mm.99793.1 /TIER=ConsEnd /STK=2 /UG=Mm.99793 /LL=77906 /UG_GENE=9230118A
MOE430_2_1430469_at 15.7 16 A A 0.17 0.12 0.2 NC 0.18 gb:AK006726.1 /DB_XREF=gi:12839954 /FEA=mRNA /CNT=4 /TID=Mm.219407.1 /TIER=ConsEnd /STK=2 /UG=Mm.219407 /LL=73372 /UG_GENE=170004
MOE430_2_1430473_at 0.3 0.4 A A 0.71 0.88 0.2 NC 0.56 gb:AK020584.1 /DB_XREF=gi:12861205 /FEA=mRNA /CNT=4 /TID=Mm.160103.1 /TIER=ConsEnd /STK=2 /UG=Mm.160103 /LL=78612 /UG_GENE=953003
MOE430_2_1430483_a_ 14 22.8 A P 0.11 0.04 0.2 NC 0.26 gb:AK010144.1 /DB_XREF=gi:12845380 /FEA=mRNA /CNT=3 /TID=Mm.34256.3 /TIER=ConsEnd /STK=2 /UG=Mm.34256 /LL=71913 /UG_GENE=2310042N
MOE430_2_1430490_at 45.4 53.4 P P 0.000732 0.001221 0.2 NC 0.42 gb:AK017409.1 /DB_XREF=gi:12856632 /FEA=mRNA /CNT=3 /TID=Mm.85544.1 /TIER=ConsEnd /STK=2 /UG=Mm.85544 /UG_TITLE=Mus musculus 6 days



MOE430_2_1430494_at 28.1 39.4 A P 0.17 0.008057 0.2 NC 0.37 gb:AK018583.1 /DB_XREF=gi:12858363 /FEA=mRNA /CNT=3 /TID=Mm.158738.1 /TIER=ConsEnd /STK=2 /UG=Mm.158738 /LL=71608 /UG_GENE=913000
MOE430_2_1430538_at 1752.2 1918.8 P P 0.000244 0.000244 0.2 NC 0.01 gb:BB303199 /DB_XREF=gi:9003904 /DB_XREF=BB303199 /CLONE=B230102P17 /FEA=mRNA /CNT=23 /TID=Mm.20883.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430549_at 168.9 201.9 P P 0.000732 0.001221 0.2 NC 0.3 gb:AV252862 /DB_XREF=gi:6240321 /DB_XREF=AV252862 /CLONE=4833442N02 /FEA=mRNA /CNT=29 /TID=Mm.155696.3 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430578_at 12.5 11.7 A A 0.14 0.12 0.2 NC 0.5 gb:AK019693.1 /DB_XREF=gi:12860014 /FEA=mRNA /CNT=22 /TID=Mm.219635.1 /TIER=ConsEnd /STK=1 /UG=Mm.219635 /LL=78927 /UG_GENE=49305
MOE430_2_1430586_at 6.4 10.4 A A 0.21 0.11 0.2 NC 0.5 gb:BB552785 /DB_XREF=gi:16448206 /DB_XREF=BB552785 /CLONE=E330001K04 /FEA=mRNA /CNT=11 /TID=Mm.3587.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430596_s_ 315.2 409.5 P P 0.000244 0.000732 0.2 NC 0.004925 gb:BG066866 /DB_XREF=gi:12549435 /DB_XREF=H3047H06-3 /CLONE=H3047H06 /FEA=mRNA /CNT=14 /TID=Mm.32828.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430608_at 16.6 12.7 A A 0.08 0.08 0.2 NC 0.33 gb:BB667541 /DB_XREF=gi:16398990 /DB_XREF=BB667541 /CLONE=C730023O09 /FEA=mRNA /CNT=9 /TID=Mm.179319.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430656_a_ 465.8 562.8 P P 0.001953 0.001953 0.2 NC 0.18 gb:BF318739 /DB_XREF=gi:11267355 /DB_XREF=uy05d03.x1 /CLONE=IMAGE:3657125 /FEA=mRNA /CNT=8 /TID=Mm.28111.2 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430677_at 9.5 15.1 P A 0.04 0.06 0.2 NC 0.41 gb:AV279569 /DB_XREF=gi:6267606 /DB_XREF=AV279569 /CLONE=4933408E19 /FEA=mRNA /CNT=9 /TID=Mm.59236.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430701_a_ 78.9 57 P P 0.001953 0.000732 0.2 NC 0.35 gb:AK017795.1 /DB_XREF=gi:12857222 /FEA=mRNA /CNT=6 /TID=Mm.140749.2 /TIER=ConsEnd /STK=1 /UG=Mm.140749 /LL=66665 /UG_GENE=573052
MOE430_2_1430718_s_ 81.6 94.9 P P 0.000244 0.000244 0.2 NC 0.42 gb:AV313469 /DB_XREF=gi:6278721 /DB_XREF=AV313469 /CLONE=5830410I20 /FEA=mRNA /CNT=7 /TID=Mm.158247.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430741_at 0.6 0.8 A A 0.95 0.97 0.2 NC 0.59 gb:AK017039.1 /DB_XREF=gi:12856095 /FEA=mRNA /CNT=5 /TID=Mm.158134.1 /TIER=ConsEnd /STK=1 /UG=Mm.158134 /LL=66785 /UG_GENE=493343
MOE430_2_1430765_at 6.5 14.2 A A 0.53 0.21 0.2 NC 0.19 gb:AV064844 /DB_XREF=gi:5184672 /DB_XREF=AV064844 /CLONE=2010012J07 /FEA=mRNA /CNT=4 /TID=Mm.158422.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430769_s_ 372.7 445.8 P P 0.000244 0.000244 0.2 NC 0.01 gb:AW911794 /DB_XREF=gi:8077376 /DB_XREF=uf39a06.y1 /CLONE=IMAGE:1513714 /FEA=mRNA /CNT=4 /TID=Mm.195675.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430785_at 7.2 6.7 A A 0.27 0.21 0.2 NC 0.46 gb:BB150587 /DB_XREF=gi:15408935 /DB_XREF=BB150587 /CLONE=A030006P17 /FEA=mRNA /CNT=6 /TID=Mm.158320.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430797_at 6.7 9.9 A P 0.39 0.02 0.2 NC 0.13 gb:AK021022.1 /DB_XREF=gi:12861785 /FEA=mRNA /CNT=5 /TID=Mm.160092.1 /TIER=ConsEnd /STK=1 /UG=Mm.160092 /LL=78542 /UG_GENE=B43030
MOE430_2_1430821_at 1.6 1.8 A A 0.78 0.63 0.2 NC 0.27 gb:AK006294.1 /DB_XREF=gi:12839319 /FEA=mRNA /CNT=4 /TID=Mm.116724.1 /TIER=ConsEnd /STK=1 /UG=Mm.116724 /LL=75530 /UG_GENE=170002
MOE430_2_1430822_at 1 1.3 A A 0.94 0.91 0.2 NC 0.24 gb:AK017922.1 /DB_XREF=gi:12857417 /FEA=mRNA /CNT=4 /TID=Mm.159328.1 /TIER=ConsEnd /STK=1 /UG=Mm.159328 /LL=74752 /UG_GENE=583041
MOE430_2_1430828_at 0.8 1.2 A A 0.85 0.82 0.2 NC 0.36 gb:AV007708 /DB_XREF=gi:4784695 /DB_XREF=AV007708 /CLONE=1110005N20 /FEA=mRNA /CNT=4 /TID=Mm.158211.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430858_at 7.2 10.6 A A 0.27 0.33 0.2 NC 0.5 gb:AK014606.1 /DB_XREF=gi:12852566 /FEA=mRNA /CNT=3 /TID=Mm.45078.1 /TIER=ConsEnd /STK=1 /UG=Mm.45078 /LL=77043 /UG_GENE=4632433K
MOE430_2_1430864_at 1.5 1.6 A A 0.78 0.82 0.2 NC 0.22 gb:AK015740.1 /DB_XREF=gi:12854185 /FEA=mRNA /CNT=3 /TID=Mm.219422.1 /TIER=ConsEnd /STK=1 /UG=Mm.219422 /LL=74711 /UG_GENE=493050
MOE430_2_1430896_s_ 67 58.2 P P 0.005859 0.000732 0.2 NC 0.5 gb:AK008824.1 /DB_XREF=gi:12843252 /FEA=mRNA /CNT=3 /TID=Mm.158805.1 /TIER=ConsEnd /STK=1 /UG=Mm.158805 /LL=72279 /UG_GENE=221040
MOE430_2_1430907_at 0.4 1 A A 0.99 0.96 0.2 NC 0.12 gb:AK015470.1 /DB_XREF=gi:12853828 /FEA=mRNA /CNT=4 /TID=Mm.158161.1 /TIER=ConsEnd /STK=1 /UG=Mm.158161 /LL=67585 /UG_GENE=493045
MOE430_2_1430912_a_ 1.4 0.4 A A 0.87 0.99 0.2 NC 0.51 gb:AK010948.1 /DB_XREF=gi:12846739 /FEA=mRNA /CNT=3 /TID=Mm.42139.2 /TIER=ConsEnd /STK=1 /UG=Mm.42139 /LL=21684 /UG_GENE=Tectb /UG
MOE430_2_1430915_at 11.2 7.9 A A 0.24 0.39 0.2 NC 0.49 gb:AK019639.1 /DB_XREF=gi:12859944 /FEA=mRNA /CNT=3 /TID=Mm.160153.1 /TIER=ConsEnd /STK=1 /UG=Mm.160153 /LL=78919 /UG_GENE=493046
MOE430_2_1430935_at 1.7 1.3 A A 0.63 0.39 0.2 NC 0.4 gb:AK016804.1 /DB_XREF=gi:12855735 /FEA=mRNA /CNT=3 /TID=Mm.195599.1 /TIER=ConsEnd /STK=1 /UG=Mm.195599 /LL=71149 /UG_GENE=493341
MOE430_2_1430970_a_ 3.3 2.5 A A 0.78 0.75 0.2 NC 0.33 gb:AK015339.1 /DB_XREF=gi:12853640 /FEA=mRNA /CNT=3 /TID=Mm.141383.2 /TIER=ConsEnd /STK=1 /UG=Mm.141383 /LL=74890 /UG_GENE=493043
MOE430_2_1430987_s_ 108.1 98 P P 0.000244 0.00293 0.2 NC 0.5 gb:BI737904 /DB_XREF=gi:15714917 /DB_XREF=603357475F1 /CLONE=IMAGE:5364498 /FEA=mRNA /CNT=30 /TID=Mm.174860.1 /TIER=ConsEnd /STK=
MOE430_2_1430995_at 33.7 23.4 P P 0.00293 0.01 0.2 NC 0.13 gb:BF162157 /DB_XREF=gi:11042362 /DB_XREF=601770630F1 /CLONE=IMAGE:3989911 /FEA=mRNA /CNT=78 /TID=Mm.133649.1 /TIER=ConsEnd /STK=
MOE430_2_1431009_at 19 22.7 P P 0.03 0.03 0.2 NC 0.46 gb:BG923812 /DB_XREF=gi:14304288 /DB_XREF=602825038F1 /CLONE=IMAGE:4953752 /FEA=mRNA /CNT=23 /TID=Mm.155099.1 /TIER=ConsEnd /STK
MOE430_2_1431016_at 33.7 53.8 P P 0.001953 0.00415 0.2 NC 0.5 gb:BB666837 /DB_XREF=gi:16500470 /DB_XREF=BB666837 /CLONE=E330033G21 /FEA=mRNA /CNT=23 /TID=Mm.202683.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431017_at 40.9 55.6 P P 0.005859 0.000244 0.2 I 0.000966 gb:AK013540.1 /DB_XREF=gi:12850943 /FEA=mRNA /CNT=16 /TID=Mm.33954.2 /TIER=ConsEnd /STK=0 /UG=Mm.33954 /LL=105670 /UG_GENE=AW2406
MOE430_2_1431028_a_ 27.1 35.5 P P 0.000244 0.001221 0.2 NC 0.5 gb:AK017345.1 /DB_XREF=gi:12856536 /FEA=mRNA /CNT=17 /TID=Mm.24742.2 /TIER=ConsEnd /STK=0 /UG=Mm.24742 /LL=75735 /UG_GENE=Pank /U
MOE430_2_1431051_at 75.7 67.4 P P 0.008057 0.01 0.2 NC 0.5 gb:AA538289 /DB_XREF=gi:2284282 /DB_XREF=vj03d11.r1 /CLONE=IMAGE:920661 /FEA=mRNA /CNT=16 /TID=Mm.44432.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431062_a_ 168.6 215 P P 0.000732 0.000732 0.2 NC 0.06 gb:AK010695.1 /DB_XREF=gi:12846327 /GEN=Sec8 /FEA=mRNA /CNT=12 /TID=Mm.6925.2 /TIER=ConsEnd /STK=0 /UG=Mm.6925 /LL=20336 /UG_TITLE
MOE430_2_1431075_a_ 332.8 505.7 P P 0.001953 0.00293 0.2 NC 0.15 gb:AK012082.1 /DB_XREF=gi:12848602 /FEA=mRNA /CNT=18 /TID=Mm.141058.2 /TIER=ConsEnd /STK=0 /UG=Mm.141058 /LL=74203 /UG_GENE=26105
MOE430_2_1431081_a_ 618.5 682.5 P P 0.000244 0.000244 0.2 NC 0.05 gb:AK011716.1 /DB_XREF=gi:12848017 /GEN=Plscr3 /FEA=mRNA /CNT=12 /TID=Mm.41913.2 /TIER=ConsEnd /STK=0 /UG=Mm.41913 /LL=70310 /UG_TI
MOE430_2_1431112_at 35.3 41.2 A A 0.11 0.11 0.2 NC 0.5 gb:AA929323 /DB_XREF=gi:3078632 /DB_XREF=vz40h04.r1 /CLONE=IMAGE:1328983 /FEA=mRNA /CNT=15 /TID=Mm.155877.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431120_a_ 10 14.3 M P 0.05 0.02 0.2 NC 0.45 gb:BC024637.1 /DB_XREF=gi:19354260 /FEA=mRNA /CNT=12 /TID=Mm.131098.1 /TIER=ConsEnd /STK=0 /UG=Mm.131098 /LL=76899 /UG_GENE=07100
MOE430_2_1431123_s_ 901.3 1031.9 P P 0.000244 0.000244 0.2 NC 0.03 gb:AA110927 /DB_XREF=gi:1662803 /DB_XREF=mm02g04.r1 /CLONE=IMAGE:520374 /FEA=mRNA /CNT=10 /TID=Mm.121549.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431130_at 4 4.9 A A 0.43 0.43 0.2 NC 0.55 gb:AK008392.1 /DB_XREF=gi:12842549 /FEA=mRNA /CNT=16 /TID=Mm.96997.1 /TIER=ConsEnd /STK=0 /UG=Mm.96997 /LL=70261 /UG_GENE=2010110
MOE430_2_1431134_at 21.9 27.8 P P 0.000244 0.00293 0.2 NC 0.55 gb:BI697389 /DB_XREF=gi:15660018 /DB_XREF=603348128F1 /CLONE=IMAGE:5375671 /FEA=mRNA /CNT=13 /TID=Mm.156885.1 /TIER=ConsEnd /STK=
MOE430_2_1431149_at 4.6 7.6 A P 0.27 0.02 0.2 NC 0.5 gb:AI853521 /DB_XREF=gi:5497427 /DB_XREF=UI-M-BH0-ajd-e-01-0-UI.s1 /CLONE=UI-M-BH0-ajd-e-01-0-UI /FEA=mRNA /CNT=9 /TID=Mm.30801.1 /
MOE430_2_1431174_at 15 21.7 P P 0.01 0.04 0.2 NC 0.5 gb:BG297411 /DB_XREF=gi:13061036 /DB_XREF=602395554F1 /CLONE=IMAGE:4507164 /FEA=mRNA /CNT=11 /TID=Mm.134224.1 /TIER=ConsEnd /STK
MOE430_2_1431181_a_ 121.3 161.9 P P 0.000244 0.000244 0.2 NC 0.08 gb:AK017655.1 /DB_XREF=gi:12857002 /GEN=Luc7l /FEA=mRNA /CNT=9 /TID=Mm.154591.2 /TIER=ConsEnd /STK=0 /UG=Mm.154591 /LL=66978 /UG_T
MOE430_2_1431190_x_ 80.6 74.3 P P 0.00293 0.001221 0.2 NC 0.5 gb:BI872590 /DB_XREF=gi:16046265 /DB_XREF=603397993F1 /CLONE=IMAGE:5401822 /FEA=mRNA /CNT=7 /TID=Mm.180782.2 /TIER=ConsEnd /STK=0
MOE430_2_1431195_at 29.4 27.8 P P 0.001953 0.03 0.2 NC 0.5 gb:AK020104.1 /DB_XREF=gi:12860584 /FEA=mRNA /CNT=7 /TID=Mm.156681.1 /TIER=ConsEnd /STK=0 /UG=Mm.156681 /LL=77733 /UG_GENE=672040
MOE430_2_1431211_s_ 5.8 10.9 A A 0.17 0.33 0.2 NC 0.5 gb:AK004155.1 /DB_XREF=gi:12835231 /FEA=mRNA /CNT=10 /TID=Mm.180200.1 /TIER=ConsEnd /STK=0 /UG=Mm.180200 /LL=66198 /UG_GENE=11100
MOE430_2_1431217_at 16.2 20.9 A P 0.06 0.03 0.2 NC 0.2 gb:AK006931.1 /DB_XREF=gi:12840240 /FEA=mRNA /CNT=9 /TID=Mm.17757.1 /TIER=ConsEnd /STK=0 /UG=Mm.17757 /LL=76612 /UG_GENE=1700071K
MOE430_2_1431234_at 10.1 15.2 A P 0.14 0.00415 0.2 NC 0.06 gb:BM507611 /DB_XREF=gi:18678754 /DB_XREF=ih42c04.y1 /CLONE=IMAGE:5679750 /FEA=mRNA /CNT=6 /TID=Mm.57559.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431247_at 6.5 7.3 A A 0.09 0.24 0.2 NC 0.5 gb:AK005005.1 /DB_XREF=gi:12836623 /FEA=mRNA /CNT=10 /TID=Mm.105290.1 /TIER=ConsEnd /STK=0 /UG=Mm.105290 /LL=74160 /UG_GENE=13000
MOE430_2_1431255_at 2.7 4.5 A A 0.21 0.21 0.2 NC 0.5 gb:AI324734 /DB_XREF=gi:4059163 /DB_XREF=mb75c05.x1 /CLONE=IMAGE:335240 /FEA=mRNA /CNT=9 /TID=Mm.20295.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431277_at 20.5 33.9 A A 0.12 0.09 0.2 NC 0.5 gb:BG078690 /DB_XREF=gi:12561258 /DB_XREF=H3030G09-5 /CLONE=H3030G09 /FEA=mRNA /CNT=6 /TID=Mm.158345.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431288_at 11.5 15.2 M A 0.05 0.14 0.2 NC 0.5 gb:AK012302.1 /DB_XREF=gi:12848956 /FEA=mRNA /CNT=5 /TID=Mm.44999.1 /TIER=ConsEnd /STK=0 /UG=Mm.44999 /LL=72605 /UG_GENE=2700029L
MOE430_2_1431314_a_ 69.8 96.5 P P 0.001221 0.000732 0.2 NC 0.03 gb:AK017936.1 /DB_XREF=gi:12857438 /FEA=mRNA /CNT=6 /TID=Mm.220906.3 /TIER=ConsEnd /STK=0 /UG=Mm.220906 /LL=76022 /UG_GENE=583041
MOE430_2_1431322_at 172.8 209 P P 0.000244 0.000244 0.2 NC 0.06 gb:AK019524.1 /DB_XREF=gi:12859786 /FEA=mRNA /CNT=5 /TID=Mm.89706.1 /TIER=ConsEnd /STK=0 /UG=Mm.89706 /LL=78908 /UG_GENE=4833439O
MOE430_2_1431327_at 1.5 5.5 A A 0.87 0.33 0.2 NC 0.37 gb:BG080866 /DB_XREF=gi:12563423 /DB_XREF=H3058C07-5 /CLONE=H3058C07 /FEA=mRNA /CNT=5 /TID=Mm.159434.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431346_at 4.2 3.9 A A 0.72 0.75 0.2 NC 0.31 gb:BB615983 /DB_XREF=gi:16456190 /DB_XREF=BB615983 /CLONE=4930581P06 /FEA=mRNA /CNT=4 /TID=Mm.158435.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431352_s_ 14.6 17.1 P P 0.02 0.005859 0.2 MI 0.00249 gb:BI453402 /DB_XREF=gi:15244058 /DB_XREF=603174381F1 /CLONE=IMAGE:5253428 /FEA=mRNA /CNT=4 /TID=Mm.202176.1 /TIER=ConsEnd /STK=0
MOE430_2_1431375_s_ 1107.6 1249.3 P P 0.000244 0.000244 0.2 NC 0.02 gb:BI690209 /DB_XREF=gi:15652838 /DB_XREF=603310412F1 /CLONE=IMAGE:5346458 /FEA=mRNA /CNT=4 /TID=Mm.195762.1 /TIER=ConsEnd /STK=0
MOE430_2_1431376_at 18.9 27.3 A P 0.09 0.02 0.2 NC 0.03 gb:BB655459 /DB_XREF=gi:16489287 /DB_XREF=BB655459 /CLONE=D030060I18 /FEA=mRNA /CNT=4 /TID=Mm.159540.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431384_at 2.8 2.6 A A 0.6 0.69 0.2 NC 0.48 gb:AK007080.1 /DB_XREF=gi:12840447 /FEA=mRNA /CNT=4 /TID=Mm.159159.1 /TIER=ConsEnd /STK=0 /UG=Mm.159159 /LL=74288 /UG_GENE=170009
MOE430_2_1431415_a_ 198.4 228.8 P P 0.000244 0.000244 0.2 NC 0.41 gb:AK005604.1 /DB_XREF=gi:12838268 /FEA=mRNA /CNT=3 /TID=Mm.28415.2 /TIER=ConsEnd /STK=0 /UG=Mm.28415 /LL=21895 /UG_GENE=Tlp /UG_T
MOE430_2_1431416_a_ 11 9 A A 0.33 0.27 0.2 NC 0.26 gb:AK010826.1 /DB_XREF=gi:12846539 /FEA=mRNA /CNT=3 /TID=Mm.41758.2 /TIER=ConsEnd /STK=0 /UG=Mm.41758 /LL=67374 /UG_GENE=Jcam2 /U
MOE430_2_1431424_at 201.9 267 P P 0.000732 0.000244 0.2 NC 0.03 gb:AK021336.1 /DB_XREF=gi:12862196 /FEA=mRNA /CNT=3 /TID=Mm.169686.1 /TIER=ConsEnd /STK=0 /UG=Mm.169686 /LL=77994 /UG_GENE=D73004
MOE430_2_1431449_at 7.8 10.2 A M 0.06 0.05 0.2 NC 0.37 gb:AK014872.1 /DB_XREF=gi:12852966 /FEA=mRNA /CNT=5 /TID=Mm.158469.1 /TIER=ConsEnd /STK=4 /UG=Mm.158469 /LL=70866 /UG_GENE=492151
MOE430_2_1431453_at 10.7 6.8 M A 0.05 0.21 0.2 NC 0.63 gb:AK016698.1 /DB_XREF=gi:12855576 /FEA=mRNA /CNT=5 /TID=Mm.159404.1 /TIER=ConsEnd /STK=3 /UG=Mm.159404 /LL=71033 /UG_GENE=493340
MOE430_2_1431458_at 11.1 14.1 A A 0.46 0.39 0.2 NC 0.36 gb:AK014837.1 /DB_XREF=gi:12852909 /FEA=mRNA /CNT=4 /TID=Mm.158465.1 /TIER=ConsEnd /STK=3 /UG=Mm.158465 /LL=70852 /UG_GENE=492150
MOE430_2_1431507_a_ 277.2 341.9 P P 0.000244 0.000244 0.2 NC 0.02 gb:AK008254.1 /DB_XREF=gi:12842327 /GEN=Synj2bp /FEA=mRNA /CNT=3 /TID=Mm.141066.2 /TIER=ConsEnd /STK=2 /UG=Mm.141066 /LL=24071 /UG
MOE430_2_1431527_at 4.9 6.1 A A 0.33 0.46 0.2 NC 0.5 gb:AK018009.1 /DB_XREF=gi:12857535 /FEA=mRNA /CNT=3 /TID=Mm.28083.2 /TIER=ConsEnd /STK=1 /UG=Mm.28083 /LL=53599 /UG_GENE=Cd164 /U
MOE430_2_1431540_at 10.8 12 P A 0.02 0.06 0.2 NC 0.5 gb:AK019674.1 /DB_XREF=gi:12859990 /FEA=mRNA /CNT=2 /TID=Mm.67065.1 /TIER=ConsEnd /STK=1 /UG=Mm.67065 /LL=78773 /UG_GENE=4930511E
MOE430_2_1431561_a_ 119.8 157.7 P P 0.000732 0.000244 0.2 NC 0.46 gb:AK007461.1 /DB_XREF=gi:12841024 /FEA=mRNA /CNT=2 /TID=Mm.75259.2 /TIER=ConsEnd /STK=1 /UG=Mm.75259 /LL=71723 /UG_GENE=1200013B
MOE430_2_1431606_a_ 190.8 223.8 P P 0.000244 0.000244 0.2 NC 0.16 gb:AK012003.1 /DB_XREF=gi:12848476 /FEA=mRNA /CNT=2 /TID=Mm.154507.3 /TIER=ConsEnd /STK=1 /UG=Mm.154507 /LL=58232 /UG_GENE=261030
MOE430_2_1431616_at 1 0.6 A A 0.77 0.82 0.2 NC 0.37 gb:AK006911.1 /DB_XREF=gi:12840213 /FEA=mRNA /CNT=2 /TID=Mm.159772.1 /TIER=ConsEnd /STK=1 /UG=Mm.159772 /LL=76718 /UG_GENE=170006
MOE430_2_1431620_at 2.1 0.4 A A 0.6 0.8 0.2 NC 0.41 gb:AK006486.1 /DB_XREF=gi:12839611 /FEA=mRNA /CNT=2 /TID=Mm.196046.1 /TIER=ConsEnd /STK=1 /UG=Mm.196046 /LL=69493 /UG_GENE=170002
MOE430_2_1431627_at 0.6 0.6 A A 0.95 0.98 0.2 NC 0.5 gb:AK015814.1 /DB_XREF=gi:12854297 /FEA=mRNA /CNT=2 /TID=Mm.159410.1 /TIER=ConsEnd /STK=1 /UG=Mm.159410 /LL=75050 /UG_GENE=493051
MOE430_2_1431630_a_ 83.6 108.7 P P 0.000732 0.001221 0.2 NC 0.5 gb:AK010713.1 /DB_XREF=gi:12846355 /GEN=Klf3 /FEA=mRNA /CNT=2 /TID=Mm.28787.3 /TIER=ConsEnd /STK=1 /UG=Mm.28787 /LL=16599 /UG_TITLE
MOE430_2_1431644_a_ 18.7 17 P P 0.03 0.02 0.2 NC 0.29 gb:AK005965.1 /DB_XREF=gi:12838822 /GEN=Ica1 /FEA=mRNA /CNT=2 /TID=Mm.3545.4 /TIER=ConsEnd /STK=1 /UG=Mm.3545 /LL=15893 /UG_TITLE=
MOE430_2_1431657_at 1.8 1.8 A A 0.72 0.66 0.2 NC 0.5 gb:AK020336.1 /DB_XREF=gi:12860895 /FEA=mRNA /CNT=2 /TID=Mm.117483.1 /TIER=ConsEnd /STK=1 /UG=Mm.117483 /LL=78243 /UG_GENE=923011
MOE430_2_1431661_at 7.1 14.7 A P 0.09 0.008057 0.2 NC 0.19 gb:AK016187.1 /DB_XREF=gi:12854820 /FEA=mRNA /CNT=2 /TID=Mm.159495.1 /TIER=ConsEnd /STK=1 /UG=Mm.159495 /LL=75303 /UG_GENE=493056
MOE430_2_1431678_at 16.9 16.8 A A 0.33 0.33 0.2 NC 0.48 gb:AK016151.1 /DB_XREF=gi:12854773 /FEA=mRNA /CNT=1 /TID=Mm.159598.1 /TIER=ConsEnd /STK=1 /UG=Mm.159598 /LL=75836 /UG_GENE=493055
MOE430_2_1431724_a_ 1.6 2.3 A A 0.8 0.69 0.2 NC 0.22 gb:AK013804.1 /DB_XREF=gi:12851306 /FEA=mRNA /CNT=2 /TID=Mm.59781.2 /TIER=ConsEnd /STK=0 /UG=Mm.59781 /LL=70839 /UG_GENE=P2ry12 /U
MOE430_2_1431736_at 1.4 1 A A 0.78 0.78 0.2 NC 0.5 gb:AK016661.1 /DB_XREF=gi:12855519 /FEA=mRNA /CNT=2 /TID=Mm.159123.1 /TIER=ConsEnd /STK=0 /UG=Mm.159123 /LL=74057 /UG_GENE=493340
MOE430_2_1431745_a_ 457.3 584.1 P P 0.000244 0.000244 0.2 I 0.001486 gb:AK006009.1 /DB_XREF=gi:12838886 /FEA=mRNA /CNT=2 /TID=Mm.25549.3 /TIER=ConsEnd /STK=0 /UG=Mm.25549 /LL=75553 /UG_GENE=1700016A
MOE430_2_1431755_a_ 40.1 46.9 P P 0.000244 0.001221 0.2 NC 0.5 gb:BC021478.1 /DB_XREF=gi:18204476 /FEA=mRNA /CNT=2 /TID=Mm.33206.2 /TIER=ConsEnd /STK=0 /UG=Mm.33206 /LL=67480 /UG_GENE=1300013D
MOE430_2_1431756_at 2 1.9 A A 0.53 0.69 0.2 NC 0.68 gb:AK015801.1 /DB_XREF=gi:12854278 /FEA=mRNA /CNT=2 /TID=Mm.159431.1 /TIER=ConsEnd /STK=0 /UG=Mm.159431 /LL=75114 /UG_GENE=493051
MOE430_2_1431761_at 1 1 A A 0.85 0.8 0.2 NC 0.34 gb:AK015790.1 /DB_XREF=gi:12854263 /FEA=mRNA /CNT=2 /TID=Mm.36710.3 /TIER=ConsEnd /STK=0 /UG=Mm.36710 /LL=67712 /UG_GENE=Mscp-pen
MOE430_2_1431771_a_ 141.1 155.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK014712.1 /DB_XREF=gi:12852729 /FEA=mRNA /CNT=2 /TID=Mm.41415.2 /TIER=ConsEnd /STK=0 /UG=Mm.41415 /LL=65099 /UG_GENE=Aabp3-pe
MOE430_2_1431802_a_ 142.8 166.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK014530.1 /DB_XREF=gi:12852444 /FEA=mRNA /CNT=1 /TID=Mm.86644.1 /TIER=ConsEnd /STK=0 /UG=Mm.86644 /LL=71028 /UG_GENE=4933402G
MOE430_2_1431816_at 8.3 10 A A 0.3 0.21 0.2 NC 0.12 gb:AK018568.1 /DB_XREF=gi:12858337 /FEA=mRNA /CNT=1 /TID=Mm.14485.3 /TIER=ConsEnd /STK=0 /UG=Mm.14485 /LL=21778 /UG_GENE=Tex9 /UG
MOE430_2_1431846_at 9.4 8.4 A A 0.24 0.09 0.2 NC 0.27 gb:AK019744.1 /DB_XREF=gi:12860072 /FEA=mRNA /CNT=1 /TID=Mm.160155.1 /TIER=ConsEnd /STK=0 /UG=Mm.160155 /LL=78931 /UG_GENE=493054
MOE430_2_1431867_a_ 8.3 12.2 A A 0.33 0.21 0.2 NC 0.5 gb:AK005692.1 /DB_XREF=gi:12838399 /FEA=mRNA /CNT=1 /TID=Mm.84631.1 /TIER=ConsEnd /STK=0 /UG=Mm.84631 /LL=71830 /UG_GENE=1700007B
MOE430_2_1431871_at 1.3 2.4 A A 0.87 0.69 0.2 NC 0.09 gb:AK006819.1 /DB_XREF=gi:12840089 /FEA=mRNA /CNT=1 /TID=Mm.159007.1 /TIER=ConsEnd /STK=0 /UG=Mm.159007 /LL=73412 /UG_GENE=170005
MOE430_2_1431924_at 6.1 8.4 P A 0.008057 0.12 0.2 NC 0.5 gb:AK015295.1 /DB_XREF=gi:12853576 /FEA=mRNA /CNT=1 /TID=Mm.159265.1 /TIER=ConsEnd /STK=0 /UG=Mm.159265 /LL=74630 /UG_GENE=493043
MOE430_2_1431958_at 0.7 0.5 A A 0.6 0.75 0.2 NC 0.4 gb:AK016352.1 /DB_XREF=gi:12855046 /FEA=mRNA /CNT=1 /TID=Mm.159631.1 /TIER=ConsEnd /STK=0 /UG=Mm.159631 /LL=75948 /UG_GENE=493058
MOE430_2_1431968_at 0.3 0.5 A A 0.82 0.98 0.2 NC 0.37 gb:AK015690.1 /DB_XREF=gi:12854118 /FEA=mRNA /CNT=1 /TID=Mm.189367.2 /TIER=ConsEnd /STK=0 /UG=Mm.189367 /LL=70862 /UG_GENE=492151
MOE430_2_1432016_a_ 554 666.2 P P 0.000244 0.000244 0.2 NC 0.12 gb:AK003393.1 /DB_XREF=gi:12834034 /FEA=mRNA /CNT=1 /TID=Mm.196043.2 /TIER=ConsEnd /STK=0 /UG=Mm.196043 /LL=67834 /UG_GENE=Idh3a /
MOE430_2_1432021_at 2.4 1.4 A A 0.24 0.66 0.2 NC 0.5 gb:AK017357.1 /DB_XREF=gi:12856554 /FEA=mRNA /CNT=1 /TID=Mm.38390.2 /TIER=ConsEnd /STK=0 /UG=Mm.38390 /LL=70568 /UG_GENE=Cpne3 /U
MOE430_2_1432035_at 12.7 12.6 A A 0.24 0.17 0.2 NC 0.21 gb:AK016956.1 /DB_XREF=gi:12855969 /FEA=mRNA /CNT=1 /TID=Mm.158624.1 /TIER=ConsEnd /STK=0 /UG=Mm.158624 /LL=71220 /UG_GENE=493342
MOE430_2_1432038_at 5.7 4.4 A A 0.56 0.3 0.2 NC 0.24 gb:AK015737.1 /DB_XREF=gi:12854183 /FEA=mRNA /CNT=1 /TID=Mm.159301.1 /TIER=ConsEnd /STK=0 /UG=Mm.159301 /LL=74693 /UG_GENE=493050
MOE430_2_1432066_at 5.2 6.5 A A 0.5 0.27 0.2 NC 0.37 gb:AK007852.1 /DB_XREF=gi:12841671 /FEA=mRNA /CNT=1 /TID=Mm.28330.4 /TIER=ConsEnd /STK=0 /UG=Mm.28330 /LL=83945 /UG_GENE=Dnaja3 /U
MOE430_2_1432093_at 0.5 1.6 A A 0.75 0.66 0.2 NC 0.71 gb:AK009160.1 /DB_XREF=gi:12843783 /FEA=mRNA /CNT=1 /TID=Mm.159773.1 /TIER=ConsEnd /STK=0 /UG=Mm.159773 /LL=76731 /UG_GENE=231000
MOE430_2_1432100_a_ 2.2 2.3 A A 0.87 0.87 0.2 NC 0.07 gb:AK015590.1 /DB_XREF=gi:12853987 /FEA=mRNA /CNT=1 /TID=Mm.159360.2 /TIER=ConsEnd /STK=0 /UG=Mm.159360 /LL=74429 /UG_GENE=493340
MOE430_2_1432110_at 1 0.7 A A 0.87 0.88 0.2 NC 0.48 gb:AK015047.1 /DB_XREF=gi:12853236 /FEA=mRNA /CNT=1 /TID=Mm.159338.1 /TIER=ConsEnd /STK=0 /UG=Mm.159338 /LL=74854 /UG_GENE=493040
MOE430_2_1432122_at 30.2 23.8 P P 0.03 0.01 0.2 NC 0.2 gb:AK015758.1 /DB_XREF=gi:12854215 /FEA=mRNA /CNT=1 /TID=Mm.195711.3 /TIER=ConsEnd /STK=0 /UG=Mm.195711 /LL=74435 /UG_GENE=493340
MOE430_2_1432139_at 0.3 0.9 A A 0.8 0.88 0.2 NC 0.5 gb:AK003681.1 /DB_XREF=gi:12834497 /FEA=mRNA /CNT=1 /TID=Mm.831.2 /TIER=ConsEnd /STK=0 /UG=Mm.831 /LL=20832 /UG_GENE=Ssr4 /UG_TITL
MOE430_2_1432140_at 2.9 3.7 A A 0.6 0.39 0.2 NC 0.41 gb:AK008613.1 /DB_XREF=gi:12842904 /FEA=mRNA /CNT=1 /TID=Mm.159149.2 /TIER=ConsEnd /STK=0 /UG=Mm.159149 /LL=76758 /UG_GENE=220000
MOE430_2_1432207_a_ 202.9 209.8 P P 0.000244 0.000244 0.2 NC 0.16 gb:AK016889.1 /DB_XREF=gi:12855862 /FEA=mRNA /CNT=1 /TID=Mm.30534.3 /TIER=ConsEnd /STK=0 /UG=Mm.30534 /LL=68276 /UG_GENE=4930584N
MOE430_2_1432230_at 18.3 14.8 P A 0.00415 0.09 0.2 NC 0.5 gb:AK020853.1 /DB_XREF=gi:12861564 /FEA=mRNA /CNT=1 /TID=Mm.159849.1 /TIER=ConsEnd /STK=0 /UG=Mm.159849 /LL=77099 /UG_GENE=A93001
MOE430_2_1432237_at 2.8 2.1 A A 0.75 0.63 0.2 NC 0.25 gb:AK017784.1 /DB_XREF=gi:12857206 /FEA=mRNA /CNT=1 /TID=Mm.158419.1 /TIER=ConsEnd /STK=0 /UG=Mm.158419 /LL=70626 /UG_GENE=573052
MOE430_2_1432238_at 14.8 15.4 P A 0.03 0.24 0.2 NC 0.96 gb:AK005865.1 /DB_XREF=gi:12838666 /FEA=mRNA /CNT=1 /TID=Mm.158257.1 /TIER=ConsEnd /STK=0 /UG=Mm.158257 /LL=71020 /UG_GENE=493340
MOE430_2_1432249_a_ 43.1 52.6 P P 0.000732 0.00293 0.2 NC 0.28 gb:AK013216.1 /DB_XREF=gi:12850437 /FEA=mRNA /CNT=1 /TID=Mm.46510.3 /TIER=ConsEnd /STK=0 /UG=Mm.46510 /LL=71991 /UG_GENE=Ckn1 /UG
MOE430_2_1432268_at 49.8 56.3 P P 0.000244 0.000732 0.2 NC 0.15 gb:AK010113.1 /DB_XREF=gi:12845328 /FEA=mRNA /CNT=1 /TID=Mm.158348.1 /TIER=ConsEnd /STK=0 /UG=Mm.158348 /LL=70281 /UG_GENE=231006
MOE430_2_1432271_a_ 448.3 497.7 P P 0.000244 0.000244 0.2 NC 0.29 gb:AK012764.1 /DB_XREF=gi:12849720 /FEA=mRNA /CNT=1 /TID=Mm.27293.2 /TIER=ConsEnd /STK=0 /UG=Mm.27293 /LL=76863 /UG_GENE=4833420K
MOE430_2_1432327_at 0.8 1.6 A A 0.71 0.87 0.2 NC 0.42 gb:AK020630.1 /DB_XREF=gi:12861270 /FEA=mRNA /CNT=1 /TID=Mm.206834.1 /TIER=ConsEnd /STK=0 /UG=Mm.206834 /LL=78666 /UG_GENE=953006
MOE430_2_1432328_at 11.6 8 A A 0.08 0.06 0.2 NC 0.22 gb:AK015805.1 /DB_XREF=gi:12854284 /FEA=mRNA /CNT=1 /TID=Mm.159801.1 /TIER=ConsEnd /STK=0 /UG=Mm.159801 /LL=76875 /UG_GENE=493051
MOE430_2_1432346_a_ 9.5 14.2 A A 0.17 0.17 0.2 NC 0.5 gb:AK016015.1 /DB_XREF=gi:12854589 /GEN=Cdh23 /FEA=mRNA /CNT=1 /TID=Mm.55986.3 /TIER=ConsEnd /STK=0 /UG=Mm.55986 /LL=22295 /UG_TIT
MOE430_2_1432350_at 22.6 49.4 A P 0.08 0.008057 0.2 NC 0.04 gb:AK004279.1 /DB_XREF=gi:12835404 /GEN=Sync /FEA=mRNA /CNT=1 /TID=Mm.132243.2 /TIER=ConsEnd /STK=0 /UG=Mm.132243 /LL=68828 /UG_TI
MOE430_2_1432367_a_ 239.1 313.5 P P 0.000244 0.000244 0.2 NC 0.22 gb:AK012543.1 /DB_XREF=gi:12849352 /GEN=Ufd1l /FEA=mRNA /CNT=1 /TID=Mm.1830.2 /TIER=ConsEnd /STK=0 /UG=Mm.1830 /LL=22230 /UG_TITLE=
MOE430_2_1432390_at 7.4 11 A A 0.6 0.46 0.2 NC 0.5 gb:AK016229.1 /DB_XREF=gi:12854882 /FEA=mRNA /CNT=1 /TID=Mm.159513.1 /TIER=ConsEnd /STK=0 /UG=Mm.159513 /LL=75372 /UG_GENE=493056
MOE430_2_1432393_a_ 106 111.2 P P 0.000244 0.000244 0.2 NC 0.25 gb:AK007233.1 /DB_XREF=gi:12840653 /FEA=mRNA /CNT=1 /TID=Mm.32586.3 /TIER=ConsEnd /STK=0 /UG=Mm.32586 /LL=66628 /UG_GENE=5730409G
MOE430_2_1432394_a_ 377.1 367 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK016820.1 /DB_XREF=gi:12855760 /GEN=Trb /FEA=mRNA /CNT=1 /TID=Mm.18994.2 /TIER=ConsEnd /STK=0 /UG=Mm.18994 /LL=56321 /UG_TITLE
MOE430_2_1432410_a_ 1.3 0.9 A A 0.9 0.95 0.2 NC 0.57 gb:AK020411.1 /DB_XREF=gi:12860989 /GEN=Bmp7 /FEA=mRNA /CNT=1 /TID=Mm.595.2 /TIER=ConsEnd /STK=0 /UG=Mm.595 /LL=12162 /UG_TITLE=b
MOE430_2_1432435_s_ 104.6 153.2 P P 0.000244 0.000244 0.2 NC 0.42 gb:AK012261.1 /DB_XREF=gi:12848889 /FEA=mRNA /CNT=1 /TID=Mm.24197.1 /TIER=ConsEnd /STK=0 /UG=Mm.24197 /LL=72408 /UG_GENE=2700018L
MOE430_2_1432489_a_ 62.1 78.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:AK010831.1 /DB_XREF=gi:12846548 /FEA=mRNA /CNT=1 /TID=Mm.26771.1 /TIER=ConsEnd /STK=0 /UG=Mm.26771 /LL=76773 /UG_GENE=2410187C
MOE430_2_1432525_at 1.3 0.9 A A 0.88 0.82 0.2 NC 0.36 gb:AK006710.1 /DB_XREF=gi:12839933 /FEA=mRNA /CNT=1 /TID=Mm.195667.1 /TIER=ConsEnd /STK=0 /UG=Mm.195667 /LL=73369 /UG_GENE=170004
MOE430_2_1432531_at 3.5 3.8 A A 0.63 0.69 0.2 NC 0.5 gb:AK020314.1 /DB_XREF=gi:12860866 /FEA=mRNA /CNT=1 /TID=Mm.159975.1 /TIER=ConsEnd /STK=0 /UG=Mm.159975 /LL=77705 /UG_GENE=923010
MOE430_2_1432564_at 13.1 9.5 M P 0.05 0.01 0.2 NC 0.5 gb:AK018881.1 /DB_XREF=gi:12863259 /FEA=mRNA /CNT=1 /TID=Mm.219782.1 /TIER=ConsEnd /STK=0 /UG=Mm.219782 /LL=78654 /UG_GENE=170006
MOE430_2_1432565_at 1.6 0.9 A A 0.75 0.9 0.2 NC 0.5 gb:AK019053.1 /DB_XREF=gi:12859063 /GEN=Mid1 /FEA=mRNA /CNT=1 /TID=Mm.160278.1 /TIER=ConsEnd /STK=0 /UG=Mm.160278 /UG_TITLE=Mus m
MOE430_2_1432568_at 0.5 1 A A 0.78 0.72 0.2 NC 0.42 gb:AV209828 /DB_XREF=gi:6150501 /DB_XREF=AV209828 /CLONE=1700121K02 /FEA=mRNA /CNT=6 /TID=Mm.76912.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1432578_at 8.8 15.8 A A 0.12 0.39 0.2 NC 0.51 gb:AV284327 /DB_XREF=gi:6277076 /DB_XREF=AV284327 /CLONE=4933440H19 /FEA=mRNA /CNT=6 /TID=Mm.107895.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432603_at 18.6 24.7 P P 0.03 0.04 0.2 NC 0.5 gb:AI020015 /DB_XREF=gi:3234351 /DB_XREF=ub24a08.r1 /CLONE=IMAGE:1378646 /FEA=mRNA /CNT=3 /TID=Mm.161067.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432631_at 12.8 13.3 M A 0.05 0.21 0.2 NC 0.5 gb:AV165618 /DB_XREF=gi:5372055 /DB_XREF=AV165618 /CLONE=3110038B19 /FEA=mRNA /CNT=3 /TID=Mm.158954.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432675_at 6.8 9.4 A A 0.5 0.56 0.2 NC 0.28 gb:AK019519.1 /DB_XREF=gi:12859779 /FEA=mRNA /CNT=2 /TID=Mm.24627.2 /TIER=ConsEnd /STK=0 /UG=Mm.24627 /LL=100019 /UG_GENE=4833432
MOE430_2_1432688_at 0.9 2.3 A A 0.63 0.53 0.2 NC 0.5 gb:AV229918 /DB_XREF=gi:6182434 /DB_XREF=AV229918 /CLONE=4631422I05 /FEA=mRNA /CNT=2 /TID=Mm.139515.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432693_at 18.3 16.3 A A 0.19 0.11 0.2 NC 0.11 gb:AK015812.1 /DB_XREF=gi:12854295 /FEA=mRNA /CNT=2 /TID=Mm.67091.1 /TIER=ConsEnd /STK=0 /UG=Mm.67091 /LL=74727 /UG_GENE=4930517G
MOE430_2_1432702_at 10.6 9.8 A A 0.39 0.39 0.2 NC 0.5 gb:AK012974.1 /DB_XREF=gi:12850053 /FEA=mRNA /CNT=2 /TID=Mm.158312.1 /TIER=ConsEnd /STK=0 /UG=Mm.158312 /LL=69960 /UG_GENE=281040
MOE430_2_1432709_at 1.4 1.7 A A 0.46 0.78 0.2 NC 0.65 gb:AV265275 /DB_XREF=gi:6253301 /DB_XREF=AV265275 /CLONE=4930505O19 /FEA=mRNA /CNT=2 /TID=Mm.78527.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432717_at 2.4 1.3 A A 0.87 0.96 0.2 NC 0.5 gb:AV050784 /DB_XREF=gi:5136556 /DB_XREF=AV050784 /CLONE=1810015A16 /FEA=mRNA /CNT=2 /TID=Mm.158239.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432736_at 12.8 12.9 M A 0.05 0.06 0.2 NC 0.54 gb:AV282526 /DB_XREF=gi:6275275 /DB_XREF=AV282526 /CLONE=4933430H06 /FEA=mRNA /CNT=2 /TID=Mm.158663.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432749_at 2.7 3.3 A A 0.72 0.56 0.2 NC 0.44 gb:AK021393.1 /DB_XREF=gi:12862270 /FEA=mRNA /CNT=2 /TID=Mm.160263.1 /TIER=ConsEnd /STK=0 /UG=Mm.160263 /UG_TITLE=Mus musculus 0 da
MOE430_2_1432774_at 1.1 1.5 A A 0.85 0.85 0.2 NC 0.08 gb:AK011823.1 /DB_XREF=gi:12848190 /FEA=mRNA /CNT=2 /TID=Mm.158378.1 /TIER=ConsEnd /STK=0 /UG=Mm.158378 /LL=70453 /UG_GENE=261010
MOE430_2_1432777_at 1.5 1.5 A A 0.63 0.69 0.2 NC 0.18 gb:BB092022 /DB_XREF=gi:8675269 /DB_XREF=BB092022 /CLONE=9430032J07 /FEA=mRNA /CNT=2 /TID=Mm.47136.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432778_at 0.4 0.4 A A 0.96 0.97 0.2 NC 0.7 gb:AK020453.1 /DB_XREF=gi:12861042 /FEA=mRNA /CNT=2 /TID=Mm.47136.1 /TIER=ConsEnd /STK=0 /UG=Mm.47136 /LL=77273 /UG_GENE=9430032J
MOE430_2_1432779_at 1.9 3 A A 0.85 0.56 0.2 NC 0.04 gb:AV044663 /DB_XREF=gi:4864328 /DB_XREF=AV044663 /CLONE=1700037N05 /FEA=mRNA /CNT=2 /TID=Mm.75053.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432787_at 9.1 10.8 A A 0.56 0.19 0.2 NC 0.46 gb:BB050783 /DB_XREF=gi:8457931 /DB_XREF=BB050783 /CLONE=6720420G18 /FEA=mRNA /CNT=2 /TID=Mm.159842.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432801_at 14.3 14.7 M A 0.05 0.27 0.2 NC 0.5 gb:AK015163.1 /DB_XREF=gi:12853394 /FEA=mRNA /CNT=2 /TID=Mm.72492.1 /TIER=ConsEnd /STK=0 /UG=Mm.72492 /LL=74856 /UG_GENE=4930418C
MOE430_2_1432805_at 4.7 1.9 A A 0.75 0.96 0.2 NC 0.5 gb:AK020196.1 /DB_XREF=gi:12860706 /FEA=mRNA /CNT=2 /TID=Mm.159863.1 /TIER=ConsEnd /STK=0 /UG=Mm.159863 /LL=77201 /UG_GENE=803043
MOE430_2_1432828_at 13.4 22.4 P P 0.000244 0.008057 0.2 NC 0.5 gb:AK019820.1 /DB_XREF=gi:12860169 /GEN=Eno1 /FEA=mRNA /CNT=2 /TID=Mm.90587.3 /TIER=ConsEnd /STK=0 /UG=Mm.90587 /LL=13806 /UG_TITL
MOE430_2_1432829_at 21.5 18.4 P P 0.00415 0.00415 0.2 NC 0.03 gb:BF607489 /DB_XREF=gi:13503981 /DB_XREF=MY1_000431 /CLONE=ICRFp522O2495 /FEA=mRNA /CNT=2 /TID=Mm.90587.3 /TIER=ConsEnd /STK=0 
MOE430_2_1432851_at 1.3 1.7 A A 0.98 0.95 0.2 NC 0.05 gb:AK020681.1 /DB_XREF=gi:12861336 /FEA=mRNA /CNT=2 /TID=Mm.160124.1 /TIER=ConsEnd /STK=0 /UG=Mm.160124 /LL=78746 /UG_GENE=963003
MOE430_2_1432858_at 4.1 7.5 A A 0.63 0.36 0.2 NC 0.5 gb:AK021354.1 /DB_XREF=gi:12862221 /FEA=mRNA /CNT=2 /TID=Mm.160037.1 /TIER=ConsEnd /STK=0 /UG=Mm.160037 /LL=77991 /UG_GENE=D73004
MOE430_2_1432868_at 16.5 17.2 A P 0.19 0.04 0.2 NC 0.35 gb:BI729606 /DB_XREF=gi:15706619 /DB_XREF=603349266F1 /CLONE=IMAGE:5356745 /FEA=mRNA /CNT=2 /TID=Mm.158335.1 /TIER=ConsEnd /STK=0
MOE430_2_1432885_at 4.2 6.1 A A 0.39 0.36 0.2 NC 0.6 gb:AK014604.1 /DB_XREF=gi:12852563 /FEA=mRNA /CNT=1 /TID=Mm.195692.1 /TIER=ConsEnd /STK=0 /UG=Mm.195692 /LL=74046 /UG_GENE=463243
MOE430_2_1432887_at 0.7 0.3 A A 0.8 0.98 0.2 NC 0.53 gb:AK014195.1 /DB_XREF=gi:12851895 /FEA=mRNA /CNT=1 /TID=Mm.219772.1 /TIER=ConsEnd /STK=0 /UG=Mm.219772 /LL=73233 /UG_GENE=311004
MOE430_2_1432924_at 15.5 13.7 A A 0.3 0.56 0.2 NC 0.49 gb:AK012984.1 /DB_XREF=gi:12850066 /FEA=mRNA /CNT=1 /TID=Mm.159812.1 /TIER=ConsEnd /STK=0 /UG=Mm.159812 /LL=76949 /UG_GENE=281040
MOE430_2_1432929_at 0.7 1.2 A A 0.87 0.9 0.2 NC 0.5 gb:AK014799.1 /DB_XREF=gi:12852856 /FEA=mRNA /CNT=1 /TID=Mm.158455.1 /TIER=ConsEnd /STK=0 /UG=Mm.158455 /LL=70820 /UG_GENE=492150
MOE430_2_1432936_at 0.6 0.7 A A 0.96 0.94 0.2 NC 0.5 gb:AK019930.1 /DB_XREF=gi:12860338 /FEA=mRNA /CNT=1 /TID=Mm.160074.1 /TIER=ConsEnd /STK=0 /UG=Mm.160074 /LL=78276 /UG_GENE=533043
MOE430_2_1432945_at 8.9 10.3 A A 0.3 0.3 0.2 NC 0.62 gb:AK017228.1 /DB_XREF=gi:12856363 /FEA=mRNA /CNT=1 /TID=Mm.159216.1 /TIER=ConsEnd /STK=0 /UG=Mm.159216 /LL=74474 /UG_GENE=523040
MOE430_2_1432966_at 23.3 9.7 A A 0.11 0.17 0.2 NC 0.5 gb:AK014833.1 /DB_XREF=gi:12852904 /FEA=mRNA /CNT=1 /TID=Mm.158459.1 /TIER=ConsEnd /STK=0 /UG=Mm.158459 /LL=70838 /UG_GENE=492150
MOE430_2_1432980_at 0.6 0.8 A A 0.87 0.97 0.2 NC 0.71 gb:AK017589.1 /DB_XREF=gi:12856905 /FEA=mRNA /CNT=1 /TID=Mm.158396.1 /TIER=ConsEnd /STK=0 /UG=Mm.158396 /LL=70521 /UG_GENE=573042
MOE430_2_1432986_at 14.4 15.8 P P 0.03 0.03 0.2 NC 0.5 gb:AK017261.1 /DB_XREF=gi:12856411 /FEA=mRNA /CNT=1 /TID=Mm.158672.1 /TIER=ConsEnd /STK=0 /UG=Mm.158672 /LL=71337 /UG_GENE=543040
MOE430_2_1433003_at 9.2 12.8 A P 0.11 0.04 0.2 NC 0.45 gb:AK016877.1 /DB_XREF=gi:12855847 /FEA=mRNA /CNT=1 /TID=Mm.158600.1 /TIER=ConsEnd /STK=0 /UG=Mm.158600 /LL=71170 /UG_GENE=493342
MOE430_2_1433014_at 2.7 1.7 A A 0.49 0.46 0.2 NC 0.64 gb:AK018204.1 /DB_XREF=gi:12857813 /FEA=mRNA /CNT=1 /TID=Mm.159775.1 /TIER=ConsEnd /STK=0 /UG=Mm.159775 /LL=76733 /UG_GENE=633043



MOE430_2_1433041_at 13.5 23.8 A A 0.06 0.14 0.2 NC 0.53 gb:AK018405.1 /DB_XREF=gi:12858091 /FEA=mRNA /CNT=1 /TID=Mm.158705.1 /TIER=ConsEnd /STK=0 /UG=Mm.158705 /LL=71483 /UG_GENE=843041
MOE430_2_1433070_at 19.1 24.3 A A 0.14 0.06 0.2 NC 0.29 gb:AK017968.1 /DB_XREF=gi:12857480 /FEA=mRNA /CNT=1 /TID=Mm.159660.1 /TIER=ConsEnd /STK=0 /UG=Mm.159660 /LL=76047 /UG_GENE=583043
MOE430_2_1433095_at 3.7 3 A A 0.69 0.75 0.2 NC 0.15 gb:AK016933.1 /DB_XREF=gi:12855929 /FEA=mRNA /CNT=1 /TID=Mm.160289.1 /TIER=ConsEnd /STK=0 /UG=Mm.160289 /UG_TITLE=Mus musculus adul
MOE430_2_1433107_at 9.9 5.4 A A 0.39 0.3 0.2 NC 0.08 gb:AK018014.1 /DB_XREF=gi:12857542 /FEA=mRNA /CNT=1 /TID=Mm.157935.1 /TIER=ConsEnd /STK=0 /UG=Mm.157935 /LL=21580 /UG_GENE=Tcrb-J 
MOE430_2_1433113_at 0.9 1.8 A A 0.99 0.98 0.2 NC 0.22 gb:AK014816.1 /DB_XREF=gi:12852881 /FEA=mRNA /CNT=1 /TID=Mm.215194.1 /TIER=ConsEnd /STK=0 /UG=Mm.215194 /LL=70824 /UG_GENE=492150
MOE430_2_1433134_at 0.3 0.4 A A 0.85 0.78 0.2 NC 0.004481 gb:AK017998.1 /DB_XREF=gi:12857519 /FEA=mRNA /CNT=1 /TID=Mm.159653.1 /TIER=ConsEnd /STK=0 /UG=Mm.159653 /LL=76031 /UG_GENE=583044
MOE430_2_1433156_at 0.8 1.2 A A 0.94 0.85 0.2 NC 0.23 gb:AK013657.1 /DB_XREF=gi:12851101 /FEA=mRNA /CNT=1 /TID=Mm.39745.2 /TIER=ConsEnd /STK=0 /UG=Mm.39745 /LL=70357 /UG_GENE=Kcnip1 /U
MOE430_2_1433180_at 9.5 11.1 A A 0.21 0.24 0.2 NC 0.5 gb:AK013714.1 /DB_XREF=gi:12851182 /FEA=mRNA /CNT=1 /TID=Mm.158926.1 /TIER=ConsEnd /STK=0 /UG=Mm.158926 /LL=73023 /UG_GENE=290005
MOE430_2_1433209_at 6.6 9 A M 0.43 0.05 0.2 NC 0.04 gb:AK008743.1 /DB_XREF=gi:12843127 /FEA=mRNA /CNT=1 /TID=Mm.158366.1 /TIER=ConsEnd /STK=0 /UG=Mm.158366 /LL=70386 /UG_GENE=221001
MOE430_2_1433213_at 0.2 0.2 A A 0.9 0.98 0.2 NC 0.31 gb:AK012219.1 /DB_XREF=gi:12848829 /FEA=mRNA /CNT=1 /TID=Mm.158839.1 /TIER=ConsEnd /STK=0 /UG=Mm.158839 /LL=72539 /UG_GENE=270000
MOE430_2_1433266_at 8.2 19 P P 0.02 0.000244 0.2 NC 0.5 gb:AK013094.1 /DB_XREF=gi:12850240 /FEA=mRNA /CNT=1 /TID=Mm.158341.1 /TIER=ConsEnd /STK=0 /UG=Mm.158341 /LL=70241 /UG_GENE=281041
MOE430_2_1433297_at 1.4 0.7 A A 0.75 0.82 0.2 NC 0.49 gb:AK006645.1 /DB_XREF=gi:12839844 /FEA=mRNA /CNT=1 /TID=Mm.159150.1 /TIER=ConsEnd /STK=0 /UG=Mm.159150 /LL=74266 /UG_GENE=170003
MOE430_2_1433307_at 0.9 1.1 A A 0.91 0.85 0.2 NC 0.09 gb:AK015734.1 /DB_XREF=gi:12854180 /FEA=mRNA /CNT=1 /TID=Mm.159432.1 /TIER=ConsEnd /STK=0 /UG=Mm.159432 /LL=75120 /UG_GENE=493050
MOE430_2_1433376_at 20 26.1 A M 0.14 0.06 0.2 NC 0.5 gb:AK017990.1 /DB_XREF=gi:12857506 /FEA=mRNA /CNT=1 /TID=Mm.159663.1 /TIER=ConsEnd /STK=0 /UG=Mm.159663 /LL=76052 /UG_GENE=583044
MOE430_2_1433405_at 5.1 5.8 A A 0.46 0.43 0.2 NC 0.28 gb:AK006995.1 /DB_XREF=gi:12840334 /FEA=mRNA /CNT=1 /TID=Mm.159024.1 /TIER=ConsEnd /STK=0 /UG=Mm.159024 /LL=73520 /UG_GENE=170008
MOE430_2_1433420_at 1 1.8 A A 0.82 0.69 0.2 NC 0.31 gb:AK015919.1 /DB_XREF=gi:12854445 /FEA=mRNA /CNT=1 /TID=Mm.159445.1 /TIER=ConsEnd /STK=0 /UG=Mm.159445 /LL=75164 /UG_GENE=493052
MOE430_2_1433438_x_ 3 4.8 A A 0.49 0.27 0.2 NC 0.23 gb:BB794642 /DB_XREF=gi:16964261 /DB_XREF=BB794642 /CLONE=G431001E10 /FEA=EST /CNT=219 /TID=Mm.27979.2 /TIER=Stack /STK=215 /UG=M
MOE430_2_1433443_a_ 1019.1 1203.8 P P 0.000244 0.000244 0.2 NC 0.14 gb:BI690696 /DB_XREF=gi:15653325 /DB_XREF=603314303F1 /CLONE=IMAGE:5354112 /FEA=EST /CNT=360 /TID=Mm.61526.4 /TIER=Stack /STK=202 /
MOE430_2_1433444_at 391.4 394.7 P P 0.000244 0.000244 0.2 NC 0.41 gb:BI690696 /DB_XREF=gi:15653325 /DB_XREF=603314303F1 /CLONE=IMAGE:5354112 /FEA=EST /CNT=360 /TID=Mm.61526.4 /TIER=Stack /STK=202 /
MOE430_2_1433479_at 113.2 129.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:AV204506 /DB_XREF=gi:6145359 /DB_XREF=AV204506 /CLONE=1700055F18 /FEA=EST /CNT=221 /TID=Mm.34261.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1433480_at 2745.4 3072.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BI144310 /DB_XREF=gi:14604311 /DB_XREF=602908338F1 /CLONE=IMAGE:5049728 /FEA=EST /CNT=197 /TID=Mm.27344.1 /TIER=Stack /STK=142 /
MOE430_2_1433569_x_ 3730.5 4577.4 P P 0.000244 0.000244 0.2 NC 0.07 gb:AW907805 /DB_XREF=gi:8073034 /DB_XREF=ur97e07.x1 /CLONE=IMAGE:3158244 /FEA=EST /CNT=94 /TID=Mm.7521.5 /TIER=Stack /STK=91 /UG=M
MOE430_2_1433572_a_ 1975.3 2055.4 P P 0.000244 0.000244 0.2 NC 0.08 gb:AA673192 /DB_XREF=gi:2646474 /DB_XREF=vp46d09.r1 /CLONE=IMAGE:1079729 /FEA=EST /CNT=95 /TID=Mm.25018.2 /TIER=Stack /STK=90 /UG=
MOE430_2_1433575_at 4711.5 5208.1 P P 0.000244 0.000244 0.2 NC 0.05 gb:BG083485 /DB_XREF=gi:12566141 /DB_XREF=H3089F12-5 /CLONE=H3089F12 /FEA=EST /CNT=168 /TID=Mm.18789.2 /TIER=Stack /STK=88 /UG=M
MOE430_2_1433624_at 856.6 1026.1 P P 0.000244 0.000244 0.2 NC 0.46 gb:BB794838 /DB_XREF=gi:16964457 /DB_XREF=BB794838 /CLONE=G431002C05 /FEA=EST /CNT=222 /TID=Mm.25504.1 /TIER=Stack /STK=80 /UG=M
MOE430_2_1433636_at 148.4 127.4 P P 0.000244 0.000244 0.2 NC 0.26 gb:BF228328 /DB_XREF=gi:11136423 /DB_XREF=uz42h10.x1 /CLONE=IMAGE:3671779 /FEA=EST /CNT=119 /TID=Mm.25269.1 /TIER=Stack /STK=79 /UG
MOE430_2_1433644_at 94.1 117 P P 0.000732 0.000244 0.2 NC 0.02 gb:BB756458 /DB_XREF=gi:16185424 /DB_XREF=BB756458 /CLONE=G270074I15 /FEA=EST /CNT=94 /TID=Mm.45166.1 /TIER=Stack /STK=78 /UG=Mm
MOE430_2_1433649_at 104.1 107.1 P P 0.000244 0.000244 0.2 NC 0.26 gb:BM243793 /DB_XREF=gi:17879063 /DB_XREF=K0702A02-3 /CLONE=K0702A02 /FEA=EST /CNT=85 /TID=Mm.31259.1 /TIER=Stack /STK=77 /UG=Mm
MOE430_2_1433657_at 13.3 12 A A 0.27 0.3 0.2 NC 0.16 gb:BI111848 /DB_XREF=gi:14562749 /DB_XREF=602897715F1 /CLONE=IMAGE:5027882 /FEA=EST /CNT=82 /TID=Mm.36542.1 /TIER=Stack /STK=76 /UG
MOE430_2_1433660_at 232.9 269.5 P P 0.000244 0.000244 0.2 NC 0.2 gb:BB503221 /DB_XREF=gi:9492015 /DB_XREF=BB503221 /CLONE=D630042G12 /FEA=EST /CNT=166 /TID=Mm.25231.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1433666_s_ 446.4 513.1 P P 0.000732 0.000244 0.2 NC 0.19 gb:AW536822 /DB_XREF=gi:7179239 /DB_XREF=G0109B11-3 /CLONE=G0109B11 /FEA=EST /CNT=149 /TID=Mm.27389.1 /TIER=Stack /STK=75 /UG=Mm
MOE430_2_1433669_at 203.7 168.4 P P 0.001221 0.000244 0.2 NC 0.03 gb:BB037566 /DB_XREF=gi:16258437 /DB_XREF=BB037566 /CLONE=5930428I12 /FEA=EST /CNT=95 /TID=Mm.200919.1 /TIER=Stack /STK=74 /UG=Mm
MOE430_2_1433680_x_ 92.5 133.6 P P 0.001953 0.00293 0.2 NC 0.5 gb:AV216351 /DB_XREF=gi:6157196 /DB_XREF=AV216351 /CLONE=2410160B15 /FEA=EST /CNT=76 /TID=Mm.28216.4 /TIER=Stack /STK=73 /UG=Mm.2
MOE430_2_1433694_at 186.8 216.6 P P 0.001953 0.000244 0.2 NC 0.04 gb:AV270888 /DB_XREF=gi:16389927 /DB_XREF=AV270888 /CLONE=4931402H15 /FEA=EST /CNT=86 /TID=Mm.39980.1 /TIER=Stack /STK=71 /UG=Mm
MOE430_2_1433701_at 4.7 1.9 A A 0.66 0.82 0.2 NC 0.54 gb:BB371430 /DB_XREF=gi:16406969 /DB_XREF=BB371430 /CLONE=C130058N11 /FEA=EST /CNT=88 /TID=Mm.36395.1 /TIER=Stack /STK=70 /UG=Mm
MOE430_2_1433704_s_ 544.7 614.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB408269 /DB_XREF=gi:16415666 /DB_XREF=BB408269 /CLONE=C430005K20 /FEA=EST /CNT=191 /TID=Mm.200980.2 /TIER=Stack /STK=69 /UG=M
MOE430_2_1433713_at 435.2 498.4 P P 0.000244 0.000244 0.2 NC 0.02 gb:BB794873 /DB_XREF=gi:16964492 /DB_XREF=BB794873 /CLONE=G431002E06 /FEA=EST /CNT=106 /TID=Mm.45024.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1433730_at 166 206.2 P P 0.000244 0.000244 0.2 NC 0.49 gb:BQ031040 /DB_XREF=gi:19766319 /DB_XREF=UI-1-CF0-alx-c-04-0-UI.s1 /CLONE=UI-1-CF0-alx-c-04-0-UI /FEA=EST /CNT=107 /TID=Mm.38762.1 
MOE430_2_1433734_at 0.7 3.5 A A 0.66 0.46 0.2 NC 0.45 gb:BB192951 /DB_XREF=gi:16270814 /DB_XREF=BB192951 /CLONE=A330074N15 /FEA=EST /CNT=68 /TID=Mm.23666.1 /TIER=Stack /STK=66 /UG=Mm
MOE430_2_1433744_at 10.9 9.4 A A 0.21 0.17 0.2 NC 0.5 gb:BB180412 /DB_XREF=gi:15409393 /DB_XREF=BB180412 /CLONE=A230084J22 /FEA=EST /CNT=67 /TID=Mm.121498.1 /TIER=Stack /STK=65 /UG=M
MOE430_2_1433758_at 281 317.5 P P 0.000244 0.000244 0.2 NC 0.29 gb:BB025231 /DB_XREF=gi:15403453 /DB_XREF=BB025231 /CLONE=5330427C19 /FEA=EST /CNT=76 /TID=Mm.22330.4 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1433793_s_ 1.3 4.7 A A 0.9 0.69 0.2 NC 0.19 gb:AW491344 /DB_XREF=gi:7061665 /DB_XREF=UI-M-BH3-atr-g-05-0-UI.s1 /CLONE=UI-M-BH3-atr-g-05-0-UI /FEA=EST /CNT=61 /TID=Mm.41566.1 /
MOE430_2_1433808_at 287.1 295.3 P P 0.000732 0.000244 0.2 NC 0.1 gb:BB473496 /DB_XREF=gi:16439718 /DB_XREF=BB473496 /CLONE=D330001F17 /FEA=EST /CNT=95 /TID=Mm.123240.2 /TIER=Stack /STK=59 /UG=M
MOE430_2_1433809_at 24.2 30.6 A P 0.12 0.04 0.2 NC 0.5 gb:AW536527 /DB_XREF=gi:7178944 /DB_XREF=G0105E07-3 /CLONE=G0105E07 /FEA=EST /CNT=68 /TID=Mm.19101.3 /TIER=Stack /STK=59 /UG=Mm.
MOE430_2_1433810_x_ 60.2 93.6 P P 0.000244 0.000732 0.2 NC 0.36 gb:AW536527 /DB_XREF=gi:7178944 /DB_XREF=G0105E07-3 /CLONE=G0105E07 /FEA=EST /CNT=68 /TID=Mm.19101.3 /TIER=Stack /STK=59 /UG=Mm.
MOE430_2_1433815_at 0.6 1.2 A A 0.94 0.9 0.2 NC 0.1 gb:AV290082 /DB_XREF=gi:16392227 /DB_XREF=AV290082 /CLONE=5131400H23 /FEA=EST /CNT=59 /TID=Mm.37722.1 /TIER=Stack /STK=59 /UG=Mm
MOE430_2_1433816_at 524.8 579.4 P P 0.000244 0.000244 0.2 NC 0.36 gb:BQ031264 /DB_XREF=gi:19766543 /DB_XREF=UI-1-CF0-amg-a-10-0-UI.s1 /CLONE=UI-1-CF0-amg-a-10-0-UI /FEA=EST /CNT=114 /TID=Mm.20041
MOE430_2_1433879_a_ 885.7 1033.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG073396 /DB_XREF=gi:12555965 /DB_XREF=H3122B05-3 /CLONE=H3122B05 /FEA=EST /CNT=173 /TID=Mm.157113.1 /TIER=Stack /STK=54 /UG=
MOE430_2_1433882_at 253.4 308.9 P P 0.000244 0.000244 0.2 NC 0.42 gb:BE986508 /DB_XREF=gi:10660911 /DB_XREF=UI-M-CG0p-bev-c-09-0-UI.s1 /CLONE=UI-M-CG0p-bev-c-09-0-UI /FEA=EST /CNT=66 /TID=Mm.286
MOE430_2_1433886_at 631.8 731.8 P P 0.000244 0.000244 0.2 NC 0.008511 gb:AI327005 /DB_XREF=gi:4061434 /DB_XREF=mj88f11.x1 /CLONE=IMAGE:483213 /FEA=EST /CNT=84 /TID=Mm.29383.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1433912_at 416.5 439.8 P P 0.000732 0.000732 0.2 NC 0.44 gb:AV049820 /DB_XREF=gi:16380597 /DB_XREF=AV049820 /CLONE=1810011K17 /FEA=EST /CNT=81 /TID=Mm.21520.2 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1433960_at 471.5 446.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB546077 /DB_XREF=gi:16447413 /DB_XREF=BB546077 /CLONE=E130308C23 /FEA=EST /CNT=56 /TID=Mm.45744.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1433961_at 53.4 83.8 P P 0.01 0.01 0.2 NC 0.34 gb:BG068266 /DB_XREF=gi:12550835 /DB_XREF=H3063E10-3 /CLONE=H3063E10 /FEA=EST /CNT=64 /TID=Mm.196635.5 /TIER=Stack /STK=49 /UG=M
MOE430_2_1433982_at 67.6 61.7 P P 0.001953 0.001221 0.2 NC 0.16 gb:BG075391 /DB_XREF=gi:12557960 /DB_XREF=H3146F08-3 /CLONE=H3146F08 /FEA=EST /CNT=74 /TID=Mm.21630.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1433986_at 254.6 247.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:AV152395 /DB_XREF=gi:16383184 /DB_XREF=AV152395 /CLONE=2900036K02 /FEA=EST /CNT=64 /TID=Mm.38578.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1433987_at 0.7 0.6 A A 0.85 0.93 0.2 NC 0.19 gb:AV153557 /DB_XREF=gi:16383218 /DB_XREF=AV153557 /CLONE=2900056B12 /FEA=EST /CNT=53 /TID=Mm.38295.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1434011_a_ 2506.8 2791.5 P P 0.000244 0.000244 0.2 NC 0.05 gb:AV014698 /DB_XREF=gi:16356213 /DB_XREF=AV014698 /CLONE=1110055N21 /FEA=EST /CNT=77 /TID=Mm.28103.2 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1434030_at 25.1 34.4 P P 0.008057 0.008057 0.2 NC 0.25 gb:BG068714 /DB_XREF=gi:12551283 /DB_XREF=H3068E09-3 /CLONE=H3068E09 /FEA=EST /CNT=51 /TID=Mm.86921.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1434031_at 76.9 92.1 P P 0.000244 0.000244 0.2 NC 0.12 gb:BB037019 /DB_XREF=gi:16258400 /DB_XREF=BB037019 /CLONE=5930422I09 /FEA=EST /CNT=50 /TID=Mm.41440.1 /TIER=Stack /STK=46 /UG=Mm.
MOE430_2_1434036_at 9.9 19.1 A A 0.14 0.27 0.2 NC 0.04 gb:AV024771 /DB_XREF=gi:15431420 /DB_XREF=AV024771 /CLONE=1200007B23 /FEA=EST /CNT=75 /TID=Mm.196718.3 /TIER=Stack /STK=45 /UG=M
MOE430_2_1434038_at 282.3 318 P P 0.008057 0.01 0.2 NC 0.03 gb:BQ174089 /DB_XREF=gi:20349580 /DB_XREF=UI-M-DJ2-bvv-f-22-0-UI.s1 /CLONE=UI-M-DJ2-bvv-f-22-0-UI /FEA=EST /CNT=62 /TID=Mm.26242.1
MOE430_2_1434063_at 404.9 433 P P 0.000244 0.000244 0.2 NC 0.5 gb:BE980596 /DB_XREF=gi:10648758 /DB_XREF=UI-M-BG2-bck-h-08-0-UI.s1 /CLONE=UI-M-BG2-bck-h-08-0-UI /FEA=EST /CNT=112 /TID=Mm.34475
MOE430_2_1434073_at 1 0.9 A A 0.75 0.75 0.2 NC 0.39 gb:BB028100 /DB_XREF=gi:15403521 /DB_XREF=BB028100 /CLONE=5330440H13 /FEA=EST /CNT=48 /TID=Mm.110811.1 /TIER=Stack /STK=44 /UG=M
MOE430_2_1434078_at 315 432.1 P P 0.000244 0.000244 0.2 NC 0.11 gb:AV380813 /DB_XREF=gi:16398235 /DB_XREF=AV380813 /CLONE=9230102G06 /FEA=EST /CNT=90 /TID=Mm.21103.2 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434082_at 178.4 233.6 P P 0.000244 0.000244 0.2 NC 0.46 gb:BM243464 /DB_XREF=gi:17878734 /DB_XREF=K0647C03-3 /CLONE=K0647C03 /FEA=EST /CNT=72 /TID=Mm.45746.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434104_at 261.1 233.1 P P 0.000244 0.000244 0.2 NC 0.23 gb:BB041864 /DB_XREF=gi:16258699 /DB_XREF=BB041864 /CLONE=6030458H05 /FEA=EST /CNT=147 /TID=Mm.29927.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1434116_at 175.4 197.3 P P 0.000244 0.000244 0.2 NC 0.31 gb:BI693188 /DB_XREF=gi:15655817 /DB_XREF=603344375F1 /CLONE=IMAGE:5372154 /FEA=EST /CNT=66 /TID=Mm.14547.1 /TIER=Stack /STK=42 /UG
MOE430_2_1434118_at 21.4 30.6 A A 0.11 0.11 0.2 NC 0.5 gb:BI737397 /DB_XREF=gi:15714410 /DB_XREF=603358063F1 /CLONE=IMAGE:5365431 /FEA=EST /CNT=64 /TID=Mm.103413.2 /TIER=Stack /STK=42 /U
MOE430_2_1434119_at 135.1 142.8 P P 0.00293 0.001953 0.2 NC 0.05 gb:BM206981 /DB_XREF=gi:17762673 /DB_XREF=C0606A10-3 /CLONE=C0606A10 /FEA=EST /CNT=57 /TID=Mm.4449.2 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1434120_a_ 1267.4 1344.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:AW742814 /DB_XREF=gi:7654613 /DB_XREF=up59g03.x1 /CLONE=IMAGE:2780404 /FEA=EST /CNT=45 /TID=Mm.19170.2 /TIER=Stack /STK=42 /UG=
MOE430_2_1434123_at 120.2 137.6 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB345680 /DB_XREF=gi:16404976 /DB_XREF=BB345680 /CLONE=B930058B21 /FEA=EST /CNT=46 /TID=Mm.74612.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1434126_at 117 127.2 P P 0.00415 0.008057 0.2 NC 0.5 gb:BB667775 /DB_XREF=gi:16399224 /DB_XREF=BB667775 /CLONE=C730040F10 /FEA=EST /CNT=63 /TID=Mm.30463.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1434129_s_ 379.8 490.9 P P 0.000244 0.000244 0.2 NC 0.4 gb:BG917242 /DB_XREF=gi:14297718 /DB_XREF=602816518F1 /CLONE=IMAGE:4945493 /FEA=EST /CNT=130 /TID=Mm.205393.1 /TIER=Stack /STK=41 
MOE430_2_1434132_at 1573 1765.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:BE648090 /DB_XREF=gi:9973950 /DB_XREF=UI-M-BH2.1-aoz-h-11-0-UI.r1 /CLONE=UI-M-BH2.1-aoz-h-11-0-UI /FEA=EST /CNT=75 /TID=Mm.3548
MOE430_2_1434149_at 117.7 164.2 P P 0.000244 0.000244 0.2 NC 0.05 gb:BB364520 /DB_XREF=gi:16406251 /DB_XREF=BB364520 /CLONE=C130021P20 /FEA=EST /CNT=211 /TID=Mm.13020.4 /TIER=Stack /STK=15 /UG=M
MOE430_2_1434174_at 78.7 101.2 P P 0.000732 0.000244 0.2 NC 0.03 gb:BG069475 /DB_XREF=gi:12551967 /DB_XREF=H3075H11-3 /CLONE=H3075H11 /FEA=EST /CNT=46 /TID=Mm.22305.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434182_at 45.1 64.2 P P 0.00415 0.008057 0.2 NC 0.28 gb:BB401872 /DB_XREF=gi:16415113 /DB_XREF=BB401872 /CLONE=C330024P07 /FEA=EST /CNT=61 /TID=Mm.44179.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434187_at 146.5 176.8 P P 0.000244 0.000244 0.2 NC 0.16 gb:AW121238 /DB_XREF=gi:6096571 /DB_XREF=UI-M-BH2.3-aok-f-08-0-UI.s1 /CLONE=UI-M-BH2.3-aok-f-08-0-UI /FEA=EST /CNT=52 /TID=Mm.4026
MOE430_2_1434204_x_ 68.7 80.4 P P 0.005371 0.03 0.2 NC 0.5 gb:AV111300 /DB_XREF=gi:5265380 /DB_XREF=AV111300 /CLONE=2600017P04 /FEA=EST /CNT=41 /TID=Mm.29890.2 /TIER=Stack /STK=39 /UG=Mm.2
MOE430_2_1434205_at 390.6 462.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:BQ266539 /DB_XREF=gi:20491604 /DB_XREF=NISC_ff13f03.x1 /CLONE=IMAGE:2865916 /FEA=EST /CNT=91 /TID=Mm.21156.2 /TIER=Stack /STK=39 
MOE430_2_1434244_x_ 224.3 239.8 P P 0.02 0.02 0.2 NC 0.21 gb:BE951408 /DB_XREF=gi:10590660 /DB_XREF=UI-M-CC0-axz-e-05-0-UI.s1 /CLONE=UI-M-CC0-axz-e-05-0-UI /FEA=EST /CNT=40 /TID=Mm.5128.3 
MOE430_2_1434246_at 124.4 148.4 P P 0.000244 0.000244 0.2 NC 0.13 gb:BB308293 /DB_XREF=gi:16402375 /DB_XREF=BB308293 /CLONE=B230219O04 /FEA=EST /CNT=75 /TID=Mm.41031.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1434250_at 45.5 55 P P 0.001953 0.000244 0.2 NC 0.07 gb:AV227161 /DB_XREF=gi:16385414 /DB_XREF=AV227161 /CLONE=4122401J11 /FEA=EST /CNT=169 /TID=Mm.28202.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1434276_x_ 124.9 184.4 P P 0.001953 0.00415 0.2 NC 0.31 gb:AI561743 /DB_XREF=gi:4513088 /DB_XREF=vv62h06.x1 /CLONE=IMAGE:1227035 /FEA=EST /CNT=39 /TID=Mm.25308.2 /TIER=Stack /STK=37 /UG=M
MOE430_2_1434282_at 43.1 38.7 P P 0.000732 0.001953 0.2 NC 0.5 gb:BB029886 /DB_XREF=gi:16258141 /DB_XREF=BB029886 /CLONE=5830448N01 /FEA=EST /CNT=108 /TID=Mm.22315.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1434304_s_ 192.3 197.2 P P 0.000732 0.000244 0.2 NC 0.11 gb:BE949414 /DB_XREF=gi:10527173 /DB_XREF=UI-M-BH3-avi-f-05-0-UI.s1 /CLONE=UI-M-BH3-avi-f-05-0-UI /FEA=EST /CNT=129 /TID=Mm.26537.1
MOE430_2_1434322_at 109.3 128.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB513585 /DB_XREF=gi:15412170 /DB_XREF=BB513585 /CLONE=D730046P04 /FEA=EST /CNT=37 /TID=Mm.89789.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1434326_x_ 23.4 17.6 P M 0.000732 0.05 0.2 NC 0.5 gb:BB317923 /DB_XREF=gi:9024958 /DB_XREF=BB317923 /CLONE=B230372G10 /FEA=EST /CNT=35 /TID=Mm.34556.4 /TIER=Stack /STK=35 /UG=Mm.
MOE430_2_1434335_at 440.8 555.8 P P 0.000244 0.000244 0.2 I 0.000167 gb:BB795504 /DB_XREF=gi:16965123 /DB_XREF=BB795504 /CLONE=G431005F24 /FEA=EST /CNT=52 /TID=Mm.5197.1 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1434341_x_ 628.7 691.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BF681728 /DB_XREF=gi:11955623 /DB_XREF=602117220F2 /CLONE=IMAGE:3468340 /FEA=EST /CNT=44 /TID=Mm.22138.2 /TIER=Stack /STK=34 /U
MOE430_2_1434351_at 290.7 355.4 P P 0.001221 0.001221 0.2 NC 0.37 gb:BF021398 /DB_XREF=gi:10752662 /DB_XREF=ux56b08.x1 /CLONE=IMAGE:3514263 /FEA=EST /CNT=49 /TID=Mm.28025.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1434366_x_ 14.4 17 A P 0.16 0.008057 0.2 NC 0.19 gb:AW227993 /DB_XREF=gi:6557289 /DB_XREF=up12a03.x1 /CLONE=IMAGE:2654092 /FEA=EST /CNT=36 /TID=Mm.2570.2 /TIER=Stack /STK=34 /UG=M
MOE430_2_1434428_at 12 9 A P 0.06 0.03 0.2 NC 0.5 gb:BB478071 /DB_XREF=gi:16440390 /DB_XREF=BB478071 /CLONE=D330028D13 /FEA=EST /CNT=46 /TID=Mm.35199.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434448_at 417.3 456.6 P P 0.000244 0.000244 0.2 NC 0.3 gb:BG070463 /DB_XREF=gi:12553032 /DB_XREF=H3087F04-3 /CLONE=H3087F04 /FEA=EST /CNT=55 /TID=Mm.200488.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434461_at 56 65.5 P P 0.000244 0.000732 0.2 NC 0.46 gb:AV025957 /DB_XREF=gi:16356459 /DB_XREF=AV025957 /CLONE=1200017A01 /FEA=EST /CNT=37 /TID=Mm.45367.2 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434465_x_ 63.3 87 P P 0.01 0.001953 0.2 NC 0.34 gb:AV333363 /DB_XREF=gi:6373415 /DB_XREF=AV333363 /CLONE=6330546L01 /FEA=EST /CNT=32 /TID=Mm.4141.3 /TIER=Stack /STK=32 /UG=Mm.41
MOE430_2_1434483_at 67.4 86.5 P P 0.000244 0.000244 0.2 NC 0.02 gb:AW539189 /DB_XREF=gi:7181606 /DB_XREF=C0116G10-3 /CLONE=C0116G10 /FEA=EST /CNT=55 /TID=Mm.36292.3 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434498_at 512.4 454 P P 0.000244 0.000244 0.2 NC 0.13 gb:BE626727 /DB_XREF=gi:9907143 /DB_XREF=uu10g03.y2 /CLONE=IMAGE:3371572 /FEA=EST /CNT=33 /TID=Mm.4923.1 /TIER=Stack /STK=31 /UG=M
MOE430_2_1434516_at 157 207.8 P P 0.001221 0.001221 0.2 NC 0.25 gb:AV298428 /DB_XREF=gi:16393049 /DB_XREF=AV298428 /CLONE=5730458D16 /FEA=EST /CNT=50 /TID=Mm.41902.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434532_at 161.6 171.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB796273 /DB_XREF=gi:16965892 /DB_XREF=BB796273 /CLONE=G4D0007D13 /FEA=EST /CNT=31 /TID=Mm.74098.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434541_x_ 1589 1769.2 P P 0.000732 0.000732 0.2 NC 0.5 gb:BF142112 /DB_XREF=gi:10981152 /DB_XREF=601791926F1 /CLONE=IMAGE:4022358 /FEA=EST /CNT=59 /TID=Mm.8256.2 /TIER=Stack /STK=29 /UG
MOE430_2_1434546_at 182.8 206.4 P P 0.000732 0.000244 0.2 NC 0.5 gb:BI106637 /DB_XREF=gi:14557530 /DB_XREF=602893234F1 /CLONE=IMAGE:5038040 /FEA=EST /CNT=67 /TID=Mm.3158.2 /TIER=Stack /STK=29 /UG
MOE430_2_1434571_at 129.2 150.2 P P 0.000244 0.000732 0.2 NC 0.37 gb:AW109785 /DB_XREF=gi:6822498 /DB_XREF=MT8274 /CLONE=MT8274 /FEA=EST /CNT=45 /TID=Mm.28795.1 /TIER=Stack /STK=29 /UG=Mm.28795 
MOE430_2_1434598_at 634.5 751.1 P P 0.000244 0.000244 0.2 NC 0.16 gb:BM200204 /DB_XREF=gi:17753395 /DB_XREF=C0207B12-3 /CLONE=C0207B12 /FEA=EST /CNT=234 /TID=Mm.28600.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434627_at 32.8 51.2 P P 0.000244 0.000244 0.2 NC 0.13 gb:BM221378 /DB_XREF=gi:17781723 /DB_XREF=K0103E12-3 /CLONE=K0103E12 /FEA=EST /CNT=39 /TID=Mm.45045.3 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434657_at 109.2 123.1 P P 0.000244 0.000244 0.2 NC 0.03 gb:BE983473 /DB_XREF=gi:10654692 /DB_XREF=UI-M-CG0p-bfx-b-04-0-UI.s1 /CLONE=UI-M-CG0p-bfx-b-04-0-UI /FEA=EST /CNT=80 /TID=Mm.3569
MOE430_2_1434683_at 97 108.2 P P 0.005859 0.005859 0.2 NC 0.31 gb:BQ177031 /DB_XREF=gi:20352523 /DB_XREF=UI-M-DJ2-bwa-k-20-0-UI.s1 /CLONE=UI-M-DJ2-bwa-k-20-0-UI /FEA=EST /CNT=36 /TID=Mm.13255
MOE430_2_1434697_at 882.4 1120.3 P P 0.000244 0.000244 0.2 NC 0.04 gb:BI692575 /DB_XREF=gi:15655204 /DB_XREF=603343425F1 /CLONE=IMAGE:5370918 /FEA=EST /CNT=87 /TID=Mm.28869.1 /TIER=Stack /STK=26 /UG
MOE430_2_1434718_at 41.3 47.4 P P 0.00415 0.000244 0.2 NC 0.1 gb:BM198837 /DB_XREF=gi:17751465 /DB_XREF=C0408D11-3 /CLONE=C0408D11 /FEA=EST /CNT=48 /TID=Mm.17837.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1434737_at 296.4 353.9 P P 0.000244 0.000244 0.2 NC 0.11 gb:AV000765 /DB_XREF=gi:16355998 /DB_XREF=AV000765 /CLONE=0610009H20 /FEA=EST /CNT=49 /TID=Mm.42870.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434744_at 252.2 270.4 P P 0.000732 0.000244 0.2 NC 0.35 gb:BB230053 /DB_XREF=gi:16354352 /DB_XREF=BB230053 /CLONE=A630024M13 /FEA=EST /CNT=176 /TID=Mm.149115.3 /TIER=Stack /STK=25 /UG=
MOE430_2_1434759_at 14.2 11.1 P P 0.000732 0.04 0.2 NC 0.5 gb:BE952187 /DB_XREF=gi:10592325 /DB_XREF=UI-M-CD0-ayj-g-08-0-UI.s1 /CLONE=UI-M-CD0-ayj-g-08-0-UI /FEA=EST /CNT=73 /TID=Mm.80339.1 
MOE430_2_1434766_at 26.8 27.8 P P 0.00415 0.000244 0.2 NC 0.5 gb:BQ175911 /DB_XREF=gi:20351403 /DB_XREF=UI-M-DJ2-bwf-f-10-0-UI.s1 /CLONE=UI-M-DJ2-bwf-f-10-0-UI /FEA=EST /CNT=49 /TID=Mm.10344.1
MOE430_2_1434828_at 401.9 459.3 P P 0.000244 0.000244 0.2 NC 0.05 gb:BM200103 /DB_XREF=gi:17753260 /DB_XREF=C0205H05-3 /CLONE=C0205H05 /FEA=EST /CNT=50 /TID=Mm.86385.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434829_at 152.4 178.9 P P 0.00293 0.00415 0.2 NC 0.07 gb:BB487560 /DB_XREF=gi:16441531 /DB_XREF=BB487560 /CLONE=D430042L22 /FEA=EST /CNT=47 /TID=Mm.40279.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434841_at 60.7 83 P P 0.000244 0.000732 0.2 NC 0.5 gb:AI117751 /DB_XREF=gi:3518075 /DB_XREF=uc39d06.r1 /CLONE=IMAGE:1400363 /FEA=EST /CNT=29 /TID=Mm.74718.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434859_at 174.4 162.6 P P 0.000244 0.001221 0.2 NC 0.34 gb:BB127793 /DB_XREF=gi:16262380 /DB_XREF=BB127793 /CLONE=9630025M18 /FEA=EST /CNT=32 /TID=Mm.202767.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434860_at 164.9 163.6 P P 0.000244 0.000244 0.2 NC 0.16 gb:BQ176197 /DB_XREF=gi:20351689 /DB_XREF=UI-M-DJ2-bwg-i-20-0-UI.s1 /CLONE=UI-M-DJ2-bwg-i-20-0-UI /FEA=EST /CNT=30 /TID=Mm.100143
MOE430_2_1434863_at 125.9 140.7 P P 0.000244 0.000244 0.2 NC 0.26 gb:AV229170 /DB_XREF=gi:16385625 /DB_XREF=AV229170 /CLONE=4631405D11 /FEA=EST /CNT=27 /TID=Mm.36461.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434879_at 1003.2 1159.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:BI794243 /DB_XREF=gi:15821968 /DB_XREF=ic90f05.x1 /CLONE=IMAGE:5661057 /FEA=EST /CNT=135 /TID=Mm.21981.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1434880_at 114.7 124.9 P P 0.000244 0.000244 0.2 NC 0.25 gb:BB667430 /DB_XREF=gi:16398879 /DB_XREF=BB667430 /CLONE=C730013F22 /FEA=EST /CNT=87 /TID=Mm.45586.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434882_at 308.8 328.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:BM293485 /DB_XREF=gi:18021572 /DB_XREF=C0305H01-3 /CLONE=C0305H01 /FEA=EST /CNT=205 /TID=Mm.183022.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1434883_at 241.9 323.6 P P 0.000244 0.000244 0.2 NC 0.46 gb:BM206088 /DB_XREF=gi:17761431 /DB_XREF=C0293A01-3 /CLONE=C0293A01 /FEA=EST /CNT=205 /TID=Mm.183022.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1434890_at 307.1 321.2 P P 0.000244 0.000244 0.2 NC 0.19 gb:BG072813 /DB_XREF=gi:12555382 /DB_XREF=H3115C07-3 /CLONE=H3115C07 /FEA=EST /CNT=60 /TID=Mm.203884.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1434922_at 57.5 62.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB483595 /DB_XREF=gi:16441058 /DB_XREF=BB483595 /CLONE=D430021D23 /FEA=EST /CNT=129 /TID=Mm.28932.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434949_at 42.8 45.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:AW456859 /DB_XREF=gi:7027076 /DB_XREF=UI-M-BH3-aqz-c-04-0-UI.s1 /CLONE=UI-M-BH3-aqz-c-04-0-UI /FEA=EST /CNT=51 /TID=Mm.27717.3
MOE430_2_1434953_at 261.2 245.8 P P 0.008057 0.00415 0.2 NC 0.01 gb:BB027914 /DB_XREF=gi:16258055 /DB_XREF=BB027914 /CLONE=5330439J20 /FEA=EST /CNT=45 /TID=Mm.2873.1 /TIER=Stack /STK=22 /UG=Mm.2
MOE430_2_1434969_at 88.2 86.9 P P 0.000244 0.000244 0.2 NC 0.13 gb:BB381558 /DB_XREF=gi:16408005 /DB_XREF=BB381558 /CLONE=C230013P17 /FEA=EST /CNT=26 /TID=Mm.127308.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434978_at 85.9 83.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB774204 /DB_XREF=gi:16934884 /DB_XREF=BB774204 /CLONE=G430009A20 /FEA=EST /CNT=110 /TID=Mm.171701.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1434980_at 8.5 7.6 A A 0.17 0.27 0.2 NC 0.5 gb:AV230647 /DB_XREF=gi:15404968 /DB_XREF=AV230647 /CLONE=4631434C11 /FEA=EST /CNT=31 /TID=Mm.18499.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434986_a_ 953.2 1118.2 P P 0.000244 0.000244 0.2 NC 0.07 gb:AI327023 /DB_XREF=gi:4061452 /DB_XREF=mj94h07.x1 /CLONE=IMAGE:483805 /FEA=EST /CNT=23 /TID=Mm.28375.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434993_at 0.8 0.7 A A 0.8 0.88 0.2 NC 0.62 gb:BM942851 /DB_XREF=gi:19402714 /DB_XREF=UI-M-BZ1-beb-b-07-0-UI.r1 /CLONE=UI-M-BZ1-beb-b-07-0-UI /FEA=EST /CNT=89 /TID=Mm.100160
MOE430_2_1435017_at 96.1 112.1 P P 0.000732 0.000732 0.2 NC 0.36 gb:AV000569 /DB_XREF=gi:16355992 /DB_XREF=AV000569 /CLONE=0610008K22 /FEA=EST /CNT=43 /TID=Mm.29659.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435025_at 117.5 160.5 P P 0.000244 0.000244 0.2 NC 0.06 gb:AW539314 /DB_XREF=gi:7181731 /DB_XREF=C0118D02-3 /CLONE=C0118D02 /FEA=EST /CNT=26 /TID=Mm.206175.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435027_at 77.2 89.9 P P 0.00415 0.000244 0.2 NC 0.004481 gb:AW552851 /DB_XREF=gi:7198274 /DB_XREF=L0218D04-3 /CLONE=L0218D04 /FEA=EST /CNT=45 /TID=Mm.33818.1 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1435028_at 243.2 290.4 P P 0.000732 0.000732 0.2 NC 0.08 gb:BB795506 /DB_XREF=gi:16965125 /DB_XREF=BB795506 /CLONE=G431005G02 /FEA=EST /CNT=36 /TID=Mm.30850.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435059_at 247.3 264.5 P P 0.000244 0.000244 0.2 NC 0.39 gb:BM937495 /DB_XREF=gi:19396647 /DB_XREF=UI-M-CC1-bag-d-06-0-UI.r1 /CLONE=UI-M-CC1-bag-d-06-0-UI /FEA=EST /CNT=28 /TID=Mm.24311.
MOE430_2_1435069_at 26.6 32.2 P P 0.04 0.00293 0.2 NC 0.009292 gb:AW493518 /DB_XREF=gi:7063799 /DB_XREF=UI-M-BH3-aud-c-01-0-UI.s1 /CLONE=UI-M-BH3-aud-c-01-0-UI /FEA=EST /CNT=48 /TID=Mm.34689.1
MOE430_2_1435076_at 197.3 221.5 P P 0.001221 0.000732 0.2 NC 0.08 gb:AV291303 /DB_XREF=gi:16392385 /DB_XREF=AV291303 /CLONE=5430402E13 /FEA=EST /CNT=52 /TID=Mm.41862.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435093_at 250.1 254.5 P P 0.000244 0.000244 0.2 NC 0.13 gb:AV259377 /DB_XREF=gi:16388605 /DB_XREF=AV259377 /CLONE=4930404I19 /FEA=EST /CNT=30 /TID=Mm.29533.1 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1435096_at 215.7 232.8 P P 0.000244 0.000244 0.2 NC 0.3 gb:BB667093 /DB_XREF=gi:16398542 /DB_XREF=BB667093 /CLONE=4022435G01 /FEA=EST /CNT=31 /TID=Mm.18936.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435100_at 39.8 36.2 M P 0.05 0.04 0.2 NC 0.45 gb:AV376052 /DB_XREF=gi:16398032 /DB_XREF=AV376052 /CLONE=9130204L09 /FEA=EST /CNT=24 /TID=Mm.35507.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435111_at 4.4 2.2 A A 0.46 0.43 0.2 NC 0.27 gb:AI595921 /DB_XREF=gi:4604969 /DB_XREF=uk20b10.x1 /CLONE=IMAGE:1969531 /FEA=EST /CNT=22 /TID=Mm.32861.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435113_x_ 12.8 13.1 A A 0.36 0.11 0.2 NC 0.33 gb:AV007850 /DB_XREF=gi:4784837 /DB_XREF=AV007850 /CLONE=1110006N04 /FEA=EST /CNT=22 /TID=Mm.2319.2 /TIER=Stack /STK=20 /UG=Mm.23
MOE430_2_1435134_at 27.2 37 P P 0.01 0.02 0.2 NC 0.5 gb:BB822365 /DB_XREF=gi:16994994 /DB_XREF=BB822365 /CLONE=G830018G20 /FEA=EST /CNT=245 /TID=Mm.24576.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435140_at 225.5 225 P P 0.000732 0.000244 0.2 NC 0.5 gb:AV027702 /DB_XREF=gi:15431505 /DB_XREF=AV027702 /CLONE=1300013B06 /FEA=EST /CNT=59 /TID=Mm.202771.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435158_at 14.2 17.1 P P 0.01 0.001221 0.2 NC 0.5 gb:BB796313 /DB_XREF=gi:16965932 /DB_XREF=BB796313 /CLONE=G4D0007I24 /FEA=EST /CNT=35 /TID=Mm.31826.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435161_at 28 51.2 P P 0.000244 0.000732 0.2 NC 0.39 gb:BM243223 /DB_XREF=gi:17878493 /DB_XREF=K0643E02-3 /CLONE=K0643E02 /FEA=EST /CNT=35 /TID=Mm.31362.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435185_at 25.7 27 P P 0.01 0.01 0.2 NC 0.41 gb:BF466265 /DB_XREF=gi:11535448 /DB_XREF=UI-M-CG0p-bqv-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bqv-d-09-0-UI /FEA=EST /CNT=32 /TID=Mm.4285
MOE430_2_1435187_at 423.6 497.1 P P 0.001221 0.000732 0.2 NC 0.08 gb:BG064946 /DB_XREF=gi:12547509 /DB_XREF=H3025F06-3 /CLONE=H3025F06 /FEA=EST /CNT=31 /TID=Mm.41855.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435194_at 346.4 427 P P 0.001221 0.001953 0.2 NC 0.16 gb:AW909503 /DB_XREF=gi:8074740 /DB_XREF=ur76a09.x1 /CLONE=IMAGE:3156184 /FEA=EST /CNT=22 /TID=Mm.30652.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1435203_at 405.2 448.2 P P 0.000244 0.000244 0.2 NC 0.05 gb:BB794673 /DB_XREF=gi:16964292 /DB_XREF=BB794673 /CLONE=G431001G13 /FEA=EST /CNT=24 /TID=Mm.31161.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435205_at 0.7 1.6 A A 0.93 0.72 0.2 NC 0.69 gb:C88013 /DB_XREF=gi:2919970 /DB_XREF=C88013 /CLONE=J0255D07 /FEA=EST /CNT=22 /TID=Mm.21866.1 /TIER=Stack /STK=19 /UG=Mm.21866 /
MOE430_2_1435207_at 116.8 130.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB758432 /DB_XREF=gi:16189905 /DB_XREF=BB758432 /CLONE=G270098A02 /FEA=EST /CNT=32 /TID=Mm.41644.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435208_at 66 76 P P 0.000244 0.000244 0.2 NC 0.21 gb:AV327407 /DB_XREF=gi:16395622 /DB_XREF=AV327407 /CLONE=6330418I21 /FEA=EST /CNT=32 /TID=Mm.18534.1 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1435220_s_ 191.6 205.1 P P 0.000244 0.000244 0.2 NC 0.05 gb:AV226461 /DB_XREF=gi:16385337 /DB_XREF=AV226461 /CLONE=3930402J06 /FEA=EST /CNT=227 /TID=Mm.29476.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435221_at 265.1 270 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB474071 /DB_XREF=gi:16439812 /DB_XREF=BB474071 /CLONE=D330004K05 /FEA=EST /CNT=206 /TID=Mm.196551.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435235_at 229.1 228.9 P P 0.000244 0.000732 0.2 NC 0.5 gb:BI662855 /DB_XREF=gi:15577088 /DB_XREF=603286290F1 /CLONE=IMAGE:5320295 /FEA=EST /CNT=50 /TID=Mm.19169.2 /TIER=Stack /STK=18 /UG
MOE430_2_1435236_at 83.7 104.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB323288 /DB_XREF=gi:16403448 /DB_XREF=BB323288 /CLONE=B430001P14 /FEA=EST /CNT=30 /TID=Mm.103117.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435248_a_ 206.2 283.4 P P 0.000244 0.000244 0.2 NC 0.04 gb:BG917504 /DB_XREF=gi:14297980 /DB_XREF=602817048F1 /CLONE=IMAGE:4946170 /FEA=EST /CNT=46 /TID=Mm.146462.2 /TIER=Stack /STK=18 /
MOE430_2_1435260_at 68.9 82.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG695418 /DB_XREF=gi:13955314 /DB_XREF=NISC_iv17b11.w2 /CLONE=IMAGE:4318028 /FEA=EST /CNT=27 /TID=Mm.33030.1 /TIER=Stack /STK=18
MOE430_2_1435265_at 47.7 59.8 P P 0.000732 0.000732 0.2 NC 0.5 gb:BF466929 /DB_XREF=gi:11536112 /DB_XREF=UI-M-CG0p-brb-f-07-0-UI.s1 /CLONE=UI-M-CG0p-brb-f-07-0-UI /FEA=EST /CNT=27 /TID=Mm.25683
MOE430_2_1435266_at 33.5 34.7 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB495464 /DB_XREF=gi:15412148 /DB_XREF=BB495464 /CLONE=D530048H07 /FEA=EST /CNT=24 /TID=Mm.37926.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435284_at 10.4 25.8 P P 0.02 0.008057 0.2 NC 0.5 gb:BB648600 /DB_XREF=gi:16482856 /DB_XREF=BB648600 /CLONE=C130026I10 /FEA=EST /CNT=23 /TID=Mm.27866.1 /TIER=Stack /STK=18 /UG=Mm



MOE430_2_1435291_at 144.8 154.6 P P 0.000244 0.000244 0.2 NC 0.17 gb:BM242619 /DB_XREF=gi:17877889 /DB_XREF=K0635B12-3 /CLONE=K0635B12 /FEA=EST /CNT=26 /TID=Mm.40118.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435302_at 23.4 21.9 P P 0.008057 0.000244 0.2 NC 0.01 gb:AV277229 /DB_XREF=gi:16390939 /DB_XREF=AV277229 /CLONE=4932441F06 /FEA=EST /CNT=38 /TID=Mm.86376.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435303_at 49.5 51.3 P P 0.000244 0.000244 0.2 NC 0.4 gb:AV373814 /DB_XREF=gi:15412259 /DB_XREF=AV373814 /CLONE=9130002C20 /FEA=EST /CNT=38 /TID=Mm.86376.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1435346_at 30.6 40.3 P P 0.001953 0.000244 0.2 NC 0.21 gb:BE352816 /DB_XREF=gi:16445211 /DB_XREF=mt(5) /FEA=EST /CNT=30 /TID=Mm.215829.1 /TIER=Stack /STK=17 /UG=Mm.215829 /UG_TITLE=ESTs
MOE430_2_1435360_at 180.3 205.8 P P 0.00415 0.001953 0.2 NC 0.37 gb:BB076581 /DB_XREF=gi:16260362 /DB_XREF=BB076581 /CLONE=9330126A18 /FEA=EST /CNT=28 /TID=Mm.35235.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435363_at 17 28.2 P P 0.001221 0.02 0.2 NC 0.5 gb:BG073502 /DB_XREF=gi:12556071 /DB_XREF=H3123D02-3 /CLONE=H3123D02 /FEA=EST /CNT=26 /TID=Mm.11768.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435366_at 110.9 125 P P 0.000244 0.000244 0.2 NC 0.42 gb:BB486367 /DB_XREF=gi:16441380 /DB_XREF=BB486367 /CLONE=D430036C22 /FEA=EST /CNT=23 /TID=Mm.27029.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435401_at 42 46.5 P P 0.000732 0.000244 0.2 NC 0.04 gb:AW047508 /DB_XREF=gi:5908037 /DB_XREF=UI-M-BH1-ama-b-11-0-UI.s1 /CLONE=UI-M-BH1-ama-b-11-0-UI /FEA=EST /CNT=24 /TID=Mm.181733
MOE430_2_1435411_at 2.8 5.7 A A 0.72 0.36 0.2 NC 0.02 gb:BE950834 /DB_XREF=gi:10589562 /DB_XREF=UI-M-CE0-azd-e-11-0-UI.s1 /CLONE=UI-M-CE0-azd-e-11-0-UI /FEA=EST /CNT=18 /TID=Mm.40598.1
MOE430_2_1435413_x_ 2793.7 3187.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:AV167958 /DB_XREF=gi:5374395 /DB_XREF=AV167958 /CLONE=3110059K19 /FEA=EST /CNT=18 /TID=Mm.21932.2 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1435416_x_ 939.9 1048.3 P P 0.000244 0.000244 0.2 NC 0.37 gb:BB393168 /DB_XREF=gi:9116139 /DB_XREF=BB393168 /CLONE=C230082E23 /FEA=EST /CNT=18 /TID=Mm.6354.4 /TIER=Stack /STK=17 /UG=Mm.6
MOE430_2_1435429_x_ 3674.5 4026.8 P P 0.001953 0.001221 0.2 NC 0.5 gb:AV111399 /DB_XREF=gi:5265479 /DB_XREF=AV111399 /CLONE=2610001K19 /FEA=EST /CNT=71 /TID=Mm.30120.2 /TIER=Stack /STK=16 /UG=Mm.3
MOE430_2_1435443_at 209 207.3 P P 0.000244 0.000732 0.2 NC 0.29 gb:BB428881 /DB_XREF=gi:16423956 /DB_XREF=BB428881 /CLONE=C630024C05 /FEA=EST /CNT=36 /TID=Mm.32119.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435451_at 44.4 51.3 P P 0.001221 0.000244 0.2 NC 0.03 gb:BG068026 /DB_XREF=gi:12550595 /DB_XREF=H3060H11-3 /CLONE=H3060H11 /FEA=EST /CNT=27 /TID=Mm.21469.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435463_s_ 98.6 114.3 P P 0.01 0.01 0.2 NC 0.36 gb:C76327 /DB_XREF=gi:2516657 /DB_XREF=C76327 /CLONE=J0008G09 /FEA=EST /CNT=43 /TID=Mm.6493.1 /TIER=Stack /STK=16 /UG=Mm.6493 /LL
MOE430_2_1435470_at 19.6 34 P P 0.00415 0.01 0.2 NC 0.5 gb:BI736050 /DB_XREF=gi:15713063 /DB_XREF=603359190F1 /CLONE=IMAGE:5366350 /FEA=EST /CNT=22 /TID=Mm.102063.1 /TIER=Stack /STK=16 /U
MOE430_2_1435493_at 7.3 5.7 A A 0.14 0.06 0.2 NC 0.29 gb:AV297961 /DB_XREF=gi:16392994 /DB_XREF=AV297961 /CLONE=5730453H04 /FEA=EST /CNT=18 /TID=Mm.203911.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435506_at 2.3 2.3 A A 0.75 0.87 0.2 NC 0.5 gb:BF463641 /DB_XREF=gi:11532824 /DB_XREF=UI-M-CG0p-bns-h-07-0-UI.s1 /CLONE=UI-M-CG0p-bns-h-07-0-UI /FEA=EST /CNT=17 /TID=Mm.5863
MOE430_2_1435528_at 183.5 198.4 P P 0.001953 0.001221 0.2 NC 0.009292 gb:BE952060 /DB_XREF=gi:10592055 /DB_XREF=UI-M-CD0-ayi-d-01-0-UI.s1 /CLONE=UI-M-CD0-ayi-d-01-0-UI /FEA=EST /CNT=36 /TID=Mm.31239.3 
MOE430_2_1435540_at 237.6 240.7 P P 0.000244 0.000244 0.2 NC 0.46 gb:BM116550 /DB_XREF=gi:17079568 /DB_XREF=L0837H11-3 /CLONE=L0837H11 /FEA=EST /CNT=50 /TID=Mm.41108.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435600_s_ 6.7 6.6 A A 0.36 0.33 0.2 NC 0.16 gb:AV174401 /DB_XREF=gi:15404719 /DB_XREF=AV174401 /CLONE=5730409P07 /FEA=EST /CNT=17 /TID=Mm.54005.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435602_at 242.6 335.7 P P 0.000244 0.000244 0.2 NC 0.18 gb:BE200310 /DB_XREF=gi:8712407 /DB_XREF=ug74e02.x1 /CLONE=IMAGE:1548122 /FEA=EST /CNT=17 /TID=Mm.20294.2 /TIER=Stack /STK=15 /UG=
MOE430_2_1435630_s_ 1641.2 1817.1 P P 0.000244 0.000244 0.2 NC 0.45 gb:AV148646 /DB_XREF=gi:5352779 /DB_XREF=AV148646 /CLONE=2810480N06 /FEA=EST /CNT=15 /TID=Mm.196520.4 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435631_x_ 79.3 89.3 P P 0.000244 0.000732 0.2 NC 0.05 gb:AV005520 /DB_XREF=gi:4782370 /DB_XREF=AV005520 /CLONE=1010001B07 /FEA=EST /CNT=15 /TID=Mm.182692.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435672_at 23.9 35.1 P P 0.02 0.01 0.2 NC 0.15 gb:BM118658 /DB_XREF=gi:17086684 /DB_XREF=L0914C05-3 /CLONE=L0914C05 /FEA=EST /CNT=20 /TID=Mm.68610.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435676_at 285.7 420.2 P P 0.000244 0.000244 0.2 NC 0.05 gb:BB445523 /DB_XREF=gi:16425016 /DB_XREF=BB445523 /CLONE=D030051D21 /FEA=EST /CNT=25 /TID=Mm.180873.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435677_at 102.7 114.1 P P 0.001221 0.000244 0.2 NC 0.13 gb:BB247709 /DB_XREF=gi:16355584 /DB_XREF=BB247709 /CLONE=A730020M23 /FEA=EST /CNT=22 /TID=Mm.25383.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435682_at 207.7 228.7 P P 0.000244 0.000244 0.2 NC 0.16 gb:BB773089 /DB_XREF=gi:16933769 /DB_XREF=BB773089 /CLONE=G430001K14 /FEA=EST /CNT=17 /TID=Mm.27719.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435686_at 77.9 101.6 P P 0.000244 0.001221 0.2 NC 0.5 gb:BB027371 /DB_XREF=gi:16258015 /DB_XREF=BB027371 /CLONE=5330437G11 /FEA=EST /CNT=23 /TID=Mm.219409.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435700_at 113.6 116.9 P P 0.000244 0.000244 0.2 NC 0.29 gb:BQ174291 /DB_XREF=gi:20349782 /DB_XREF=UI-M-DJ2-bvx-l-11-0-UI.s1 /CLONE=UI-M-DJ2-bvx-l-11-0-UI /FEA=EST /CNT=20 /TID=Mm.33645.1 
MOE430_2_1435714_x_ 215.4 249 P P 0.001953 0.001953 0.2 NC 0.09 gb:BB809808 /DB_XREF=gi:16982437 /DB_XREF=BB809808 /CLONE=G730001B15 /FEA=EST /CNT=15 /TID=Mm.3409.1 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1435730_at 25.6 38 P P 0.03 0.01 0.2 NC 0.04 gb:BM118190 /DB_XREF=gi:17081208 /DB_XREF=L0862D08-3 /CLONE=L0862D08 /FEA=EST /CNT=14 /TID=Mm.41628.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435734_x_ 250.7 282.9 P P 0.000244 0.000244 0.2 NC 0.1 gb:BB396413 /DB_XREF=gi:9215809 /DB_XREF=BB396413 /CLONE=C230097H11 /FEA=EST /CNT=14 /TID=Mm.27039.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1435754_at 297.8 342.3 P P 0.000244 0.000732 0.2 NC 0.5 gb:BQ180736 /DB_XREF=gi:20356228 /DB_XREF=UI-M-EX0-bxc-k-11-0-UI.r1 /CLONE=IMAGE:5706370 /FEA=EST /CNT=60 /TID=Mm.142380.5 /TIER=S
MOE430_2_1435766_at 56.8 69.8 P P 0.001953 0.000244 0.2 NC 0.03 gb:AV036957 /DB_XREF=gi:16356617 /DB_XREF=AV036957 /CLONE=1600022A19 /FEA=EST /CNT=23 /TID=Mm.30472.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435768_at 77.3 91.9 P P 0.000244 0.000244 0.2 NC 0.04 gb:AV371758 /DB_XREF=gi:15406819 /DB_XREF=AV371758 /CLONE=9030419J19 /FEA=EST /CNT=40 /TID=Mm.41138.4 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435774_at 44.7 59.4 P P 0.000244 0.000244 0.2 NC 0.37 gb:AV024517 /DB_XREF=gi:15431408 /DB_XREF=AV024517 /CLONE=1200003N19 /FEA=EST /CNT=24 /TID=Mm.46750.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435811_a_ 646.6 879.5 P P 0.001221 0.000732 0.2 NC 0.19 gb:BM207360 /DB_XREF=gi:17763152 /DB_XREF=C0611F11-3 /CLONE=C0611F11 /FEA=EST /CNT=16 /TID=Mm.27404.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435850_at 4.8 7 A A 0.46 0.43 0.2 NC 0.14 gb:BQ176814 /DB_XREF=gi:20352306 /DB_XREF=UI-M-DJ2-bvz-f-04-0-UI.s1 /CLONE=UI-M-DJ2-bvz-f-04-0-UI /FEA=EST /CNT=13 /TID=Mm.127530.
MOE430_2_1435861_at 45.9 64.1 P P 0.001221 0.001221 0.2 NC 0.5 gb:AI046802 /DB_XREF=gi:3295089 /DB_XREF=uh58h02.r1 /CLONE=IMAGE:1749651 /FEA=EST /CNT=176 /TID=Mm.25118.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1435862_at 445.2 499.7 P P 0.000244 0.000244 0.2 NC 0.08 gb:BG067046 /DB_XREF=gi:12549615 /DB_XREF=H3050A01-3 /CLONE=H3050A01 /FEA=EST /CNT=119 /TID=Mm.200417.2 /TIER=Stack /STK=12 /UG=
MOE430_2_1435875_at 77.5 55.7 P P 0.01 0.00293 0.2 NC 0.5 gb:AV223660 /DB_XREF=gi:15404855 /DB_XREF=AV223660 /CLONE=3830413A15 /FEA=EST /CNT=46 /TID=Mm.31175.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435881_at 374.1 407.8 P P 0.000244 0.000244 0.2 NC 0.28 gb:AW556977 /DB_XREF=gi:7202406 /DB_XREF=L0275G08-3 /CLONE=L0275G08 /FEA=EST /CNT=36 /TID=Mm.4358.2 /TIER=Stack /STK=12 /UG=Mm.4
MOE430_2_1435887_at 1.7 2.8 A A 0.96 0.91 0.2 NC 0.18 gb:BB806208 /DB_XREF=gi:16978837 /DB_XREF=BB806208 /CLONE=G630073N22 /FEA=EST /CNT=35 /TID=Mm.38201.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435921_at 114.1 132.6 P P 0.005859 0.00293 0.2 NC 0.5 gb:BM223036 /DB_XREF=gi:17783868 /DB_XREF=K0130E01-3 /CLONE=K0130E01 /FEA=EST /CNT=49 /TID=Mm.17096.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435937_at 78.7 103.1 P P 0.001221 0.000244 0.2 NC 0.01 gb:BB794710 /DB_XREF=gi:16964329 /DB_XREF=BB794710 /CLONE=G431001J02 /FEA=EST /CNT=16 /TID=Mm.27071.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435950_at 39 51.4 A P 0.14 0.04 0.2 NC 0.01 gb:AV231755 /DB_XREF=gi:16385893 /DB_XREF=AV231755 /CLONE=4632409G21 /FEA=EST /CNT=23 /TID=Mm.10225.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435956_at 37.7 46.1 P A 0.03 0.11 0.2 NC 0.37 gb:BB277380 /DB_XREF=gi:16400977 /DB_XREF=BB277380 /CLONE=A930004K21 /FEA=EST /CNT=17 /TID=Mm.121514.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435968_at 1.9 3 A A 0.8 0.78 0.2 NC 0.83 gb:BI794694 /DB_XREF=gi:15822419 /DB_XREF=ic63d08.x2 /CLONE=IMAGE:5658302 /FEA=EST /CNT=25 /TID=Mm.206054.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1435988_x_ 724.7 591.5 P P 0.001953 0.000732 0.2 NC 0.3 gb:BF458932 /DB_XREF=gi:11525101 /DB_XREF=UI-M-BZ1-blx-b-09-0-UI.s1 /CLONE=UI-M-BZ1-blx-b-09-0-UI /FEA=EST /CNT=13 /TID=Mm.30234.2 
MOE430_2_1435992_at 10.4 13 P A 0.01 0.11 0.2 NC 0.5 gb:BQ175373 /DB_XREF=gi:20350865 /DB_XREF=UI-M-DJ2-bwc-l-17-0-UI.s1 /CLONE=UI-M-DJ2-bwc-l-17-0-UI /FEA=EST /CNT=15 /TID=Mm.161467
MOE430_2_1436020_at 73 108.2 P P 0.000244 0.000244 0.2 NC 0.13 gb:AV099356 /DB_XREF=gi:15404404 /DB_XREF=AV099356 /CLONE=2410048C16 /FEA=EST /CNT=62 /TID=Mm.196218.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436034_at 177.4 181.6 P P 0.000244 0.000244 0.2 NC 0.41 gb:AW550283 /DB_XREF=gi:7195711 /DB_XREF=L0062F03-3 /CLONE=L0062F03 /FEA=EST /CNT=34 /TID=Mm.14530.2 /TIER=Stack /STK=11 /UG=Mm.1
MOE430_2_1436065_at 0.8 0.9 A A 0.87 0.91 0.2 NC 0.5 gb:BB202432 /DB_XREF=gi:16271711 /DB_XREF=BB202432 /CLONE=A430046D14 /FEA=EST /CNT=15 /TID=Mm.165076.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436083_at 24.6 36.7 A A 0.17 0.09 0.2 NC 0.36 gb:AI854181 /DB_XREF=gi:5498087 /DB_XREF=UI-M-BH0-ajz-b-11-0-UI.s1 /CLONE=UI-M-BH0-ajz-b-11-0-UI /FEA=EST /CNT=36 /TID=Mm.200954.1 /
MOE430_2_1436086_at 1.1 1.3 A A 0.82 0.82 0.2 NC 0.5 gb:AV256234 /DB_XREF=gi:16388296 /DB_XREF=AV256234 /CLONE=4921526F01 /FEA=EST /CNT=18 /TID=Mm.24626.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436107_at 18.6 18.7 P P 0.001221 0.00415 0.2 NC 0.25 gb:AV167707 /DB_XREF=gi:16383531 /DB_XREF=AV167707 /CLONE=3110056L02 /FEA=EST /CNT=13 /TID=Mm.133137.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436134_at 11.2 11.5 P A 0.04 0.21 0.2 NC 0.5 gb:BQ175340 /DB_XREF=gi:20350832 /DB_XREF=UI-M-DJ2-bwc-f-23-0-UI.s1 /CLONE=UI-M-DJ2-bwc-f-23-0-UI /FEA=EST /CNT=11 /TID=Mm.156870
MOE430_2_1436136_at 25.9 32.6 A A 0.24 0.24 0.2 NC 0.42 gb:BM239660 /DB_XREF=gi:17874930 /DB_XREF=K0538B06-3 /CLONE=K0538B06 /FEA=EST /CNT=11 /TID=Mm.139166.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436209_at 57.5 65 P P 0.000244 0.000244 0.2 NC 0.17 gb:BB447500 /DB_XREF=gi:16425187 /DB_XREF=BB447500 /CLONE=D030060M24 /FEA=EST /CNT=16 /TID=Mm.39102.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436219_at 46.4 67.3 P P 0.005859 0.001221 0.2 NC 0.06 gb:BQ176997 /DB_XREF=gi:20352489 /DB_XREF=UI-M-DJ2-bwa-e-20-0-UI.s1 /CLONE=UI-M-DJ2-bwa-e-20-0-UI /FEA=EST /CNT=20 /TID=Mm.34672
MOE430_2_1436228_at 62.1 67.1 P P 0.00293 0.001221 0.2 NC 0.24 gb:BM123092 /DB_XREF=gi:17106860 /DB_XREF=L0519E01-3 /CLONE=L0519E01 /FEA=EST /CNT=14 /TID=Mm.5388.2 /TIER=Stack /STK=10 /UG=Mm.5
MOE430_2_1436235_x_ 96.5 120.1 P P 0.000732 0.000732 0.2 NC 0.29 gb:BB750674 /DB_XREF=gi:16154910 /DB_XREF=BB750674 /CLONE=G130201J09 /FEA=EST /CNT=13 /TID=Mm.135375.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436261_at 0.8 1.2 A A 0.43 0.56 0.2 NC 0.12 gb:BB723867 /DB_XREF=gi:16107142 /DB_XREF=BB723867 /CLONE=C920021M20 /FEA=EST /CNT=11 /TID=Mm.213045.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436280_at 49.9 45.1 P P 0.02 0.005859 0.2 NC 0.35 gb:BB757838 /DB_XREF=gi:16186063 /DB_XREF=BB757838 /CLONE=G270089L22 /FEA=EST /CNT=10 /TID=Mm.153291.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436284_s_ 21.1 25.6 P P 0.02 0.005859 0.2 NC 0.03 gb:BE949045 /DB_XREF=gi:10526804 /DB_XREF=UI-M-BH3-avg-e-09-0-UI.s1 /CLONE=UI-M-BH3-avg-e-09-0-UI /FEA=EST /CNT=10 /TID=Mm.22792.
MOE430_2_1436310_at 149.4 189.2 P P 0.000244 0.000244 0.2 NC 0.09 gb:BB399421 /DB_XREF=gi:15411742 /DB_XREF=BB399421 /CLONE=C330013N08 /FEA=EST /CNT=71 /TID=Mm.249.1 /TIER=Stack /STK=9 /UG=Mm.24
MOE430_2_1436315_at 196.5 217.1 P P 0.000244 0.000244 0.2 NC 0.3 gb:BF468324 /DB_XREF=gi:20338375 /DB_XREF=UI-M-CC0-ayg-g-10-0-UI.r1 /CLONE=UI-M-CC0-ayg-g-10-0-UI /FEA=EST /CNT=40 /TID=Mm.2223.2 
MOE430_2_1436337_at 36.4 49.1 P P 0.001953 0.001221 0.2 NC 0.39 gb:BF453911 /DB_XREF=gi:11520080 /DB_XREF=maa60d03.x1 /CLONE=IMAGE:3821213 /FEA=EST /CNT=27 /TID=Mm.22480.2 /TIER=Stack /STK=9 /UG
MOE430_2_1436339_at 1690.9 2011.9 P P 0.001953 0.000732 0.2 NC 0.42 gb:BE627374 /DB_XREF=gi:9907794 /DB_XREF=ut93b04.x1 /CLONE=IMAGE:3369967 /FEA=EST /CNT=20 /TID=Mm.53.1 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1436358_at 57.4 69.5 P P 0.001221 0.000732 0.2 NC 0.21 gb:AV333459 /DB_XREF=gi:15406395 /DB_XREF=AV333459 /CLONE=6330547J17 /FEA=EST /CNT=15 /TID=Mm.40639.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1436360_at 87.8 107.8 P P 0.000244 0.001221 0.2 NC 0.42 gb:BB811893 /DB_XREF=gi:16984522 /DB_XREF=BB811893 /CLONE=G730011O12 /FEA=EST /CNT=15 /TID=Mm.220232.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436368_at 24.7 27.9 P P 0.02 0.04 0.2 NC 0.5 gb:BB140436 /DB_XREF=gi:16267422 /DB_XREF=BB140436 /CLONE=9830169E08 /FEA=EST /CNT=19 /TID=Mm.186778.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436374_x_ 17.1 19.6 A A 0.11 0.21 0.2 NC 0.69 gb:BM123381 /DB_XREF=gi:17107149 /DB_XREF=L0523H04-3 /CLONE=L0523H04 /FEA=EST /CNT=23 /TID=Mm.20903.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436413_at 11.8 16 P P 0.008057 0.008057 0.2 NC 0.27 gb:BB831042 /DB_XREF=gi:17009285 /DB_XREF=BB831042 /CLONE=G930014O13 /FEA=EST /CNT=12 /TID=Mm.35407.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436416_x_ 587.5 745.8 P P 0.000732 0.001953 0.2 NC 0.16 gb:BB609429 /DB_XREF=gi:16451181 /DB_XREF=BB609429 /CLONE=0610025M11 /FEA=EST /CNT=12 /TID=Mm.4050.4 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1436442_at 48.3 71.4 P P 0.000244 0.001953 0.2 NC 0.5 gb:AV230438 /DB_XREF=gi:15404960 /DB_XREF=AV230438 /CLONE=4631429N07 /FEA=EST /CNT=10 /TID=Mm.4498.6 /TIER=Stack /STK=9 /UG=Mm.44
MOE430_2_1436447_at 27.1 31.1 P P 0.01 0.005859 0.2 NC 0.23 gb:BB125550 /DB_XREF=gi:16262197 /DB_XREF=BB125550 /CLONE=9630005N12 /FEA=EST /CNT=10 /TID=Mm.31404.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436457_at 30.7 35.1 P P 0.005859 0.000244 0.2 NC 0.01 gb:BB458100 /DB_XREF=gi:16426234 /DB_XREF=BB458100 /CLONE=D130055A15 /FEA=EST /CNT=15 /TID=Mm.32114.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436459_at 80.4 95.9 P P 0.00293 0.00415 0.2 NC 0.29 gb:BG073622 /DB_XREF=gi:12556279 /DB_XREF=H3126B07-3 /CLONE=H3126B07 /FEA=EST /CNT=13 /TID=Mm.102944.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436472_at 2.3 2.1 A A 0.93 0.85 0.2 NC 0.03 gb:BI647893 /DB_XREF=gi:15562129 /DB_XREF=603276165F1 /CLONE=IMAGE:5316377 /FEA=EST /CNT=9 /TID=Mm.89557.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1436473_at 16.8 21.5 P P 0.000732 0.02 0.2 NC 0.5 gb:AV300441 /DB_XREF=gi:16393294 /DB_XREF=AV300441 /CLONE=5730481N07 /FEA=EST /CNT=9 /TID=Mm.68415.1 /TIER=Stack /STK=9 /UG=Mm.68
MOE430_2_1436475_at 57.2 74.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:AI527205 /DB_XREF=gi:4441340 /DB_XREF=uj50d07.x1 /CLONE=IMAGE:1923373 /FEA=EST /CNT=9 /TID=Mm.33732.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436509_at 364.4 421.8 P P 0.001221 0.000732 0.2 NC 0.03 gb:BB000110 /DB_XREF=gi:16214655 /DB_XREF=BB000110 /CLONE=2410014A08 /FEA=EST /CNT=108 /TID=Mm.196623.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1436513_at 121.7 144.9 P P 0.000244 0.000244 0.2 NC 0.14 gb:BM208226 /DB_XREF=gi:17764329 /DB_XREF=C0624C05-3 /CLONE=C0624C05 /FEA=EST /CNT=27 /TID=Mm.22501.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436518_at 432.5 376.8 P P 0.000732 0.000244 0.2 NC 0.06 gb:BM231854 /DB_XREF=gi:17867124 /DB_XREF=K0315D06-3 /CLONE=K0315D06 /FEA=EST /CNT=21 /TID=Mm.34540.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436519_a_ 415.7 394.3 P P 0.000244 0.000244 0.2 NC 0.19 gb:BB534387 /DB_XREF=gi:16446385 /DB_XREF=BB534387 /CLONE=E030036E20 /FEA=EST /CNT=27 /TID=Mm.25608.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436531_at 106.9 125.1 P P 0.000244 0.000244 0.2 NC 0.16 gb:BB447764 /DB_XREF=gi:16425214 /DB_XREF=BB447764 /CLONE=D030062N06 /FEA=EST /CNT=33 /TID=Mm.40286.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436628_at 26.7 24.2 A A 0.11 0.12 0.2 NC 0.29 gb:AV274777 /DB_XREF=gi:16390600 /DB_XREF=AV274777 /CLONE=4932422G11 /FEA=EST /CNT=10 /TID=Mm.101062.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436630_at 10.9 16.5 A A 0.36 0.43 0.2 NC 0.48 gb:AI550443 /DB_XREF=gi:4482806 /DB_XREF=vx16h09.x1 /CLONE=IMAGE:1264673 /FEA=EST /CNT=10 /TID=Mm.31331.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436635_at 59 56.7 P P 0.001221 0.00293 0.2 NC 0.5 gb:BB032870 /DB_XREF=gi:15403607 /DB_XREF=BB032870 /CLONE=5830473M12 /FEA=EST /CNT=9 /TID=Mm.30946.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436647_at 106.2 104.1 P P 0.000244 0.000244 0.2 NC 0.1 gb:BG075831 /DB_XREF=gi:12558400 /DB_XREF=H3152C12-3 /CLONE=H3152C12 /FEA=EST /CNT=21 /TID=Mm.20106.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436657_at 44.2 49.8 P P 0.000244 0.01 0.2 NC 0.5 gb:AW060253 /DB_XREF=gi:6008044 /DB_XREF=UI-M-BH1-amv-f-03-0-UI.s1 /CLONE=UI-M-BH1-amv-f-03-0-UI /FEA=EST /CNT=9 /TID=Mm.39855.1 
MOE430_2_1436663_at 29.7 40.8 P P 0.005859 0.005859 0.2 NC 0.08 gb:BB521470 /DB_XREF=gi:16443509 /DB_XREF=BB521470 /CLONE=D930001F03 /FEA=EST /CNT=8 /TID=Mm.187724.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436673_at 30.9 38 P P 0.000732 0.001221 0.2 NC 0.36 gb:BM195516 /DB_XREF=gi:17747000 /DB_XREF=C0311F11-3 /CLONE=C0311F11 /FEA=EST /CNT=8 /TID=Mm.120191.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436685_at 0.6 1 A A 0.99 0.97 0.2 NC 0.17 gb:AI851161 /DB_XREF=gi:5495032 /DB_XREF=UI-M-BH0-akg-f-02-0-UI.s1 /CLONE=UI-M-BH0-akg-f-02-0-UI /FEA=EST /CNT=8 /TID=Mm.40023.1 /T
MOE430_2_1436700_a_ 1.9 1.8 A A 0.78 0.94 0.2 NC 0.75 gb:BB748389 /DB_XREF=gi:16152625 /DB_XREF=BB748389 /CLONE=F530213K13 /FEA=EST /CNT=291 /TID=Mm.211638.1 /TIER=Stack /STK=291 /UG=
MOE430_2_1436704_x_ 73.2 74.3 P P 0.00293 0.00293 0.2 NC 0.42 gb:AV215673 /DB_XREF=gi:6156518 /DB_XREF=AV215673 /CLONE=2410150M01 /FEA=EST /CNT=175 /TID=Mm.29584.2 /TIER=Stack /STK=174 /UG=M
MOE430_2_1436784_x_ 127.7 167.2 P P 0.001221 0.000732 0.2 NC 0.5 gb:AU021081 /DB_XREF=gi:3376665 /DB_XREF=AU021081 /CLONE=J0542E02 /FEA=EST /CNT=56 /TID=Mm.219671.2 /TIER=Stack /STK=54 /UG=Mm.2
MOE430_2_1436791_at 108.2 110.5 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB067079 /DB_XREF=gi:16259953 /DB_XREF=BB067079 /CLONE=8030457G12 /FEA=EST /CNT=76 /TID=Mm.32207.2 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1436802_at 173.8 211.5 P P 0.000244 0.000244 0.2 NC 0.08 gb:BG069530 /DB_XREF=gi:12552099 /DB_XREF=H3077D03-3 /CLONE=H3077D03 /FEA=EST /CNT=71 /TID=Mm.20935.2 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1436805_at 24.5 25.6 P P 0.02 0.04 0.2 NC 0.5 gb:BG076317 /DB_XREF=gi:12558886 /DB_XREF=H3158C06-3 /CLONE=H3158C06 /FEA=EST /CNT=64 /TID=Mm.41042.1 /TIER=Stack /STK=49 /UG=Mm
MOE430_2_1436806_at 2.1 4.7 A A 0.6 0.66 0.2 NC 0.6 gb:BB131288 /DB_XREF=gi:8785678 /DB_XREF=BB131288 /CLONE=9630050L03 /FEA=EST /CNT=51 /TID=Mm.30653.2 /TIER=Stack /STK=49 /UG=Mm.3
MOE430_2_1436809_a_ 2961 3660.9 P P 0.000244 0.000244 0.2 NC 0.06 gb:AV100078 /DB_XREF=gi:5247626 /DB_XREF=AV100078 /CLONE=2410054K10 /FEA=EST /CNT=50 /TID=Mm.42193.3 /TIER=Stack /STK=49 /UG=Mm.4
MOE430_2_1436856_x_ 91.3 117.5 P P 0.000244 0.000244 0.2 NC 0.37 gb:BB549252 /DB_XREF=gi:9620680 /DB_XREF=BB549252 /CLONE=E230014L18 /FEA=EST /CNT=43 /TID=Mm.9945.4 /TIER=Stack /STK=43 /UG=Mm.99
MOE430_2_1436873_at 0.9 1.3 A A 0.69 0.72 0.2 NC 0.23 gb:AV293726 /DB_XREF=gi:15405838 /DB_XREF=AV293726 /CLONE=5530400B06 /FEA=EST /CNT=42 /TID=Mm.36664.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1436874_x_ 2601 3370.8 P P 0.000244 0.000244 0.2 NC 0.005933 gb:BM210336 /DB_XREF=gi:17767152 /DB_XREF=C0662H06-3 /CLONE=C0662H06 /FEA=EST /CNT=46 /TID=Mm.658.4 /TIER=Stack /STK=40 /UG=Mm.6
MOE430_2_1436883_at 161.6 196.5 P P 0.000244 0.000244 0.2 NC 0.07 gb:BB264953 /DB_XREF=gi:16400247 /DB_XREF=BB264953 /CLONE=A830018B15 /FEA=EST /CNT=58 /TID=Mm.37577.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1436884_x_ 1373.1 1399.3 P P 0.000244 0.000244 0.2 NC 0.04 gb:BB699868 /DB_XREF=gi:16048692 /DB_XREF=BB699868 /CLONE=7420416C14 /FEA=EST /CNT=40 /TID=Mm.142822.4 /TIER=Stack /STK=39 /UG=M
MOE430_2_1436887_x_ 59.9 60.5 P P 0.02 0.01 0.2 NC 0.04 gb:BB251524 /DB_XREF=gi:8944270 /DB_XREF=BB251524 /CLONE=A730046O05 /FEA=EST /CNT=39 /TID=Mm.21070.2 /TIER=Stack /STK=39 /UG=Mm.
MOE430_2_1436893_a_ 158.5 201.4 P P 0.000244 0.000732 0.2 NC 0.5 gb:BE288026 /DB_XREF=gi:9167442 /DB_XREF=601094705F1 /CLONE=IMAGE:3489480 /FEA=EST /CNT=44 /TID=Mm.18157.3 /TIER=Stack /STK=38 /UG
MOE430_2_1436901_at 8.7 8.1 A M 0.27 0.05 0.2 NC 0.13 gb:BB825678 /DB_XREF=gi:17003921 /DB_XREF=BB825678 /CLONE=G830039B20 /FEA=EST /CNT=38 /TID=Mm.217113.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1436905_x_ 7.7 8.3 A A 0.3 0.24 0.2 NC 0.35 gb:BB218107 /DB_XREF=gi:8883060 /DB_XREF=BB218107 /CLONE=A530047P06 /FEA=EST /CNT=37 /TID=Mm.4554.2 /TIER=Stack /STK=37 /UG=Mm.4
MOE430_2_1436911_at 25.3 34.9 P P 0.00293 0.001953 0.2 NC 0.2 gb:BG075210 /DB_XREF=gi:12557779 /DB_XREF=H3144F02-3 /CLONE=H3144F02 /FEA=EST /CNT=47 /TID=Mm.63068.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1437016_x_ 267.3 329 P P 0.001953 0.00415 0.2 NC 0.16 gb:BB233502 /DB_XREF=gi:8913357 /DB_XREF=BB233502 /CLONE=A630043P03 /FEA=EST /CNT=30 /TID=Mm.43152.3 /TIER=Stack /STK=30 /UG=Mm.
MOE430_2_1437043_a_ 690.9 759.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:AV012400 /DB_XREF=gi:4789387 /DB_XREF=AV012400 /CLONE=1110036A16 /FEA=EST /CNT=33 /TID=Mm.154023.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437045_at 49.9 66.8 P P 0.000244 0.000244 0.2 NC 0.45 gb:AV345871 /DB_XREF=gi:15406617 /DB_XREF=AV345871 /CLONE=6430564C21 /FEA=EST /CNT=30 /TID=Mm.21495.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437048_x_ 23.7 38.2 A A 0.06 0.12 0.2 NC 0.48 gb:AI314898 /DB_XREF=gi:4030165 /DB_XREF=uj26c09.x1 /CLONE=IMAGE:1921072 /FEA=EST /CNT=30 /TID=Mm.7247.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437063_at 9.6 10.8 A A 0.11 0.21 0.2 NC 0.34 gb:BB329682 /DB_XREF=gi:16403942 /DB_XREF=BB329682 /CLONE=B630016N13 /FEA=EST /CNT=66 /TID=Mm.87173.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437097_at 6.7 8.7 A A 0.08 0.24 0.2 NC 0.11 gb:BB703866 /DB_XREF=gi:16052701 /DB_XREF=BB703866 /CLONE=7420457B21 /FEA=EST /CNT=26 /TID=Mm.3774.2 /TIER=Stack /STK=26 /UG=Mm.3
MOE430_2_1437102_at 352 379.9 P P 0.000244 0.000244 0.2 NC 0.49 gb:AV079675 /DB_XREF=gi:16381140 /DB_XREF=AV079675 /CLONE=2210410K23 /FEA=EST /CNT=215 /TID=Mm.30205.2 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437115_at 269.3 381.6 P P 0.000244 0.000732 0.2 NC 0.5 gb:BG073405 /DB_XREF=gi:12555974 /DB_XREF=H3122C03-3 /CLONE=H3122C03 /FEA=EST /CNT=32 /TID=Mm.35087.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437117_at 10.5 6.7 A A 0.19 0.21 0.2 NC 0.5 gb:BB757196 /DB_XREF=gi:16185658 /DB_XREF=BB757196 /CLONE=G270082M17 /FEA=EST /CNT=32 /TID=Mm.27644.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437118_at 29.4 29.8 P P 0.00415 0.00415 0.2 NC 0.4 gb:C77542 /DB_XREF=gi:2517872 /DB_XREF=C77542 /CLONE=J0033B10 /FEA=EST /CNT=32 /TID=Mm.132701.1 /TIER=Stack /STK=25 /UG=Mm.132701
MOE430_2_1437124_at 76.5 103.9 P P 0.001221 0.001221 0.2 NC 0.05 gb:AV338185 /DB_XREF=gi:16396648 /DB_XREF=AV338185 /CLONE=6430407O03 /FEA=EST /CNT=29 /TID=Mm.94022.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437126_at 13.5 13.6 P P 0.01 0.04 0.2 NC 0.33 gb:BB115513 /DB_XREF=gi:8768081 /DB_XREF=BB115513 /CLONE=9530050M15 /FEA=EST /CNT=28 /TID=Mm.24751.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1437162_at 111.7 116.1 P P 0.005859 0.008057 0.2 NC 0.5 gb:BM203355 /DB_XREF=gi:17757875 /DB_XREF=C0253C03-3 /CLONE=C0253C03 /FEA=EST /CNT=25 /TID=Mm.116993.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1437182_at 40.5 51.3 P P 0.000732 0.005859 0.2 NC 0.5 gb:BM224349 /DB_XREF=gi:17785582 /DB_XREF=K0150B07-3 /CLONE=K0150B07 /FEA=EST /CNT=27 /TID=Mm.138219.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1437200_at 117.9 131.7 P P 0.000244 0.000244 0.2 NC 0.18 gb:BM235711 /DB_XREF=gi:17870981 /DB_XREF=K0423E09-3 /CLONE=K0423E09 /FEA=EST /CNT=101 /TID=Mm.23928.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1437206_at 312.9 329.3 P P 0.000244 0.000244 0.2 NC 0.42 gb:BI739725 /DB_XREF=gi:15716738 /DB_XREF=603362207F1 /CLONE=IMAGE:5369280 /FEA=EST /CNT=49 /TID=Mm.99859.1 /TIER=Stack /STK=22 /UG
MOE430_2_1437272_at 0.2 0.2 A A 0.98 0.98 0.2 NC 0.63 gb:AV253967 /DB_XREF=gi:15405283 /DB_XREF=AV253967 /CLONE=4921506L10 /FEA=EST /CNT=21 /TID=Mm.78974.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437295_at 89.1 82.3 P P 0.000244 0.000244 0.2 NC 0.22 gb:BB410674 /DB_XREF=gi:16423256 /DB_XREF=BB410674 /CLONE=C430019G13 /FEA=EST /CNT=117 /TID=Mm.23935.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437307_at 20.9 21.7 P P 0.01 0.000244 0.2 NC 0.4 gb:BG069815 /DB_XREF=gi:12552384 /DB_XREF=H3080D10-3 /CLONE=H3080D10 /FEA=EST /CNT=23 /TID=Mm.57272.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437309_a_ 2185.5 2604.9 P P 0.000244 0.000244 0.2 NC 0.01 gb:BB491281 /DB_XREF=gi:9449908 /DB_XREF=BB491281 /CLONE=D530020F05 /FEA=EST /CNT=23 /TID=Mm.180734.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437334_x_ 337.9 422.2 P P 0.000732 0.000732 0.2 NC 0.46 gb:AI642650 /DB_XREF=gi:4721125 /DB_XREF=vv99g02.x1 /CLONE=IMAGE:1230578 /FEA=EST /CNT=20 /TID=Mm.182350.3 /TIER=Stack /STK=20 /UG=
MOE430_2_1437358_at 240.9 273.5 P P 0.000244 0.000244 0.2 NC 0.03 gb:BM233251 /DB_XREF=gi:17868521 /DB_XREF=K0334C09-3 /CLONE=K0334C09 /FEA=EST /CNT=32 /TID=Mm.34157.3 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437384_at 1.4 2.5 A A 0.91 0.88 0.2 NC 0.31 gb:AI507036 /DB_XREF=gi:4404887 /DB_XREF=vi77b05.x1 /CLONE=IMAGE:918225 /FEA=EST /CNT=21 /TID=Mm.33631.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437426_at 38.6 25.1 P P 0.001221 0.001221 0.2 NC 0.5 gb:BM240080 /DB_XREF=gi:17875350 /DB_XREF=K0545H08-3 /CLONE=K0545H08 /FEA=EST /CNT=19 /TID=Mm.102984.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437431_at 9.2 16.2 A P 0.21 0.04 0.2 NC 0.17 gb:BB032125 /DB_XREF=gi:16258204 /DB_XREF=BB032125 /CLONE=5830469B04 /FEA=EST /CNT=19 /TID=Mm.178341.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437445_at 1.7 1.9 A A 0.96 0.82 0.2 NC 0.02 gb:BB770967 /DB_XREF=gi:16212993 /DB_XREF=BB770967 /CLONE=G370118N20 /FEA=EST /CNT=18 /TID=Mm.58616.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437452_x_ 15.2 18.1 P P 0.03 0.01 0.2 NC 0.5 gb:AV008054 /DB_XREF=gi:4785041 /DB_XREF=AV008054 /CLONE=1110007M06 /FEA=EST /CNT=18 /TID=Mm.3555.4 /TIER=Stack /STK=18 /UG=Mm.3
MOE430_2_1437454_a_ 459 632.9 P P 0.000244 0.000244 0.2 NC 0.34 gb:AV103255 /DB_XREF=gi:5250803 /DB_XREF=AV103255 /CLONE=2500002F02 /FEA=EST /CNT=18 /TID=Mm.27328.2 /TIER=Stack /STK=18 /UG=Mm.2
MOE430_2_1437461_s_ 111 118.5 P P 0.000732 0.000732 0.2 NC 0.5 gb:BB557441 /DB_XREF=gi:9643807 /DB_XREF=BB557441 /CLONE=E330028F09 /FEA=EST /CNT=18 /TID=Mm.58104.2 /TIER=Stack /STK=18 /UG=Mm.5
MOE430_2_1437467_at 432.4 479.2 P P 0.000732 0.000244 0.2 NC 0.06 gb:AV315205 /DB_XREF=gi:16394484 /DB_XREF=AV315205 /CLONE=5830428H05 /FEA=EST /CNT=75 /TID=Mm.203946.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1437481_at 18.9 28.1 P P 0.001221 0.02 0.2 NC 0.17 gb:AV032349 /DB_XREF=gi:4831897 /DB_XREF=AV032349 /CLONE=1500035A04 /FEA=EST /CNT=24 /TID=Mm.75202.2 /TIER=Stack /STK=17 /UG=Mm.7
MOE430_2_1437491_at 23.6 22.4 A P 0.06 0.001953 0.2 NC 0.05 gb:BI793514 /DB_XREF=gi:15821231 /DB_XREF=ic39f09.x1 /CLONE=IMAGE:5656096 /FEA=EST /CNT=24 /TID=Mm.197387.2 /TIER=Stack /STK=17 /UG=
MOE430_2_1437505_at 17.8 31.4 A M 0.17 0.05 0.2 NC 0.04 gb:BM213187 /DB_XREF=gi:17770996 /DB_XREF=C0832G10-3 /CLONE=C0832G10 /FEA=EST /CNT=18 /TID=Mm.216538.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437525_a_ 160.9 191.1 P P 0.000244 0.000244 0.2 NC 0.06 gb:BB559175 /DB_XREF=gi:9645541 /DB_XREF=BB559175 /CLONE=E330037K08 /FEA=EST /CNT=17 /TID=Mm.44100.2 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1437532_at 171.9 182.3 P P 0.00415 0.00415 0.2 NC 0.27 gb:BG294295 /DB_XREF=gi:13054787 /DB_XREF=602391184F1 /CLONE=IMAGE:4502852 /FEA=EST /CNT=87 /TID=Mm.44593.1 /TIER=Stack /STK=16 /U
MOE430_2_1437533_at 287 316.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB794157 /DB_XREF=gi:16963776 /DB_XREF=BB794157 /CLONE=G430149C06 /FEA=EST /CNT=157 /TID=Mm.149115.6 /TIER=Stack /STK=11 /UG=
MOE430_2_1437557_at 51.2 56.8 P P 0.00415 0.001953 0.2 NC 0.01 gb:AV381589 /DB_XREF=gi:16398337 /DB_XREF=AV381589 /CLONE=9230116M17 /FEA=EST /CNT=28 /TID=Mm.34944.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437558_at 1.4 1.5 A A 0.87 0.88 0.2 NC 0.5 gb:BM119919 /DB_XREF=gi:17087945 /DB_XREF=L0932D10-3 /CLONE=L0932D10 /FEA=EST /CNT=25 /TID=Mm.181518.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437581_at 6 10 P P 0.02 0.00293 0.2 NC 0.34 gb:AW824355 /DB_XREF=gi:7917432 /DB_XREF=us09c04.x1 /CLONE=IMAGE:3166566 /FEA=EST /CNT=18 /TID=Mm.132591.1 /TIER=Stack /STK=16 /UG
MOE430_2_1437587_at 14.4 10.6 A P 0.06 0.01 0.2 NC 0.05 gb:BB825307 /DB_XREF=gi:17003550 /DB_XREF=BB825307 /CLONE=G830037G23 /FEA=EST /CNT=20 /TID=Mm.61419.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437589_x_ 52 56.7 P A 0.02 0.09 0.2 NC 0.5 gb:BG916028 /DB_XREF=gi:14296504 /DB_XREF=602815104F1 /CLONE=IMAGE:4937496 /FEA=EST /CNT=17 /TID=Mm.28418.2 /TIER=Stack /STK=16 /U
MOE430_2_1437593_x_ 1768 1979.7 P P 0.000244 0.000244 0.2 NC 0.37 gb:BB449248 /DB_XREF=gi:9310283 /DB_XREF=BB449248 /CLONE=D030070L05 /FEA=EST /CNT=17 /TID=Mm.692.3 /TIER=Stack /STK=16 /UG=Mm.69
MOE430_2_1437616_x_ 62.8 204.4 P P 0.01 0.005859 0.2 NC 0.5 gb:BB530403 /DB_XREF=gi:9582332 /DB_XREF=BB530403 /CLONE=E030009L12 /FEA=EST /CNT=16 /TID=Mm.22338.3 /TIER=Stack /STK=16 /UG=Mm.2
MOE430_2_1437632_at 140.6 222 P P 0.000732 0.000732 0.2 NC 0.25 gb:BG921306 /DB_XREF=gi:14301782 /DB_XREF=602824155F1 /CLONE=IMAGE:4953037 /FEA=EST /CNT=53 /TID=Mm.45783.1 /TIER=Stack /STK=15 /U
MOE430_2_1437656_at 2 1.5 A A 0.82 0.92 0.2 NC 0.49 gb:AV319307 /DB_XREF=gi:16394841 /DB_XREF=AV319307 /CLONE=6030405F07 /FEA=EST /CNT=22 /TID=Mm.185338.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437662_at 1.1 0.7 A A 0.79 0.98 0.2 NC 0.5 gb:BB667617 /DB_XREF=gi:16399066 /DB_XREF=BB667617 /CLONE=C730027J19 /FEA=EST /CNT=19 /TID=Mm.185183.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437668_at 135.3 147.4 P P 0.000732 0.000244 0.2 NC 0.5 gb:BB543291 /DB_XREF=gi:9614514 /DB_XREF=BB543291 /CLONE=E130209C15 /FEA=EST /CNT=17 /TID=Mm.29762.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437669_x_ 103.9 113.6 P P 0.001953 0.000732 0.2 NC 0.39 gb:BB543291 /DB_XREF=gi:9614514 /DB_XREF=BB543291 /CLONE=E130209C15 /FEA=EST /CNT=17 /TID=Mm.29762.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437710_x_ 105.6 125.1 P P 0.000732 0.000732 0.2 NC 0.02 gb:AI415163 /DB_XREF=gi:4258667 /DB_XREF=mb44a08.x1 /CLONE=IMAGE:332246 /FEA=EST /CNT=15 /TID=Mm.42454.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437711_x_ 1171.6 1251.7 P P 0.000244 0.000244 0.2 NC 0.21 gb:BB519474 /DB_XREF=gi:9570932 /DB_XREF=BB519474 /CLONE=D830036H10 /FEA=EST /CNT=15 /TID=Mm.34102.3 /TIER=Stack /STK=15 /UG=Mm.



MOE430_2_1437714_x_ 138.1 148.6 P P 0.000732 0.000244 0.2 NC 0.02 gb:BB304409 /DB_XREF=gi:9005114 /DB_XREF=BB304409 /CLONE=B230112H13 /FEA=EST /CNT=15 /TID=Mm.25149.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437727_at 7.3 10.8 A A 0.43 0.3 0.2 NC 0.5 gb:BM228049 /DB_XREF=gi:17790553 /DB_XREF=K0254E03-3 /CLONE=K0254E03 /FEA=EST /CNT=15 /TID=Mm.217983.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437731_at 33.6 47.8 P P 0.03 0.01 0.2 NC 0.08 gb:BB834407 /DB_XREF=gi:17012650 /DB_XREF=BB834407 /CLONE=G930030J15 /FEA=EST /CNT=81 /TID=Mm.27641.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437733_at 224.3 256.1 P P 0.01 0.01 0.2 NC 0.39 gb:BB765292 /DB_XREF=gi:16196682 /DB_XREF=BB765292 /CLONE=G370047H11 /FEA=EST /CNT=101 /TID=Mm.3776.3 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437735_at 579 605.1 P P 0.000244 0.000244 0.2 NC 0.21 gb:AV309184 /DB_XREF=gi:16394144 /DB_XREF=AV309184 /CLONE=5730577I22 /FEA=EST /CNT=97 /TID=Mm.196527.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437745_at 0.6 0.8 A A 0.96 0.96 0.2 NC 0.5 gb:BB127276 /DB_XREF=gi:16262339 /DB_XREF=BB127276 /CLONE=9630020J18 /FEA=EST /CNT=39 /TID=Mm.16972.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437748_at 136.3 154.7 P P 0.000244 0.000244 0.2 NC 0.02 gb:AV264909 /DB_XREF=gi:16389269 /DB_XREF=AV264909 /CLONE=4930503N17 /FEA=EST /CNT=32 /TID=Mm.219652.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437750_at 25.1 31 P P 0.03 0.03 0.2 NC 0.37 gb:BI133257 /DB_XREF=gi:14583505 /DB_XREF=UI-M-BH3-bru-c-03-0-UI.s1 /CLONE=UI-M-BH3-bru-c-03-0-UI /FEA=EST /CNT=24 /TID=Mm.8569.2 /
MOE430_2_1437760_at 24.4 27.8 P P 0.001953 0.001221 0.2 NC 0.5 gb:AV376137 /DB_XREF=gi:16398045 /DB_XREF=AV376137 /CLONE=9130206E10 /FEA=EST /CNT=28 /TID=Mm.132246.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437793_at 20.9 33.3 P P 0.01 0.005859 0.2 NC 0.27 gb:BB711615 /DB_XREF=gi:16064784 /DB_XREF=BB711615 /CLONE=B020027G07 /FEA=EST /CNT=15 /TID=Mm.218716.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437830_x_ 87.3 97.4 A A 0.09 0.09 0.2 MD 0.99 gb:BB703880 /DB_XREF=gi:16052715 /DB_XREF=BB703880 /CLONE=7420457G17 /FEA=EST /CNT=14 /TID=Mm.3774.4 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437835_a_ 59 64 P P 0.000977 0.000977 0.2 NC 0.5 gb:BB357560 /DB_XREF=gi:9069388 /DB_XREF=BB357560 /CLONE=C030022D13 /FEA=EST /CNT=14 /TID=Mm.29328.3 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437864_at 42.8 42.9 P P 0.01 0.01 0.2 NC 0.25 gb:BE632137 /DB_XREF=gi:9914907 /DB_XREF=uu12b05.x1 /CLONE=IMAGE:3371697 /FEA=EST /CNT=39 /TID=Mm.41916.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1437873_at 209.6 200.9 P P 0.000244 0.000244 0.2 NC 0.06 gb:BB044772 /DB_XREF=gi:15403934 /DB_XREF=BB044772 /CLONE=6030490I01 /FEA=EST /CNT=22 /TID=Mm.30675.1 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1437930_at 0.8 2.6 A A 0.53 0.46 0.2 NC 0.24 gb:BB667132 /DB_XREF=gi:16398581 /DB_XREF=BB667132 /CLONE=4022445E14 /FEA=EST /CNT=15 /TID=Mm.23782.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438006_at 125.1 141.1 P P 0.000244 0.000244 0.2 NC 0.36 gb:BB818702 /DB_XREF=gi:16991331 /DB_XREF=BB818702 /CLONE=G730046A14 /FEA=EST /CNT=112 /TID=Mm.29950.3 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438013_x_ 10.1 17.5 A A 0.43 0.24 0.2 NC 0.5 gb:BB821583 /DB_XREF=gi:16994212 /DB_XREF=BB821583 /CLONE=G830012J04 /FEA=EST /CNT=37 /TID=Mm.150686.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438029_at 88.7 80.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB817800 /DB_XREF=gi:16990429 /DB_XREF=BB817800 /CLONE=G730041D05 /FEA=EST /CNT=58 /TID=Mm.21524.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1438038_at 237.1 263.5 P P 0.000732 0.000244 0.2 NC 0.24 gb:C78926 /DB_XREF=gi:2519256 /DB_XREF=C78926 /CLONE=J0057E02 /FEA=EST /CNT=34 /TID=Mm.35506.1 /TIER=Stack /STK=12 /UG=Mm.35506 /
MOE430_2_1438057_at 6.6 5.7 A A 0.17 0.14 0.2 NC 0.41 gb:BB340995 /DB_XREF=gi:9050694 /DB_XREF=BB340995 /CLONE=B930029H24 /FEA=EST /CNT=18 /TID=Mm.41490.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438064_at 10 12.7 A A 0.08 0.17 0.2 NC 0.5 gb:BG973983 /DB_XREF=gi:14361620 /DB_XREF=602843649F1 /CLONE=IMAGE:4979221 /FEA=EST /CNT=16 /TID=Mm.21054.2 /TIER=Stack /STK=12 /U
MOE430_2_1438104_at 46 51.1 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB122985 /DB_XREF=gi:8775553 /DB_XREF=BB122985 /CLONE=9530090L14 /FEA=EST /CNT=13 /TID=Mm.138595.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438110_at 29.8 28.4 P P 0.01 0.005859 0.2 NC 0.01 gb:AV220319 /DB_XREF=gi:15404796 /DB_XREF=AV220319 /CLONE=3022402M03 /FEA=EST /CNT=13 /TID=Mm.77065.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438129_at 16.6 23 A A 0.21 0.24 0.2 NC 0.5 gb:BB329302 /DB_XREF=gi:16403920 /DB_XREF=BB329302 /CLONE=B630006D22 /FEA=EST /CNT=12 /TID=Mm.188580.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438132_at 0.7 0.9 A A 0.69 0.63 0.2 NC 0.5 gb:BB355326 /DB_XREF=gi:16405703 /DB_XREF=BB355326 /CLONE=C030005G22 /FEA=EST /CNT=12 /TID=Mm.186604.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438133_a_ 481.3 535.6 P P 0.000244 0.000732 0.2 NC 0.08 gb:BM202770 /DB_XREF=gi:17757100 /DB_XREF=C0244E04-3 /CLONE=C0244E04 /FEA=EST /CNT=12 /TID=Mm.1231.2 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438155_x_ 111.3 122.9 P P 0.000244 0.000244 0.2 NC 0.19 gb:BB357373 /DB_XREF=gi:9069201 /DB_XREF=BB357373 /CLONE=C030020I05 /FEA=EST /CNT=12 /TID=Mm.143738.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438179_s_ 1588.4 1750.9 P P 0.000244 0.000244 0.2 NC 0.41 gb:BB188218 /DB_XREF=gi:8848789 /DB_XREF=BB188218 /CLONE=A330047L07 /FEA=EST /CNT=12 /TID=Mm.25298.2 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438199_at 520 602.3 P P 0.001953 0.000732 0.2 NC 0.01 gb:AW228053 /DB_XREF=gi:6557349 /DB_XREF=up12g04.x1 /CLONE=IMAGE:2654166 /FEA=EST /CNT=54 /TID=Mm.157511.3 /TIER=Stack /STK=11 /UG
MOE430_2_1438200_at 117.8 164.8 P P 0.000732 0.000732 0.2 NC 0.33 gb:BB065799 /DB_XREF=gi:16259889 /DB_XREF=BB065799 /CLONE=8030446E18 /FEA=EST /CNT=49 /TID=Mm.45563.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438246_at 28.4 40.6 A P 0.06 0.03 0.2 NC 0.11 gb:BM201663 /DB_XREF=gi:17755475 /DB_XREF=C0228F10-3 /CLONE=C0228F10 /FEA=EST /CNT=17 /TID=Mm.200634.4 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438250_s_ 895.6 932.8 P P 0.000244 0.000244 0.2 NC 0.48 gb:BB144971 /DB_XREF=gi:8799908 /DB_XREF=BB144971 /CLONE=9930027N13 /FEA=EST /CNT=15 /TID=Mm.178072.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438253_at 12.7 14.9 A A 0.14 0.14 0.2 NC 0.49 gb:BE954973 /DB_XREF=gi:10598042 /DB_XREF=UI-M-BH4-bbk-b-04-0-UI.s1 /CLONE=UI-M-BH4-bbk-b-04-0-UI /FEA=EST /CNT=23 /TID=Mm.87500.
MOE430_2_1438254_at 67.8 78.2 P P 0.000732 0.000244 0.2 NC 0.13 gb:BF118887 /DB_XREF=gi:10957927 /DB_XREF=601755226F1 /CLONE=IMAGE:3984702 /FEA=EST /CNT=20 /TID=Mm.40835.1 /TIER=Stack /STK=11 /U
MOE430_2_1438261_at 1.6 1.4 A A 0.72 0.88 0.2 NC 0.5 gb:AW702005 /DB_XREF=gi:7586151 /DB_XREF=uq97a04.x1 /CLONE=IMAGE:2939022 /FEA=EST /CNT=14 /TID=Mm.31170.3 /TIER=Stack /STK=11 /UG=
MOE430_2_1438262_at 0.8 1.2 A A 0.96 0.94 0.2 NC 0.5 gb:BB105325 /DB_XREF=gi:15407957 /DB_XREF=BB105325 /CLONE=9430095C22 /FEA=EST /CNT=14 /TID=Mm.132596.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438280_at 2.4 3.2 A A 0.88 0.85 0.2 NC 0.51 gb:AV208128 /DB_XREF=gi:6148980 /DB_XREF=AV208128 /CLONE=1700104N05 /FEA=EST /CNT=13 /TID=Mm.45375.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438286_at 0.9 0.5 A A 0.96 0.99 0.2 NC 0.77 gb:BE982817 /DB_XREF=gi:10653439 /DB_XREF=UI-M-CG0p-bfh-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bfh-a-06-0-UI /FEA=EST /CNT=13 /TID=Mm.1568
MOE430_2_1438294_at 76.5 93.2 P P 0.008057 0.01 0.2 NC 0.49 gb:BG067317 /DB_XREF=gi:12549886 /DB_XREF=H3053A07-3 /CLONE=H3053A07 /FEA=EST /CNT=17 /TID=Mm.31289.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438301_at 6.8 7.6 A A 0.46 0.33 0.2 NC 0.37 gb:BG064109 /DB_XREF=gi:12546672 /DB_XREF=H3015E12-3 /CLONE=H3015E12 /FEA=EST /CNT=13 /TID=Mm.102715.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438378_at 29 56.7 P P 0.01 0.01 0.2 NC 0.004925 gb:AV208934 /DB_XREF=gi:6149786 /DB_XREF=AV208934 /CLONE=1700112A05 /FEA=EST /CNT=11 /TID=Mm.72573.1 /TIER=Stack /STK=11 /UG=Mm.7
MOE430_2_1438445_at 28.1 25 P P 0.00415 0.02 0.2 NC 0.75 gb:BF580440 /DB_XREF=gi:11654152 /DB_XREF=602097208F1 /CLONE=IMAGE:4217329 /FEA=EST /CNT=17 /TID=Mm.215327.1 /TIER=Stack /STK=10 /
MOE430_2_1438452_at 23.8 36.7 P P 0.000244 0.001221 0.2 NC 0.41 gb:BM121794 /DB_XREF=gi:17105562 /DB_XREF=L0501G04-3 /CLONE=L0501G04 /FEA=EST /CNT=21 /TID=Mm.27225.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438460_at 34.9 45.4 P P 0.000732 0.000244 0.2 NC 0.5 gb:AA739217 /DB_XREF=gi:2775403 /DB_XREF=vv51a09.r1 /CLONE=IMAGE:1225912 /FEA=EST /CNT=14 /TID=Mm.117008.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1438476_a_ 26.4 17.9 M A 0.05 0.09 0.2 NC 0.64 gb:BB201828 /DB_XREF=gi:15409730 /DB_XREF=BB201828 /CLONE=A430041P19 /FEA=EST /CNT=13 /TID=Mm.183257.4 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438487_s_ 32.3 31 P P 0.000244 0.000244 0.2 NC 0.15 gb:BB724567 /DB_XREF=gi:16107842 /DB_XREF=BB724567 /CLONE=C920026P08 /FEA=EST /CNT=15 /TID=Mm.200574.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438501_at 14.4 14.3 P P 0.00415 0.00415 0.2 NC 0.06 gb:AA030209 /DB_XREF=gi:1497533 /DB_XREF=mi23d04.r1 /CLONE=IMAGE:464359 /FEA=EST /CNT=12 /TID=Mm.42767.6 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438537_at 10.3 14.3 A A 0.33 0.33 0.2 NC 0.49 gb:BB416907 /DB_XREF=gi:15412010 /DB_XREF=BB416907 /CLONE=C430048O18 /FEA=EST /CNT=11 /TID=Mm.18916.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438587_at 1.2 1.4 A A 0.78 0.9 0.2 NC 0.82 gb:AV280853 /DB_XREF=gi:16391483 /DB_XREF=AV280853 /CLONE=4933417M04 /FEA=EST /CNT=10 /TID=Mm.61148.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438671_at 11.4 13 A A 0.14 0.17 0.2 NC 0.24 gb:AV223153 /DB_XREF=gi:16385058 /DB_XREF=AV223153 /CLONE=3830408H04 /FEA=EST /CNT=57 /TID=Mm.41694.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1438676_at 16.5 17.8 P P 0.04 0.001221 0.2 NC 0.5 gb:BM241485 /DB_XREF=gi:17876755 /DB_XREF=K0617E08-3 /CLONE=K0617E08 /FEA=EST /CNT=70 /TID=Mm.5057.2 /TIER=Stack /STK=9 /UG=Mm.50
MOE430_2_1438709_at 148.6 170.5 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB044002 /DB_XREF=gi:15403920 /DB_XREF=BB044002 /CLONE=6030481B17 /FEA=EST /CNT=31 /TID=Mm.221045.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438735_at 11.9 21.2 A A 0.19 0.17 0.2 NC 0.22 gb:BB053418 /DB_XREF=gi:16259669 /DB_XREF=BB053418 /CLONE=6720463B03 /FEA=EST /CNT=39 /TID=Mm.34366.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438744_at 130.1 154.6 P P 0.00293 0.001953 0.2 NC 0.5 gb:BB408412 /DB_XREF=gi:15411918 /DB_XREF=BB408412 /CLONE=C430006O03 /FEA=EST /CNT=17 /TID=Mm.33876.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438745_at 44.3 43.8 P P 0.005859 0.005859 0.2 NC 0.57 gb:AV046468 /DB_XREF=gi:4866133 /DB_XREF=AV046468 /CLONE=1700057H02 /FEA=EST /CNT=16 /TID=Mm.41875.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1438765_at 57.2 64.9 P P 0.04 0.03 0.2 NC 0.18 gb:BB667230 /DB_XREF=gi:16398679 /DB_XREF=BB667230 /CLONE=6820436J03 /FEA=EST /CNT=18 /TID=Mm.35399.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438787_at 23.1 22.3 A A 0.12 0.09 0.2 NC 0.13 gb:BB397151 /DB_XREF=gi:16411793 /DB_XREF=BB397151 /CLONE=C330002H18 /FEA=EST /CNT=11 /TID=Mm.172538.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438816_at 30 35.2 P P 0.000732 0.000244 0.2 NC 0.06 gb:BM247201 /DB_XREF=gi:17882471 /DB_XREF=K0748F02-3 /CLONE=K0748F02 /FEA=EST /CNT=10 /TID=Mm.126099.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438835_a_ 1311.3 1604.2 P P 0.000244 0.000244 0.2 MI 0.00249 gb:BB315355 /DB_XREF=gi:9016060 /DB_XREF=BB315355 /CLONE=B230354J22 /FEA=EST /CNT=10 /TID=Mm.873.4 /TIER=Stack /STK=9 /UG=Mm.873 
MOE430_2_1438836_at 13.9 11.5 A A 0.24 0.33 0.2 NC 0.55 gb:BB315355 /DB_XREF=gi:9016060 /DB_XREF=BB315355 /CLONE=B230354J22 /FEA=EST /CNT=10 /TID=Mm.873.4 /TIER=Stack /STK=9 /UG=Mm.873 
MOE430_2_1438843_x_ 592.2 580.3 M P 0.05 0.03 0.2 NC 0.5 gb:AV067008 /DB_XREF=gi:5186836 /DB_XREF=AV067008 /CLONE=2010200J19 /FEA=EST /CNT=10 /TID=Mm.28023.5 /TIER=Stack /STK=9 /UG=Mm.28
MOE430_2_1438862_at 9.6 12.3 A A 0.09 0.27 0.2 NC 0.5 gb:BB227434 /DB_XREF=gi:16354113 /DB_XREF=BB227434 /CLONE=A630005I04 /FEA=EST /CNT=13 /TID=Mm.131417.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438865_at 122.7 151.7 P P 0.000244 0.000244 0.2 NC 0.14 gb:AV307261 /DB_XREF=gi:15405986 /DB_XREF=AV307261 /CLONE=5730551J15 /FEA=EST /CNT=11 /TID=Mm.26991.5 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438895_at 46.8 73.2 P P 0.000244 0.000244 0.2 NC 0.03 gb:AW545973 /DB_XREF=gi:7191440 /DB_XREF=L0002E10-3 /CLONE=L0002E10 /FEA=EST /CNT=9 /TID=Mm.33280.1 /TIER=Stack /STK=9 /UG=Mm.332
MOE430_2_1438906_at 10.9 16.1 P P 0.03 0.001221 0.2 NC 0.48 gb:BB156385 /DB_XREF=gi:16268328 /DB_XREF=BB156385 /CLONE=A130030I02 /FEA=EST /CNT=9 /TID=Mm.131848.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438915_at 10.3 13.3 A A 0.27 0.12 0.2 NC 0.22 gb:AI452037 /DB_XREF=gi:4299118 /DB_XREF=mq59c07.x1 /CLONE=IMAGE:583020 /FEA=EST /CNT=9 /TID=Mm.200922.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438917_x_ 312.4 369.8 P P 0.000244 0.000244 0.2 NC 0.39 gb:AW240611 /DB_XREF=gi:6574363 /DB_XREF=uq31a10.x1 /CLONE=IMAGE:2810970 /FEA=EST /CNT=9 /TID=Mm.22687.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438944_at 16 13.9 M P 0.05 0.01 0.2 NC 0.49 gb:AV206400 /DB_XREF=gi:6147253 /DB_XREF=AV206400 /CLONE=1700086G16 /FEA=EST /CNT=9 /TID=Mm.46096.1 /TIER=Stack /STK=9 /UG=Mm.46
MOE430_2_1438959_x_ 7 9.2 A A 0.94 0.78 0.2 NC 0.33 gb:BB250658 /DB_XREF=gi:8943404 /DB_XREF=BB250658 /CLONE=A730042E14 /FEA=EST /CNT=9 /TID=Mm.125322.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438972_x_ 135 166.4 P P 0.000732 0.001953 0.2 NC 0.11 gb:BB493215 /DB_XREF=gi:9451842 /DB_XREF=BB493215 /CLONE=D530031P21 /FEA=EST /CNT=9 /TID=Mm.169387.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438994_at 0.5 0.3 A A 0.88 0.92 0.2 NC 0.5 gb:AV279122 /DB_XREF=gi:16391236 /DB_XREF=AV279122 /CLONE=4933406A08 /FEA=EST /CNT=11 /TID=Mm.56025.1 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1439001_at 1.3 0.9 A A 0.87 0.93 0.2 NC 0.5 gb:BE983905 /DB_XREF=gi:10655583 /DB_XREF=UI-M-CG0p-bge-g-01-0-UI.s1 /CLONE=UI-M-CG0p-bge-g-01-0-UI /FEA=EST /CNT=9 /TID=Mm.15367
MOE430_2_1439010_at 159 194.3 P P 0.000244 0.000244 0.2 NC 0.31 gb:BB284338 /DB_XREF=gi:8984787 /DB_XREF=BB284338 /CLONE=A930105I12 /FEA=EST /CNT=101 /TID=Mm.28811.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439013_x_ 65.9 87.7 A A 0.17 0.12 0.2 NC 0.5 gb:AV207951 /DB_XREF=gi:6148804 /DB_XREF=AV207951 /CLONE=1700101G17 /FEA=EST /CNT=55 /TID=Mm.20309.3 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439014_at 43.9 48.8 P P 0.01 0.003662 0.2 NC 0.01 gb:BB703667 /DB_XREF=gi:16052502 /DB_XREF=BB703667 /CLONE=7420455H20 /FEA=EST /CNT=57 /TID=Mm.25459.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439019_at 17.2 28.7 P P 0.02 0.005859 0.2 NC 0.39 gb:BB541392 /DB_XREF=gi:15412239 /DB_XREF=BB541392 /CLONE=E130113P14 /FEA=EST /CNT=48 /TID=Mm.72170.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439024_at 36.3 37.7 P P 0.00293 0.00293 0.2 NC 0.16 gb:BB082119 /DB_XREF=gi:15407604 /DB_XREF=BB082119 /CLONE=9330172K04 /FEA=EST /CNT=40 /TID=Mm.35264.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1439065_x_ 10.2 8.7 P A 0.001953 0.06 0.2 NC 0.5 gb:C77501 /DB_XREF=gi:2517831 /DB_XREF=C77501 /CLONE=J0032E12 /FEA=EST /CNT=21 /TID=Mm.35121.1 /TIER=Stack /STK=8 /UG=Mm.35121 /L
MOE430_2_1439085_at 1.1 1.7 A A 0.63 0.6 0.2 NC 0.19 gb:BE981290 /DB_XREF=gi:10650243 /DB_XREF=UI-M-CG0p-bda-e-02-0-UI.s1 /CLONE=UI-M-CG0p-bda-e-02-0-UI /FEA=EST /CNT=16 /TID=Mm.8660
MOE430_2_1439098_at 8.5 12.9 A A 0.24 0.14 0.2 NC 0.74 gb:BB549061 /DB_XREF=gi:16447764 /DB_XREF=BB549061 /CLONE=E230013L22 /FEA=EST /CNT=12 /TID=Mm.37632.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1439104_at 50.6 45.7 A A 0.12 0.06 0.2 NC 0.26 gb:BQ030909 /DB_XREF=gi:19766188 /DB_XREF=UI-1-CF0-alr-a-06-0-UI.s1 /CLONE=UI-1-CF0-alr-a-06-0-UI /FEA=EST /CNT=18 /TID=Mm.76729.1 /T
MOE430_2_1439127_at 104.3 107.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB234919 /DB_XREF=gi:8917703 /DB_XREF=BB234919 /CLONE=A630052B01 /FEA=EST /CNT=11 /TID=Mm.161058.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439137_at 1.5 1 A A 0.63 0.66 0.2 NC 0.5 gb:AW018362 /DB_XREF=gi:5871892 /DB_XREF=ul95a08.x1 /CLONE=IMAGE:2159798 /FEA=EST /CNT=11 /TID=Mm.135463.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439151_at 123 135.7 P P 0.000244 0.000244 0.2 NC 0.16 gb:BB277041 /DB_XREF=gi:15410916 /DB_XREF=BB277041 /CLONE=A930001O11 /FEA=EST /CNT=25 /TID=Mm.169755.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439162_at 0.7 1 A A 0.72 0.72 0.2 NC 0.5 gb:AV212852 /DB_XREF=gi:6152583 /DB_XREF=AV212852 /CLONE=2410119D23 /FEA=EST /CNT=11 /TID=Mm.34477.1 /TIER=Stack /STK=8 /UG=Mm.34
MOE430_2_1439164_at 1.3 2.1 A A 0.99 0.97 0.2 NC 0.08 gb:AI323293 /DB_XREF=gi:4057722 /DB_XREF=mh30a09.x1 /CLONE=IMAGE:443992 /FEA=EST /CNT=11 /TID=Mm.1912.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439175_at 0.3 2.5 A A 0.96 0.72 0.2 NC 0.08 gb:BB131938 /DB_XREF=gi:15408405 /DB_XREF=BB131938 /CLONE=9630056I19 /FEA=EST /CNT=10 /TID=Mm.184021.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439176_at 16.2 18.9 P P 0.02 0.01 0.2 NC 0.4 gb:BB542455 /DB_XREF=gi:16447269 /DB_XREF=BB542455 /CLONE=E130120F12 /FEA=EST /CNT=10 /TID=Mm.125356.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439178_at 2.7 1 A A 0.69 0.82 0.2 NC 0.5 gb:BM935518 /DB_XREF=gi:19394670 /DB_XREF=UI-M-BH3-aro-d-07-0-UI.r1 /CLONE=UI-M-BH3-aro-d-07-0-UI /FEA=EST /CNT=10 /TID=Mm.153148
MOE430_2_1439202_at 1 2.9 A A 0.8 0.66 0.2 NC 0.13 gb:BE981897 /DB_XREF=gi:10651489 /DB_XREF=UI-M-CG0p-bde-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bde-e-07-0-UI /FEA=EST /CNT=10 /TID=Mm.447
MOE430_2_1439227_at 23.5 24.1 A A 0.06 0.11 0.2 NC 0.06 gb:AV307358 /DB_XREF=gi:15405990 /DB_XREF=AV307358 /CLONE=5730552E10 /FEA=EST /CNT=9 /TID=Mm.133510.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439257_x_ 2945.6 3385.6 P P 0.000244 0.000244 0.2 NC 0.009292 gb:BB519934 /DB_XREF=gi:9571392 /DB_XREF=BB519934 /CLONE=D830039A19 /FEA=EST /CNT=9 /TID=Mm.22333.8 /TIER=Stack /STK=8 /UG=Mm.22
MOE430_2_1439270_x_ 2290.7 2570.1 P P 0.000244 0.000244 0.2 NC 0.09 gb:AV116470 /DB_XREF=gi:5298621 /DB_XREF=AV116470 /CLONE=2610107H05 /FEA=EST /CNT=9 /TID=Mm.7521.9 /TIER=Stack /STK=8 /UG=Mm.752
MOE430_2_1439271_x_ 733.1 870.7 P P 0.000244 0.000244 0.2 NC 0.12 gb:AV255179 /DB_XREF=gi:6242638 /DB_XREF=AV255179 /CLONE=4921517H04 /FEA=EST /CNT=9 /TID=Mm.30234.3 /TIER=Stack /STK=8 /UG=Mm.302
MOE430_2_1439276_at 19.1 17.5 P P 0.008057 0.01 0.2 NC 0.04 gb:BB308291 /DB_XREF=gi:16402374 /DB_XREF=BB308291 /CLONE=B230219N23 /FEA=EST /CNT=12 /TID=Mm.69074.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439294_at 21.7 29.5 P P 0.000732 0.008057 0.2 NC 0.5 gb:BB493178 /DB_XREF=gi:16441755 /DB_XREF=BB493178 /CLONE=D530031M14 /FEA=EST /CNT=9 /TID=Mm.187491.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439298_at 15.1 22.3 M M 0.05 0.05 0.2 NC 0.5 gb:BM200180 /DB_XREF=gi:17753366 /DB_XREF=C0206H04-3 /CLONE=C0206H04 /FEA=EST /CNT=8 /TID=Mm.85101.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1439308_at 62.8 72.4 P P 0.005859 0.01 0.2 NC 0.5 gb:AV283719 /DB_XREF=gi:15405756 /DB_XREF=AV283719 /CLONE=4933436K11 /FEA=EST /CNT=8 /TID=Mm.189713.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439323_a_ 2.3 3.3 A A 0.63 0.69 0.2 NC 0.5 gb:BB546619 /DB_XREF=gi:16447473 /DB_XREF=BB546619 /CLONE=E130311C23 /FEA=EST /CNT=8 /TID=Mm.148278.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439327_at 0.8 1.3 A A 0.69 0.66 0.2 NC 0.48 gb:BB197647 /DB_XREF=gi:16271071 /DB_XREF=BB197647 /CLONE=A330102G05 /FEA=EST /CNT=8 /TID=Mm.208964.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439328_at 35.2 41.1 P P 0.01 0.01 0.2 NC 0.5 gb:BB113440 /DB_XREF=gi:16261747 /DB_XREF=BB113440 /CLONE=9530041B19 /FEA=EST /CNT=8 /TID=Mm.207546.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439342_at 20.4 24.5 P P 0.01 0.01 0.2 NC 0.02 gb:AV353028 /DB_XREF=gi:16397288 /DB_XREF=AV353028 /CLONE=7030418N07 /FEA=EST /CNT=8 /TID=Mm.133713.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439365_at 0.6 0.8 A A 0.99 0.98 0.2 NC 0.5 gb:BB800584 /DB_XREF=gi:16970207 /DB_XREF=BB800584 /CLONE=G630031C01 /FEA=EST /CNT=8 /TID=Mm.191224.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439380_x_ 1203.3 1451.5 P P 0.000244 0.000244 0.2 MI 0.002032 gb:BB093563 /DB_XREF=gi:8676810 /DB_XREF=BB093563 /CLONE=9430042P15 /FEA=EST /CNT=8 /TID=Mm.154560.3 /TIER=Stack /STK=8 /UG=Mm.15
MOE430_2_1439386_x_ 53 74.9 P M 0.01 0.05 0.2 NC 0.75 gb:BB319038 /DB_XREF=gi:9026073 /DB_XREF=BB319038 /CLONE=B230378G15 /FEA=EST /CNT=8 /TID=Mm.29815.9 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1439391_at 9.3 12.5 P P 0.000244 0.00293 0.2 NC 0.5 gb:BB559552 /DB_XREF=gi:9645918 /DB_XREF=BB559552 /CLONE=E330039G13 /FEA=EST /CNT=8 /TID=Mm.130866.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439403_x_ 96.1 103.2 P P 0.001953 0.001953 0.2 NC 0.17 gb:BB369233 /DB_XREF=gi:9081062 /DB_XREF=BB369233 /CLONE=C130047F09 /FEA=EST /CNT=8 /TID=Mm.22030.3 /TIER=Stack /STK=8 /UG=Mm.22
MOE430_2_1439411_a_ 663.9 772.9 P P 0.000244 0.000244 0.2 NC 0.1 gb:BB111454 /DB_XREF=gi:8764022 /DB_XREF=BB111454 /CLONE=9530030D07 /FEA=EST /CNT=8 /TID=Mm.27607.2 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1439442_x_ 62.6 70.8 P P 0.00415 0.005859 0.2 NC 0.02 gb:BB204225 /DB_XREF=gi:8869178 /DB_XREF=BB204225 /CLONE=A430056P07 /FEA=EST /CNT=8 /TID=Mm.37486.3 /TIER=Stack /STK=8 /UG=Mm.37
MOE430_2_1439467_at 24.9 32.3 P P 0.04 0.008057 0.2 NC 0.3 gb:BM240189 /DB_XREF=gi:17875459 /DB_XREF=K0547G12-3 /CLONE=K0547G12 /FEA=EST /CNT=8 /TID=Mm.217318.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439503_at 62.2 60.9 P P 0.000244 0.000244 0.2 NC 0.37 gb:BI735871 /DB_XREF=gi:15712884 /DB_XREF=603358366F1 /CLONE=IMAGE:5365576 /FEA=EST /CNT=11 /TID=Mm.182955.1 /TIER=ConsEnd /STK=7 
MOE430_2_1439521_at 14.5 17.6 M P 0.05 0.03 0.2 NC 0.25 gb:AV011805 /DB_XREF=gi:4788792 /DB_XREF=AV011805 /CLONE=1110033I05 /FEA=EST /CNT=10 /TID=Mm.123050.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439524_at 19.7 20.1 P P 0.008057 0.01 0.2 NC 0.25 gb:BG973923 /DB_XREF=gi:14361560 /DB_XREF=602843560F1 /CLONE=IMAGE:4979366 /FEA=EST /CNT=24 /TID=Mm.205567.1 /TIER=ConsEnd /STK=7
MOE430_2_1439583_x_ 31.9 42 A A 0.14 0.17 0.2 NC 0.39 gb:BE685813 /DB_XREF=gi:10073437 /DB_XREF=uu58e05.x1 /CLONE=IMAGE:3376160 /FEA=EST /CNT=9 /TID=Mm.43894.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1439584_at 0.8 1.6 A A 0.99 0.9 0.2 NC 0.23 gb:BE650282 /DB_XREF=gi:9976106 /DB_XREF=UI-M-BH2.1-app-e-06-0-UI.r1 /CLONE=UI-M-BH2.1-app-e-06-0-UI /FEA=EST /CNT=9 /TID=Mm.76771
MOE430_2_1439587_at 21.8 17 A A 0.08 0.11 0.2 NC 0.5 gb:BG071617 /DB_XREF=gi:12554186 /DB_XREF=H3101B12-3 /CLONE=H3101B12 /FEA=EST /CNT=8 /TID=Mm.29136.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439603_at 11.8 14.5 A A 0.24 0.27 0.2 NC 0.5 gb:AW125555 /DB_XREF=gi:6101085 /DB_XREF=UI-M-BH2.2-aqj-a-09-0-UI.s1 /CLONE=UI-M-BH2.2-aqj-a-09-0-UI /FEA=EST /CNT=8 /TID=Mm.100284
MOE430_2_1439618_at 32.7 25 P P 0.00293 0.001953 0.2 NC 0.5 gb:AI448308 /DB_XREF=gi:4281598 /DB_XREF=mo50e05.x1 /CLONE=IMAGE:557024 /FEA=EST /CNT=8 /TID=Mm.63563.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439626_at 4.3 5.1 M A 0.05 0.11 0.2 NC 0.5 gb:BB209799 /DB_XREF=gi:8874752 /DB_XREF=BB209799 /CLONE=A430094E11 /FEA=EST /CNT=8 /TID=Mm.140058.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439673_at 16.7 24.6 P A 0.04 0.09 0.2 NC 0.45 gb:BB309956 /DB_XREF=gi:16402578 /DB_XREF=BB309956 /CLONE=B230313E11 /FEA=EST /CNT=7 /TID=Mm.131954.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439712_at 12.2 20.8 P P 0.01 0.001221 0.2 NC 0.11 gb:BB668046 /DB_XREF=gi:16399495 /DB_XREF=BB668046 /CLONE=C920007J03 /FEA=EST /CNT=7 /TID=Mm.211755.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439714_at 6.7 8.3 A A 0.11 0.11 0.2 NC 0.19 gb:BM120259 /DB_XREF=gi:17088285 /DB_XREF=L0937B06-3 /CLONE=L0937B06 /FEA=EST /CNT=7 /TID=Mm.131260.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439724_at 26.8 29.5 P P 0.01 0.008057 0.2 NC 0.03 gb:BB128965 /DB_XREF=gi:16266162 /DB_XREF=BB128965 /CLONE=9630035M05 /FEA=EST /CNT=7 /TID=Mm.163958.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439744_at 18.4 12.6 A A 0.27 0.17 0.2 NC 0.36 gb:BB339034 /DB_XREF=gi:16404381 /DB_XREF=BB339034 /CLONE=B930016B03 /FEA=EST /CNT=7 /TID=Mm.155064.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439746_at 1.2 1.1 A A 0.72 0.75 0.2 NC 0.5 gb:BM197237 /DB_XREF=gi:17749354 /DB_XREF=C0346A01-3 /CLONE=C0346A01 /FEA=EST /CNT=7 /TID=Mm.35315.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439748_at 4.3 5.3 A A 0.11 0.19 0.2 NC 0.5 gb:AV328546 /DB_XREF=gi:16395901 /DB_XREF=AV328546 /CLONE=6330442H19 /FEA=EST /CNT=7 /TID=Mm.127840.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439780_at 97.9 119.4 P P 0.000244 0.000244 0.2 NC 0.18 gb:BG071958 /DB_XREF=gi:12554527 /DB_XREF=H3105B03-3 /CLONE=H3105B03 /FEA=EST /CNT=14 /TID=Mm.218477.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439790_at 65 72.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:BE686716 /DB_XREF=gi:10074352 /DB_XREF=uw04e12.x1 /CLONE=IMAGE:3415726 /FEA=EST /CNT=15 /TID=Mm.36736.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1439810_s_ 0.4 1.3 A A 0.69 0.72 0.2 NC 0.5 gb:BG066968 /DB_XREF=gi:12549537 /DB_XREF=H3049A12-3 /CLONE=H3049A12 /FEA=EST /CNT=11 /TID=Mm.6018.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439823_at 11.4 10.1 A A 0.17 0.11 0.2 NC 0.37 gb:BG797330 /DB_XREF=gi:14144004 /DB_XREF=ic14a05.x1 /FEA=EST /CNT=9 /TID=Mm.89672.1 /TIER=ConsEnd /STK=6 /UG=Mm.89672 /UG_TITLE=ES
MOE430_2_1439840_at 18.2 25.2 P P 0.000244 0.000244 0.2 NC 0.18 gb:BB208426 /DB_XREF=gi:15409936 /DB_XREF=BB208426 /CLONE=A430088C08 /FEA=EST /CNT=13 /TID=Mm.68993.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439868_at 47.9 51.1 P P 0.005859 0.001953 0.2 NC 0.24 gb:BB198194 /DB_XREF=gi:16271124 /DB_XREF=BB198194 /CLONE=A330108B13 /FEA=EST /CNT=8 /TID=Mm.168507.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439889_at 0.8 2.3 A A 0.91 0.8 0.2 NC 0.5 gb:AI853486 /DB_XREF=gi:5497392 /DB_XREF=UI-M-BH0-ajd-a-09-0-UI.s1 /CLONE=UI-M-BH0-ajd-a-09-0-UI /FEA=EST /CNT=14 /TID=Mm.153443.1 /
MOE430_2_1439892_at 52.3 74 P A 0.03 0.06 0.2 NC 0.5 gb:BQ174737 /DB_XREF=gi:20350229 /DB_XREF=UI-M-DJ2-bwb-i-06-0-UI.s1 /CLONE=UI-M-DJ2-bwb-i-06-0-UI /FEA=EST /CNT=12 /TID=Mm.40533.1
MOE430_2_1439921_at 4 4.3 A A 0.43 0.6 0.2 NC 0.5 gb:AV282917 /DB_XREF=gi:16391700 /DB_XREF=AV282917 /CLONE=4933432G07 /FEA=EST /CNT=7 /TID=Mm.189703.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439937_at 12.8 15.9 P P 0.00415 0.01 0.2 NC 0.5 gb:AV315870 /DB_XREF=gi:15406072 /DB_XREF=AV315870 /CLONE=5830432P15 /FEA=EST /CNT=7 /TID=Mm.108572.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439940_at 2.7 4.7 A A 0.33 0.6 0.2 NC 0.5 gb:AV328280 /DB_XREF=gi:15406324 /DB_XREF=AV328280 /CLONE=6330440N14 /FEA=EST /CNT=7 /TID=Mm.44658.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439942_at 90.7 99.3 P P 0.000244 0.000244 0.2 NC 0.45 gb:BM118423 /DB_XREF=gi:17086449 /DB_XREF=L0910G05-3 /CLONE=L0910G05 /FEA=EST /CNT=7 /TID=Mm.37294.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439982_at 0.3 0.7 A A 0.78 0.8 0.2 NC 0.22 gb:BB667376 /DB_XREF=gi:16398825 /DB_XREF=BB667376 /CLONE=C730006I10 /FEA=EST /CNT=8 /TID=Mm.134282.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439990_at 207.6 217.3 P P 0.000732 0.000244 0.2 NC 0.12 gb:BB460243 /DB_XREF=gi:16426508 /DB_XREF=BB460243 /CLONE=D130065P14 /FEA=EST /CNT=7 /TID=Mm.187315.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439996_at 12.4 15.4 P A 0.04 0.09 0.2 NC 0.5 gb:BB293021 /DB_XREF=gi:16401634 /DB_XREF=BB293021 /CLONE=B130016C04 /FEA=EST /CNT=7 /TID=Mm.101470.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440003_at 14.5 18.8 P P 0.00293 0.00293 0.2 NC 0.5 gb:BB433054 /DB_XREF=gi:16424268 /DB_XREF=BB433054 /CLONE=C630048P06 /FEA=EST /CNT=7 /TID=Mm.35224.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440025_at 11.6 12.6 P A 0.04 0.06 0.2 NC 0.5 gb:BB356283 /DB_XREF=gi:16405741 /DB_XREF=BB356283 /CLONE=C030013F01 /FEA=EST /CNT=6 /TID=Mm.132140.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440030_at 5.9 7.3 A A 0.46 0.3 0.2 NC 0.55 gb:BB531595 /DB_XREF=gi:16445946 /DB_XREF=BB531595 /CLONE=E030017P12 /FEA=EST /CNT=6 /TID=Mm.209994.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440036_x_ 175.3 188.1 M A 0.05 0.06 0.2 NC 0.29 gb:BG072294 /DB_XREF=gi:12554863 /DB_XREF=H3108H11-3 /CLONE=H3108H11 /FEA=EST /CNT=6 /TID=Mm.162497.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440044_at 0.9 1 A A 0.95 0.94 0.2 NC 0.5 gb:BB541173 /DB_XREF=gi:16447184 /DB_XREF=BB541173 /CLONE=E130112J05 /FEA=EST /CNT=6 /TID=Mm.209940.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440057_at 13.8 19.2 A P 0.12 0.01 0.2 NC 0.23 gb:AV322070 /DB_XREF=gi:16395150 /DB_XREF=AV322070 /CLONE=6030439M15 /FEA=EST /CNT=6 /TID=Mm.44376.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440079_at 0.6 0.6 A A 0.72 0.82 0.2 NC 0.51 gb:AV222072 /DB_XREF=gi:16384868 /DB_XREF=AV222072 /CLONE=3632454L22 /FEA=EST /CNT=6 /TID=Mm.133212.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440145_at 0.3 0.6 A A 0.82 0.69 0.2 NC 0.07 gb:BB831986 /DB_XREF=gi:17010229 /DB_XREF=BB831986 /CLONE=G930020D11 /FEA=EST /CNT=6 /TID=Mm.213948.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440163_at 26.8 35.5 P P 0.000244 0.001953 0.2 NC 0.33 gb:BB392503 /DB_XREF=gi:9115464 /DB_XREF=BB392503 /CLONE=C230079H16 /FEA=EST /CNT=6 /TID=Mm.132667.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440197_at 23.6 28.5 P P 0.001953 0.00293 0.2 NC 0.5 gb:AV273134 /DB_XREF=gi:15405519 /DB_XREF=AV273134 /CLONE=4932406F21 /FEA=EST /CNT=18 /TID=Mm.37642.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440198_at 10.8 12.8 P A 0.01 0.08 0.2 NC 0.5 gb:BF318372 /DB_XREF=gi:11266953 /DB_XREF=ux10a07.x1 /CLONE=IMAGE:3471060 /FEA=EST /CNT=14 /TID=Mm.82435.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440202_at 5.3 14.7 A P 0.27 0.005859 0.2 NC 0.03 gb:BB036159 /DB_XREF=gi:16258358 /DB_XREF=BB036159 /CLONE=5930412I24 /FEA=EST /CNT=11 /TID=Mm.26748.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440211_at 1.3 1.1 A A 0.78 0.72 0.2 NC 0.29 gb:AI790773 /DB_XREF=gi:5338489 /DB_XREF=ul04g09.x1 /CLONE=IMAGE:2065120 /FEA=EST /CNT=10 /TID=Mm.26915.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440216_at 15.4 18.3 A A 0.21 0.33 0.2 NC 0.07 gb:AW213665 /DB_XREF=gi:6519906 /DB_XREF=uo90a05.x1 /CLONE=IMAGE:2649776 /FEA=EST /CNT=14 /TID=Mm.199381.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440224_at 22 25.9 P P 0.04 0.03 0.2 NC 0.09 gb:BB077224 /DB_XREF=gi:16260399 /DB_XREF=BB077224 /CLONE=9330133O14 /FEA=EST /CNT=15 /TID=Mm.138433.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440261_at 104.7 135.2 P P 0.000732 0.000244 0.2 NC 0.01 gb:BM200128 /DB_XREF=gi:17753299 /DB_XREF=C0206C02-3 /CLONE=C0206C02 /FEA=EST /CNT=11 /TID=Mm.153046.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440264_at 10.7 12.3 P A 0.008057 0.09 0.2 NC 0.5 gb:BB213500 /DB_XREF=gi:16352882 /DB_XREF=BB213500 /CLONE=A530010O07 /FEA=EST /CNT=10 /TID=Mm.130804.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440269_at 2.9 4.4 A A 0.69 0.43 0.2 NC 0.28 gb:BB009721 /DB_XREF=gi:15403242 /DB_XREF=BB009721 /CLONE=4732491A22 /FEA=EST /CNT=9 /TID=Mm.172231.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440285_at 5.7 8.3 A A 0.24 0.12 0.2 NC 0.35 gb:BF472950 /DB_XREF=gi:11542133 /DB_XREF=UI-M-BZ0-axp-h-04-0-UI.r1 /CLONE=UI-M-BZ0-axp-h-04-0-UI /FEA=EST /CNT=8 /TID=Mm.117642.1
MOE430_2_1440286_at 27.8 31.4 P P 0.005859 0.000244 0.2 NC 0.07 gb:BM232403 /DB_XREF=gi:17867673 /DB_XREF=K0322G06-3 /CLONE=K0322G06 /FEA=EST /CNT=8 /TID=Mm.152289.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440287_at 13.8 14.9 P P 0.03 0.02 0.2 NC 0.5 gb:BM221919 /DB_XREF=gi:17782413 /DB_XREF=K0112B02-3 /CLONE=K0112B02 /FEA=EST /CNT=8 /TID=Mm.31038.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440297_at 7.3 12.4 A A 0.08 0.11 0.2 NC 0.15 gb:BB232349 /DB_XREF=gi:15410308 /DB_XREF=BB232349 /CLONE=A630037N20 /FEA=EST /CNT=7 /TID=Mm.164829.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440302_at 11.5 13.7 A A 0.24 0.06 0.2 NC 0.29 gb:AV221818 /DB_XREF=gi:15404814 /DB_XREF=AV221818 /CLONE=3526402M16 /FEA=EST /CNT=7 /TID=Mm.36430.1 /TIER=ConsEnd /STK=5 /UG=Mm



MOE430_2_1440305_at 0.5 1.9 A A 0.85 0.53 0.2 NC 0.49 gb:BB546013 /DB_XREF=gi:16447404 /DB_XREF=BB546013 /CLONE=E130307M10 /FEA=EST /CNT=7 /TID=Mm.168959.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440313_at 15.3 21 A P 0.21 0.01 0.2 NC 0.02 gb:BB773379 /DB_XREF=gi:16934059 /DB_XREF=BB773379 /CLONE=G430003B22 /FEA=EST /CNT=7 /TID=Mm.133421.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440367_at 3.6 5 A A 0.91 0.87 0.2 NC 0.11 gb:BF463999 /DB_XREF=gi:11533182 /DB_XREF=UI-M-CG0p-bnv-b-05-0-UI.s1 /CLONE=UI-M-CG0p-bnv-b-05-0-UI /FEA=EST /CNT=7 /TID=Mm.15177
MOE430_2_1440391_at 35.1 30 P P 0.001953 0.01 0.2 NC 0.23 gb:BB309501 /DB_XREF=gi:16402520 /DB_XREF=BB309501 /CLONE=B230311A22 /FEA=EST /CNT=6 /TID=Mm.153014.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440417_at 101.9 77.2 P P 0.005859 0.001221 0.2 NC 0.003041 gb:BG918834 /DB_XREF=gi:14299310 /DB_XREF=602819331F1 /CLONE=IMAGE:4948423 /FEA=EST /CNT=6 /TID=Mm.122725.1 /TIER=ConsEnd /STK=5 
MOE430_2_1440421_at 17.8 17.8 P P 0.01 0.01 0.2 NC 0.15 gb:BB485539 /DB_XREF=gi:16441282 /DB_XREF=BB485539 /CLONE=D430032F23 /FEA=EST /CNT=6 /TID=Mm.210217.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440447_at 9.3 10.1 A A 0.19 0.21 0.2 NC 0.5 gb:BM198834 /DB_XREF=gi:17751461 /DB_XREF=C0408D05-3 /CLONE=C0408D05 /FEA=EST /CNT=6 /TID=Mm.214741.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440449_at 11.3 7.8 A A 0.33 0.33 0.2 NC 0.15 gb:BQ176415 /DB_XREF=gi:20351907 /DB_XREF=UI-M-DJ2-bwf-b-15-0-UI.s1 /CLONE=UI-M-DJ2-bwf-b-15-0-UI /FEA=EST /CNT=6 /TID=Mm.101616.
MOE430_2_1440478_at 15.1 18.8 P P 0.03 0.001953 0.2 NC 0.06 gb:BM941145 /DB_XREF=gi:19400297 /DB_XREF=UI-M-BZ1-bjf-b-04-0-UI.r1 /CLONE=UI-M-BZ1-bjf-b-04-0-UI /FEA=EST /CNT=10 /TID=Mm.25668.1 /
MOE430_2_1440517_x_ 4.5 6.2 A A 0.19 0.21 0.2 NC 0.5 gb:BB667991 /DB_XREF=gi:16399440 /DB_XREF=BB667991 /CLONE=C920028L09 /FEA=EST /CNT=6 /TID=Mm.218463.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440548_at 1.6 3.7 A A 0.93 0.75 0.2 NC 0.09 gb:BG075050 /DB_XREF=gi:12557619 /DB_XREF=H3142F10-3 /CLONE=H3142F10 /FEA=EST /CNT=5 /TID=Mm.218280.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440554_at 18.2 19.7 A P 0.06 0.02 0.2 NC 0.36 gb:BB667363 /DB_XREF=gi:16398812 /DB_XREF=BB667363 /CLONE=C730005I18 /FEA=EST /CNT=5 /TID=Mm.212324.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440615_at 1.3 2.5 A A 0.75 0.39 0.2 NC 0.3 gb:BB121278 /DB_XREF=gi:15408156 /DB_XREF=BB121278 /CLONE=9530081F05 /FEA=EST /CNT=5 /TID=Mm.102965.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440624_at 1.1 2.5 A A 0.66 0.43 0.2 NC 0.17 gb:BB477150 /DB_XREF=gi:16440265 /DB_XREF=BB477150 /CLONE=D330023C08 /FEA=EST /CNT=5 /TID=Mm.214662.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440644_at 7.9 9.7 A A 0.09 0.12 0.2 NC 0.28 gb:BB501793 /DB_XREF=gi:16442458 /DB_XREF=BB501793 /CLONE=D630036E05 /FEA=EST /CNT=5 /TID=Mm.213355.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440671_at 30.7 41.6 P P 0.000244 0.000244 0.2 NC 0.48 gb:BB162048 /DB_XREF=gi:15409124 /DB_XREF=BB162048 /CLONE=A130064O16 /FEA=EST /CNT=5 /TID=Mm.207621.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440678_at 1.9 2.3 A A 0.69 0.8 0.2 NC 0.5 gb:BM119516 /DB_XREF=gi:17087554 /DB_XREF=L0926E10-3 /CLONE=L0926E10 /FEA=EST /CNT=5 /TID=Mm.217208.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440686_at 4.5 10 A A 0.27 0.33 0.2 NC 0.1 gb:BB115142 /DB_XREF=gi:16261796 /DB_XREF=BB115142 /CLONE=9530049D14 /FEA=EST /CNT=5 /TID=Mm.133083.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440693_at 11.4 17.8 P A 0.02 0.14 0.2 NC 0.5 gb:BB424787 /DB_XREF=gi:16423533 /DB_XREF=BB424787 /CLONE=C530043E23 /FEA=EST /CNT=5 /TID=Mm.132620.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440714_at 0.3 0.6 A A 0.82 0.93 0.2 NC 0.34 gb:BB083283 /DB_XREF=gi:16260738 /DB_XREF=BB083283 /CLONE=9330181H18 /FEA=EST /CNT=5 /TID=Mm.39446.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440716_at 8.8 8.3 A A 0.12 0.17 0.2 NC 0.19 gb:BB188841 /DB_XREF=gi:16270647 /DB_XREF=BB188841 /CLONE=A330051C14 /FEA=EST /CNT=5 /TID=Mm.208428.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440719_at 17.3 22.8 P P 0.000244 0.000732 0.2 NC 0.5 gb:AV251087 /DB_XREF=gi:16387590 /DB_XREF=AV251087 /CLONE=4833429F02 /FEA=EST /CNT=5 /TID=Mm.83939.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440743_at 3.7 2.3 A A 0.87 0.97 0.2 NC 0.5 gb:BB735533 /DB_XREF=gi:16134683 /DB_XREF=BB735533 /CLONE=F430003M03 /FEA=EST /CNT=5 /TID=Mm.162140.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440776_at 0.8 0.4 A A 0.87 0.6 0.2 NC 0.49 gb:BB709234 /DB_XREF=gi:16062403 /DB_XREF=BB709234 /CLONE=A930104J09 /FEA=EST /CNT=5 /TID=Mm.208624.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440781_at 27.2 24.8 P P 0.005859 0.00415 0.2 NC 0.5 gb:BB333095 /DB_XREF=gi:9041858 /DB_XREF=BB333095 /CLONE=B830007D08 /FEA=EST /CNT=5 /TID=Mm.120514.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440787_s_ 54.3 64.2 P P 0.000244 0.000244 0.2 NC 0.3 gb:BB106485 /DB_XREF=gi:8759053 /DB_XREF=BB106485 /CLONE=9530001J06 /FEA=EST /CNT=5 /TID=Mm.200669.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440816_x_ 630.3 720.6 P P 0.000244 0.000732 0.2 NC 0.41 gb:AV089443 /DB_XREF=gi:5236991 /DB_XREF=AV089443 /CLONE=2310043P15 /FEA=EST /CNT=5 /TID=Mm.181210.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440871_at 6.8 9.5 A A 0.21 0.21 0.2 NC 0.44 gb:AI835038 /DB_XREF=gi:5469251 /DB_XREF=UI-M-AI1-afn-c-08-0-UI.s1 /CLONE=UI-M-AI1-afn-c-08-0-UI /FEA=EST /CNT=10 /TID=Mm.157525.1 /T
MOE430_2_1440872_at 27.5 43.5 P P 0.008057 0.00415 0.2 NC 0.44 gb:BB324802 /DB_XREF=gi:16403530 /DB_XREF=BB324802 /CLONE=B430111N01 /FEA=EST /CNT=10 /TID=Mm.120855.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440903_at 23 22.6 P P 0.001953 0.001953 0.2 NC 0.37 gb:BG073023 /DB_XREF=gi:12555592 /DB_XREF=H3117G02-3 /CLONE=H3117G02 /FEA=EST /CNT=8 /TID=Mm.27981.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440917_at 53.3 66.1 A M 0.06 0.05 0.2 NC 0.5 gb:AW494963 /DB_XREF=gi:7065244 /DB_XREF=UI-M-BH3-auq-e-12-0-UI.s1 /CLONE=UI-M-BH3-auq-e-12-0-UI /FEA=EST /CNT=11 /TID=Mm.102394
MOE430_2_1440923_at 1.2 2.1 A A 0.87 0.72 0.2 NC 0.01 gb:AI851771 /DB_XREF=gi:5495677 /DB_XREF=UI-M-BH0-aim-e-09-0-UI.s1 /CLONE=UI-M-BH0-aim-e-09-0-UI /FEA=EST /CNT=10 /TID=Mm.40364.1 /
MOE430_2_1440926_at 2.4 1.8 A A 0.66 0.75 0.2 NC 0.5 gb:BB555042 /DB_XREF=gi:16448504 /DB_XREF=BB555042 /CLONE=E330016L13 /FEA=EST /CNT=9 /TID=Mm.43084.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440953_at 25.2 19.4 P P 0.005859 0.00293 0.2 NC 0.5 gb:BB349188 /DB_XREF=gi:16405199 /DB_XREF=BB349188 /CLONE=B930074B15 /FEA=EST /CNT=7 /TID=Mm.105263.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440965_at 94.1 86.9 P P 0.000244 0.000244 0.2 NC 0.2 gb:AW018348 /DB_XREF=gi:5871878 /DB_XREF=ul94g06.x1 /CLONE=IMAGE:2159770 /FEA=EST /CNT=11 /TID=Mm.37323.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1440973_at 0.7 2.8 A A 0.78 0.63 0.2 NC 0.35 gb:BQ174511 /DB_XREF=gi:20350002 /DB_XREF=UI-M-DJ2-bvy-g-18-0-UI.s1 /CLONE=UI-M-DJ2-bvy-g-18-0-UI /FEA=EST /CNT=9 /TID=Mm.35227.1 
MOE430_2_1440982_at 15.7 17.7 A A 0.21 0.24 0.2 NC 0.4 gb:BB209400 /DB_XREF=gi:16352442 /DB_XREF=BB209400 /CLONE=A430092F23 /FEA=EST /CNT=8 /TID=Mm.131207.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440992_at 32.1 44.8 P P 0.00415 0.02 0.2 NC 0.26 gb:AV276161 /DB_XREF=gi:16390789 /DB_XREF=AV276161 /CLONE=4932432P12 /FEA=EST /CNT=7 /TID=Mm.80547.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441005_at 14.1 11.7 A A 0.08 0.33 0.2 NC 0.4 gb:BB758998 /DB_XREF=gi:16190358 /DB_XREF=BB758998 /CLONE=G270105H12 /FEA=EST /CNT=7 /TID=Mm.32666.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441013_at 15.5 23.5 M A 0.05 0.12 0.2 NC 0.15 gb:BG067055 /DB_XREF=gi:12549624 /DB_XREF=H3050A10-3 /CLONE=H3050A10 /FEA=EST /CNT=6 /TID=Mm.13352.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441020_at 20.7 16.5 P M 0.005859 0.05 0.2 NC 0.5 gb:BB474515 /DB_XREF=gi:16439871 /DB_XREF=BB474515 /CLONE=D330006P20 /FEA=EST /CNT=6 /TID=Mm.132782.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441051_at 28.5 38.4 P P 0.000732 0.000732 0.2 NC 0.5 gb:BB401251 /DB_XREF=gi:16414599 /DB_XREF=BB401251 /CLONE=C330022A02 /FEA=EST /CNT=6 /TID=Mm.117732.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441055_at 32.3 44.6 A P 0.09 0.03 0.2 NC 0.02 gb:BB431157 /DB_XREF=gi:16424144 /DB_XREF=BB431157 /CLONE=C630036P07 /FEA=EST /CNT=6 /TID=Mm.153187.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441077_at 35.7 40.1 M P 0.05 0.02 0.2 NC 0.45 gb:AW494980 /DB_XREF=gi:7065261 /DB_XREF=UI-M-BH3-auq-g-05-0-UI.s1 /CLONE=UI-M-BH3-auq-g-05-0-UI /FEA=EST /CNT=6 /TID=Mm.65408.1 /
MOE430_2_1441078_at 42.1 54.9 A M 0.11 0.05 0.2 NC 0.5 gb:AV205046 /DB_XREF=gi:6145899 /DB_XREF=AV205046 /CLONE=1700061K14 /FEA=EST /CNT=6 /TID=Mm.23366.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441094_at 2.4 0.7 A A 0.87 0.95 0.2 NC 0.5 gb:AI506561 /DB_XREF=gi:4404412 /DB_XREF=vn42d05.x1 /CLONE=IMAGE:1023849 /FEA=EST /CNT=9 /TID=Mm.20345.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441101_at 5.3 6.5 P P 0.03 0.007324 0.2 NC 0.01 gb:BB076023 /DB_XREF=gi:15406883 /DB_XREF=BB076023 /CLONE=9330116H24 /FEA=EST /CNT=7 /TID=Mm.117841.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441125_at 21.9 20.6 A P 0.09 0.04 0.2 NC 0.25 gb:BB398178 /DB_XREF=gi:15411697 /DB_XREF=BB398178 /CLONE=C330007C20 /FEA=EST /CNT=6 /TID=Mm.201065.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441131_at 27 30.8 P P 0.01 0.000244 0.2 NC 0.03 gb:BB629216 /DB_XREF=gi:16466436 /DB_XREF=BB629216 /CLONE=9630059O15 /FEA=EST /CNT=6 /TID=Mm.218497.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441166_at 9.1 14.4 A A 0.14 0.17 0.2 NC 0.5 gb:AW123460 /DB_XREF=gi:6098990 /DB_XREF=UI-M-BH2.1-apj-f-07-0-UI.s1 /CLONE=UI-M-BH2.1-apj-f-07-0-UI /FEA=EST /CNT=5 /TID=Mm.71038.1
MOE430_2_1441179_at 0.6 1.6 A A 0.75 0.72 0.2 NC 0.41 gb:BB109768 /DB_XREF=gi:16261630 /DB_XREF=BB109768 /CLONE=9530020O07 /FEA=EST /CNT=5 /TID=Mm.207356.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441213_at 1 0.7 A A 0.96 0.99 0.2 NC 0.5 gb:AV370141 /DB_XREF=gi:16397799 /DB_XREF=AV370141 /CLONE=9030208M05 /FEA=EST /CNT=5 /TID=Mm.89659.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441225_at 1 1.8 A A 0.94 0.88 0.2 NC 0.26 gb:AI848301 /DB_XREF=gi:5492207 /DB_XREF=UI-M-AH1-agu-h-03-0-UI.s1 /CLONE=UI-M-AH1-agu-h-03-0-UI /FEA=EST /CNT=5 /TID=Mm.39206.1 /T
MOE430_2_1441233_at 31 43.7 P P 0.008057 0.001221 0.2 NC 0.01 gb:BM240795 /DB_XREF=gi:17876065 /DB_XREF=K0607E11-3 /CLONE=K0607E11 /FEA=EST /CNT=5 /TID=Mm.161583.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441241_at 14.5 15 M P 0.05 0.01 0.2 NC 0.18 gb:BB126309 /DB_XREF=gi:16262269 /DB_XREF=BB126309 /CLONE=9630013D21 /FEA=EST /CNT=5 /TID=Mm.119546.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441252_at 12.6 15.9 P A 0.03 0.3 0.2 NC 0.5 gb:AI427073 /DB_XREF=gi:4272999 /DB_XREF=mn30a01.x1 /CLONE=IMAGE:539400 /FEA=EST /CNT=5 /TID=Mm.28485.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441268_at 14.2 18 M P 0.05 0.01 0.2 NC 0.31 gb:BM117318 /DB_XREF=gi:17080336 /DB_XREF=L0849C06-3 /CLONE=L0849C06 /FEA=EST /CNT=5 /TID=Mm.76016.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441279_at 0.4 0.3 A A 0.56 0.87 0.2 NC 0.5 gb:BB284344 /DB_XREF=gi:8984793 /DB_XREF=BB284344 /CLONE=A930105I20 /FEA=EST /CNT=5 /TID=Mm.128291.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441300_at 2.7 1.1 A A 0.72 0.95 0.2 NC 0.62 gb:BB275623 /DB_XREF=gi:8972644 /DB_XREF=BB275623 /CLONE=A830093O07 /FEA=EST /CNT=5 /TID=Mm.38003.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441334_at 10.4 15.7 P A 0.03 0.12 0.2 NC 0.48 gb:BB528600 /DB_XREF=gi:9580058 /DB_XREF=BB528600 /CLONE=D930047G03 /FEA=EST /CNT=6 /TID=Mm.156061.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441350_at 9.3 10.9 A A 0.39 0.12 0.2 NC 0.5 gb:AV302620 /DB_XREF=gi:16393490 /DB_XREF=AV302620 /CLONE=5730504I02 /FEA=EST /CNT=5 /TID=Mm.212854.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441369_at 0.4 0.7 A A 0.69 0.87 0.2 NC 0.5 gb:BB329116 /DB_XREF=gi:16403904 /DB_XREF=BB329116 /CLONE=B530033N09 /FEA=EST /CNT=5 /TID=Mm.188961.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441384_at 1.3 1.6 A A 0.87 0.8 0.2 NC 0.5 gb:BB035768 /DB_XREF=gi:15403675 /DB_XREF=BB035768 /CLONE=5930405L08 /FEA=EST /CNT=5 /TID=Mm.29221.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441390_at 2.5 2.2 A A 0.42 0.39 0.2 NC 0.36 gb:AV280058 /DB_XREF=gi:16391349 /DB_XREF=AV280058 /CLONE=4933411P15 /FEA=EST /CNT=5 /TID=Mm.73120.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441396_at 8.2 8.4 A A 0.12 0.3 0.2 NC 0.5 gb:AV328619 /DB_XREF=gi:16395920 /DB_XREF=AV328619 /CLONE=6330442P21 /FEA=EST /CNT=4 /TID=Mm.118323.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441398_at 10 11.2 A A 0.23 0.24 0.2 NC 0.5 gb:BG068080 /DB_XREF=gi:12550649 /DB_XREF=H3061E07-3 /CLONE=H3061E07 /FEA=EST /CNT=4 /TID=Mm.11780.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441401_at 6.9 9.2 P A 0.000732 0.14 0.2 NC 0.2 gb:BG066485 /DB_XREF=gi:12549054 /DB_XREF=H3043E07-3 /CLONE=H3043E07 /FEA=EST /CNT=4 /TID=Mm.25029.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441411_at 16.9 19.5 P P 0.008057 0.02 0.2 NC 0.5 gb:BQ031226 /DB_XREF=gi:19766505 /DB_XREF=UI-1-CF0-amc-e-08-0-UI.s1 /CLONE=UI-1-CF0-amc-e-08-0-UI /FEA=EST /CNT=4 /TID=Mm.218941.
MOE430_2_1441439_at 0.5 0.7 A A 0.78 0.96 0.2 NC 0.8 gb:BB433553 /DB_XREF=gi:16424293 /DB_XREF=BB433553 /CLONE=C820002D17 /FEA=EST /CNT=4 /TID=Mm.129109.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441448_at 8 7 P A 0.04 0.27 0.2 NC 0.5 gb:BM239661 /DB_XREF=gi:17874931 /DB_XREF=K0538B08-3 /CLONE=K0538B08 /FEA=EST /CNT=4 /TID=Mm.137954.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441455_at 7.8 6.6 P A 0.01 0.36 0.2 NC 0.68 gb:BB128319 /DB_XREF=gi:15408280 /DB_XREF=BB128319 /CLONE=9630029F19 /FEA=EST /CNT=4 /TID=Mm.207795.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441461_at 9 6.8 A A 0.3 0.19 0.2 NC 0.36 gb:AV323439 /DB_XREF=gi:16395263 /DB_XREF=AV323439 /CLONE=6230409M24 /FEA=EST /CNT=4 /TID=Mm.180081.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441463_at 3.3 2.9 A A 0.3 0.36 0.2 NC 0.5 gb:BB525091 /DB_XREF=gi:16444089 /DB_XREF=BB525091 /CLONE=D930024F19 /FEA=EST /CNT=4 /TID=Mm.213363.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441465_at 29.5 34.5 P P 0.000244 0.00415 0.2 NC 0.5 gb:BB046752 /DB_XREF=gi:16259433 /DB_XREF=BB046752 /CLONE=6230417K02 /FEA=EST /CNT=4 /TID=Mm.207391.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441473_at 1.4 1.8 A A 0.8 0.78 0.2 NC 0.46 gb:BB265197 /DB_XREF=gi:16400264 /DB_XREF=BB265197 /CLONE=A830019H10 /FEA=EST /CNT=4 /TID=Mm.145321.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441477_at 218.8 244 P P 0.000244 0.000244 0.2 NC 0.06 gb:BB120190 /DB_XREF=gi:16261972 /DB_XREF=BB120190 /CLONE=9530075H20 /FEA=EST /CNT=4 /TID=Mm.215372.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441479_at 1.1 1.4 A A 0.82 0.75 0.2 NC 0.2 gb:BB126042 /DB_XREF=gi:16262243 /DB_XREF=BB126042 /CLONE=9630010N22 /FEA=EST /CNT=4 /TID=Mm.212081.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441484_at 17.9 16.1 A A 0.09 0.14 0.2 NC 0.4 gb:AV352256 /DB_XREF=gi:16397229 /DB_XREF=AV352256 /CLONE=7030405F01 /FEA=EST /CNT=4 /TID=Mm.207336.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441531_at 15.7 31.5 P P 0.008057 0.00415 0.2 NC 0.03 gb:BB143801 /DB_XREF=gi:15408558 /DB_XREF=BB143801 /CLONE=9930022F01 /FEA=EST /CNT=4 /TID=Mm.209867.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441610_at 0.6 0.7 A A 0.63 0.6 0.2 NC 0.27 gb:BB306826 /DB_XREF=gi:16402243 /DB_XREF=BB306826 /CLONE=B230209L12 /FEA=EST /CNT=4 /TID=Mm.186283.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441613_at 2 2.4 A A 0.53 0.6 0.2 NC 0.44 gb:BB454313 /DB_XREF=gi:16425853 /DB_XREF=BB454313 /CLONE=D130032A01 /FEA=EST /CNT=4 /TID=Mm.207870.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441617_at 70.1 75.3 P P 0.000244 0.001953 0.2 NC 0.5 gb:BB475089 /DB_XREF=gi:16439960 /DB_XREF=BB475089 /CLONE=D330011G15 /FEA=EST /CNT=4 /TID=Mm.209425.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441630_at 1.6 1 A A 0.87 0.95 0.2 NC 0.76 gb:AW541237 /DB_XREF=gi:7183654 /DB_XREF=C0142G02-3 /CLONE=C0142G02 /FEA=EST /CNT=4 /TID=Mm.100865.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441648_at 1.2 2.4 A A 0.72 0.63 0.2 NC 0.29 gb:BM115522 /DB_XREF=gi:17078540 /DB_XREF=L0821D05-3 /CLONE=L0821D05 /FEA=EST /CNT=4 /TID=Mm.192722.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441652_at 15.4 14.3 A A 0.27 0.33 0.2 NC 0.5 gb:BB185152 /DB_XREF=gi:16270387 /DB_XREF=BB185152 /CLONE=A330019M01 /FEA=EST /CNT=4 /TID=Mm.114758.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441673_at 37.7 34 P P 0.00293 0.00415 0.2 NC 0.29 gb:C79829 /DB_XREF=gi:2520159 /DB_XREF=C79829 /CLONE=J0072E12 /FEA=EST /CNT=4 /TID=Mm.103864.1 /TIER=ConsEnd /STK=4 /UG=Mm.10386
MOE430_2_1441691_at 20.2 29.3 A P 0.11 0.04 0.2 NC 0.31 gb:BG070831 /DB_XREF=gi:12553488 /DB_XREF=H3092F05-3 /CLONE=H3092F05 /FEA=EST /CNT=4 /TID=Mm.11283.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441724_at 11.3 10.5 P A 0.001953 0.14 0.2 NC 0.5 gb:BM219372 /DB_XREF=gi:17779159 /DB_XREF=C0924B06-3 /CLONE=C0924B06 /FEA=EST /CNT=4 /TID=Mm.173870.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441733_s_ 67.7 95.4 P P 0.001221 0.001953 0.2 NC 0.15 gb:C88147 /DB_XREF=gi:2920104 /DB_XREF=C88147 /CLONE=J0257E11 /FEA=EST /CNT=4 /TID=Mm.219831.1 /TIER=ConsEnd /STK=4 /UG=Mm.21983
MOE430_2_1441746_at 3.7 3.6 A A 0.21 0.53 0.2 NC 0.5 gb:BM115624 /DB_XREF=gi:17078642 /DB_XREF=L0823B02-3 /CLONE=L0823B02 /FEA=EST /CNT=4 /TID=Mm.213311.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441747_at 10.5 16.3 A A 0.11 0.12 0.2 NC 0.29 gb:BF020710 /DB_XREF=gi:10752042 /DB_XREF=ux23c02.x1 /CLONE=IMAGE:3472322 /FEA=EST /CNT=4 /TID=Mm.188416.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441771_at 30.9 56.6 P P 0.005859 0.005859 0.2 NC 0.003041 gb:BB730600 /DB_XREF=gi:16113875 /DB_XREF=BB730600 /CLONE=E860127O19 /FEA=EST /CNT=4 /TID=Mm.209082.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441783_at 31.1 43.2 P P 0.001953 0.00293 0.2 NC 0.5 gb:BB749856 /DB_XREF=gi:16154092 /DB_XREF=BB749856 /CLONE=G030201M11 /FEA=EST /CNT=4 /TID=Mm.211245.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441819_x_ 2.3 0.7 A A 0.6 0.82 0.2 NC 0.31 gb:AU015082 /DB_XREF=gi:3369873 /DB_XREF=AU015082 /CLONE=J0707D08 /FEA=EST /CNT=4 /TID=Mm.200556.1 /TIER=ConsEnd /STK=4 /UG=Mm.2
MOE430_2_1441823_at 88 100.9 P P 0.000244 0.000244 0.2 NC 0.18 gb:BB164673 /DB_XREF=gi:8820614 /DB_XREF=BB164673 /CLONE=A130079G04 /FEA=EST /CNT=4 /TID=Mm.130959.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441839_s_ 15 15.5 P P 0.00293 0.01 0.2 NC 0.5 gb:BB250824 /DB_XREF=gi:8943570 /DB_XREF=BB250824 /CLONE=A730043C03 /FEA=EST /CNT=4 /TID=Mm.180591.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441843_s_ 20.2 19.7 A P 0.21 0.01 0.2 NC 0.16 gb:BB312292 /DB_XREF=gi:9012997 /DB_XREF=BB312292 /CLONE=B230333G24 /FEA=EST /CNT=4 /TID=Mm.131442.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441902_x_ 70.2 59.4 P P 0.03 0.04 0.2 NC 0.5 gb:BB264298 /DB_XREF=gi:8960754 /DB_XREF=BB264298 /CLONE=A830014L21 /FEA=EST /CNT=4 /TID=Mm.125942.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441903_x_ 1.1 1.1 A A 0.87 0.66 0.2 NC 0.2 gb:BB327647 /DB_XREF=gi:9036410 /DB_XREF=BB327647 /CLONE=B430220A06 /FEA=EST /CNT=4 /TID=Mm.153566.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441904_x_ 220.5 264.4 P P 0.001953 0.000244 0.2 NC 0.13 gb:AV364676 /DB_XREF=gi:6412323 /DB_XREF=AV364676 /CLONE=8430401C01 /FEA=EST /CNT=4 /TID=Mm.59466.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441927_at 7.6 15.3 P A 0.005859 0.19 0.2 NC 0.71 gb:AV138438 /DB_XREF=gi:5324168 /DB_XREF=AV138438 /CLONE=2810040P12 /FEA=EST /CNT=4 /TID=Mm.45546.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441979_at 0.5 0.2 A A 0.88 0.98 0.2 NC 0.72 gb:BB124106 /DB_XREF=gi:8776674 /DB_XREF=BB124106 /CLONE=9530096I06 /FEA=EST /CNT=11 /TID=Mm.220902.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442001_at 22.5 21.1 A A 0.11 0.27 0.2 NC 0.44 gb:BE944771 /DB_XREF=gi:10522530 /DB_XREF=UI-M-BH3-awg-g-05-0-UI.s1 /CLONE=UI-M-BH3-awg-g-05-0-UI /FEA=EST /CNT=17 /TID=Mm.30164
MOE430_2_1442014_at 16.2 28.3 A P 0.12 0.01 0.2 NC 0.25 gb:BB531645 /DB_XREF=gi:16445954 /DB_XREF=BB531645 /CLONE=E030018F21 /FEA=EST /CNT=9 /TID=Mm.138295.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442024_at 22.1 25.8 P A 0.02 0.08 0.2 NC 0.77 gb:BB328892 /DB_XREF=gi:16403884 /DB_XREF=BB328892 /CLONE=B530003M05 /FEA=EST /CNT=12 /TID=Mm.151361.2 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442025_a_ 0.6 0.5 A A 0.96 0.78 0.2 NC 0.17 gb:AI467657 /DB_XREF=gi:4320994 /DB_XREF=ve44f05.x1 /CLONE=IMAGE:821025 /FEA=EST /CNT=11 /TID=Mm.34106.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442033_at 2.3 2.4 A A 0.69 0.6 0.2 NC 0.29 gb:AV376830 /DB_XREF=gi:16398089 /DB_XREF=AV376830 /CLONE=9130217G22 /FEA=EST /CNT=9 /TID=Mm.59192.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442038_at 42.5 35.6 P P 0.000732 0.01 0.2 NC 0.5 gb:AV134514 /DB_XREF=gi:5320244 /DB_XREF=AV134514 /CLONE=2810007O18 /FEA=EST /CNT=8 /TID=Mm.45704.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442050_at 94.6 112.1 P P 0.000732 0.001221 0.2 NC 0.08 gb:AV274175 /DB_XREF=gi:16390475 /DB_XREF=AV274175 /CLONE=4932417D18 /FEA=EST /CNT=7 /TID=Mm.105227.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442066_at 14.6 15.4 A A 0.43 0.3 0.2 NC 0.5 gb:BB770053 /DB_XREF=gi:16212575 /DB_XREF=BB770053 /CLONE=G370103N08 /FEA=EST /CNT=9 /TID=Mm.211370.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442095_at 19.5 27.7 P P 0.00415 0.000244 0.2 NC 0.09 gb:BB528113 /DB_XREF=gi:16444590 /DB_XREF=BB528113 /CLONE=D930044O18 /FEA=EST /CNT=6 /TID=Mm.103436.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442140_at 1.7 2.2 A A 0.78 0.82 0.2 NC 0.4 gb:AI591634 /DB_XREF=gi:4600682 /DB_XREF=vt36b12.x1 /CLONE=IMAGE:1165151 /FEA=EST /CNT=13 /TID=Mm.41196.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442146_at 24.4 25.5 A A 0.17 0.21 0.2 NC 0.5 gb:BG069747 /DB_XREF=gi:12552316 /DB_XREF=H3079F10-3 /CLONE=H3079F10 /FEA=EST /CNT=9 /TID=Mm.163281.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442155_at 22.2 25.5 P P 0.01 0.00293 0.2 NC 0.5 gb:BB456609 /DB_XREF=gi:16426072 /DB_XREF=BB456609 /CLONE=D130047L09 /FEA=EST /CNT=8 /TID=Mm.130007.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442180_at 0.7 0.3 A A 0.75 0.88 0.2 NC 0.16 gb:BB382040 /DB_XREF=gi:16408049 /DB_XREF=BB382040 /CLONE=C230017D13 /FEA=EST /CNT=6 /TID=Mm.127330.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442242_at 1 1.4 A A 0.82 0.6 0.2 NC 0.28 gb:BB277133 /DB_XREF=gi:15410921 /DB_XREF=BB277133 /CLONE=A930002H20 /FEA=EST /CNT=5 /TID=Mm.134068.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442263_at 0.3 0.2 A A 0.93 0.91 0.2 NC 0.42 gb:BB257313 /DB_XREF=gi:15410736 /DB_XREF=BB257313 /CLONE=A730079B21 /FEA=EST /CNT=5 /TID=Mm.38271.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442278_at 5.5 2.8 A A 0.3 0.27 0.2 NC 0.06 gb:BB209117 /DB_XREF=gi:8874070 /DB_XREF=BB209117 /CLONE=A430091C04 /FEA=EST /CNT=5 /TID=Mm.138070.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442297_at 56.2 67.6 P P 0.01 0.005859 0.2 NC 0.01 gb:BB212172 /DB_XREF=gi:16352755 /DB_XREF=BB212172 /CLONE=A430109C16 /FEA=EST /CNT=5 /TID=Mm.132350.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442322_at 14.6 13.3 P P 0.03 0.04 0.2 NC 0.02 gb:BM218838 /DB_XREF=gi:17778483 /DB_XREF=C0916E11-3 /CLONE=C0916E11 /FEA=EST /CNT=5 /TID=Mm.217866.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442351_a_ 27.3 32 M P 0.05 0.04 0.2 NC 0.63 gb:BB313029 /DB_XREF=gi:16402854 /DB_XREF=BB313029 /CLONE=B230339K08 /FEA=EST /CNT=7 /TID=Mm.45061.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442364_at 66.4 75.8 A A 0.21 0.21 0.2 NC 0.04 gb:BM239177 /DB_XREF=gi:17874447 /DB_XREF=K0530C01-3 /CLONE=K0530C01 /FEA=EST /CNT=6 /TID=Mm.214918.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442375_at 28 24.7 P P 0.03 0.01 0.2 NC 0.13 gb:BG067062 /DB_XREF=gi:12549631 /DB_XREF=H3050B05-3 /CLONE=H3050B05 /FEA=EST /CNT=5 /TID=Mm.121045.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442425_at 2.9 7.5 A A 0.5 0.21 0.2 NC 0.5 gb:AI561924 /DB_XREF=gi:4513269 /DB_XREF=vi83g12.x1 /CLONE=IMAGE:918886 /FEA=EST /CNT=5 /TID=Mm.34893.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442434_at 214.8 215.4 P P 0.000244 0.000732 0.2 NC 0.5 gb:BM195829 /DB_XREF=gi:17747449 /DB_XREF=C0317E11-3 /CLONE=C0317E11 /FEA=EST /CNT=5 /TID=Mm.74659.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442455_at 1.8 3.5 A A 0.88 0.69 0.2 NC 0.06 gb:BG066553 /DB_XREF=gi:12549210 /DB_XREF=H3045C08-3 /CLONE=H3045C08 /FEA=EST /CNT=4 /TID=Mm.172867.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442459_at 1.2 1.4 A A 0.69 0.72 0.2 NC 0.45 gb:BG070198 /DB_XREF=gi:12552767 /DB_XREF=H3084G05-3 /CLONE=H3084G05 /FEA=EST /CNT=4 /TID=Mm.169020.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442462_at 1.2 1.2 A A 0.95 0.97 0.2 NC 0.73 gb:BG067905 /DB_XREF=gi:12550474 /DB_XREF=H3059E07-3 /CLONE=H3059E07 /FEA=EST /CNT=4 /TID=Mm.25518.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442473_at 2.6 4.4 A A 0.56 0.5 0.2 NC 0.48 gb:BG070998 /DB_XREF=gi:12553567 /DB_XREF=H3093E11-3 /CLONE=H3093E11 /FEA=EST /CNT=4 /TID=Mm.173345.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442511_at 19.3 26.6 P P 0.001953 0.001221 0.2 NC 0.08 gb:BG069408 /DB_XREF=gi:12551900 /DB_XREF=H3075C02-3 /CLONE=H3075C02 /FEA=EST /CNT=4 /TID=Mm.173438.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442523_at 2.1 1.1 A A 0.87 0.88 0.2 NC 0.51 gb:BM116114 /DB_XREF=gi:17079132 /DB_XREF=L0830F10-3 /CLONE=L0830F10 /FEA=EST /CNT=4 /TID=Mm.208617.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442527_at 5.1 5.7 A A 0.6 0.8 0.2 NC 0.78 gb:C87583 /DB_XREF=gi:2919540 /DB_XREF=C87583 /CLONE=J0247G07 /FEA=EST /CNT=4 /TID=Mm.25499.1 /TIER=ConsEnd /STK=3 /UG=Mm.25499 /
MOE430_2_1442552_at 0.9 0.8 A A 0.96 0.96 0.2 NC 0.31 gb:BM205069 /DB_XREF=gi:17760109 /DB_XREF=C0278E05-3 /CLONE=C0278E05 /FEA=EST /CNT=4 /TID=Mm.218174.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442616_at 30.2 24.6 P A 0.02 0.12 0.2 NC 0.35 gb:BB452157 /DB_XREF=gi:16425629 /DB_XREF=BB452157 /CLONE=D130015G08 /FEA=EST /CNT=4 /TID=Mm.208323.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442639_at 1.5 1.4 A A 0.82 0.88 0.2 NC 0.49 gb:BE995622 /DB_XREF=gi:10680056 /DB_XREF=UI-M-CG0p-bia-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bia-e-07-0-UI /FEA=EST /CNT=4 /TID=Mm.152471
MOE430_2_1442646_at 0.6 0.6 A A 0.95 0.88 0.2 NC 0.8 gb:BI076546 /DB_XREF=gi:14515203 /DB_XREF=C0169D06-3 /CLONE=C0169D06 /FEA=EST /CNT=4 /TID=Mm.175417.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442676_at 154.5 202.7 P P 0.000244 0.000244 0.2 NC 0.01 gb:AV356118 /DB_XREF=gi:16397357 /DB_XREF=AV356118 /CLONE=7330424A17 /FEA=EST /CNT=4 /TID=Mm.87647.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442693_at 1.2 1.7 A A 0.72 0.72 0.2 NC 0.35 gb:BB271468 /DB_XREF=gi:16400663 /DB_XREF=BB271468 /CLONE=A830054P04 /FEA=EST /CNT=4 /TID=Mm.34718.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442721_at 1.6 0.9 A A 0.39 0.82 0.2 NC 0.55 gb:AW489203 /DB_XREF=gi:7059473 /DB_XREF=UI-M-BH3-ask-c-10-0-UI.s1 /CLONE=UI-M-BH3-ask-c-10-0-UI /FEA=EST /CNT=4 /TID=Mm.133740.1
MOE430_2_1442743_at 15.3 15.9 P P 0.03 0.008057 0.2 NC 0.41 gb:AW121332 /DB_XREF=gi:6096665 /DB_XREF=UI-M-BH2.2-aom-b-03-0-UI.s1 /CLONE=UI-M-BH2.2-aom-b-03-0-UI /FEA=EST /CNT=4 /TID=Mm.2410
MOE430_2_1442744_at 65.7 70.6 P P 0.000244 0.000244 0.2 NC 0.07 gb:C79248 /DB_XREF=gi:2519578 /DB_XREF=C79248 /CLONE=J0063C04 /FEA=EST /CNT=4 /TID=Mm.153895.1 /TIER=ConsEnd /STK=3 /UG=Mm.15389
MOE430_2_1442767_s_ 17 19.5 P P 0.000244 0.03 0.2 NC 0.78 gb:BB738626 /DB_XREF=gi:16141631 /DB_XREF=BB738626 /CLONE=F430108E01 /FEA=EST /CNT=4 /TID=Mm.117605.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442773_at 14.7 14.6 A P 0.06 0.03 0.2 NC 0.5 gb:BE687029 /DB_XREF=gi:10074653 /DB_XREF=uw09d10.x1 /CLONE=IMAGE:3416179 /FEA=EST /CNT=4 /TID=Mm.139218.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442805_at 16.7 8.4 A P 0.06 0.04 0.2 NC 0.07 gb:BB067736 /DB_XREF=gi:16259974 /DB_XREF=BB067736 /CLONE=8030466K23 /FEA=EST /CNT=6 /TID=Mm.117997.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442831_at 1.2 2.1 A A 0.88 0.72 0.2 NC 0.25 gb:BI134314 /DB_XREF=gi:14584562 /DB_XREF=UI-M-BH3-brr-h-07-0-UI.s1 /CLONE=UI-M-BH3-brr-h-07-0-UI /FEA=EST /CNT=5 /TID=Mm.156053.1 /
MOE430_2_1442844_at 11.5 15.2 A M 0.17 0.05 0.2 NC 0.11 gb:BB271008 /DB_XREF=gi:16400644 /DB_XREF=BB271008 /CLONE=A830052D11 /FEA=EST /CNT=4 /TID=Mm.208475.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442871_at 1 1.5 A A 0.96 0.93 0.2 NC 0.12 gb:BB019217 /DB_XREF=gi:16257605 /DB_XREF=BB019217 /CLONE=4930584H23 /FEA=EST /CNT=4 /TID=Mm.183482.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442892_at 9.1 11 A A 0.17 0.5 0.2 NC 0.5 gb:BB042575 /DB_XREF=gi:16258740 /DB_XREF=BB042575 /CLONE=6030463P07 /FEA=EST /CNT=4 /TID=Mm.139122.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442896_at 1.1 1.2 A A 0.98 0.87 0.2 NC 0.25 gb:BF467518 /DB_XREF=gi:11536701 /DB_XREF=UI-M-CG0p-brl-f-11-0-UI.s1 /CLONE=UI-M-CG0p-brl-f-11-0-UI /FEA=EST /CNT=4 /TID=Mm.156848.
MOE430_2_1442919_at 89.3 81.9 A A 0.21 0.09 0.2 NC 0.06 gb:BB203810 /DB_XREF=gi:16351741 /DB_XREF=BB203810 /CLONE=A430054I19 /FEA=EST /CNT=4 /TID=Mm.131164.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442920_at 26 33 A P 0.11 0.04 0.2 NC 0.25 gb:BB128849 /DB_XREF=gi:16266153 /DB_XREF=BB128849 /CLONE=9630034I23 /FEA=EST /CNT=4 /TID=Mm.207745.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442951_at 6.9 7.3 A A 0.21 0.17 0.2 NC 0.13 gb:BG072426 /DB_XREF=gi:12554995 /DB_XREF=H3110D05-3 /CLONE=H3110D05 /FEA=EST /CNT=3 /TID=Mm.26841.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442958_at 10 9.3 A A 0.21 0.27 0.2 NC 0.4 gb:BG067474 /DB_XREF=gi:12550043 /DB_XREF=H3054G11-3 /CLONE=H3054G11 /FEA=EST /CNT=3 /TID=Mm.214456.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442960_at 15.8 19.1 A A 0.09 0.33 0.2 NC 0.5 gb:BI456624 /DB_XREF=gi:15247280 /DB_XREF=603172289F1 /CLONE=IMAGE:5251511 /FEA=EST /CNT=3 /TID=Mm.135727.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1443005_at 27.4 32.5 P P 0.00415 0.02 0.2 NC 0.5 gb:BB093643 /DB_XREF=gi:16261143 /DB_XREF=BB093643 /CLONE=9430043F02 /FEA=EST /CNT=3 /TID=Mm.140030.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443023_at 16.4 16.7 A A 0.09 0.21 0.2 NC 0.03 gb:AV242843 /DB_XREF=gi:15405221 /DB_XREF=AV242843 /CLONE=4831414F20 /FEA=EST /CNT=3 /TID=Mm.49615.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443046_at 4.9 4.6 A A 0.63 0.56 0.2 NC 0.05 gb:BB042134 /DB_XREF=gi:15403875 /DB_XREF=BB042134 /CLONE=6030460I07 /FEA=EST /CNT=3 /TID=Mm.194462.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443049_at 36.1 45.8 P P 0.01 0.008057 0.2 NC 0.2 gb:BB199824 /DB_XREF=gi:16271351 /DB_XREF=BB199824 /CLONE=A430017J23 /FEA=EST /CNT=3 /TID=Mm.215567.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443074_at 8 10.1 A M 0.09 0.05 0.2 NC 0.5 gb:BB215529 /DB_XREF=gi:16353049 /DB_XREF=BB215529 /CLONE=A530027I12 /FEA=EST /CNT=3 /TID=Mm.207579.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443134_at 9.3 15.2 A P 0.17 0.03 0.2 NC 0.45 gb:BB277476 /DB_XREF=gi:16400987 /DB_XREF=BB277476 /CLONE=A930005G22 /FEA=EST /CNT=3 /TID=Mm.131653.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443158_at 38.9 43.1 P P 0.000244 0.000244 0.2 NC 0.48 gb:BB035643 /DB_XREF=gi:16258319 /DB_XREF=BB035643 /CLONE=5930404P18 /FEA=EST /CNT=3 /TID=Mm.209295.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443204_at 16.2 15.2 M P 0.05 0.01 0.2 NC 0.22 gb:BB452391 /DB_XREF=gi:16425664 /DB_XREF=BB452391 /CLONE=D130017D16 /FEA=EST /CNT=3 /TID=Mm.215967.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443219_at 35.9 54.8 P P 0.005859 0.000732 0.2 NC 0.14 gb:BM232535 /DB_XREF=gi:17867805 /DB_XREF=K0324F08-3 /CLONE=K0324F08 /FEA=EST /CNT=3 /TID=Mm.217158.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443223_at 30.9 25.1 P P 0.03 0.000244 0.2 NC 0.06 gb:BB484479 /DB_XREF=gi:16441158 /DB_XREF=BB484479 /CLONE=D430025O11 /FEA=EST /CNT=3 /TID=Mm.194578.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1443233_at 22 39.8 P P 0.03 0.01 0.2 NC 0.21 gb:BB042748 /DB_XREF=gi:16258747 /DB_XREF=BB042748 /CLONE=6030465L19 /FEA=EST /CNT=3 /TID=Mm.207403.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443234_at 7.4 10.1 A A 0.09 0.12 0.2 NC 0.5 gb:BB210980 /DB_XREF=gi:16352611 /DB_XREF=BB210980 /CLONE=A430102B03 /FEA=EST /CNT=3 /TID=Mm.207991.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443287_at 0.8 0.7 A A 0.59 0.6 0.2 NC 0.5 gb:BB555669 /DB_XREF=gi:16448592 /DB_XREF=BB555669 /CLONE=E330020H17 /FEA=EST /CNT=3 /TID=Mm.39675.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443294_at 15.9 19.9 P P 0.04 0.008057 0.2 NC 0.5 gb:BB039020 /DB_XREF=gi:16258527 /DB_XREF=BB039020 /CLONE=6030411L09 /FEA=EST /CNT=3 /TID=Mm.209794.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443313_at 5.2 3.6 A A 0.17 0.19 0.2 NC 0.5 gb:BB282582 /DB_XREF=gi:16401371 /DB_XREF=BB282582 /CLONE=A930038M08 /FEA=EST /CNT=3 /TID=Mm.126212.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443321_at 1.6 1.8 A A 0.72 0.69 0.2 NC 0.42 gb:BB667236 /DB_XREF=gi:16398685 /DB_XREF=BB667236 /CLONE=6820437F20 /FEA=EST /CNT=3 /TID=Mm.212980.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443328_at 0.5 0.5 A A 0.9 0.91 0.2 NC 0.42 gb:BB526164 /DB_XREF=gi:16444273 /DB_XREF=BB526164 /CLONE=D930031K03 /FEA=EST /CNT=3 /TID=Mm.207639.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443345_at 0.3 0.4 A A 0.85 0.8 0.2 NC 0.49 gb:AV264559 /DB_XREF=gi:16389218 /DB_XREF=AV264559 /CLONE=4930500H16 /FEA=EST /CNT=3 /TID=Mm.67016.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443346_at 20.9 19.2 P A 0.02 0.12 0.2 NC 0.5 gb:BB167125 /DB_XREF=gi:16269041 /DB_XREF=BB167125 /CLONE=A130091L04 /FEA=EST /CNT=3 /TID=Mm.214570.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443352_at 0.9 1.3 A A 0.72 0.75 0.2 NC 0.44 gb:C77614 /DB_XREF=gi:2517944 /DB_XREF=C77614 /CLONE=J0034E10 /FEA=EST /CNT=3 /TID=Mm.34934.1 /TIER=ConsEnd /STK=3 /UG=Mm.34934 /
MOE430_2_1443360_x_ 16.1 18.9 A A 0.43 0.39 0.2 NC 0.03 gb:BB003753 /DB_XREF=gi:15389581 /DB_XREF=BB003753 /CLONE=4732456M12 /FEA=EST /CNT=3 /TID=Mm.190546.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443361_at 10.5 18 A A 0.19 0.33 0.2 NC 0.27 gb:BB157573 /DB_XREF=gi:16268391 /DB_XREF=BB157573 /CLONE=A130036O06 /FEA=EST /CNT=3 /TID=Mm.214763.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443376_at 4.8 4.1 A A 0.14 0.43 0.2 NC 0.5 gb:BG069046 /DB_XREF=gi:12551615 /DB_XREF=H3072B06-3 /CLONE=H3072B06 /FEA=EST /CNT=3 /TID=Mm.26433.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443390_at 52.9 44.3 P P 0.000244 0.001953 0.2 NC 0.45 gb:BB390851 /DB_XREF=gi:16408874 /DB_XREF=BB390851 /CLONE=C230071H23 /FEA=EST /CNT=3 /TID=Mm.215886.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443411_at 0.8 0.6 A A 0.53 0.78 0.2 NC 0.4 gb:BB130018 /DB_XREF=gi:16266250 /DB_XREF=BB130018 /CLONE=9630043B04 /FEA=EST /CNT=3 /TID=Mm.184361.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443422_at 6.5 9.6 A A 0.17 0.12 0.2 NC 0.45 gb:BB231140 /DB_XREF=gi:16354435 /DB_XREF=BB231140 /CLONE=A630031B14 /FEA=EST /CNT=3 /TID=Mm.131319.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443434_s_ 9.9 10.5 A A 0.27 0.3 0.2 NC 0.5 gb:AV317262 /DB_XREF=gi:15406100 /DB_XREF=AV317262 /CLONE=5832416C20 /FEA=EST /CNT=3 /TID=Mm.189760.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443436_at 40.7 52.8 P P 0.008057 0.000244 0.2 NC 0.28 gb:AW542161 /DB_XREF=gi:7184578 /DB_XREF=C0154C12-3 /CLONE=C0154C12 /FEA=EST /CNT=3 /TID=Mm.215841.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443466_s_ 128 154.1 P P 0.000244 0.000244 0.2 NC 0.11 gb:C85372 /DB_XREF=gi:2917329 /DB_XREF=C85372 /CLONE=J0207A11 /FEA=EST /CNT=3 /TID=Mm.200932.1 /TIER=ConsEnd /STK=3 /UG=Mm.20093
MOE430_2_1443468_at 5.2 6.1 A A 0.19 0.17 0.2 NC 0.5 gb:BG071183 /DB_XREF=gi:12553752 /DB_XREF=H3095F06-3 /CLONE=H3095F06 /FEA=EST /CNT=3 /TID=Mm.218078.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443487_at 2.6 3.9 A A 0.78 0.78 0.2 NC 0.5 gb:AU022238 /DB_XREF=gi:3387197 /DB_XREF=AU022238 /CLONE=J0410G04 /FEA=EST /CNT=3 /TID=Mm.104004.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443490_at 43.3 43 A P 0.08 0.04 0.2 NC 0.27 gb:C77371 /DB_XREF=gi:2517701 /DB_XREF=C77371 /CLONE=J0030A04 /FEA=EST /CNT=3 /TID=Mm.155607.1 /TIER=ConsEnd /STK=3 /UG=Mm.15560
MOE430_2_1443496_at 7.7 7.7 A A 0.36 0.43 0.2 NC 0.5 gb:BG083620 /DB_XREF=gi:12566188 /DB_XREF=H3090C01-5 /CLONE=H3090C01 /FEA=EST /CNT=3 /TID=Mm.26010.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443502_at 2.8 2.6 A A 0.82 0.91 0.2 NC 0.5 gb:BB539598 /DB_XREF=gi:16447049 /DB_XREF=BB539598 /CLONE=E130019N06 /FEA=EST /CNT=3 /TID=Mm.187879.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443540_at 6.6 6.2 A A 0.27 0.32 0.2 NC 0.28 gb:BM240275 /DB_XREF=gi:17875545 /DB_XREF=K0549F11-3 /CLONE=K0549F11 /FEA=EST /CNT=3 /TID=Mm.214927.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443548_at 0.3 1.8 A A 0.8 0.85 0.2 NC 0.53 gb:BB189091 /DB_XREF=gi:16270658 /DB_XREF=BB189091 /CLONE=A330052K16 /FEA=EST /CNT=3 /TID=Mm.121885.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443581_at 18.2 18.5 A A 0.12 0.11 0.2 NC 0.04 gb:BM120397 /DB_XREF=gi:17088423 /DB_XREF=L0939C11-3 /CLONE=L0939C11 /FEA=EST /CNT=3 /TID=Mm.213222.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443592_at 27.8 31.2 P P 0.005859 0.008057 0.2 NC 0.29 gb:AA816099 /DB_XREF=gi:2885695 /DB_XREF=vp56e11.r1 /CLONE=IMAGE:1080716 /FEA=EST /CNT=3 /TID=Mm.25338.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443613_x_ 13.9 17.9 A A 0.09 0.24 0.2 NC 0.5 gb:BG229036 /DB_XREF=gi:12716540 /DB_XREF=ux65e06.x1 /CLONE=IMAGE:3515219 /FEA=EST /CNT=3 /TID=Mm.162218.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443622_at 1.1 1.6 A A 0.78 0.75 0.2 NC 0.5 gb:BM729416 /DB_XREF=gi:19050749 /DB_XREF=ih80f05.x1 /CLONE=IMAGE:5682944 /FEA=EST /CNT=3 /TID=Mm.172383.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443624_at 0.4 0.9 A A 0.85 0.78 0.2 NC 0.02 gb:AW909042 /DB_XREF=gi:8074276 /DB_XREF=uf42a04.x1 /CLONE=IMAGE:1513998 /FEA=EST /CNT=3 /TID=Mm.104987.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443635_at 6.4 8.3 A A 0.3 0.24 0.2 NC 0.57 gb:BF319756 /DB_XREF=gi:11268562 /DB_XREF=uy63e03.x1 /CLONE=IMAGE:3664252 /FEA=EST /CNT=3 /TID=Mm.31340.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443694_at 64.4 129.3 P P 0.000732 0.001221 0.2 NC 0.5 gb:BB794177 /DB_XREF=gi:16963796 /DB_XREF=BB794177 /CLONE=G430149D04 /FEA=EST /CNT=3 /TID=Mm.188120.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443710_s_ 17.8 21.7 A A 0.17 0.11 0.2 NC 0.62 gb:AW045373 /DB_XREF=gi:5905902 /DB_XREF=UI-M-BH1-ako-d-08-0-UI.s1 /CLONE=UI-M-BH1-ako-d-08-0-UI /FEA=EST /CNT=3 /TID=Mm.44257.1 /
MOE430_2_1443721_x_ 42.8 46.9 P P 0.00415 0.00415 0.2 NC 0.3 gb:BF148215 /DB_XREF=gi:11029610 /DB_XREF=ux49d04.x1 /CLONE=IMAGE:3513607 /FEA=EST /CNT=3 /TID=Mm.154528.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443728_at 0.8 0.4 A A 0.9 0.8 0.2 NC 0.5 gb:AW125035 /DB_XREF=gi:6100565 /DB_XREF=UI-M-BH2.1-apx-a-06-0-UI.s1 /CLONE=UI-M-BH2.1-apx-a-06-0-UI /FEA=EST /CNT=3 /TID=Mm.65375
MOE430_2_1443745_s_ 10.9 9.1 P P 0.03 0.00293 0.2 NC 0.09 gb:AV020965 /DB_XREF=gi:4797957 /DB_XREF=AV020965 /CLONE=1190021A20 /FEA=EST /CNT=3 /TID=Mm.199008.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443750_s_ 95.3 131.5 P P 0.001953 0.001953 0.2 NC 0.25 gb:R75260 /DB_XREF=gi:850191 /DB_XREF=MDB1265 /FEA=EST /CNT=3 /TID=Mm.219669.1 /TIER=ConsEnd /STK=3 /UG=Mm.219669 /LL=24016 /UG_G
MOE430_2_1443757_x_ 9.2 9.3 M A 0.05 0.08 0.2 NC 0.31 gb:BB518847 /DB_XREF=gi:9570305 /DB_XREF=BB518847 /CLONE=D830032E21 /FEA=EST /CNT=3 /TID=Mm.169757.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443761_at 0.4 1.2 A A 0.9 0.66 0.2 NC 0.03 gb:AV217758 /DB_XREF=gi:6158599 /DB_XREF=AV217758 /CLONE=2410188B20 /FEA=EST /CNT=3 /TID=Mm.177020.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443786_at 1.6 0.8 A A 0.84 0.82 0.2 NC 0.4 gb:BB000218 /DB_XREF=gi:7840146 /DB_XREF=BB000218 /CLONE=2410014O14 /FEA=EST /CNT=3 /TID=Mm.140352.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443794_x_ 159.8 216.5 P P 0.000244 0.000244 0.2 NC 0.13 gb:BB305623 /DB_XREF=gi:9006328 /DB_XREF=BB305623 /CLONE=B230120N11 /FEA=EST /CNT=3 /TID=Mm.155503.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443824_s_ 23.1 23.4 P P 0.01 0.01 0.2 NC 0.16 gb:BB193643 /DB_XREF=gi:8854262 /DB_XREF=BB193643 /CLONE=A330078E24 /FEA=EST /CNT=3 /TID=Mm.129265.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443838_x_ 88.5 109.2 P P 0.001221 0.001953 0.2 NC 0.09 gb:BB229957 /DB_XREF=gi:8900602 /DB_XREF=BB229957 /CLONE=A630024G07 /FEA=EST /CNT=3 /TID=Mm.50781.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443854_at 0.7 0.8 A A 0.93 0.94 0.2 NC 0.31 gb:BF147712 /DB_XREF=gi:11029107 /DB_XREF=us40b01.x1 /CLONE=IMAGE:3169513 /FEA=EST /CNT=27 /TID=Mm.202367.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1443862_at 37.1 45.1 A M 0.11 0.05 0.2 NC 0.5 gb:BM220840 /DB_XREF=gi:17781055 /DB_XREF=C0946C09-3 /CLONE=C0946C09 /FEA=EST /CNT=20 /TID=Mm.42109.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443901_at 22.6 26.6 P P 0.02 0.04 0.2 NC 0.15 gb:BB481579 /DB_XREF=gi:16440825 /DB_XREF=BB481579 /CLONE=D430004L08 /FEA=EST /CNT=10 /TID=Mm.153973.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443902_at 1.2 1.4 A A 0.75 0.6 0.2 NC 0.05 gb:BB184148 /DB_XREF=gi:16270314 /DB_XREF=BB184148 /CLONE=A330008C21 /FEA=EST /CNT=10 /TID=Mm.180924.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443913_at 3 3.8 A A 0.43 0.24 0.2 NC 0.03 gb:BG071002 /DB_XREF=gi:12553571 /DB_XREF=H3093F05-3 /CLONE=H3093F05 /FEA=EST /CNT=9 /TID=Mm.214522.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443953_at 27.7 32.6 A A 0.08 0.08 0.2 NC 0.5 gb:AI553404 /DB_XREF=gi:4485767 /DB_XREF=vw52e04.x1 /CLONE=IMAGE:1247454 /FEA=EST /CNT=8 /TID=Mm.200580.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1443979_at 0.8 0.6 A A 0.96 0.91 0.2 NC 0.35 gb:AI851680 /DB_XREF=gi:5495586 /DB_XREF=UI-M-BH0-ain-h-07-0-UI.s1 /CLONE=UI-M-BH0-ain-h-07-0-UI /FEA=EST /CNT=10 /TID=Mm.40537.1 /T
MOE430_2_1443981_at 35.9 34 P P 0.001221 0.000732 0.2 NC 0.5 gb:BB627124 /DB_XREF=gi:16464898 /DB_XREF=BB627124 /CLONE=9430061C08 /FEA=EST /CNT=10 /TID=Mm.157409.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443984_at 11.6 15.3 P A 0.01 0.07 0.2 NC 0.26 gb:BB241089 /DB_XREF=gi:15410497 /DB_XREF=BB241089 /CLONE=A630085A08 /FEA=EST /CNT=9 /TID=Mm.210378.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443992_at 19.8 13.5 P P 0.03 0.008057 0.2 NC 0.11 gb:BB203972 /DB_XREF=gi:8868925 /DB_XREF=BB203972 /CLONE=A430055J18 /FEA=EST /CNT=8 /TID=Mm.24263.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444003_at 9.7 11.8 A A 0.36 0.36 0.2 NC 0.36 gb:AW610818 /DB_XREF=gi:7315559 /DB_XREF=up37h09.x1 /CLONE=IMAGE:2699201 /FEA=EST /CNT=7 /TID=Mm.164547.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444011_at 0.7 2.3 A A 0.93 0.66 0.2 NC 0.5 gb:AI448673 /DB_XREF=gi:4284516 /DB_XREF=mq54e05.x1 /CLONE=IMAGE:582560 /FEA=EST /CNT=7 /TID=Mm.38155.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444012_at 64.9 65.5 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB749092 /DB_XREF=gi:16153328 /DB_XREF=BB749092 /CLONE=G030102K20 /FEA=EST /CNT=6 /TID=Mm.211418.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444049_at 16.9 16.2 A A 0.21 0.14 0.2 NC 0.25 gb:BB759786 /DB_XREF=gi:16206114 /DB_XREF=BB759786 /CLONE=G270121G06 /FEA=EST /CNT=6 /TID=Mm.128249.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444066_at 15.9 25.9 P P 0.03 0.01 0.2 NC 0.5 gb:BB176698 /DB_XREF=gi:15409327 /DB_XREF=BB176698 /CLONE=A230062P07 /FEA=EST /CNT=7 /TID=Mm.216609.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444076_at 25.7 28.6 P P 0.000732 0.000244 0.2 NC 0.16 gb:BG063074 /DB_XREF=gi:12545560 /DB_XREF=H3001G11-3 /CLONE=H3001G11 /FEA=EST /CNT=7 /TID=Mm.204807.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444087_at 15.3 16.1 P P 0.03 0.01 0.2 NC 0.24 gb:AV320497 /DB_XREF=gi:15406175 /DB_XREF=AV320497 /CLONE=6030423J02 /FEA=EST /CNT=6 /TID=Mm.157534.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444098_at 1.2 2.4 A A 0.91 0.87 0.2 NC 0.55 gb:BE948594 /DB_XREF=gi:10526353 /DB_XREF=UI-M-BH3-awa-e-04-0-UI.s4 /CLONE=UI-M-BH3-awa-e-04-0-UI /FEA=EST /CNT=6 /TID=Mm.101525
MOE430_2_1444136_at 33.7 36 P P 0.001953 0.001953 0.2 NC 0.27 gb:BM231087 /DB_XREF=gi:17866357 /DB_XREF=K0305A05-3 /CLONE=K0305A05 /FEA=EST /CNT=5 /TID=Mm.138428.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444137_at 4.3 5.4 A A 0.56 0.53 0.2 NC 0.54 gb:AW120610 /DB_XREF=gi:6095943 /DB_XREF=UI-M-BH2.3-anx-f-09-0-UI.s1 /CLONE=UI-M-BH2.3-anx-f-09-0-UI /FEA=EST /CNT=5 /TID=Mm.12731
MOE430_2_1444166_at 1.7 0.8 A A 0.9 0.9 0.2 NC 0.08 gb:BB667721 /DB_XREF=gi:16399170 /DB_XREF=BB667721 /CLONE=C730035M01 /FEA=EST /CNT=5 /TID=Mm.134446.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444183_at 1 1.2 A A 0.82 0.75 0.2 NC 0.06 gb:AV253635 /DB_XREF=gi:16387936 /DB_XREF=AV253635 /CLONE=4921503M12 /FEA=EST /CNT=5 /TID=Mm.132132.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444184_at 38.1 45.7 P P 0.00415 0.00293 0.2 NC 0.3 gb:AI042789 /DB_XREF=gi:3286049 /DB_XREF=uc84b12.x1 /CLONE=IMAGE:1432319 /FEA=EST /CNT=5 /TID=Mm.216370.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444221_at 1.9 2.2 A A 0.9 0.96 0.2 NC 0.54 gb:AW050054 /DB_XREF=gi:5910583 /DB_XREF=UI-M-BH1-amm-d-10-0-UI.s1 /CLONE=UI-M-BH1-amm-d-10-0-UI /FEA=EST /CNT=5 /TID=Mm.41244.
MOE430_2_1444235_at 47.8 55.3 M P 0.05 0.03 0.2 NC 0.09 gb:BM236039 /DB_XREF=gi:17871309 /DB_XREF=K0429C04-3 /CLONE=K0429C04 /FEA=EST /CNT=7 /TID=Mm.100990.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444271_at 9.4 8.1 P A 0.01 0.11 0.2 NC 0.5 gb:BB538692 /DB_XREF=gi:16446929 /DB_XREF=BB538692 /CLONE=E130013D04 /FEA=EST /CNT=5 /TID=Mm.132986.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444282_at 1.1 1.2 A A 0.72 0.82 0.2 NC 0.5 gb:BF461301 /DB_XREF=gi:11530458 /DB_XREF=UI-M-CG0p-bms-d-08-0-UI.s1 /CLONE=UI-M-CG0p-bms-d-08-0-UI /FEA=EST /CNT=5 /TID=Mm.1714
MOE430_2_1444295_at 14.7 13.4 A A 0.14 0.14 0.2 NC 0.5 gb:BB129888 /DB_XREF=gi:16266234 /DB_XREF=BB129888 /CLONE=9630042E15 /FEA=EST /CNT=5 /TID=Mm.137907.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444303_at 1.9 2.4 A A 0.9 0.75 0.2 NC 0.5 gb:BB016146 /DB_XREF=gi:16257439 /DB_XREF=BB016146 /CLONE=4930557O15 /FEA=EST /CNT=5 /TID=Mm.108687.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444306_at 0.9 0.5 A A 0.91 0.93 0.2 NC 0.5 gb:BB462562 /DB_XREF=gi:16426779 /DB_XREF=BB462562 /CLONE=D130076N11 /FEA=EST /CNT=5 /TID=Mm.209316.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444307_at 8.4 9.3 P P 0.03 0.01 0.2 NC 0.3 gb:AW491448 /DB_XREF=gi:7061729 /DB_XREF=UI-M-BH3-asa-e-01-0-UI.s1 /CLONE=UI-M-BH3-asa-e-01-0-UI /FEA=EST /CNT=5 /TID=Mm.100895.1
MOE430_2_1444313_at 3.7 3.1 A A 0.6 0.56 0.2 NC 0.5 gb:BE635120 /DB_XREF=gi:9917808 /DB_XREF=uv91c08.x1 /CLONE=IMAGE:3414542 /FEA=EST /CNT=5 /TID=Mm.139181.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444339_at 0.7 1 A A 0.56 0.65 0.2 NC 0.5 gb:BB496614 /DB_XREF=gi:16441876 /DB_XREF=BB496614 /CLONE=D630003P16 /FEA=EST /CNT=4 /TID=Mm.101512.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444354_at 0.8 1.4 A A 0.98 0.69 0.2 NC 0.41 gb:BM237994 /DB_XREF=gi:17873264 /DB_XREF=K0510E08-3 /CLONE=K0510E08 /FEA=EST /CNT=4 /TID=Mm.218503.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444383_at 31.9 36.6 A A 0.14 0.27 0.2 NC 0.5 gb:AV347845 /DB_XREF=gi:15406646 /DB_XREF=AV347845 /CLONE=6430628D06 /FEA=EST /CNT=4 /TID=Mm.207423.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444402_at 13.2 20.2 P P 0.008057 0.00415 0.2 NC 0.02 gb:BB383429 /DB_XREF=gi:16408166 /DB_XREF=BB383429 /CLONE=C230027N18 /FEA=EST /CNT=4 /TID=Mm.132808.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444403_at 13.9 17 A A 0.09 0.12 0.2 NC 0.5 gb:BB296343 /DB_XREF=gi:16401893 /DB_XREF=BB296343 /CLONE=B130046G12 /FEA=EST /CNT=4 /TID=Mm.208582.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444406_at 24 33.7 P P 0.01 0.001953 0.2 NC 0.28 gb:AI504848 /DB_XREF=gi:4402699 /DB_XREF=vl71d12.x1 /CLONE=IMAGE:977687 /FEA=EST /CNT=4 /TID=Mm.87181.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444437_at 14.1 13.9 P P 0.008057 0.001953 0.2 NC 0.42 gb:BB086152 /DB_XREF=gi:15407698 /DB_XREF=BB086152 /CLONE=9430001A10 /FEA=EST /CNT=4 /TID=Mm.119155.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444467_at 5.8 7.7 M A 0.05 0.3 0.2 NC 0.5 gb:BB396809 /DB_XREF=gi:9216205 /DB_XREF=BB396809 /CLONE=C230099E19 /FEA=EST /CNT=4 /TID=Mm.171030.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444468_at 419.6 488.8 P P 0.000244 0.000244 0.2 NC 0.13 gb:AV328983 /DB_XREF=gi:16396007 /DB_XREF=AV328983 /CLONE=6330445L16 /FEA=EST /CNT=4 /TID=Mm.196818.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444491_at 13.9 21.8 A A 0.08 0.14 0.2 NC 0.5 gb:BE944725 /DB_XREF=gi:10522484 /DB_XREF=UI-M-BH3-awg-c-04-0-UI.s1 /CLONE=UI-M-BH3-awg-c-04-0-UI /FEA=EST /CNT=4 /TID=Mm.79390.1
MOE430_2_1444492_at 10.5 6.9 P A 0.01 0.21 0.2 NC 0.78 gb:BB027241 /DB_XREF=gi:8204383 /DB_XREF=BB027241 /CLONE=5330436O13 /FEA=EST /CNT=4 /TID=Mm.212869.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444500_at 19.6 19.1 P P 0.03 0.01 0.2 NC 0.08 gb:AV321215 /DB_XREF=gi:15406192 /DB_XREF=AV321215 /CLONE=6030431K03 /FEA=EST /CNT=4 /TID=Mm.189775.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444506_at 29.8 29.4 P P 0.001953 0.01 0.2 NC 0.36 gb:AW209055 /DB_XREF=gi:6514995 /DB_XREF=un99c10.x1 /CLONE=IMAGE:2582034 /FEA=EST /CNT=4 /TID=Mm.89722.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444551_at 0.6 0.6 A A 0.94 0.8 0.2 NC 0.5 gb:AI428845 /DB_XREF=gi:4274771 /DB_XREF=mp42c02.x1 /CLONE=IMAGE:571874 /FEA=EST /CNT=4 /TID=Mm.27083.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444586_at 1 0.5 A A 0.72 0.63 0.2 NC 0.41 gb:BB344970 /DB_XREF=gi:16404915 /DB_XREF=BB344970 /CLONE=B930054C21 /FEA=EST /CNT=4 /TID=Mm.166960.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444601_at 28.7 39.1 A A 0.12 0.09 0.2 NC 0.28 gb:AI463033 /DB_XREF=gi:4317063 /DB_XREF=vb92b02.x1 /CLONE=IMAGE:764427 /FEA=EST /CNT=4 /TID=Mm.30792.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444608_at 1.7 1.1 A A 0.8 0.8 0.2 NC 0.5 gb:BE991546 /DB_XREF=gi:10671383 /DB_XREF=UI-M-BZ1-bdw-d-09-0-UI.s1 /CLONE=UI-M-BZ1-bdw-d-09-0-UI /FEA=EST /CNT=4 /TID=Mm.152171
MOE430_2_1444625_at 1.7 3 A A 0.53 0.6 0.2 NC 0.5 gb:BB551254 /DB_XREF=gi:16448031 /DB_XREF=BB551254 /CLONE=E230026L19 /FEA=EST /CNT=5 /TID=Mm.188008.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444637_at 2.6 3.8 A A 0.56 0.6 0.2 NC 0.31 gb:BE947444 /DB_XREF=gi:10525203 /DB_XREF=UI-M-BH3-axb-f-03-0-UI.s1 /CLONE=UI-M-BH3-axb-f-03-0-UI /FEA=EST /CNT=5 /TID=Mm.72235.2 /
MOE430_2_1444652_at 1.8 1.6 A A 0.75 0.75 0.2 NC 0.08 gb:BE982608 /DB_XREF=gi:10652937 /DB_XREF=UI-M-CG0p-bfb-b-04-0-UI.s1 /CLONE=UI-M-CG0p-bfb-b-04-0-UI /FEA=EST /CNT=4 /TID=Mm.15133
MOE430_2_1444664_at 3.6 4.4 A A 0.3 0.39 0.2 NC 0.35 gb:BE986517 /DB_XREF=gi:10660929 /DB_XREF=UI-M-CG0p-bev-d-07-0-UI.s1 /CLONE=UI-M-CG0p-bev-d-07-0-UI /FEA=EST /CNT=4 /TID=Mm.15163
MOE430_2_1444669_at 2.5 2.4 A A 0.8 0.78 0.2 NC 0.5 gb:AI847615 /DB_XREF=gi:5491521 /DB_XREF=UI-M-AP1-agg-d-08-0-UI.s1 /CLONE=UI-M-AP1-agg-d-08-0-UI /FEA=EST /CNT=4 /TID=Mm.39201.1 /T
MOE430_2_1444705_at 39.4 51.6 P P 0.00293 0.008057 0.2 NC 0.5 gb:AW492145 /DB_XREF=gi:7062426 /DB_XREF=UI-M-BH3-atj-g-12-0-UI.s1 /CLONE=UI-M-BH3-atj-g-12-0-UI /FEA=EST /CNT=4 /TID=Mm.102036.1 /
MOE430_2_1444711_at 18.9 16.7 A A 0.39 0.39 0.2 NC 0.16 gb:BB220535 /DB_XREF=gi:16353507 /DB_XREF=BB220535 /CLONE=A530060J16 /FEA=EST /CNT=4 /TID=Mm.213419.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444732_at 1 1.5 A A 0.91 0.8 0.2 NC 0.49 gb:AI427963 /DB_XREF=gi:4273889 /DB_XREF=mm31g08.x1 /CLONE=IMAGE:523166 /FEA=EST /CNT=4 /TID=Mm.132268.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444770_at 1.6 4.8 A A 0.56 0.43 0.2 NC 0.55 gb:AI429178 /DB_XREF=gi:4275104 /DB_XREF=ml54e05.x1 /CLONE=IMAGE:515840 /FEA=EST /CNT=4 /TID=Mm.189018.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444777_at 15.8 21.9 A M 0.1 0.05 0.2 NC 0.5 gb:BB534392 /DB_XREF=gi:16446386 /DB_XREF=BB534392 /CLONE=E030036F16 /FEA=EST /CNT=4 /TID=Mm.212395.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444784_at 1.5 4.2 A A 0.69 0.69 0.2 NC 0.5 gb:AI481318 /DB_XREF=gi:4374544 /DB_XREF=vf77a06.x1 /CLONE=IMAGE:849778 /FEA=EST /CNT=4 /TID=Mm.33056.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444785_at 120.8 124.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:AI503808 /DB_XREF=gi:4401659 /DB_XREF=vm18b05.x1 /CLONE=IMAGE:990513 /FEA=EST /CNT=4 /TID=Mm.37220.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444787_at 9 13.1 A A 0.24 0.17 0.2 NC 0.005933 gb:BM117103 /DB_XREF=gi:17080121 /DB_XREF=L0846C10-3 /CLONE=L0846C10 /FEA=EST /CNT=4 /TID=Mm.215590.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444820_at 13.3 16.6 A A 0.27 0.06 0.2 NC 0.3 gb:BG070016 /DB_XREF=gi:12552508 /DB_XREF=H3081G06-3 /CLONE=H3081G06 /FEA=EST /CNT=3 /TID=Mm.173460.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444824_at 13 13.1 A A 0.24 0.12 0.2 NC 0.5 gb:BG065749 /DB_XREF=gi:12548312 /DB_XREF=H3034G08-3 /CLONE=H3034G08 /FEA=EST /CNT=3 /TID=Mm.172602.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444838_at 12.1 17.8 A A 0.17 0.11 0.2 NC 0.29 gb:BB427413 /DB_XREF=gi:16423809 /DB_XREF=BB427413 /CLONE=C630010N09 /FEA=EST /CNT=3 /TID=Mm.209115.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444844_at 7 19.7 A A 0.27 0.56 0.2 NC 0.8 gb:BG074033 /DB_XREF=gi:12556602 /DB_XREF=H3130A11-3 /CLONE=H3130A11 /FEA=EST /CNT=3 /TID=Mm.182694.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444870_at 4.8 6.2 A A 0.39 0.21 0.2 NC 0.28 gb:BG070271 /DB_XREF=gi:12552840 /DB_XREF=H3085E07-3 /CLONE=H3085E07 /FEA=EST /CNT=3 /TID=Mm.173220.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444902_at 7.5 11.3 P M 0.01 0.05 0.2 NC 0.5 gb:BM118394 /DB_XREF=gi:17086420 /DB_XREF=L0910D07-3 /CLONE=L0910D07 /FEA=EST /CNT=3 /TID=Mm.217024.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444906_at 2.4 2.5 A A 0.72 0.85 0.2 NC 0.37 gb:BG067833 /DB_XREF=gi:12550402 /DB_XREF=H3058F09-3 /CLONE=H3058F09 /FEA=EST /CNT=3 /TID=Mm.9776.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444932_at 2 2.4 A A 0.66 0.87 0.2 NC 0.46 gb:BG074235 /DB_XREF=gi:12556804 /DB_XREF=H3132E06-3 /CLONE=H3132E06 /FEA=EST /CNT=3 /TID=Mm.105027.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444998_at 136.2 126.2 P P 0.03 0.03 0.2 NC 0.24 gb:AW122978 /DB_XREF=gi:6098508 /DB_XREF=UI-M-BH2.1-apb-a-07-0-UI.s1 /CLONE=UI-M-BH2.1-apb-a-07-0-UI /FEA=EST /CNT=3 /TID=Mm.65376
MOE430_2_1445007_at 1.3 2.2 A A 0.93 0.93 0.2 NC 0.3 gb:BG069349 /DB_XREF=gi:12552006 /DB_XREF=H3076D05-3 /CLONE=H3076D05 /FEA=EST /CNT=3 /TID=Mm.161540.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445019_at 2.7 4.6 A A 0.3 0.17 0.2 NC 0.39 gb:BG070442 /DB_XREF=gi:12553011 /DB_XREF=H3087D07-3 /CLONE=H3087D07 /FEA=EST /CNT=3 /TID=Mm.173248.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445021_at 9.4 14.1 P P 0.01 0.008057 0.2 NC 0.5 gb:BB184745 /DB_XREF=gi:15409454 /DB_XREF=BB184745 /CLONE=A330015I11 /FEA=EST /CNT=3 /TID=Mm.207785.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445042_at 0.6 0.5 A A 0.88 0.87 0.2 NC 0.33 gb:BG076194 /DB_XREF=gi:12558763 /DB_XREF=H3156G02-3 /CLONE=H3156G02 /FEA=EST /CNT=3 /TID=Mm.182871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445062_at 29 26.4 P P 0.02 0.01 0.2 NC 0.16 gb:BB457876 /DB_XREF=gi:16426204 /DB_XREF=BB457876 /CLONE=D130054C04 /FEA=EST /CNT=3 /TID=Mm.211043.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445082_at 12.3 13.2 M P 0.05 0.04 0.2 NC 0.23 gb:BB390006 /DB_XREF=gi:16408778 /DB_XREF=BB390006 /CLONE=C230066H01 /FEA=EST /CNT=3 /TID=Mm.208983.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445087_at 0.8 2.6 A A 0.78 0.5 0.2 NC 0.26 gb:BG071974 /DB_XREF=gi:12554543 /DB_XREF=H3105C07-3 /CLONE=H3105C07 /FEA=EST /CNT=3 /TID=Mm.172190.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445095_at 1.9 2 A A 0.72 0.69 0.2 NC 0.29 gb:BG067162 /DB_XREF=gi:12549731 /DB_XREF=H3051C09-3 /CLONE=H3051C09 /FEA=EST /CNT=3 /TID=Mm.172969.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445102_at 0.6 1.8 A A 0.91 0.75 0.2 NC 0.13 gb:AW557616 /DB_XREF=gi:7203045 /DB_XREF=L0284B05-3 /CLONE=L0284B05 /FEA=EST /CNT=3 /TID=Mm.103249.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445114_at 0.5 1.1 A A 0.9 0.8 0.2 NC 0.28 gb:BG068584 /DB_XREF=gi:12551153 /DB_XREF=H3067B05-3 /CLONE=H3067B05 /FEA=EST /CNT=3 /TID=Mm.173611.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445124_at 1.5 2.8 A A 0.46 0.66 0.2 NC 0.5 gb:BB193580 /DB_XREF=gi:16270850 /DB_XREF=BB193580 /CLONE=A330077P12 /FEA=EST /CNT=3 /TID=Mm.184971.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445146_at 2.2 5.9 A A 0.75 0.36 0.2 NC 0.5 gb:BB249990 /DB_XREF=gi:16355755 /DB_XREF=BB249990 /CLONE=A730037D09 /FEA=EST /CNT=3 /TID=Mm.190709.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445151_at 10.4 11.8 P A 0.04 0.14 0.2 NC 0.41 gb:BB377000 /DB_XREF=gi:16407568 /DB_XREF=BB377000 /CLONE=C130087K04 /FEA=EST /CNT=3 /TID=Mm.167578.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445180_at 1.7 1 A A 0.3 0.6 0.2 NC 0.46 gb:BF465195 /DB_XREF=gi:11534378 /DB_XREF=UI-M-CG0p-bqj-g-08-0-UI.s1 /CLONE=UI-M-CG0p-bqj-g-08-0-UI /FEA=EST /CNT=3 /TID=Mm.156418
MOE430_2_1445182_at 0.9 0.4 A A 0.88 0.9 0.2 NC 0.44 gb:BG071621 /DB_XREF=gi:12554190 /DB_XREF=H3101C05-3 /CLONE=H3101C05 /FEA=EST /CNT=3 /TID=Mm.131890.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445219_at 2.2 6 A A 0.36 0.36 0.2 NC 0.69 gb:BG065628 /DB_XREF=gi:12548191 /DB_XREF=H3033D09-3 /CLONE=H3033D09 /FEA=EST /CNT=3 /TID=Mm.172578.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445261_at 3.3 2.9 A A 0.87 0.9 0.2 NC 0.5 gb:AU019854 /DB_XREF=gi:3375438 /DB_XREF=AU019854 /CLONE=J0523D06 /FEA=EST /CNT=3 /TID=Mm.154711.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445263_at 25.4 31.3 A A 0.33 0.36 0.2 NC 0.4 gb:BF148780 /DB_XREF=gi:11030175 /DB_XREF=uy24a10.x1 /CLONE=IMAGE:3660474 /FEA=EST /CNT=3 /TID=Mm.213401.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445284_at 0.4 0.4 A A 0.5 0.46 0.2 NC 0.44 gb:BG069476 /DB_XREF=gi:12551968 /DB_XREF=H3075H12-3 /CLONE=H3075H12 /FEA=EST /CNT=3 /TID=Mm.26155.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445306_at 7 10.4 A A 0.19 0.12 0.2 NC 0.44 gb:BB152562 /DB_XREF=gi:16268037 /DB_XREF=BB152562 /CLONE=A130007E13 /FEA=EST /CNT=3 /TID=Mm.220207.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445312_at 21.6 27.4 P P 0.000732 0.000244 0.2 NC 0.5 gb:BB476851 /DB_XREF=gi:16440229 /DB_XREF=BB476851 /CLONE=D330021L12 /FEA=EST /CNT=3 /TID=Mm.209441.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445340_at 15.4 18.9 P P 0.00415 0.008057 0.2 NC 0.4 gb:BB156822 /DB_XREF=gi:15409080 /DB_XREF=BB156822 /CLONE=A130033G09 /FEA=EST /CNT=3 /TID=Mm.163014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445351_at 1.9 3.7 A A 0.24 0.33 0.2 NC 0.6 gb:AU043011 /DB_XREF=gi:3957246 /DB_XREF=AU043011 /CLONE=J1037C12 /FEA=EST /CNT=3 /TID=Mm.173969.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445357_at 7.1 6.7 A A 0.69 0.63 0.2 NC 0.35 gb:AI851613 /DB_XREF=gi:5495519 /DB_XREF=UI-M-BH0-ain-b-06-0-UI.s1 /CLONE=UI-M-BH0-ain-b-06-0-UI /FEA=EST /CNT=3 /TID=Mm.39871.1 /T
MOE430_2_1445366_at 3.2 1.2 A A 0.24 0.6 0.2 NC 0.59 gb:BG083789 /DB_XREF=gi:12566357 /DB_XREF=H3092B03-5 /CLONE=H3092B03 /FEA=EST /CNT=3 /TID=Mm.172011.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445376_at 1.4 2.1 A A 0.66 0.62 0.2 NC 0.5 gb:BG073408 /DB_XREF=gi:12555977 /DB_XREF=H3122C06-3 /CLONE=H3122C06 /FEA=EST /CNT=3 /TID=Mm.197249.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445381_at 19.8 22.8 A A 0.12 0.06 0.2 NC 0.46 gb:BQ176966 /DB_XREF=gi:20352458 /DB_XREF=UI-M-DJ2-bwa-o-19-0-UI.s1 /CLONE=UI-M-DJ2-bwa-o-19-0-UI /FEA=EST /CNT=3 /TID=Mm.117588
MOE430_2_1445395_at 21.7 29.3 A A 0.11 0.09 0.2 NC 0.4 gb:BB114415 /DB_XREF=gi:16261776 /DB_XREF=BB114415 /CLONE=9530046A01 /FEA=EST /CNT=3 /TID=Mm.162109.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445414_at 2.8 5.5 A A 0.36 0.36 0.2 NC 0.21 gb:BB713790 /DB_XREF=gi:16066959 /DB_XREF=BB713790 /CLONE=B020049J06 /FEA=EST /CNT=3 /TID=Mm.212457.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445432_at 0.7 0.6 A A 0.98 0.97 0.2 NC 0.4 gb:BG063915 /DB_XREF=gi:12546478 /DB_XREF=H3013C08-3 /CLONE=H3013C08 /FEA=EST /CNT=3 /TID=Mm.182560.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445439_at 38 43.3 P P 0.01 0.000244 0.2 NC 0.06 gb:AI413696 /DB_XREF=gi:4257200 /DB_XREF=md90f11.x1 /CLONE=IMAGE:385293 /FEA=EST /CNT=3 /TID=Mm.209519.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445442_at 8.8 11.9 A A 0.06 0.08 0.2 NC 0.5 gb:BB125476 /DB_XREF=gi:8779805 /DB_XREF=BB125476 /CLONE=9630005G12 /FEA=EST /CNT=3 /TID=Mm.116616.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445443_at 25.3 36.8 P P 0.000732 0.000244 0.2 NC 0.39 gb:BM207275 /DB_XREF=gi:17763037 /DB_XREF=C0610E06-3 /CLONE=C0610E06 /FEA=EST /CNT=3 /TID=Mm.214771.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445446_at 0.9 1.4 A A 0.96 0.9 0.2 NC 0.16 gb:BE949326 /DB_XREF=gi:10527085 /DB_XREF=UI-M-BH3-avf-f-07-0-UI.s1 /CLONE=UI-M-BH3-avf-f-07-0-UI /FEA=EST /CNT=3 /TID=Mm.150549.1 
MOE430_2_1445470_at 11.1 11.6 A A 0.3 0.5 0.2 NC 0.7 gb:BG068629 /DB_XREF=gi:12551198 /DB_XREF=H3067F05-3 /CLONE=H3067F05 /FEA=EST /CNT=3 /TID=Mm.26369.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445514_at 48.2 40.2 P P 0.001953 0.000732 0.2 NC 0.5 gb:BE456323 /DB_XREF=gi:9477282 /DB_XREF=ut05b10.x1 /CLONE=IMAGE:3326971 /FEA=EST /CNT=3 /TID=Mm.148919.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445536_at 1.4 2.7 A A 0.91 0.85 0.2 NC 0.33 gb:AW061096 /DB_XREF=gi:6008847 /DB_XREF=UI-M-BH1-anp-d-04-0-UI.s1 /CLONE=UI-M-BH1-anp-d-04-0-UI /FEA=EST /CNT=3 /TID=Mm.37455.1 
MOE430_2_1445539_at 105.6 135.4 P P 0.00293 0.00293 0.2 NC 0.07 gb:BE687857 /DB_XREF=gi:10075481 /DB_XREF=uw52c02.x1 /CLONE=IMAGE:3465602 /FEA=EST /CNT=3 /TID=Mm.35223.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445540_at 1.1 0.7 A A 0.72 0.85 0.2 NC 0.5 gb:BB661153 /DB_XREF=gi:16494932 /DB_XREF=BB661153 /CLONE=D630024I20 /FEA=EST /CNT=3 /TID=Mm.209560.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445570_at 31.8 31.1 P P 0.02 0.02 0.2 NC 0.24 gb:BG071285 /DB_XREF=gi:12553854 /DB_XREF=H3097A06-3 /CLONE=H3097A06 /FEA=EST /CNT=3 /TID=Mm.172180.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445571_at 30.3 30.2 P P 0.04 0.02 0.2 NC 0.41 gb:AI426973 /DB_XREF=gi:4272899 /DB_XREF=mn10h11.x1 /CLONE=IMAGE:537573 /FEA=EST /CNT=3 /TID=Mm.104235.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445599_at 3.2 4.1 A A 0.63 0.63 0.2 NC 0.5 gb:BB283818 /DB_XREF=gi:8984267 /DB_XREF=BB283818 /CLONE=A930103H10 /FEA=EST /CNT=3 /TID=Mm.166047.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445608_at 0.6 1 A A 0.96 0.72 0.2 NC 0.23 gb:AV376051 /DB_XREF=gi:16398031 /DB_XREF=AV376051 /CLONE=9130204L05 /FEA=EST /CNT=3 /TID=Mm.98335.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445613_at 12 12.1 P A 0.04 0.11 0.2 NC 0.5 gb:AI592978 /DB_XREF=gi:4602026 /DB_XREF=vu96f11.x1 /CLONE=IMAGE:1210029 /FEA=EST /CNT=3 /TID=Mm.138059.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445622_at 11.5 18.7 A A 0.24 0.19 0.2 NC 0.5 gb:BE955043 /DB_XREF=gi:10598183 /DB_XREF=UI-M-BH4-bbk-h-12-0-UI.s1 /CLONE=UI-M-BH4-bbk-h-12-0-UI /FEA=EST /CNT=3 /TID=Mm.76712.1 
MOE430_2_1445624_at 22.5 24.6 A A 0.06 0.17 0.2 NC 0.39 gb:AW121392 /DB_XREF=gi:6096725 /DB_XREF=UI-M-BH2.2-aom-g-07-0-UI.s1 /CLONE=UI-M-BH2.2-aom-g-07-0-UI /FEA=EST /CNT=3 /TID=Mm.1519
MOE430_2_1445631_at 8.1 6.5 P A 0.00415 0.33 0.2 NC 0.5 gb:BE865226 /DB_XREF=gi:10387057 /DB_XREF=UI-M-BH2.1-apg-c-06-0-UI.r1 /CLONE=UI-M-BH2.1-apg-c-06-0-UI /FEA=EST /CNT=3 /TID=Mm.1560
MOE430_2_1445654_at 5.3 3.8 A A 0.24 0.3 0.2 NC 0.27 gb:AW495649 /DB_XREF=gi:7065930 /DB_XREF=UI-M-BH3-avc-h-03-0-UI.s1 /CLONE=UI-M-BH3-avc-h-03-0-UI /FEA=EST /CNT=3 /TID=Mm.101162.2
MOE430_2_1445673_at 0.9 0.5 A A 0.85 0.91 0.2 NC 0.5 gb:BE955394 /DB_XREF=gi:10598893 /DB_XREF=UI-M-BH4-bbi-c-03-0-UI.s1 /CLONE=UI-M-BH4-bbi-c-03-0-UI /FEA=EST /CNT=3 /TID=Mm.120987.2 



MOE430_2_1445695_at 15.7 10.8 A A 0.14 0.39 0.2 NC 0.93 gb:BE852876 /DB_XREF=gi:10311215 /DB_XREF=uw35e09.x1 /CLONE=IMAGE:3418696 /FEA=EST /CNT=3 /TID=Mm.139937.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445705_x_ 0.4 0.4 A A 0.85 0.87 0.2 NC 0.5 gb:AV381167 /DB_XREF=gi:6430244 /DB_XREF=AV381167 /CLONE=9230110C24 /FEA=EST /CNT=3 /TID=Mm.133954.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445706_x_ 45 43.8 A A 0.27 0.36 0.2 NC 0.5 gb:AV095995 /DB_XREF=gi:5243543 /DB_XREF=AV095995 /CLONE=2410015J01 /FEA=EST /CNT=3 /TID=Mm.180407.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445724_at 17.1 14 P A 0.01 0.12 0.2 NC 0.5 gb:BB153562 /DB_XREF=gi:16268099 /DB_XREF=BB153562 /CLONE=A130014O09 /FEA=EST /CNT=4 /TID=Mm.207619.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445746_at 15.4 9.2 P P 0.02 0.00415 0.2 NC 0.23 gb:BB118894 /DB_XREF=gi:15408132 /DB_XREF=BB118894 /CLONE=9530068A19 /FEA=EST /CNT=3 /TID=Mm.208089.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445748_at 0.6 0.5 A A 0.87 0.88 0.2 NC 0.5 gb:BB198339 /DB_XREF=gi:16271146 /DB_XREF=BB198339 /CLONE=A430001P19 /FEA=EST /CNT=3 /TID=Mm.210361.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445753_at 0.7 0.9 A A 0.91 0.66 0.2 NC 0.36 gb:BG069970 /DB_XREF=gi:12552627 /DB_XREF=H3083B09-3 /CLONE=H3083B09 /FEA=EST /CNT=3 /TID=Mm.25868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445754_at 3.6 1.1 A A 0.43 0.85 0.2 NC 0.55 gb:BG067718 /DB_XREF=gi:12550287 /DB_XREF=H3057D09-3 /CLONE=H3057D09 /FEA=EST /CNT=3 /TID=Mm.173067.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445760_at 2.7 2.1 A A 0.78 0.75 0.2 NC 0.16 gb:AV251825 /DB_XREF=gi:16387685 /DB_XREF=AV251825 /CLONE=4833435C14 /FEA=EST /CNT=3 /TID=Mm.55392.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445764_at 1.9 0.8 A A 0.66 0.75 0.2 NC 0.5 gb:BB515119 /DB_XREF=gi:16442982 /DB_XREF=BB515119 /CLONE=D830006O14 /FEA=EST /CNT=3 /TID=Mm.216079.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445782_at 9.7 5.2 A P 0.11 0.04 0.2 NC 0.5 gb:BG067255 /DB_XREF=gi:12549824 /DB_XREF=H3052C09-3 /CLONE=H3052C09 /FEA=EST /CNT=3 /TID=Mm.172990.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445785_at 6.3 8.3 P A 0.01 0.06 0.2 NC 0.5 gb:BG066611 /DB_XREF=gi:12549103 /DB_XREF=H3044A12-3 /CLONE=H3044A12 /FEA=EST /CNT=3 /TID=Mm.172774.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445801_at 31 35.1 M A 0.05 0.21 0.2 NC 0.5 gb:BB466114 /DB_XREF=gi:16427204 /DB_XREF=BB466114 /CLONE=D230007F04 /FEA=EST /CNT=3 /TID=Mm.209348.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445802_at 1.4 2.9 A A 0.95 0.39 0.2 NC 0.05 gb:BG070893 /DB_XREF=gi:12553385 /DB_XREF=H3091E01-3 /CLONE=H3091E01 /FEA=EST /CNT=3 /TID=Mm.172176.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445828_at 5.8 7.3 A A 0.27 0.36 0.2 NC 0.5 gb:BG068011 /DB_XREF=gi:12550580 /DB_XREF=H3060G07-3 /CLONE=H3060G07 /FEA=EST /CNT=3 /TID=Mm.173114.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445854_at 0.5 0.7 A A 0.98 0.72 0.2 NC 0.02 gb:BB380166 /DB_XREF=gi:16407891 /DB_XREF=BB380166 /CLONE=C230004F18 /FEA=EST /CNT=3 /TID=Mm.127263.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445855_at 1.4 1 A A 0.85 0.91 0.2 NC 0.41 gb:BB010702 /DB_XREF=gi:16257209 /DB_XREF=BB010702 /CLONE=4732497A20 /FEA=EST /CNT=3 /TID=Mm.107357.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445865_at 2.1 2 A A 0.85 0.63 0.2 NC 0.25 gb:BG068463 /DB_XREF=gi:12551032 /DB_XREF=H3065G10-3 /CLONE=H3065G10 /FEA=EST /CNT=3 /TID=Mm.173583.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445867_at 15.1 20.4 P P 0.00415 0.01 0.2 NC 0.5 gb:BB533367 /DB_XREF=gi:16446235 /DB_XREF=BB533367 /CLONE=E030029L14 /FEA=EST /CNT=3 /TID=Mm.203280.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445872_at 1.4 3.1 A A 0.85 0.72 0.2 NC 0.19 gb:AV264175 /DB_XREF=gi:16389192 /DB_XREF=AV264175 /CLONE=4930444C01 /FEA=EST /CNT=3 /TID=Mm.212735.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445885_at 9.4 16.7 A P 0.24 0.03 0.2 NC 0.28 gb:BB153432 /DB_XREF=gi:16268085 /DB_XREF=BB153432 /CLONE=A130013L13 /FEA=EST /CNT=3 /TID=Mm.216169.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445889_at 1.2 1.9 A A 0.8 0.72 0.2 NC 0.29 gb:BE980129 /DB_XREF=gi:10647775 /DB_XREF=UI-M-BG2-bcq-a-07-0-UI.s1 /CLONE=UI-M-BG2-bcq-a-07-0-UI /FEA=EST /CNT=3 /TID=Mm.151145.
MOE430_2_1445899_at 7.7 11.2 A A 0.3 0.36 0.2 NC 0.5 gb:BG063065 /DB_XREF=gi:12545551 /DB_XREF=H3001F11-3 /CLONE=H3001F11 /FEA=EST /CNT=2 /TID=Mm.171793.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445914_at 30.3 38 P P 0.000244 0.000244 0.2 NC 0.15 gb:BG069626 /DB_XREF=gi:12552195 /DB_XREF=H3078D05-3 /CLONE=H3078D05 /FEA=EST /CNT=2 /TID=Mm.173429.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445921_at 0.9 0.6 A A 0.95 0.96 0.2 NC 0.45 gb:BG067105 /DB_XREF=gi:12549674 /DB_XREF=H3050F07-3 /CLONE=H3050F07 /FEA=EST /CNT=2 /TID=Mm.154684.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445923_at 0.5 0.5 A A 0.98 0.98 0.2 NC 0.5 gb:BG070497 /DB_XREF=gi:12553066 /DB_XREF=H3088A03-3 /CLONE=H3088A03 /FEA=EST /CNT=2 /TID=Mm.173255.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446017_at 0.8 1.8 A A 0.98 0.88 0.2 NC 0.19 gb:BG071600 /DB_XREF=gi:12554169 /DB_XREF=H3101A04-3 /CLONE=H3101A04 /FEA=EST /CNT=2 /TID=Mm.17758.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446040_at 4.9 3.3 A A 0.72 0.87 0.2 NC 0.5 gb:BG072864 /DB_XREF=gi:12555433 /DB_XREF=H3115H02-3 /CLONE=H3115H02 /FEA=EST /CNT=2 /TID=Mm.197240.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446049_at 19.6 23.5 P P 0.04 0.01 0.2 NC 0.29 gb:AW552772 /DB_XREF=gi:7198195 /DB_XREF=L0217C11-3 /CLONE=L0217C11 /FEA=EST /CNT=2 /TID=Mm.218682.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446050_at 0.3 1.1 A A 0.95 0.75 0.2 NC 0.44 gb:BG074383 /DB_XREF=gi:12556952 /DB_XREF=H3134D11-3 /CLONE=H3134D11 /FEA=EST /CNT=2 /TID=Mm.182716.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446060_at 0.6 0.7 A A 0.96 0.91 0.2 NC 0.5 gb:BB073503 /DB_XREF=gi:16260207 /DB_XREF=BB073503 /CLONE=9230109A22 /FEA=EST /CNT=2 /TID=Mm.117475.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446071_at 8.9 11.4 M P 0.05 0.02 0.2 NC 0.5 gb:BB529332 /DB_XREF=gi:16445585 /DB_XREF=BB529332 /CLONE=E030001G01 /FEA=EST /CNT=2 /TID=Mm.39696.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446082_at 2.7 5.5 A A 0.43 0.36 0.2 NC 0.5 gb:BB528789 /DB_XREF=gi:16445484 /DB_XREF=BB528789 /CLONE=D930048E06 /FEA=EST /CNT=2 /TID=Mm.209795.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446094_at 56.5 82.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG076353 /DB_XREF=gi:12558922 /DB_XREF=H3158G02-3 /CLONE=H3158G02 /FEA=EST /CNT=2 /TID=Mm.182887.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446114_at 0.2 0.3 A A 0.94 0.94 0.2 NC 0.5 gb:BG075852 /DB_XREF=gi:12558421 /DB_XREF=H3152F03-3 /CLONE=H3152F03 /FEA=EST /CNT=2 /TID=Mm.182834.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446136_at 10.6 16.5 A A 0.27 0.17 0.2 NC 0.5 gb:BB001852 /DB_XREF=gi:15389278 /DB_XREF=BB001852 /CLONE=4631409N24 /FEA=EST /CNT=2 /TID=Mm.219459.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446147_at 138 165.7 P P 0.000244 0.000244 0.2 NC 0.02 gb:BB436856 /DB_XREF=gi:16424396 /DB_XREF=BB436856 /CLONE=C820020J16 /FEA=EST /CNT=2 /TID=Mm.153895.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446160_x_ 52.3 70.3 P P 0.000244 0.000244 0.2 NC 0.02 gb:BB234363 /DB_XREF=gi:15410359 /DB_XREF=BB234363 /CLONE=A630048M13 /FEA=EST /CNT=2 /TID=Mm.215610.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446167_at 17 25 A A 0.11 0.09 0.2 NC 0.48 gb:BB036515 /DB_XREF=gi:15403705 /DB_XREF=BB036515 /CLONE=5930417E23 /FEA=EST /CNT=2 /TID=Mm.207152.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446170_at 2.2 1.3 A A 0.78 0.87 0.2 NC 0.41 gb:AV277642 /DB_XREF=gi:16391035 /DB_XREF=AV277642 /CLONE=4932443H13 /FEA=EST /CNT=2 /TID=Mm.67485.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446184_at 1.3 3.8 A A 0.88 0.78 0.2 NC 0.27 gb:BB364814 /DB_XREF=gi:16406286 /DB_XREF=BB364814 /CLONE=C130023J03 /FEA=EST /CNT=2 /TID=Mm.208816.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446190_at 25 28.8 P P 0.01 0.01 0.2 NC 0.14 gb:BB269897 /DB_XREF=gi:16400580 /DB_XREF=BB269897 /CLONE=A830044L14 /FEA=EST /CNT=2 /TID=Mm.210210.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446197_at 0.7 2 A A 0.9 0.82 0.2 NC 0.42 gb:BB534712 /DB_XREF=gi:16446436 /DB_XREF=BB534712 /CLONE=E030038G15 /FEA=EST /CNT=2 /TID=Mm.170065.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446217_at 0.6 1.1 A A 0.94 0.75 0.2 NC 0.01 gb:BB132020 /DB_XREF=gi:16266435 /DB_XREF=BB132020 /CLONE=9630058G16 /FEA=EST /CNT=2 /TID=Mm.101953.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446224_at 12.9 18.3 P P 0.03 0.000244 0.2 NC 0.45 gb:BB230275 /DB_XREF=gi:16354367 /DB_XREF=BB230275 /CLONE=A630025O09 /FEA=EST /CNT=2 /TID=Mm.207300.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446226_at 13.5 13.3 P M 0.01 0.05 0.2 NC 0.44 gb:BB201105 /DB_XREF=gi:16271527 /DB_XREF=BB201105 /CLONE=A430034G08 /FEA=EST /CNT=2 /TID=Mm.208038.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446231_at 1 0.9 A A 0.96 0.95 0.2 NC 0.5 gb:BG070054 /DB_XREF=gi:12552546 /DB_XREF=H3082C02-3 /CLONE=H3082C02 /FEA=EST /CNT=2 /TID=Mm.173466.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446248_at 11.9 10.9 A A 0.12 0.24 0.2 NC 0.4 gb:BB410501 /DB_XREF=gi:16423246 /DB_XREF=BB410501 /CLONE=C430018J19 /FEA=EST /CNT=2 /TID=Mm.209076.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446259_at 2.2 1.4 A A 0.78 0.91 0.2 NC 0.58 gb:BB124660 /DB_XREF=gi:16262131 /DB_XREF=BB124660 /CLONE=9530098L10 /FEA=EST /CNT=2 /TID=Mm.215393.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446262_at 35.6 47.7 P P 0.000732 0.000732 0.2 NC 0.36 gb:BB321065 /DB_XREF=gi:16403341 /DB_XREF=BB321065 /CLONE=B230396N16 /FEA=EST /CNT=2 /TID=Mm.170764.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446273_at 6.9 11.6 A A 0.14 0.24 0.2 NC 0.06 gb:BB385992 /DB_XREF=gi:16408393 /DB_XREF=BB385992 /CLONE=C230043C05 /FEA=EST /CNT=2 /TID=Mm.208954.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446287_at 4.8 2.4 A A 0.75 0.88 0.2 NC 0.2 gb:BB400852 /DB_XREF=gi:16414286 /DB_XREF=BB400852 /CLONE=C330020F18 /FEA=EST /CNT=2 /TID=Mm.167937.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446329_at 10.2 14.2 M P 0.05 0.01 0.2 NC 0.16 gb:BB553888 /DB_XREF=gi:16448353 /DB_XREF=BB553888 /CLONE=E330009M15 /FEA=EST /CNT=2 /TID=Mm.210013.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446339_at 1.4 2.2 A A 0.63 0.56 0.2 NC 0.39 gb:BB543181 /DB_XREF=gi:16447295 /DB_XREF=BB543181 /CLONE=E130208F12 /FEA=EST /CNT=2 /TID=Mm.209926.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446400_at 1.6 0.7 A A 0.78 0.96 0.2 NC 0.74 gb:BB550626 /DB_XREF=gi:16447942 /DB_XREF=BB550626 /CLONE=E230023J02 /FEA=EST /CNT=2 /TID=Mm.121813.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446426_at 18.6 35.2 M A 0.05 0.12 0.2 NC 0.5 gb:BB366156 /DB_XREF=gi:16406405 /DB_XREF=BB366156 /CLONE=C130032H02 /FEA=EST /CNT=2 /TID=Mm.215838.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446435_at 7.1 9.8 A A 0.5 0.36 0.2 NC 0.1 gb:BB539042 /DB_XREF=gi:16446974 /DB_XREF=BB539042 /CLONE=E130016A22 /FEA=EST /CNT=2 /TID=Mm.127955.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446491_at 3.7 9.8 A A 0.5 0.27 0.2 NC 0.5 gb:BB345737 /DB_XREF=gi:16404981 /DB_XREF=BB345737 /CLONE=B930058F07 /FEA=EST /CNT=2 /TID=Mm.208712.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446518_at 0.4 0.4 A A 0.78 0.94 0.2 NC 0.54 gb:AW553601 /DB_XREF=gi:7199024 /DB_XREF=L0229D02-3 /CLONE=L0229D02 /FEA=EST /CNT=2 /TID=Mm.182727.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446519_at 28 38.5 P P 0.03 0.03 0.2 NC 0.31 gb:BB259739 /DB_XREF=gi:16399859 /DB_XREF=BB259739 /CLONE=A730091E23 /FEA=EST /CNT=2 /TID=Mm.185748.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446544_at 1.8 3.7 A A 0.91 0.9 0.2 NC 0.29 gb:BB353644 /DB_XREF=gi:16405556 /DB_XREF=BB353644 /CLONE=B930094K18 /FEA=EST /CNT=2 /TID=Mm.208767.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446547_at 1.6 3.2 A A 0.62 0.5 0.2 NC 0.5 gb:BB537943 /DB_XREF=gi:16446811 /DB_XREF=BB537943 /CLONE=E130008K17 /FEA=EST /CNT=2 /TID=Mm.209881.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446642_at 3.4 3.3 A A 0.36 0.53 0.2 NC 0.5 gb:BB477765 /DB_XREF=gi:16440352 /DB_XREF=BB477765 /CLONE=D330026L11 /FEA=EST /CNT=2 /TID=Mm.209359.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446716_at 1 0.8 A A 0.88 0.94 0.2 NC 0.5 gb:AW547407 /DB_XREF=gi:7192821 /DB_XREF=L0021H02-3 /CLONE=L0021H02 /FEA=EST /CNT=2 /TID=Mm.182614.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446738_at 15.6 17.2 P P 0.02 0.00293 0.2 NC 0.14 gb:BB376505 /DB_XREF=gi:16407515 /DB_XREF=BB376505 /CLONE=C130085H20 /FEA=EST /CNT=2 /TID=Mm.127125.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446751_s_ 2.5 3.8 A A 0.75 0.5 0.2 NC 0.04 gb:BB524087 /DB_XREF=gi:16443925 /DB_XREF=BB524087 /CLONE=D930017P22 /FEA=EST /CNT=2 /TID=Mm.213423.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446797_at 0.6 0.3 A A 0.96 0.82 0.2 NC 0.16 gb:BB558663 /DB_XREF=gi:16448925 /DB_XREF=BB558663 /CLONE=E330035F02 /FEA=EST /CNT=2 /TID=Mm.210056.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446803_at 26.5 33.6 A A 0.27 0.33 0.2 NC 0.5 gb:BB389014 /DB_XREF=gi:16408684 /DB_XREF=BB389014 /CLONE=C230059K22 /FEA=EST /CNT=2 /TID=Mm.156432.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446864_at 4.5 5 A A 0.11 0.5 0.2 NC 0.5 gb:BG073932 /DB_XREF=gi:12556501 /DB_XREF=H3128H04-3 /CLONE=H3128H04 /FEA=EST /CNT=2 /TID=Mm.172064.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446883_at 16.5 18.8 A A 0.27 0.39 0.2 NC 0.37 gb:AU022986 /DB_XREF=gi:3393333 /DB_XREF=AU022986 /CLONE=J0423F09 /FEA=EST /CNT=2 /TID=Mm.172143.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446885_at 1.5 1.4 A A 0.82 0.85 0.2 NC 0.5 gb:AU023998 /DB_XREF=gi:3394345 /DB_XREF=AU023998 /CLONE=J0442G06 /FEA=EST /CNT=2 /TID=Mm.173686.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446904_at 1.6 1.7 A A 0.8 0.63 0.2 NC 0.5 gb:AU040633 /DB_XREF=gi:3954453 /DB_XREF=AU040633 /CLONE=J0814C04 /FEA=EST /CNT=2 /TID=Mm.173872.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446921_at 37.3 52.9 P P 0.03 0.03 0.2 NC 0.19 gb:BM204670 /DB_XREF=gi:17759575 /DB_XREF=C0272G10-3 /CLONE=C0272G10 /FEA=EST /CNT=2 /TID=Mm.202460.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1446941_at 7 10.1 A P 0.14 0.04 0.2 NC 0.31 gb:BG066222 /DB_XREF=gi:12548791 /DB_XREF=H3040D06-3 /CLONE=H3040D06 /FEA=EST /CNT=2 /TID=Mm.172707.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446954_at 23.8 27.4 A P 0.11 0.01 0.2 NC 0.06 gb:AW559079 /DB_XREF=gi:7204508 /DB_XREF=L0303G10-3 /CLONE=L0303G10 /FEA=EST /CNT=2 /TID=Mm.182895.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446957_s_ 140.4 126.2 P P 0.001953 0.000732 0.2 NC 0.09 gb:C81621 /DB_XREF=gi:2521951 /DB_XREF=C81621 /CLONE=J0102E01 /FEA=EST /CNT=2 /TID=Mm.200132.1 /TIER=ConsEnd /STK=2 /UG=Mm.20013
MOE430_2_1446969_at 10.7 13.8 P P 0.01 0.03 0.2 NC 0.41 gb:BM237522 /DB_XREF=gi:17872792 /DB_XREF=K0502G01-3 /CLONE=K0502G01 /FEA=EST /CNT=2 /TID=Mm.217555.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447018_at 13.1 16.4 A A 0.43 0.39 0.2 NC 0.65 gb:BG075354 /DB_XREF=gi:12557923 /DB_XREF=H3146C05-3 /CLONE=H3146C05 /FEA=EST /CNT=2 /TID=Mm.182794.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447020_at 0.6 1.1 A A 0.88 0.94 0.2 NC 0.57 gb:BB248611 /DB_XREF=gi:16355660 /DB_XREF=BB248611 /CLONE=A730027B14 /FEA=EST /CNT=2 /TID=Mm.210805.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447027_s_ 606.2 722.5 P P 0.000244 0.000244 0.2 NC 0.04 gb:C77512 /DB_XREF=gi:2517842 /DB_XREF=C77512 /CLONE=J0032G02 /FEA=EST /CNT=2 /TID=Mm.212509.1 /TIER=ConsEnd /STK=2 /UG=Mm.21250
MOE430_2_1447068_at 1.4 1.1 A A 0.78 0.9 0.2 NC 0.5 gb:C76457 /DB_XREF=gi:2516787 /DB_XREF=C76457 /CLONE=J0010H10 /FEA=EST /CNT=2 /TID=Mm.172590.1 /TIER=ConsEnd /STK=2 /UG=Mm.17259
MOE430_2_1447081_at 2.1 3.4 A A 0.46 0.12 0.2 NC 0.07 gb:C79752 /DB_XREF=gi:2520082 /DB_XREF=C79752 /CLONE=J0071D07 /FEA=EST /CNT=2 /TID=Mm.172797.1 /TIER=ConsEnd /STK=2 /UG=Mm.17279
MOE430_2_1447090_s_ 2003.6 2389.8 P P 0.000244 0.000244 0.2 I 0.000618 gb:AU019749 /DB_XREF=gi:3375333 /DB_XREF=AU019749 /CLONE=J0521H10 /FEA=EST /CNT=2 /TID=Mm.200679.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447108_at 1.7 2.1 A A 0.75 0.39 0.2 NC 0.07 gb:BM124100 /DB_XREF=gi:17107868 /DB_XREF=L0535C09-3 /CLONE=L0535C09 /FEA=EST /CNT=2 /TID=Mm.215477.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447124_at 45.1 49.5 P P 0.01 0.04 0.2 NC 0.5 gb:BE634581 /DB_XREF=gi:9917269 /DB_XREF=uv83e07.x1 /CLONE=IMAGE:3413796 /FEA=EST /CNT=2 /TID=Mm.48654.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447126_at 7.4 14.7 A A 0.06 0.08 0.2 NC 0.5 gb:BB615248 /DB_XREF=gi:16455534 /DB_XREF=BB615248 /CLONE=4930447E11 /FEA=EST /CNT=2 /TID=Mm.107639.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447205_x_ 134.7 136.8 P P 0.03 0.00415 0.2 NC 0.5 gb:BM195005 /DB_XREF=gi:17746283 /DB_XREF=L0704F06-3 /CLONE=L0704F06 /FEA=EST /CNT=2 /TID=Mm.217497.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447218_at 16.7 17.2 A P 0.08 0.01 0.2 NC 0.01 gb:BG071450 /DB_XREF=gi:12554019 /DB_XREF=H3099B04-3 /CLONE=H3099B04 /FEA=EST /CNT=2 /TID=Mm.174965.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447228_at 35.8 42.1 P P 0.00415 0.00293 0.2 NC 0.21 gb:BM248411 /DB_XREF=gi:17883681 /DB_XREF=K0816E03-3 /CLONE=K0816E03 /FEA=EST /CNT=2 /TID=Mm.214712.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447277_s_ 2433.4 2754.2 P P 0.000244 0.000244 0.2 NC 0.14 gb:BB785407 /DB_XREF=gi:16953903 /DB_XREF=BB785407 /CLONE=G430106F10 /FEA=EST /CNT=2 /TID=Mm.196057.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447279_at 11.3 13.7 A A 0.14 0.21 0.2 NC 0.16 gb:BF721979 /DB_XREF=gi:12022981 /DB_XREF=mab26d08.x1 /CLONE=IMAGE:3971390 /FEA=EST /CNT=2 /TID=Mm.90199.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447328_at 8.7 10.4 P P 0.04 0.00293 0.2 NC 0.25 gb:BE635002 /DB_XREF=gi:9917701 /DB_XREF=uv89f01.x1 /CLONE=IMAGE:3414361 /FEA=EST /CNT=2 /TID=Mm.138877.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447346_s_ 20.4 25.1 A A 0.3 0.5 0.2 NC 0.5 gb:AI593498 /DB_XREF=gi:4602546 /DB_XREF=vu51g02.x1 /CLONE=IMAGE:1194962 /FEA=EST /CNT=2 /TID=Mm.219430.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447371_at 15.6 19.6 A A 0.14 0.06 0.2 NC 0.07 gb:BB709567 /DB_XREF=gi:16062736 /DB_XREF=BB709567 /CLONE=B020002O14 /FEA=EST /CNT=2 /TID=Mm.212418.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447374_at 32 45.7 P P 0.03 0.01 0.2 NC 0.37 gb:BB751223 /DB_XREF=gi:16155459 /DB_XREF=BB751223 /CLONE=G130204I10 /FEA=EST /CNT=2 /TID=Mm.136767.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447381_at 9.8 13.7 A A 0.3 0.5 0.2 NC 0.5 gb:BB725729 /DB_XREF=gi:16109004 /DB_XREF=BB725729 /CLONE=E860007B07 /FEA=EST /CNT=2 /TID=Mm.218119.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447407_at 0.9 1.1 A A 0.69 0.63 0.2 NC 0.5 gb:BG797331 /DB_XREF=gi:14144006 /DB_XREF=ic14a06.x1 /FEA=EST /CNT=2 /TID=Mm.194392.1 /TIER=ConsEnd /STK=2 /UG=Mm.194392 /UG_TITLE=
MOE430_2_1447438_at 7.4 6.7 A A 0.53 0.49 0.2 NC 0.5 gb:BB726763 /DB_XREF=gi:16110038 /DB_XREF=BB726763 /CLONE=E860018M13 /FEA=EST /CNT=2 /TID=Mm.212413.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447441_at 2.7 4 A A 0.82 0.82 0.2 NC 0.54 gb:BI133834 /DB_XREF=gi:14584082 /DB_XREF=UI-M-BH3-bsf-g-09-0-UI.s1 /CLONE=UI-M-BH3-bsf-g-09-0-UI /FEA=EST /CNT=2 /TID=Mm.196816.1 
MOE430_2_1447449_at 27.2 41.7 P A 0.00415 0.06 0.2 NC 0.5 gb:BE983114 /DB_XREF=gi:10653960 /DB_XREF=UI-M-CG0p-bdm-e-12-0-UI.s2 /CLONE=UI-M-CG0p-bdm-e-12-0-UI /FEA=EST /CNT=2 /TID=Mm.151
MOE430_2_1447454_at 14 12.7 A A 0.3 0.3 0.2 NC 0.5 gb:BB800733 /DB_XREF=gi:16970356 /DB_XREF=BB800733 /CLONE=G630031P07 /FEA=EST /CNT=2 /TID=Mm.214356.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447478_at 0.3 0.4 A A 0.97 0.96 0.2 NC 0.44 gb:BB802543 /DB_XREF=gi:16972166 /DB_XREF=BB802543 /CLONE=G630047H19 /FEA=EST /CNT=2 /TID=Mm.214384.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447481_at 27.5 33.2 A A 0.06 0.08 0.2 NC 0.42 gb:BI793813 /DB_XREF=gi:15821538 /DB_XREF=ie38g02.x1 /FEA=EST /CNT=2 /TID=Mm.206005.1 /TIER=ConsEnd /STK=2 /UG=Mm.206005 /UG_TITLE=E
MOE430_2_1447506_at 6.8 12.4 A A 0.11 0.3 0.2 NC 0.63 gb:BM201909 /DB_XREF=gi:17755808 /DB_XREF=C0232B08-3 /CLONE=C0232B08 /FEA=EST /CNT=2 /TID=Mm.217650.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447523_at 8.5 11.8 A A 0.14 0.11 0.2 NC 0.5 gb:AI846902 /DB_XREF=gi:5490808 /DB_XREF=UI-M-AK1-aey-b-07-0-UI.s1 /CLONE=UI-M-AK1-aey-b-07-0-UI /FEA=EST /CNT=2 /TID=Mm.111174.1 /
MOE430_2_1447528_at 8.7 12.1 A A 0.21 0.17 0.2 NC 0.5 gb:BE988862 /DB_XREF=gi:10665649 /DB_XREF=UI-M-CG0p-bhh-b-06-0-UI.s1 /CLONE=UI-M-CG0p-bhh-b-06-0-UI /FEA=EST /CNT=2 /TID=Mm.1519
MOE430_2_1447571_at 57.4 51.6 P A 0.04 0.06 0.2 NC 0.44 gb:AW121921 /DB_XREF=gi:6097363 /DB_XREF=UI-M-BH2.3-aoj-d-01-0-UI.s1 /CLONE=UI-M-BH2.3-aoj-d-01-0-UI /FEA=EST /CNT=2 /TID=Mm.38067.
MOE430_2_1447573_at 0.6 0.8 A A 0.98 0.99 0.2 NC 0.8 gb:AI845218 /DB_XREF=gi:5489124 /DB_XREF=UI-M-BG0-aht-e-12-0-UI.s1 /CLONE=UI-M-BG0-aht-e-12-0-UI /FEA=EST /CNT=2 /TID=Mm.100735.1 /
MOE430_2_1447585_s_ 5454.3 6356.2 P P 0.000244 0.000244 0.2 I 0.000438 gb:AV035110 /DB_XREF=gi:4854775 /DB_XREF=AV035110 /CLONE=1600013L07 /FEA=EST /CNT=2 /TID=Mm.219513.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447643_x_ 3389.5 4029.4 P P 0.00293 0.001953 0.2 NC 0.31 gb:BB040443 /DB_XREF=gi:8446829 /DB_XREF=BB040443 /CLONE=6030449D22 /FEA=EST /CNT=2 /TID=Mm.111780.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447703_x_ 105.4 90.9 P P 0.00415 0.00415 0.2 NC 0.14 gb:AV214133 /DB_XREF=gi:6154979 /DB_XREF=AV214133 /CLONE=2410133J07 /FEA=EST /CNT=2 /TID=Mm.177940.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447714_x_ 2.6 4.4 A P 0.36 0.01 0.2 NC 0.5 gb:AV298153 /DB_XREF=gi:6330412 /DB_XREF=AV298153 /CLONE=5730455A02 /FEA=EST /CNT=2 /TID=Mm.180356.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447759_x_ 74.4 76.6 A A 0.11 0.08 0.2 NC 0.5 gb:BB345575 /DB_XREF=gi:9057358 /DB_XREF=BB345575 /CLONE=B930057K13 /FEA=EST /CNT=2 /TID=Mm.125941.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447786_at 2.1 0.5 A A 0.66 0.72 0.2 NC 0.5 gb:AV347405 /DB_XREF=gi:6388464 /DB_XREF=AV347405 /CLONE=6430601I07 /FEA=EST /CNT=2 /TID=Mm.86413.1 /TIER=ConsEnd /STK=2 /UG=Mm.8
MOE430_2_1447793_x_ 4.9 4.4 A A 0.19 0.14 0.2 NC 0.5 gb:BB560802 /DB_XREF=gi:9647168 /DB_XREF=BB560802 /CLONE=E530116F06 /FEA=EST /CNT=2 /TID=Mm.137842.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447797_x_ 27.5 26.8 A A 0.08 0.08 0.2 NC 0.5 gb:AV262174 /DB_XREF=gi:6250097 /DB_XREF=AV262174 /CLONE=4930428I15 /FEA=EST /CNT=2 /TID=Mm.181689.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447816_x_ 121.7 93 P P 0.008057 0.01 0.2 NC 0.5 gb:BB059395 /DB_XREF=gi:8466543 /DB_XREF=BB059395 /CLONE=7120492E21 /FEA=EST /CNT=2 /TID=Mm.167903.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447824_x_ 161 189.6 P P 0.008057 0.00293 0.2 NC 0.5 gb:BE825102 /DB_XREF=gi:10257336 /DB_XREF=C0509E08-3 /CLONE=C0509E08 /FEA=EST /CNT=2 /TID=Mm.216192.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447828_x_ 9.8 7.6 A A 0.46 0.5 0.2 NC 0.71 gb:BB226589 /DB_XREF=gi:8897234 /DB_XREF=BB226589 /CLONE=A530097M12 /FEA=EST /CNT=2 /TID=Mm.123620.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447856_x_ 0.8 1.6 A A 0.6 0.53 0.2 NC 0.5 gb:BB186319 /DB_XREF=gi:8846890 /DB_XREF=BB186319 /CLONE=A330032M22 /FEA=EST /CNT=2 /TID=Mm.148143.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447864_s_ 76.5 91.5 P P 0.001953 0.000732 0.2 NC 0.05 gb:AV377712 /DB_XREF=gi:6426721 /DB_XREF=AV377712 /CLONE=9130401E23 /FEA=EST /CNT=2 /TID=Mm.90592.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447868_x_ 30.1 34.6 P P 0.00415 0.001221 0.2 NC 0.5 gb:BB030680 /DB_XREF=gi:8385431 /DB_XREF=BB030680 /CLONE=5830456N18 /FEA=EST /CNT=2 /TID=Mm.107855.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447888_x_ 1.9 2.3 A A 0.75 0.63 0.2 NC 0.5 gb:BB296288 /DB_XREF=gi:8996993 /DB_XREF=BB296288 /CLONE=B130045O18 /FEA=EST /CNT=2 /TID=Mm.125582.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447905_x_ 1340 1555.9 P P 0.000244 0.000244 0.2 NC 0.08 gb:BB331755 /DB_XREF=gi:9040518 /DB_XREF=BB331755 /CLONE=B730038J24 /FEA=EST /CNT=2 /TID=Mm.149632.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447909_s_ 2132.9 2542.6 P P 0.000244 0.000244 0.2 NC 0.24 gb:AW122690 /DB_XREF=gi:6098220 /DB_XREF=UI-M-BH2.2-aot-a-11-0-UI.s1 /CLONE=UI-M-BH2.2-aot-a-11-0-UI /FEA=EST /CNT=2 /TID=Mm.17111
MOE430_2_1447943_x_ 281.6 323.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BE691095 /DB_XREF=gi:10078719 /DB_XREF=uv55g05.x1 /CLONE=IMAGE:3411128 /FEA=EST /CNT=21 /TID=Mm.103597.2 /TIER=ConsEnd /STK=1 /
MOE430_2_1447970_at 14.6 25.4 P P 0.00415 0.005859 0.2 NC 0.09 gb:BG067018 /DB_XREF=gi:12549587 /DB_XREF=H3049F06-3 /CLONE=H3049F06 /FEA=EST /CNT=4 /TID=Mm.42588.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448009_at 97.6 119.6 P P 0.001221 0.001953 0.2 NC 0.14 gb:W98049 /DB_XREF=gi:1427986 /DB_XREF=me73b02.r1 /CLONE=IMAGE:401163 /FEA=EST /CNT=17 /TID=Mm.1719.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448013_at 67.6 73.1 P P 0.001953 0.000244 0.2 NC 0.04 gb:AI196993 /DB_XREF=gi:3749599 /DB_XREF=ud57h01.r2 /CLONE=IMAGE:1450033 /FEA=EST /CNT=25 /TID=Mm.200289.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1448017_at 5.3 10.9 A A 0.09 0.21 0.2 NC 0.49 gb:BB654971 /DB_XREF=gi:16488799 /DB_XREF=BB654971 /CLONE=D030018E03 /FEA=EST /CNT=12 /TID=Mm.24954.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448021_at 12.5 10.9 A P 0.33 0.01 0.2 NC 0.13 gb:AA266723 /DB_XREF=gi:1903565 /DB_XREF=mz98f08.r1 /CLONE=IMAGE:721479 /FEA=EST /CNT=12 /TID=Mm.29940.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448079_at 73.2 56.8 P P 0.01 0.01 0.2 NC 0.46 gb:BB870298 /DB_XREF=gi:17116508 /DB_XREF=BB870298 /CLONE=G630020A14 /FEA=EST /CNT=4 /TID=Mm.144509.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448092_x_ 1 1.3 A A 0.8 0.72 0.2 NC 0.24 gb:AA267743 /DB_XREF=gi:1904477 /DB_XREF=mz68a06.r1 /CLONE=IMAGE:718546 /FEA=EST /CNT=3 /TID=Mm.90033.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448153_at 3139.9 3459.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_007747.1 /DB_XREF=gi:6680985 /GEN=Cox5a /FEA=FLmRNA /CNT=352 /TID=Mm.360.1 /TIER=FL+Stack /STK=165 /UG=Mm.360 /LL=12858 /DEF
MOE430_2_1448163_at 432.7 495.5 P P 0.000244 0.000244 0.2 NC 0.27 gb:NM_011937.1 /DB_XREF=gi:6754029 /GEN=Gnpi /FEA=FLmRNA /CNT=198 /TID=Mm.22374.1 /TIER=FL+Stack /STK=153 /UG=Mm.22374 /LL=26384 /D
MOE430_2_1448210_at 588.8 662.5 P P 0.000244 0.000244 0.2 NC 0.09 gb:AW108405 /DB_XREF=gi:6079205 /DB_XREF=um30b10.x1 /CLONE=IMAGE:2236027 /FEA=FLmRNA /CNT=376 /TID=Mm.14530.1 /TIER=Stack /STK=20
MOE430_2_1448225_at 215.1 256.8 P P 0.000244 0.000244 0.2 NC 0.13 gb:NM_010331.1 /DB_XREF=gi:6754045 /GEN=Gpaa1 /FEA=FLmRNA /CNT=173 /TID=Mm.5903.1 /TIER=FL+Stack /STK=125 /UG=Mm.5903 /LL=14731 /D
MOE430_2_1448228_at 2530.8 3023.6 P P 0.000244 0.000244 0.2 MI 0.00225 gb:M65143.1 /DB_XREF=gi:500626 /FEA=FLmRNA /CNT=304 /TID=Mm.172.1 /TIER=Stack /STK=18 /UG=Mm.172 /LL=16948 /UG_GENE=Lox /DEF=Mous
MOE430_2_1448238_at 3172.5 3977.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_026528.1 /DB_XREF=gi:13386025 /GEN=2700060E02Rik /FEA=FLmRNA /CNT=182 /TID=Mm.21932.1 /TIER=FL+Stack /STK=117 /UG=Mm.21932 /L
MOE430_2_1448255_a_ 985.9 940.9 P P 0.000244 0.000244 0.2 NC 0.28 gb:NM_011512.1 /DB_XREF=gi:6755697 /GEN=Surf4 /FEA=FLmRNA /CNT=351 /TID=Mm.2795.1 /TIER=FL+Stack /STK=112 /UG=Mm.2795 /LL=20932 /DE
MOE430_2_1448268_at 1876.1 2024.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_026211.1 /DB_XREF=gi:13385717 /GEN=2400003B06Rik /FEA=FLmRNA /CNT=213 /TID=Mm.45233.1 /TIER=FL+Stack /STK=108 /UG=Mm.45233 /
MOE430_2_1448275_at 192.2 251.3 P P 0.000244 0.000244 0.2 NC 0.45 gb:AK018383.1 /DB_XREF=gi:12858057 /FEA=FLmRNA /CNT=199 /TID=Mm.29647.1 /TIER=Stack /STK=15 /UG=Mm.29647 /LL=67226 /UG_GENE=281042
MOE430_2_1448345_at 335.3 324.5 P P 0.00293 0.00415 0.2 NC 0.5 gb:NM_025996.1 /DB_XREF=gi:13385499 /GEN=2610100K07Rik /FEA=FLmRNA /CNT=146 /TID=Mm.23173.1 /TIER=FL+Stack /STK=88 /UG=Mm.23173 /L
MOE430_2_1448348_at 432 490.3 P P 0.000244 0.000244 0.2 NC 0.04 gb:BE981338 /DB_XREF=gi:10650341 /DB_XREF=UI-M-CG0p-bdb-a-10-0-UI.s1 /CLONE=UI-M-CG0p-bdb-a-10-0-UI /FEA=FLmRNA /CNT=427 /TID=M
MOE430_2_1448353_x_ 1521.1 1781.9 P P 0.000244 0.000244 0.2 NC 0.04 gb:NM_133933.1 /DB_XREF=gi:19527151 /GEN=AU018702 /FEA=FLmRNA /CNT=253 /TID=Mm.22333.1 /TIER=FL+Stack /STK=87 /UG=Mm.22333 /LL=101
MOE430_2_1448356_at 439.3 585.3 P P 0.000244 0.000244 0.2 NC 0.25 gb:NM_019912.1 /DB_XREF=gi:9910599 /GEN=Ube2d2 /FEA=FLmRNA /CNT=414 /TID=Mm.180052.1 /TIER=FL+Stack /STK=86 /UG=Mm.180052 /LL=5655
MOE430_2_1448358_s_ 2664.8 3068.5 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_026506.1 /DB_XREF=gi:13385993 /GEN=Snrpg /FEA=FLmRNA /CNT=132 /TID=Mm.21764.1 /TIER=FL+Stack /STK=86 /UG=Mm.21764 /LL=68011 /
MOE430_2_1448370_at 280.1 390.5 P P 0.000244 0.000244 0.2 NC 0.03 gb:AF072370.1 /DB_XREF=gi:6682347 /GEN=Unc51.1 /FEA=FLmRNA /CNT=148 /TID=Mm.34216.1 /TIER=FL+Stack /STK=85 /UG=Mm.34216 /LL=22241 /
MOE430_2_1448372_a_ 3697.5 4257.1 P P 0.000244 0.000244 0.2 NC 0.3 gb:NM_019953.1 /DB_XREF=gi:9903606 /GEN=Tmem4 /FEA=FLmRNA /CNT=157 /TID=Mm.44220.1 /TIER=FL+Stack /STK=84 /UG=Mm.44220 /LL=56530 
MOE430_2_1448373_at 438 509.6 P P 0.000732 0.000732 0.2 NC 0.27 gb:NM_026310.1 /DB_XREF=gi:13385807 /GEN=1010001C05Rik /FEA=FLmRNA /CNT=166 /TID=Mm.21356.1 /TIER=FL+Stack /STK=84 /UG=Mm.21356 /L
MOE430_2_1448380_at 1345.4 1436.6 P P 0.000244 0.000244 0.2 NC 0.25 gb:NM_011150.1 /DB_XREF=gi:6755143 /GEN=Ppicap /FEA=FLmRNA /CNT=229 /TID=Mm.3152.1 /TIER=FL+Stack /STK=83 /UG=Mm.3152 /LL=19039 /DE
MOE430_2_1448384_at 1256.7 1259 P P 0.000244 0.000244 0.2 NC 0.09 gb:BC018194.1 /DB_XREF=gi:17390433 /FEA=FLmRNA /CNT=148 /TID=Mm.203556.1 /TIER=FL+Stack /STK=81 /UG=Mm.203556 /LL=80294 /UG_GENE=B
MOE430_2_1448390_a_ 31.6 29.9 M P 0.05 0.02 0.2 NC 0.5 gb:NM_011303.1 /DB_XREF=gi:6755379 /GEN=Rsdr1-pending /FEA=FLmRNA /CNT=130 /TID=Mm.14063.1 /TIER=FL+Stack /STK=80 /UG=Mm.14063 /LL=
MOE430_2_1448406_at 1954.6 2350.1 P P 0.000244 0.000244 0.2 NC 0.13 gb:BC010712.1 /DB_XREF=gi:14919446 /FEA=FLmRNA /CNT=173 /TID=Mm.44244.1 /TIER=FL /STK=6 /UG=Mm.44244 /LL=58521 /UG_GENE=ORF12 /DE
MOE430_2_1448409_at 3.3 3.7 A A 0.36 0.43 0.2 NC 0.46 gb:NM_008511.1 /DB_XREF=gi:6678713 /GEN=Lrmp /FEA=FLmRNA /CNT=93 /TID=Mm.843.1 /TIER=FL+Stack /STK=78 /UG=Mm.843 /LL=16970 /DEF=M
MOE430_2_1448414_at 172 195.2 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_011232.1 /DB_XREF=gi:6755271 /GEN=Rad1 /FEA=FLmRNA /CNT=98 /TID=Mm.38376.1 /TIER=FL+Stack /STK=77 /UG=Mm.38376 /LL=19355 /DE
MOE430_2_1448439_at 316.2 295.2 P P 0.000244 0.000244 0.2 NC 0.16 gb:AV307337 /DB_XREF=gi:6339851 /DB_XREF=AV307337 /CLONE=5730552C17 /FEA=FLmRNA /CNT=150 /TID=Mm.29925.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1448451_at 430 484.6 P P 0.001221 0.001221 0.2 NC 0.05 gb:NM_016895.1 /DB_XREF=gi:8392882 /GEN=Ak2 /FEA=FLmRNA /CNT=171 /TID=Mm.29460.1 /TIER=FL /STK=7 /UG=Mm.29460 /LL=11637 /DEF=Mus m
MOE430_2_1448455_at 194.6 249.1 P P 0.000244 0.000244 0.2 NC 0.07 gb:NM_012000.1 /DB_XREF=gi:6753451 /GEN=Cln8 /FEA=FLmRNA /CNT=148 /TID=Mm.21578.1 /TIER=FL+Stack /STK=71 /UG=Mm.21578 /LL=26889 /D
MOE430_2_1448461_a_ 900.1 1216 P P 0.000244 0.000244 0.2 NC 0.07 gb:NM_025435.1 /DB_XREF=gi:13384833 /GEN=1500006O09Rik /FEA=FLmRNA /CNT=108 /TID=Mm.28018.1 /TIER=FL+Stack /STK=69 /UG=Mm.28018 /L
MOE430_2_1448478_at 275.7 329 P P 0.000244 0.000244 0.2 NC 0.14 gb:NM_020048.1 /DB_XREF=gi:9910589 /GEN=Trfp /FEA=FLmRNA /CNT=96 /TID=Mm.25072.1 /TIER=FL+Stack /STK=68 /UG=Mm.25072 /LL=56771 /DEF
MOE430_2_1448505_at 763 859.3 P P 0.000244 0.000244 0.2 NC 0.06 gb:NM_020558.1 /DB_XREF=gi:10181123 /GEN=C1d-pending /FEA=FLmRNA /CNT=131 /TID=Mm.2485.1 /TIER=FL+Stack /STK=65 /UG=Mm.2485 /LL=573
MOE430_2_1448507_at 1279.2 1455 P P 0.000244 0.000244 0.2 NC 0.33 gb:BC019531.1 /DB_XREF=gi:18043526 /FEA=FLmRNA /CNT=91 /TID=Mm.12454.1 /TIER=FL+Stack /STK=65 /UG=Mm.12454 /LL=98363 /UG_GENE=AI45
MOE430_2_1448516_at 392.3 363.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB818311 /DB_XREF=gi:16990940 /DB_XREF=BB818311 /CLONE=G730044I15 /FEA=FLmRNA /CNT=290 /TID=Mm.14644.1 /TIER=Stack /STK=9 /UG



MOE430_2_1448543_at 173 177.6 P P 0.000244 0.000244 0.2 NC 0.04 gb:NM_025531.1 /DB_XREF=gi:13384953 /GEN=2310042G06Rik /FEA=FLmRNA /CNT=136 /TID=Mm.182294.1 /TIER=FL+Stack /STK=60 /UG=Mm.182294 
MOE430_2_1448551_a_ 67.8 68.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB766176 /DB_XREF=gi:16209136 /DB_XREF=BB766176 /CLONE=G370061O14 /FEA=FLmRNA /CNT=221 /TID=Mm.44876.1 /TIER=Stack /STK=14 /U
MOE430_2_1448569_at 840.4 967.3 P P 0.000244 0.000244 0.2 NC 0.06 gb:BF682469 /DB_XREF=gi:11956364 /DB_XREF=602117550T1 /CLONE=IMAGE:3468637 /FEA=FLmRNA /CNT=157 /TID=Mm.153963.1 /TIER=Stack /STK
MOE430_2_1448589_at 1535.8 1736 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC025155.1 /DB_XREF=gi:19263528 /FEA=FLmRNA /CNT=149 /TID=Mm.28058.1 /TIER=FL+Stack /STK=56 /UG=Mm.28058 /LL=66046 /UG_GENE=Nd
MOE430_2_1448596_at 253.7 324.7 P P 0.000244 0.000244 0.2 NC 0.1 gb:BG069516 /DB_XREF=gi:12552085 /DB_XREF=H3077C01-3 /CLONE=H3077C01 /FEA=FLmRNA /CNT=166 /TID=Mm.41401.1 /TIER=Stack /STK=25 /U
MOE430_2_1448597_at 213.7 247 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_024199.1 /DB_XREF=gi:13195627 /GEN=1700057K18Rik /FEA=FLmRNA /CNT=91 /TID=Mm.26944.1 /TIER=FL+Stack /STK=56 /UG=Mm.26944 /LL
MOE430_2_1448615_at 768.3 887.3 P P 0.01 0.01 0.2 NC 0.13 gb:AF173379.1 /DB_XREF=gi:7839349 /GEN=Ccsd /FEA=FLmRNA /CNT=100 /TID=Mm.21414.1 /TIER=FL+Stack /STK=53 /UG=Mm.21414 /LL=12460 /DE
MOE430_2_1448646_at 136 152.3 P P 0.000244 0.000244 0.2 NC 0.37 gb:NM_021312.1 /DB_XREF=gi:10946613 /GEN=Wdr12 /FEA=FLmRNA /CNT=115 /TID=Mm.87293.1 /TIER=FL+Stack /STK=50 /UG=Mm.87293 /LL=57750 
MOE430_2_1448664_a_ 149 165 P P 0.000244 0.000244 0.2 NC 0.08 gb:NM_007463.1 /DB_XREF=gi:6680693 /GEN=Apeg1 /FEA=FLmRNA /CNT=56 /TID=Mm.2104.1 /TIER=FL+Stack /STK=49 /UG=Mm.2104 /LL=11790 /DEF
MOE430_2_1448670_at 2138.1 2415.7 P P 0.000244 0.000244 0.2 NC 0.37 gb:NM_009454.1 /DB_XREF=gi:6678476 /GEN=Ube2e3 /FEA=FLmRNA /CNT=138 /TID=Mm.1485.1 /TIER=FL+Stack /STK=48 /UG=Mm.1485 /LL=22193 /D
MOE430_2_1448687_at 31 56.2 P P 0.01 0.03 0.2 NC 0.49 gb:NM_026125.1 /DB_XREF=gi:13385631 /GEN=1110035L05Rik /FEA=FLmRNA /CNT=103 /TID=Mm.29140.1 /TIER=FL+Stack /STK=46 /UG=Mm.29140 /LL
MOE430_2_1448692_at 43.4 45.7 P P 0.01 0.00415 0.2 NC 0.01 gb:BB764994 /DB_XREF=gi:16193206 /DB_XREF=BB764994 /CLONE=G370042E03 /FEA=FLmRNA /CNT=133 /TID=Mm.34449.1 /TIER=Stack /STK=9 /UG
MOE430_2_1448694_at 790.5 967.7 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_010591.1 /DB_XREF=gi:6754401 /GEN=Jun /FEA=FLmRNA /CNT=170 /TID=Mm.482.1 /TIER=FL+Stack /STK=46 /UG=Mm.482 /LL=16476 /DEF=M
MOE430_2_1448703_at 486.9 595.8 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_133939.1 /DB_XREF=gi:19527155 /GEN=AW214405 /FEA=FLmRNA /CNT=78 /TID=Mm.12539.1 /TIER=FL+Stack /STK=45 /UG=Mm.12539 /LL=101
MOE430_2_1448704_s_ 859 983 P P 0.000244 0.000244 0.2 NC 0.4 gb:NM_024439.1 /DB_XREF=gi:19705573 /GEN=H47 /FEA=FLmRNA /CNT=85 /TID=Mm.22362.1 /TIER=FL+Stack /STK=45 /UG=Mm.22362 /LL=109815 /D
MOE430_2_1448717_at 115.2 149 P P 0.000244 0.000244 0.2 NC 0.11 gb:NM_008097.1 /DB_XREF=gi:6679958 /GEN=Gcdh /FEA=FLmRNA /CNT=131 /TID=Mm.2475.1 /TIER=FL+Stack /STK=44 /UG=Mm.2475 /LL=14488 /DEF
MOE430_2_1448720_at 168.7 218.9 P P 0.000244 0.000244 0.2 NC 0.05 gb:NM_024194.1 /DB_XREF=gi:13195621 /GEN=2610040E16Rik /FEA=FLmRNA /CNT=97 /TID=Mm.24737.1 /TIER=FL+Stack /STK=44 /UG=Mm.24737 /LL
MOE430_2_1448742_at 597.8 658.2 P P 0.000244 0.000244 0.2 NC 0.07 gb:NM_011427.1 /DB_XREF=gi:6755585 /GEN=Snai1 /FEA=FLmRNA /CNT=68 /TID=Mm.2093.1 /TIER=FL+Stack /STK=43 /UG=Mm.2093 /LL=20613 /DEF
MOE430_2_1448755_at 32.5 37.5 P P 0.03 0.01 0.2 NC 0.08 gb:AF011450.1 /DB_XREF=gi:2558824 /FEA=FLmRNA /CNT=111 /TID=Mm.4352.1 /TIER=FL+Stack /STK=42 /UG=Mm.4352 /LL=12819 /UG_GENE=Col15a
MOE430_2_1448765_at 160.8 213.3 P P 0.000244 0.000732 0.2 NC 0.16 gb:NM_008054.1 /DB_XREF=gi:6679878 /GEN=Fyn /FEA=FLmRNA /CNT=174 /TID=Mm.4848.1 /TIER=FL+Stack /STK=41 /UG=Mm.4848 /LL=14360 /DEF=
MOE430_2_1448769_at 646.1 758 P P 0.000244 0.000244 0.2 NC 0.3 gb:NM_016752.1 /DB_XREF=gi:7949136 /GEN=Ugalt2 /FEA=FLmRNA /CNT=162 /TID=Mm.4593.1 /TIER=FL+Stack /STK=40 /UG=Mm.4593 /LL=110172 /D
MOE430_2_1448791_at 668.5 766.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_024225.1 /DB_XREF=gi:18034768 /GEN=Snx5 /FEA=FLmRNA /CNT=386 /TID=Mm.20847.1 /TIER=FL+Stack /STK=39 /UG=Mm.20847 /LL=69178 /
MOE430_2_1448799_s_ 580.9 707.2 P P 0.001221 0.000732 0.2 NC 0.07 gb:NM_011885.1 /DB_XREF=gi:6755359 /GEN=Mrps12 /FEA=FLmRNA /CNT=63 /TID=Mm.364.1 /TIER=FL+Stack /STK=39 /UG=Mm.364 /LL=24030 /DEF=
MOE430_2_1448810_at 231.7 259.2 P P 0.000244 0.000244 0.2 NC 0.42 gb:BC015277.1 /DB_XREF=gi:15929705 /FEA=FLmRNA /CNT=105 /TID=Mm.30193.1 /TIER=FL+Stack /STK=38 /UG=Mm.30193 /LL=50798 /UG_GENE=Ua
MOE430_2_1448811_at 859.2 1056.9 P P 0.000244 0.000244 0.2 I 0.00004 gb:NM_025302.1 /DB_XREF=gi:13384659 /GEN=Mrpl2 /FEA=FLmRNA /CNT=99 /TID=Mm.29183.1 /TIER=FL+Stack /STK=38 /UG=Mm.29183 /LL=27398 /D
MOE430_2_1448841_at 2.2 2.4 A A 0.66 0.9 0.2 NC 0.5 gb:AW647628 /DB_XREF=gi:8133682 /DB_XREF=Epcs19 /CLONE=Epcs19 /FEA=FLmRNA /CNT=42 /TID=Mm.143727.1 /TIER=ConsEnd /STK=0 /UG=Mm.
MOE430_2_1448866_at 1074.8 1269.5 P P 0.000244 0.000244 0.2 NC 0.16 gb:NM_030702.1 /DB_XREF=gi:13507641 /GEN=Smt3ip1-pending /FEA=FLmRNA /CNT=91 /TID=Mm.22271.1 /TIER=FL+Stack /STK=34 /UG=Mm.22271 /L
MOE430_2_1448870_at 246 290.6 P P 0.000244 0.000732 0.2 NC 0.5 gb:AF022889.1 /DB_XREF=gi:3493175 /GEN=LTBP-1 /FEA=FLmRNA /CNT=69 /TID=Mm.19307.1 /TIER=FL+Stack /STK=34 /UG=Mm.19307 /LL=16996 /D
MOE430_2_1448875_at 164.8 179.6 P P 0.00415 0.001221 0.2 NC 0.3 gb:NM_009572.1 /DB_XREF=gi:6677638 /GEN=Zhx1 /FEA=FLmRNA /CNT=62 /TID=Mm.37216.1 /TIER=FL+Stack /STK=34 /UG=Mm.37216 /LL=22770 /DE
MOE430_2_1448902_at 109.3 111.1 P P 0.001221 0.001221 0.2 NC 0.5 gb:NM_025905.1 /DB_XREF=gi:19882242 /GEN=1600012K10Rik /FEA=FLmRNA /CNT=42 /TID=Mm.83590.1 /TIER=FL+Stack /STK=33 /UG=Mm.83590 /LL
MOE430_2_1448904_at 575.5 566.9 P P 0.000244 0.000244 0.2 NC 0.16 gb:AK016470.1 /DB_XREF=gi:12855217 /FEA=FLmRNA /CNT=112 /TID=Mm.27673.1 /TIER=Stack /STK=12 /UG=Mm.27673 /LL=27999 /UG_GENE=D6Wsu
MOE430_2_1448911_at 4.6 5.9 A A 0.63 0.6 0.2 NC 0.45 gb:NM_009724.1 /DB_XREF=gi:6753141 /GEN=Atp4b /FEA=FLmRNA /CNT=43 /TID=Mm.154039.1 /TIER=FL+Stack /STK=32 /UG=Mm.154039 /LL=11945 /
MOE430_2_1448922_at 112.5 118.1 P P 0.000244 0.000244 0.2 NC 0.22 gb:NM_024438.1 /DB_XREF=gi:13277359 /GEN=5930436K22Rik /FEA=FLmRNA /CNT=55 /TID=Mm.35774.1 /TIER=FL+Stack /STK=31 /UG=Mm.35774 /LL
MOE430_2_1448941_at 164.7 182 P P 0.000244 0.000244 0.2 NC 0.46 gb:AW125856 /DB_XREF=gi:6101386 /DB_XREF=UI-M-BH2.2-aqk-e-03-0-UI.s1 /CLONE=UI-M-BH2.2-aqk-e-03-0-UI /FEA=FLmRNA /CNT=76 /TID=Mm
MOE430_2_1448995_at 22.7 28.8 A M 0.06 0.05 0.2 NC 0.17 gb:NM_019932.1 /DB_XREF=gi:9910485 /GEN=Pf4 /FEA=FLmRNA /CNT=47 /TID=Mm.23905.1 /TIER=FL+Stack /STK=28 /UG=Mm.23905 /LL=56744 /DEF
MOE430_2_1449007_at 808.2 1226.9 P P 0.000732 0.000732 0.2 NC 0.009292 gb:NM_009770.1 /DB_XREF=gi:6753207 /GEN=Btg3 /FEA=FLmRNA /CNT=58 /TID=Mm.2823.1 /TIER=FL+Stack /STK=27 /UG=Mm.2823 /LL=12228 /DEF=
MOE430_2_1449039_a_ 326.4 365 P P 0.000244 0.000244 0.2 NC 0.03 gb:NM_016690.1 /DB_XREF=gi:7710035 /GEN=Hnrpdl /FEA=FLmRNA /CNT=90 /TID=Mm.220918.1 /TIER=FL+Stack /STK=25 /UG=Mm.220918 /LL=50926 
MOE430_2_1449044_at 415.9 489.4 P P 0.000244 0.000244 0.2 NC 0.34 gb:NM_025380.1 /DB_XREF=gi:13384755 /GEN=Eef1e1 /FEA=FLmRNA /CNT=59 /TID=Mm.36683.1 /TIER=FL+Stack /STK=25 /UG=Mm.36683 /LL=66143 /
MOE430_2_1449046_a_ 471.8 548.2 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_025368.1 /DB_XREF=gi:13384739 /GEN=1110007C05Rik /FEA=FLmRNA /CNT=60 /TID=Mm.27571.1 /TIER=FL+Stack /STK=25 /UG=Mm.27571 /LL
MOE430_2_1449068_at 207.5 222.2 P P 0.000244 0.000732 0.2 NC 0.5 gb:NM_011749.1 /DB_XREF=gi:6756048 /GEN=Zfp148 /FEA=FLmRNA /CNT=157 /TID=Mm.417.1 /TIER=FL+Stack /STK=24 /UG=Mm.417 /LL=22661 /DEF
MOE430_2_1449085_at 675.8 935.2 P P 0.000244 0.000244 0.2 NC 0.03 gb:NM_024250.1 /DB_XREF=gi:13195665 /GEN=1810055P05Rik /FEA=FLmRNA /CNT=63 /TID=Mm.41061.1 /TIER=FL+Stack /STK=23 /UG=Mm.41061 /LL
MOE430_2_1449086_at 36.3 44.2 P P 0.001221 0.00415 0.2 NC 0.5 gb:NM_025999.1 /DB_XREF=gi:13385503 /GEN=2610110L04Rik /FEA=FLmRNA /CNT=70 /TID=Mm.218600.1 /TIER=FL+Stack /STK=23 /UG=Mm.218600 /L
MOE430_2_1449102_at 9.2 11.9 A P 0.06 0.005859 0.2 NC 0.13 gb:U71189.1 /DB_XREF=gi:2145128 /GEN=Ebf2 /FEA=FLmRNA /CNT=35 /TID=Mm.179.1 /TIER=FL /STK=1 /UG=Mm.179 /LL=13592 /DEF=Mus musculus 
MOE430_2_1449142_a_ 1732.8 2083.8 P P 0.000732 0.000244 0.2 NC 0.02 gb:BC003317.1 /DB_XREF=gi:13097071 /FEA=FLmRNA /CNT=91 /TID=Mm.22485.1 /TIER=FL+Stack /STK=21 /UG=Mm.22485 /LL=67180 /UG_GENE=2610
MOE430_2_1449182_at 5.3 5.7 A A 0.63 0.53 0.2 NC 0.44 gb:NM_022984.1 /DB_XREF=gi:12667797 /GEN=Retn /FEA=FLmRNA /CNT=67 /TID=Mm.1181.1 /TIER=FL+Stack /STK=19 /UG=Mm.1181 /LL=57264 /DEF
MOE430_2_1449211_at 122.2 139.4 P P 0.000244 0.000244 0.2 NC 0.46 gb:BB412311 /DB_XREF=gi:16423300 /DB_XREF=BB412311 /CLONE=C430027A04 /FEA=FLmRNA /CNT=88 /TID=Mm.18096.1 /TIER=Stack /STK=33 /UG
MOE430_2_1449262_s_ 5.6 6.8 A A 0.39 0.33 0.2 NC 0.09 gb:BB704337 /DB_XREF=gi:16053172 /DB_XREF=BB704337 /CLONE=7420462M20 /FEA=FLmRNA /CNT=61 /TID=Mm.218854.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1449291_a_ 50.2 48.2 P P 0.00415 0.00293 0.2 NC 0.11 gb:AK014521.1 /DB_XREF=gi:12852430 /FEA=FLmRNA /CNT=84 /TID=Mm.62982.1 /TIER=Stack /STK=37 /UG=Mm.62982 /LL=66686 /UG_GENE=4631413
MOE430_2_1449311_at 16.5 20.3 A A 0.33 0.17 0.2 I 0.001486 gb:NM_007520.1 /DB_XREF=gi:6680763 /GEN=Bach1 /FEA=FLmRNA /CNT=28 /TID=Mm.5183.1 /TIER=FL+Stack /STK=15 /UG=Mm.5183 /LL=12013 /DEF
MOE430_2_1449312_at 3.1 4.9 A A 0.46 0.19 0.2 NC 0.5 gb:NM_016708.1 /DB_XREF=gi:7710071 /GEN=Npy5r /FEA=FLmRNA /CNT=21 /TID=Mm.10685.1 /TIER=FL+Stack /STK=15 /UG=Mm.10685 /LL=18168 /D
MOE430_2_1449314_at 163.5 198 P P 0.000244 0.000244 0.2 NC 0.03 gb:NM_011766.1 /DB_XREF=gi:6756070 /GEN=Zfpm2 /FEA=FLmRNA /CNT=50 /TID=Mm.39496.1 /TIER=FL+Stack /STK=15 /UG=Mm.39496 /LL=22762 /D
MOE430_2_1449322_at 693.6 747.3 P P 0.000244 0.000244 0.2 NC 0.05 gb:BC003761.1 /DB_XREF=gi:13277725 /FEA=FLmRNA /CNT=307 /TID=Mm.28909.1 /TIER=FL+Stack /STK=14 /UG=Mm.28909 /LL=19243 /UG_GENE=Ptp
MOE430_2_1449333_at 429.9 489.6 P P 0.000244 0.000244 0.2 NC 0.07 gb:BB031756 /DB_XREF=gi:16258196 /DB_XREF=BB031756 /CLONE=5830467G14 /FEA=FLmRNA /CNT=271 /TID=Mm.25732.1 /TIER=Stack /STK=9 /UG
MOE430_2_1449337_at 12.2 8.1 P A 0.03 0.14 0.2 NC 0.18 gb:AI098840 /DB_XREF=gi:3448365 /DB_XREF=ue38f12.y1 /CLONE=IMAGE:1482671 /FEA=FLmRNA /CNT=111 /TID=Mm.21545.1 /TIER=ConsEnd /STK=0
MOE430_2_1449349_at 318 361.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_008637.1 /DB_XREF=gi:6678949 /GEN=Nudt1 /FEA=FLmRNA /CNT=33 /TID=Mm.2539.1 /TIER=FL+Stack /STK=13 /UG=Mm.2539 /LL=17766 /DEF
MOE430_2_1449359_at 0.9 1.8 A A 0.94 0.78 0.2 NC 0.02 gb:NM_008780.1 /DB_XREF=gi:6679208 /GEN=Pax1 /FEA=FLmRNA /CNT=19 /TID=Mm.3066.1 /TIER=FL+Stack /STK=13 /UG=Mm.3066 /LL=18503 /DEF=
MOE430_2_1449363_at 21.4 28.4 P P 0.01 0.03 0.2 NC 0.11 gb:BC019946.1 /DB_XREF=gi:18044779 /FEA=FLmRNA /CNT=28 /TID=Mm.2706.1 /TIER=FL+Stack /STK=13 /UG=Mm.2706 /LL=11910 /UG_GENE=Atf3 /
MOE430_2_1449387_at 0.6 0.8 A A 0.87 0.85 0.2 NC 0.13 gb:NM_027983.1 /DB_XREF=gi:13386273 /GEN=2310015J09Rik /FEA=FLmRNA /CNT=43 /TID=Mm.142798.1 /TIER=FL+Stack /STK=12 /UG=Mm.142798 /L
MOE430_2_1449397_at 5.2 9 A A 0.56 0.69 0.2 NC 0.54 gb:NM_134032.1 /DB_XREF=gi:19527249 /GEN=AI894218 /FEA=FLmRNA /CNT=18 /TID=Mm.41857.1 /TIER=FL+Stack /STK=12 /UG=Mm.41857 /LL=1038
MOE430_2_1449423_at 21.8 24.3 A A 0.09 0.14 0.2 NC 0.5 gb:NM_019945.1 /DB_XREF=gi:9910295 /GEN=Sast-pending /FEA=FLmRNA /CNT=32 /TID=Mm.46379.1 /TIER=FL+Stack /STK=11 /UG=Mm.46379 /LL=56
MOE430_2_1449445_x_ 311.2 377.6 P P 0.000244 0.000244 0.2 NC 0.34 gb:BB436326 /DB_XREF=gi:16424387 /DB_XREF=BB436326 /CLONE=C820018D21 /FEA=FLmRNA /CNT=93 /TID=Mm.96671.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1449446_at 98.9 115 P P 0.000244 0.000244 0.2 NC 0.16 gb:BC027401.1 /DB_XREF=gi:20073253 /FEA=FLmRNA /CNT=79 /TID=Mm.33787.1 /TIER=FL+Stack /STK=10 /UG=Mm.33787 /LL=66502 /UG_GENE=2300
MOE430_2_1449453_at 1 0.8 A A 0.9 0.99 0.2 NC 0.35 gb:D31788.1 /DB_XREF=gi:559368 /FEA=FLmRNA /CNT=38 /TID=Mm.24612.1 /TIER=FL+Stack /STK=10 /UG=Mm.24612 /LL=12182 /UG_GENE=Bst1 /DE
MOE430_2_1449464_at 1 2.9 A A 0.98 0.78 0.2 NC 0.15 gb:NM_008434.1 /DB_XREF=gi:6680545 /GEN=Kcnq1 /FEA=FLmRNA /CNT=17 /TID=Mm.5177.1 /TIER=FL+Stack /STK=10 /UG=Mm.5177 /LL=16535 /DEF
MOE430_2_1449471_at 25.6 38.9 M P 0.05 0.02 0.2 NC 0.11 gb:NM_021452.1 /DB_XREF=gi:10946833 /GEN=Kcnmb4 /FEA=FLmRNA /CNT=15 /TID=Mm.34036.1 /TIER=FL+Stack /STK=10 /UG=Mm.34036 /LL=58802 
MOE430_2_1449490_at 25.9 30.1 P P 0.01 0.001953 0.2 NC 0.13 gb:AF072249.1 /DB_XREF=gi:3800806 /GEN=Mbd4 /FEA=FLmRNA /CNT=24 /TID=Mm.20890.1 /TIER=FL+Stack /STK=9 /UG=Mm.20890 /LL=17193 /DEF=
MOE430_2_1449499_at 167.5 184.3 P P 0.000244 0.000244 0.2 NC 0.34 gb:NM_010455.1 /DB_XREF=gi:6754233 /GEN=Hoxa7 /FEA=FLmRNA /CNT=13 /TID=Mm.147.1 /TIER=FL+Stack /STK=9 /UG=Mm.147 /LL=15404 /DEF=M
MOE430_2_1449505_at 74.3 110.4 P P 0.000244 0.000244 0.2 NC 0.11 gb:AV337732 /DB_XREF=gi:16396553 /DB_XREF=AV337732 /CLONE=6430404D05 /FEA=FLmRNA /CNT=188 /TID=Mm.6952.1 /TIER=Stack /STK=15 /UG
MOE430_2_1449516_a_ 23.5 27.1 A A 0.12 0.09 0.2 NC 0.35 gb:NM_019492.1 /DB_XREF=gi:9506438 /GEN=C2pa-pending /FEA=FLmRNA /CNT=28 /TID=Mm.17554.1 /TIER=FL+Stack /STK=8 /UG=Mm.17554 /LL=507
MOE430_2_1449517_at 38.2 45.6 M A 0.05 0.12 0.2 NC 0.5 gb:NM_026111.1 /DB_XREF=gi:13385617 /GEN=1810019P04Rik /FEA=FLmRNA /CNT=40 /TID=Mm.45781.1 /TIER=FL+Stack /STK=8 /UG=Mm.45781 /LL=
MOE430_2_1449518_at 49.5 62.7 P P 0.02 0.01 0.2 NC 0.24 gb:BB119571 /DB_XREF=gi:15408138 /DB_XREF=BB119571 /CLONE=9530071O17 /FEA=FLmRNA /CNT=40 /TID=Mm.45781.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1449573_at 13.3 15 A A 0.39 0.27 0.2 NC 0.5 gb:NM_054085.1 /DB_XREF=gi:16930818 /GEN=Midori-pending /FEA=FLmRNA /CNT=8 /TID=Mm.25139.1 /TIER=FL /STK=7 /UG=Mm.25139 /LL=116904 /
MOE430_2_1449586_at 4.6 2.8 A A 0.78 0.78 0.2 NC 0.5 gb:NM_019645.1 /DB_XREF=gi:9790160 /GEN=Pkp1 /FEA=FLmRNA /CNT=59 /TID=Mm.4494.1 /TIER=FL /STK=6 /UG=Mm.4494 /LL=18772 /DEF=Mus mu
MOE430_2_1449594_at 1.2 1.4 A A 0.78 0.82 0.2 NC 0.5 gb:AI450248 /DB_XREF=gi:4295674 /DB_XREF=mt93b12.x1 /CLONE=IMAGE:637439 /FEA=EST /CNT=3 /TID=Mm.1804.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449628_s_ 490 537.3 P P 0.000244 0.000244 0.2 NC 0.19 gb:AI852671 /DB_XREF=gi:5496577 /DB_XREF=UI-M-BH0-aji-b-08-0-UI.s1 /CLONE=UI-M-BH0-aji-b-08-0-UI /FEA=EST /CNT=1 /TID=Mm.219882.1 /TI
MOE430_2_1449660_s_ 181.9 212.1 P P 0.001953 0.001953 0.2 NC 0.5 gb:AW548837 /DB_XREF=gi:7194261 /DB_XREF=L0042E03-3 /CLONE=L0042E03 /FEA=EST /CNT=1 /TID=Mm.203148.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449662_at 7.8 8.7 P A 0.01 0.09 0.2 NC 0.5 gb:AW558420 /DB_XREF=gi:7203945 /DB_XREF=L0296B09-3 /CLONE=L0296B09 /FEA=EST /CNT=1 /TID=Mm.199213.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449700_at 48.3 54.4 P P 0.008057 0.005859 0.2 NC 0.5 gb:C81413 /DB_XREF=gi:2521743 /DB_XREF=C81413 /CLONE=J0098H08 /FEA=EST /CNT=1 /TID=Mm.197888.1 /TIER=ConsEnd /STK=0 /UG=Mm.19788
MOE430_2_1449709_s_ 80.7 90.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:AW547406 /DB_XREF=gi:7192820 /DB_XREF=L0021G12-3 /CLONE=L0021G12 /FEA=EST /CNT=1 /TID=Mm.199405.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449716_s_ 199 235.4 P P 0.000244 0.000244 0.2 NC 0.33 gb:AI875733 /DB_XREF=gi:5549782 /DB_XREF=ul24b04.x1 /CLONE=IMAGE:2099215 /FEA=EST /CNT=1 /TID=Mm.219493.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449736_at 0.9 0.5 A A 0.72 0.78 0.2 NC 0.39 gb:AA511245 /DB_XREF=gi:2249099 /DB_XREF=vh78a04.r1 /CLONE=IMAGE:893070 /FEA=EST /CNT=1 /TID=Mm.4193.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449738_s_ 273.3 311 P P 0.000244 0.000244 0.2 NC 0.01 gb:C80158 /DB_XREF=gi:2520488 /DB_XREF=C80158 /CLONE=J0077D03 /FEA=EST /CNT=1 /TID=Mm.195206.1 /TIER=ConsEnd /STK=1 /UG=Mm.19520
MOE430_2_1449763_at 9.6 9.4 A M 0.27 0.05 0.2 NC 0.19 gb:AV157113 /DB_XREF=gi:5400748 /DB_XREF=AV157113 /CLONE=3002004E13 /FEA=EST /CNT=1 /TID=Mm.62785.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449796_at 1.5 2.4 A A 0.94 0.91 0.2 NC 0.12 gb:AV354142 /DB_XREF=gi:6395199 /DB_XREF=AV354142 /CLONE=7120423I05 /FEA=EST /CNT=1 /TID=Mm.80448.2 /TIER=ConsEnd /STK=0 /UG=Mm.8
MOE430_2_1449813_at 48.7 63.5 P P 0.005859 0.000244 0.2 NC 0.04 gb:NM_013705.1 /DB_XREF=gi:7305644 /GEN=Zfp30 /FEA=FLmRNA /CNT=33 /TID=Mm.2927.1 /TIER=FL /STK=6 /UG=Mm.2927 /LL=22693 /DEF=Mus mu
MOE430_2_1449837_at 3.1 4.5 A A 0.66 0.6 0.2 NC 0.51 gb:NM_025721.1 /DB_XREF=gi:13385179 /GEN=4921508E09Rik /FEA=FLmRNA /CNT=63 /TID=Mm.23402.1 /TIER=FL /STK=5 /UG=Mm.23402 /LL=66712 /
MOE430_2_1449849_a_ 181.9 219.7 P P 0.000244 0.000244 0.2 NC 0.13 gb:NM_013909.1 /DB_XREF=gi:7305044 /GEN=Fbxl6 /FEA=FLmRNA /CNT=34 /TID=Mm.27655.1 /TIER=FL /STK=5 /UG=Mm.27655 /LL=30840 /DEF=Mus 
MOE430_2_1449855_s_ 421.9 465.5 P P 0.000244 0.000244 0.2 NC 0.13 gb:AB033370.1 /DB_XREF=gi:12248389 /GEN=uchl3 /FEA=FLmRNA /CNT=14 /TID=Mm.23589.1 /TIER=FL /STK=5 /UG=Mm.23589 /LL=50933 /DEF=Mus 
MOE430_2_1449857_at 51.7 59.8 P P 0.005859 0.005859 0.2 NC 0.16 gb:NM_026177.1 /DB_XREF=gi:13385685 /GEN=1200011I18Rik /FEA=FLmRNA /CNT=22 /TID=Mm.158154.1 /TIER=FL /STK=5 /UG=Mm.158154 /LL=67467
MOE430_2_1449861_at 77.9 76 P P 0.000732 0.000732 0.2 NC 0.23 gb:BF181187 /DB_XREF=gi:11059329 /DB_XREF=601805851F1 /CLONE=IMAGE:4036621 /FEA=FLmRNA /CNT=25 /TID=Mm.57013.1 /TIER=ConsEnd /ST
MOE430_2_1449879_at 0.2 0.3 A A 0.96 0.9 0.2 NC 0.41 gb:NM_029292.1 /DB_XREF=gi:13386385 /GEN=1700008F21Rik /FEA=FLmRNA /CNT=6 /TID=Mm.159526.1 /TIER=FL /STK=5 /UG=Mm.159526 /LL=75453
MOE430_2_1449884_at 0.6 0.4 A A 0.97 0.99 0.2 NC 0.6 gb:BC025062.1 /DB_XREF=gi:19263846 /FEA=FLmRNA /CNT=23 /TID=Mm.45243.1 /TIER=FL /STK=1 /UG=Mm.45243 /LL=68226 /UG_GENE=1700073K01
MOE430_2_1449892_at 1.2 1.4 A A 0.91 0.85 0.2 NC 0.26 gb:NM_026092.1 /DB_XREF=gi:13385591 /GEN=1700038F02Rik /FEA=FLmRNA /CNT=12 /TID=Mm.158148.1 /TIER=FL /STK=4 /UG=Mm.158148 /LL=6732
MOE430_2_1449902_at 8.4 8.3 A A 0.14 0.19 0.2 NC 0.5 gb:AV014636 /DB_XREF=gi:16356210 /DB_XREF=AV014636 /CLONE=1110055J05 /FEA=FLmRNA /CNT=12 /TID=Mm.158176.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1449914_at 20.8 27.3 A A 0.27 0.27 0.2 NC 0.5 gb:NM_025660.1 /DB_XREF=gi:13385123 /GEN=2610028I09Rik /FEA=FLmRNA /CNT=9 /TID=Mm.158120.1 /TIER=FL /STK=4 /UG=Mm.158120 /LL=66611 
MOE430_2_1449921_s_ 4.4 11.7 A A 0.78 0.75 0.2 NC 0.28 gb:NM_009947.1 /DB_XREF=gi:6753509 /GEN=Cpne6 /FEA=FLmRNA /CNT=6 /TID=Mm.5249.1 /TIER=FL /STK=4 /UG=Mm.5249 /LL=12891 /DEF=Mus mu
MOE430_2_1449923_at 0.9 0.8 A A 0.98 0.98 0.2 NC 0.5 gb:NM_027069.1 /DB_XREF=gi:13386195 /GEN=1700018F24Rik /FEA=FLmRNA /CNT=5 /TID=Mm.45463.1 /TIER=FL /STK=4 /UG=Mm.45463 /LL=69396 /D
MOE430_2_1449947_s_ 275 331.1 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB704254 /DB_XREF=gi:16053089 /DB_XREF=BB704254 /CLONE=7420461K17 /FEA=FLmRNA /CNT=35 /TID=Mm.4270.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1449949_a_ 40.8 47.3 P P 0.03 0.04 0.2 NC 0.5 gb:U90715.1 /DB_XREF=gi:1946352 /FEA=FLmRNA /CNT=24 /TID=Mm.8702.1 /TIER=FL /STK=3 /UG=Mm.8702 /LL=13052 /UG_GENE=Cxadr /DEF=Mus m
MOE430_2_1449952_s_ 1.9 2 A A 0.93 0.96 0.2 NC 0.63 gb:NM_013921.1 /DB_XREF=gi:7305000 /GEN=Disp-pending /FEA=FLmRNA /CNT=15 /TID=Mm.142568.1 /TIER=FL /STK=3 /UG=Mm.142568 /LL=30943 /
MOE430_2_1449994_at 4.7 4.4 A A 0.11 0.17 0.2 NC 0.18 gb:NM_053087.1 /DB_XREF=gi:16716372 /GEN=Epgn /FEA=FLmRNA /CNT=4 /TID=Mm.53278.1 /TIER=FL /STK=3 /UG=Mm.53278 /LL=71920 /DEF=Mus m
MOE430_2_1450005_x_ 21 31.2 A A 0.21 0.3 0.2 NC 0.02 gb:NM_134120.1 /DB_XREF=gi:19527347 /GEN=AI413481 /FEA=FLmRNA /CNT=3 /TID=Mm.23633.1 /TIER=FL /STK=3 /UG=Mm.23633 /LL=106565 /DEF=
MOE430_2_1450010_at 753.4 874.3 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_019657.1 /DB_XREF=gi:9789990 /GEN=Hsd17b12 /FEA=FLmRNA /CNT=272 /TID=Mm.22505.1 /TIER=FL /STK=2 /UG=Mm.22505 /LL=56348 /DEF=
MOE430_2_1450015_x_ 121.4 142.6 P P 0.000244 0.000244 0.2 NC 0.49 gb:NM_030750.1 /DB_XREF=gi:13507711 /GEN=Spph1-pending /FEA=FLmRNA /CNT=247 /TID=Mm.67837.1 /TIER=FL /STK=2 /UG=Mm.67837 /LL=81535 
MOE430_2_1450025_at 56.8 66.4 P P 0.001221 0.000732 0.2 NC 0.13 gb:NM_053117.1 /DB_XREF=gi:16716414 /GEN=Pard6g /FEA=FLmRNA /CNT=136 /TID=Mm.24678.1 /TIER=FL /STK=2 /UG=Mm.24678 /LL=93737 /DEF=M
MOE430_2_1450028_a_ 234.7 276.5 P P 0.000244 0.000732 0.2 NC 0.13 gb:BM247378 /DB_XREF=gi:17882648 /DB_XREF=K0801B07-3 /CLONE=K0801B07 /FEA=FLmRNA /CNT=145 /TID=Mm.25888.1 /TIER=Stack /STK=88 /U
MOE430_2_1450053_at 186.9 222.4 P P 0.000244 0.000244 0.2 NC 0.23 gb:BM226432 /DB_XREF=gi:17788334 /DB_XREF=K0228A12-3 /CLONE=K0228A12 /FEA=FLmRNA /CNT=71 /TID=Mm.4415.1 /TIER=Stack /STK=37 /UG=
MOE430_2_1450059_at 78.8 111.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG072083 /DB_XREF=gi:12554652 /DB_XREF=H3106E09-3 /CLONE=H3106E09 /FEA=FLmRNA /CNT=58 /TID=Mm.23122.1 /TIER=Stack /STK=35 /UG
MOE430_2_1450066_at 125.6 159 P P 0.001221 0.001953 0.2 NC 0.05 gb:BQ173927 /DB_XREF=gi:20349418 /DB_XREF=UI-M-DJ2-bvv-i-04-0-UI.s1 /CLONE=UI-M-DJ2-bvv-i-04-0-UI /FEA=FLmRNA /CNT=63 /TID=Mm.107
MOE430_2_1450074_at 132.9 133.3 P P 0.000244 0.000244 0.2 NC 0.19 gb:BB448784 /DB_XREF=gi:16425303 /DB_XREF=BB448784 /CLONE=D030068F10 /FEA=FLmRNA /CNT=79 /TID=Mm.27973.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1450082_s_ 79.5 76.8 P P 0.001221 0.000732 0.2 NC 0.16 gb:BG966751 /DB_XREF=gi:14354388 /DB_XREF=602834624F1 /CLONE=IMAGE:4989172 /FEA=FLmRNA /CNT=63 /TID=Mm.155708.1 /TIER=ConsEnd /ST
MOE430_2_1450116_at 73.3 84.8 P P 0.00415 0.00415 0.2 NC 0.5 gb:NM_019995.1 /DB_XREF=gi:9910329 /GEN=P38ip-pending /FEA=FLmRNA /CNT=35 /TID=Mm.37356.1 /TIER=FL /STK=2 /UG=Mm.37356 /LL=56790 /D
MOE430_2_1450122_at 109 122.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_008981.1 /DB_XREF=gi:6679558 /GEN=Ptprg /FEA=FLmRNA /CNT=28 /TID=Mm.9010.1 /TIER=FL /STK=2 /UG=Mm.9010 /LL=19270 /DEF=Mus mu
MOE430_2_1450129_a_ 133.2 159.5 P P 0.000732 0.000732 0.2 NC 0.03 gb:NM_018821.1 /DB_XREF=gi:9055187 /GEN=5830401B18Rik /FEA=FLmRNA /CNT=13 /TID=Mm.85582.1 /TIER=FL /STK=2 /UG=Mm.85582 /LL=54607 /
MOE430_2_1450140_a_ 216.4 245 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_009877.1 /DB_XREF=gi:6753389 /GEN=Cdkn2a /FEA=FLmRNA /CNT=12 /TID=Mm.4733.1 /TIER=FL /STK=2 /UG=Mm.4733 /LL=12578 /DEF=Mus m
MOE430_2_1450146_at 24 27.1 P P 0.01 0.03 0.2 NC 0.5 gb:NM_019681.1 /DB_XREF=gi:9790114 /GEN=Freq /FEA=FLmRNA /CNT=15 /TID=Mm.41189.1 /TIER=FL /STK=2 /UG=Mm.41189 /LL=14299 /DEF=Mus m
MOE430_2_1450147_at 54.2 44.1 P P 0.00293 0.00415 0.2 NC 0.36 gb:BI733611 /DB_XREF=gi:15710624 /DB_XREF=603352495F1 /CLONE=IMAGE:5360063 /FEA=FLmRNA /CNT=14 /TID=Mm.174830.1 /TIER=ConsEnd /ST
MOE430_2_1450166_at 43.2 48.7 P P 0.001221 0.00293 0.2 NC 0.45 gb:NM_010498.1 /DB_XREF=gi:6754279 /GEN=Ids /FEA=FLmRNA /CNT=14 /TID=Mm.7973.1 /TIER=FL /STK=2 /UG=Mm.7973 /LL=15931 /DEF=Mus musc
MOE430_2_1450200_s_ 2.2 1.9 A A 0.72 0.85 0.2 NC 0.33 gb:NM_007780.1 /DB_XREF=gi:6681046 /GEN=Csf2rb1 /FEA=FLmRNA /CNT=23 /TID=Mm.14595.1 /TIER=FL /STK=2 /UG=Mm.14595 /LL=12983 /DEF=Mu
MOE430_2_1450226_at 5.6 9.7 A A 0.17 0.39 0.2 NC 0.5 gb:NM_008932.1 /DB_XREF=gi:6679472 /GEN=Prlr-rs1 /FEA=FLmRNA /CNT=12 /TID=Mm.195966.1 /TIER=FL /STK=2 /UG=Mm.195966 /LL=19117 /DEF=
MOE430_2_1450229_at 33.7 40.1 P P 0.00293 0.00415 0.2 NC 0.2 gb:AB019028.1 /DB_XREF=gi:4587086 /FEA=FLmRNA /CNT=11 /TID=Mm.42032.1 /TIER=FL /STK=2 /UG=Mm.42032 /LL=26896 /UG_GENE=Crsp2 /UG_T
MOE430_2_1450261_a_ 4.6 3.7 A A 0.33 0.09 0.2 NC 0.03 gb:NM_011387.1 /DB_XREF=gi:6755527 /GEN=Slc10a1 /FEA=FLmRNA /CNT=6 /TID=Mm.104295.1 /TIER=FL /STK=2 /UG=Mm.104295 /LL=20493 /DEF=M
MOE430_2_1450267_at 0.8 0.4 A A 0.96 0.85 0.2 NC 0.3 gb:NM_133212.1 /DB_XREF=gi:18875361 /GEN=Tlr8 /FEA=FLmRNA /CNT=5 /TID=Mm.196676.1 /TIER=FL /STK=2 /UG=Mm.196676 /LL=170744 /DEF=Mu
MOE430_2_1450269_a_ 426 476.7 P P 0.000244 0.000244 0.2 NC 0.18 gb:NM_008826.1 /DB_XREF=gi:6679286 /GEN=Pfkl /FEA=FLmRNA /CNT=5 /TID=Mm.1166.1 /TIER=FL /STK=2 /UG=Mm.1166 /LL=18641 /DEF=Mus musc
MOE430_2_1450275_x_ 326.5 360.6 P P 0.000244 0.000244 0.2 NC 0.24 gb:NM_026454.1 /DB_XREF=gi:13385947 /GEN=2510010F15Rik /FEA=FLmRNA /CNT=5 /TID=Mm.44214.1 /TIER=FL /STK=2 /UG=Mm.44214 /LL=67921 /D
MOE430_2_1450301_at 1.3 0.5 A A 0.85 0.82 0.2 NC 0.5 gb:NM_031367.1 /DB_XREF=gi:13811696 /GEN=H28 /FEA=FLmRNA /CNT=4 /TID=Mm.160421.1 /TIER=FL /STK=2 /UG=Mm.160421 /LL=15061 /DEF=Mus
MOE430_2_1450306_at 6.8 6.5 A A 0.16 0.19 0.2 NC 0.06 gb:NM_009580.1 /DB_XREF=gi:6677652 /GEN=Zp1 /FEA=FLmRNA /CNT=4 /TID=Mm.24767.1 /TIER=FL /STK=2 /UG=Mm.24767 /LL=22786 /DEF=Mus mu
MOE430_2_1450362_at 1.3 0.5 A A 0.72 0.85 0.2 NC 0.34 gb:NM_020571.1 /DB_XREF=gi:10181199 /GEN=U55872 /FEA=FLmRNA /CNT=2 /TID=Mm.12869.1 /TIER=FL /STK=2 /UG=Mm.12869 /LL=57433 /DEF=Mu
MOE430_2_1450381_a_ 32.3 32.1 M P 0.05 0.03 0.2 NC 0.09 gb:U41465.1 /DB_XREF=gi:1209719 /FEA=FLmRNA /CNT=177 /TID=Mm.15811.1 /TIER=FL /STK=1 /UG=Mm.15811 /LL=12053 /UG_GENE=Bcl6 /DEF=Mu
MOE430_2_1450405_at 271.2 276.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB041267 /DB_XREF=gi:8447653 /DB_XREF=BB041267 /CLONE=6030454L10 /FEA=FLmRNA /CNT=47 /TID=Mm.116736.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450420_at 41 55.9 P P 0.001953 0.000732 0.2 NC 0.11 gb:BQ174473 /DB_XREF=gi:20349964 /DB_XREF=UI-M-DJ2-bvy-o-13-0-UI.s1 /CLONE=UI-M-DJ2-bvy-o-13-0-UI /FEA=FLmRNA /CNT=54 /TID=Mm.42
MOE430_2_1450425_a_ 202.7 239 P P 0.001953 0.001953 0.2 NC 0.41 gb:NM_026529.1 /DB_XREF=gi:13386027 /GEN=2700062C07Rik /FEA=FLmRNA /CNT=20 /TID=Mm.27326.1 /TIER=FL /STK=1 /UG=Mm.27326 /LL=68046 
MOE430_2_1450436_s_ 76.3 64.2 P P 0.001221 0.000732 0.2 NC 0.21 gb:AI664344 /DB_XREF=gi:4767927 /DB_XREF=ue84h09.r1 /CLONE=IMAGE:1497857 /FEA=FLmRNA /CNT=29 /TID=Mm.20437.1 /TIER=Stack /STK=12 /U
MOE430_2_1450456_at 16.7 9.6 M A 0.05 0.3 0.2 NC 0.5 gb:AB049137.1 /DB_XREF=gi:10280989 /GEN=NR8 /FEA=FLmRNA /CNT=15 /TID=Mm.155643.1 /TIER=FL /STK=1 /UG=Mm.155643 /LL=60504 /DEF=Mus
MOE430_2_1450458_at 19.7 16.1 P A 0.01 0.11 0.2 NC 0.79 gb:AF000582.1 /DB_XREF=gi:2213816 /FEA=FLmRNA /CNT=23 /TID=Mm.2537.1 /TIER=FL /STK=1 /UG=Mm.2537 /LL=17978 /UG_GENE=Ncoa2 /DEF=Mu
MOE430_2_1450480_a_ 111.7 150.2 P P 0.000244 0.000244 0.2 NC 0.2 gb:AF040749.1 /DB_XREF=gi:3005004 /GEN=GRK6 /FEA=FLmRNA /CNT=15 /TID=Mm.10193.1 /TIER=FL /STK=1 /UG=Mm.10193 /LL=26385 /DEF=Mus m
MOE430_2_1450512_at 1.9 3.1 A A 0.65 0.66 0.2 NC 0.5 gb:AF281278.1 /DB_XREF=gi:11120054 /FEA=FLmRNA /CNT=5 /TID=Mm.143770.1 /TIER=FL /STK=1 /UG=Mm.143770 /LL=57764 /UG_GENE=Ntn4 /DEF
MOE430_2_1450524_at 6.2 3.8 A A 0.53 0.72 0.2 NC 0.5 gb:NM_020293.1 /DB_XREF=gi:9938017 /GEN=Cldn9 /FEA=FLmRNA /CNT=4 /TID=Mm.103738.1 /TIER=FL /STK=1 /UG=Mm.103738 /LL=56863 /DEF=Mus
MOE430_2_1450547_x_ 6.3 12.6 A A 0.33 0.21 0.2 NC 0.27 gb:U70369.1 /DB_XREF=gi:2739432 /GEN=DUB-2 /FEA=FLmRNA /CNT=3 /TID=Mm.8016.1 /TIER=FL /STK=1 /UG=Mm.8016 /LL=13532 /DEF=Mus muscu
MOE430_2_1450569_a_ 295.6 342.7 P P 0.000244 0.000244 0.2 NC 0.07 gb:NM_019869.1 /DB_XREF=gi:9845282 /GEN=Rbm14 /FEA=FLmRNA /CNT=1 /TID=Mm.183025.1 /TIER=FL /STK=1 /UG=Mm.183025 /LL=56275 /DEF=Mu
MOE430_2_1450583_s_ 1.1 0.5 A A 0.8 0.91 0.2 NC 0.5 gb:NM_008038.1 /DB_XREF=gi:6679850 /GEN=Fpr-rs1 /FEA=FLmRNA /CNT=1 /TID=Mm.195056.1 /TIER=FL /STK=1 /UG=Mm.195056 /LL=14288 /DEF=M
MOE430_2_1450616_at 5.9 7.5 A A 0.43 0.27 0.2 NC 0.09 gb:NM_019398.1 /DB_XREF=gi:9506558 /GEN=Ear5 /FEA=FLmRNA /CNT=1 /TID=Mm.57025.1 /TIER=FL /STK=1 /UG=Mm.57025 /LL=54159 /DEF=Mus mu
MOE430_2_1450634_at 724.6 852.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_007508.1 /DB_XREF=gi:6680751 /GEN=Atp6v1a1 /FEA=FLmRNA /CNT=338 /TID=Mm.29771.1 /TIER=FL+Stack /STK=62 /UG=Mm.29771 /LL=1196
MOE430_2_1450640_x_ 3663.7 3806.2 P P 0.001221 0.000732 0.2 NC 0.5 gb:NM_007507.1 /DB_XREF=gi:6671591 /GEN=Atp5k /FEA=FLmRNA /CNT=85 /TID=Mm.19370.1 /TIER=FL+Stack /STK=50 /UG=Mm.19370 /LL=11958 /D
MOE430_2_1450650_at 116.6 145.1 P P 0.000244 0.000244 0.2 NC 0.02 gb:NM_019472.1 /DB_XREF=gi:9506908 /GEN=Myo10 /FEA=FLmRNA /CNT=126 /TID=Mm.60590.1 /TIER=FL+Stack /STK=40 /UG=Mm.60590 /LL=17909 /
MOE430_2_1450697_at 103.1 147.8 P P 0.000244 0.000244 0.2 NC 0.46 gb:AF233322.1 /DB_XREF=gi:7243709 /GEN=Zntl2 /FEA=FLmRNA /CNT=93 /TID=Mm.28490.1 /TIER=FL+Stack /STK=23 /UG=Mm.28490 /LL=66500 /DEF
MOE430_2_1450727_a_ 620.1 737.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_026389.1 /DB_XREF=gi:14780883 /GEN=1300003F06Rik /FEA=FLmRNA /CNT=135 /TID=Mm.197493.1 /TIER=FL+Stack /STK=15 /UG=Mm.197493 /
MOE430_2_1450730_at 131.6 142.8 P P 0.01 0.005859 0.2 NC 0.2 gb:AV346600 /DB_XREF=gi:15406629 /DB_XREF=AV346600 /CLONE=6430581J01 /FEA=FLmRNA /CNT=114 /TID=Mm.12863.1 /TIER=Stack /STK=13 /UG
MOE430_2_1450731_s_ 91.8 133.7 P P 0.000732 0.000732 0.2 NC 0.05 gb:BG972377 /DB_XREF=gi:14360014 /DB_XREF=602841330F1 /CLONE=IMAGE:4975639 /FEA=FLmRNA /CNT=63 /TID=Mm.200792.1 /TIER=ConsEnd /ST
MOE430_2_1450737_at 1.5 2.7 A A 0.82 0.72 0.2 NC 0.5 gb:AA919341 /DB_XREF=gi:3066120 /DB_XREF=vy51e11.r1 /CLONE=IMAGE:1299020 /FEA=FLmRNA /CNT=106 /TID=Mm.22358.1 /TIER=ConsEnd /STK=
MOE430_2_1450760_a_ 74 56 P P 0.000244 0.000244 0.2 NC 0.21 gb:BB020556 /DB_XREF=gi:16257647 /DB_XREF=BB020556 /CLONE=5330402J03 /FEA=FLmRNA /CNT=65 /TID=Mm.39999.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450765_a_ 14.4 29.7 A M 0.11 0.05 0.2 NC 0.5 gb:NM_023898.1 /DB_XREF=gi:12963860 /GEN=Pde6h /FEA=FLmRNA /CNT=14 /TID=Mm.138001.1 /TIER=FL+Stack /STK=11 /UG=Mm.138001 /LL=78600
MOE430_2_1450772_at 15.6 20.4 A P 0.11 0.04 0.2 NC 0.34 gb:NM_009519.1 /DB_XREF=gi:6678588 /GEN=Wnt11 /FEA=FLmRNA /CNT=24 /TID=Mm.22182.1 /TIER=FL+Stack /STK=10 /UG=Mm.22182 /LL=22411 /D
MOE430_2_1450819_at 7.3 16.1 A A 0.3 0.39 0.2 NC 0.65 gb:NM_021424.1 /DB_XREF=gi:11496256 /GEN=Pvrl1 /FEA=FLmRNA /CNT=16 /TID=Mm.143790.1 /TIER=FL /STK=0 /UG=Mm.143790 /LL=58235 /DEF=M
MOE430_2_1450820_a_ 0.3 1 A A 0.91 0.9 0.2 NC 0.16 gb:NM_133500.1 /DB_XREF=gi:19424139 /GEN=Ntng2 /FEA=FLmRNA /CNT=16 /TID=Mm.100107.1 /TIER=FL /STK=0 /UG=Mm.100107 /LL=171171 /DEF=
MOE430_2_1450831_at 2.7 1.9 A A 0.75 0.91 0.2 NC 0.66 gb:NM_008899.1 /DB_XREF=gi:6679422 /GEN=Pou3f2 /FEA=FLmRNA /CNT=5 /TID=Mm.56945.1 /TIER=FL /STK=0 /UG=Mm.56945 /LL=18992 /DEF=Mus 
MOE430_2_1450836_at 2.8 2.2 A A 0.63 0.75 0.2 NC 0.13 gb:NM_010896.1 /DB_XREF=gi:6754825 /GEN=Neurod3 /FEA=FLmRNA /CNT=3 /TID=Mm.57230.1 /TIER=FL /STK=0 /UG=Mm.57230 /LL=18014 /DEF=Mu
MOE430_2_1450863_a_ 59.3 76.2 P P 0.000732 0.000244 0.2 NC 0.06 gb:BQ174703 /DB_XREF=gi:20350195 /DB_XREF=UI-M-DJ2-bwb-a-18-0-UI.s1 /CLONE=UI-M-DJ2-bwb-a-18-0-UI /FEA=FLmRNA /CNT=110 /TID=Mm.
MOE430_2_1450877_at 707.8 787.4 P P 0.000244 0.000244 0.2 NC 0.007788 gb:BI155782 /DB_XREF=gi:14615783 /DB_XREF=602904354F1 /CLONE=IMAGE:5034013 /FEA=FLmRNA /CNT=289 /TID=Mm.22749.1 /TIER=Stack /STK=3
MOE430_2_1450883_a_ 3.7 2.4 A A 0.56 0.46 0.2 NC 0.26 gb:BE307351 /DB_XREF=gi:9162326 /DB_XREF=601098766F1 /CLONE=IMAGE:3497416 /FEA=FLmRNA /CNT=240 /TID=Mm.18628.1 /TIER=Stack /STK=2
MOE430_2_1450919_at 1858.4 2211.3 P P 0.000244 0.000244 0.2 NC 0.01 gb:BB373377 /DB_XREF=gi:16407170 /DB_XREF=BB373377 /CLONE=C130070C03 /FEA=FLmRNA /CNT=139 /TID=Mm.2814.1 /TIER=Stack /STK=23 /UG
MOE430_2_1450929_at 25.4 28.7 A A 0.27 0.19 0.2 NC 0.005409 gb:BB549686 /DB_XREF=gi:16447836 /DB_XREF=BB549686 /CLONE=E230017A16 /FEA=FLmRNA /CNT=39 /TID=Mm.21362.1 /TIER=Stack /STK=21 /UG
MOE430_2_1450941_at 349.2 370.3 P P 0.000244 0.000244 0.2 NC 0.2 gb:AV227603 /DB_XREF=gi:16385465 /DB_XREF=AV227603 /CLONE=4432406I07 /FEA=FLmRNA /CNT=443 /TID=Mm.14744.1 /TIER=Stack /STK=14 /UG
MOE430_2_1450942_at 108.3 118.4 P P 0.000732 0.000244 0.2 NC 0.5 gb:AI530149 /DB_XREF=gi:4444284 /DB_XREF=ui89f12.y1 /CLONE=IMAGE:1889615 /FEA=FLmRNA /CNT=69 /TID=Mm.29622.1 /TIER=ConsEnd /STK=0 /



MOE430_2_1450960_at 0.5 3.2 A A 0.92 0.69 0.2 NC 0.03 gb:BM935068 /DB_XREF=gi:19394220 /DB_XREF=UI-M-BH3-aqw-h-05-0-UI.r1 /CLONE=UI-M-BH3-aqw-h-05-0-UI /FEA=FLmRNA /CNT=58 /TID=Mm.3
MOE430_2_1450972_at 104.9 109.1 P P 0.000244 0.000732 0.2 NC 0.45 gb:AK019261.1 /DB_XREF=gi:12859379 /FEA=FLmRNA /CNT=35 /TID=Mm.7654.1 /TIER=Stack /STK=8 /UG=Mm.7654 /LL=67290 /UG_GENE=3110040N1
MOE430_2_1450983_at 175.6 183.2 P P 0.000244 0.000244 0.2 NC 0.08 gb:BG069776 /DB_XREF=gi:12552345 /DB_XREF=H3080A04-3 /CLONE=H3080A04 /FEA=FLmRNA /CNT=141 /TID=Mm.27351.1 /TIER=Stack /STK=36 /U
MOE430_2_1450987_a_ 238.7 259.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG144005 /DB_XREF=gi:12647405 /DB_XREF=ut68b03.x1 /CLONE=IMAGE:3333052 /FEA=FLmRNA /CNT=49 /TID=Mm.22511.1 /TIER=Stack /STK=30 
MOE430_2_1451001_at 5 5.3 A A 0.33 0.39 0.2 NC 0.5 gb:AK006423.1 /DB_XREF=gi:12839517 /FEA=FLmRNA /CNT=39 /TID=Mm.27027.1 /TIER=Stack /STK=19 /UG=Mm.27027 /LL=67507 /UG_GENE=1700019
MOE430_2_1451042_a_ 152.5 182.3 P P 0.000244 0.000244 0.2 NC 0.33 gb:AK013451.1 /DB_XREF=gi:12850813 /FEA=FLmRNA /CNT=51 /TID=Mm.196204.1 /TIER=Stack /STK=9 /UG=Mm.196204 /LL=67014 /UG_GENE=181004
MOE430_2_1451076_s_ 824.7 991.5 P P 0.000244 0.000244 0.2 NC 0.08 gb:BC005598.1 /DB_XREF=gi:13542789 /FEA=FLmRNA /CNT=314 /TID=Mm.30078.1 /TIER=FL+Stack /STK=183 /UG=Mm.30078 /DEF=Mus musculus, Sim
MOE430_2_1451082_at 437.6 479.9 P P 0.000244 0.000244 0.2 NC 0.3 gb:AK005044.1 /DB_XREF=gi:12836694 /FEA=FLmRNA /CNT=285 /TID=Mm.34298.1 /TIER=Stack /STK=20 /UG=Mm.34298 /LL=74157 /UG_GENE=130001
MOE430_2_1451083_s_ 1185.1 1383.9 P P 0.000244 0.000244 0.2 NC 0.01 gb:BC026611.1 /DB_XREF=gi:20072364 /FEA=FLmRNA /CNT=320 /TID=Mm.24174.1 /TIER=FL+Stack /STK=157 /UG=Mm.24174 /DEF=Mus musculus, sim
MOE430_2_1451085_at 109.3 135.1 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC019462.1 /DB_XREF=gi:18043520 /FEA=FLmRNA /CNT=161 /TID=Mm.18054.1 /TIER=FL+Stack /STK=134 /UG=Mm.18054 /DEF=Mus musculus, clon
MOE430_2_1451102_at 397.5 459.7 P P 0.000244 0.000244 0.2 NC 0.24 gb:BC004040.1 /DB_XREF=gi:13278479 /FEA=FLmRNA /CNT=224 /TID=Mm.28910.2 /TIER=FL+Stack /STK=122 /UG=Mm.28910 /LL=69125 /UG_GENE=C
MOE430_2_1451104_a_ 753.3 854.4 P P 0.000244 0.000244 0.2 NC 0.25 gb:BC002169.1 /DB_XREF=gi:12805394 /FEA=FLmRNA /CNT=140 /TID=Mm.141775.1 /TIER=FL+Stack /STK=118 /UG=Mm.141775 /LL=20637 /UG_GENE=
MOE430_2_1451111_at 73.6 94.3 P P 0.000244 0.000244 0.2 NC 0.04 gb:BB314153 /DB_XREF=gi:9014858 /DB_XREF=BB314153 /CLONE=B230345K09 /FEA=FLmRNA /CNT=168 /TID=Mm.68427.1 /TIER=Stack /STK=10 /UG
MOE430_2_1451113_a_ 858.5 878.1 P P 0.000244 0.000244 0.2 NC 0.45 gb:BC014739.1 /DB_XREF=gi:15928531 /FEA=FLmRNA /CNT=200 /TID=Mm.30234.1 /TIER=FL+Stack /STK=110 /UG=Mm.30234 /LL=24010 /UG_GENE=Ik
MOE430_2_1451116_at 14.2 14.5 A P 0.11 0.03 0.2 NC 0.5 gb:BF785478 /DB_XREF=gi:12090514 /DB_XREF=602111848F1 /CLONE=IMAGE:4240354 /FEA=FLmRNA /CNT=185 /TID=Mm.41565.1 /TIER=ConsEnd /ST
MOE430_2_1451119_a_ 51.5 69.7 P P 0.02 0.00293 0.2 NC 0.16 gb:BC007140.1 /DB_XREF=gi:13938048 /FEA=FLmRNA /CNT=129 /TID=Mm.219663.2 /TIER=FL+Stack /STK=107 /UG=Mm.219663 /LL=14114 /UG_GENE=
MOE430_2_1451141_at 109.9 134.4 P P 0.000244 0.000244 0.2 NC 0.12 gb:BC004636.1 /DB_XREF=gi:13435519 /FEA=FLmRNA /CNT=108 /TID=Mm.18460.1 /TIER=FL+Stack /STK=95 /UG=Mm.18460 /DEF=Mus musculus, Simil
MOE430_2_1451164_a_ 346.2 383.9 P P 0.000244 0.000244 0.2 NC 0.15 gb:BC021752.1 /DB_XREF=gi:18256034 /FEA=FLmRNA /CNT=142 /TID=Mm.29484.1 /TIER=FL+Stack /STK=80 /UG=Mm.29484 /LL=66973 /UG_GENE=Mr
MOE430_2_1451193_x_ 306 382.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:BC025435.1 /DB_XREF=gi:19343846 /FEA=FLmRNA /CNT=106 /TID=Mm.25806.1 /TIER=FL+Stack /STK=70 /UG=Mm.25806 /DEF=Mus musculus, Simil
MOE430_2_1451202_at 221.9 261 P P 0.000244 0.000244 0.2 NC 0.36 gb:BC021479.1 /DB_XREF=gi:18204534 /FEA=FLmRNA /CNT=204 /TID=Mm.157101.1 /TIER=FL+Stack /STK=66 /UG=Mm.157101 /LL=77644 /UG_GENE=C
MOE430_2_1451214_at 295.2 311.1 P P 0.000244 0.000244 0.2 NC 0.09 gb:BC022962.1 /DB_XREF=gi:18605863 /FEA=FLmRNA /CNT=87 /TID=Mm.57295.1 /TIER=FL+Stack /STK=61 /UG=Mm.57295 /DEF=Mus musculus, clone 
MOE430_2_1451258_at 3.8 2.1 A A 0.78 0.96 0.2 NC 0.5 gb:AF319173.1 /DB_XREF=gi:15088528 /FEA=FLmRNA /CNT=63 /TID=Mm.46395.1 /TIER=FL+Stack /STK=50 /UG=Mm.46395 /LL=72373 /UG_GENE=Psca
MOE430_2_1451293_at 180.9 212.7 P P 0.005859 0.005859 0.2 NC 0.07 gb:BC014703.1 /DB_XREF=gi:15928445 /FEA=FLmRNA /CNT=72 /TID=Mm.439.1 /TIER=FL+Stack /STK=41 /UG=Mm.439 /DEF=Mus musculus, Similar to U
MOE430_2_1451294_s_ 3511.8 3987.5 P P 0.000244 0.000244 0.2 NC 0.16 gb:BC008262.1 /DB_XREF=gi:14198402 /FEA=FLmRNA /CNT=86 /TID=Mm.27669.1 /TIER=FL+Stack /STK=40 /UG=Mm.27669 /LL=20643 /UG_GENE=Snrp
MOE430_2_1451305_at 280 332.9 P P 0.000244 0.000244 0.2 NC 0.29 gb:AF331040.1 /DB_XREF=gi:18028485 /FEA=FLmRNA /CNT=71 /TID=Mm.34795.1 /TIER=FL+Stack /STK=39 /UG=Mm.34795 /LL=73739 /UG_GENE=1110
MOE430_2_1451328_at 475.8 515.4 P P 0.000244 0.000244 0.2 NC 0.42 gb:AF237953.1 /DB_XREF=gi:18157546 /GEN=Pcnxl3 /FEA=FLmRNA /CNT=72 /TID=Mm.28338.1 /TIER=FL+Stack /STK=36 /UG=Mm.28338 /DEF=Mus mu
MOE430_2_1451332_at 499 589.7 P P 0.000244 0.000244 0.2 NC 0.03 gb:BC021376.1 /DB_XREF=gi:18204059 /FEA=FLmRNA /CNT=50 /TID=Mm.40325.1 /TIER=FL+Stack /STK=36 /UG=Mm.40325 /DEF=Mus musculus, clone 
MOE430_2_1451333_a_ 21.5 24.8 A A 0.14 0.27 0.2 NC 0.5 gb:D17574.1 /DB_XREF=gi:498163 /FEA=FLmRNA /CNT=50 /TID=Mm.4073.2 /TIER=FL+Stack /STK=36 /UG=Mm.4073 /LL=54137 /UG_GENE=Acrbp /DEF
MOE430_2_1451347_at 95.4 115.2 P P 0.000244 0.000244 0.2 NC 0.13 gb:BG065288 /DB_XREF=gi:12547851 /DB_XREF=H3029D04-3 /CLONE=H3029D04 /FEA=FLmRNA /CNT=79 /TID=Mm.157324.1 /TIER=Stack /STK=27 /U
MOE430_2_1451355_at 6 6.4 A A 0.39 0.3 0.2 NC 0.48 gb:AF282864.1 /DB_XREF=gi:17529683 /FEA=FLmRNA /CNT=55 /TID=Mm.45019.1 /TIER=FL+Stack /STK=32 /UG=Mm.45019 /DEF=Mus musculus cancer
MOE430_2_1451367_at 61.8 61.5 P P 0.00293 0.008057 0.2 NC 0.5 gb:BM899002 /DB_XREF=gi:19381790 /DB_XREF=UI-M-DJ1-bto-f-07-0-UI.s1 /CLONE=UI-M-DJ1-bto-f-07-0-UI /FEA=FLmRNA /CNT=115 /TID=Mm.39
MOE430_2_1451368_at 416.5 418.8 P P 0.000244 0.000244 0.2 NC 0.26 gb:BC011281.1 /DB_XREF=gi:15030068 /FEA=FLmRNA /CNT=56 /TID=Mm.34581.1 /TIER=FL+Stack /STK=29 /UG=Mm.34581 /DEF=Mus musculus, Simila
MOE430_2_1451378_at 99.9 109.1 M P 0.05 0.04 0.2 NC 0.26 gb:BC025074.1 /DB_XREF=gi:19264084 /FEA=FLmRNA /CNT=125 /TID=Mm.30167.1 /TIER=FL+Stack /STK=20 /UG=Mm.30167 /DEF=Mus musculus, Simil
MOE430_2_1451385_at 1139.8 1355.5 P P 0.000244 0.000244 0.2 NC 0.01 gb:BC010826.1 /DB_XREF=gi:14789926 /FEA=FLmRNA /CNT=78 /TID=Mm.26792.1 /TIER=FL+Stack /STK=27 /UG=Mm.26792 /LL=70186 /UG_GENE=2310
MOE430_2_1451405_at 320.3 417.8 P P 0.000244 0.000244 0.2 NC 0.27 gb:AY046947.1 /DB_XREF=gi:15667250 /FEA=FLmRNA /CNT=72 /TID=Mm.23876.1 /TIER=FL+Stack /STK=23 /UG=Mm.23876 /DEF=Mus musculus propion
MOE430_2_1451410_a_ 2.4 2.4 A A 0.66 0.53 0.2 NC 0.28 gb:AF367970.1 /DB_XREF=gi:14334081 /FEA=FLmRNA /CNT=24 /TID=Mm.25168.2 /TIER=FL+Stack /STK=23 /UG=Mm.25168 /LL=114570 /UG_GENE=Tlm
MOE430_2_1451416_a_ 7.8 6.7 A A 0.24 0.14 0.2 NC 0.45 gb:BC026422.1 /DB_XREF=gi:20071394 /FEA=FLmRNA /CNT=31 /TID=Mm.41964.2 /TIER=FL+Stack /STK=22 /UG=Mm.41964 /LL=21816 /UG_GENE=Tgm
MOE430_2_1451429_at 120.8 127.7 P P 0.000732 0.001953 0.2 NC 0.3 gb:BC013623.1 /DB_XREF=gi:15489007 /FEA=FLmRNA /CNT=37 /TID=Mm.40954.1 /TIER=FL+Stack /STK=21 /UG=Mm.40954 /LL=70575 /UG_GENE=5730
MOE430_2_1451445_at 41.3 45.2 P P 0.008057 0.01 0.2 NC 0.5 gb:BI664782 /DB_XREF=gi:15579015 /DB_XREF=603289885F1 /CLONE=IMAGE:5323893 /FEA=FLmRNA /CNT=74 /TID=Mm.13145.1 /TIER=ConsEnd /STK
MOE430_2_1451450_at 68.4 81.8 P P 0.00415 0.00415 0.2 NC 0.08 gb:AK008190.1 /DB_XREF=gi:12842224 /FEA=FLmRNA /CNT=95 /TID=Mm.30013.1 /TIER=Stack /STK=11 /UG=Mm.30013 /LL=67017 /UG_GENE=2010011
MOE430_2_1451505_at 392.4 467.1 P P 0.000244 0.000244 0.2 NC 0.04 gb:BE991735 /DB_XREF=gi:10671909 /DB_XREF=UI-M-BZ1-bdz-c-06-0-UI.s1 /CLONE=UI-M-BZ1-bdz-c-06-0-UI /FEA=FLmRNA /CNT=67 /TID=Mm.34
MOE430_2_1451513_x_ 1.2 1.8 A A 0.87 0.63 0.2 NC 0.22 gb:BC012874.1 /DB_XREF=gi:15277552 /FEA=FLmRNA /CNT=20 /TID=Mm.193418.2 /TIER=FL+Stack /STK=13 /UG=Mm.193418 /LL=20701 /UG_GENE=S
MOE430_2_1451535_at 0.9 2.2 A A 0.82 0.8 0.2 NC 0.63 gb:AB083111.1 /DB_XREF=gi:19979632 /GEN=NR10 /FEA=FLmRNA /CNT=13 /TID=Mm.208209.1 /TIER=FL+Stack /STK=11 /UG=Mm.208209 /DEF=Mus m
MOE430_2_1451542_at 72.4 81.3 P P 0.001221 0.00293 0.2 NC 0.27 gb:AY037837.1 /DB_XREF=gi:15822597 /FEA=FLmRNA /CNT=51 /TID=Mm.22438.2 /TIER=FL+Stack /STK=10 /UG=Mm.22438 /LL=66970 /UG_GENE=Ssbp
MOE430_2_1451599_at 269.5 305.3 P P 0.001953 0.000732 0.2 MI 0.00225 gb:AV308638 /DB_XREF=gi:16394080 /DB_XREF=AV308638 /CLONE=5730568C03 /FEA=FLmRNA /CNT=75 /TID=Mm.23608.1 /TIER=Stack /STK=38 /UG
MOE430_2_1451604_a_ 1.8 2 A A 0.66 0.72 0.2 NC 0.37 gb:BC014291.1 /DB_XREF=gi:15679967 /FEA=FLmRNA /CNT=18 /TID=Mm.4839.2 /TIER=FL /STK=5 /UG=Mm.4839 /LL=11482 /UG_GENE=Acvrl1 /DEF=M
MOE430_2_1451609_at 2.4 1.4 A A 0.85 0.88 0.2 NC 0.28 gb:BC024685.1 /DB_XREF=gi:19354366 /FEA=FLmRNA /CNT=21 /TID=Mm.28655.1 /TIER=FL /STK=5 /UG=Mm.28655 /LL=71762 /UG_GENE=1300010A20
MOE430_2_1451620_at 9.4 8 P P 0.01 0.008057 0.2 NC 0.13 gb:BB768838 /DB_XREF=gi:16211380 /DB_XREF=BB768838 /CLONE=G370089M02 /FEA=FLmRNA /CNT=96 /TID=Mm.81159.1 /TIER=Stack /STK=15 /UG
MOE430_2_1451638_s_ 338.7 368.2 P P 0.000244 0.000244 0.2 NC 0.12 gb:BG064084 /DB_XREF=gi:12546647 /DB_XREF=H3015C11-3 /CLONE=H3015C11 /FEA=FLmRNA /CNT=227 /TID=Mm.200383.1 /TIER=Stack /STK=155 
MOE430_2_1451652_a_ 461 531.5 P P 0.000244 0.000244 0.2 NC 0.12 gb:BC018498.1 /DB_XREF=gi:17391171 /FEA=FLmRNA /CNT=11 /TID=Mm.29556.1 /TIER=FL /STK=3 /UG=Mm.29556 /LL=74731 /UG_GENE=5033428A16
MOE430_2_1451658_a_ 170.3 216.2 P P 0.000244 0.000244 0.2 NC 0.06 gb:BC026793.1 /DB_XREF=gi:20070908 /FEA=FLmRNA /CNT=5 /TID=Mm.41154.1 /TIER=FL /STK=3 /UG=Mm.41154 /LL=74414 /UG_GENE=4933407E01R
MOE430_2_1451662_x_ 1 1.2 A A 0.88 0.97 0.2 NC 0.5 gb:U10341.1 /DB_XREF=gi:507870 /GEN=Fsc1 /FEA=FLmRNA /CNT=6 /TID=Mm.1498.2 /TIER=FL /STK=3 /UG=Mm.1498 /LL=11643 /DEF=Mus musculus
MOE430_2_1451666_at 1339.8 1544.7 P P 0.000732 0.000732 0.2 NC 0.01 gb:BI456232 /DB_XREF=gi:15246888 /DB_XREF=603172616F1 /CLONE=IMAGE:5252211 /FEA=FLmRNA /CNT=406 /TID=Mm.25316.1 /TIER=Stack /STK=
MOE430_2_1451672_at 285 322.8 P P 0.000244 0.000244 0.2 NC 0.19 gb:Y15798.1 /DB_XREF=gi:3341457 /GEN=GRK6-B /FEA=FLmRNA /CNT=70 /TID=Mm.10193.2 /TIER=Stack /STK=29 /UG=Mm.10193 /LL=26385 /DEF=M
MOE430_2_1451713_a_ 0.5 0.6 A A 0.98 0.96 0.2 NC 0.4 gb:AY069981.1 /DB_XREF=gi:18476521 /GEN=Cd23b /FEA=FLmRNA /CNT=2 /TID=Mm.1233.2 /TIER=FL /STK=2 /UG=Mm.1233 /LL=14128 /DEF=Mus mu
MOE430_2_1451715_at 1.5 1.8 A A 0.94 0.91 0.2 NC 0.36 gb:L36435.1 /DB_XREF=gi:625043 /FEA=FLmRNA /CNT=162 /TID=Mm.67919.1 /TIER=FL /STK=1 /UG=Mm.67919 /LL=16658 /UG_GENE=Mafb /DEF=Mus
MOE430_2_1451717_s_ 124.1 144.3 P P 0.02 0.02 0.2 NC 0.27 gb:AV317107 /DB_XREF=gi:15406095 /DB_XREF=AV317107 /CLONE=5832409A09 /FEA=FLmRNA /CNT=135 /TID=Mm.203885.2 /TIER=Stack /STK=13 /U
MOE430_2_1451742_a_ 986.1 1181.4 P P 0.000244 0.000244 0.2 NC 0.08 gb:AF424698.1 /DB_XREF=gi:16518391 /GEN=Ugp2 /FEA=FLmRNA /CNT=30 /TID=Mm.28877.1 /TIER=FL /STK=1 /UG=Mm.28877 /DEF=Mus musculus ur
MOE430_2_1451764_at 6.5 7.9 A A 0.39 0.17 0.2 NC 0.15 gb:BC025851.1 /DB_XREF=gi:19483865 /FEA=FLmRNA /CNT=17 /TID=Mm.219120.1 /TIER=FL /STK=1 /UG=Mm.219120 /DEF=Mus musculus, clone MGC:
MOE430_2_1451768_a_ 161.8 121.8 P P 0.01 0.01 0.2 NC 0.06 gb:AF196476.1 /DB_XREF=gi:11066193 /GEN=Slc20a2 /FEA=FLmRNA /CNT=16 /TID=Mm.157511.1 /TIER=FL /STK=1 /UG=Mm.157511 /LL=20516 /DEF=
MOE430_2_1451792_a_ 60.4 58.8 P P 0.008057 0.005859 0.2 NC 0.5 gb:AF335252.1 /DB_XREF=gi:13195577 /GEN=Pja1 /FEA=FLmRNA /CNT=9 /TID=Mm.8211.2 /TIER=FL /STK=1 /UG=Mm.8211 /LL=18744 /DEF=Mus musc
MOE430_2_1451825_a_ 1587.9 1968.7 P P 0.000244 0.000244 0.2 NC 0.05 gb:BC002246.1 /DB_XREF=gi:12805538 /FEA=FLmRNA /CNT=7 /TID=Mm.29473.3 /TIER=FL /STK=1 /UG=Mm.29473 /LL=56447 /UG_GENE=Copz1 /DEF=
MOE430_2_1451830_a_ 118.6 113.5 P P 0.00415 0.00415 0.2 NC 0.07 gb:AF016040.1 /DB_XREF=gi:4102750 /GEN=ELF1 /FEA=FLmRNA /CNT=5 /TID=Mm.123110.2 /TIER=FL /STK=1 /UG=Mm.123110 /LL=20742 /DEF=Mus 
MOE430_2_1451842_a_ 1 3.4 A A 0.78 0.63 0.2 NC 0.5 gb:AF467896.1 /DB_XREF=gi:18542398 /GEN=Chrnb3 /FEA=FLmRNA /CNT=4 /TID=Mm.110444.1 /TIER=FL /STK=1 /UG=Mm.110444 /LL=70535 /DEF=M
MOE430_2_1451848_a_ 286.4 328.5 P P 0.000244 0.000244 0.2 NC 0.16 gb:BC003800.1 /DB_XREF=gi:13277836 /FEA=FLmRNA /CNT=3 /TID=Mm.3534.2 /TIER=FL /STK=1 /UG=Mm.3534 /LL=12972 /UG_GENE=Cryz /DEF=Mus
MOE430_2_1451879_a_ 13.3 17.1 A A 0.09 0.06 0.2 NC 0.5 gb:AF075266.1 /DB_XREF=gi:3347929 /GEN=Xtrp2 /FEA=FLmRNA /CNT=2 /TID=Mm.30370.4 /TIER=FL /STK=1 /UG=Mm.30370 /LL=22598 /DEF=Mus mu
MOE430_2_1451888_a_ 24.1 21.4 P P 0.01 0.00293 0.2 NC 0.14 gb:AB025413.1 /DB_XREF=gi:4760781 /GEN=ten-m4 /FEA=FLmRNA /CNT=1 /TID=Mm.10696.2 /TIER=FL /STK=1 /UG=Mm.10696 /LL=104003 /DEF=Mus
MOE430_2_1451891_a_ 52.7 70 P P 0.000732 0.000244 0.2 I 0.000027 gb:AF188290.2 /DB_XREF=gi:11178675 /GEN=Dysf /FEA=FLmRNA /CNT=1 /TID=Mm.220982.1 /TIER=FL /STK=1 /UG=Mm.220982 /LL=26903 /DEF=Mus 
MOE430_2_1451898_a_ 61.9 90.7 A A 0.21 0.11 0.2 NC 0.24 gb:AF363972.1 /DB_XREF=gi:19850864 /GEN=Sema6C /FEA=FLmRNA /CNT=1 /TID=Mm.23662.2 /TIER=FL /STK=1 /UG=Mm.23662 /LL=20360 /DEF=Mu
MOE430_2_1451913_a_ 54.6 67.7 P P 0.000244 0.000732 0.2 NC 0.5 gb:BC019785.1 /DB_XREF=gi:18044174 /FEA=FLmRNA /CNT=1 /TID=Mm.116721.2 /TIER=FL /STK=1 /UG=Mm.116721 /LL=12282 /UG_GENE=Cab140 /D
MOE430_2_1451916_s_ 0.5 2.4 A A 0.8 0.63 0.2 NC 0.5 gb:BC027186.1 /DB_XREF=gi:20071125 /FEA=FLmRNA /CNT=1 /TID=Mm.158238.1 /TIER=FL /STK=1 /UG=Mm.158238 /DEF=Mus musculus, Similar to trip
MOE430_2_1451950_a_ 52.6 56.6 P P 0.000244 0.000732 0.2 NC 0.5 gb:D16220.1 /DB_XREF=gi:505118 /GEN=B7 /FEA=FLmRNA /CNT=1 /TID=Mm.89474.5 /TIER=FL /STK=1 /UG=Mm.89474 /LL=12519 /DEF=Mouse MB7-2
MOE430_2_1451982_at 267.2 344.9 P P 0.000244 0.000244 0.2 NC 0.09 gb:BM240207 /DB_XREF=gi:17875477 /DB_XREF=K0548D02-3 /CLONE=K0548D02 /FEA=FLmRNA /CNT=171 /TID=Mm.27491.1 /TIER=Stack /STK=53 /U
MOE430_2_1452013_at 9.8 6.2 A A 0.06 0.19 0.2 NC 0.75 gb:AF156549.1 /DB_XREF=gi:6457269 /FEA=FLmRNA /CNT=67 /TID=Mm.80501.1 /TIER=FL+Stack /STK=8 /UG=Mm.80501 /LL=11982 /UG_GENE=Atp10a
MOE430_2_1452052_s_ 436.1 521.8 P P 0.000244 0.000732 0.2 NC 0.13 gb:BB379268 /DB_XREF=gi:16407800 /DB_XREF=BB379268 /CLONE=C130098F16 /FEA=FLmRNA /CNT=142 /TID=Mm.27695.1 /TIER=Stack /STK=35 /U
MOE430_2_1452064_at 227.8 247.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK013854.1 /DB_XREF=gi:12851375 /FEA=FLmRNA /CNT=100 /TID=Mm.28020.1 /TIER=Stack /STK=24 /UG=Mm.28020 /LL=70208 /UG_GENE=Crsp3 
MOE430_2_1452130_at 505.4 571.6 P P 0.000244 0.000244 0.2 NC 0.19 gb:BI790903 /DB_XREF=gi:15818628 /DB_XREF=id02g02.x1 /CLONE=IMAGE:5662250 /FEA=FLmRNA /CNT=161 /TID=Mm.27328.1 /TIER=Stack /STK=9 /
MOE430_2_1452131_at 20.1 21.3 A P 0.08 0.02 0.2 NC 0.03 gb:AK012944.1 /DB_XREF=gi:12850012 /GEN=Snrpb2 /FEA=FLmRNA /CNT=122 /TID=Mm.1323.1 /TIER=ConsEnd /STK=4 /UG=Mm.1323 /LL=20639 /UG_
MOE430_2_1452140_at 282.8 318.4 P P 0.001221 0.001221 0.2 NC 0.5 gb:BC002196.1 /DB_XREF=gi:12805446 /FEA=mRNA /CNT=314 /TID=Mm.206021.1 /TIER=Stack /STK=15 /UG=Mm.206021 /LL=67231 /UG_GENE=281044
MOE430_2_1452168_x_ 719.7 758.1 P P 0.000244 0.000244 0.2 NC 0.18 gb:AB003502.1 /DB_XREF=gi:3461879 /FEA=mRNA /CNT=187 /TID=Mm.20925.1 /TIER=Stack /STK=81 /UG=Mm.20925 /LL=14852 /UG_GENE=Gspt1 /DE
MOE430_2_1452171_at 211.3 288 P P 0.000732 0.001953 0.2 NC 0.5 gb:BM200151 /DB_XREF=gi:17753329 /DB_XREF=C0206E06-3 /CLONE=C0206E06 /FEA=mRNA /CNT=121 /TID=Mm.21070.1 /TIER=Stack /STK=81 /UG=
MOE430_2_1452182_at 583.2 715.3 P P 0.000732 0.000732 0.2 NC 0.44 gb:BG064057 /DB_XREF=gi:12546620 /DB_XREF=H3015A07-3 /CLONE=H3015A07 /FEA=mRNA /CNT=205 /TID=Mm.33808.1 /TIER=Stack /STK=75 /UG=
MOE430_2_1452224_at 79.2 85 P P 0.000244 0.000732 0.2 NC 0.36 gb:BC026506.1 /DB_XREF=gi:20071492 /FEA=mRNA /CNT=83 /TID=Mm.24294.1 /TIER=Stack /STK=42 /UG=Mm.24294 /DEF=Mus musculus, Similar to KI
MOE430_2_1452266_at 131 162.7 P P 0.000732 0.000732 0.2 NC 0.31 gb:AW557554 /DB_XREF=gi:7202983 /DB_XREF=L0283D02-3 /CLONE=L0283D02 /FEA=mRNA /CNT=74 /TID=Mm.27117.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1452298_a_ 0.9 1.8 A A 0.75 0.39 0.2 NC 0.5 gb:AW546331 /DB_XREF=gi:7191740 /DB_XREF=L0006G07-3 /CLONE=L0006G07 /FEA=mRNA /CNT=38 /TID=Mm.3536.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1452329_at 34.4 18.5 A A 0.12 0.19 0.2 NC 0.5 gb:BB821258 /DB_XREF=gi:16993887 /DB_XREF=BB821258 /CLONE=G830011A08 /FEA=mRNA /CNT=21 /TID=Mm.31847.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1452331_s_ 13.8 24.1 M P 0.05 0.03 0.2 NC 0.37 gb:BC021511.1 /DB_XREF=gi:18204504 /FEA=mRNA /CNT=42 /TID=Mm.34850.1 /TIER=Stack /STK=13 /UG=Mm.34850 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452366_at 129.6 124.8 P P 0.000244 0.000244 0.2 NC 0.28 gb:AV371987 /DB_XREF=gi:16397869 /DB_XREF=AV371987 /CLONE=9030422M24 /FEA=mRNA /CNT=62 /TID=Mm.116889.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452367_at 6.9 8.8 A A 0.36 0.24 0.2 NC 0.02 gb:AI316747 /DB_XREF=gi:4032014 /DB_XREF=uf17g10.y1 /CLONE=IMAGE:1511682 /FEA=mRNA /CNT=93 /TID=Mm.171547.1 /TIER=Stack /STK=20 /UG
MOE430_2_1452377_at 66.4 74.1 P P 0.000244 0.000732 0.2 NC 0.5 gb:AK017541.1 /DB_XREF=gi:12856828 /FEA=mRNA /CNT=154 /TID=Mm.2389.1 /TIER=Stack /STK=14 /UG=Mm.2389 /LL=17353 /UG_GENE=Mll /UG_TIT
MOE430_2_1452442_at 2.7 1.9 A A 0.63 0.66 0.2 NC 0.5 gb:BM946248 /DB_XREF=gi:19429833 /DB_XREF=UI-M-EM0-bvi-o-02-0-UI.r1 /CLONE=IMAGE:5692633 /FEA=mRNA /CNT=25 /TID=Mm.52047.1 /TIER=C
MOE430_2_1452443_s_ 233.3 277.5 P P 0.000244 0.000244 0.2 NC 0.09 gb:BI251153 /DB_XREF=gi:14800273 /DB_XREF=602994353F1 /CLONE=IMAGE:5150292 /FEA=mRNA /CNT=23 /TID=Mm.40307.1 /TIER=ConsEnd /STK=0
MOE430_2_1452445_at 254.6 267.6 P P 0.000244 0.000244 0.2 NC 0.09 gb:BC026874.1 /DB_XREF=gi:20071270 /FEA=mRNA /CNT=17 /TID=Mm.67073.1 /TIER=ConsEnd /STK=0 /UG=Mm.67073 /UG_TITLE=Mus musculus, clone
MOE430_2_1452468_s_ 54.5 90.6 P P 0.001953 0.01 0.2 NC 0.5 gb:BQ042988 /DB_XREF=gi:19792435 /DB_XREF=UI-M-EG0p-bve-f-07-0-UI.r1 /CLONE=IMAGE:5690886 /FEA=mRNA /CNT=9 /TID=Mm.197578.1 /TIER=
MOE430_2_1452520_a_ 0.6 0.6 A A 0.91 0.94 0.2 NC 0.5 gb:X03819.1 /DB_XREF=gi:49854 /FEA=mRNA /CNT=1 /TID=Mm.2810.2 /TIER=ConsEnd /STK=0 /UG=Mm.2810 /LL=11449 /UG_GENE=Chrng /DEF=Mous
MOE430_2_1452550_a_ 20.4 42 M P 0.05 0.001953 0.2 NC 0.14 gb:AF170530.1 /DB_XREF=gi:14209615 /GEN=Fmr1 /FEA=mRNA /CNT=1 /TID=Mm.3451.3 /TIER=ConsEnd /STK=0 /UG=Mm.3451 /LL=14265 /DEF=Mus 
MOE430_2_1452566_at 34.7 34 A A 0.06 0.11 0.2 NC 0.5 gb:BC021831.1 /DB_XREF=gi:18256103 /FEA=mRNA /CNT=1 /TID=Mm.218360.1 /TIER=ConsEnd /STK=0 /UG=Mm.218360 /DEF=Mus musculus, clone IMA
MOE430_2_1452573_a_ 17.5 20.1 A A 0.08 0.12 0.2 NC 0.5 gb:AJ250191.1 /DB_XREF=gi:10178972 /GEN=sr278 /FEA=mRNA /CNT=1 /TID=Mm.45349.2 /TIER=ConsEnd /STK=0 /UG=Mm.45349 /LL=69403 /DEF=Mu
MOE430_2_1452580_a_ 324.8 356.1 P P 0.000732 0.000732 0.2 NC 0.02 gb:BI692686 /DB_XREF=gi:15655315 /DB_XREF=603343349F1 /CLONE=IMAGE:5370925 /FEA=mRNA /CNT=81 /TID=Mm.74084.1 /TIER=Stack /STK=69 /
MOE430_2_1452608_at 164.2 180.1 P P 0.000732 0.000244 0.2 NC 0.08 gb:BB046347 /DB_XREF=gi:16259412 /DB_XREF=BB046347 /CLONE=6030499C17 /FEA=mRNA /CNT=74 /TID=Mm.220922.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1452629_at 51.7 70 A A 0.09 0.08 0.2 NC 0.42 gb:BM239918 /DB_XREF=gi:17875188 /DB_XREF=K0542D08-3 /CLONE=K0542D08 /FEA=mRNA /CNT=37 /TID=Mm.214973.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1452633_s_ 64.4 101.9 P P 0.000244 0.000244 0.2 NC 0.46 gb:BG229246 /DB_XREF=gi:12716676 /DB_XREF=ux67g02.x1 /CLONE=IMAGE:3515331 /FEA=mRNA /CNT=72 /TID=Mm.200561.1 /TIER=ConsEnd /STK=2
MOE430_2_1452662_a_ 830.2 1126.8 P P 0.000244 0.000244 0.2 NC 0.004073 gb:BQ175028 /DB_XREF=gi:20350520 /DB_XREF=UI-M-DJ2-bwd-c-23-0-UI.s1 /CLONE=UI-M-DJ2-bwd-c-23-0-UI /FEA=mRNA /CNT=151 /TID=Mm.19
MOE430_2_1452687_at 62.7 71.5 P P 0.00293 0.02 0.2 NC 0.26 gb:AK009391.1 /DB_XREF=gi:12844160 /FEA=mRNA /CNT=101 /TID=Mm.17359.1 /TIER=Stack /STK=84 /UG=Mm.17359 /LL=66369 /UG_GENE=2310016K
MOE430_2_1452718_at 548.2 591.9 P P 0.001221 0.000732 0.2 NC 0.5 gb:BG073486 /DB_XREF=gi:12556055 /DB_XREF=H3123B06-3 /CLONE=H3123B06 /FEA=mRNA /CNT=107 /TID=Mm.7361.1 /TIER=Stack /STK=62 /UG=M
MOE430_2_1452725_a_ 167.7 185.3 P P 0.000244 0.000732 0.2 NC 0.5 gb:AK010292.1 /DB_XREF=gi:12845626 /FEA=mRNA /CNT=103 /TID=Mm.182470.1 /TIER=Stack /STK=59 /UG=Mm.182470 /LL=69724 /UG_GENE=240000
MOE430_2_1452735_at 461.1 583.8 P P 0.000244 0.000732 0.2 NC 0.34 gb:BG067396 /DB_XREF=gi:12549965 /DB_XREF=H3054A02-3 /CLONE=H3054A02 /FEA=mRNA /CNT=166 /TID=Mm.41939.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1452740_at 1453.6 1554.4 P P 0.000244 0.000244 0.2 NC 0.11 gb:BQ176159 /DB_XREF=gi:20351651 /DB_XREF=UI-M-DJ2-bwg-c-04-0-UI.s1 /CLONE=UI-M-DJ2-bwg-c-04-0-UI /FEA=mRNA /CNT=167 /TID=Mm.295
MOE430_2_1452742_at 74.5 77.3 P P 0.000244 0.000244 0.2 NC 0.28 gb:BB010301 /DB_XREF=gi:16257187 /DB_XREF=BB010301 /CLONE=4732494K14 /FEA=mRNA /CNT=104 /TID=Mm.28115.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452752_at 297.7 364 P P 0.000732 0.001221 0.2 NC 0.34 gb:BE283629 /DB_XREF=gi:9160008 /DB_XREF=601102881F1 /CLONE=IMAGE:3495069 /FEA=mRNA /CNT=160 /TID=Mm.27961.3 /TIER=ConsEnd /STK=0
MOE430_2_1452753_at 310 365.2 P P 0.000244 0.000732 0.2 NC 0.03 gb:BM206907 /DB_XREF=gi:17762571 /DB_XREF=C0605A09-3 /CLONE=C0605A09 /FEA=mRNA /CNT=161 /TID=Mm.27918.1 /TIER=Stack /STK=49 /UG=
MOE430_2_1452759_s_ 198.2 343.4 P P 0.000244 0.000244 0.2 NC 0.01 gb:BI149999 /DB_XREF=gi:14610000 /DB_XREF=602849403F1 /CLONE=IMAGE:5012736 /FEA=mRNA /CNT=131 /TID=Mm.103382.1 /TIER=Stack /STK=48
MOE430_2_1452765_at 249.3 262 P P 0.000244 0.000244 0.2 NC 0.14 gb:AK012120.1 /DB_XREF=gi:12848670 /FEA=mRNA /CNT=76 /TID=Mm.1040.1 /TIER=Stack /STK=47 /UG=Mm.1040 /LL=70037 /UG_GENE=2610511I23R
MOE430_2_1452772_at 48.1 43.6 M P 0.05 0.04 0.2 NC 0.49 gb:BB339554 /DB_XREF=gi:16404413 /DB_XREF=BB339554 /CLONE=B930018O21 /FEA=mRNA /CNT=160 /TID=Mm.23207.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1452783_at 419.2 394 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK005500.1 /DB_XREF=gi:12838100 /FEA=mRNA /CNT=91 /TID=Mm.38832.1 /TIER=Stack /STK=41 /UG=Mm.38832 /LL=72007 /UG_GENE=1600019O0
MOE430_2_1452792_at 330.9 373.4 P P 0.000732 0.000732 0.2 NC 0.008511 gb:AK013136.1 /DB_XREF=gi:12850311 /FEA=mRNA /CNT=85 /TID=Mm.87456.2 /TIER=Stack /STK=40 /UG=Mm.87456 /LL=66573 /UG_GENE=2510025K2
MOE430_2_1452824_at 72.1 75.8 P P 0.005859 0.005859 0.2 NC 0.06 gb:BG918881 /DB_XREF=gi:14299357 /DB_XREF=602819388F1 /CLONE=IMAGE:4948485 /FEA=mRNA /CNT=52 /TID=Mm.24503.1 /TIER=ConsEnd /STK=
MOE430_2_1452831_s_ 55.6 62.2 P P 0.000732 0.000732 0.2 NC 0.37 gb:AV305746 /DB_XREF=gi:15405957 /DB_XREF=AV305746 /CLONE=5730531I16 /FEA=mRNA /CNT=96 /TID=Mm.27743.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1452835_a_ 240.5 277.6 P P 0.005859 0.001221 0.2 NC 0.01 gb:AK003792.1 /DB_XREF=gi:12834671 /FEA=mRNA /CNT=148 /TID=Mm.39001.1 /TIER=Stack /STK=32 /UG=Mm.39001 /LL=68593 /UG_GENE=1110018N
MOE430_2_1452868_at 91.1 89.7 P P 0.001953 0.001953 0.2 NC 0.4 gb:AK012842.1 /DB_XREF=gi:12849849 /FEA=mRNA /CNT=60 /TID=Mm.148342.1 /TIER=Stack /STK=26 /UG=Mm.148342 /LL=72686 /UG_GENE=2810030
MOE430_2_1452871_at 127.9 147.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK013322.1 /DB_XREF=gi:12850614 /FEA=mRNA /CNT=46 /TID=Mm.35749.1 /TIER=Stack /STK=26 /UG=Mm.35749 /LL=72774 /UG_GENE=2810450N1
MOE430_2_1452876_x_ 31.3 37 P P 0.001953 0.001221 0.2 NC 0.04 gb:AK011776.1 /DB_XREF=gi:12848114 /FEA=mRNA /CNT=40 /TID=Mm.30923.1 /TIER=Stack /STK=25 /UG=Mm.30923 /LL=72139 /UG_GENE=2610044O1
MOE430_2_1452882_at 157.9 174.2 P P 0.000244 0.000244 0.2 NC 0.02 gb:BF322962 /DB_XREF=gi:11272446 /DB_XREF=maa36h10.x1 /CLONE=IMAGE:3813355 /FEA=mRNA /CNT=106 /TID=Mm.40321.1 /TIER=Stack /STK=12 
MOE430_2_1452890_at 113.6 146.3 P P 0.000732 0.001221 0.2 NC 0.5 gb:AK009255.1 /DB_XREF=gi:12843938 /FEA=mRNA /CNT=43 /TID=Mm.132172.1 /TIER=Stack /STK=24 /UG=Mm.132172 /LL=104813 /UG_GENE=231000
MOE430_2_1452894_at 0.2 0.5 A A 0.66 0.85 0.2 NC 0.5 gb:AK013588.1 /DB_XREF=gi:12851008 /FEA=mRNA /CNT=88 /TID=Mm.3970.3 /TIER=Stack /STK=23 /UG=Mm.3970 /LL=15572 /UG_GENE=Elavl4 /UG_T
MOE430_2_1452897_at 251.2 312.8 P P 0.000244 0.000244 0.2 NC 0.02 gb:AK009373.1 /DB_XREF=gi:12844132 /FEA=mRNA /CNT=63 /TID=Mm.21571.1 /TIER=Stack /STK=23 /UG=Mm.21571 /LL=69562 /UG_GENE=Cdc2l5 /U
MOE430_2_1452929_at 301.7 364 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK003546.1 /DB_XREF=gi:12834276 /FEA=mRNA /CNT=47 /TID=Mm.28288.1 /TIER=Stack /STK=19 /UG=Mm.28288 /LL=68557 /UG_GENE=1110007I12
MOE430_2_1452931_at 77.6 94.3 P P 0.000732 0.000732 0.2 NC 0.19 gb:BB772272 /DB_XREF=gi:16213963 /DB_XREF=BB772272 /CLONE=G370141E20 /FEA=mRNA /CNT=47 /TID=Mm.36606.2 /TIER=Stack /STK=19 /UG=M
MOE430_2_1452933_at 70 72.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK018681.1 /DB_XREF=gi:12858508 /FEA=mRNA /CNT=46 /TID=Mm.97055.1 /TIER=Stack /STK=19 /UG=Mm.97055 /LL=67566 /UG_GENE=9130416N0
MOE430_2_1452938_at 0.5 1.1 A A 0.87 0.8 0.2 NC 0.5 gb:AV338990 /DB_XREF=gi:16396714 /DB_XREF=AV338990 /CLONE=6430501F08 /FEA=mRNA /CNT=85 /TID=Mm.45416.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1452939_a_ 42.9 41.4 P P 0.03 0.01 0.2 NC 0.84 gb:AK003844.1 /DB_XREF=gi:12834757 /FEA=mRNA /CNT=63 /TID=Mm.38610.2 /TIER=Stack /STK=18 /UG=Mm.38610 /LL=71795 /UG_GENE=1110020B0
MOE430_2_1452949_at 66.8 82 P P 0.000732 0.000244 0.2 NC 0.02 gb:AK012532.1 /DB_XREF=gi:12849336 /FEA=mRNA /CNT=33 /TID=Mm.27104.1 /TIER=Stack /STK=18 /UG=Mm.27104 /LL=70428 /UG_GENE=2700078H0
MOE430_2_1452953_at 569.3 759.1 P P 0.000244 0.000244 0.2 NC 0.03 gb:AK017572.1 /DB_XREF=gi:12856876 /FEA=mRNA /CNT=123 /TID=Mm.9806.1 /TIER=Stack /STK=17 /UG=Mm.9806 /LL=67510 /UG_GENE=1810036I24R
MOE430_2_1452978_at 66.1 72.8 P P 0.000244 0.000732 0.2 NC 0.5 gb:BB433511 /DB_XREF=gi:16424288 /DB_XREF=BB433511 /CLONE=C820001O03 /FEA=mRNA /CNT=34 /TID=Mm.45429.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1452992_at 115.5 114.1 P P 0.000732 0.000244 0.2 NC 0.06 gb:AK008199.1 /DB_XREF=gi:12842240 /FEA=mRNA /CNT=27 /TID=Mm.193039.1 /TIER=Stack /STK=14 /UG=Mm.193039 /LL=66440 /UG_GENE=2010012
MOE430_2_1453000_at 137.5 163.4 P P 0.000244 0.000244 0.2 NC 0.41 gb:AK005444.1 /DB_XREF=gi:12837999 /FEA=mRNA /CNT=81 /TID=Mm.144143.1 /TIER=Stack /STK=10 /UG=Mm.144143 /LL=67886 /UG_GENE=1600013
MOE430_2_1453027_at 9.2 9.9 P A 0.008057 0.12 0.2 NC 0.5 gb:AK016873.1 /DB_XREF=gi:12855842 /FEA=mRNA /CNT=85 /TID=Mm.41897.1 /TIER=Stack /STK=11 /UG=Mm.41897 /LL=71192 /UG_GENE=4933422O1
MOE430_2_1453029_s_ 177.9 208.6 P P 0.000244 0.000244 0.2 NC 0.21 gb:BF660249 /DB_XREF=gi:11925455 /DB_XREF=maa95g11.x1 /CLONE=IMAGE:3824828 /FEA=mRNA /CNT=34 /TID=Mm.195861.1 /TIER=Stack /STK=11 
MOE430_2_1453034_at 149.9 199.3 P P 0.000244 0.000732 0.2 NC 0.36 gb:AK018584.1 /DB_XREF=gi:12858364 /FEA=mRNA /CNT=36 /TID=Mm.38195.1 /TIER=Stack /STK=11 /UG=Mm.38195 /LL=71591 /UG_GENE=9130001M
MOE430_2_1453040_at 21.9 28.7 P P 0.03 0.000244 0.2 NC 0.004481 gb:AK013345.1 /DB_XREF=gi:12850649 /FEA=mRNA /CNT=25 /TID=Mm.74765.1 /TIER=Stack /STK=11 /UG=Mm.74765 /LL=67062 /UG_GENE=2810402A1
MOE430_2_1453048_at 114.6 143.6 P P 0.000244 0.000244 0.2 NC 0.08 gb:AK002650.1 /DB_XREF=gi:12832790 /FEA=mRNA /CNT=74 /TID=Mm.46346.1 /TIER=Stack /STK=10 /UG=Mm.46346 /LL=66866 /UG_GENE=1200003G0
MOE430_2_1453092_at 15.1 14.2 A A 0.14 0.14 0.2 NC 0.5 gb:AK009010.1 /DB_XREF=gi:12843543 /FEA=mRNA /CNT=115 /TID=Mm.35806.1 /TIER=Stack /STK=83 /UG=Mm.35806 /LL=74175 /UG_GENE=2300002G
MOE430_2_1453094_at 21.2 41.9 M P 0.05 0.03 0.2 NC 0.5 gb:AK017346.1 /DB_XREF=gi:12856538 /GEN=Ches1 /FEA=mRNA /CNT=100 /TID=Mm.87594.1 /TIER=Stack /STK=70 /UG=Mm.87594 /LL=71375 /UG_TIT
MOE430_2_1453105_at 112.5 122.2 P P 0.000244 0.000244 0.2 NC 0.05 gb:BG069835 /DB_XREF=gi:12552404 /DB_XREF=H3080F06-3 /CLONE=H3080F06 /FEA=mRNA /CNT=99 /TID=Mm.29081.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1453110_at 51.4 64.4 P P 0.00293 0.001953 0.2 NC 0.5 gb:BB667633 /DB_XREF=gi:16399082 /DB_XREF=BB667633 /CLONE=C730029F17 /FEA=mRNA /CNT=115 /TID=Mm.56455.1 /TIER=Stack /STK=41 /UG=
MOE430_2_1453142_at 8.8 8.2 A A 0.14 0.09 0.2 NC 0.5 gb:AV281687 /DB_XREF=gi:16391564 /DB_XREF=AV281687 /CLONE=4933425M21 /FEA=mRNA /CNT=33 /TID=Mm.157323.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1453154_at 5.4 6.9 A A 0.27 0.43 0.2 NC 0.7 gb:AK006510.1 /DB_XREF=gi:12839649 /FEA=mRNA /CNT=32 /TID=Mm.84314.1 /TIER=Stack /STK=20 /UG=Mm.84314 /LL=73937 /UG_GENE=4930406E2
MOE430_2_1453189_at 31.9 26 A A 0.17 0.12 0.2 NC 0.41 gb:BM242612 /DB_XREF=gi:17877882 /DB_XREF=K0635B04-3 /CLONE=K0635B04 /FEA=mRNA /CNT=47 /TID=Mm.170644.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1453211_at 12.1 13.3 P P 0.01 0.03 0.2 NC 0.5 gb:BB470050 /DB_XREF=gi:16427715 /DB_XREF=BB470050 /CLONE=D230030L09 /FEA=mRNA /CNT=16 /TID=Mm.87424.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453222_at 58.9 58.8 P P 0.04 0.01 0.2 NC 0.13 gb:BE863648 /DB_XREF=gi:10383900 /DB_XREF=UI-M-BH0-ake-f-10-0-UI.r1 /CLONE=UI-M-BH0-ake-f-10-0-UI /FEA=mRNA /CNT=59 /TID=Mm.19637
MOE430_2_1453251_at 40.1 43.9 P P 0.001953 0.00293 0.2 NC 0.5 gb:AK013413.1 /DB_XREF=gi:12850757 /FEA=mRNA /CNT=16 /TID=Mm.30243.3 /TIER=Stack /STK=10 /UG=Mm.30243 /LL=72831 /UG_GENE=2810477H0
MOE430_2_1453263_at 269.8 307.3 P P 0.000244 0.000244 0.2 NC 0.2 gb:AK021042.1 /DB_XREF=gi:12861810 /FEA=mRNA /CNT=48 /TID=Mm.195964.1 /TIER=Stack /STK=9 /UG=Mm.195964 /LL=78689 /UG_GENE=C030004C
MOE430_2_1453270_a_ 46.1 37.4 P P 0.00415 0.000732 0.2 NC 0.31 gb:AK003209.1 /DB_XREF=gi:12833734 /FEA=mRNA /CNT=13 /TID=Mm.18414.1 /TIER=Stack /STK=9 /UG=Mm.18414 /LL=75725 /UG_GENE=4932409F11
MOE430_2_1453274_at 52.3 68.3 P P 0.00415 0.00293 0.2 NC 0.4 gb:AK006639.1 /DB_XREF=gi:12839836 /FEA=mRNA /CNT=15 /TID=Mm.101737.1 /TIER=Stack /STK=9 /UG=Mm.101737 /LL=73293 /UG_GENE=1700039D
MOE430_2_1453275_at 1.3 0.5 A A 0.87 0.92 0.2 NC 0.46 gb:AK009098.1 /DB_XREF=gi:12843676 /FEA=mRNA /CNT=14 /TID=Mm.58214.1 /TIER=Stack /STK=9 /UG=Mm.58214 /LL=75577 /UG_GENE=2310002L13
MOE430_2_1453279_x_ 3 2.7 A A 0.56 0.66 0.2 NC 0.33 gb:AK009075.1 /DB_XREF=gi:12843643 /FEA=mRNA /CNT=11 /TID=Mm.195788.1 /TIER=Stack /STK=9 /UG=Mm.195788 /LL=77055 /UG_GENE=2310001L
MOE430_2_1453300_at 26.9 35.6 P P 0.008057 0.01 0.2 NC 0.5 gb:AK017526.1 /DB_XREF=gi:12856808 /FEA=mRNA /CNT=18 /TID=Mm.133731.1 /TIER=ConsEnd /STK=7 /UG=Mm.133731 /LL=70484 /UG_GENE=57304
MOE430_2_1453308_at 60.6 73.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK018450.1 /DB_XREF=gi:12858156 /FEA=mRNA /CNT=11 /TID=Mm.72795.1 /TIER=ConsEnd /STK=7 /UG=Mm.72795 /LL=71523 /UG_GENE=8430429
MOE430_2_1453318_at 1 1.5 A A 0.78 0.8 0.2 NC 0.36 gb:BE134585 /DB_XREF=gi:8597085 /DB_XREF=ug16f11.y1 /CLONE=IMAGE:1531821 /FEA=mRNA /CNT=15 /TID=Mm.118388.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1453354_at 3.4 4.2 A A 0.27 0.46 0.2 NC 0.5 gb:AK017924.1 /DB_XREF=gi:12857420 /FEA=mRNA /CNT=7 /TID=Mm.197477.1 /TIER=ConsEnd /STK=5 /UG=Mm.197477 /LL=74755 /UG_GENE=583041
MOE430_2_1453372_at 115.7 133 P P 0.000244 0.000244 0.2 NC 0.11 gb:AK014639.1 /DB_XREF=gi:12852621 /FEA=mRNA /CNT=11 /TID=Mm.37599.1 /TIER=ConsEnd /STK=4 /UG=Mm.37599 /LL=70841 /UG_GENE=4733401
MOE430_2_1453386_at 693.5 854.3 P P 0.000244 0.000244 0.2 NC 0.11 gb:AK008612.1 /DB_XREF=gi:12842902 /FEA=mRNA /CNT=8 /TID=Mm.171558.1 /TIER=ConsEnd /STK=4 /UG=Mm.171558 /LL=69136 /UG_GENE=220000
MOE430_2_1453410_at 8 11.8 P P 0.01 0.01 0.2 NC 0.48 gb:AK014564.1 /DB_XREF=gi:12852495 /GEN=425O18-1 /FEA=mRNA /CNT=40 /TID=Mm.11175.2 /TIER=ConsEnd /STK=3 /UG=Mm.11175 /LL=54219 /UG
MOE430_2_1453428_at 2 3.6 A A 0.9 0.75 0.2 NC 0.3 gb:AK012380.1 /DB_XREF=gi:12849084 /FEA=mRNA /CNT=9 /TID=Mm.102382.1 /TIER=ConsEnd /STK=3 /UG=Mm.102382 /LL=72555 /UG_GENE=270004



MOE430_2_1453450_at 0.7 1.1 A A 0.96 0.94 0.2 NC 0.3 gb:AK021050.1 /DB_XREF=gi:12861821 /FEA=mRNA /CNT=5 /TID=Mm.218460.1 /TIER=ConsEnd /STK=3 /UG=Mm.218460 /LL=78691 /UG_GENE=C03000
MOE430_2_1453460_at 1.8 3.7 A A 0.9 0.78 0.2 NC 0.2 gb:AK005914.1 /DB_XREF=gi:12838744 /FEA=mRNA /CNT=4 /TID=Mm.63770.1 /TIER=ConsEnd /STK=3 /UG=Mm.63770 /LL=69334 /UG_GENE=1700012I1
MOE430_2_1453469_at 2 1.9 A A 0.75 0.72 0.2 NC 0.26 gb:BM505868 /DB_XREF=gi:18669445 /DB_XREF=ih43a03.x1 /CLONE=IMAGE:5679653 /FEA=mRNA /CNT=26 /TID=Mm.158365.1 /TIER=ConsEnd /STK=2 
MOE430_2_1453530_at 59.1 73.5 P P 0.000244 0.000732 0.2 NC 0.5 gb:AK019526.1 /DB_XREF=gi:12859789 /FEA=mRNA /CNT=4 /TID=Mm.178814.1 /TIER=ConsEnd /STK=2 /UG=Mm.178814 /LL=78901 /UG_GENE=483344
MOE430_2_1453579_at 15.9 14.1 A A 0.14 0.14 0.2 NC 0.5 gb:AK010807.1 /DB_XREF=gi:12846505 /FEA=mRNA /CNT=16 /TID=Mm.200762.1 /TIER=ConsEnd /STK=1 /UG=Mm.200762 /LL=76807 /UG_GENE=24101
MOE430_2_1453585_at 20.4 14.5 A A 0.21 0.17 0.2 NC 0.19 gb:BG084561 /DB_XREF=gi:12567125 /DB_XREF=H3102D04-5 /CLONE=H3102D04 /FEA=mRNA /CNT=10 /TID=Mm.22180.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453590_at 11.7 13.8 A P 0.08 0.007568 0.2 NC 0.16 gb:BQ032239 /DB_XREF=gi:19767518 /DB_XREF=UI-1-CF0-aor-g-04-0-UI.s1 /CLONE=UI-1-CF0-aor-g-04-0-UI /FEA=mRNA /CNT=11 /TID=Mm.174068
MOE430_2_1453593_at 391.3 415.3 P P 0.000244 0.000244 0.2 NC 0.02 gb:BG066866 /DB_XREF=gi:12549435 /DB_XREF=H3047H06-3 /CLONE=H3047H06 /FEA=mRNA /CNT=14 /TID=Mm.32828.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453638_at 11.3 25.5 A M 0.06 0.05 0.2 NC 0.27 gb:AK018520.1 /DB_XREF=gi:12858260 /FEA=mRNA /CNT=5 /TID=Mm.97560.1 /TIER=ConsEnd /STK=1 /UG=Mm.97560 /LL=71544 /UG_GENE=9030420J
MOE430_2_1453641_at 11.1 10.5 A A 0.12 0.08 0.2 NC 0.44 gb:AK020254.1 /DB_XREF=gi:12860779 /FEA=mRNA /CNT=5 /TID=Mm.196534.1 /TIER=ConsEnd /STK=1 /UG=Mm.196534 /LL=77666 /UG_GENE=903022
MOE430_2_1453684_s_ 189.7 218.7 P P 0.000244 0.000244 0.2 MI 0.00249 gb:AK005661.1 /DB_XREF=gi:12838351 /FEA=mRNA /CNT=3 /TID=Mm.221150.1 /TIER=ConsEnd /STK=1 /UG=Mm.221150 /LL=69292 /UG_GENE=170000
MOE430_2_1453728_a_ 1102 1252.6 P P 0.000244 0.000244 0.2 NC 0.41 gb:AK003008.1 /DB_XREF=gi:12833398 /GEN=Mprs17 /FEA=mRNA /CNT=25 /TID=Mm.24104.2 /TIER=ConsEnd /STK=0 /UG=Mm.24104 /LL=66258 /UG_T
MOE430_2_1453740_a_ 268.8 285.3 P P 0.000244 0.000244 0.2 NC 0.11 gb:BI112766 /DB_XREF=gi:14563667 /DB_XREF=602898775F1 /CLONE=IMAGE:5028499 /FEA=mRNA /CNT=51 /TID=Mm.13725.2 /TIER=ConsEnd /STK=0
MOE430_2_1453741_x_ 17.6 17 A A 0.27 0.06 0.2 NC 0.13 gb:AA200940 /DB_XREF=gi:1796039 /DB_XREF=mu07g08.r1 /CLONE=IMAGE:638750 /FEA=mRNA /CNT=20 /TID=Mm.154507.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1453743_x_ 10.5 21.2 P P 0.01 0.02 0.2 NC 0.16 gb:AK016517.1 /DB_XREF=gi:12855292 /FEA=mRNA /CNT=33 /TID=Mm.18414.2 /TIER=ConsEnd /STK=0 /UG=Mm.18414 /LL=75725 /UG_GENE=4932409
MOE430_2_1453760_at 65.7 65.2 P P 0.000244 0.000732 0.2 NC 0.5 gb:BG963598 /DB_XREF=gi:14351235 /DB_XREF=602831287F1 /CLONE=IMAGE:4986045 /FEA=mRNA /CNT=31 /TID=Mm.100190.1 /TIER=ConsEnd /STK
MOE430_2_1453765_at 2.1 1.6 A A 0.55 0.8 0.2 NC 0.5 gb:AK020738.1 /DB_XREF=gi:12861416 /FEA=mRNA /CNT=11 /TID=Mm.48646.1 /TIER=ConsEnd /STK=0 /UG=Mm.48646 /LL=77928 /UG_GENE=A330106
MOE430_2_1453772_at 0.5 0.6 A A 0.91 0.96 0.2 NC 0.5 gb:BI696936 /DB_XREF=gi:15659565 /DB_XREF=603348682F1 /CLONE=IMAGE:5375972 /FEA=mRNA /CNT=13 /TID=Mm.10217.2 /TIER=ConsEnd /STK=0
MOE430_2_1453790_at 0.5 0.5 A A 0.6 0.72 0.2 NC 0.34 gb:AK012397.1 /DB_XREF=gi:12849114 /FEA=mRNA /CNT=9 /TID=Mm.68561.1 /TIER=ConsEnd /STK=0 /UG=Mm.68561 /LL=72582 /UG_GENE=2700048O
MOE430_2_1453818_a_ 115.2 129 P P 0.000244 0.000244 0.2 NC 0.22 gb:AK019108.1 /DB_XREF=gi:12859143 /FEA=mRNA /CNT=5 /TID=Mm.32088.1 /TIER=ConsEnd /STK=0 /UG=Mm.32088 /LL=78483 /UG_GENE=2410011O
MOE430_2_1453855_at 41.9 24.1 P P 0.008057 0.00415 0.2 NC 0.65 gb:BG295762 /DB_XREF=gi:13057721 /DB_XREF=602393217F1 /CLONE=IMAGE:4504972 /FEA=mRNA /CNT=4 /TID=Mm.195924.1 /TIER=ConsEnd /STK=
MOE430_2_1453873_at 1.1 0.5 A A 0.56 0.93 0.2 NC 0.5 gb:AV281027 /DB_XREF=gi:6269064 /DB_XREF=AV281027 /CLONE=4933421H06 /FEA=mRNA /CNT=5 /TID=Mm.158599.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1453874_at 5.5 7.6 A P 0.11 0.04 0.2 NC 0.35 gb:AV278276 /DB_XREF=gi:6266313 /DB_XREF=AV278276 /CLONE=4933401B06 /FEA=mRNA /CNT=5 /TID=Mm.61159.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1453880_s_ 5.4 15.2 A A 0.17 0.14 0.2 NC 0.5 gb:AK015391.1 /DB_XREF=gi:12853714 /FEA=mRNA /CNT=4 /TID=Mm.196283.1 /TIER=ConsEnd /STK=3 /UG=Mm.196283 /LL=73984 /UG_GENE=493044
MOE430_2_1453894_at 9.1 14.1 A A 0.16 0.19 0.2 NC 0.5 gb:AK017052.1 /DB_XREF=gi:12856111 /FEA=mRNA /CNT=3 /TID=Mm.61337.1 /TIER=ConsEnd /STK=2 /UG=Mm.61337 /LL=71210 /UG_GENE=4933434C
MOE430_2_1453949_s_ 187.9 263.1 P P 0.000732 0.000244 0.2 NC 0.009292 gb:AK016021.1 /DB_XREF=gi:12854598 /FEA=mRNA /CNT=2 /TID=Mm.160298.1 /TIER=ConsEnd /STK=1 /UG=Mm.160298 /UG_TITLE=Mus musculus adul
MOE430_2_1453963_at 2.8 1.8 A A 0.46 0.5 0.2 NC 0.5 gb:AK005450.1 /DB_XREF=gi:12838010 /FEA=mRNA /CNT=2 /TID=Mm.158799.1 /TIER=ConsEnd /STK=1 /UG=Mm.158799 /LL=72240 /UG_GENE=160001
MOE430_2_1453981_at 6.3 3.2 A A 0.39 0.43 0.2 NC 0.08 gb:BB624336 /DB_XREF=gi:16462882 /DB_XREF=BB624336 /CLONE=8030467N08 /FEA=mRNA /CNT=2 /TID=Mm.41460.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453986_at 0.9 1.6 A A 0.72 0.63 0.2 NC 0.49 gb:AK010719.1 /DB_XREF=gi:12846365 /FEA=mRNA /CNT=2 /TID=Mm.1411.3 /TIER=ConsEnd /STK=0 /UG=Mm.1411 /LL=16882 /UG_GENE=Lig3 /UG_TIT
MOE430_2_1453993_a_ 691.5 752.3 P P 0.000244 0.000244 0.2 NC 0.29 gb:AK014659.1 /DB_XREF=gi:12852651 /GEN=Bnip2 /FEA=mRNA /CNT=2 /TID=Mm.1561.3 /TIER=ConsEnd /STK=0 /UG=Mm.1561 /LL=12175 /UG_TITLE
MOE430_2_1454016_at 5.3 8.6 A A 0.43 0.17 0.2 NC 0.5 gb:AK016576.1 /DB_XREF=gi:12855386 /GEN=Pcdh13 /FEA=mRNA /CNT=1 /TID=Mm.160292.2 /TIER=ConsEnd /STK=0 /UG=Mm.160292 /LL=93723 /UG
MOE430_2_1454044_a_ 198.1 231.2 P P 0.000244 0.000244 0.2 NC 0.08 gb:AK005315.1 /DB_XREF=gi:12837781 /GEN=Pex3 /FEA=mRNA /CNT=1 /TID=Mm.41300.3 /TIER=ConsEnd /STK=0 /UG=Mm.41300 /LL=56535 /UG_TITL
MOE430_2_1454067_a_ 275.7 307.4 P P 0.000244 0.000244 0.2 NC 0.4 gb:AK016432.1 /DB_XREF=gi:12855157 /FEA=mRNA /CNT=1 /TID=Mm.182227.2 /TIER=ConsEnd /STK=0 /UG=Mm.182227 /LL=70984 /UG_GENE=493140
MOE430_2_1454076_at 7.9 11 A A 0.19 0.27 0.2 NC 0.76 gb:AK014767.1 /DB_XREF=gi:12852807 /FEA=mRNA /CNT=1 /TID=Mm.159256.1 /TIER=ConsEnd /STK=0 /UG=Mm.159256 /LL=74609 /UG_GENE=483342
MOE430_2_1454092_a_ 231 268.4 P P 0.001221 0.001953 0.2 NC 0.44 gb:AK017176.1 /DB_XREF=gi:12856291 /FEA=mRNA /CNT=1 /TID=Mm.27650.2 /TIER=ConsEnd /STK=0 /UG=Mm.27650 /LL=75968 /UG_GENE=5033417D
MOE430_2_1454118_at 2 3 A A 0.8 0.63 0.2 NC 0.25 gb:AK017917.1 /DB_XREF=gi:12857411 /FEA=mRNA /CNT=1 /TID=Mm.159327.1 /TIER=ConsEnd /STK=0 /UG=Mm.159327 /LL=74750 /UG_GENE=583041
MOE430_2_1454132_at 3.2 3.4 A A 0.43 0.36 0.2 NC 0.69 gb:AK020188.1 /DB_XREF=gi:12860695 /FEA=mRNA /CNT=1 /TID=Mm.159969.1 /TIER=ConsEnd /STK=0 /UG=Mm.159969 /LL=77664 /UG_GENE=763040
MOE430_2_1454171_x_ 2.7 5.5 A A 0.75 0.66 0.2 NC 0.31 gb:AK020608.1 /DB_XREF=gi:12861235 /FEA=mRNA /CNT=1 /TID=Mm.89384.2 /TIER=ConsEnd /STK=0 /UG=Mm.89384 /LL=78425 /UG_GENE=9530053H
MOE430_2_1454185_at 0.9 2.3 A A 0.87 0.6 0.2 NC 0.06 gb:AK017079.1 /DB_XREF=gi:12856155 /FEA=mRNA /CNT=1 /TID=Mm.158619.1 /TIER=ConsEnd /STK=0 /UG=Mm.158619 /LL=71209 /UG_GENE=493343
MOE430_2_1454214_a_ 214.5 276.4 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK010555.1 /DB_XREF=gi:12846084 /FEA=mRNA /CNT=1 /TID=Mm.24586.1 /TIER=ConsEnd /STK=0 /UG=Mm.24586 /LL=69746 /UG_GENE=2410019A
MOE430_2_1454215_at 0.7 0.7 A A 0.93 0.94 0.2 NC 0.7 gb:AK010436.1 /DB_XREF=gi:12845879 /FEA=mRNA /CNT=1 /TID=Mm.195535.1 /TIER=ConsEnd /STK=0 /UG=Mm.195535 /LL=69193 /UG_GENE=241000
MOE430_2_1454237_at 3.1 4.5 A A 0.6 0.33 0.2 NC 0.08 gb:AK016416.1 /DB_XREF=gi:12855130 /FEA=mRNA /CNT=1 /TID=Mm.195742.1 /TIER=ConsEnd /STK=0 /UG=Mm.195742 /LL=75382 /UG_GENE=493059
MOE430_2_1454240_at 5.2 7.2 A A 0.39 0.3 0.2 NC 0.23 gb:AK020550.1 /DB_XREF=gi:12861164 /GEN=Nfe2l3 /FEA=mRNA /CNT=1 /TID=Mm.42138.3 /TIER=ConsEnd /STK=0 /UG=Mm.42138 /LL=18025 /UG_TIT
MOE430_2_1454266_at 10.1 8.2 A A 0.3 0.17 0.2 NC 0.26 gb:AK006929.1 /DB_XREF=gi:12840237 /FEA=mRNA /CNT=1 /TID=Mm.159153.1 /TIER=ConsEnd /STK=0 /UG=Mm.159153 /LL=74276 /UG_GENE=170007
MOE430_2_1454274_at 2.3 3.4 A A 0.91 0.78 0.2 NC 0.06 gb:AK019803.1 /DB_XREF=gi:12860144 /FEA=mRNA /CNT=1 /TID=Mm.160057.1 /TIER=ConsEnd /STK=0 /UG=Mm.160057 /LL=78217 /UG_GENE=493057
MOE430_2_1454277_at 2.5 2.8 A A 0.69 0.91 0.2 NC 0.5 gb:AK006745.1 /DB_XREF=gi:12839982 /FEA=mRNA /CNT=1 /TID=Mm.158998.1 /TIER=ConsEnd /STK=0 /UG=Mm.158998 /LL=73365 /UG_GENE=170004
MOE430_2_1454280_at 10.4 9.4 A A 0.11 0.19 0.2 NC 0.5 gb:AV363099 /DB_XREF=gi:6410746 /DB_XREF=AV363099 /CLONE=8030409K13 /FEA=mRNA /CNT=5 /TID=Mm.159947.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1454285_at 2.2 1.8 A A 0.66 0.6 0.2 NC 0.37 gb:AK013639.1 /DB_XREF=gi:12851076 /FEA=mRNA /CNT=4 /TID=Mm.70651.1 /TIER=ConsEnd /STK=0 /UG=Mm.70651 /LL=72941 /UG_GENE=2900042E
MOE430_2_1454295_at 25 34.6 P P 0.00415 0.00415 0.2 NC 0.39 gb:BB041915 /DB_XREF=gi:8448301 /DB_XREF=BB041915 /CLONE=6030458L20 /FEA=mRNA /CNT=3 /TID=Mm.161067.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454357_at 0.2 0.6 A A 0.96 0.95 0.2 NC 0.5 gb:AV168333 /DB_XREF=gi:5374770 /DB_XREF=AV168333 /CLONE=3110067C02 /FEA=mRNA /CNT=2 /TID=Mm.53901.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454380_at 1.3 3.6 A A 0.9 0.8 0.2 NC 0.08 gb:AK013935.1 /DB_XREF=gi:12851505 /FEA=mRNA /CNT=2 /TID=Mm.158361.1 /TIER=ConsEnd /STK=0 /UG=Mm.158361 /LL=70353 /UG_GENE=311000
MOE430_2_1454416_at 20 15.7 A A 0.24 0.24 0.2 NC 0.45 gb:AK017867.1 /DB_XREF=gi:12857338 /FEA=mRNA /CNT=1 /TID=Mm.158426.1 /TIER=ConsEnd /STK=0 /UG=Mm.158426 /LL=70649 /UG_GENE=573057
MOE430_2_1454426_at 0.7 1.2 A A 0.99 0.95 0.2 NC 0.18 gb:AK015840.1 /DB_XREF=gi:12854331 /FEA=mRNA /CNT=1 /TID=Mm.159312.1 /TIER=ConsEnd /STK=0 /UG=Mm.159312 /LL=74713 /UG_GENE=493051
MOE430_2_1454440_at 1.6 1.3 A A 0.8 0.85 0.2 NC 0.29 gb:AK019580.1 /DB_XREF=gi:12859865 /FEA=mRNA /CNT=1 /TID=Mm.160132.1 /TIER=ConsEnd /STK=0 /UG=Mm.160132 /LL=78788 /UG_GENE=493042
MOE430_2_1454448_at 1.1 1.6 A A 0.94 0.72 0.2 NC 0.11 gb:AK013549.1 /DB_XREF=gi:12850953 /FEA=mRNA /CNT=1 /TID=Mm.158911.1 /TIER=ConsEnd /STK=0 /UG=Mm.158911 /LL=72943 /UG_GENE=290001
MOE430_2_1454466_at 1.7 0.7 A A 0.63 0.88 0.2 NC 0.5 gb:AK016725.1 /DB_XREF=gi:12855618 /FEA=mRNA /CNT=1 /TID=Mm.158572.1 /TIER=ConsEnd /STK=0 /UG=Mm.158572 /LL=71121 /UG_GENE=493340
MOE430_2_1454489_at 10.9 11 A A 0.21 0.07 0.2 NC 0.57 gb:AK015783.1 /DB_XREF=gi:12854253 /FEA=mRNA /CNT=1 /TID=Mm.158746.1 /TIER=ConsEnd /STK=0 /UG=Mm.158746 /LL=71656 /UG_GENE=493051
MOE430_2_1454495_at 2.1 2 A A 0.78 0.72 0.2 NC 0.05 gb:AK015287.1 /DB_XREF=gi:12853564 /FEA=mRNA /CNT=1 /TID=Mm.159058.1 /TIER=ConsEnd /STK=0 /UG=Mm.159058 /LL=73781 /UG_GENE=493043
MOE430_2_1454536_at 0.8 1.1 A A 0.9 0.88 0.2 NC 0.68 gb:AK016747.1 /DB_XREF=gi:12855648 /FEA=mRNA /CNT=1 /TID=Mm.158563.1 /TIER=ConsEnd /STK=0 /UG=Mm.158563 /LL=71104 /UG_GENE=493340
MOE430_2_1454570_at 7.6 10.2 A A 0.27 0.17 0.2 NC 0.35 gb:AK017963.1 /DB_XREF=gi:12857474 /FEA=mRNA /CNT=1 /TID=Mm.159652.1 /TIER=ConsEnd /STK=0 /UG=Mm.159652 /LL=76029 /UG_GENE=583043
MOE430_2_1454572_at 56.5 70.5 P P 0.001221 0.005859 0.2 NC 0.22 gb:AK013093.1 /DB_XREF=gi:12850239 /FEA=mRNA /CNT=1 /TID=Mm.158757.1 /TIER=ConsEnd /STK=0 /UG=Mm.158757 /LL=71815 /UG_GENE=281041
MOE430_2_1454575_at 4.5 5.3 A A 0.53 0.43 0.2 NC 0.46 gb:AK017599.1 /DB_XREF=gi:12856922 /FEA=mRNA /CNT=1 /TID=Mm.158402.1 /TIER=ConsEnd /STK=0 /UG=Mm.158402 /LL=70543 /UG_GENE=573042
MOE430_2_1454613_at 1527.4 1767.1 P P 0.000244 0.000244 0.2 NC 0.13 gb:AV162270 /DB_XREF=gi:16383390 /DB_XREF=AV162270 /CLONE=3110001I16 /FEA=EST /CNT=280 /TID=Mm.8180.2 /TIER=Stack /STK=151 /UG=Mm
MOE430_2_1454632_at 23.4 29.5 A P 0.08 0.01 0.2 NC 0.31 gb:AV328515 /DB_XREF=gi:16395893 /DB_XREF=AV328515 /CLONE=6330442E10 /FEA=EST /CNT=128 /TID=Mm.18957.1 /TIER=Stack /STK=113 /UG=M
MOE430_2_1454643_at 297.6 286.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:BI408204 /DB_XREF=gi:15169127 /DB_XREF=602961190F1 /CLONE=IMAGE:5116750 /FEA=EST /CNT=123 /TID=Mm.25610.2 /TIER=Stack /STK=102 /
MOE430_2_1454680_at 348 349.2 P P 0.000244 0.000244 0.2 NC 0.37 gb:BG073020 /DB_XREF=gi:12555589 /DB_XREF=H3117F11-3 /CLONE=H3117F11 /FEA=EST /CNT=143 /TID=Mm.26480.1 /TIER=Stack /STK=73 /UG=M
MOE430_2_1454692_x_ 143.8 138.1 P P 0.03 0.02 0.2 NC 0.5 gb:BB722680 /DB_XREF=gi:16104253 /DB_XREF=BB722680 /CLONE=C920005P21 /FEA=EST /CNT=74 /TID=Mm.142872.3 /TIER=Stack /STK=71 /UG=M
MOE430_2_1454730_at 202.4 224 P P 0.000244 0.000244 0.2 NC 0.12 gb:AV273867 /DB_XREF=gi:15405549 /DB_XREF=AV273867 /CLONE=4932414K18 /FEA=EST /CNT=98 /TID=Mm.30688.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1454846_at 165.6 150.8 P P 0.001953 0.000244 0.2 NC 0.22 gb:AV227804 /DB_XREF=gi:15404912 /DB_XREF=AV227804 /CLONE=4432409G09 /FEA=EST /CNT=131 /TID=Mm.28221.1 /TIER=Stack /STK=42 /UG=M
MOE430_2_1454871_at 159.4 191.4 P P 0.000244 0.000732 0.2 NC 0.19 gb:BB776868 /DB_XREF=gi:16937568 /DB_XREF=BB776868 /CLONE=G430034A12 /FEA=EST /CNT=71 /TID=Mm.152475.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1454876_at 109.3 130.9 P P 0.000244 0.000244 0.2 NC 0.06 gb:BB771587 /DB_XREF=gi:16213294 /DB_XREF=BB771587 /CLONE=G370131L09 /FEA=EST /CNT=52 /TID=Mm.45441.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1454900_s_ 374.5 391.4 P P 0.000244 0.000244 0.2 NC 0.37 gb:AW107953 /DB_XREF=gi:6078753 /DB_XREF=um24h03.x1 /CLONE=IMAGE:2225525 /FEA=EST /CNT=44 /TID=Mm.24744.1 /TIER=Stack /STK=37 /UG=
MOE430_2_1454917_at 207.5 246.8 P P 0.000244 0.000244 0.2 NC 0.03 gb:BB795206 /DB_XREF=gi:16964825 /DB_XREF=BB795206 /CLONE=G431003O04 /FEA=EST /CNT=56 /TID=Mm.17853.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1454920_at 194.2 232.8 P P 0.000244 0.000244 0.2 NC 0.34 gb:BQ266387 /DB_XREF=gi:20491452 /DB_XREF=NISC_ff12g01.x1 /CLONE=IMAGE:2865601 /FEA=EST /CNT=65 /TID=Mm.23557.1 /TIER=Stack /STK=35
MOE430_2_1454926_at 10.4 12.1 A A 0.24 0.17 0.2 NC 0.18 gb:AV327549 /DB_XREF=gi:16395662 /DB_XREF=AV327549 /CLONE=6330419K15 /FEA=EST /CNT=41 /TID=Mm.23531.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1454928_at 165.3 203.3 P P 0.001221 0.001221 0.2 NC 0.17 gb:BI415208 /DB_XREF=gi:15176131 /DB_XREF=602989638F1 /CLONE=IMAGE:5145729 /FEA=EST /CNT=56 /TID=Mm.26089.1 /TIER=Stack /STK=34 /UG
MOE430_2_1454929_s_ 424.4 522.7 P P 0.000732 0.001221 0.2 NC 0.07 gb:BI415208 /DB_XREF=gi:15176131 /DB_XREF=602989638F1 /CLONE=IMAGE:5145729 /FEA=EST /CNT=56 /TID=Mm.26089.1 /TIER=Stack /STK=34 /UG
MOE430_2_1454934_at 246 310.2 P P 0.000244 0.000244 0.2 NC 0.24 gb:BB379585 /DB_XREF=gi:16407834 /DB_XREF=BB379585 /CLONE=C130099K08 /FEA=EST /CNT=73 /TID=Mm.25116.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1454938_at 104.5 129.7 P P 0.005859 0.005859 0.2 NC 0.35 gb:BG070318 /DB_XREF=gi:12552887 /DB_XREF=H3086A09-3 /CLONE=H3086A09 /FEA=EST /CNT=43 /TID=Mm.24475.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1454941_at 432.2 526.3 P P 0.000244 0.000244 0.2 NC 0.5 gb:BM207074 /DB_XREF=gi:17762793 /DB_XREF=C0607D12-3 /CLONE=C0607D12 /FEA=EST /CNT=50 /TID=Mm.1896.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1454957_at 288.7 348.9 P P 0.000732 0.000732 0.2 NC 0.007788 gb:BM232004 /DB_XREF=gi:17867274 /DB_XREF=K0317B12-3 /CLONE=K0317B12 /FEA=EST /CNT=59 /TID=Mm.27939.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1454971_x_ 5782.9 6532 P P 0.000732 0.000732 0.2 I 0.000966 gb:BB357514 /DB_XREF=gi:9069342 /DB_XREF=BB357514 /CLONE=C030021J12 /FEA=EST /CNT=32 /TID=Mm.20927.4 /TIER=Stack /STK=32 /UG=Mm.
MOE430_2_1454973_at 246.6 297.2 P P 0.000244 0.000244 0.2 NC 0.25 gb:BF456242 /DB_XREF=gi:11522411 /DB_XREF=UI-M-CG0p-bih-c-04-0-UI.s2 /CLONE=UI-M-CG0p-bih-c-04-0-UI /FEA=EST /CNT=101 /TID=Mm.3549
MOE430_2_1454997_at 253.6 339.8 P P 0.000244 0.000244 0.2 NC 0.08 gb:AV286522 /DB_XREF=gi:15405795 /DB_XREF=AV286522 /CLONE=5031424K13 /FEA=EST /CNT=41 /TID=Mm.25427.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455021_at 66.9 87.3 P P 0.000244 0.001221 0.2 NC 0.39 gb:BE688087 /DB_XREF=gi:10075711 /DB_XREF=uw42d02.x1 /CLONE=IMAGE:3419331 /FEA=EST /CNT=41 /TID=Mm.32191.4 /TIER=Stack /STK=29 /UG
MOE430_2_1455024_at 199.3 251.4 P P 0.000244 0.000244 0.2 NC 0.2 gb:AV269836 /DB_XREF=gi:15405429 /DB_XREF=AV269836 /CLONE=4930545J15 /FEA=EST /CNT=67 /TID=Mm.34218.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455028_at 6.7 7.6 A A 0.33 0.27 0.2 NC 0.51 gb:BQ178510 /DB_XREF=gi:20354002 /DB_XREF=UI-M-ER0-bwr-j-08-0-UI.r1 /CLONE=IMAGE:5700967 /FEA=EST /CNT=65 /TID=Mm.37761.1 /TIER=Sta
MOE430_2_1455032_at 185.6 218.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BQ176303 /DB_XREF=gi:20351795 /DB_XREF=UI-M-DJ2-bwg-n-17-0-UI.s1 /CLONE=UI-M-DJ2-bwg-n-17-0-UI /FEA=EST /CNT=60 /TID=Mm.39706
MOE430_2_1455083_at 176.9 184.2 P P 0.000244 0.000244 0.2 NC 0.07 gb:BG068357 /DB_XREF=gi:12550926 /DB_XREF=H3064F02-3 /CLONE=H3064F02 /FEA=EST /CNT=29 /TID=Mm.27144.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455084_x_ 956.8 907.1 P P 0.000244 0.000244 0.2 NC 0.16 gb:BB758291 /DB_XREF=gi:16189822 /DB_XREF=BB758291 /CLONE=G270095D10 /FEA=EST /CNT=27 /TID=Mm.29890.3 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455086_at 5.8 7.3 A A 0.27 0.19 0.2 NC 0.42 gb:AV312620 /DB_XREF=gi:16394332 /DB_XREF=AV312620 /CLONE=5830404E19 /FEA=EST /CNT=28 /TID=Mm.51014.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455088_at 1.7 1.5 A A 0.72 0.69 0.2 NC 0.64 gb:AU017176 /DB_XREF=gi:3372264 /DB_XREF=AU017176 /CLONE=J0735D10 /FEA=EST /CNT=26 /TID=Mm.25866.1 /TIER=Stack /STK=26 /UG=Mm.25
MOE430_2_1455099_at 8.7 16 A A 0.3 0.12 0.2 NC 0.5 gb:BB414982 /DB_XREF=gi:15411991 /DB_XREF=BB414982 /CLONE=C430040E04 /FEA=EST /CNT=42 /TID=Mm.80559.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1455130_at 123.9 157.8 P P 0.000244 0.000244 0.2 NC 0.06 gb:BM242524 /DB_XREF=gi:17877794 /DB_XREF=K0633H02-3 /CLONE=K0633H02 /FEA=EST /CNT=106 /TID=Mm.24055.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1455146_at 10.6 9.8 A A 0.08 0.12 0.2 NC 0.35 gb:AV317838 /DB_XREF=gi:15406114 /DB_XREF=AV317838 /CLONE=5832442G03 /FEA=EST /CNT=29 /TID=Mm.40554.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455154_at 248.9 293.9 P P 0.001221 0.000732 0.2 NC 0.004073 gb:BB311687 /DB_XREF=gi:16402726 /DB_XREF=BB311687 /CLONE=B230327D16 /FEA=EST /CNT=36 /TID=Mm.41251.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455159_at 68.1 100.7 P P 0.000244 0.000244 0.2 NC 0.02 gb:AW209077 /DB_XREF=gi:6515017 /DB_XREF=un99e11.x1 /CLONE=IMAGE:2582060 /FEA=EST /CNT=29 /TID=Mm.202322.1 /TIER=Stack /STK=22 /UG
MOE430_2_1455177_at 181.4 157.5 P P 0.001953 0.000732 0.2 NC 0.03 gb:BQ175532 /DB_XREF=gi:20351024 /DB_XREF=UI-M-DJ2-bvw-m-02-0-UI.s1 /CLONE=UI-M-DJ2-bvw-m-02-0-UI /FEA=EST /CNT=44 /TID=Mm.2184
MOE430_2_1455190_at 48.6 41.5 P P 0.01 0.001953 0.2 NC 0.5 gb:BM114283 /DB_XREF=gi:17077301 /DB_XREF=L0802D09-3 /CLONE=L0802D09 /FEA=EST /CNT=24 /TID=Mm.206641.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1455194_at 1.7 0.5 A A 0.53 0.78 0.2 NC 0.3 gb:AW536912 /DB_XREF=gi:7179329 /DB_XREF=G0110C06-3 /CLONE=G0110C06 /FEA=EST /CNT=25 /TID=Mm.202783.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455205_a_ 266.4 320.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB252881 /DB_XREF=gi:16355965 /DB_XREF=BB252881 /CLONE=A730054K08 /FEA=EST /CNT=41 /TID=Mm.21114.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455222_a_ 333.4 338.1 P P 0.000732 0.000732 0.2 NC 0.24 gb:BB550053 /DB_XREF=gi:9636419 /DB_XREF=BB550053 /CLONE=E230020D02 /FEA=EST /CNT=22 /TID=Mm.28052.3 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1455242_at 358 471.5 P P 0.000732 0.000244 0.2 NC 0.42 gb:BM220880 /DB_XREF=gi:17781097 /DB_XREF=C0946H03-3 /CLONE=C0946H03 /FEA=EST /CNT=206 /TID=Mm.196551.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1455249_at 308.3 321.8 P P 0.000244 0.000244 0.2 NC 0.26 gb:BQ175681 /DB_XREF=gi:20351173 /DB_XREF=UI-M-DJ2-bwe-i-10-0-UI.s1 /CLONE=UI-M-DJ2-bwe-i-10-0-UI /FEA=EST /CNT=44 /TID=Mm.25700.1
MOE430_2_1455273_at 55.8 79.2 P P 0.000244 0.001221 0.2 NC 0.5 gb:BG064695 /DB_XREF=gi:12547269 /DB_XREF=H3022H10-3 /CLONE=H3022H10 /FEA=EST /CNT=22 /TID=Mm.39867.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455275_at 21.6 20.2 P P 0.04 0.01 0.2 NC 0.09 gb:AW046441 /DB_XREF=gi:5906970 /DB_XREF=UI-M-BH1-akp-e-02-0-UI.s1 /CLONE=UI-M-BH1-akp-e-02-0-UI /FEA=EST /CNT=20 /TID=Mm.45103.1
MOE430_2_1455276_x_ 1.1 1.3 A A 0.98 0.97 0.2 NC 0.5 gb:BF460829 /DB_XREF=gi:11529991 /DB_XREF=UI-M-CG0p-bmi-e-04-0-UI.s1 /CLONE=UI-M-CG0p-bmi-e-04-0-UI /FEA=EST /CNT=19 /TID=Mm.1820
MOE430_2_1455294_at 126.1 129.6 P P 0.000244 0.000244 0.2 NC 0.28 gb:BB765875 /DB_XREF=gi:16208910 /DB_XREF=BB765875 /CLONE=G370057K06 /FEA=EST /CNT=22 /TID=Mm.112273.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1455320_at 84.5 93.4 P P 0.000244 0.000244 0.2 NC 0.27 gb:BQ176847 /DB_XREF=gi:20352339 /DB_XREF=UI-M-DJ2-bvz-j-24-0-UI.s1 /CLONE=UI-M-DJ2-bvz-j-24-0-UI /FEA=EST /CNT=34 /TID=Mm.202727.1
MOE430_2_1455334_at 139.5 137.5 P P 0.000732 0.000244 0.2 I 0.001486 gb:BG067299 /DB_XREF=gi:12549868 /DB_XREF=H3052G10-3 /CLONE=H3052G10 /FEA=EST /CNT=28 /TID=Mm.25262.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455342_at 95.4 108.9 P P 0.000244 0.000244 0.2 NC 0.28 gb:BM232966 /DB_XREF=gi:17868236 /DB_XREF=K0330E07-3 /CLONE=K0330E07 /FEA=EST /CNT=17 /TID=Mm.41243.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455362_at 117.1 137.8 P P 0.000732 0.000732 0.2 NC 0.24 gb:AV275390 /DB_XREF=gi:16390663 /DB_XREF=AV275390 /CLONE=4932427P06 /FEA=EST /CNT=23 /TID=Mm.200810.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455370_at 1.3 0.9 A A 0.78 0.8 0.2 NC 0.41 gb:AI451630 /DB_XREF=gi:4305343 /DB_XREF=mu54d12.x1 /CLONE=IMAGE:643223 /FEA=EST /CNT=20 /TID=Mm.22836.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455377_at 20.2 16.8 P A 0.03 0.08 0.2 NC 0.51 gb:BB795572 /DB_XREF=gi:16965191 /DB_XREF=BB795572 /CLONE=G431005K07 /FEA=EST /CNT=25 /TID=Mm.84065.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455387_at 223.5 273.3 P P 0.000732 0.001221 0.2 NC 0.5 gb:AV112972 /DB_XREF=gi:16382064 /DB_XREF=AV112972 /CLONE=2610017I04 /FEA=EST /CNT=147 /TID=Mm.37799.1 /TIER=Stack /STK=73 /UG=Mm
MOE430_2_1455398_at 257.5 274.8 P P 0.000244 0.000244 0.2 NC 0.33 gb:BB333759 /DB_XREF=gi:16404024 /DB_XREF=BB333759 /CLONE=B830015D21 /FEA=EST /CNT=35 /TID=Mm.35303.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455407_at 83.2 91.6 P P 0.03 0.02 0.2 NC 0.5 gb:BB282741 /DB_XREF=gi:15411164 /DB_XREF=BB282741 /CLONE=A930040A03 /FEA=EST /CNT=17 /TID=Mm.127095.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455430_at 134.2 141.5 P P 0.00293 0.005859 0.2 NC 0.5 gb:BQ179705 /DB_XREF=gi:20355210 /DB_XREF=UI-M-EW0-bwu-e-02-0-UI.r1 /CLONE=IMAGE:5703145 /FEA=EST /CNT=31 /TID=Mm.44322.1 /TIER=S
MOE430_2_1455464_x_ 1.3 3 A A 0.82 0.78 0.2 NC 0.3 gb:BB427704 /DB_XREF=gi:16423841 /DB_XREF=BB427704 /CLONE=C630013E24 /FEA=EST /CNT=16 /TID=Mm.24785.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455466_at 4 3.7 A A 0.33 0.19 0.2 NC 0.05 gb:BB548889 /DB_XREF=gi:16447743 /DB_XREF=BB548889 /CLONE=E230012M21 /FEA=EST /CNT=14 /TID=Mm.4393.1 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1455468_at 109.9 103.3 P P 0.000732 0.000244 0.2 NC 0.26 gb:BB768758 /DB_XREF=gi:16211300 /DB_XREF=BB768758 /CLONE=G370088P06 /FEA=EST /CNT=14 /TID=Mm.101897.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455483_at 127.8 111.4 P P 0.000732 0.000244 0.2 NC 0.02 gb:AI480666 /DB_XREF=gi:4373892 /DB_XREF=vh55e03.x1 /CLONE=IMAGE:890908 /FEA=EST /CNT=32 /TID=Mm.34255.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455490_at 6.2 7.9 A A 0.19 0.19 0.2 NC 0.53 gb:AV027632 /DB_XREF=gi:16356495 /DB_XREF=AV027632 /CLONE=1300012G02 /FEA=EST /CNT=21 /TID=Mm.4317.2 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1455500_at 203.4 227.5 P P 0.000732 0.000244 0.2 NC 0.5 gb:AW556558 /DB_XREF=gi:7201987 /DB_XREF=L0270B06-3 /CLONE=L0270B06 /FEA=EST /CNT=34 /TID=Mm.30111.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1455536_at 2.8 1.4 A A 0.78 0.8 0.2 NC 0.19 gb:BB229670 /DB_XREF=gi:15410269 /DB_XREF=BB229670 /CLONE=A630023A22 /FEA=EST /CNT=26 /TID=Mm.22412.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455563_at 432.7 472.1 P P 0.001953 0.001953 0.2 NC 0.42 gb:BM210028 /DB_XREF=gi:17766718 /DB_XREF=C0657H07-3 /CLONE=C0657H07 /FEA=EST /CNT=29 /TID=Mm.10022.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455584_at 180.5 206.1 P P 0.001221 0.000732 0.2 NC 0.27 gb:BG064675 /DB_XREF=gi:12547238 /DB_XREF=H3022F01-3 /CLONE=H3022F01 /FEA=EST /CNT=30 /TID=Mm.39710.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455586_at 16 19.2 A P 0.08 0.04 0.2 NC 0.16 gb:BB275228 /DB_XREF=gi:8972249 /DB_XREF=BB275228 /CLONE=A830091N08 /FEA=EST /CNT=60 /TID=Mm.217250.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455594_at 97.9 135.4 P P 0.02 0.01 0.2 NC 0.39 gb:BF457860 /DB_XREF=gi:11524029 /DB_XREF=UI-M-BZ1-bky-h-08-0-UI.s1 /CLONE=UI-M-BZ1-bky-h-08-0-UI /FEA=EST /CNT=22 /TID=Mm.34151.1
MOE430_2_1455604_at 44.2 45.5 P P 0.001221 0.000244 0.2 NC 0.16 gb:BB795235 /DB_XREF=gi:16964854 /DB_XREF=BB795235 /CLONE=G431004A07 /FEA=EST /CNT=21 /TID=Mm.23282.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455628_at 2.3 2.8 A A 0.75 0.66 0.2 NC 0.11 gb:BB317849 /DB_XREF=gi:16403171 /DB_XREF=BB317849 /CLONE=B230372B02 /FEA=EST /CNT=11 /TID=Mm.24347.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455631_at 47.9 44.6 P P 0.01 0.005859 0.2 NC 0.04 gb:BQ175993 /DB_XREF=gi:20351485 /DB_XREF=UI-M-DJ2-bwf-c-20-0-UI.s1 /CLONE=UI-M-DJ2-bwf-c-20-0-UI /FEA=EST /CNT=13 /TID=Mm.26991.4
MOE430_2_1455634_at 238 275 P P 0.000244 0.000244 0.2 NC 0.07 gb:AU067731 /DB_XREF=gi:4968468 /DB_XREF=AU067731 /CLONE=MNCb-0976 /FEA=EST /CNT=10 /TID=Mm.36136.1 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1455636_at 0.5 0.9 A A 0.98 0.98 0.2 NC 0.72 gb:BB319385 /DB_XREF=gi:16403257 /DB_XREF=BB319385 /CLONE=B230380B13 /FEA=EST /CNT=10 /TID=Mm.39641.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455695_at 3.4 5.1 A A 0.43 0.43 0.2 NC 0.5 gb:BI736113 /DB_XREF=gi:15713126 /DB_XREF=603359269F1 /CLONE=IMAGE:5366489 /FEA=EST /CNT=20 /TID=Mm.101706.1 /TIER=Stack /STK=9 /UG
MOE430_2_1455706_at 73.2 85.1 P P 0.000244 0.000244 0.2 NC 0.29 gb:BG245414 /DB_XREF=gi:12755229 /DB_XREF=602354959F1 /CLONE=IMAGE:4483191 /FEA=EST /CNT=10 /TID=Mm.23733.1 /TIER=Stack /STK=9 /UG
MOE430_2_1455715_at 39.6 42.5 P P 0.000732 0.000244 0.2 NC 0.29 gb:BB125596 /DB_XREF=gi:15408206 /DB_XREF=BB125596 /CLONE=9630006K14 /FEA=EST /CNT=12 /TID=Mm.6642.2 /TIER=Stack /STK=9 /UG=Mm.66
MOE430_2_1455717_s_ 32.5 39.2 P P 0.000732 0.00415 0.2 NC 0.39 gb:BM206030 /DB_XREF=gi:17761350 /DB_XREF=C0292B12-3 /CLONE=C0292B12 /FEA=EST /CNT=10 /TID=Mm.40141.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455721_at 10.7 12.4 P P 0.03 0.01 0.2 NC 0.5 gb:BB441361 /DB_XREF=gi:16424730 /DB_XREF=BB441361 /CLONE=D030026K16 /FEA=EST /CNT=9 /TID=Mm.44916.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1455727_at 156 184.8 P P 0.000244 0.000244 0.2 NC 0.02 gb:AW542140 /DB_XREF=gi:7184557 /DB_XREF=C0154A12-3 /CLONE=C0154A12 /FEA=EST /CNT=26 /TID=Mm.200788.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455734_at 60.1 79.4 M P 0.05 0.04 0.2 NC 0.18 gb:BB752639 /DB_XREF=gi:16200973 /DB_XREF=BB752639 /CLONE=G270017N14 /FEA=EST /CNT=32 /TID=Mm.196332.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455801_x_ 415.9 423.4 P P 0.000244 0.000244 0.2 NC 0.09 gb:BB392080 /DB_XREF=gi:9115039 /DB_XREF=BB392080 /CLONE=C230077N19 /FEA=EST /CNT=71 /TID=Mm.87547.2 /TIER=Stack /STK=71 /UG=Mm.
MOE430_2_1455824_x_ 1911 2165.4 P P 0.000244 0.000244 0.2 NC 0.08 gb:BB724781 /DB_XREF=gi:16108056 /DB_XREF=BB724781 /CLONE=C920028F14 /FEA=EST /CNT=50 /TID=Mm.2863.2 /TIER=Stack /STK=48 /UG=Mm.
MOE430_2_1455831_at 9.7 21 M P 0.05 0.008057 0.2 NC 0.07 gb:BE985138 /DB_XREF=gi:10658139 /DB_XREF=UI-M-CG0p-bdh-h-07-0-UI.s1 /CLONE=UI-M-CG0p-bdh-h-07-0-UI /FEA=EST /CNT=86 /TID=Mm.142
MOE430_2_1455841_s_ 169 210.9 P P 0.000244 0.000244 0.2 NC 0.46 gb:BB251524 /DB_XREF=gi:8944270 /DB_XREF=BB251524 /CLONE=A730046O05 /FEA=EST /CNT=39 /TID=Mm.21070.2 /TIER=Stack /STK=39 /UG=Mm.
MOE430_2_1455870_at 506.5 563.3 P P 0.000732 0.000732 0.2 NC 0.13 gb:AI649048 /DB_XREF=gi:4729882 /DB_XREF=uk34f02.x1 /CLONE=IMAGE:1970907 /FEA=EST /CNT=50 /TID=Mm.200851.1 /TIER=Stack /STK=33 /UG=
MOE430_2_1455895_x_ 109 127.3 P P 0.04 0.03 0.2 NC 0.07 gb:AV012400 /DB_XREF=gi:4789387 /DB_XREF=AV012400 /CLONE=1110036A16 /FEA=EST /CNT=33 /TID=Mm.154023.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455912_x_ 175.5 190.6 P P 0.000244 0.000244 0.2 NC 0.48 gb:BB245330 /DB_XREF=gi:8938076 /DB_XREF=BB245330 /CLONE=A730008K20 /FEA=EST /CNT=27 /TID=Mm.21287.2 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1455926_at 16.2 17.5 A A 0.08 0.06 0.2 NC 0.5 gb:BE949068 /DB_XREF=gi:10526827 /DB_XREF=UI-M-BH3-avg-g-08-0-UI.s1 /CLONE=UI-M-BH3-avg-g-08-0-UI /FEA=EST /CNT=76 /TID=Mm.28694.2
MOE430_2_1455935_at 143.3 132.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:BQ175466 /DB_XREF=gi:20350958 /DB_XREF=UI-M-DJ2-bwc-n-14-0-UI.s1 /CLONE=UI-M-DJ2-bwc-n-14-0-UI /FEA=EST /CNT=26 /TID=Mm.10342
MOE430_2_1455938_x_ 314.6 286 P P 0.001953 0.001953 0.2 NC 0.04 gb:AV025454 /DB_XREF=gi:4802446 /DB_XREF=AV025454 /CLONE=1200013J24 /FEA=EST /CNT=25 /TID=Mm.182628.3 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455945_at 62.7 60.5 P P 0.000244 0.000244 0.2 NC 0.5 gb:AV282347 /DB_XREF=gi:15405745 /DB_XREF=AV282347 /CLONE=4933429I08 /FEA=EST /CNT=27 /TID=Mm.94926.1 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1455947_at 8.3 6.1 A A 0.33 0.24 0.2 NC 0.5 gb:BB667208 /DB_XREF=gi:16398657 /DB_XREF=BB667208 /CLONE=6820429G08 /FEA=EST /CNT=26 /TID=Mm.54257.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455964_at 49.3 52.9 P P 0.005859 0.00293 0.2 NC 0.05 gb:BB795494 /DB_XREF=gi:16965113 /DB_XREF=BB795494 /CLONE=G431005F06 /FEA=EST /CNT=37 /TID=Mm.91081.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455971_at 0.5 2.2 A A 0.69 0.53 0.2 NC 0.5 gb:BI407968 /DB_XREF=gi:15168891 /DB_XREF=602918756F1 /CLONE=IMAGE:5055972 /FEA=EST /CNT=24 /TID=Mm.41692.1 /TIER=Stack /STK=22 /UG
MOE430_2_1455991_at 68 98.6 P P 0.000244 0.001221 0.2 NC 0.31 gb:BG094881 /DB_XREF=gi:12577444 /DB_XREF=uu81e05.x1 /CLONE=IMAGE:3383120 /FEA=EST /CNT=66 /TID=Mm.18654.1 /TIER=Stack /STK=20 /UG
MOE430_2_1455997_a_ 6702 7373.4 P P 0.000244 0.000244 0.2 NC 0.11 gb:AV214853 /DB_XREF=gi:6155699 /DB_XREF=AV214853 /CLONE=2410141M17 /FEA=EST /CNT=23 /TID=Mm.24805.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1455999_at 17.2 17 A P 0.11 0.01 0.2 NC 0.5 gb:BG066718 /DB_XREF=gi:12549287 /DB_XREF=H3046B08-3 /CLONE=H3046B08 /FEA=EST /CNT=22 /TID=Mm.6863.1 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1456005_a_ 597 682.9 P P 0.000244 0.000244 0.2 NC 0.26 gb:BB667581 /DB_XREF=gi:16399030 /DB_XREF=BB667581 /CLONE=C730026B05 /FEA=EST /CNT=24 /TID=Mm.141083.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1456019_at 39.3 51.8 P P 0.001221 0.001221 0.2 NC 0.08 gb:AV370154 /DB_XREF=gi:15406783 /DB_XREF=AV370154 /CLONE=9030209E10 /FEA=EST /CNT=47 /TID=Mm.72009.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456023_at 59.6 81.6 P P 0.001221 0.000732 0.2 NC 0.02 gb:AV377052 /DB_XREF=gi:16398104 /DB_XREF=AV377052 /CLONE=9130221F13 /FEA=EST /CNT=27 /TID=Mm.35279.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456026_at 98 108.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:AV303159 /DB_XREF=gi:16393504 /DB_XREF=AV303159 /CLONE=5730511C10 /FEA=EST /CNT=32 /TID=Mm.85744.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456078_x_ 6.9 12.1 P P 0.04 0.01 0.2 NC 0.004481 gb:BB012080 /DB_XREF=gi:8135219 /DB_XREF=BB012080 /CLONE=4930407C07 /FEA=EST /CNT=18 /TID=Mm.21840.5 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1456088_at 48.6 57 P P 0.008057 0.001953 0.2 NC 0.45 gb:BF134200 /DB_XREF=gi:10973240 /DB_XREF=601778893F1 /CLONE=IMAGE:4007134 /FEA=EST /CNT=157 /TID=Mm.149115.6 /TIER=Stack /STK=16 



MOE430_2_1456103_at 121 94.7 P P 0.01 0.001221 0.2 NC 0.04 gb:BB667149 /DB_XREF=gi:16398598 /DB_XREF=BB667149 /CLONE=4121404F14 /FEA=EST /CNT=18 /TID=Mm.37699.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456132_x_ 13.1 8.8 A P 0.09 0.03 0.2 NC 0.19 gb:AV009804 /DB_XREF=gi:4786791 /DB_XREF=AV009804 /CLONE=1110020N03 /FEA=EST /CNT=16 /TID=Mm.20927.6 /TIER=Stack /STK=15 /UG=Mm.2
MOE430_2_1456173_at 0.6 0.7 A A 0.98 0.98 0.2 NC 0.5 gb:BB225239 /DB_XREF=gi:8893850 /DB_XREF=BB225239 /CLONE=A530090G04 /FEA=EST /CNT=15 /TID=Mm.26658.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1456175_a_ 1838.3 2034.4 P P 0.000244 0.000244 0.2 NC 0.39 gb:AV109541 /DB_XREF=gi:5263619 /DB_XREF=AV109541 /CLONE=2600002H02 /FEA=EST /CNT=15 /TID=Mm.18729.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1456184_at 1.1 3.1 A A 0.96 0.82 0.2 NC 0.09 gb:BB084233 /DB_XREF=gi:15407656 /DB_XREF=BB084233 /CLONE=9330187M14 /FEA=EST /CNT=14 /TID=Mm.110032.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456199_x_ 224.8 206 P P 0.000732 0.000244 0.2 NC 0.35 gb:BB106402 /DB_XREF=gi:8758970 /DB_XREF=BB106402 /CLONE=9530001D05 /FEA=EST /CNT=198 /TID=Mm.142195.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456215_at 65.3 65.5 P P 0.000732 0.000244 0.2 NC 0.5 gb:BB049700 /DB_XREF=gi:16259527 /DB_XREF=BB049700 /CLONE=6530418B21 /FEA=EST /CNT=16 /TID=Mm.168081.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456240_x_ 219.1 360.5 P P 0.008057 0.01 0.2 NC 0.44 gb:BB329505 /DB_XREF=gi:9038268 /DB_XREF=BB329505 /CLONE=B630008P17 /FEA=EST /CNT=13 /TID=Mm.28595.2 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1456256_at 31.7 33.1 P P 0.00415 0.000244 0.2 NC 0.12 gb:BM242785 /DB_XREF=gi:17878055 /DB_XREF=K0637E05-3 /CLONE=K0637E05 /FEA=EST /CNT=21 /TID=Mm.116885.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456257_at 44.4 51.8 P P 0.000244 0.000244 0.2 NC 0.48 gb:BG070093 /DB_XREF=gi:12552585 /DB_XREF=H3082F10-3 /CLONE=H3082F10 /FEA=EST /CNT=29 /TID=Mm.26272.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456265_at 11.7 16.9 P A 0.01 0.08 0.2 NC 0.5 gb:BB766925 /DB_XREF=gi:16194322 /DB_XREF=BB766925 /CLONE=G370068L04 /FEA=EST /CNT=15 /TID=Mm.70724.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456275_at 2.9 5.1 A A 0.8 0.69 0.2 NC 0.3 gb:AW824334 /DB_XREF=gi:7917411 /DB_XREF=us08h09.x1 /CLONE=IMAGE:3166529 /FEA=EST /CNT=14 /TID=Mm.74084.3 /TIER=Stack /STK=12 /UG=
MOE430_2_1456277_at 84.2 117.7 P P 0.00415 0.00415 0.2 NC 0.01 gb:BB813490 /DB_XREF=gi:16986119 /DB_XREF=BB813490 /CLONE=G730019F19 /FEA=EST /CNT=14 /TID=Mm.157635.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456286_at 43.3 46.3 P P 0.01 0.03 0.2 NC 0.5 gb:BB523936 /DB_XREF=gi:16443902 /DB_XREF=BB523936 /CLONE=D930017D21 /FEA=EST /CNT=13 /TID=Mm.131197.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456295_at 71.4 95.9 P P 0.000732 0.000244 0.2 NC 0.5 gb:BB304874 /DB_XREF=gi:16402132 /DB_XREF=BB304874 /CLONE=B230114P17 /FEA=EST /CNT=13 /TID=Mm.38066.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456310_a_ 328.3 370.7 P P 0.000244 0.000244 0.2 NC 0.31 gb:AV218922 /DB_XREF=gi:6159763 /DB_XREF=AV218922 /CLONE=3010081H10 /FEA=EST /CNT=12 /TID=Mm.10374.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1456320_at 14.9 31.6 A P 0.14 0.03 0.2 NC 0.11 gb:BB701297 /DB_XREF=gi:16050121 /DB_XREF=BB701297 /CLONE=7420428G22 /FEA=EST /CNT=41 /TID=Mm.150296.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456322_at 33.2 25.4 A M 0.06 0.05 0.2 NC 0.86 gb:BE951928 /DB_XREF=gi:10591782 /DB_XREF=UI-M-CC0-ayg-f-09-0-UI.s1 /CLONE=UI-M-CC0-ayg-f-09-0-UI /FEA=EST /CNT=26 /TID=Mm.22701.2
MOE430_2_1456331_at 73.2 100 P P 0.000244 0.000244 0.2 NC 0.22 gb:BB040432 /DB_XREF=gi:16258605 /DB_XREF=BB040432 /CLONE=6030449D04 /FEA=EST /CNT=23 /TID=Mm.183647.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456336_at 0.5 0.5 A A 0.85 0.93 0.2 NC 0.55 gb:BB182912 /DB_XREF=gi:16270176 /DB_XREF=BB182912 /CLONE=A230102I24 /FEA=EST /CNT=14 /TID=Mm.132715.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456343_at 5.6 8.6 P A 0.04 0.1 0.2 NC 0.28 gb:BB540579 /DB_XREF=gi:15412207 /DB_XREF=BB540579 /CLONE=E130106M24 /FEA=EST /CNT=13 /TID=Mm.132397.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456347_at 26.2 28.9 P P 0.008057 0.00293 0.2 NC 0.5 gb:BG065562 /DB_XREF=gi:12548125 /DB_XREF=H3032F09-3 /CLONE=H3032F09 /FEA=EST /CNT=13 /TID=Mm.31327.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456349_x_ 1171.9 1223 P P 0.005859 0.00415 0.2 NC 0.5 gb:AV021595 /DB_XREF=gi:4798587 /DB_XREF=AV021595 /CLONE=1190023J24 /FEA=EST /CNT=13 /TID=Mm.7353.3 /TIER=Stack /STK=11 /UG=Mm.73
MOE430_2_1456350_at 220.9 257.7 P P 0.000732 0.000244 0.2 NC 0.04 gb:BI714076 /DB_XREF=gi:15689771 /DB_XREF=ie32a04.x1 /FEA=EST /CNT=16 /TID=Mm.206366.1 /TIER=Stack /STK=11 /UG=Mm.206366 /UG_TITLE=E
MOE430_2_1456405_at 316.7 354.9 P P 0.000244 0.000244 0.2 NC 0.5 gb:BG063067 /DB_XREF=gi:12545553 /DB_XREF=H3001G02-3 /CLONE=H3001G02 /FEA=EST /CNT=20 /TID=Mm.24464.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456438_x_ 2966.2 3397.8 P P 0.000244 0.000244 0.2 I 0.000966 gb:BB145729 /DB_XREF=gi:8800666 /DB_XREF=BB145729 /CLONE=9930031N05 /FEA=EST /CNT=11 /TID=Mm.22333.4 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1456444_at 1.2 3.7 A A 0.82 0.56 0.2 NC 0.5 gb:BB126849 /DB_XREF=gi:15408238 /DB_XREF=BB126849 /CLONE=9630017H13 /FEA=EST /CNT=11 /TID=Mm.40069.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456464_x_ 79.8 97.4 M P 0.05 0.01 0.2 NC 0.07 gb:BB129990 /DB_XREF=gi:8784380 /DB_XREF=BB129990 /CLONE=9630042N21 /FEA=EST /CNT=10 /TID=Mm.181623.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456467_s_ 52.3 47.6 P P 0.000732 0.000244 0.2 NC 0.5 gb:BB389081 /DB_XREF=gi:9111929 /DB_XREF=BB389081 /CLONE=C230059P13 /FEA=EST /CNT=10 /TID=Mm.92812.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456470_x_ 48.6 59.8 A P 0.06 0.04 0.2 NC 0.49 gb:AV167776 /DB_XREF=gi:5374213 /DB_XREF=AV167776 /CLONE=3110057C02 /FEA=EST /CNT=10 /TID=Mm.21840.7 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456477_at 121 157.3 P P 0.000244 0.000244 0.2 NC 0.42 gb:BF538435 /DB_XREF=gi:11625803 /DB_XREF=602053935F1 /CLONE=IMAGE:4192904 /FEA=EST /CNT=77 /TID=Mm.29941.1 /TIER=Stack /STK=9 /UG
MOE430_2_1456488_at 35.9 37.4 P P 0.03 0.01 0.2 NC 0.27 gb:BB667997 /DB_XREF=gi:16399446 /DB_XREF=BB667997 /CLONE=C920029N20 /FEA=EST /CNT=21 /TID=Mm.32512.4 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456491_at 7 8.4 A A 0.18 0.3 0.2 NC 0.3 gb:BE988930 /DB_XREF=gi:10665788 /DB_XREF=UI-M-CG0p-bhi-a-05-0-UI.s1 /CLONE=UI-M-CG0p-bhi-a-05-0-UI /FEA=EST /CNT=23 /TID=Mm.39720
MOE430_2_1456516_x_ 249.5 277.4 P P 0.000244 0.000244 0.2 NC 0.44 gb:BB113567 /DB_XREF=gi:8766135 /DB_XREF=BB113567 /CLONE=9530041K03 /FEA=EST /CNT=12 /TID=Mm.27969.4 /TIER=Stack /STK=9 /UG=Mm.27
MOE430_2_1456519_at 3.2 4.2 A A 0.53 0.26 0.2 NC 0.09 gb:BE948791 /DB_XREF=gi:10526550 /DB_XREF=UI-M-BH3-avj-f-09-0-UI.s1 /CLONE=UI-M-BH3-avj-f-09-0-UI /FEA=EST /CNT=16 /TID=Mm.40748.1 /
MOE430_2_1456527_at 8.3 13.5 A M 0.27 0.05 0.2 NC 0.07 gb:BB347007 /DB_XREF=gi:16405074 /DB_XREF=BB347007 /CLONE=B930063N08 /FEA=EST /CNT=11 /TID=Mm.125298.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456554_at 56.2 41.4 P P 0.005859 0.001221 0.2 NC 0.12 gb:AV370403 /DB_XREF=gi:16397813 /DB_XREF=AV370403 /CLONE=9030216K19 /FEA=EST /CNT=9 /TID=Mm.97221.1 /TIER=Stack /STK=9 /UG=Mm.97
MOE430_2_1456577_x_ 115.9 138.8 P P 0.001953 0.000244 0.2 NC 0.5 gb:AV304625 /DB_XREF=gi:6337139 /DB_XREF=AV304625 /CLONE=5730522K04 /FEA=EST /CNT=9 /TID=Mm.41933.3 /TIER=Stack /STK=9 /UG=Mm.419
MOE430_2_1456624_at 147.9 185.6 P P 0.000732 0.000732 0.2 NC 0.01 gb:BI251603 /DB_XREF=gi:14801220 /DB_XREF=602993977F1 /CLONE=IMAGE:5149914 /FEA=EST /CNT=22 /TID=Mm.35817.4 /TIER=Stack /STK=8 /UG
MOE430_2_1456638_at 67.5 72.5 A A 0.08 0.06 0.2 NC 0.5 gb:BB215355 /DB_XREF=gi:15410123 /DB_XREF=BB215355 /CLONE=A530026H04 /FEA=EST /CNT=13 /TID=Mm.139151.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456639_at 14.5 13.2 A P 0.11 0.02 0.2 NC 0.5 gb:BB199476 /DB_XREF=gi:16271313 /DB_XREF=BB199476 /CLONE=A430015F13 /FEA=EST /CNT=13 /TID=Mm.150840.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456647_a_ 83.8 107.5 P P 0.000244 0.000244 0.2 NC 0.04 gb:AI646535 /DB_XREF=gi:4725010 /DB_XREF=vv54f10.x1 /CLONE=IMAGE:1226251 /FEA=EST /CNT=12 /TID=Mm.41949.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456694_x_ 35.8 27.2 M A 0.05 0.11 0.2 NC 0.36 gb:AA921444 /DB_XREF=gi:3068223 /DB_XREF=vz37h01.r1 /CLONE=IMAGE:1328689 /FEA=EST /CNT=9 /TID=Mm.1484.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456734_at 17.8 24.3 A A 0.35 0.36 0.2 NC 0.48 gb:AV217413 /DB_XREF=gi:6158255 /DB_XREF=AV217413 /CLONE=2410175K04 /FEA=EST /CNT=8 /TID=Mm.1275.2 /TIER=Stack /STK=8 /UG=Mm.1275
MOE430_2_1456736_x_ 1042.2 1210.3 P P 0.000732 0.000244 0.2 NC 0.06 gb:AV217938 /DB_XREF=gi:6158779 /DB_XREF=AV217938 /CLONE=2410193G09 /FEA=EST /CNT=8 /TID=Mm.181892.4 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456738_s_ 288 345.4 P P 0.000732 0.000244 0.2 MI 0.002032 gb:BB556275 /DB_XREF=gi:9642641 /DB_XREF=BB556275 /CLONE=E330023E18 /FEA=EST /CNT=8 /TID=Mm.133202.1 /TIER=Stack /STK=8 /UG=Mm.13
MOE430_2_1456757_at 1.5 1.7 A A 0.85 0.95 0.2 NC 0.92 gb:BF467443 /DB_XREF=gi:11536626 /DB_XREF=UI-M-CG0p-brn-g-09-0-UI.s1 /CLONE=UI-M-CG0p-brn-g-09-0-UI /FEA=EST /CNT=18 /TID=Mm.4103
MOE430_2_1456768_a_ 6.3 6.2 A A 0.3 0.14 0.2 NC 0.37 gb:AV319507 /DB_XREF=gi:16394872 /DB_XREF=AV319507 /CLONE=6030406K11 /FEA=EST /CNT=10 /TID=Mm.32337.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456773_at 28.3 41.6 P P 0.000244 0.00293 0.2 NC 0.5 gb:BB396657 /DB_XREF=gi:16411036 /DB_XREF=BB396657 /CLONE=C230098I09 /FEA=EST /CNT=12 /TID=Mm.205276.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456783_at 2.2 1.1 A A 0.93 0.88 0.2 NC 0.5 gb:BB075402 /DB_XREF=gi:16260284 /DB_XREF=BB075402 /CLONE=9330107J05 /FEA=EST /CNT=9 /TID=Mm.40831.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456790_at 16.6 18.5 P P 0.000732 0.00415 0.2 NC 0.39 gb:BB139169 /DB_XREF=gi:15408493 /DB_XREF=BB139169 /CLONE=9830163M10 /FEA=EST /CNT=15 /TID=Mm.169552.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1456823_at 6.8 5.9 A A 0.53 0.46 0.2 NC 0.48 gb:AV274491 /DB_XREF=gi:15405591 /DB_XREF=AV274491 /CLONE=4932419B04 /FEA=EST /CNT=7 /TID=Mm.67696.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456829_at 2.5 1.9 A A 0.6 0.5 0.2 NC 0.18 gb:BB429412 /DB_XREF=gi:16423991 /DB_XREF=BB429412 /CLONE=C630028E12 /FEA=EST /CNT=7 /TID=Mm.188973.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456835_at 9.2 9 P A 0.01 0.06 0.2 NC 0.5 gb:BB437157 /DB_XREF=gi:16424402 /DB_XREF=BB437157 /CLONE=D030001K05 /FEA=EST /CNT=7 /TID=Mm.116344.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456838_at 1.2 1.6 A A 0.8 0.46 0.2 NC 0.07 gb:BE995608 /DB_XREF=gi:10680029 /DB_XREF=UI-M-CG0p-bia-d-03-0-UI.s1 /CLONE=UI-M-CG0p-bia-d-03-0-UI /FEA=EST /CNT=7 /TID=Mm.40213.
MOE430_2_1456862_at 90.4 128.4 P P 0.000732 0.000244 0.2 NC 0.06 gb:AI893638 /DB_XREF=gi:5599540 /DB_XREF=mn04a03.x1 /CLONE=IMAGE:536908 /FEA=EST /CNT=7 /TID=Mm.99555.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456877_at 17.9 12.2 A P 0.12 0.03 0.2 NC 0.23 gb:BB147678 /DB_XREF=gi:15408688 /DB_XREF=BB147678 /CLONE=9930101G15 /FEA=EST /CNT=23 /TID=Mm.108582.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1456881_at 8.1 23.5 A A 0.21 0.19 0.2 NC 0.5 gb:BF019797 /DB_XREF=gi:10751129 /DB_XREF=ux18c03.x1 /CLONE=IMAGE:3471844 /FEA=EST /CNT=14 /TID=Mm.45088.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1456929_at 17.3 19.8 A P 0.11 0.04 0.2 NC 0.11 gb:BM235852 /DB_XREF=gi:17871122 /DB_XREF=K0426D10-3 /CLONE=K0426D10 /FEA=EST /CNT=7 /TID=Mm.80618.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457002_at 63.5 69.3 P P 0.000732 0.000244 0.2 NC 0.5 gb:BB832349 /DB_XREF=gi:17010592 /DB_XREF=BB832349 /CLONE=G930021M08 /FEA=EST /CNT=6 /TID=Mm.156873.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457009_at 83.5 59.8 P P 0.008057 0.000244 0.2 NC 0.02 gb:AW260070 /DB_XREF=gi:6633051 /DB_XREF=uq29b04.x1 /CLONE=IMAGE:2810767 /FEA=EST /CNT=6 /TID=Mm.209019.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1457024_x_ 588.4 647.2 P P 0.000244 0.000244 0.2 NC 0.16 gb:BB375649 /DB_XREF=gi:9088463 /DB_XREF=BB375649 /CLONE=C130081H06 /FEA=EST /CNT=6 /TID=Mm.168806.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457062_at 27.6 22.5 A P 0.08 0.008057 0.2 NC 0.5 gb:BM247823 /DB_XREF=gi:17883093 /DB_XREF=K0807D10-3 /CLONE=K0807D10 /FEA=EST /CNT=10 /TID=Mm.46666.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457064_at 12.1 9 A A 0.36 0.06 0.2 NC 0.5 gb:BB469078 /DB_XREF=gi:16427587 /DB_XREF=BB469078 /CLONE=D230022F05 /FEA=EST /CNT=9 /TID=Mm.38185.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457065_at 2 3.6 A A 0.5 0.63 0.2 NC 0.76 gb:BB530943 /DB_XREF=gi:16445838 /DB_XREF=BB530943 /CLONE=E030012I16 /FEA=EST /CNT=9 /TID=Mm.130793.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457115_at 12.9 20.9 A A 0.24 0.3 0.2 NC 0.5 gb:BE854242 /DB_XREF=gi:10312854 /DB_XREF=ux48c02.x1 /CLONE=IMAGE:3513506 /FEA=EST /CNT=6 /TID=Mm.44438.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457159_at 1.8 5.1 A A 0.78 0.72 0.2 NC 0.54 gb:AV274480 /DB_XREF=gi:16390538 /DB_XREF=AV274480 /CLONE=4932418P15 /FEA=EST /CNT=6 /TID=Mm.78879.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457173_at 19.2 15 P P 0.03 0.000244 0.2 NC 0.06 gb:AV235415 /DB_XREF=gi:15405090 /DB_XREF=AV235415 /CLONE=4732404F21 /FEA=EST /CNT=5 /TID=Mm.212970.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457175_at 7.9 15.7 A A 0.08 0.12 0.2 NC 0.44 gb:BB098324 /DB_XREF=gi:16261260 /DB_XREF=BB098324 /CLONE=9430063G01 /FEA=EST /CNT=5 /TID=Mm.100049.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457178_at 7.7 8.8 A A 0.43 0.63 0.2 NC 0.5 gb:BB485280 /DB_XREF=gi:16441249 /DB_XREF=BB485280 /CLONE=D430030M06 /FEA=EST /CNT=5 /TID=Mm.214675.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457191_at 11.3 11.3 P P 0.02 0.001953 0.2 NC 0.5 gb:AV264602 /DB_XREF=gi:16389226 /DB_XREF=AV264602 /CLONE=4930500L01 /FEA=EST /CNT=5 /TID=Mm.126674.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457196_at 11.6 21.8 A A 0.27 0.14 0.2 NC 0.49 gb:AV323048 /DB_XREF=gi:16395233 /DB_XREF=AV323048 /CLONE=6230405H16 /FEA=EST /CNT=5 /TID=Mm.79497.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457203_at 1.2 0.9 A A 0.96 0.95 0.2 NC 0.21 gb:BE825072 /DB_XREF=gi:10257306 /DB_XREF=C0509A12-3 /CLONE=C0509A12 /FEA=EST /CNT=5 /TID=Mm.131093.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457218_at 6.1 11.4 A P 0.24 0.02 0.2 NC 0.09 gb:BB296225 /DB_XREF=gi:16401883 /DB_XREF=BB296225 /CLONE=B130045H03 /FEA=EST /CNT=5 /TID=Mm.192898.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457229_at 24.6 18.2 P P 0.01 0.04 0.2 NC 0.45 gb:BQ265128 /DB_XREF=gi:20490193 /DB_XREF=NISC_ff03f09.x1 /CLONE=IMAGE:2864800 /FEA=EST /CNT=5 /TID=Mm.124762.1 /TIER=ConsEnd /STK=
MOE430_2_1457239_at 2.3 1.2 A A 0.82 0.86 0.2 NC 0.5 gb:AI451104 /DB_XREF=gi:4301660 /DB_XREF=mt19b04.x1 /CLONE=IMAGE:621487 /FEA=EST /CNT=5 /TID=Mm.178659.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457243_at 28.6 31.7 P P 0.001953 0.001221 0.2 NC 0.5 gb:BI963564 /DB_XREF=gi:16337969 /DB_XREF=id31f02.x1 /CLONE=IMAGE:5664891 /FEA=EST /CNT=5 /TID=Mm.212661.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457259_at 223.9 223.5 P P 0.000244 0.000732 0.2 NC 0.5 gb:AV023631 /DB_XREF=gi:4800623 /DB_XREF=AV023631 /CLONE=1190033D19 /FEA=EST /CNT=5 /TID=Mm.69128.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457263_at 2.5 1 A A 0.53 0.63 0.2 NC 0.5 gb:BI329779 /DB_XREF=gi:15014436 /DB_XREF=602984931F1 /CLONE=IMAGE:5137735 /FEA=EST /CNT=20 /TID=Mm.27508.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1457266_at 170.1 187.2 P P 0.000244 0.000244 0.2 NC 0.13 gb:BE447661 /DB_XREF=gi:9447238 /DB_XREF=ut48f03.x1 /CLONE=IMAGE:3331133 /FEA=EST /CNT=13 /TID=Mm.37829.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1457281_at 27.5 32.3 P P 0.00415 0.001221 0.2 NC 0.37 gb:BB224547 /DB_XREF=gi:16353898 /DB_XREF=BB224547 /CLONE=A530087B18 /FEA=EST /CNT=9 /TID=Mm.86710.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457305_at 38.8 37.9 P P 0.000732 0.001221 0.2 NC 0.5 gb:BI737243 /DB_XREF=gi:15714244 /DB_XREF=603358263F1 /CLONE=IMAGE:5365454 /FEA=EST /CNT=10 /TID=Mm.41014.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1457329_at 1.1 1.7 A A 0.88 0.8 0.2 NC 0.37 gb:BE994735 /DB_XREF=gi:10678272 /DB_XREF=UI-M-BZ1-bjx-h-03-0-UI.s1 /CLONE=UI-M-BZ1-bjx-h-03-0-UI /FEA=EST /CNT=6 /TID=Mm.151520.1 
MOE430_2_1457348_at 14.2 17.3 P P 0.01 0.04 0.2 NC 0.5 gb:BB134293 /DB_XREF=gi:16266593 /DB_XREF=BB134293 /CLONE=9830114E09 /FEA=EST /CNT=6 /TID=Mm.130863.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457375_at 47.4 56.9 P P 0.01 0.001221 0.2 NC 0.11 gb:BG094499 /DB_XREF=gi:12576989 /DB_XREF=uu77b01.x1 /CLONE=IMAGE:3382584 /FEA=EST /CNT=6 /TID=Mm.61417.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1457409_at 0.5 0.5 A A 0.99 0.99 0.2 NC 0.58 gb:BB484070 /DB_XREF=gi:16441115 /DB_XREF=BB484070 /CLONE=D430023I23 /FEA=EST /CNT=5 /TID=Mm.39101.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457415_a_ 35.7 33.4 P P 0.000244 0.000732 0.2 NC 0.5 gb:AI503156 /DB_XREF=gi:4401007 /DB_XREF=vn01f08.x1 /CLONE=IMAGE:1006503 /FEA=EST /CNT=5 /TID=Mm.84684.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457420_at 3.7 2.3 A A 0.78 0.78 0.2 NC 0.5 gb:BE981921 /DB_XREF=gi:10651539 /DB_XREF=UI-M-CG0p-bde-g-10-0-UI.s1 /CLONE=UI-M-CG0p-bde-g-10-0-UI /FEA=EST /CNT=5 /TID=Mm.44928
MOE430_2_1457445_at 39 67.1 P P 0.000732 0.000244 0.2 NC 0.03 gb:BB136803 /DB_XREF=gi:15408479 /DB_XREF=BB136803 /CLONE=9830138H06 /FEA=EST /CNT=6 /TID=Mm.207292.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457452_at 6.8 8 A A 0.24 0.15 0.2 NC 0.22 gb:BG063156 /DB_XREF=gi:12545719 /DB_XREF=H3003G01-3 /CLONE=H3003G01 /FEA=EST /CNT=5 /TID=Mm.151813.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457473_at 51.9 59.7 P P 0.000244 0.000732 0.2 NC 0.1 gb:AI851787 /DB_XREF=gi:5495693 /DB_XREF=UI-M-BH0-aim-g-09-0-UI.s1 /CLONE=UI-M-BH0-aim-g-09-0-UI /FEA=EST /CNT=5 /TID=Mm.39098.1 /T
MOE430_2_1457493_at 2.6 1.3 A A 0.75 0.8 0.2 NC 0.5 gb:BI076831 /DB_XREF=gi:14515488 /DB_XREF=L0287C09-3 /CLONE=L0287C09 /FEA=EST /CNT=4 /TID=Mm.196766.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457503_at 18.2 11.8 A A 0.09 0.12 0.2 NC 0.59 gb:BB034637 /DB_XREF=gi:16258284 /DB_XREF=BB034637 /CLONE=5832414P18 /FEA=EST /CNT=4 /TID=Mm.152795.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457517_at 10.1 11.9 A A 0.21 0.27 0.2 NC 0.45 gb:BB251424 /DB_XREF=gi:16355864 /DB_XREF=BB251424 /CLONE=A730046G19 /FEA=EST /CNT=4 /TID=Mm.131461.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457529_x_ 22.2 13.8 P P 0.01 0.000732 0.2 NC 0.08 gb:BB066943 /DB_XREF=gi:15404223 /DB_XREF=BB066943 /CLONE=8030456E09 /FEA=EST /CNT=4 /TID=Mm.212639.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457539_at 21.2 23.7 P P 0.001221 0.001953 0.2 NC 0.44 gb:BG069224 /DB_XREF=gi:12551793 /DB_XREF=H3074B01-3 /CLONE=H3074B01 /FEA=EST /CNT=4 /TID=Mm.26111.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457552_at 14.6 18.3 P A 0.03 0.08 0.2 NC 0.16 gb:BB482373 /DB_XREF=gi:16440916 /DB_XREF=BB482373 /CLONE=D430012B14 /FEA=EST /CNT=4 /TID=Mm.213380.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457555_at 1.1 1.1 A A 0.56 0.66 0.2 NC 0.5 gb:BB375896 /DB_XREF=gi:16407449 /DB_XREF=BB375896 /CLONE=C130082O03 /FEA=EST /CNT=4 /TID=Mm.186779.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457573_at 2.4 2.9 A A 0.78 0.63 0.2 NC 0.16 gb:BM237759 /DB_XREF=gi:17873029 /DB_XREF=K0506F07-3 /CLONE=K0506F07 /FEA=EST /CNT=4 /TID=Mm.218404.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457606_x_ 0.7 0.5 A A 0.97 0.98 0.2 NC 0.54 gb:BB711461 /DB_XREF=gi:16064630 /DB_XREF=BB711461 /CLONE=B020024F23 /FEA=EST /CNT=4 /TID=Mm.186103.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457616_at 9.4 8.8 A A 0.21 0.17 0.2 NC 0.28 gb:BB804426 /DB_XREF=gi:16977055 /DB_XREF=BB804426 /CLONE=G630063P10 /FEA=EST /CNT=4 /TID=Mm.213647.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457627_x_ 60.7 68.6 P P 0.02 0.01 0.2 NC 0.5 gb:AV210805 /DB_XREF=gi:6151285 /DB_XREF=AV210805 /CLONE=1700126H14 /FEA=EST /CNT=4 /TID=Mm.218359.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457638_x_ 54.2 32.8 P P 0.000244 0.01 0.2 NC 0.42 gb:AV039064 /DB_XREF=gi:4858729 /DB_XREF=AV039064 /CLONE=1700001K22 /FEA=EST /CNT=4 /TID=Mm.160818.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457641_at 17 19.6 A A 0.21 0.11 0.2 NC 0.34 gb:AV164871 /DB_XREF=gi:5371308 /DB_XREF=AV164871 /CLONE=3110030E20 /FEA=EST /CNT=4 /TID=Mm.130966.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457695_at 17.1 19.2 A P 0.12 0.03 0.2 NC 0.5 gb:C76297 /DB_XREF=gi:2516627 /DB_XREF=C76297 /CLONE=J0008C06 /FEA=EST /CNT=13 /TID=Mm.27084.1 /TIER=ConsEnd /STK=3 /UG=Mm.27084
MOE430_2_1457700_at 7.4 9.3 A A 0.09 0.11 0.2 NC 0.5 gb:BB150687 /DB_XREF=gi:16267892 /DB_XREF=BB150687 /CLONE=A030008C11 /FEA=EST /CNT=8 /TID=Mm.130900.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457705_at 0.9 2.1 A A 0.9 0.63 0.2 NC 0.17 gb:BE692115 /DB_XREF=gi:10079739 /DB_XREF=ut24h09.x1 /CLONE=IMAGE:3328865 /FEA=EST /CNT=10 /TID=Mm.138732.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1457743_at 0.4 0.4 A A 0.88 0.96 0.2 NC 0.27 gb:BQ175190 /DB_XREF=gi:20350682 /DB_XREF=UI-M-DJ2-bwd-f-24-0-UI.s1 /CLONE=UI-M-DJ2-bwd-f-24-0-UI /FEA=EST /CNT=6 /TID=Mm.36396.1 
MOE430_2_1457760_at 19.5 18.4 P P 0.001221 0.00415 0.2 NC 0.2 gb:BB243507 /DB_XREF=gi:16355268 /DB_XREF=BB243507 /CLONE=A630096I18 /FEA=EST /CNT=5 /TID=Mm.26531.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457763_at 13.9 14.7 A A 0.19 0.19 0.2 NC 0.5 gb:BE946994 /DB_XREF=gi:10524753 /DB_XREF=UI-M-BH3-axg-f-03-0-UI.s1 /CLONE=UI-M-BH3-axg-f-03-0-UI /FEA=EST /CNT=5 /TID=Mm.150322.1 
MOE430_2_1457789_at 6.9 21.8 P P 0.03 0.01 0.2 NC 0.5 gb:AV378786 /DB_XREF=gi:16398194 /DB_XREF=AV378786 /CLONE=9130601A15 /FEA=EST /CNT=5 /TID=Mm.209685.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457791_at 24.4 32.5 A A 0.09 0.09 0.2 NC 0.25 gb:BB333194 /DB_XREF=gi:15411536 /DB_XREF=BB333194 /CLONE=B830008H07 /FEA=EST /CNT=5 /TID=Mm.37292.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457818_at 7.9 6.7 A P 0.33 0.01 0.2 NC 0.09 gb:BE990375 /DB_XREF=gi:10668794 /DB_XREF=UI-M-BZ1-bfu-j-20-0-UI.s1 /CLONE=UI-M-BZ1-bfu-j-20-0-UI /FEA=EST /CNT=5 /TID=Mm.152086.1 /
MOE430_2_1457841_at 5.5 5.7 A A 0.43 0.17 0.2 NC 0.04 gb:BG067993 /DB_XREF=gi:12550562 /DB_XREF=H3060E10-3 /CLONE=H3060E10 /FEA=EST /CNT=5 /TID=Mm.148701.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457842_at 63.9 90.1 P P 0.01 0.03 0.2 NC 0.5 gb:AV154022 /DB_XREF=gi:16383232 /DB_XREF=AV154022 /CLONE=2900059H17 /FEA=EST /CNT=5 /TID=Mm.65063.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457853_at 8.6 12.1 A A 0.27 0.36 0.2 NC 0.4 gb:BF781639 /DB_XREF=gi:12086675 /DB_XREF=602104356F1 /CLONE=IMAGE:4222693 /FEA=EST /CNT=4 /TID=Mm.26918.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1457874_at 0.9 1 A A 0.93 0.66 0.2 NC 0.14 gb:AV270626 /DB_XREF=gi:16389884 /DB_XREF=AV270626 /CLONE=4930550J05 /FEA=EST /CNT=4 /TID=Mm.72745.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457882_at 9.2 11.7 M P 0.05 0.04 0.2 NC 0.18 gb:BB079695 /DB_XREF=gi:15407002 /DB_XREF=BB079695 /CLONE=9330159D13 /FEA=EST /CNT=4 /TID=Mm.118043.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457887_at 24.6 34 A A 0.3 0.19 0.2 NC 0.11 gb:BG066619 /DB_XREF=gi:12549111 /DB_XREF=H3044B10-3 /CLONE=H3044B10 /FEA=EST /CNT=4 /TID=Mm.25039.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457940_at 1 1.7 A A 0.72 0.39 0.2 NC 0.36 gb:BB328177 /DB_XREF=gi:9036940 /DB_XREF=BB328177 /CLONE=B430308K05 /FEA=EST /CNT=4 /TID=Mm.210200.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457957_at 4.4 7.5 A A 0.19 0.33 0.2 NC 0.72 gb:BM934673 /DB_XREF=gi:19393825 /DB_XREF=UI-M-BH2.2-aqk-c-04-0-UI.r1 /CLONE=UI-M-BH2.2-aqk-c-04-0-UI /FEA=EST /CNT=4 /TID=Mm.4873
MOE430_2_1457977_at 23.8 27.1 P P 0.03 0.008057 0.2 NC 0.33 gb:AI594274 /DB_XREF=gi:4603322 /DB_XREF=vm90g06.y1 /CLONE=IMAGE:1005562 /FEA=EST /CNT=4 /TID=Mm.33247.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457981_x_ 9.4 12.6 A P 0.08 0.03 0.2 NC 0.06 gb:AV350371 /DB_XREF=gi:6391428 /DB_XREF=AV350371 /CLONE=6530427K16 /FEA=EST /CNT=4 /TID=Mm.68188.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458005_at 1.7 0.4 A A 0.78 0.96 0.2 NC 0.5 gb:BG071979 /DB_XREF=gi:12554548 /DB_XREF=H3105D02-3 /CLONE=H3105D02 /FEA=EST /CNT=4 /TID=Mm.17788.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458021_at 6.8 8.6 A A 0.24 0.5 0.2 NC 0.29 gb:BB550531 /DB_XREF=gi:16447930 /DB_XREF=BB550531 /CLONE=E230023A02 /FEA=EST /CNT=4 /TID=Mm.209981.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458042_at 8.1 7.2 A A 0.11 0.08 0.2 NC 0.23 gb:BG068591 /DB_XREF=gi:12551160 /DB_XREF=H3067B12-3 /CLONE=H3067B12 /FEA=EST /CNT=3 /TID=Mm.35049.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458046_at 5.2 5.3 A A 0.33 0.17 0.2 NC 0.14 gb:BG063579 /DB_XREF=gi:12546142 /DB_XREF=H3009A05-3 /CLONE=H3009A05 /FEA=EST /CNT=3 /TID=Mm.102551.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458062_at 0.2 0.3 A A 0.99 0.98 0.2 NC 0.18 gb:BG068958 /DB_XREF=gi:12551527 /DB_XREF=H3071B08-3 /CLONE=H3071B08 /FEA=EST /CNT=3 /TID=Mm.26417.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458082_at 3 0.5 A A 0.35 0.9 0.2 NC 0.62 gb:BB220405 /DB_XREF=gi:16353497 /DB_XREF=BB220405 /CLONE=A530060B03 /FEA=EST /CNT=3 /TID=Mm.208332.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458092_at 2.4 2.2 A A 0.75 0.85 0.2 NC 0.9 gb:BM232899 /DB_XREF=gi:17868169 /DB_XREF=K0329F10-3 /CLONE=K0329F10 /FEA=EST /CNT=3 /TID=Mm.214737.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458100_at 0.7 0.5 A A 0.69 0.91 0.2 NC 0.55 gb:BG067265 /DB_XREF=gi:12549834 /DB_XREF=H3052D07-3 /CLONE=H3052D07 /FEA=EST /CNT=3 /TID=Mm.25488.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458101_at 5.5 18.6 A A 0.27 0.11 0.2 NC 0.04 gb:BB110509 /DB_XREF=gi:16261648 /DB_XREF=BB110509 /CLONE=9530025E16 /FEA=EST /CNT=3 /TID=Mm.184108.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458126_at 40.5 44.1 P P 0.00415 0.00293 0.2 NC 0.49 gb:BB443518 /DB_XREF=gi:16424889 /DB_XREF=BB443518 /CLONE=D030041H20 /FEA=EST /CNT=3 /TID=Mm.132578.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458155_at 0.5 0.5 A A 0.93 0.9 0.2 NC 0.19 gb:BM933224 /DB_XREF=gi:19392376 /DB_XREF=UI-M-BH3-art-a-05-0-UI.r2 /CLONE=UI-M-BH3-art-a-05-0-UI /FEA=EST /CNT=3 /TID=Mm.134786.1 
MOE430_2_1458163_at 8.9 8.4 A A 0.06 0.09 0.2 NC 0.16 gb:AV328953 /DB_XREF=gi:15406345 /DB_XREF=AV328953 /CLONE=6330445J02 /FEA=EST /CNT=3 /TID=Mm.214754.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458188_at 1.5 2.5 A A 0.56 0.63 0.2 NC 0.5 gb:BB481761 /DB_XREF=gi:16440846 /DB_XREF=BB481761 /CLONE=D430005I12 /FEA=EST /CNT=3 /TID=Mm.209252.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458196_at 0.1 0.4 A A 0.95 0.91 0.2 NC 0.58 gb:C80936 /DB_XREF=gi:2521266 /DB_XREF=C80936 /CLONE=J0090H12 /FEA=EST /CNT=3 /TID=Mm.103869.1 /TIER=ConsEnd /STK=3 /UG=Mm.10386
MOE430_2_1458214_at 8.8 8.4 A A 0.24 0.27 0.2 NC 0.28 gb:AV305128 /DB_XREF=gi:16393672 /DB_XREF=AV305128 /CLONE=5730526A07 /FEA=EST /CNT=3 /TID=Mm.189876.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458267_at 0.4 0.9 A A 0.78 0.82 0.2 NC 0.53 gb:BB283439 /DB_XREF=gi:8983888 /DB_XREF=BB283439 /CLONE=A930102E03 /FEA=EST /CNT=3 /TID=Mm.125535.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458279_at 12.3 17.1 A A 0.27 0.43 0.2 NC 0.5 gb:BM201499 /DB_XREF=gi:17755232 /DB_XREF=C0226E09-3 /CLONE=C0226E09 /FEA=EST /CNT=3 /TID=Mm.202540.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458295_at 15.8 22.7 A P 0.09 0.04 0.2 NC 0.13 gb:BE626145 /DB_XREF=gi:9906561 /DB_XREF=ut83b11.x1 /CLONE=IMAGE:3369021 /FEA=EST /CNT=3 /TID=Mm.78325.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458297_s_ 1 2.3 A A 0.9 0.82 0.2 NC 0.13 gb:AI323439 /DB_XREF=gi:4057868 /DB_XREF=mj69c07.x1 /CLONE=IMAGE:481356 /FEA=EST /CNT=3 /TID=Mm.200861.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458327_x_ 0.4 0.5 A A 0.72 0.8 0.2 NC 0.57 gb:BB275387 /DB_XREF=gi:8972408 /DB_XREF=BB275387 /CLONE=A830092K04 /FEA=EST /CNT=3 /TID=Mm.125501.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458334_at 0.2 0.8 A A 0.78 0.75 0.2 NC 0.26 gb:BB349175 /DB_XREF=gi:9061003 /DB_XREF=BB349175 /CLONE=B930074A19 /FEA=EST /CNT=3 /TID=Mm.187813.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458338_x_ 37.4 33.7 P A 0.008057 0.06 0.2 NC 0.5 gb:AV118678 /DB_XREF=gi:5300829 /DB_XREF=AV118678 /CLONE=2610209K14 /FEA=EST /CNT=3 /TID=Mm.212631.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458356_at 1 1.2 A A 0.98 0.9 0.2 NC 0.39 gb:AV206120 /DB_XREF=gi:16384440 /DB_XREF=AV206120 /CLONE=1700084J15 /FEA=EST /CNT=3 /TID=Mm.212600.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458369_at 25.8 25.2 A P 0.09 0.04 0.2 NC 0.5 gb:AV381718 /DB_XREF=gi:16398353 /DB_XREF=AV381718 /CLONE=9230118C23 /FEA=EST /CNT=13 /TID=Mm.27342.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458404_at 57.3 73.7 P P 0.001953 0.00293 0.2 NC 0.5 gb:AI604670 /DB_XREF=gi:4613837 /DB_XREF=vm46e04.y1 /CLONE=IMAGE:1001310 /FEA=EST /CNT=9 /TID=Mm.37628.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458416_at 1.1 3.8 A A 0.53 0.36 0.2 NC 0.17 gb:BB206037 /DB_XREF=gi:16352058 /DB_XREF=BB206037 /CLONE=A430071J20 /FEA=EST /CNT=7 /TID=Mm.185120.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458429_at 6.3 11.1 A A 0.63 0.56 0.2 NC 0.5 gb:BB749943 /DB_XREF=gi:16154179 /DB_XREF=BB749943 /CLONE=G130001C21 /FEA=EST /CNT=6 /TID=Mm.207545.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458437_at 1.3 3.2 A A 0.8 0.75 0.2 NC 0.25 gb:BE945748 /DB_XREF=gi:10523507 /DB_XREF=UI-M-BZ0-axp-f-12-0-UI.s1 /CLONE=UI-M-BZ0-axp-f-12-0-UI /FEA=EST /CNT=6 /TID=Mm.155893.1 
MOE430_2_1458447_at 1.1 2.2 A A 0.95 0.8 0.2 NC 0.08 gb:BB667318 /DB_XREF=gi:16398767 /DB_XREF=BB667318 /CLONE=A930101O15 /FEA=EST /CNT=7 /TID=Mm.209496.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458450_at 18.7 17.8 M P 0.05 0.00293 0.2 NC 0.2 gb:BB214490 /DB_XREF=gi:16352961 /DB_XREF=BB214490 /CLONE=A530020N14 /FEA=EST /CNT=6 /TID=Mm.208579.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458455_at 0.8 1.7 A A 0.94 0.53 0.2 NC 0.17 gb:BB296103 /DB_XREF=gi:16401873 /DB_XREF=BB296103 /CLONE=B130044G13 /FEA=EST /CNT=6 /TID=Mm.148913.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458481_at 7.1 7.1 A A 0.53 0.43 0.2 NC 0.5 gb:AV045544 /DB_XREF=gi:16380482 /DB_XREF=AV045544 /CLONE=1700047F24 /FEA=EST /CNT=5 /TID=Mm.212463.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458502_at 9 10.8 A A 0.35 0.36 0.2 NC 0.16 gb:BB166245 /DB_XREF=gi:16268972 /DB_XREF=BB166245 /CLONE=A130087B03 /FEA=EST /CNT=7 /TID=Mm.184673.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458510_at 25.3 35.6 P P 0.00415 0.00415 0.2 NC 0.33 gb:AV362172 /DB_XREF=gi:16397536 /DB_XREF=AV362172 /CLONE=7730402F08 /FEA=EST /CNT=6 /TID=Mm.212969.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458525_at 51.2 45.5 A P 0.09 0.04 0.2 NC 0.5 gb:BB023775 /DB_XREF=gi:16257844 /DB_XREF=BB023775 /CLONE=5330416N16 /FEA=EST /CNT=5 /TID=Mm.167985.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458586_at 17.6 24.8 P P 0.000732 0.00415 0.2 NC 0.49 gb:BB447484 /DB_XREF=gi:16425184 /DB_XREF=BB447484 /CLONE=D030060M01 /FEA=EST /CNT=4 /TID=Mm.209204.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458587_at 34.2 37.4 A M 0.08 0.05 0.2 NC 0.31 gb:AW048687 /DB_XREF=gi:5909216 /DB_XREF=UI-M-BH1-amd-h-06-0-UI.s1 /CLONE=UI-M-BH1-amd-h-06-0-UI /FEA=EST /CNT=4 /TID=Mm.44573.1
MOE430_2_1458609_at 0.3 0.3 A A 0.98 0.93 0.2 NC 0.06 gb:BB740021 /DB_XREF=gi:16143026 /DB_XREF=BB740021 /CLONE=F430202J20 /FEA=EST /CNT=4 /TID=Mm.132807.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458613_at 7 2.9 A A 0.78 0.8 0.2 NC 0.18 gb:BB564960 /DB_XREF=gi:11455852 /DB_XREF=BB564960 /CLONE=2210001H08 /FEA=EST /CNT=4 /TID=Mm.200397.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458616_at 53 63.3 A A 0.09 0.08 0.2 NC 0.5 gb:BM248947 /DB_XREF=gi:17884205 /DB_XREF=K0825B12-3 /CLONE=K0825B12 /FEA=EST /CNT=4 /TID=Mm.139063.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458629_at 18.5 18.4 A P 0.14 0.04 0.2 NC 0.28 gb:BQ129480 /DB_XREF=gi:20203391 /DB_XREF=ii29h02.x1 /CLONE=IMAGE:5943386 /FEA=EST /CNT=4 /TID=Mm.220294.1 /TIER=ConsEnd /STK=2 /UG



MOE430_2_1458682_at 0.2 0.4 A A 0.94 0.94 0.2 NC 0.37 gb:BB552943 /DB_XREF=gi:16448230 /DB_XREF=BB552943 /CLONE=E330003F13 /FEA=EST /CNT=4 /TID=Mm.85276.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458696_at 2.2 1.4 A A 0.75 0.82 0.2 NC 0.5 gb:BF018834 /DB_XREF=gi:10750102 /DB_XREF=ux98a04.x1 /CLONE=IMAGE:3656526 /FEA=EST /CNT=4 /TID=Mm.76861.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458699_at 0.3 0.5 A A 0.99 0.98 0.2 NC 0.06 gb:BB439194 /DB_XREF=gi:16424556 /DB_XREF=BB439194 /CLONE=D030016G05 /FEA=EST /CNT=4 /TID=Mm.209159.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458700_at 5 2.8 A A 0.08 0.24 0.2 NC 0.5 gb:BG793487 /DB_XREF=gi:14129057 /DB_XREF=UTSW_SM12G12 /CLONE=UTSW_SM12G12 /FEA=EST /CNT=4 /TID=Mm.210525.1 /TIER=ConsEnd /STK
MOE430_2_1458720_at 1.6 2.3 A A 0.88 0.88 0.2 NC 0.34 gb:BG066985 /DB_XREF=gi:12549554 /DB_XREF=H3049C07-3 /CLONE=H3049C07 /FEA=EST /CNT=3 /TID=Mm.155137.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458723_at 6.5 8.4 A A 0.3 0.17 0.2 NC 0.09 gb:BG066801 /DB_XREF=gi:12549370 /DB_XREF=H3047B01-3 /CLONE=H3047B01 /FEA=EST /CNT=3 /TID=Mm.172841.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458733_at 0.6 0.8 A A 0.88 0.9 0.2 NC 0.5 gb:BG069087 /DB_XREF=gi:12551656 /DB_XREF=H3072F01-3 /CLONE=H3072F01 /FEA=EST /CNT=3 /TID=Mm.173761.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458748_at 12.7 20.3 A A 0.21 0.43 0.2 NC 0.4 gb:BM246833 /DB_XREF=gi:17882103 /DB_XREF=K0743E09-3 /CLONE=K0743E09 /FEA=EST /CNT=3 /TID=Mm.214933.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458749_at 1 1.8 A A 0.78 0.87 0.2 NC 0.27 gb:BG070571 /DB_XREF=gi:12553140 /DB_XREF=H3088G08-3 /CLONE=H3088G08 /FEA=EST /CNT=3 /TID=Mm.173270.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458777_at 3.7 5.6 A A 0.69 0.69 0.2 NC 0.5 gb:BG068849 /DB_XREF=gi:12551418 /DB_XREF=H3070A03-3 /CLONE=H3070A03 /FEA=EST /CNT=3 /TID=Mm.173684.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458802_at 35.3 38.5 P P 0.000244 0.00293 0.2 NC 0.5 gb:BB164127 /DB_XREF=gi:15409177 /DB_XREF=BB164127 /CLONE=A130075N07 /FEA=EST /CNT=3 /TID=Mm.124995.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458833_at 7.7 11.3 A A 0.19 0.14 0.2 NC 0.39 gb:BB283553 /DB_XREF=gi:8984002 /DB_XREF=BB283553 /CLONE=A930102J23 /FEA=EST /CNT=3 /TID=Mm.166553.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458850_at 18.7 22.5 A A 0.08 0.06 0.2 NC 0.5 gb:BB479785 /DB_XREF=gi:16440604 /DB_XREF=BB479785 /CLONE=D330040O14 /FEA=EST /CNT=3 /TID=Mm.209457.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458853_at 17.7 13.9 P A 0.03 0.11 0.2 NC 0.6 gb:BG073018 /DB_XREF=gi:12555587 /DB_XREF=H3117F09-3 /CLONE=H3117F09 /FEA=EST /CNT=3 /TID=Mm.182625.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458886_at 20 25.5 P P 0.00415 0.02 0.2 NC 0.5 gb:BB224338 /DB_XREF=gi:16353883 /DB_XREF=BB224338 /CLONE=A530086D01 /FEA=EST /CNT=3 /TID=Mm.208084.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458909_at 1.9 1 A A 0.69 0.82 0.2 NC 0.69 gb:BF456247 /DB_XREF=gi:11522416 /DB_XREF=UI-M-CG0p-bih-e-07-0-UI.s2 /CLONE=UI-M-CG0p-bih-e-07-0-UI /FEA=EST /CNT=3 /TID=Mm.156802
MOE430_2_1458938_at 1.3 0.6 A A 0.72 0.98 0.2 NC 0.5 gb:BE912153 /DB_XREF=gi:10409139 /DB_XREF=601663736F1 /CLONE=IMAGE:3963704 /FEA=EST /CNT=3 /TID=Mm.170619.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1458950_at 0.7 0.8 A A 0.97 0.85 0.2 NC 0.16 gb:AU016651 /DB_XREF=gi:3371655 /DB_XREF=AU016651 /CLONE=J0727H09 /FEA=EST /CNT=3 /TID=Mm.25998.1 /TIER=ConsEnd /STK=2 /UG=Mm.25
MOE430_2_1458961_at 9.8 5.6 A P 0.11 0.02 0.2 NC 0.45 gb:BB203079 /DB_XREF=gi:16351653 /DB_XREF=BB203079 /CLONE=A430050A06 /FEA=EST /CNT=3 /TID=Mm.208716.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458967_at 8.1 6.4 A A 0.3 0.24 0.2 NC 0.5 gb:BM939341 /DB_XREF=gi:19398493 /DB_XREF=UI-M-BZ1-bkp-g-04-0-UI.r1 /CLONE=UI-M-BZ1-bkp-g-04-0-UI /FEA=EST /CNT=3 /TID=Mm.39118.1 
MOE430_2_1458972_at 24.9 26.9 P P 0.01 0.008057 0.2 NC 0.5 gb:BM250288 /DB_XREF=gi:17885558 /DB_XREF=K0847C04-3 /CLONE=K0847C04 /FEA=EST /CNT=3 /TID=Mm.218126.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459055_at 4 6.4 A A 0.66 0.6 0.2 NC 0.25 gb:BB811070 /DB_XREF=gi:16983699 /DB_XREF=BB811070 /CLONE=G730008G08 /FEA=EST /CNT=3 /TID=Mm.153697.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459083_at 1.4 2.8 A A 0.66 0.66 0.2 NC 0.5 gb:BB194610 /DB_XREF=gi:16270914 /DB_XREF=BB194610 /CLONE=A330084C13 /FEA=EST /CNT=3 /TID=Mm.210268.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459121_at 30.2 46.2 P P 0.001953 0.001221 0.2 NC 0.39 gb:BB442202 /DB_XREF=gi:16424785 /DB_XREF=BB442202 /CLONE=D030030M01 /FEA=EST /CNT=3 /TID=Mm.101492.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459135_at 6.8 10.2 A A 0.56 0.27 0.2 NC 0.49 gb:BG143689 /DB_XREF=gi:12647088 /DB_XREF=ut59a10.x1 /CLONE=IMAGE:3331891 /FEA=EST /CNT=3 /TID=Mm.168474.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459183_at 12.7 22.7 A P 0.17 0.02 0.2 NC 0.21 gb:BM118464 /DB_XREF=gi:17086490 /DB_XREF=L0911D06-3 /CLONE=L0911D06 /FEA=EST /CNT=2 /TID=Mm.217674.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459189_at 4.7 4.8 A A 0.5 0.3 0.2 NC 0.08 gb:BB399856 /DB_XREF=gi:16413387 /DB_XREF=BB399856 /CLONE=C330016B01 /FEA=EST /CNT=2 /TID=Mm.115902.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459190_at 1.3 1 A A 0.85 0.91 0.2 NC 0.46 gb:BG066688 /DB_XREF=gi:12549180 /DB_XREF=H3044H10-3 /CLONE=H3044H10 /FEA=EST /CNT=2 /TID=Mm.154739.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459213_at 1.1 1.3 A A 0.96 0.9 0.2 NC 0.09 gb:BB226319 /DB_XREF=gi:16354029 /DB_XREF=BB226319 /CLONE=A530096K17 /FEA=EST /CNT=2 /TID=Mm.123608.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459215_at 8.3 8.4 A M 0.27 0.05 0.2 NC 0.17 gb:AW556401 /DB_XREF=gi:7201830 /DB_XREF=L0267G11-3 /CLONE=L0267G11 /FEA=EST /CNT=2 /TID=Mm.182811.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459225_at 11.7 12.1 A A 0.21 0.17 0.2 NC 0.37 gb:BB328387 /DB_XREF=gi:15411488 /DB_XREF=BB328387 /CLONE=B430315P09 /FEA=EST /CNT=2 /TID=Mm.210201.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459267_at 28.5 54.6 P P 0.01 0.008057 0.2 NC 0.19 gb:BB097524 /DB_XREF=gi:16261237 /DB_XREF=BB097524 /CLONE=9430059O11 /FEA=EST /CNT=2 /TID=Mm.207267.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459307_at 22 32.7 P P 0.001953 0.005859 0.2 NC 0.3 gb:BB460274 /DB_XREF=gi:16426513 /DB_XREF=BB460274 /CLONE=D130066C13 /FEA=EST /CNT=2 /TID=Mm.130127.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459316_at 0.3 0.5 A A 0.99 0.99 0.2 NC 0.37 gb:AW553227 /DB_XREF=gi:7198650 /DB_XREF=L0223H08-3 /CLONE=L0223H08 /FEA=EST /CNT=2 /TID=Mm.103041.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459352_at 0.4 0.9 A A 0.6 0.6 0.2 NC 0.34 gb:BB518380 /DB_XREF=gi:16443255 /DB_XREF=BB518380 /CLONE=D830029C24 /FEA=EST /CNT=2 /TID=Mm.209659.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459355_at 0.7 0.8 A A 0.97 0.96 0.2 NC 0.42 gb:BB031396 /DB_XREF=gi:16258182 /DB_XREF=BB031396 /CLONE=5830464B05 /FEA=EST /CNT=2 /TID=Mm.127113.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459377_at 0.8 1.8 A A 0.95 0.85 0.2 NC 0.5 gb:BB298284 /DB_XREF=gi:15411231 /DB_XREF=BB298284 /CLONE=B130066I24 /FEA=EST /CNT=2 /TID=Mm.125588.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459386_at 17.2 17.3 P P 0.02 0.001221 0.2 NC 0.18 gb:AV319015 /DB_XREF=gi:16394789 /DB_XREF=AV319015 /CLONE=6030403I07 /FEA=EST /CNT=2 /TID=Mm.73476.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459404_at 1.4 1.4 A A 0.82 0.82 0.2 NC 0.28 gb:BB322613 /DB_XREF=gi:15411422 /DB_XREF=BB322613 /CLONE=B330017F15 /FEA=EST /CNT=2 /TID=Mm.216228.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459418_at 0.6 0.6 A A 0.98 0.96 0.2 NC 0.42 gb:BG076300 /DB_XREF=gi:12558869 /DB_XREF=H3158A12-3 /CLONE=H3158A12 /FEA=EST /CNT=2 /TID=Mm.161070.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459420_at 24.1 27.2 M A 0.05 0.09 0.2 NC 0.46 gb:BB167280 /DB_XREF=gi:16269053 /DB_XREF=BB167280 /CLONE=A130092I11 /FEA=EST /CNT=2 /TID=Mm.207628.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459430_at 14.8 16.3 A A 0.06 0.08 0.2 NC 0.5 gb:BB429778 /DB_XREF=gi:16424024 /DB_XREF=BB429778 /CLONE=C630030A14 /FEA=EST /CNT=2 /TID=Mm.209128.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459442_at 23.6 26.9 A A 0.24 0.14 0.2 NC 0.41 gb:BB125181 /DB_XREF=gi:15408196 /DB_XREF=BB125181 /CLONE=9630003K18 /FEA=EST /CNT=2 /TID=Mm.212278.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459450_at 14.4 9.5 A A 0.12 0.27 0.2 NC 0.5 gb:BB208422 /DB_XREF=gi:16352338 /DB_XREF=BB208422 /CLONE=A430088C02 /FEA=EST /CNT=2 /TID=Mm.133166.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459477_at 13.4 6.7 P A 0.02 0.17 0.2 NC 0.5 gb:BB201131 /DB_XREF=gi:16271530 /DB_XREF=BB201131 /CLONE=A430034J02 /FEA=EST /CNT=2 /TID=Mm.209173.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459519_at 1.4 3.3 A A 0.69 0.69 0.2 NC 0.5 gb:BG068428 /DB_XREF=gi:12550997 /DB_XREF=H3065D06-3 /CLONE=H3065D06 /FEA=EST /CNT=2 /TID=Mm.173575.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459534_at 9.1 13.1 A P 0.17 0.04 0.2 NC 0.36 gb:BQ174879 /DB_XREF=gi:20350371 /DB_XREF=UI-M-DJ2-bwc-e-01-0-UI.s1 /CLONE=UI-M-DJ2-bwc-e-01-0-UI /FEA=EST /CNT=2 /TID=Mm.192817
MOE430_2_1459537_at 8.4 8.7 M P 0.05 0.04 0.2 NC 0.65 gb:BM218851 /DB_XREF=gi:17778497 /DB_XREF=C0916G04-3 /CLONE=C0916G04 /FEA=EST /CNT=2 /TID=Mm.218425.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459557_at 1.3 1.9 A A 0.72 0.43 0.2 NC 0.03 gb:BM115255 /DB_XREF=gi:17078273 /DB_XREF=L0817G12-3 /CLONE=L0817G12 /FEA=EST /CNT=2 /TID=Mm.218194.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459613_at 2.7 5.7 P A 0.03 0.09 0.2 NC 0.49 gb:BE957271 /DB_XREF=gi:10602652 /DB_XREF=UI-M-BG2-bce-c-06-0-UI.s1 /CLONE=UI-M-BG2-bce-c-06-0-UI /FEA=EST /CNT=2 /TID=Mm.71058.1
MOE430_2_1459614_at 0.5 0.9 A A 0.85 0.87 0.2 NC 0.45 gb:BG062980 /DB_XREF=gi:12545631 /DB_XREF=H3002G01-3 /CLONE=H3002G01 /FEA=EST /CNT=2 /TID=Mm.196014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459650_at 3.5 1.9 A A 0.36 0.53 0.2 NC 0.42 gb:BE954012 /DB_XREF=gi:10596107 /DB_XREF=UI-M-CC1-bab-a-02-0-UI.s1 /CLONE=UI-M-CC1-bab-a-02-0-UI /FEA=EST /CNT=2 /TID=Mm.191166.
MOE430_2_1459655_at 15.3 10.2 A A 0.19 0.14 0.2 NC 0.5 gb:BE686439 /DB_XREF=gi:10074063 /DB_XREF=uu67g07.x1 /CLONE=IMAGE:3377052 /FEA=EST /CNT=2 /TID=Mm.144478.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459685_at 1 2.5 A A 0.82 0.82 0.2 NC 0.39 gb:BG066004 /DB_XREF=gi:12548567 /DB_XREF=H3037G11-3 /CLONE=H3037G11 /FEA=EST /CNT=2 /TID=Mm.172656.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459688_at 0.6 0.9 A A 0.99 0.98 0.2 NC 0.25 gb:AI586323 /DB_XREF=gi:4572220 /DB_XREF=vs45b09.x1 /CLONE=IMAGE:1149209 /FEA=EST /CNT=2 /TID=Mm.219405.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459720_x_ 56.2 57.6 P P 0.000244 0.000244 0.2 NC 0.49 gb:BB796715 /DB_XREF=gi:16966334 /DB_XREF=BB796715 /CLONE=G4D0010J23 /FEA=EST /CNT=2 /TID=Mm.216358.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459727_at 7.6 7.3 A A 0.36 0.33 0.2 NC 0.48 gb:AW125646 /DB_XREF=gi:6101176 /DB_XREF=UI-M-BH2.2-aqi-a-12-0-UI.s1 /CLONE=UI-M-BH2.2-aqi-a-12-0-UI /FEA=EST /CNT=2 /TID=Mm.39359.
MOE430_2_1459742_at 5 4.6 A A 0.12 0.26 0.2 NC 0.5 gb:BB800744 /DB_XREF=gi:16970367 /DB_XREF=BB800744 /CLONE=G630032A08 /FEA=EST /CNT=2 /TID=Mm.214357.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459753_x_ 5.7 6.8 A A 0.43 0.39 0.2 NC 0.45 gb:BB125781 /DB_XREF=gi:8780113 /DB_XREF=BB125781 /CLONE=9630008K22 /FEA=EST /CNT=2 /TID=Mm.154675.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459756_at 83.1 88.5 P P 0.001953 0.000244 0.2 NC 0.29 gb:AV301999 /DB_XREF=gi:6334513 /DB_XREF=AV301999 /CLONE=5730497I02 /FEA=EST /CNT=2 /TID=Mm.91993.1 /TIER=ConsEnd /STK=2 /UG=Mm.9
MOE430_2_1459788_at 26.7 44.1 A P 0.11 0.04 0.2 NC 0.5 gb:BB115649 /DB_XREF=gi:8768217 /DB_XREF=BB115649 /CLONE=9530051G08 /FEA=EST /CNT=2 /TID=Mm.162126.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459789_at 0.5 0.5 A A 0.94 0.78 0.2 NC 0.5 gb:BB360021 /DB_XREF=gi:9071849 /DB_XREF=BB360021 /CLONE=C030044K17 /FEA=EST /CNT=2 /TID=Mm.171212.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459813_at 67.7 68 P P 0.001221 0.001953 0.2 NC 0.36 gb:AV040390 /DB_XREF=gi:4860055 /DB_XREF=AV040390 /CLONE=1700012D01 /FEA=EST /CNT=2 /TID=Mm.65511.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459829_x_ 4.8 16.1 P M 0.01 0.05 0.2 NC 0.5 gb:BB380616 /DB_XREF=gi:9100334 /DB_XREF=BB380616 /CLONE=C230007O18 /FEA=EST /CNT=2 /TID=Mm.127279.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459844_at 2.7 3.3 A A 0.53 0.5 0.2 NC 0.5 gb:BB309694 /DB_XREF=gi:9010399 /DB_XREF=BB309694 /CLONE=B230311O16 /FEA=EST /CNT=2 /TID=Mm.31057.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459853_x_ 269.5 260.2 P P 0.000244 0.000244 0.2 NC 0.41 gb:AV312901 /DB_XREF=gi:6278153 /DB_XREF=AV312901 /CLONE=5830406L14 /FEA=EST /CNT=2 /TID=Mm.49337.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1459855_x_ 13.3 16.3 P M 0.03 0.05 0.2 NC 0.5 gb:AV323698 /DB_XREF=gi:6293615 /DB_XREF=AV323698 /CLONE=6230411P05 /FEA=EST /CNT=2 /TID=Mm.73591.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459858_x_ 1.3 2.4 A A 0.6 0.75 0.2 NC 0.5 gb:AV354465 /DB_XREF=gi:6395522 /DB_XREF=AV354465 /CLONE=7120437M10 /FEA=EST /CNT=2 /TID=Mm.100395.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459876_at 11.1 12 A A 0.21 0.39 0.2 NC 0.6 gb:BB501201 /DB_XREF=gi:9489989 /DB_XREF=BB501201 /CLONE=D630033L06 /FEA=EST /CNT=2 /TID=Mm.152993.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459896_at 24.3 31.2 P P 0.00415 0.000244 0.2 NC 0.02 gb:AW911766 /DB_XREF=gi:8077348 /DB_XREF=ur89b12.y1 /CLONE=IMAGE:3157439 /FEA=EST /CNT=45 /TID=Mm.34894.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1459907_a_ 34.6 31.5 A A 0.17 0.14 0.2 NC 0.12 gb:BI658695 /DB_XREF=gi:15572931 /DB_XREF=603283654F1 /CLONE=IMAGE:5328132 /FEA=EST /CNT=21 /TID=Mm.170613.2 /TIER=ConsEnd /STK=0 
MOE430_2_1459924_at 19.2 20.1 P A 0.04 0.08 0.2 NC 0.5 gb:BG079910 /DB_XREF=gi:12562566 /DB_XREF=H3047F02-5 /CLONE=H3047F02 /FEA=EST /CNT=4 /TID=Mm.25079.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1459941_at 0.7 0.8 A A 0.93 0.72 0.2 NC 0.11 gb:BB096900 /DB_XREF=gi:16261218 /DB_XREF=BB096900 /CLONE=9430057E02 /FEA=EST /CNT=2 /TID=Mm.117682.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459977_x_ 9.6 8.6 P A 0.03 0.09 0.2 NC 0.5 gb:AV369982 /DB_XREF=gi:6417629 /DB_XREF=AV369982 /CLONE=9030204G05 /FEA=EST /CNT=2 /TID=Mm.117032.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459983_at 22.7 22.6 P P 0.005859 0.01 0.2 NC 0.29 gb:AI115397 /DB_XREF=gi:3515721 /DB_XREF=uh85b04.r1 /CLONE=IMAGE:1764463 /FEA=EST /CNT=10 /TID=Mm.202318.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1459984_at 18.9 41.3 P P 0.00293 0.000244 0.2 NC 0.11 gb:AI552688 /DB_XREF=gi:4485051 /DB_XREF=mm03c11.y1 /CLONE=IMAGE:520436 /FEA=EST /CNT=5 /TID=Mm.41152.3 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1460010_a_ 442.9 468.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB490580 /DB_XREF=gi:9449207 /DB_XREF=BB490580 /CLONE=D530016H24 /FEA=EST /CNT=9 /TID=Mm.3871.5 /TIER=Stack /STK=9 /UG=Mm.387
MOE430_2_1460024_at 33.8 39.2 A A 0.08 0.06 0.2 NC 0.01 gb:BB313187 /DB_XREF=gi:16402864 /DB_XREF=BB313187 /CLONE=B230340H07 /FEA=EST /CNT=7 /TID=Mm.131982.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1460029_at 6.6 5.2 A A 0.56 0.6 0.2 NC 0.68 gb:AV029923 /DB_XREF=gi:16356543 /DB_XREF=AV029923 /CLONE=1500010E01 /FEA=EST /CNT=7 /TID=Mm.101643.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1460061_at 8.9 10 A P 0.24 0.00293 0.2 NC 0.13 gb:AV342748 /DB_XREF=gi:16396985 /DB_XREF=AV342748 /CLONE=6430530M09 /FEA=EST /CNT=5 /TID=Mm.74137.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1460089_at 0.6 1.6 A A 0.72 0.82 0.2 NC 0.46 gb:BG071602 /DB_XREF=gi:12554171 /DB_XREF=H3101A06-3 /CLONE=H3101A06 /FEA=EST /CNT=4 /TID=Mm.31600.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460101_at 1.8 1.7 A A 0.72 0.95 0.2 NC 0.48 gb:BG076361 /DB_XREF=gi:12558930 /DB_XREF=H3158G11-3 /CLONE=H3158G11 /FEA=EST /CNT=3 /TID=Mm.170142.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460102_at 63.5 70.2 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB037161 /DB_XREF=gi:16258406 /DB_XREF=BB037161 /CLONE=5930424F13 /FEA=EST /CNT=3 /TID=Mm.214735.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460108_at 0.6 0.7 A A 0.94 0.97 0.2 NC 0.62 gb:BB309776 /DB_XREF=gi:16402557 /DB_XREF=BB309776 /CLONE=B230312E03 /FEA=EST /CNT=3 /TID=Mm.215787.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460128_at 9.2 8.6 A P 0.14 0.01 0.2 NC 0.05 gb:BF719685 /DB_XREF=gi:12020687 /DB_XREF=mab36d09.x1 /CLONE=IMAGE:3972520 /FEA=EST /CNT=5 /TID=Mm.25800.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1460131_at 13.2 14.4 A P 0.06 0.03 0.2 NC 0.34 gb:BG067721 /DB_XREF=gi:12550290 /DB_XREF=H3057D12-3 /CLONE=H3057D12 /FEA=EST /CNT=4 /TID=Mm.103902.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460138_at 10.9 12.8 A A 0.06 0.19 0.2 NC 0.5 gb:BI500065 /DB_XREF=gi:15339409 /DB_XREF=ie14f12.x1 /FEA=EST /CNT=4 /TID=Mm.36573.1 /TIER=ConsEnd /STK=2 /UG=Mm.36573 /UG_TITLE=EST
MOE430_2_1460153_at 1.1 0.5 A A 0.75 0.66 0.2 NC 0.34 gb:BG076316 /DB_XREF=gi:12558885 /DB_XREF=H3158C05-3 /CLONE=H3158C05 /FEA=EST /CNT=3 /TID=Mm.182884.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460161_at 1.4 1.3 A A 0.82 0.87 0.2 NC 0.5 gb:BG067271 /DB_XREF=gi:12549840 /DB_XREF=H3052E01-3 /CLONE=H3052E01 /FEA=EST /CNT=3 /TID=Mm.25395.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460186_at 772.4 913.8 P P 0.000244 0.000244 0.2 NC 0.13 gb:AV061337 /DB_XREF=gi:16380789 /DB_XREF=AV061337 /CLONE=1810073M23 /FEA=FLmRNA /CNT=224 /TID=Mm.2986.1 /TIER=Stack /STK=10 /UG
MOE430_2_1460221_at 1201.2 1521.2 P P 0.000244 0.000244 0.2 NC 0.1 gb:BC003708.1 /DB_XREF=gi:13277595 /FEA=FLmRNA /CNT=238 /TID=Mm.22421.1 /TIER=FL+Stack /STK=31 /UG=Mm.22421 /LL=56351 /UG_GENE=Te
MOE430_2_1460224_at 857 777.1 P P 0.000244 0.000244 0.2 NC 0.41 gb:BC006960.1 /DB_XREF=gi:13905327 /FEA=FLmRNA /CNT=334 /TID=Mm.29971.1 /TIER=FL+Stack /STK=29 /UG=Mm.29971 /LL=67804 /UG_GENE=Sn
MOE430_2_1460231_at 10.6 19.3 P A 0.03 0.06 0.2 NC 0.5 gb:NM_012057.1 /DB_XREF=gi:6754367 /GEN=Irf5 /FEA=FLmRNA /CNT=45 /TID=Mm.6479.1 /TIER=FL+Stack /STK=24 /UG=Mm.6479 /LL=27056 /DEF=M
MOE430_2_1460259_s_ 4.7 6.3 A A 0.24 0.11 0.2 NC 0.18 gb:AF108501.1 /DB_XREF=gi:6465944 /GEN=Cacc /FEA=FLmRNA /CNT=90 /TID=Mm.20897.1 /TIER=FL+Stack /STK=9 /UG=Mm.20897 /LL=80797 /DEF=
MOE430_2_1460260_s_ 162.3 136.8 P P 0.001953 0.001221 0.2 NC 0.03 gb:U20619.1 /DB_XREF=gi:3046878 /FEA=FLmRNA /CNT=188 /TID=Mm.6952.1 /TIER=Stack /STK=60 /UG=Mm.6952 /LL=16646 /UG_GENE=Kpna1 /UG_T
MOE430_2_1460281_at 2.1 0.8 A A 0.82 0.96 0.2 NC 0.69 gb:NM_080847.1 /DB_XREF=gi:18252787 /GEN=4930400E23Rik /FEA=FLmRNA /CNT=9 /TID=Mm.160150.1 /TIER=FL /STK=3 /UG=Mm.160150 /LL=78910
MOE430_2_1460282_at 0.3 0.4 A A 0.99 0.98 0.2 NC 0.49 gb:NM_021406.1 /DB_XREF=gi:10946759 /GEN=Trem1-pending /FEA=FLmRNA /CNT=5 /TID=Mm.117123.1 /TIER=FL /STK=3 /UG=Mm.117123 /LL=58217
MOE430_2_1460285_at 35.8 35.5 P P 0.001221 0.000732 0.2 NC 0.3 gb:NM_133721.1 /DB_XREF=gi:19526903 /GEN=Itga9 /FEA=FLmRNA /CNT=110 /TID=Mm.23386.1 /TIER=FL /STK=2 /UG=Mm.23386 /LL=70107 /DEF=Mu
MOE430_2_1460307_at 15.8 24.2 P P 0.01 0.005859 0.2 NC 0.5 gb:AF124142.1 /DB_XREF=gi:4757580 /FEA=FLmRNA /CNT=16 /TID=Mm.89978.1 /TIER=FL /STK=1 /UG=Mm.89978 /LL=23797 /UG_GENE=Akt3 /DEF=M
MOE430_2_1460315_s_ 388.6 386.5 P P 0.000244 0.000244 0.2 NC 0.4 gb:NM_019786.1 /DB_XREF=gi:9790252 /GEN=Tbk1 /FEA=FLmRNA /CNT=155 /TID=Mm.34580.1 /TIER=FL+Stack /STK=82 /UG=Mm.34580 /LL=56480 /D
MOE430_2_1460317_s_ 79.5 72.8 P P 0.000732 0.000244 0.2 NC 0.5 gb:BI662324 /DB_XREF=gi:15576560 /DB_XREF=603305574F1 /CLONE=IMAGE:5351010 /FEA=FLmRNA /CNT=125 /TID=Mm.202311.1 /TIER=ConsEnd /S
MOE430_2_1460320_at 608.5 730.8 P P 0.000244 0.000244 0.2 NC 0.15 gb:NM_019584.1 /DB_XREF=gi:9624966 /GEN=Becn1 /FEA=FLmRNA /CNT=126 /TID=Mm.178947.1 /TIER=FL+Stack /STK=8 /UG=Mm.178947 /LL=56208 
MOE430_2_1460322_at 7.8 8.3 A A 0.27 0.6 0.2 NC 0.5 gb:NM_016803.1 /DB_XREF=gi:7949013 /GEN=Chst3 /FEA=FLmRNA /CNT=3 /TID=Mm.12866.1 /TIER=FL /STK=0 /UG=Mm.12866 /LL=53374 /DEF=Mus m
MOE430_2_1460333_at 90.1 115.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:BB829482 /DB_XREF=gi:17007725 /DB_XREF=BB829482 /CLONE=G930007F21 /FEA=FLmRNA /CNT=56 /TID=Mm.80043.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1460350_at 376 426.1 P P 0.000244 0.000244 0.2 NC 0.44 gb:BC003443.1 /DB_XREF=gi:13097404 /FEA=FLmRNA /CNT=139 /TID=Mm.87450.1 /TIER=FL+Stack /STK=56 /UG=Mm.87450 /LL=76303 /UG_GENE=11
MOE430_2_1460354_a_ 404.3 477.2 P P 0.000244 0.000244 0.2 NC 0.07 gb:AB049641.1 /DB_XREF=gi:13559372 /GEN=MRPL13 /FEA=FLmRNA /CNT=75 /TID=Mm.10076.1 /TIER=FL+Stack /STK=45 /UG=Mm.10076 /LL=68537 
MOE430_2_1460373_a_ 45.2 54.9 P P 0.000244 0.000732 0.2 NC 0.31 gb:AY037804.1 /DB_XREF=gi:17061795 /FEA=FLmRNA /CNT=10 /TID=Mm.981.1 /TIER=FL /STK=4 /UG=Mm.981 /DEF=Mus musculus C21orf18 mRNA, co
MOE430_2_1460376_a_ 46 62.1 P P 0.000244 0.000244 0.2 NC 0.1 gb:BC011509.1 /DB_XREF=gi:15079332 /FEA=FLmRNA /CNT=19 /TID=Mm.213007.1 /TIER=FL /STK=2 /UG=Mm.213007 /DEF=Mus musculus, clone MGC:
MOE430_2_1460420_a_ 246.9 265.5 P P 0.000732 0.000732 0.2 NC 0.5 gb:AF277898.1 /DB_XREF=gi:12658302 /GEN=Egfr /FEA=mRNA /CNT=1 /TID=Mm.8534.3 /TIER=ConsEnd /STK=0 /UG=Mm.8534 /LL=13649 /DEF=Mus m
MOE430_2_1460429_at 610.9 749.2 P P 0.000244 0.000244 0.2 NC 0.41 gb:AK004547.1 /DB_XREF=gi:12835788 /FEA=mRNA /CNT=233 /TID=Mm.28270.1 /TIER=Stack /STK=122 /UG=Mm.28270 /LL=71702 /UG_GENE=Cdc5l /U
MOE430_2_1460434_at 104.4 147.9 P P 0.005859 0.005859 0.2 NC 0.5 gb:AI510221 /DB_XREF=gi:4409126 /DB_XREF=vb95e05.y1 /CLONE=IMAGE:764768 /FEA=mRNA /CNT=115 /TID=Mm.24543.2 /TIER=Stack /STK=21 /UG
MOE430_2_1460443_at 142.2 153.8 P P 0.000244 0.000244 0.2 NC 0.5 gb:AK003055.1 /DB_XREF=gi:12833473 /FEA=mRNA /CNT=72 /TID=Mm.24761.1 /TIER=Stack /STK=29 /UG=Mm.24761 /LL=71698 /UG_GENE=0710008O1
MOE430_2_1460460_a_ 533.7 654 P P 0.000244 0.000244 0.2 NC 0.008511 gb:AK010664.1 /DB_XREF=gi:12846269 /FEA=mRNA /CNT=29 /TID=Mm.23836.4 /TIER=Stack /STK=23 /UG=Mm.23836 /LL=70231 /UG_GENE=Grs2-pend
MOE430_2_1460463_at 5 6.4 A A 0.3 0.23 0.2 NC 0.5 gb:AK014573.1 /DB_XREF=gi:12852511 /FEA=mRNA /CNT=16 /TID=Mm.133789.1 /TIER=Stack /STK=15 /UG=Mm.133789 /LL=74031 /UG_GENE=4632413
MOE430_2_1460486_at 66.2 69.9 P P 0.02 0.03 0.2 NC 0.49 gb:BB486322 /DB_XREF=gi:16441372 /DB_XREF=BB486322 /CLONE=D430035P20 /FEA=mRNA /CNT=21 /TID=Mm.30670.3 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1460514_s_ 1.2 1.7 A A 0.88 0.93 0.2 NC 0.5 gb:AK010738.1 /DB_XREF=gi:12846396 /FEA=mRNA /CNT=1 /TID=Mm.219774.1 /TIER=ConsEnd /STK=0 /UG=Mm.219774 /LL=73698 /UG_GENE=241008
MOE430_2_1460552_at 995.8 1116.7 P P 0.000244 0.000244 0.2 NC 0.5 gb:AI327392 /DB_XREF=gi:4061821 /DB_XREF=mq02f01.x1 /CLONE=IMAGE:577561 /FEA=EST /CNT=140 /TID=Mm.25140.1 /TIER=Stack /STK=51 /UG=M
MOE430_2_1460553_at 187.9 217.5 P P 0.000244 0.000244 0.2 NC 0.16 gb:BF466605 /DB_XREF=gi:11535788 /DB_XREF=UI-M-CG0p-bra-e-06-0-UI.s1 /CLONE=UI-M-CG0p-bra-e-06-0-UI /FEA=EST /CNT=57 /TID=Mm.4518
MOE430_2_1460557_at 339.1 391.4 P P 0.000244 0.000244 0.2 NC 0.08 gb:AI452098 /DB_XREF=gi:4299543 /DB_XREF=mp61e05.x1 /CLONE=IMAGE:573728 /FEA=EST /CNT=68 /TID=Mm.25319.3 /TIER=Stack /STK=43 /UG=M
MOE430_2_1460562_at 101.3 114.3 P P 0.005859 0.00293 0.2 NC 0.04 gb:BB042938 /DB_XREF=gi:15403895 /DB_XREF=BB042938 /CLONE=6030468D11 /FEA=EST /CNT=43 /TID=Mm.20152.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1460564_at 170.4 188.2 P P 0.000244 0.001221 0.2 NC 0.5 gb:BB401995 /DB_XREF=gi:16415116 /DB_XREF=BB401995 /CLONE=C330025K16 /FEA=EST /CNT=57 /TID=Mm.122758.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1460605_at 0.8 0.8 A A 0.75 0.91 0.2 NC 0.81 gb:AU045294 /DB_XREF=gi:3981477 /DB_XREF=AU045294 /CLONE=J0932G03 /FEA=EST /CNT=13 /TID=Mm.23520.2 /TIER=Stack /STK=9 /UG=Mm.235
MOE430_2_1460664_at 2.1 1.9 A A 0.91 0.95 0.2 NC 0.59 gb:NM_011772.1 /DB_XREF=gi:6756078 /GEN=Znfn1a4 /FEA=FLmRNA /CNT=11 /TID=Mm.42034.1 /TIER=FL /STK=2 /UG=Mm.42034 /LL=22781 /DEF=Mu
MOE430_2_1460669_at 1101.1 1239.3 P P 0.000244 0.000244 0.2 NC 0.01 gb:NM_010561.1 /DB_XREF=gi:6754339 /GEN=Ilf3 /FEA=FLmRNA /CNT=130 /TID=Mm.20935.1 /TIER=FL+Stack /STK=39 /UG=Mm.20935 /LL=16201 /DEF
MOE430_2_1460677_at 428.7 460 P P 0.000244 0.000244 0.2 NC 0.04 gb:BC023432.1 /DB_XREF=gi:19484203 /FEA=FLmRNA /CNT=98 /TID=Mm.21619.1 /TIER=FL+Stack /STK=59 /UG=Mm.21619 /LL=72572 /UG_GENE=Scr5
MOE430_2_1460679_at 226.2 239.8 P P 0.000244 0.000244 0.2 NC 0.26 gb:AK005101.1 /DB_XREF=gi:12836799 /FEA=FLmRNA /CNT=79 /TID=Mm.3199.1 /TIER=ConsEnd /STK=5 /UG=Mm.3199 /LL=68951 /UG_GENE=1500001
MOE430_2_1460686_at 28.2 39.3 P A 0.01 0.06 0.2 NC 0.5 gb:BC006866.1 /DB_XREF=gi:13905147 /FEA=FLmRNA /CNT=26 /TID=Mm.196641.1 /TIER=FL+Stack /STK=10 /UG=Mm.196641 /LL=68107 /UG_GENE=54
MOE430_2_1460691_at 230.1 274.7 P P 0.000732 0.000732 0.2 NC 0.2 gb:BF385956 /DB_XREF=gi:11367261 /DB_XREF=602046133F1 /CLONE=IMAGE:4195473 /FEA=mRNA /CNT=103 /TID=Mm.219581.1 /TIER=Stack /STK=4
MOE430_2_1460716_a_ 958.8 986.6 P P 0.000244 0.000244 0.2 NC 0.5 gb:NM_022309.1 /DB_XREF=gi:11612482 /GEN=Cbfb /FEA=FLmRNA /CNT=284 /TID=Mm.2018.1 /TIER=FL+Stack /STK=198 /UG=Mm.2018 /LL=12400 /D
MOE430_2_1460722_at 1.7 2.7 A A 0.82 0.72 0.2 NC 0.44 gb:BC025931.1 /DB_XREF=gi:19684141 /FEA=FLmRNA /CNT=9 /TID=Mm.57153.1 /TIER=FL /STK=2 /UG=Mm.57153 /LL=20653 /UG_GENE=Soat2 /DEF=
MOE430_2_1460723_at 12.4 14.7 A P 0.06 0.04 0.2 NC 0.17 gb:NM_013596.1 /DB_XREF=gi:7305262 /GEN=Mc5r /FEA=FLmRNA /CNT=3 /TID=Mm.8003.1 /TIER=FL /STK=2 /UG=Mm.8003 /LL=17203 /DEF=Mus mus
MOE430_2_1460726_at 413.7 473.3 P P 0.005859 0.00293 0.2 NC 0.08 gb:NM_007422.1 /DB_XREF=gi:6671520 /GEN=Adss2 /FEA=FLmRNA /CNT=157 /TID=Mm.39061.1 /TIER=FL+Stack /STK=26 /UG=Mm.39061 /LL=11566 /
MOE430_2_AFFX-LysX 7.5 9.4 P P 0.03 0.03 0.2 NC 0.5 Bacillus subtilis /REF=X17013 /DEF=B subtilis lys gene for diaminopimelate decarboxylase corresponding to nucleotides 350-1345 of X17013 /LEN=1108 (-
MOE430_2_AFFX-Phe 1.5 0.9 A A 0.72 0.96 0.2 NC 0.81 Bacillus subtilis /REF=M24537 /DEF=B subtilis pheB, pheA genes corresponding to nucleotides 2017-3334 of M24537 /LEN=1409 (-5, -M, -3 represent tra
MOE430_2_AFFX-Trpn 0.8 0.7 A A 0.87 0.94 0.2 NC 0.5 Bacillus subtilis /REF=K01391 /DEF=B subtilis TrpE protein, TrpD protein, TrpC protein corresponding to nucleotides 1883-4400 of K01391 /LEN=2609 (-5
MOE430_2_1415684_at 147.5 164.5 P P 0.000244 0.000244 0.1 NC 0.45 gb:AV168389 /DB_XREF=gi:16383543 /DB_XREF=AV168389 /CLONE=3110067M24 /FEA=FLmRNA /CNT=142 /TID=Mm.22264.1 /TIER=Stack /STK=28 /U
MOE430_2_1415697_at 441.7 400.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG069656 /DB_XREF=gi:12552225 /DB_XREF=H3078F11-3 /CLONE=H3078F11 /FEA=FLmRNA /CNT=359 /TID=Mm.2411.2 /TIER=Stack /STK=10 /UG
MOE430_2_1415699_a_ 2015.9 2216.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC003350.1 /DB_XREF=gi:13097152 /FEA=FLmRNA /CNT=164 /TID=Mm.30195.1 /TIER=FL+Stack /STK=86 /UG=Mm.30195 /DEF=Mus musculus, Simil
MOE430_2_1415713_a_ 637.1 773 P P 0.000244 0.000244 0.1 NC 0.41 gb:U46690.1 /DB_XREF=gi:1262844 /FEA=mRNA /CNT=2 /TID=Mm.3935.2 /TIER=ConsEnd /STK=1 /UG=Mm.3935 /LL=27225 /UG_GENE=Ddx24 /DEF=Mu
MOE430_2_1415717_at 228.6 226.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI735988 /DB_XREF=gi:15713001 /DB_XREF=603359115F1 /CLONE=IMAGE:5366570 /FEA=mRNA /CNT=144 /TID=Mm.28286.1 /TIER=Stack /STK=91 
MOE430_2_1415725_at 189.5 194.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AA866997 /DB_XREF=gi:2962442 /DB_XREF=vx25f08.r1 /CLONE=IMAGE:1265511 /FEA=EST /CNT=90 /TID=Mm.29072.1 /TIER=Stack /STK=69 /UG=M
MOE430_2_1415731_at 137.5 151.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:W08638 /DB_XREF=gi:1282661 /DB_XREF=mb42c12.r1 /CLONE=IMAGE:332086 /FEA=EST /CNT=66 /TID=Mm.24786.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1415741_at 1984.9 2161 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011626.1 /DB_XREF=gi:6755852 /GEN=Tparl /FEA=FLmRNA /CNT=146 /TID=Mm.790.1 /TIER=FL+Stack /STK=74 /UG=Mm.790 /LL=21982 /DEF=M
MOE430_2_1415744_at 594.6 739.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC022974.1 /DB_XREF=gi:18606454 /FEA=FLmRNA /CNT=104 /TID=Mm.2948.1 /TIER=FL+Stack /STK=53 /UG=Mm.2948 /LL=14976 /UG_GENE=H2-K
MOE430_2_1415761_at 977.7 1004.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV021593 /DB_XREF=gi:4798585 /DB_XREF=AV021593 /CLONE=1190023J22 /FEA=mRNA /CNT=102 /TID=Mm.30240.1 /TIER=Stack /STK=85 /UG=M
MOE430_2_1415764_at 1270 1287.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK003350.1 /DB_XREF=gi:12833962 /FEA=mRNA /CNT=118 /TID=Mm.23014.1 /TIER=Stack /STK=31 /UG=Mm.23014 /LL=76288 /UG_GENE=1110003F
MOE430_2_1415769_at 403.8 467.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008395.1 /DB_XREF=gi:6680475 /GEN=Itch /FEA=FLmRNA /CNT=104 /TID=Mm.8975.1 /TIER=FL+Stack /STK=44 /UG=Mm.8975 /LL=16396 /DEF=
MOE430_2_1415770_at 2334.8 2035 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_031392.1 /DB_XREF=gi:13878226 /GEN=Wdr6 /FEA=FLmRNA /CNT=712 /TID=Mm.29493.1 /TIER=FL+Stack /STK=570 /UG=Mm.29493 /LL=83669 
MOE430_2_1415778_at 3409.6 3692.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019768.1 /DB_XREF=gi:9790222 /GEN=Mrgx-pending /FEA=FLmRNA /CNT=502 /TID=Mm.27218.1 /TIER=FL+Stack /STK=382 /UG=Mm.27218 /LL=
MOE430_2_1415784_at 266.6 308.1 P P 0.000244 0.000732 0.1 NC 0.42 gb:BI654068 /DB_XREF=gi:15568304 /DB_XREF=603280145F1 /CLONE=IMAGE:5310419 /FEA=FLmRNA /CNT=473 /TID=Mm.196201.1 /TIER=Stack /STK=
MOE430_2_1415808_at 1.2 0.5 A A 0.85 0.9 0.1 NC 0.5 gb:NM_009411.1 /DB_XREF=gi:6678404 /GEN=Tpbpa /FEA=FLmRNA /CNT=346 /TID=Mm.2372.1 /TIER=FL+Stack /STK=245 /UG=Mm.2372 /LL=21984 /D
MOE430_2_1415817_s_ 1940.9 2098.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007638.1 /DB_XREF=gi:6671703 /GEN=Cct7 /FEA=FLmRNA /CNT=513 /TID=Mm.914.1 /TIER=FL+Stack /STK=236 /UG=Mm.914 /LL=12468 /DEF=
MOE430_2_1415822_at 4383.7 4816.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009128.1 /DB_XREF=gi:6677862 /GEN=Scd2 /FEA=FLmRNA /CNT=525 /TID=Mm.193096.1 /TIER=FL+Stack /STK=227 /UG=Mm.193096 /LL=20250
MOE430_2_1415830_at 370.5 393.8 P P 0.000244 0.000244 0.1 NC 0.3 gb:NM_011959.1 /DB_XREF=gi:6754947 /GEN=Orc5 /FEA=FLmRNA /CNT=256 /TID=Mm.566.1 /TIER=FL+Stack /STK=225 /UG=Mm.566 /LL=26429 /DEF=
MOE430_2_1415831_at 1944 2229.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_134101.1 /DB_XREF=gi:19882200 /GEN=Psmd2 /FEA=FLmRNA /CNT=415 /TID=Mm.147697.1 /TIER=FL+Stack /STK=223 /UG=Mm.147697 /LL=217
MOE430_2_1415832_at 274.8 270.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007429.1 /DB_XREF=gi:6680671 /GEN=Agtr2 /FEA=FLmRNA /CNT=261 /TID=Mm.2679.1 /TIER=FL+Stack /STK=223 /UG=Mm.2679 /LL=11609 /DE
MOE430_2_1415858_at 1888.4 1765.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019646.1 /DB_XREF=gi:9790118 /GEN=Eif3s8 /FEA=FLmRNA /CNT=444 /TID=Mm.22776.1 /TIER=FL+Stack /STK=197 /UG=Mm.22776 /LL=56347 /
MOE430_2_1415909_at 647.4 676.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_016737.1 /DB_XREF=gi:14389430 /GEN=Stip1 /FEA=FLmRNA /CNT=298 /TID=Mm.4540.1 /TIER=FL+Stack /STK=171 /UG=Mm.4540 /LL=20867 /D
MOE430_2_1415910_s_ 446.7 473 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_134141.1 /DB_XREF=gi:19527375 /GEN=AA617265 /FEA=FLmRNA /CNT=244 /TID=Mm.27582.1 /TIER=FL+Stack /STK=171 /UG=Mm.27582 /LL=10
MOE430_2_1415917_at 289.3 335.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_138745.1 /DB_XREF=gi:20270274 /GEN=Mthfd1 /FEA=FLmRNA /CNT=271 /TID=Mm.29584.1 /TIER=FL+Stack /STK=170 /UG=Mm.29584 /LL=1081
MOE430_2_1415937_s_ 148.9 150.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM246857 /DB_XREF=gi:17882127 /DB_XREF=K0743H03-3 /CLONE=K0743H03 /FEA=FLmRNA /CNT=446 /TID=Mm.29816.1 /TIER=Stack /STK=34 /U
MOE430_2_1415965_at 158.3 198 P P 0.000244 0.000244 0.1 NC 0.36 gb:NM_009127.1 /DB_XREF=gi:6677860 /GEN=Scd1 /FEA=FLmRNA /CNT=521 /TID=Mm.140785.1 /TIER=FL+Stack /STK=14 /UG=Mm.140785 /LL=20249 
MOE430_2_1415970_at 4850.6 5386.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_053071.1 /DB_XREF=gi:16716342 /GEN=Cox6c /FEA=FLmRNA /CNT=253 /TID=Mm.548.1 /TIER=FL+Stack /STK=155 /UG=Mm.548 /LL=12864 /DE
MOE430_2_1415982_at 125.7 142.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV258950 /DB_XREF=gi:6246409 /DB_XREF=AV258950 /CLONE=4930402K23 /FEA=FLmRNA /CNT=294 /TID=Mm.142843.1 /TIER=Stack /STK=8 /UG



MOE430_2_1416005_at 861.3 959.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008947.1 /DB_XREF=gi:6679500 /GEN=Psmc1 /FEA=FLmRNA /CNT=238 /TID=Mm.157105.1 /TIER=FL+Stack /STK=147 /UG=Mm.157105 /LL=1917
MOE430_2_1416017_at 823.7 996.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_017477.1 /DB_XREF=gi:8567337 /GEN=Copg1 /FEA=FLmRNA /CNT=416 /TID=Mm.26422.1 /TIER=FL+Stack /STK=144 /UG=Mm.26422 /LL=54161 
MOE430_2_1416028_a_ 665.7 740.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI453712 /DB_XREF=gi:15244368 /DB_XREF=603171668F1 /CLONE=IMAGE:5251240 /FEA=FLmRNA /CNT=253 /TID=Mm.1775.1 /TIER=Stack /STK=24
MOE430_2_1416029_at 243.6 265.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013692.1 /DB_XREF=gi:7305570 /GEN=Tieg /FEA=FLmRNA /CNT=184 /TID=Mm.4292.1 /TIER=FL+Stack /STK=141 /UG=Mm.4292 /LL=21847 /DEF
MOE430_2_1416035_at 107 99 P P 0.001953 0.005859 0.1 NC 0.5 gb:AV370372 /DB_XREF=gi:15406791 /DB_XREF=AV370372 /CLONE=9030216D13 /FEA=FLmRNA /CNT=281 /TID=Mm.3879.1 /TIER=Stack /STK=19 /UG
MOE430_2_1416082_at 2221.6 2412.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC002077.1 /DB_XREF=gi:12805232 /FEA=FLmRNA /CNT=376 /TID=Mm.14530.1 /TIER=FL+Stack /STK=130 /UG=Mm.14530 /LL=19324 /UG_GENE=R
MOE430_2_1416084_at 84.4 83.6 P P 0.001953 0.001221 0.1 NC 0.42 gb:AA124553 /DB_XREF=gi:1682401 /DB_XREF=mp81d05.r1 /CLONE=IMAGE:575625 /FEA=FLmRNA /CNT=276 /TID=Mm.2904.1 /TIER=Stack /STK=20 /U
MOE430_2_1416093_a_ 720.1 725.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025570.1 /DB_XREF=gi:20270193 /GEN=Mrpl20 /FEA=FLmRNA /CNT=181 /TID=Mm.23825.1 /TIER=FL+Stack /STK=128 /UG=Mm.23825 /LL=66448
MOE430_2_1416096_at 499.6 450.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_134044.1 /DB_XREF=gi:19527259 /GEN=AI413782 /FEA=FLmRNA /CNT=163 /TID=Mm.29034.1 /TIER=FL+Stack /STK=128 /UG=Mm.29034 /LL=10
MOE430_2_1416112_at 2247.8 2296.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007750.1 /DB_XREF=gi:6680992 /GEN=Cox8a /FEA=FLmRNA /CNT=169 /TID=Mm.14022.1 /TIER=FL+Stack /STK=125 /UG=Mm.14022 /LL=12868 
MOE430_2_1416114_at 60.8 53.7 P P 0.005859 0.01 0.1 NC 0.5 gb:NM_010097.1 /DB_XREF=gi:6753707 /GEN=Sparcl1 /FEA=FLmRNA /CNT=271 /TID=Mm.29027.1 /TIER=FL+Stack /STK=125 /UG=Mm.29027 /LL=13602
MOE430_2_1416115_at 219 271.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_015824.1 /DB_XREF=gi:7657424 /GEN=Orc3 /FEA=FLmRNA /CNT=216 /TID=Mm.29361.1 /TIER=FL+Stack /STK=125 /UG=Mm.29361 /LL=50793 /
MOE430_2_1416119_at 3347.8 3642.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011660.1 /DB_XREF=gi:6755910 /GEN=Txn1 /FEA=FLmRNA /CNT=220 /TID=Mm.1275.1 /TIER=FL+Stack /STK=124 /UG=Mm.1275 /LL=22166 /DE
MOE430_2_1416132_at 140.5 186.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK018695.1 /DB_XREF=gi:12858531 /FEA=FLmRNA /CNT=354 /TID=Mm.29805.1 /TIER=Stack /STK=12 /UG=Mm.29805 /LL=76740 /UG_GENE=C92000
MOE430_2_1416134_at 59.4 62.1 P P 0.02 0.03 0.1 NC 0.5 gb:NM_007467.1 /DB_XREF=gi:6680699 /GEN=Aplp1 /FEA=FLmRNA /CNT=161 /TID=Mm.2381.1 /TIER=FL+Stack /STK=123 /UG=Mm.2381 /LL=11803 /DE
MOE430_2_1416143_at 2759.1 3167.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_016755.1 /DB_XREF=gi:7949004 /GEN=Atp5j /FEA=FLmRNA /CNT=248 /TID=Mm.353.1 /TIER=FL+Stack /STK=121 /UG=Mm.353 /LL=11957 /DEF=
MOE430_2_1416146_at 815 706.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008300.1 /DB_XREF=gi:6680300 /GEN=Hspa4 /FEA=FLmRNA /CNT=238 /TID=Mm.1032.1 /TIER=FL+Stack /STK=121 /UG=Mm.1032 /LL=15525 /D
MOE430_2_1416157_at 456.3 473.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009502.1 /DB_XREF=gi:6724322 /GEN=Vcl /FEA=FLmRNA /CNT=194 /TID=Mm.12842.1 /TIER=FL /STK=2 /UG=Mm.12842 /LL=22330 /DEF=Mus m
MOE430_2_1416172_at 497.9 509.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_022889.1 /DB_XREF=gi:12584983 /GEN=Pes1 /FEA=FLmRNA /CNT=184 /TID=Mm.28659.1 /TIER=FL+Stack /STK=119 /UG=Mm.28659 /LL=64934 
MOE430_2_1416189_a_ 2522.3 2828.3 P P 0.000244 0.000244 0.1 NC 0.39 gb:BC003707.1 /DB_XREF=gi:13277593 /FEA=FLmRNA /CNT=335 /TID=Mm.28375.1 /TIER=FL+Stack /STK=115 /UG=Mm.28375 /LL=53421 /UG_GENE=S
MOE430_2_1416199_at 53.6 74 P P 0.000244 0.000244 0.1 NC 0.25 gb:NM_010631.1 /DB_XREF=gi:12597626 /GEN=Kifc3 /FEA=FLmRNA /CNT=157 /TID=Mm.22513.1 /TIER=FL+Stack /STK=114 /UG=Mm.22513 /LL=16582 
MOE430_2_1416213_x_ 780.6 859.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF122782 /DB_XREF=gi:10961822 /DB_XREF=601759914F1 /CLONE=IMAGE:4022930 /FEA=FLmRNA /CNT=351 /TID=Mm.2795.1 /TIER=Stack /STK=1
MOE430_2_1416220_at 3324.6 3195.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026911.1 /DB_XREF=gi:16975491 /GEN=1810004F21Rik /FEA=FLmRNA /CNT=218 /TID=Mm.28852.1 /TIER=FL+Stack /STK=111 /UG=Mm.28852 /L
MOE430_2_1416229_at 455.8 479.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK008352.1 /DB_XREF=gi:12842487 /FEA=FLmRNA /CNT=253 /TID=Mm.7013.1 /TIER=Stack /STK=20 /UG=Mm.7013 /LL=54391 /UG_GENE=0610038L
MOE430_2_1416231_at 88.3 94.5 P P 0.001221 0.008057 0.1 NC 0.5 gb:NM_138588.1 /DB_XREF=gi:20070395 /GEN=D8Wsu151e /FEA=FLmRNA /CNT=116 /TID=Mm.183117.1 /TIER=FL+Stack /STK=110 /UG=Mm.183117 /L
MOE430_2_1416252_at 658.4 695.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_134115.1 /DB_XREF=gi:19527343 /GEN=AA617404 /FEA=FLmRNA /CNT=179 /TID=Mm.183034.1 /TIER=FL+Stack /STK=107 /UG=Mm.183034 /LL=
MOE430_2_1416263_at 13.8 18.3 A P 0.3 0.04 0.1 NC 0.008511 gb:NM_019875.1 /DB_XREF=gi:9845229 /GEN=Abcb9 /FEA=FLmRNA /CNT=124 /TID=Mm.41213.1 /TIER=FL+Stack /STK=106 /UG=Mm.41213 /LL=56325 
MOE430_2_1416270_at 1237.1 1252.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026329.1 /DB_XREF=gi:13385825 /GEN=Polr2g /FEA=FLmRNA /CNT=153 /TID=Mm.22117.1 /TIER=FL+Stack /STK=104 /UG=Mm.22117 /LL=67710
MOE430_2_1416288_at 1389.8 1577.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF141076 /DB_XREF=gi:10980116 /DB_XREF=601786161F1 /CLONE=IMAGE:4014039 /FEA=FLmRNA /CNT=343 /TID=Mm.27897.1 /TIER=Stack /STK=
MOE430_2_1416291_at 1041.8 1115.9 P P 0.000244 0.000244 0.1 NC 0.49 gb:NM_011874.1 /DB_XREF=gi:7110700 /GEN=Psmc4 /FEA=FLmRNA /CNT=215 /TID=Mm.29582.1 /TIER=FL+Stack /STK=101 /UG=Mm.29582 /LL=23996 
MOE430_2_1416320_at 233.2 243.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133704.1 /DB_XREF=gi:19526875 /GEN=1810005C06Rik /FEA=FLmRNA /CNT=138 /TID=Mm.46676.1 /TIER=FL+Stack /STK=98 /UG=Mm.46676 /L
MOE430_2_1416333_at 18.5 25.7 A A 0.12 0.12 0.1 NC 0.39 gb:NM_010071.1 /DB_XREF=gi:6753667 /GEN=Dok2 /FEA=FLmRNA /CNT=111 /TID=Mm.10761.1 /TIER=FL+Stack /STK=97 /UG=Mm.10761 /LL=13449 /D
MOE430_2_1416339_a_ 1148.9 1400.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008925.1 /DB_XREF=gi:6679464 /GEN=Prkcsh /FEA=FLmRNA /CNT=226 /TID=Mm.214593.1 /TIER=FL+Stack /STK=96 /UG=Mm.214593 /LL=1908
MOE430_2_1416348_at 130.5 132.7 P P 0.00415 0.001953 0.1 NC 0.4 gb:AB023401.1 /DB_XREF=gi:4512318 /GEN=MEN1 /FEA=FLmRNA /CNT=165 /TID=Mm.12917.1 /TIER=FL /STK=1 /UG=Mm.12917 /LL=17283 /DEF=Mus
MOE430_2_1416385_a_ 968.3 992.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC027210.1 /DB_XREF=gi:20073090 /FEA=FLmRNA /CNT=221 /TID=Mm.1358.1 /TIER=FL+Stack /STK=93 /UG=Mm.1358 /LL=17113 /UG_GENE=M6pr
MOE430_2_1416393_at 1019.3 1035.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013536.1 /DB_XREF=gi:7305108 /GEN=Grcc2f /FEA=FLmRNA /CNT=185 /TID=Mm.6390.1 /TIER=FL+Stack /STK=92 /UG=Mm.6390 /LL=14791 /DE
MOE430_2_1416402_at 145.5 152.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_019552.1 /DB_XREF=gi:9506366 /GEN=Abcb10 /FEA=FLmRNA /CNT=161 /TID=Mm.143731.1 /TIER=FL+Stack /STK=92 /UG=Mm.143731 /LL=5619
MOE430_2_1416410_at 513.5 506.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008776.1 /DB_XREF=gi:6679200 /GEN=Pafah1b3 /FEA=FLmRNA /CNT=103 /TID=Mm.597.1 /TIER=FL+Stack /STK=91 /UG=Mm.597 /LL=18476 /D
MOE430_2_1416414_at 1724.5 1713.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133918.1 /DB_XREF=gi:19527129 /GEN=AW229038 /FEA=FLmRNA /CNT=160 /TID=Mm.46229.1 /TIER=FL+Stack /STK=91 /UG=Mm.46229 /LL=10
MOE430_2_1416426_at 422.5 518.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_025887.1 /DB_XREF=gi:13385373 /GEN=Rab5a /FEA=FLmRNA /CNT=179 /TID=Mm.28872.1 /TIER=FL+Stack /STK=90 /UG=Mm.28872 /LL=110332
MOE430_2_1416432_at 185.7 185.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133232.1 /DB_XREF=gi:18875393 /GEN=Pfkfb3 /FEA=FLmRNA /CNT=148 /TID=Mm.19669.1 /TIER=FL+Stack /STK=90 /UG=Mm.19669 /LL=170768
MOE430_2_1416448_at 409 472.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025922.1 /DB_XREF=gi:13385413 /GEN=2010016I08Rik /FEA=FLmRNA /CNT=127 /TID=Mm.21399.1 /TIER=FL+Stack /STK=89 /UG=Mm.21399 /LL
MOE430_2_1416450_at 45.3 57.8 P P 0.000732 0.005859 0.1 NC 0.8 gb:NM_022015.1 /DB_XREF=gi:11528497 /GEN=Tbn /FEA=FLmRNA /CNT=137 /TID=Mm.18513.1 /TIER=FL+Stack /STK=89 /UG=Mm.18513 /LL=63856 /D
MOE430_2_1416460_at 4.9 0.4 A A 0.6 0.88 0.1 NC 0.5 gb:NM_019977.1 /DB_XREF=gi:9910317 /GEN=Aldrl6 /FEA=FLmRNA /CNT=212 /TID=Mm.158200.1 /TIER=FL+Stack /STK=87 /UG=Mm.158200 /LL=56727
MOE430_2_1416462_at 1585.1 1797.2 P P 0.000244 0.000244 0.1 NC 0.4 gb:AK011150.1 /DB_XREF=gi:12847088 /FEA=FLmRNA /CNT=427 /TID=Mm.1098.1 /TIER=Stack /STK=44 /UG=Mm.1098 /LL=53872 /UG_GENE=Gpiap1 /U
MOE430_2_1416470_a_ 1507.8 2076.1 P P 0.000244 0.000244 0.1 NC 0.16 gb:NM_133933.1 /DB_XREF=gi:19527151 /GEN=AU018702 /FEA=FLmRNA /CNT=253 /TID=Mm.22333.1 /TIER=FL+Stack /STK=87 /UG=Mm.22333 /LL=101
MOE430_2_1416475_at 191.2 224.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC003923.1 /DB_XREF=gi:13278159 /FEA=FLmRNA /CNT=414 /TID=Mm.180052.1 /TIER=FL+Stack /STK=8 /UG=Mm.180052 /LL=56550 /UG_GENE=U
MOE430_2_1416477_at 748.1 819.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK005355.1 /DB_XREF=gi:12837842 /GEN=Ube2d2 /FEA=FLmRNA /CNT=414 /TID=Mm.180052.1 /TIER=Stack /STK=103 /UG=Mm.180052 /LL=56550 
MOE430_2_1416487_a_ 156.7 151 P P 0.001953 0.001953 0.1 NC 0.5 gb:BG070675 /DB_XREF=gi:12553244 /DB_XREF=H3089H07-3 /CLONE=H3089H07 /FEA=FLmRNA /CNT=187 /TID=Mm.4885.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1416493_at 1750.3 1843.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007838.1 /DB_XREF=gi:6681152 /GEN=Ddost /FEA=FLmRNA /CNT=309 /TID=Mm.7236.1 /TIER=FL+Stack /STK=85 /UG=Mm.7236 /LL=13200 /DE
MOE430_2_1416500_at 269.2 307.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_030692.1 /DB_XREF=gi:13507621 /GEN=Sacm1l /FEA=FLmRNA /CNT=173 /TID=Mm.796.1 /TIER=FL+Stack /STK=85 /UG=Mm.796 /LL=83493 /DE
MOE430_2_1416501_at 54.6 68.5 P P 0.02 0.01 0.1 NC 0.5 gb:NM_011062.1 /DB_XREF=gi:6755019 /GEN=Pdpk1 /FEA=FLmRNA /CNT=124 /TID=Mm.10504.1 /TIER=FL+Stack /STK=85 /UG=Mm.10504 /LL=18607 /
MOE430_2_1416506_at 2256.7 2019.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011968.1 /DB_XREF=gi:6755197 /GEN=Psma6 /FEA=FLmRNA /CNT=222 /TID=Mm.30210.1 /TIER=FL+Stack /STK=84 /UG=Mm.30210 /LL=26443 /
MOE430_2_1416511_a_ 72.4 82.4 P P 0.000732 0.01 0.1 NC 0.5 gb:NM_020006.1 /DB_XREF=gi:9910141 /GEN=Borg4-pending /FEA=FLmRNA /CNT=174 /TID=Mm.21921.1 /TIER=FL+Stack /STK=84 /UG=Mm.21921 /LL=
MOE430_2_1416524_at 325 268.4 P P 0.01 0.008057 0.1 NC 0.49 gb:NM_025287.1 /DB_XREF=gi:13384633 /GEN=Spop /FEA=FLmRNA /CNT=255 /TID=Mm.17224.1 /TIER=FL+Stack /STK=83 /UG=Mm.17224 /LL=20747 /
MOE430_2_1416527_at 417.6 463.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_026405.1 /DB_XREF=gi:13385895 /GEN=2810011A17Rik /FEA=FLmRNA /CNT=134 /TID=Mm.31486.1 /TIER=FL+Stack /STK=83 /UG=Mm.31486 /L
MOE430_2_1416551_at 203.3 193.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009722.1 /DB_XREF=gi:6806902 /GEN=Atp2a2 /FEA=FLmRNA /CNT=184 /TID=Mm.42255.1 /TIER=FL+Stack /STK=82 /UG=Mm.42255 /LL=11938 /
MOE430_2_1416565_at 3721.3 4145.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025628.1 /DB_XREF=gi:13385089 /GEN=2010000G05Rik /FEA=FLmRNA /CNT=179 /TID=Mm.400.1 /TIER=FL+Stack /STK=81 /UG=Mm.400 /LL=66
MOE430_2_1416568_a_ 187.4 203.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW228855 /DB_XREF=gi:6558151 /DB_XREF=up22h08.x1 /CLONE=IMAGE:2655135 /FEA=FLmRNA /CNT=187 /TID=Mm.30236.1 /TIER=Stack /STK=26
MOE430_2_1416597_at 182.5 193.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008233.1 /DB_XREF=gi:6680200 /GEN=Hdgfrp2 /FEA=FLmRNA /CNT=123 /TID=Mm.38268.1 /TIER=FL+Stack /STK=79 /UG=Mm.38268 /LL=15193 
MOE430_2_1416607_at 616.7 773 P P 0.000244 0.000244 0.1 NC 0.28 gb:NM_133732.1 /DB_XREF=gi:19526925 /GEN=4931406C07Rik /FEA=FLmRNA /CNT=239 /TID=Mm.182227.1 /TIER=FL+Stack /STK=78 /UG=Mm.182227 
MOE430_2_1416609_at 1039.4 1226 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_030561.1 /DB_XREF=gi:13385411 /GEN=BC004004 /FEA=FLmRNA /CNT=146 /TID=Mm.25308.1 /TIER=FL+Stack /STK=78 /UG=Mm.25308 /LL=807
MOE430_2_1416651_at 497.7 540 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013859.1 /DB_XREF=gi:7305356 /GEN=ORF6 /FEA=FLmRNA /CNT=110 /TID=Mm.2310.1 /TIER=FL+Stack /STK=76 /UG=Mm.2310 /LL=29805 /DE
MOE430_2_1416674_at 2.5 3.4 A A 0.66 0.53 0.1 NC 0.5 gb:D88187.1 /DB_XREF=gi:2627026 /GEN=ftp-1 /FEA=FLmRNA /CNT=96 /TID=Mm.4860.1 /TIER=FL+Stack /STK=75 /UG=Mm.4860 /LL=19273 /DEF=Mu
MOE430_2_1416693_at 417.5 427.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013519.1 /DB_XREF=gi:8850212 /GEN=Foxc2 /FEA=FLmRNA /CNT=90 /TID=Mm.14092.1 /TIER=FL+Stack /STK=74 /UG=Mm.14092 /LL=14234 /D
MOE430_2_1416696_at 938.2 1023.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_080837.1 /DB_XREF=gi:18250287 /GEN=Il25 /FEA=FLmRNA /CNT=150 /TID=Mm.29925.1 /TIER=FL+Stack /STK=73 /UG=Mm.29925 /LL=28106 /D
MOE430_2_1416699_at 1893.2 2040.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026124.1 /DB_XREF=gi:13385629 /GEN=1110008F13Rik /FEA=FLmRNA /CNT=127 /TID=Mm.29264.1 /TIER=FL+Stack /STK=73 /UG=Mm.29264 /L
MOE430_2_1416724_x_ 335.9 365.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI639846 /DB_XREF=gi:4702955 /DB_XREF=vx71h11.x1 /CLONE=IMAGE:1280709 /FEA=FLmRNA /CNT=199 /TID=Mm.4269.1 /TIER=Stack /STK=8 /UG
MOE430_2_1416725_at 17 13.2 P P 0.01 0.005859 0.1 NC 0.09 gb:BB663592 /DB_XREF=gi:16497346 /DB_XREF=BB663592 /CLONE=D930048P11 /FEA=FLmRNA /CNT=199 /TID=Mm.4269.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1416733_at 176.4 228.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC013703.1 /DB_XREF=gi:15489189 /FEA=FLmRNA /CNT=152 /TID=Mm.20930.1 /TIER=FL+Stack /STK=71 /UG=Mm.20930 /LL=27418 /UG_GENE=Mk
MOE430_2_1416737_at 130.8 151 P P 0.01 0.00415 0.1 NC 0.5 gb:NM_008195.1 /DB_XREF=gi:6680140 /GEN=Gys3 /FEA=FLmRNA /CNT=147 /TID=Mm.35662.1 /TIER=FL+Stack /STK=71 /UG=Mm.35662 /LL=14937 /D
MOE430_2_1416743_at 558.6 536.6 P P 0.000244 0.000244 0.1 NC 0.17 gb:NM_133806.1 /DB_XREF=gi:19527023 /GEN=AA420407 /FEA=FLmRNA /CNT=116 /TID=Mm.27969.1 /TIER=FL+Stack /STK=71 /UG=Mm.27969 /LL=982
MOE430_2_1416748_a_ 115.6 126.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_018736.1 /DB_XREF=gi:9055281 /GEN=Mre11a /FEA=FLmRNA /CNT=104 /TID=Mm.25544.1 /TIER=FL+Stack /STK=71 /UG=Mm.25544 /LL=17535 
MOE430_2_1416756_at 494.5 521.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK002290.1 /DB_XREF=gi:12832165 /FEA=FLmRNA /CNT=181 /TID=Mm.2982.1 /TIER=Stack /STK=59 /UG=Mm.2982 /LL=81489 /UG_GENE=Dnajb1 /U
MOE430_2_1416781_at 629.4 697.5 P P 0.02 0.008057 0.1 NC 0.5 gb:NM_138602.1 /DB_XREF=gi:20070421 /GEN=DXImx39e /FEA=FLmRNA /CNT=94 /TID=Mm.140597.1 /TIER=FL+Stack /STK=70 /UG=Mm.140597 /LL=54
MOE430_2_1416792_at 893.6 941.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008014.1 /DB_XREF=gi:6679792 /GEN=Ppm1g /FEA=FLmRNA /CNT=150 /TID=Mm.14501.1 /TIER=FL+Stack /STK=69 /UG=Mm.14501 /LL=14208 /
MOE430_2_1416793_at 181.4 262.7 P P 0.000732 0.000244 0.1 NC 0.4 gb:BC006934.1 /DB_XREF=gi:13905269 /FEA=FLmRNA /CNT=127 /TID=Mm.24719.1 /TIER=FL+Stack /STK=69 /UG=Mm.24719 /LL=56298 /UG_GENE=Arl
MOE430_2_1416796_at 362.5 358.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC011071.1 /DB_XREF=gi:15029711 /FEA=FLmRNA /CNT=106 /TID=Mm.9238.1 /TIER=FL+Stack /STK=69 /UG=Mm.9238 /LL=17974 /UG_GENE=Nck2
MOE430_2_1416820_at 51.7 47.8 P P 0.01 0.008057 0.1 NC 0.44 gb:AK013255.1 /DB_XREF=gi:12850507 /GEN=Cdc37 /FEA=FLmRNA /CNT=193 /TID=Mm.4117.1 /TIER=Stack /STK=12 /UG=Mm.4117 /LL=12539 /UG_TI
MOE430_2_1416826_a_ 632.2 626.2 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_020048.1 /DB_XREF=gi:9910589 /GEN=Trfp /FEA=FLmRNA /CNT=96 /TID=Mm.25072.1 /TIER=FL+Stack /STK=68 /UG=Mm.25072 /LL=56771 /DEF
MOE430_2_1416827_at 17.2 17.2 A A 0.39 0.27 0.1 NC 0.5 gb:NM_011539.1 /DB_XREF=gi:6755723 /GEN=Tbxas1 /FEA=FLmRNA /CNT=79 /TID=Mm.4054.1 /TIER=FL+Stack /STK=68 /UG=Mm.4054 /LL=21391 /DE
MOE430_2_1416841_at 213.2 213.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025423.1 /DB_XREF=gi:13384815 /GEN=1110059E24Rik /FEA=FLmRNA /CNT=102 /TID=Mm.24655.1 /TIER=FL+Stack /STK=67 /UG=Mm.24655 /L
MOE430_2_1416865_at 281.1 303.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC011462.1 /DB_XREF=gi:15079253 /FEA=FLmRNA /CNT=108 /TID=Mm.219461.1 /TIER=FL+Stack /STK=66 /UG=Mm.219461 /LL=14163 /UG_GENE=F
MOE430_2_1416877_a_ 1722 1782.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC021535.1 /DB_XREF=gi:18204851 /FEA=FLmRNA /CNT=154 /TID=Mm.42826.1 /TIER=FL+Stack /STK=65 /UG=Mm.42826 /LL=66493 /UG_GENE=Mr
MOE430_2_1416879_at 13.9 13.1 P P 0.03 0.02 0.1 NC 0.5 gb:AI594880 /DB_XREF=gi:4603928 /DB_XREF=ve04b01.x1 /CLONE=IMAGE:809065 /FEA=FLmRNA /CNT=154 /TID=Mm.42826.1 /TIER=ConsEnd /STK=1 
MOE430_2_1416884_at 1014.1 1290.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC018354.1 /DB_XREF=gi:17390827 /FEA=FLmRNA /CNT=139 /TID=Mm.28148.1 /TIER=FL+Stack /STK=65 /UG=Mm.28148 /LL=12417 /UG_GENE=Cb
MOE430_2_1416885_at 397.2 426.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_054099.1 /DB_XREF=gi:16905134 /GEN=1110038F14Rik /FEA=FLmRNA /CNT=102 /TID=Mm.22294.1 /TIER=FL+Stack /STK=65 /UG=Mm.22294 /L
MOE430_2_1416898_a_ 97.3 58 P M 0.02 0.05 0.1 NC 0.5 gb:NM_016849.1 /DB_XREF=gi:8393626 /GEN=Irf3 /FEA=FLmRNA /CNT=123 /TID=Mm.3960.1 /TIER=FL+Stack /STK=65 /UG=Mm.3960 /LL=54131 /DEF=
MOE430_2_1416911_a_ 283.6 218.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_023423.1 /DB_XREF=gi:12963672 /GEN=6330407G11Rik /FEA=FLmRNA /CNT=142 /TID=Mm.27903.1 /TIER=FL+Stack /STK=64 /UG=Mm.27903 /L
MOE430_2_1416912_at 696.3 1042.6 P P 0.000732 0.001221 0.1 NC 0.5 gb:NM_023423.1 /DB_XREF=gi:12963672 /GEN=6330407G11Rik /FEA=FLmRNA /CNT=142 /TID=Mm.27903.1 /TIER=FL+Stack /STK=64 /UG=Mm.27903 /L
MOE430_2_1416913_at 0.6 0.4 A A 0.93 0.88 0.1 NC 0.08 gb:NM_007954.1 /DB_XREF=gi:6679688 /GEN=Es1 /FEA=FLmRNA /CNT=153 /TID=Mm.88078.1 /TIER=FL+Stack /STK=64 /UG=Mm.88078 /LL=13884 /DE
MOE430_2_1416938_at 1191.2 1244.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025366.1 /DB_XREF=gi:13384733 /GEN=1110001O19Rik /FEA=FLmRNA /CNT=94 /TID=Mm.28510.1 /TIER=FL+Stack /STK=62 /UG=Mm.28510 /LL
MOE430_2_1416965_at 5.4 7.2 A A 0.46 0.53 0.1 NC 0.34 gb:AF181560.1 /DB_XREF=gi:6653208 /FEA=FLmRNA /CNT=95 /TID=Mm.4881.1 /TIER=FL+Stack /STK=62 /UG=Mm.4881 /LL=30052 /UG_GENE=Pcsk1n 
MOE430_2_1416973_at 1539.9 1690.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011482.1 /DB_XREF=gi:6755663 /GEN=Ssfa1 /FEA=FLmRNA /CNT=231 /TID=Mm.29504.1 /TIER=FL+Stack /STK=34 /UG=Mm.29504 /LL=20826 /D
MOE430_2_1416999_at 359.7 388 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009213.1 /DB_XREF=gi:6678030 /GEN=Smpd2 /FEA=FLmRNA /CNT=108 /TID=Mm.953.1 /TIER=FL+Stack /STK=61 /UG=Mm.953 /LL=20598 /DEF
MOE430_2_1417044_at 286.8 263 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025304.1 /DB_XREF=gi:13384663 /GEN=Lcmt1-pending /FEA=FLmRNA /CNT=94 /TID=Mm.74312.1 /TIER=FL+Stack /STK=59 /UG=Mm.74312 /LL=
MOE430_2_1417054_a_ 1331.6 1397 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025323.1 /DB_XREF=gi:13384691 /GEN=0610009D07Rik /FEA=FLmRNA /CNT=123 /TID=Mm.29712.1 /TIER=FL+Stack /STK=58 /UG=Mm.29712 /L
MOE430_2_1417055_at 1458.9 1517.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025323.1 /DB_XREF=gi:13384691 /GEN=0610009D07Rik /FEA=FLmRNA /CNT=123 /TID=Mm.29712.1 /TIER=FL+Stack /STK=58 /UG=Mm.29712 /L
MOE430_2_1417073_a_ 130.5 122 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_021881.1 /DB_XREF=gi:11527387 /GEN=qk /FEA=FLmRNA /CNT=122 /TID=Mm.2655.1 /TIER=FL+Stack /STK=58 /UG=Mm.2655 /LL=19317 /DEF=
MOE430_2_1417084_at 59.9 70.2 P P 0.02 0.03 0.1 NC 0.45 gb:NM_010124.1 /DB_XREF=gi:6753741 /GEN=Eif4ebp2 /FEA=FLmRNA /CNT=119 /TID=Mm.140186.1 /TIER=FL+Stack /STK=57 /UG=Mm.140186 /LL=136
MOE430_2_1417103_at 708.2 619.1 P P 0.000732 0.000244 0.1 NC 0.39 gb:NM_010027.1 /DB_XREF=gi:6753617 /GEN=Ddt /FEA=FLmRNA /CNT=111 /TID=Mm.5731.1 /TIER=FL+Stack /STK=56 /UG=Mm.5731 /LL=13202 /DEF=
MOE430_2_1417135_at 56 72.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:BG805074 /DB_XREF=gi:17952002 /DB_XREF=0612-12 /FEA=FLmRNA /CNT=188 /TID=Mm.8709.1 /TIER=Stack /STK=35 /UG=Mm.8709 /LL=20817 /U
MOE430_2_1417173_at 371.6 405 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC013534.1 /DB_XREF=gi:15488803 /FEA=FLmRNA /CNT=109 /TID=Mm.4068.1 /TIER=FL+Stack /STK=54 /UG=Mm.4068 /LL=12915 /UG_GENE=Crebl
MOE430_2_1417182_at 214.9 230.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019794.1 /DB_XREF=gi:9789936 /GEN=Dnaja2 /FEA=FLmRNA /CNT=332 /TID=Mm.29186.1 /TIER=FL+Stack /STK=53 /UG=Mm.29186 /LL=56445 /
MOE430_2_1417183_at 575.7 573.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:C77509 /DB_XREF=gi:2517839 /DB_XREF=C77509 /CLONE=J0032F10 /FEA=FLmRNA /CNT=332 /TID=Mm.29186.1 /TIER=Stack /STK=8 /UG=Mm.291
MOE430_2_1417190_at 188.6 207.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC018358.1 /DB_XREF=gi:17390834 /FEA=FLmRNA /CNT=217 /TID=Mm.28830.1 /TIER=FL+Stack /STK=53 /UG=Mm.28830 /LL=59027 /UG_GENE=Pb
MOE430_2_1417203_at 114 111.3 P P 0.000244 0.000244 0.1 NC 0.31 gb:BC010592.1 /DB_XREF=gi:14714874 /FEA=FLmRNA /CNT=119 /TID=Mm.29553.1 /TIER=FL+Stack /STK=53 /UG=Mm.29553 /LL=66071 /UG_GENE=06
MOE430_2_1417227_at 238.8 249.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_023644.1 /DB_XREF=gi:12965186 /GEN=Mccc1 /FEA=FLmRNA /CNT=96 /TID=Mm.154589.1 /TIER=FL+Stack /STK=52 /UG=Mm.154589 /LL=72039
MOE430_2_1417233_at 215.1 249.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133928.1 /DB_XREF=gi:19527143 /GEN=2410012P20Rik /FEA=FLmRNA /CNT=97 /TID=Mm.41622.1 /TIER=FL+Stack /STK=52 /UG=Mm.41622 /LL
MOE430_2_1417247_at 188 212.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133818.1 /DB_XREF=gi:19527037 /GEN=AI597479 /FEA=FLmRNA /CNT=95 /TID=Mm.28817.1 /TIER=FL+Stack /STK=51 /UG=Mm.28817 /LL=9840
MOE430_2_1417256_at 5.6 4.1 A A 0.27 0.27 0.1 NC 0.23 gb:NM_008607.1 /DB_XREF=gi:6678895 /GEN=Mmp13 /FEA=FLmRNA /CNT=65 /TID=Mm.5022.1 /TIER=FL+Stack /STK=51 /UG=Mm.5022 /LL=17386 /DE
MOE430_2_1417257_at 15.8 14.9 A A 0.3 0.32 0.1 NC 0.5 gb:BC006872.1 /DB_XREF=gi:13905159 /FEA=FLmRNA /CNT=347 /TID=Mm.4349.1 /TIER=FL+Stack /STK=50 /UG=Mm.4349 /LL=12613 /UG_GENE=Cel /
MOE430_2_1417264_at 209.4 203.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026504.1 /DB_XREF=gi:13385991 /GEN=1810014G04Rik /FEA=FLmRNA /CNT=138 /TID=Mm.182383.1 /TIER=FL+Stack /STK=50 /UG=Mm.182383 
MOE430_2_1417272_at 1060.8 1063 P P 0.000244 0.000244 0.1 NC 0.41 gb:BC027235.1 /DB_XREF=gi:20072645 /FEA=FLmRNA /CNT=110 /TID=Mm.87593.1 /TIER=FL+Stack /STK=50 /UG=Mm.87593 /LL=68303 /UG_GENE=913
MOE430_2_1417280_at 2.1 3.1 A A 0.42 0.36 0.1 NC 0.3 gb:NM_009198.1 /DB_XREF=gi:6677998 /GEN=Slc17a1 /FEA=FLmRNA /CNT=83 /TID=Mm.2656.1 /TIER=FL+Stack /STK=50 /UG=Mm.2656 /LL=20504 /DE
MOE430_2_1417313_at 307.3 186.5 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_025349.1 /DB_XREF=gi:13384713 /GEN=0910001B06Rik /FEA=FLmRNA /CNT=88 /TID=Mm.28470.1 /TIER=FL+Stack /STK=48 /UG=Mm.28470 /LL
MOE430_2_1417326_a_ 2010 2084.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025389.1 /DB_XREF=gi:13384769 /GEN=Anapc11 /FEA=FLmRNA /CNT=81 /TID=Mm.21645.1 /TIER=FL+Stack /STK=48 /UG=Mm.21645 /LL=66156
MOE430_2_1417338_at 1.3 0.9 A A 0.95 0.96 0.1 NC 0.5 gb:U03487.1 /DB_XREF=gi:424119 /FEA=FLmRNA /CNT=79 /TID=Mm.15802.1 /TIER=FL /STK=1 /UG=Mm.15802 /LL=13828 /UG_GENE=Epb4.2 /DEF=Mus
MOE430_2_1417350_at 105.6 104.7 P P 0.001221 0.000244 0.1 NC 0.5 gb:NM_019788.1 /DB_XREF=gi:9790038 /GEN=Pldn /FEA=FLmRNA /CNT=84 /TID=Mm.148195.1 /TIER=FL /STK=1 /UG=Mm.148195 /LL=18457 /DEF=Mus
MOE430_2_1417359_at 160.9 144.6 P P 0.02 0.008057 0.1 NC 0.5 gb:NM_008546.1 /DB_XREF=gi:6678783 /GEN=Mfap2 /FEA=FLmRNA /CNT=97 /TID=Mm.7386.1 /TIER=FL+Stack /STK=47 /UG=Mm.7386 /LL=17150 /DEF
MOE430_2_1417361_at 186.3 175.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC023086.1 /DB_XREF=gi:18606484 /FEA=FLmRNA /CNT=70 /TID=Mm.24331.1 /TIER=FL+Stack /STK=47 /UG=Mm.24331 /LL=65257 /UG_GENE=Asb
MOE430_2_1417390_at 451.4 472.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133756.1 /DB_XREF=gi:19526969 /GEN=2410004J02Rik /FEA=FLmRNA /CNT=78 /TID=Mm.18798.1 /TIER=FL+Stack /STK=46 /UG=Mm.18798 /LL=
MOE430_2_1417424_at 336.5 388.6 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_025409.1 /DB_XREF=gi:13384795 /GEN=1110057H19Rik /FEA=FLmRNA /CNT=140 /TID=Mm.28593.1 /TIER=FL+Stack /STK=45 /UG=Mm.28593 /L
MOE430_2_1417425_at 311.7 333.1 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_025774.1 /DB_XREF=gi:13385243 /GEN=8430424D23Rik /FEA=FLmRNA /CNT=79 /TID=Mm.31643.1 /TIER=FL+Stack /STK=45 /UG=Mm.31643 /LL
MOE430_2_1417428_at 13.8 22.6 P A 0.008057 0.09 0.1 NC 0.5 gb:NM_010316.1 /DB_XREF=gi:6754021 /GEN=Gng3 /FEA=FLmRNA /CNT=76 /TID=Mm.27307.1 /TIER=FL+Stack /STK=45 /UG=Mm.27307 /LL=14704 /DE
MOE430_2_1417444_at 91.7 108.7 P P 0.000732 0.000244 0.1 NC 0.39 gb:BC003220.1 /DB_XREF=gi:13096847 /FEA=FLmRNA /CNT=68 /TID=Mm.379.1 /TIER=FL+Stack /STK=45 /UG=Mm.379 /LL=13559 /UG_GENE=E2f5 /DE
MOE430_2_1417472_at 683.4 763.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_022410.1 /DB_XREF=gi:20137005 /GEN=Myh9 /FEA=FLmRNA /CNT=169 /TID=Mm.5938.1 /TIER=FL+Stack /STK=44 /UG=Mm.5938 /LL=17886 /DE
MOE430_2_1417473_a_ 79.1 102.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026494.1 /DB_XREF=gi:13385981 /GEN=6330579B17Rik /FEA=FLmRNA /CNT=81 /TID=Mm.27245.1 /TIER=FL+Stack /STK=44 /UG=Mm.27245 /LL
MOE430_2_1417476_at 181.2 211.3 P P 0.000244 0.000244 0.1 NC 0.42 gb:NM_013908.1 /DB_XREF=gi:7305046 /GEN=Fbxw5 /FEA=FLmRNA /CNT=90 /TID=Mm.29170.1 /TIER=FL+Stack /STK=44 /UG=Mm.29170 /LL=30839 /D
MOE430_2_1417482_at 3 6.1 A A 0.24 0.17 0.1 NC 0.23 gb:NM_028602.1 /DB_XREF=gi:13937372 /GEN=Tex19 /FEA=FLmRNA /CNT=50 /TID=Mm.12669.1 /TIER=FL+Stack /STK=44 /UG=Mm.12669 /LL=73679 /
MOE430_2_1417509_at 101.6 104.6 P P 0.001953 0.001221 0.1 NC 0.5 gb:AF120206.1 /DB_XREF=gi:6580810 /GEN=Xybp /FEA=FLmRNA /CNT=93 /TID=Mm.5181.1 /TIER=FL /STK=5 /UG=Mm.5181 /LL=30945 /DEF=Mus mus
MOE430_2_1417517_at 95.3 124.1 P P 0.01 0.008057 0.1 NC 0.5 gb:AB051854.1 /DB_XREF=gi:14245733 /GEN=plagl2 /FEA=FLmRNA /CNT=111 /TID=Mm.103199.1 /TIER=FL+Stack /STK=43 /UG=Mm.103199 /LL=54711
MOE430_2_1417521_at 52.7 51.5 P P 0.00415 0.00293 0.1 NC 0.5 gb:NM_007909.1 /DB_XREF=gi:6681276 /GEN=Efna2 /FEA=FLmRNA /CNT=60 /TID=Mm.1478.1 /TIER=FL+Stack /STK=43 /UG=Mm.1478 /LL=13637 /DEF
MOE430_2_1417542_at 228.9 242.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011299.1 /DB_XREF=gi:6755373 /GEN=Rps6ka2 /FEA=FLmRNA /CNT=100 /TID=Mm.32033.1 /TIER=FL+Stack /STK=42 /UG=Mm.32033 /LL=20112
MOE430_2_1417548_at 63.1 55.4 P P 0.00415 0.00415 0.1 NC 0.5 gb:BB546730 /DB_XREF=gi:16447478 /DB_XREF=BB546730 /CLONE=E130314A16 /FEA=FLmRNA /CNT=112 /TID=Mm.29594.1 /TIER=Stack /STK=10 /U
MOE430_2_1417550_a_ 7.5 10 A A 0.21 0.27 0.1 NC 0.44 gb:NM_010352.1 /DB_XREF=gi:7106326 /GEN=Gsg1 /FEA=FLmRNA /CNT=66 /TID=Mm.27148.1 /TIER=FL+Stack /STK=42 /UG=Mm.27148 /LL=14840 /DE
MOE430_2_1417559_at 412.1 404.6 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC005743.1 /DB_XREF=gi:13543137 /FEA=FLmRNA /CNT=241 /TID=Mm.12983.1 /TIER=FL+Stack /STK=41 /UG=Mm.12983 /LL=14057 /UG_GENE=Sfx
MOE430_2_1417569_at 43.4 42.9 P P 0.03 0.00415 0.1 NC 0.15 gb:BG071381 /DB_XREF=gi:12553961 /DB_XREF=H3098C10-3 /CLONE=H3098C10 /FEA=FLmRNA /CNT=133 /TID=Mm.135621.1 /TIER=Stack /STK=19 /
MOE430_2_1417576_a_ 25.9 24.9 P P 0.01 0.008057 0.1 NC 0.34 gb:AK006346.1 /DB_XREF=gi:12839398 /FEA=FLmRNA /CNT=93 /TID=Mm.46150.1 /TIER=Stack /STK=13 /UG=Mm.46150 /LL=68149 /UG_GENE=4930586
MOE430_2_1417578_a_ 309.3 310.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133708.1 /DB_XREF=gi:19526883 /GEN=1810012N01Rik /FEA=FLmRNA /CNT=113 /TID=Mm.23951.1 /TIER=FL+Stack /STK=41 /UG=Mm.23951 /L
MOE430_2_1417579_x_ 227 247.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133708.1 /DB_XREF=gi:19526883 /GEN=1810012N01Rik /FEA=FLmRNA /CNT=113 /TID=Mm.23951.1 /TIER=FL+Stack /STK=41 /UG=Mm.23951 /L
MOE430_2_1417584_at 47.2 59.8 A P 0.08 0.02 0.1 NC 0.5 gb:NM_008732.1 /DB_XREF=gi:6677988 /GEN=Slc11a2 /FEA=FLmRNA /CNT=114 /TID=Mm.1304.1 /TIER=FL+Stack /STK=41 /UG=Mm.1304 /LL=18174 /D
MOE430_2_1417603_at 7.8 9.1 A A 0.12 0.17 0.1 NC 0.27 gb:AF035830.1 /DB_XREF=gi:3258604 /GEN=Per2 /FEA=FLmRNA /CNT=59 /TID=Mm.8471.1 /TIER=FL /STK=1 /UG=Mm.8471 /LL=18627 /DEF=Mus mus
MOE430_2_1417610_at 2.6 3.2 A A 0.88 0.9 0.1 NC 0.58 gb:NM_080434.1 /DB_XREF=gi:17978247 /GEN=Apoa5 /FEA=FLmRNA /CNT=155 /TID=Mm.29738.1 /TIER=FL+Stack /STK=40 /UG=Mm.29738 /LL=66113 
MOE430_2_1417616_at 0.7 0.7 A A 0.95 0.97 0.1 NC 0.78 gb:NM_009180.1 /DB_XREF=gi:6677962 /GEN=Siat7b /FEA=FLmRNA /CNT=98 /TID=Mm.3947.1 /TIER=FL+Stack /STK=40 /UG=Mm.3947 /LL=20446 /DEF
MOE430_2_1417644_at 184.5 294.1 P P 0.001953 0.001953 0.1 NC 0.5 gb:NM_010656.1 /DB_XREF=gi:6754475 /GEN=Sspn /FEA=FLmRNA /CNT=118 /TID=Mm.1209.1 /TIER=FL+Stack /STK=40 /UG=Mm.1209 /LL=16651 /DEF
MOE430_2_1417652_a_ 3235.6 3677.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009321.1 /DB_XREF=gi:6678224 /GEN=Tbca /FEA=FLmRNA /CNT=89 /TID=Mm.1863.1 /TIER=FL+Stack /STK=39 /UG=Mm.1863 /LL=21371 /DEF=
MOE430_2_1417676_a_ 9.4 7.8 A A 0.3 0.09 0.1 NC 0.39 gb:NM_011216.1 /DB_XREF=gi:6997246 /GEN=Ptpro /FEA=FLmRNA /CNT=46 /TID=Mm.4715.1 /TIER=FL+Stack /STK=39 /UG=Mm.4715 /LL=19277 /DEF
MOE430_2_1417685_at 354.5 378.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009671.1 /DB_XREF=gi:6753053 /GEN=Ankhzn /FEA=FLmRNA /CNT=118 /TID=Mm.10313.1 /TIER=FL+Stack /STK=38 /UG=Mm.10313 /LL=11736 /
MOE430_2_1417691_at 457.5 453.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_021328.1 /DB_XREF=gi:10946637 /GEN=Bin3 /FEA=FLmRNA /CNT=85 /TID=Mm.24186.1 /TIER=FL+Stack /STK=38 /UG=Mm.24186 /LL=57784 /DE
MOE430_2_1417696_at 233.7 226.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_009230.1 /DB_XREF=gi:6678060 /GEN=Soat1 /FEA=FLmRNA /CNT=110 /TID=Mm.28099.1 /TIER=FL+Stack /STK=38 /UG=Mm.28099 /LL=20652 /D
MOE430_2_1417720_at 1109.1 1114.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011293.1 /DB_XREF=gi:6755361 /GEN=Rpo2-4 /FEA=FLmRNA /CNT=76 /TID=Mm.4896.1 /TIER=FL+Stack /STK=37 /UG=Mm.4896 /LL=20022 /DE
MOE430_2_1417722_at 2000.9 2070 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006594.1 /DB_XREF=gi:13879253 /FEA=FLmRNA /CNT=88 /TID=Mm.29456.1 /TIER=FL+Stack /STK=37 /UG=Mm.29456 /LL=66171 /UG_GENE=Pgls
MOE430_2_1417724_at 1093.1 1225.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011568.1 /DB_XREF=gi:6755762 /GEN=Refbp1 /FEA=FLmRNA /CNT=78 /TID=Mm.1886.1 /TIER=FL+Stack /STK=37 /UG=Mm.1886 /LL=21681 /DE
MOE430_2_1417726_at 713.9 806.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC021593.1 /DB_XREF=gi:18204884 /FEA=FLmRNA /CNT=99 /TID=Mm.27657.1 /TIER=FL+Stack /STK=37 /UG=Mm.27657 /LL=56390 /UG_GENE=Sssc
MOE430_2_1417733_at 353.8 440.6 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_026518.1 /DB_XREF=gi:13386011 /GEN=2610509H23Rik /FEA=FLmRNA /CNT=69 /TID=Mm.28930.1 /TIER=FL+Stack /STK=37 /UG=Mm.28930 /LL
MOE430_2_1417742_a_ 386.4 402.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF438610.1 /DB_XREF=gi:16923929 /FEA=FLmRNA /CNT=75 /TID=Mm.29142.1 /TIER=FL+Stack /STK=37 /UG=Mm.29142 /LL=66233 /UG_GENE=1500
MOE430_2_1417752_at 84.3 80.5 P P 0.000732 0.00293 0.1 NC 0.5 gb:NM_011779.1 /DB_XREF=gi:6753495 /GEN=Coro1c /FEA=FLmRNA /CNT=129 /TID=Mm.200372.1 /TIER=FL /STK=2 /UG=Mm.200372 /LL=23790 /DEF=
MOE430_2_1417757_at 31.6 33 A A 0.17 0.08 0.1 NC 0.5 gb:NM_021468.1 /DB_XREF=gi:10946863 /GEN=Unc13h1 /FEA=FLmRNA /CNT=53 /TID=Mm.42188.1 /TIER=FL+Stack /STK=37 /UG=Mm.42188 /LL=22249
MOE430_2_1417764_at 928.3 1023.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF395811.1 /DB_XREF=gi:15042702 /FEA=FLmRNA /CNT=303 /TID=Mm.138725.1 /TIER=FL /STK=5 /UG=Mm.138725 /LL=67100 /UG_GENE=2510001K
MOE430_2_1417767_at 263.2 267.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV370537 /DB_XREF=gi:15406798 /DB_XREF=AV370537 /CLONE=9030221E07 /FEA=FLmRNA /CNT=271 /TID=Mm.20242.1 /TIER=Stack /STK=12 /U
MOE430_2_1417779_at 377.8 411.3 P P 0.001953 0.001953 0.1 NC 0.5 gb:NM_025636.1 /DB_XREF=gi:13385097 /GEN=2310079N02Rik /FEA=FLmRNA /CNT=58 /TID=Mm.25296.1 /TIER=FL+Stack /STK=36 /UG=Mm.25296 /LL
MOE430_2_1417781_at 53.8 51.7 P P 0.000244 0.005859 0.1 NC 0.69 gb:BE852069 /DB_XREF=gi:10310408 /DB_XREF=uw15b12.x1 /CLONE=IMAGE:3416735 /FEA=FLmRNA /CNT=129 /TID=Mm.35511.1 /TIER=Stack /STK=1
MOE430_2_1417795_at 0.9 1 A A 0.69 0.56 0.1 NC 0.27 gb:NM_007697.1 /DB_XREF=gi:6680935 /GEN=Chl1 /FEA=FLmRNA /CNT=75 /TID=Mm.1736.1 /TIER=FL+Stack /STK=36 /UG=Mm.1736 /LL=12661 /DEF=



MOE430_2_1417819_at 213.4 221.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC018456.1 /DB_XREF=gi:17391070 /FEA=FLmRNA /CNT=210 /TID=Mm.206786.1 /TIER=FL+Stack /STK=35 /UG=Mm.206786 /LL=30934 /UG_GENE=T
MOE430_2_1417834_at 158.2 147.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB021143 /DB_XREF=gi:16257685 /DB_XREF=BB021143 /CLONE=5330405A03 /FEA=FLmRNA /CNT=159 /TID=Mm.141066.1 /TIER=Stack /STK=21 /U
MOE430_2_1417847_at 274.7 260.6 P P 0.000244 0.000244 0.1 NC 0.21 gb:AA497514 /DB_XREF=gi:2232537 /DB_XREF=vh29f06.r1 /CLONE=IMAGE:876899 /FEA=FLmRNA /CNT=127 /TID=Mm.27664.1 /TIER=Stack /STK=8 /U
MOE430_2_1417873_at 565.9 734.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133993.1 /DB_XREF=gi:19923061 /GEN=2310058A11Rik /FEA=FLmRNA /CNT=134 /TID=Mm.18834.1 /TIER=FL+Stack /STK=34 /UG=Mm.18834 /L
MOE430_2_1417912_at 362.8 401.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BF162362 /DB_XREF=gi:11042572 /DB_XREF=601771481F1 /CLONE=IMAGE:3990453 /FEA=FLmRNA /CNT=155 /TID=Mm.28092.1 /TIER=Stack /STK=
MOE430_2_1417913_at 378.6 341 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_024240.1 /DB_XREF=gi:13195659 /GEN=4933405K01Rik /FEA=FLmRNA /CNT=128 /TID=Mm.27945.1 /TIER=FL+Stack /STK=33 /UG=Mm.27945 /L
MOE430_2_1417916_a_ 1673 1796.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019502.1 /DB_XREF=gi:9507186 /GEN=Fxc1 /FEA=FLmRNA /CNT=70 /TID=Mm.4050.1 /TIER=FL+Stack /STK=33 /UG=Mm.4050 /LL=14356 /DEF=
MOE430_2_1417922_at 153 158.6 P P 0.00415 0.001953 0.1 NC 0.13 gb:NM_025991.1 /DB_XREF=gi:13385495 /GEN=2510026C23Rik /FEA=FLmRNA /CNT=73 /TID=Mm.29374.1 /TIER=FL+Stack /STK=33 /UG=Mm.29374 /LL
MOE430_2_1417968_a_ 430 471 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013594.1 /DB_XREF=gi:7305258 /GEN=Mbd1 /FEA=FLmRNA /CNT=62 /TID=Mm.22522.1 /TIER=FL+Stack /STK=32 /UG=Mm.22522 /LL=17190 /DE
MOE430_2_1417972_s_ 272.8 285.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026398.1 /DB_XREF=gi:20270199 /GEN=1500019J17Rik /FEA=FLmRNA /CNT=44 /TID=Mm.24636.1 /TIER=FL+Stack /STK=32 /UG=Mm.24636 /LL=
MOE430_2_1417975_at 15.9 17.6 A A 0.17 0.21 0.1 NC 0.5 gb:BF018653 /DB_XREF=gi:10749985 /DB_XREF=ux96d09.x1 /CLONE=IMAGE:3656369 /FEA=FLmRNA /CNT=85 /TID=Mm.87443.1 /TIER=Stack /STK=8 /
MOE430_2_1417986_at 1.1 1.6 A A 0.85 0.6 0.1 NC 0.33 gb:BI696369 /DB_XREF=gi:15658998 /DB_XREF=603345581F1 /CLONE=IMAGE:5373212 /FEA=FLmRNA /CNT=80 /TID=Mm.46539.1 /TIER=Stack /STK=10
MOE430_2_1417989_at 17.7 16.8 M A 0.05 0.09 0.1 NC 0.37 gb:NM_009435.1 /DB_XREF=gi:6678164 /GEN=Stk22a /FEA=FLmRNA /CNT=39 /TID=Mm.18470.1 /TIER=FL+Stack /STK=32 /UG=Mm.18470 /LL=22114 /D
MOE430_2_1417998_at 2053.6 2035.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV296491 /DB_XREF=gi:16392852 /DB_XREF=AV296491 /CLONE=5730442A20 /FEA=FLmRNA /CNT=238 /TID=Mm.22421.1 /TIER=Stack /STK=9 /UG
MOE430_2_1418015_at 329.3 356.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AY027917.1 /DB_XREF=gi:13919629 /GEN=Pum1 /FEA=FLmRNA /CNT=273 /TID=Mm.20543.1 /TIER=FL+Stack /STK=31 /UG=Mm.20543 /LL=80913 /D
MOE430_2_1418040_at 76.4 77.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC027261.1 /DB_XREF=gi:20073131 /FEA=FLmRNA /CNT=97 /TID=Mm.10068.1 /TIER=FL+Stack /STK=31 /UG=Mm.10068 /LL=66690 /UG_GENE=4432
MOE430_2_1418046_at 17.8 13.5 P P 0.01 0.03 0.1 NC 0.5 gb:NM_008671.1 /DB_XREF=gi:6679009 /GEN=Nap1l2 /FEA=FLmRNA /CNT=44 /TID=Mm.1441.1 /TIER=FL+Stack /STK=31 /UG=Mm.1441 /LL=17954 /DE
MOE430_2_1418078_at 304.8 306.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011192.1 /DB_XREF=gi:6755213 /GEN=Psme3 /FEA=FLmRNA /CNT=136 /TID=Mm.2141.1 /TIER=FL+Stack /STK=30 /UG=Mm.2141 /LL=19192 /DE
MOE430_2_1418082_at 158.9 160.9 P P 0.001953 0.001953 0.1 NC 0.5 gb:BG404675 /DB_XREF=gi:13298123 /DB_XREF=602420836F1 /CLONE=IMAGE:4527801 /FEA=FLmRNA /CNT=101 /TID=Mm.10265.1 /TIER=ConsEnd /ST
MOE430_2_1418084_at 422.8 450.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008737.1 /DB_XREF=gi:6679133 /GEN=Nrp /FEA=FLmRNA /CNT=224 /TID=Mm.27448.1 /TIER=FL+Stack /STK=30 /UG=Mm.27448 /LL=18186 /DE
MOE430_2_1418107_at 128.4 151.8 P P 0.001953 0.001953 0.1 NC 0.5 gb:NM_009326.1 /DB_XREF=gi:6678234 /GEN=Tcea2 /FEA=FLmRNA /CNT=39 /TID=Mm.24245.1 /TIER=FL+Stack /STK=30 /UG=Mm.24245 /LL=21400 /D
MOE430_2_1418116_at 900.1 963.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG064887 /DB_XREF=gi:12547450 /DB_XREF=H3025A01-3 /CLONE=H3025A01 /FEA=FLmRNA /CNT=171 /TID=Mm.21761.1 /TIER=Stack /STK=53 /U
MOE430_2_1418130_at 23.2 37.9 A A 0.12 0.33 0.1 NC 0.5 gb:BG295389 /DB_XREF=gi:13056975 /DB_XREF=602392690F1 /CLONE=IMAGE:4504295 /FEA=FLmRNA /CNT=90 /TID=Mm.133370.1 /TIER=ConsEnd /ST
MOE430_2_1418150_at 174 158.4 P P 0.000732 0.001953 0.1 NC 0.5 gb:NM_133215.1 /DB_XREF=gi:18875367 /GEN=Mtmr4 /FEA=FLmRNA /CNT=102 /TID=Mm.90390.1 /TIER=FL+Stack /STK=29 /UG=Mm.90390 /LL=170749
MOE430_2_1418198_a_ 1186.8 1205.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_028780.1 /DB_XREF=gi:13386347 /GEN=Tm9sf1 /FEA=FLmRNA /CNT=55 /TID=Mm.29649.1 /TIER=FL+Stack /STK=28 /UG=Mm.29649 /LL=74140 
MOE430_2_1418204_s_ 1.1 1.8 A A 0.88 0.75 0.1 NC 0.42 gb:NM_019467.1 /DB_XREF=gi:9506378 /GEN=Aif1 /FEA=FLmRNA /CNT=38 /TID=Mm.10747.1 /TIER=FL+Stack /STK=28 /UG=Mm.10747 /LL=11629 /DEF
MOE430_2_1418234_s_ 297.9 317.4 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_026602.1 /DB_XREF=gi:13386089 /GEN=Bcas2 /FEA=FLmRNA /CNT=85 /TID=Mm.104919.1 /TIER=FL+Stack /STK=27 /UG=Mm.104919 /LL=68183
MOE430_2_1418235_at 102.1 114.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_053069.1 /DB_XREF=gi:16716340 /GEN=Apg5l /FEA=FLmRNA /CNT=142 /TID=Mm.22264.1 /TIER=FL+Stack /STK=27 /UG=Mm.22264 /LL=11793 /
MOE430_2_1418244_at 821.9 821.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026425.1 /DB_XREF=gi:13385921 /GEN=1500004D14Rik /FEA=FLmRNA /CNT=63 /TID=Mm.41936.1 /TIER=FL+Stack /STK=27 /UG=Mm.41936 /LL
MOE430_2_1418249_at 165.8 188.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007761.1 /DB_XREF=gi:6681010 /GEN=Crcp /FEA=FLmRNA /CNT=56 /TID=Mm.18072.1 /TIER=FL+Stack /STK=27 /UG=Mm.18072 /LL=12909 /DE
MOE430_2_1418274_at 1031.1 1124.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AA920031 /DB_XREF=gi:3066810 /DB_XREF=vz25d03.r1 /CLONE=IMAGE:1327493 /FEA=FLmRNA /CNT=193 /TID=Mm.196148.1 /TIER=Stack /STK=9 
MOE430_2_1418284_at 525.9 544.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009336.1 /DB_XREF=gi:6678254 /GEN=Tcfl1 /FEA=FLmRNA /CNT=80 /TID=Mm.133919.1 /TIER=FL+Stack /STK=26 /UG=Mm.133919 /LL=21427 /
MOE430_2_1418292_at 1859.1 1959.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019652.1 /DB_XREF=gi:12025541 /GEN=Asna1 /FEA=FLmRNA /CNT=69 /TID=Mm.41475.1 /TIER=FL+Stack /STK=26 /UG=Mm.41475 /LL=56495 /
MOE430_2_1418301_at 5.8 5.6 A A 0.69 0.43 0.1 NC 0.14 gb:NM_016851.1 /DB_XREF=gi:8393629 /GEN=Irf6 /FEA=FLmRNA /CNT=77 /TID=Mm.4179.1 /TIER=FL+Stack /STK=26 /UG=Mm.4179 /LL=54139 /DEF=M
MOE430_2_1418322_at 18.9 19.5 P P 0.008057 0.03 0.1 NC 0.5 gb:NM_013498.1 /DB_XREF=gi:7304976 /GEN=Crem /FEA=FLmRNA /CNT=101 /TID=Mm.5244.1 /TIER=FL+Stack /STK=25 /UG=Mm.5244 /LL=12916 /DEF
MOE430_2_1418325_at 123 129.5 P P 0.000244 0.000244 0.1 NC 0.36 gb:NM_009266.1 /DB_XREF=gi:6678118 /GEN=Sps2 /FEA=FLmRNA /CNT=102 /TID=Mm.20294.1 /TIER=FL+Stack /STK=25 /UG=Mm.20294 /LL=20768 /D
MOE430_2_1418326_at 76.1 91.4 P P 0.00293 0.00415 0.1 NC 0.02 gb:BC026131.1 /DB_XREF=gi:20070697 /FEA=FLmRNA /CNT=96 /TID=Mm.27943.1 /TIER=FL+Stack /STK=25 /UG=Mm.27943 /LL=20539 /UG_GENE=Slc7
MOE430_2_1418330_at 451.7 479.6 P P 0.00293 0.001953 0.1 NC 0.5 gb:NM_007794.1 /DB_XREF=gi:6681072 /GEN=Ctcf /FEA=FLmRNA /CNT=111 /TID=Mm.493.1 /TIER=FL+Stack /STK=25 /UG=Mm.493 /LL=13018 /DEF=M
MOE430_2_1418338_at 291.4 319.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC003939.1 /DB_XREF=gi:13278198 /FEA=FLmRNA /CNT=60 /TID=Mm.100317.1 /TIER=FL+Stack /STK=25 /UG=Mm.100317 /LL=69246 /UG_GENE=28
MOE430_2_1418343_at 159.2 188.4 P P 0.000244 0.000244 0.1 NC 0.28 gb:NM_053266.1 /DB_XREF=gi:16716602 /GEN=1700012P16Rik /FEA=FLmRNA /CNT=39 /TID=Mm.218744.1 /TIER=FL+Stack /STK=25 /UG=Mm.218744 /
MOE430_2_1418347_at 456.7 416.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_138603.1 /DB_XREF=gi:20070423 /GEN=DXImx40e /FEA=FLmRNA /CNT=57 /TID=Mm.33038.1 /TIER=FL+Stack /STK=25 /UG=Mm.33038 /LL=5463
MOE430_2_1418361_at 275.7 242.5 P P 0.001221 0.000732 0.1 NC 0.5 gb:NM_018855.1 /DB_XREF=gi:9256556 /GEN=Gas11 /FEA=FLmRNA /CNT=38 /TID=Mm.9015.1 /TIER=FL+Stack /STK=25 /UG=Mm.9015 /LL=83455 /DEF
MOE430_2_1418374_at 37.8 52 P P 0.01 0.03 0.1 NC 0.24 gb:NM_008557.1 /DB_XREF=gi:6678813 /GEN=Fxyd3 /FEA=FLmRNA /CNT=44 /TID=Mm.1662.1 /TIER=FL+Stack /STK=24 /UG=Mm.1662 /LL=17178 /DEF
MOE430_2_1418376_at 0.9 4.3 A A 0.75 0.75 0.1 NC 0.5 gb:NM_008003.1 /DB_XREF=gi:6679776 /GEN=Fgf15 /FEA=FLmRNA /CNT=64 /TID=Mm.3904.1 /TIER=FL+Stack /STK=24 /UG=Mm.3904 /LL=14170 /DEF
MOE430_2_1418378_at 1.3 1.2 A A 0.97 0.88 0.1 NC 0.33 gb:NM_025631.1 /DB_XREF=gi:13385093 /GEN=2310034L21Rik /FEA=FLmRNA /CNT=47 /TID=Mm.46448.1 /TIER=FL+Stack /STK=24 /UG=Mm.46448 /LL=
MOE430_2_1418410_at 63.2 36.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_008415.2 /DB_XREF=gi:10190655 /GEN=Jrk /FEA=FLmRNA /CNT=42 /TID=Mm.20971.1 /TIER=FL /STK=2 /UG=Mm.20971 /LL=16469 /DEF=Mus m
MOE430_2_1418419_at 224.5 230.8 P P 0.01 0.01 0.1 NC 0.5 gb:NM_134030.1 /DB_XREF=gi:19527247 /GEN=AI849362 /FEA=FLmRNA /CNT=49 /TID=Mm.41089.1 /TIER=FL+Stack /STK=24 /UG=Mm.41089 /LL=1038
MOE430_2_1418476_at 2150.6 2216.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_018827.1 /DB_XREF=gi:9055195 /GEN=Crlf1 /FEA=FLmRNA /CNT=40 /TID=Mm.116700.1 /TIER=FL+Stack /STK=23 /UG=Mm.116700 /LL=12931 /
MOE430_2_1418520_at 160.4 167 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009443.1 /DB_XREF=gi:6678458 /GEN=Ttgn1 /FEA=FLmRNA /CNT=86 /TID=Mm.4142.1 /TIER=FL+Stack /STK=22 /UG=Mm.4142 /LL=22134 /DEF
MOE430_2_1418538_at 873.1 926.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_134090.1 /DB_XREF=gi:19527315 /GEN=AI173274 /FEA=FLmRNA /CNT=45 /TID=Mm.29644.1 /TIER=FL+Stack /STK=22 /UG=Mm.29644 /LL=1057
MOE430_2_1418561_at 77.8 80.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_031179.1 /DB_XREF=gi:14042920 /GEN=Sf3b1 /FEA=FLmRNA /CNT=470 /TID=Mm.28150.1 /TIER=FL+Stack /STK=21 /UG=Mm.28150 /LL=81898 /
MOE430_2_1418563_at 178.9 182.8 P P 0.000244 0.000244 0.1 NC 0.16 gb:NM_025814.1 /DB_XREF=gi:13385279 /GEN=1200009K13Rik /FEA=FLmRNA /CNT=445 /TID=Mm.18700.1 /TIER=FL+Stack /STK=21 /UG=Mm.18700 /L
MOE430_2_1418598_at 107.8 126.1 P P 0.00415 0.01 0.1 NC 0.5 gb:NM_080562.1 /DB_XREF=gi:18017609 /GEN=Ubce7ip5-pending /FEA=FLmRNA /CNT=35 /TID=Mm.159778.1 /TIER=FL+Stack /STK=21 /UG=Mm.159778
MOE430_2_1418621_at 1403.7 1524.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_021518.1 /DB_XREF=gi:10946939 /GEN=Rab2 /FEA=FLmRNA /CNT=305 /TID=Mm.21905.1 /TIER=FL+Stack /STK=21 /UG=Mm.21905 /LL=59021 /
MOE430_2_1418624_at 4414.3 4601.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC013620.1 /DB_XREF=gi:15488998 /FEA=FLmRNA /CNT=402 /TID=Mm.21054.1 /TIER=FL+Stack /STK=20 /UG=Mm.21054 /LL=22608 /UG_GENE=Ns
MOE430_2_1418627_at 201 166 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_008129.1 /DB_XREF=gi:6680018 /GEN=Gclm /FEA=FLmRNA /CNT=164 /TID=Mm.29340.1 /TIER=FL+Stack /STK=20 /UG=Mm.29340 /LL=14630 /D
MOE430_2_1418635_at 44.9 60 P P 0.005859 0.00293 0.1 NC 0.09 gb:AF218539.2 /DB_XREF=gi:20127727 /FEA=FLmRNA /CNT=108 /TID=Mm.34510.1 /TIER=FL+Stack /STK=20 /UG=Mm.34510 /LL=27049 /UG_GENE=Pe
MOE430_2_1418645_at 15.1 14.9 A A 0.09 0.12 0.1 NC 0.29 gb:L07645.1 /DB_XREF=gi:193751 /FEA=FLmRNA /CNT=95 /TID=Mm.13000.1 /TIER=FL+Stack /STK=20 /UG=Mm.13000 /LL=15109 /UG_GENE=Hal /DEF
MOE430_2_1418664_at 396.6 404.8 P P 0.000244 0.000244 0.1 NC 0.44 gb:AK019164.1 /DB_XREF=gi:12859227 /GEN=Mpdz /FEA=FLmRNA /CNT=62 /TID=Mm.3140.1 /TIER=Stack /STK=15 /UG=Mm.3140 /LL=17475 /UG_TITL
MOE430_2_1418668_at 9.7 5.6 A A 0.27 0.21 0.1 NC 0.23 gb:NM_054094.4 /DB_XREF=gi:19745154 /GEN=Bucs1 /FEA=FLmRNA /CNT=53 /TID=Mm.33731.1 /TIER=FL+Stack /STK=20 /UG=Mm.33731 /LL=117147 
MOE430_2_1418693_at 553.2 630.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK012633.1 /DB_XREF=gi:12849506 /GEN=Hnrpc /FEA=FLmRNA /CNT=235 /TID=Mm.25074.1 /TIER=Stack /STK=24 /UG=Mm.25074 /LL=15381 /UG_
MOE430_2_1418717_at 25.4 27.2 P P 0.01 0.008057 0.1 NC 0.5 gb:BI986403 /DB_XREF=gi:17957353 /DB_XREF=3171-02 /FEA=FLmRNA /CNT=61 /TID=Mm.87062.1 /TIER=ConsEnd /STK=0 /UG=Mm.87062 /LL=64658 
MOE430_2_1418718_at 3 4.3 A A 0.72 0.56 0.1 NC 0.42 gb:BC019961.1 /DB_XREF=gi:18043283 /FEA=FLmRNA /CNT=54 /TID=Mm.46424.1 /TIER=FL+Stack /STK=19 /UG=Mm.46424 /LL=66102 /UG_GENE=Cxc
MOE430_2_1418720_at 172.9 186.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_012004.1 /DB_XREF=gi:7242143 /GEN=Cops7b /FEA=FLmRNA /CNT=70 /TID=Mm.12973.1 /TIER=FL+Stack /STK=19 /UG=Mm.12973 /LL=26895 /
MOE430_2_1418721_at 119 144.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB650066 /DB_XREF=gi:16484321 /DB_XREF=BB650066 /CLONE=C230038M02 /FEA=FLmRNA /CNT=70 /TID=Mm.12973.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1418730_at 69.3 75.2 P P 0.01 0.00415 0.1 NC 0.5 gb:BC012960.1 /DB_XREF=gi:15277963 /FEA=FLmRNA /CNT=50 /TID=Mm.44069.1 /TIER=FL+Stack /STK=19 /UG=Mm.44069 /LL=19820 /UG_GENE=Rnf1
MOE430_2_1418731_at 14 14.4 A P 0.06 0.005615 0.1 NC 0.12 gb:BE572852 /DB_XREF=gi:9816572 /DB_XREF=601328001F1 /CLONE=IMAGE:3601825 /FEA=FLmRNA /CNT=50 /TID=Mm.44069.1 /TIER=ConsEnd /STK
MOE430_2_1418739_at 9.7 13.5 A A 0.27 0.11 0.1 NC 0.04 gb:NM_013731.1 /DB_XREF=gi:7305482 /GEN=Sgk2 /FEA=FLmRNA /CNT=36 /TID=Mm.26462.1 /TIER=FL+Stack /STK=19 /UG=Mm.26462 /LL=27219 /DE
MOE430_2_1418742_at 0.6 1.6 A A 0.82 0.78 0.1 NC 0.5 gb:NM_027563.1 /DB_XREF=gi:13386237 /GEN=Krt1-4 /FEA=FLmRNA /CNT=37 /TID=Mm.183095.1 /TIER=FL+Stack /STK=19 /UG=Mm.183095 /LL=16672
MOE430_2_1418756_at 1.6 1.5 A A 0.69 0.8 0.1 NC 0.58 gb:NM_009426.1 /DB_XREF=gi:6678432 /GEN=Trh /FEA=FLmRNA /CNT=29 /TID=Mm.1363.1 /TIER=FL+Stack /STK=19 /UG=Mm.1363 /LL=22044 /DEF=M
MOE430_2_1418761_at 67.6 70 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_009951.1 /DB_XREF=gi:6753517 /GEN=Igf2bp1 /FEA=FLmRNA /CNT=116 /TID=Mm.12919.1 /TIER=FL+Stack /STK=18 /UG=Mm.12919 /LL=140486
MOE430_2_1418763_at 448.4 441.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC020153.1 /DB_XREF=gi:18043303 /FEA=FLmRNA /CNT=98 /TID=Mm.21473.1 /TIER=FL+Stack /STK=18 /UG=Mm.21473 /LL=66227 /UG_GENE=1190
MOE430_2_1418781_at 140.1 141.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_025400.1 /DB_XREF=gi:13384781 /GEN=1110028N05Rik /FEA=FLmRNA /CNT=36 /TID=Mm.86823.1 /TIER=FL+Stack /STK=18 /UG=Mm.86823 /LL
MOE430_2_1418782_at 2.1 2.3 A A 0.53 0.46 0.1 NC 0.02 gb:NM_009107.1 /DB_XREF=gi:6677828 /GEN=Rxrg /FEA=FLmRNA /CNT=34 /TID=Mm.3475.1 /TIER=FL+Stack /STK=18 /UG=Mm.3475 /LL=20183 /DEF=
MOE430_2_1418788_at 223.2 240.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013690.1 /DB_XREF=gi:8567411 /GEN=Tek /FEA=FLmRNA /CNT=36 /TID=Mm.14313.1 /TIER=FL+Stack /STK=18 /UG=Mm.14313 /LL=21687 /DEF
MOE430_2_1418793_at 87 75.6 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_008325.1 /DB_XREF=gi:6680348 /GEN=Idua /FEA=FLmRNA /CNT=39 /TID=Mm.3054.1 /TIER=FL+Stack /STK=18 /UG=Mm.3054 /LL=15932 /DEF=M
MOE430_2_1418808_at 67.7 81.9 P P 0.000732 0.001953 0.1 NC 0.5 gb:NM_134006.1 /DB_XREF=gi:19549322 /GEN=Rdh5 /FEA=FLmRNA /CNT=28 /TID=Mm.7563.1 /TIER=FL+Stack /STK=18 /UG=Mm.7563 /LL=19682 /DEF
MOE430_2_1418811_at 1.2 0.3 A A 0.96 0.96 0.1 NC 0.49 gb:AB043980.1 /DB_XREF=gi:11463944 /GEN=mbh2 /FEA=FLmRNA /CNT=31 /TID=Mm.21390.1 /TIER=FL+Stack /STK=18 /UG=Mm.21390 /LL=54422 /DE
MOE430_2_1418816_at 158.3 164.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_024190.1 /DB_XREF=gi:13195617 /GEN=2810405I11Rik /FEA=FLmRNA /CNT=142 /TID=Mm.73777.1 /TIER=FL+Stack /STK=17 /UG=Mm.73777 /LL
MOE430_2_1418821_at 1.4 0.8 A A 0.85 0.9 0.1 NC 0.84 gb:NM_133657.1 /DB_XREF=gi:19526797 /GEN=Cyp2a12 /FEA=FLmRNA /CNT=58 /TID=Mm.20770.1 /TIER=FL+Stack /STK=17 /UG=Mm.20770 /LL=13085
MOE430_2_1418846_at 88.5 112.7 P P 0.000732 0.001221 0.1 NC 0.31 gb:NM_021392.1 /DB_XREF=gi:10946735 /GEN=Ap4m1 /FEA=FLmRNA /CNT=46 /TID=Mm.113205.1 /TIER=FL+Stack /STK=17 /UG=Mm.113205 /LL=1178
MOE430_2_1418850_at 554.9 583.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007935.1 /DB_XREF=gi:6679654 /GEN=Epc1 /FEA=FLmRNA /CNT=57 /TID=Mm.20828.1 /TIER=FL+Stack /STK=17 /UG=Mm.20828 /LL=13831 /DE
MOE430_2_1418860_a_ 203.5 189.9 P P 0.001221 0.001221 0.1 NC 0.5 gb:NM_134093.1 /DB_XREF=gi:19527321 /GEN=AI593524 /FEA=FLmRNA /CNT=55 /TID=Mm.201624.1 /TIER=FL+Stack /STK=17 /UG=Mm.201624 /LL=10
MOE430_2_1418869_a_ 221 205.2 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_019700.1 /DB_XREF=gi:9790182 /GEN=Pus1 /FEA=FLmRNA /CNT=26 /TID=Mm.23653.1 /TIER=FL+Stack /STK=17 /UG=Mm.23653 /LL=56361 /DE
MOE430_2_1418876_at 362.4 331 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008242.1 /DB_XREF=gi:6679836 /GEN=Foxd1 /FEA=FLmRNA /CNT=23 /TID=Mm.27015.1 /TIER=FL+Stack /STK=17 /UG=Mm.27015 /LL=15229 /D
MOE430_2_1418896_a_ 1768.5 1848.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019642.1 /DB_XREF=gi:9790202 /GEN=Rpn2 /FEA=FLmRNA /CNT=79 /TID=Mm.22130.1 /TIER=FL+Stack /STK=16 /UG=Mm.22130 /LL=20014 /DE
MOE430_2_1418940_at 1.2 1.5 A A 0.78 0.8 0.1 NC 0.36 gb:NM_019878.1 /DB_XREF=gi:9845262 /GEN=Sult1b1 /FEA=FLmRNA /CNT=26 /TID=Mm.23502.1 /TIER=FL+Stack /STK=16 /UG=Mm.23502 /LL=56362 /
MOE430_2_1418953_at 12.6 17.9 P A 0.03 0.08 0.1 NC 0.31 gb:NM_015795.1 /DB_XREF=gi:7657078 /GEN=Fbxo16 /FEA=FLmRNA /CNT=27 /TID=Mm.65308.1 /TIER=FL+Stack /STK=16 /UG=Mm.65308 /LL=50759 /
MOE430_2_1418975_at 130.3 123.5 P P 0.001953 0.000732 0.1 NC 0.5 gb:NM_030729.1 /DB_XREF=gi:13507685 /GEN=Wasbp /FEA=FLmRNA /CNT=52 /TID=Mm.34866.1 /TIER=FL+Stack /STK=15 /UG=Mm.34866 /LL=80987 /
MOE430_2_1418978_at 115 133.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB762166 /DB_XREF=gi:16196162 /DB_XREF=BB762166 /CLONE=G370005P03 /FEA=FLmRNA /CNT=102 /TID=Mm.3899.1 /TIER=Stack /STK=27 /UG
MOE430_2_1418995_at 5.6 5 A A 0.85 0.82 0.1 NC 0.5 gb:NM_010895.1 /DB_XREF=gi:6754823 /GEN=Neurod2 /FEA=FLmRNA /CNT=23 /TID=Mm.4814.1 /TIER=FL+Stack /STK=15 /UG=Mm.4814 /LL=18013 /D
MOE430_2_1419002_s_ 7.9 10.1 A A 0.17 0.27 0.1 NC 0.5 gb:NM_007519.1 /DB_XREF=gi:6680761 /GEN=Baat /FEA=FLmRNA /CNT=33 /TID=Mm.2859.1 /TIER=FL+Stack /STK=15 /UG=Mm.2859 /LL=12012 /DEF=
MOE430_2_1419006_s_ 185.9 179.5 P P 0.001953 0.001953 0.1 NC 0.5 gb:NM_033602.1 /DB_XREF=gi:15809019 /GEN=Peli2 /FEA=FLmRNA /CNT=28 /TID=Mm.37239.1 /TIER=FL+Stack /STK=15 /UG=Mm.37239 /LL=93834 /D
MOE430_2_1419021_at 3.8 3.9 A A 0.3 0.24 0.1 NC 0.34 gb:NM_133197.1 /DB_XREF=gi:18875339 /GEN=Mcf2 /FEA=FLmRNA /CNT=17 /TID=Mm.93796.1 /TIER=FL+Stack /STK=15 /UG=Mm.93796 /LL=109904 /
MOE430_2_1419026_at 419.4 453.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007829.1 /DB_XREF=gi:6681134 /GEN=Daxx /FEA=FLmRNA /CNT=107 /TID=Mm.28118.1 /TIER=FL+Stack /STK=14 /UG=Mm.28118 /LL=13163 /D
MOE430_2_1419034_at 57.3 40.4 P P 0.00293 0.00293 0.1 NC 0.5 gb:NM_007788.1 /DB_XREF=gi:7106274 /GEN=Csnk2a1-rs4 /FEA=FLmRNA /CNT=162 /TID=Mm.23692.1 /TIER=FL+Stack /STK=14 /UG=Mm.23692 /LL=1
MOE430_2_1419037_at 272.8 263.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB249917 /DB_XREF=gi:16355749 /DB_XREF=BB249917 /CLONE=A730036H11 /FEA=FLmRNA /CNT=162 /TID=Mm.23692.1 /TIER=Stack /STK=10 /U
MOE430_2_1419056_at 9.7 5.5 A A 0.36 0.53 0.1 NC 0.53 gb:AF038538.1 /DB_XREF=gi:3089387 /GEN=Nspl1 /FEA=FLmRNA /CNT=42 /TID=Mm.24142.1 /TIER=FL+Stack /STK=14 /UG=Mm.24142 /LL=20167 /DE
MOE430_2_1419075_s_ 8.3 7.7 A A 0.36 0.17 0.1 NC 0.02 gb:NM_011314.1 /DB_XREF=gi:6755393 /GEN=Saa2 /FEA=FLmRNA /CNT=20 /TID=Mm.200941.1 /TIER=FL+Stack /STK=14 /UG=Mm.200941 /LL=20209 /
MOE430_2_1419078_at 27.5 22.7 P P 0.01 0.01 0.1 NC 0.5 gb:NM_008697.1 /DB_XREF=gi:6679061 /GEN=Nin /FEA=FLmRNA /CNT=33 /TID=Mm.4569.1 /TIER=FL+Stack /STK=14 /UG=Mm.4569 /LL=18080 /DEF=M
MOE430_2_1419087_s_ 154.2 142.6 P P 0.000732 0.000244 0.1 NC 0.45 gb:BC010727.1 /DB_XREF=gi:14715117 /FEA=FLmRNA /CNT=271 /TID=Mm.25732.1 /TIER=FL+Stack /STK=13 /UG=Mm.25732 /LL=67465 /UG_GENE=120
MOE430_2_1419096_at 1.8 2.6 A A 0.75 0.46 0.1 NC 0.15 gb:NM_018816.1 /DB_XREF=gi:9055161 /GEN=Apom /FEA=FLmRNA /CNT=55 /TID=Mm.2161.1 /TIER=FL+Stack /STK=13 /UG=Mm.2161 /LL=55938 /DEF
MOE430_2_1419101_at 110.5 122.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011378.1 /DB_XREF=gi:7106406 /GEN=Sin3a /FEA=FLmRNA /CNT=80 /TID=Mm.15755.1 /TIER=FL+Stack /STK=13 /UG=Mm.15755 /LL=20466 /DE
MOE430_2_1419102_at 83.7 92.9 P P 0.001953 0.001221 0.1 NC 0.5 gb:L38620.1 /DB_XREF=gi:642618 /GEN=mSin3A /FEA=FLmRNA /CNT=80 /TID=Mm.15755.1 /TIER=FL /STK=1 /UG=Mm.15755 /LL=20466 /UG_TITLE=tra
MOE430_2_1419105_at 0.8 2 A A 0.82 0.66 0.1 NC 0.28 gb:NM_009108.1 /DB_XREF=gi:6677830 /GEN=Nr1h4 /FEA=FLmRNA /CNT=44 /TID=Mm.3095.1 /TIER=FL+Stack /STK=13 /UG=Mm.3095 /LL=20186 /DEF
MOE430_2_1419108_at 215.3 211.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI134110 /DB_XREF=gi:14584358 /DB_XREF=UI-M-BH3-bsh-h-12-0-UI.s1 /CLONE=UI-M-BH3-bsh-h-12-0-UI /FEA=FLmRNA /CNT=64 /TID=Mm.100
MOE430_2_1419111_at 178.9 181.4 P P 0.001221 0.001221 0.1 NC 0.5 gb:NM_023503.1 /DB_XREF=gi:12963706 /GEN=Ing1l /FEA=FLmRNA /CNT=27 /TID=Mm.45221.1 /TIER=FL+Stack /STK=13 /UG=Mm.45221 /LL=69260 /D
MOE430_2_1419120_at 2.3 3.2 A A 0.39 0.46 0.1 NC 0.5 gb:NM_008535.1 /DB_XREF=gi:6678757 /GEN=Lyl1 /FEA=FLmRNA /CNT=33 /TID=Mm.4925.1 /TIER=FL+Stack /STK=13 /UG=Mm.4925 /LL=17095 /DEF=M
MOE430_2_1419158_a_ 184.3 192.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW538310 /DB_XREF=gi:7180727 /DB_XREF=C0106A03-3 /CLONE=C0106A03 /FEA=FLmRNA /CNT=93 /TID=Mm.46741.1 /TIER=Stack /STK=41 /UG
MOE430_2_1419173_at 227 241.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_025371.1 /DB_XREF=gi:13384745 /GEN=1110014J22Rik /FEA=FLmRNA /CNT=43 /TID=Mm.7165.1 /TIER=FL+Stack /STK=12 /UG=Mm.7165 /LL=6
MOE430_2_1419210_at 0.4 1.1 A A 0.72 0.72 0.1 NC 0.37 gb:AF388053.1 /DB_XREF=gi:14538032 /FEA=FLmRNA /CNT=17 /TID=Mm.57240.1 /TIER=FL+Stack /STK=12 /UG=Mm.57240 /LL=15465 /UG_GENE=Hrh1
MOE430_2_1419231_s_ 1.4 2.1 A A 0.53 0.36 0.1 NC 0.5 gb:NM_010661.1 /DB_XREF=gi:7110666 /GEN=Krt1-12 /FEA=FLmRNA /CNT=13 /TID=Mm.4201.1 /TIER=FL+Stack /STK=12 /UG=Mm.4201 /LL=16662 /DE
MOE430_2_1419241_a_ 1.8 3.7 A A 0.82 0.85 0.1 NC 0.5 gb:NM_009646.1 /DB_XREF=gi:6753019 /GEN=Aire /FEA=FLmRNA /CNT=14 /TID=Mm.35300.1 /TIER=FL+Stack /STK=12 /UG=Mm.35300 /LL=11634 /DEF
MOE430_2_1419256_at 274.2 328.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:BM213516 /DB_XREF=gi:17771438 /DB_XREF=C0837E11-3 /CLONE=C0837E11 /FEA=FLmRNA /CNT=171 /TID=Mm.123110.1 /TIER=Stack /STK=75 /
MOE430_2_1419258_at 921 957.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006022.1 /DB_XREF=gi:13543738 /FEA=FLmRNA /CNT=219 /TID=Mm.218669.1 /TIER=FL+Stack /STK=76 /UG=Mm.218669 /LL=21399 /UG_GENE=T
MOE430_2_1419281_a_ 301.2 285.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC021397.1 /DB_XREF=gi:18203913 /FEA=FLmRNA /CNT=54 /TID=Mm.17519.1 /TIER=FL+Stack /STK=11 /UG=Mm.17519 /LL=22687 /UG_GENE=Zfp2
MOE430_2_1419285_s_ 167.3 189.1 P P 0.01 0.01 0.1 NC 0.5 gb:BF302143 /DB_XREF=gi:11248666 /DB_XREF=602033093F1 /CLONE=IMAGE:4168055 /FEA=FLmRNA /CNT=45 /TID=Mm.18561.1 /TIER=ConsEnd /ST
MOE430_2_1419289_a_ 15.6 19.1 P A 0.000244 0.06 0.1 NC 0.73 gb:NM_009303.1 /DB_XREF=gi:6678192 /GEN=Syngr1 /FEA=FLmRNA /CNT=33 /TID=Mm.10217.1 /TIER=FL+Stack /STK=11 /UG=Mm.10217 /LL=20972 /D
MOE430_2_1419291_x_ 1401.1 2086.2 P P 0.001953 0.001221 0.1 NC 0.4 gb:NM_013525.1 /DB_XREF=gi:7305080 /GEN=Gas5 /FEA=FLmRNA /CNT=25 /TID=Mm.35844.1 /TIER=FL+Stack /STK=11 /UG=Mm.35844 /LL=14455 /DE
MOE430_2_1419293_at 1.7 1.9 A A 0.82 0.75 0.1 NC 0.3 gb:BB461534 /DB_XREF=gi:9357027 /DB_XREF=BB461534 /CLONE=D130072G13 /FEA=FLmRNA /CNT=32 /TID=Mm.32077.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1419316_s_ 58.1 62.1 P P 0.000732 0.001953 0.1 NC 0.5 gb:NM_023120.1 /DB_XREF=gi:12963492 /GEN=Gnb1l /FEA=FLmRNA /CNT=19 /TID=Mm.116970.1 /TIER=FL+Stack /STK=11 /UG=Mm.116970 /LL=13972
MOE430_2_1419354_at 76.5 79.7 P P 0.00293 0.00415 0.1 NC 0.5 gb:AF338369.1 /DB_XREF=gi:13569477 /GEN=Klf7 /FEA=FLmRNA /CNT=174 /TID=Mm.29466.1 /TIER=FL+Stack /STK=10 /UG=Mm.29466 /LL=93691 /DE
MOE430_2_1419355_at 26.9 21.9 A A 0.08 0.17 0.1 NC 0.72 gb:BB522288 /DB_XREF=gi:16443639 /DB_XREF=BB522288 /CLONE=D930007C01 /FEA=FLmRNA /CNT=174 /TID=Mm.29466.1 /TIER=Stack /STK=33 /U
MOE430_2_1419356_at 38.2 44.4 P P 0.00415 0.00293 0.1 NC 0.37 gb:BE851797 /DB_XREF=gi:10310136 /DB_XREF=uw16g10.x1 /CLONE=IMAGE:3416898 /FEA=FLmRNA /CNT=174 /TID=Mm.29466.1 /TIER=Stack /STK=1
MOE430_2_1419371_s_ 1487.3 1499.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC008525.1 /DB_XREF=gi:14250205 /FEA=FLmRNA /CNT=88 /TID=Mm.195451.1 /TIER=FL+Stack /STK=10 /UG=Mm.195451 /LL=56494 /UG_GENE=G
MOE430_2_1419381_at 28.7 21.4 P P 0.001953 0.00415 0.1 NC 0.5 gb:NM_020584.1 /DB_XREF=gi:15618998 /GEN=Terf2ip /FEA=FLmRNA /CNT=34 /TID=Mm.213064.1 /TIER=FL+Stack /STK=10 /UG=Mm.213064 /LL=5732
MOE430_2_1419385_a_ 313.1 362.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026842.1 /DB_XREF=gi:13386173 /GEN=1110046H03Rik /FEA=FLmRNA /CNT=25 /TID=Mm.182053.1 /TIER=FL+Stack /STK=10 /UG=Mm.182053 /
MOE430_2_1419439_at 30.3 32.9 P A 0.03 0.14 0.1 NC 0.5 gb:NM_011651.1 /DB_XREF=gi:11119417 /GEN=Stk22s1 /FEA=FLmRNA /CNT=11 /TID=Mm.8015.1 /TIER=FL+Stack /STK=10 /UG=Mm.8015 /LL=22116 /D
MOE430_2_1419451_at 486.1 502 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006616.1 /DB_XREF=gi:13879283 /FEA=FLmRNA /CNT=144 /TID=Mm.24202.1 /TIER=FL+Stack /STK=9 /UG=Mm.24202 /LL=56371 /UG_GENE=Fzr1
MOE430_2_1419466_at 9.4 13.7 A A 0.39 0.39 0.1 NC 0.5 gb:BF141691 /DB_XREF=gi:10980731 /DB_XREF=601790748F1 /CLONE=IMAGE:4021498 /FEA=FLmRNA /CNT=95 /TID=Mm.45506.1 /TIER=Stack /STK=2
MOE430_2_1419480_at 0.4 0.5 A A 0.93 0.98 0.1 NC 0.86 gb:NM_011346.1 /DB_XREF=gi:6755453 /GEN=Sell /FEA=FLmRNA /CNT=41 /TID=Mm.1461.1 /TIER=FL+Stack /STK=9 /UG=Mm.1461 /LL=20343 /DEF=M
MOE430_2_1419489_at 9.5 13.8 A A 0.09 0.08 0.1 NC 0.37 gb:NM_134096.1 /DB_XREF=gi:19527325 /GEN=AW049604 /FEA=FLmRNA /CNT=40 /TID=Mm.41323.1 /TIER=FL+Stack /STK=9 /UG=Mm.41323 /LL=1060
MOE430_2_1419490_at 30.4 33 P A 0.03 0.14 0.1 NC 0.27 gb:BB804965 /DB_XREF=gi:16977594 /DB_XREF=BB804965 /CLONE=G630066M13 /FEA=FLmRNA /CNT=40 /TID=Mm.41323.1 /TIER=Stack /STK=12 /UG
MOE430_2_1419499_at 678.7 650.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008149.1 /DB_XREF=gi:6680056 /GEN=Gpam /FEA=FLmRNA /CNT=39 /TID=Mm.87773.1 /TIER=FL+Stack /STK=9 /UG=Mm.87773 /LL=14732 /DE
MOE430_2_1419504_at 5.5 3.9 A A 0.33 0.46 0.1 NC 0.37 gb:NM_026713.1 /DB_XREF=gi:18426804 /GEN=Dgat2l1 /FEA=FLmRNA /CNT=26 /TID=Mm.41325.1 /TIER=FL+Stack /STK=9 /UG=Mm.41325 /LL=68393 /
MOE430_2_1419510_at 0.7 0.9 A A 0.91 0.75 0.1 NC 0.15 gb:NM_133660.1 /DB_XREF=gi:19526803 /GEN=Es22 /FEA=FLmRNA /CNT=26 /TID=Mm.63490.1 /TIER=FL+Stack /STK=9 /UG=Mm.63490 /LL=13897 /DE
MOE430_2_1419516_at 548.2 558.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_138607.1 /DB_XREF=gi:20070431 /GEN=D0HXS9928E /FEA=FLmRNA /CNT=20 /TID=Mm.4370.1 /TIER=FL+Stack /STK=9 /UG=Mm.4370 /LL=1081
MOE430_2_1419600_at 1 1.1 A A 0.72 0.78 0.1 NC 0.5 gb:NM_019728.1 /DB_XREF=gi:9789928 /GEN=Defb4 /FEA=FLmRNA /CNT=13 /TID=Mm.45276.1 /TIER=FL+Stack /STK=8 /UG=Mm.45276 /LL=56519 /DE
MOE430_2_1419608_a_ 230.3 207.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019394.1 /DB_XREF=gi:9506478 /GEN=Cdrap /FEA=FLmRNA /CNT=12 /TID=Mm.7964.1 /TIER=FL+Stack /STK=8 /UG=Mm.7964 /LL=12587 /DEF=
MOE430_2_1419616_at 35.1 35.5 M M 0.05 0.05 0.1 NC 0.5 gb:NM_007561.1 /DB_XREF=gi:6680803 /GEN=Bmpr2 /FEA=FLmRNA /CNT=33 /TID=Mm.7106.1 /TIER=FL+Stack /STK=8 /UG=Mm.7106 /LL=12168 /DEF=
MOE430_2_1419621_at 2.3 3.8 A A 0.6 0.66 0.1 NC 0.36 gb:NM_020033.1 /DB_XREF=gi:9910129 /GEN=Ankrd2 /FEA=FLmRNA /CNT=12 /TID=Mm.143737.1 /TIER=FL+Stack /STK=8 /UG=Mm.143737 /LL=56642 /
MOE430_2_1419691_at 1.7 2.1 A A 0.85 0.8 0.1 NC 0.68 gb:NM_009921.1 /DB_XREF=gi:6753471 /GEN=Cnlp /FEA=FLmRNA /CNT=16 /TID=Mm.3834.1 /TIER=FL /STK=7 /UG=Mm.3834 /LL=12796 /DEF=Mus mus
MOE430_2_1419696_at 1.7 3.9 A A 0.97 0.85 0.1 NC 0.06 gb:NM_013488.1 /DB_XREF=gi:7304952 /GEN=Cd4 /FEA=FLmRNA /CNT=25 /TID=Mm.2209.1 /TIER=FL /STK=7 /UG=Mm.2209 /LL=12504 /DEF=Mus mus
MOE430_2_1419700_a_ 0.5 0.5 A A 0.9 0.91 0.1 NC 0.5 gb:NM_008935.1 /DB_XREF=gi:6679478 /GEN=Prom /FEA=FLmRNA /CNT=27 /TID=Mm.6250.1 /TIER=FL /STK=7 /UG=Mm.6250 /LL=19126 /DEF=Mus mu
MOE430_2_1419711_at 2.3 3.2 A A 0.9 0.87 0.1 NC 0.5 gb:NM_009854.1 /DB_XREF=gi:6806904 /GEN=Cd7 /FEA=FLmRNA /CNT=17 /TID=Mm.4100.1 /TIER=FL /STK=7 /UG=Mm.4100 /LL=12516 /DEF=Mus mus
MOE430_2_1419716_a_ 55.5 66.6 P P 0.000732 0.001221 0.1 NC 0.5 gb:NM_011137.1 /DB_XREF=gi:6755129 /GEN=Pou2f1 /FEA=FLmRNA /CNT=15 /TID=Mm.15568.1 /TIER=FL /STK=7 /UG=Mm.15568 /LL=18986 /DEF=Mu
MOE430_2_1419732_at 17.3 21.8 A A 0.19 0.19 0.1 NC 0.5 gb:NM_022982.1 /DB_XREF=gi:12667793 /GEN=Rtn4r /FEA=FLmRNA /CNT=10 /TID=Mm.40149.1 /TIER=FL /STK=7 /UG=Mm.40149 /LL=65079 /DEF=Mus
MOE430_2_1419761_a_ 88.5 114.3 P P 0.001953 0.000732 0.1 NC 0.5 gb:NM_010249.1 /DB_XREF=gi:6753933 /GEN=Gabpb1 /FEA=FLmRNA /CNT=23 /TID=Mm.1764.1 /TIER=FL /STK=6 /UG=Mm.1764 /LL=14391 /DEF=Mus 
MOE430_2_1419798_at 41.2 32.2 P P 0.04 0.03 0.1 NC 0.19 gb:BF660912 /DB_XREF=gi:11926046 /DB_XREF=maa70b05.x1 /CLONE=IMAGE:3821913 /FEA=EST /CNT=2 /TID=Mm.157551.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1419872_at 20.2 17.3 P A 0.000732 0.06 0.1 NC 0.51 gb:AI323359 /DB_XREF=gi:4057788 /DB_XREF=mi30h09.x1 /CLONE=IMAGE:465089 /FEA=EST /CNT=1 /TID=Mm.201971.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419876_at 9.6 8 A A 0.69 0.56 0.1 NC 0.009292 gb:AI644422 /DB_XREF=gi:4722897 /DB_XREF=ml63e08.x1 /CLONE=IMAGE:516710 /FEA=EST /CNT=1 /TID=Mm.198108.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419880_x_ 40.4 31.1 A A 0.3 0.27 0.1 NC 0.46 gb:AA204020 /DB_XREF=gi:1800786 /DB_XREF=mu60b12.r1 /CLONE=IMAGE:643775 /FEA=EST /CNT=1 /TID=Mm.2085.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419914_s_ 344.9 391.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW538011 /DB_XREF=gi:7180428 /DB_XREF=C0102B03-3 /CLONE=C0102B03 /FEA=EST /CNT=1 /TID=Mm.199964.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419915_at 19.6 34.7 P P 0.005859 0.005859 0.1 NC 0.5 gb:AW538011 /DB_XREF=gi:7180428 /DB_XREF=C0102B03-3 /CLONE=C0102B03 /FEA=EST /CNT=1 /TID=Mm.199964.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419917_s_ 962.5 826.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW545765 /DB_XREF=gi:7188182 /DB_XREF=C0198A06-3 /CLONE=C0198A06 /FEA=EST /CNT=1 /TID=Mm.202023.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419929_at 6.7 3.2 A A 0.19 0.33 0.1 NC 0.5 gb:C77618 /DB_XREF=gi:2517948 /DB_XREF=C77618 /CLONE=J0034F04 /FEA=EST /CNT=1 /TID=Mm.24960.1 /TIER=ConsEnd /STK=1 /UG=Mm.24960 /
MOE430_2_1419934_at 22.1 14.2 A M 0.11 0.05 0.1 NC 0.5 gb:AV006589 /DB_XREF=gi:4783576 /DB_XREF=AV006589 /CLONE=1100006A23 /FEA=EST /CNT=1 /TID=Mm.198379.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419940_at 1.4 0.9 A A 0.69 0.88 0.1 NC 0.66 gb:C78986 /DB_XREF=gi:2519316 /DB_XREF=C78986 /CLONE=J0058E09 /FEA=EST /CNT=1 /TID=Mm.5777.1 /TIER=ConsEnd /STK=1 /UG=Mm.5777 /LL
MOE430_2_1419953_at 1.8 0.9 A A 0.69 0.96 0.1 NC 0.79 gb:C80678 /DB_XREF=gi:2521008 /DB_XREF=C80678 /CLONE=J0086C01 /FEA=EST /CNT=1 /TID=Mm.25084.1 /TIER=ConsEnd /STK=1 /UG=Mm.25084 /
MOE430_2_1419960_at 27.8 35.6 A A 0.17 0.17 0.1 NC 0.5 gb:AU019881 /DB_XREF=gi:3375465 /DB_XREF=AU019881 /CLONE=J0523H03 /FEA=EST /CNT=1 /TID=Mm.201533.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1419981_at 25.5 28 P P 0.02 0.03 0.1 NC 0.5 gb:C80812 /DB_XREF=gi:2521142 /DB_XREF=C80812 /CLONE=J0088G02 /FEA=EST /CNT=1 /TID=Mm.195338.1 /TIER=ConsEnd /STK=0 /UG=Mm.19533
MOE430_2_1419999_at 15.4 10 A A 0.19 0.36 0.1 NC 0.5 gb:C81413 /DB_XREF=gi:2521743 /DB_XREF=C81413 /CLONE=J0098H08 /FEA=EST /CNT=1 /TID=Mm.197888.1 /TIER=ConsEnd /STK=1 /UG=Mm.19788
MOE430_2_1420002_at 7.5 8.6 A A 0.39 0.27 0.1 NC 0.5 gb:C76002 /DB_XREF=gi:2516332 /DB_XREF=C76002 /CLONE=J0001G11 /FEA=EST /CNT=1 /TID=Mm.5438.1 /TIER=ConsEnd /STK=0 /UG=Mm.5438 /L
MOE430_2_1420012_at 63.3 74.1 P P 0.01 0.01 0.1 NC 0.5 gb:C77390 /DB_XREF=gi:2517720 /DB_XREF=C77390 /CLONE=J0030C12 /FEA=EST /CNT=1 /TID=Mm.195271.1 /TIER=ConsEnd /STK=0 /UG=Mm.19527



MOE430_2_1420013_s_ 157.3 210.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:C77434 /DB_XREF=gi:2517764 /DB_XREF=C77434 /CLONE=J0031B02 /FEA=EST /CNT=1 /TID=Mm.195350.1 /TIER=ConsEnd /STK=1 /UG=Mm.19535
MOE430_2_1420024_s_ 270.9 316.2 P P 0.03 0.01 0.1 NC 0.06 gb:C77379 /DB_XREF=gi:2517709 /DB_XREF=C77379 /CLONE=J0030B02 /FEA=EST /CNT=1 /TID=Mm.219714.1 /TIER=ConsEnd /STK=1 /UG=Mm.21971
MOE430_2_1420058_s_ 457.7 408.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI480750 /DB_XREF=gi:4373976 /DB_XREF=vj27g09.x1 /CLONE=IMAGE:923008 /FEA=EST /CNT=1 /TID=Mm.198745.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420138_at 231.3 254.7 P P 0.008057 0.00415 0.1 NC 0.5 gb:AI323572 /DB_XREF=gi:4058001 /DB_XREF=mp53c03.x1 /CLONE=IMAGE:572932 /FEA=EST /CNT=1 /TID=Mm.199864.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420147_at 0.3 0.4 A A 0.97 0.98 0.1 NC 0.48 gb:AA407331 /DB_XREF=gi:2065566 /DB_XREF=EST00651 /CLONE=C0001A09 /FEA=EST /CNT=1 /TID=Mm.204508.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420154_at 7.7 6.7 A A 0.06 0.14 0.1 NC 0.5 gb:AV339322 /DB_XREF=gi:6379374 /DB_XREF=AV339322 /CLONE=6430503O04 /FEA=EST /CNT=1 /TID=Mm.61653.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420170_at 283.9 238.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:C80049 /DB_XREF=gi:2520379 /DB_XREF=C80049 /CLONE=J0075G08 /FEA=EST /CNT=1 /TID=Mm.219481.1 /TIER=ConsEnd /STK=1 /UG=Mm.21948
MOE430_2_1420265_x_ 176.9 264 P P 0.01 0.008057 0.1 NC 0.17 gb:BB291769 /DB_XREF=gi:8992261 /DB_XREF=BB291769 /CLONE=B130007O13 /FEA=EST /CNT=1 /TID=Mm.200210.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420292_x_ 6.3 7.4 A A 0.3 0.43 0.1 NC 0.4 gb:AV379327 /DB_XREF=gi:6428336 /DB_XREF=AV379327 /CLONE=9230005E14 /FEA=EST /CNT=1 /TID=Mm.99117.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420296_at 42.9 52.1 P P 0.03 0.01 0.1 NC 0.03 gb:T25545 /DB_XREF=gi:562866 /DB_XREF=EST00578 /CLONE=B0001B12 /FEA=EST /CNT=1 /TID=Mm.197891.1 /TIER=ConsEnd /STK=0 /UG=Mm.1978
MOE430_2_1420311_s_ 0.8 1.4 A A 0.96 0.91 0.1 NC 0.48 gb:BG086638 /DB_XREF=gi:12569202 /DB_XREF=H3128G05-5 /CLONE=H3128G05 /FEA=EST /CNT=1 /TID=Mm.170660.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420345_at 15.5 18.7 A A 0.12 0.27 0.1 NC 0.44 gb:AF314089.2 /DB_XREF=gi:13452507 /GEN=Cldn14 /FEA=FLmRNA /CNT=10 /TID=Mm.25832.1 /TIER=FL /STK=6 /UG=Mm.25832 /LL=56173 /DEF=Mus
MOE430_2_1420363_at 1.3 1.4 A A 0.92 0.88 0.1 NC 0.23 gb:NM_007546.1 /DB_XREF=gi:6671637 /GEN=Biklk /FEA=FLmRNA /CNT=7 /TID=Mm.17912.1 /TIER=FL /STK=6 /UG=Mm.17912 /LL=12124 /DEF=Mus m
MOE430_2_1420369_a_ 0.4 1.2 A A 0.88 0.87 0.1 NC 0.45 gb:NM_009972.1 /DB_XREF=gi:6753537 /GEN=Csnb /FEA=FLmRNA /CNT=40 /TID=Mm.4105.1 /TIER=FL /STK=5 /UG=Mm.4105 /LL=12991 /DEF=Mus mu
MOE430_2_1420371_at 54 53.5 P P 0.01 0.00415 0.1 NC 0.48 gb:NM_009229.1 /DB_XREF=gi:6678058 /GEN=Sntb2 /FEA=FLmRNA /CNT=65 /TID=Mm.30228.1 /TIER=FL /STK=5 /UG=Mm.30228 /LL=20650 /DEF=Mus 
MOE430_2_1420376_a_ 2516 2622.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008211.1 /DB_XREF=gi:6680160 /GEN=H3f3b /FEA=FLmRNA /CNT=30 /TID=Mm.18516.1 /TIER=FL /STK=5 /UG=Mm.18516 /LL=15081 /DEF=Mus 
MOE430_2_1420377_at 41 42.1 P P 0.001953 0.001953 0.1 NC 0.49 gb:NM_009181.1 /DB_XREF=gi:6677964 /GEN=Siat8b /FEA=FLmRNA /CNT=49 /TID=Mm.4954.1 /TIER=FL /STK=5 /UG=Mm.4954 /LL=20450 /DEF=Mus m
MOE430_2_1420386_at 34.5 34.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_028112.1 /DB_XREF=gi:20532337 /GEN=2610007A16Rik /FEA=FLmRNA /CNT=29 /TID=Mm.202775.1 /TIER=FL /STK=5 /UG=Mm.202775 /LL=7212
MOE430_2_1420424_at 1.5 0.7 A A 0.53 0.72 0.1 NC 0.44 gb:NM_026096.1 /DB_XREF=gi:13385599 /GEN=1700054O13Rik /FEA=FLmRNA /CNT=8 /TID=Mm.46146.1 /TIER=FL /STK=5 /UG=Mm.46146 /LL=67334 /
MOE430_2_1420430_a_ 63 54.6 P P 0.02 0.03 0.1 NC 0.5 gb:NM_025977.1 /DB_XREF=gi:13385475 /GEN=2510048L02Rik /FEA=FLmRNA /CNT=10 /TID=Mm.154305.1 /TIER=FL /STK=5 /UG=Mm.154305 /LL=6711
MOE430_2_1420449_at 16.4 17.1 P P 0.01 0.000244 0.1 NC 0.26 gb:NM_028084.1 /DB_XREF=gi:13386279 /GEN=2010013B10Rik /FEA=FLmRNA /CNT=7 /TID=Mm.46309.1 /TIER=FL /STK=5 /UG=Mm.46309 /LL=72073 /
MOE430_2_1420460_a_ 167.5 173.5 P P 0.001953 0.005859 0.1 NC 0.5 gb:NM_011069.1 /DB_XREF=gi:6755035 /GEN=Pex11b /FEA=FLmRNA /CNT=7 /TID=Mm.20901.1 /TIER=FL /STK=5 /UG=Mm.20901 /LL=18632 /DEF=Mus
MOE430_2_1420472_at 308.2 322.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008098.1 /DB_XREF=gi:6679960 /GEN=Gcdp /FEA=FLmRNA /CNT=451 /TID=Mm.4143.1 /TIER=FL /STK=4 /UG=Mm.4143 /LL=14489 /DEF=Mus m
MOE430_2_1420473_at 1773.9 1812.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:D78188.1 /DB_XREF=gi:1063264 /FEA=FLmRNA /CNT=451 /TID=Mm.4143.1 /TIER=Stack /STK=107 /UG=Mm.4143 /LL=14489 /UG_GENE=Gcdp /UG_T
MOE430_2_1420475_at 643.5 637.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK002620.1 /DB_XREF=gi:12832736 /GEN=Gcdp /FEA=FLmRNA /CNT=451 /TID=Mm.4143.1 /TIER=Stack /STK=18 /UG=Mm.4143 /LL=14489 /UG_TIT
MOE430_2_1420483_at 32.6 32.6 P P 0.01 0.03 0.1 NC 0.5 gb:BB069607 /DB_XREF=gi:16260040 /DB_XREF=BB069607 /CLONE=8030485C20 /FEA=FLmRNA /CNT=168 /TID=Mm.44492.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1420488_at 89.3 99.7 P P 0.01 0.01 0.1 NC 0.5 gb:NM_025474.1 /DB_XREF=gi:13384893 /GEN=Mrps14 /FEA=FLmRNA /CNT=94 /TID=Mm.29599.1 /TIER=FL /STK=4 /UG=Mm.29599 /LL=64659 /DEF=M
MOE430_2_1420496_at 0.5 1 A A 0.96 0.87 0.1 NC 0.25 gb:NM_021489.1 /DB_XREF=gi:10946899 /GEN=F12 /FEA=FLmRNA /CNT=43 /TID=Mm.42224.1 /TIER=FL /STK=4 /UG=Mm.42224 /LL=58992 /DEF=Mus m
MOE430_2_1420501_at 88 80.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BF118633 /DB_XREF=gi:10957582 /DB_XREF=601754811F1 /CLONE=IMAGE:3984362 /FEA=FLmRNA /CNT=60 /TID=Mm.18237.1 /TIER=ConsEnd /ST
MOE430_2_1420522_at 43.9 41 P P 0.000732 0.00415 0.1 NC 0.5 gb:NM_026202.1 /DB_XREF=gi:13385707 /GEN=2610529H08Rik /FEA=FLmRNA /CNT=51 /TID=Mm.40961.1 /TIER=FL /STK=4 /UG=Mm.40961 /LL=67501 /
MOE430_2_1420547_at 20.4 29.6 P P 0.000244 0.001221 0.1 NC 0.5 gb:NM_008079.1 /DB_XREF=gi:6679926 /GEN=Galc /FEA=FLmRNA /CNT=19 /TID=Mm.5120.1 /TIER=FL /STK=4 /UG=Mm.5120 /LL=14420 /DEF=Mus mus
MOE430_2_1420548_a_ 79.8 83.2 P P 0.000244 0.000244 0.1 NC 0.42 gb:NM_023197.1 /DB_XREF=gi:12963566 /GEN=2310008H09Rik /FEA=FLmRNA /CNT=15 /TID=Mm.42123.1 /TIER=FL /STK=4 /UG=Mm.42123 /LL=66356 /
MOE430_2_1420587_at 6 6.9 A A 0.12 0.21 0.1 NC 0.37 gb:NM_054073.1 /DB_XREF=gi:19387857 /GEN=Tsga13 /FEA=FLmRNA /CNT=5 /TID=Mm.207048.1 /TIER=FL /STK=4 /UG=Mm.207048 /LL=116732 /DEF=
MOE430_2_1420596_at 13.9 8.7 A A 0.19 0.36 0.1 NC 0.5 gb:NM_007583.1 /DB_XREF=gi:6680825 /GEN=Cacng2 /FEA=FLmRNA /CNT=5 /TID=Mm.12888.1 /TIER=FL /STK=4 /UG=Mm.12888 /LL=12300 /DEF=Mus
MOE430_2_1420598_x_ 4.9 3.4 A A 0.82 0.78 0.1 NC 0.49 gb:NM_007847.1 /DB_XREF=gi:6681168 /GEN=Defcr-rs2 /FEA=FLmRNA /CNT=6 /TID=Mm.14271.1 /TIER=FL /STK=4 /UG=Mm.14271 /LL=13222 /DEF=M
MOE430_2_1420602_a_ 19.4 24 A A 0.21 0.3 0.1 NC 0.46 gb:NM_007957.1 /DB_XREF=gi:6679696 /GEN=Esx1 /FEA=FLmRNA /CNT=4 /TID=Mm.8017.1 /TIER=FL /STK=4 /UG=Mm.8017 /LL=13984 /DEF=Mus mus
MOE430_2_1420607_at 108.9 123.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026434.1 /DB_XREF=gi:13385929 /GEN=2010004P11Rik /FEA=FLmRNA /CNT=278 /TID=Mm.205937.1 /TIER=FL /STK=3 /UG=Mm.205937 /LL=678
MOE430_2_1420612_s_ 361.8 433.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008974.1 /DB_XREF=gi:6679544 /GEN=Ptp4a2 /FEA=FLmRNA /CNT=300 /TID=Mm.6355.1 /TIER=FL /STK=3 /UG=Mm.6355 /LL=19244 /DEF=Mus 
MOE430_2_1420615_at 10.2 8.7 A A 0.6 0.6 0.1 NC 0.19 gb:BC012957.1 /DB_XREF=gi:15277951 /FEA=FLmRNA /CNT=223 /TID=Mm.27706.1 /TIER=FL /STK=3 /UG=Mm.27706 /LL=23808 /UG_GENE=Ash2l /DEF
MOE430_2_1420616_at 656.2 704.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM207355 /DB_XREF=gi:17763145 /DB_XREF=C0611F02-3 /CLONE=C0611F02 /FEA=FLmRNA /CNT=223 /TID=Mm.27706.1 /TIER=Stack /STK=57 /U
MOE430_2_1420620_a_ 122.1 91.7 P P 0.000244 0.001221 0.1 NC 0.5 gb:NM_011883.1 /DB_XREF=gi:6755337 /GEN=Rnf13 /FEA=FLmRNA /CNT=57 /TID=Mm.9326.1 /TIER=FL /STK=3 /UG=Mm.9326 /LL=24017 /DEF=Mus m
MOE430_2_1420628_at 339.5 385.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV326440 /DB_XREF=gi:15406280 /DB_XREF=AV326440 /CLONE=6330411C06 /FEA=FLmRNA /CNT=76 /TID=Mm.2236.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1420675_at 86.6 80.4 P P 0.001221 0.000732 0.1 NC 0.49 gb:NM_019747.1 /DB_XREF=gi:9790290 /GEN=Zfp113 /FEA=FLmRNA /CNT=27 /TID=Mm.19274.1 /TIER=FL /STK=3 /UG=Mm.19274 /LL=56314 /DEF=Mus
MOE430_2_1420700_s_ 1.6 1 A A 0.9 0.98 0.1 NC 0.77 gb:NM_022888.1 /DB_XREF=gi:12584981 /GEN=Folr4 /FEA=FLmRNA /CNT=10 /TID=Mm.195505.1 /TIER=FL /STK=3 /UG=Mm.195505 /LL=64931 /DEF=M
MOE430_2_1420711_a_ 321.7 337.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC012404.1 /DB_XREF=gi:15706443 /FEA=FLmRNA /CNT=8 /TID=Mm.16453.1 /TIER=FL /STK=3 /UG=Mm.16453 /LL=19302 /UG_GENE=Pxmp3 /DEF=
MOE430_2_1420744_at 18.1 17.1 P A 0.02 0.08 0.1 NC 0.5 gb:NM_009602.1 /DB_XREF=gi:6752945 /GEN=Chrnb2 /FEA=FLmRNA /CNT=6 /TID=Mm.88858.1 /TIER=FL /STK=3 /UG=Mm.88858 /LL=11444 /DEF=Mus
MOE430_2_1420751_at 7.6 8.5 A A 0.23 0.33 0.1 NC 0.48 gb:NM_010672.1 /DB_XREF=gi:6754493 /GEN=Krtap6-1 /FEA=FLmRNA /CNT=5 /TID=Mm.6973.1 /TIER=FL /STK=3 /UG=Mm.6973 /LL=16700 /DEF=Mus 
MOE430_2_1420760_s_ 2032.9 2377.6 P P 0.000244 0.000244 0.1 NC 0.45 gb:NM_008681.1 /DB_XREF=gi:6679029 /GEN=Ndrl /FEA=FLmRNA /CNT=5 /TID=Mm.30837.1 /TIER=FL /STK=3 /UG=Mm.30837 /LL=17990 /DEF=Mus mu
MOE430_2_1420811_a_ 4281.6 4998.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW107308 /DB_XREF=gi:6078108 /DB_XREF=um14b10.x1 /CLONE=IMAGE:2192251 /FEA=FLmRNA /CNT=421 /TID=Mm.3476.1 /TIER=Stack /STK=176
MOE430_2_1420823_at 1.4 2.2 A A 0.96 0.93 0.1 NC 0.24 gb:NM_013660.1 /DB_XREF=gi:7305470 /GEN=Sema4d /FEA=FLmRNA /CNT=213 /TID=Mm.33903.1 /TIER=FL /STK=2 /UG=Mm.33903 /LL=20354 /DEF=M
MOE430_2_1420830_x_ 3903.5 3524.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW536266 /DB_XREF=gi:7178683 /DB_XREF=G0102D11-3 /CLONE=G0102D11 /FEA=FLmRNA /CNT=245 /TID=Mm.14722.1 /TIER=Stack /STK=96 /UG
MOE430_2_1420849_at 73.1 57.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025820.1 /DB_XREF=gi:13385287 /GEN=1200013P10Rik /FEA=FLmRNA /CNT=134 /TID=Mm.57335.1 /TIER=FL /STK=2 /UG=Mm.57335 /LL=66877
MOE430_2_1420853_at 41.6 28.3 A A 0.08 0.17 0.1 NC 0.5 gb:NM_011520.1 /DB_XREF=gi:6755439 /GEN=Sdc3 /FEA=FLmRNA /CNT=160 /TID=Mm.206536.1 /TIER=FL /STK=2 /UG=Mm.206536 /LL=20970 /DEF=M
MOE430_2_1420858_at 21.5 23.4 P A 0.02 0.06 0.1 NC 0.54 gb:NM_008862.1 /DB_XREF=gi:6679358 /GEN=Pkia /FEA=FLmRNA /CNT=134 /TID=Mm.3193.1 /TIER=FL /STK=2 /UG=Mm.3193 /LL=18767 /DEF=Mus mu
MOE430_2_1420873_at 149.1 149.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008971.1 /DB_XREF=gi:6679540 /GEN=Ptk9 /FEA=FLmRNA /CNT=174 /TID=Mm.38233.1 /TIER=FL /STK=2 /UG=Mm.38233 /LL=19230 /DEF=Mus 
MOE430_2_1420885_a_ 12 16.9 A A 0.24 0.17 0.1 NC 0.53 gb:NM_021286.1 /DB_XREF=gi:10946585 /GEN=Sez6 /FEA=FLmRNA /CNT=97 /TID=Mm.4727.1 /TIER=FL /STK=2 /UG=Mm.4727 /LL=20370 /DEF=Mus m
MOE430_2_1420896_at 91.8 97.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009222.1 /DB_XREF=gi:6678048 /GEN=Snap23 /FEA=FLmRNA /CNT=100 /TID=Mm.30197.1 /TIER=FL /STK=2 /UG=Mm.30197 /LL=20619 /DEF=M
MOE430_2_1420897_at 79.9 87.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM220554 /DB_XREF=gi:17780678 /DB_XREF=C0942D03-3 /CLONE=C0942D03 /FEA=FLmRNA /CNT=100 /TID=Mm.30197.1 /TIER=Stack /STK=18 /U
MOE430_2_1420902_at 1.4 1.2 A A 0.9 0.98 0.1 NC 0.5 gb:NM_011372.1 /DB_XREF=gi:10304988 /GEN=Siat7c /FEA=FLmRNA /CNT=66 /TID=Mm.1563.1 /TIER=FL /STK=2 /UG=Mm.1563 /LL=20447 /DEF=Mus 
MOE430_2_1420923_at 7.4 8.4 M P 0.05 0.01 0.1 NC 0.4 gb:BB400624 /DB_XREF=gi:15411787 /DB_XREF=BB400624 /CLONE=C330019F14 /FEA=FLmRNA /CNT=209 /TID=Mm.396.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1420927_at 23 25.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009175.1 /DB_XREF=gi:6677952 /GEN=Siat1 /FEA=FLmRNA /CNT=96 /TID=Mm.149029.1 /TIER=FL /STK=2 /UG=Mm.149029 /LL=20440 /DEF=Mu
MOE430_2_1420936_s_ 42.8 46.3 P P 0.01 0.000732 0.1 NC 0.01 gb:BC013628.1 /DB_XREF=gi:15489016 /FEA=FLmRNA /CNT=140 /TID=Mm.716.1 /TIER=FL /STK=2 /UG=Mm.716 /LL=51786 /UG_GENE=Cpsf2 /DEF=Mu
MOE430_2_1420942_s_ 0.8 1.6 A A 0.94 0.94 0.1 NC 0.54 gb:BF585144 /DB_XREF=gi:11658862 /DB_XREF=602101888F2 /CLONE=IMAGE:4225388 /FEA=FLmRNA /CNT=77 /TID=Mm.20954.1 /TIER=ConsEnd /ST
MOE430_2_1420958_at 14.2 12.7 A A 0.09 0.09 0.1 NC 0.21 gb:AW490892 /DB_XREF=gi:7061166 /DB_XREF=UI-M-BH3-atc-c-08-0-UI.s1 /CLONE=UI-M-BH3-atc-c-08-0-UI /FEA=FLmRNA /CNT=81 /TID=Mm.442
MOE430_2_1420966_at 33.5 42.7 P M 0.000732 0.05 0.1 NC 0.5 gb:NM_011017.1 /DB_XREF=gi:6754951 /GEN=Slc25a15 /FEA=FLmRNA /CNT=77 /TID=Mm.200907.1 /TIER=FL /STK=2 /UG=Mm.200907 /LL=18408 /DEF
MOE430_2_1420974_at 26 25.2 P P 0.01 0.008057 0.1 NC 0.17 gb:AV337806 /DB_XREF=gi:16396578 /DB_XREF=AV337806 /CLONE=6430404M04 /FEA=FLmRNA /CNT=40 /TID=Mm.24601.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1420987_at 85 97.1 P P 0.01 0.005859 0.1 NC 0.5 gb:BB759073 /DB_XREF=gi:16190422 /DB_XREF=BB759073 /CLONE=G270106H24 /FEA=FLmRNA /CNT=79 /TID=Mm.27973.1 /TIER=Stack /STK=10 /UG
MOE430_2_1421010_at 0.6 0.4 A A 0.93 0.9 0.1 NC 0.36 gb:AK013799.1 /DB_XREF=gi:12851299 /GEN=Mobp /FEA=FLmRNA /CNT=41 /TID=Mm.3915.1 /TIER=ConsEnd /STK=7 /UG=Mm.3915 /LL=17433 /UG_TIT
MOE430_2_1421013_at 286.1 303.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019640.1 /DB_XREF=gi:9790158 /GEN=Pitpnb /FEA=FLmRNA /CNT=23 /TID=Mm.200516.1 /TIER=FL /STK=2 /UG=Mm.200516 /LL=56305 /DEF=M
MOE430_2_1421021_at 19.4 13.6 P A 0.04 0.11 0.1 NC 0.5 gb:NM_009637.1 /DB_XREF=gi:6752999 /GEN=Aebp2 /FEA=FLmRNA /CNT=26 /TID=Mm.86453.1 /TIER=FL /STK=2 /UG=Mm.86453 /LL=11569 /DEF=Mus
MOE430_2_1421024_at 54.7 65.5 A A 0.09 0.11 0.1 NC 0.34 gb:NM_018862.1 /DB_XREF=gi:9256516 /GEN=Agpat1 /FEA=FLmRNA /CNT=56 /TID=Mm.8684.1 /TIER=FL /STK=2 /UG=Mm.8684 /LL=55979 /DEF=Mus m
MOE430_2_1421025_at 78.5 104.4 P P 0.000732 0.001221 0.1 NC 0.5 gb:BB524140 /DB_XREF=gi:16443935 /DB_XREF=BB524140 /CLONE=D930018E17 /FEA=FLmRNA /CNT=56 /TID=Mm.8684.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1421059_a_ 639.3 729.6 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_019998.1 /DB_XREF=gi:9910439 /GEN=1300013N08Rik /FEA=FLmRNA /CNT=28 /TID=Mm.22218.1 /TIER=FL /STK=2 /UG=Mm.22218 /LL=56737 /
MOE430_2_1421081_a_ 1296.9 1392.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011793.1 /DB_XREF=gi:6753177 /GEN=Bcrp1-pending /FEA=FLmRNA /CNT=16 /TID=Mm.7508.1 /TIER=FL /STK=2 /UG=Mm.7508 /LL=23825 /DEF
MOE430_2_1421082_s_ 1943.3 2004.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011793.1 /DB_XREF=gi:6753177 /GEN=Bcrp1-pending /FEA=FLmRNA /CNT=16 /TID=Mm.7508.1 /TIER=FL /STK=2 /UG=Mm.7508 /LL=23825 /DEF
MOE430_2_1421083_x_ 1659.7 1803.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011793.1 /DB_XREF=gi:6753177 /GEN=Bcrp1-pending /FEA=FLmRNA /CNT=16 /TID=Mm.7508.1 /TIER=FL /STK=2 /UG=Mm.7508 /LL=23825 /DEF
MOE430_2_1421122_at 131.2 135.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF167441.1 /DB_XREF=gi:9622092 /FEA=FLmRNA /CNT=30 /TID=Mm.32894.1 /TIER=FL /STK=2 /UG=Mm.32894 /LL=104836 /UG_GENE=AI467391 /D
MOE430_2_1421127_at 138.8 139.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_025339.1 /DB_XREF=gi:13384707 /GEN=0610027O18Rik /FEA=FLmRNA /CNT=22 /TID=Mm.40723.1 /TIER=FL /STK=2 /UG=Mm.40723 /LL=66079 
MOE430_2_1421135_a_ 397.1 451 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026949.1 /DB_XREF=gi:13386185 /GEN=Cnot8 /FEA=FLmRNA /CNT=15 /TID=Mm.28910.1 /TIER=FL /STK=2 /UG=Mm.28910 /LL=69125 /DEF=Mu
MOE430_2_1421140_a_ 527.9 506.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_053202.1 /DB_XREF=gi:16716508 /GEN=Foxp1 /FEA=FLmRNA /CNT=43 /TID=Mm.197479.1 /TIER=FL /STK=2 /UG=Mm.197479 /LL=108655 /DEF=
MOE430_2_1421142_s_ 248.2 254.7 P P 0.000244 0.000732 0.1 NC 0.5 gb:BG962849 /DB_XREF=gi:14350486 /DB_XREF=602827504F1 /CLONE=IMAGE:4982424 /FEA=FLmRNA /CNT=43 /TID=Mm.197479.1 /TIER=ConsEnd /ST
MOE430_2_1421147_at 439 413.7 P P 0.001953 0.000732 0.1 NC 0.5 gb:NM_009353.1 /DB_XREF=gi:6678288 /GEN=Terf2 /FEA=FLmRNA /CNT=29 /TID=Mm.6402.1 /TIER=FL /STK=2 /UG=Mm.6402 /LL=21750 /DEF=Mus mu
MOE430_2_1421198_at 116.2 127.6 P P 0.03 0.01 0.1 NC 0.5 gb:NM_008402.1 /DB_XREF=gi:6680485 /GEN=Itgav /FEA=FLmRNA /CNT=23 /TID=Mm.4427.1 /TIER=FL /STK=2 /UG=Mm.4427 /LL=16410 /DEF=Mus mu
MOE430_2_1421250_at 2 1.6 A A 0.82 0.94 0.1 NC 0.5 gb:BB221019 /DB_XREF=gi:16353561 /DB_XREF=BB221019 /CLONE=A530063H20 /FEA=FLmRNA /CNT=13 /TID=Mm.173234.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1421269_at 71.5 65.4 P P 0.001953 0.000732 0.1 NC 0.5 gb:AA591863 /DB_XREF=gi:2405526 /DB_XREF=vk91h11.s1 /CLONE=IMAGE:962085 /FEA=FLmRNA /CNT=25 /TID=Mm.12971.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1421317_x_ 1.5 1.1 A A 0.82 0.78 0.1 NC 0.28 gb:NM_033597.1 /DB_XREF=gi:19526472 /GEN=Myb /FEA=FLmRNA /CNT=9 /TID=Mm.1202.1 /TIER=FL /STK=2 /UG=Mm.1202 /LL=17863 /DEF=Mus mus
MOE430_2_1421323_a_ 618.1 581.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011816.1 /DB_XREF=gi:6753929 /GEN=G3bp2-pending /FEA=FLmRNA /CNT=8 /TID=Mm.2411.1 /TIER=FL /STK=2 /UG=Mm.2411 /LL=23881 /DEF
MOE430_2_1421360_at 18.8 20 P P 0.00415 0.01 0.1 NC 0.5 gb:NM_030266.1 /DB_XREF=gi:13385255 /GEN=Inpp4a /FEA=FLmRNA /CNT=8 /TID=Mm.150420.1 /TIER=FL /STK=2 /UG=Mm.150420 /LL=80386 /DEF=M
MOE430_2_1421381_a_ 35.7 48.8 A P 0.11 0.03 0.1 NC 0.29 gb:NM_007740.1 /DB_XREF=gi:6680975 /GEN=Col9a1 /FEA=FLmRNA /CNT=12 /TID=Mm.154662.1 /TIER=FL /STK=2 /UG=Mm.154662 /LL=12839 /DEF=M
MOE430_2_1421419_at 10.3 10.3 A A 0.11 0.39 0.1 NC 0.5 gb:NM_008431.1 /DB_XREF=gi:6680539 /GEN=Kcnk4 /FEA=FLmRNA /CNT=7 /TID=Mm.12894.1 /TIER=FL /STK=2 /UG=Mm.12894 /LL=16528 /DEF=Mus m
MOE430_2_1421442_at 8.3 10.9 A A 0.19 0.43 0.1 NC 0.5 gb:NM_008029.1 /DB_XREF=gi:6679812 /GEN=Flt4 /FEA=FLmRNA /CNT=9 /TID=Mm.3291.1 /TIER=FL /STK=2 /UG=Mm.3291 /LL=14257 /DEF=Mus musc
MOE430_2_1421450_a_ 118.7 134.3 P P 0.000732 0.00293 0.1 NC 0.5 gb:NM_011948.1 /DB_XREF=gi:6754629 /GEN=Map3k4 /FEA=FLmRNA /CNT=8 /TID=Mm.28587.1 /TIER=FL /STK=2 /UG=Mm.28587 /LL=26407 /DEF=Mus
MOE430_2_1421464_at 0.9 2.3 A A 0.6 0.53 0.1 NC 0.79 gb:NM_007524.1 /DB_XREF=gi:6680765 /GEN=Bapx1 /FEA=FLmRNA /CNT=7 /TID=Mm.2530.1 /TIER=FL /STK=2 /UG=Mm.2530 /LL=12020 /DEF=Mus mu
MOE430_2_1421480_a_ 19.9 19.7 P P 0.03 0.01 0.1 NC 0.5 gb:NM_130895.1 /DB_XREF=gi:18702320 /GEN=Adarb1 /FEA=FLmRNA /CNT=5 /TID=Mm.63881.1 /TIER=FL /STK=2 /UG=Mm.63881 /LL=110532 /DEF=M
MOE430_2_1421506_at 6.4 5.8 P A 0.02 0.43 0.1 NC 0.57 gb:NM_130866.1 /DB_XREF=gi:18700007 /GEN=Olfr78 /FEA=FLmRNA /CNT=7 /TID=Mm.184372.1 /TIER=FL /STK=2 /UG=Mm.184372 /LL=170639 /DEF=M
MOE430_2_1421528_a_ 338.4 366.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011513.1 /DB_XREF=gi:6755699 /GEN=Surf5 /FEA=FLmRNA /CNT=5 /TID=Mm.3434.1 /TIER=FL /STK=2 /UG=Mm.3434 /LL=20933 /DEF=Mus mus
MOE430_2_1421529_a_ 1292.5 1472.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_015762.1 /DB_XREF=gi:7657662 /GEN=Txnrd1 /FEA=FLmRNA /CNT=5 /TID=Mm.44552.1 /TIER=FL /STK=2 /UG=Mm.44552 /LL=50493 /DEF=Mus 
MOE430_2_1421557_x_ 575.3 508.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019913.1 /DB_XREF=gi:9903608 /GEN=Txn2 /FEA=FLmRNA /CNT=4 /TID=Mm.3533.1 /TIER=FL /STK=2 /UG=Mm.3533 /LL=56551 /DEF=Mus mus
MOE430_2_1421563_at 23.9 21 P P 0.01 0.00293 0.1 NC 0.48 gb:BF138944 /DB_XREF=gi:10978087 /DB_XREF=601783075F1 /CLONE=IMAGE:4010899 /FEA=FLmRNA /CNT=5 /TID=Mm.87854.1 /TIER=ConsEnd /STK
MOE430_2_1421596_s_ 0.3 0.4 A A 0.97 0.97 0.1 NC 0.31 gb:NM_031367.1 /DB_XREF=gi:13811696 /GEN=H28 /FEA=FLmRNA /CNT=4 /TID=Mm.160421.1 /TIER=FL /STK=2 /UG=Mm.160421 /LL=15061 /DEF=Mus
MOE430_2_1421599_at 1 1.9 A A 0.94 0.9 0.1 NC 0.5 gb:NM_015820.1 /DB_XREF=gi:7657191 /GEN=Hs6st3 /FEA=FLmRNA /CNT=4 /TID=Mm.103580.1 /TIER=FL /STK=2 /UG=Mm.103580 /LL=50787 /DEF=M
MOE430_2_1421604_a_ 178 177.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008453.1 /DB_XREF=gi:6680581 /GEN=Klf3 /FEA=FLmRNA /CNT=4 /TID=Mm.28787.1 /TIER=FL /STK=2 /UG=Mm.28787 /LL=16599 /DEF=Mus mu
MOE430_2_1421648_at 2 0.7 A A 0.5 0.95 0.1 NC 0.83 gb:NM_138666.1 /DB_XREF=gi:20149749 /GEN=Nlgn1 /FEA=FLmRNA /CNT=3 /TID=Mm.190632.1 /TIER=FL /STK=2 /UG=Mm.190632 /LL=192167 /DEF=M
MOE430_2_1421661_at 9.1 13.3 M A 0.05 0.14 0.1 NC 0.5 gb:NM_008042.1 /DB_XREF=gi:6679858 /GEN=Fprl1 /FEA=FLmRNA /CNT=3 /TID=Mm.3522.1 /TIER=FL /STK=2 /UG=Mm.3522 /LL=14294 /DEF=Mus mus
MOE430_2_1421675_at 13.8 9.9 P A 0.04 0.09 0.1 NC 0.1 gb:NM_029693.1 /DB_XREF=gi:13386431 /GEN=1700123K08Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159756.1 /TIER=FL /STK=2 /UG=Mm.159756 /LL=76658
MOE430_2_1421679_a_ 299.3 379.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_007669.1 /DB_XREF=gi:6671725 /GEN=Cdkn1a /FEA=FLmRNA /CNT=3 /TID=Mm.34446.1 /TIER=FL /STK=2 /UG=Mm.34446 /LL=12575 /DEF=Mus
MOE430_2_1421688_a_ 2.2 1.9 A A 0.8 0.96 0.1 NC 0.81 gb:NM_011329.1 /DB_XREF=gi:6755423 /GEN=Scya1 /FEA=FLmRNA /CNT=3 /TID=Mm.1283.1 /TIER=FL /STK=2 /UG=Mm.1283 /LL=20290 /DEF=Mus mu
MOE430_2_1421716_at 4.9 6 A A 0.39 0.36 0.1 NC 0.69 gb:NM_030738.1 /DB_XREF=gi:13507699 /GEN=V3R6 /FEA=FLmRNA /CNT=2 /TID=Mm.160378.1 /TIER=FL /STK=2 /UG=Mm.160378 /LL=81013 /DEF=Mu
MOE430_2_1421774_at 1.6 3.7 A A 0.78 0.78 0.1 NC 0.45 gb:NM_009501.1 /DB_XREF=gi:6678556 /GEN=Vax1 /FEA=FLmRNA /CNT=2 /TID=Mm.23801.1 /TIER=FL /STK=2 /UG=Mm.23801 /LL=22326 /DEF=Mus m
MOE430_2_1421779_at 0.4 1.4 A A 0.82 0.9 0.1 NC 0.42 gb:NM_019692.1 /DB_XREF=gi:9790198 /GEN=Roc2-pending /FEA=FLmRNA /CNT=2 /TID=Mm.42099.1 /TIER=FL /STK=2 /UG=Mm.42099 /LL=56511 /DE
MOE430_2_1421809_at 304.2 295.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_010048.1 /DB_XREF=gi:6753633 /GEN=Dgcr2 /FEA=FLmRNA /CNT=487 /TID=Mm.4891.1 /TIER=FL /STK=1 /UG=Mm.4891 /LL=13356 /DEF=Mus m
MOE430_2_1421810_at 616.8 613 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB767722 /DB_XREF=gi:16210300 /DB_XREF=BB767722 /CLONE=G370077H04 /FEA=FLmRNA /CNT=487 /TID=Mm.4891.1 /TIER=Stack /STK=32 /UG
MOE430_2_1421816_at 135.4 137.8 P P 0.001953 0.00293 0.1 NC 0.5 gb:NM_010344.1 /DB_XREF=gi:13775153 /GEN=Gsr /FEA=FLmRNA /CNT=181 /TID=Mm.20288.1 /TIER=FL /STK=1 /UG=Mm.20288 /LL=14782 /DEF=Mus 
MOE430_2_1421817_at 119.4 133.5 P P 0.001953 0.000732 0.1 NC 0.36 gb:AK019177.1 /DB_XREF=gi:12859251 /FEA=FLmRNA /CNT=181 /TID=Mm.20288.1 /TIER=Stack /STK=105 /UG=Mm.20288 /LL=14782 /UG_GENE=Gsr /
MOE430_2_1421833_at 14.3 24 A A 0.33 0.14 0.1 NC 0.18 gb:AF048695.1 /DB_XREF=gi:2947276 /GEN=Pip5ka /FEA=FLmRNA /CNT=97 /TID=Mm.1945.1 /TIER=FL /STK=1 /UG=Mm.1945 /LL=18719 /DEF=Mus mu
MOE430_2_1421834_at 11.3 10.3 A A 0.3 0.36 0.1 NC 0.18 gb:NM_008846.1 /DB_XREF=gi:6679328 /GEN=Pip5k1a /FEA=FLmRNA /CNT=97 /TID=Mm.1945.1 /TIER=FL+Stack /STK=70 /UG=Mm.1945 /LL=18719 /DE
MOE430_2_1421836_at 9.5 7.2 A A 0.17 0.14 0.1 NC 0.34 gb:AK004303.1 /DB_XREF=gi:12835438 /FEA=FLmRNA /CNT=140 /TID=Mm.20928.1 /TIER=Stack /STK=49 /UG=Mm.20928 /LL=17761 /UG_GENE=Mtap7 
MOE430_2_1421844_at 43.7 54 P P 0.008057 0.00293 0.1 NC 0.13 gb:BE285634 /DB_XREF=gi:9163390 /DB_XREF=601097110F1 /CLONE=IMAGE:3495866 /FEA=FLmRNA /CNT=102 /TID=Mm.24771.2 /TIER=Stack /STK=6
MOE430_2_1421872_at 497.3 557.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009000.1 /DB_XREF=gi:6679590 /GEN=Rab24 /FEA=FLmRNA /CNT=44 /TID=Mm.200696.1 /TIER=FL /STK=1 /UG=Mm.200696 /LL=19336 /DEF=M
MOE430_2_1421873_s_ 318.1 296.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009000.1 /DB_XREF=gi:6679590 /GEN=Rab24 /FEA=FLmRNA /CNT=44 /TID=Mm.200696.1 /TIER=FL /STK=1 /UG=Mm.200696 /LL=19336 /DEF=M
MOE430_2_1421874_a_ 472.5 556.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_024174.1 /DB_XREF=gi:15022814 /GEN=Mrps23 /FEA=FLmRNA /CNT=43 /TID=Mm.41910.1 /TIER=FL /STK=1 /UG=Mm.41910 /LL=64656 /DEF=M
MOE430_2_1421903_at 178.8 208.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK005112.1 /DB_XREF=gi:12836817 /FEA=FLmRNA /CNT=45 /TID=Mm.27794.1 /TIER=Stack /STK=16 /UG=Mm.27794 /LL=67224 /UG_GENE=2810405
MOE430_2_1421911_at 74.5 72.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB030134 /DB_XREF=gi:15403555 /DB_XREF=BB030134 /CLONE=5830452E11 /FEA=FLmRNA /CNT=72 /TID=Mm.21935.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1421949_a_ 49.3 66 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB042564 /DB_XREF=gi:15403885 /DB_XREF=BB042564 /CLONE=6030463N14 /FEA=FLmRNA /CNT=29 /TID=Mm.133263.1 /TIER=Stack /STK=12 /U
MOE430_2_1421950_at 466.3 456.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011070.1 /DB_XREF=gi:6755037 /GEN=Pfdn2 /FEA=FLmRNA /CNT=18 /TID=Mm.10756.1 /TIER=FL /STK=1 /UG=Mm.10756 /LL=18637 /DEF=Mus 
MOE430_2_1421954_at 80 91.8 P P 0.00293 0.00293 0.1 NC 0.5 gb:BB402776 /DB_XREF=gi:16415536 /DB_XREF=BB402776 /CLONE=C330029C14 /FEA=FLmRNA /CNT=45 /TID=Mm.202379.1 /TIER=Stack /STK=8 /UG
MOE430_2_1421961_a_ 39.3 53.8 P P 0.03 0.04 0.1 NC 0.37 gb:AF088983.1 /DB_XREF=gi:3603462 /FEA=FLmRNA /CNT=29 /TID=Mm.20437.1 /TIER=FL /STK=1 /UG=Mm.20437 /LL=56323 /UG_GENE=Dnajb5 /DEF=
MOE430_2_1421962_at 71.3 74.9 P A 0.03 0.06 0.1 NC 0.5 gb:AI664344 /DB_XREF=gi:4767927 /DB_XREF=ue84h09.r1 /CLONE=IMAGE:1497857 /FEA=FLmRNA /CNT=29 /TID=Mm.20437.1 /TIER=Stack /STK=12 /U
MOE430_2_1421971_a_ 939.4 942.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_023260.1 /DB_XREF=gi:13385669 /GEN=Tce2 /FEA=FLmRNA /CNT=15 /TID=Mm.29741.1 /TIER=FL /STK=1 /UG=Mm.29741 /LL=79044 /DEF=Mus
MOE430_2_1422000_at 4.1 11.4 A A 0.75 0.63 0.1 NC 0.48 gb:AF177041.1 /DB_XREF=gi:7229396 /GEN=Akra /FEA=FLmRNA /CNT=20 /TID=Mm.89993.1 /TIER=FL /STK=1 /UG=Mm.89993 /LL=27383 /DEF=Mus m
MOE430_2_1422012_at 10.5 15.9 A P 0.08 0.01 0.1 NC 0.41 gb:NM_009953.1 /DB_XREF=gi:6753521 /GEN=Crhr2 /FEA=FLmRNA /CNT=16 /TID=Mm.4546.1 /TIER=FL+Stack /STK=9 /UG=Mm.4546 /LL=12922 /DEF=
MOE430_2_1422033_a_ 20.7 19.1 P P 0.005859 0.01 0.1 NC 0.5 gb:NM_053007.1 /DB_XREF=gi:16507246 /GEN=Cntf /FEA=FLmRNA /CNT=19 /TID=Mm.212501.1 /TIER=FL /STK=1 /UG=Mm.212501 /LL=12803 /DEF=Mu
MOE430_2_1422045_a_ 448.2 502.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:X63440.1 /DB_XREF=gi:416181 /GEN=P19-PTP /FEA=FLmRNA /CNT=17 /TID=Mm.1469.1 /TIER=ConsEnd /STK=2 /UG=Mm.1469 /LL=19248 /DEF=M
MOE430_2_1422049_at 0.6 1 A A 0.98 0.88 0.1 NC 0.24 gb:NM_009123.1 /DB_XREF=gi:6677852 /GEN=Sax1 /FEA=FLmRNA /CNT=14 /TID=Mm.4293.1 /TIER=FL /STK=1 /UG=Mm.4293 /LL=20231 /DEF=Mus mu
MOE430_2_1422055_at 67.7 68.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:AF026565.1 /DB_XREF=gi:2589222 /GEN=Fxy /FEA=FLmRNA /CNT=10 /TID=Mm.34441.1 /TIER=FL /STK=1 /UG=Mm.34441 /LL=17318 /DEF=Mus mu
MOE430_2_1422058_at 9.4 11.1 A A 0.21 0.09 0.1 NC 0.5 gb:X70514.1 /DB_XREF=gi:2632074 /GEN=nodal /FEA=FLmRNA /CNT=10 /TID=Mm.57195.1 /TIER=ConsEnd /STK=0 /UG=Mm.57195 /LL=18119 /UG_TITL
MOE430_2_1422117_s_ 24.9 22.6 P P 0.000732 0.01 0.1 NC 0.44 gb:NM_133235.2 /DB_XREF=gi:20143979 /GEN=Khdrbs2 /FEA=FLmRNA /CNT=8 /TID=Mm.218962.1 /TIER=FL /STK=1 /UG=Mm.218962 /LL=170771 /DEF
MOE430_2_1422146_at 21.5 18.7 P P 0.04 0.005859 0.1 NC 0.5 gb:NM_013661.1 /DB_XREF=gi:7305472 /GEN=Sema5b /FEA=FLmRNA /CNT=5 /TID=Mm.42015.1 /TIER=FL /STK=1 /UG=Mm.42015 /LL=20357 /DEF=Mus
MOE430_2_1422170_at 6.5 6.3 M A 0.05 0.08 0.1 NC 0.5 gb:NM_017391.1 /DB_XREF=gi:8394315 /GEN=Slc5a3 /FEA=FLmRNA /CNT=5 /TID=Mm.103706.1 /TIER=FL /STK=1 /UG=Mm.103706 /LL=53881 /DEF=Mu
MOE430_2_1422188_s_ 3.4 3.1 A A 0.56 0.46 0.1 NC 0.5 gb:NM_011558.2 /DB_XREF=gi:18373336 /GEN=Tcrg-V4 /FEA=FLmRNA /CNT=4 /TID=Mm.1289.1 /TIER=FL /STK=1 /UG=Mm.1289 /LL=21638 /DEF=Mus
MOE430_2_1422209_s_ 4.6 5 A A 0.53 0.53 0.1 NC 0.46 gb:NM_015741.1 /DB_XREF=gi:7657286 /GEN=Krtap9-1 /FEA=FLmRNA /CNT=9 /TID=Mm.157924.1 /TIER=FL /STK=1 /UG=Mm.157924 /LL=16705 /DEF=
MOE430_2_1422238_at 8.6 7.8 A P 0.24 0.01 0.1 NC 0.27 gb:NM_031398.1 /DB_XREF=gi:14010850 /GEN=Usmg1 /FEA=FLmRNA /CNT=3 /TID=Mm.28435.1 /TIER=FL /STK=1 /UG=Mm.28435 /LL=83676 /DEF=Mus
MOE430_2_1422255_at 4.4 5.9 A A 0.53 0.39 0.1 NC 0.22 gb:NM_021275.1 /DB_XREF=gi:10947015 /GEN=Kcna4 /FEA=FLmRNA /CNT=2 /TID=Mm.142718.1 /TIER=FL /STK=1 /UG=Mm.142718 /LL=16492 /DEF=M
MOE430_2_1422284_at 2.4 2.3 A A 0.66 0.63 0.1 NC 0.48 gb:NM_008701.1 /DB_XREF=gi:6679069 /GEN=Nkx2-9 /FEA=FLmRNA /CNT=2 /TID=Mm.10110.1 /TIER=FL /STK=1 /UG=Mm.10110 /LL=18094 /DEF=Mus
MOE430_2_1422286_a_ 362 360.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009372.1 /DB_XREF=gi:6678326 /GEN=Tgif /FEA=FLmRNA /CNT=2 /TID=Mm.8155.1 /TIER=FL /STK=1 /UG=Mm.8155 /LL=21815 /DEF=Mus musc
MOE430_2_1422339_at 1.2 1.4 A A 0.94 0.82 0.1 NC 0.5 gb:NM_016975.1 /DB_XREF=gi:8393439 /GEN=Gja3 /FEA=FLmRNA /CNT=1 /TID=Mm.57207.1 /TIER=FL /STK=1 /UG=Mm.57207 /LL=14611 /DEF=Mus mu
MOE430_2_1422355_at 10.7 14.5 A P 0.11 0.03 0.1 NC 0.23 gb:NM_053205.1 /DB_XREF=gi:16716512 /GEN=Tar1-pending /FEA=FLmRNA /CNT=1 /TID=Mm.213169.1 /TIER=FL /STK=1 /UG=Mm.213169 /LL=111174 
MOE430_2_1422361_at 2.5 3.1 A A 0.69 0.69 0.1 NC 0.51 gb:NM_011601.1 /DB_XREF=gi:7549796 /GEN=Tlm /FEA=FLmRNA /CNT=1 /TID=Mm.206797.1 /TIER=FL /STK=1 /UG=Mm.206797 /LL=21893 /DEF=Mus m
MOE430_2_1422372_at 18.1 19.2 A A 0.24 0.14 0.1 NC 0.15 gb:NM_008762.1 /DB_XREF=gi:6679169 /GEN=Olfr15 /FEA=FLmRNA /CNT=1 /TID=Mm.56941.1 /TIER=FL /STK=1 /UG=Mm.56941 /LL=18312 /DEF=Mus m
MOE430_2_1422390_at 2.4 3.4 A A 0.72 0.24 0.1 NC 0.5 gb:NM_053235.1 /DB_XREF=gi:16716552 /GEN=V1rc5 /FEA=FLmRNA /CNT=1 /TID=Mm.213185.1 /TIER=FL /STK=1 /UG=Mm.213185 /LL=113862 /DEF=M
MOE430_2_1422397_a_ 12.2 16.8 P A 0.04 0.27 0.1 NC 0.5 gb:NM_008358.1 /DB_XREF=gi:6680408 /GEN=Il15ra /FEA=FLmRNA /CNT=1 /TID=Mm.200196.2 /TIER=FL /STK=1 /UG=Mm.200196 /LL=16169 /DEF=Mus
MOE430_2_1422406_at 1 1.5 A A 0.87 0.85 0.1 NC 0.21 gb:NM_010507.1 /DB_XREF=gi:6754297 /GEN=Ifna9 /FEA=FLmRNA /CNT=1 /TID=Mm.46794.1 /TIER=FL /STK=1 /UG=Mm.46794 /LL=15972 /DEF=Mus m
MOE430_2_1422420_at 0.9 2 A A 0.86 0.75 0.1 NC 0.7 gb:NM_013593.1 /DB_XREF=gi:7305256 /GEN=Mb /FEA=FLmRNA /CNT=1 /TID=Mm.206793.1 /TIER=FL /STK=1 /UG=Mm.206793 /LL=17189 /DEF=Mus m
MOE430_2_1422469_at 130.6 161.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019786.1 /DB_XREF=gi:9790252 /GEN=Tbk1 /FEA=FLmRNA /CNT=155 /TID=Mm.34580.1 /TIER=FL+Stack /STK=82 /UG=Mm.34580 /LL=56480 /D
MOE430_2_1422485_at 350.9 423.8 P P 0.001953 0.00415 0.1 NC 0.5 gb:NM_008540.1 /DB_XREF=gi:6678771 /GEN=Madh4 /FEA=FLmRNA /CNT=200 /TID=Mm.100399.1 /TIER=FL+Stack /STK=73 /UG=Mm.100399 /LL=17128
MOE430_2_1422486_a_ 974.3 1125.9 P P 0.000244 0.000244 0.1 NC 0.29 gb:AK004804.1 /DB_XREF=gi:12836259 /GEN=Madh4 /FEA=FLmRNA /CNT=200 /TID=Mm.100399.1 /TIER=Stack /STK=34 /UG=Mm.100399 /LL=17128 /U
MOE430_2_1422489_at 364.1 399.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_020619.1 /DB_XREF=gi:10181167 /GEN=Gcs1 /FEA=FLmRNA /CNT=146 /TID=Mm.28188.1 /TIER=FL+Stack /STK=73 /UG=Mm.28188 /LL=57377 /
MOE430_2_1422491_a_ 758.7 777.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV144704 /DB_XREF=gi:5348837 /DB_XREF=AV144704 /CLONE=2810438O19 /FEA=FLmRNA /CNT=145 /TID=Mm.1561.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1422492_at 54.9 69.3 P P 0.00293 0.000244 0.1 NC 0.37 gb:NM_007757.1 /DB_XREF=gi:6681006 /GEN=Cpo /FEA=FLmRNA /CNT=159 /TID=Mm.35820.1 /TIER=FL+Stack /STK=72 /UG=Mm.35820 /LL=12892 /DE
MOE430_2_1422508_at 607.2 672.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI557654 /DB_XREF=gi:15444968 /DB_XREF=603237010F1 /CLONE=IMAGE:5289939 /FEA=FLmRNA /CNT=338 /TID=Mm.29771.1 /TIER=Stack /STK=6
MOE430_2_1422525_at 3592.4 3723.2 P P 0.008057 0.00415 0.1 NC 0.5 gb:NM_007507.1 /DB_XREF=gi:6671591 /GEN=Atp5k /FEA=FLmRNA /CNT=85 /TID=Mm.19370.1 /TIER=FL+Stack /STK=50 /UG=Mm.19370 /LL=11958 /D
MOE430_2_1422527_at 253.6 238.2 P P 0.000732 0.001221 0.1 NC 0.5 gb:NM_010386.1 /DB_XREF=gi:6754119 /GEN=H2-DMa /FEA=FLmRNA /CNT=102 /TID=Mm.16373.1 /TIER=FL+Stack /STK=45 /UG=Mm.16373 /LL=14998
MOE430_2_1422532_at 206.5 225.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009531.1 /DB_XREF=gi:6678610 /GEN=Xpc /FEA=FLmRNA /CNT=80 /TID=Mm.2806.1 /TIER=FL+Stack /STK=43 /UG=Mm.2806 /LL=22591 /DEF=M
MOE430_2_1422539_at 353 351.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM203810 /DB_XREF=gi:17758531 /DB_XREF=C0259H06-3 /CLONE=C0259H06 /FEA=FLmRNA /CNT=117 /TID=Mm.41739.1 /TIER=Stack /STK=12 /U



MOE430_2_1422546_at 114.6 128.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF320408 /DB_XREF=gi:11269354 /DB_XREF=uz53c03.x1 /CLONE=IMAGE:3672772 /FEA=FLmRNA /CNT=130 /TID=Mm.20935.1 /TIER=Stack /STK=10
MOE430_2_1422548_at 37.8 31.4 P P 0.001953 0.001221 0.1 NC 0.5 gb:NM_026144.1 /DB_XREF=gi:13399311 /GEN=3222401G21Rik /FEA=FLmRNA /CNT=90 /TID=Mm.100290.1 /TIER=FL+Stack /STK=39 /UG=Mm.100290 /
MOE430_2_1422554_at 172.8 171.1 P P 0.000244 0.000244 0.1 NC 0.39 gb:NM_023239.1 /DB_XREF=gi:12963594 /GEN=5730494G16Rik /FEA=FLmRNA /CNT=83 /TID=Mm.19944.1 /TIER=FL+Stack /STK=37 /UG=Mm.19944 /LL
MOE430_2_1422591_at 95.8 124.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013736.1 /DB_XREF=gi:7305542 /GEN=Tceb3 /FEA=FLmRNA /CNT=83 /TID=Mm.27663.1 /TIER=FL+Stack /STK=30 /UG=Mm.27663 /LL=27224 /D
MOE430_2_1422599_s_ 57.6 63.5 P P 0.000244 0.001953 0.1 NC 0.5 gb:NM_009281.2 /DB_XREF=gi:7949140 /GEN=Zfp143 /FEA=FLmRNA /CNT=51 /TID=Mm.10815.1 /TIER=FL+Stack /STK=29 /UG=Mm.10815 /LL=20841 /D
MOE430_2_1422609_at 264 280.6 P P 0.000732 0.000732 0.1 NC 0.27 gb:BB771318 /DB_XREF=gi:16213148 /DB_XREF=BB771318 /CLONE=G370125H07 /FEA=FLmRNA /CNT=185 /TID=Mm.30728.1 /TIER=Stack /STK=13 /U
MOE430_2_1422662_at 202.6 227.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI987967 /DB_XREF=gi:5819761 /DB_XREF=um09f11.x1 /CLONE=IMAGE:2182605 /FEA=FLmRNA /CNT=146 /TID=Mm.17799.1 /TIER=Stack /STK=8 /U
MOE430_2_1422686_s_ 649.8 658.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB014721 /DB_XREF=gi:16257384 /DB_XREF=BB014721 /CLONE=4930484F11 /FEA=FLmRNA /CNT=86 /TID=Mm.6925.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1422688_a_ 151.8 157.7 P P 0.000244 0.000244 0.1 NC 0.37 gb:BB018528 /DB_XREF=gi:16257575 /DB_XREF=BB018528 /CLONE=4930578J06 /FEA=FLmRNA /CNT=102 /TID=Mm.734.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1422690_at 545 479.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF003823.1 /DB_XREF=gi:2853288 /FEA=FLmRNA /CNT=323 /TID=Mm.6505.1 /TIER=FL+Stack /STK=18 /UG=Mm.6505 /LL=20772 /UG_GENE=Sptlc1 
MOE430_2_1422709_a_ 57.3 44.4 P P 0.00293 0.03 0.1 NC 0.41 gb:NM_020603.1 /DB_XREF=gi:10181121 /GEN=Bing4-pending /FEA=FLmRNA /CNT=47 /TID=Mm.2437.1 /TIER=FL+Stack /STK=17 /UG=Mm.2437 /LL=57
MOE430_2_1422712_a_ 1451.2 1449.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:U31934.1 /DB_XREF=gi:1184056 /FEA=FLmRNA /CNT=420 /TID=Mm.3268.1 /TIER=FL+Stack /STK=16 /UG=Mm.3268 /LL=22196 /UG_GENE=Ube2i /D
MOE430_2_1422714_at 766.7 892.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK005058.1 /DB_XREF=gi:12836720 /GEN=Ube2i /FEA=FLmRNA /CNT=420 /TID=Mm.3268.1 /TIER=Stack /STK=97 /UG=Mm.3268 /LL=22196 /UG_TIT
MOE430_2_1422735_at 12 10 A A 0.17 0.24 0.1 NC 0.5 gb:NM_008239.2 /DB_XREF=gi:6754191 /GEN=Foxq1 /FEA=FLmRNA /CNT=51 /TID=Mm.44235.1 /TIER=FL+Stack /STK=15 /UG=Mm.44235 /LL=15220 /D
MOE430_2_1422739_at 48.3 58.7 P P 0.01 0.01 0.1 NC 0.26 gb:BB280499 /DB_XREF=gi:16401261 /DB_XREF=BB280499 /CLONE=A930026M03 /FEA=FLmRNA /CNT=114 /TID=Mm.12863.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1422764_at 1426.5 1541.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007896.1 /DB_XREF=gi:7106300 /GEN=Mapre1 /FEA=FLmRNA /CNT=261 /TID=Mm.18418.1 /TIER=FL+Stack /STK=13 /UG=Mm.18418 /LL=13589 
MOE430_2_1422787_at 160.4 182.5 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_019873.1 /DB_XREF=gi:9845274 /GEN=Fkbpl /FEA=FLmRNA /CNT=27 /TID=Mm.10025.1 /TIER=FL+Stack /STK=12 /UG=Mm.10025 /LL=56299 /DE
MOE430_2_1422792_at 439.1 500.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK012116.1 /DB_XREF=gi:12848664 /FEA=FLmRNA /CNT=389 /TID=Mm.200859.1 /TIER=Stack /STK=51 /UG=Mm.200859 /LL=18475 /UG_GENE=Pafa
MOE430_2_1422793_at 318 322.4 P P 0.001221 0.000732 0.1 NC 0.5 gb:BB778312 /DB_XREF=gi:16939012 /DB_XREF=BB778312 /CLONE=G430045I03 /FEA=FLmRNA /CNT=389 /TID=Mm.200859.1 /TIER=Stack /STK=12 /U
MOE430_2_1422800_at 17.7 19.3 A P 0.17 0.02 0.1 NC 0.5 gb:AK019427.1 /DB_XREF=gi:12859627 /FEA=FLmRNA /CNT=132 /TID=Mm.20304.1 /TIER=Stack /STK=15 /UG=Mm.20304 /LL=53761 /UG_GENE=Bat2 /
MOE430_2_1422805_a_ 115.7 137 P P 0.00415 0.00293 0.1 NC 0.5 gb:NM_023626.1 /DB_XREF=gi:12963754 /GEN=Ing3 /FEA=FLmRNA /CNT=65 /TID=Mm.39999.1 /TIER=FL+Stack /STK=11 /UG=Mm.39999 /LL=71777 /DE
MOE430_2_1422842_at 226.5 262.6 P P 0.001221 0.001221 0.1 NC 0.5 gb:C88269 /DB_XREF=gi:2920226 /DB_XREF=C88269 /CLONE=J0259D03 /FEA=FLmRNA /CNT=219 /TID=Mm.3065.1 /TIER=Stack /STK=17 /UG=Mm.306
MOE430_2_1422848_a_ 1368.6 1471.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019402.1 /DB_XREF=gi:9506944 /GEN=Pabpn1 /FEA=FLmRNA /CNT=96 /TID=Mm.7723.1 /TIER=FL+Stack /STK=9 /UG=Mm.7723 /LL=54196 /DEF
MOE430_2_1422880_at 662.3 840.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW552416 /DB_XREF=gi:7197755 /DB_XREF=L0211D01-3 /CLONE=L0211D01 /FEA=FLmRNA /CNT=264 /TID=Mm.45146.1 /TIER=Stack /STK=111 /U
MOE430_2_1422894_at 18 20.6 P A 0.03 0.08 0.1 NC 0.53 gb:AV214764 /DB_XREF=gi:16384561 /DB_XREF=AV214764 /CLONE=2410140O16 /FEA=FLmRNA /CNT=73 /TID=Mm.9718.1 /TIER=Stack /STK=36 /UG=
MOE430_2_1422898_s_ 18.4 30 A P 0.11 0.03 0.1 NC 0.5 gb:NM_009203.1 /DB_XREF=gi:6678008 /GEN=Slc22al2 /FEA=FLmRNA /CNT=55 /TID=Mm.12846.1 /TIER=FL+Stack /STK=8 /UG=Mm.12846 /LL=20521 /D
MOE430_2_1422900_at 259.5 287.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_023799.1 /DB_XREF=gi:15011883 /GEN=Mgea5 /FEA=FLmRNA /CNT=82 /TID=Mm.202734.1 /TIER=FL+Stack /STK=8 /UG=Mm.202734 /LL=76055 
MOE430_2_1422917_at 3 1.1 A A 0.36 0.56 0.1 NC 0.92 gb:NM_023580.1 /DB_XREF=gi:12963738 /GEN=Epha1 /FEA=FLmRNA /CNT=29 /TID=Mm.133330.1 /TIER=FL /STK=7 /UG=Mm.133330 /LL=13835 /DEF=M
MOE430_2_1422922_at 27.7 21.8 A A 0.08 0.19 0.1 NC 0.3 gb:NM_058214.1 /DB_XREF=gi:17313265 /GEN=Recql4 /FEA=FLmRNA /CNT=16 /TID=Mm.18373.1 /TIER=FL /STK=6 /UG=Mm.18373 /LL=79456 /DEF=Mu
MOE430_2_1422936_at 0.7 1.3 A A 0.71 0.36 0.1 NC 0.23 gb:NM_008552.1 /DB_XREF=gi:6678803 /GEN=Mas1 /FEA=FLmRNA /CNT=16 /TID=Mm.57182.1 /TIER=FL /STK=2 /UG=Mm.57182 /LL=17171 /DEF=Mus 
MOE430_2_1422954_at 15.9 15 P P 0.01 0.01 0.1 NC 0.11 gb:NM_009560.1 /DB_XREF=gi:6677618 /GEN=Zfp60 /FEA=FLmRNA /CNT=8 /TID=Mm.66913.1 /TIER=FL /STK=1 /UG=Mm.66913 /LL=22718 /DEF=Mus m
MOE430_2_1422968_at 112.1 146 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_013785.1 /DB_XREF=gi:7305194 /GEN=Ihpk1 /FEA=FLmRNA /CNT=38 /TID=Mm.196223.1 /TIER=FL /STK=0 /UG=Mm.196223 /LL=27399 /DEF=Mu
MOE430_2_1422992_s_ 1.2 2.8 A A 0.63 0.46 0.1 NC 0.16 gb:NM_008840.1 /DB_XREF=gi:6679318 /GEN=Pik3cd /FEA=FLmRNA /CNT=15 /TID=Mm.153755.1 /TIER=FL /STK=0 /UG=Mm.153755 /LL=18707 /DEF=M
MOE430_2_1422993_s_ 636.6 626.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019484.1 /DB_XREF=gi:9507038 /GEN=Refbp2 /FEA=FLmRNA /CNT=12 /TID=Mm.10364.1 /TIER=FL /STK=0 /UG=Mm.10364 /LL=56009 /DEF=Mu
MOE430_2_1423003_at 14.8 13.3 A A 0.27 0.11 0.1 NC 0.34 gb:NM_080793.1 /DB_XREF=gi:18201866 /GEN=Set7 /FEA=FLmRNA /CNT=9 /TID=Mm.192111.1 /TIER=FL /STK=0 /UG=Mm.192111 /LL=73251 /DEF=Mu
MOE430_2_1423020_at 0.5 0.8 A A 0.98 0.97 0.1 NC 0.23 gb:NM_053120.1 /DB_XREF=gi:16716418 /GEN=Hspe1-ps2 /FEA=FLmRNA /CNT=3 /TID=Mm.208886.1 /TIER=FL /STK=0 /UG=Mm.208886 /LL=93749 /DE
MOE430_2_1423028_at 2.4 2.9 A A 0.77 0.69 0.1 NC 0.5 gb:NM_010503.1 /DB_XREF=gi:6754291 /GEN=Ifna2 /FEA=FLmRNA /CNT=2 /TID=Mm.14091.1 /TIER=FL /STK=0 /UG=Mm.14091 /LL=15965 /DEF=Mus m
MOE430_2_1423036_at 18.8 12.1 P P 0.01 0.02 0.1 NC 0.42 gb:BB011314 /DB_XREF=gi:16257229 /DB_XREF=BB011314 /CLONE=4831443O22 /FEA=FLmRNA /CNT=228 /TID=Mm.27670.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1423050_s_ 1232.2 1320.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB269728 /DB_XREF=gi:16400572 /DB_XREF=BB269728 /CLONE=A830043E15 /FEA=FLmRNA /CNT=610 /TID=Mm.2115.1 /TIER=Stack /STK=93 /UG
MOE430_2_1423053_at 2341.8 2293.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI653265 /DB_XREF=gi:15567501 /DB_XREF=603300959F1 /CLONE=IMAGE:5341431 /FEA=FLmRNA /CNT=314 /TID=Mm.1486.1 /TIER=Stack /STK=16
MOE430_2_1423059_at 255.4 270 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI528614 /DB_XREF=gi:4442749 /DB_XREF=mq88f07.x1 /CLONE=IMAGE:585829 /FEA=FLmRNA /CNT=153 /TID=Mm.29674.1 /TIER=Stack /STK=79 /U
MOE430_2_1423067_at 1095.1 1230.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV056485 /DB_XREF=gi:16380673 /DB_XREF=AV056485 /CLONE=1810041E01 /FEA=FLmRNA /CNT=200 /TID=Mm.28297.1 /TIER=Stack /STK=65 /U
MOE430_2_1423068_at 198.1 207.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK006007.1 /DB_XREF=gi:12838882 /FEA=FLmRNA /CNT=78 /TID=Mm.12386.1 /TIER=Stack /STK=65 /UG=Mm.12386 /LL=67661 /UG_GENE=4930553
MOE430_2_1423081_a_ 177.3 181.6 P P 0.01 0.02 0.1 NC 0.5 gb:BF458856 /DB_XREF=gi:11525020 /DB_XREF=UI-M-BZ1-blw-b-10-0-UI.s1 /CLONE=UI-M-BZ1-blw-b-10-0-UI /FEA=FLmRNA /CNT=263 /TID=Mm.69
MOE430_2_1423119_at 734.1 837.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK016473.1 /DB_XREF=gi:12855221 /FEA=FLmRNA /CNT=103 /TID=Mm.29830.1 /TIER=Stack /STK=49 /UG=Mm.29830 /LL=66832 /UG_GENE=493052
MOE430_2_1423120_at 182.1 192.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004972.1 /DB_XREF=gi:12836560 /FEA=FLmRNA /CNT=174 /TID=Mm.28366.1 /TIER=Stack /STK=48 /UG=Mm.28366 /LL=15925 /UG_GENE=Ide /U
MOE430_2_1423121_at 53.2 67.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE135085 /DB_XREF=gi:8597585 /DB_XREF=ug22g01.y1 /CLONE=IMAGE:1532400 /FEA=FLmRNA /CNT=174 /TID=Mm.28366.1 /TIER=ConsEnd /STK=
MOE430_2_1423132_a_ 1905.6 2026.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE308547 /DB_XREF=gi:9165376 /DB_XREF=601090541F1 /CLONE=IMAGE:3485099 /FEA=FLmRNA /CNT=269 /TID=Mm.27796.1 /TIER=Stack /STK=1
MOE430_2_1423139_at 31.5 47.2 P P 0.03 0.01 0.1 NC 0.15 gb:BE854862 /DB_XREF=gi:10313474 /DB_XREF=ux34f11.y1 /CLONE=IMAGE:3512205 /FEA=FLmRNA /CNT=71 /TID=Mm.143771.1 /TIER=ConsEnd /STK=
MOE430_2_1423162_s_ 25.6 27.4 P P 0.01 0.04 0.1 NC 0.5 gb:BQ044290 /DB_XREF=gi:19794712 /DB_XREF=UI-M-EF0-bum-b-24-0-UI.r1 /CLONE=IMAGE:5683895 /FEA=FLmRNA /CNT=111 /TID=Mm.39505.1 /TI
MOE430_2_1423173_at 12.5 13.7 M A 0.05 0.12 0.1 NC 0.5 gb:BB428900 /DB_XREF=gi:16423959 /DB_XREF=BB428900 /CLONE=C630024D19 /FEA=FLmRNA /CNT=97 /TID=Mm.115124.1 /TIER=Stack /STK=12 /U
MOE430_2_1423193_at 14.9 21.9 P P 0.005859 0.005859 0.1 NC 0.5 gb:BB590675 /DB_XREF=gi:16449958 /DB_XREF=BB590675 /CLONE=A630005G05 /FEA=FLmRNA /CNT=90 /TID=Mm.20129.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1423206_s_ 987.1 1104.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:W45949 /DB_XREF=gi:1330664 /DB_XREF=mc81c08.r1 /CLONE=IMAGE:354926 /FEA=FLmRNA /CNT=114 /TID=Mm.24220.1 /TIER=Stack /STK=28 /U
MOE430_2_1423210_a_ 3035.7 3343.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004120.1 /DB_XREF=gi:12835180 /FEA=FLmRNA /CNT=57 /TID=Mm.27858.1 /TIER=Stack /STK=28 /UG=Mm.27858 /LL=66181 /UG_GENE=1110036
MOE430_2_1423232_at 4.1 2.3 A A 0.8 0.85 0.1 NC 0.5 gb:X63190.1 /DB_XREF=gi:53627 /GEN=PEA3 /FEA=FLmRNA /CNT=49 /TID=Mm.5025.1 /TIER=Stack /STK=25 /UG=Mm.5025 /LL=18612 /UG_TITLE=poly
MOE430_2_1423236_at 292.3 340.2 P P 0.008057 0.01 0.1 NC 0.5 gb:BG076167 /DB_XREF=gi:12558736 /DB_XREF=H3156D07-3 /CLONE=H3156D07 /FEA=FLmRNA /CNT=188 /TID=Mm.30249.1 /TIER=Stack /STK=24 /U
MOE430_2_1423237_at 161.7 172.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM217066 /DB_XREF=gi:17776102 /DB_XREF=C0890D12-3 /CLONE=C0890D12 /FEA=FLmRNA /CNT=188 /TID=Mm.30249.1 /TIER=Stack /STK=13 /U
MOE430_2_1423264_at 402.3 422.1 P P 0.000732 0.000244 0.1 NC 0.5 gb:BM213936 /DB_XREF=gi:17771961 /DB_XREF=C0843F12-3 /CLONE=C0843F12 /FEA=FLmRNA /CNT=241 /TID=Mm.4283.1 /TIER=Stack /STK=20 /UG
MOE430_2_1423266_at 17.6 25.1 P P 0.008057 0.00415 0.1 NC 0.4 gb:AI836168 /DB_XREF=gi:5470381 /DB_XREF=UI-M-AQ0-aai-h-10-0-UI.s2 /CLONE=UI-M-AQ0-aai-h-10-0-UI /FEA=FLmRNA /CNT=48 /TID=Mm.4186
MOE430_2_1423285_at 5.7 10 A A 0.3 0.17 0.1 NC 0.5 gb:BB731671 /DB_XREF=gi:16114946 /DB_XREF=BB731671 /CLONE=E970014B16 /FEA=FLmRNA /CNT=59 /TID=Mm.21325.1 /TIER=Stack /STK=18 /UG
MOE430_2_1423302_a_ 58.4 51.6 P P 0.001953 0.005859 0.1 NC 0.5 gb:AW742928 /DB_XREF=gi:7654730 /DB_XREF=up54e09.x1 /CLONE=IMAGE:2779912 /FEA=FLmRNA /CNT=119 /TID=Mm.9558.1 /TIER=Stack /STK=17 /
MOE430_2_1423317_at 1274.8 1396 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE915283 /DB_XREF=gi:10414754 /DB_XREF=601667454F1 /CLONE=IMAGE:3967620 /FEA=FLmRNA /CNT=71 /TID=Mm.24332.1 /TIER=Stack /STK=1
MOE430_2_1423323_at 1.9 1.9 A A 0.5 0.63 0.1 NC 0.41 gb:AV241768 /DB_XREF=gi:16386682 /DB_XREF=AV241768 /CLONE=4733401K19 /FEA=FLmRNA /CNT=80 /TID=Mm.154045.1 /TIER=Stack /STK=15 /U
MOE430_2_1423344_at 8.8 13.9 A A 0.27 0.12 0.1 NC 0.44 gb:AK010968.1 /DB_XREF=gi:12846772 /FEA=FLmRNA /CNT=30 /TID=Mm.2653.1 /TIER=Stack /STK=14 /UG=Mm.2653 /LL=13857 /UG_GENE=Epor /UG_
MOE430_2_1423354_at 62.5 80.9 P P 0.000244 0.000732 0.1 NC 0.5 gb:BM201243 /DB_XREF=gi:17754918 /DB_XREF=C0222B04-3 /CLONE=C0222B04 /FEA=FLmRNA /CNT=144 /TID=Mm.87340.1 /TIER=Stack /STK=12 /U
MOE430_2_1423355_at 77.7 70.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK007065.1 /DB_XREF=gi:12840428 /FEA=FLmRNA /CNT=144 /TID=Mm.87340.1 /TIER=Stack /STK=9 /UG=Mm.87340 /LL=67474 /UG_GENE=1300018
MOE430_2_1423372_at 215 221.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF577544 /DB_XREF=gi:11651256 /DB_XREF=602092406F1 /CLONE=IMAGE:4206865 /FEA=FLmRNA /CNT=169 /TID=Mm.29390.1 /TIER=Stack /STK=
MOE430_2_1423374_at 190.6 200.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF224891 /DB_XREF=gi:11132299 /DB_XREF=uz43c10.x1 /CLONE=IMAGE:3671826 /FEA=FLmRNA /CNT=96 /TID=Mm.27592.1 /TIER=Stack /STK=10 
MOE430_2_1423377_at 1.1 1 A A 0.9 0.98 0.1 NC 0.23 gb:AK012705.1 /DB_XREF=gi:12849632 /FEA=FLmRNA /CNT=58 /TID=Mm.3919.1 /TIER=Stack /STK=14 /UG=Mm.3919 /LL=75426 /UG_GENE=2810011G0
MOE430_2_1423388_at 159.3 182 P P 0.000732 0.000244 0.1 NC 0.5 gb:BG230208 /DB_XREF=gi:12717712 /DB_XREF=mac29c01.x1 /CLONE=IMAGE:4001256 /FEA=FLmRNA /CNT=90 /TID=Mm.37210.1 /TIER=Stack /STK=9
MOE430_2_1423395_at 588.3 768.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM021706 /DB_XREF=gi:16536062 /DB_XREF=id44c09.x1 /CLONE=IMAGE:5665936 /FEA=FLmRNA /CNT=159 /TID=Mm.5248.1 /TIER=Stack /STK=8 /
MOE430_2_1423409_a_ 703.8 734.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE692070 /DB_XREF=gi:10079694 /DB_XREF=ut24b10.x1 /CLONE=IMAGE:3328795 /FEA=FLmRNA /CNT=175 /TID=Mm.154136.1 /TIER=Stack /STK=1
MOE430_2_1423431_a_ 1116.3 1148.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW228043 /DB_XREF=gi:6557339 /DB_XREF=up12f05.x1 /CLONE=IMAGE:2654145 /FEA=FLmRNA /CNT=224 /TID=Mm.147946.1 /TIER=ConsEnd /STK
MOE430_2_1423434_at 13.8 14 P A 0.04 0.06 0.1 NC 0.5 gb:BB546942 /DB_XREF=gi:9618370 /DB_XREF=BB546942 /CLONE=E130314O13 /FEA=FLmRNA /CNT=45 /TID=Mm.28081.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1423447_at 135.7 139.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF020441 /DB_XREF=gi:10751773 /DB_XREF=uw66c03.x1 /CLONE=IMAGE:3466948 /FEA=FLmRNA /CNT=105 /TID=Mm.30088.1 /TIER=Stack /STK=2
MOE430_2_1423450_a_ 15.9 14.2 P A 0.03 0.09 0.1 NC 0.5 gb:AV226060 /DB_XREF=gi:16385294 /DB_XREF=AV226060 /CLONE=3830612G02 /FEA=FLmRNA /CNT=41 /TID=Mm.12559.1 /TIER=Stack /STK=21 /UG
MOE430_2_1423453_at 686.8 771.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI408798 /DB_XREF=gi:15169721 /DB_XREF=602964722F1 /CLONE=IMAGE:5120380 /FEA=FLmRNA /CNT=58 /TID=Mm.157216.1 /TIER=Stack /STK=2
MOE430_2_1423467_at 0.3 0.4 A A 0.99 0.99 0.1 NC 0.5 gb:BB199001 /DB_XREF=gi:16271244 /DB_XREF=BB199001 /CLONE=A430010G10 /FEA=FLmRNA /CNT=42 /TID=Mm.33957.1 /TIER=Stack /STK=18 /UG
MOE430_2_1423483_s_ 118.6 122.7 P P 0.008057 0.008057 0.1 NC 0.5 gb:BI903692 /DB_XREF=gi:16165701 /DB_XREF=603169587F1 /CLONE=IMAGE:5257556 /FEA=FLmRNA /CNT=42 /TID=Mm.41977.1 /TIER=Stack /STK=16
MOE430_2_1423492_at 438.3 401.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:C79823 /DB_XREF=gi:2520153 /DB_XREF=C79823 /CLONE=J0072E03 /FEA=FLmRNA /CNT=101 /TID=Mm.5381.1 /TIER=Stack /STK=15 /UG=Mm.538
MOE430_2_1423503_at 205.5 232.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:AK013156.1 /DB_XREF=gi:12850342 /GEN=Jcam2 /FEA=FLmRNA /CNT=157 /TID=Mm.28770.1 /TIER=Stack /STK=14 /UG=Mm.28770 /LL=83964 /UG_
MOE430_2_1423513_at 439.6 392.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:BG141609 /DB_XREF=gi:12645004 /DB_XREF=ia91f09.x1 /CLONE=IMAGE:5645728 /FEA=FLmRNA /CNT=54 /TID=Mm.42249.1 /TIER=Stack /STK=14 /
MOE430_2_1423535_at 549.7 594 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB217466 /DB_XREF=gi:16353199 /DB_XREF=BB217466 /CLONE=A530044I19 /FEA=FLmRNA /CNT=196 /TID=Mm.23222.1 /TIER=Stack /STK=12 /UG
MOE430_2_1423539_at 81.4 85.6 P P 0.01 0.008057 0.1 NC 0.34 gb:BM239600 /DB_XREF=gi:17874870 /DB_XREF=K0537B08-3 /CLONE=K0537B08 /FEA=FLmRNA /CNT=48 /TID=Mm.2950.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1423545_a_ 946.1 1009.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF730496 /DB_XREF=gi:12048360 /DB_XREF=mab64a10.x1 /CLONE=IMAGE:3975066 /FEA=FLmRNA /CNT=310 /TID=Mm.12236.1 /TIER=Stack /STK=
MOE430_2_1423573_at 197.6 167.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB206480 /DB_XREF=gi:16352128 /DB_XREF=BB206480 /CLONE=A430076C09 /FEA=FLmRNA /CNT=102 /TID=Mm.86611.1 /TIER=Stack /STK=10 /U
MOE430_2_1423596_at 469.5 505.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV028084 /DB_XREF=gi:16356509 /DB_XREF=AV028084 /CLONE=1300017K19 /FEA=FLmRNA /CNT=92 /TID=Mm.143818.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423618_at 2.9 3.8 A A 0.88 0.91 0.1 NC 0.5 gb:AA656591 /DB_XREF=gi:2592745 /DB_XREF=vs26b03.r1 /CLONE=IMAGE:1139309 /FEA=FLmRNA /CNT=93 /TID=Mm.4383.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423637_at 67.7 84.1 P P 0.001953 0.008057 0.1 NC 0.5 gb:AV370731 /DB_XREF=gi:16397830 /DB_XREF=AV370731 /CLONE=9030401N20 /FEA=FLmRNA /CNT=22 /TID=Mm.56991.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423649_at 87.5 85 P P 0.000244 0.001221 0.1 NC 0.5 gb:BC016240.1 /DB_XREF=gi:16740737 /FEA=FLmRNA /CNT=266 /TID=Mm.24229.1 /TIER=FL+Stack /STK=219 /UG=Mm.24229 /LL=72098 /UG_GENE=20
MOE430_2_1423651_at 929.8 927.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC018547.1 /DB_XREF=gi:17391300 /FEA=FLmRNA /CNT=352 /TID=Mm.7884.1 /TIER=FL+Stack /STK=209 /UG=Mm.7884 /LL=69046 /UG_GENE=1810
MOE430_2_1423654_a_ 693.2 717.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF169300.1 /DB_XREF=gi:6006816 /GEN=Rnf4 /FEA=FLmRNA /CNT=336 /TID=Mm.21281.1 /TIER=FL+Stack /STK=202 /UG=Mm.21281 /LL=19822 /D
MOE430_2_1423701_at 257.1 269.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC020046.1 /DB_XREF=gi:18044849 /FEA=FLmRNA /CNT=221 /TID=Mm.182271.1 /TIER=FL+Stack /STK=146 /UG=Mm.182271 /LL=71743 /UG_GENE=
MOE430_2_1423711_at 382.5 430 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC018422.1 /DB_XREF=gi:17390996 /FEA=FLmRNA /CNT=176 /TID=Mm.5545.1 /TIER=FL+Stack /STK=141 /UG=Mm.5545 /LL=69702 /UG_GENE=2410
MOE430_2_1423720_a_ 1911.7 2157.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG695210 /DB_XREF=gi:13954894 /DB_XREF=NISC_iv13g05.w1 /CLONE=IMAGE:4317872 /FEA=FLmRNA /CNT=350 /TID=Mm.6698.1 /TIER=Stack /ST
MOE430_2_1423725_at 483.5 491.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC005459.1 /DB_XREF=gi:13529460 /FEA=FLmRNA /CNT=211 /TID=Mm.28777.1 /TIER=FL+Stack /STK=138 /UG=Mm.28777 /DEF=Mus musculus, clon
MOE430_2_1423727_at 2518.7 2731.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF022811.1 /DB_XREF=gi:3114215 /FEA=FLmRNA /CNT=244 /TID=Mm.3261.1 /TIER=FL+Stack /STK=136 /UG=Mm.3261 /LL=12793 /UG_GENE=Cnih 
MOE430_2_1423728_at 2886.8 3170.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024463.1 /DB_XREF=gi:19353946 /FEA=FLmRNA /CNT=264 /TID=Mm.206404.1 /TIER=FL+Stack /STK=135 /UG=Mm.206404 /DEF=Mus musculus, c
MOE430_2_1423733_a_ 401.3 441.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF126746.1 /DB_XREF=gi:5579306 /GEN=Fiz1 /FEA=FLmRNA /CNT=172 /TID=Mm.38911.2 /TIER=FL+Stack /STK=134 /UG=Mm.38911 /LL=23877 /DE
MOE430_2_1423735_a_ 219.1 246.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC021497.1 /DB_XREF=gi:18204822 /FEA=FLmRNA /CNT=214 /TID=Mm.38816.1 /TIER=FL+Stack /STK=133 /UG=Mm.38816 /DEF=Mus musculus, clon
MOE430_2_1423750_a_ 544.7 635.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC009091.1 /DB_XREF=gi:14318587 /FEA=FLmRNA /CNT=226 /TID=Mm.42240.2 /TIER=FL+Stack /STK=127 /UG=Mm.42240 /LL=22668 /UG_GENE=Zf
MOE430_2_1423755_at 245.4 286.2 P P 0.000732 0.000732 0.1 NC 0.39 gb:BC013555.1 /DB_XREF=gi:15488850 /FEA=FLmRNA /CNT=162 /TID=Mm.29276.1 /TIER=FL+Stack /STK=126 /UG=Mm.29276 /LL=70650 /UG_GENE=57
MOE430_2_1423758_at 586.7 567.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG518564 /DB_XREF=gi:13513565 /DB_XREF=602578406F1 /CLONE=IMAGE:3491857 /FEA=FLmRNA /CNT=359 /TID=Mm.2411.2 /TIER=Stack /STK=5
MOE430_2_1423777_at 100.3 99.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC019735.1 /DB_XREF=gi:18043998 /FEA=FLmRNA /CNT=158 /TID=Mm.34721.1 /TIER=FL+Stack /STK=116 /UG=Mm.34721 /LL=74270 /UG_GENE=U
MOE430_2_1423818_a_ 674.4 775 P P 0.000244 0.000244 0.1 NC 0.25 gb:AF223953.1 /DB_XREF=gi:6980031 /FEA=FLmRNA /CNT=334 /TID=Mm.29924.1 /TIER=FL+Stack /STK=100 /UG=Mm.29924 /LL=54208 /UG_GENE=Arl
MOE430_2_1423837_at 175.8 197.4 P P 0.001953 0.00415 0.1 NC 0.5 gb:BC017605.1 /DB_XREF=gi:17160861 /FEA=FLmRNA /CNT=200 /TID=Mm.142479.1 /TIER=FL+Stack /STK=94 /UG=Mm.142479 /LL=71955 /UG_GENE=2
MOE430_2_1423852_at 3.3 5.2 A A 0.69 0.53 0.1 NC 0.1 gb:BC024118.1 /DB_XREF=gi:18848276 /FEA=FLmRNA /CNT=126 /TID=Mm.218843.1 /TIER=FL+Stack /STK=90 /UG=Mm.218843 /DEF=Mus musculus, sim
MOE430_2_1423897_at 2073.9 2390.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AB030190.1 /DB_XREF=gi:7259249 /FEA=FLmRNA /CNT=301 /TID=Mm.53435.1 /TIER=FL+Stack /STK=82 /UG=Mm.53435 /LL=64338 /UG_GENE=AB0
MOE430_2_1423922_s_ 261.9 289.5 P P 0.00415 0.001953 0.1 NC 0.29 gb:BC003209.1 /DB_XREF=gi:13096829 /FEA=FLmRNA /CNT=125 /TID=Mm.29529.1 /TIER=FL+Stack /STK=79 /UG=Mm.29529 /DEF=Mus musculus, clone
MOE430_2_1423924_s_ 590.4 754.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC025568.1 /DB_XREF=gi:19343883 /FEA=FLmRNA /CNT=211 /TID=Mm.28876.1 /TIER=FL+Stack /STK=78 /UG=Mm.28876 /DEF=Mus musculus, Simil
MOE430_2_1423925_at 387.5 379 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC009147.1 /DB_XREF=gi:14318700 /FEA=FLmRNA /CNT=146 /TID=Mm.5624.1 /TIER=FL+Stack /STK=78 /UG=Mm.5624 /LL=69192 /UG_GENE=Ddx1
MOE430_2_1423939_a_ 2810.2 2945.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC011117.1 /DB_XREF=gi:15029791 /FEA=FLmRNA /CNT=173 /TID=Mm.44202.1 /TIER=FL+Stack /STK=75 /UG=Mm.44202 /LL=68090 /UG_GENE=533
MOE430_2_1423951_at 194 204.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024620.1 /DB_XREF=gi:19354317 /FEA=FLmRNA /CNT=98 /TID=Mm.35127.1 /TIER=FL+Stack /STK=73 /UG=Mm.35127 /LL=68634 /UG_GENE=1110
MOE430_2_1423964_at 353.7 381.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC011155.1 /DB_XREF=gi:15029863 /FEA=FLmRNA /CNT=140 /TID=Mm.22021.1 /TIER=FL+Stack /STK=71 /UG=Mm.22021 /LL=71957 /UG_GENE=24
MOE430_2_1423987_at 855.9 839.2 P P 0.000732 0.000244 0.1 NC 0.5 gb:BC005775.1 /DB_XREF=gi:13543217 /FEA=FLmRNA /CNT=111 /TID=Mm.22192.1 /TIER=FL+Stack /STK=69 /UG=Mm.22192 /DEF=Mus musculus, clone
MOE430_2_1424002_at 555.6 594.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC005601.1 /DB_XREF=gi:13542795 /FEA=FLmRNA /CNT=125 /TID=Mm.28121.1 /TIER=FL+Stack /STK=66 /UG=Mm.28121 /LL=68833 /UG_GENE=11
MOE430_2_1424008_a_ 67 82.7 P P 0.000732 0.001953 0.1 NC 0.5 gb:BC021788.1 /DB_XREF=gi:18255712 /FEA=FLmRNA /CNT=97 /TID=Mm.29148.1 /TIER=FL+Stack /STK=65 /UG=Mm.29148 /LL=71973 /UG_GENE=2400
MOE430_2_1424012_at 73.8 82.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC004773.1 /DB_XREF=gi:13435845 /FEA=FLmRNA /CNT=86 /TID=Mm.32565.1 /TIER=FL+Stack /STK=64 /UG=Mm.32565 /LL=78802 /UG_GENE=4930
MOE430_2_1424028_at 646.3 674.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC023107.1 /DB_XREF=gi:18606228 /FEA=FLmRNA /CNT=143 /TID=Mm.28552.1 /TIER=FL+Stack /STK=60 /UG=Mm.28552 /DEF=Mus musculus, Simil
MOE430_2_1424034_at 44.8 50.8 P P 0.001953 0.001953 0.1 NC 0.5 gb:BC003757.1 /DB_XREF=gi:13277716 /FEA=FLmRNA /CNT=81 /TID=Mm.8858.2 /TIER=FL+Stack /STK=60 /UG=Mm.8858 /LL=19883 /UG_GENE=Rora /
MOE430_2_1424036_at 782.4 880.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC014869.1 /DB_XREF=gi:15928819 /FEA=FLmRNA /CNT=103 /TID=Mm.7039.1 /TIER=FL+Stack /STK=60 /UG=Mm.7039 /LL=68879 /UG_GENE=11900
MOE430_2_1424056_at 114.3 119.3 P P 0.000732 0.001953 0.1 NC 0.5 gb:BC019125.1 /DB_XREF=gi:17512307 /FEA=FLmRNA /CNT=93 /TID=Mm.21824.1 /TIER=FL+Stack /STK=58 /UG=Mm.21824 /LL=72765 /UG_GENE=2810
MOE430_2_1424062_at 1023.2 1048.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC019464.1 /DB_XREF=gi:18043457 /FEA=FLmRNA /CNT=90 /TID=Mm.32638.1 /TIER=FL+Stack /STK=58 /UG=Mm.32638 /DEF=Mus musculus, ubiqui
MOE430_2_1424067_at 14.8 16.1 P A 0.008057 0.11 0.1 NC 0.62 gb:BC008626.1 /DB_XREF=gi:14250386 /FEA=FLmRNA /CNT=103 /TID=Mm.28973.1 /TIER=FL+Stack /STK=57 /UG=Mm.28973 /LL=15894 /UG_GENE=Ica
MOE430_2_1424069_at 265.4 299.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC026977.1 /DB_XREF=gi:20071927 /FEA=FLmRNA /CNT=126 /TID=Mm.28076.1 /TIER=FL+Stack /STK=57 /UG=Mm.28076 /LL=108123 /UG_GENE=N
MOE430_2_1424077_at 22.6 27.9 P P 0.00293 0.000244 0.1 NC 0.31 gb:AK016023.1 /DB_XREF=gi:12854600 /FEA=FLmRNA /CNT=145 /TID=Mm.7775.1 /TIER=Stack /STK=38 /UG=Mm.7775 /LL=66569 /UG_GENE=2610020H
MOE430_2_1424085_at 3612.1 3871 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC011114.1 /DB_XREF=gi:15029785 /FEA=FLmRNA /CNT=105 /TID=Mm.41926.1 /TIER=FL+Stack /STK=55 /UG=Mm.41926 /LL=17992 /UG_GENE=Nd
MOE430_2_1424087_at 344.2 463.6 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC027410.1 /DB_XREF=gi:20072738 /FEA=FLmRNA /CNT=93 /TID=Mm.29070.1 /TIER=FL+Stack /STK=55 /UG=Mm.29070 /LL=66506 /UG_GENE=1810
MOE430_2_1424091_at 79.8 74.7 P P 0.000244 0.001953 0.1 NC 0.5 gb:BC010277.1 /DB_XREF=gi:16307458 /FEA=FLmRNA /CNT=169 /TID=Mm.4086.1 /TIER=FL+Stack /STK=54 /UG=Mm.4086 /DEF=Mus musculus, Similar 
MOE430_2_1424106_at 523.9 598.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW493898 /DB_XREF=gi:7064144 /DB_XREF=UI-M-BH3-auh-a-05-0-UI.s1 /CLONE=UI-M-BH3-auh-a-05-0-UI /FEA=FLmRNA /CNT=141 /TID=Mm.28
MOE430_2_1424111_at 456.6 495.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:U04710.1 /DB_XREF=gi:451552 /FEA=FLmRNA /CNT=151 /TID=Mm.2938.1 /TIER=FL+Stack /STK=52 /UG=Mm.2938 /LL=16004 /UG_GENE=Igf2r /DEF
MOE430_2_1424127_at 1.1 0.9 A A 0.72 0.85 0.1 NC 0.5 gb:BC003755.1 /DB_XREF=gi:13277710 /FEA=FLmRNA /CNT=98 /TID=Mm.2229.1 /TIER=FL+Stack /STK=51 /UG=Mm.2229 /LL=14049 /UG_GENE=Eya2 /
MOE430_2_1424149_at 319.2 354 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC009125.1 /DB_XREF=gi:14318652 /FEA=FLmRNA /CNT=87 /TID=Mm.27762.1 /TIER=FL+Stack /STK=49 /UG=Mm.27762 /LL=68501 /UG_GENE=1110
MOE430_2_1424151_at 685.5 780.9 P P 0.000244 0.000244 0.1 NC 0.48 gb:BC026972.1 /DB_XREF=gi:20072509 /FEA=FLmRNA /CNT=91 /TID=Mm.200499.1 /TIER=FL+Stack /STK=49 /UG=Mm.200499 /DEF=Mus musculus, clon
MOE430_2_1424174_at 632.9 691.4 P P 0.001953 0.001221 0.1 NC 0.5 gb:AF246218.1 /DB_XREF=gi:10178623 /GEN=Sb1 /FEA=FLmRNA /CNT=92 /TID=Mm.21297.1 /TIER=FL+Stack /STK=47 /UG=Mm.21297 /LL=192192 /DE
MOE430_2_1424182_at 199.6 196.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024763.1 /DB_XREF=gi:19354554 /FEA=FLmRNA /CNT=289 /TID=Mm.219649.1 /TIER=FL+Stack /STK=46 /UG=Mm.219649 /DEF=Mus musculus, Sim
MOE430_2_1424188_at 389.1 411 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC026862.1 /DB_XREF=gi:20072449 /FEA=FLmRNA /CNT=93 /TID=Mm.220961.1 /TIER=FL+Stack /STK=46 /UG=Mm.220961 /DEF=Mus musculus, clon
MOE430_2_1424193_at 140.8 163.4 P P 0.001953 0.001953 0.1 NC 0.16 gb:AB041855.1 /DB_XREF=gi:19909882 /GEN=wdp103 /FEA=FLmRNA /CNT=76 /TID=Mm.103522.1 /TIER=FL+Stack /STK=46 /UG=Mm.103522 /LL=76236
MOE430_2_1424199_at 127.1 156.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC027244.1 /DB_XREF=gi:20072654 /FEA=FLmRNA /CNT=184 /TID=Mm.202775.2 /TIER=FL+Stack /STK=45 /UG=Mm.202775 /LL=72124 /UG_GENE=2
MOE430_2_1424202_at 117.5 134.7 P P 0.000244 0.000244 0.1 NC 0.44 gb:AW537349 /DB_XREF=gi:7179766 /DB_XREF=G0115D06-3 /CLONE=G0115D06 /FEA=FLmRNA /CNT=184 /TID=Mm.202775.2 /TIER=Stack /STK=13 /U
MOE430_2_1424211_at 73.3 83.8 P P 0.000244 0.000244 0.1 NC 0.46 gb:BC011293.1 /DB_XREF=gi:15030090 /FEA=FLmRNA /CNT=81 /TID=Mm.41877.1 /TIER=FL+Stack /STK=45 /UG=Mm.41877 /LL=70556 /UG_GENE=5730
MOE430_2_1424220_a_ 153.1 180.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AB036749.1 /DB_XREF=gi:6714511 /GEN=Mporc-d /FEA=FLmRNA /CNT=53 /TID=Mm.103707.1 /TIER=FL+Stack /STK=45 /UG=Mm.103707 /LL=53627
MOE430_2_1424223_at 45.3 58.3 P P 0.01 0.03 0.1 NC 0.5 gb:BC019205.1 /DB_XREF=gi:17512505 /FEA=FLmRNA /CNT=74 /TID=Mm.41719.1 /TIER=FL+Stack /STK=44 /UG=Mm.41719 /LL=67900 /UG_GENE=2610
MOE430_2_1424232_a_ 25 24.4 P P 0.00293 0.000732 0.1 NC 0.12 gb:BC025546.1 /DB_XREF=gi:19344073 /FEA=FLmRNA /CNT=66 /TID=Mm.22318.1 /TIER=FL+Stack /STK=44 /UG=Mm.22318 /DEF=Mus musculus, similar
MOE430_2_1424237_at 114.4 131.9 P P 0.000732 0.001221 0.1 NC 0.5 gb:BC003941.1 /DB_XREF=gi:13278204 /FEA=FLmRNA /CNT=88 /TID=Mm.18048.1 /TIER=FL+Stack /STK=43 /UG=Mm.18048 /DEF=Mus musculus, Simila
MOE430_2_1424253_at 342.4 403.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK018570.1 /DB_XREF=gi:12858340 /FEA=FLmRNA /CNT=179 /TID=Mm.25632.1 /TIER=Stack /STK=57 /UG=Mm.25632 /LL=67726 /UG_GENE=903062
MOE430_2_1424255_at 1592.9 1669.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC007132.1 /DB_XREF=gi:13938031 /FEA=FLmRNA /CNT=132 /TID=Mm.460.1 /TIER=FL+Stack /STK=42 /UG=Mm.460 /LL=20924 /UG_GENE=Supt5h 
MOE430_2_1424264_at 152.5 177.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC013096.1 /DB_XREF=gi:15341838 /FEA=FLmRNA /CNT=62 /TID=Mm.28582.1 /TIER=FL+Stack /STK=42 /UG=Mm.28582 /LL=69792 /UG_GENE=1500
MOE430_2_1424281_at 656.8 661 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC007179.1 /DB_XREF=gi:13938127 /FEA=FLmRNA /CNT=115 /TID=Mm.41864.1 /TIER=FL+Stack /STK=40 /UG=Mm.41864 /LL=68926 /UG_GENE=119
MOE430_2_1424285_s_ 705.7 770.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AB035383.1 /DB_XREF=gi:7619895 /FEA=FLmRNA /CNT=80 /TID=Mm.29430.1 /TIER=FL+Stack /STK=40 /UG=Mm.29430 /LL=100497 /UG_GENE=AA4
MOE430_2_1424293_s_ 961.8 993.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC021435.1 /DB_XREF=gi:18204763 /FEA=FLmRNA /CNT=86 /TID=Mm.200479.1 /TIER=FL+Stack /STK=40 /UG=Mm.200479 /LL=72519 /UG_GENE=26
MOE430_2_1424299_at 223.5 229.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC016238.1 /DB_XREF=gi:16740732 /FEA=FLmRNA /CNT=65 /TID=Mm.30021.1 /TIER=FL+Stack /STK=39 /UG=Mm.30021 /LL=67013 /UG_GENE=2010
MOE430_2_1424309_a_ 746.1 863.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024371.1 /DB_XREF=gi:19353409 /FEA=FLmRNA /CNT=102 /TID=Mm.19027.2 /TIER=FL+Stack /STK=38 /UG=Mm.19027 /LL=17434 /UG_GENE=Mo
MOE430_2_1424322_at 114.1 137.5 P P 0.01 0.03 0.1 NC 0.05 gb:AB072498.1 /DB_XREF=gi:19912819 /GEN=ape2 /FEA=FLmRNA /CNT=52 /TID=Mm.34884.1 /TIER=FL+Stack /STK=38 /UG=Mm.34884 /DEF=Mus mus
MOE430_2_1424343_a_ 343.6 373.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC027437.1 /DB_XREF=gi:20072744 /FEA=FLmRNA /CNT=176 /TID=Mm.143141.1 /TIER=FL+Stack /STK=36 /UG=Mm.143141 /LL=13664 /UG_GENE=E
MOE430_2_1424346_at 247.1 261.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC002223.1 /DB_XREF=gi:12805494 /FEA=FLmRNA /CNT=168 /TID=Mm.25345.1 /TIER=FL+Stack /STK=36 /UG=Mm.25345 /LL=67857 /UG_GENE=23
MOE430_2_1424348_at 191.6 205.6 P P 0.01 0.01 0.1 NC 0.5 gb:BC025641.1 /DB_XREF=gi:19343664 /FEA=FLmRNA /CNT=119 /TID=Mm.27067.1 /TIER=FL+Stack /STK=36 /UG=Mm.27067 /DEF=Mus musculus, Simil
MOE430_2_1424359_at 24.2 30.2 P P 0.02 0.01 0.1 NC 0.5 gb:BC025120.1 /DB_XREF=gi:19263599 /FEA=FLmRNA /CNT=68 /TID=Mm.41308.1 /TIER=FL+Stack /STK=36 /UG=Mm.41308 /LL=75475 /UG_GENE=1700
MOE430_2_1424364_a_ 1615.1 1857.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024518.1 /DB_XREF=gi:19354490 /FEA=FLmRNA /CNT=81 /TID=Mm.22138.1 /TIER=FL+Stack /STK=35 /UG=Mm.22138 /DEF=Mus musculus, Simila
MOE430_2_1424392_at 49.9 43.6 P P 0.01 0.01 0.1 NC 0.08 gb:BC026584.1 /DB_XREF=gi:20072015 /FEA=FLmRNA /CNT=93 /TID=Mm.28514.1 /TIER=FL+Stack /STK=34 /UG=Mm.28514 /LL=76187 /UG_GENE=6330
MOE430_2_1424393_s_ 54.4 51.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC026584.1 /DB_XREF=gi:20072015 /FEA=FLmRNA /CNT=93 /TID=Mm.28514.1 /TIER=FL+Stack /STK=34 /UG=Mm.28514 /LL=76187 /UG_GENE=6330
MOE430_2_1424418_at 146.9 154.6 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC010801.1 /DB_XREF=gi:14789830 /FEA=FLmRNA /CNT=61 /TID=Mm.29360.1 /TIER=FL+Stack /STK=33 /UG=Mm.29360 /DEF=Mus musculus, Simila
MOE430_2_1424419_at 345.2 383.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC022126.1 /DB_XREF=gi:18381009 /FEA=FLmRNA /CNT=57 /TID=Mm.44411.1 /TIER=FL+Stack /STK=33 /UG=Mm.44411 /DEF=Mus musculus, Simila
MOE430_2_1424429_s_ 72.9 69.6 P P 0.01 0.00293 0.1 NC 0.29 gb:BG065288 /DB_XREF=gi:12547851 /DB_XREF=H3029D04-3 /CLONE=H3029D04 /FEA=FLmRNA /CNT=79 /TID=Mm.157324.1 /TIER=Stack /STK=27 /U



MOE430_2_1424432_at 149.7 159.6 P P 0.00293 0.001953 0.1 NC 0.5 gb:BC016129.1 /DB_XREF=gi:16359344 /FEA=FLmRNA /CNT=55 /TID=Mm.22948.1 /TIER=FL+Stack /STK=33 /UG=Mm.22948 /DEF=Mus musculus, Simila
MOE430_2_1424436_at 70.6 80.2 P P 0.000244 0.000244 0.1 NC 0.13 gb:U01023.1 /DB_XREF=gi:403490 /FEA=FLmRNA /CNT=46 /TID=Mm.4505.2 /TIER=FL+Stack /STK=33 /UG=Mm.4505 /LL=14450 /UG_GENE=Gart /DEF=
MOE430_2_1424443_at 6.7 5 A P 0.17 0.03 0.1 NC 0.37 gb:BC023123.1 /DB_XREF=gi:18606231 /FEA=FLmRNA /CNT=73 /TID=Mm.200913.1 /TIER=FL+Stack /STK=32 /UG=Mm.200913 /DEF=Mus musculus, Sim
MOE430_2_1424444_a_ 217.3 283.8 P P 0.000244 0.001221 0.1 NC 0.5 gb:BC019834.1 /DB_XREF=gi:18043719 /FEA=FLmRNA /CNT=71 /TID=Mm.57075.1 /TIER=FL+Stack /STK=32 /UG=Mm.57075 /LL=72244 /UG_GENE=1600
MOE430_2_1424447_at 200.5 189.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC008558.1 /DB_XREF=gi:14250266 /FEA=FLmRNA /CNT=50 /TID=Mm.39967.1 /TIER=FL+Stack /STK=32 /UG=Mm.39967 /DEF=Mus musculus, clone 
MOE430_2_1424457_at 82.9 88.4 P P 0.00415 0.001953 0.1 NC 0.5 gb:BC024809.1 /DB_XREF=gi:19354534 /FEA=FLmRNA /CNT=46 /TID=Mm.89673.1 /TIER=FL+Stack /STK=31 /UG=Mm.89673 /DEF=Mus musculus, Simila
MOE430_2_1424466_at 739.4 740.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF273672.1 /DB_XREF=gi:15186755 /GEN=Ranbp9 /FEA=FLmRNA /CNT=90 /TID=Mm.27495.1 /TIER=FL+Stack /STK=30 /UG=Mm.27495 /DEF=Mus m
MOE430_2_1424469_a_ 212.5 206.9 P P 0.000244 0.000244 0.1 NC 0.29 gb:BC025045.1 /DB_XREF=gi:19264089 /FEA=FLmRNA /CNT=55 /TID=Mm.196884.1 /TIER=FL+Stack /STK=30 /UG=Mm.196884 /LL=54188 /UG_GENE=C
MOE430_2_1424483_at 308.1 347.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC009149.1 /DB_XREF=gi:14318706 /FEA=FLmRNA /CNT=134 /TID=Mm.29500.1 /TIER=FL+Stack /STK=29 /UG=Mm.29500 /DEF=Mus musculus, hypo
MOE430_2_1424490_at 150.9 158.2 P P 0.00293 0.001953 0.1 NC 0.5 gb:BC024802.1 /DB_XREF=gi:19353802 /FEA=FLmRNA /CNT=61 /TID=Mm.181332.1 /TIER=FL+Stack /STK=29 /UG=Mm.181332 /LL=69213 /UG_GENE=24
MOE430_2_1424539_at 284.7 284.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI650739 /DB_XREF=gi:15564975 /DB_XREF=603297314F1 /CLONE=IMAGE:5338107 /FEA=FLmRNA /CNT=138 /TID=Mm.3979.1 /TIER=Stack /STK=52
MOE430_2_1424540_at 177.5 196.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF071070.1 /DB_XREF=gi:5305330 /GEN=Myak /FEA=FLmRNA /CNT=141 /TID=Mm.20827.2 /TIER=FL+Stack /STK=25 /UG=Mm.20827 /LL=15257 /DE
MOE430_2_1424554_at 557.2 595.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC025479.1 /DB_XREF=gi:19344094 /FEA=FLmRNA /CNT=53 /TID=Mm.18838.1 /TIER=FL+Stack /STK=25 /UG=Mm.18838 /DEF=Mus musculus, Simila
MOE430_2_1424572_a_ 602.3 671.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF171080.1 /DB_XREF=gi:5833935 /FEA=FLmRNA /CNT=74 /TID=Mm.30255.1 /TIER=FL+Stack /STK=24 /UG=Mm.30255 /LL=26914 /UG_GENE=H2afy
MOE430_2_1424586_at 474.8 517.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF424697.1 /DB_XREF=gi:16518389 /FEA=FLmRNA /CNT=44 /TID=Mm.26319.1 /TIER=FL+Stack /STK=24 /UG=Mm.26319 /DEF=Mus musculus KIAA09
MOE430_2_1424601_at 50 60.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC025538.1 /DB_XREF=gi:19343717 /FEA=FLmRNA /CNT=36 /TID=Mm.37531.1 /TIER=FL+Stack /STK=23 /UG=Mm.37531 /LL=71945 /UG_GENE=2310
MOE430_2_1424651_at 80.5 58.8 P P 0.001221 0.000244 0.1 NC 0.5 gb:BC021611.1 /DB_XREF=gi:18204459 /FEA=FLmRNA /CNT=43 /TID=Mm.24338.1 /TIER=FL+Stack /STK=21 /UG=Mm.24338 /DEF=Mus musculus, clone 
MOE430_2_1424656_s_ 237.5 228.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006916.1 /DB_XREF=gi:13905237 /FEA=FLmRNA /CNT=111 /TID=Mm.21114.1 /TIER=FL+Stack /STK=21 /UG=Mm.21114 /DEF=Mus musculus, clone
MOE430_2_1424683_at 152.5 221.7 P P 0.000244 0.000244 0.1 NC 0.44 gb:BG919470 /DB_XREF=gi:14299946 /DB_XREF=602817676F1 /CLONE=IMAGE:4946731 /FEA=FLmRNA /CNT=180 /TID=Mm.25311.2 /TIER=Stack /STK=
MOE430_2_1424721_at 361.5 413.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC006828.1 /DB_XREF=gi:13905085 /FEA=FLmRNA /CNT=63 /TID=Mm.30501.1 /TIER=FL+Stack /STK=18 /UG=Mm.30501 /DEF=Mus musculus, Simila
MOE430_2_1424731_at 117.5 114.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC018399.1 /DB_XREF=gi:17390942 /FEA=FLmRNA /CNT=35 /TID=Mm.29176.1 /TIER=FL+Stack /STK=18 /UG=Mm.29176 /DEF=Mus musculus, hypoth
MOE430_2_1424745_at 96.7 110.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024461.1 /DB_XREF=gi:19353547 /FEA=FLmRNA /CNT=49 /TID=Mm.177112.1 /TIER=FL+Stack /STK=17 /UG=Mm.177112 /LL=72947 /UG_GENE=29
MOE430_2_1424747_at 29.7 29.8 P P 0.03 0.00293 0.1 NC 0.23 gb:BC016221.1 /DB_XREF=gi:18921434 /FEA=FLmRNA /CNT=44 /TID=Mm.2204.1 /TIER=ConsEnd /STK=0 /UG=Mm.2204 /DEF=Mus musculus, clone MGC
MOE430_2_1424751_at 373.9 434.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AB021860.1 /DB_XREF=gi:6518526 /GEN=ABT1 /FEA=FLmRNA /CNT=51 /TID=Mm.501.1 /TIER=FL+Stack /STK=17 /UG=Mm.501 /LL=30946 /DEF=Mu
MOE430_2_1424752_x_ 74.3 89.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC016248.1 /DB_XREF=gi:16740749 /FEA=FLmRNA /CNT=38 /TID=Mm.124210.1 /TIER=FL+Stack /STK=17 /UG=Mm.124210 /DEF=Mus musculus, Sim
MOE430_2_1424763_at 18.7 15.2 A A 0.09 0.5 0.1 NC 0.71 gb:BC019423.1 /DB_XREF=gi:18044452 /FEA=FLmRNA /CNT=26 /TID=Mm.17993.1 /TIER=FL+Stack /STK=17 /UG=Mm.17993 /LL=75564 /UG_GENE=1700
MOE430_2_1424771_at 1556.9 1139.2 P P 0.000732 0.000244 0.1 NC 0.5 gb:BC024397.1 /DB_XREF=gi:19354427 /FEA=FLmRNA /CNT=67 /TID=Mm.154564.1 /TIER=FL+Stack /STK=16 /UG=Mm.154564 /DEF=Mus musculus, sim
MOE430_2_1424772_at 52.3 66 P P 0.00293 0.005859 0.1 NC 0.42 gb:BF661121 /DB_XREF=gi:11926255 /DB_XREF=maa61d04.x1 /CLONE=IMAGE:3821238 /FEA=FLmRNA /CNT=67 /TID=Mm.154564.1 /TIER=ConsEnd /ST
MOE430_2_1424794_at 11.7 9.1 A A 0.17 0.3 0.1 NC 0.5 gb:BC011492.1 /DB_XREF=gi:15079304 /FEA=FLmRNA /CNT=34 /TID=Mm.29223.1 /TIER=FL+Stack /STK=16 /UG=Mm.29223 /LL=66825 /UG_GENE=9130
MOE430_2_1424795_a_ 0.7 1.8 A A 0.96 0.93 0.1 NC 0.08 gb:BC023044.1 /DB_XREF=gi:18606193 /FEA=FLmRNA /CNT=26 /TID=Mm.34166.1 /TIER=FL+Stack /STK=16 /UG=Mm.34166 /LL=73598 /UG_GENE=1700
MOE430_2_1424803_at 88.2 105.3 P P 0.005859 0.005859 0.1 NC 0.04 gb:BC020002.1 /DB_XREF=gi:18044821 /FEA=FLmRNA /CNT=69 /TID=Mm.21695.1 /TIER=FL+Stack /STK=15 /UG=Mm.21695 /DEF=Mus musculus, Simila
MOE430_2_1424827_a_ 1771.7 2016.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC019740.1 /DB_XREF=gi:18043934 /FEA=FLmRNA /CNT=83 /TID=Mm.43737.1 /TIER=FL+Stack /STK=14 /UG=Mm.43737 /LL=93687 /UG_GENE=Csn
MOE430_2_1424832_at 16.2 21.3 A A 0.19 0.12 0.1 NC 0.5 gb:BC019814.1 /DB_XREF=gi:18044700 /FEA=FLmRNA /CNT=29 /TID=Mm.189188.1 /TIER=FL+Stack /STK=14 /UG=Mm.189188 /DEF=Mus musculus, clon
MOE430_2_1424834_s_ 89.3 78.5 P P 0.00415 0.001953 0.1 NC 0.5 gb:BC013815.1 /DB_XREF=gi:16975558 /FEA=FLmRNA /CNT=39 /TID=Mm.30880.1 /TIER=FL+Stack /STK=14 /UG=Mm.30880 /DEF=Mus musculus, clone 
MOE430_2_1424838_at 1.3 0.9 A A 0.78 0.79 0.1 NC 0.5 gb:BC005730.1 /DB_XREF=gi:13543103 /FEA=FLmRNA /CNT=22 /TID=Mm.35548.1 /TIER=FL+Stack /STK=14 /UG=Mm.35548 /DEF=Mus musculus, clone 
MOE430_2_1424845_a_ 29.1 34.8 P P 0.04 0.00293 0.1 NC 0.5 gb:BC027174.1 /DB_XREF=gi:20070670 /FEA=FLmRNA /CNT=30 /TID=Mm.196847.1 /TIER=FL+Stack /STK=14 /UG=Mm.196847 /DEF=Mus musculus, Sim
MOE430_2_1424873_at 365.4 394.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW539513 /DB_XREF=gi:7181930 /DB_XREF=C0120G05-3 /CLONE=C0120G05 /FEA=FLmRNA /CNT=195 /TID=Mm.31512.1 /TIER=Stack /STK=96 /UG
MOE430_2_1424877_a_ 1384.9 1574.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC018236.1 /DB_XREF=gi:17390543 /FEA=FLmRNA /CNT=71 /TID=Mm.6988.2 /TIER=FL+Stack /STK=12 /UG=Mm.6988 /LL=17025 /UG_GENE=Alad /
MOE430_2_1424904_at 41.2 43.6 P P 0.000244 0.000244 0.1 NC 0.39 gb:BC019143.1 /DB_XREF=gi:17512347 /FEA=FLmRNA /CNT=22 /TID=Mm.98366.1 /TIER=FL+Stack /STK=12 /UG=Mm.98366 /LL=71758 /UG_GENE=1300
MOE430_2_1424906_at 221.9 262.9 P P 0.000732 0.001221 0.1 NC 0.5 gb:BC025220.1 /DB_XREF=gi:19484195 /FEA=FLmRNA /CNT=22 /TID=Mm.5675.1 /TIER=FL+Stack /STK=12 /UG=Mm.5675 /DEF=Mus musculus, similar to
MOE430_2_1424908_at 120 125.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC019509.1 /DB_XREF=gi:18044141 /FEA=FLmRNA /CNT=25 /TID=Mm.27419.1 /TIER=FL+Stack /STK=12 /UG=Mm.27419 /LL=69606 /UG_GENE=2310
MOE430_2_1424915_s_ 196.5 209.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:AK009800.1 /DB_XREF=gi:12844819 /FEA=FLmRNA /CNT=136 /TID=Mm.22337.1 /TIER=Stack /STK=51 /UG=Mm.22337 /LL=71935 /UG_GENE=231004
MOE430_2_1424918_at 222.4 236.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC020138.1 /DB_XREF=gi:18043263 /FEA=FLmRNA /CNT=59 /TID=Mm.28823.1 /TIER=FL+Stack /STK=11 /UG=Mm.28823 /LL=67249 /UG_GENE=2810
MOE430_2_1424922_a_ 303.4 323.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC008532.1 /DB_XREF=gi:14250219 /FEA=FLmRNA /CNT=39 /TID=Mm.143755.2 /TIER=ConsEnd /STK=0 /UG=Mm.143755 /LL=57261 /UG_GENE=Brd
MOE430_2_1424923_at 40.9 37.8 P P 0.001221 0.008057 0.1 NC 0.5 gb:BC002065.1 /DB_XREF=gi:12805212 /FEA=FLmRNA /CNT=42 /TID=Mm.15085.1 /TIER=FL+Stack /STK=11 /UG=Mm.15085 /LL=20715 /UG_GENE=Spi2
MOE430_2_1424953_at 12.3 11.4 A A 0.39 0.5 0.1 NC 0.5 gb:BC021614.1 /DB_XREF=gi:18204572 /FEA=FLmRNA /CNT=32 /TID=Mm.26996.1 /TIER=FL+Stack /STK=10 /UG=Mm.26996 /DEF=Mus musculus, clone 
MOE430_2_1424967_x_ 8.7 7 A A 0.12 0.36 0.1 NC 0.5 gb:L47552.1 /DB_XREF=gi:1161071 /FEA=FLmRNA /CNT=13 /TID=Mm.632.2 /TIER=FL+Stack /STK=10 /UG=Mm.632 /LL=21956 /UG_GENE=Tnnt2 /DEF=
MOE430_2_1424974_at 25.2 17.9 P P 0.03 0.00415 0.1 NC 0.3 gb:BC024761.1 /DB_XREF=gi:19353705 /FEA=FLmRNA /CNT=17 /TID=Mm.184857.1 /TIER=FL+Stack /STK=10 /UG=Mm.184857 /DEF=Mus musculus, Sim
MOE430_2_1424983_a_ 82.4 97.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ031983 /DB_XREF=gi:19767262 /DB_XREF=UI-1-CF0-apt-f-03-0-UI.s1 /CLONE=UI-1-CF0-apt-f-03-0-UI /FEA=FLmRNA /CNT=145 /TID=Mm.313
MOE430_2_1425030_at 378.9 381.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006964.1 /DB_XREF=gi:13905335 /FEA=FLmRNA /CNT=36 /TID=Mm.29145.1 /TIER=FL+Stack /STK=8 /UG=Mm.29145 /DEF=Mus musculus, Similar 
MOE430_2_1425044_at 18.5 23 P P 0.04 0.001221 0.1 NC 0.5 gb:D86040.1 /DB_XREF=gi:1389578 /FEA=FLmRNA /CNT=9 /TID=Mm.4276.2 /TIER=FL+Stack /STK=8 /UG=Mm.4276 /LL=16522 /UG_GENE=Kcnj6 /DEF=
MOE430_2_1425053_at 351 378.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010892.1 /DB_XREF=gi:12846647 /FEA=FLmRNA /CNT=170 /TID=Mm.182574.1 /TIER=Stack /STK=8 /UG=Mm.182574 /LL=66307 /UG_GENE=26100
MOE430_2_1425054_a_ 553.2 598.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024696.1 /DB_XREF=gi:19353040 /FEA=FLmRNA /CNT=38 /TID=Mm.35837.1 /TIER=FL /STK=7 /UG=Mm.35837 /LL=76799 /UG_GENE=2510006D16
MOE430_2_1425055_at 42.5 44 P P 0.001953 0.000244 0.1 NC 0.5 gb:BC024879.1 /DB_XREF=gi:19354300 /FEA=FLmRNA /CNT=35 /TID=Mm.132396.1 /TIER=FL /STK=7 /UG=Mm.132396 /LL=68698 /UG_GENE=1110033O
MOE430_2_1425059_at 87.8 108.1 P P 0.000732 0.001221 0.1 NC 0.27 gb:BC022899.1 /DB_XREF=gi:18606411 /FEA=FLmRNA /CNT=43 /TID=Mm.36115.1 /TIER=FL /STK=7 /UG=Mm.36115 /DEF=Mus musculus, Similar to prot
MOE430_2_1425064_at 27 12.8 A P 0.08 0.04 0.1 NC 0.5 gb:BI646204 /DB_XREF=gi:15560440 /DB_XREF=603276932F1 /CLONE=IMAGE:5317471 /FEA=FLmRNA /CNT=34 /TID=Mm.4316.2 /TIER=ConsEnd /STK=
MOE430_2_1425066_a_ 198.8 178 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC018294.1 /DB_XREF=gi:17390693 /FEA=FLmRNA /CNT=33 /TID=Mm.197816.1 /TIER=FL /STK=7 /UG=Mm.197816 /LL=97287 /UG_GENE=1110061O
MOE430_2_1425076_at 218.5 189.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC026452.1 /DB_XREF=gi:20072931 /FEA=FLmRNA /CNT=19 /TID=Mm.108596.1 /TIER=FL /STK=7 /UG=Mm.108596 /LL=76594 /UG_GENE=2700075B
MOE430_2_1425082_s_ 69.5 83.6 P P 0.000732 0.000732 0.1 NC 0.17 gb:BC021408.1 /DB_XREF=gi:18204099 /FEA=FLmRNA /CNT=13 /TID=Mm.218625.1 /TIER=FL /STK=7 /UG=Mm.218625 /DEF=Mus musculus, clone MGC:
MOE430_2_1425085_at 85.5 90.7 P P 0.000244 0.000244 0.1 NC 0.28 gb:BC026813.1 /DB_XREF=gi:20071128 /FEA=FLmRNA /CNT=12 /TID=Mm.98395.1 /TIER=FL /STK=7 /UG=Mm.98395 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425096_a_ 95.9 98.3 P P 0.000244 0.001221 0.1 NC 0.5 gb:BC021349.1 /DB_XREF=gi:18204168 /FEA=FLmRNA /CNT=8 /TID=Mm.176845.2 /TIER=FL /STK=7 /UG=Mm.176845 /LL=71799 /UG_GENE=1110069M1
MOE430_2_1425112_at 10.4 9 A A 0.3 0.33 0.1 NC 0.37 gb:BC016493.1 /DB_XREF=gi:16741322 /FEA=FLmRNA /CNT=21 /TID=Mm.23565.1 /TIER=FL /STK=6 /UG=Mm.23565 /DEF=Mus musculus, Similar to hypo
MOE430_2_1425117_at 1.6 2 A A 0.82 0.82 0.1 NC 0.5 gb:BC019451.1 /DB_XREF=gi:18043454 /FEA=FLmRNA /CNT=17 /TID=Mm.88478.1 /TIER=FL /STK=6 /UG=Mm.88478 /LL=68352 /UG_GENE=0610012D14
MOE430_2_1425131_at 1.2 2 A A 0.97 0.96 0.1 NC 0.5 gb:U28216.1 /DB_XREF=gi:915379 /FEA=FLmRNA /CNT=7 /TID=Mm.4654.2 /TIER=FL /STK=6 /UG=Mm.4654 /LL=19259 /UG_GENE=Ptpn5 /DEF=Mus mu
MOE430_2_1425143_a_ 403.5 386.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006660.1 /DB_XREF=gi:13879365 /FEA=FLmRNA /CNT=37 /TID=Mm.218595.1 /TIER=FL /STK=5 /UG=Mm.218595 /DEF=Mus musculus, clone MGC:
MOE430_2_1425159_at 2.8 2.9 A A 0.8 0.87 0.1 NC 0.5 gb:BC024448.1 /DB_XREF=gi:19353935 /FEA=FLmRNA /CNT=12 /TID=Mm.57641.1 /TIER=FL /STK=5 /UG=Mm.57641 /LL=68338 /UG_GENE=0610012C01
MOE430_2_1425173_s_ 68.5 64.3 P P 0.000732 0.000244 0.1 NC 0.5 gb:AV055723 /DB_XREF=gi:15404323 /DB_XREF=AV055723 /CLONE=1810036H15 /FEA=FLmRNA /CNT=176 /TID=Mm.21218.1 /TIER=Stack /STK=100 /U
MOE430_2_1425176_at 9 7.3 A A 0.36 0.36 0.1 NC 0.44 gb:BC024634.1 /DB_XREF=gi:19353132 /FEA=FLmRNA /CNT=96 /TID=Mm.81159.1 /TIER=FL /STK=2 /UG=Mm.81159 /LL=68921 /UG_GENE=1110065A22
MOE430_2_1425181_at 8.2 9 P A 0.01 0.17 0.1 NC 0.72 gb:AV344708 /DB_XREF=gi:15406597 /DB_XREF=AV344708 /CLONE=6430547B10 /FEA=FLmRNA /CNT=71 /TID=Mm.45921.1 /TIER=Stack /STK=16 /UG
MOE430_2_1425186_at 80.4 90.4 P P 0.000244 0.000244 0.1 NC 0.36 gb:BC025579.1 /DB_XREF=gi:19343768 /FEA=FLmRNA /CNT=107 /TID=Mm.88763.1 /TIER=FL /STK=4 /UG=Mm.88763 /LL=68421 /UG_GENE=0910001K2
MOE430_2_1425188_s_ 244.5 271.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:BI691849 /DB_XREF=gi:15654478 /DB_XREF=603307573F1 /CLONE=IMAGE:5343282 /FEA=FLmRNA /CNT=91 /TID=Mm.14352.1 /TIER=ConsEnd /STK
MOE430_2_1425238_at 77.2 85.7 P P 0.001221 0.03 0.1 NC 0.5 gb:BC011413.1 /DB_XREF=gi:15030279 /FEA=FLmRNA /CNT=6 /TID=Mm.37987.1 /TIER=FL /STK=4 /UG=Mm.37987 /DEF=Mus musculus, Similar to ribos
MOE430_2_1425270_at 99.2 111.8 P P 0.02 0.01 0.1 NC 0.5 gb:D17577.1 /DB_XREF=gi:407338 /FEA=FLmRNA /CNT=24 /TID=Mm.42027.2 /TIER=FL /STK=3 /UG=Mm.42027 /LL=16561 /UG_GENE=Kif1b /DEF=Mous
MOE430_2_1425276_at 72.9 80.4 P P 0.000732 0.00415 0.1 NC 0.5 gb:BC027193.1 /DB_XREF=gi:20073176 /FEA=FLmRNA /CNT=27 /TID=Mm.200415.1 /TIER=FL /STK=3 /UG=Mm.200415 /LL=14123 /UG_GENE=Fbs /DEF
MOE430_2_1425280_at 123.1 111.5 P P 0.001221 0.001221 0.1 NC 0.5 gb:BC023108.1 /DB_XREF=gi:18605653 /FEA=FLmRNA /CNT=22 /TID=Mm.175032.1 /TIER=FL /STK=3 /UG=Mm.175032 /LL=69757 /UG_GENE=1500001K
MOE430_2_1425310_a_ 12.1 18.1 A A 0.27 0.27 0.1 NC 0.13 gb:BC002218.1 /DB_XREF=gi:12805484 /FEA=FLmRNA /CNT=6 /TID=Mm.3127.2 /TIER=FL /STK=3 /UG=Mm.3127 /LL=140709 /UG_GENE=Emu2-pending 
MOE430_2_1425323_a_ 804.5 975.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC008155.1 /DB_XREF=gi:14198193 /FEA=FLmRNA /CNT=3 /TID=Mm.26783.1 /TIER=FL /STK=3 /UG=Mm.26783 /DEF=Mus musculus, clone MGC:697
MOE430_2_1425346_at 104 93.8 P P 0.000244 0.000244 0.1 NC 0.48 gb:AF227194.1 /DB_XREF=gi:12655908 /FEA=FLmRNA /CNT=43 /TID=Mm.116965.2 /TIER=FL /STK=2 /UG=Mm.116965 /LL=57908 /UG_GENE=Zfp318 /D
MOE430_2_1425354_a_ 341.7 374.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC027286.1 /DB_XREF=gi:20073148 /FEA=FLmRNA /CNT=45 /TID=Mm.36785.1 /TIER=FL /STK=2 /UG=Mm.36785 /LL=66549 /UG_GENE=2010009L17
MOE430_2_1425356_at 71.7 76.6 P P 0.001953 0.00293 0.1 NC 0.5 gb:AF332092.1 /DB_XREF=gi:14193748 /GEN=Znf142 /FEA=FLmRNA /CNT=34 /TID=Mm.207298.1 /TIER=FL /STK=2 /UG=Mm.207298 /LL=77264 /DEF=M
MOE430_2_1425372_at 6.8 9 A A 0.17 0.09 0.1 NC 0.28 gb:BC024335.1 /DB_XREF=gi:19353865 /FEA=FLmRNA /CNT=12 /TID=Mm.26644.2 /TIER=FL /STK=2 /UG=Mm.26644 /LL=67713 /UG_GENE=1810055D05
MOE430_2_1425373_a_ 486 539.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC016606.1 /DB_XREF=gi:16741600 /FEA=FLmRNA /CNT=8 /TID=Mm.41043.2 /TIER=FL /STK=2 /UG=Mm.41043 /LL=107047 /UG_GENE=AW545363 /
MOE430_2_1425381_a_ 21.2 17.9 A A 0.17 0.17 0.1 NC 0.37 gb:BC013654.1 /DB_XREF=gi:15559220 /FEA=FLmRNA /CNT=7 /TID=Mm.21757.2 /TIER=FL /STK=2 /UG=Mm.21757 /LL=50765 /UG_GENE=Trfr2 /DEF=M
MOE430_2_1425464_at 158.7 182.8 P P 0.00415 0.001221 0.1 NC 0.23 gb:BM214048 /DB_XREF=gi:17772099 /DB_XREF=C0845C11-3 /CLONE=C0845C11 /FEA=FLmRNA /CNT=219 /TID=Mm.21146.1 /TIER=Stack /STK=103 /
MOE430_2_1425473_at 271.6 274.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG065488 /DB_XREF=gi:12548051 /DB_XREF=H3031G01-3 /CLONE=H3031G01 /FEA=FLmRNA /CNT=122 /TID=Mm.44151.1 /TIER=Stack /STK=71 /U
MOE430_2_1425485_at 140.4 108.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ174500 /DB_XREF=gi:20349991 /DB_XREF=UI-M-DJ2-bvy-e-02-0-UI.s1 /CLONE=UI-M-DJ2-bvy-e-02-0-UI /FEA=FLmRNA /CNT=113 /TID=Mm.2
MOE430_2_1425500_x_ 2.7 1.7 A A 0.46 0.69 0.1 NC 0.81 gb:BC003207.1 /DB_XREF=gi:13096825 /FEA=FLmRNA /CNT=102 /TID=Mm.1232.2 /TIER=FL /STK=1 /UG=Mm.1232 /DEF=Mus musculus, clone MGC:806
MOE430_2_1425511_at 27.9 28.5 A M 0.12 0.05 0.1 NC 0.5 gb:BM213279 /DB_XREF=gi:17771114 /DB_XREF=C0834B11-3 /CLONE=C0834B11 /FEA=FLmRNA /CNT=82 /TID=Mm.7445.1 /TIER=Stack /STK=25 /UG
MOE430_2_1425516_at 149.4 147.2 P P 0.000732 0.000244 0.1 NC 0.5 gb:BI657000 /DB_XREF=gi:15571236 /DB_XREF=603282226F1 /CLONE=IMAGE:5326423 /FEA=FLmRNA /CNT=98 /TID=Mm.220820.1 /TIER=ConsEnd /ST
MOE430_2_1425518_at 6.4 6.5 A A 0.24 0.21 0.1 NC 0.5 gb:AK004874.1 /DB_XREF=gi:12836386 /FEA=FLmRNA /CNT=46 /TID=Mm.196153.2 /TIER=Stack /STK=31 /UG=Mm.196153 /LL=56508 /UG_GENE=Cgef2
MOE430_2_1425520_a_ 70 67.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC004011.1 /DB_XREF=gi:13278393 /FEA=FLmRNA /CNT=34 /TID=Mm.100290.2 /TIER=FL /STK=1 /UG=Mm.100290 /LL=67422 /UG_GENE=3222401G
MOE430_2_1425526_a_ 460.9 575.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:L06502.1 /DB_XREF=gi:199583 /FEA=FLmRNA /CNT=86 /TID=Mm.3869.2 /TIER=FL /STK=1 /UG=Mm.3869 /LL=18933 /UG_GENE=Prrx1 /DEF=Mus mu
MOE430_2_1425527_at 414.5 451.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:U03873.1 /DB_XREF=gi:460124 /GEN=Pmx /FEA=FLmRNA /CNT=86 /TID=Mm.3869.2 /TIER=FL /STK=1 /UG=Mm.3869 /LL=18933 /DEF=Mus musculu
MOE430_2_1425537_at 160.1 174 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF369981.1 /DB_XREF=gi:20161938 /FEA=FLmRNA /CNT=54 /TID=Mm.3766.2 /TIER=FL+Stack /STK=20 /UG=Mm.3766 /LL=19042 /UG_GENE=Ppm1a
MOE430_2_1425543_s_ 89.3 91.9 P P 0.005859 0.01 0.1 NC 0.58 gb:BC014853.1 /DB_XREF=gi:15928786 /FEA=FLmRNA /CNT=40 /TID=Mm.80531.1 /TIER=FL /STK=1 /UG=Mm.80531 /DEF=Mus musculus, Similar to pho
MOE430_2_1425584_x_ 7.5 10.7 A A 0.18 0.27 0.1 NC 0.15 gb:BC010605.1 /DB_XREF=gi:14714898 /FEA=FLmRNA /CNT=15 /TID=Mm.1232.3 /TIER=FL /STK=1 /UG=Mm.1232 /DEF=Mus musculus, clone MGC:6728
MOE430_2_1425590_s_ 5.7 8.2 A A 0.56 0.6 0.1 NC 0.5 gb:AF296412.1 /DB_XREF=gi:15022494 /GEN=Aipl1 /FEA=FLmRNA /CNT=14 /TID=Mm.95707.1 /TIER=FL /STK=1 /UG=Mm.95707 /LL=114230 /DEF=Mus
MOE430_2_1425601_a_ 254.2 268.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC013820.1 /DB_XREF=gi:16975560 /FEA=FLmRNA /CNT=17 /TID=Mm.4139.2 /TIER=FL /STK=1 /UG=Mm.4139 /LL=20166 /UG_GENE=Rtkn /DEF=Mu
MOE430_2_1425605_a_ 84.1 105.8 P P 0.000244 0.000244 0.1 NC 0.44 gb:AF190665.1 /DB_XREF=gi:9651219 /GEN=Lmbr1 /FEA=FLmRNA /CNT=13 /TID=Mm.41572.1 /TIER=FL /STK=1 /UG=Mm.41572 /LL=56873 /DEF=Mus m
MOE430_2_1425607_at 55.5 65.4 A A 0.12 0.11 0.1 NC 0.16 gb:AB066227.1 /DB_XREF=gi:15636916 /GEN=Hlcs /FEA=FLmRNA /CNT=28 /TID=Mm.30921.1 /TIER=FL /STK=1 /UG=Mm.30921 /LL=110948 /UG_TITLE
MOE430_2_1425608_at 32.5 34.3 P M 0.005859 0.05 0.1 NC 0.51 gb:BC016269.1 /DB_XREF=gi:16740805 /FEA=FLmRNA /CNT=24 /TID=Mm.196295.1 /TIER=FL /STK=1 /UG=Mm.196295 /LL=72349 /UG_GENE=2210015O
MOE430_2_1425620_at 107.9 107.7 P P 0.001221 0.005859 0.1 NC 0.5 gb:AF039601.1 /DB_XREF=gi:3387819 /FEA=FLmRNA /CNT=31 /TID=Mm.200775.1 /TIER=FL /STK=1 /UG=Mm.200775 /LL=21814 /UG_GENE=Tgfbr3 /DE
MOE430_2_1425641_at 25.2 20 P A 0.02 0.08 0.1 NC 0.57 gb:BB586268 /DB_XREF=gi:11482812 /DB_XREF=BB586268 /CLONE=9530004N11 /FEA=FLmRNA /CNT=18 /TID=Mm.6949.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1425645_s_ 0.5 1.3 A A 0.8 0.75 0.1 NC 0.29 gb:AF128849.1 /DB_XREF=gi:4731349 /FEA=FLmRNA /CNT=17 /TID=Mm.14177.1 /TIER=FL /STK=1 /UG=Mm.14177 /LL=13091 /UG_GENE=Cyp2b20 /DE
MOE430_2_1425667_at 3.9 2.6 A A 0.85 0.88 0.1 NC 0.66 gb:AF416923.1 /DB_XREF=gi:17646240 /FEA=FLmRNA /CNT=12 /TID=Mm.210047.2 /TIER=FL /STK=1 /UG=Mm.210047 /LL=66486 /UG_GENE=Thea /DE
MOE430_2_1425673_at 50.5 66 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC005613.1 /DB_XREF=gi:13542822 /FEA=FLmRNA /CNT=10 /TID=Mm.164524.1 /TIER=FL /STK=1 /UG=Mm.164524 /DEF=Mus musculus, clone MGC:
MOE430_2_1425694_at 1.6 2.1 A A 0.82 0.85 0.1 NC 0.48 gb:AF140427.1 /DB_XREF=gi:6002731 /GEN=Tbx5 /FEA=FLmRNA /CNT=13 /TID=Mm.103636.1 /TIER=FL /STK=1 /UG=Mm.103636 /LL=21388 /DEF=Mus
MOE430_2_1425698_a_ 40.2 58 P P 0.000732 0.000244 0.1 NC 0.49 gb:AF408398.1 /DB_XREF=gi:15637357 /FEA=FLmRNA /CNT=11 /TID=Mm.197511.1 /TIER=FL /STK=1 /UG=Mm.197511 /DEF=Mus musculus tyrosine kina
MOE430_2_1425702_a_ 38.6 53.5 P P 0.01 0.01 0.1 NC 0.5 gb:BC011294.1 /DB_XREF=gi:15030092 /FEA=FLmRNA /CNT=10 /TID=Mm.30145.2 /TIER=FL /STK=1 /UG=Mm.30145 /LL=83965 /UG_GENE=Enpp5 /DEF
MOE430_2_1425725_s_ 54.2 56.2 P P 0.001953 0.008057 0.1 NC 0.5 gb:BF136532 /DB_XREF=gi:10975572 /DB_XREF=601783871F1 /CLONE=IMAGE:4011857 /FEA=FLmRNA /CNT=11 /TID=Mm.3785.2 /TIER=ConsEnd /STK
MOE430_2_1425758_a_ 1.6 1.8 A A 0.6 0.46 0.1 NC 0.5 gb:AF266478.1 /DB_XREF=gi:9844921 /FEA=FLmRNA /CNT=6 /TID=Mm.155709.2 /TIER=FL /STK=1 /UG=Mm.155709 /LL=63859 /UG_GENE=Impg1 /DEF=
MOE430_2_1425845_a_ 77.1 81.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC026364.1 /DB_XREF=gi:20071326 /FEA=FLmRNA /CNT=3 /TID=Mm.33376.2 /TIER=FL /STK=1 /UG=Mm.33376 /LL=56392 /UG_GENE=Shoc2 /DEF=
MOE430_2_1425850_a_ 532.9 585.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC019524.1 /DB_XREF=gi:18043466 /FEA=FLmRNA /CNT=3 /TID=Mm.143818.2 /TIER=FL /STK=1 /UG=Mm.143818 /LL=59126 /UG_GENE=Nek6 /DEF
MOE430_2_1425880_x_ 1.4 0.8 A A 0.72 0.74 0.1 NC 0.5 gb:AF290196.1 /DB_XREF=gi:17483741 /FEA=FLmRNA /CNT=4 /TID=Mm.214642.1 /TIER=FL /STK=1 /UG=Mm.214642 /DEF=Mus musculus zinc finger pro
MOE430_2_1425886_at 4.4 7.2 A A 0.24 0.46 0.1 NC 0.51 gb:AY049085.1 /DB_XREF=gi:19386466 /FEA=FLmRNA /CNT=3 /TID=Mm.150496.1 /TIER=FL /STK=1 /UG=Mm.150496 /DEF=Mus musculus ETS-domain t
MOE430_2_1425895_a_ 931.4 1056.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:U43884.1 /DB_XREF=gi:1244792 /GEN=Id1B /FEA=FLmRNA /CNT=3 /TID=Mm.444.2 /TIER=FL /STK=1 /UG=Mm.444 /LL=15901 /DEF=Mus musculus t
MOE430_2_1425909_at 12 10.2 A P 0.08 0.03 0.1 NC 0.42 gb:BC005705.1 /DB_XREF=gi:13543054 /FEA=FLmRNA /CNT=2 /TID=Mm.190633.1 /TIER=FL /STK=1 /UG=Mm.190633 /DEF=Mus musculus, clone MGC:1
MOE430_2_1425932_a_ 87.8 100.5 P P 0.001221 0.00293 0.1 NC 0.5 gb:AF267535.1 /DB_XREF=gi:8745538 /FEA=FLmRNA /CNT=2 /TID=Mm.7526.2 /TIER=FL /STK=1 /UG=Mm.7526 /LL=13046 /UG_GENE=Cugbp1 /DEF=Mu
MOE430_2_1425934_a_ 72.7 68.2 P P 0.000244 0.000732 0.1 NC 0.5 gb:AF158746.1 /DB_XREF=gi:8886051 /FEA=FLmRNA /CNT=2 /TID=Mm.182377.2 /TIER=FL /STK=1 /UG=Mm.182377 /LL=56375 /UG_GENE=B4galt4 /DE
MOE430_2_1425935_at 0.4 2.1 A A 0.63 0.53 0.1 NC 0.5 gb:BC021897.1 /DB_XREF=gi:18255593 /FEA=FLmRNA /CNT=2 /TID=Mm.215256.1 /TIER=FL /STK=1 /UG=Mm.215256 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425962_at 0.4 0.5 A A 0.96 0.99 0.1 NC 0.4 gb:AY029597.1 /DB_XREF=gi:20142350 /FEA=FLmRNA /CNT=2 /TID=Mm.220171.1 /TIER=FL /STK=1 /UG=Mm.220171 /DEF=Mus musculus NKRP1F mRN
MOE430_2_1425965_at 23 28.8 P A 0.02 0.06 0.1 NC 0.5 gb:D50527.1 /DB_XREF=gi:1167509 /FEA=FLmRNA /CNT=2 /TID=Mm.331.4 /TIER=FL /STK=1 /UG=Mm.331 /LL=22190 /UG_GENE=Ubc /DEF=Mouse mR
MOE430_2_1425988_a_ 8.9 9.5 A A 0.27 0.19 0.1 NC 0.45 gb:AF071071.1 /DB_XREF=gi:5305332 /GEN=Myak /FEA=FLmRNA /CNT=1 /TID=Mm.20827.4 /TIER=FL /STK=1 /UG=Mm.20827 /LL=15257 /DEF=Mus mu
MOE430_2_1425999_at 0.8 1.5 A A 0.63 0.72 0.1 NC 0.42 gb:M29009.1 /DB_XREF=gi:192563 /FEA=FLmRNA /CNT=1 /TID=Mm.194940.4 /TIER=FL /STK=1 /UG=Mm.194940 /LL=192290 /UG_GENE=BC026782 /UG
MOE430_2_1426005_at 8.7 10.2 A A 0.14 0.11 0.1 NC 0.5 gb:U65020.1 /DB_XREF=gi:2734853 /FEA=FLmRNA /CNT=1 /TID=Mm.8011.1 /TIER=FL /STK=1 /UG=Mm.8011 /LL=13406 /UG_GENE=Dmp1 /DEF=Mus m
MOE430_2_1426014_a_ 12.4 8.3 A A 0.08 0.21 0.1 NC 0.5 gb:AF462391.1 /DB_XREF=gi:18308179 /FEA=FLmRNA /CNT=1 /TID=Mm.29080.1 /TIER=FL /STK=1 /UG=Mm.29080 /LL=72040 /UG_GENE=1810074H01R
MOE430_2_1426020_at 0.6 2.5 A A 0.46 0.27 0.1 NC 0.45 gb:U39073.1 /DB_XREF=gi:1335838 /FEA=FLmRNA /CNT=1 /TID=Mm.124.5 /TIER=FL /STK=1 /UG=Mm.124 /LL=21917 /UG_GENE=Tmpo /DEF=Mus mus
MOE430_2_1426025_s_ 18.8 18.4 A A 0.19 0.09 0.1 NC 0.5 gb:U29539.1 /DB_XREF=gi:924941 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.13 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musculus 
MOE430_2_1426030_a_ 836.6 922.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC025494.1 /DB_XREF=gi:19343725 /FEA=FLmRNA /CNT=1 /TID=Mm.219639.1 /TIER=FL /STK=1 /UG=Mm.219639 /DEF=Mus musculus, Similar to N-
MOE430_2_1426040_a_ 54 47.5 P P 0.00415 0.008057 0.1 NC 0.5 gb:AF000968.1 /DB_XREF=gi:2290718 /GEN=Odf2 /FEA=FLmRNA /CNT=1 /TID=Mm.663.2 /TIER=FL /STK=1 /UG=Mm.663 /LL=18286 /DEF=Mus musculu
MOE430_2_1426059_at 11.9 2.4 A A 0.72 0.82 0.1 NC 0.45 gb:BC012412.1 /DB_XREF=gi:15214573 /FEA=FLmRNA /CNT=1 /TID=Mm.100043.1 /TIER=FL /STK=1 /UG=Mm.100043 /DEF=Mus musculus, Similar to Glu
MOE430_2_1426093_at 14.9 17.9 A A 0.17 0.08 0.1 NC 0.33 gb:AF220141.1 /DB_XREF=gi:12407450 /GEN=Trim34 /FEA=FLmRNA /CNT=1 /TID=Mm.219657.4 /TIER=FL /STK=1 /UG=Mm.219657 /LL=94094 /DEF=Mu
MOE430_2_1426138_a_ 517.2 550.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF296656.1 /DB_XREF=gi:14029262 /FEA=FLmRNA /CNT=1 /TID=Mm.179304.3 /TIER=FL /STK=1 /UG=Mm.179304 /LL=140499 /UG_GENE=Ubc6p-pe
MOE430_2_1426163_x_ 2571.9 1826 P P 0.008057 0.005859 0.1 NC 0.5 gb:M85235.1 /DB_XREF=gi:200769 /GEN=ribosomal protein /FEA=FLmRNA /CNT=1 /TID=Mm.37835.2 /TIER=FL /STK=1 /UG=Mm.37835 /LL=19989 /DEF
MOE430_2_1426171_x_ 0.3 0.5 A A 0.5 0.78 0.1 NC 0.37 gb:U10095.1 /DB_XREF=gi:533497 /FEA=FLmRNA /CNT=1 /TID=Mm.193478.4 /TIER=FL /STK=1 /UG=Mm.193478 /LL=16638 /UG_GENE=Klra7 /DEF=Mus
MOE430_2_1426190_at 0.7 1.6 A A 0.82 0.78 0.1 NC 0.5 gb:AF069744.1 /DB_XREF=gi:4139032 /GEN=Aip1 /FEA=FLmRNA /CNT=1 /TID=Mm.42086.1 /TIER=FL /STK=1 /UG=Mm.42086 /DEF=Mus musculus Aip1 
MOE430_2_1426207_at 418 518.4 P P 0.000244 0.000244 0.1 NC 0.35 gb:AF088910.1 /DB_XREF=gi:5814088 /GEN=Ikkb /FEA=FLmRNA /CNT=139 /TID=Mm.28269.1 /TIER=FL+Stack /STK=95 /UG=Mm.28269 /LL=16150 /DEF
MOE430_2_1426233_at 88.8 116.5 P P 0.000244 0.000732 0.1 NC 0.5 gb:U18310.1 /DB_XREF=gi:1754530 /GEN=SEK1 /FEA=FLmRNA /CNT=171 /TID=Mm.27491.1 /TIER=FL+Stack /STK=36 /UG=Mm.27491 /LL=26398 /DEF=
MOE430_2_1426250_s_ 161.5 136.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC023401.1 /DB_XREF=gi:19484034 /FEA=FLmRNA /CNT=58 /TID=Mm.103542.1 /TIER=FL+Stack /STK=24 /UG=Mm.103542 /LL=74549 /UG_GENE=9
MOE430_2_1426253_at 89 123.3 P P 0.000244 0.01 0.1 NC 0.5 gb:BC018481.1 /DB_XREF=gi:17391133 /FEA=FLmRNA /CNT=37 /TID=Mm.29409.1 /TIER=FL+Stack /STK=23 /UG=Mm.29409 /LL=66768 /UG_GENE=4933
MOE430_2_1426275_a_ 297.3 329.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF399958.1 /DB_XREF=gi:15150357 /GEN=Uxs1 /FEA=FLmRNA /CNT=74 /TID=Mm.12790.1 /TIER=FL+Stack /STK=14 /UG=Mm.12790 /LL=67883 /DE
MOE430_2_1426277_at 329.2 369.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC022606.1 /DB_XREF=gi:18490941 /FEA=FLmRNA /CNT=31 /TID=Mm.29411.1 /TIER=FL+Stack /STK=14 /UG=Mm.29411 /DEF=Mus musculus, Simila
MOE430_2_1426284_at 0.5 1.1 A A 0.91 0.93 0.1 NC 0.53 gb:AF473907.1 /DB_XREF=gi:18921035 /FEA=FLmRNA /CNT=35 /TID=Mm.28042.1 /TIER=FL+Stack /STK=12 /UG=Mm.28042 /LL=66809 /UG_GENE=9030
MOE430_2_1426311_s_ 292.2 283 P P 0.00293 0.001953 0.1 NC 0.5 gb:AV241525 /DB_XREF=gi:15405196 /DB_XREF=AV241525 /CLONE=4732450C11 /FEA=FLmRNA /CNT=199 /TID=Mm.25634.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1426331_a_ 1.3 2 A A 0.78 0.75 0.1 NC 0.31 gb:AF327857.1 /DB_XREF=gi:16588848 /FEA=FLmRNA /CNT=8 /TID=Mm.27789.1 /TIER=FL /STK=0 /UG=Mm.27789 /DEF=Mus musculus lung GRP1 bindi
MOE430_2_1426341_at 411.5 409.7 P P 0.001221 0.000244 0.1 NC 0.5 gb:BB357585 /DB_XREF=gi:9069413 /DB_XREF=BB357585 /CLONE=C030022J05 /FEA=FLmRNA /CNT=474 /TID=Mm.33356.1 /TIER=Stack /STK=79 /UG
MOE430_2_1426342_at 2192.2 2452 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK013164.1 /DB_XREF=gi:12850354 /FEA=FLmRNA /CNT=308 /TID=Mm.29697.1 /TIER=Stack /STK=115 /UG=Mm.29697 /LL=68292 /UG_GENE=13000
MOE430_2_1426345_at 270.6 303.2 P P 0.000244 0.000244 0.1 NC 0.37 gb:BQ173885 /DB_XREF=gi:20349371 /DB_XREF=UI-M-DJ2-bvv-a-02-0-UI.s1 /CLONE=UI-M-DJ2-bvv-a-02-0-UI /FEA=FLmRNA /CNT=249 /TID=Mm.1
MOE430_2_1426346_at 124.3 129.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF455126 /DB_XREF=gi:11521295 /DB_XREF=UI-M-BZ1-bja-f-05-0-UI.s1 /CLONE=UI-M-BZ1-bja-f-05-0-UI /FEA=FLmRNA /CNT=249 /TID=Mm.183
MOE430_2_1426354_at 215.5 222.5 P P 0.000244 0.000732 0.1 NC 0.5 gb:AK009033.1 /DB_XREF=gi:12843581 /FEA=FLmRNA /CNT=142 /TID=Mm.3779.1 /TIER=Stack /STK=73 /UG=Mm.3779 /LL=69465 /UG_GENE=2300006C
MOE430_2_1426355_a_ 1411.8 1430.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ176168 /DB_XREF=gi:20351660 /DB_XREF=UI-M-DJ2-bwg-c-24-0-UI.s1 /CLONE=UI-M-DJ2-bwg-c-24-0-UI /FEA=FLmRNA /CNT=157 /TID=Mm.
MOE430_2_1426367_at 94.2 63.9 P P 0.00293 0.001221 0.1 NC 0.5 gb:BB541911 /DB_XREF=gi:16447233 /DB_XREF=BB541911 /CLONE=E130116O21 /FEA=FLmRNA /CNT=144 /TID=Mm.179091.3 /TIER=Stack /STK=50 /
MOE430_2_1426372_a_ 399 449.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG070506 /DB_XREF=gi:12553075 /DB_XREF=H3088B01-3 /CLONE=H3088B01 /FEA=FLmRNA /CNT=67 /TID=Mm.155696.2 /TIER=Stack /STK=47 /U
MOE430_2_1426388_s_ 525.6 532.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:BG065052 /DB_XREF=gi:12547615 /DB_XREF=H3026G12-3 /CLONE=H3026G12 /FEA=FLmRNA /CNT=114 /TID=Mm.3860.3 /TIER=Stack /STK=37 /UG
MOE430_2_1426445_at 110.5 117.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB703735 /DB_XREF=gi:16052570 /DB_XREF=BB703735 /CLONE=7420456A15 /FEA=FLmRNA /CNT=119 /TID=Mm.200774.1 /TIER=Stack /STK=18 /U
MOE430_2_1426461_at 244.7 284.7 P P 0.001221 0.001953 0.1 NC 0.5 gb:AV370025 /DB_XREF=gi:16397786 /DB_XREF=AV370025 /CLONE=9030206D14 /FEA=FLmRNA /CNT=116 /TID=Mm.28877.2 /TIER=Stack /STK=9 /UG
MOE430_2_1426469_a_ 234 230.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AA839596 /DB_XREF=gi:2915691 /DB_XREF=vw97b11.r1 /CLONE=IMAGE:1262877 /FEA=FLmRNA /CNT=48 /TID=Mm.43711.3 /TIER=Stack /STK=13 /
MOE430_2_1426494_at 150 142.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV161118 /DB_XREF=gi:5404753 /DB_XREF=AV161118 /CLONE=3010065J04 /FEA=FLmRNA /CNT=49 /TID=Mm.46761.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1426495_at 113.3 126.6 P P 0.000244 0.000732 0.1 NC 0.5 gb:BQ031311 /DB_XREF=gi:19766590 /DB_XREF=UI-1-CF0-amg-g-09-0-UI.s1 /CLONE=UI-1-CF0-amg-g-09-0-UI /FEA=FLmRNA /CNT=51 /TID=Mm.46
MOE430_2_1426503_a_ 233 244.1 P P 0.000732 0.000244 0.1 NC 0.5 gb:BG067288 /DB_XREF=gi:12549857 /DB_XREF=H3052F09-3 /CLONE=H3052F09 /FEA=FLmRNA /CNT=43 /TID=Mm.24413.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426504_a_ 248.4 264.1 P P 0.000244 0.000732 0.1 NC 0.5 gb:BI871826 /DB_XREF=gi:16045489 /DB_XREF=603396943F1 /CLONE=IMAGE:5400587 /FEA=FLmRNA /CNT=43 /TID=Mm.24413.1 /TIER=ConsEnd /STK
MOE430_2_1426510_at 148.3 188.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW537824 /DB_XREF=gi:7180196 /DB_XREF=G0120D03-3 /CLONE=G0120D03 /FEA=FLmRNA /CNT=278 /TID=Mm.136458.1 /TIER=Stack /STK=72 /U
MOE430_2_1426521_at 143.1 155.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:BG065702 /DB_XREF=gi:12548265 /DB_XREF=H3034C05-3 /CLONE=H3034C05 /FEA=FLmRNA /CNT=73 /TID=Mm.27186.1 /TIER=Stack /STK=41 /UG
MOE430_2_1426525_at 324.9 321.4 P P 0.000244 0.000244 0.1 NC 0.36 gb:AK014481.1 /DB_XREF=gi:12852365 /FEA=FLmRNA /CNT=86 /TID=Mm.17166.1 /TIER=Stack /STK=39 /UG=Mm.17166 /LL=77044 /UG_GENE=4432409



MOE430_2_1426529_a_ 988 971.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:C76322 /DB_XREF=gi:2516652 /DB_XREF=C76322 /CLONE=J0008F11 /FEA=FLmRNA /CNT=215 /TID=Mm.22632.1 /TIER=Stack /STK=32 /UG=Mm.22
MOE430_2_1426532_at 153.5 170.4 P P 0.000244 0.000244 0.1 NC 0.33 gb:BB832996 /DB_XREF=gi:17011239 /DB_XREF=BB832996 /CLONE=G930024J23 /FEA=FLmRNA /CNT=171 /TID=Mm.73251.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426535_at 537.3 578.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV307841 /DB_XREF=gi:16393974 /DB_XREF=AV307841 /CLONE=5730555N04 /FEA=FLmRNA /CNT=211 /TID=Mm.86959.1 /TIER=Stack /STK=27 /U
MOE430_2_1426550_at 1.6 1.5 A A 0.85 0.93 0.1 NC 0.3 gb:BB334346 /DB_XREF=gi:16404061 /DB_XREF=BB334346 /CLONE=B830021E24 /FEA=FLmRNA /CNT=93 /TID=Mm.45129.1 /TIER=Stack /STK=21 /UG
MOE430_2_1426562_a_ 0.5 2.3 A A 0.9 0.69 0.1 NC 0.1 gb:BE952082 /DB_XREF=gi:10592089 /DB_XREF=UI-M-CD0-ayi-e-10-0-UI.s1 /CLONE=UI-M-CD0-ayi-e-10-0-UI /FEA=FLmRNA /CNT=60 /TID=Mm.432
MOE430_2_1426568_at 6.5 8.8 A A 0.19 0.21 0.1 NC 0.45 gb:BB148652 /DB_XREF=gi:15408910 /DB_XREF=BB148652 /CLONE=9930113A06 /FEA=FLmRNA /CNT=35 /TID=Mm.17389.1 /TIER=Stack /STK=16 /UG
MOE430_2_1426577_a_ 233.9 256.7 P P 0.00293 0.00293 0.1 NC 0.5 gb:BM570079 /DB_XREF=gi:18852052 /DB_XREF=ii08f09.x1 /CLONE=IMAGE:5941025 /FEA=FLmRNA /CNT=29 /TID=Mm.29152.1 /TIER=Stack /STK=14 /
MOE430_2_1426585_s_ 1376.9 1570.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM209765 /DB_XREF=gi:17766360 /DB_XREF=C0653A03-3 /CLONE=C0653A03 /FEA=FLmRNA /CNT=248 /TID=Mm.196581.2 /TIER=Stack /STK=12 /
MOE430_2_1426600_at 197.3 222 P P 0.000732 0.000732 0.1 NC 0.5 gb:BM209618 /DB_XREF=gi:17766162 /DB_XREF=C0650E08-3 /CLONE=C0650E08 /FEA=FLmRNA /CNT=156 /TID=Mm.21002.1 /TIER=Stack /STK=10 /U
MOE430_2_1426620_at 66.5 74.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB549997 /DB_XREF=gi:9621425 /DB_XREF=BB549997 /CLONE=E230019N14 /FEA=FLmRNA /CNT=174 /TID=Mm.26817.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426639_a_ 2.8 3.5 A A 0.27 0.36 0.1 NC 0.53 gb:BG487404 /DB_XREF=gi:14277654 /DB_XREF=SAC183 /FEA=FLmRNA /CNT=4 /TID=Mm.218790.2 /TIER=ConsEnd /STK=0 /UG=Mm.218790 /LL=2141
MOE430_2_1426647_at 44.2 56.9 P P 0.01 0.01 0.1 NC 0.54 gb:BM250764 /DB_XREF=gi:17886034 /DB_XREF=K0854G12-3 /CLONE=K0854G12 /FEA=mRNA /CNT=340 /TID=Mm.22565.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1426677_at 3336.8 3179.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM233746 /DB_XREF=gi:17869004 /DB_XREF=K0340G06-3 /CLONE=K0340G06 /FEA=mRNA /CNT=307 /TID=Mm.28044.1 /TIER=Stack /STK=121 /UG
MOE430_2_1426678_at 513.8 551.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW536850 /DB_XREF=gi:7179267 /DB_XREF=G0109E08-3 /CLONE=G0109E08 /FEA=mRNA /CNT=318 /TID=Mm.3035.1 /TIER=Stack /STK=120 /UG=M
MOE430_2_1426681_at 186.6 225.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ177034 /DB_XREF=gi:20352526 /DB_XREF=UI-M-DJ2-bwa-m-02-0-UI.s1 /CLONE=UI-M-DJ2-bwa-m-02-0-UI /FEA=mRNA /CNT=166 /TID=Mm.35
MOE430_2_1426688_at 1580.8 1581.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010561.1 /DB_XREF=gi:12846095 /FEA=mRNA /CNT=437 /TID=Mm.22149.1 /TIER=Stack /STK=113 /UG=Mm.22149 /LL=66945 /UG_GENE=Sdha /U
MOE430_2_1426699_at 78.5 70.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB415500 /DB_XREF=gi:15411998 /DB_XREF=BB415500 /CLONE=C430042D23 /FEA=mRNA /CNT=170 /TID=Mm.206206.1 /TIER=Stack /STK=14 /UG
MOE430_2_1426707_at 132.4 142.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC025647.1 /DB_XREF=gi:19343766 /FEA=mRNA /CNT=156 /TID=Mm.206498.1 /TIER=Stack /STK=101 /UG=Mm.206498 /DEF=Mus musculus, Similar 
MOE430_2_1426719_at 562.2 615.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004792.1 /DB_XREF=gi:12836239 /GEN=Apbb2 /FEA=mRNA /CNT=127 /TID=Mm.5159.1 /TIER=Stack /STK=93 /UG=Mm.5159 /LL=11787 /UG_TITL
MOE430_2_1426723_at 257.6 260.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006679.1 /DB_XREF=gi:13879395 /FEA=mRNA /CNT=231 /TID=Mm.27339.2 /TIER=Stack /STK=92 /UG=Mm.27339 /LL=74498 /UG_GENE=5430411C
MOE430_2_1426734_at 1166.5 1498 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB008324 /DB_XREF=gi:16257090 /DB_XREF=BB008324 /CLONE=4732482B14 /FEA=mRNA /CNT=100 /TID=Mm.28244.1 /TIER=Stack /STK=82 /UG=
MOE430_2_1426742_at 1221.6 1247.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK019459.1 /DB_XREF=gi:12859675 /FEA=mRNA /CNT=217 /TID=Mm.148721.1 /TIER=Stack /STK=79 /UG=Mm.148721 /LL=11950 /UG_GENE=Atp5f1 
MOE430_2_1426743_at 1483.4 1680.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC002232.1 /DB_XREF=gi:12805510 /FEA=mRNA /CNT=142 /TID=Mm.29665.1 /TIER=Stack /STK=79 /UG=Mm.29665 /DEF=Mus musculus, clone IMAG
MOE430_2_1426761_at 409.9 497.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK007763.1 /DB_XREF=gi:12841516 /FEA=mRNA /CNT=134 /TID=Mm.28540.1 /TIER=Stack /STK=73 /UG=Mm.28540 /LL=99982 /UG_GENE=1810043O
MOE430_2_1426762_s_ 1082.8 1199.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK007763.1 /DB_XREF=gi:12841516 /FEA=mRNA /CNT=134 /TID=Mm.28540.1 /TIER=Stack /STK=73 /UG=Mm.28540 /LL=99982 /UG_GENE=1810043O
MOE430_2_1426769_s_ 493.7 535.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB522516 /DB_XREF=gi:16443683 /DB_XREF=BB522516 /CLONE=D930008C07 /FEA=mRNA /CNT=103 /TID=Mm.51116.1 /TIER=Stack /STK=71 /UG=
MOE430_2_1426771_at 203.8 196.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:AV366375 /DB_XREF=gi:16397672 /DB_XREF=AV366375 /CLONE=8430418P16 /FEA=mRNA /CNT=175 /TID=Mm.18728.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1426778_at 1243.5 1257.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM119578 /DB_XREF=gi:17087604 /DB_XREF=L0927F02-3 /CLONE=L0927F02 /FEA=mRNA /CNT=157 /TID=Mm.7524.2 /TIER=Stack /STK=68 /UG=M
MOE430_2_1426783_at 481.2 516.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW212720 /DB_XREF=gi:6518839 /DB_XREF=uo10h09.x1 /CLONE=IMAGE:2599169 /FEA=mRNA /CNT=82 /TID=Mm.218348.1 /TIER=Stack /STK=68 /U
MOE430_2_1426787_at 108.7 120.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW744519 /DB_XREF=gi:7656438 /DB_XREF=ur31a04.x1 /CLONE=IMAGE:3025902 /FEA=mRNA /CNT=82 /TID=Mm.219674.1 /TIER=Stack /STK=67 /U
MOE430_2_1426805_at 148.8 141.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW701251 /DB_XREF=gi:7585379 /DB_XREF=un79c04.x1 /CLONE=IMAGE:2537094 /FEA=mRNA /CNT=290 /TID=Mm.200406.1 /TIER=Stack /STK=70 /
MOE430_2_1426814_at 518.1 592 P P 0.000244 0.000244 0.1 NC 0.3 gb:BM248309 /DB_XREF=gi:17883579 /DB_XREF=K0814H06-3 /CLONE=K0814H06 /FEA=mRNA /CNT=132 /TID=Mm.24260.1 /TIER=Stack /STK=59 /UG=
MOE430_2_1426818_at 33.6 29.4 P P 0.03 0.008057 0.1 NC 0.29 gb:BC025091.1 /DB_XREF=gi:19263867 /FEA=mRNA /CNT=71 /TID=Mm.28099.2 /TIER=Stack /STK=57 /UG=Mm.28099 /LL=20652 /UG_GENE=Soat1 /DE
MOE430_2_1426825_at 117.9 117.2 P P 0.008057 0.001953 0.1 NC 0.09 gb:BB138853 /DB_XREF=gi:16267180 /DB_XREF=BB138853 /CLONE=9830162H06 /FEA=mRNA /CNT=69 /TID=Mm.29043.1 /TIER=Stack /STK=53 /UG=M
MOE430_2_1426826_at 299.6 323 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE825099 /DB_XREF=gi:10257333 /DB_XREF=C0509E04-3 /CLONE=C0509E04 /FEA=mRNA /CNT=81 /TID=Mm.32053.1 /TIER=Stack /STK=53 /UG=M
MOE430_2_1426829_at 242.8 228.8 P P 0.001221 0.001221 0.1 NC 0.42 gb:U22015.1 /DB_XREF=gi:709960 /GEN=RIP110 /FEA=mRNA /CNT=94 /TID=Mm.4097.1 /TIER=Stack /STK=52 /UG=Mm.4097 /LL=20184 /DEF=Mus mus
MOE430_2_1426832_at 54.3 53.8 P P 0.01 0.001953 0.1 NC 0.49 gb:BB460424 /DB_XREF=gi:16426524 /DB_XREF=BB460424 /CLONE=D130066O12 /FEA=mRNA /CNT=68 /TID=Mm.30600.1 /TIER=Stack /STK=52 /UG=M
MOE430_2_1426833_at 250.8 279.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG073769 /DB_XREF=gi:12556261 /DB_XREF=H3125H01-3 /CLONE=H3125H01 /FEA=mRNA /CNT=166 /TID=Mm.205030.1 /TIER=Stack /STK=51 /UG
MOE430_2_1426836_s_ 707 655.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV305242 /DB_XREF=gi:16393677 /DB_XREF=AV305242 /CLONE=5730526L06 /FEA=mRNA /CNT=115 /TID=Mm.26833.1 /TIER=Stack /STK=51 /UG=
MOE430_2_1426840_at 260.1 269.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM236752 /DB_XREF=gi:17872022 /DB_XREF=K0440F10-3 /CLONE=K0440F10 /FEA=mRNA /CNT=195 /TID=Mm.23834.1 /TIER=Stack /STK=50 /UG=
MOE430_2_1426848_at 185.8 95.8 P P 0.01 0.01 0.1 NC 0.5 gb:BB483554 /DB_XREF=gi:16441054 /DB_XREF=BB483554 /CLONE=D430021A12 /FEA=mRNA /CNT=137 /TID=Mm.134988.1 /TIER=Stack /STK=49 /UG
MOE430_2_1426868_x_ 49 86.8 A A 0.11 0.06 0.1 NC 0.5 gb:AK003174.1 /DB_XREF=gi:12833674 /GEN=Lmna /FEA=mRNA /CNT=65 /TID=Mm.3438.3 /TIER=ConsEnd /STK=1 /UG=Mm.3438 /LL=16905 /UG_TITLE
MOE430_2_1426873_s_ 57.9 62.5 P A 0.04 0.06 0.1 NC 0.5 gb:BI525123 /DB_XREF=gi:15349915 /DB_XREF=602926111F1 /CLONE=IMAGE:5058435 /FEA=mRNA /CNT=193 /TID=Mm.21990.1 /TIER=Stack /STK=46 
MOE430_2_1426874_at 666.9 696.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:BI150732 /DB_XREF=gi:14610733 /DB_XREF=602914819F1 /CLONE=IMAGE:5065325 /FEA=mRNA /CNT=78 /TID=Mm.28979.1 /TIER=Stack /STK=46 /
MOE430_2_1426895_at 173 170.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI666170 /DB_XREF=gi:15580403 /DB_XREF=603287164F1 /CLONE=IMAGE:5321342 /FEA=mRNA /CNT=80 /TID=Mm.153618.1 /TIER=Stack /STK=42 
MOE430_2_1426900_at 299.5 356 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV293164 /DB_XREF=gi:16392504 /DB_XREF=AV293164 /CLONE=5430433L24 /FEA=mRNA /CNT=75 /TID=Mm.23846.1 /TIER=Stack /STK=41 /UG=M
MOE430_2_1426916_at 88.5 95.7 P P 0.01 0.007568 0.1 NC 0.45 gb:BM211317 /DB_XREF=gi:17768484 /DB_XREF=C0804C03-3 /CLONE=C0804C03 /FEA=mRNA /CNT=57 /TID=Mm.220950.1 /TIER=Stack /STK=39 /UG
MOE430_2_1426964_at 772.2 890.9 P P 0.000244 0.000244 0.1 NC 0.39 gb:AK013984.1 /DB_XREF=gi:12851586 /FEA=mRNA /CNT=63 /TID=Mm.28149.1 /TIER=Stack /STK=32 /UG=Mm.28149 /LL=73112 /UG_GENE=3110003A1
MOE430_2_1426979_at 113 172 P P 0.000244 0.000244 0.1 NC 0.4 gb:AF265663.1 /DB_XREF=gi:18027087 /GEN=Mir /FEA=mRNA /CNT=88 /TID=Mm.83277.1 /TIER=Stack /STK=30 /UG=Mm.83277 /LL=100951 /DEF=Mus
MOE430_2_1426982_at 265.6 256.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ175858 /DB_XREF=gi:20351350 /DB_XREF=UI-M-DJ2-bwf-k-15-0-UI.s1 /CLONE=UI-M-DJ2-bwf-k-15-0-UI /FEA=mRNA /CNT=103 /TID=Mm.206
MOE430_2_1427001_s_ 5 3.4 A A 0.56 0.82 0.1 NC 0.28 gb:BF580781 /DB_XREF=gi:11654493 /DB_XREF=602093939F1 /CLONE=IMAGE:4208433 /FEA=mRNA /CNT=63 /TID=Mm.202383.1 /TIER=Stack /STK=27
MOE430_2_1427035_at 213.7 231.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB399837 /DB_XREF=gi:16413385 /DB_XREF=BB399837 /CLONE=C330015P15 /FEA=mRNA /CNT=42 /TID=Mm.28937.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1427036_a_ 1545.9 1476.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC027166.1 /DB_XREF=gi:20073307 /FEA=mRNA /CNT=224 /TID=Mm.219670.1 /TIER=Stack /STK=22 /UG=Mm.219670 /DEF=Mus musculus, Similar to
MOE430_2_1427037_at 152.1 168.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BF227830 /DB_XREF=gi:11135868 /DB_XREF=uz34f07.x1 /CLONE=IMAGE:3670981 /FEA=mRNA /CNT=224 /TID=Mm.219670.1 /TIER=Stack /STK=19 /
MOE430_2_1427048_at 1089.5 1119.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW555326 /DB_XREF=gi:7200737 /DB_XREF=L0252H03-3 /CLONE=L0252H03 /FEA=mRNA /CNT=61 /TID=Mm.29279.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1427067_at 50.5 57.8 P P 0.001221 0.000244 0.1 NC 0.5 gb:AJ404329.1 /DB_XREF=gi:13398294 /FEA=mRNA /CNT=38 /TID=Mm.29950.2 /TIER=ConsEnd /STK=0 /UG=Mm.29950 /LL=66771 /UG_GENE=4933439F
MOE430_2_1427068_x_ 53.8 54 P P 0.005859 0.001221 0.1 NC 0.5 gb:AJ404329.1 /DB_XREF=gi:13398294 /FEA=mRNA /CNT=38 /TID=Mm.29950.2 /TIER=ConsEnd /STK=0 /UG=Mm.29950 /LL=66771 /UG_GENE=4933439F
MOE430_2_1427071_at 86 88.1 P P 0.001221 0.001953 0.1 NC 0.44 gb:BC003960.1 /DB_XREF=gi:13278258 /FEA=mRNA /CNT=35 /TID=Mm.91085.1 /TIER=Stack /STK=20 /UG=Mm.91085 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427078_at 341.3 444 P P 0.000244 0.000244 0.1 NC 0.1 gb:BI690054 /DB_XREF=gi:15652683 /DB_XREF=603310521F1 /CLONE=IMAGE:5346509 /FEA=mRNA /CNT=64 /TID=Mm.35084.1 /TIER=Stack /STK=19 /
MOE430_2_1427084_a_ 128.1 146.6 P P 0.000244 0.000244 0.1 NC 0.48 gb:BG067961 /DB_XREF=gi:12550530 /DB_XREF=H3060B09-3 /CLONE=H3060B09 /FEA=mRNA /CNT=105 /TID=Mm.24022.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1427088_at 67 42.5 P P 0.000732 0.000244 0.1 NC 0.4 gb:BB426893 /DB_XREF=gi:16423737 /DB_XREF=BB426893 /CLONE=C630004K17 /FEA=mRNA /CNT=86 /TID=Mm.45584.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1427089_at 193.5 184.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM216130 /DB_XREF=gi:17774851 /DB_XREF=C0876A02-3 /CLONE=C0876A02 /FEA=mRNA /CNT=86 /TID=Mm.45584.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1427129_a_ 634.1 695.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW701147 /DB_XREF=gi:7585272 /DB_XREF=un75d10.x1 /CLONE=IMAGE:2536723 /FEA=mRNA /CNT=27 /TID=Mm.31051.2 /TIER=Stack /STK=15 /UG
MOE430_2_1427142_s_ 112.7 141.6 P P 0.008057 0.02 0.1 NC 0.5 gb:AV269082 /DB_XREF=gi:16389719 /DB_XREF=AV269082 /CLONE=4930539K03 /FEA=mRNA /CNT=131 /TID=Mm.28995.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1427144_at 504.8 516.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ176589 /DB_XREF=gi:20352081 /DB_XREF=UI-M-DJ2-bvy-j-12-0-UI.s1 /CLONE=UI-M-DJ2-bvy-j-12-0-UI /FEA=mRNA /CNT=98 /TID=Mm.14236
MOE430_2_1427150_at 54.8 55.7 P P 0.000732 0.000244 0.1 NC 0.5 gb:BC022622.1 /DB_XREF=gi:18490734 /FEA=mRNA /CNT=23 /TID=Mm.157690.1 /TIER=Stack /STK=13 /UG=Mm.157690 /UG_TITLE=Mus musculus, clon
MOE430_2_1427164_at 11.4 7.5 P A 0.00415 0.24 0.1 NC 0.74 gb:BB730912 /DB_XREF=gi:16114187 /DB_XREF=BB730912 /CLONE=E970001K05 /FEA=mRNA /CNT=24 /TID=Mm.220960.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1427165_at 5.7 3.5 A A 0.63 0.66 0.1 NC 0.11 gb:AA879826 /DB_XREF=gi:2988809 /DB_XREF=vv99d04.r1 /CLONE=IMAGE:1230535 /FEA=mRNA /CNT=24 /TID=Mm.220960.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427166_a_ 202.3 213.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM212545 /DB_XREF=gi:17770101 /DB_XREF=C0823C09-3 /CLONE=C0823C09 /FEA=mRNA /CNT=46 /TID=Mm.29620.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1427180_at 113.6 155.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB147793 /DB_XREF=gi:16267716 /DB_XREF=BB147793 /CLONE=9930102C17 /FEA=mRNA /CNT=32 /TID=Mm.45519.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1427200_at 84.8 99.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK020376.1 /DB_XREF=gi:12860946 /FEA=mRNA /CNT=76 /TID=Mm.29208.1 /TIER=ConsEnd /STK=0 /UG=Mm.29208 /LL=77556 /UG_GENE=9330160
MOE430_2_1427202_at 28.7 40.5 P P 0.000244 0.000244 0.1 NC 0.45 gb:AV002340 /DB_XREF=gi:4779190 /DB_XREF=AV002340 /CLONE=0610016H05 /FEA=mRNA /CNT=17 /TID=Mm.1043.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1427224_at 1.7 2.3 A A 0.87 0.78 0.1 NC 0.22 gb:BI103542 /DB_XREF=gi:14554435 /DB_XREF=602889083F1 /CLONE=IMAGE:5044221 /FEA=mRNA /CNT=150 /TID=Mm.30140.1 /TIER=ConsEnd /STK=
MOE430_2_1427233_at 128.7 131.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV291373 /DB_XREF=gi:16392387 /DB_XREF=AV291373 /CLONE=5430402M12 /FEA=mRNA /CNT=163 /TID=Mm.102136.1 /TIER=Stack /STK=14 /UG
MOE430_2_1427235_at 75.9 88.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW536493 /DB_XREF=gi:7178910 /DB_XREF=G0105B06-3 /CLONE=G0105B06 /FEA=mRNA /CNT=141 /TID=Mm.28750.1 /TIER=Stack /STK=47 /UG=
MOE430_2_1427236_a_ 210.9 219.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB295149 /DB_XREF=gi:16401802 /DB_XREF=BB295149 /CLONE=B130034M13 /FEA=mRNA /CNT=96 /TID=Mm.10878.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1427278_at 38.6 42.3 P P 0.01 0.02 0.1 NC 0.8 gb:AK017914.1 /DB_XREF=gi:12857407 /FEA=mRNA /CNT=49 /TID=Mm.196382.1 /TIER=Stack /STK=15 /UG=Mm.196382 /LL=78785 /UG_GENE=4833417
MOE430_2_1427281_at 4.1 4.4 A A 0.45 0.24 0.1 NC 0.09 gb:AV338343 /DB_XREF=gi:15406493 /DB_XREF=AV338343 /CLONE=6430408L10 /FEA=mRNA /CNT=31 /TID=Mm.220329.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1427286_at 5.4 4.9 A A 0.27 0.3 0.1 NC 0.33 gb:BB130195 /DB_XREF=gi:8784585 /DB_XREF=BB130195 /CLONE=9630044E19 /FEA=mRNA /CNT=25 /TID=Mm.215126.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1427296_at 1664.4 1716.4 P P 0.000244 0.000244 0.1 NC 0.34 gb:BB553912 /DB_XREF=gi:9640278 /DB_XREF=BB553912 /CLONE=E330009O11 /FEA=mRNA /CNT=200 /TID=Mm.25018.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1427316_s_ 178.1 155.9 P P 0.001953 0.001953 0.1 NC 0.5 gb:BB401486 /DB_XREF=gi:16414841 /DB_XREF=BB401486 /CLONE=C330023E20 /FEA=mRNA /CNT=77 /TID=Mm.38123.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427318_s_ 607.8 653.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI555209 /DB_XREF=gi:15442523 /DB_XREF=603236154F1 /CLONE=IMAGE:5289349 /FEA=mRNA /CNT=71 /TID=Mm.34674.1 /TIER=Stack /STK=9 /U
MOE430_2_1427332_at 99.8 132.5 P P 0.00415 0.001953 0.1 NC 0.07 gb:BB272710 /DB_XREF=gi:15410868 /DB_XREF=BB272710 /CLONE=A830080D18 /FEA=mRNA /CNT=99 /TID=Mm.219643.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427366_at 16.9 19.1 A A 0.21 0.3 0.1 NC 0.5 gb:AV023513 /DB_XREF=gi:4800505 /DB_XREF=AV023513 /CLONE=1190032M19 /FEA=mRNA /CNT=22 /TID=Mm.158281.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1427384_at 82 84.9 P P 0.000244 0.000244 0.1 NC 0.33 gb:BB529459 /DB_XREF=gi:16445608 /DB_XREF=BB529459 /CLONE=E030002F19 /FEA=mRNA /CNT=84 /TID=Mm.101049.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1427413_a_ 348.2 359.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:AK014492.1 /DB_XREF=gi:12852384 /GEN=Cugbp1 /FEA=mRNA /CNT=26 /TID=Mm.7526.3 /TIER=ConsEnd /STK=1 /UG=Mm.7526 /LL=13046 /UG_TIT
MOE430_2_1427439_s_ 531.2 555.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF167573.1 /DB_XREF=gi:6164705 /GEN=Jbp1 /FEA=mRNA /CNT=84 /TID=Mm.196585.1 /TIER=ConsEnd /STK=0 /UG=Mm.196585 /LL=27374 /DEF=M
MOE430_2_1427448_at 43.9 75.7 P P 0.000732 0.001953 0.1 NC 0.23 gb:W36239 /DB_XREF=gi:1816920 /DB_XREF=250 /CLONE=spmp22 12.16 /FEA=mRNA /CNT=29 /TID=Mm.7087.5 /TIER=ConsEnd /STK=0 /UG=Mm.7087 
MOE430_2_1427460_at 73.5 59 P P 0.02 0.02 0.1 NC 0.5 gb:BE632382 /DB_XREF=gi:9915070 /DB_XREF=uv55d11.y1 /CLONE=IMAGE:3411093 /FEA=mRNA /CNT=32 /TID=Mm.153480.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427462_at 43.5 54.3 P P 0.00415 0.00293 0.1 NC 0.5 gb:BI989566 /DB_XREF=gi:17960566 /DB_XREF=4042-82 /FEA=mRNA /CNT=19 /TID=Mm.6333.1 /TIER=ConsEnd /STK=0 /UG=Mm.6333 /LL=13557 /UG_
MOE430_2_1427463_at 37.9 30.8 P P 0.00293 0.00415 0.1 NC 0.5 gb:BF584721 /DB_XREF=gi:11658439 /DB_XREF=602098468F1 /CLONE=IMAGE:4218305 /FEA=mRNA /CNT=16 /TID=Mm.151513.1 /TIER=ConsEnd /STK=
MOE430_2_1427468_at 202.1 227.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:M81483.1 /DB_XREF=gi:192537 /GEN=CaM-Prp /FEA=mRNA /CNT=25 /TID=Mm.24381.1 /TIER=ConsEnd /STK=0 /UG=Mm.24381 /LL=19056 /DEF=M
MOE430_2_1427471_at 79.4 80.9 P P 0.000244 0.000732 0.1 NC 0.5 gb:BF782863 /DB_XREF=gi:12087899 /DB_XREF=602107734F1 /CLONE=IMAGE:4235864 /FEA=mRNA /CNT=20 /TID=Mm.103702.1 /TIER=ConsEnd /STK=
MOE430_2_1427474_s_ 15.1 18.5 A A 0.14 0.19 0.1 NC 0.89 gb:J03953.1 /DB_XREF=gi:193689 /FEA=mRNA /CNT=11 /TID=Mm.37199.1 /TIER=ConsEnd /STK=0 /UG=Mm.37199 /LL=14864 /UG_GENE=Gstm3 /UG_T
MOE430_2_1427508_at 17.1 15.7 A A 0.17 0.24 0.1 NC 0.53 gb:BC020108.1 /DB_XREF=gi:18044881 /FEA=mRNA /CNT=19 /TID=Mm.20147.1 /TIER=ConsEnd /STK=0 /UG=Mm.20147 /DEF=Mus musculus, clone IMAG
MOE430_2_1427535_s_ 482.4 440.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC025848.1 /DB_XREF=gi:19483999 /FEA=mRNA /CNT=8 /TID=Mm.197693.1 /TIER=ConsEnd /STK=0 /UG=Mm.197693 /DEF=Mus musculus, clone IMA
MOE430_2_1427542_at 29.5 35.1 A A 0.24 0.24 0.1 NC 0.42 gb:BC027318.1 /DB_XREF=gi:20071233 /FEA=mRNA /CNT=5 /TID=Mm.153750.1 /TIER=ConsEnd /STK=0 /UG=Mm.153750 /UG_TITLE=Mus musculus, clon
MOE430_2_1427543_s_ 8 10.2 P A 0.008057 0.06 0.1 NC 0.5 gb:X62581.1 /DB_XREF=gi:54059 /GEN=Sby /FEA=mRNA /CNT=5 /TID=Mm.1104.2 /TIER=ConsEnd /STK=0 /UG=Mm.1104 /LL=22201 /UG_TITLE=ubiquit
MOE430_2_1427545_at 2.2 1.8 A A 0.78 0.82 0.1 NC 0.5 gb:AF397911.1 /DB_XREF=gi:18140812 /FEA=mRNA /CNT=5 /TID=Mm.216516.1 /TIER=ConsEnd /STK=0 /UG=Mm.216516 /UG_TITLE=Mus musculus clon
MOE430_2_1427552_a_ 331.6 313.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AB041613.1 /DB_XREF=gi:7670489 /FEA=mRNA /CNT=7 /TID=Mm.29652.3 /TIER=ConsEnd /STK=0 /UG=Mm.29652 /LL=14874 /UG_GENE=Gstz1 /UG
MOE430_2_1427558_s_ 128.4 129.9 P P 0.01 0.01 0.1 NC 0.5 gb:AJ429133.1 /DB_XREF=gi:18478283 /GEN=alg12 /FEA=mRNA /CNT=6 /TID=Mm.218778.1 /TIER=ConsEnd /STK=0 /UG=Mm.218778 /DEF=Mus muscul
MOE430_2_1427603_at 0.9 0.5 A A 0.8 0.85 0.1 NC 0.37 gb:BC018510.1 /DB_XREF=gi:17391203 /FEA=mRNA /CNT=4 /TID=Mm.89283.1 /TIER=ConsEnd /STK=0 /UG=Mm.89283 /UG_TITLE=Mus musculus, clone 
MOE430_2_1427609_at 2.9 2.4 A A 0.72 0.82 0.1 NC 0.5 gb:BB632349 /DB_XREF=gi:16468952 /DB_XREF=BB632349 /CLONE=A230034A04 /FEA=mRNA /CNT=3 /TID=Mm.121122.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427640_a_ 30.4 32 P P 0.001221 0.00293 0.1 NC 0.59 gb:X79989.1 /DB_XREF=gi:510534 /FEA=mRNA /CNT=2 /TID=Mm.4909.2 /TIER=ConsEnd /STK=0 /UG=Mm.4909 /LL=12395 /UG_GENE=Cbfa2t1h /UG_TIT
MOE430_2_1427657_at 2.2 3.2 A A 0.63 0.66 0.1 NC 0.41 gb:BC004684.1 /DB_XREF=gi:13937687 /FEA=mRNA /CNT=2 /TID=Mm.196683.1 /TIER=ConsEnd /STK=0 /UG=Mm.196683 /UG_TITLE=Mus musculus, clon
MOE430_2_1427661_a_ 316.7 410.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AJ279797.1 /DB_XREF=gi:8546976 /GEN=tssc4 /FEA=mRNA /CNT=2 /TID=Mm.139675.3 /TIER=ConsEnd /STK=0 /UG=Mm.139675 /LL=56844 /DEF=M
MOE430_2_1427699_a_ 48.7 39.8 A P 0.24 0.04 0.1 NC 0.11 gb:L08663.1 /DB_XREF=gi:293797 /FEA=mRNA /CNT=1 /TID=Mm.220855.2 /TIER=ConsEnd /STK=0 /UG=Mm.220855 /LL=19247 /UG_GENE=Ptpn11 /UG_
MOE430_2_1427709_at 2.2 2 A A 0.72 0.78 0.1 NC 0.5 gb:AF245444.1 /DB_XREF=gi:9623183 /FEA=mRNA /CNT=1 /TID=Mm.154785.1 /TIER=ConsEnd /STK=0 /UG=Mm.154785 /LL=14807 /UG_GENE=Grik3 /D
MOE430_2_1427726_at 5.7 5.9 A A 0.69 0.53 0.1 NC 0.03 gb:X03051.1 /DB_XREF=gi:54816 /FEA=mRNA /CNT=1 /TID=Mm.33263.9 /TIER=ConsEnd /STK=0 /UG=Mm.33263 /LL=14964 /UG_GENE=H2-D1 /DEF=Mo
MOE430_2_1427734_a_ 1.3 1.6 A A 0.94 0.85 0.1 NC 0.44 gb:AF487348.1 /DB_XREF=gi:19852061 /GEN=Dscaml1 /FEA=mRNA /CNT=1 /TID=Mm.174605.2 /TIER=ConsEnd /STK=0 /UG=Mm.174605 /LL=114873 /D
MOE430_2_1427738_at 0.6 0.2 A A 0.56 0.91 0.1 NC 0.5 gb:U80889.1 /DB_XREF=gi:2228569 /FEA=mRNA /CNT=1 /TID=Mm.195104.1 /TIER=ConsEnd /STK=0 /UG=Mm.195104 /LL=27493 /UG_GENE=D0Kist2 /U
MOE430_2_1427772_at 1 2.1 A A 0.87 0.75 0.1 NC 0.28 gb:AJ437648.1 /DB_XREF=gi:19171621 /GEN=defb11 /FEA=mRNA /CNT=1 /TID=Mm.219549.1 /TIER=ConsEnd /STK=0 /UG=Mm.219549 /LL=246082 /DE
MOE430_2_1427788_at 7.8 6.2 A A 0.5 0.3 0.1 NC 0.37 gb:AI561892 /DB_XREF=gi:4513237 /DB_XREF=vj48g11.x1 /CLONE=IMAGE:932324 /FEA=mRNA /CNT=4 /TID=Mm.195455.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427804_at 0.5 1.7 A A 0.75 0.69 0.1 NC 0.35 gb:Y17678.1 /DB_XREF=gi:4138239 /FEA=mRNA /CNT=1 /TID=Mm.190642.1 /TIER=ConsEnd /STK=0 /UG=Mm.190642 /UG_TITLE=Mus musculus mRNA c
MOE430_2_1427815_at 17.6 14.4 A A 0.24 0.24 0.1 NC 0.33 gb:U14648.1 /DB_XREF=gi:555923 /FEA=mRNA /CNT=1 /TID=Mm.218761.1 /TIER=ConsEnd /STK=0 /UG=Mm.218761 /LL=20381 /UG_GENE=Sfrs10 /UG_
MOE430_2_1427816_at 27.4 45.8 P P 0.01 0.01 0.1 NC 0.41 gb:U14648.1 /DB_XREF=gi:555923 /FEA=mRNA /CNT=1 /TID=Mm.218761.1 /TIER=ConsEnd /STK=0 /UG=Mm.218761 /LL=20381 /UG_GENE=Sfrs10 /UG_
MOE430_2_1427832_at 24.4 26 P P 0.02 0.03 0.1 NC 0.53 gb:M19413.1 /DB_XREF=gi:202220 /FEA=mRNA /CNT=1 /TID=Mm.195098.1 /TIER=ConsEnd /STK=0 /UG=Mm.195098 /LL=26947 /UG_GENE=Tuba-rs1 /U
MOE430_2_1427913_at 786.5 924.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK003262.1 /DB_XREF=gi:12833821 /FEA=mRNA /CNT=100 /TID=Mm.28528.1 /TIER=Stack /STK=26 /UG=Mm.28528 /LL=66521 /UG_GENE=2610002D
MOE430_2_1427934_at 465.7 476.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB284695 /DB_XREF=gi:16401433 /DB_XREF=BB284695 /CLONE=A930106K21 /FEA=mRNA /CNT=68 /TID=Mm.1182.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1427971_at 174.9 196 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB321838 /DB_XREF=gi:15411401 /DB_XREF=BB321838 /CLONE=B330003C09 /FEA=mRNA /CNT=90 /TID=Mm.156727.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1427972_at 15.2 26.7 P M 0.02 0.05 0.1 NC 0.5 gb:BB622571 /DB_XREF=gi:15397804 /DB_XREF=BB622571 /CLONE=6430511M03 /FEA=mRNA /CNT=90 /TID=Mm.156727.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427978_at 40.3 44.3 P P 0.005859 0.02 0.1 NC 0.5 gb:BB267499 /DB_XREF=gi:16400426 /DB_XREF=BB267499 /CLONE=A830030H09 /FEA=mRNA /CNT=156 /TID=Mm.34028.1 /TIER=Stack /STK=67 /UG=
MOE430_2_1427984_at 10.3 14.8 P P 0.03 0.03 0.1 NC 0.24 gb:BB001929 /DB_XREF=gi:16214701 /DB_XREF=BB001929 /CLONE=4631410O16 /FEA=mRNA /CNT=89 /TID=Mm.28232.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427991_s_ 150.7 171.9 P P 0.000244 0.000244 0.1 NC 0.13 gb:BM249286 /DB_XREF=gi:17884556 /DB_XREF=K0831A12-3 /CLONE=K0831A12 /FEA=mRNA /CNT=51 /TID=Mm.154306.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1428000_at 308.9 366.9 P P 0.000244 0.000244 0.1 NC 0.44 gb:BC027828.1 /DB_XREF=gi:20380739 /FEA=mRNA /CNT=17 /TID=Mm.131267.1 /TIER=ConsEnd /STK=1 /UG=Mm.131267 /DEF=Mus musculus, DC32, c
MOE430_2_1428003_s_ 111.7 121.3 P P 0.000244 0.000244 0.1 NC 0.42 gb:BI082282 /DB_XREF=gi:14500612 /DB_XREF=602877464F1 /CLONE=IMAGE:5009150 /FEA=mRNA /CNT=36 /TID=Mm.221061.1 /TIER=ConsEnd /STK=
MOE430_2_1428011_a_ 413.8 429.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC028256.1 /DB_XREF=gi:20380524 /FEA=mRNA /CNT=19 /TID=Mm.45357.2 /TIER=ConsEnd /STK=0 /UG=Mm.45357 /LL=59079 /UG_GENE=Erbb2ip /
MOE430_2_1428089_at 5.3 6.4 A A 0.39 0.16 0.1 NC 0.04 gb:AK014285.1 /DB_XREF=gi:12852029 /FEA=mRNA /CNT=138 /TID=Mm.22997.1 /TIER=Stack /STK=128 /UG=Mm.22997 /LL=76965 /UG_GENE=3200001
MOE430_2_1428096_at 158.2 165.8 P P 0.001953 0.001953 0.1 NC 0.5 gb:AK010877.1 /DB_XREF=gi:12846623 /FEA=mRNA /CNT=162 /TID=Mm.132208.1 /TIER=Stack /STK=116 /UG=Mm.132208 /LL=76582 /UG_GENE=25100
MOE430_2_1428106_at 192.1 223.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004841.1 /DB_XREF=gi:12836328 /FEA=mRNA /CNT=230 /TID=Mm.214574.1 /TIER=Stack /STK=113 /UG=Mm.214574 /LL=74148 /UG_GENE=13000
MOE430_2_1428111_at 8.1 6.9 A A 0.19 0.11 0.1 NC 0.5 gb:AK003626.1 /DB_XREF=gi:12834404 /FEA=mRNA /CNT=126 /TID=Mm.22260.1 /TIER=Stack /STK=111 /UG=Mm.22260 /LL=76312 /UG_GENE=1110012
MOE430_2_1428112_at 2379.4 2849.3 P P 0.000244 0.000244 0.1 NC 0.33 gb:AK014338.1 /DB_XREF=gi:12852119 /FEA=mRNA /CNT=227 /TID=Mm.29778.1 /TIER=Stack /STK=110 /UG=Mm.29778 /LL=74840 /UG_GENE=Armet /
MOE430_2_1428120_at 262.8 300.2 P P 0.01 0.01 0.1 NC 0.5 gb:AK003747.1 /DB_XREF=gi:12834605 /FEA=mRNA /CNT=139 /TID=Mm.18187.1 /TIER=Stack /STK=104 /UG=Mm.18187 /LL=68628 /UG_GENE=1110017
MOE430_2_1428139_at 3.6 4.6 A A 0.8 0.82 0.1 NC 0.5 gb:AK015988.1 /DB_XREF=gi:12854551 /FEA=mRNA /CNT=124 /TID=Mm.40665.1 /TIER=Stack /STK=99 /UG=Mm.40665 /LL=75146 /UG_GENE=4930538D
MOE430_2_1428142_at 191.9 218.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK003461.1 /DB_XREF=gi:12834145 /FEA=mRNA /CNT=141 /TID=Mm.22874.1 /TIER=Stack /STK=96 /UG=Mm.22874 /LL=68568 /UG_GENE=1110005E
MOE430_2_1428155_at 399.6 455.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK007640.1 /DB_XREF=gi:12841308 /FEA=mRNA /CNT=130 /TID=Mm.22353.1 /TIER=Stack /STK=90 /UG=Mm.22353 /LL=76501 /UG_GENE=1810029F
MOE430_2_1428162_at 112.3 153.7 P P 0.000244 0.000732 0.1 NC 0.5 gb:AK008209.1 /DB_XREF=gi:12842255 /FEA=mRNA /CNT=105 /TID=Mm.32150.1 /TIER=Stack /STK=86 /UG=Mm.32150 /LL=72064 /UG_GENE=2010012G
MOE430_2_1428169_at 283.3 306.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK005181.1 /DB_XREF=gi:12837564 /FEA=mRNA /CNT=125 /TID=Mm.10541.1 /TIER=Stack /STK=84 /UG=Mm.10541 /LL=77040 /UG_GENE=1500009K
MOE430_2_1428173_at 10.5 10.2 A A 0.21 0.14 0.1 NC 0.25 gb:AK005562.1 /DB_XREF=gi:12838201 /FEA=mRNA /CNT=89 /TID=Mm.154121.1 /TIER=Stack /STK=82 /UG=Mm.154121 /LL=72205 /UG_GENE=1600029
MOE430_2_1428174_x_ 304.2 316 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ174458 /DB_XREF=gi:20349949 /DB_XREF=UI-M-DJ2-bvy-m-01-0-UI.s1 /CLONE=UI-M-DJ2-bvy-m-01-0-UI /FEA=mRNA /CNT=108 /TID=Mm.34
MOE430_2_1428185_at 90 90.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB257241 /DB_XREF=gi:15410731 /DB_XREF=BB257241 /CLONE=A730078A12 /FEA=mRNA /CNT=101 /TID=Mm.32800.1 /TIER=Stack /STK=77 /UG=
MOE430_2_1428192_at 78.2 92 P P 0.000244 0.001221 0.1 NC 0.5 gb:AK003597.1 /DB_XREF=gi:12834362 /FEA=mRNA /CNT=94 /TID=Mm.17872.1 /TIER=Stack /STK=75 /UG=Mm.17872 /LL=74773 /UG_GENE=1110008P0
MOE430_2_1428208_at 16.9 14.2 M P 0.05 0.02 0.1 NC 0.5 gb:AK014498.1 /DB_XREF=gi:12852395 /FEA=mRNA /CNT=174 /TID=Mm.28707.1 /TIER=Stack /STK=36 /UG=Mm.28707 /LL=77045 /UG_GENE=Bcl7a /U
MOE430_2_1428210_s_ 102.4 109.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AU045682 /DB_XREF=gi:3981865 /DB_XREF=AU045682 /CLONE=J0939G09 /FEA=mRNA /CNT=78 /TID=Mm.206783.1 /TIER=Stack /STK=71 /UG=Mm
MOE430_2_1428213_at 389.4 513.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010349.1 /DB_XREF=gi:12845725 /FEA=mRNA /CNT=160 /TID=Mm.21714.1 /TIER=Stack /STK=70 /UG=Mm.21714 /LL=67872 /UG_GENE=2410003A
MOE430_2_1428226_at 287.7 314.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK005098.1 /DB_XREF=gi:12836793 /FEA=mRNA /CNT=138 /TID=Mm.21214.1 /TIER=Stack /STK=69 /UG=Mm.21214 /LL=68966 /UG_GENE=1500001L
MOE430_2_1428230_at 298.4 340.8 P P 0.000244 0.000244 0.1 NC 0.45 gb:BF160591 /DB_XREF=gi:11040698 /DB_XREF=601768374F1 /CLONE=IMAGE:3987426 /FEA=mRNA /CNT=167 /TID=Mm.56167.1 /TIER=Stack /STK=43
MOE430_2_1428244_at 303.6 348.3 P P 0.000244 0.000244 0.1 NC 0.41 gb:BG076113 /DB_XREF=gi:12558682 /DB_XREF=H3155G11-3 /CLONE=H3155G11 /FEA=mRNA /CNT=185 /TID=Mm.22428.1 /TIER=Stack /STK=67 /UG=
MOE430_2_1428245_at 276.5 314.6 P P 0.000732 0.000732 0.1 NC 0.42 gb:AK002966.1 /DB_XREF=gi:12833332 /FEA=mRNA /CNT=96 /TID=Mm.22385.1 /TIER=Stack /STK=67 /UG=Mm.22385 /LL=68401 /UG_GENE=0710001K0
MOE430_2_1428248_at 494.6 468.3 P P 0.000732 0.000244 0.1 NC 0.5 gb:AK005038.1 /DB_XREF=gi:12836682 /FEA=mRNA /CNT=101 /TID=Mm.116870.2 /TIER=Stack /STK=67 /UG=Mm.116870 /LL=74164 /UG_GENE=Nfx1 /U
MOE430_2_1428258_at 1937.6 2186.8 P P 0.000732 0.000244 0.1 NC 0.46 gb:BG795140 /DB_XREF=gi:14130710 /DB_XREF=UTSW_SM2B9 /CLONE=UTSW_SM2B9 /FEA=mRNA /CNT=117 /TID=Mm.318.1 /TIER=Stack /STK=65 /U
MOE430_2_1428262_s_ 834.1 939.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:AU016334 /DB_XREF=gi:3371338 /DB_XREF=AU016334 /CLONE=J0723F10 /FEA=mRNA /CNT=163 /TID=Mm.219668.1 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1428265_at 353 405.1 P P 0.000244 0.000244 0.1 NC 0.45 gb:AK010754.1 /DB_XREF=gi:12846419 /FEA=mRNA /CNT=117 /TID=Mm.21428.1 /TIER=Stack /STK=64 /UG=Mm.21428 /LL=73699 /UG_GENE=2410091N
MOE430_2_1428266_at 20.7 32.8 A P 0.17 0.04 0.1 NC 0.5 gb:AK002312.1 /DB_XREF=gi:12832201 /GEN=Ubl1 /FEA=mRNA /CNT=113 /TID=Mm.7353.2 /TIER=Stack /STK=64 /UG=Mm.7353 /LL=22218 /UG_TITLE=
MOE430_2_1428273_at 77.7 79.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:AW552218 /DB_XREF=gi:7197641 /DB_XREF=L0209H11-3 /CLONE=L0209H11 /FEA=mRNA /CNT=152 /TID=Mm.142570.1 /TIER=Stack /STK=62 /UG=
MOE430_2_1428276_at 7.4 9.9 P A 0.03 0.08 0.1 NC 0.57 gb:BE573480 /DB_XREF=gi:9817200 /DB_XREF=601332674F2 /CLONE=IMAGE:3710154 /FEA=mRNA /CNT=152 /TID=Mm.142570.1 /TIER=ConsEnd /STK=
MOE430_2_1428281_at 64 48.3 P P 0.000732 0.00293 0.1 NC 0.5 gb:AK011362.1 /DB_XREF=gi:12847435 /FEA=mRNA /CNT=92 /TID=Mm.32746.1 /TIER=Stack /STK=61 /UG=Mm.32746 /LL=72133 /UG_GENE=2610009I02
MOE430_2_1428286_at 1543.2 1823.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW545056 /DB_XREF=gi:7187569 /DB_XREF=C0190C04-3 /CLONE=C0190C04 /FEA=mRNA /CNT=182 /TID=Mm.29909.1 /TIER=Stack /STK=60 /UG=
MOE430_2_1428293_at 671 740.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009485.1 /DB_XREF=gi:12844312 /FEA=mRNA /CNT=93 /TID=Mm.34183.1 /TIER=Stack /STK=59 /UG=Mm.34183 /LL=69556 /UG_GENE=2310022M
MOE430_2_1428307_at 79.2 97 P A 0.04 0.06 0.1 NC 0.5 gb:AK010382.1 /DB_XREF=gi:12845786 /FEA=mRNA /CNT=83 /TID=Mm.26362.1 /TIER=Stack /STK=56 /UG=Mm.26362 /LL=71977 /UG_GENE=2410004E0
MOE430_2_1428325_at 412.5 412 P P 0.000244 0.000732 0.1 NC 0.5 gb:AK011474.1 /DB_XREF=gi:12847622 /FEA=mRNA /CNT=80 /TID=Mm.24592.1 /TIER=Stack /STK=53 /UG=Mm.24592 /LL=66455 /UG_GENE=2610019P1
MOE430_2_1428357_at 16.3 11.3 A A 0.14 0.21 0.1 NC 0.5 gb:AK011462.1 /DB_XREF=gi:12847600 /FEA=mRNA /CNT=82 /TID=Mm.5727.1 /TIER=Stack /STK=49 /UG=Mm.5727 /LL=72148 /UG_GENE=2610019F03R
MOE430_2_1428365_a_ 498 544.7 P P 0.001221 0.000732 0.1 NC 0.29 gb:AK004820.1 /DB_XREF=gi:12836290 /FEA=mRNA /CNT=123 /TID=Mm.29106.1 /TIER=Stack /STK=48 /UG=Mm.29106 /LL=74142 /UG_GENE=Prss15 /U
MOE430_2_1428411_at 279.3 296.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004510.1 /DB_XREF=gi:12835731 /FEA=mRNA /CNT=95 /TID=Mm.101587.1 /TIER=Stack /STK=44 /UG=Mm.101587 /LL=68940 /UG_GENE=1190006



MOE430_2_1428419_at 94 94.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017297.1 /DB_XREF=gi:12856467 /FEA=mRNA /CNT=66 /TID=Mm.38164.1 /TIER=Stack /STK=44 /UG=Mm.38164 /LL=71423 /UG_GENE=5430411K1
MOE430_2_1428425_at 152.2 164 P P 0.00415 0.00415 0.1 NC 0.5 gb:AK014063.1 /DB_XREF=gi:12851703 /FEA=mRNA /CNT=75 /TID=Mm.27110.1 /TIER=Stack /STK=43 /UG=Mm.27110 /LL=73122 /UG_GENE=3110018K1
MOE430_2_1428437_at 333.8 375.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI662680 /DB_XREF=gi:15576913 /DB_XREF=603286077F1 /CLONE=IMAGE:5320410 /FEA=mRNA /CNT=179 /TID=Mm.28285.1 /TIER=ConsEnd /STK=
MOE430_2_1428443_a_ 21.2 22.8 A A 0.69 0.69 0.1 NC 0.18 gb:AK005063.1 /DB_XREF=gi:12836729 /FEA=mRNA /CNT=67 /TID=Mm.180763.1 /TIER=Stack /STK=42 /UG=Mm.180763 /LL=110351 /UG_GENE=Rap1ga
MOE430_2_1428449_at 85.3 92.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG084266 /DB_XREF=gi:12566830 /DB_XREF=H3098D04-5 /CLONE=H3098D04 /FEA=mRNA /CNT=284 /TID=Mm.35779.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1428451_at 498.6 550.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK013512.1 /DB_XREF=gi:12850903 /FEA=mRNA /CNT=103 /TID=Mm.29881.1 /TIER=Stack /STK=41 /UG=Mm.29881 /LL=72946 /UG_GENE=2900010D
MOE430_2_1428456_at 0.6 1 A A 0.72 0.8 0.1 NC 0.5 gb:BG068767 /DB_XREF=gi:12551336 /DB_XREF=H3069B02-3 /CLONE=H3069B02 /FEA=mRNA /CNT=59 /TID=Mm.104531.2 /TIER=ConsEnd /STK=2 /U
MOE430_2_1428471_at 111.3 132.8 P P 0.000244 0.000244 0.1 NC 0.42 gb:BQ176684 /DB_XREF=gi:20352176 /DB_XREF=UI-M-DJ2-bvz-k-18-0-UI.s1 /CLONE=UI-M-DJ2-bvz-k-18-0-UI /FEA=mRNA /CNT=72 /TID=Mm.3089
MOE430_2_1428474_at 27.4 28.6 P P 0.01 0.005859 0.1 NC 0.5 gb:AK004360.1 /DB_XREF=gi:12835513 /FEA=mRNA /CNT=103 /TID=Mm.196609.1 /TIER=Stack /STK=8 /UG=Mm.196609 /LL=66215 /UG_GENE=1110063
MOE430_2_1428476_a_ 114.3 85 P P 0.001953 0.01 0.1 NC 0.5 gb:AK003759.1 /DB_XREF=gi:12834621 /GEN=Elac2 /FEA=mRNA /CNT=59 /TID=Mm.157711.2 /TIER=Stack /STK=39 /UG=Mm.157711 /LL=68626 /UG_TI
MOE430_2_1428494_a_ 1019.8 1131.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB284638 /DB_XREF=gi:8985087 /DB_XREF=BB284638 /CLONE=A930106H22 /FEA=mRNA /CNT=70 /TID=Mm.29917.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1428501_at 433.5 445.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ176704 /DB_XREF=gi:20352196 /DB_XREF=UI-M-DJ2-bvz-o-14-0-UI.s1 /CLONE=UI-M-DJ2-bvz-o-14-0-UI /FEA=mRNA /CNT=63 /TID=Mm.2578
MOE430_2_1428509_at 297.7 355 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK018649.1 /DB_XREF=gi:12858463 /FEA=mRNA /CNT=95 /TID=Mm.100720.1 /TIER=Stack /STK=36 /UG=Mm.100720 /LL=71602 /UG_GENE=9130023
MOE430_2_1428579_at 396.2 377.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017338.1 /DB_XREF=gi:12856525 /FEA=mRNA /CNT=53 /TID=Mm.31405.1 /TIER=Stack /STK=31 /UG=Mm.31405 /LL=71409 /UG_GENE=5430425K0
MOE430_2_1428601_at 2.5 5.1 A A 0.78 0.56 0.1 NC 0.16 gb:AK005628.1 /DB_XREF=gi:12838302 /FEA=mRNA /CNT=47 /TID=Mm.17621.1 /TIER=Stack /STK=30 /UG=Mm.17621 /LL=71837 /UG_GENE=1700003E1
MOE430_2_1428604_at 47.3 48.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK011986.1 /DB_XREF=gi:12848449 /GEN=Rex2 /FEA=mRNA /CNT=38 /TID=Mm.40657.1 /TIER=Stack /STK=30 /UG=Mm.40657 /LL=112422 /UG_TITL
MOE430_2_1428606_at 12.5 19.1 A A 0.24 0.24 0.1 NC 0.37 gb:AI227096 /DB_XREF=gi:3810149 /DB_XREF=uj11h01.y1 /CLONE=IMAGE:1907761 /FEA=mRNA /CNT=63 /TID=Mm.44224.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1428630_x_ 394.6 418.8 P P 0.000244 0.000244 0.1 NC 0.34 gb:AK021220.1 /DB_XREF=gi:12862035 /FEA=mRNA /CNT=30 /TID=Mm.29230.2 /TIER=Stack /STK=29 /UG=Mm.29230 /LL=68977 /UG_GENE=1500017E1
MOE430_2_1428633_at 23.6 26.9 P P 0.001221 0.02 0.1 NC 0.5 gb:AV366960 /DB_XREF=gi:15406746 /DB_XREF=AV366960 /CLONE=8430426G05 /FEA=mRNA /CNT=117 /TID=Mm.196472.1 /TIER=Stack /STK=14 /UG
MOE430_2_1428648_at 1255.2 1334.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009683.1 /DB_XREF=gi:12844629 /FEA=mRNA /CNT=110 /TID=Mm.5300.1 /TIER=Stack /STK=27 /UG=Mm.5300 /LL=71902 /UG_GENE=Tp120a-pen
MOE430_2_1428650_at 105.6 143.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK003780.1 /DB_XREF=gi:12834653 /FEA=mRNA /CNT=89 /TID=Mm.28019.1 /TIER=Stack /STK=27 /UG=Mm.28019 /LL=68504 /UG_GENE=1110018I2
MOE430_2_1428692_at 306.6 355.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004078.1 /DB_XREF=gi:12835117 /FEA=mRNA /CNT=47 /TID=Mm.21171.1 /TIER=Stack /STK=25 /UG=Mm.21171 /LL=68695 /UG_GENE=1110033O0
MOE430_2_1428696_at 23.6 19.5 M P 0.05 0.00293 0.1 NC 0.44 gb:AK009372.1 /DB_XREF=gi:12844131 /FEA=mRNA /CNT=44 /TID=Mm.41854.1 /TIER=Stack /STK=25 /UG=Mm.41854 /LL=76438 /UG_GENE=2310015N2
MOE430_2_1428702_at 133.1 137.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010396.1 /DB_XREF=gi:12845808 /FEA=mRNA /CNT=46 /TID=Mm.32208.1 /TIER=Stack /STK=25 /UG=Mm.32208 /LL=71986 /UG_GENE=2410004K1
MOE430_2_1428711_at 39.8 35.8 M P 0.05 0.03 0.1 NC 0.5 gb:BQ175853 /DB_XREF=gi:20351345 /DB_XREF=UI-M-DJ2-bwf-k-05-0-UI.s1 /CLONE=UI-M-DJ2-bwf-k-05-0-UI /FEA=mRNA /CNT=75 /TID=Mm.7468
MOE430_2_1428728_at 121.9 141 P P 0.000244 0.000244 0.1 NC 0.13 gb:AK010015.1 /DB_XREF=gi:12845166 /FEA=mRNA /CNT=42 /TID=Mm.5267.1 /TIER=Stack /STK=24 /UG=Mm.5267 /LL=69663 /UG_GENE=2310061O04R
MOE430_2_1428736_at 178.6 170.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM243367 /DB_XREF=gi:17878637 /DB_XREF=K0645E12-3 /CLONE=K0645E12 /FEA=mRNA /CNT=163 /TID=Mm.24356.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1428737_s_ 108.8 95.4 P P 0.001221 0.001953 0.1 NC 0.5 gb:AV259880 /DB_XREF=gi:16388652 /DB_XREF=AV259880 /CLONE=4930406J16 /FEA=mRNA /CNT=163 /TID=Mm.24356.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1428743_at 257.7 289.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB028923 /DB_XREF=gi:16258108 /DB_XREF=BB028923 /CLONE=5730426I10 /FEA=mRNA /CNT=58 /TID=Mm.41924.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1428751_at 24.3 25.6 P A 0.00293 0.06 0.1 NC 0.5 gb:AK005771.1 /DB_XREF=gi:12838517 /FEA=mRNA /CNT=33 /TID=Mm.18889.1 /TIER=Stack /STK=23 /UG=Mm.18889 /LL=69310 /UG_GENE=1700008H2
MOE430_2_1428763_at 168.4 168.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004735.1 /DB_XREF=gi:12836131 /GEN=Smug1 /FEA=mRNA /CNT=60 /TID=Mm.33583.1 /TIER=Stack /STK=22 /UG=Mm.33583 /LL=71726 /UG_TIT
MOE430_2_1428800_a_ 133 126.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:AK019372.1 /DB_XREF=gi:12859541 /FEA=mRNA /CNT=30 /TID=Mm.34344.1 /TIER=Stack /STK=21 /UG=Mm.34344 /LL=78895 /UG_GENE=3000003F0
MOE430_2_1428812_at 3.5 3.2 A A 0.72 0.72 0.1 NC 0.5 gb:AK006661.1 /DB_XREF=gi:12839868 /FEA=mRNA /CNT=26 /TID=Mm.141830.1 /TIER=Stack /STK=21 /UG=Mm.141830 /LL=73287 /UG_GENE=1700040
MOE430_2_1428813_a_ 33.7 33.9 P P 0.005859 0.03 0.1 NC 0.5 gb:AK003400.1 /DB_XREF=gi:12834046 /FEA=mRNA /CNT=25 /TID=Mm.44241.1 /TIER=Stack /STK=21 /UG=Mm.44241 /LL=68566 /UG_GENE=1110004A2
MOE430_2_1428816_a_ 132.3 123.4 P P 0.00415 0.00415 0.1 NC 0.5 gb:AK004675.1 /DB_XREF=gi:12836017 /GEN=Gata2 /FEA=mRNA /CNT=116 /TID=Mm.1391.2 /TIER=Stack /STK=20 /UG=Mm.1391 /LL=14461 /UG_TITLE
MOE430_2_1428822_a_ 168.1 191.3 P P 0.001953 0.001953 0.1 NC 0.5 gb:BB815011 /DB_XREF=gi:16987640 /DB_XREF=BB815011 /CLONE=G730027A12 /FEA=mRNA /CNT=51 /TID=Mm.32414.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1428823_at 241.5 250.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009957.1 /DB_XREF=gi:12845073 /FEA=mRNA /CNT=54 /TID=Mm.21078.1 /TIER=Stack /STK=20 /UG=Mm.21078 /LL=69692 /UG_GENE=2310057G1
MOE430_2_1428828_at 147 149.8 P P 0.001953 0.001953 0.1 NC 0.5 gb:AK010289.1 /DB_XREF=gi:12845620 /FEA=mRNA /CNT=40 /TID=Mm.181906.1 /TIER=Stack /STK=20 /UG=Mm.181906 /LL=69723 /UG_GENE=2400006
MOE430_2_1428830_at 24.3 63 P P 0.000732 0.00415 0.1 NC 0.5 gb:AK021102.1 /DB_XREF=gi:12861884 /FEA=mRNA /CNT=50 /TID=Mm.37611.1 /TIER=Stack /STK=20 /UG=Mm.37611 /LL=77416 /UG_GENE=C030026E
MOE430_2_1428847_a_ 316.9 365 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM250469 /DB_XREF=gi:17885739 /DB_XREF=K0850C07-3 /CLONE=K0850C07 /FEA=mRNA /CNT=72 /TID=Mm.3350.2 /TIER=Stack /STK=19 /UG=M
MOE430_2_1428855_at 14.8 10.7 P M 0.03 0.05 0.1 NC 0.5 gb:AK019877.1 /DB_XREF=gi:12860258 /FEA=mRNA /CNT=45 /TID=Mm.26991.2 /TIER=Stack /STK=19 /UG=Mm.26991 /LL=14950 /UG_GENE=H13 /UG_T
MOE430_2_1428865_at 154.5 166.7 P P 0.005859 0.00293 0.1 NC 0.5 gb:AK017362.1 /DB_XREF=gi:12856562 /FEA=mRNA /CNT=34 /TID=Mm.47735.1 /TIER=Stack /STK=19 /UG=Mm.47735 /LL=75736 /UG_GENE=5430429M0
MOE430_2_1428876_at 755.7 705.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF180868 /DB_XREF=gi:11059010 /DB_XREF=601804995F1 /CLONE=IMAGE:4036031 /FEA=mRNA /CNT=202 /TID=Mm.27600.1 /TIER=Stack /STK=18
MOE430_2_1428880_at 525.8 594.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG072961 /DB_XREF=gi:12555530 /DB_XREF=H3117A03-3 /CLONE=H3117A03 /FEA=mRNA /CNT=98 /TID=Mm.17523.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1428895_at 51.3 67.5 P P 0.005859 0.001953 0.1 NC 0.19 gb:AK014318.1 /DB_XREF=gi:12852087 /FEA=mRNA /CNT=58 /TID=Mm.40776.2 /TIER=Stack /STK=18 /UG=Mm.40776 /LL=74013 /UG_GENE=3222401M2
MOE430_2_1428920_at 46.6 37.7 P P 0.01 0.008057 0.1 NC 0.5 gb:AI987819 /DB_XREF=gi:5819613 /DB_XREF=um07d10.x1 /CLONE=IMAGE:2182387 /FEA=mRNA /CNT=52 /TID=Mm.150856.2 /TIER=Stack /STK=17 /U
MOE430_2_1428927_at 53.2 62.9 P P 0.00293 0.01 0.1 NC 0.5 gb:AK012978.1 /DB_XREF=gi:12850059 /FEA=mRNA /CNT=25 /TID=Mm.32623.1 /TIER=Stack /STK=17 /UG=Mm.32623 /LL=72171 /UG_GENE=2810403P1
MOE430_2_1428931_a_ 60 83.1 P P 0.000244 0.000244 0.1 NC 0.25 gb:AK014142.1 /DB_XREF=gi:12851820 /FEA=mRNA /CNT=29 /TID=Mm.18113.1 /TIER=Stack /STK=17 /UG=Mm.18113 /LL=67287 /UG_GENE=3110038K1
MOE430_2_1428969_at 254 277.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017149.1 /DB_XREF=gi:12856257 /FEA=mRNA /CNT=53 /TID=Mm.3824.1 /TIER=Stack /STK=15 /UG=Mm.3824 /LL=75964 /UG_GENE=5033403J15R
MOE430_2_1428996_at 38.6 39.8 P P 0.001221 0.005859 0.1 NC 0.5 gb:AK014774.1 /DB_XREF=gi:12852818 /FEA=mRNA /CNT=19 /TID=Mm.83644.1 /TIER=Stack /STK=15 /UG=Mm.83644 /LL=71628 /UG_GENE=4833426J0
MOE430_2_1429014_at 13.9 12.6 A A 0.36 0.12 0.1 NC 0.44 gb:AI987900 /DB_XREF=gi:5819694 /DB_XREF=um08e08.x1 /CLONE=IMAGE:2182502 /FEA=mRNA /CNT=46 /TID=Mm.196126.1 /TIER=Stack /STK=14 /U
MOE430_2_1429015_at 39.1 43.7 P P 0.03 0.03 0.1 NC 0.5 gb:BG245851 /DB_XREF=gi:12755666 /DB_XREF=602358653F1 /CLONE=IMAGE:4487149 /FEA=mRNA /CNT=46 /TID=Mm.196126.1 /TIER=Stack /STK=14
MOE430_2_1429028_at 69.5 71.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017170.1 /DB_XREF=gi:12856284 /FEA=mRNA /CNT=24 /TID=Mm.32873.1 /TIER=Stack /STK=14 /UG=Mm.32873 /LL=75974 /UG_GENE=5033414A2
MOE430_2_1429031_at 64.1 73.8 P P 0.000244 0.001953 0.1 NC 0.5 gb:BM938256 /DB_XREF=gi:19397408 /DB_XREF=UI-M-BZ1-bfu-k-19-0-UI.r1 /CLONE=UI-M-BZ1-bfu-k-19-0-UI /FEA=mRNA /CNT=19 /TID=Mm.49795
MOE430_2_1429033_at 146.8 142.8 P P 0.00293 0.001953 0.1 NC 0.5 gb:AV339946 /DB_XREF=gi:16396809 /DB_XREF=AV339946 /CLONE=6430511O04 /FEA=mRNA /CNT=29 /TID=Mm.179483.2 /TIER=Stack /STK=14 /UG=
MOE430_2_1429048_at 465.8 536.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010745.1 /DB_XREF=gi:12846405 /FEA=mRNA /CNT=36 /TID=Mm.38103.1 /TIER=Stack /STK=13 /UG=Mm.38103 /LL=73689 /UG_GENE=2410089B1
MOE430_2_1429078_a_ 413.8 466.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010417.1 /DB_XREF=gi:12845843 /GEN=Cops7a /FEA=mRNA /CNT=60 /TID=Mm.1444.2 /TIER=Stack /STK=12 /UG=Mm.1444 /LL=26894 /UG_TITL
MOE430_2_1429079_a_ 988.9 859.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009829.1 /DB_XREF=gi:12844864 /FEA=mRNA /CNT=34 /TID=Mm.142101.1 /TIER=Stack /STK=12 /UG=Mm.142101 /LL=72368 /UG_GENE=2310045
MOE430_2_1429084_at 146.4 151.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB070748 /DB_XREF=gi:16260092 /DB_XREF=BB070748 /CLONE=8030492N09 /FEA=mRNA /CNT=73 /TID=Mm.218916.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1429136_at 208.2 246.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK006771.1 /DB_XREF=gi:12840016 /FEA=mRNA /CNT=23 /TID=Mm.23519.1 /TIER=Stack /STK=11 /UG=Mm.23519 /LL=73431 /UG_GENE=1700052K1
MOE430_2_1429174_at 229.3 262.6 P P 0.001221 0.001221 0.1 NC 0.29 gb:AK014304.1 /DB_XREF=gi:12852063 /FEA=mRNA /CNT=22 /TID=Mm.88053.1 /TIER=Stack /STK=10 /UG=Mm.88053 /LL=71820 /UG_GENE=3200002I06
MOE430_2_1429180_at 28.9 31.9 P P 0.04 0.000732 0.1 NC 0.03 gb:AK017821.1 /DB_XREF=gi:12857269 /FEA=mRNA /CNT=14 /TID=Mm.193046.1 /TIER=Stack /STK=10 /UG=Mm.193046 /LL=70653 /UG_GENE=5730544
MOE430_2_1429181_at 60.8 67.1 P A 0.04 0.06 0.1 NC 0.5 gb:AK005804.1 /DB_XREF=gi:12838565 /FEA=mRNA /CNT=12 /TID=Mm.32760.1 /TIER=Stack /STK=10 /UG=Mm.32760 /LL=75472 /UG_GENE=1700009P1
MOE430_2_1429218_at 130.2 158.4 P P 0.001221 0.001953 0.1 NC 0.5 gb:BE457100 /DB_XREF=gi:9478875 /DB_XREF=us27h07.x1 /CLONE=IMAGE:3168349 /FEA=mRNA /CNT=31 /TID=Mm.19895.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1429220_at 157 162.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB054934 /DB_XREF=gi:16259745 /DB_XREF=BB054934 /CLONE=6720474N12 /FEA=mRNA /CNT=22 /TID=Mm.23010.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429244_at 473.8 496.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:AW494389 /DB_XREF=gi:7064670 /DB_XREF=UI-M-BH3-aul-g-11-0-UI.s1 /CLONE=UI-M-BH3-aul-g-11-0-UI /FEA=mRNA /CNT=46 /TID=Mm.22564.2
MOE430_2_1429251_at 116 114.6 P P 0.000732 0.000732 0.1 NC 0.5 gb:BM246167 /DB_XREF=gi:17881437 /DB_XREF=K0734D08-3 /CLONE=K0734D08 /FEA=mRNA /CNT=50 /TID=Mm.44405.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429259_a_ 301.6 330.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW985991 /DB_XREF=gi:8180430 /DB_XREF=uf88d05.x1 /CLONE=IMAGE:1529193 /FEA=mRNA /CNT=30 /TID=Mm.46783.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1429266_at 2 1.6 A A 0.66 0.82 0.1 NC 0.36 gb:AK020670.1 /DB_XREF=gi:12861321 /FEA=mRNA /CNT=15 /TID=Mm.102139.1 /TIER=Stack /STK=8 /UG=Mm.102139 /LL=68132 /UG_GENE=9330179O
MOE430_2_1429296_at 506.1 540.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW107754 /DB_XREF=gi:6078554 /DB_XREF=um33h07.x1 /CLONE=IMAGE:2236381 /FEA=mRNA /CNT=253 /TID=Mm.21985.1 /TIER=Stack /STK=17 /
MOE430_2_1429302_at 120.5 124.4 P P 0.000732 0.000244 0.1 NC 0.5 gb:AK004115.1 /DB_XREF=gi:12835173 /FEA=mRNA /CNT=179 /TID=Mm.51136.1 /TIER=Stack /STK=12 /UG=Mm.51136 /LL=68689 /UG_GENE=1110035J
MOE430_2_1429314_at 55.8 61.7 P P 0.005859 0.01 0.1 NC 0.5 gb:AV328102 /DB_XREF=gi:16395796 /DB_XREF=AV328102 /CLONE=6330439C07 /FEA=mRNA /CNT=93 /TID=Mm.218599.1 /TIER=Stack /STK=49 /UG=
MOE430_2_1429318_a_ 416.8 458 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK005169.1 /DB_XREF=gi:12837499 /GEN=qk /FEA=mRNA /CNT=73 /TID=Mm.2655.7 /TIER=Stack /STK=46 /UG=Mm.2655 /LL=19317 /UG_TITLE=qua
MOE430_2_1429321_at 571.6 485.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:T12280 /DB_XREF=gi:571317 /DB_XREF=EST0007 /CLONE=GM2A12 /FEA=mRNA /CNT=153 /TID=Mm.28614.1 /TIER=Stack /STK=43 /UG=Mm.28614
MOE430_2_1429322_at 0.8 0.7 A A 0.72 0.85 0.1 NC 0.5 gb:BE996563 /DB_XREF=gi:10681412 /DB_XREF=UI-M-CG0p-big-h-03-0-UI.s1 /CLONE=UI-M-CG0p-big-h-03-0-UI /FEA=mRNA /CNT=67 /TID=Mm.301
MOE430_2_1429325_at 56.1 82.7 P P 0.001221 0.001221 0.1 NC 0.46 gb:AK016991.1 /DB_XREF=gi:12856024 /FEA=mRNA /CNT=115 /TID=Mm.56455.1 /TIER=Stack /STK=8 /UG=Mm.56455 /LL=71261 /UG_GENE=4933430F1
MOE430_2_1429331_at 12.7 15 P P 0.01 0.005859 0.1 NC 0.18 gb:AK014157.1 /DB_XREF=gi:12851841 /FEA=mRNA /CNT=61 /TID=Mm.45354.1 /TIER=Stack /STK=38 /UG=Mm.45354 /LL=68186 /UG_GENE=4632427E1
MOE430_2_1429349_at 0.3 0.5 A A 0.96 0.9 0.1 NC 0.1 gb:AK005588.1 /DB_XREF=gi:12838246 /FEA=mRNA /CNT=45 /TID=Mm.20314.1 /TIER=Stack /STK=33 /UG=Mm.20314 /LL=69317 /UG_GENE=1700001F2
MOE430_2_1429357_at 0.9 1 A A 0.72 0.69 0.1 NC 0.54 gb:BB546128 /DB_XREF=gi:16447423 /DB_XREF=BB546128 /CLONE=E130308H07 /FEA=mRNA /CNT=88 /TID=Mm.87130.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429366_at 4.6 4.4 A A 0.72 0.39 0.1 NC 0.33 gb:AK005720.1 /DB_XREF=gi:12838442 /FEA=mRNA /CNT=34 /TID=Mm.45373.1 /TIER=Stack /STK=30 /UG=Mm.45373 /LL=71827 /UG_GENE=1700007J0
MOE430_2_1429391_at 3.9 2.9 A A 0.33 0.72 0.1 NC 0.64 gb:BB105223 /DB_XREF=gi:8757791 /DB_XREF=BB105223 /CLONE=9430094M07 /FEA=mRNA /CNT=206 /TID=Mm.9693.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1429451_at 104.2 113.9 P P 0.02 0.01 0.1 NC 0.5 gb:AK011950.1 /DB_XREF=gi:12848388 /FEA=mRNA /CNT=121 /TID=Mm.23962.1 /TIER=Stack /STK=20 /UG=Mm.23962 /LL=67157 /UG_GENE=2610301B
MOE430_2_1429465_at 0.3 0.9 A A 0.85 0.72 0.1 NC 0.11 gb:AK005847.1 /DB_XREF=gi:12838635 /FEA=mRNA /CNT=33 /TID=Mm.45377.1 /TIER=Stack /STK=20 /UG=Mm.45377 /LL=66328 /UG_GENE=1700010M2
MOE430_2_1429480_at 1.7 1 A A 0.72 0.87 0.1 NC 0.42 gb:AK005882.1 /DB_XREF=gi:12838694 /FEA=mRNA /CNT=21 /TID=Mm.72892.1 /TIER=Stack /STK=19 /UG=Mm.72892 /LL=71829 /UG_GENE=1700011N2
MOE430_2_1429493_at 19.6 23.3 P P 0.01 0.001953 0.1 NC 0.09 gb:AK010837.1 /DB_XREF=gi:12846558 /FEA=mRNA /CNT=41 /TID=Mm.116991.1 /TIER=Stack /STK=9 /UG=Mm.116991 /LL=76781 /UG_GENE=2410198H
MOE430_2_1429505_at 43.7 63 P P 0.000732 0.000244 0.1 NC 0.5 gb:BB357130 /DB_XREF=gi:9068958 /DB_XREF=BB357130 /CLONE=C030019A13 /FEA=mRNA /CNT=58 /TID=Mm.38133.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1429530_a_ 39.7 34.8 P P 0.001221 0.000244 0.1 NC 0.4 gb:AA414859 /DB_XREF=gi:2075016 /DB_XREF=vc71b03.s1 /CLONE=IMAGE:779981 /FEA=mRNA /CNT=90 /TID=Mm.34659.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1429554_at 536.5 589.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF319466 /DB_XREF=gi:11268211 /DB_XREF=uy59d01.x1 /CLONE=IMAGE:3663841 /FEA=mRNA /CNT=151 /TID=Mm.21406.1 /TIER=Stack /STK=14 /
MOE430_2_1429565_s_ 1 1.2 A A 0.72 0.75 0.1 NC 0.5 gb:AK004318.1 /DB_XREF=gi:12835457 /FEA=mRNA /CNT=29 /TID=Mm.27266.1 /TIER=Stack /STK=14 /UG=Mm.27266 /LL=66203 /UG_GENE=Sprrl10 /U
MOE430_2_1429568_x_ 286.8 297.9 P P 0.000244 0.000244 0.1 NC 0.2 gb:AK007937.1 /DB_XREF=gi:12841812 /FEA=mRNA /CNT=20 /TID=Mm.44214.3 /TIER=Stack /STK=14 /UG=Mm.44214 /LL=67921 /UG_GENE=2510010F1
MOE430_2_1429581_at 81.7 101.8 P P 0.000244 0.001221 0.1 NC 0.5 gb:BM200255 /DB_XREF=gi:17753460 /DB_XREF=C0207H08-3 /CLONE=C0207H08 /FEA=mRNA /CNT=184 /TID=Mm.28558.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1429584_at 46.5 61.4 P P 0.005859 0.000244 0.1 NC 0.11 gb:BF682874 /DB_XREF=gi:11956873 /DB_XREF=602117656F1 /CLONE=IMAGE:3468924 /FEA=mRNA /CNT=42 /TID=Mm.30888.3 /TIER=Stack /STK=13 /
MOE430_2_1429585_s_ 55 65.2 P P 0.000244 0.000732 0.1 NC 0.5 gb:BF682874 /DB_XREF=gi:11956873 /DB_XREF=602117656F1 /CLONE=IMAGE:3468924 /FEA=mRNA /CNT=42 /TID=Mm.30888.3 /TIER=Stack /STK=13 /
MOE430_2_1429607_at 20.6 21.7 P M 0.03 0.05 0.1 NC 0.59 gb:AK014647.1 /DB_XREF=gi:12852634 /FEA=mRNA /CNT=20 /TID=Mm.138529.1 /TIER=Stack /STK=13 /UG=Mm.138529 /LL=70827 /UG_GENE=4733401
MOE430_2_1429610_a_ 98.9 98.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010407.1 /DB_XREF=gi:12845827 /FEA=mRNA /CNT=15 /TID=Mm.200818.1 /TIER=Stack /STK=13 /UG=Mm.200818 /LL=69752 /UG_GENE=2410004
MOE430_2_1429612_at 101.6 105.1 P P 0.04 0.03 0.1 NC 0.36 gb:AK019611.1 /DB_XREF=gi:12859909 /FEA=mRNA /CNT=145 /TID=Mm.87700.1 /TIER=Stack /STK=12 /UG=Mm.87700 /LL=78798 /UG_GENE=4930443C
MOE430_2_1429615_at 404.2 484 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW259384 /DB_XREF=gi:6632365 /DB_XREF=up27b03.x1 /CLONE=IMAGE:2655533 /FEA=mRNA /CNT=127 /TID=Mm.28324.1 /TIER=Stack /STK=12 /U
MOE430_2_1429624_at 18.5 23.6 A A 0.09 0.06 0.1 NC 0.5 gb:BG068009 /DB_XREF=gi:12550578 /DB_XREF=H3060G05-3 /CLONE=H3060G05 /FEA=mRNA /CNT=38 /TID=Mm.218566.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1429627_at 740.2 878.4 P P 0.000732 0.000244 0.1 NC 0.5 gb:AW540521 /DB_XREF=gi:7182938 /DB_XREF=C0133H12-3 /CLONE=C0133H12 /FEA=mRNA /CNT=21 /TID=Mm.20277.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429628_at 0.7 3 A A 0.59 0.69 0.1 NC 0.5 gb:AK012378.1 /DB_XREF=gi:12849081 /FEA=mRNA /CNT=49 /TID=Mm.87704.1 /TIER=Stack /STK=12 /UG=Mm.87704 /LL=67412 /UG_GENE=6330407J2
MOE430_2_1429635_at 1 1.3 A A 0.91 0.96 0.1 NC 0.4 gb:AK006105.1 /DB_XREF=gi:12839028 /FEA=mRNA /CNT=16 /TID=Mm.87424.1 /TIER=Stack /STK=12 /UG=Mm.87424 /LL=70054 /UG_GENE=1700019B0
MOE430_2_1429642_at 82.3 126.3 P P 0.000732 0.000732 0.1 NC 0.09 gb:AK012639.1 /DB_XREF=gi:12849516 /FEA=mRNA /CNT=26 /TID=Mm.84573.1 /TIER=Stack /STK=12 /UG=Mm.84573 /LL=67492 /UG_GENE=2810002D2
MOE430_2_1429663_at 21.5 20 P P 0.03 0.01 0.1 NC 0.29 gb:AK014074.1 /DB_XREF=gi:12851719 /FEA=mRNA /CNT=15 /TID=Mm.35803.1 /TIER=Stack /STK=11 /UG=Mm.35803 /LL=71206 /UG_GENE=4933439B0
MOE430_2_1429666_at 2.9 0.8 A A 0.46 0.75 0.1 NC 0.83 gb:AV208947 /DB_XREF=gi:6149799 /DB_XREF=AV208947 /CLONE=1700112A21 /FEA=mRNA /CNT=14 /TID=Mm.46143.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1429672_at 1.1 1.1 A A 0.9 0.65 0.1 NC 0.1 gb:BB155322 /DB_XREF=gi:16268252 /DB_XREF=BB155322 /CLONE=A130024J05 /FEA=mRNA /CNT=15 /TID=Mm.179806.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1429728_at 38.3 44.8 P P 0.000732 0.000244 0.1 NC 0.44 gb:AK014287.1 /DB_XREF=gi:12852033 /FEA=mRNA /CNT=23 /TID=Mm.86090.2 /TIER=Stack /STK=9 /UG=Mm.86090 /LL=67577 /UG_GENE=Gin1 /UG_T
MOE430_2_1429750_at 23 23.5 P P 0.008057 0.000244 0.1 NC 0.07 gb:AK017558.1 /DB_XREF=gi:12856853 /GEN=Minpp1 /FEA=mRNA /CNT=13 /TID=Mm.106586.1 /TIER=Stack /STK=9 /UG=Mm.106586 /UG_TITLE=Mus m
MOE430_2_1429767_at 81.2 85.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM246000 /DB_XREF=gi:17881270 /DB_XREF=K0732B08-3 /CLONE=K0732B08 /FEA=mRNA /CNT=47 /TID=Mm.41515.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1429771_at 103.6 112.4 P P 0.000244 0.000244 0.1 NC 0.49 gb:AK014252.1 /DB_XREF=gi:12851978 /FEA=mRNA /CNT=41 /TID=Mm.148779.1 /TIER=Stack /STK=8 /UG=Mm.148779 /LL=73201 /UG_GENE=3110073H
MOE430_2_1429785_at 10.4 10.7 A A 0.24 0.21 0.1 NC 0.41 gb:BB192700 /DB_XREF=gi:8853319 /DB_XREF=BB192700 /CLONE=A330073K08 /FEA=mRNA /CNT=17 /TID=Mm.111185.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1429797_at 16.6 17.3 P P 0.04 0.001953 0.1 NC 0.46 gb:AV033092 /DB_XREF=gi:4832640 /DB_XREF=AV033092 /CLONE=1500039H02 /FEA=mRNA /CNT=11 /TID=Mm.45505.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429800_at 205.9 183.6 P P 0.001221 0.000732 0.1 NC 0.5 gb:AK020285.1 /DB_XREF=gi:12860824 /FEA=mRNA /CNT=18 /TID=Mm.14534.1 /TIER=Stack /STK=8 /UG=Mm.14534 /LL=77124 /UG_GENE=9130221H12
MOE430_2_1429807_at 0.4 0.7 A A 0.91 0.97 0.1 NC 0.5 gb:AK005867.1 /DB_XREF=gi:12838670 /FEA=mRNA /CNT=10 /TID=Mm.55891.1 /TIER=Stack /STK=8 /UG=Mm.55891 /LL=69314 /UG_GENE=1700011H22
MOE430_2_1429818_at 1.9 2.1 A A 0.75 0.69 0.1 NC 0.24 gb:AK010476.1 /DB_XREF=gi:12845950 /FEA=mRNA /CNT=11 /TID=Mm.140843.1 /TIER=Stack /STK=8 /UG=Mm.140843 /LL=71979 /UG_GENE=2410012M
MOE430_2_1429847_a_ 18.6 14.9 P P 0.008057 0.01 0.1 NC 0.35 gb:AK014717.1 /DB_XREF=gi:12852735 /FEA=mRNA /CNT=22 /TID=Mm.200526.1 /TIER=ConsEnd /STK=7 /UG=Mm.200526 /LL=75763 /UG_GENE=48334
MOE430_2_1429852_at 17.4 23.3 A A 0.19 0.27 0.1 NC 0.5 gb:AK017054.1 /DB_XREF=gi:12856115 /FEA=mRNA /CNT=12 /TID=Mm.56482.1 /TIER=ConsEnd /STK=7 /UG=Mm.56482 /LL=71276 /UG_GENE=4933434
MOE430_2_1429856_at 1.2 2 A A 0.8 0.67 0.1 NC 0.24 gb:AK011742.1 /DB_XREF=gi:12848058 /FEA=mRNA /CNT=10 /TID=Mm.90082.1 /TIER=ConsEnd /STK=7 /UG=Mm.90082 /LL=69936 /UG_GENE=2610042
MOE430_2_1429860_at 14.4 15.9 A A 0.3 0.24 0.1 NC 0.13 gb:AK017879.1 /DB_XREF=gi:12857355 /FEA=mRNA /CNT=14 /TID=Mm.159825.1 /TIER=ConsEnd /STK=7 /UG=Mm.159825 /LL=77011 /UG_GENE=57305
MOE430_2_1429870_at 1.1 0.9 A A 0.82 0.96 0.1 NC 0.2 gb:BB021125 /DB_XREF=gi:15403371 /DB_XREF=BB021125 /CLONE=5330404O20 /FEA=mRNA /CNT=8 /TID=Mm.132525.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429878_a_ 22.9 53 P P 0.01 0.000732 0.1 NC 0.008511 gb:AK006062.1 /DB_XREF=gi:12838966 /FEA=mRNA /CNT=22 /TID=Mm.18583.2 /TIER=ConsEnd /STK=6 /UG=Mm.18583 /LL=71844 /UG_GENE=1700017
MOE430_2_1429895_at 56.3 55.9 P P 0.00415 0.000244 0.1 NC 0.04 gb:AK009271.1 /DB_XREF=gi:12843966 /FEA=mRNA /CNT=9 /TID=Mm.103493.1 /TIER=ConsEnd /STK=6 /UG=Mm.103493 /LL=69591 /UG_GENE=231001
MOE430_2_1429919_at 1 1.1 A A 0.85 0.93 0.1 NC 0.5 gb:AK005775.1 /DB_XREF=gi:12838524 /FEA=mRNA /CNT=9 /TID=Mm.158762.1 /TIER=ConsEnd /STK=6 /UG=Mm.158762 /LL=71842 /UG_GENE=170000
MOE430_2_1429937_at 21 16.5 P A 0.008057 0.08 0.1 NC 0.5 gb:AK005831.1 /DB_XREF=gi:12838610 /FEA=mRNA /CNT=18 /TID=Mm.176347.1 /TIER=ConsEnd /STK=5 /UG=Mm.176347 /LL=78581 /UG_GENE=D5300
MOE430_2_1429945_at 8.8 8.2 A A 0.27 0.24 0.1 NC 0.5 gb:AK013012.1 /DB_XREF=gi:12850111 /FEA=mRNA /CNT=18 /TID=Mm.58701.1 /TIER=ConsEnd /STK=5 /UG=Mm.58701 /LL=72184 /UG_GENE=2810406
MOE430_2_1429961_at 84.9 73.8 P P 0.000732 0.000732 0.1 NC 0.49 gb:AK006195.1 /DB_XREF=gi:12839160 /FEA=mRNA /CNT=9 /TID=Mm.103484.1 /TIER=ConsEnd /STK=5 /UG=Mm.103484 /LL=76927 /UG_GENE=170002
MOE430_2_1430043_at 71 66.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE979150 /DB_XREF=gi:10645677 /DB_XREF=UI-M-BG2-bbr-b-05-0-UI.s1 /CLONE=UI-M-BG2-bbr-b-05-0-UI /FEA=mRNA /CNT=11 /TID=Mm.6973
MOE430_2_1430064_at 18.9 16.6 P M 0.01 0.05 0.1 NC 0.5 gb:BB154436 /DB_XREF=gi:15409016 /DB_XREF=BB154436 /CLONE=A130020P20 /FEA=mRNA /CNT=9 /TID=Mm.125972.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1430113_at 13.7 10.6 A A 0.11 0.27 0.1 NC 0.5 gb:AK016886.1 /DB_XREF=gi:12855857 /FEA=mRNA /CNT=5 /TID=Mm.128597.1 /TIER=ConsEnd /STK=4 /UG=Mm.128597 /LL=71130 /UG_GENE=493342
MOE430_2_1430134_a_ 88.5 105.5 P P 0.000244 0.000244 0.1 NC 0.23 gb:AK008774.1 /DB_XREF=gi:12843175 /FEA=mRNA /CNT=17 /TID=Mm.37486.1 /TIER=ConsEnd /STK=3 /UG=Mm.37486 /LL=70120 /UG_GENE=2210023
MOE430_2_1430142_at 108.6 115.1 P M 0.03 0.05 0.1 NC 0.5 gb:AK009196.1 /DB_XREF=gi:12843839 /GEN=Tgm5 /FEA=mRNA /CNT=12 /TID=Mm.20187.1 /TIER=ConsEnd /STK=3 /UG=Mm.20187 /LL=74176 /UG_TIT
MOE430_2_1430144_at 9 10.3 M P 0.05 0.01 0.1 NC 0.13 gb:BB815600 /DB_XREF=gi:16988229 /DB_XREF=BB815600 /CLONE=G730029M13 /FEA=mRNA /CNT=16 /TID=Mm.105343.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1430149_at 22.4 30.7 P P 0.001221 0.00415 0.1 NC 0.5 gb:AA060162 /DB_XREF=gi:1553850 /DB_XREF=mj72f04.r1 /CLONE=IMAGE:481663 /FEA=mRNA /CNT=11 /TID=Mm.158794.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1430160_at 16.7 19.9 A A 0.19 0.12 0.1 NC 0.39 gb:AK014523.1 /DB_XREF=gi:12852433 /FEA=mRNA /CNT=9 /TID=Mm.102519.1 /TIER=ConsEnd /STK=3 /UG=Mm.102519 /LL=70797 /UG_GENE=463141
MOE430_2_1430164_a_ 196.5 229.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK012646.1 /DB_XREF=gi:12849527 /GEN=Grb10 /FEA=mRNA /CNT=9 /TID=Mm.24640.4 /TIER=ConsEnd /STK=3 /UG=Mm.24640 /LL=14783 /UG_TIT
MOE430_2_1430192_at 1.6 3.1 A A 0.63 0.69 0.1 NC 0.4 gb:AK014231.1 /DB_XREF=gi:12851950 /GEN=Casp3 /FEA=mRNA /CNT=6 /TID=Mm.72223.1 /TIER=ConsEnd /STK=3 /UG=Mm.72223 /UG_TITLE=Mus mu
MOE430_2_1430194_at 1.5 0.6 A A 0.91 0.93 0.1 NC 0.65 gb:AK003777.1 /DB_XREF=gi:12834647 /FEA=mRNA /CNT=6 /TID=Mm.47238.1 /TIER=ConsEnd /STK=3 /UG=Mm.47238 /LL=68509 /UG_GENE=1110018H
MOE430_2_1430210_at 7.3 9.1 A P 0.11 0.03 0.1 NC 0.21 gb:AK021221.1 /DB_XREF=gi:12862036 /FEA=mRNA /CNT=5 /TID=Mm.131323.1 /TIER=ConsEnd /STK=3 /UG=Mm.131323 /LL=78444 /UG_GENE=C33002
MOE430_2_1430215_at 13.4 20.1 P P 0.01 0.000244 0.1 NC 0.48 gb:BB103211 /DB_XREF=gi:8755779 /DB_XREF=BB103211 /CLONE=9430086I21 /FEA=mRNA /CNT=8 /TID=Mm.38237.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1430266_at 7.8 6.3 A A 0.36 0.53 0.1 NC 0.5 gb:AK005627.1 /DB_XREF=gi:12838301 /FEA=mRNA /CNT=4 /TID=Mm.45372.1 /TIER=ConsEnd /STK=3 /UG=Mm.45372 /LL=69338 /UG_GENE=1700003D
MOE430_2_1430272_at 29.8 40.5 A A 0.08 0.12 0.1 NC 0.5 gb:AK013710.1 /DB_XREF=gi:12851176 /FEA=mRNA /CNT=4 /TID=Mm.218311.1 /TIER=ConsEnd /STK=3 /UG=Mm.218311 /LL=73051 /UG_GENE=290005
MOE430_2_1430308_at 17.4 19.4 M A 0.05 0.12 0.1 NC 0.5 gb:BB093977 /DB_XREF=gi:16261155 /DB_XREF=BB093977 /CLONE=9430044K24 /FEA=mRNA /CNT=17 /TID=Mm.170516.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430326_s_ 2060.1 2077.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK003160.1 /DB_XREF=gi:12833654 /FEA=mRNA /CNT=8 /TID=Mm.196343.1 /TIER=ConsEnd /STK=2 /UG=Mm.196343 /LL=66099 /UG_GENE=110000
MOE430_2_1430327_at 119.6 144.2 P P 0.03 0.04 0.1 NC 0.5 gb:AK020747.1 /DB_XREF=gi:12861429 /FEA=mRNA /CNT=14 /TID=Mm.48948.1 /TIER=ConsEnd /STK=2 /UG=Mm.48948 /LL=77094 /UG_GENE=A430024
MOE430_2_1430399_at 1.3 0.8 A A 0.98 0.99 0.1 NC 0.84 gb:AK013364.1 /DB_XREF=gi:12850676 /FEA=mRNA /CNT=5 /TID=Mm.177073.1 /TIER=ConsEnd /STK=2 /UG=Mm.177073 /LL=72836 /UG_GENE=281045
MOE430_2_1430407_at 28.1 41.7 P P 0.000732 0.00293 0.1 NC 0.5 gb:AV165325 /DB_XREF=gi:5371762 /DB_XREF=AV165325 /CLONE=3110035C09 /FEA=mRNA /CNT=4 /TID=Mm.158958.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430481_at 14.1 13.1 A A 0.06 0.19 0.1 NC 0.29 gb:AK019742.1 /DB_XREF=gi:12860070 /FEA=mRNA /CNT=3 /TID=Mm.78702.1 /TIER=ConsEnd /STK=2 /UG=Mm.78702 /LL=78805 /UG_GENE=4930545L
MOE430_2_1430512_a_ 1.7 0.8 A A 0.78 0.9 0.1 NC 0.51 gb:AK006203.1 /DB_XREF=gi:12839173 /FEA=mRNA /CNT=3 /TID=Mm.84043.2 /TIER=ConsEnd /STK=2 /UG=Mm.84043 /LL=50540 /UG_GENE=Igbp1b-pe
MOE430_2_1430552_a_ 232 210.9 P P 0.000244 0.001221 0.1 NC 0.5 gb:AK020972.1 /DB_XREF=gi:12861718 /FEA=mRNA /CNT=20 /TID=Mm.35483.1 /TIER=ConsEnd /STK=1 /UG=Mm.35483 /LL=77980 /UG_GENE=B230113
MOE430_2_1430572_at 10.9 12.9 A A 0.36 0.33 0.1 NC 0.5 gb:BB017115 /DB_XREF=gi:16257503 /DB_XREF=BB017115 /CLONE=4930566A21 /FEA=mRNA /CNT=13 /TID=Mm.84203.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430576_at 21.2 17.9 P P 0.01 0.03 0.1 NC 0.27 gb:BB484264 /DB_XREF=gi:16441130 /DB_XREF=BB484264 /CLONE=D430024I16 /FEA=mRNA /CNT=10 /TID=Mm.28867.3 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430581_at 3.9 7.7 A A 0.24 0.27 0.1 NC 0.41 gb:AV306063 /DB_XREF=gi:6338577 /DB_XREF=AV306063 /CLONE=5730534O06 /FEA=mRNA /CNT=15 /TID=Mm.182424.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430595_at 3.4 3.6 A A 0.69 0.69 0.1 NC 0.25 gb:AK019661.1 /DB_XREF=gi:12859971 /FEA=mRNA /CNT=15 /TID=Mm.171287.1 /TIER=ConsEnd /STK=1 /UG=Mm.171287 /LL=78926 /UG_GENE=49305
MOE430_2_1430642_at 1.5 2.6 A A 0.56 0.53 0.1 NC 0.5 gb:AW493291 /DB_XREF=gi:7063572 /DB_XREF=UI-M-BH3-aua-e-10-0-UI.s1 /CLONE=UI-M-BH3-aua-e-10-0-UI /FEA=mRNA /CNT=11 /TID=Mm.10219
MOE430_2_1430646_at 6.2 12.4 A A 0.43 0.46 0.1 NC 0.5 gb:AK020000.1 /DB_XREF=gi:12860444 /FEA=mRNA /CNT=10 /TID=Mm.160140.1 /TIER=ConsEnd /STK=1 /UG=Mm.160140 /LL=78818 /UG_GENE=58304
MOE430_2_1430651_s_ 43.6 51.4 A M 0.06 0.05 0.1 NC 0.41 gb:AI504586 /DB_XREF=gi:4402437 /DB_XREF=vo38e05.x1 /CLONE=IMAGE:1052192 /FEA=mRNA /CNT=10 /TID=Mm.218861.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1430663_at 10.6 11 A A 0.3 0.27 0.1 NC 0.48 gb:AK020458.1 /DB_XREF=gi:12861049 /FEA=mRNA /CNT=8 /TID=Mm.159886.1 /TIER=ConsEnd /STK=1 /UG=Mm.159886 /LL=77285 /UG_GENE=943003
MOE430_2_1430702_at 86.1 115.9 P P 0.001221 0.001221 0.1 NC 0.5 gb:AI592954 /DB_XREF=gi:4602002 /DB_XREF=vu88c05.x1 /CLONE=IMAGE:1209224 /FEA=mRNA /CNT=6 /TID=Mm.51079.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430711_at 1.8 1.1 A A 0.69 0.8 0.1 NC 0.64 gb:AK016829.1 /DB_XREF=gi:12855774 /FEA=mRNA /CNT=5 /TID=Mm.4398.1 /TIER=ConsEnd /STK=1 /UG=Mm.4398 /LL=71081 /UG_GENE=4933416E03
MOE430_2_1430712_at 8.9 16.9 A A 0.14 0.14 0.1 NC 0.45 gb:AK002660.1 /DB_XREF=gi:12832808 /FEA=mRNA /CNT=5 /TID=Mm.159520.1 /TIER=ConsEnd /STK=1 /UG=Mm.159520 /LL=75397 /UG_GENE=061002
MOE430_2_1430724_at 11.7 17.6 A P 0.14 0.03 0.1 NC 0.29 gb:AK010021.1 /DB_XREF=gi:12845176 /FEA=mRNA /CNT=6 /TID=Mm.176240.1 /TIER=ConsEnd /STK=1 /UG=Mm.176240 /LL=71932 /UG_GENE=231006
MOE430_2_1430747_at 0.8 1.8 A A 0.94 0.8 0.1 NC 0.36 gb:AK019858.1 /DB_XREF=gi:12860228 /FEA=mRNA /CNT=5 /TID=Mm.196307.1 /TIER=ConsEnd /STK=1 /UG=Mm.196307 /LL=78138 /UG_GENE=493342
MOE430_2_1430749_at 6.2 9.4 A A 0.24 0.17 0.1 NC 0.5 gb:AK012892.1 /DB_XREF=gi:12849934 /FEA=mRNA /CNT=5 /TID=Mm.103863.1 /TIER=ConsEnd /STK=1 /UG=Mm.103863 /LL=72719 /UG_GENE=281004
MOE430_2_1430773_a_ 1.4 0.7 A A 0.8 0.97 0.1 NC 0.77 gb:AI429170 /DB_XREF=gi:4275096 /DB_XREF=ml53h10.x1 /CLONE=IMAGE:515779 /FEA=mRNA /CNT=4 /TID=Mm.23547.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430778_a_ 239.2 259.8 P P 0.000732 0.000244 0.1 NC 0.5 gb:AK020876.1 /DB_XREF=gi:12861594 /GEN=Nubp1 /FEA=mRNA /CNT=4 /TID=Mm.29037.2 /TIER=ConsEnd /STK=1 /UG=Mm.29037 /LL=26425 /UG_TIT



MOE430_2_1430810_at 10.9 11.5 A A 0.39 0.39 0.1 NC 0.49 gb:AK017530.1 /DB_XREF=gi:12856814 /FEA=mRNA /CNT=4 /TID=Mm.158390.1 /TIER=ConsEnd /STK=1 /UG=Mm.158390 /LL=70502 /UG_GENE=573040
MOE430_2_1430830_at 19.7 29.5 M P 0.05 0.000244 0.1 NC 0.24 gb:BB449575 /DB_XREF=gi:9310610 /DB_XREF=BB449575 /CLONE=D030072K14 /FEA=mRNA /CNT=4 /TID=Mm.171346.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430841_at 6.7 5.4 A A 0.46 0.3 0.1 NC 0.41 gb:AK014378.1 /DB_XREF=gi:12852187 /FEA=mRNA /CNT=4 /TID=Mm.154207.1 /TIER=ConsEnd /STK=1 /UG=Mm.154207 /LL=70230 /UG_GENE=330000
MOE430_2_1430875_a_ 207.4 223.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017959.1 /DB_XREF=gi:12857469 /FEA=mRNA /CNT=3 /TID=Mm.24789.2 /TIER=ConsEnd /STK=1 /UG=Mm.24789 /LL=68083 /UG_GENE=5930415H
MOE430_2_1430895_at 4.1 5.8 A A 0.19 0.09 0.1 NC 0.5 gb:BF018972 /DB_XREF=gi:10750304 /DB_XREF=ux99e05.x1 /CLONE=IMAGE:3656672 /FEA=mRNA /CNT=3 /TID=Mm.175502.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1430898_s_ 8.4 9.1 A A 0.11 0.17 0.1 NC 0.16 gb:BB016737 /DB_XREF=gi:8187913 /DB_XREF=BB016737 /CLONE=4930563O14 /FEA=mRNA /CNT=3 /TID=Mm.159479.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430947_at 1.9 1 A A 0.63 0.93 0.1 NC 0.5 gb:AK016075.1 /DB_XREF=gi:12854673 /FEA=mRNA /CNT=3 /TID=Mm.159474.1 /TIER=ConsEnd /STK=1 /UG=Mm.159474 /LL=75243 /UG_GENE=493054
MOE430_2_1430948_at 1.2 1.9 A A 0.78 0.6 0.1 NC 0.28 gb:AV256085 /DB_XREF=gi:6243544 /DB_XREF=AV256085 /CLONE=4921525B02 /FEA=mRNA /CNT=3 /TID=Mm.158483.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430978_at 740.8 908.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM729504 /DB_XREF=gi:19050837 /DB_XREF=ih81h06.x1 /CLONE=IMAGE:5683043 /FEA=mRNA /CNT=133 /TID=Mm.265.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1430980_a_ 3931.1 3903.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI656407 /DB_XREF=gi:15570643 /DB_XREF=603285733F1 /CLONE=IMAGE:5329809 /FEA=mRNA /CNT=56 /TID=Mm.12858.2 /TIER=ConsEnd /STK=0
MOE430_2_1430985_at 2286.9 2447.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG088666 /DB_XREF=gi:12571230 /DB_XREF=H3156B02-5 /CLONE=H3156B02 /FEA=mRNA /CNT=33 /TID=Mm.181698.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1430994_at 11 9.2 A A 0.63 0.53 0.1 NC 0.3 gb:AA119513 /DB_XREF=gi:1677004 /DB_XREF=mp79d10.r1 /CLONE=IMAGE:575443 /FEA=mRNA /CNT=35 /TID=Mm.203968.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1431012_a_ 1027.1 1036.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009478.1 /DB_XREF=gi:12844301 /GEN=Peci /FEA=mRNA /CNT=17 /TID=Mm.28883.2 /TIER=ConsEnd /STK=0 /UG=Mm.28883 /LL=23986 /UG_TIT
MOE430_2_1431091_at 21.4 27.6 P P 0.008057 0.00293 0.1 NC 0.79 gb:BB595944 /DB_XREF=gi:11492546 /DB_XREF=BB595944 /CLONE=C230001J02 /FEA=mRNA /CNT=18 /TID=Mm.144680.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431109_at 1.1 1.5 A A 0.75 0.66 0.1 NC 0.5 gb:AI120070 /DB_XREF=gi:3520394 /DB_XREF=uc27a07.r1 /CLONE=IMAGE:1399188 /FEA=mRNA /CNT=17 /TID=Mm.63546.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431132_x_ 65 64.4 P P 0.000244 0.001953 0.1 NC 0.5 gb:AK003675.1 /DB_XREF=gi:12834487 /FEA=mRNA /CNT=14 /TID=Mm.18568.1 /TIER=ConsEnd /STK=0 /UG=Mm.18568 /LL=78765 /UG_GENE=1110014
MOE430_2_1431144_at 25.3 22.4 P P 0.001953 0.008057 0.1 NC 0.5 gb:AK012640.1 /DB_XREF=gi:12849517 /FEA=mRNA /CNT=11 /TID=Mm.206666.1 /TIER=ConsEnd /STK=0 /UG=Mm.206666 /LL=70118 /UG_GENE=28100
MOE430_2_1431154_at 2.2 1.8 A A 0.91 0.93 0.1 NC 0.36 gb:BB622373 /DB_XREF=gi:15397737 /DB_XREF=BB622373 /CLONE=6332410L15 /FEA=mRNA /CNT=8 /TID=Mm.158534.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431187_s_ 55.8 48.4 P P 0.01 0.01 0.1 NC 0.5 gb:BF140264 /DB_XREF=gi:10979304 /DB_XREF=601788159F1 /CLONE=IMAGE:4015863 /FEA=mRNA /CNT=8 /TID=Mm.200232.1 /TIER=ConsEnd /STK=0
MOE430_2_1431198_x_ 21.8 23.8 A A 0.24 0.21 0.1 NC 0.46 gb:AK020460.1 /DB_XREF=gi:12861051 /FEA=mRNA /CNT=7 /TID=Mm.171361.1 /TIER=ConsEnd /STK=0 /UG=Mm.171361 /LL=77252 /UG_GENE=943003
MOE430_2_1431204_at 10.2 14.4 A P 0.06 0.001953 0.1 NC 0.06 gb:AI451448 /DB_XREF=gi:4304069 /DB_XREF=mu40c11.x1 /CLONE=IMAGE:641876 /FEA=mRNA /CNT=12 /TID=Mm.34433.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431225_at 8.8 6 A A 0.19 0.46 0.1 NC 0.5 gb:BB656631 /DB_XREF=gi:16490459 /DB_XREF=BB656631 /CLONE=D130046O10 /FEA=mRNA /CNT=7 /TID=Mm.41702.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431239_at 50 54.2 P P 0.000732 0.00415 0.1 NC 0.5 gb:AK013444.1 /DB_XREF=gi:12850803 /GEN=Nono /FEA=mRNA /CNT=6 /TID=Mm.21559.2 /TIER=ConsEnd /STK=0 /UG=Mm.21559 /LL=53610 /UG_TITL
MOE430_2_1431241_at 49 45.1 P P 0.000244 0.000732 0.1 NC 0.48 gb:AA692147 /DB_XREF=gi:2693085 /DB_XREF=vt23c03.r1 /CLONE=IMAGE:1163908 /FEA=mRNA /CNT=6 /TID=Mm.21501.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431261_at 0.4 0.3 A A 0.88 0.95 0.1 NC 0.5 gb:BB610000 /DB_XREF=gi:16451638 /DB_XREF=BB610000 /CLONE=1200018I03 /FEA=mRNA /CNT=8 /TID=Mm.54148.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1431265_at 11 13.7 P P 0.000244 0.008057 0.1 NC 0.12 gb:BB373326 /DB_XREF=gi:16407166 /DB_XREF=BB373326 /CLONE=C130069O12 /FEA=mRNA /CNT=7 /TID=Mm.127014.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431279_s_ 96.4 77.6 P M 0.01 0.05 0.1 NC 0.5 gb:AK016145.1 /DB_XREF=gi:12854764 /FEA=mRNA /CNT=6 /TID=Mm.219407.2 /TIER=ConsEnd /STK=0 /UG=Mm.219407 /LL=73372 /UG_GENE=170004
MOE430_2_1431282_at 10.2 11 A A 0.09 0.06 0.1 NC 0.45 gb:AK020269.1 /DB_XREF=gi:12860804 /FEA=mRNA /CNT=5 /TID=Mm.7268.3 /TIER=ConsEnd /STK=0 /UG=Mm.7268 /LL=23989 /UG_GENE=Trap100-pen
MOE430_2_1431283_at 2 1.7 A A 0.88 0.87 0.1 NC 0.5 gb:BB457112 /DB_XREF=gi:16426121 /DB_XREF=BB457112 /CLONE=D130049M16 /FEA=mRNA /CNT=5 /TID=Mm.156095.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431289_at 38.6 56.1 A A 0.24 0.19 0.1 NC 0.5 gb:BB635485 /DB_XREF=gi:16471533 /DB_XREF=BB635485 /CLONE=A430071C20 /FEA=mRNA /CNT=5 /TID=Mm.207921.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431348_at 1.6 0.9 A A 0.69 0.69 0.1 NC 0.27 gb:AK019686.1 /DB_XREF=gi:12860005 /FEA=mRNA /CNT=4 /TID=Mm.84490.1 /TIER=ConsEnd /STK=0 /UG=Mm.84490 /LL=68173 /UG_GENE=4930520F
MOE430_2_1431390_a_ 1310.7 1379.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:AK002571.1 /DB_XREF=gi:12832649 /GEN=D9Wsu138e /FEA=mRNA /CNT=3 /TID=Mm.21094.2 /TIER=ConsEnd /STK=0 /UG=Mm.21094 /LL=28015 /U
MOE430_2_1431398_at 162.6 192 P P 0.001221 0.000732 0.1 NC 0.5 gb:AK012902.1 /DB_XREF=gi:12849948 /FEA=mRNA /CNT=3 /TID=Mm.195864.1 /TIER=ConsEnd /STK=0 /UG=Mm.195864 /LL=76842 /UG_GENE=281004
MOE430_2_1431423_a_ 933.4 1073.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK011080.1 /DB_XREF=gi:12846969 /FEA=mRNA /CNT=3 /TID=Mm.38611.2 /TIER=ConsEnd /STK=0 /UG=Mm.38611 /LL=80509 /UG_GENE=2210021A
MOE430_2_1431448_at 1.1 0.6 A A 0.82 0.78 0.1 NC 0.29 gb:BB014081 /DB_XREF=gi:8137248 /DB_XREF=BB014081 /CLONE=4930474N09 /FEA=mRNA /CNT=6 /TID=Mm.87374.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1431459_at 1.1 0.6 A A 0.88 0.97 0.1 NC 0.5 gb:BB100292 /DB_XREF=gi:8752860 /DB_XREF=BB100292 /CLONE=9430072D08 /FEA=mRNA /CNT=4 /TID=Mm.76793.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1431478_at 12.3 10.2 A A 0.39 0.27 0.1 NC 0.22 gb:AV165367 /DB_XREF=gi:5371804 /DB_XREF=AV165367 /CLONE=3110035G12 /FEA=mRNA /CNT=3 /TID=Mm.158959.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431489_at 0.8 1.5 A A 0.49 0.56 0.1 NC 0.44 gb:AK017025.1 /DB_XREF=gi:12856072 /FEA=mRNA /CNT=3 /TID=Mm.200746.1 /TIER=ConsEnd /STK=2 /UG=Mm.200746 /LL=71312 /UG_GENE=493343
MOE430_2_1431502_a_ 152.8 160.6 P P 0.000244 0.000244 0.1 NC 0.48 gb:AK012689.1 /DB_XREF=gi:12849605 /FEA=mRNA /CNT=3 /TID=Mm.30148.2 /TIER=ConsEnd /STK=2 /UG=Mm.30148 /LL=66362 /UG_GENE=2310005D
MOE430_2_1431526_at 1.3 1.1 A A 0.6 0.8 0.1 NC 0.31 gb:AV258883 /DB_XREF=gi:6246342 /DB_XREF=AV258883 /CLONE=4930402G13 /FEA=mRNA /CNT=3 /TID=Mm.183423.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431539_at 7.3 5.1 A M 0.17 0.05 0.1 NC 0.21 gb:AK015008.1 /DB_XREF=gi:12853177 /FEA=mRNA /CNT=2 /TID=Mm.131406.4 /TIER=ConsEnd /STK=1 /UG=Mm.131406 /LL=67742 /UG_GENE=Samsn1
MOE430_2_1431548_at 7.5 6.2 A A 0.12 0.33 0.1 NC 0.5 gb:AK016892.1 /DB_XREF=gi:12855868 /FEA=mRNA /CNT=2 /TID=Mm.84989.1 /TIER=ConsEnd /STK=1 /UG=Mm.84989 /LL=74456 /UG_GENE=4933424G
MOE430_2_1431557_at 4.8 5.3 A A 0.66 0.43 0.1 NC 0.01 gb:AK015648.1 /DB_XREF=gi:12854060 /FEA=mRNA /CNT=2 /TID=Mm.108406.1 /TIER=ConsEnd /STK=1 /UG=Mm.108406 /LL=75032 /UG_GENE=493048
MOE430_2_1431563_at 4.8 5.1 A A 0.72 0.56 0.1 NC 0.5 gb:AK008071.1 /DB_XREF=gi:12842025 /FEA=mRNA /CNT=2 /TID=Mm.45318.1 /TIER=ConsEnd /STK=1 /UG=Mm.45318 /LL=76769 /UG_GENE=2010003K
MOE430_2_1431564_at 16.6 17 A A 0.14 0.06 0.1 NC 0.42 gb:AK015763.1 /DB_XREF=gi:12854222 /GEN=Bcar3 /FEA=mRNA /CNT=2 /TID=Mm.159783.1 /TIER=ConsEnd /STK=1 /UG=Mm.159783 /UG_TITLE=Mus m
MOE430_2_1431573_at 6.6 4.9 A A 0.43 0.39 0.1 NC 0.37 gb:AK015086.1 /DB_XREF=gi:12853292 /FEA=mRNA /CNT=2 /TID=Mm.50508.1 /TIER=ConsEnd /STK=1 /UG=Mm.50508 /LL=73809 /UG_GENE=4930404K
MOE430_2_1431582_at 45.6 65.4 A M 0.08 0.05 0.1 NC 0.5 gb:AK018313.1 /DB_XREF=gi:12857960 /GEN=Itgb4bp /FEA=mRNA /CNT=2 /TID=Mm.43910.1 /TIER=ConsEnd /STK=1 /UG=Mm.43910 /UG_TITLE=Mus m
MOE430_2_1431584_at 1.9 2.7 A A 0.93 0.87 0.1 NC 0.48 gb:AK003944.1 /DB_XREF=gi:12834912 /FEA=mRNA /CNT=2 /TID=Mm.57702.1 /TIER=ConsEnd /STK=1 /UG=Mm.57702 /LL=68692 /UG_GENE=1110028F
MOE430_2_1431599_at 12.1 12 A A 0.21 0.14 0.1 NC 0.5 gb:AK010122.1 /DB_XREF=gi:12845344 /FEA=mRNA /CNT=2 /TID=Mm.158293.1 /TIER=ConsEnd /STK=1 /UG=Mm.158293 /LL=69652 /UG_GENE=231006
MOE430_2_1431607_at 9.2 10.2 A A 0.19 0.33 0.1 NC 0.49 gb:AK016021.1 /DB_XREF=gi:12854598 /FEA=mRNA /CNT=2 /TID=Mm.160298.1 /TIER=ConsEnd /STK=1 /UG=Mm.160298 /UG_TITLE=Mus musculus adul
MOE430_2_1431631_at 6.9 7.2 A A 0.5 0.43 0.1 NC 0.22 gb:AK013712.1 /DB_XREF=gi:12851180 /FEA=mRNA /CNT=2 /TID=Mm.70660.1 /TIER=ConsEnd /STK=1 /UG=Mm.70660 /LL=73009 /UG_GENE=2900057B
MOE430_2_1431635_at 8 7.9 A A 0.43 0.17 0.1 NC 0.33 gb:AK015119.1 /DB_XREF=gi:12853338 /FEA=mRNA /CNT=2 /TID=Mm.66879.1 /TIER=ConsEnd /STK=1 /UG=Mm.66879 /LL=73927 /UG_GENE=4930412F
MOE430_2_1431700_at 7.3 11.9 A A 0.14 0.33 0.1 NC 0.5 gb:AK002963.1 /DB_XREF=gi:12833327 /GEN=Grin2b /FEA=mRNA /CNT=2 /TID=Mm.56957.2 /TIER=ConsEnd /STK=0 /UG=Mm.56957 /LL=14812 /UG_TIT
MOE430_2_1431707_a_ 71.2 58.9 P A 0.02 0.09 0.1 NC 0.64 gb:AK016645.1 /DB_XREF=gi:12855494 /GEN=Pscd3 /FEA=mRNA /CNT=2 /TID=Mm.19065.3 /TIER=ConsEnd /STK=0 /UG=Mm.19065 /LL=19159 /UG_TIT
MOE430_2_1431711_a_ 0.5 0.4 A A 0.69 0.66 0.1 NC 0.7 gb:AK018497.1 /DB_XREF=gi:12858226 /FEA=mRNA /CNT=2 /TID=Mm.158719.2 /TIER=ConsEnd /STK=0 /UG=Mm.158719 /LL=71529 /UG_GENE=903040
MOE430_2_1431717_at 11.9 12.8 P P 0.04 0.02 0.1 NC 0.5 gb:AK014386.1 /DB_XREF=gi:12852200 /FEA=mRNA /CNT=2 /TID=Mm.54484.1 /TIER=ConsEnd /STK=0 /UG=Mm.54484 /LL=70774 /UG_GENE=3526401B
MOE430_2_1431749_a_ 12.2 12.9 A A 0.14 0.11 0.1 NC 0.5 gb:AK013548.1 /DB_XREF=gi:12850951 /GEN=Rasgrp1 /FEA=mRNA /CNT=2 /TID=Mm.42150.2 /TIER=ConsEnd /STK=0 /UG=Mm.42150 /LL=19419 /UG_T
MOE430_2_1431757_s_ 4.8 7.4 A A 0.39 0.27 0.1 NC 0.37 gb:AK017177.1 /DB_XREF=gi:12856292 /FEA=mRNA /CNT=2 /TID=Mm.159644.1 /TIER=ConsEnd /STK=0 /UG=Mm.159644 /LL=75995 /UG_GENE=503341
MOE430_2_1431769_at 18.1 26.9 P P 0.00293 0.000732 0.1 NC 0.36 gb:AK008838.1 /DB_XREF=gi:12843269 /FEA=mRNA /CNT=2 /TID=Mm.165495.1 /TIER=ConsEnd /STK=0 /UG=Mm.165495 /LL=76710 /UG_GENE=221040
MOE430_2_1431778_at 13 14.9 A A 0.14 0.21 0.1 NC 0.68 gb:AK010665.1 /DB_XREF=gi:12846271 /FEA=mRNA /CNT=2 /TID=Mm.195553.1 /TIER=ConsEnd /STK=0 /UG=Mm.195553 /LL=69991 /UG_GENE=241004
MOE430_2_1431786_s_ 8.4 10.8 P P 0.008057 0.01 0.1 NC 0.5 gb:AK013117.1 /DB_XREF=gi:12850279 /FEA=mRNA /CNT=2 /TID=Mm.33800.1 /TIER=ConsEnd /STK=0 /UG=Mm.33800 /LL=76974 /UG_GENE=2810420C
MOE430_2_1431793_at 3.9 5.1 A A 0.39 0.53 0.1 NC 0.5 gb:AK014404.1 /DB_XREF=gi:12852232 /FEA=mRNA /CNT=1 /TID=Mm.159114.1 /TIER=ConsEnd /STK=0 /UG=Mm.159114 /LL=74014 /UG_GENE=373240
MOE430_2_1431811_a_ 172.1 169 P P 0.00293 0.00293 0.1 NC 0.5 gb:AK020018.1 /DB_XREF=gi:12860470 /FEA=mRNA /CNT=1 /TID=Mm.11935.1 /TIER=ConsEnd /STK=0 /UG=Mm.11935 /LL=78938 /UG_GENE=5830426G
MOE430_2_1431815_a_ 128.6 132.6 P P 0.000732 0.000732 0.1 NC 0.42 gb:AK010326.1 /DB_XREF=gi:12845684 /GEN=Mms19l /FEA=mRNA /CNT=1 /TID=Mm.28412.2 /TIER=ConsEnd /STK=0 /UG=Mm.28412 /LL=72199 /UG_TI
MOE430_2_1431822_a_ 172.2 197.9 P P 0.000244 0.000244 0.1 NC 0.34 gb:AK004992.1 /DB_XREF=gi:12836598 /GEN=Azi2 /FEA=mRNA /CNT=1 /TID=Mm.2179.2 /TIER=ConsEnd /STK=0 /UG=Mm.2179 /LL=27215 /UG_TITLE=
MOE430_2_1431830_at 12.8 15.6 M A 0.05 0.14 0.1 NC 0.5 gb:AK014562.1 /DB_XREF=gi:12852492 /FEA=mRNA /CNT=1 /TID=Mm.171461.2 /TIER=ConsEnd /STK=0 /UG=Mm.171461 /LL=67230 /UG_GENE=281043
MOE430_2_1431834_a_ 451.4 457.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK020015.1 /DB_XREF=gi:12860467 /FEA=mRNA /CNT=1 /TID=Mm.46229.2 /TIER=ConsEnd /STK=0 /UG=Mm.46229 /LL=100952 /UG_GENE=AW22903
MOE430_2_1431865_a_ 2.3 2.4 A A 0.82 0.6 0.1 NC 0.24 gb:AK015213.1 /DB_XREF=gi:12853461 /FEA=mRNA /CNT=1 /TID=Mm.159188.2 /TIER=ConsEnd /STK=0 /UG=Mm.159188 /LL=74400 /UG_GENE=493340
MOE430_2_1431874_at 19.8 30.1 A P 0.11 0.01 0.1 NC 0.02 gb:AK016488.1 /DB_XREF=gi:12855248 /FEA=mRNA /CNT=1 /TID=Mm.159169.1 /TIER=ConsEnd /STK=0 /UG=Mm.159169 /LL=74361 /UG_GENE=493142
MOE430_2_1431877_a_ 25.3 20.5 A A 0.17 0.21 0.1 NC 0.5 gb:AK002633.1 /DB_XREF=gi:12832761 /FEA=mRNA /CNT=1 /TID=Mm.219673.3 /TIER=ConsEnd /STK=0 /UG=Mm.219673 /LL=67992 /UG_GENE=061001
MOE430_2_1431913_a_ 3.4 2 A A 0.56 0.78 0.1 NC 0.9 gb:AK004638.1 /DB_XREF=gi:12835946 /GEN=Pde3a /FEA=mRNA /CNT=1 /TID=Mm.103728.2 /TIER=ConsEnd /STK=0 /UG=Mm.103728 /LL=54611 /UG_T
MOE430_2_1431930_x_ 447 469.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017718.1 /DB_XREF=gi:12857102 /FEA=mRNA /CNT=1 /TID=Mm.37972.3 /TIER=ConsEnd /STK=0 /UG=Mm.37972 /LL=66586 /UG_GENE=0610009I2
MOE430_2_1431935_at 10.5 8 A A 0.11 0.3 0.1 NC 0.63 gb:AK013575.1 /DB_XREF=gi:12850991 /FEA=mRNA /CNT=1 /TID=Mm.195776.1 /TIER=ConsEnd /STK=0 /UG=Mm.195776 /LL=76831 /UG_GENE=290002
MOE430_2_1431941_at 16.6 17.9 P A 0.01 0.12 0.1 NC 0.79 gb:AK015572.1 /DB_XREF=gi:12853966 /FEA=mRNA /CNT=1 /TID=Mm.159586.1 /TIER=ConsEnd /STK=0 /UG=Mm.159586 /LL=75817 /UG_GENE=493047
MOE430_2_1431991_at 19.8 21.2 M M 0.05 0.05 0.1 NC 0.18 gb:AK010406.1 /DB_XREF=gi:12845826 /FEA=mRNA /CNT=1 /TID=Mm.159048.1 /TIER=ConsEnd /STK=0 /UG=Mm.159048 /LL=73667 /UG_GENE=241000
MOE430_2_1431995_at 25.5 23.2 P M 0.01 0.05 0.1 NC 0.5 gb:AK013005.1 /DB_XREF=gi:12850099 /FEA=mRNA /CNT=1 /TID=Mm.29636.2 /TIER=ConsEnd /STK=0 /UG=Mm.29636 /LL=69538 /UG_GENE=2310008J
MOE430_2_1432032_a_ 97.9 106.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK015393.1 /DB_XREF=gi:12853717 /GEN=Artn /FEA=mRNA /CNT=1 /TID=Mm.56897.2 /TIER=ConsEnd /STK=0 /UG=Mm.56897 /LL=11876 /UG_TITL
MOE430_2_1432033_at 2.7 2.9 A A 0.85 0.8 0.1 NC 0.5 gb:AK011411.1 /DB_XREF=gi:12847517 /FEA=mRNA /CNT=1 /TID=Mm.158828.1 /TIER=ConsEnd /STK=0 /UG=Mm.158828 /LL=72451 /UG_GENE=261001
MOE430_2_1432040_at 0.9 1.1 A A 0.96 0.9 0.1 NC 0.19 gb:AK016851.1 /DB_XREF=gi:12855806 /FEA=mRNA /CNT=1 /TID=Mm.158589.1 /TIER=ConsEnd /STK=0 /UG=Mm.158589 /LL=71153 /UG_GENE=493341
MOE430_2_1432096_at 0.9 1.2 A A 0.96 0.96 0.1 NC 0.66 gb:AK010671.1 /DB_XREF=gi:12846281 /FEA=mRNA /CNT=1 /TID=Mm.195764.1 /TIER=ConsEnd /STK=0 /UG=Mm.195764 /LL=76558 /UG_GENE=241004
MOE430_2_1432108_at 26.4 24.1 P P 0.001953 0.000732 0.1 NC 0.04 gb:AK016709.1 /DB_XREF=gi:12855593 /FEA=mRNA /CNT=1 /TID=Mm.38196.2 /TIER=ConsEnd /STK=0 /UG=Mm.38196 /LL=71041 /UG_GENE=4933407A
MOE430_2_1432115_a_ 34.1 48.9 P A 0.03 0.08 0.1 NC 0.5 gb:AK014165.1 /DB_XREF=gi:12851851 /GEN=Pign /FEA=mRNA /CNT=1 /TID=Mm.37312.4 /TIER=ConsEnd /STK=0 /UG=Mm.37312 /LL=27392 /UG_TITL
MOE430_2_1432167_at 0.9 1.3 A A 0.82 0.53 0.1 NC 0.28 gb:AK016250.1 /DB_XREF=gi:12854907 /FEA=mRNA /CNT=1 /TID=Mm.29895.2 /TIER=ConsEnd /STK=0 /UG=Mm.29895 /LL=66592 /UG_GENE=0610038F
MOE430_2_1432174_a_ 5.7 5.4 A A 0.46 0.24 0.1 NC 0.19 gb:AK016883.1 /DB_XREF=gi:12855854 /FEA=mRNA /CNT=1 /TID=Mm.85000.5 /TIER=ConsEnd /STK=0 /UG=Mm.85000 /LL=74446 /UG_GENE=4933425K
MOE430_2_1432177_a_ 199 211.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK011833.1 /DB_XREF=gi:12848205 /FEA=mRNA /CNT=1 /TID=Mm.3688.2 /TIER=ConsEnd /STK=0 /UG=Mm.3688 /LL=17420 /UG_GENE=Mnat1 /UG_
MOE430_2_1432195_s_ 347.8 370 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK008585.1 /DB_XREF=gi:12842860 /FEA=mRNA /CNT=1 /TID=Mm.13725.3 /TIER=ConsEnd /STK=0 /UG=Mm.13725 /LL=56036 /UG_GENE=Pcee-pen
MOE430_2_1432228_at 2.2 3.1 A A 0.56 0.6 0.1 NC 0.5 gb:AK016679.1 /DB_XREF=gi:12855549 /FEA=mRNA /CNT=1 /TID=Mm.158550.1 /TIER=ConsEnd /STK=0 /UG=Mm.158550 /LL=71064 /UG_GENE=493340
MOE430_2_1432281_a_ 8.5 9.9 A A 0.08 0.09 0.1 NC 0.45 gb:AK019511.1 /DB_XREF=gi:12859764 /FEA=mRNA /CNT=1 /TID=Mm.116903.3 /TIER=ConsEnd /STK=0 /UG=Mm.116903 /LL=16420 /UG_GENE=Itgb6 /U
MOE430_2_1432282_a_ 49 55.1 P P 0.000244 0.000732 0.1 NC 0.5 gb:AK008522.1 /DB_XREF=gi:12842753 /FEA=mRNA /CNT=1 /TID=Mm.218638.2 /TIER=ConsEnd /STK=0 /UG=Mm.218638 /LL=69891 /UG_GENE=201030
MOE430_2_1432292_at 8.2 13.4 A A 0.36 0.21 0.1 NC 0.5 gb:AK015695.1 /DB_XREF=gi:12854125 /FEA=mRNA /CNT=1 /TID=Mm.159418.1 /TIER=ConsEnd /STK=0 /UG=Mm.159418 /LL=75076 /UG_GENE=493050
MOE430_2_1432303_at 6.5 8.1 A A 0.39 0.19 0.1 NC 0.18 gb:AK020394.1 /DB_XREF=gi:12860967 /FEA=mRNA /CNT=1 /TID=Mm.159941.1 /TIER=ConsEnd /STK=0 /UG=Mm.159941 /LL=77560 /UG_GENE=933019
MOE430_2_1432320_at 5.4 6.9 A A 0.08 0.06 0.1 NC 0.27 gb:AK021377.1 /DB_XREF=gi:12862250 /FEA=mRNA /CNT=1 /TID=Mm.160006.1 /TIER=ConsEnd /STK=0 /UG=Mm.160006 /LL=77857 /UG_GENE=E13011
MOE430_2_1432395_at 2.1 2.8 A A 0.63 0.63 0.1 NC 0.5 gb:AK006640.1 /DB_XREF=gi:12839838 /FEA=mRNA /CNT=1 /TID=Mm.159769.1 /TIER=ConsEnd /STK=0 /UG=Mm.159769 /LL=76713 /UG_GENE=170003
MOE430_2_1432411_a_ 301.9 320.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009893.1 /DB_XREF=gi:12844968 /GEN=Fbxw2 /FEA=mRNA /CNT=1 /TID=Mm.4465.5 /TIER=ConsEnd /STK=0 /UG=Mm.4465 /LL=30050 /UG_TITLE
MOE430_2_1432414_at 1.3 2.7 A A 0.9 0.46 0.1 NC 0.11 gb:AK016792.1 /DB_XREF=gi:12855718 /FEA=mRNA /CNT=1 /TID=Mm.89205.2 /TIER=ConsEnd /STK=0 /UG=Mm.89205 /LL=26390 /UG_GENE=Jnkbp1-p
MOE430_2_1432426_a_ 152.3 127.8 P P 0.008057 0.00293 0.1 NC 0.5 gb:AK007960.1 /DB_XREF=gi:12841845 /FEA=mRNA /CNT=1 /TID=Mm.44214.5 /TIER=ConsEnd /STK=0 /UG=Mm.44214 /LL=67921 /UG_GENE=2510010F
MOE430_2_1432444_a_ 468.3 634 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK012800.1 /DB_XREF=gi:12849782 /FEA=mRNA /CNT=1 /TID=Mm.33803.2 /TIER=ConsEnd /STK=0 /UG=Mm.33803 /LL=66266 /UG_GENE=1810011O
MOE430_2_1432451_at 0.4 1.5 A A 0.66 0.69 0.1 NC 0.49 gb:AK019612.1 /DB_XREF=gi:12859910 /FEA=mRNA /CNT=1 /TID=Mm.160049.1 /TIER=ConsEnd /STK=0 /UG=Mm.160049 /LL=78115 /UG_GENE=493044
MOE430_2_1432458_at 1.2 1.3 A A 0.97 0.91 0.1 NC 0.27 gb:AK005864.1 /DB_XREF=gi:12838664 /FEA=mRNA /CNT=1 /TID=Mm.159542.1 /TIER=ConsEnd /STK=0 /UG=Mm.159542 /LL=75645 /UG_GENE=170001
MOE430_2_1432492_a_ 1.2 6.1 A A 0.95 0.85 0.1 NC 0.22 gb:AK002295.1 /DB_XREF=gi:12832173 /FEA=mRNA /CNT=1 /TID=Mm.30100.2 /TIER=ConsEnd /STK=0 /UG=Mm.30100 /LL=107766 /UG_GENE=Haao /U
MOE430_2_1432509_at 36.9 42.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017206.1 /DB_XREF=gi:12856330 /FEA=mRNA /CNT=1 /TID=Mm.44949.1 /TIER=ConsEnd /STK=0 /UG=Mm.44949 /LL=76000 /UG_GENE=5033430I1
MOE430_2_1432510_at 3.1 5.1 A A 0.3 0.33 0.1 NC 0.65 gb:AK015778.1 /DB_XREF=gi:12854245 /FEA=mRNA /CNT=1 /TID=Mm.159430.1 /TIER=ConsEnd /STK=0 /UG=Mm.159430 /LL=75110 /UG_GENE=493051
MOE430_2_1432526_a_ 995.7 983.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK020203.1 /DB_XREF=gi:12860714 /GEN=D11Moh34 /FEA=mRNA /CNT=1 /TID=Mm.29482.4 /TIER=ConsEnd /STK=0 /UG=Mm.29482 /LL=27681 /UG
MOE430_2_1432550_at 10.1 10.2 A A 0.36 0.36 0.1 NC 0.5 gb:AK019807.1 /DB_XREF=gi:12860149 /FEA=mRNA /CNT=1 /TID=Mm.160043.1 /TIER=ConsEnd /STK=0 /UG=Mm.160043 /LL=78052 /UG_GENE=493057
MOE430_2_1432593_at 33.5 46.4 P P 0.00293 0.01 0.1 NC 0.5 gb:BB611357 /DB_XREF=gi:16452615 /DB_XREF=BB611357 /CLONE=2900017M18 /FEA=mRNA /CNT=4 /TID=Mm.171313.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432608_at 1.1 1.9 A A 0.46 0.56 0.1 NC 0.64 gb:BB846768 /DB_XREF=gi:17085143 /DB_XREF=BB846768 /CLONE=F530004I15 /FEA=mRNA /CNT=3 /TID=Mm.195803.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432621_at 1.5 0.8 A A 0.56 0.93 0.1 NC 0.5 gb:BM197175 /DB_XREF=gi:17749263 /DB_XREF=C0344H06-3 /CLONE=C0344H06 /FEA=mRNA /CNT=3 /TID=Mm.158395.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1432628_at 24.8 30.5 A A 0.17 0.12 0.1 NC 0.5 gb:AK017958.1 /DB_XREF=gi:12857468 /FEA=mRNA /CNT=3 /TID=Mm.28148.2 /TIER=ConsEnd /STK=0 /UG=Mm.28148 /LL=12417 /UG_GENE=Cbx3 /UG
MOE430_2_1432640_at 2 1.6 A A 0.59 0.78 0.1 NC 0.46 gb:BB571058 /DB_XREF=gi:11461966 /DB_XREF=BB571058 /CLONE=4633401L03 /FEA=mRNA /CNT=5 /TID=Mm.171712.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432653_at 7.1 4.1 A A 0.3 0.21 0.1 NC 0.19 gb:AK005767.1 /DB_XREF=gi:12838511 /FEA=mRNA /CNT=3 /TID=Mm.193487.1 /TIER=ConsEnd /STK=0 /UG=Mm.193487 /LL=66325 /UG_GENE=170000
MOE430_2_1432681_at 1 1.1 A A 0.93 0.75 0.1 NC 0.07 gb:AK018604.1 /DB_XREF=gi:12858396 /FEA=mRNA /CNT=2 /TID=Mm.158734.1 /TIER=ConsEnd /STK=0 /UG=Mm.158734 /LL=71588 /UG_GENE=913000
MOE430_2_1432712_at 20.8 30.2 P P 0.00415 0.01 0.1 NC 0.5 gb:AK016922.1 /DB_XREF=gi:12855913 /FEA=mRNA /CNT=2 /TID=Mm.67631.1 /TIER=ConsEnd /STK=0 /UG=Mm.67631 /LL=71190 /UG_GENE=4933425M
MOE430_2_1432728_at 11.3 9.2 A A 0.16 0.3 0.1 NC 0.5 gb:AK017965.1 /DB_XREF=gi:12857477 /FEA=mRNA /CNT=2 /TID=Mm.159661.1 /TIER=ConsEnd /STK=0 /UG=Mm.159661 /LL=76048 /UG_GENE=583043
MOE430_2_1432752_at 8.9 6.9 A A 0.43 0.52 0.1 NC 0.5 gb:AK015070.1 /DB_XREF=gi:12853270 /FEA=mRNA /CNT=2 /TID=Mm.78291.1 /TIER=ConsEnd /STK=0 /UG=Mm.78291 /LL=73943 /UG_GENE=4930403O
MOE430_2_1432776_at 1.7 0.6 A A 0.72 0.82 0.1 NC 0.79 gb:AK020511.1 /DB_XREF=gi:12861115 /FEA=mRNA /CNT=2 /TID=Mm.159912.1 /TIER=ConsEnd /STK=0 /UG=Mm.159912 /LL=77401 /UG_GENE=943008
MOE430_2_1432800_at 5.7 12.4 A A 0.14 0.12 0.1 NC 0.42 gb:AK021063.1 /DB_XREF=gi:12861836 /FEA=mRNA /CNT=2 /TID=Mm.159900.1 /TIER=ConsEnd /STK=0 /UG=Mm.159900 /LL=77330 /UG_GENE=C03001
MOE430_2_1432803_at 2.6 4.1 A A 0.46 0.27 0.1 NC 0.13 gb:BB182761 /DB_XREF=gi:8841844 /DB_XREF=BB182761 /CLONE=A230101C19 /FEA=mRNA /CNT=2 /TID=Mm.121587.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432819_at 2.3 2.3 A A 0.63 0.66 0.1 NC 0.5 gb:AK020504.1 /DB_XREF=gi:12861108 /FEA=mRNA /CNT=2 /TID=Mm.159906.1 /TIER=ConsEnd /STK=0 /UG=Mm.159906 /LL=77373 /UG_GENE=943008
MOE430_2_1432820_at 37.6 51 A A 0.24 0.27 0.1 NC 0.5 gb:BB001239 /DB_XREF=gi:7841167 /DB_XREF=BB001239 /CLONE=2700060P05 /FEA=mRNA /CNT=2 /TID=Mm.18347.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432836_at 0.6 1.2 A A 0.98 0.86 0.1 NC 0.21 gb:AK014675.1 /DB_XREF=gi:12852675 /FEA=mRNA /CNT=2 /TID=Mm.159258.1 /TIER=ConsEnd /STK=0 /UG=Mm.159258 /LL=74612 /UG_GENE=483341
MOE430_2_1432840_at 2 1.2 A A 0.6 0.63 0.1 NC 0.23 gb:BB659043 /DB_XREF=gi:16492867 /DB_XREF=BB659043 /CLONE=D330020A21 /FEA=mRNA /CNT=2 /TID=Mm.200764.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432865_at 5.2 7.8 A A 0.19 0.39 0.1 NC 0.4 gb:AK021359.1 /DB_XREF=gi:12862227 /FEA=mRNA /CNT=2 /TID=Mm.160008.1 /TIER=ConsEnd /STK=0 /UG=Mm.160008 /LL=77859 /UG_GENE=D73005
MOE430_2_1432870_at 0.5 1.6 A A 0.79 0.88 0.1 NC 0.5 gb:AK016536.1 /DB_XREF=gi:12855321 /FEA=mRNA /CNT=1 /TID=Mm.159182.1 /TIER=ConsEnd /STK=0 /UG=Mm.159182 /LL=74389 /UG_GENE=493242
MOE430_2_1432874_at 1.4 2.1 A A 0.96 0.93 0.1 NC 0.36 gb:AK014550.1 /DB_XREF=gi:12852477 /FEA=mRNA /CNT=1 /TID=Mm.159167.1 /TIER=ConsEnd /STK=0 /UG=Mm.159167 /LL=74348 /UG_GENE=463240
MOE430_2_1432879_at 3 3 A A 0.42 0.5 0.1 NC 0.36 gb:AK018356.1 /DB_XREF=gi:12858019 /FEA=mRNA /CNT=1 /TID=Mm.159556.1 /TIER=ConsEnd /STK=0 /UG=Mm.159556 /LL=75742 /UG_GENE=682040
MOE430_2_1432913_at 5.8 8.3 A A 0.26 0.3 0.1 NC 0.49 gb:AK015134.1 /DB_XREF=gi:12853355 /FEA=mRNA /CNT=1 /TID=Mm.159799.1 /TIER=ConsEnd /STK=0 /UG=Mm.159799 /LL=76868 /UG_GENE=493041
MOE430_2_1432938_at 5.8 3.7 A A 0.43 0.43 0.1 NC 0.21 gb:AK017410.1 /DB_XREF=gi:12856633 /FEA=mRNA /CNT=1 /TID=Mm.159225.1 /TIER=ConsEnd /STK=0 /UG=Mm.159225 /LL=74500 /UG_GENE=543043
MOE430_2_1432967_at 0.9 2.7 A A 0.85 0.72 0.1 NC 0.66 gb:AK015472.1 /DB_XREF=gi:12853830 /FEA=mRNA /CNT=1 /TID=Mm.159291.1 /TIER=ConsEnd /STK=0 /UG=Mm.159291 /LL=74676 /UG_GENE=493045
MOE430_2_1432977_at 3.9 9.8 A A 0.11 0.14 0.1 NC 0.16 gb:AK018540.1 /DB_XREF=gi:12858291 /FEA=mRNA /CNT=1 /TID=Mm.159558.1 /TIER=ConsEnd /STK=0 /UG=Mm.159558 /LL=75754 /UG_GENE=903060
MOE430_2_1433019_at 2.2 1.7 A A 0.75 0.75 0.1 NC 0.07 gb:AK014727.1 /DB_XREF=gi:12852749 /FEA=mRNA /CNT=1 /TID=Mm.159332.1 /TIER=ConsEnd /STK=0 /UG=Mm.159332 /LL=74842 /UG_GENE=483341
MOE430_2_1433100_at 39.3 22.3 M P 0.05 0.01 0.1 NC 0.41 gb:AK018519.1 /DB_XREF=gi:12858259 /FEA=mRNA /CNT=1 /TID=Mm.158712.1 /TIER=ConsEnd /STK=0 /UG=Mm.158712 /LL=71512 /UG_GENE=903041
MOE430_2_1433110_at 4.7 7.3 A A 0.06 0.36 0.1 NC 0.62 gb:AK018053.1 /DB_XREF=gi:12857597 /FEA=mRNA /CNT=1 /TID=Mm.159674.1 /TIER=ConsEnd /STK=0 /UG=Mm.159674 /LL=76094 /UG_GENE=583047
MOE430_2_1433120_at 0.3 1.1 A A 0.78 0.8 0.1 NC 0.18 gb:AK020537.1 /DB_XREF=gi:12861147 /FEA=mRNA /CNT=1 /TID=Mm.133270.1 /TIER=ConsEnd /STK=0 /UG=Mm.133270 /LL=77366 /UG_GENE=953000
MOE430_2_1433123_at 2.2 3.1 A A 0.85 0.63 0.1 NC 0.2 gb:AK013757.1 /DB_XREF=gi:12851243 /FEA=mRNA /CNT=1 /TID=Mm.158916.1 /TIER=ConsEnd /STK=0 /UG=Mm.158916 /LL=72968 /UG_GENE=290006
MOE430_2_1433128_at 0.8 1.7 A A 0.96 0.88 0.1 NC 0.24 gb:AK015186.1 /DB_XREF=gi:12853425 /FEA=mRNA /CNT=1 /TID=Mm.159264.1 /TIER=ConsEnd /STK=0 /UG=Mm.159264 /LL=74628 /UG_GENE=493042
MOE430_2_1433166_at 6.3 0.8 A A 0.45 0.8 0.1 NC 0.55 gb:AK015625.1 /DB_XREF=gi:12854030 /FEA=mRNA /CNT=1 /TID=Mm.159365.1 /TIER=ConsEnd /STK=0 /UG=Mm.159365 /LL=74911 /UG_GENE=493048
MOE430_2_1433201_at 1.3 1.3 A A 0.87 0.91 0.1 NC 0.57 gb:AK010214.1 /DB_XREF=gi:12845492 /FEA=mRNA /CNT=1 /TID=Mm.158351.1 /TIER=ConsEnd /STK=0 /UG=Mm.158351 /LL=70290 /UG_GENE=231007
MOE430_2_1433214_x_ 3.8 0.9 A A 0.63 0.93 0.1 NC 0.82 gb:AK012219.1 /DB_XREF=gi:12848829 /FEA=mRNA /CNT=1 /TID=Mm.158839.1 /TIER=ConsEnd /STK=0 /UG=Mm.158839 /LL=72539 /UG_GENE=270000
MOE430_2_1433218_at 1.8 2.7 A A 0.93 0.93 0.1 NC 0.5 gb:AK016239.1 /DB_XREF=gi:12854894 /FEA=mRNA /CNT=1 /TID=Mm.159623.1 /TIER=ConsEnd /STK=0 /UG=Mm.159623 /LL=75924 /UG_GENE=493056
MOE430_2_1433244_at 0.9 2 A A 0.69 0.45 0.1 NC 0.5 gb:AK016289.1 /DB_XREF=gi:12854961 /FEA=mRNA /CNT=1 /TID=Mm.159606.1 /TIER=ConsEnd /STK=0 /UG=Mm.159606 /LL=75864 /UG_GENE=493057
MOE430_2_1433273_at 25.6 29.2 A A 0.21 0.19 0.1 NC 0.44 gb:AK013162.1 /DB_XREF=gi:12850351 /FEA=mRNA /CNT=1 /TID=Mm.195646.1 /TIER=ConsEnd /STK=0 /UG=Mm.195646 /LL=72746 /UG_GENE=281042
MOE430_2_1433299_at 9.4 10.7 A A 0.33 0.3 0.1 NC 0.5 gb:AK018026.1 /DB_XREF=gi:12857560 /FEA=mRNA /CNT=1 /TID=Mm.159677.1 /TIER=ConsEnd /STK=0 /UG=Mm.159677 /LL=76101 /UG_GENE=583046
MOE430_2_1433304_at 0.9 1.9 A A 0.82 0.72 0.1 NC 0.5 gb:AK015612.1 /DB_XREF=gi:12854012 /FEA=mRNA /CNT=1 /TID=Mm.159362.1 /TIER=ConsEnd /STK=0 /UG=Mm.159362 /LL=74907 /UG_GENE=493048
MOE430_2_1433319_at 0.5 1.3 A A 0.98 0.72 0.1 NC 0.35 gb:AK017399.1 /DB_XREF=gi:12856619 /FEA=mRNA /CNT=1 /TID=Mm.158694.1 /TIER=ConsEnd /STK=0 /UG=Mm.158694 /LL=71415 /UG_GENE=543043
MOE430_2_1433334_at 6.6 16.3 A A 0.75 0.66 0.1 NC 0.5 gb:AK006313.1 /DB_XREF=gi:12839347 /FEA=mRNA /CNT=1 /TID=Mm.195545.1 /TIER=ConsEnd /STK=0 /UG=Mm.195545 /LL=69392 /UG_GENE=170002
MOE430_2_1433338_at 15.1 26.4 P P 0.005859 0.008057 0.1 NC 0.5 gb:AK020136.1 /DB_XREF=gi:12860627 /FEA=mRNA /CNT=1 /TID=Mm.159983.1 /TIER=ConsEnd /STK=0 /UG=Mm.159983 /LL=77736 /UG_GENE=672046
MOE430_2_1433358_at 16.8 12.9 A A 0.12 0.21 0.1 NC 0.5 gb:AK020707.1 /DB_XREF=gi:12861375 /FEA=mRNA /CNT=1 /TID=Mm.159985.1 /TIER=ConsEnd /STK=0 /UG=Mm.159985 /LL=77747 /UG_GENE=A23010
MOE430_2_1433403_at 1 1 A A 0.93 0.96 0.1 NC 0.16 gb:AK013453.1 /DB_XREF=gi:12850817 /FEA=mRNA /CNT=1 /TID=Mm.158886.1 /TIER=ConsEnd /STK=0 /UG=Mm.158886 /LL=72815 /UG_GENE=281048
MOE430_2_1433411_at 1.3 1.1 A A 0.5 0.87 0.1 NC 0.63 gb:AK017641.1 /DB_XREF=gi:12856984 /FEA=mRNA /CNT=1 /TID=Mm.28796.1 /TIER=ConsEnd /STK=0 /UG=Mm.28796 /LL=70566 /UG_GENE=5730446C
MOE430_2_1433413_at 11.8 11.3 A A 0.27 0.3 0.1 NC 0.53 gb:AK006863.1 /DB_XREF=gi:12840146 /FEA=mRNA /CNT=1 /TID=Mm.39843.1 /TIER=ConsEnd /STK=0 /UG=Mm.39843 /LL=68042 /UG_GENE=1700062G
MOE430_2_1433419_at 2.7 2.9 A A 0.88 0.66 0.1 NC 0.31 gb:AK015090.1 /DB_XREF=gi:12853299 /FEA=mRNA /CNT=1 /TID=Mm.159091.1 /TIER=ConsEnd /STK=0 /UG=Mm.159091 /LL=73920 /UG_GENE=493040
MOE430_2_1433430_s_ 391.7 326.4 P P 0.000244 0.000244 0.1 NC 0.31 gb:AW546409 /DB_XREF=gi:7191818 /DB_XREF=L0007H12-3 /CLONE=L0007H12 /FEA=EST /CNT=299 /TID=Mm.196638.2 /TIER=Stack /STK=272 /UG=M
MOE430_2_1433440_x_ 905.4 947.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB791850 /DB_XREF=gi:16960509 /DB_XREF=BB791850 /CLONE=G430138I20 /FEA=EST /CNT=208 /TID=Mm.27560.2 /TIER=Stack /STK=207 /UG=M
MOE430_2_1433445_x_ 590.3 612.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI690696 /DB_XREF=gi:15653325 /DB_XREF=603314303F1 /CLONE=IMAGE:5354112 /FEA=EST /CNT=360 /TID=Mm.61526.4 /TIER=Stack /STK=202 /
MOE430_2_1433447_x_ 2667.1 2870.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI607417 /DB_XREF=gi:4616584 /DB_XREF=ve71a02.x1 /CLONE=IMAGE:831626 /FEA=EST /CNT=206 /TID=Mm.6821.2 /TIER=Stack /STK=200 /UG=M
MOE430_2_1433452_at 53 53.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB179847 /DB_XREF=gi:16269973 /DB_XREF=BB179847 /CLONE=A230081B08 /FEA=EST /CNT=197 /TID=Mm.41588.1 /TIER=Stack /STK=190 /UG=M
MOE430_2_1433453_a_ 472.3 491.9 P P 0.000732 0.000244 0.1 NC 0.5 gb:BB621938 /DB_XREF=gi:16461148 /DB_XREF=BB621938 /CLONE=6330437C08 /FEA=EST /CNT=215 /TID=Mm.35850.1 /TIER=Stack /STK=185 /UG=M
MOE430_2_1433454_at 199.1 184.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB621938 /DB_XREF=gi:16461148 /DB_XREF=BB621938 /CLONE=6330437C08 /FEA=EST /CNT=215 /TID=Mm.35850.1 /TIER=Stack /STK=185 /UG=M
MOE430_2_1433478_at 1009.9 981.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ174254 /DB_XREF=gi:20349745 /DB_XREF=UI-M-DJ2-bvx-d-21-0-UI.s1 /CLONE=UI-M-DJ2-bvx-d-21-0-UI /FEA=EST /CNT=186 /TID=Mm.22072
MOE430_2_1433486_at 22.7 21 P P 0.001221 0.00293 0.1 NC 0.33 gb:BQ175986 /DB_XREF=gi:20351478 /DB_XREF=UI-M-DJ2-bwf-c-06-0-UI.s1 /CLONE=UI-M-DJ2-bwf-c-06-0-UI /FEA=EST /CNT=236 /TID=Mm.28842
MOE430_2_1433496_at 294.1 283.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV122321 /DB_XREF=gi:15404466 /DB_XREF=AV122321 /CLONE=2610524C16 /FEA=EST /CNT=250 /TID=Mm.184314.1 /TIER=Stack /STK=51 /UG=M
MOE430_2_1433541_a_ 559.4 641.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI408204 /DB_XREF=gi:15169127 /DB_XREF=602961190F1 /CLONE=IMAGE:5116750 /FEA=EST /CNT=123 /TID=Mm.25610.2 /TIER=Stack /STK=102 /
MOE430_2_1433553_at 151 155.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB131106 /DB_XREF=gi:15408385 /DB_XREF=BB131106 /CLONE=9630048P11 /FEA=EST /CNT=131 /TID=Mm.41290.1 /TIER=Stack /STK=93 /UG=M
MOE430_2_1433554_at 681.7 676.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM246500 /DB_XREF=gi:17881770 /DB_XREF=K0739A09-3 /CLONE=K0739A09 /FEA=EST /CNT=135 /TID=Mm.29605.1 /TIER=Stack /STK=93 /UG=M



MOE430_2_1433556_at 22.9 18.7 A M 0.14 0.05 0.1 NC 0.5 gb:AV264037 /DB_XREF=gi:16389169 /DB_XREF=AV264037 /CLONE=4930443D21 /FEA=EST /CNT=99 /TID=Mm.41015.1 /TIER=Stack /STK=93 /UG=Mm
MOE430_2_1433558_at 212.5 215.5 P P 0.000244 0.001221 0.1 NC 0.5 gb:BM231046 /DB_XREF=gi:17866316 /DB_XREF=K0304D12-3 /CLONE=K0304D12 /FEA=EST /CNT=117 /TID=Mm.29629.1 /TIER=Stack /STK=92 /UG=M
MOE430_2_1433566_at 1.6 3.6 A A 0.95 0.88 0.1 NC 0.5 gb:BB381618 /DB_XREF=gi:16408011 /DB_XREF=BB381618 /CLONE=C230014N16 /FEA=EST /CNT=105 /TID=Mm.80123.1 /TIER=Stack /STK=91 /UG=M
MOE430_2_1433570_s_ 446.9 467 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB831435 /DB_XREF=gi:17009678 /DB_XREF=BB831435 /CLONE=G930017D14 /FEA=EST /CNT=130 /TID=Mm.171335.2 /TIER=Stack /STK=14 /UG=
MOE430_2_1433571_at 213 256.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:BQ175260 /DB_XREF=gi:20350752 /DB_XREF=UI-M-DJ2-bwc-g-10-0-UI.s1 /CLONE=UI-M-DJ2-bwc-g-10-0-UI /FEA=EST /CNT=139 /TID=Mm.2393
MOE430_2_1433577_at 0.4 1 A A 0.85 0.82 0.1 NC 0.4 gb:BB247038 /DB_XREF=gi:16355520 /DB_XREF=BB247038 /CLONE=A730017C20 /FEA=EST /CNT=96 /TID=Mm.46698.1 /TIER=Stack /STK=88 /UG=Mm
MOE430_2_1433583_at 98.7 124 P P 0.00293 0.001221 0.1 NC 0.37 gb:AV327248 /DB_XREF=gi:16395612 /DB_XREF=AV327248 /CLONE=6330417K12 /FEA=EST /CNT=96 /TID=Mm.39548.1 /TIER=Stack /STK=87 /UG=Mm
MOE430_2_1433584_at 11.5 17.1 A A 0.09 0.11 0.1 NC 0.5 gb:BG277130 /DB_XREF=gi:13072124 /DB_XREF=ux63g12.y1 /CLONE=IMAGE:3514967 /FEA=EST /CNT=96 /TID=Mm.197515.2 /TIER=Stack /STK=87 /UG
MOE430_2_1433587_at 111.5 114.2 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB612707 /DB_XREF=gi:16453570 /DB_XREF=BB612707 /CLONE=4732404M06 /FEA=EST /CNT=128 /TID=Mm.68556.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1433609_s_ 100 68.6 P P 0.001953 0.000732 0.1 NC 0.5 gb:BB381623 /DB_XREF=gi:16408013 /DB_XREF=BB381623 /CLONE=C230014P06 /FEA=EST /CNT=89 /TID=Mm.2795.3 /TIER=Stack /STK=83 /UG=Mm.
MOE430_2_1433613_at 207.7 218.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB795106 /DB_XREF=gi:16964725 /DB_XREF=BB795106 /CLONE=G431003G04 /FEA=EST /CNT=159 /TID=Mm.29566.2 /TIER=Stack /STK=82 /UG=M
MOE430_2_1433616_a_ 1167 1279.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG793007 /DB_XREF=gi:14128577 /DB_XREF=UTSW_H7D3 /CLONE=UTSW_H7D3 /FEA=EST /CNT=123 /TID=Mm.29828.2 /TIER=Stack /STK=81 /UG=
MOE430_2_1433629_s_ 235.7 225.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM119859 /DB_XREF=gi:17087885 /DB_XREF=L0931D10-3 /CLONE=L0931D10 /FEA=EST /CNT=92 /TID=Mm.21407.1 /TIER=Stack /STK=80 /UG=Mm
MOE430_2_1433640_at 24.5 24.1 P P 0.00415 0.008057 0.1 NC 0.36 gb:BG070740 /DB_XREF=gi:12553309 /DB_XREF=H3090F06-3 /CLONE=H3090F06 /FEA=EST /CNT=123 /TID=Mm.25703.3 /TIER=Stack /STK=78 /UG=M
MOE430_2_1433663_s_ 632.1 752.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ175324 /DB_XREF=gi:20350816 /DB_XREF=UI-M-DJ2-bwc-d-07-0-UI.s1 /CLONE=UI-M-DJ2-bwc-d-07-0-UI /FEA=EST /CNT=118 /TID=Mm.1244
MOE430_2_1433671_at 32.5 36.4 A P 0.06 0.01 0.1 NC 0.17 gb:BI149851 /DB_XREF=gi:14609852 /DB_XREF=602849128F1 /CLONE=IMAGE:5012766 /FEA=EST /CNT=89 /TID=Mm.5357.1 /TIER=Stack /STK=74 /UG
MOE430_2_1433688_x_ 5598.6 5913.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE993872 /DB_XREF=gi:10676528 /DB_XREF=UI-M-BZ1-bji-a-11-0-UI.s1 /CLONE=UI-M-BZ1-bji-a-11-0-UI /FEA=EST /CNT=76 /TID=Mm.43749.3 /
MOE430_2_1433697_at 200 198 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM245529 /DB_XREF=gi:17880799 /DB_XREF=K0726A03-3 /CLONE=K0726A03 /FEA=EST /CNT=84 /TID=Mm.42711.1 /TIER=Stack /STK=70 /UG=Mm
MOE430_2_1433708_at 898.1 905.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI326252 /DB_XREF=gi:4060681 /DB_XREF=mi70g05.x1 /CLONE=IMAGE:468920 /FEA=EST /CNT=159 /TID=Mm.29655.1 /TIER=Stack /STK=69 /UG=M
MOE430_2_1433725_at 329 314.3 P P 0.000732 0.001221 0.1 NC 0.5 gb:BQ043509 /DB_XREF=gi:19793348 /DB_XREF=UI-M-EF0-bun-f-19-0-UI.r1 /CLONE=IMAGE:5684370 /FEA=EST /CNT=111 /TID=Mm.7703.2 /TIER=Sta
MOE430_2_1433732_x_ 32.2 30.4 M P 0.05 0.01 0.1 NC 0.005933 gb:BG092043 /DB_XREF=gi:12574606 /DB_XREF=mac03e05.x1 /CLONE=IMAGE:3998696 /FEA=EST /CNT=72 /TID=Mm.200963.1 /TIER=Stack /STK=66 /
MOE430_2_1433737_at 91.9 118.5 P P 0.000244 0.000244 0.1 NC 0.28 gb:BQ175168 /DB_XREF=gi:20350660 /DB_XREF=UI-M-DJ2-bwd-b-14-0-UI.s1 /CLONE=UI-M-DJ2-bwd-b-14-0-UI /FEA=EST /CNT=133 /TID=Mm.2837
MOE430_2_1433752_s_ 329 327.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG076254 /DB_XREF=gi:12558823 /DB_XREF=H3157E01-3 /CLONE=H3157E01 /FEA=EST /CNT=89 /TID=Mm.39461.1 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1433772_at 309.9 332.3 P P 0.000244 0.000244 0.1 NC 0.37 gb:BE650268 /DB_XREF=gi:9976092 /DB_XREF=UI-M-BH2.1-apv-e-04-0-UI.r1 /CLONE=UI-M-BH2.1-apv-e-04-0-UI /FEA=EST /CNT=70 /TID=Mm.3074
MOE430_2_1433780_at 125.4 144.5 P P 0.00293 0.00415 0.1 NC 0.5 gb:BB463209 /DB_XREF=gi:16426854 /DB_XREF=BB463209 /CLONE=D130079H02 /FEA=EST /CNT=111 /TID=Mm.24517.1 /TIER=Stack /STK=61 /UG=M
MOE430_2_1433799_at 82.5 92.9 P P 0.001221 0.001953 0.1 NC 0.5 gb:AV366849 /DB_XREF=gi:16397687 /DB_XREF=AV366849 /CLONE=8430425D21 /FEA=EST /CNT=73 /TID=Mm.1627.1 /TIER=Stack /STK=60 /UG=Mm.
MOE430_2_1433814_at 10.7 27.4 A M 0.09 0.05 0.1 NC 0.06 gb:BB324670 /DB_XREF=gi:16403519 /DB_XREF=BB324670 /CLONE=B430110O19 /FEA=EST /CNT=59 /TID=Mm.101465.1 /TIER=Stack /STK=59 /UG=M
MOE430_2_1433872_at 157.1 109.7 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB143137 /DB_XREF=gi:16267530 /DB_XREF=BB143137 /CLONE=9930019G19 /FEA=EST /CNT=65 /TID=Mm.45228.1 /TIER=Stack /STK=55 /UG=Mm
MOE430_2_1433905_at 63.6 74.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI730930 /DB_XREF=gi:15707943 /DB_XREF=603350589F1 /CLONE=IMAGE:5357879 /FEA=EST /CNT=68 /TID=Mm.63244.1 /TIER=Stack /STK=53 /UG
MOE430_2_1433906_at 45.6 44.8 P P 0.005859 0.00415 0.1 NC 0.5 gb:BE956483 /DB_XREF=gi:10601002 /DB_XREF=UI-M-BH4-bbc-d-05-0-UI.s1 /CLONE=UI-M-BH4-bbc-d-05-0-UI /FEA=EST /CNT=56 /TID=Mm.3088.5
MOE430_2_1433931_at 638.7 740.5 P P 0.001221 0.000732 0.1 NC 0.5 gb:AW553381 /DB_XREF=gi:7198804 /DB_XREF=L0226D06-3 /CLONE=L0226D06 /FEA=EST /CNT=124 /TID=Mm.41419.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1433932_x_ 912.5 903.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:AW553381 /DB_XREF=gi:7198804 /DB_XREF=L0226D06-3 /CLONE=L0226D06 /FEA=EST /CNT=124 /TID=Mm.41419.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1433938_at 149.4 156 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB814564 /DB_XREF=gi:16987193 /DB_XREF=BB814564 /CLONE=G730024M10 /FEA=EST /CNT=95 /TID=Mm.23595.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1433951_at 867 747.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG064956 /DB_XREF=gi:12547519 /DB_XREF=H3025G06-3 /CLONE=H3025G06 /FEA=EST /CNT=118 /TID=Mm.28972.1 /TIER=Stack /STK=49 /UG=M
MOE430_2_1433952_at 165.1 196.1 P P 0.000244 0.005859 0.1 NC 0.5 gb:BI692446 /DB_XREF=gi:15655075 /DB_XREF=603342955F1 /CLONE=IMAGE:5370829 /FEA=EST /CNT=64 /TID=Mm.27182.2 /TIER=Stack /STK=49 /UG
MOE430_2_1433983_at 481.2 485.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV351864 /DB_XREF=gi:16397198 /DB_XREF=AV351864 /CLONE=6820402C05 /FEA=EST /CNT=67 /TID=Mm.37984.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1433985_at 141 149 P P 0.000244 0.001221 0.1 NC 0.28 gb:AV263684 /DB_XREF=gi:16389154 /DB_XREF=AV263684 /CLONE=4930440D08 /FEA=EST /CNT=65 /TID=Mm.40762.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1433995_s_ 423 460.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV227727 /DB_XREF=gi:16385487 /DB_XREF=AV227727 /CLONE=4432408M05 /FEA=EST /CNT=99 /TID=Mm.203935.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1433998_at 66.4 69.6 P P 0.02 0.02 0.1 NC 0.5 gb:BM199807 /DB_XREF=gi:17752817 /DB_XREF=C0201A10-3 /CLONE=C0201A10 /FEA=EST /CNT=72 /TID=Mm.29113.1 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1434010_at 118.2 113.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:AV326938 /DB_XREF=gi:16395593 /DB_XREF=AV326938 /CLONE=6330416D14 /FEA=EST /CNT=77 /TID=Mm.154387.2 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434014_at 85 86 P P 0.001953 0.001221 0.1 NC 0.37 gb:BB291836 /DB_XREF=gi:16401507 /DB_XREF=BB291836 /CLONE=B130008D03 /FEA=EST /CNT=47 /TID=Mm.41429.1 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1434018_at 732.6 773.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM120580 /DB_XREF=gi:17088606 /DB_XREF=L0941E06-3 /CLONE=L0941E06 /FEA=EST /CNT=167 /TID=Mm.28402.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1434022_at 229.7 283.7 P P 0.000244 0.000244 0.1 NC 0.27 gb:BB146985 /DB_XREF=gi:15408643 /DB_XREF=BB146985 /CLONE=9930036P11 /FEA=EST /CNT=76 /TID=Mm.204732.1 /TIER=Stack /STK=46 /UG=M
MOE430_2_1434041_at 45.4 47.5 P P 0.001953 0.001221 0.1 NC 0.06 gb:BI653060 /DB_XREF=gi:15567296 /DB_XREF=603300768F1 /CLONE=IMAGE:5341120 /FEA=EST /CNT=114 /TID=Mm.86454.1 /TIER=Stack /STK=9 /UG
MOE430_2_1434061_at 42.3 57.7 P P 0.000244 0.005859 0.1 NC 0.5 gb:BM204044 /DB_XREF=gi:17758819 /DB_XREF=C0263C03-3 /CLONE=C0263C03 /FEA=EST /CNT=85 /TID=Mm.32300.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434062_at 43.6 56.6 P P 0.01 0.000244 0.1 NC 0.5 gb:AV226672 /DB_XREF=gi:16385360 /DB_XREF=AV226672 /CLONE=4021402G24 /FEA=EST /CNT=65 /TID=Mm.1023.1 /TIER=Stack /STK=44 /UG=Mm.
MOE430_2_1434101_at 38 44.9 P P 0.03 0.03 0.1 NC 0.06 gb:BG921756 /DB_XREF=gi:14302232 /DB_XREF=602822707F1 /CLONE=IMAGE:4951848 /FEA=EST /CNT=270 /TID=Mm.34578.1 /TIER=Stack /STK=79 /
MOE430_2_1434105_at 189.4 188.1 P P 0.000244 0.000244 0.1 NC 0.28 gb:AV276770 /DB_XREF=gi:16390863 /DB_XREF=AV276770 /CLONE=4932436O11 /FEA=EST /CNT=195 /TID=Mm.24739.1 /TIER=Stack /STK=42 /UG=M
MOE430_2_1434109_at 0.7 0.8 A A 0.53 0.72 0.1 NC 0.66 gb:AV291265 /DB_XREF=gi:16392381 /DB_XREF=AV291265 /CLONE=5430401P15 /FEA=EST /CNT=95 /TID=Mm.24472.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1434130_at 224.5 221.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB822357 /DB_XREF=gi:16994986 /DB_XREF=BB822357 /CLONE=G830018G03 /FEA=EST /CNT=130 /TID=Mm.205393.1 /TIER=Stack /STK=35 /UG=
MOE430_2_1434133_s_ 95.7 94 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB770530 /DB_XREF=gi:16197077 /DB_XREF=BB770530 /CLONE=G370114C04 /FEA=EST /CNT=132 /TID=Mm.196080.1 /TIER=Stack /STK=41 /UG=
MOE430_2_1434157_at 400.6 429.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV295792 /DB_XREF=gi:16392750 /DB_XREF=AV295792 /CLONE=5730436O18 /FEA=EST /CNT=106 /TID=Mm.183631.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1434179_at 196.6 166.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV297525 /DB_XREF=gi:16392968 /DB_XREF=AV297525 /CLONE=5730449G06 /FEA=EST /CNT=122 /TID=Mm.24095.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1434207_at 114.6 154.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:AW553018 /DB_XREF=gi:7198441 /DB_XREF=L0220G03-3 /CLONE=L0220G03 /FEA=EST /CNT=81 /TID=Mm.35756.1 /TIER=Stack /STK=39 /UG=Mm.
MOE430_2_1434264_at 9.9 10.7 A A 0.14 0.17 0.1 NC 0.5 gb:BQ174638 /DB_XREF=gi:20350129 /DB_XREF=UI-M-DJ2-bwb-c-17-0-UI.s1 /CLONE=UI-M-DJ2-bwb-c-17-0-UI /FEA=EST /CNT=59 /TID=Mm.41182
MOE430_2_1434266_at 43.5 46.9 P P 0.01 0.005859 0.1 NC 0.16 gb:AI847670 /DB_XREF=gi:5491576 /DB_XREF=UI-M-AP1-agm-b-01-0-UI.s1 /CLONE=UI-M-AP1-agm-b-01-0-UI /FEA=EST /CNT=48 /TID=Mm.40655.1
MOE430_2_1434268_at 243.4 287.5 P P 0.001221 0.001221 0.1 NC 0.5 gb:AV341198 /DB_XREF=gi:16396936 /DB_XREF=AV341198 /CLONE=6430519O06 /FEA=EST /CNT=72 /TID=Mm.23971.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434285_at 105.5 101.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB701578 /DB_XREF=gi:16050402 /DB_XREF=BB701578 /CLONE=7420430J08 /FEA=EST /CNT=91 /TID=Mm.37932.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1434287_at 196 204.4 P P 0.005859 0.005859 0.1 NC 0.5 gb:BG065500 /DB_XREF=gi:12548063 /DB_XREF=H3031H01-3 /CLONE=H3031H01 /FEA=EST /CNT=57 /TID=Mm.195926.1 /TIER=Stack /STK=36 /UG=M
MOE430_2_1434291_a_ 593.3 602.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:AA709993 /DB_XREF=gi:2719911 /DB_XREF=vt36b04.r1 /CLONE=IMAGE:1165135 /FEA=EST /CNT=41 /TID=Mm.1749.3 /TIER=Stack /STK=36 /UG=M
MOE430_2_1434295_at 2.5 1 A A 0.56 0.72 0.1 NC 0.44 gb:BE691356 /DB_XREF=gi:10078980 /DB_XREF=ut14a12.x1 /CLONE=IMAGE:3327838 /FEA=EST /CNT=43 /TID=Mm.35674.1 /TIER=Stack /STK=36 /UG=
MOE430_2_1434310_at 458 502.2 P P 0.000244 0.000244 0.1 NC 0.33 gb:AW546137 /DB_XREF=gi:7191544 /DB_XREF=L0004B07-3 /CLONE=L0004B07 /FEA=EST /CNT=77 /TID=Mm.13806.1 /TIER=Stack /STK=35 /UG=Mm.
MOE430_2_1434321_at 60.6 65 P P 0.01 0.04 0.1 NC 0.45 gb:BB038463 /DB_XREF=gi:15403759 /DB_XREF=BB038463 /CLONE=5930438A12 /FEA=EST /CNT=43 /TID=Mm.100622.1 /TIER=Stack /STK=35 /UG=M
MOE430_2_1434336_s_ 238.1 288.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW543416 /DB_XREF=gi:7185833 /DB_XREF=C0169F06-3 /CLONE=C0169F06 /FEA=EST /CNT=77 /TID=Mm.23808.1 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1434345_at 2.3 3.7 A A 0.66 0.53 0.1 NC 0.5 gb:BB496366 /DB_XREF=gi:16441843 /DB_XREF=BB496366 /CLONE=D630002O20 /FEA=EST /CNT=42 /TID=Mm.39721.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434349_at 98.3 87.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG075623 /DB_XREF=gi:12558192 /DB_XREF=H3149E01-3 /CLONE=H3149E01 /FEA=EST /CNT=64 /TID=Mm.32002.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1434397_at 129.4 137.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM248633 /DB_XREF=gi:17883903 /DB_XREF=K0819G04-3 /CLONE=K0819G04 /FEA=EST /CNT=51 /TID=Mm.61464.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434444_s_ 234.4 286.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV113524 /DB_XREF=gi:16382126 /DB_XREF=AV113524 /CLONE=2610021O03 /FEA=EST /CNT=55 /TID=Mm.200869.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434445_at 44.9 38.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB403657 /DB_XREF=gi:16415539 /DB_XREF=BB403657 /CLONE=C330033D24 /FEA=EST /CNT=40 /TID=Mm.218460.2 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434453_at 112.4 149.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB343487 /DB_XREF=gi:16404798 /DB_XREF=BB343487 /CLONE=B930045A03 /FEA=EST /CNT=47 /TID=Mm.44100.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434473_at 1.7 2.5 A A 0.53 0.69 0.1 NC 0.53 gb:AI647939 /DB_XREF=gi:4726617 /DB_XREF=uk38a05.x1 /CLONE=IMAGE:1971248 /FEA=EST /CNT=45 /TID=Mm.25773.1 /TIER=Stack /STK=31 /UG=M
MOE430_2_1434481_at 330.6 272.3 P P 0.000732 0.000244 0.1 NC 0.48 gb:BI695596 /DB_XREF=gi:15658225 /DB_XREF=603344724F1 /CLONE=IMAGE:5372764 /FEA=EST /CNT=53 /TID=Mm.30252.3 /TIER=Stack /STK=31 /UG
MOE430_2_1434485_a_ 860.7 923.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW146314 /DB_XREF=gi:6168050 /DB_XREF=um54f04.x1 /CLONE=IMAGE:2259103 /FEA=EST /CNT=38 /TID=Mm.28877.4 /TIER=Stack /STK=31 /UG=
MOE430_2_1434495_at 85.5 89.1 P P 0.000244 0.000244 0.1 NC 0.42 gb:BM208058 /DB_XREF=gi:17764127 /DB_XREF=C0621G09-3 /CLONE=C0621G09 /FEA=EST /CNT=34 /TID=Mm.87461.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434523_x_ 5083.5 5548.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:AW208635 /DB_XREF=gi:6514575 /DB_XREF=uo62b04.x1 /CLONE=IMAGE:2647087 /FEA=EST /CNT=33 /TID=Mm.880.2 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434524_at 255.2 262.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI480598 /DB_XREF=gi:4373824 /DB_XREF=vh44a05.x1 /CLONE=IMAGE:889808 /FEA=EST /CNT=61 /TID=Mm.34612.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434556_at 63.6 67.2 P P 0.01 0.02 0.1 NC 0.5 gb:BI437942 /DB_XREF=gi:15262632 /DB_XREF=ic82b07.x1 /CLONE=IMAGE:5660101 /FEA=EST /CNT=51 /TID=Mm.101113.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1434578_x_ 2196.6 2409.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI714963 /DB_XREF=gi:15690658 /DB_XREF=ic34f10.x1 /CLONE=IMAGE:5655691 /FEA=EST /CNT=31 /TID=Mm.214975.4 /TIER=Stack /STK=29 /UG=
MOE430_2_1434586_a_ 750.3 774.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB770830 /DB_XREF=gi:16197207 /DB_XREF=BB770830 /CLONE=G370117N05 /FEA=EST /CNT=30 /TID=Mm.3871.4 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1434589_x_ 1154.9 1473.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB095883 /DB_XREF=gi:8740917 /DB_XREF=BB095883 /CLONE=9430053B15 /FEA=EST /CNT=30 /TID=Mm.2795.4 /TIER=Stack /STK=29 /UG=Mm.2
MOE430_2_1434591_at 115.7 133.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB004441 /DB_XREF=gi:15389752 /DB_XREF=BB004441 /CLONE=4732460K03 /FEA=EST /CNT=34 /TID=Mm.31983.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434616_at 2.1 3.4 A A 0.6 0.6 0.1 NC 0.5 gb:BB765308 /DB_XREF=gi:16196685 /DB_XREF=BB765308 /CLONE=G370047O07 /FEA=EST /CNT=35 /TID=Mm.193091.2 /TIER=Stack /STK=28 /UG=M
MOE430_2_1434620_s_ 502.1 459 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV113735 /DB_XREF=gi:16382130 /DB_XREF=AV113735 /CLONE=2610024E20 /FEA=EST /CNT=72 /TID=Mm.202295.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434644_at 163.8 174.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV329447 /DB_XREF=gi:15406354 /DB_XREF=AV329447 /CLONE=6330503H01 /FEA=EST /CNT=198 /TID=Mm.21158.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1434653_at 12.1 11.5 P A 0.04 0.19 0.1 NC 0.5 gb:AV026976 /DB_XREF=gi:15431480 /DB_XREF=AV026976 /CLONE=1300003N05 /FEA=EST /CNT=63 /TID=Mm.21613.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434654_at 245.7 273.2 P P 0.000732 0.000732 0.1 NC 0.4 gb:BE570422 /DB_XREF=gi:9814142 /DB_XREF=601333320F1 /CLONE=IMAGE:3710644 /FEA=EST /CNT=49 /TID=Mm.86507.1 /TIER=Stack /STK=27 /UG
MOE430_2_1434658_at 528.6 536.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB333439 /DB_XREF=gi:16404000 /DB_XREF=BB333439 /CLONE=B830011P16 /FEA=EST /CNT=65 /TID=Mm.3285.1 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1434661_at 32.1 25.2 A A 0.17 0.12 0.1 NC 0.5 gb:BB272743 /DB_XREF=gi:16400728 /DB_XREF=BB272743 /CLONE=A830080G08 /FEA=EST /CNT=38 /TID=Mm.4296.3 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1434677_at 130.2 89.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:BG067097 /DB_XREF=gi:12549666 /DB_XREF=H3050E10-3 /CLONE=H3050E10 /FEA=EST /CNT=41 /TID=Mm.9909.1 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1434690_at 248.9 272.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM237177 /DB_XREF=gi:17872447 /DB_XREF=K0447B09-3 /CLONE=K0447B09 /FEA=EST /CNT=49 /TID=Mm.23322.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434701_at 553.8 607.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB795363 /DB_XREF=gi:16964982 /DB_XREF=BB795363 /CLONE=G431004L13 /FEA=EST /CNT=47 /TID=Mm.24328.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434706_at 149.7 151.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV175609 /DB_XREF=gi:16384358 /DB_XREF=AV175609 /CLONE=5730421J18 /FEA=EST /CNT=62 /TID=Mm.89906.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434713_at 144.8 170.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:W34859 /DB_XREF=gi:1316769 /DB_XREF=mc62d03.r1 /CLONE=IMAGE:353093 /FEA=EST /CNT=98 /TID=Mm.34816.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1434714_at 41.4 52.5 P M 0.04 0.05 0.1 NC 0.27 gb:BB234316 /DB_XREF=gi:16354670 /DB_XREF=BB234316 /CLONE=A630048J10 /FEA=EST /CNT=33 /TID=Mm.2315.1 /TIER=Stack /STK=26 /UG=Mm.
MOE430_2_1434716_at 1.2 1.1 A A 0.87 0.88 0.1 NC 0.11 gb:BM211416 /DB_XREF=gi:17768611 /DB_XREF=C0806B10-3 /CLONE=C0806B10 /FEA=EST /CNT=33 /TID=Mm.17771.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434720_at 21.2 20.2 P P 0.01 0.03 0.1 NC 0.5 gb:BF320240 /DB_XREF=gi:11269157 /DB_XREF=uz52a11.x1 /CLONE=IMAGE:3672668 /FEA=EST /CNT=48 /TID=Mm.40744.1 /TIER=Stack /STK=26 /UG=
MOE430_2_1434721_at 141.4 159.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV378849 /DB_XREF=gi:16398196 /DB_XREF=AV378849 /CLONE=9130604J16 /FEA=EST /CNT=35 /TID=Mm.37551.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434746_at 40.9 35.8 P P 0.000244 0.000244 0.1 NC 0.39 gb:BG797579 /DB_XREF=gi:14144485 /DB_XREF=ic11c08.x1 /FEA=EST /CNT=83 /TID=Mm.56519.1 /TIER=Stack /STK=25 /UG=Mm.56519 /LL=99283 /UG
MOE430_2_1434752_at 28.8 34.1 P P 0.00293 0.000244 0.1 NC 0.5 gb:BQ174259 /DB_XREF=gi:20349750 /DB_XREF=UI-M-DJ2-bvx-f-07-0-UI.s1 /CLONE=UI-M-DJ2-bvx-f-07-0-UI /FEA=EST /CNT=80 /TID=Mm.12236.3
MOE430_2_1434755_at 13.2 12.6 A A 0.43 0.11 0.1 NC 0.05 gb:BB538661 /DB_XREF=gi:16446924 /DB_XREF=BB538661 /CLONE=E130012P22 /FEA=EST /CNT=62 /TID=Mm.34556.5 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434774_at 1.8 2.5 A A 0.96 0.9 0.1 NC 0.05 gb:BB005249 /DB_XREF=gi:16195154 /DB_XREF=BB005249 /CLONE=4732465I17 /FEA=EST /CNT=54 /TID=Mm.89695.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1434784_s_ 422.9 460.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM222050 /DB_XREF=gi:17782560 /DB_XREF=K0114B12-3 /CLONE=K0114B12 /FEA=EST /CNT=57 /TID=Mm.196630.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434796_at 285.7 295 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG065842 /DB_XREF=gi:12548405 /DB_XREF=H3035H03-3 /CLONE=H3035H03 /FEA=EST /CNT=32 /TID=Mm.5572.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1434805_at 235.8 230.5 P P 0.00293 0.001953 0.1 NC 0.5 gb:BG063049 /DB_XREF=gi:12545535 /DB_XREF=H3001E03-3 /CLONE=H3001E03 /FEA=EST /CNT=44 /TID=Mm.28364.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434831_a_ 324 409.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB364488 /DB_XREF=gi:16406245 /DB_XREF=BB364488 /CLONE=C130021N16 /FEA=EST /CNT=64 /TID=Mm.4948.2 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434834_at 218 189.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG067098 /DB_XREF=gi:12549667 /DB_XREF=H3050E11-3 /CLONE=H3050E11 /FEA=EST /CNT=50 /TID=Mm.34339.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434901_at 142.4 135.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB484975 /DB_XREF=gi:16441216 /DB_XREF=BB484975 /CLONE=D430028P15 /FEA=EST /CNT=39 /TID=Mm.5234.1 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1434902_at 50.2 57.8 P P 0.000244 0.000244 0.1 NC 0.03 gb:BB163668 /DB_XREF=gi:15409166 /DB_XREF=BB163668 /CLONE=A130073L17 /FEA=EST /CNT=34 /TID=Mm.46213.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434951_at 25.6 35.4 P P 0.01 0.00293 0.1 NC 0.5 gb:BE995635 /DB_XREF=gi:10680083 /DB_XREF=UI-M-CG0p-bia-f-11-0-UI.s1 /CLONE=UI-M-CG0p-bia-f-11-0-UI /FEA=EST /CNT=51 /TID=Mm.27717
MOE430_2_1434957_at 689.1 823.8 P P 0.000244 0.000244 0.1 NC 0.45 gb:AW557006 /DB_XREF=gi:7202435 /DB_XREF=L0276B05-3 /CLONE=L0276B05 /FEA=EST /CNT=30 /TID=Mm.80509.1 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1434970_a_ 279.2 287.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV216669 /DB_XREF=gi:6157514 /DB_XREF=AV216669 /CLONE=2410165L09 /FEA=EST /CNT=26 /TID=Mm.29904.4 /TIER=Stack /STK=22 /UG=Mm.2
MOE430_2_1435010_at 159.6 148.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF730177 /DB_XREF=gi:12048041 /DB_XREF=mab60c03.x1 /CLONE=IMAGE:3974764 /FEA=EST /CNT=33 /TID=Mm.34785.1 /TIER=Stack /STK=21 /U
MOE430_2_1435056_x_ 1425.2 1536.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB699319 /DB_XREF=gi:16048143 /DB_XREF=BB699319 /CLONE=7420411A10 /FEA=EST /CNT=22 /TID=Mm.203556.2 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435063_at 10.5 10 A A 0.24 0.5 0.1 NC 0.18 gb:AV326964 /DB_XREF=gi:15406289 /DB_XREF=AV326964 /CLONE=6330416F17 /FEA=EST /CNT=21 /TID=Mm.62128.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435079_at 71.8 71.9 P P 0.000732 0.000244 0.1 NC 0.09 gb:BB767442 /DB_XREF=gi:16194678 /DB_XREF=BB767442 /CLONE=G370073P05 /FEA=EST /CNT=29 /TID=Mm.100117.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435082_at 54.7 76 P P 0.001221 0.001953 0.1 NC 0.41 gb:AV232599 /DB_XREF=gi:15405025 /DB_XREF=AV232599 /CLONE=4632416A04 /FEA=EST /CNT=52 /TID=Mm.202166.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435086_s_ 1003.9 1034.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:AV298107 /DB_XREF=gi:6330348 /DB_XREF=AV298107 /CLONE=5730454I17 /FEA=EST /CNT=27 /TID=Mm.28047.2 /TIER=Stack /STK=20 /UG=Mm.2
MOE430_2_1435109_at 157.5 164.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW123256 /DB_XREF=gi:6098751 /DB_XREF=UI-M-BH2.1-apg-a-11-0-UI.s1 /CLONE=UI-M-BH2.1-apg-a-11-0-UI /FEA=EST /CNT=23 /TID=Mm.3500
MOE430_2_1435131_at 46.2 47.2 P P 0.03 0.04 0.1 NC 0.5 gb:AI835008 /DB_XREF=gi:5469221 /DB_XREF=UI-M-AM1-afw-g-10-0-UI.s1 /CLONE=UI-M-AM1-afw-g-10-0-UI /FEA=EST /CNT=20 /TID=Mm.40326.1 
MOE430_2_1435149_at 817.4 706.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:BM121087 /DB_XREF=gi:17089113 /DB_XREF=L0948C05-3 /CLONE=L0948C05 /FEA=EST /CNT=35 /TID=Mm.44463.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435170_at 136.3 150.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ177187 /DB_XREF=gi:20352679 /DB_XREF=UI-M-DJ2-bwa-j-12-0-UI.s1 /CLONE=UI-M-DJ2-bwa-j-12-0-UI /FEA=EST /CNT=31 /TID=Mm.219461
MOE430_2_1435176_a_ 928.4 1041.3 P P 0.000244 0.000244 0.1 NC 0.33 gb:BF019883 /DB_XREF=gi:10751215 /DB_XREF=ux04d07.x1 /CLONE=IMAGE:3470509 /FEA=EST /CNT=26 /TID=Mm.1466.3 /TIER=Stack /STK=19 /UG=
MOE430_2_1435212_at 2.6 2.5 A A 0.82 0.87 0.1 NC 0.5 gb:BE948568 /DB_XREF=gi:10526327 /DB_XREF=UI-M-BH3-awa-c-02-0-UI.s4 /CLONE=UI-M-BH3-awa-c-02-0-UI /FEA=EST /CNT=21 /TID=Mm.55948
MOE430_2_1435224_at 533.8 507.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW552828 /DB_XREF=gi:7198251 /DB_XREF=L0218B02-3 /CLONE=L0218B02 /FEA=EST /CNT=57 /TID=Mm.19059.1 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1435232_x_ 700 729 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI791064 /DB_XREF=gi:15818789 /DB_XREF=id05c04.x1 /CLONE=IMAGE:5662087 /FEA=EST /CNT=28 /TID=Mm.29904.5 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435258_at 40.1 52.3 P P 0.02 0.008057 0.1 NC 0.5 gb:AW551717 /DB_XREF=gi:7197056 /DB_XREF=L0201G04-3 /CLONE=L0201G04 /FEA=EST /CNT=30 /TID=Mm.5769.1 /TIER=Stack /STK=18 /UG=Mm.5
MOE430_2_1435270_x_ 341 235.1 P P 0.01 0.005859 0.1 NC 0.5 gb:BF730076 /DB_XREF=gi:12047940 /DB_XREF=mab59a01.x1 /CLONE=IMAGE:3974305 /FEA=EST /CNT=22 /TID=Mm.45225.2 /TIER=Stack /STK=18 /U
MOE430_2_1435271_at 30.7 31.7 P P 0.01 0.01 0.1 NC 0.63 gb:BB162503 /DB_XREF=gi:15409138 /DB_XREF=BB162503 /CLONE=A130067M16 /FEA=EST /CNT=36 /TID=Mm.3960.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435317_x_ 53.9 57.9 P P 0.00415 0.00415 0.1 NC 0.5 gb:AA189256 /DB_XREF=gi:1776856 /DB_XREF=mu52h11.r1 /CLONE=IMAGE:643077 /FEA=EST /CNT=18 /TID=Mm.30210.2 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435325_at 177.8 205.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV300436 /DB_XREF=gi:15405907 /DB_XREF=AV300436 /CLONE=5730481M19 /FEA=EST /CNT=48 /TID=Mm.34540.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435326_at 212.3 254.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB794696 /DB_XREF=gi:16964315 /DB_XREF=BB794696 /CLONE=G431001I06 /FEA=EST /CNT=104 /TID=Mm.22242.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435336_at 20.4 26.7 A A 0.12 0.11 0.1 NC 0.35 gb:AW553336 /DB_XREF=gi:7198759 /DB_XREF=L0225G07-3 /CLONE=L0225G07 /FEA=EST /CNT=30 /TID=Mm.39728.3 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1435352_at 138.8 149.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG969734 /DB_XREF=gi:14357371 /DB_XREF=602837213F1 /CLONE=IMAGE:4971723 /FEA=EST /CNT=40 /TID=Mm.45561.2 /TIER=Stack /STK=17 /U
MOE430_2_1435369_at 216.9 228.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM244352 /DB_XREF=gi:17879622 /DB_XREF=K0710B12-3 /CLONE=K0710B12 /FEA=EST /CNT=24 /TID=Mm.27090.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435376_at 417.9 449.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB770542 /DB_XREF=gi:16197081 /DB_XREF=BB770542 /CLONE=G370114E21 /FEA=EST /CNT=30 /TID=Mm.24075.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435380_at 90.7 115.3 P P 0.000732 0.001953 0.1 NC 0.5 gb:BG073490 /DB_XREF=gi:12556059 /DB_XREF=H3123B10-3 /CLONE=H3123B10 /FEA=EST /CNT=24 /TID=Mm.36824.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435400_at 11.8 10.1 P P 0.02 0.00293 0.1 NC 0.11 gb:BF462791 /DB_XREF=gi:11531974 /DB_XREF=UI-M-CG0p-bnh-f-08-0-UI.s1 /CLONE=UI-M-CG0p-bnh-f-08-0-UI /FEA=EST /CNT=29 /TID=Mm.3947
MOE430_2_1435415_x_ 169.4 175.3 P P 0.00415 0.00293 0.1 NC 0.5 gb:BB491008 /DB_XREF=gi:9449635 /DB_XREF=BB491008 /CLONE=D530019A10 /FEA=EST /CNT=18 /TID=Mm.2769.2 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1435422_at 88.3 112.9 P P 0.01 0.02 0.1 NC 0.5 gb:AV281088 /DB_XREF=gi:15405723 /DB_XREF=AV281088 /CLONE=4933421N06 /FEA=EST /CNT=17 /TID=Mm.26506.3 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435430_at 796.4 850.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM200437 /DB_XREF=gi:17753718 /DB_XREF=C0211C06-3 /CLONE=C0211C06 /FEA=EST /CNT=55 /TID=Mm.27539.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435431_at 459.9 475.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW558989 /DB_XREF=gi:7204418 /DB_XREF=L0302G03-3 /CLONE=L0302G03 /FEA=EST /CNT=42 /TID=Mm.24788.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1435447_at 5.6 5 M A 0.05 0.21 0.1 NC 0.23 gb:BB539961 /DB_XREF=gi:15412181 /DB_XREF=BB539961 /CLONE=E130102F10 /FEA=EST /CNT=24 /TID=Mm.31625.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435458_at 53.3 41.3 P P 0.02 0.02 0.1 NC 0.34 gb:AI323550 /DB_XREF=gi:4057979 /DB_XREF=mp37c03.x1 /CLONE=IMAGE:571396 /FEA=EST /CNT=48 /TID=Mm.2322.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435483_x_ 21.1 25.4 P P 0.01 0.04 0.1 NC 0.5 gb:AI662800 /DB_XREF=gi:4766383 /DB_XREF=vb25a07.x1 /CLONE=IMAGE:749940 /FEA=EST /CNT=19 /TID=Mm.17875.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435507_x_ 1.7 2.1 A A 0.94 0.95 0.1 NC 0.15 gb:BI348639 /DB_XREF=gi:15043085 /DB_XREF=ib90d06.x3 /CLONE=IMAGE:5654050 /FEA=EST /CNT=17 /TID=Mm.14410.4 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435526_at 305.8 346.4 P P 0.000244 0.000244 0.1 NC 0.04 gb:BM248600 /DB_XREF=gi:17883870 /DB_XREF=K0819C07-3 /CLONE=K0819C07 /FEA=EST /CNT=61 /TID=Mm.220916.3 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435561_at 217.2 253.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB453531 /DB_XREF=gi:16425765 /DB_XREF=BB453531 /CLONE=D130023L15 /FEA=EST /CNT=23 /TID=Mm.8068.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1435562_at 25.5 28.2 P P 0.04 0.01 0.1 NC 0.005933 gb:BB795209 /DB_XREF=gi:16964828 /DB_XREF=BB795209 /CLONE=G431003O09 /FEA=EST /CNT=20 /TID=Mm.91919.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435568_at 86.7 94.7 P P 0.01 0.01 0.1 NC 0.004925 gb:AW545855 /DB_XREF=gi:7188272 /DB_XREF=C0199B05-3 /CLONE=C0199B05 /FEA=EST /CNT=47 /TID=Mm.76524.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435569_at 7.6 5.7 A A 0.56 0.33 0.1 NC 0.31 gb:BB500602 /DB_XREF=gi:16442320 /DB_XREF=BB500602 /CLONE=D630029K05 /FEA=EST /CNT=26 /TID=Mm.27138.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435586_at 222.1 216.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG073308 /DB_XREF=gi:12555877 /DB_XREF=H3121B03-3 /CLONE=H3121B03 /FEA=EST /CNT=51 /TID=Mm.103427.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435590_at 13.3 15.3 P P 0.02 0.03 0.1 NC 0.33 gb:AV325177 /DB_XREF=gi:16395445 /DB_XREF=AV325177 /CLONE=6330401E13 /FEA=EST /CNT=23 /TID=Mm.44447.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435611_x_ 9 3.7 A A 0.53 0.53 0.1 NC 0.45 gb:BI439657 /DB_XREF=gi:15264347 /DB_XREF=ib91a05.x3 /CLONE=IMAGE:5653905 /FEA=EST /CNT=16 /TID=Mm.30780.4 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435622_at 0.3 1.4 A A 0.91 0.85 0.1 NC 0.16 gb:AV340499 /DB_XREF=gi:15406535 /DB_XREF=AV340499 /CLONE=6430515F19 /FEA=EST /CNT=15 /TID=Mm.25160.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435624_at 0.2 0.8 A A 0.93 0.88 0.1 NC 0.03 gb:AV345336 /DB_XREF=gi:15406608 /DB_XREF=AV345336 /CLONE=6430553F04 /FEA=EST /CNT=15 /TID=Mm.32206.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435627_x_ 211 244.7 P P 0.000732 0.001221 0.1 NC 0.5 gb:AV215438 /DB_XREF=gi:6156283 /DB_XREF=AV215438 /CLONE=2410148I11 /FEA=EST /CNT=15 /TID=Mm.2769.3 /TIER=Stack /STK=15 /UG=Mm.27
MOE430_2_1435632_at 52.1 36.8 P P 0.000732 0.001221 0.1 NC 0.5 gb:BF472622 /DB_XREF=gi:11541763 /DB_XREF=UI-M-BH3-axd-a-10-0-UI.r1 /CLONE=UI-M-BH3-axd-a-10-0-UI /FEA=EST /CNT=147 /TID=Mm.37799
MOE430_2_1435637_at 335.4 358.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW554709 /DB_XREF=gi:7200132 /DB_XREF=L0244D05-3 /CLONE=L0244D05 /FEA=EST /CNT=57 /TID=Mm.200687.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435651_a_ 120.4 145.1 P P 0.000244 0.000244 0.1 NC 0.46 gb:BM055692 /DB_XREF=gi:16813807 /DB_XREF=id85g08.x1 /CLONE=IMAGE:5669967 /FEA=EST /CNT=28 /TID=Mm.99113.2 /TIER=Stack /STK=14 /UG=
MOE430_2_1435668_at 159 163.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW049283 /DB_XREF=gi:5909777 /DB_XREF=UI-M-BH1-anb-e-06-0-UI.s1 /CLONE=UI-M-BH1-anb-e-06-0-UI /FEA=EST /CNT=21 /TID=Mm.40632.1
MOE430_2_1435687_at 14.7 15.5 P P 0.03 0.03 0.1 NC 0.5 gb:BB269117 /DB_XREF=gi:16400530 /DB_XREF=BB269117 /CLONE=A830038F04 /FEA=EST /CNT=20 /TID=Mm.204787.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435698_at 58.1 58.8 P P 0.000244 0.000244 0.1 NC 0.23 gb:BQ176694 /DB_XREF=gi:20352186 /DB_XREF=UI-M-DJ2-bvz-m-14-0-UI.s1 /CLONE=UI-M-DJ2-bvz-m-14-0-UI /FEA=EST /CNT=35 /TID=Mm.36537
MOE430_2_1435749_at 23 31.2 P P 0.000244 0.00415 0.1 NC 0.76 gb:AW911807 /DB_XREF=gi:8077389 /DB_XREF=uf39b08.y1 /CLONE=IMAGE:1513719 /FEA=EST /CNT=61 /TID=Mm.157113.2 /TIER=Stack /STK=8 /UG=
MOE430_2_1435756_at 1.7 1.9 A A 0.91 0.98 0.1 NC 0.81 gb:BB526577 /DB_XREF=gi:16444337 /DB_XREF=BB526577 /CLONE=D930033N23 /FEA=EST /CNT=28 /TID=Mm.205422.1 /TIER=Stack /STK=13 /UG=M



MOE430_2_1435759_at 14.6 17.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB499142 /DB_XREF=gi:16442156 /DB_XREF=BB499142 /CLONE=D630018O13 /FEA=EST /CNT=23 /TID=Mm.2065.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435764_a_ 550.1 572.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB832885 /DB_XREF=gi:17011128 /DB_XREF=BB832885 /CLONE=G930024D03 /FEA=EST /CNT=33 /TID=Mm.24540.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435778_at 244.2 314.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:AW551596 /DB_XREF=gi:7197067 /DB_XREF=L0201H11-3 /CLONE=L0201H11 /FEA=EST /CNT=38 /TID=Mm.31567.1 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1435783_at 0.4 1.2 A A 0.93 0.82 0.1 NC 0.11 gb:BB476773 /DB_XREF=gi:16440213 /DB_XREF=BB476773 /CLONE=D330021F04 /FEA=EST /CNT=34 /TID=Mm.27796.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435784_at 203.9 201.6 P P 0.000244 0.000732 0.1 NC 0.5 gb:AU019532 /DB_XREF=gi:3375116 /DB_XREF=AU019532 /CLONE=J0519A04 /FEA=EST /CNT=32 /TID=Mm.24552.1 /TIER=Stack /STK=13 /UG=Mm.24
MOE430_2_1435794_at 69.1 68.9 P P 0.00293 0.001221 0.1 NC 0.5 gb:BM899530 /DB_XREF=gi:19382318 /DB_XREF=UI-M-DJ1-buc-c-04-0-UI.s1 /CLONE=UI-M-DJ1-buc-c-04-0-UI /FEA=EST /CNT=20 /TID=Mm.159638
MOE430_2_1435798_a_ 168.1 167.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB772209 /DB_XREF=gi:16213900 /DB_XREF=BB772209 /CLONE=G370140O17 /FEA=EST /CNT=17 /TID=Mm.954.2 /TIER=Stack /STK=13 /UG=Mm.9
MOE430_2_1435799_at 87.4 94.7 P P 0.001221 0.000244 0.1 NC 0.5 gb:BB772209 /DB_XREF=gi:16213900 /DB_XREF=BB772209 /CLONE=G370140O17 /FEA=EST /CNT=17 /TID=Mm.954.2 /TIER=Stack /STK=13 /UG=Mm.9
MOE430_2_1435814_at 8.4 10.6 P P 0.01 0.03 0.1 NC 0.48 gb:BB198104 /DB_XREF=gi:16271118 /DB_XREF=BB198104 /CLONE=A330106L23 /FEA=EST /CNT=15 /TID=Mm.90156.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435832_at 7.7 9.5 A A 0.09 0.11 0.1 NC 0.25 gb:BB332932 /DB_XREF=gi:16403973 /DB_XREF=BB332932 /CLONE=B830005D03 /FEA=EST /CNT=15 /TID=Mm.65809.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435851_at 4.7 5.8 A A 0.36 0.43 0.1 NC 0.5 gb:AV332442 /DB_XREF=gi:15406388 /DB_XREF=AV332442 /CLONE=6330534I24 /FEA=EST /CNT=13 /TID=Mm.92696.1 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1435872_at 45 52.6 P P 0.00415 0.02 0.1 NC 0.5 gb:BE631223 /DB_XREF=gi:9913911 /DB_XREF=uu05g03.x1 /CLONE=IMAGE:3371092 /FEA=EST /CNT=24 /TID=Mm.2322.3 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435899_at 41.7 44.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE136439 /DB_XREF=gi:8598939 /DB_XREF=ug31e12.x1 /CLONE=IMAGE:1533262 /FEA=EST /CNT=41 /TID=Mm.171079.1 /TIER=Stack /STK=12 /UG
MOE430_2_1435900_at 222 248.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF466570 /DB_XREF=gi:11535753 /DB_XREF=UI-M-CG0p-bra-a-08-0-UI.s1 /CLONE=UI-M-CG0p-bra-a-08-0-UI /FEA=EST /CNT=31 /TID=Mm.4028
MOE430_2_1435901_at 169.3 231.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV226197 /DB_XREF=gi:16385310 /DB_XREF=AV226197 /CLONE=3930401B16 /FEA=EST /CNT=28 /TID=Mm.80484.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435923_at 749.4 768.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB667109 /DB_XREF=gi:16398558 /DB_XREF=BB667109 /CLONE=4022439N11 /FEA=EST /CNT=36 /TID=Mm.95873.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435930_at 78.8 92.5 P P 0.001221 0.000732 0.1 NC 0.5 gb:BQ175997 /DB_XREF=gi:20351489 /DB_XREF=UI-M-DJ2-bwf-e-04-0-UI.s1 /CLONE=UI-M-DJ2-bwf-e-04-0-UI /FEA=EST /CNT=24 /TID=Mm.86588.
MOE430_2_1435948_at 168.7 197 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB309117 /DB_XREF=gi:16402474 /DB_XREF=BB309117 /CLONE=B230309D09 /FEA=EST /CNT=35 /TID=Mm.39489.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435960_at 49.3 38.7 P P 0.000244 0.001953 0.1 NC 0.5 gb:BI733057 /DB_XREF=gi:15710070 /DB_XREF=603354631F1 /CLONE=IMAGE:5361990 /FEA=EST /CNT=15 /TID=Mm.44107.1 /TIER=Stack /STK=12 /UG
MOE430_2_1435969_at 96.9 94.6 P P 0.005859 0.005859 0.1 NC 0.5 gb:BM207150 /DB_XREF=gi:17762883 /DB_XREF=C0608E12-3 /CLONE=C0608E12 /FEA=EST /CNT=23 /TID=Mm.29935.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435970_at 275.4 324.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AU035920 /DB_XREF=gi:3718928 /DB_XREF=AU035920 /CLONE=MNCb-1046 /FEA=EST /CNT=20 /TID=Mm.195943.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436004_at 31.7 38.1 P P 0.000732 0.000244 0.1 NC 0.37 gb:BB021271 /DB_XREF=gi:16257693 /DB_XREF=BB021271 /CLONE=5330405I05 /FEA=EST /CNT=12 /TID=Mm.100997.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436024_at 17 20.7 P P 0.04 0.02 0.1 NC 0.5 gb:AV207218 /DB_XREF=gi:16384460 /DB_XREF=AV207218 /CLONE=1700094B07 /FEA=EST /CNT=74 /TID=Mm.34306.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436033_at 180.3 194.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG276629 /DB_XREF=gi:13071122 /DB_XREF=mac26f05.x1 /CLONE=IMAGE:4001025 /FEA=EST /CNT=36 /TID=Mm.23921.1 /TIER=Stack /STK=11 /U
MOE430_2_1436085_at 91.7 106.8 P P 0.005859 0.005859 0.1 NC 0.5 gb:BB361974 /DB_XREF=gi:16405989 /DB_XREF=BB361974 /CLONE=C130007O20 /FEA=EST /CNT=21 /TID=Mm.108562.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436093_at 2.5 1.7 A A 0.87 0.95 0.1 NC 0.79 gb:BE981269 /DB_XREF=gi:10650199 /DB_XREF=UI-M-CG0p-bda-c-04-0-UI.s1 /CLONE=UI-M-CG0p-bda-c-04-0-UI /FEA=EST /CNT=13 /TID=Mm.3912
MOE430_2_1436097_x_ 2.4 3.3 A A 0.66 0.5 0.1 NC 0.5 gb:BB327418 /DB_XREF=gi:16403755 /DB_XREF=BB327418 /CLONE=B430217N16 /FEA=EST /CNT=17 /TID=Mm.10081.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436122_at 41.5 39.5 P P 0.001221 0.000732 0.1 NC 0.31 gb:BF467246 /DB_XREF=gi:11536429 /DB_XREF=UI-M-CG0p-brq-d-09-0-UI.s1 /CLONE=UI-M-CG0p-brq-d-09-0-UI /FEA=EST /CNT=14 /TID=Mm.2017
MOE430_2_1436124_at 65.9 76.9 P P 0.000732 0.00293 0.1 NC 0.5 gb:BE996519 /DB_XREF=gi:10681367 /DB_XREF=UI-M-CG0p-big-c-10-0-UI.s1 /CLONE=UI-M-CG0p-big-c-10-0-UI /FEA=EST /CNT=14 /TID=Mm.44503
MOE430_2_1436155_at 191.4 190.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB398185 /DB_XREF=gi:16412370 /DB_XREF=BB398185 /CLONE=C330007D07 /FEA=EST /CNT=98 /TID=Mm.40548.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436175_at 62.8 55.7 P P 0.000244 0.000732 0.1 NC 0.5 gb:AV227511 /DB_XREF=gi:16385451 /DB_XREF=AV227511 /CLONE=4432406B06 /FEA=EST /CNT=22 /TID=Mm.35118.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436215_at 150.6 162.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB081797 /DB_XREF=gi:16260675 /DB_XREF=BB081797 /CLONE=9330171D09 /FEA=EST /CNT=14 /TID=Mm.12055.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436254_at 16.1 19.3 A A 0.46 0.39 0.1 NC 0.33 gb:BB027042 /DB_XREF=gi:15403495 /DB_XREF=BB027042 /CLONE=5330436B09 /FEA=EST /CNT=14 /TID=Mm.101157.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436279_at 235.9 224.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV292356 /DB_XREF=gi:15405827 /DB_XREF=AV292356 /CLONE=5430421D03 /FEA=EST /CNT=10 /TID=Mm.101448.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436290_at 3.6 3.4 A A 0.87 0.8 0.1 NC 0.33 gb:BE981844 /DB_XREF=gi:10651382 /DB_XREF=UI-M-CG0p-bdd-h-10-0-UI.s1 /CLONE=UI-M-CG0p-bdd-h-10-0-UI /FEA=EST /CNT=10 /TID=Mm.153
MOE430_2_1436306_at 186.9 184.6 P P 0.000732 0.000732 0.1 NC 0.5 gb:AW324465 /DB_XREF=gi:6758490 /DB_XREF=uo30c02.x1 /CLONE=IMAGE:2616386 /FEA=EST /CNT=80 /TID=Mm.30747.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436347_a_ 42.8 58.1 P P 0.000732 0.000732 0.1 NC 0.26 gb:BB501229 /DB_XREF=gi:16442390 /DB_XREF=BB501229 /CLONE=D630033M22 /FEA=EST /CNT=17 /TID=Mm.44816.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436350_at 98.8 115.1 P P 0.000732 0.001953 0.1 NC 0.5 gb:BM117463 /DB_XREF=gi:17080481 /DB_XREF=L0852A05-3 /CLONE=L0852A05 /FEA=EST /CNT=33 /TID=Mm.26101.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436365_at 2.2 2.3 A A 0.63 0.63 0.1 NC 0.5 gb:BG922355 /DB_XREF=gi:14302831 /DB_XREF=602820263F1 /CLONE=IMAGE:4949198 /FEA=EST /CNT=27 /TID=Mm.186279.1 /TIER=Stack /STK=9 /U
MOE430_2_1436373_at 174.8 201.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:AA789425 /DB_XREF=gi:2849545 /DB_XREF=vw10c03.r1 /CLONE=IMAGE:1243396 /FEA=EST /CNT=13 /TID=Mm.136394.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1436383_at 22.4 25.1 P A 0.03 0.11 0.1 NC 0.5 gb:BE946238 /DB_XREF=gi:10523997 /DB_XREF=UI-M-BH3-awj-e-09-0-UI.s1 /CLONE=UI-M-BH3-awj-e-09-0-UI /FEA=EST /CNT=14 /TID=Mm.40684.1
MOE430_2_1436388_a_ 316.1 279 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB763097 /DB_XREF=gi:16208005 /DB_XREF=BB763097 /CLONE=G370019F03 /FEA=EST /CNT=12 /TID=Mm.220874.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436390_a_ 131 155.3 P P 0.001221 0.000732 0.1 NC 0.27 gb:BI412445 /DB_XREF=gi:15173368 /DB_XREF=602986250F1 /CLONE=IMAGE:5142108 /FEA=EST /CNT=12 /TID=Mm.220948.2 /TIER=Stack /STK=9 /UG
MOE430_2_1436393_a_ 116.4 127.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG065227 /DB_XREF=gi:12547790 /DB_XREF=H3028F12-3 /CLONE=H3028F12 /FEA=EST /CNT=30 /TID=Mm.17436.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436427_at 23.9 24.6 P P 0.03 0.01 0.1 NC 0.02 gb:BB344827 /DB_XREF=gi:16404899 /DB_XREF=BB344827 /CLONE=B930053H17 /FEA=EST /CNT=15 /TID=Mm.10027.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436430_at 26 26.4 A A 0.21 0.12 0.1 NC 0.5 gb:BB324198 /DB_XREF=gi:15411441 /DB_XREF=BB324198 /CLONE=B430105G09 /FEA=EST /CNT=14 /TID=Mm.124820.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436432_at 5.7 6.5 A A 0.24 0.19 0.1 NC 0.5 gb:BM941461 /DB_XREF=gi:19400613 /DB_XREF=UI-M-BZ1-blq-d-02-0-UI.r1 /CLONE=UI-M-BZ1-blq-d-02-0-UI /FEA=EST /CNT=13 /TID=Mm.94153.1 
MOE430_2_1436436_at 183.3 212.6 P P 0.01 0.01 0.1 NC 0.5 gb:BM121151 /DB_XREF=gi:17089177 /DB_XREF=L0949A12-3 /CLONE=L0949A12 /FEA=EST /CNT=12 /TID=Mm.38229.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436451_a_ 3146 3212.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:AW824211 /DB_XREF=gi:7917288 /DB_XREF=us07a04.x1 /CLONE=IMAGE:3166350 /FEA=EST /CNT=10 /TID=Mm.21507.3 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436489_x_ 126.8 125.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM898964 /DB_XREF=gi:19381752 /DB_XREF=UI-M-DJ1-bto-b-07-0-UI.s1 /CLONE=UI-M-DJ1-bto-b-07-0-UI /FEA=EST /CNT=9 /TID=Mm.25383.3 
MOE430_2_1436491_at 1.2 1.4 A A 0.85 0.93 0.1 NC 0.55 gb:BB387637 /DB_XREF=gi:9110462 /DB_XREF=BB387637 /CLONE=C230052J01 /FEA=EST /CNT=9 /TID=Mm.1148.1 /TIER=Stack /STK=9 /UG=Mm.114
MOE430_2_1436495_s_ 327.3 341.9 P P 0.000244 0.00415 0.1 NC 0.49 gb:AV171447 /DB_XREF=gi:5377884 /DB_XREF=AV171447 /CLONE=3202003M09 /FEA=EST /CNT=9 /TID=Mm.200569.2 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436524_at 30.1 27.6 P P 0.00293 0.008057 0.1 NC 0.46 gb:AV252102 /DB_XREF=gi:16387731 /DB_XREF=AV252102 /CLONE=4833438C02 /FEA=EST /CNT=30 /TID=Mm.31504.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436527_at 4.2 2.6 A A 0.87 0.85 0.1 NC 0.3 gb:BQ128493 /DB_XREF=gi:20202404 /DB_XREF=ii22f10.x1 /CLONE=IMAGE:5942539 /FEA=EST /CNT=17 /TID=Mm.211446.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436549_a_ 347.1 365.4 P P 0.001221 0.000732 0.1 NC 0.21 gb:BE685966 /DB_XREF=gi:10073601 /DB_XREF=uv72b02.x1 /CLONE=IMAGE:3412683 /FEA=EST /CNT=13 /TID=Mm.27927.6 /TIER=Stack /STK=8 /UG=
MOE430_2_1436559_a_ 232.4 250.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM730602 /DB_XREF=gi:19051935 /DB_XREF=ih45e07.x1 /CLONE=IMAGE:5680213 /FEA=EST /CNT=14 /TID=Mm.17640.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436560_at 54.8 56.2 P P 0.000244 0.00293 0.1 NC 0.5 gb:BI250699 /DB_XREF=gi:14799307 /DB_XREF=602993782F1 /CLONE=IMAGE:5149413 /FEA=EST /CNT=14 /TID=Mm.88694.2 /TIER=Stack /STK=8 /UG
MOE430_2_1436562_at 413.9 424.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:BG063981 /DB_XREF=gi:12546544 /DB_XREF=H3014B03-3 /CLONE=H3014B03 /FEA=EST /CNT=13 /TID=Mm.80701.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436568_at 31.7 36.6 P P 0.000244 0.001953 0.1 NC 0.5 gb:AU016127 /DB_XREF=gi:3371131 /DB_XREF=AU016127 /CLONE=J0720H11 /FEA=EST /CNT=19 /TID=Mm.25963.1 /TIER=Stack /STK=8 /UG=Mm.259
MOE430_2_1436594_at 88.9 96.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB281667 /DB_XREF=gi:15411124 /DB_XREF=BB281667 /CLONE=A930032O17 /FEA=EST /CNT=15 /TID=Mm.116234.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436596_at 166.8 158 P P 0.000244 0.000732 0.1 NC 0.5 gb:BG092470 /DB_XREF=gi:12575033 /DB_XREF=mac11e12.x1 /CLONE=IMAGE:3999478 /FEA=EST /CNT=13 /TID=Mm.215097.1 /TIER=Stack /STK=8 /U
MOE430_2_1436599_at 1.3 3.4 A A 0.94 0.78 0.1 NC 0.24 gb:BB314596 /DB_XREF=gi:16402984 /DB_XREF=BB314596 /CLONE=B230348D21 /FEA=EST /CNT=12 /TID=Mm.38200.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436603_at 266.7 287.5 P P 0.000732 0.000244 0.1 NC 0.45 gb:BB339498 /DB_XREF=gi:16404408 /DB_XREF=BB339498 /CLONE=B930018J19 /FEA=EST /CNT=10 /TID=Mm.3231.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436617_at 246.3 179.3 P P 0.005859 0.00415 0.1 NC 0.37 gb:AV211098 /DB_XREF=gi:16384537 /DB_XREF=AV211098 /CLONE=1700129C13 /FEA=EST /CNT=16 /TID=Mm.25493.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436639_at 61.4 64.2 A A 0.08 0.06 0.1 NC 0.44 gb:BE951004 /DB_XREF=gi:10589903 /DB_XREF=UI-M-BH4-azp-e-08-0-UI.s1 /CLONE=UI-M-BH4-azp-e-08-0-UI /FEA=EST /CNT=9 /TID=Mm.23925.5 
MOE430_2_1436648_at 9.7 10.7 A A 0.27 0.21 0.1 NC 0.06 gb:BB251623 /DB_XREF=gi:16355876 /DB_XREF=BB251623 /CLONE=A730047F03 /FEA=EST /CNT=16 /TID=Mm.186390.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436651_at 11.9 13.6 A P 0.09 0.001221 0.1 NC 0.25 gb:AW546684 /DB_XREF=gi:7192094 /DB_XREF=L0011F02-3 /CLONE=L0011F02 /FEA=EST /CNT=12 /TID=Mm.102816.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1436656_at 4.8 6.6 A A 0.39 0.33 0.1 NC 0.5 gb:BE943567 /DB_XREF=gi:10521366 /DB_XREF=UI-M-BH3-awf-b-10-0-UI.s1 /CLONE=UI-M-BH3-awf-b-10-0-UI /FEA=EST /CNT=9 /TID=Mm.99790.1 
MOE430_2_1436660_at 75.3 86.6 P P 0.001221 0.001221 0.1 NC 0.4 gb:BB667837 /DB_XREF=gi:16399286 /DB_XREF=BB667837 /CLONE=C730046C01 /FEA=EST /CNT=8 /TID=Mm.190511.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436664_a_ 96.7 128.9 P P 0.000244 0.000244 0.1 NC 0.11 gb:BM119992 /DB_XREF=gi:17088018 /DB_XREF=L0933D11-3 /CLONE=L0933D11 /FEA=EST /CNT=8 /TID=Mm.214976.4 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436680_s_ 79.3 116.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:C86680 /DB_XREF=gi:2918637 /DB_XREF=C86680 /CLONE=J0231B07 /FEA=EST /CNT=8 /TID=Mm.45570.2 /TIER=Stack /STK=8 /UG=Mm.45570 /LL
MOE430_2_1436681_x_ 984.3 789.1 P P 0.00293 0.00293 0.1 NC 0.5 gb:BE199670 /DB_XREF=gi:8711839 /DB_XREF=ug70c09.x1 /CLONE=IMAGE:1547728 /FEA=EST /CNT=8 /TID=Mm.29712.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436688_x_ 5861.4 6644.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV150377 /DB_XREF=gi:5355583 /DB_XREF=AV150377 /CLONE=2900005G11 /FEA=EST /CNT=8 /TID=Mm.43749.4 /TIER=Stack /STK=8 /UG=Mm.43
MOE430_2_1436695_x_ 153.9 152 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB557382 /DB_XREF=gi:9643748 /DB_XREF=BB557382 /CLONE=E330027P21 /FEA=EST /CNT=8 /TID=Mm.215011.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436715_s_ 1475.4 1662.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB311117 /DB_XREF=gi:9011822 /DB_XREF=BB311117 /CLONE=B230321P21 /FEA=EST /CNT=109 /TID=Mm.28219.3 /TIER=Stack /STK=109 /UG=M
MOE430_2_1436736_x_ 1878.3 2299.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB369191 /DB_XREF=gi:9081020 /DB_XREF=BB369191 /CLONE=C130047C13 /FEA=EST /CNT=78 /TID=Mm.4919.2 /TIER=Stack /STK=78 /UG=Mm.4
MOE430_2_1436762_x_ 338 385.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB251911 /DB_XREF=gi:8944657 /DB_XREF=BB251911 /CLONE=A730048K13 /FEA=EST /CNT=59 /TID=Mm.29719.2 /TIER=Stack /STK=59 /UG=Mm.
MOE430_2_1436794_at 0.5 0.8 A A 0.96 0.99 0.1 NC 0.58 gb:BG069844 /DB_XREF=gi:12552413 /DB_XREF=H3080G03-3 /CLONE=H3080G03 /FEA=EST /CNT=55 /TID=Mm.25394.1 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1436816_at 241.4 295.2 P P 0.000732 0.00293 0.1 NC 0.17 gb:BB559624 /DB_XREF=gi:9645990 /DB_XREF=BB559624 /CLONE=E330039L20 /FEA=EST /CNT=48 /TID=Mm.68427.2 /TIER=Stack /STK=48 /UG=Mm.6
MOE430_2_1436839_at 124.6 128.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB174749 /DB_XREF=gi:16269623 /DB_XREF=BB174749 /CLONE=A230053B10 /FEA=EST /CNT=49 /TID=Mm.141741.5 /TIER=Stack /STK=45 /UG=M
MOE430_2_1436843_at 15.3 19.6 P P 0.04 0.01 0.1 NC 0.31 gb:AV299215 /DB_XREF=gi:16393120 /DB_XREF=AV299215 /CLONE=5730466H19 /FEA=EST /CNT=53 /TID=Mm.68274.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1436867_at 33.3 24.7 P P 0.001953 0.000244 0.1 NC 0.35 gb:BG795043 /DB_XREF=gi:14130613 /DB_XREF=UTSW_SM29B11 /CLONE=UTSW_SM29B11 /FEA=EST /CNT=58 /TID=Mm.35811.1 /TIER=Stack /STK=4
MOE430_2_1436885_a_ 613.9 601.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB700223 /DB_XREF=gi:16049047 /DB_XREF=BB700223 /CLONE=7420419A17 /FEA=EST /CNT=39 /TID=Mm.30136.3 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1436927_at 0.9 1 A A 0.71 0.78 0.1 NC 0.5 gb:AV208249 /DB_XREF=gi:6149101 /DB_XREF=AV208249 /CLONE=1700106J18 /FEA=EST /CNT=36 /TID=Mm.46158.1 /TIER=Stack /STK=35 /UG=Mm.4
MOE430_2_1436935_x_ 2065.2 2205.1 P P 0.000488 0.000488 0.1 NC 0.5 gb:BB168483 /DB_XREF=gi:8824424 /DB_XREF=BB168483 /CLONE=A130099A18 /FEA=EST /CNT=68 /TID=Mm.21482.3 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1436969_at 1.2 0.4 A A 0.74 0.62 0.1 NC 0.37 gb:AV258074 /DB_XREF=gi:16388472 /DB_XREF=AV258074 /CLONE=4922501L14 /FEA=EST /CNT=34 /TID=Mm.56432.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1436997_x_ 1136.3 1079.5 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB248904 /DB_XREF=gi:8941650 /DB_XREF=BB248904 /CLONE=A730028P12 /FEA=EST /CNT=31 /TID=Mm.21446.3 /TIER=Stack /STK=31 /UG=Mm.
MOE430_2_1437003_at 203.5 264.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB323930 /DB_XREF=gi:16403486 /DB_XREF=BB323930 /CLONE=B430101L16 /FEA=EST /CNT=35 /TID=Mm.17706.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1437006_x_ 48 57.4 P P 0.03 0.03 0.1 NC 0.22 gb:C86082 /DB_XREF=gi:2918039 /DB_XREF=C86082 /CLONE=J0220D05 /FEA=EST /CNT=32 /TID=Mm.196641.4 /TIER=Stack /STK=30 /UG=Mm.196641
MOE430_2_1437010_a_ 7.3 7.8 A A 0.17 0.21 0.1 NC 0.5 gb:BF319714 /DB_XREF=gi:11268508 /DB_XREF=uy63a02.x1 /CLONE=IMAGE:3664202 /FEA=EST /CNT=31 /TID=Mm.141358.2 /TIER=Stack /STK=30 /UG
MOE430_2_1437032_x_ 187.7 193.7 P P 0.005859 0.01 0.1 NC 0.16 gb:BB780829 /DB_XREF=gi:16941529 /DB_XREF=BB780829 /CLONE=G430068L21 /FEA=EST /CNT=29 /TID=Mm.183025.6 /TIER=Stack /STK=29 /UG=M
MOE430_2_1437055_x_ 72.6 74.9 P P 0.005859 0.000244 0.1 NC 0.39 gb:BB143944 /DB_XREF=gi:8798881 /DB_XREF=BB143944 /CLONE=9930022O15 /FEA=EST /CNT=28 /TID=Mm.142105.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437098_x_ 6 6.8 A M 0.17 0.05 0.1 NC 0.5 gb:BB104484 /DB_XREF=gi:8757052 /DB_XREF=BB104484 /CLONE=9430091L07 /FEA=EST /CNT=26 /TID=Mm.78552.1 /TIER=Stack /STK=26 /UG=Mm.7
MOE430_2_1437105_at 182 192.5 P P 0.000244 0.000244 0.1 NC 0.45 gb:BB404315 /DB_XREF=gi:16415562 /DB_XREF=BB404315 /CLONE=C330035N19 /FEA=EST /CNT=112 /TID=Mm.100863.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437131_x_ 569.4 751.4 P P 0.00293 0.001953 0.1 NC 0.5 gb:AV045020 /DB_XREF=gi:4864685 /DB_XREF=AV045020 /CLONE=1700040O12 /FEA=EST /CNT=27 /TID=Mm.28494.2 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1437135_at 10.3 11.1 A P 0.11 0.03 0.1 NC 0.3 gb:BF018708 /DB_XREF=gi:10750040 /DB_XREF=ux97b10.x1 /CLONE=IMAGE:3656443 /FEA=EST /CNT=29 /TID=Mm.87397.1 /TIER=Stack /STK=25 /UG=
MOE430_2_1437145_s_ 4.7 8.3 A A 0.63 0.6 0.1 NC 0.22 gb:AV074000 /DB_XREF=gi:5193828 /DB_XREF=AV074000 /CLONE=2210005K02 /FEA=EST /CNT=25 /TID=Mm.46431.2 /TIER=Stack /STK=25 /UG=Mm.4
MOE430_2_1437148_at 2136.2 2117.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG967632 /DB_XREF=gi:14355269 /DB_XREF=602833430F1 /CLONE=IMAGE:4987926 /FEA=EST /CNT=230 /TID=Mm.17912.3 /TIER=Stack /STK=24 /
MOE430_2_1437190_at 12.3 18.8 A A 0.11 0.11 0.1 NC 0.78 gb:AV375472 /DB_XREF=gi:16397990 /DB_XREF=AV375472 /CLONE=9130025L13 /FEA=EST /CNT=24 /TID=Mm.20114.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437210_a_ 1033.4 1050.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI506310 /DB_XREF=gi:4404161 /DB_XREF=vp70b08.x1 /CLONE=IMAGE:1082007 /FEA=EST /CNT=26 /TID=Mm.3444.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437226_x_ 2437.6 2541.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV110584 /DB_XREF=gi:5264664 /DB_XREF=AV110584 /CLONE=2600013B07 /FEA=EST /CNT=23 /TID=Mm.2769.6 /TIER=Stack /STK=22 /UG=Mm.27
MOE430_2_1437262_x_ 29.6 26.5 P P 0.02 0.00415 0.1 NC 0.5 gb:AA940256 /DB_XREF=gi:3099800 /DB_XREF=vz39e11.r1 /CLONE=IMAGE:1328876 /FEA=EST /CNT=23 /TID=Mm.104919.2 /TIER=Stack /STK=21 /UG=
MOE430_2_1437263_at 5.5 3.7 A A 0.24 0.27 0.1 NC 0.5 gb:BB138441 /DB_XREF=gi:8793378 /DB_XREF=BB138441 /CLONE=9830147N08 /FEA=EST /CNT=30 /TID=Mm.162580.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437278_a_ 979.6 1017.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB040804 /DB_XREF=gi:8447190 /DB_XREF=BB040804 /CLONE=6030451H16 /FEA=EST /CNT=21 /TID=Mm.27560.4 /TIER=Stack /STK=21 /UG=Mm.2
MOE430_2_1437279_x_ 1988.6 2550.7 P P 0.000732 0.000244 0.1 NC 0.5 gb:BB533095 /DB_XREF=gi:9585024 /DB_XREF=BB533095 /CLONE=E030028F02 /FEA=EST /CNT=21 /TID=Mm.2580.2 /TIER=Stack /STK=21 /UG=Mm.25
MOE430_2_1437337_x_ 150.8 169.1 P P 0.000244 0.001953 0.1 NC 0.5 gb:BB207587 /DB_XREF=gi:8872540 /DB_XREF=BB207587 /CLONE=A430083E11 /FEA=EST /CNT=20 /TID=Mm.128060.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437339_s_ 0.6 0.6 A A 0.98 0.96 0.1 NC 0.12 gb:BB241731 /DB_XREF=gi:8934477 /DB_XREF=BB241731 /CLONE=A630088J10 /FEA=EST /CNT=20 /TID=Mm.180403.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437365_at 23.9 37.2 P P 0.01 0.01 0.1 NC 0.5 gb:BF682821 /DB_XREF=gi:11956716 /DB_XREF=602117308F1 /CLONE=IMAGE:3468888 /FEA=EST /CNT=23 /TID=Mm.26321.1 /TIER=Stack /STK=19 /U
MOE430_2_1437367_at 2.3 0.6 A A 0.5 0.78 0.1 NC 0.5 gb:BB025792 /DB_XREF=gi:8201068 /DB_XREF=BB025792 /CLONE=5330430B11 /FEA=EST /CNT=22 /TID=Mm.30076.2 /TIER=Stack /STK=19 /UG=Mm.3
MOE430_2_1437369_at 29.9 35.1 P P 0.03 0.03 0.1 NC 0.5 gb:BB821389 /DB_XREF=gi:16994018 /DB_XREF=BB821389 /CLONE=G830011J07 /FEA=EST /CNT=21 /TID=Mm.8142.2 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1437390_x_ 91.6 104.2 P P 0.01 0.01 0.1 NC 0.5 gb:AV339210 /DB_XREF=gi:6379262 /DB_XREF=AV339210 /CLONE=6430502L06 /FEA=EST /CNT=19 /TID=Mm.6225.2 /TIER=Stack /STK=19 /UG=Mm.62
MOE430_2_1437420_at 4.3 4.3 A A 0.66 0.69 0.1 NC 0.5 gb:BE943572 /DB_XREF=gi:10521371 /DB_XREF=UI-M-BH3-awf-c-04-0-UI.s1 /CLONE=UI-M-BH3-awf-c-04-0-UI /FEA=EST /CNT=20 /TID=Mm.40331.2
MOE430_2_1437422_at 86.1 100.6 P P 0.000732 0.001953 0.1 NC 0.5 gb:AV375653 /DB_XREF=gi:16397997 /DB_XREF=AV375653 /CLONE=9130201M22 /FEA=EST /CNT=22 /TID=Mm.54181.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437436_s_ 607.6 616.2 P P 0.000244 0.000244 0.1 NC 0.49 gb:BB461269 /DB_XREF=gi:9356762 /DB_XREF=BB461269 /CLONE=D130070O11 /FEA=EST /CNT=19 /TID=Mm.200765.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437441_at 7.8 13 A P 0.08 0.001221 0.1 NC 0.27 gb:AV347825 /DB_XREF=gi:16397104 /DB_XREF=AV347825 /CLONE=6430628A21 /FEA=EST /CNT=19 /TID=Mm.85293.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437456_x_ 1598 1784.8 P P 0.001953 0.001221 0.1 NC 0.5 gb:BB332410 /DB_XREF=gi:9041173 /DB_XREF=BB332410 /CLONE=B730047P15 /FEA=EST /CNT=18 /TID=Mm.30205.4 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437464_at 63.6 56.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV175699 /DB_XREF=gi:16384374 /DB_XREF=AV175699 /CLONE=5730422K20 /FEA=EST /CNT=67 /TID=Mm.23357.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437477_at 26.9 22.3 A A 0.06 0.06 0.1 NC 0.5 gb:AV301584 /DB_XREF=gi:16393404 /DB_XREF=AV301584 /CLONE=5730494J16 /FEA=EST /CNT=57 /TID=Mm.10272.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437484_at 91 87.5 P P 0.02 0.02 0.1 NC 0.39 gb:AI267092 /DB_XREF=gi:3885250 /DB_XREF=uj10g01.x1 /CLONE=IMAGE:1907664 /FEA=EST /CNT=42 /TID=Mm.44222.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437490_x_ 257.1 288.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB506562 /DB_XREF=gi:9515524 /DB_XREF=BB506562 /CLONE=D730008L16 /FEA=EST /CNT=21 /TID=Mm.27969.3 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1437501_at 11.6 7 A A 0.27 0.36 0.1 NC 0.35 gb:BB125794 /DB_XREF=gi:15408213 /DB_XREF=BB125794 /CLONE=9630008M19 /FEA=EST /CNT=19 /TID=Mm.130845.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437513_a_ 585.7 596.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM239422 /DB_XREF=gi:17874692 /DB_XREF=K0534B09-3 /CLONE=K0534B09 /FEA=EST /CNT=20 /TID=Mm.29344.4 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437515_at 5.1 5.2 A P 0.27 0.01 0.1 NC 0.48 gb:BM250725 /DB_XREF=gi:17885995 /DB_XREF=K0854C08-3 /CLONE=K0854C08 /FEA=EST /CNT=18 /TID=Mm.22777.3 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437541_at 16.2 11.6 A A 0.17 0.43 0.1 NC 0.5 gb:BE852528 /DB_XREF=gi:10310867 /DB_XREF=uw21g02.x1 /CLONE=IMAGE:3417362 /FEA=EST /CNT=42 /TID=Mm.29522.2 /TIER=Stack /STK=16 /UG
MOE430_2_1437560_at 2.5 2.6 A A 0.87 0.93 0.1 NC 0.33 gb:BQ174783 /DB_XREF=gi:20350275 /DB_XREF=UI-M-DJ2-bwb-d-09-0-UI.s1 /CLONE=UI-M-DJ2-bwb-d-09-0-UI /FEA=EST /CNT=21 /TID=Mm.40058
MOE430_2_1437565_a_ 109.3 161.1 P P 0.000244 0.000244 0.1 NC 0.34 gb:BI666155 /DB_XREF=gi:15580388 /DB_XREF=603287148F1 /CLONE=IMAGE:5321338 /FEA=EST /CNT=19 /TID=Mm.90760.2 /TIER=Stack /STK=16 /UG
MOE430_2_1437595_at 1.2 3.2 A A 0.85 0.78 0.1 NC 0.5 gb:BB531414 /DB_XREF=gi:16445918 /DB_XREF=BB531414 /CLONE=E030016O19 /FEA=EST /CNT=29 /TID=Mm.86388.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437596_at 1.9 3.2 A A 0.69 0.56 0.1 NC 0.69 gb:AV205346 /DB_XREF=gi:16384425 /DB_XREF=AV205346 /CLONE=1700074O19 /FEA=EST /CNT=21 /TID=Mm.189648.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437601_at 28.3 29.2 P P 0.01 0.01 0.1 NC 0.33 gb:BB438279 /DB_XREF=gi:16424508 /DB_XREF=BB438279 /CLONE=D030010M07 /FEA=EST /CNT=16 /TID=Mm.129663.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437625_at 0.8 0.8 A A 0.72 0.87 0.1 NC 0.35 gb:BM238035 /DB_XREF=gi:17873305 /DB_XREF=K0511B05-3 /CLONE=K0511B05 /FEA=EST /CNT=16 /TID=Mm.217283.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437642_at 134.9 139.9 P P 0.001953 0.001953 0.1 NC 0.5 gb:BB243375 /DB_XREF=gi:15410539 /DB_XREF=BB243375 /CLONE=A630095P14 /FEA=EST /CNT=59 /TID=Mm.35097.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437645_at 65.7 78.6 P P 0.000732 0.00293 0.1 NC 0.5 gb:BE225843 /DB_XREF=gi:8931079 /DB_XREF=ia20b02.x1 /CLONE=IMAGE:5638827 /FEA=EST /CNT=23 /TID=Mm.37763.2 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437653_at 20.3 23.4 A A 0.39 0.5 0.1 NC 0.2 gb:BF466870 /DB_XREF=gi:11536053 /DB_XREF=UI-M-CG0p-brb-a-01-0-UI.s1 /CLONE=UI-M-CG0p-brb-a-01-0-UI /FEA=EST /CNT=35 /TID=Mm.4179
MOE430_2_1437672_at 0.9 0.9 A A 0.78 0.63 0.1 NC 0.49 gb:AV286336 /DB_XREF=gi:15405793 /DB_XREF=AV286336 /CLONE=5031421K10 /FEA=EST /CNT=17 /TID=Mm.24486.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437673_at 36.6 36.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV164956 /DB_XREF=gi:15404628 /DB_XREF=AV164956 /CLONE=3110030K23 /FEA=EST /CNT=17 /TID=Mm.82292.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437684_at 16.2 12 P A 0.04 0.21 0.1 NC 0.5 gb:BB357271 /DB_XREF=gi:9069099 /DB_XREF=BB357271 /CLONE=C030019M06 /FEA=EST /CNT=16 /TID=Mm.22318.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437694_at 5.6 5.7 M A 0.05 0.19 0.1 NC 0.59 gb:AW536892 /DB_XREF=gi:7179309 /DB_XREF=G0110A10-3 /CLONE=G0110A10 /FEA=EST /CNT=19 /TID=Mm.77586.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437700_at 1.6 1 A A 0.6 0.39 0.1 NC 0.7 gb:BB137599 /DB_XREF=gi:16266730 /DB_XREF=BB137599 /CLONE=9830143E02 /FEA=EST /CNT=15 /TID=Mm.117871.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437719_x_ 120 115 P P 0.000732 0.000244 0.1 NC 0.5 gb:BB387783 /DB_XREF=gi:9110610 /DB_XREF=BB387783 /CLONE=C230053B21 /FEA=EST /CNT=15 /TID=Mm.100634.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437744_at 7.2 6.1 A A 0.24 0.27 0.1 NC 0.3 gb:BB357579 /DB_XREF=gi:9069407 /DB_XREF=BB357579 /CLONE=C030022H14 /FEA=EST /CNT=55 /TID=Mm.101707.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437758_a_ 122 136.6 P P 0.000732 0.000244 0.1 NC 0.21 gb:BE133664 /DB_XREF=gi:8596164 /DB_XREF=ug04d02.x1 /CLONE=IMAGE:1530627 /FEA=EST /CNT=20 /TID=Mm.6259.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437770_at 4.8 9.7 A A 0.33 0.3 0.1 NC 0.3 gb:AW557046 /DB_XREF=gi:7202475 /DB_XREF=L0276F07-3 /CLONE=L0276F07 /FEA=EST /CNT=17 /TID=Mm.17740.1 /TIER=Stack /STK=14 /UG=Mm.1
MOE430_2_1437774_at 42.9 42.2 P P 0.01 0.02 0.1 NC 0.5 gb:BB778614 /DB_XREF=gi:16939314 /DB_XREF=BB778614 /CLONE=G430047E24 /FEA=EST /CNT=31 /TID=Mm.36767.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437784_at 41.8 43 P P 0.001221 0.00293 0.1 NC 0.55 gb:AW550878 /DB_XREF=gi:7196306 /DB_XREF=L0070E11-3 /CLONE=L0070E11 /FEA=EST /CNT=21 /TID=Mm.133407.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437789_at 18.1 26.1 P P 0.04 0.001221 0.1 NC 0.29 gb:BB527646 /DB_XREF=gi:16444510 /DB_XREF=BB527646 /CLONE=D930041P14 /FEA=EST /CNT=17 /TID=Mm.138085.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437799_at 47.4 59.5 P P 0.01 0.02 0.1 NC 0.13 gb:BM238468 /DB_XREF=gi:17873726 /DB_XREF=K0517H04-3 /CLONE=K0517H04 /FEA=EST /CNT=15 /TID=Mm.96180.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437828_s_ 259.4 271.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:C78559 /DB_XREF=gi:2518889 /DB_XREF=C78559 /CLONE=J0051C05 /FEA=EST /CNT=14 /TID=Mm.214747.1 /TIER=Stack /STK=14 /UG=Mm.214747
MOE430_2_1437832_x_ 416.4 315.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB785450 /DB_XREF=gi:16953946 /DB_XREF=BB785450 /CLONE=G430106K24 /FEA=EST /CNT=14 /TID=Mm.38433.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437839_x_ 115 105.1 P P 0.000732 0.008057 0.1 NC 0.5 gb:AV209741 /DB_XREF=gi:6150433 /DB_XREF=AV209741 /CLONE=1700121C13 /FEA=EST /CNT=14 /TID=Mm.28494.3 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437852_x_ 1154.5 1184.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB147177 /DB_XREF=gi:8802114 /DB_XREF=BB147177 /CLONE=9930038D05 /FEA=EST /CNT=14 /TID=Mm.28790.3 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437854_at 1.2 0.7 A A 0.94 0.93 0.1 NC 0.33 gb:BM239897 /DB_XREF=gi:17875167 /DB_XREF=K0542B06-3 /CLONE=K0542B06 /FEA=EST /CNT=14 /TID=Mm.217322.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437883_s_ 40.7 38 P P 0.000244 0.001221 0.1 NC 0.5 gb:AV305314 /DB_XREF=gi:15405950 /DB_XREF=AV305314 /CLONE=5730527G08 /FEA=EST /CNT=30 /TID=Mm.79960.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437891_at 415 426.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV331887 /DB_XREF=gi:16396190 /DB_XREF=AV331887 /CLONE=6330527B20 /FEA=EST /CNT=42 /TID=Mm.132886.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437906_x_ 5 28.5 M A 0.05 0.08 0.1 NC 0.62 gb:AV106191 /DB_XREF=gi:5253739 /DB_XREF=AV106191 /CLONE=2510020H16 /FEA=EST /CNT=16 /TID=Mm.19169.5 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1437912_at 20.7 15.8 A A 0.21 0.3 0.1 NC 0.04 gb:AU067690 /DB_XREF=gi:4968427 /DB_XREF=AU067690 /CLONE=MNCb-0451 /FEA=EST /CNT=17 /TID=Mm.41815.1 /TIER=Stack /STK=13 /UG=Mm.4
MOE430_2_1437924_at 136.9 132.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:BM244966 /DB_XREF=gi:17880236 /DB_XREF=K0718B06-3 /CLONE=K0718B06 /FEA=EST /CNT=22 /TID=Mm.46401.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437955_at 2.5 2.7 A A 0.5 0.63 0.1 NC 0.5 gb:AV279818 /DB_XREF=gi:15405707 /DB_XREF=AV279818 /CLONE=4933409M03 /FEA=EST /CNT=14 /TID=Mm.189668.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437979_at 27.4 35.2 P P 0.01 0.005859 0.1 NC 0.5 gb:AI503515 /DB_XREF=gi:4401366 /DB_XREF=vq88f05.x1 /CLONE=IMAGE:1109409 /FEA=EST /CNT=13 /TID=Mm.33287.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438004_at 198.1 219.6 P P 0.001953 0.001953 0.1 NC 0.5 gb:BB324894 /DB_XREF=gi:16403534 /DB_XREF=BB324894 /CLONE=B430112H07 /FEA=EST /CNT=345 /TID=Mm.28067.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438014_at 20.2 22.3 A A 0.36 0.3 0.1 NC 0.35 gb:BE984852 /DB_XREF=gi:10657498 /DB_XREF=UI-M-CG0p-bgn-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bgn-d-09-0-UI /FEA=EST /CNT=37 /TID=Mm.2948
MOE430_2_1438022_at 139.9 195.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ266518 /DB_XREF=gi:20491583 /DB_XREF=NISC_ff13e04.x1 /CLONE=IMAGE:2865870 /FEA=EST /CNT=65 /TID=Mm.41191.1 /TIER=Stack /STK=12
MOE430_2_1438028_at 54.7 63.2 P P 0.008057 0.008057 0.1 NC 0.5 gb:BM121958 /DB_XREF=gi:17105726 /DB_XREF=L0503G07-3 /CLONE=L0503G07 /FEA=EST /CNT=58 /TID=Mm.21524.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438046_at 48.7 55.3 P P 0.000244 0.000244 0.1 NC 0.31 gb:BM235783 /DB_XREF=gi:17871053 /DB_XREF=K0424F08-3 /CLONE=K0424F08 /FEA=EST /CNT=37 /TID=Mm.200677.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438048_at 13.8 18.9 P P 0.01 0.01 0.1 NC 0.3 gb:BB531986 /DB_XREF=gi:16446014 /DB_XREF=BB531986 /CLONE=E030020K18 /FEA=EST /CNT=30 /TID=Mm.83603.1 /TIER=Stack /STK=12 /UG=Mm



MOE430_2_1438049_at 122 138.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW541326 /DB_XREF=gi:7183743 /DB_XREF=C0143H02-3 /CLONE=C0143H02 /FEA=EST /CNT=20 /TID=Mm.102707.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438069_a_ 83.9 89.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:BE446879 /DB_XREF=gi:9446487 /DB_XREF=us88g05.x1 /CLONE=IMAGE:3325496 /FEA=EST /CNT=19 /TID=Mm.46706.2 /TIER=Stack /STK=12 /UG=
MOE430_2_1438086_at 0.3 0.3 A A 0.77 0.93 0.1 NC 0.82 gb:BB497883 /DB_XREF=gi:9472297 /DB_XREF=BB497883 /CLONE=D630011B15 /FEA=EST /CNT=14 /TID=Mm.87543.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438113_at 0.9 0.8 A A 0.69 0.75 0.1 NC 0.35 gb:BB252637 /DB_XREF=gi:8945383 /DB_XREF=BB252637 /CLONE=A730052K18 /FEA=EST /CNT=13 /TID=Mm.99675.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438138_a_ 162.3 161.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB252740 /DB_XREF=gi:16355950 /DB_XREF=BB252740 /CLONE=A730053E12 /FEA=EST /CNT=12 /TID=Mm.41268.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438151_x_ 122.3 249.8 P P 0.03 0.005859 0.1 NC 0.06 gb:BB544336 /DB_XREF=gi:9615559 /DB_XREF=BB544336 /CLONE=E130216N11 /FEA=EST /CNT=12 /TID=Mm.22338.4 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438160_x_ 3.1 3.4 A A 0.43 0.66 0.1 NC 0.8 gb:AV348121 /DB_XREF=gi:6389180 /DB_XREF=AV348121 /CLONE=6430631M08 /FEA=EST /CNT=12 /TID=Mm.133687.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438182_x_ 53.4 44.4 A A 0.24 0.21 0.1 NC 0.5 gb:BB526646 /DB_XREF=gi:9578104 /DB_XREF=BB526646 /CLONE=D930034K01 /FEA=EST /CNT=12 /TID=Mm.27656.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438187_at 287 320.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB832209 /DB_XREF=gi:17010452 /DB_XREF=BB832209 /CLONE=G930021C15 /FEA=EST /CNT=12 /TID=Mm.44777.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438188_x_ 290.5 259.9 P P 0.000244 0.001221 0.1 NC 0.5 gb:BB832209 /DB_XREF=gi:17010452 /DB_XREF=BB832209 /CLONE=G930021C15 /FEA=EST /CNT=12 /TID=Mm.44777.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438191_a_ 191.3 193.8 P P 0.01 0.008057 0.1 NC 0.5 gb:BB770858 /DB_XREF=gi:16197221 /DB_XREF=BB770858 /CLONE=G370118B21 /FEA=EST /CNT=95 /TID=Mm.41122.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438213_at 1.4 1.1 A A 0.8 0.94 0.1 NC 0.4 gb:BB128962 /DB_XREF=gi:16266161 /DB_XREF=BB128962 /CLONE=9630035M01 /FEA=EST /CNT=22 /TID=Mm.52021.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438218_at 209 221.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM232143 /DB_XREF=gi:17867413 /DB_XREF=K0319A09-3 /CLONE=K0319A09 /FEA=EST /CNT=22 /TID=Mm.101461.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438233_at 213.4 215 P P 0.000732 0.000732 0.1 NC 0.5 gb:AV343569 /DB_XREF=gi:15406584 /DB_XREF=AV343569 /CLONE=6430538G05 /FEA=EST /CNT=25 /TID=Mm.30266.4 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438234_at 31.5 24.6 P P 0.001221 0.00415 0.1 NC 0.5 gb:BM210131 /DB_XREF=gi:17766860 /DB_XREF=C0659E12-3 /CLONE=C0659E12 /FEA=EST /CNT=24 /TID=Mm.21126.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438243_at 18 19 A A 0.21 0.39 0.1 NC 0.5 gb:BF465098 /DB_XREF=gi:11534281 /DB_XREF=UI-M-CG0p-bqg-f-12-0-UI.s1 /CLONE=UI-M-CG0p-bqg-f-12-0-UI /FEA=EST /CNT=22 /TID=Mm.2091
MOE430_2_1438259_at 36.3 35.8 P P 0.005859 0.000732 0.1 NC 0.35 gb:BB228907 /DB_XREF=gi:8899552 /DB_XREF=BB228907 /CLONE=A630018M19 /FEA=EST /CNT=15 /TID=Mm.65979.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438271_at 57.1 57 P P 0.000244 0.000244 0.1 NC 0.01 gb:BB667361 /DB_XREF=gi:16398810 /DB_XREF=BB667361 /CLONE=C730005C19 /FEA=EST /CNT=16 /TID=Mm.196783.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438283_at 6.5 10.4 A A 0.24 0.11 0.1 NC 0.5 gb:BB139641 /DB_XREF=gi:8794578 /DB_XREF=BB139641 /CLONE=9830165L14 /FEA=EST /CNT=13 /TID=Mm.107120.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438310_at 7.4 6.7 A M 0.14 0.05 0.1 NC 0.18 gb:BB353853 /DB_XREF=gi:16405574 /DB_XREF=BB353853 /CLONE=B930095L19 /FEA=EST /CNT=12 /TID=Mm.178542.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438318_x_ 208 198.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB559925 /DB_XREF=gi:9646291 /DB_XREF=BB559925 /CLONE=E530001N08 /FEA=EST /CNT=12 /TID=Mm.21214.3 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438323_at 11.3 5.7 A A 0.12 0.45 0.1 NC 0.26 gb:AV248115 /DB_XREF=gi:16387339 /DB_XREF=AV248115 /CLONE=4833403J20 /FEA=EST /CNT=16 /TID=Mm.160422.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438325_at 907.8 1049.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI647591 /DB_XREF=gi:4726269 /DB_XREF=uk41f01.x1 /CLONE=IMAGE:1971577 /FEA=EST /CNT=15 /TID=Mm.35515.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438328_at 64.2 77 P P 0.00415 0.008057 0.1 NC 0.49 gb:BB211735 /DB_XREF=gi:16352713 /DB_XREF=BB211735 /CLONE=A430106M23 /FEA=EST /CNT=13 /TID=Mm.185172.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438359_at 0.8 1.2 A A 0.87 0.53 0.1 NC 0.17 gb:AV066542 /DB_XREF=gi:5186370 /DB_XREF=AV066542 /CLONE=2010110A07 /FEA=EST /CNT=11 /TID=Mm.46323.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438391_x_ 892.7 954.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV078914 /DB_XREF=gi:5198742 /DB_XREF=AV078914 /CLONE=2210406P07 /FEA=EST /CNT=11 /TID=Mm.6994.2 /TIER=Stack /STK=11 /UG=Mm.69
MOE430_2_1438401_at 226.6 240.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW124741 /DB_XREF=gi:6100271 /DB_XREF=UI-M-BH2.1-aqa-d-06-0-UI.s1 /CLONE=UI-M-BH2.1-aqa-d-06-0-UI /FEA=EST /CNT=49 /TID=Mm.2671
MOE430_2_1438409_at 74.7 79.9 P P 0.000244 0.000244 0.1 NC 0.19 gb:BG061859 /DB_XREF=gi:12531780 /DB_XREF=L0952C03-3 /CLONE=L0952C03 /FEA=EST /CNT=33 /TID=Mm.38910.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438418_at 34.6 24.7 P A 0.03 0.08 0.1 NC 0.5 gb:BB536931 /DB_XREF=gi:16446721 /DB_XREF=BB536931 /CLONE=E130003E23 /FEA=EST /CNT=22 /TID=Mm.87037.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438419_at 137.6 133 P P 0.001221 0.000244 0.1 NC 0.5 gb:BG073413 /DB_XREF=gi:12555982 /DB_XREF=H3122C11-3 /CLONE=H3122C11 /FEA=EST /CNT=21 /TID=Mm.202707.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438433_at 0.8 0.4 A A 0.75 0.94 0.1 NC 0.86 gb:BB323256 /DB_XREF=gi:16403444 /DB_XREF=BB323256 /CLONE=B430001H05 /FEA=EST /CNT=24 /TID=Mm.181641.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438505_s_ 1251.2 1125.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB462178 /DB_XREF=gi:9379367 /DB_XREF=BB462178 /CLONE=D130075E12 /FEA=EST /CNT=12 /TID=Mm.195893.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438507_x_ 6071.3 6500.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV110879 /DB_XREF=gi:5264959 /DB_XREF=AV110879 /CLONE=2600014O22 /FEA=EST /CNT=12 /TID=Mm.43749.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438510_a_ 783.2 868.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB451746 /DB_XREF=gi:9312781 /DB_XREF=BB451746 /CLONE=D130012J02 /FEA=EST /CNT=12 /TID=Mm.10528.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438514_at 16.5 15.3 A A 0.3 0.17 0.1 NC 0.33 gb:AV377091 /DB_XREF=gi:16398109 /DB_XREF=AV377091 /CLONE=9130221N23 /FEA=EST /CNT=13 /TID=Mm.212492.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438560_x_ 1154.6 1229.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV103196 /DB_XREF=gi:5250744 /DB_XREF=AV103196 /CLONE=2500002B01 /FEA=EST /CNT=11 /TID=Mm.6821.4 /TIER=Stack /STK=10 /UG=Mm.68
MOE430_2_1438562_a_ 481.5 500.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV167543 /DB_XREF=gi:5373980 /DB_XREF=AV167543 /CLONE=3110055K10 /FEA=EST /CNT=11 /TID=Mm.985.4 /TIER=Stack /STK=10 /UG=Mm.985
MOE430_2_1438581_at 28.5 30.4 A P 0.08 0.04 0.1 NC 0.39 gb:BB225953 /DB_XREF=gi:16354016 /DB_XREF=BB225953 /CLONE=A530095B06 /FEA=EST /CNT=10 /TID=Mm.215609.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438585_at 0.4 0.9 A A 0.95 0.78 0.1 NC 0.5 gb:BB667253 /DB_XREF=gi:16398702 /DB_XREF=BB667253 /CLONE=6820443O06 /FEA=EST /CNT=10 /TID=Mm.134828.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438599_at 1.4 1.7 A A 0.88 0.87 0.1 NC 0.4 gb:BE987380 /DB_XREF=gi:10662675 /DB_XREF=UI-M-CG0p-bgx-c-12-0-UI.s1 /CLONE=UI-M-CG0p-bgx-c-12-0-UI /FEA=EST /CNT=10 /TID=Mm.4085
MOE430_2_1438610_a_ 848.8 953.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB793369 /DB_XREF=gi:16962988 /DB_XREF=BB793369 /CLONE=G430145I18 /FEA=EST /CNT=10 /TID=Mm.3534.3 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1438651_a_ 10.4 11.1 A A 0.39 0.19 0.1 NC 0.5 gb:BB483357 /DB_XREF=gi:9400966 /DB_XREF=BB483357 /CLONE=D430019N22 /FEA=EST /CNT=10 /TID=Mm.29368.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438686_at 114.3 115.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB531220 /DB_XREF=gi:16445883 /DB_XREF=BB531220 /CLONE=E030015G23 /FEA=EST /CNT=46 /TID=Mm.3428.3 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438692_at 37.1 28.1 P P 0.04 0.008057 0.1 NC 0.06 gb:BG069995 /DB_XREF=gi:12552652 /DB_XREF=H3083D11-3 /CLONE=H3083D11 /FEA=EST /CNT=31 /TID=Mm.26043.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438695_at 91.3 71.1 P P 0.000732 0.000244 0.1 NC 0.49 gb:AU067723 /DB_XREF=gi:4968460 /DB_XREF=AU067723 /CLONE=MNCb-0866 /FEA=EST /CNT=42 /TID=Mm.132544.4 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438696_at 2.9 2.6 A A 0.75 0.87 0.1 NC 0.58 gb:BB368452 /DB_XREF=gi:16406655 /DB_XREF=BB368452 /CLONE=C130042H16 /FEA=EST /CNT=32 /TID=Mm.9478.2 /TIER=Stack /STK=9 /UG=Mm.9
MOE430_2_1438719_at 22.2 19.9 P A 0.03 0.11 0.1 NC 0.5 gb:AV381143 /DB_XREF=gi:16398277 /DB_XREF=AV381143 /CLONE=9230108P05 /FEA=EST /CNT=15 /TID=Mm.100184.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438728_at 143 143.7 P P 0.000244 0.000732 0.1 NC 0.5 gb:AV032347 /DB_XREF=gi:16356583 /DB_XREF=AV032347 /CLONE=1500035A02 /FEA=EST /CNT=16 /TID=Mm.45989.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1438731_at 137 130.4 P P 0.000244 0.000244 0.1 NC 0.48 gb:AV231288 /DB_XREF=gi:16385834 /DB_XREF=AV231288 /CLONE=4632406A19 /FEA=EST /CNT=15 /TID=Mm.103788.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438803_s_ 111.1 142.2 P P 0.000244 0.001221 0.1 NC 0.5 gb:BB224195 /DB_XREF=gi:8892807 /DB_XREF=BB224195 /CLONE=A530085I05 /FEA=EST /CNT=12 /TID=Mm.200160.1 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438821_at 14.1 14.3 P P 0.000732 0.000244 0.1 NC 0.31 gb:BB294853 /DB_XREF=gi:16401768 /DB_XREF=BB294853 /CLONE=B130031H03 /FEA=EST /CNT=10 /TID=Mm.131775.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438838_at 15.7 20.9 P P 0.008057 0.00415 0.1 NC 0.5 gb:BG141977 /DB_XREF=gi:12645372 /DB_XREF=ia85d03.x1 /CLONE=IMAGE:5645212 /FEA=EST /CNT=10 /TID=Mm.73570.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438848_at 24.2 32.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB312184 /DB_XREF=gi:9012889 /DB_XREF=BB312184 /CLONE=B230332G21 /FEA=EST /CNT=10 /TID=Mm.132942.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438849_at 3.1 1.7 A A 0.53 0.56 0.1 NC 0.39 gb:BB144669 /DB_XREF=gi:8799606 /DB_XREF=BB144669 /CLONE=9930026I02 /FEA=EST /CNT=10 /TID=Mm.176055.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438866_at 5.3 3.4 A A 0.24 0.33 0.1 NC 0.5 gb:BB305883 /DB_XREF=gi:15411291 /DB_XREF=BB305883 /CLONE=B230205O03 /FEA=EST /CNT=10 /TID=Mm.156745.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438868_at 65.5 78.6 P P 0.000732 0.001221 0.1 NC 0.11 gb:AV280841 /DB_XREF=gi:16391481 /DB_XREF=AV280841 /CLONE=4933417L10 /FEA=EST /CNT=10 /TID=Mm.205022.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438871_at 29.7 41.4 P P 0.02 0.008057 0.1 NC 0.09 gb:BG145571 /DB_XREF=gi:12648978 /DB_XREF=uu89h12.x1 /CLONE=IMAGE:3384046 /FEA=EST /CNT=10 /TID=Mm.132465.1 /TIER=Stack /STK=9 /UG
MOE430_2_1438905_x_ 77.9 78.3 P P 0.03 0.005859 0.1 NC 0.5 gb:BB765277 /DB_XREF=gi:16193398 /DB_XREF=BB765277 /CLONE=G370046P22 /FEA=EST /CNT=9 /TID=Mm.41419.2 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1438938_x_ 2036.8 2183.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV212294 /DB_XREF=gi:6152253 /DB_XREF=AV212294 /CLONE=2410103C07 /FEA=EST /CNT=9 /TID=Mm.36241.3 /TIER=Stack /STK=9 /UG=Mm.36
MOE430_2_1438962_s_ 73.4 97 P P 0.01 0.01 0.1 NC 0.5 gb:BB469965 /DB_XREF=gi:9387154 /DB_XREF=BB469965 /CLONE=D230030E21 /FEA=EST /CNT=9 /TID=Mm.148063.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438965_x_ 1.1 0.6 A A 0.85 0.82 0.1 NC 0.5 gb:BB366206 /DB_XREF=gi:9078034 /DB_XREF=BB366206 /CLONE=C130032K15 /FEA=EST /CNT=9 /TID=Mm.133548.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438992_x_ 224.9 308.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV314773 /DB_XREF=gi:6280191 /DB_XREF=AV314773 /CLONE=5830424J07 /FEA=EST /CNT=9 /TID=Mm.641.4 /TIER=Stack /STK=9 /UG=Mm.641 /
MOE430_2_1439026_at 5.3 6.3 A A 0.12 0.43 0.1 NC 0.88 gb:BB125842 /DB_XREF=gi:16262219 /DB_XREF=BB125842 /CLONE=9630009D06 /FEA=EST /CNT=39 /TID=Mm.92048.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439102_at 126.8 152.2 P P 0.00415 0.03 0.1 NC 0.5 gb:BM876640 /DB_XREF=gi:19244306 /DB_XREF=ih68a03.x1 /CLONE=IMAGE:5681548 /FEA=EST /CNT=25 /TID=Mm.218530.3 /TIER=Stack /STK=8 /UG=
MOE430_2_1439108_at 136.3 132.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF021054 /DB_XREF=gi:10752386 /DB_XREF=ux51f11.x1 /CLONE=IMAGE:3513837 /FEA=EST /CNT=15 /TID=Mm.195887.2 /TIER=Stack /STK=8 /UG=
MOE430_2_1439120_at 113.5 85.5 P P 0.001953 0.00415 0.1 NC 0.5 gb:BB324206 /DB_XREF=gi:16403496 /DB_XREF=BB324206 /CLONE=B430105H17 /FEA=EST /CNT=12 /TID=Mm.25018.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439132_at 16 7.1 A A 0.12 0.36 0.1 NC 0.5 gb:BB042885 /DB_XREF=gi:15403893 /DB_XREF=BB042885 /CLONE=6030466L16 /FEA=EST /CNT=11 /TID=Mm.115245.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439148_a_ 819.4 832.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE914497 /DB_XREF=gi:10413185 /DB_XREF=601668889F1 /CLONE=IMAGE:3968567 /FEA=EST /CNT=11 /TID=Mm.1166.4 /TIER=Stack /STK=8 /UG=
MOE430_2_1439154_at 114.8 142 P P 0.000244 0.001953 0.1 NC 0.5 gb:BB473634 /DB_XREF=gi:16439740 /DB_XREF=BB473634 /CLONE=D330001O14 /FEA=EST /CNT=16 /TID=Mm.300.2 /TIER=Stack /STK=8 /UG=Mm.30
MOE430_2_1439183_at 0.8 0.4 A A 0.82 0.95 0.1 NC 0.37 gb:AI662009 /DB_XREF=gi:4765592 /DB_XREF=ms16h08.x1 /CLONE=IMAGE:607167 /FEA=EST /CNT=10 /TID=Mm.33160.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439196_at 38.3 46.7 P P 0.02 0.04 0.1 NC 0.5 gb:BB476531 /DB_XREF=gi:16440175 /DB_XREF=BB476531 /CLONE=D330018O10 /FEA=EST /CNT=11 /TID=Mm.202315.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439201_at 62 65.1 P P 0.000244 0.000732 0.1 NC 0.5 gb:AV114800 /DB_XREF=gi:16382242 /DB_XREF=AV114800 /CLONE=2610037B11 /FEA=EST /CNT=10 /TID=Mm.182319.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439210_at 16.6 20.5 P P 0.04 0.03 0.1 NC 0.29 gb:BM238619 /DB_XREF=gi:17873889 /DB_XREF=K0520F08-3 /CLONE=K0520F08 /FEA=EST /CNT=9 /TID=Mm.38503.3 /TIER=Stack /STK=8 /UG=Mm.38
MOE430_2_1439224_at 0.3 0.4 A A 0.6 0.69 0.1 NC 0.71 gb:BB373816 /DB_XREF=gi:16407210 /DB_XREF=BB373816 /CLONE=C130072C03 /FEA=EST /CNT=9 /TID=Mm.133637.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439246_x_ 49.7 56.8 P P 0.03 0.04 0.1 NC 0.37 gb:BB822587 /DB_XREF=gi:16995216 /DB_XREF=BB822587 /CLONE=G830022G04 /FEA=EST /CNT=9 /TID=Mm.220983.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439248_at 11.4 13.4 A A 0.09 0.11 0.1 NC 0.5 gb:BE686864 /DB_XREF=gi:10074488 /DB_XREF=uw06c06.x1 /CLONE=IMAGE:3415882 /FEA=EST /CNT=9 /TID=Mm.85289.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439250_at 2.5 1.6 A A 0.96 0.96 0.1 NC 0.48 gb:BB284553 /DB_XREF=gi:8985002 /DB_XREF=BB284553 /CLONE=A930106D23 /FEA=EST /CNT=9 /TID=Mm.145791.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439252_at 22.3 18.4 P P 0.02 0.00415 0.1 NC 0.13 gb:AV301185 /DB_XREF=gi:6333699 /DB_XREF=AV301185 /CLONE=5730491M24 /FEA=EST /CNT=9 /TID=Mm.90070.1 /TIER=Stack /STK=8 /UG=Mm.90
MOE430_2_1439267_x_ 2586 2661.8 P P 0.001953 0.001953 0.1 NC 0.5 gb:AV085180 /DB_XREF=gi:5216628 /DB_XREF=AV085180 /CLONE=2310010I04 /FEA=EST /CNT=9 /TID=Mm.360.4 /TIER=Stack /STK=8 /UG=Mm.360 /L
MOE430_2_1439297_at 1.6 1.4 A A 0.93 0.99 0.1 NC 0.92 gb:AV229174 /DB_XREF=gi:16385627 /DB_XREF=AV229174 /CLONE=4631405E02 /FEA=EST /CNT=8 /TID=Mm.211032.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439332_at 117.8 94.5 P P 0.001221 0.001221 0.1 NC 0.3 gb:AV251625 /DB_XREF=gi:16387656 /DB_XREF=AV251625 /CLONE=4833432G11 /FEA=EST /CNT=8 /TID=Mm.195809.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439360_x_ 515.8 550.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM244537 /DB_XREF=gi:17879819 /DB_XREF=K0712F10-3 /CLONE=K0712F10 /FEA=EST /CNT=8 /TID=Mm.143167.4 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439367_x_ 558.3 629.8 P P 0.001953 0.001221 0.1 NC 0.5 gb:AV148210 /DB_XREF=gi:5352343 /DB_XREF=AV148210 /CLONE=2810474D20 /FEA=EST /CNT=8 /TID=Mm.1486.5 /TIER=Stack /STK=8 /UG=Mm.1486
MOE430_2_1439376_x_ 13.1 18.6 P P 0.01 0.04 0.1 NC 0.83 gb:BB357590 /DB_XREF=gi:9069418 /DB_XREF=BB357590 /CLONE=C030022K04 /FEA=EST /CNT=8 /TID=Mm.22480.4 /TIER=Stack /STK=8 /UG=Mm.22
MOE430_2_1439387_x_ 546.3 658.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB253397 /DB_XREF=gi:8946143 /DB_XREF=BB253397 /CLONE=A730057F16 /FEA=EST /CNT=8 /TID=Mm.37324.3 /TIER=Stack /STK=8 /UG=Mm.37
MOE430_2_1439401_x_ 231.7 211.4 P P 0.001953 0.001953 0.1 NC 0.5 gb:BB166408 /DB_XREF=gi:8822349 /DB_XREF=BB166408 /CLONE=A130088B16 /FEA=EST /CNT=8 /TID=Mm.46613.3 /TIER=Stack /STK=8 /UG=Mm.46
MOE430_2_1439435_x_ 583.3 817.6 P P 0.000244 0.00293 0.1 NC 0.5 gb:BB411302 /DB_XREF=gi:9232657 /DB_XREF=BB411302 /CLONE=C430022E17 /FEA=EST /CNT=8 /TID=Mm.188.5 /TIER=Stack /STK=8 /UG=Mm.188 /
MOE430_2_1439447_x_ 163.5 205 P P 0.01 0.008057 0.1 NC 0.5 gb:AV056887 /DB_XREF=gi:5156634 /DB_XREF=AV056887 /CLONE=1810043H09 /FEA=EST /CNT=8 /TID=Mm.21529.6 /TIER=Stack /STK=8 /UG=Mm.215
MOE430_2_1439448_x_ 2096.7 2880.2 P P 0.000244 0.001221 0.1 NC 0.5 gb:AV007149 /DB_XREF=gi:4784136 /DB_XREF=AV007149 /CLONE=1110003C04 /FEA=EST /CNT=8 /TID=Mm.45233.3 /TIER=Stack /STK=8 /UG=Mm.45
MOE430_2_1439450_x_ 149.5 171.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB267264 /DB_XREF=gi:8963731 /DB_XREF=BB267264 /CLONE=A830029G20 /FEA=EST /CNT=8 /TID=Mm.100634.3 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439451_x_ 104.6 130.2 P P 0.000244 0.001221 0.1 NC 0.5 gb:BB487787 /DB_XREF=gi:9405396 /DB_XREF=BB487787 /CLONE=D430044J16 /FEA=EST /CNT=8 /TID=Mm.28597.6 /TIER=Stack /STK=8 /UG=Mm.28
MOE430_2_1439461_x_ 41.6 66.4 P P 0.008057 0.00293 0.1 NC 0.5 gb:AV151371 /DB_XREF=gi:5356577 /DB_XREF=AV151371 /CLONE=2900017N04 /FEA=EST /CNT=8 /TID=Mm.21714.2 /TIER=Stack /STK=8 /UG=Mm.217
MOE430_2_1439531_at 103.5 150.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB754259 /DB_XREF=gi:16184495 /DB_XREF=BB754259 /CLONE=G270040J09 /FEA=EST /CNT=12 /TID=Mm.39342.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439542_at 64.6 66.9 A P 0.08 0.03 0.1 NC 0.08 gb:BF456106 /DB_XREF=gi:11522275 /DB_XREF=UI-M-BZ1-bkl-d-01-0-UI.s1 /CLONE=UI-M-BZ1-bkl-d-01-0-UI /FEA=EST /CNT=10 /TID=Mm.30269.1 
MOE430_2_1439565_at 107.3 105.9 P P 0.00293 0.00415 0.1 NC 0.5 gb:AW492303 /DB_XREF=gi:7062584 /DB_XREF=UI-M-BH3-atl-h-04-0-UI.s1 /CLONE=UI-M-BH3-atl-h-04-0-UI /FEA=EST /CNT=13 /TID=Mm.38225.1 /
MOE430_2_1439576_at 34.1 33.1 P M 0.02 0.05 0.1 NC 0.54 gb:BB325333 /DB_XREF=gi:16403560 /DB_XREF=BB325333 /CLONE=B430116A01 /FEA=EST /CNT=9 /TID=Mm.100902.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439588_at 2 2.8 A A 0.85 0.82 0.1 NC 0.5 gb:BB733257 /DB_XREF=gi:16132407 /DB_XREF=BB733257 /CLONE=E970036O09 /FEA=EST /CNT=8 /TID=Mm.132347.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439593_s_ 52.4 45.6 A A 0.14 0.09 0.1 NC 0.12 gb:BE945978 /DB_XREF=gi:10523737 /DB_XREF=UI-M-BH3-awv-e-07-0-UI.s1 /CLONE=UI-M-BH3-awv-e-07-0-UI /FEA=EST /CNT=8 /TID=Mm.47051.1
MOE430_2_1439600_at 1 2.7 A A 0.93 0.87 0.1 NC 0.13 gb:BB395322 /DB_XREF=gi:16409298 /DB_XREF=BB395322 /CLONE=C230091K14 /FEA=EST /CNT=8 /TID=Mm.214897.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439604_at 86.7 97.2 P P 0.000244 0.000244 0.1 NC 0.46 gb:AV319357 /DB_XREF=gi:16394851 /DB_XREF=AV319357 /CLONE=6030405I21 /FEA=EST /CNT=8 /TID=Mm.205735.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439607_at 0.9 0.7 A A 0.91 0.97 0.1 NC 0.88 gb:AI429745 /DB_XREF=gi:4275671 /DB_XREF=mf91f09.x1 /CLONE=IMAGE:421673 /FEA=EST /CNT=8 /TID=Mm.69080.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439663_at 11 10.4 A A 0.53 0.33 0.1 NC 0.5 gb:BB040049 /DB_XREF=gi:16258577 /DB_XREF=BB040049 /CLONE=6030446P15 /FEA=EST /CNT=8 /TID=Mm.138472.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439689_at 8.4 8.9 A A 0.06 0.09 0.1 NC 0.36 gb:AV370609 /DB_XREF=gi:16397825 /DB_XREF=AV370609 /CLONE=9030224M15 /FEA=EST /CNT=7 /TID=Mm.80407.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439699_at 0.2 0.6 A A 0.88 0.75 0.1 NC 0.42 gb:BB525237 /DB_XREF=gi:16444117 /DB_XREF=BB525237 /CLONE=D930025A16 /FEA=EST /CNT=7 /TID=Mm.44969.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439705_at 16.9 16.4 P P 0.008057 0.03 0.1 NC 0.5 gb:BM239037 /DB_XREF=gi:17874295 /DB_XREF=K0527E11-3 /CLONE=K0527E11 /FEA=EST /CNT=7 /TID=Mm.136684.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439749_at 80.6 101.3 A A 0.12 0.14 0.1 NC 0.35 gb:AI327364 /DB_XREF=gi:4061793 /DB_XREF=mp88f12.x1 /CLONE=IMAGE:576335 /FEA=EST /CNT=7 /TID=Mm.200212.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439753_x_ 98.8 119.1 P P 0.001221 0.000244 0.1 NC 0.5 gb:AI893638 /DB_XREF=gi:5599540 /DB_XREF=mn04a03.x1 /CLONE=IMAGE:536908 /FEA=EST /CNT=7 /TID=Mm.99555.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439757_s_ 0.8 0.3 A A 0.82 0.98 0.1 NC 0.72 gb:AI385584 /DB_XREF=gi:4199047 /DB_XREF=mb18d08.x1 /CLONE=IMAGE:329775 /FEA=EST /CNT=7 /TID=Mm.200233.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439765_x_ 135.7 169.4 M A 0.05 0.06 0.1 NC 0.5 gb:AV214551 /DB_XREF=gi:6155397 /DB_XREF=AV214551 /CLONE=2410137E05 /FEA=EST /CNT=7 /TID=Mm.48927.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439775_at 31.4 35 P P 0.001953 0.001953 0.1 NC 0.35 gb:AW987520 /DB_XREF=gi:8182435 /DB_XREF=uf25e02.x1 /CLONE=IMAGE:1512410 /FEA=EST /CNT=35 /TID=Mm.100112.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1439782_s_ 3.4 4.2 A A 0.9 0.78 0.1 NC 0.5 gb:BB528884 /DB_XREF=gi:16445501 /DB_XREF=BB528884 /CLONE=D930048N14 /FEA=EST /CNT=25 /TID=Mm.220299.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439811_at 61 84.2 M P 0.05 0.04 0.1 NC 0.18 gb:BF181956 /DB_XREF=gi:11060098 /DB_XREF=601805387F1 /CLONE=IMAGE:4036413 /FEA=EST /CNT=11 /TID=Mm.40335.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1439815_at 214.2 237.4 P P 0.000244 0.000244 0.1 NC 0.15 gb:BF140677 /DB_XREF=gi:10979717 /DB_XREF=601786927F1 /CLONE=IMAGE:4014703 /FEA=EST /CNT=10 /TID=Mm.102957.1 /TIER=ConsEnd /STK=6
MOE430_2_1439824_at 80.6 94.2 P P 0.000244 0.000244 0.1 NC 0.48 gb:BB263701 /DB_XREF=gi:16400154 /DB_XREF=BB263701 /CLONE=A830012I17 /FEA=EST /CNT=9 /TID=Mm.1653.1 /TIER=ConsEnd /STK=6 /UG=Mm.
MOE430_2_1439846_at 80 76.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM249597 /DB_XREF=gi:17884867 /DB_XREF=K0836A05-3 /CLONE=K0836A05 /FEA=EST /CNT=10 /TID=Mm.19293.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439848_at 4.3 5.4 A A 0.75 0.63 0.1 NC 0.05 gb:AW552082 /DB_XREF=gi:7197505 /DB_XREF=L0208A10-3 /CLONE=L0208A10 /FEA=EST /CNT=10 /TID=Mm.32755.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439849_at 14.5 19 M P 0.05 0.01 0.1 NC 0.02 gb:BB215381 /DB_XREF=gi:16353039 /DB_XREF=BB215381 /CLONE=A530026J16 /FEA=EST /CNT=10 /TID=Mm.205031.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439866_at 1.5 2 A A 0.75 0.82 0.1 NC 0.75 gb:BQ173950 /DB_XREF=gi:20349441 /DB_XREF=UI-M-DJ2-bvv-m-06-0-UI.s1 /CLONE=UI-M-DJ2-bvv-m-06-0-UI /FEA=EST /CNT=8 /TID=Mm.187301
MOE430_2_1439877_at 47.8 48.1 P P 0.000244 0.00293 0.1 NC 0.5 gb:BB125494 /DB_XREF=gi:16262192 /DB_XREF=BB125494 /CLONE=9630005I06 /FEA=EST /CNT=8 /TID=Mm.132251.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439897_at 3.3 3.5 A A 0.33 0.39 0.1 NC 0.5 gb:BE457796 /DB_XREF=gi:9480316 /DB_XREF=us97d06.x1 /CLONE=IMAGE:3326315 /FEA=EST /CNT=10 /TID=Mm.122580.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1439901_at 89.7 93.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ129438 /DB_XREF=gi:20203349 /DB_XREF=ii29b03.x1 /CLONE=IMAGE:5943100 /FEA=EST /CNT=9 /TID=Mm.152623.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1439938_at 1 1.5 A A 0.8 0.8 0.1 NC 0.49 gb:BE686007 /DB_XREF=gi:10073631 /DB_XREF=uv78f01.x1 /CLONE=IMAGE:3413305 /FEA=EST /CNT=7 /TID=Mm.77769.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1439945_at 57.4 68.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE993413 /DB_XREF=gi:10675568 /DB_XREF=UI-M-BZ1-bjs-b-06-0-UI.s1 /CLONE=UI-M-BZ1-bjs-b-06-0-UI /FEA=EST /CNT=7 /TID=Mm.87175.1 /
MOE430_2_1439951_at 1 0.8 A A 0.78 0.95 0.1 NC 0.53 gb:BB128704 /DB_XREF=gi:16266142 /DB_XREF=BB128704 /CLONE=9630032O07 /FEA=EST /CNT=7 /TID=Mm.153036.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440058_at 2.6 0.8 A A 0.78 0.96 0.1 NC 0.95 gb:AV275747 /DB_XREF=gi:16390718 /DB_XREF=AV275747 /CLONE=4932430K12 /FEA=EST /CNT=6 /TID=Mm.189612.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440095_at 7 13.6 P P 0.001953 0.000732 0.1 NC 0.19 gb:BB308208 /DB_XREF=gi:15411384 /DB_XREF=BB308208 /CLONE=B230219E03 /FEA=EST /CNT=6 /TID=Mm.130713.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440099_at 6 7.6 A A 0.63 0.39 0.1 NC 0.27 gb:BB383239 /DB_XREF=gi:16408146 /DB_XREF=BB383239 /CLONE=C230026N07 /FEA=EST /CNT=6 /TID=Mm.32075.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440117_at 14.7 16.4 A A 0.06 0.24 0.1 NC 0.39 gb:BB424254 /DB_XREF=gi:16423514 /DB_XREF=BB424254 /CLONE=C530040K17 /FEA=EST /CNT=6 /TID=Mm.121513.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440169_x_ 79.9 83.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB522265 /DB_XREF=gi:9573723 /DB_XREF=BB522265 /CLONE=D930007A12 /FEA=EST /CNT=6 /TID=Mm.133503.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440182_at 0.5 0.5 A A 0.69 0.95 0.1 NC 0.91 gb:BB009658 /DB_XREF=gi:8130015 /DB_XREF=BB009658 /CLONE=4732490M11 /FEA=EST /CNT=6 /TID=Mm.116323.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440183_x_ 34.1 36.5 P A 0.04 0.06 0.1 NC 0.5 gb:BB433442 /DB_XREF=gi:9273169 /DB_XREF=BB433442 /CLONE=C820001G05 /FEA=EST /CNT=6 /TID=Mm.77528.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440186_s_ 1.8 1.7 A A 0.66 0.72 0.1 NC 0.34 gb:AV361125 /DB_XREF=gi:6408413 /DB_XREF=AV361125 /CLONE=7530422D15 /FEA=EST /CNT=6 /TID=Mm.86873.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440237_at 19 21.3 A P 0.19 0.02 0.1 NC 0.5 gb:BM241186 /DB_XREF=gi:17876456 /DB_XREF=K0613C11-3 /CLONE=K0613C11 /FEA=EST /CNT=9 /TID=Mm.105322.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440240_at 14.1 14.7 A A 0.11 0.09 0.1 NC 0.5 gb:BB442010 /DB_XREF=gi:16424775 /DB_XREF=BB442010 /CLONE=D030029M03 /FEA=EST /CNT=9 /TID=Mm.29444.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440278_at 105.8 110.5 P P 0.00293 0.001953 0.1 NC 0.5 gb:BM939312 /DB_XREF=gi:19398464 /DB_XREF=UI-M-BZ1-bkn-g-11-0-UI.r1 /CLONE=UI-M-BZ1-bkn-g-11-0-UI /FEA=EST /CNT=8 /TID=Mm.30786.1 
MOE430_2_1440279_at 132.1 178 P P 0.000244 0.000244 0.1 NC 0.48 gb:BM249193 /DB_XREF=gi:17884463 /DB_XREF=K0829F10-3 /CLONE=K0829F10 /FEA=EST /CNT=8 /TID=Mm.24173.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440306_at 0.7 1.2 A A 0.98 0.95 0.1 NC 0.5 gb:BB134965 /DB_XREF=gi:16266617 /DB_XREF=BB134965 /CLONE=9830120P03 /FEA=EST /CNT=7 /TID=Mm.37967.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440307_at 16.3 19.6 P A 0.02 0.06 0.1 NC 0.5 gb:BB125332 /DB_XREF=gi:16262179 /DB_XREF=BB125332 /CLONE=9630004J05 /FEA=EST /CNT=7 /TID=Mm.131435.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440308_at 8.5 8 A P 0.3 0.01 0.1 NC 0.02 gb:AV347071 /DB_XREF=gi:15406633 /DB_XREF=AV347071 /CLONE=6430590A15 /FEA=EST /CNT=7 /TID=Mm.69050.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440316_at 84.4 85.2 P P 0.005859 0.00415 0.1 NC 0.5 gb:AV342106 /DB_XREF=gi:15406571 /DB_XREF=AV342106 /CLONE=6430526N21 /FEA=EST /CNT=7 /TID=Mm.86607.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440342_at 48.1 56.1 P P 0.000732 0.000244 0.1 NC 0.41 gb:BB276544 /DB_XREF=gi:8973565 /DB_XREF=BB276544 /CLONE=A830097P08 /FEA=EST /CNT=7 /TID=Mm.71877.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440352_at 4.5 2 A A 0.53 0.6 0.1 NC 0.21 gb:AW556693 /DB_XREF=gi:7202122 /DB_XREF=L0272A05-3 /CLONE=L0272A05 /FEA=EST /CNT=8 /TID=Mm.103194.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440356_at 9.7 8.6 A A 0.66 0.36 0.1 NC 0.06 gb:BB075222 /DB_XREF=gi:15406864 /DB_XREF=BB075222 /CLONE=9330102M17 /FEA=EST /CNT=8 /TID=Mm.101720.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440357_at 99.3 79.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:BM938290 /DB_XREF=gi:19397442 /DB_XREF=UI-M-BZ1-bfv-i-03-0-UI.r1 /CLONE=UI-M-BZ1-bfv-i-03-0-UI /FEA=EST /CNT=8 /TID=Mm.33117.1 /T
MOE430_2_1440384_at 32.9 51.9 P P 0.001953 0.000244 0.1 NC 0.41 gb:AI506779 /DB_XREF=gi:4404630 /DB_XREF=vm59b10.x1 /CLONE=IMAGE:1002523 /FEA=EST /CNT=7 /TID=Mm.33707.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440414_at 0.7 1.5 A A 0.6 0.8 0.1 NC 0.33 gb:BE980297 /DB_XREF=gi:10648022 /DB_XREF=UI-M-BG2-bcg-f-01-0-UI.s1 /CLONE=UI-M-BG2-bcg-f-01-0-UI /FEA=EST /CNT=6 /TID=Mm.151156.1
MOE430_2_1440441_at 170 166.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB465854 /DB_XREF=gi:16427151 /DB_XREF=BB465854 /CLONE=D230005B01 /FEA=EST /CNT=6 /TID=Mm.138137.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440444_at 26.9 27.3 P P 0.001953 0.005859 0.1 NC 0.24 gb:BB277583 /DB_XREF=gi:16401001 /DB_XREF=BB277583 /CLONE=A930006B21 /FEA=EST /CNT=6 /TID=Mm.100888.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440452_at 75.4 69 P P 0.000732 0.001221 0.1 NC 0.5 gb:AW495265 /DB_XREF=gi:7065546 /DB_XREF=UI-M-BH3-aus-d-04-0-UI.s1 /CLONE=UI-M-BH3-aus-d-04-0-UI /FEA=EST /CNT=6 /TID=Mm.38076.1 /
MOE430_2_1440466_at 26.4 23.9 A A 0.3 0.3 0.1 NC 0.5 gb:BB764775 /DB_XREF=gi:16193020 /DB_XREF=BB764775 /CLONE=G370039E01 /FEA=EST /CNT=6 /TID=Mm.22811.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440477_at 18.6 18.2 P P 0.007568 0.01 0.1 NC 0.34 gb:BB229617 /DB_XREF=gi:16354314 /DB_XREF=BB229617 /CLONE=A630022L15 /FEA=EST /CNT=10 /TID=Mm.37223.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440489_at 18.9 21.6 A A 0.24 0.21 0.1 NC 0.08 gb:BB478668 /DB_XREF=gi:16440466 /DB_XREF=BB478668 /CLONE=D330034C24 /FEA=EST /CNT=7 /TID=Mm.138607.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440492_at 11.4 9.5 A A 0.5 0.27 0.1 NC 0.46 gb:AW553766 /DB_XREF=gi:7199189 /DB_XREF=L0231D06-3 /CLONE=L0231D06 /FEA=EST /CNT=7 /TID=Mm.77786.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440497_at 54.1 56.7 P P 0.001953 0.000732 0.1 NC 0.05 gb:BE956898 /DB_XREF=gi:10601903 /DB_XREF=UI-M-BG2-bbp-e-08-0-UI.s1 /CLONE=UI-M-BG2-bbp-e-08-0-UI /FEA=EST /CNT=7 /TID=Mm.76719.1
MOE430_2_1440527_at 61.1 66.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI440542 /DB_XREF=gi:15265232 /DB_XREF=ic78g02.x1 /CLONE=IMAGE:5659947 /FEA=EST /CNT=6 /TID=Mm.32558.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440528_at 3.3 3.4 A A 0.56 0.56 0.1 NC 0.4 gb:BE990172 /DB_XREF=gi:10668388 /DB_XREF=UI-M-BZ1-bfu-m-10-0-UI.s1 /CLONE=UI-M-BZ1-bfu-m-10-0-UI /FEA=EST /CNT=6 /TID=Mm.102064.
MOE430_2_1440535_at 22.3 21.3 A A 0.16 0.08 0.1 NC 0.39 gb:AI415298 /DB_XREF=gi:4258802 /DB_XREF=mc01d07.x1 /CLONE=IMAGE:337645 /FEA=EST /CNT=6 /TID=Mm.39495.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440540_at 21.1 28.8 P P 0.04 0.01 0.1 NC 0.27 gb:AV228343 /DB_XREF=gi:16385537 /DB_XREF=AV228343 /CLONE=4432415G09 /FEA=EST /CNT=5 /TID=Mm.59600.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440563_at 11.8 15 A A 0.08 0.14 0.1 NC 0.26 gb:BB522905 /DB_XREF=gi:16443753 /DB_XREF=BB522905 /CLONE=D930010N06 /FEA=EST /CNT=5 /TID=Mm.130830.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440572_at 2 0.4 A A 0.8 0.97 0.1 NC 0.5 gb:BB427518 /DB_XREF=gi:16423821 /DB_XREF=BB427518 /CLONE=C630012A10 /FEA=EST /CNT=5 /TID=Mm.125544.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440577_at 6.7 6.4 A A 0.06 0.29 0.1 NC 0.5 gb:BB468375 /DB_XREF=gi:16427508 /DB_XREF=BB468375 /CLONE=D230019D05 /FEA=EST /CNT=5 /TID=Mm.207981.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440582_at 11.7 12.6 P P 0.02 0.00293 0.1 NC 0.13 gb:BM238272 /DB_XREF=gi:17873542 /DB_XREF=K0514H09-3 /CLONE=K0514H09 /FEA=EST /CNT=5 /TID=Mm.208286.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440602_at 0.4 0.6 A A 0.72 0.93 0.1 NC 0.79 gb:BB430201 /DB_XREF=gi:16424058 /DB_XREF=BB430201 /CLONE=C630032B15 /FEA=EST /CNT=5 /TID=Mm.132076.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440611_at 20 20.2 P P 0.001221 0.000732 0.1 NC 0.4 gb:BB387793 /DB_XREF=gi:16408552 /DB_XREF=BB387793 /CLONE=C230053C20 /FEA=EST /CNT=5 /TID=Mm.208987.1 /TIER=ConsEnd /STK=5 /UG=M



MOE430_2_1440674_at 9.2 10.4 A A 0.08 0.17 0.1 NC 0.5 gb:BB480385 /DB_XREF=gi:16440679 /DB_XREF=BB480385 /CLONE=D330046C12 /FEA=EST /CNT=5 /TID=Mm.124596.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440705_at 0.2 0.5 A A 0.85 0.91 0.1 NC 0.72 gb:AU021720 /DB_XREF=gi:3386679 /DB_XREF=AU021720 /CLONE=J0401B03 /FEA=EST /CNT=5 /TID=Mm.199921.1 /TIER=ConsEnd /STK=5 /UG=Mm.1
MOE430_2_1440737_at 2.7 3 A A 0.39 0.46 0.1 NC 0.5 gb:BB700364 /DB_XREF=gi:16049188 /DB_XREF=BB700364 /CLONE=7420420E12 /FEA=EST /CNT=5 /TID=Mm.183679.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440744_at 0.7 1 A A 0.98 0.91 0.1 NC 0.18 gb:AV234968 /DB_XREF=gi:16386172 /DB_XREF=AV234968 /CLONE=4732401I11 /FEA=EST /CNT=5 /TID=Mm.77457.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440772_x_ 4.2 4.8 A A 0.3 0.27 0.1 NC 0.33 gb:BB257157 /DB_XREF=gi:8949990 /DB_XREF=BB257157 /CLONE=A730077B18 /FEA=EST /CNT=5 /TID=Mm.126517.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440780_x_ 438.7 448.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB392676 /DB_XREF=gi:9115639 /DB_XREF=BB392676 /CLONE=C230080B21 /FEA=EST /CNT=5 /TID=Mm.213028.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440783_at 1.5 9.8 A A 0.43 0.46 0.1 NC 0.5 gb:BB521182 /DB_XREF=gi:9572640 /DB_XREF=BB521182 /CLONE=D830048J18 /FEA=EST /CNT=5 /TID=Mm.121177.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440800_at 13.2 15.7 A A 0.19 0.09 0.1 NC 0.5 gb:BB251113 /DB_XREF=gi:8943859 /DB_XREF=BB251113 /CLONE=A730044L22 /FEA=EST /CNT=5 /TID=Mm.130682.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440818_s_ 471 520.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB161546 /DB_XREF=gi:8817486 /DB_XREF=BB161546 /CLONE=A130060M16 /FEA=EST /CNT=5 /TID=Mm.195077.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440831_at 381.3 404.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV324314 /DB_XREF=gi:16395329 /DB_XREF=AV324314 /CLONE=6230421P05 /FEA=EST /CNT=45 /TID=Mm.26147.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440873_at 2.9 1.8 A A 0.66 0.72 0.1 NC 0.31 gb:BE197100 /DB_XREF=gi:8709269 /DB_XREF=ug66e12.x1 /CLONE=IMAGE:1547374 /FEA=EST /CNT=9 /TID=Mm.157494.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1440898_at 2.4 2.3 A A 0.78 0.69 0.1 NC 0.3 gb:BB474395 /DB_XREF=gi:16439852 /DB_XREF=BB474395 /CLONE=D330006F14 /FEA=EST /CNT=8 /TID=Mm.187372.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440935_at 34.7 36.7 P P 0.01 0.03 0.1 NC 0.5 gb:BQ176837 /DB_XREF=gi:20352329 /DB_XREF=UI-M-DJ2-bvz-j-04-0-UI.s1 /CLONE=UI-M-DJ2-bvz-j-04-0-UI /FEA=EST /CNT=7 /TID=Mm.212560.1 
MOE430_2_1440948_at 15 19.7 A P 0.09 0.03 0.1 NC 0.21 gb:BM119192 /DB_XREF=gi:17087218 /DB_XREF=L0922B06-3 /CLONE=L0922B06 /FEA=EST /CNT=7 /TID=Mm.214486.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440961_at 22.3 20.4 A P 0.08 0.01 0.1 NC 0.5 gb:BB546060 /DB_XREF=gi:9617488 /DB_XREF=BB546060 /CLONE=E130308A14 /FEA=EST /CNT=12 /TID=Mm.37921.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440962_at 11.5 13.3 A A 0.33 0.5 0.1 NC 0.5 gb:AV361504 /DB_XREF=gi:16397503 /DB_XREF=AV361504 /CLONE=7530427O07 /FEA=EST /CNT=11 /TID=Mm.150437.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440968_at 35.5 23 P P 0.00293 0.00293 0.1 NC 0.5 gb:BB337960 /DB_XREF=gi:16404302 /DB_XREF=BB337960 /CLONE=B930010L13 /FEA=EST /CNT=10 /TID=Mm.44627.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440998_at 56.8 83.4 P P 0.005859 0.01 0.1 NC 0.36 gb:BB187430 /DB_XREF=gi:16270546 /DB_XREF=BB187430 /CLONE=A330042E05 /FEA=EST /CNT=7 /TID=Mm.180564.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441038_at 14.6 16.2 A A 0.06 0.33 0.1 NC 0.5 gb:BB153362 /DB_XREF=gi:16268080 /DB_XREF=BB153362 /CLONE=A130012N23 /FEA=EST /CNT=6 /TID=Mm.130928.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441052_at 46.1 40.5 P P 0.000732 0.001221 0.1 NC 0.5 gb:BB526046 /DB_XREF=gi:16444249 /DB_XREF=BB526046 /CLONE=D930031A06 /FEA=EST /CNT=6 /TID=Mm.108577.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441062_at 26.9 29.5 P P 0.03 0.02 0.1 NC 0.33 gb:BB133021 /DB_XREF=gi:16266510 /DB_XREF=BB133021 /CLONE=9830004P03 /FEA=EST /CNT=6 /TID=Mm.88257.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441092_at 12.2 14.7 A P 0.12 0.03 0.1 NC 0.17 gb:BB214614 /DB_XREF=gi:16352971 /DB_XREF=BB214614 /CLONE=A530021L18 /FEA=EST /CNT=9 /TID=Mm.131233.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441119_at 14.2 14.4 M A 0.05 0.27 0.1 NC 0.42 gb:BM244074 /DB_XREF=gi:17879344 /DB_XREF=K0706B10-3 /CLONE=K0706B10 /FEA=EST /CNT=6 /TID=Mm.218140.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441139_at 13.2 16.1 P M 0.000244 0.05 0.1 NC 0.48 gb:BB321858 /DB_XREF=gi:16403398 /DB_XREF=BB321858 /CLONE=B330003H21 /FEA=EST /CNT=6 /TID=Mm.188154.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441169_at 0.5 0.5 A A 0.96 0.97 0.1 NC 0.17 gb:BE950996 /DB_XREF=gi:10589887 /DB_XREF=UI-M-BH4-azp-d-12-0-UI.s1 /CLONE=UI-M-BH4-azp-d-12-0-UI /FEA=EST /CNT=5 /TID=Mm.151053.
MOE430_2_1441212_at 41.1 38 P P 0.001221 0.000244 0.1 NC 0.26 gb:AV350862 /DB_XREF=gi:15406686 /DB_XREF=AV350862 /CLONE=6530443I23 /FEA=EST /CNT=5 /TID=Mm.133498.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441236_at 10.1 12.6 A A 0.11 0.1 0.1 NC 0.5 gb:AV373598 /DB_XREF=gi:16397912 /DB_XREF=AV373598 /CLONE=9030624O13 /FEA=EST /CNT=5 /TID=Mm.41947.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441237_at 1.9 1.3 A A 0.9 0.94 0.1 NC 0.29 gb:BG063760 /DB_XREF=gi:12546411 /DB_XREF=H3012D11-3 /CLONE=H3012D11 /FEA=EST /CNT=5 /TID=Mm.102593.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441266_at 48.1 57.6 P P 0.005859 0.001953 0.1 NC 0.19 gb:BM238307 /DB_XREF=gi:17873577 /DB_XREF=K0515D12-3 /CLONE=K0515D12 /FEA=EST /CNT=5 /TID=Mm.213373.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441267_at 5.9 6.6 A A 0.14 0.11 0.1 NC 0.28 gb:BG921750 /DB_XREF=gi:14302226 /DB_XREF=602825593F1 /CLONE=IMAGE:4954462 /FEA=EST /CNT=5 /TID=Mm.205441.1 /TIER=ConsEnd /STK=4 
MOE430_2_1441282_at 36.1 38.5 P P 0.00415 0.01 0.1 NC 0.5 gb:BB770073 /DB_XREF=gi:16212593 /DB_XREF=BB770073 /CLONE=G370104B14 /FEA=EST /CNT=5 /TID=Mm.7572.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441288_at 0.8 0.7 A A 0.33 0.85 0.1 NC 0.5 gb:AW489857 /DB_XREF=gi:7060127 /DB_XREF=UI-M-BH3-aso-c-06-0-UI.s1 /CLONE=UI-M-BH3-aso-c-06-0-UI /FEA=EST /CNT=5 /TID=Mm.57956.1 /
MOE430_2_1441312_at 5.9 5.4 A A 0.17 0.19 0.1 NC 0.19 gb:BE957323 /DB_XREF=gi:10602756 /DB_XREF=UI-M-BG2-bce-h-03-0-UI.s1 /CLONE=UI-M-BG2-bce-h-03-0-UI /FEA=EST /CNT=5 /TID=Mm.151045
MOE430_2_1441320_a_ 69.6 58.6 P P 0.001953 0.000732 0.1 NC 0.19 gb:AV377664 /DB_XREF=gi:16398144 /DB_XREF=AV377664 /CLONE=9130233I07 /FEA=EST /CNT=9 /TID=Mm.22973.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441329_at 0.6 1 A A 0.85 0.91 0.1 NC 0.5 gb:BQ176727 /DB_XREF=gi:20352219 /DB_XREF=UI-M-DJ2-bvz-d-19-0-UI.s1 /CLONE=UI-M-DJ2-bvz-d-19-0-UI /FEA=EST /CNT=7 /TID=Mm.68798.1 
MOE430_2_1441336_at 1.3 1.3 A A 0.88 0.93 0.1 NC 0.34 gb:AV277035 /DB_XREF=gi:16390909 /DB_XREF=AV277035 /CLONE=4932438M10 /FEA=EST /CNT=6 /TID=Mm.78965.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441403_at 16.5 19.6 P P 0.008057 0.01 0.1 NC 0.5 gb:AV339054 /DB_XREF=gi:16396718 /DB_XREF=AV339054 /CLONE=6430501K19 /FEA=EST /CNT=4 /TID=Mm.214963.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441426_at 9.8 9.1 A A 0.06 0.09 0.1 NC 0.3 gb:BB052528 /DB_XREF=gi:16259622 /DB_XREF=BB052528 /CLONE=6720454P05 /FEA=EST /CNT=4 /TID=Mm.207438.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441462_at 51.4 59.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB428868 /DB_XREF=gi:16423954 /DB_XREF=BB428868 /CLONE=C630024B01 /FEA=EST /CNT=4 /TID=Mm.209124.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441476_at 3.3 5.5 A A 0.46 0.43 0.1 NC 0.5 gb:BB067407 /DB_XREF=gi:15404228 /DB_XREF=BB067407 /CLONE=8030460M17 /FEA=EST /CNT=4 /TID=Mm.209680.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441490_at 41.4 45.1 P P 0.01 0.005859 0.1 NC 0.5 gb:BB024717 /DB_XREF=gi:16257894 /DB_XREF=BB024717 /CLONE=5330423K08 /FEA=EST /CNT=4 /TID=Mm.110336.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441521_at 2.3 1.5 A A 0.69 0.95 0.1 NC 0.63 gb:BB357435 /DB_XREF=gi:16405787 /DB_XREF=BB357435 /CLONE=C030020P05 /FEA=EST /CNT=4 /TID=Mm.208787.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441526_at 7.1 11.3 P P 0.005859 0.001221 0.1 NC 0.5 gb:BB382648 /DB_XREF=gi:16408082 /DB_XREF=BB382648 /CLONE=C230021F15 /FEA=EST /CNT=4 /TID=Mm.208464.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441535_at 18.3 17.3 P P 0.01 0.01 0.1 NC 0.29 gb:AV381294 /DB_XREF=gi:16398298 /DB_XREF=AV381294 /CLONE=9230111K05 /FEA=EST /CNT=4 /TID=Mm.102923.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441593_at 20.4 19.7 P P 0.001953 0.008057 0.1 NC 0.5 gb:BB218551 /DB_XREF=gi:16353311 /DB_XREF=BB218551 /CLONE=A530050E16 /FEA=EST /CNT=4 /TID=Mm.208671.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441615_at 44.7 56.8 P P 0.000732 0.001953 0.1 NC 0.5 gb:BB027163 /DB_XREF=gi:16258006 /DB_XREF=BB027163 /CLONE=5330436J07 /FEA=EST /CNT=4 /TID=Mm.214677.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441651_at 4.4 8.7 A A 0.14 0.11 0.1 NC 0.5 gb:BB615011 /DB_XREF=gi:16455328 /DB_XREF=BB615011 /CLONE=4930414N22 /FEA=EST /CNT=4 /TID=Mm.54303.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441675_at 1.2 1 A A 0.94 0.92 0.1 NC 0.37 gb:BB328265 /DB_XREF=gi:16403826 /DB_XREF=BB328265 /CLONE=B430311J15 /FEA=EST /CNT=4 /TID=Mm.130957.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441707_at 44.5 38.2 P P 0.01 0.03 0.1 NC 0.5 gb:C77757 /DB_XREF=gi:2518087 /DB_XREF=C77757 /CLONE=J0037B09 /FEA=EST /CNT=4 /TID=Mm.221156.1 /TIER=ConsEnd /STK=4 /UG=Mm.22115
MOE430_2_1441711_at 1.8 2 A A 0.8 0.87 0.1 NC 0.5 gb:BB216259 /DB_XREF=gi:16353095 /DB_XREF=BB216259 /CLONE=A530031I11 /FEA=EST /CNT=4 /TID=Mm.123215.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441723_at 11 9.4 A A 0.19 0.11 0.1 NC 0.5 gb:AI131729 /DB_XREF=gi:3601745 /DB_XREF=ue24f11.x1 /CLONE=IMAGE:1481325 /FEA=EST /CNT=4 /TID=Mm.218068.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441773_at 2.2 5.7 A A 0.75 0.39 0.1 NC 0.5 gb:AV207074 /DB_XREF=gi:16384452 /DB_XREF=AV207074 /CLONE=1700093D13 /FEA=EST /CNT=4 /TID=Mm.82810.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441797_at 11.4 13.1 P A 0.03 0.11 0.1 NC 0.5 gb:BB710625 /DB_XREF=gi:16063794 /DB_XREF=BB710625 /CLONE=B020015J01 /FEA=EST /CNT=4 /TID=Mm.215957.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441838_at 3.9 3.8 A A 0.63 0.75 0.1 NC 0.5 gb:BE955015 /DB_XREF=gi:10598127 /DB_XREF=UI-M-BH4-bbk-f-04-0-UI.s1 /CLONE=UI-M-BH4-bbk-f-04-0-UI /FEA=EST /CNT=4 /TID=Mm.154625.1
MOE430_2_1441844_at 8.9 8.3 A A 0.36 0.24 0.1 NC 0.44 gb:BB338428 /DB_XREF=gi:9047191 /DB_XREF=BB338428 /CLONE=B930013G02 /FEA=EST /CNT=4 /TID=Mm.154046.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441870_s_ 1142.8 1213 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB249222 /DB_XREF=gi:8941968 /DB_XREF=BB249222 /CLONE=A730031L01 /FEA=EST /CNT=4 /TID=Mm.208298.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441876_x_ 27.2 11.5 P A 0.03 0.14 0.1 NC 0.4 gb:BB245574 /DB_XREF=gi:8938320 /DB_XREF=BB245574 /CLONE=A730010F03 /FEA=EST /CNT=4 /TID=Mm.147459.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441881_x_ 22.2 27.3 A A 0.19 0.33 0.1 NC 0.22 gb:BB458543 /DB_XREF=gi:9354036 /DB_XREF=BB458543 /CLONE=D130057L02 /FEA=EST /CNT=4 /TID=Mm.68109.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441906_x_ 53.9 57.7 P P 0.03 0.03 0.1 NC 0.75 gb:BB365629 /DB_XREF=gi:9077457 /DB_XREF=BB365629 /CLONE=C130030B22 /FEA=EST /CNT=4 /TID=Mm.119251.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441908_x_ 1.8 1.5 A A 0.5 0.6 0.1 NC 0.5 gb:BB483759 /DB_XREF=gi:9401368 /DB_XREF=BB483759 /CLONE=D430022C11 /FEA=EST /CNT=4 /TID=Mm.138523.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441911_x_ 25.6 26.8 P P 0.01 0.03 0.1 NC 0.5 gb:BB402208 /DB_XREF=gi:9221604 /DB_XREF=BB402208 /CLONE=C330026I19 /FEA=EST /CNT=4 /TID=Mm.147690.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441926_x_ 3.6 2.5 A A 0.72 0.87 0.1 NC 0.5 gb:BB326566 /DB_XREF=gi:9035329 /DB_XREF=BB326566 /CLONE=B430210J12 /FEA=EST /CNT=4 /TID=Mm.153982.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441938_x_ 20.9 16.2 M P 0.05 0.00415 0.1 NC 0.5 gb:BB071777 /DB_XREF=gi:8581775 /DB_XREF=BB071777 /CLONE=8030499C01 /FEA=EST /CNT=4 /TID=Mm.63141.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441955_s_ 148.5 191.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB381990 /DB_XREF=gi:9101721 /DB_XREF=BB381990 /CLONE=C230016N15 /FEA=EST /CNT=4 /TID=Mm.132584.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441959_s_ 375.3 484.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB028104 /DB_XREF=gi:8206354 /DB_XREF=BB028104 /CLONE=5330440H17 /FEA=EST /CNT=4 /TID=Mm.141954.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441976_at 25.4 37.8 P P 0.01 0.00415 0.1 NC 0.5 gb:AU040386 /DB_XREF=gi:3954206 /DB_XREF=AU040386 /CLONE=J0805D11 /FEA=EST /CNT=12 /TID=Mm.17539.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1441977_at 192.4 136.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI049170 /DB_XREF=gi:3297457 /DB_XREF=ub37h03.r1 /CLONE=IMAGE:1379957 /FEA=EST /CNT=11 /TID=Mm.101520.2 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1441980_at 190.9 199.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB355593 /DB_XREF=gi:16405714 /DB_XREF=BB355593 /CLONE=C030007I09 /FEA=EST /CNT=27 /TID=Mm.86449.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1441995_at 7.2 12.7 A A 0.21 0.06 0.1 NC 0.41 gb:AW493638 /DB_XREF=gi:7063919 /DB_XREF=UI-M-BH3-aue-e-09-0-UI.s1 /CLONE=UI-M-BH3-aue-e-09-0-UI /FEA=EST /CNT=10 /TID=Mm.101024
MOE430_2_1442052_at 32.5 38.6 P P 0.00293 0.01 0.1 NC 0.11 gb:BM940173 /DB_XREF=gi:19399325 /DB_XREF=UI-M-BZ1-bma-f-07-0-UI.r1 /CLONE=UI-M-BZ1-bma-f-07-0-UI /FEA=EST /CNT=7 /TID=Mm.104293.
MOE430_2_1442059_at 27.6 36.3 P M 0.01 0.05 0.1 NC 0.5 gb:BB385925 /DB_XREF=gi:9108716 /DB_XREF=BB385925 /CLONE=C230042H06 /FEA=EST /CNT=7 /TID=Mm.89020.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442087_at 29.5 25.8 P P 0.03 0.02 0.1 NC 0.28 gb:AI451001 /DB_XREF=gi:4300941 /DB_XREF=mt13b06.x1 /CLONE=IMAGE:620915 /FEA=EST /CNT=7 /TID=Mm.138832.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442097_at 0.6 4.2 A A 0.56 0.36 0.1 NC 0.31 gb:BB498027 /DB_XREF=gi:16442022 /DB_XREF=BB498027 /CLONE=D630011L08 /FEA=EST /CNT=6 /TID=Mm.132956.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442104_at 11.5 10.2 A A 0.36 0.14 0.1 NC 0.5 gb:BB349344 /DB_XREF=gi:16405211 /DB_XREF=BB349344 /CLONE=B930074M18 /FEA=EST /CNT=6 /TID=Mm.140037.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442115_at 20 16 P P 0.01 0.01 0.1 NC 0.13 gb:BM220702 /DB_XREF=gi:17780881 /DB_XREF=C0944E02-3 /CLONE=C0944E02 /FEA=EST /CNT=6 /TID=Mm.202759.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442183_at 0.4 1.7 A A 0.95 0.53 0.1 NC 0.07 gb:AW555202 /DB_XREF=gi:7200625 /DB_XREF=L0251C10-3 /CLONE=L0251C10 /FEA=EST /CNT=6 /TID=Mm.103131.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442206_at 0.7 1.3 A A 0.95 0.9 0.1 NC 0.11 gb:AI839535 /DB_XREF=gi:5473748 /DB_XREF=UI-M-AN0-acn-f-04-0-UI.s1 /CLONE=UI-M-AN0-acn-f-04-0-UI /FEA=EST /CNT=6 /TID=Mm.40415.1 /T
MOE430_2_1442245_at 7.9 9.3 M M 0.05 0.05 0.1 NC 0.33 gb:BM120817 /DB_XREF=gi:17088843 /DB_XREF=L0944E02-3 /CLONE=L0944E02 /FEA=EST /CNT=5 /TID=Mm.179429.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442250_at 21.6 18.1 P P 0.008057 0.01 0.1 NC 0.12 gb:BB205725 /DB_XREF=gi:16352017 /DB_XREF=BB205725 /CLONE=A430068P20 /FEA=EST /CNT=5 /TID=Mm.185119.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442259_at 14.5 10.6 A A 0.27 0.24 0.1 NC 0.1 gb:BB141909 /DB_XREF=gi:16267476 /DB_XREF=BB141909 /CLONE=9930013C01 /FEA=EST /CNT=5 /TID=Mm.130870.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442288_at 84.2 77.6 P P 0.001953 0.008057 0.1 NC 0.5 gb:BG074777 /DB_XREF=gi:12557346 /DB_XREF=H3139B04-3 /CLONE=H3139B04 /FEA=EST /CNT=5 /TID=Mm.177372.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442312_at 13.8 18 A A 0.21 0.11 0.1 NC 0.31 gb:BM229258 /DB_XREF=gi:17792126 /DB_XREF=K0275G12-3 /CLONE=K0275G12 /FEA=EST /CNT=5 /TID=Mm.214658.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442324_at 0.6 0.8 A A 0.99 0.91 0.1 NC 0.13 gb:BB283687 /DB_XREF=gi:8984136 /DB_XREF=BB283687 /CLONE=A930103A19 /FEA=EST /CNT=5 /TID=Mm.132954.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442328_at 20 23.9 A A 0.24 0.33 0.1 NC 0.46 gb:BI437925 /DB_XREF=gi:15262615 /DB_XREF=ic81h03.x1 /CLONE=IMAGE:5660380 /FEA=EST /CNT=5 /TID=Mm.40608.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442355_at 36.5 40.9 A A 0.17 0.12 0.1 NC 0.24 gb:BB529891 /DB_XREF=gi:16445687 /DB_XREF=BB529891 /CLONE=E030004L07 /FEA=EST /CNT=7 /TID=Mm.181731.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442362_at 1.7 1.7 A A 0.56 0.75 0.1 NC 0.49 gb:BG070830 /DB_XREF=gi:12553487 /DB_XREF=H3092F04-3 /CLONE=H3092F04 /FEA=EST /CNT=6 /TID=Mm.11282.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442363_at 41.1 41.2 A A 0.09 0.06 0.1 NC 0.23 gb:BB461471 /DB_XREF=gi:16426669 /DB_XREF=BB461471 /CLONE=D130071O13 /FEA=EST /CNT=6 /TID=Mm.130169.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442400_at 6.8 10.8 A A 0.19 0.11 0.1 NC 0.5 gb:BF472052 /DB_XREF=gi:11541235 /DB_XREF=UI-M-BH3-awu-f-06-0-UI.r1 /CLONE=UI-M-BH3-awu-f-06-0-UI /FEA=EST /CNT=5 /TID=Mm.150314.1
MOE430_2_1442403_at 1.7 1.4 A A 0.85 0.88 0.1 NC 0.5 gb:BB295093 /DB_XREF=gi:16401796 /DB_XREF=BB295093 /CLONE=B130034C11 /FEA=EST /CNT=5 /TID=Mm.166361.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442430_at 1 1 A A 0.97 0.98 0.1 NC 0.7 gb:BB615057 /DB_XREF=gi:16455371 /DB_XREF=BB615057 /CLONE=4930417O14 /FEA=EST /CNT=5 /TID=Mm.78372.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442435_at 33.4 39.6 A M 0.11 0.05 0.1 NC 0.5 gb:BM222179 /DB_XREF=gi:17782716 /DB_XREF=K0116A09-3 /CLONE=K0116A09 /FEA=EST /CNT=5 /TID=Mm.212398.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442490_at 0.3 1.9 A A 0.93 0.63 0.1 NC 0.03 gb:BB377749 /DB_XREF=gi:16407649 /DB_XREF=BB377749 /CLONE=C130090I23 /FEA=EST /CNT=4 /TID=Mm.153093.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442493_at 0.9 1.5 A A 0.9 0.56 0.1 NC 0.12 gb:BG069641 /DB_XREF=gi:12552210 /DB_XREF=H3078E08-3 /CLONE=H3078E08 /FEA=EST /CNT=4 /TID=Mm.26203.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442505_at 43.5 48.4 P P 0.00293 0.005859 0.1 NC 0.5 gb:BG070498 /DB_XREF=gi:12553067 /DB_XREF=H3088A04-3 /CLONE=H3088A04 /FEA=EST /CNT=4 /TID=Mm.173256.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442522_at 4.8 7 A A 0.19 0.39 0.1 NC 0.5 gb:BG069498 /DB_XREF=gi:12552067 /DB_XREF=H3077A07-3 /CLONE=H3077A07 /FEA=EST /CNT=4 /TID=Mm.27679.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442578_at 14.1 15.5 A A 0.36 0.36 0.1 NC 0.42 gb:BM200059 /DB_XREF=gi:17753194 /DB_XREF=C0205C03-3 /CLONE=C0205C03 /FEA=EST /CNT=4 /TID=Mm.216100.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442620_at 7.7 9.1 A P 0.06 0.008057 0.1 NC 0.37 gb:BB072075 /DB_XREF=gi:16260137 /DB_XREF=BB072075 /CLONE=9030008E09 /FEA=EST /CNT=4 /TID=Mm.178862.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442641_at 20.4 19.8 P P 0.01 0.001221 0.1 NC 0.22 gb:BM232830 /DB_XREF=gi:17868100 /DB_XREF=K0328G10-3 /CLONE=K0328G10 /FEA=EST /CNT=4 /TID=Mm.138150.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442725_at 10 21.1 P M 0.04 0.05 0.1 NC 0.39 gb:AI661167 /DB_XREF=gi:4764750 /DB_XREF=va01h03.x1 /CLONE=IMAGE:721685 /FEA=EST /CNT=4 /TID=Mm.43976.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442762_at 12 11.7 A A 0.21 0.3 0.1 NC 0.5 gb:AW324354 /DB_XREF=gi:6758379 /DB_XREF=uo28a03.x1 /CLONE=IMAGE:2616172 /FEA=EST /CNT=4 /TID=Mm.197455.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442787_at 9.6 15.8 A A 0.24 0.33 0.1 NC 0.5 gb:BB507936 /DB_XREF=gi:9516899 /DB_XREF=BB507936 /CLONE=D730015H08 /FEA=EST /CNT=4 /TID=Mm.91090.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442793_s_ 188 207.9 P P 0.000244 0.000244 0.1 NC 0.36 gb:BB139935 /DB_XREF=gi:8794872 /DB_XREF=BB139935 /CLONE=9830166P05 /FEA=EST /CNT=4 /TID=Mm.214507.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442811_at 41.8 46.6 P P 0.000732 0.000244 0.1 NC 0.24 gb:BG073728 /DB_XREF=gi:12556220 /DB_XREF=H3125C04-3 /CLONE=H3125C04 /FEA=EST /CNT=5 /TID=Mm.149357.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442839_at 11.3 8.3 A A 0.24 0.21 0.1 NC 0.5 gb:BB149970 /DB_XREF=gi:16267859 /DB_XREF=BB149970 /CLONE=A030003B01 /FEA=EST /CNT=4 /TID=Mm.214765.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442840_at 11.4 13.1 A A 0.36 0.5 0.1 NC 0.42 gb:BG070294 /DB_XREF=gi:12552863 /DB_XREF=H3085G08-3 /CLONE=H3085G08 /FEA=EST /CNT=4 /TID=Mm.11004.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442843_at 45.9 57.9 P P 0.001953 0.001953 0.1 NC 0.17 gb:AW555863 /DB_XREF=gi:7201286 /DB_XREF=L0260E06-3 /CLONE=L0260E06 /FEA=EST /CNT=4 /TID=Mm.182792.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442863_at 0.6 0.5 A A 0.87 0.94 0.1 NC 0.5 gb:BB278653 /DB_XREF=gi:15411011 /DB_XREF=BB278653 /CLONE=A930012E17 /FEA=EST /CNT=4 /TID=Mm.208494.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442866_at 1.7 2.5 A A 0.85 0.69 0.1 NC 0.29 gb:BB031322 /DB_XREF=gi:16258178 /DB_XREF=BB031322 /CLONE=5830463J03 /FEA=EST /CNT=4 /TID=Mm.130678.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442891_at 0.6 0.6 A A 0.95 0.98 0.1 NC 0.36 gb:BB049129 /DB_XREF=gi:16259513 /DB_XREF=BB049129 /CLONE=6530403C19 /FEA=EST /CNT=4 /TID=Mm.13811.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442908_at 28.4 30.1 A M 0.14 0.05 0.1 NC 0.44 gb:BM508517 /DB_XREF=gi:18679660 /DB_XREF=ii40f01.x1 /CLONE=IMAGE:5944081 /FEA=EST /CNT=4 /TID=Mm.132857.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442910_at 1.3 6.1 A A 0.72 0.69 0.1 NC 0.44 gb:AI853445 /DB_XREF=gi:5497351 /DB_XREF=UI-M-BH0-ajy-d-10-0-UI.s1 /CLONE=UI-M-BH0-ajy-d-10-0-UI /FEA=EST /CNT=4 /TID=Mm.102068.1 /T
MOE430_2_1442918_at 14.9 21.8 P P 0.01 0.00415 0.1 NC 0.4 gb:AW123147 /DB_XREF=gi:6098677 /DB_XREF=UI-M-BH2.1-apd-b-11-0-UI.s1 /CLONE=UI-M-BH2.1-apd-b-11-0-UI /FEA=EST /CNT=4 /TID=Mm.71029
MOE430_2_1442942_at 9.4 15.9 P A 0.03 0.43 0.1 NC 0.5 gb:BG069817 /DB_XREF=gi:12552386 /DB_XREF=H3080D12-3 /CLONE=H3080D12 /FEA=EST /CNT=3 /TID=Mm.173462.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442965_at 1.5 1.9 A A 0.75 0.78 0.1 NC 0.5 gb:BM237980 /DB_XREF=gi:17873250 /DB_XREF=K0510C10-3 /CLONE=K0510C10 /FEA=EST /CNT=3 /TID=Mm.216007.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442996_x_ 13.2 10.4 A P 0.09 0.01 0.1 NC 0.17 gb:BG063579 /DB_XREF=gi:12546142 /DB_XREF=H3009A05-3 /CLONE=H3009A05 /FEA=EST /CNT=3 /TID=Mm.102551.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443003_at 0.2 0.2 A A 0.97 0.85 0.1 NC 0.02 gb:BB667602 /DB_XREF=gi:16399051 /DB_XREF=BB667602 /CLONE=C730026O19 /FEA=EST /CNT=3 /TID=Mm.207448.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443006_at 0.5 0.8 A A 0.91 0.96 0.1 NC 0.45 gb:BG073135 /DB_XREF=gi:12555704 /DB_XREF=H3119B05-3 /CLONE=H3119B05 /FEA=EST /CNT=3 /TID=Mm.102867.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443018_at 6.9 13.7 A A 0.19 0.19 0.1 NC 0.5 gb:BB051952 /DB_XREF=gi:15404053 /DB_XREF=BB051952 /CLONE=6720436M04 /FEA=EST /CNT=3 /TID=Mm.213227.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443024_at 1.2 2.2 A A 0.6 0.66 0.1 NC 0.58 gb:BG070736 /DB_XREF=gi:12553305 /DB_XREF=H3090F01-3 /CLONE=H3090F01 /FEA=EST /CNT=3 /TID=Mm.11200.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443054_at 9.3 10.8 A P 0.08 0.04 0.1 NC 0.14 gb:BB231986 /DB_XREF=gi:16354497 /DB_XREF=BB231986 /CLONE=A630035H22 /FEA=EST /CNT=3 /TID=Mm.208238.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443070_at 0.8 0.9 A A 0.96 0.9 0.1 NC 0.35 gb:BB377078 /DB_XREF=gi:16407580 /DB_XREF=BB377078 /CLONE=C130087P14 /FEA=EST /CNT=3 /TID=Mm.194461.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443093_at 0.8 2.2 A A 0.94 0.66 0.1 NC 0.31 gb:AV336901 /DB_XREF=gi:16396417 /DB_XREF=AV336901 /CLONE=6332404D10 /FEA=EST /CNT=3 /TID=Mm.100426.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443098_at 9 9.9 A A 0.12 0.17 0.1 NC 0.5 gb:AV230639 /DB_XREF=gi:15404967 /DB_XREF=AV230639 /CLONE=4631433P07 /FEA=EST /CNT=3 /TID=Mm.65912.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443144_at 0.6 0.5 A A 0.97 0.99 0.1 NC 0.5 gb:BB084315 /DB_XREF=gi:16260786 /DB_XREF=BB084315 /CLONE=9330188G12 /FEA=EST /CNT=3 /TID=Mm.207496.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443173_at 356.2 419.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV296474 /DB_XREF=gi:15405859 /DB_XREF=AV296474 /CLONE=5730441P16 /FEA=EST /CNT=3 /TID=Mm.207262.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443230_at 5.9 14.3 A P 0.12 0.03 0.1 NC 0.01 gb:BB340127 /DB_XREF=gi:16404442 /DB_XREF=BB340127 /CLONE=B930022I23 /FEA=EST /CNT=3 /TID=Mm.125975.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443290_at 0.4 0.7 A A 0.56 0.86 0.1 NC 0.33 gb:AV327713 /DB_XREF=gi:16395707 /DB_XREF=AV327713 /CLONE=6330436D20 /FEA=EST /CNT=3 /TID=Mm.62206.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443298_at 0.5 0.9 A A 0.96 0.82 0.1 NC 0.15 gb:BB555130 /DB_XREF=gi:16448518 /DB_XREF=BB555130 /CLONE=E330017E16 /FEA=EST /CNT=3 /TID=Mm.137616.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443299_at 9.5 14.6 P P 0.008057 0.03 0.1 NC 0.5 gb:BB480432 /DB_XREF=gi:16440686 /DB_XREF=BB480432 /CLONE=D330046H21 /FEA=EST /CNT=3 /TID=Mm.207235.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443314_at 18.6 14 P P 0.02 0.04 0.1 NC 0.5 gb:BB417293 /DB_XREF=gi:16423369 /DB_XREF=BB417293 /CLONE=C530001G21 /FEA=EST /CNT=3 /TID=Mm.166033.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443357_at 2.5 3.3 A A 0.36 0.69 0.1 NC 0.31 gb:BB211757 /DB_XREF=gi:16352715 /DB_XREF=BB211757 /CLONE=A430106O19 /FEA=EST /CNT=3 /TID=Mm.162549.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443367_at 7.8 7.5 A A 0.09 0.39 0.1 NC 0.6 gb:BB130472 /DB_XREF=gi:15408351 /DB_XREF=BB130472 /CLONE=9630045G09 /FEA=EST /CNT=3 /TID=Mm.155358.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443379_at 32.2 33.8 P P 0.000732 0.000244 0.1 NC 0.35 gb:BB201026 /DB_XREF=gi:15409703 /DB_XREF=BB201026 /CLONE=A430033K04 /FEA=EST /CNT=3 /TID=Mm.185059.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443400_at 31.3 36.5 P M 0.02 0.05 0.1 NC 0.4 gb:BG060869 /DB_XREF=gi:12529792 /DB_XREF=L0909E11-3 /CLONE=L0909E11 /FEA=EST /CNT=3 /TID=Mm.115973.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443401_at 46.7 54 P P 0.000244 0.001221 0.1 NC 0.5 gb:BM941510 /DB_XREF=gi:19400662 /DB_XREF=UI-M-BZ1-blt-h-04-0-UI.r1 /CLONE=UI-M-BZ1-blt-h-04-0-UI /FEA=EST /CNT=3 /TID=Mm.156027.1 /
MOE430_2_1443423_at 12.5 1.7 A A 0.63 0.6 0.1 NC 0.5 gb:BI133465 /DB_XREF=gi:14583713 /DB_XREF=UI-M-BH3-brx-d-04-0-UI.s1 /CLONE=UI-M-BH3-brx-d-04-0-UI /FEA=EST /CNT=3 /TID=Mm.151480.1 
MOE430_2_1443452_at 16.2 29 P P 0.001953 0.01 0.1 NC 0.5 gb:BM212484 /DB_XREF=gi:17770014 /DB_XREF=C0822E02-3 /CLONE=C0822E02 /FEA=EST /CNT=3 /TID=Mm.218305.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443471_at 22.6 16.8 P A 0.04 0.06 0.1 NC 0.33 gb:BB087247 /DB_XREF=gi:16260932 /DB_XREF=BB087247 /CLONE=9430009A01 /FEA=EST /CNT=3 /TID=Mm.213242.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443479_at 0.5 0.8 A A 0.72 0.91 0.1 NC 0.62 gb:BB261024 /DB_XREF=gi:16399948 /DB_XREF=BB261024 /CLONE=A730096N24 /FEA=EST /CNT=3 /TID=Mm.44646.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443486_at 86.6 101.6 P P 0.00293 0.005859 0.1 NC 0.5 gb:AV294603 /DB_XREF=gi:15405845 /DB_XREF=AV294603 /CLONE=5630400E24 /FEA=EST /CNT=3 /TID=Mm.73775.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443495_at 51.6 47.9 P M 0.01 0.05 0.1 NC 0.5 gb:BB177292 /DB_XREF=gi:16269805 /DB_XREF=BB177292 /CLONE=A230066C21 /FEA=EST /CNT=3 /TID=Mm.208028.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443500_at 26.1 31.8 P P 0.03 0.005859 0.1 NC 0.29 gb:BB098429 /DB_XREF=gi:16261263 /DB_XREF=BB098429 /CLONE=9430063N23 /FEA=EST /CNT=3 /TID=Mm.117725.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443503_at 8.8 5.8 A A 0.27 0.43 0.1 NC 0.31 gb:BB515192 /DB_XREF=gi:16442987 /DB_XREF=BB515192 /CLONE=D830007E07 /FEA=EST /CNT=3 /TID=Mm.209679.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443511_at 1.8 1.8 A A 0.53 0.82 0.1 NC 0.5 gb:BF464701 /DB_XREF=gi:11533884 /DB_XREF=UI-M-CG0p-bqb-f-09-0-UI.s1 /CLONE=UI-M-CG0p-bqb-f-09-0-UI /FEA=EST /CNT=3 /TID=Mm.10105
MOE430_2_1443516_at 48.3 53.4 P P 0.000732 0.001953 0.1 NC 0.5 gb:BE953583 /DB_XREF=gi:10595245 /DB_XREF=UI-M-CC1-bac-e-08-0-UI.s1 /CLONE=UI-M-CC1-bac-e-08-0-UI /FEA=EST /CNT=3 /TID=Mm.152851.
MOE430_2_1443527_at 7.3 8.1 A A 0.14 0.17 0.1 NC 0.5 gb:BM124391 /DB_XREF=gi:17108159 /DB_XREF=L0539D12-3 /CLONE=L0539D12 /FEA=EST /CNT=3 /TID=Mm.213329.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443557_at 22 22.2 M P 0.05 0.01 0.1 NC 0.02 gb:BG071446 /DB_XREF=gi:12554015 /DB_XREF=H3099A12-3 /CLONE=H3099A12 /FEA=EST /CNT=3 /TID=Mm.17602.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443610_at 9.9 9 P A 0.01 0.08 0.1 NC 0.44 gb:BF465855 /DB_XREF=gi:11535038 /DB_XREF=UI-M-CG0p-bqn-g-01-0-UI.s1 /CLONE=UI-M-CG0p-bqn-g-01-0-UI /FEA=EST /CNT=3 /TID=Mm.32649
MOE430_2_1443614_at 6.5 6.5 A A 0.17 0.3 0.1 NC 0.76 gb:BE980451 /DB_XREF=gi:10648404 /DB_XREF=UI-M-BG2-bci-g-12-0-UI.s1 /CLONE=UI-M-BG2-bci-g-12-0-UI /FEA=EST /CNT=3 /TID=Mm.71034.1 /
MOE430_2_1443625_at 26.6 43.9 A P 0.06 0.00293 0.1 NC 0.008511 gb:BB747705 /DB_XREF=gi:16150642 /DB_XREF=BB747705 /CLONE=F530205M03 /FEA=EST /CNT=3 /TID=Mm.216145.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443629_at 9.1 14.3 A A 0.33 0.19 0.1 NC 0.08 gb:AI451602 /DB_XREF=gi:4305148 /DB_XREF=mu51c03.x1 /CLONE=IMAGE:642916 /FEA=EST /CNT=3 /TID=Mm.131430.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443684_at 28.7 35.4 A P 0.09 0.04 0.1 NC 0.31 gb:BE956557 /DB_XREF=gi:10601220 /DB_XREF=UI-M-BG2-bbl-f-09-0-UI.s1 /CLONE=UI-M-BG2-bbl-f-09-0-UI /FEA=EST /CNT=3 /TID=Mm.197432.1 
MOE430_2_1443733_x_ 105.5 116.7 P P 0.000977 0.004883 0.1 NC 0.5 gb:C85233 /DB_XREF=gi:2917190 /DB_XREF=C85233 /CLONE=J0204E06 /FEA=EST /CNT=3 /TID=Mm.207227.1 /TIER=ConsEnd /STK=3 /UG=Mm.20722
MOE430_2_1443753_at 1.9 0.4 A A 0.79 0.93 0.1 NC 0.5 gb:BB491097 /DB_XREF=gi:9449724 /DB_XREF=BB491097 /CLONE=D530019G17 /FEA=EST /CNT=3 /TID=Mm.169374.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443766_x_ 20.6 22 A A 0.19 0.27 0.1 NC 0.5 gb:BB311234 /DB_XREF=gi:9011939 /DB_XREF=BB311234 /CLONE=B230323E20 /FEA=EST /CNT=3 /TID=Mm.131963.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443783_x_ 0.4 0.4 A A 0.63 0.56 0.1 NC 0.5 gb:AV086906 /DB_XREF=gi:5218354 /DB_XREF=AV086906 /CLONE=2310024L19 /FEA=EST /CNT=3 /TID=Mm.45646.1 /TIER=ConsEnd /STK=3 /UG=Mm.
MOE430_2_1443803_x_ 112.7 94.8 P P 0.01 0.02 0.1 NC 0.21 gb:BB388649 /DB_XREF=gi:9111489 /DB_XREF=BB388649 /CLONE=C230058D21 /FEA=EST /CNT=3 /TID=Mm.128736.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443821_at 0.7 0.5 A A 0.95 0.82 0.1 NC 0.53 gb:AW122758 /DB_XREF=gi:6098288 /DB_XREF=UI-M-BH2.2-aot-h-01-0-UI.s1 /CLONE=UI-M-BH2.2-aot-h-01-0-UI /FEA=EST /CNT=3 /TID=Mm.13983
MOE430_2_1443830_x_ 169.9 190 P P 0.001953 0.001221 0.1 NC 0.5 gb:AV337847 /DB_XREF=gi:6377899 /DB_XREF=AV337847 /CLONE=6430406B15 /FEA=EST /CNT=3 /TID=Mm.90582.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443833_at 23.2 30.4 P P 0.00293 0.001953 0.1 NC 0.5 gb:BE945021 /DB_XREF=gi:10522780 /DB_XREF=UI-M-BZ0-axh-h-10-0-UI.s1 /CLONE=UI-M-BZ0-axh-h-10-0-UI /FEA=EST /CNT=3 /TID=Mm.152366.1
MOE430_2_1443848_at 7.3 6.6 A A 0.33 0.33 0.1 NC 0.44 gb:BB341785 /DB_XREF=gi:9051489 /DB_XREF=BB341785 /CLONE=B930033O21 /FEA=EST /CNT=3 /TID=Mm.149638.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443860_at 4.2 2.7 A A 0.6 0.56 0.1 NC 0.45 gb:BE979672 /DB_XREF=gi:10646823 /DB_XREF=UI-M-BG2-bbv-a-04-0-UI.s1 /CLONE=UI-M-BG2-bbv-a-04-0-UI /FEA=EST /CNT=14 /TID=Mm.87032.
MOE430_2_1443880_at 132.4 134.1 P P 0.000732 0.000244 0.1 NC 0.5 gb:AW489513 /DB_XREF=gi:7059783 /DB_XREF=UI-M-BH3-asb-c-06-0-UI.s1 /CLONE=UI-M-BH3-asb-c-06-0-UI /FEA=EST /CNT=17 /TID=Mm.27258.1
MOE430_2_1443881_at 274.4 351.8 P P 0.000732 0.000244 0.1 NC 0.5 gb:BE946126 /DB_XREF=gi:10523925 /DB_XREF=UI-M-BZ0-axs-g-03-0-UI.s1 /CLONE=UI-M-BZ0-axs-g-03-0-UI /FEA=EST /CNT=14 /TID=Mm.56579.1



MOE430_2_1443884_at 47.1 56.8 P P 0.001221 0.000732 0.1 NC 0.24 gb:BG064135 /DB_XREF=gi:12546698 /DB_XREF=H3015H05-3 /CLONE=H3015H05 /FEA=EST /CNT=13 /TID=Mm.31457.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443896_at 314.1 388.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW240761 /DB_XREF=gi:6574513 /DB_XREF=uq33c05.x1 /CLONE=IMAGE:2811176 /FEA=EST /CNT=13 /TID=Mm.155975.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1443905_at 28.8 32.2 P P 0.000244 0.001953 0.1 NC 0.5 gb:BM234702 /DB_XREF=gi:17869972 /DB_XREF=K0404H11-3 /CLONE=K0404H11 /FEA=EST /CNT=10 /TID=Mm.171158.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443917_at 20.6 24.3 P P 0.02 0.000732 0.1 NC 0.44 gb:BB184402 /DB_XREF=gi:16270335 /DB_XREF=BB184402 /CLONE=A330011K04 /FEA=EST /CNT=8 /TID=Mm.157426.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443950_at 39.9 36.2 P P 0.000244 0.005859 0.1 NC 0.5 gb:BB233267 /DB_XREF=gi:16354590 /DB_XREF=BB233267 /CLONE=A630042L21 /FEA=EST /CNT=8 /TID=Mm.123267.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443959_at 1.3 0.7 A A 0.98 0.98 0.1 NC 0.33 gb:BB075190 /DB_XREF=gi:16260271 /DB_XREF=BB075190 /CLONE=9330102I09 /FEA=EST /CNT=7 /TID=Mm.133120.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443961_at 9.7 9.9 A A 0.21 0.3 0.1 NC 0.5 gb:BG071029 /DB_XREF=gi:12553598 /DB_XREF=H3093H10-3 /CLONE=H3093H10 /FEA=EST /CNT=7 /TID=Mm.26079.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443968_at 3.5 1.7 A A 0.8 0.93 0.1 NC 0.5 gb:BI202667 /DB_XREF=gi:14668639 /DB_XREF=UI-M-CG0p-brk-f-05-0-UI.s1 /CLONE=UI-M-CG0p-brk-f-05-0-UI /FEA=EST /CNT=7 /TID=Mm.173797.
MOE430_2_1443973_at 4.7 3.5 A A 0.78 0.8 0.1 NC 0.5 gb:AW763360 /DB_XREF=gi:7695307 /DB_XREF=ur60f07.x1 /CLONE=IMAGE:3154693 /FEA=EST /CNT=15 /TID=Mm.70968.2 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444007_at 27.5 22.1 P P 0.005859 0.00415 0.1 NC 0.24 gb:BB380706 /DB_XREF=gi:16407938 /DB_XREF=BB380706 /CLONE=C230008G15 /FEA=EST /CNT=7 /TID=Mm.167630.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444022_at 8.9 13.6 P A 0.01 0.36 0.1 NC 0.5 gb:BF782342 /DB_XREF=gi:12087378 /DB_XREF=602106435F1 /CLONE=IMAGE:4234761 /FEA=EST /CNT=6 /TID=Mm.32292.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444048_at 4.9 7.2 A A 0.33 0.3 0.1 NC 0.5 gb:AI666576 /DB_XREF=gi:4804930 /DB_XREF=mu15d07.x1 /CLONE=IMAGE:639469 /FEA=EST /CNT=6 /TID=Mm.37307.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444065_at 14.1 12.3 M A 0.05 0.19 0.1 NC 0.4 gb:BB218445 /DB_XREF=gi:16353296 /DB_XREF=BB218445 /CLONE=A530049M05 /FEA=EST /CNT=8 /TID=Mm.194755.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444077_at 2.1 1.8 A A 0.87 0.87 0.1 NC 0.5 gb:BE993694 /DB_XREF=gi:10676160 /DB_XREF=UI-M-BZ1-bjf-f-05-0-UI.s1 /CLONE=UI-M-BZ1-bjf-f-05-0-UI /FEA=EST /CNT=7 /TID=Mm.83647.1 /T
MOE430_2_1444109_at 14.5 14.5 P A 0.00415 0.11 0.1 NC 0.5 gb:BB526251 /DB_XREF=gi:16444289 /DB_XREF=BB526251 /CLONE=D930032C08 /FEA=EST /CNT=6 /TID=Mm.146212.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444112_at 70.9 76.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ174086 /DB_XREF=gi:20349577 /DB_XREF=UI-M-DJ2-bvv-f-16-0-UI.s1 /CLONE=UI-M-DJ2-bvv-f-16-0-UI /FEA=EST /CNT=6 /TID=Mm.46333.1 /
MOE430_2_1444123_at 16.9 21.5 A A 0.3 0.06 0.1 NC 0.09 gb:BG067103 /DB_XREF=gi:12549672 /DB_XREF=H3050F05-3 /CLONE=H3050F05 /FEA=EST /CNT=5 /TID=Mm.52287.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444161_at 14 15.4 P P 0.01 0.001953 0.1 NC 0.5 gb:BB214398 /DB_XREF=gi:16352958 /DB_XREF=BB214398 /CLONE=A530020G20 /FEA=EST /CNT=5 /TID=Mm.170474.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444168_at 0.6 1.5 A A 0.88 0.66 0.1 NC 0.23 gb:BB383225 /DB_XREF=gi:16408143 /DB_XREF=BB383225 /CLONE=C230026M01 /FEA=EST /CNT=5 /TID=Mm.132348.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444172_at 6.2 8.7 A P 0.24 0.03 0.1 NC 0.37 gb:BG074164 /DB_XREF=gi:12556722 /DB_XREF=H3131E04-3 /CLONE=H3131E04 /FEA=EST /CNT=5 /TID=Mm.103387.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444255_at 3.9 1.3 A A 0.56 0.88 0.1 NC 0.5 gb:BB087539 /DB_XREF=gi:8653326 /DB_XREF=BB087539 /CLONE=9430010L09 /FEA=EST /CNT=6 /TID=Mm.197449.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444288_at 28.6 30.8 P P 0.00293 0.04 0.1 NC 0.5 gb:BB501129 /DB_XREF=gi:16442380 /DB_XREF=BB501129 /CLONE=D630033G07 /FEA=EST /CNT=5 /TID=Mm.211131.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444301_at 1 1.1 A A 0.75 0.88 0.1 NC 0.5 gb:BB313974 /DB_XREF=gi:16402935 /DB_XREF=BB313974 /CLONE=B230344L23 /FEA=EST /CNT=5 /TID=Mm.132893.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444319_at 2 0.9 A A 0.85 0.87 0.1 NC 0.13 gb:BB410728 /DB_XREF=gi:16423259 /DB_XREF=BB410728 /CLONE=C430019J17 /FEA=EST /CNT=5 /TID=Mm.176935.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444347_at 11.7 13.3 A A 0.24 0.36 0.1 NC 0.5 gb:BG070161 /DB_XREF=gi:12552730 /DB_XREF=H3084D03-3 /CLONE=H3084D03 /FEA=EST /CNT=4 /TID=Mm.173200.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444366_at 29.2 31.9 A A 0.11 0.09 0.1 NC 0.5 gb:BE981006 /DB_XREF=gi:10649662 /DB_XREF=UI-M-CG0-bct-c-05-0-UI.s1 /CLONE=UI-M-CG0-bct-c-05-0-UI /FEA=EST /CNT=4 /TID=Mm.151208.
MOE430_2_1444395_at 37.3 34 P P 0.000732 0.000244 0.1 NC 0.5 gb:AW455436 /DB_XREF=gi:7009171 /DB_XREF=UI-M-BH2.3-aqf-c-09-0-UI.s1 /CLONE=UI-M-BH2.3-aqf-c-09-0-UI /FEA=EST /CNT=4 /TID=Mm.13894
MOE430_2_1444415_at 20 17 A A 0.12 0.17 0.1 NC 0.12 gb:BB667665 /DB_XREF=gi:16399114 /DB_XREF=BB667665 /CLONE=C730031F21 /FEA=EST /CNT=4 /TID=Mm.211674.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444420_at 0.5 1.6 A A 0.88 0.78 0.1 NC 0.16 gb:BB160234 /DB_XREF=gi:16268540 /DB_XREF=BB160234 /CLONE=A130051O18 /FEA=EST /CNT=4 /TID=Mm.120660.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444433_at 16.8 18.2 P P 0.03 0.04 0.1 NC 0.5 gb:BM246582 /DB_XREF=gi:17881852 /DB_XREF=K0740B06-3 /CLONE=K0740B06 /FEA=EST /CNT=4 /TID=Mm.214949.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444434_at 0.9 0.4 A A 0.6 0.69 0.1 NC 0.77 gb:BB236447 /DB_XREF=gi:16354832 /DB_XREF=BB236447 /CLONE=A630059F13 /FEA=EST /CNT=4 /TID=Mm.165000.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444448_at 14.9 14.7 A A 0.33 0.39 0.1 NC 0.51 gb:BB206115 /DB_XREF=gi:16352069 /DB_XREF=BB206115 /CLONE=A430072I24 /FEA=EST /CNT=4 /TID=Mm.212801.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444481_at 16.5 28.7 A A 0.21 0.17 0.1 NC 0.44 gb:BB554191 /DB_XREF=gi:16448399 /DB_XREF=BB554191 /CLONE=E330011M10 /FEA=EST /CNT=4 /TID=Mm.188032.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444489_at 31.7 37.3 P P 0.001953 0.01 0.1 NC 0.5 gb:BB526231 /DB_XREF=gi:16444282 /DB_XREF=BB526231 /CLONE=D930032A01 /FEA=EST /CNT=4 /TID=Mm.187769.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444493_at 92.1 106 P P 0.01 0.04 0.1 NC 0.62 gb:BF715246 /DB_XREF=gi:12014518 /DB_XREF=mab06d12.x1 /CLONE=IMAGE:3825478 /FEA=EST /CNT=4 /TID=Mm.210469.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444507_at 18.5 20.9 M P 0.05 0.01 0.1 NC 0.45 gb:BQ033939 /DB_XREF=gi:19769218 /DB_XREF=UI-1-CF0-amq-f-04-0-UI.s1 /CLONE=UI-1-CF0-amq-f-04-0-UI /FEA=EST /CNT=4 /TID=Mm.219404.1
MOE430_2_1444594_at 1.5 4.3 A A 0.88 0.53 0.1 NC 0.13 gb:AA024086 /DB_XREF=gi:1488963 /DB_XREF=mh96a09.r1 /CLONE=IMAGE:458776 /FEA=EST /CNT=4 /TID=Mm.219139.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444620_at 0.3 0.3 A A 0.93 0.96 0.1 NC 0.5 gb:BB380864 /DB_XREF=gi:9100584 /DB_XREF=BB380864 /CLONE=C230009C15 /FEA=EST /CNT=4 /TID=Mm.32451.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444623_at 35.4 26 P P 0.03 0.005859 0.1 NC 0.13 gb:BB176759 /DB_XREF=gi:16269766 /DB_XREF=BB176759 /CLONE=A230063G15 /FEA=EST /CNT=5 /TID=Mm.208455.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444633_at 2.8 3.5 A A 0.88 0.91 0.1 NC 0.87 gb:BE957247 /DB_XREF=gi:10602604 /DB_XREF=UI-M-BG2-bce-a-03-0-UI.s1 /CLONE=UI-M-BG2-bce-a-03-0-UI /FEA=EST /CNT=5 /TID=Mm.59178.1
MOE430_2_1444684_at 3.4 3.6 A A 0.63 0.39 0.1 NC 0.08 gb:BB170670 /DB_XREF=gi:16269309 /DB_XREF=BB170670 /CLONE=A230020F23 /FEA=EST /CNT=4 /TID=Mm.207659.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444686_at 4 4.8 A A 0.46 0.36 0.1 NC 0.5 gb:BB279561 /DB_XREF=gi:15411048 /DB_XREF=BB279561 /CLONE=A930018I07 /FEA=EST /CNT=4 /TID=Mm.212119.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444690_at 0.7 0.5 A A 0.9 0.99 0.1 NC 0.91 gb:BE951744 /DB_XREF=gi:10591407 /DB_XREF=UI-M-CC0-aye-c-10-0-UI.s1 /CLONE=UI-M-CC0-aye-c-10-0-UI /FEA=EST /CNT=4 /TID=Mm.137991.
MOE430_2_1444693_at 22.2 26.2 P P 0.01 0.01 0.1 NC 0.44 gb:BG069383 /DB_XREF=gi:12552040 /DB_XREF=H3076G04-3 /CLONE=H3076G04 /FEA=EST /CNT=4 /TID=Mm.173407.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444728_at 70.1 78 P P 0.01 0.008057 0.1 NC 0.51 gb:BB203232 /DB_XREF=gi:16351680 /DB_XREF=BB203232 /CLONE=A430050M18 /FEA=EST /CNT=4 /TID=Mm.207868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444729_at 61.3 87.6 P P 0.04 0.04 0.1 NC 0.5 gb:BB772538 /DB_XREF=gi:16214229 /DB_XREF=BB772538 /CLONE=G370144J18 /FEA=EST /CNT=4 /TID=Mm.194999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444740_at 0.3 0.4 A A 0.79 0.9 0.1 NC 0.56 gb:AI429073 /DB_XREF=gi:4274999 /DB_XREF=ml48a12.x1 /CLONE=IMAGE:515230 /FEA=EST /CNT=4 /TID=Mm.67242.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444744_at 16.1 17.4 A A 0.12 0.19 0.1 NC 0.5 gb:BF461970 /DB_XREF=gi:11531153 /DB_XREF=UI-M-CG0p-bmv-h-10-0-UI.s1 /CLONE=UI-M-CG0p-bmv-h-10-0-UI /FEA=EST /CNT=4 /TID=Mm.156
MOE430_2_1444750_at 8 9.1 A A 0.26 0.14 0.1 NC 0.34 gb:BF714312 /DB_XREF=gi:12013584 /DB_XREF=mab28g06.x1 /CLONE=IMAGE:3971890 /FEA=EST /CNT=4 /TID=Mm.157026.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444760_at 6.3 9.1 A M 0.12 0.05 0.1 NC 0.44 gb:AI481996 /DB_XREF=gi:4375222 /DB_XREF=vi23c03.x1 /CLONE=IMAGE:904612 /FEA=EST /CNT=4 /TID=Mm.217132.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444762_at 45.9 49.5 P P 0.001221 0.000244 0.1 NC 0.41 gb:BB089595 /DB_XREF=gi:16261015 /DB_XREF=BB089595 /CLONE=9430023A09 /FEA=EST /CNT=4 /TID=Mm.210148.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444768_at 8.7 7 A A 0.36 0.5 0.1 NC 0.5 gb:BB009514 /DB_XREF=gi:15403236 /DB_XREF=BB009514 /CLONE=4732490D10 /FEA=EST /CNT=4 /TID=Mm.204659.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444782_at 13.1 14 A A 0.08 0.17 0.1 NC 0.2 gb:BB615049 /DB_XREF=gi:16455363 /DB_XREF=BB615049 /CLONE=4930417H01 /FEA=EST /CNT=4 /TID=Mm.60545.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444783_at 5.5 4.7 A A 0.63 0.36 0.1 NC 0.7 gb:AI481869 /DB_XREF=gi:4375095 /DB_XREF=vj75h03.x1 /CLONE=IMAGE:934901 /FEA=EST /CNT=4 /TID=Mm.157411.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444809_at 0.6 3.3 A A 0.93 0.66 0.1 NC 0.08 gb:BG064953 /DB_XREF=gi:12547516 /DB_XREF=H3025G03-3 /CLONE=H3025G03 /FEA=EST /CNT=3 /TID=Mm.182526.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444821_at 11.4 11.9 P M 0.02 0.05 0.1 NC 0.5 gb:C77971 /DB_XREF=gi:2518301 /DB_XREF=C77971 /CLONE=J0040F09 /FEA=EST /CNT=3 /TID=Mm.154721.1 /TIER=ConsEnd /STK=2 /UG=Mm.15472
MOE430_2_1444827_at 12.4 12 A A 0.19 0.19 0.1 NC 0.39 gb:AW547287 /DB_XREF=gi:7192700 /DB_XREF=L0020C06-3 /CLONE=L0020C06 /FEA=EST /CNT=3 /TID=Mm.182613.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444843_at 0.3 0.2 A A 0.96 0.98 0.1 NC 0.72 gb:BG068976 /DB_XREF=gi:12551545 /DB_XREF=H3071D03-3 /CLONE=H3071D03 /FEA=EST /CNT=3 /TID=Mm.173717.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444845_at 40 51.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB200692 /DB_XREF=gi:16271472 /DB_XREF=BB200692 /CLONE=A430027G07 /FEA=EST /CNT=3 /TID=Mm.216511.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444884_at 9.5 15.5 A A 0.12 0.14 0.1 NC 0.5 gb:C78075 /DB_XREF=gi:2518405 /DB_XREF=C78075 /CLONE=J0042D04 /FEA=EST /CNT=3 /TID=Mm.24970.1 /TIER=ConsEnd /STK=2 /UG=Mm.24970 /
MOE430_2_1444886_at 10.4 14.2 P A 0.02 0.12 0.1 NC 0.5 gb:BB557519 /DB_XREF=gi:16448821 /DB_XREF=BB557519 /CLONE=E330028L15 /FEA=EST /CNT=3 /TID=Mm.216159.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444908_at 13 18 A P 0.09 0.001953 0.1 NC 0.5 gb:BM228113 /DB_XREF=gi:17790642 /DB_XREF=K0255E05-3 /CLONE=K0255E05 /FEA=EST /CNT=3 /TID=Mm.218345.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444912_at 6.6 12.1 P P 0.02 0.02 0.1 NC 0.5 gb:AW554202 /DB_XREF=gi:7199625 /DB_XREF=L0237C01-3 /CLONE=L0237C01 /FEA=EST /CNT=3 /TID=Mm.182741.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444924_at 3.3 1.2 A A 0.49 0.56 0.1 NC 0.5 gb:BG076345 /DB_XREF=gi:12558914 /DB_XREF=H3158F05-3 /CLONE=H3158F05 /FEA=EST /CNT=3 /TID=Mm.157128.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444936_at 6.8 6.8 A A 0.24 0.06 0.1 NC 0.5 gb:BG068398 /DB_XREF=gi:12550967 /DB_XREF=H3065A09-3 /CLONE=H3065A09 /FEA=EST /CNT=3 /TID=Mm.155166.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444952_a_ 272 312.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB260383 /DB_XREF=gi:16399893 /DB_XREF=BB260383 /CLONE=A730094F08 /FEA=EST /CNT=3 /TID=Mm.29420.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444954_at 0.6 1.6 A A 0.78 0.46 0.1 NC 0.5 gb:BB350208 /DB_XREF=gi:16405268 /DB_XREF=BB350208 /CLONE=B930078M15 /FEA=EST /CNT=3 /TID=Mm.101029.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444959_at 0.1 0.5 A A 0.99 0.9 0.1 NC 0.03 gb:C77977 /DB_XREF=gi:2518307 /DB_XREF=C77977 /CLONE=J0040G06 /FEA=EST /CNT=3 /TID=Mm.88589.1 /TIER=ConsEnd /STK=2 /UG=Mm.88589 /
MOE430_2_1444973_at 4.3 6.5 A A 0.36 0.46 0.1 NC 0.87 gb:AW557920 /DB_XREF=gi:7203349 /DB_XREF=L0288C08-3 /CLONE=L0288C08 /FEA=EST /CNT=3 /TID=Mm.182850.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444984_at 0.8 1.4 A A 0.91 0.75 0.1 NC 0.28 gb:C77649 /DB_XREF=gi:2517979 /DB_XREF=C77649 /CLONE=J0035D12 /FEA=EST /CNT=3 /TID=Mm.172653.1 /TIER=ConsEnd /STK=2 /UG=Mm.17265
MOE430_2_1445009_at 6.5 6.7 A A 0.27 0.33 0.1 NC 0.5 gb:BE954988 /DB_XREF=gi:10598072 /DB_XREF=UI-M-BH4-bbk-c-09-0-UI.s1 /CLONE=UI-M-BH4-bbk-c-09-0-UI /FEA=EST /CNT=3 /TID=Mm.59185.1 
MOE430_2_1445035_at 0.5 1 A A 0.87 0.94 0.1 NC 0.91 gb:C86683 /DB_XREF=gi:2918640 /DB_XREF=C86683 /CLONE=J0231C01 /FEA=EST /CNT=3 /TID=Mm.196168.1 /TIER=ConsEnd /STK=2 /UG=Mm.19616
MOE430_2_1445104_at 1 0.9 A A 0.87 0.94 0.1 NC 0.39 gb:BB366803 /DB_XREF=gi:16406471 /DB_XREF=BB366803 /CLONE=C130035C05 /FEA=EST /CNT=3 /TID=Mm.209995.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445116_at 4.9 6 A A 0.09 0.12 0.1 NC 0.62 gb:BG065809 /DB_XREF=gi:12548372 /DB_XREF=H3035E06-3 /CLONE=H3035E06 /FEA=EST /CNT=3 /TID=Mm.24929.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445121_at 0.6 0.4 A A 0.82 0.85 0.1 NC 0.27 gb:AV008014 /DB_XREF=gi:16356099 /DB_XREF=AV008014 /CLONE=1110007J02 /FEA=EST /CNT=3 /TID=Mm.45622.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445127_at 15 23.5 P A 0.03 0.17 0.1 NC 0.42 gb:AV225567 /DB_XREF=gi:16385200 /DB_XREF=AV225567 /CLONE=3830430M16 /FEA=EST /CNT=3 /TID=Mm.207108.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445132_at 8.7 10.5 A P 0.46 0.04 0.1 NC 0.41 gb:BG063381 /DB_XREF=gi:12545944 /DB_XREF=H3006F02-3 /CLONE=H3006F02 /FEA=EST /CNT=3 /TID=Mm.171805.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445186_at 12.1 14.2 P A 0.04 0.12 0.1 NC 0.33 gb:BB774473 /DB_XREF=gi:16935153 /DB_XREF=BB774473 /CLONE=G430010D15 /FEA=EST /CNT=3 /TID=Mm.213334.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445203_at 20.6 25.3 P P 0.008057 0.00415 0.1 NC 0.5 gb:AW122752 /DB_XREF=gi:6098282 /DB_XREF=UI-M-BH2.2-aot-g-07-0-UI.s1 /CLONE=UI-M-BH2.2-aot-g-07-0-UI /FEA=EST /CNT=3 /TID=Mm.48695
MOE430_2_1445209_at 5.4 7.2 A A 0.5 0.39 0.1 NC 0.35 gb:BG068029 /DB_XREF=gi:12550598 /DB_XREF=H3061A02-3 /CLONE=H3061A02 /FEA=EST /CNT=3 /TID=Mm.173474.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445225_at 28.6 29 P P 0.03 0.02 0.1 NC 0.5 gb:AV295045 /DB_XREF=gi:16392650 /DB_XREF=AV295045 /CLONE=5730427M17 /FEA=EST /CNT=3 /TID=Mm.202180.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445246_at 2.6 3.2 A A 0.82 0.82 0.1 NC 0.37 gb:AI427465 /DB_XREF=gi:4273391 /DB_XREF=mj12f04.x1 /CLONE=IMAGE:475903 /FEA=EST /CNT=3 /TID=Mm.29557.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445264_at 14.6 18.2 A P 0.14 0.02 0.1 NC 0.49 gb:BB484902 /DB_XREF=gi:16441204 /DB_XREF=BB484902 /CLONE=D430028F24 /FEA=EST /CNT=3 /TID=Mm.135036.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445273_at 20.8 15.4 P P 0.00415 0.01 0.1 NC 0.5 gb:BG070185 /DB_XREF=gi:12552754 /DB_XREF=H3084F04-3 /CLONE=H3084F04 /FEA=EST /CNT=3 /TID=Mm.103950.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445299_at 12.2 10.4 P P 0.01 0.03 0.1 NC 0.36 gb:BQ175159 /DB_XREF=gi:20350651 /DB_XREF=UI-M-DJ2-bwd-o-20-0-UI.s1 /CLONE=UI-M-DJ2-bwd-o-20-0-UI /FEA=EST /CNT=3 /TID=Mm.102062
MOE430_2_1445301_at 8.9 9 A A 0.19 0.08 0.1 NC 0.5 gb:AI173260 /DB_XREF=gi:3720840 /DB_XREF=ue90f01.x1 /CLONE=IMAGE:1498393 /FEA=EST /CNT=3 /TID=Mm.35824.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445305_at 15.8 16 A A 0.33 0.39 0.1 NC 0.45 gb:BB152695 /DB_XREF=gi:16268040 /DB_XREF=BB152695 /CLONE=A130008D08 /FEA=EST /CNT=3 /TID=Mm.213252.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445308_at 2 3.2 A A 0.66 0.78 0.1 NC 0.5 gb:BB082634 /DB_XREF=gi:16260717 /DB_XREF=BB082634 /CLONE=9330176E06 /FEA=EST /CNT=3 /TID=Mm.118985.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445322_x_ 143.7 165.3 P P 0.000244 0.001953 0.1 NC 0.5 gb:BG063377 /DB_XREF=gi:12545940 /DB_XREF=H3006E10-3 /CLONE=H3006E10 /FEA=EST /CNT=3 /TID=Mm.218665.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445338_at 1.8 1.7 A A 0.88 0.98 0.1 NC 0.5 gb:BB446263 /DB_XREF=gi:16425087 /DB_XREF=BB446263 /CLONE=D030055F18 /FEA=EST /CNT=3 /TID=Mm.41952.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445370_at 18.1 17 P A 0.005615 0.08 0.1 NC 0.5 gb:AI447525 /DB_XREF=gi:4304597 /DB_XREF=mp72g08.x1 /CLONE=IMAGE:574814 /FEA=EST /CNT=3 /TID=Mm.30703.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445382_at 7.9 9.2 P A 0.03 0.09 0.1 NC 0.5 gb:AW123502 /DB_XREF=gi:6099032 /DB_XREF=UI-M-BH2.1-aqb-b-03-0-UI.s1 /CLONE=UI-M-BH2.1-aqb-b-03-0-UI /FEA=EST /CNT=3 /TID=Mm.54205
MOE430_2_1445389_at 0.3 0.2 A A 0.72 0.85 0.1 NC 0.55 gb:BG081852 /DB_XREF=gi:12564420 /DB_XREF=H3069G04-5 /CLONE=H3069G04 /FEA=EST /CNT=3 /TID=Mm.173677.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445409_at 0.7 1.4 A A 0.97 0.78 0.1 NC 0.16 gb:BB200358 /DB_XREF=gi:16271418 /DB_XREF=BB200358 /CLONE=A430023M05 /FEA=EST /CNT=3 /TID=Mm.32403.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445411_at 50.9 34.5 P P 0.001953 0.008057 0.1 NC 0.5 gb:BI076621 /DB_XREF=gi:14515278 /DB_XREF=L0033F11-3 /CLONE=L0033F11 /FEA=EST /CNT=3 /TID=Mm.197371.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445425_at 7.3 4 P A 0.04 0.36 0.1 NC 0.5 gb:BB635326 /DB_XREF=gi:16471394 /DB_XREF=BB635326 /CLONE=A430061H17 /FEA=EST /CNT=3 /TID=Mm.207899.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445461_at 26.8 26.7 P P 0.03 0.02 0.1 NC 0.41 gb:BB096245 /DB_XREF=gi:8741279 /DB_XREF=BB096245 /CLONE=9430054I10 /FEA=EST /CNT=3 /TID=Mm.161726.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445496_at 16.8 25.5 P P 0.03 0.03 0.1 NC 0.5 gb:AW124723 /DB_XREF=gi:6100253 /DB_XREF=UI-M-BH2.1-aqa-b-12-0-UI.s1 /CLONE=UI-M-BH2.1-aqa-b-12-0-UI /FEA=EST /CNT=3 /TID=Mm.15096
MOE430_2_1445515_at 8.2 6.2 A A 0.24 0.36 0.1 NC 0.59 gb:BG069433 /DB_XREF=gi:12551925 /DB_XREF=H3075E04-3 /CLONE=H3075E04 /FEA=EST /CNT=3 /TID=Mm.173398.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445518_at 12.4 14.7 M P 0.05 0.01 0.1 NC 0.5 gb:BG061923 /DB_XREF=gi:12531906 /DB_XREF=L0953F01-3 /CLONE=L0953F01 /FEA=EST /CNT=3 /TID=Mm.161312.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445524_at 2.4 0.8 A A 0.78 0.88 0.1 NC 0.37 gb:AI845421 /DB_XREF=gi:5489322 /DB_XREF=UI-M-AO1-aej-c-03-0-UI.s1 /CLONE=UI-M-AO1-aej-c-03-0-UI /FEA=EST /CNT=3 /TID=Mm.40826.1 /T
MOE430_2_1445645_at 5.2 7.8 A A 0.19 0.12 0.1 NC 0.5 gb:BG071903 /DB_XREF=gi:12554472 /DB_XREF=H3104E01-3 /CLONE=H3104E01 /FEA=EST /CNT=3 /TID=Mm.17847.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445661_at 6.9 9 A A 0.46 0.19 0.1 NC 0.14 gb:AI789536 /DB_XREF=gi:5337252 /DB_XREF=uh18c07.r1 /CLONE=IMAGE:1745772 /FEA=EST /CNT=3 /TID=Mm.189384.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445667_at 53.7 36.3 P P 0.000244 0.00415 0.1 NC 0.5 gb:BM939155 /DB_XREF=gi:19398307 /DB_XREF=UI-M-BZ1-bkf-b-12-0-UI.r1 /CLONE=UI-M-BZ1-bkf-b-12-0-UI /FEA=EST /CNT=3 /TID=Mm.218932.1
MOE430_2_1445675_at 1 1.2 A A 0.82 0.82 0.1 NC 0.35 gb:AW124794 /DB_XREF=gi:6100324 /DB_XREF=UI-M-BH2.1-apk-a-04-0-UI.s1 /CLONE=UI-M-BH2.1-apk-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.13892
MOE430_2_1445677_x_ 10.7 7.6 A A 0.21 0.39 0.1 NC 0.5 gb:BB401264 /DB_XREF=gi:9220660 /DB_XREF=BB401264 /CLONE=C330022B14 /FEA=EST /CNT=3 /TID=Mm.213330.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445682_at 3 1.9 A A 0.69 0.36 0.1 NC 0.03 gb:BM939084 /DB_XREF=gi:19398236 /DB_XREF=UI-M-BZ1-bkb-c-01-0-UI.r1 /CLONE=UI-M-BZ1-bkb-c-01-0-UI /FEA=EST /CNT=3 /TID=Mm.155884.
MOE430_2_1445688_at 2.4 2.3 A A 0.77 0.78 0.1 NC 0.5 gb:BG073119 /DB_XREF=gi:12555699 /DB_XREF=H3119A11-3 /CLONE=H3119A11 /FEA=EST /CNT=3 /TID=Mm.218647.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445700_at 6.4 8.7 A P 0.11 0.01 0.1 NC 0.33 gb:AV090264 /DB_XREF=gi:5237812 /DB_XREF=AV090264 /CLONE=2310047M15 /FEA=EST /CNT=3 /TID=Mm.82203.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445708_x_ 37.7 46.9 A M 0.06 0.05 0.1 NC 0.14 gb:AV158652 /DB_XREF=gi:5402287 /DB_XREF=AV158652 /CLONE=3010017H10 /FEA=EST /CNT=3 /TID=Mm.189233.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445737_at 0.3 0.6 A A 0.96 0.99 0.1 NC 0.33 gb:BG070503 /DB_XREF=gi:12553072 /DB_XREF=H3088A09-3 /CLONE=H3088A09 /FEA=EST /CNT=3 /TID=Mm.174867.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445762_at 2.2 2.5 A A 0.72 0.78 0.1 NC 0.5 gb:BG066141 /DB_XREF=gi:12548704 /DB_XREF=H3039D07-3 /CLONE=H3039D07 /FEA=EST /CNT=3 /TID=Mm.172690.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445772_at 2.3 2.8 A A 0.86 0.63 0.1 NC 0.5 gb:BG068333 /DB_XREF=gi:12550902 /DB_XREF=H3064D02-3 /CLONE=H3064D02 /FEA=EST /CNT=3 /TID=Mm.155213.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445786_at 3.4 5.1 A A 0.26 0.3 0.1 NC 0.5 gb:BB539247 /DB_XREF=gi:16447000 /DB_XREF=BB539247 /CLONE=E130017J21 /FEA=EST /CNT=3 /TID=Mm.207346.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445797_at 1 0.6 A A 0.87 0.96 0.1 NC 0.58 gb:BG069047 /DB_XREF=gi:12551616 /DB_XREF=H3072B07-3 /CLONE=H3072B07 /FEA=EST /CNT=3 /TID=Mm.173750.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445827_at 43.1 35.2 P P 0.01 0.03 0.1 NC 0.5 gb:BB223862 /DB_XREF=gi:16353831 /DB_XREF=BB223862 /CLONE=A530084A18 /FEA=EST /CNT=3 /TID=Mm.208074.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445900_at 10.8 13.9 A A 0.06 0.09 0.1 NC 0.24 gb:BG066962 /DB_XREF=gi:12549531 /DB_XREF=H3049A06-3 /CLONE=H3049A06 /FEA=EST /CNT=2 /TID=Mm.172882.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445903_at 1 2.4 A A 0.66 0.6 0.1 NC 0.5 gb:BG070921 /DB_XREF=gi:12553413 /DB_XREF=H3091G05-3 /CLONE=H3091G05 /FEA=EST /CNT=2 /TID=Mm.173317.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445912_at 14.5 14.3 A A 0.12 0.14 0.1 NC 0.5 gb:BG069436 /DB_XREF=gi:12551928 /DB_XREF=H3075E07-3 /CLONE=H3075E07 /FEA=EST /CNT=2 /TID=Mm.173400.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445939_at 1.5 1 A A 0.78 0.9 0.1 NC 0.68 gb:BG069845 /DB_XREF=gi:12552414 /DB_XREF=H3080G04-3 /CLONE=H3080G04 /FEA=EST /CNT=2 /TID=Mm.173451.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445961_at 2.1 3.1 A A 0.94 0.56 0.1 NC 0.34 gb:BG071636 /DB_XREF=gi:12554205 /DB_XREF=H3101D08-3 /CLONE=H3101D08 /FEA=EST /CNT=2 /TID=Mm.173995.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445995_at 1.6 0.5 A A 0.63 0.87 0.1 NC 0.5 gb:BG066470 /DB_XREF=gi:12549039 /DB_XREF=H3043D04-3 /CLONE=H3043D04 /FEA=EST /CNT=2 /TID=Mm.162556.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446007_at 69.4 64.6 P P 0.00415 0.005859 0.1 NC 0.5 gb:BM231135 /DB_XREF=gi:17866405 /DB_XREF=K0305F09-3 /CLONE=K0305F09 /FEA=EST /CNT=2 /TID=Mm.217896.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446072_at 11.2 6.7 P P 0.01 0.001953 0.1 NC 0.5 gb:BQ177055 /DB_XREF=gi:20352547 /DB_XREF=UI-M-DJ2-bwa-o-22-0-UI.s1 /CLONE=UI-M-DJ2-bwa-o-22-0-UI /FEA=EST /CNT=2 /TID=Mm.174403
MOE430_2_1446086_s_ 82.1 96.6 P P 0.000732 0.001221 0.1 NC 0.5 gb:AW546128 /DB_XREF=gi:7191535 /DB_XREF=L0004A03-3 /CLONE=L0004A03 /FEA=EST /CNT=2 /TID=Mm.215142.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446090_at 17.9 16.1 P P 0.005859 0.000732 0.1 NC 0.09 gb:BB521597 /DB_XREF=gi:16443535 /DB_XREF=BB521597 /CLONE=D930002E06 /FEA=EST /CNT=2 /TID=Mm.137974.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446091_at 49.2 57.4 P P 0.02 0.01 0.1 NC 0.49 gb:BB329395 /DB_XREF=gi:16403926 /DB_XREF=BB329395 /CLONE=B630006P11 /FEA=EST /CNT=2 /TID=Mm.210212.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446099_at 0.6 0.7 A A 0.96 0.98 0.1 NC 0.88 gb:AW550998 /DB_XREF=gi:7196426 /DB_XREF=L0072C01-3 /CLONE=L0072C01 /FEA=EST /CNT=2 /TID=Mm.218679.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446100_at 18.5 14.6 A A 0.21 0.33 0.1 NC 0.15 gb:BB226801 /DB_XREF=gi:16354056 /DB_XREF=BB226801 /CLONE=A530098J15 /FEA=EST /CNT=2 /TID=Mm.220218.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446116_at 11.2 12.5 A P 0.12 0.03 0.1 NC 0.42 gb:BB319156 /DB_XREF=gi:16403242 /DB_XREF=BB319156 /CLONE=B230378P21 /FEA=EST /CNT=2 /TID=Mm.208903.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446134_at 0.8 0.7 A A 0.87 0.8 0.1 NC 0.31 gb:BG066126 /DB_XREF=gi:12548689 /DB_XREF=H3039C03-3 /CLONE=H3039C03 /FEA=EST /CNT=2 /TID=Mm.172683.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446166_at 0.8 0.5 A A 0.8 0.88 0.1 NC 0.55 gb:BG075939 /DB_XREF=gi:12558508 /DB_XREF=H3153F02-3 /CLONE=H3153F02 /FEA=EST /CNT=2 /TID=Mm.182842.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446175_at 1 1.9 A A 0.79 0.5 0.1 NC 0.44 gb:BB241135 /DB_XREF=gi:16355118 /DB_XREF=BB241135 /CLONE=A630085D23 /FEA=EST /CNT=2 /TID=Mm.208211.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446194_at 18.7 21.1 P A 0.02 0.08 0.1 NC 0.27 gb:BB547741 /DB_XREF=gi:16447598 /DB_XREF=BB547741 /CLONE=E130320A20 /FEA=EST /CNT=2 /TID=Mm.209952.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446206_at 4.7 4 A A 0.3 0.53 0.1 NC 0.53 gb:BB306696 /DB_XREF=gi:15411326 /DB_XREF=BB306696 /CLONE=B230209C24 /FEA=EST /CNT=2 /TID=Mm.44387.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446214_at 2.3 3.5 A A 0.63 0.72 0.1 NC 0.5 gb:BB385388 /DB_XREF=gi:16408333 /DB_XREF=BB385388 /CLONE=C230038P06 /FEA=EST /CNT=2 /TID=Mm.209476.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446218_at 5.5 4.6 A A 0.56 0.43 0.1 NC 0.5 gb:BB306329 /DB_XREF=gi:16402206 /DB_XREF=BB306329 /CLONE=B230207K17 /FEA=EST /CNT=2 /TID=Mm.125555.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446235_at 25.6 30.6 P P 0.03 0.03 0.1 NC 0.5 gb:BB154237 /DB_XREF=gi:16268155 /DB_XREF=BB154237 /CLONE=A130020C03 /FEA=EST /CNT=2 /TID=Mm.215471.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446288_at 24.8 22 P P 0.01 0.00415 0.1 NC 0.05 gb:BG066278 /DB_XREF=gi:12548847 /DB_XREF=H3041A12-3 /CLONE=H3041A12 /FEA=EST /CNT=2 /TID=Mm.172724.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446325_at 38.4 38.7 M P 0.05 0.03 0.1 NC 0.41 gb:AV325420 /DB_XREF=gi:16395478 /DB_XREF=AV325420 /CLONE=6330403K11 /FEA=EST /CNT=2 /TID=Mm.208523.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446327_at 1.7 1.5 A A 0.8 0.87 0.1 NC 0.5 gb:BB427458 /DB_XREF=gi:16423814 /DB_XREF=BB427458 /CLONE=C630011C20 /FEA=EST /CNT=2 /TID=Mm.209116.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446371_at 24.5 21.8 A A 0.17 0.06 0.1 NC 0.25 gb:BB071646 /DB_XREF=gi:16260120 /DB_XREF=BB071646 /CLONE=8030498G08 /FEA=EST /CNT=2 /TID=Mm.193830.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446372_at 49 51.2 P P 0.008057 0.008057 0.1 NC 0.5 gb:BG075370 /DB_XREF=gi:12557939 /DB_XREF=H3146D11-3 /CLONE=H3146D11 /FEA=EST /CNT=2 /TID=Mm.197289.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446436_at 8 5.8 P A 0.03 0.11 0.1 NC 0.2 gb:BG065550 /DB_XREF=gi:12548113 /DB_XREF=H3032E03-3 /CLONE=H3032E03 /FEA=EST /CNT=2 /TID=Mm.172560.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446489_at 43.6 59 P P 0.005859 0.005859 0.1 NC 0.24 gb:BG068012 /DB_XREF=gi:12550581 /DB_XREF=H3060G08-3 /CLONE=H3060G08 /FEA=EST /CNT=2 /TID=Mm.173115.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446493_at 8 8.7 P A 0.04 0.12 0.1 NC 0.53 gb:BB441985 /DB_XREF=gi:16424772 /DB_XREF=BB441985 /CLONE=D030029K08 /FEA=EST /CNT=2 /TID=Mm.209174.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446501_at 1 1 A A 0.88 0.98 0.1 NC 0.5 gb:BB271275 /DB_XREF=gi:16400652 /DB_XREF=BB271275 /CLONE=A830053O21 /FEA=EST /CNT=2 /TID=Mm.131585.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446563_at 3.1 4.6 A A 0.3 0.36 0.1 NC 0.5 gb:BB038663 /DB_XREF=gi:16258501 /DB_XREF=BB038663 /CLONE=5930439P04 /FEA=EST /CNT=2 /TID=Mm.137893.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446587_at 0.7 0.7 A A 0.88 0.8 0.1 NC 0.1 gb:BB205338 /DB_XREF=gi:16351961 /DB_XREF=BB205338 /CLONE=A430064A13 /FEA=EST /CNT=2 /TID=Mm.122693.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446599_at 9.3 9 P M 0.01 0.05 0.1 NC 0.45 gb:BB483967 /DB_XREF=gi:16441098 /DB_XREF=BB483967 /CLONE=D430023B02 /FEA=EST /CNT=2 /TID=Mm.209484.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446618_at 171 186.4 P P 0.000732 0.001221 0.1 NC 0.49 gb:BB166401 /DB_XREF=gi:16268982 /DB_XREF=BB166401 /CLONE=A130088B03 /FEA=EST /CNT=2 /TID=Mm.213255.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446620_at 12.1 11.6 A P 0.09 0.01 0.1 NC 0.39 gb:BG066671 /DB_XREF=gi:12549163 /DB_XREF=H3044G03-3 /CLONE=H3044G03 /FEA=EST /CNT=2 /TID=Mm.172790.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446624_at 9.9 9.5 A P 0.12 0.04 0.1 NC 0.5 gb:BB518629 /DB_XREF=gi:16443271 /DB_XREF=BB518629 /CLONE=D830030O17 /FEA=EST /CNT=2 /TID=Mm.209663.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446673_at 0.5 1.7 A A 0.96 0.88 0.1 NC 0.5 gb:BB475442 /DB_XREF=gi:16440021 /DB_XREF=BB475442 /CLONE=D330013E07 /FEA=EST /CNT=2 /TID=Mm.209430.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446687_at 36.6 57 P P 0.001221 0.000732 0.1 NC 0.12 gb:BB480096 /DB_XREF=gi:16440646 /DB_XREF=BB480096 /CLONE=D330043E23 /FEA=EST /CNT=2 /TID=Mm.129446.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446699_at 1.3 0.8 A A 0.8 0.85 0.1 NC 0.46 gb:BG066379 /DB_XREF=gi:12548948 /DB_XREF=H3042C09-3 /CLONE=H3042C09 /FEA=EST /CNT=2 /TID=Mm.154750.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446713_at 0.2 0.3 A A 0.88 0.96 0.1 NC 0.48 gb:BB474913 /DB_XREF=gi:16439935 /DB_XREF=BB474913 /CLONE=D330010G02 /FEA=EST /CNT=2 /TID=Mm.209424.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446728_at 2 0.7 A A 0.69 0.5 0.1 NC 0.14 gb:BG070427 /DB_XREF=gi:12552996 /DB_XREF=H3087C03-3 /CLONE=H3087C03 /FEA=EST /CNT=2 /TID=Mm.18329.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446734_at 8.6 7.8 A A 0.24 0.09 0.1 NC 0.25 gb:C77438 /DB_XREF=gi:2517768 /DB_XREF=C77438 /CLONE=J0031B06 /FEA=EST /CNT=2 /TID=Mm.172116.1 /TIER=ConsEnd /STK=2 /UG=Mm.17211
MOE430_2_1446756_at 0.7 1 A A 0.93 0.93 0.1 NC 0.5 gb:BB420117 /DB_XREF=gi:16423465 /DB_XREF=BB420117 /CLONE=C530020I22 /FEA=EST /CNT=2 /TID=Mm.194721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446759_at 2.8 3.7 A A 0.9 0.69 0.1 NC 0.26 gb:BM199827 /DB_XREF=gi:17752845 /DB_XREF=C0201D03-3 /CLONE=C0201D03 /FEA=EST /CNT=2 /TID=Mm.215420.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446821_at 0.2 0.5 A A 0.95 0.98 0.1 NC 0.09 gb:BG075221 /DB_XREF=gi:12557790 /DB_XREF=H3144G05-3 /CLONE=H3144G05 /FEA=EST /CNT=2 /TID=Mm.103150.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446842_at 8 4.1 A A 0.12 0.63 0.1 NC 0.64 gb:AU022854 /DB_XREF=gi:3393201 /DB_XREF=AU022854 /CLONE=J0421E08 /FEA=EST /CNT=2 /TID=Mm.155157.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446865_at 4.8 5.8 A A 0.17 0.11 0.1 NC 0.41 gb:AU024158 /DB_XREF=gi:3394505 /DB_XREF=AU024158 /CLONE=J0447E10 /FEA=EST /CNT=2 /TID=Mm.173706.1 /TIER=ConsEnd /STK=2 /UG=Mm.1



MOE430_2_1446894_at 14.7 15 A P 0.12 0.03 0.1 NC 0.5 gb:BB117494 /DB_XREF=gi:16261889 /DB_XREF=BB117494 /CLONE=9530061H22 /FEA=EST /CNT=2 /TID=Mm.76706.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446906_at 5.6 7.1 A A 0.19 0.42 0.1 NC 0.44 gb:C81615 /DB_XREF=gi:2521945 /DB_XREF=C81615 /CLONE=J0102D05 /FEA=EST /CNT=2 /TID=Mm.197370.1 /TIER=ConsEnd /STK=2 /UG=Mm.19737
MOE430_2_1446995_at 0.2 0.9 A A 0.91 0.82 0.1 NC 0.54 gb:BG068351 /DB_XREF=gi:12550920 /DB_XREF=H3064E08-3 /CLONE=H3064E08 /FEA=EST /CNT=2 /TID=Mm.195213.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447016_at 0.4 0.5 A A 0.91 0.98 0.1 NC 0.86 gb:BB256507 /DB_XREF=gi:16399641 /DB_XREF=BB256507 /CLONE=A730073O03 /FEA=EST /CNT=2 /TID=Mm.208349.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447031_at 32 25.6 A A 0.14 0.08 0.1 NC 0.5 gb:BG072967 /DB_XREF=gi:12555536 /DB_XREF=H3117A09-3 /CLONE=H3117A09 /FEA=EST /CNT=2 /TID=Mm.197243.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447047_at 8.5 10.5 A P 0.3 0.01 0.1 NC 0.19 gb:AW124751 /DB_XREF=gi:6100281 /DB_XREF=UI-M-BH2.1-aqa-e-05-0-UI.s1 /CLONE=UI-M-BH2.1-aqa-e-05-0-UI /FEA=EST /CNT=2 /TID=Mm.15111
MOE430_2_1447058_at 0.3 0.6 A A 0.96 0.95 0.1 NC 0.42 gb:BB392923 /DB_XREF=gi:16409095 /DB_XREF=BB392923 /CLONE=C230081C12 /FEA=EST /CNT=2 /TID=Mm.132351.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447073_at 4.1 2 A A 0.52 0.24 0.1 NC 0.17 gb:C78997 /DB_XREF=gi:2519327 /DB_XREF=C78997 /CLONE=J0058G08 /FEA=EST /CNT=2 /TID=Mm.172742.1 /TIER=ConsEnd /STK=2 /UG=Mm.17274
MOE430_2_1447107_at 14.7 18.7 A P 0.11 0.03 0.1 NC 0.5 gb:BB756348 /DB_XREF=gi:16185370 /DB_XREF=BB756348 /CLONE=G270073L01 /FEA=EST /CNT=2 /TID=Mm.157417.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447150_at 47.5 50.7 P P 0.005859 0.00415 0.1 NC 0.5 gb:AW107633 /DB_XREF=gi:6078433 /DB_XREF=um22a02.x1 /CLONE=IMAGE:2225258 /FEA=EST /CNT=2 /TID=Mm.218353.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447194_at 2.1 1.4 A A 0.78 0.87 0.1 NC 0.69 gb:AW455404 /DB_XREF=gi:7009139 /DB_XREF=UI-M-BH2.3-aqe-h-07-0-UI.s1 /CLONE=UI-M-BH2.3-aqe-h-07-0-UI /FEA=EST /CNT=2 /TID=Mm.15318
MOE430_2_1447210_at 1.5 1.2 A A 0.53 0.66 0.1 NC 0.5 gb:BB284011 /DB_XREF=gi:8984460 /DB_XREF=BB284011 /CLONE=A930104C15 /FEA=EST /CNT=2 /TID=Mm.125548.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447242_at 16.5 19.1 A A 0.33 0.21 0.1 NC 0.12 gb:BG092767 /DB_XREF=gi:12575330 /DB_XREF=mac18a09.x1 /CLONE=IMAGE:4000025 /FEA=EST /CNT=2 /TID=Mm.183005.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1447254_at 0.5 0.5 A A 0.92 0.96 0.1 NC 0.79 gb:AI561822 /DB_XREF=gi:4513167 /DB_XREF=vv67e08.x1 /CLONE=IMAGE:1227494 /FEA=EST /CNT=2 /TID=Mm.36656.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447270_at 27.8 26.2 P A 0.02 0.14 0.1 NC 0.5 gb:BM124643 /DB_XREF=gi:17108411 /DB_XREF=L0543A01-3 /CLONE=L0543A01 /FEA=EST /CNT=2 /TID=Mm.218086.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447275_at 41 44 P P 0.000244 0.001221 0.1 NC 0.5 gb:AI449447 /DB_XREF=gi:4290067 /DB_XREF=mp94d02.x1 /CLONE=IMAGE:576867 /FEA=EST /CNT=2 /TID=Mm.32171.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447286_at 2 1.4 A A 0.62 0.8 0.1 NC 0.36 gb:BB749559 /DB_XREF=gi:16153795 /DB_XREF=BB749559 /CLONE=G030105A15 /FEA=EST /CNT=2 /TID=Mm.212667.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447299_at 6.7 0.4 A A 0.66 0.66 0.1 NC 0.28 gb:BF321332 /DB_XREF=gi:11270450 /DB_XREF=uz61c10.x1 /CLONE=IMAGE:3673554 /FEA=EST /CNT=2 /TID=Mm.157419.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447318_at 5.8 5.6 A A 0.3 0.5 0.1 NC 0.5 gb:BB260663 /DB_XREF=gi:16399918 /DB_XREF=BB260663 /CLONE=A730095H02 /FEA=EST /CNT=2 /TID=Mm.208388.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447359_at 2.3 3.5 A A 0.72 0.78 0.1 NC 0.87 gb:AI326876 /DB_XREF=gi:4061305 /DB_XREF=mj57b01.x1 /CLONE=IMAGE:480169 /FEA=EST /CNT=2 /TID=Mm.20117.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447360_at 4.1 6 A A 0.72 0.36 0.1 NC 0.3 gb:AW413169 /DB_XREF=gi:6939108 /DB_XREF=uq55c05.x1 /CLONE=IMAGE:2922344 /FEA=EST /CNT=2 /TID=Mm.218654.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447372_at 106.6 89.5 P P 0.000732 0.001221 0.1 NC 0.69 gb:BB811943 /DB_XREF=gi:16984572 /DB_XREF=BB811943 /CLONE=G730012C11 /FEA=EST /CNT=2 /TID=Mm.212548.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447426_at 15 18.2 P M 0.03 0.05 0.1 NC 0.5 gb:BF465664 /DB_XREF=gi:11534847 /DB_XREF=UI-M-CG0p-bqm-c-11-0-UI.s1 /CLONE=UI-M-CG0p-bqm-c-11-0-UI /FEA=EST /CNT=2 /TID=Mm.1564
MOE430_2_1447432_s_ 203.6 214.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI326880 /DB_XREF=gi:4061309 /DB_XREF=mj58a07.x1 /CLONE=IMAGE:480276 /FEA=EST /CNT=2 /TID=Mm.202678.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447450_at 41.9 51 P P 0.03 0.03 0.1 NC 0.11 gb:BB736759 /DB_XREF=gi:16135909 /DB_XREF=BB736759 /CLONE=F430010A15 /FEA=EST /CNT=2 /TID=Mm.211860.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447472_at 1.1 0.5 A A 0.88 0.95 0.1 NC 0.5 gb:BE946737 /DB_XREF=gi:10524496 /DB_XREF=UI-M-BH3-awt-g-08-0-UI.s1 /CLONE=UI-M-BH3-awt-g-08-0-UI /FEA=EST /CNT=2 /TID=Mm.150298.
MOE430_2_1447515_at 0.8 1.3 A A 0.87 0.88 0.1 NC 0.5 gb:BE954996 /DB_XREF=gi:10598088 /DB_XREF=UI-M-BH4-bbk-d-05-0-UI.s1 /CLONE=UI-M-BH4-bbk-d-05-0-UI /FEA=EST /CNT=2 /TID=Mm.150898.
MOE430_2_1447518_at 15.1 14.3 A A 0.12 0.27 0.1 NC 0.4 gb:BG073047 /DB_XREF=gi:12555616 /DB_XREF=H3118A08-3 /CLONE=H3118A08 /FEA=EST /CNT=2 /TID=Mm.214888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447525_at 1.5 0.8 A A 0.56 0.87 0.1 NC 0.79 gb:AW124793 /DB_XREF=gi:6100323 /DB_XREF=UI-M-BH2.1-apk-a-03-0-UI.s1 /CLONE=UI-M-BH2.1-apk-a-03-0-UI /FEA=EST /CNT=2 /TID=Mm.76784
MOE430_2_1447526_at 14.8 20.9 A A 0.17 0.09 0.1 NC 0.46 gb:C79489 /DB_XREF=gi:2519819 /DB_XREF=C79489 /CLONE=J0067A07 /FEA=EST /CNT=2 /TID=Mm.154737.1 /TIER=ConsEnd /STK=2 /UG=Mm.15473
MOE430_2_1447546_s_ 18.3 21.7 P A 0.01 0.06 0.1 NC 0.5 gb:BB209820 /DB_XREF=gi:8874773 /DB_XREF=BB209820 /CLONE=A430094F17 /FEA=EST /CNT=2 /TID=Mm.122908.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447548_at 2.6 7.7 A A 0.3 0.39 0.1 NC 0.5 gb:AV330734 /DB_XREF=gi:6370786 /DB_XREF=AV330734 /CLONE=6330516J08 /FEA=EST /CNT=2 /TID=Mm.92309.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447563_at 1 1.8 A A 0.88 0.87 0.1 NC 0.31 gb:AV169767 /DB_XREF=gi:5376204 /DB_XREF=AV169767 /CLONE=3110089A15 /FEA=EST /CNT=2 /TID=Mm.168422.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447594_at 12.1 10.4 A A 0.3 0.11 0.1 NC 0.16 gb:AV050083 /DB_XREF=gi:5135855 /DB_XREF=AV050083 /CLONE=1810012K16 /FEA=EST /CNT=2 /TID=Mm.46108.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447654_at 1.9 2 A A 0.69 0.87 0.1 NC 0.86 gb:BE983573 /DB_XREF=gi:10654893 /DB_XREF=UI-M-CG0p-bgi-c-07-0-UI.s1 /CLONE=UI-M-CG0p-bgi-c-07-0-UI /FEA=EST /CNT=2 /TID=Mm.151407
MOE430_2_1447698_x_ 0.5 0.2 A A 0.91 0.93 0.1 NC 0.5 gb:AV094016 /DB_XREF=gi:5241564 /DB_XREF=AV094016 /CLONE=2400007M11 /FEA=EST /CNT=2 /TID=Mm.46485.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447699_at 5.2 3.9 A A 0.75 0.5 0.1 NC 0.03 gb:BB193866 /DB_XREF=gi:8854485 /DB_XREF=BB193866 /CLONE=A330079J11 /FEA=EST /CNT=2 /TID=Mm.126923.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447709_at 0.7 2 A A 0.69 0.56 0.1 NC 0.39 gb:BB000243 /DB_XREF=gi:7840171 /DB_XREF=BB000243 /CLONE=2410029D17 /FEA=EST /CNT=2 /TID=Mm.64531.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447713_at 5.9 3.6 A A 0.33 0.39 0.1 NC 0.33 gb:AV209969 /DB_XREF=gi:6150622 /DB_XREF=AV209969 /CLONE=1700122E05 /FEA=EST /CNT=2 /TID=Mm.177883.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447728_x_ 57.3 66.8 P P 0.03 0.03 0.1 NC 0.45 gb:BB718260 /DB_XREF=gi:16099833 /DB_XREF=BB718260 /CLONE=C730014E20 /FEA=EST /CNT=2 /TID=Mm.209098.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447739_x_ 77.9 100.5 P P 0.01 0.005859 0.1 NC 0.28 gb:AV294746 /DB_XREF=gi:6326763 /DB_XREF=AV294746 /CLONE=5630400P22 /FEA=EST /CNT=2 /TID=Mm.68339.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447748_x_ 0.9 0.8 A A 0.94 0.87 0.1 NC 0.21 gb:BB244838 /DB_XREF=gi:8937584 /DB_XREF=BB244838 /CLONE=A730004O19 /FEA=EST /CNT=2 /TID=Mm.165161.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447752_x_ 93.7 82.1 P P 0.000244 0.000732 0.1 NC 0.5 gb:AV127994 /DB_XREF=gi:5314228 /DB_XREF=AV127994 /CLONE=2700053C10 /FEA=EST /CNT=2 /TID=Mm.180069.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447774_x_ 6.5 8.8 A A 0.11 0.12 0.1 NC 0.57 gb:AV332575 /DB_XREF=gi:6372627 /DB_XREF=AV332575 /CLONE=6330535J11 /FEA=EST /CNT=2 /TID=Mm.66410.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447775_x_ 99.5 63.3 P P 0.00293 0.008057 0.1 NC 0.5 gb:BB278135 /DB_XREF=gi:8975157 /DB_XREF=BB278135 /CLONE=A930009I15 /FEA=EST /CNT=2 /TID=Mm.161373.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447780_x_ 295.4 344.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:AV097965 /DB_XREF=gi:5245513 /DB_XREF=AV097965 /CLONE=2410039K03 /FEA=EST /CNT=2 /TID=Mm.176854.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447788_s_ 0.9 0.4 A A 0.6 0.87 0.1 NC 0.5 gb:BB308532 /DB_XREF=gi:9009237 /DB_XREF=BB308532 /CLONE=B230304I04 /FEA=EST /CNT=2 /TID=Mm.125632.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447790_at 20.7 24.5 P P 0.03 0.02 0.1 NC 0.44 gb:AV366433 /DB_XREF=gi:6414080 /DB_XREF=AV366433 /CLONE=8430419M06 /FEA=EST /CNT=2 /TID=Mm.181863.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447794_x_ 0.2 0.2 A A 0.91 0.97 0.1 NC 0.49 gb:AV209062 /DB_XREF=gi:6149906 /DB_XREF=AV209062 /CLONE=1700112K06 /FEA=EST /CNT=2 /TID=Mm.179198.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447801_x_ 18.2 17.6 P P 0.008057 0.03 0.1 NC 0.5 gb:AV233579 /DB_XREF=gi:6186093 /DB_XREF=AV233579 /CLONE=4632425N01 /FEA=EST /CNT=2 /TID=Mm.180078.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447804_x_ 25.9 23.7 P A 0.008057 0.11 0.1 NC 0.5 gb:BB148456 /DB_XREF=gi:8803393 /DB_XREF=BB148456 /CLONE=9930110B09 /FEA=EST /CNT=2 /TID=Mm.117185.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447827_x_ 30.1 67.3 P P 0.00415 0.008057 0.1 NC 0.5 gb:AV353779 /DB_XREF=gi:6394836 /DB_XREF=AV353779 /CLONE=7120413C22 /FEA=EST /CNT=2 /TID=Mm.87642.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447860_x_ 245.8 242 P P 0.01 0.008057 0.1 NC 0.5 gb:BB235941 /DB_XREF=gi:8917875 /DB_XREF=BB235941 /CLONE=A630056I23 /FEA=EST /CNT=2 /TID=Mm.200210.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447863_s_ 54.8 60.5 P M 0.04 0.05 0.1 NC 0.37 gb:BB322941 /DB_XREF=gi:9031255 /DB_XREF=BB322941 /CLONE=B330020N18 /FEA=EST /CNT=2 /TID=Mm.149186.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447867_x_ 1.4 0.8 A A 0.9 0.97 0.1 NC 0.5 gb:BB025510 /DB_XREF=gi:8200415 /DB_XREF=BB025510 /CLONE=5330428N07 /FEA=EST /CNT=2 /TID=Mm.165699.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447907_x_ 2.8 0.7 A A 0.78 0.95 0.1 NC 0.76 gb:BB247294 /DB_XREF=gi:8940040 /DB_XREF=BB247294 /CLONE=A730018G18 /FEA=EST /CNT=2 /TID=Mm.124665.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447912_x_ 2.8 3.1 A A 0.91 0.82 0.1 NC 0.5 gb:BB374633 /DB_XREF=gi:9087445 /DB_XREF=BB374633 /CLONE=C130075P07 /FEA=EST /CNT=2 /TID=Mm.125389.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447925_at 7.6 8.8 A A 0.21 0.12 0.1 NC 0.37 gb:BE456338 /DB_XREF=gi:9477312 /DB_XREF=ut05d09.x1 /CLONE=IMAGE:3326993 /FEA=EST /CNT=32 /TID=Mm.132885.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1447927_at 37.4 34.9 P P 0.01 0.03 0.1 NC 0.5 gb:BG092512 /DB_XREF=gi:12575075 /DB_XREF=mac12d03.x1 /CLONE=IMAGE:3999413 /FEA=EST /CNT=23 /TID=Mm.200270.1 /TIER=ConsEnd /STK=1
MOE430_2_1447933_at 3.7 3.1 A A 0.84 0.8 0.1 NC 0.86 gb:AI413918 /DB_XREF=gi:4257422 /DB_XREF=mf34h10.x1 /CLONE=IMAGE:407011 /FEA=EST /CNT=19 /TID=Mm.27247.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1447939_a_ 1.6 6.9 A A 0.69 0.33 0.1 NC 0.28 gb:AV279792 /DB_XREF=gi:16391321 /DB_XREF=AV279792 /CLONE=4933409K07 /FEA=EST /CNT=15 /TID=Mm.41016.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447954_at 0.3 0.4 A A 0.99 0.91 0.1 NC 0.5 gb:BB484412 /DB_XREF=gi:16441147 /DB_XREF=BB484412 /CLONE=D430025H09 /FEA=EST /CNT=7 /TID=Mm.82630.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447960_at 0.5 0.9 A A 0.55 0.78 0.1 NC 0.28 gb:AI661648 /DB_XREF=gi:4765231 /DB_XREF=vb14g10.x1 /CLONE=IMAGE:748962 /FEA=EST /CNT=6 /TID=Mm.37258.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448007_at 10.7 14.8 A A 0.24 0.19 0.1 NC 0.5 gb:BE847301 /DB_XREF=gi:10305640 /DB_XREF=uw25b12.y1 /CLONE=IMAGE:3417695 /FEA=EST /CNT=24 /TID=Mm.73959.3 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448023_at 14.1 9.7 P A 0.001953 0.08 0.1 NC 0.5 gb:BB662566 /DB_XREF=gi:16496320 /DB_XREF=BB662566 /CLONE=D930008F12 /FEA=EST /CNT=10 /TID=Mm.101990.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448038_at 78.2 100.1 P P 0.008057 0.005859 0.1 NC 0.22 gb:AI595379 /DB_XREF=gi:4604427 /DB_XREF=ve24c08.x1 /CLONE=IMAGE:819086 /FEA=EST /CNT=8 /TID=Mm.23501.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448041_at 2.1 1.9 A A 0.85 0.93 0.1 NC 0.55 gb:BG076521 /DB_XREF=gi:12559013 /DB_XREF=H3001B12-5 /CLONE=H3001B12 /FEA=EST /CNT=8 /TID=Mm.24461.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448046_at 22.1 22.2 P P 0.01 0.00415 0.1 NC 0.5 gb:AA217054 /DB_XREF=gi:1826038 /DB_XREF=mu86h07.r1 /CLONE=IMAGE:652477 /FEA=EST /CNT=8 /TID=Mm.24162.3 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448070_at 2.1 1.8 A A 0.82 0.82 0.1 NC 0.25 gb:AI592772 /DB_XREF=gi:4601820 /DB_XREF=mt67a02.y1 /CLONE=IMAGE:634922 /FEA=EST /CNT=4 /TID=Mm.1084.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448114_a_ 347.9 466.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008307.1 /DB_XREF=gi:6680314 /GEN=Htf9c /FEA=FLmRNA /CNT=224 /TID=Mm.5128.1 /TIER=FL+Stack /STK=201 /UG=Mm.5128 /LL=15547 /DE
MOE430_2_1448129_at 1777.6 1737 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026369.1 /DB_XREF=gi:13385865 /GEN=Arpc5 /FEA=FLmRNA /CNT=442 /TID=Mm.29864.1 /TIER=FL+Stack /STK=186 /UG=Mm.29864 /LL=67771
MOE430_2_1448132_at 186.2 180.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_031196.1 /DB_XREF=gi:13654259 /GEN=Slc19a1 /FEA=FLmRNA /CNT=231 /TID=Mm.2620.1 /TIER=FL+Stack /STK=184 /UG=Mm.2620 /LL=20509 
MOE430_2_1448139_at 0.6 0.6 A A 0.9 0.93 0.1 NC 0.37 gb:NM_133241.1 /DB_XREF=gi:18875409 /GEN=Kiaa0027-hp /FEA=FLmRNA /CNT=192 /TID=Mm.32780.1 /TIER=FL+Stack /STK=172 /UG=Mm.32780 /LL=
MOE430_2_1448170_at 36.4 48.2 P P 0.001221 0.005859 0.1 NC 0.5 gb:NM_009174.1 /DB_XREF=gi:6677950 /GEN=Siah2 /FEA=FLmRNA /CNT=241 /TID=Mm.2847.1 /TIER=FL+Stack /STK=148 /UG=Mm.2847 /LL=20439 /DE
MOE430_2_1448178_a_ 2455.9 2518.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009836.1 /DB_XREF=gi:6753319 /GEN=Cct3 /FEA=FLmRNA /CNT=370 /TID=Mm.3576.1 /TIER=FL+Stack /STK=143 /UG=Mm.3576 /LL=12462 /DE
MOE430_2_1448181_at 1.2 4.5 A A 0.82 0.75 0.1 NC 0.15 gb:BC013486.1 /DB_XREF=gi:15488676 /FEA=FLmRNA /CNT=189 /TID=Mm.41389.1 /TIER=FL+Stack /STK=141 /UG=Mm.41389 /LL=66277 /UG_GENE=K
MOE430_2_1448230_at 357 403.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009462.1 /DB_XREF=gi:6678492 /GEN=Uchrp /FEA=FLmRNA /CNT=215 /TID=Mm.4355.1 /TIER=FL+Stack /STK=124 /UG=Mm.4355 /LL=22224 /D
MOE430_2_1448248_at 617.8 610.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE372266 /DB_XREF=gi:9317629 /DB_XREF=601223585F1 /CLONE=IMAGE:3582045 /FEA=FLmRNA /CNT=507 /TID=Mm.22073.1 /TIER=Stack /STK=2
MOE430_2_1448258_a_ 4681.1 4976.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026911.1 /DB_XREF=gi:16975491 /GEN=1810004F21Rik /FEA=FLmRNA /CNT=218 /TID=Mm.28852.1 /TIER=FL+Stack /STK=111 /UG=Mm.28852 /L
MOE430_2_1448262_at 2088.2 2180.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_011970.1 /DB_XREF=gi:6755199 /GEN=Psmb2 /FEA=FLmRNA /CNT=195 /TID=Mm.22233.1 /TIER=FL+Stack /STK=110 /UG=Mm.22233 /LL=26445 
MOE430_2_1448283_a_ 1019 1026.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_016682.1 /DB_XREF=gi:7709985 /GEN=Uble1b /FEA=FLmRNA /CNT=221 /TID=Mm.27560.1 /TIER=FL+Stack /STK=102 /UG=Mm.27560 /LL=50995 
MOE430_2_1448295_at 812.4 853.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_138596.1 /DB_XREF=gi:20070409 /GEN=D13Wsu50e /FEA=FLmRNA /CNT=166 /TID=Mm.2895.1 /TIER=FL+Stack /STK=100 /UG=Mm.2895 /LL=28
MOE430_2_1448315_a_ 444.5 455.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133705.1 /DB_XREF=gi:19526877 /GEN=1810018M05Rik /FEA=FLmRNA /CNT=185 /TID=Mm.29379.1 /TIER=FL+Stack /STK=93 /UG=Mm.29379 /L
MOE430_2_1448317_at 450.1 468.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025480.1 /DB_XREF=gi:13384899 /GEN=2810021O14Rik /FEA=FLmRNA /CNT=132 /TID=Mm.26765.1 /TIER=FL+Stack /STK=93 /UG=Mm.26765 /L
MOE430_2_1448319_at 1242.9 1269.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009658.1 /DB_XREF=gi:6753037 /GEN=Akr1b3 /FEA=FLmRNA /CNT=197 /TID=Mm.451.1 /TIER=FL+Stack /STK=92 /UG=Mm.451 /LL=11677 /DEF
MOE430_2_1448341_a_ 3.3 6.2 A A 0.43 0.43 0.1 NC 0.45 gb:BC008102.1 /DB_XREF=gi:14198070 /FEA=FLmRNA /CNT=130 /TID=Mm.7247.1 /TIER=FL+Stack /STK=89 /UG=Mm.7247 /LL=20911 /UG_GENE=Stxbp
MOE430_2_1448346_at 2064.3 2277 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007687.1 /DB_XREF=gi:6680923 /GEN=Cfl1 /FEA=FLmRNA /CNT=216 /TID=Mm.4024.1 /TIER=FL+Stack /STK=87 /UG=Mm.4024 /LL=12631 /DEF=
MOE430_2_1448365_at 333.1 332.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025568.1 /DB_XREF=gi:13385007 /GEN=2610002K22Rik /FEA=FLmRNA /CNT=114 /TID=Mm.41562.1 /TIER=FL+Stack /STK=86 /UG=Mm.41562 /L
MOE430_2_1448379_at 139.9 127 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_133931.1 /DB_XREF=gi:19527149 /GEN=AI851169 /FEA=FLmRNA /CNT=109 /TID=Mm.131634.1 /TIER=FL+Stack /STK=84 /UG=Mm.131634 /LL=1
MOE430_2_1448389_at 103.9 127.3 P P 0.001953 0.000732 0.1 NC 0.5 gb:AV095579 /DB_XREF=gi:16381698 /DB_XREF=AV095579 /CLONE=2410008O07 /FEA=FLmRNA /CNT=179 /TID=Mm.28265.1 /TIER=Stack /STK=12 /U
MOE430_2_1448405_a_ 3737.2 3945.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025613.1 /DB_XREF=gi:13385067 /GEN=ORF12 /FEA=FLmRNA /CNT=173 /TID=Mm.44244.1 /TIER=FL+Stack /STK=78 /UG=Mm.44244 /LL=58521 
MOE430_2_1448407_at 19 16.2 A A 0.33 0.3 0.1 NC 0.29 gb:BC003967.1 /DB_XREF=gi:13278279 /FEA=FLmRNA /CNT=193 /TID=Mm.33926.1 /TIER=FL+Stack /STK=78 /UG=Mm.33926 /LL=74048 /UG_GENE=463
MOE430_2_1448422_at 1219.9 1329.3 P P 0.000244 0.000244 0.1 NC 0.48 gb:NM_134020.1 /DB_XREF=gi:19527235 /GEN=1110014L17Rik /FEA=FLmRNA /CNT=210 /TID=Mm.30103.1 /TIER=FL+Stack /STK=75 /UG=Mm.30103 /LL
MOE430_2_1448440_x_ 252.6 247.6 P P 0.000244 0.000244 0.1 NC 0.45 gb:AV307337 /DB_XREF=gi:6339851 /DB_XREF=AV307337 /CLONE=5730552C17 /FEA=FLmRNA /CNT=150 /TID=Mm.29925.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1448450_at 531.7 525.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC008610.1 /DB_XREF=gi:14250356 /FEA=FLmRNA /CNT=171 /TID=Mm.29460.1 /TIER=FL+Stack /STK=72 /UG=Mm.29460 /LL=11637 /UG_GENE=Ak
MOE430_2_1448463_at 594.8 715 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025762.1 /DB_XREF=gi:20270195 /GEN=4933434E20Rik /FEA=FLmRNA /CNT=99 /TID=Mm.21451.1 /TIER=FL+Stack /STK=69 /UG=Mm.21451 /LL
MOE430_2_1448471_a_ 20.6 20.7 P P 0.01 0.001953 0.1 NC 0.3 gb:NM_007796.1 /DB_XREF=gi:6681076 /GEN=Ctla2a /FEA=FLmRNA /CNT=119 /TID=Mm.30144.1 /TIER=FL+Stack /STK=68 /UG=Mm.30144 /LL=13024 /
MOE430_2_1448472_at 465.2 558.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF087680.1 /DB_XREF=gi:4590329 /GEN=G7a /FEA=FLmRNA /CNT=172 /TID=Mm.28420.1 /TIER=FL+Stack /STK=68 /UG=Mm.28420 /LL=22321 /DEF
MOE430_2_1448476_at 680.4 756.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008672.1 /DB_XREF=gi:6679011 /GEN=Nap1l4 /FEA=FLmRNA /CNT=135 /TID=Mm.2831.1 /TIER=FL+Stack /STK=68 /UG=Mm.2831 /LL=17955 /DE
MOE430_2_1448488_at 170.6 184 P P 0.00415 0.00293 0.1 NC 0.5 gb:BC021947.1 /DB_XREF=gi:18314678 /FEA=FLmRNA /CNT=110 /TID=Mm.41682.1 /TIER=FL+Stack /STK=67 /UG=Mm.41682 /LL=77721 /UG_GENE=Mr
MOE430_2_1448547_at 65.7 77.9 P P 0.00415 0.001953 0.1 NC 0.49 gb:BB703307 /DB_XREF=gi:16052142 /DB_XREF=BB703307 /CLONE=7420450N11 /FEA=FLmRNA /CNT=145 /TID=Mm.41265.1 /TIER=Stack /STK=10 /U
MOE430_2_1448549_a_ 253.6 286.1 P P 0.00293 0.00415 0.1 NC 0.5 gb:NM_007875.1 /DB_XREF=gi:6681214 /GEN=Dpagt2 /FEA=FLmRNA /CNT=101 /TID=Mm.18353.1 /TIER=FL+Stack /STK=60 /UG=Mm.18353 /LL=13478 /
MOE430_2_1448552_s_ 56.9 66.3 P P 0.000732 0.000244 0.1 NC 0.5 gb:NM_025864.1 /DB_XREF=gi:13385347 /GEN=2310028N02Rik /FEA=FLmRNA /CNT=166 /TID=Mm.24123.1 /TIER=FL+Stack /STK=59 /UG=Mm.24123 /L
MOE430_2_1448553_at 2.1 5.6 A A 0.96 0.97 0.1 NC 0.5 gb:NM_080728.1 /DB_XREF=gi:18859640 /GEN=Myh7 /FEA=FLmRNA /CNT=120 /TID=Mm.155714.1 /TIER=FL+Stack /STK=59 /UG=Mm.155714 /LL=14078
MOE430_2_1448580_at 383.7 404.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG074127 /DB_XREF=gi:12556696 /DB_XREF=H3131B11-3 /CLONE=H3131B11 /FEA=FLmRNA /CNT=216 /TID=Mm.488.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1448585_at 406.2 404.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_010364.1 /DB_XREF=gi:6754093 /GEN=Gtf2h4 /FEA=FLmRNA /CNT=102 /TID=Mm.10182.1 /TIER=FL+Stack /STK=57 /UG=Mm.10182 /LL=14885 /
MOE430_2_1448593_at 170.2 163.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF100777.1 /DB_XREF=gi:4028576 /GEN=Wisp1 /FEA=FLmRNA /CNT=99 /TID=Mm.10222.1 /TIER=FL+Stack /STK=56 /UG=Mm.10222 /LL=22402 /DE
MOE430_2_1448654_at 408.4 442.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI872421 /DB_XREF=gi:16046096 /DB_XREF=603397088F1 /CLONE=IMAGE:5400836 /FEA=FLmRNA /CNT=125 /TID=Mm.28023.1 /TIER=Stack /STK=
MOE430_2_1448663_s_ 112.2 140 P P 0.000732 0.000244 0.1 NC 0.1 gb:NM_138656.1 /DB_XREF=gi:20149735 /GEN=Mvd /FEA=FLmRNA /CNT=93 /TID=Mm.28146.1 /TIER=FL+Stack /STK=49 /UG=Mm.28146 /LL=192156 /D
MOE430_2_1448679_at 211.8 239.8 P P 0.001221 0.000732 0.1 NC 0.5 gb:NM_010489.1 /DB_XREF=gi:6754267 /GEN=Hyal2 /FEA=FLmRNA /CNT=87 /TID=Mm.4834.1 /TIER=FL+Stack /STK=48 /UG=Mm.4834 /LL=15587 /DEF
MOE430_2_1448681_at 2.2 2.7 A A 0.88 0.9 0.1 NC 0.5 gb:NM_133836.1 /DB_XREF=gi:19745159 /GEN=Il15ra /FEA=FLmRNA /CNT=61 /TID=Mm.200196.1 /TIER=FL+Stack /STK=48 /UG=Mm.200196 /LL=16169 
MOE430_2_1448711_at 690.1 726.6 P P 0.001953 0.001221 0.1 NC 0.5 gb:NM_019434.1 /DB_XREF=gi:11225269 /GEN=Mcm3ap /FEA=FLmRNA /CNT=84 /TID=Mm.30098.1 /TIER=FL+Stack /STK=45 /UG=Mm.30098 /LL=54387
MOE430_2_1448731_at 0.5 0.8 A A 0.98 0.97 0.1 NC 0.57 gb:NM_008348.1 /DB_XREF=gi:6680388 /GEN=Il10ra /FEA=FLmRNA /CNT=51 /TID=Mm.26658.1 /TIER=FL+Stack /STK=44 /UG=Mm.26658 /LL=16154 /DE
MOE430_2_1448740_at 233 263.6 P P 0.000244 0.000244 0.1 NC 0.4 gb:NM_021329.1 /DB_XREF=gi:10946639 /GEN=Rangnrf-pending /FEA=FLmRNA /CNT=83 /TID=Mm.143774.1 /TIER=FL+Stack /STK=43 /UG=Mm.143774 /
MOE430_2_1448751_at 105 123.7 P P 0.01 0.01 0.1 NC 0.42 gb:BC027301.1 /DB_XREF=gi:20073159 /FEA=FLmRNA /CNT=94 /TID=Mm.10647.1 /TIER=FL+Stack /STK=18 /UG=Mm.10647 /LL=64933 /UG_GENE=Ap3
MOE430_2_1448759_at 0.7 0.6 A A 0.9 0.93 0.1 NC 0.54 gb:NM_008368.3 /DB_XREF=gi:14195581 /GEN=Il2rb /FEA=FLmRNA /CNT=55 /TID=Mm.931.1 /TIER=FL+Stack /STK=42 /UG=Mm.931 /LL=16185 /DEF=M
MOE430_2_1448778_at 766.8 796.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_020587.1 /DB_XREF=gi:10181125 /GEN=Sfrs4 /FEA=FLmRNA /CNT=101 /TID=Mm.2478.1 /TIER=FL+Stack /STK=40 /UG=Mm.2478 /LL=57317 /DE
MOE430_2_1448782_at 56.3 65.7 A P 0.11 0.03 0.1 NC 0.5 gb:NM_134105.1 /DB_XREF=gi:19527335 /GEN=AI427833 /FEA=FLmRNA /CNT=62 /TID=Mm.219511.1 /TIER=FL+Stack /STK=40 /UG=Mm.219511 /LL=10
MOE430_2_1448795_a_ 168.5 167.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_134011.1 /DB_XREF=gi:20589520 /GEN=Cpr2-pending /FEA=FLmRNA /CNT=145 /TID=Mm.196027.1 /TIER=FL+Stack /STK=39 /UG=Mm.196027 /L
MOE430_2_1448796_s_ 122.3 108.6 P P 0.005859 0.01 0.1 NC 0.25 gb:BB768873 /DB_XREF=gi:16211415 /DB_XREF=BB768873 /CLONE=G370090A09 /FEA=FLmRNA /CNT=145 /TID=Mm.196027.1 /TIER=Stack /STK=40 /
MOE430_2_1448824_at 432.4 482.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019586.1 /DB_XREF=gi:9625020 /GEN=Ncube1-pending /FEA=FLmRNA /CNT=180 /TID=Mm.32920.1 /TIER=FL+Stack /STK=37 /UG=Mm.32920 /LL
MOE430_2_1448838_at 539.2 714.4 P P 0.000244 0.000244 0.1 NC 0.23 gb:NM_134097.1 /DB_XREF=gi:19527327 /GEN=AW105885 /FEA=FLmRNA /CNT=125 /TID=Mm.39006.1 /TIER=FL+Stack /STK=37 /UG=Mm.39006 /LL=10
MOE430_2_1448847_at 17.3 12.5 P P 0.00415 0.01 0.1 NC 0.5 gb:BF139489 /DB_XREF=gi:10978529 /DB_XREF=601785479F1 /CLONE=IMAGE:4013395 /FEA=FLmRNA /CNT=232 /TID=Mm.4962.1 /TIER=ConsEnd /ST
MOE430_2_1448852_at 7.3 12.1 A A 0.63 0.27 0.1 NC 0.21 gb:NM_009060.1 /DB_XREF=gi:6677738 /GEN=Rgn /FEA=FLmRNA /CNT=97 /TID=Mm.2118.1 /TIER=FL+Stack /STK=35 /UG=Mm.2118 /LL=19733 /DEF=M
MOE430_2_1448858_at 135.6 158.4 P P 0.001953 0.001221 0.1 NC 0.5 gb:NM_013881.1 /DB_XREF=gi:7305610 /GEN=Ulk2 /FEA=FLmRNA /CNT=127 /TID=Mm.27664.1 /TIER=FL+Stack /STK=17 /UG=Mm.27664 /LL=29869 /DE
MOE430_2_1448860_at 10.2 8.9 A A 0.24 0.36 0.1 NC 0.5 gb:NM_080726.1 /DB_XREF=gi:18141556 /GEN=Rem2 /FEA=FLmRNA /CNT=50 /TID=Mm.38422.1 /TIER=FL+Stack /STK=35 /UG=Mm.38422 /LL=140743 /
MOE430_2_1448879_at 1947.9 2090.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE917478 /DB_XREF=gi:10419143 /DB_XREF=601664380F1 /CLONE=IMAGE:3964651 /FEA=FLmRNA /CNT=403 /TID=Mm.3074.1 /TIER=Stack /STK=7
MOE430_2_1448887_x_ 655.1 627.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019502.1 /DB_XREF=gi:9507186 /GEN=Fxc1 /FEA=FLmRNA /CNT=70 /TID=Mm.4050.1 /TIER=FL+Stack /STK=33 /UG=Mm.4050 /LL=14356 /DEF=
MOE430_2_1448888_at 155.9 184.8 P P 0.000732 0.000244 0.1 NC 0.18 gb:NM_023200.1 /DB_XREF=gi:12963568 /GEN=Ppp1r7 /FEA=FLmRNA /CNT=116 /TID=Mm.88704.1 /TIER=FL+Stack /STK=9 /UG=Mm.88704 /LL=66385 /
MOE430_2_1448909_a_ 1218.9 1338.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_017404.1 /DB_XREF=gi:8393020 /GEN=Mrpl39 /FEA=FLmRNA /CNT=74 /TID=Mm.103655.1 /TIER=FL+Stack /STK=32 /UG=Mm.103655 /LL=27393 
MOE430_2_1448921_a_ 252.4 263.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC022587.1 /DB_XREF=gi:18490430 /FEA=FLmRNA /CNT=57 /TID=Mm.38503.1 /TIER=FL+Stack /STK=31 /UG=Mm.38503 /LL=69527 /UG_GENE=2310
MOE430_2_1448928_at 199.4 239.7 P P 0.001953 0.000732 0.1 NC 0.5 gb:NM_010413.2 /DB_XREF=gi:6996925 /GEN=Hdac6 /FEA=FLmRNA /CNT=75 /TID=Mm.29854.1 /TIER=FL+Stack /STK=31 /UG=Mm.29854 /LL=15185 /D
MOE430_2_1448930_at 39.1 50.2 P P 0.03 0.03 0.1 NC 0.5 gb:NM_026543.1 /DB_XREF=gi:13386047 /GEN=3010026O09Rik /FEA=FLmRNA /CNT=47 /TID=Mm.41784.1 /TIER=FL+Stack /STK=31 /UG=Mm.41784 /LL
MOE430_2_1448933_at 108.6 114.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_053142.1 /DB_XREF=gi:18087794 /GEN=Pcdhb17 /FEA=FLmRNA /CNT=42 /TID=Mm.87553.1 /TIER=FL+Stack /STK=31 /UG=Mm.87553 /LL=93888
MOE430_2_1448944_at 214.7 236.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK011144.1 /DB_XREF=gi:12847078 /FEA=FLmRNA /CNT=224 /TID=Mm.27448.1 /TIER=Stack /STK=20 /UG=Mm.27448 /LL=18186 /UG_GENE=Nrp /U
MOE430_2_1448947_at 405.7 510.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_025615.1 /DB_XREF=gi:13385069 /GEN=2810004N23Rik /FEA=FLmRNA /CNT=67 /TID=Mm.24141.1 /TIER=FL+Stack /STK=30 /UG=Mm.24141 /LL
MOE430_2_1448983_at 0.9 1.1 A A 0.99 0.99 0.1 NC 0.22 gb:NM_025496.1 /DB_XREF=gi:13384919 /GEN=1700019I23Rik /FEA=FLmRNA /CNT=36 /TID=Mm.46166.1 /TIER=FL+Stack /STK=29 /UG=Mm.46166 /LL=
MOE430_2_1448993_at 699.3 804 P P 0.000244 0.000244 0.1 NC 0.33 gb:BC010809.1 /DB_XREF=gi:14789860 /FEA=FLmRNA /CNT=72 /TID=Mm.41775.1 /TIER=FL+Stack /STK=28 /UG=Mm.41775 /LL=67841 /UG_GENE=2610
MOE430_2_1448999_at 269.7 266 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV226526 /DB_XREF=gi:16385341 /DB_XREF=AV226526 /CLONE=4021401A16 /FEA=FLmRNA /CNT=120 /TID=Mm.29090.1 /TIER=Stack /STK=48 /U
MOE430_2_1449002_at 2357.1 2526.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_013750.1 /DB_XREF=gi:7305376 /GEN=Phlda3 /FEA=FLmRNA /CNT=99 /TID=Mm.34346.1 /TIER=FL+Stack /STK=27 /UG=Mm.34346 /LL=27280 /D
MOE430_2_1449004_at 209.6 217 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_023331.1 /DB_XREF=gi:12963642 /GEN=3110052F15Rik /FEA=FLmRNA /CNT=61 /TID=Mm.23880.1 /TIER=FL+Stack /STK=27 /UG=Mm.23880 /LL=
MOE430_2_1449015_at 1.7 1.7 A A 0.85 0.95 0.1 NC 0.48 gb:NM_020509.1 /DB_XREF=gi:10048445 /GEN=Retnla /FEA=FLmRNA /CNT=30 /TID=Mm.33772.1 /TIER=FL+Stack /STK=27 /UG=Mm.33772 /LL=57262 /
MOE430_2_1449020_at 1378.6 1584.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_023564.1 /DB_XREF=gi:12963734 /GEN=Plscr3 /FEA=FLmRNA /CNT=72 /TID=Mm.41913.1 /TIER=FL+Stack /STK=26 /UG=Mm.41913 /LL=70310 /
MOE430_2_1449032_at 8.3 9.1 A A 0.3 0.24 0.1 NC 0.5 gb:NM_019991.1 /DB_XREF=gi:9910513 /GEN=Prlpm /FEA=FLmRNA /CNT=33 /TID=Mm.23585.1 /TIER=FL+Stack /STK=26 /UG=Mm.23585 /LL=56635 /D
MOE430_2_1449051_at 1.9 2 A A 0.88 0.9 0.1 NC 0.5 gb:BC016892.1 /DB_XREF=gi:16877261 /FEA=FLmRNA /CNT=39 /TID=Mm.1373.1 /TIER=FL+Stack /STK=25 /UG=Mm.1373 /LL=19013 /UG_GENE=Ppara 
MOE430_2_1449066_a_ 278.8 300.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_017402.1 /DB_XREF=gi:8393893 /GEN=Arhgef7 /FEA=FLmRNA /CNT=63 /TID=Mm.3439.1 /TIER=FL+Stack /STK=24 /UG=Mm.3439 /LL=54126 /DE
MOE430_2_1449077_at 4 4.8 A A 0.72 0.53 0.1 NC 0.39 gb:NM_133245.1 /DB_XREF=gi:18875417 /GEN=Eraf /FEA=FLmRNA /CNT=47 /TID=Mm.218857.1 /TIER=FL+Stack /STK=23 /UG=Mm.218857 /LL=170812 
MOE430_2_1449092_at 107.3 111.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_016910.1 /DB_XREF=gi:8394014 /GEN=Ppm1d /FEA=FLmRNA /CNT=47 /TID=Mm.45609.1 /TIER=FL+Stack /STK=23 /UG=Mm.45609 /LL=53892 /D
MOE430_2_1449137_at 1134.4 1081.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008810.1 /DB_XREF=gi:6679260 /GEN=Pdha1 /FEA=FLmRNA /CNT=422 /TID=Mm.34775.1 /TIER=FL+Stack /STK=21 /UG=Mm.34775 /LL=18597 /
MOE430_2_1449156_at 1.7 2 A A 0.88 0.85 0.1 NC 0.5 gb:NM_008534.1 /DB_XREF=gi:6678755 /GEN=Ly9 /FEA=FLmRNA /CNT=40 /TID=Mm.560.1 /TIER=FL+Stack /STK=21 /UG=Mm.560 /LL=17085 /DEF=Mus
MOE430_2_1449166_at 2.1 1.4 A A 0.69 0.87 0.1 NC 0.5 gb:NM_025393.1 /DB_XREF=gi:13384775 /GEN=1110013O05Rik /FEA=FLmRNA /CNT=40 /TID=Mm.24006.1 /TIER=FL+Stack /STK=20 /UG=Mm.24006 /LL
MOE430_2_1449167_at 5.9 7.7 A A 0.53 0.56 0.1 NC 0.26 gb:NM_013512.1 /DB_XREF=gi:7305032 /GEN=Epb4.1l4a /FEA=FLmRNA /CNT=55 /TID=Mm.3465.1 /TIER=FL+Stack /STK=20 /UG=Mm.3465 /LL=13824 /D
MOE430_2_1449175_at 4 3.8 A A 0.3 0.53 0.1 NC 0.53 gb:NM_008152.1 /DB_XREF=gi:6680062 /GEN=Gpcr25 /FEA=FLmRNA /CNT=26 /TID=Mm.2840.1 /TIER=FL+Stack /STK=20 /UG=Mm.2840 /LL=14744 /DE
MOE430_2_1449187_at 173.8 209.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB371842 /DB_XREF=gi:9084336 /DB_XREF=BB371842 /CLONE=C130061I20 /FEA=FLmRNA /CNT=64 /TID=Mm.2675.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449199_at 1.2 3.3 A A 0.96 0.9 0.1 NC 0.5 gb:NM_013605.1 /DB_XREF=gi:7305292 /GEN=Muc1 /FEA=FLmRNA /CNT=47 /TID=Mm.16193.1 /TIER=FL+Stack /STK=19 /UG=Mm.16193 /LL=17829 /DE
MOE430_2_1449237_at 29.6 37.5 P P 0.000732 0.01 0.1 NC 0.5 gb:NM_011786.1 /DB_XREF=gi:6753041 /GEN=Aloxe3 /FEA=FLmRNA /CNT=21 /TID=Mm.41989.1 /TIER=FL+Stack /STK=18 /UG=Mm.41989 /LL=23801 /D
MOE430_2_1449239_at 11.7 11 A A 0.24 0.08 0.1 NC 0.14 gb:NM_028842.1 /DB_XREF=gi:13386355 /GEN=1700045I19Rik /FEA=FLmRNA /CNT=19 /TID=Mm.39304.1 /TIER=FL+Stack /STK=18 /UG=Mm.39304 /LL=
MOE430_2_1449243_a_ 6970.8 7335.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_023133.1 /DB_XREF=gi:12963510 /GEN=Rps19 /FEA=FLmRNA /CNT=72 /TID=Mm.103634.1 /TIER=FL+Stack /STK=17 /UG=Mm.103634 /LL=20085
MOE430_2_1449253_at 2.2 1.1 A A 0.88 0.99 0.1 NC 0.95 gb:NM_080470.1 /DB_XREF=gi:17978289 /GEN=Smc1l2 /FEA=FLmRNA /CNT=22 /TID=Mm.182737.1 /TIER=FL+Stack /STK=17 /UG=Mm.182737 /LL=1405
MOE430_2_1449274_at 87.4 92 P P 0.001953 0.01 0.1 NC 0.5 gb:BC026952.1 /DB_XREF=gi:20071259 /FEA=FLmRNA /CNT=48 /TID=Mm.46394.1 /TIER=FL+Stack /STK=16 /UG=Mm.46394 /LL=67099 /UG_GENE=2310
MOE430_2_1449278_at 197.2 219.1 P P 0.00293 0.005859 0.1 NC 0.23 gb:NM_010121.1 /DB_XREF=gi:6857780 /GEN=Eif2ak3 /FEA=FLmRNA /CNT=44 /TID=Mm.23375.1 /TIER=FL+Stack /STK=16 /UG=Mm.23375 /LL=13666 /
MOE430_2_1449279_at 3 3.9 A A 0.78 0.8 0.1 NC 0.5 gb:NM_030677.1 /DB_XREF=gi:17432428 /GEN=Gpx2 /FEA=FLmRNA /CNT=31 /TID=Mm.57225.1 /TIER=FL+Stack /STK=16 /UG=Mm.57225 /LL=14776 /D
MOE430_2_1449300_at 105.4 116.8 P P 0.000244 0.000244 0.1 NC 0.42 gb:NM_030249.1 /DB_XREF=gi:13384813 /GEN=BC003236 /FEA=FLmRNA /CNT=60 /TID=Mm.24081.1 /TIER=FL+Stack /STK=15 /UG=Mm.24081 /LL=8028
MOE430_2_1449303_at 587.2 707.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_030261.1 /DB_XREF=gi:13385125 /GEN=BC003348 /FEA=FLmRNA /CNT=37 /TID=Mm.32956.1 /TIER=FL+Stack /STK=15 /UG=Mm.32956 /LL=8029



MOE430_2_1449344_s_ 13.8 9.7 A A 0.17 0.19 0.1 NC 0.5 gb:NM_028218.1 /DB_XREF=gi:13386291 /GEN=2210409E12Rik /FEA=FLmRNA /CNT=30 /TID=Mm.21129.1 /TIER=FL+Stack /STK=13 /UG=Mm.21129 /LL
MOE430_2_1449346_s_ 136.7 149.4 P P 0.000244 0.000244 0.1 NC 0.34 gb:NM_024242.1 /DB_XREF=gi:18859604 /GEN=5430416A05Rik /FEA=FLmRNA /CNT=45 /TID=Mm.196825.1 /TIER=FL+Stack /STK=13 /UG=Mm.196825 /
MOE430_2_1449369_at 13.8 16.8 P A 0.005859 0.14 0.1 NC 0.5 gb:NM_015775.1 /DB_XREF=gi:7657650 /GEN=Tmprss2 /FEA=FLmRNA /CNT=127 /TID=Mm.25743.1 /TIER=FL+Stack /STK=12 /UG=Mm.25743 /LL=50528
MOE430_2_1449372_at 105.4 110 P P 0.000244 0.000244 0.1 NC 0.25 gb:AU023889 /DB_XREF=gi:3394236 /DB_XREF=AU023889 /CLONE=J0440G11 /FEA=FLmRNA /CNT=147 /TID=Mm.12616.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1449382_at 2.7 1.4 A A 0.8 0.9 0.1 NC 0.57 gb:NM_133661.1 /DB_XREF=gi:19526805 /GEN=Gabt2 /FEA=FLmRNA /CNT=30 /TID=Mm.22562.1 /TIER=FL+Stack /STK=12 /UG=Mm.22562 /LL=14411 /D
MOE430_2_1449413_at 54.6 41.3 P P 0.03 0.03 0.1 NC 0.5 gb:NM_033564.1 /DB_XREF=gi:15808993 /GEN=Mpv17l /FEA=FLmRNA /CNT=55 /TID=Mm.76554.1 /TIER=FL+Stack /STK=11 /UG=Mm.76554 /LL=93734 /
MOE430_2_1449425_at 29.2 30 P P 0.01 0.01 0.1 NC 0.5 gb:BC026373.1 /DB_XREF=gi:20072262 /FEA=FLmRNA /CNT=20 /TID=Mm.33653.1 /TIER=FL+Stack /STK=11 /UG=Mm.33653 /LL=22413 /UG_GENE=Wnt
MOE430_2_1449435_at 319.1 366.2 P P 0.000732 0.000732 0.1 NC 0.29 gb:BC013619.1 /DB_XREF=gi:15488995 /FEA=FLmRNA /CNT=179 /TID=Mm.6628.1 /TIER=FL+Stack /STK=10 /UG=Mm.6628 /LL=57370 /UG_GENE=B4ga
MOE430_2_1449439_at 88.4 96.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB524597 /DB_XREF=gi:16444008 /DB_XREF=BB524597 /CLONE=D930021A01 /FEA=FLmRNA /CNT=174 /TID=Mm.29466.1 /TIER=Stack /STK=46 /U
MOE430_2_1449444_a_ 179 191.8 P P 0.000244 0.000244 0.1 NC 0.37 gb:BC005728.1 /DB_XREF=gi:14919410 /FEA=FLmRNA /CNT=93 /TID=Mm.96671.1 /TIER=FL+Stack /STK=10 /UG=Mm.96671 /LL=67532 /UG_GENE=Mfap
MOE430_2_1449467_at 5.8 4.4 A A 0.6 0.66 0.1 NC 0.76 gb:NM_009220.1 /DB_XREF=gi:6678044 /GEN=Smy /FEA=FLmRNA /CNT=13 /TID=Mm.5009.1 /TIER=FL+Stack /STK=10 /UG=Mm.5009 /LL=20611 /DEF=
MOE430_2_1449485_at 362.1 382.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AA186144 /DB_XREF=gi:1772056 /DB_XREF=mt71g07.r1 /CLONE=IMAGE:635388 /FEA=FLmRNA /CNT=31 /TID=Mm.3147.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1449498_at 0.7 1 A A 0.87 0.9 0.1 NC 0.49 gb:NM_010766.1 /DB_XREF=gi:6754639 /GEN=Marco /FEA=FLmRNA /CNT=13 /TID=Mm.1856.1 /TIER=FL+Stack /STK=9 /UG=Mm.1856 /LL=17167 /DEF=
MOE430_2_1449503_at 53 56.2 P P 0.000732 0.000244 0.1 NC 0.28 gb:BC006771.1 /DB_XREF=gi:13879578 /FEA=FLmRNA /CNT=188 /TID=Mm.6952.1 /TIER=FL+Stack /STK=8 /UG=Mm.6952 /LL=16646 /UG_GENE=Kpna1 
MOE430_2_1449509_at 260.7 291.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_011353.1 /DB_XREF=gi:6755469 /GEN=Serf1 /FEA=FLmRNA /CNT=27 /TID=Mm.1749.1 /TIER=FL+Stack /STK=8 /UG=Mm.1749 /LL=20365 /DEF=
MOE430_2_1449553_at 323.1 353.4 P P 0.00415 0.00415 0.1 NC 0.5 gb:AK009389.1 /DB_XREF=gi:12844157 /FEA=FLmRNA /CNT=106 /TID=Mm.46513.1 /TIER=Stack /STK=59 /UG=Mm.46513 /LL=67149 /UG_GENE=261020
MOE430_2_1449562_at 24.9 31 A P 0.06 0.005615 0.1 NC 0.5 gb:NM_026204.1 /DB_XREF=gi:13385709 /GEN=1700001G17Rik /FEA=FLmRNA /CNT=11 /TID=Mm.87069.1 /TIER=FL /STK=7 /UG=Mm.87069 /LL=67503 
MOE430_2_1449615_s_ 395.5 408.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:C77256 /DB_XREF=gi:2517586 /DB_XREF=C77256 /CLONE=J0028B03 /FEA=EST /CNT=1 /TID=Mm.215181.1 /TIER=ConsEnd /STK=1 /UG=Mm.21518
MOE430_2_1449621_s_ 2.7 1.4 A A 0.69 0.93 0.1 NC 0.55 gb:AW121720 /DB_XREF=gi:6097053 /DB_XREF=UI-M-BH2.3-aoc-h-10-0-UI.s1 /CLONE=UI-M-BH2.3-aoc-h-10-0-UI /FEA=EST /CNT=1 /TID=Mm.19954
MOE430_2_1449627_at 5 4.3 A A 0.42 0.27 0.1 NC 0.15 gb:AI851164 /DB_XREF=gi:5495035 /DB_XREF=UI-M-BH0-akg-f-06-0-UI.s1 /CLONE=UI-M-BH0-akg-f-06-0-UI /FEA=EST /CNT=1 /TID=Mm.122201.2 /
MOE430_2_1449635_at 617.5 603.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AA409562 /DB_XREF=gi:2066249 /DB_XREF=EST01334 /CLONE=C0008F07 /FEA=EST /CNT=1 /TID=Mm.218762.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449643_s_ 3150.2 3544.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AA220626 /DB_XREF=gi:1838413 /DB_XREF=mv66a04.r1 /CLONE=IMAGE:659982 /FEA=EST /CNT=2 /TID=Mm.220178.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449645_s_ 626.4 729.6 P P 0.000244 0.000244 0.1 NC 0.12 gb:AL024092 /DB_XREF=gi:6645759 /DB_XREF=r8224b38 /CLONE=528-5C11 /FEA=EST /CNT=1 /TID=Mm.203989.1 /TIER=ConsEnd /STK=0 /UG=Mm.20
MOE430_2_1449653_at 7.2 6.9 A A 0.16 0.19 0.1 NC 0.31 gb:BE633750 /DB_XREF=gi:9916438 /DB_XREF=uv81c10.y1 /CLONE=IMAGE:3413586 /FEA=EST /CNT=2 /TID=Mm.6126.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449663_at 12.9 17.8 A A 0.12 0.17 0.1 NC 0.5 gb:AW551707 /DB_XREF=gi:7197046 /DB_XREF=L0201E10-3 /CLONE=L0201E10 /FEA=EST /CNT=1 /TID=Mm.199566.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449668_s_ 191.4 193 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW557298 /DB_XREF=gi:7202727 /DB_XREF=L0280B10-3 /CLONE=L0280B10 /FEA=EST /CNT=1 /TID=Mm.203784.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449669_at 16.9 16.9 A A 0.11 0.09 0.1 NC 0.19 gb:AW549708 /DB_XREF=gi:7195135 /DB_XREF=L0054C06-3 /CLONE=L0054C06 /FEA=EST /CNT=1 /TID=Mm.41216.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449674_s_ 300.2 431 P P 0.000244 0.000244 0.1 NC 0.5 gb:C76364 /DB_XREF=gi:2516694 /DB_XREF=C76364 /CLONE=J0009D04 /FEA=EST /CNT=1 /TID=Mm.200149.1 /TIER=ConsEnd /STK=1 /UG=Mm.20014
MOE430_2_1449679_s_ 1958.8 1328.3 P P 0.000732 0.000244 0.1 NC 0.5 gb:AU014962 /DB_XREF=gi:3369753 /DB_XREF=AU014962 /CLONE=J0705B11 /FEA=EST /CNT=1 /TID=Mm.195237.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1449681_at 21.6 13.3 P P 0.03 0.03 0.1 NC 0.5 gb:C80147 /DB_XREF=gi:2520477 /DB_XREF=C80147 /CLONE=J0077C01 /FEA=EST /CNT=1 /TID=Mm.195277.1 /TIER=ConsEnd /STK=0 /UG=Mm.19527
MOE430_2_1449686_s_ 566.2 667.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:C76618 /DB_XREF=gi:2516948 /DB_XREF=C76618 /CLONE=J0014H04 /FEA=EST /CNT=1 /TID=Mm.206843.1 /TIER=ConsEnd /STK=1 /UG=Mm.20684
MOE430_2_1449690_x_ 4.9 6 A A 0.6 0.63 0.1 NC 0.17 gb:C77112 /DB_XREF=gi:2517442 /DB_XREF=C77112 /CLONE=J0026B10 /FEA=EST /CNT=1 /TID=Mm.5574.1 /TIER=ConsEnd /STK=1 /UG=Mm.5574 /U
MOE430_2_1449697_s_ 122.1 151.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:C79511 /DB_XREF=gi:2519841 /DB_XREF=C79511 /CLONE=J0067D04 /FEA=EST /CNT=1 /TID=Mm.195273.1 /TIER=ConsEnd /STK=1 /UG=Mm.19527
MOE430_2_1449730_s_ 28.8 24 P P 0.008057 0.000732 0.1 NC 0.13 gb:AU020229 /DB_XREF=gi:3375813 /DB_XREF=AU020229 /CLONE=J0529B09 /FEA=EST /CNT=1 /TID=Mm.201534.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449845_a_ 414.1 448.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_010144.1 /DB_XREF=gi:6753759 /GEN=Ephb4 /FEA=FLmRNA /CNT=56 /TID=Mm.34533.1 /TIER=FL /STK=5 /UG=Mm.34533 /LL=13846 /DEF=Mus
MOE430_2_1449924_at 1.3 1.7 A A 0.97 0.96 0.1 NC 0.5 gb:NM_016914.1 /DB_XREF=gi:8394041 /GEN=Prg3 /FEA=FLmRNA /CNT=5 /TID=Mm.19943.1 /TIER=FL /STK=4 /UG=Mm.19943 /LL=53856 /DEF=Mus m
MOE430_2_1449966_s_ 147 146 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_026908.1 /DB_XREF=gi:13386179 /GEN=1500031K13Rik /FEA=FLmRNA /CNT=10 /TID=Mm.179091.1 /TIER=FL /STK=3 /UG=Mm.179091 /LL=6900
MOE430_2_1449977_at 2.2 3.7 A A 0.78 0.56 0.1 NC 0.5 gb:NM_020596.1 /DB_XREF=gi:10181101 /GEN=Egr4 /FEA=FLmRNA /CNT=6 /TID=Mm.44137.1 /TIER=FL /STK=3 /UG=Mm.44137 /LL=13656 /DEF=Mus m
MOE430_2_1450011_at 1240.8 1310.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK012103.1 /DB_XREF=gi:12848641 /GEN=Hsd17b12 /FEA=FLmRNA /CNT=272 /TID=Mm.22505.1 /TIER=Stack /STK=159 /UG=Mm.22505 /LL=56348 /
MOE430_2_1450022_at 116.1 127.7 P P 0.008057 0.005859 0.1 NC 0.5 gb:NM_013818.1 /DB_XREF=gi:7305116 /GEN=Gtpbp1 /FEA=FLmRNA /CNT=170 /TID=Mm.19080.1 /TIER=FL /STK=2 /UG=Mm.19080 /LL=14904 /DEF=M
MOE430_2_1450045_at 26.1 25.4 P P 0.001953 0.001221 0.1 NC 0.5 gb:NM_016799.1 /DB_XREF=gi:7949114 /GEN=Srrm1 /FEA=FLmRNA /CNT=96 /TID=Mm.1963.1 /TIER=FL /STK=2 /UG=Mm.1963 /LL=51796 /DEF=Mus m
MOE430_2_1450072_at 84.9 117 P P 0.008057 0.00415 0.1 NC 0.48 gb:BG694892 /DB_XREF=gi:13954259 /DB_XREF=NISC_iv10b01.w1 /CLONE=IMAGE:4317241 /FEA=FLmRNA /CNT=123 /TID=Mm.24637.1 /TIER=Stack /S
MOE430_2_1450073_at 70.7 88.9 P P 0.00293 0.00415 0.1 NC 0.5 gb:NM_008444.1 /DB_XREF=gi:6680563 /GEN=Kif3b /FEA=FLmRNA /CNT=79 /TID=Mm.27973.1 /TIER=FL /STK=2 /UG=Mm.27973 /LL=16569 /DEF=Mus m
MOE430_2_1450085_at 246.5 299.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:BG244279 /DB_XREF=gi:12754094 /DB_XREF=602356479F1 /CLONE=IMAGE:4485306 /FEA=FLmRNA /CNT=39 /TID=Mm.200657.1 /TIER=ConsEnd /ST
MOE430_2_1450091_at 14.8 10.4 P A 0.01 0.06 0.1 NC 0.5 gb:NM_009212.1 /DB_XREF=gi:6678028 /GEN=Ighmbp2 /FEA=FLmRNA /CNT=41 /TID=Mm.3179.1 /TIER=FL /STK=2 /UG=Mm.3179 /LL=20589 /DEF=Mus 
MOE430_2_1450097_s_ 237.5 217.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF302166 /DB_XREF=gi:11248689 /DB_XREF=602033120F1 /CLONE=IMAGE:4167988 /FEA=FLmRNA /CNT=45 /TID=Mm.140610.1 /TIER=ConsEnd /ST
MOE430_2_1450110_at 100.7 93.2 P P 0.00293 0.001953 0.1 NC 0.5 gb:NM_009626.1 /DB_XREF=gi:6752983 /GEN=Adh3 /FEA=FLmRNA /CNT=30 /TID=Mm.8473.1 /TIER=FL /STK=2 /UG=Mm.8473 /LL=11529 /DEF=Mus mu
MOE430_2_1450173_at 94.7 129.8 P P 0.001221 0.000732 0.1 NC 0.04 gb:NM_138952.1 /DB_XREF=gi:20336735 /GEN=Ripk2 /FEA=FLmRNA /CNT=25 /TID=Mm.112765.1 /TIER=FL /STK=2 /UG=Mm.112765 /LL=192656 /DEF=
MOE430_2_1450212_at 18.8 16.4 A P 0.24 0.03 0.1 NC 0.3 gb:NM_019679.1 /DB_XREF=gi:9789952 /GEN=Fmnl /FEA=FLmRNA /CNT=10 /TID=Mm.42152.1 /TIER=FL /STK=2 /UG=Mm.42152 /LL=57778 /DEF=Mus m
MOE430_2_1450220_a_ 1.4 1.3 A A 0.96 0.97 0.1 NC 0.42 gb:NM_013891.1 /DB_XREF=gi:7305414 /GEN=Pse-pending /FEA=FLmRNA /CNT=7 /TID=Mm.26768.1 /TIER=FL /STK=2 /UG=Mm.26768 /LL=30051 /DEF
MOE430_2_1450230_at 2 3.5 A A 0.82 0.72 0.1 NC 0.24 gb:NM_138582.1 /DB_XREF=gi:20147794 /GEN=D17H6S56E-3 /FEA=FLmRNA /CNT=9 /TID=Mm.56895.1 /TIER=FL /STK=2 /UG=Mm.56895 /LL=27762 /D
MOE430_2_1450235_at 13.2 14.8 A A 0.33 0.3 0.1 NC 0.5 gb:NM_015759.1 /DB_XREF=gi:7657086 /GEN=Fgd3 /FEA=FLmRNA /CNT=8 /TID=Mm.20436.1 /TIER=FL /STK=2 /UG=Mm.20436 /LL=30938 /DEF=Mus m
MOE430_2_1450250_at 10.4 10.9 A A 0.3 0.27 0.1 NC 0.5 gb:NM_130880.1 /DB_XREF=gi:18700017 /GEN=AJ430384 /FEA=FLmRNA /CNT=10 /TID=Mm.156872.1 /TIER=FL /STK=2 /UG=Mm.156872 /LL=170711 /D
MOE430_2_1450253_a_ 148 165.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:U11548.1 /DB_XREF=gi:511226 /FEA=FLmRNA /CNT=8 /TID=Mm.28587.1 /TIER=FL /STK=1 /UG=Mm.28587 /LL=26407 /UG_GENE=Map3k4 /DEF=Mus
MOE430_2_1450264_a_ 64.8 97 P P 0.001221 0.00293 0.1 NC 0.5 gb:NM_013490.1 /DB_XREF=gi:7304958 /GEN=Chk /FEA=FLmRNA /CNT=5 /TID=Mm.5262.1 /TIER=FL /STK=2 /UG=Mm.5262 /LL=12660 /DEF=Mus musc
MOE430_2_1450283_at 6.2 4.4 A A 0.19 0.39 0.1 NC 0.51 gb:NM_007511.1 /DB_XREF=gi:6680757 /GEN=Atp7b /FEA=FLmRNA /CNT=5 /TID=Mm.87854.1 /TIER=FL /STK=2 /UG=Mm.87854 /LL=11979 /DEF=Mus m
MOE430_2_1450307_x_ 74.1 71 P P 0.01 0.03 0.1 NC 0.5 gb:NM_026230.1 /DB_XREF=gi:13385733 /GEN=4933432H23Rik /FEA=FLmRNA /CNT=4 /TID=Mm.46719.1 /TIER=FL /STK=2 /UG=Mm.46719 /LL=67552 /
MOE430_2_1450308_a_ 2.3 4.3 A A 0.75 0.56 0.1 NC 0.27 gb:NM_011916.1 /DB_XREF=gi:6756024 /GEN=Xrn1 /FEA=FLmRNA /CNT=3 /TID=Mm.42050.1 /TIER=FL /STK=2 /UG=Mm.42050 /LL=24127 /DEF=Mus m
MOE430_2_1450343_at 5 6 A A 0.43 0.33 0.1 NC 0.5 gb:NM_030742.1 /DB_XREF=gi:13507707 /GEN=V3R1 /FEA=FLmRNA /CNT=2 /TID=Mm.160382.1 /TIER=FL /STK=2 /UG=Mm.160382 /LL=81017 /DEF=Mu
MOE430_2_1450365_at 0.9 1.5 A A 0.88 0.5 0.1 NC 0.19 gb:NM_133363.1 /DB_XREF=gi:19111171 /GEN=Myoz3 /FEA=FLmRNA /CNT=2 /TID=Mm.218754.1 /TIER=FL /STK=2 /UG=Mm.218754 /LL=170947 /DEF=
MOE430_2_1450368_a_ 66.2 37.8 P P 0.001953 0.001953 0.1 NC 0.5 gb:NM_024459.1 /DB_XREF=gi:13277369 /GEN=Ppp3r1 /FEA=FLmRNA /CNT=2 /TID=Mm.41840.1 /TIER=FL /STK=2 /UG=Mm.41840 /LL=19058 /DEF=Mu
MOE430_2_1450373_at 1.6 0.6 A A 0.63 0.69 0.1 NC 0.5 gb:NM_019629.1 /DB_XREF=gi:11602911 /GEN=Prp15 /FEA=FLmRNA /CNT=2 /TID=Mm.3320.1 /TIER=FL /STK=2 /UG=Mm.3320 /LL=56290 /DEF=Mus m
MOE430_2_1450394_at 641 596.1 P P 0.000244 0.000244 0.1 NC 0.22 gb:AV174110 /DB_XREF=gi:16384005 /DB_XREF=AV174110 /CLONE=5730408I02 /FEA=FLmRNA /CNT=219 /TID=Mm.22435.1 /TIER=Stack /STK=43 /UG
MOE430_2_1450403_at 148.4 154.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF088862.1 /DB_XREF=gi:5051641 /GEN=Stat2 /FEA=FLmRNA /CNT=72 /TID=Mm.21935.1 /TIER=FL /STK=1 /UG=Mm.21935 /LL=20847 /DEF=Mus m
MOE430_2_1450407_a_ 89.2 99 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF022957.1 /DB_XREF=gi:2589215 /GEN=Lanp /FEA=FLmRNA /CNT=50 /TID=Mm.613.1 /TIER=FL /STK=1 /UG=Mm.613 /LL=11737 /DEF=Mus muscu
MOE430_2_1450416_at 151.6 148.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_007626.1 /DB_XREF=gi:6671693 /GEN=Cbx5 /FEA=FLmRNA /CNT=94 /TID=Mm.28003.1 /TIER=FL+Stack /STK=11 /UG=Mm.28003 /LL=12419 /DE
MOE430_2_1450418_a_ 58.3 79.9 P P 0.001221 0.000244 0.1 NC 0.5 gb:NM_026417.1 /DB_XREF=gi:13385911 /GEN=2310034L04Rik /FEA=FLmRNA /CNT=23 /TID=Mm.41891.1 /TIER=FL /STK=1 /UG=Mm.41891 /LL=67864 /
MOE430_2_1450439_at 77 97.8 P P 0.01 0.00415 0.1 NC 0.5 gb:NM_008224.1 /DB_XREF=gi:6680184 /GEN=Hcfc1 /FEA=FLmRNA /CNT=50 /TID=Mm.57203.1 /TIER=FL /STK=1 /UG=Mm.57203 /LL=15161 /DEF=Mus 
MOE430_2_1450441_at 15.7 13.1 A A 0.19 0.17 0.1 NC 0.5 gb:AK006656.1 /DB_XREF=gi:12839861 /FEA=FLmRNA /CNT=31 /TID=Mm.30451.1 /TIER=Stack /STK=9 /UG=Mm.30451 /LL=68270 /UG_GENE=4930457P
MOE430_2_1450479_x_ 142.1 208 P P 0.000244 0.001953 0.1 NC 0.5 gb:X63440.1 /DB_XREF=gi:416181 /GEN=P19-PTP /FEA=FLmRNA /CNT=17 /TID=Mm.1469.1 /TIER=ConsEnd /STK=2 /UG=Mm.1469 /LL=19248 /DEF=M
MOE430_2_1450487_at 5.7 7.2 A A 0.56 0.24 0.1 NC 0.22 gb:AF391758.1 /DB_XREF=gi:15825171 /GEN=Rinx /FEA=FLmRNA /CNT=7 /TID=Mm.207061.1 /TIER=FL /STK=1 /UG=Mm.207061 /LL=114889 /DEF=Mus
MOE430_2_1450489_at 2 2.1 A A 0.85 0.93 0.1 NC 0.5 gb:AB051409.1 /DB_XREF=gi:14164330 /GEN=Sall1 /FEA=FLmRNA /CNT=13 /TID=Mm.24418.1 /TIER=FL /STK=1 /UG=Mm.24418 /LL=58198 /DEF=Mus m
MOE430_2_1450540_x_ 4.1 1.1 A A 0.43 0.56 0.1 NC 0.5 gb:NM_015808.1 /DB_XREF=gi:7657282 /GEN=Krtap5-1 /FEA=FLmRNA /CNT=4 /TID=Mm.86481.1 /TIER=FL /STK=1 /UG=Mm.86481 /LL=50774 /DEF=Mu
MOE430_2_1450560_a_ 469.5 500.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009358.1 /DB_XREF=gi:6678298 /GEN=Tex271 /FEA=FLmRNA /CNT=2 /TID=Mm.88062.1 /TIER=FL /STK=1 /UG=Mm.88062 /LL=21770 /DEF=Mus
MOE430_2_1450570_a_ 1 0.8 A A 0.85 0.85 0.1 NC 0.39 gb:NM_009844.1 /DB_XREF=gi:6753337 /GEN=Cd19 /FEA=FLmRNA /CNT=1 /TID=Mm.4360.1 /TIER=FL /STK=1 /UG=Mm.4360 /LL=12478 /DEF=Mus mus
MOE430_2_1450590_at 2.4 3.4 A A 0.8 0.56 0.1 NC 0.51 gb:NM_019476.1 /DB_XREF=gi:11464980 /GEN=Olfr37e /FEA=FLmRNA /CNT=1 /TID=Mm.88845.1 /TIER=FL /STK=1 /UG=Mm.88845 /LL=29849 /DEF=Mu
MOE430_2_1450606_at 0.8 0.8 A A 0.72 0.88 0.1 NC 0.29 gb:NM_008890.1 /DB_XREF=gi:6679404 /GEN=Pnmt /FEA=FLmRNA /CNT=1 /TID=Mm.57030.1 /TIER=FL /STK=1 /UG=Mm.57030 /LL=18948 /DEF=Mus m
MOE430_2_1450611_at 0.5 1 A A 0.99 0.93 0.1 NC 0.27 gb:NM_013623.1 /DB_XREF=gi:7305358 /GEN=Orm3 /FEA=FLmRNA /CNT=1 /TID=Mm.57239.1 /TIER=FL /STK=1 /UG=Mm.57239 /LL=18407 /DEF=Mus m
MOE430_2_1450638_at 1836.2 1874.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF161074.1 /DB_XREF=gi:5596625 /GEN=Tfar19 /FEA=FLmRNA /CNT=95 /TID=Mm.21650.1 /TIER=FL+Stack /STK=55 /UG=Mm.21650 /LL=56330 /DE
MOE430_2_1450653_at 2.1 1.5 A A 0.53 0.53 0.1 NC 0.5 gb:NM_030237.1 /DB_XREF=gi:13386457 /GEN=Spz1-pending /FEA=FLmRNA /CNT=61 /TID=Mm.23520.1 /TIER=FL+Stack /STK=40 /UG=Mm.23520 /LL=7
MOE430_2_1450664_at 193.4 220.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC013562.1 /DB_XREF=gi:15488863 /FEA=FLmRNA /CNT=109 /TID=Mm.18974.1 /TIER=FL+Stack /STK=33 /UG=Mm.18974 /LL=14390 /UG_GENE=Ga
MOE430_2_1450676_at 72.3 76.2 P P 0.01 0.01 0.1 NC 0.5 gb:BI965936 /DB_XREF=gi:16340341 /DB_XREF=id49d12.y1 /CLONE=IMAGE:5666375 /FEA=FLmRNA /CNT=83 /TID=Mm.27663.1 /TIER=ConsEnd /STK=0
MOE430_2_1450688_at 284.1 257.5 P P 0.000244 0.000732 0.1 NC 0.5 gb:NM_009059.1 /DB_XREF=gi:6677736 /GEN=Rgl2 /FEA=FLmRNA /CNT=72 /TID=Mm.43777.1 /TIER=FL+Stack /STK=27 /UG=Mm.43777 /LL=19732 /DE
MOE430_2_1450691_at 140.7 152.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_080643.1 /DB_XREF=gi:18079353 /GEN=Caskin2-pending /FEA=FLmRNA /CNT=79 /TID=Mm.215122.1 /TIER=FL+Stack /STK=25 /UG=Mm.215122 /
MOE430_2_1450694_at 755.8 831.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008020.1 /DB_XREF=gi:6679804 /GEN=Fkbp2 /FEA=FLmRNA /CNT=57 /TID=Mm.4234.1 /TIER=FL+Stack /STK=24 /UG=Mm.4234 /LL=14227 /DEF
MOE430_2_1450705_at 595.5 633.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_138580.1 /DB_XREF=gi:20147792 /GEN=D17H6S45 /FEA=FLmRNA /CNT=84 /TID=Mm.138450.1 /TIER=FL+Stack /STK=21 /UG=Mm.138450 /LL=2
MOE430_2_1450722_at 306.7 337.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:NM_016714.1 /DB_XREF=gi:7710075 /GEN=Nup50 /FEA=FLmRNA /CNT=115 /TID=Mm.28379.1 /TIER=FL+Stack /STK=16 /UG=Mm.28379 /LL=18141 /
MOE430_2_1450723_at 0.5 0.3 A A 0.94 0.98 0.1 NC 0.9 gb:BQ176915 /DB_XREF=gi:20352407 /DB_XREF=UI-M-DJ2-bwa-g-01-0-UI.s1 /CLONE=UI-M-DJ2-bwa-g-01-0-UI /FEA=FLmRNA /CNT=100 /TID=Mm.
MOE430_2_1450726_at 36.2 51.4 P P 0.008057 0.00293 0.1 NC 0.35 gb:NM_018830.1 /DB_XREF=gi:9055167 /GEN=Asah2 /FEA=FLmRNA /CNT=43 /TID=Mm.104900.1 /TIER=FL+Stack /STK=16 /UG=Mm.104900 /LL=54447 
MOE430_2_1450729_at 686.9 773.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF169243.1 /DB_XREF=gi:7329069 /FEA=FLmRNA /CNT=114 /TID=Mm.12863.1 /TIER=FL+Stack /STK=15 /UG=Mm.12863 /LL=23908 /UG_GENE=Hs2s
MOE430_2_1450733_at 204.9 213.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_029791.1 /DB_XREF=gi:18139546 /GEN=Bicd2 /FEA=FLmRNA /CNT=41 /TID=Mm.197387.1 /TIER=FL+Stack /STK=15 /UG=Mm.197387 /LL=76895 
MOE430_2_1450769_s_ 76.2 66.3 P P 0.001953 0.000244 0.1 NC 0.5 gb:BI076697 /DB_XREF=gi:14515354 /DB_XREF=L0210C01-3 /CLONE=L0210C01 /FEA=FLmRNA /CNT=116 /TID=Mm.25702.1 /TIER=Stack /STK=48 /UG
MOE430_2_1450786_x_ 82.9 93 P P 0.000244 0.001221 0.1 NC 0.5 gb:NM_019808.1 /DB_XREF=gi:12083690 /GEN=Enh-pending /FEA=FLmRNA /CNT=46 /TID=Mm.24839.3 /TIER=FL+Stack /STK=9 /UG=Mm.24839 /LL=563
MOE430_2_1450802_at 0.6 0.9 A A 0.95 0.82 0.1 NC 0.27 gb:NM_053259.1 /DB_XREF=gi:16716590 /GEN=Isp1-pending /FEA=FLmRNA /CNT=5 /TID=Mm.207081.1 /TIER=FL /STK=2 /UG=Mm.207081 /LL=114661 /
MOE430_2_1450814_a_ 667.5 674.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_024267.4 /DB_XREF=gi:19745155 /GEN=8430408O15Rik /FEA=FLmRNA /CNT=70 /TID=Mm.27546.1 /TIER=FL /STK=0 /UG=Mm.27546 /LL=75751 
MOE430_2_1450817_at 21.3 15.2 P A 0.04 0.08 0.1 NC 0.5 gb:NM_015830.1 /DB_XREF=gi:7657600 /GEN=Solh /FEA=FLmRNA /CNT=27 /TID=Mm.216072.1 /TIER=FL /STK=0 /UG=Mm.216072 /LL=50817 /DEF=Mus
MOE430_2_1450847_at 281.8 304.5 P P 0.000244 0.000244 0.1 NC 0.37 gb:BE285362 /DB_XREF=gi:9162935 /DB_XREF=601091411F1 /CLONE=IMAGE:3485954 /FEA=FLmRNA /CNT=191 /TID=Mm.28968.1 /TIER=Stack /STK=1
MOE430_2_1450853_at 31.9 40.1 P P 0.000244 0.008057 0.1 NC 0.5 gb:AU045006 /DB_XREF=gi:3981189 /DB_XREF=AU045006 /CLONE=J0928E11 /FEA=FLmRNA /CNT=109 /TID=Mm.5641.1 /TIER=Stack /STK=79 /UG=Mm
MOE430_2_1450888_at 4.6 3.5 A A 0.46 0.5 0.1 NC 0.5 gb:BB147418 /DB_XREF=gi:8802355 /DB_XREF=BB147418 /CLONE=9930039C21 /FEA=FLmRNA /CNT=97 /TID=Mm.115124.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450890_a_ 489.8 531.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW912678 /DB_XREF=gi:8078299 /DB_XREF=uf55c07.x1 /CLONE=IMAGE:1515276 /FEA=FLmRNA /CNT=242 /TID=Mm.695.1 /TIER=Stack /STK=33 /U
MOE430_2_1450907_at 654.3 675.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI078449 /DB_XREF=gi:14496779 /DB_XREF=602873046F1 /CLONE=IMAGE:5004826 /FEA=FLmRNA /CNT=189 /TID=Mm.30043.1 /TIER=Stack /STK=
MOE430_2_1450924_at 47.8 55.9 P P 0.000732 0.001953 0.1 NC 0.5 gb:BB291880 /DB_XREF=gi:16401514 /DB_XREF=BB291880 /CLONE=B130008G01 /FEA=FLmRNA /CNT=104 /TID=Mm.28887.1 /TIER=Stack /STK=12 /U
MOE430_2_1450925_a_ 3687.2 4369.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB836796 /DB_XREF=gi:17015039 /DB_XREF=BB836796 /CLONE=G930043D03 /FEA=FLmRNA /CNT=210 /TID=Mm.30120.1 /TIER=Stack /STK=22 /U
MOE430_2_1450927_at 644.6 673.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV094519 /DB_XREF=gi:15404393 /DB_XREF=AV094519 /CLONE=2410001I04 /FEA=FLmRNA /CNT=193 /TID=Mm.35508.1 /TIER=Stack /STK=22 /UG
MOE430_2_1450940_at 4.9 4.5 A A 0.36 0.36 0.1 NC 0.24 gb:AU017649 /DB_XREF=gi:3373139 /DB_XREF=AU017649 /CLONE=J0742A05 /FEA=FLmRNA /CNT=65 /TID=Mm.18218.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1450998_at 107.5 110.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK013583.1 /DB_XREF=gi:12851000 /GEN=Zfp110 /FEA=FLmRNA /CNT=72 /TID=Mm.171708.1 /TIER=Stack /STK=20 /UG=Mm.171708 /LL=65020 /UG
MOE430_2_1451000_at 845.1 877.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB667677 /DB_XREF=gi:16399126 /DB_XREF=BB667677 /CLONE=C730031K14 /FEA=FLmRNA /CNT=164 /TID=Mm.28963.1 /TIER=Stack /STK=19 /U
MOE430_2_1451011_at 319.5 328.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF449729 /DB_XREF=gi:11515898 /DB_XREF=maa39a03.x1 /CLONE=IMAGE:3813388 /FEA=FLmRNA /CNT=74 /TID=Mm.39099.1 /TIER=Stack /STK=1
MOE430_2_1451014_at 31.5 27.8 P P 0.01 0.01 0.1 NC 0.2 gb:BB543669 /DB_XREF=gi:9614892 /DB_XREF=BB543669 /CLONE=E130211P13 /FEA=FLmRNA /CNT=23 /TID=Mm.57252.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1451020_at 103.7 114.6 P P 0.001221 0.00293 0.1 NC 0.26 gb:BB831420 /DB_XREF=gi:17009663 /DB_XREF=BB831420 /CLONE=G930017C09 /FEA=FLmRNA /CNT=97 /TID=Mm.34370.1 /TIER=Stack /STK=11 /UG
MOE430_2_1451038_at 104.1 97.6 P P 0.001221 0.000732 0.1 NC 0.27 gb:BB819942 /DB_XREF=gi:16992571 /DB_XREF=BB819942 /CLONE=G830003B15 /FEA=FLmRNA /CNT=131 /TID=Mm.29262.1 /TIER=Stack /STK=9 /UG
MOE430_2_1451041_at 92.3 93.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB761686 /DB_XREF=gi:16196052 /DB_XREF=BB761686 /CLONE=G270145L20 /FEA=FLmRNA /CNT=161 /TID=Mm.35815.1 /TIER=Stack /STK=8 /UG
MOE430_2_1451043_at 11.4 15.1 P A 0.01 0.14 0.1 NC 0.5 gb:BB528391 /DB_XREF=gi:16444644 /DB_XREF=BB528391 /CLONE=D930046H03 /FEA=FLmRNA /CNT=92 /TID=Mm.143818.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1451065_a_ 568.6 429.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC020134.1 /DB_XREF=gi:18044893 /FEA=FLmRNA /CNT=350 /TID=Mm.28222.1 /TIER=FL+Stack /STK=254 /UG=Mm.28222 /LL=68278 /UG_GENE=26
MOE430_2_1451084_at 247 288.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC012522.1 /DB_XREF=gi:15214777 /FEA=FLmRNA /CNT=224 /TID=Mm.28336.1 /TIER=FL+Stack /STK=153 /UG=Mm.28336 /LL=66841 /UG_GENE=06
MOE430_2_1451097_at 433.8 438 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC015289.1 /DB_XREF=gi:15929730 /FEA=FLmRNA /CNT=222 /TID=Mm.9684.1 /TIER=FL+Stack /STK=126 /UG=Mm.9684 /LL=22323 /UG_GENE=Vas
MOE430_2_1451110_at 201.1 264.4 P P 0.000732 0.000732 0.1 NC 0.23 gb:BE995700 /DB_XREF=gi:10680217 /DB_XREF=UI-M-CG0p-bib-d-11-0-UI.s1 /CLONE=UI-M-CG0p-bib-d-11-0-UI /FEA=FLmRNA /CNT=228 /TID=Mm
MOE430_2_1451117_a_ 40.2 32.4 P P 0.02 0.04 0.1 NC 0.5 gb:BC004710.1 /DB_XREF=gi:13435686 /FEA=FLmRNA /CNT=122 /TID=Mm.21586.1 /TIER=FL+Stack /STK=108 /UG=Mm.21586 /LL=71943 /UG_GENE=S
MOE430_2_1451118_a_ 204 240.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC016596.1 /DB_XREF=gi:16741583 /FEA=FLmRNA /CNT=125 /TID=Mm.24646.1 /TIER=FL+Stack /STK=107 /UG=Mm.24646 /LL=74504 /UG_GENE=54
MOE430_2_1451136_a_ 420.5 303.4 P P 0.00293 0.000244 0.1 NC 0.42 gb:BC003326.1 /DB_XREF=gi:13097095 /FEA=FLmRNA /CNT=163 /TID=Mm.29041.1 /TIER=FL+Stack /STK=98 /UG=Mm.29041 /DEF=Mus musculus, Simil
MOE430_2_1451162_at 2670.7 2768.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010939.1 /DB_XREF=gi:12846725 /FEA=FLmRNA /CNT=299 /TID=Mm.21069.1 /TIER=Stack /STK=98 /UG=Mm.21069 /LL=68196 /UG_GENE=061000
MOE430_2_1451169_at 139 109.9 P P 0.001953 0.000732 0.1 NC 0.5 gb:BC024503.1 /DB_XREF=gi:19353850 /FEA=FLmRNA /CNT=156 /TID=Mm.22121.1 /TIER=FL+Stack /STK=79 /UG=Mm.22121 /DEF=Mus musculus, Simil
MOE430_2_1451170_s_ 419.6 420.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024503.1 /DB_XREF=gi:19353850 /FEA=FLmRNA /CNT=156 /TID=Mm.22121.1 /TIER=FL+Stack /STK=79 /UG=Mm.22121 /DEF=Mus musculus, Simil
MOE430_2_1451185_at 1397.4 1483.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC006603.1 /DB_XREF=gi:13879269 /FEA=FLmRNA /CNT=155 /TID=Mm.29743.1 /TIER=FL+Stack /STK=72 /UG=Mm.29743 /DEF=Mus musculus, Simil
MOE430_2_1451187_at 892.4 985.9 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC011300.1 /DB_XREF=gi:15030099 /FEA=FLmRNA /CNT=129 /TID=Mm.42072.1 /TIER=FL+Stack /STK=72 /UG=Mm.42072 /LL=66086 /UG_GENE=06
MOE430_2_1451189_at 195.6 199.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC025184.1 /DB_XREF=gi:19483933 /FEA=FLmRNA /CNT=102 /TID=Mm.26484.1 /TIER=FL+Stack /STK=71 /UG=Mm.26484 /LL=71971 /UG_GENE=24
MOE430_2_1451213_at 55.5 54 P P 0.03 0.04 0.1 NC 0.5 gb:BB010355 /DB_XREF=gi:16257190 /DB_XREF=BB010355 /CLONE=4732494O19 /FEA=FLmRNA /CNT=106 /TID=Mm.20901.2 /TIER=ConsEnd /STK=6 /
MOE430_2_1451234_at 240.9 256.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC021381.1 /DB_XREF=gi:18204152 /FEA=FLmRNA /CNT=88 /TID=Mm.35661.1 /TIER=FL+Stack /STK=54 /UG=Mm.35661 /DEF=Mus musculus, Simila
MOE430_2_1451238_at 263.9 312.6 P P 0.000244 0.000244 0.1 NC 0.16 gb:BC002238.1 /DB_XREF=gi:12805522 /FEA=FLmRNA /CNT=141 /TID=Mm.28555.1 /TIER=FL+Stack /STK=53 /UG=Mm.28555 /LL=104771 /UG_GENE=12
MOE430_2_1451250_at 2.2 4.7 A A 0.98 0.85 0.1 NC 0.21 gb:AW456787 /DB_XREF=gi:7027004 /DB_XREF=UI-M-BH3-aqw-d-06-0-UI.s1 /CLONE=UI-M-BH3-aqw-d-06-0-UI /FEA=FLmRNA /CNT=90 /TID=Mm.41
MOE430_2_1451252_at 387.4 400.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC019164.1 /DB_XREF=gi:19387894 /FEA=FLmRNA /CNT=113 /TID=Mm.4532.1 /TIER=FL+Stack /STK=50 /UG=Mm.4532 /DEF=Mus musculus, clone M
MOE430_2_1451256_at 153.7 174.7 P P 0.01 0.001953 0.1 NC 0.5 gb:BC016264.1 /DB_XREF=gi:16740791 /FEA=FLmRNA /CNT=104 /TID=Mm.28597.1 /TIER=FL+Stack /STK=50 /UG=Mm.28597 /LL=76521 /UG_GENE=20
MOE430_2_1451262_a_ 607.6 644.9 P P 0.000244 0.000244 0.1 NC 0.34 gb:BC026972.1 /DB_XREF=gi:20072509 /FEA=FLmRNA /CNT=91 /TID=Mm.200499.1 /TIER=FL+Stack /STK=49 /UG=Mm.200499 /DEF=Mus musculus, clon
MOE430_2_1451269_at 800.2 909.9 P P 0.000244 0.000244 0.1 NC 0.14 gb:BC004608.1 /DB_XREF=gi:13435477 /FEA=FLmRNA /CNT=102 /TID=Mm.41617.1 /TIER=FL+Stack /STK=47 /UG=Mm.41617 /LL=72621 /UG_GENE=270
MOE430_2_1451275_at 319.3 298.4 P P 0.000732 0.000244 0.1 NC 0.5 gb:BC006745.1 /DB_XREF=gi:14919416 /FEA=FLmRNA /CNT=111 /TID=Mm.34798.1 /TIER=FL+Stack /STK=43 /UG=Mm.34798 /LL=75089 /UG_GENE=493
MOE430_2_1451276_at 130.8 140.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG066858 /DB_XREF=gi:12549427 /DB_XREF=H3047G07-3 /CLONE=H3047G07 /FEA=FLmRNA /CNT=111 /TID=Mm.34798.1 /TIER=Stack /STK=16 /U
MOE430_2_1451281_at 59.1 63 P P 0.000244 0.000244 0.1 NC 0.5 gb:U62908.1 /DB_XREF=gi:4097500 /GEN=Zfp96 /FEA=FLmRNA /CNT=53 /TID=Mm.24124.1 /TIER=FL+Stack /STK=43 /UG=Mm.24124 /LL=22758 /DEF=
MOE430_2_1451289_at 188.4 217.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:AW105916 /DB_XREF=gi:6076652 /DB_XREF=um28h01.x1 /CLONE=IMAGE:2225905 /FEA=FLmRNA /CNT=197 /TID=Mm.44752.2 /TIER=Stack /STK=86
MOE430_2_1451315_at 219.5 261.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC011109.1 /DB_XREF=gi:15029775 /FEA=FLmRNA /CNT=60 /TID=Mm.46529.1 /TIER=FL+Stack /STK=38 /UG=Mm.46529 /LL=76547 /UG_GENE=2610
MOE430_2_1451323_at 30.7 30.8 P P 0.00293 0.001221 0.1 NC 0.5 gb:BC011501.1 /DB_XREF=gi:15079322 /FEA=FLmRNA /CNT=57 /TID=Mm.38948.1 /TIER=FL+Stack /STK=37 /UG=Mm.38948 /DEF=Mus musculus, Simila
MOE430_2_1451337_at 344.8 404 P P 0.001953 0.001953 0.1 NC 0.5 gb:BC012260.1 /DB_XREF=gi:15126663 /FEA=FLmRNA /CNT=144 /TID=Mm.146984.1 /TIER=FL+Stack /STK=35 /UG=Mm.146984 /DEF=Mus musculus, clo
MOE430_2_1451343_at 229.5 260.1 P P 0.00293 0.001953 0.1 NC 0.5 gb:BC010811.1 /DB_XREF=gi:14789868 /FEA=FLmRNA /CNT=80 /TID=Mm.41453.1 /TIER=FL+Stack /STK=33 /UG=Mm.41453 /LL=70160 /UG_GENE=2210
MOE430_2_1451366_at 1973 2102.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF071315.1 /DB_XREF=gi:3309171 /GEN=COPS6 /FEA=FLmRNA /CNT=115 /TID=Mm.3981.1 /TIER=FL+Stack /STK=29 /UG=Mm.3981 /LL=26893 /DE
MOE430_2_1451388_a_ 71.4 77.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC026741.1 /DB_XREF=gi:20071317 /FEA=FLmRNA /CNT=71 /TID=Mm.11428.1 /TIER=FL+Stack /STK=27 /UG=Mm.11428 /LL=76295 /UG_GENE=1110
MOE430_2_1451392_at 88.2 113.4 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC016193.1 /DB_XREF=gi:16740616 /FEA=FLmRNA /CNT=50 /TID=Mm.24440.1 /TIER=FL+Stack /STK=27 /UG=Mm.24440 /DEF=Mus musculus, Simila
MOE430_2_1451396_at 79 96.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF246235.1 /DB_XREF=gi:19171638 /FEA=FLmRNA /CNT=58 /TID=Mm.29652.2 /TIER=FL+Stack /STK=26 /UG=Mm.29652 /LL=14874 /UG_GENE=Gstz
MOE430_2_1451397_at 128.6 152.4 P P 0.00415 0.001221 0.1 NC 0.29 gb:BC027137.1 /DB_XREF=gi:20071899 /FEA=FLmRNA /CNT=55 /TID=Mm.23065.1 /TIER=FL+Stack /STK=26 /UG=Mm.23065 /DEF=Mus musculus, Simila
MOE430_2_1451404_at 94.9 100.5 P P 0.000732 0.000244 0.1 NC 0.5 gb:W34605 /DB_XREF=gi:1316592 /DB_XREF=mc59d08.r1 /CLONE=IMAGE:352815 /FEA=FLmRNA /CNT=59 /TID=Mm.39990.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1451406_a_ 0.8 0.5 A A 0.88 0.99 0.1 NC 0.75 gb:BC013068.1 /DB_XREF=gi:15341798 /FEA=FLmRNA /CNT=39 /TID=Mm.3401.1 /TIER=FL+Stack /STK=23 /UG=Mm.3401 /LL=18552 /UG_GENE=Pcsk5 
MOE430_2_1451414_at 28.9 39.2 P P 0.000732 0.005859 0.1 NC 0.5 gb:AK013251.1 /DB_XREF=gi:12850500 /GEN=D13Wsu177e /FEA=FLmRNA /CNT=73 /TID=Mm.157758.1 /TIER=ConsEnd /STK=4 /UG=Mm.157758 /LL=28
MOE430_2_1451434_s_ 140.2 164 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC019948.1 /DB_XREF=gi:18043266 /FEA=FLmRNA /CNT=79 /TID=Mm.26143.1 /TIER=FL+Stack /STK=20 /UG=Mm.26143 /LL=71417 /UG_GENE=5430
MOE430_2_1451444_s_ 141.2 153.9 P P 0.001953 0.001221 0.1 NC 0.23 gb:BF150550 /DB_XREF=gi:11031945 /DB_XREF=uy86g09.y1 /CLONE=IMAGE:3666496 /FEA=FLmRNA /CNT=87 /TID=Mm.37505.1 /TIER=ConsEnd /STK=
MOE430_2_1451446_at 1423.6 1480.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF378762.1 /DB_XREF=gi:15987504 /GEN=Tem8 /FEA=FLmRNA /CNT=73 /TID=Mm.29636.1 /TIER=FL+Stack /STK=19 /UG=Mm.29636 /LL=69538 /DE
MOE430_2_1451464_at 48.8 69.6 P P 0.000244 0.000244 0.1 NC 0.4 gb:BI661422 /DB_XREF=gi:15575658 /DB_XREF=603304716F1 /CLONE=IMAGE:5350514 /FEA=FLmRNA /CNT=63 /TID=Mm.30501.1 /TIER=ConsEnd /STK
MOE430_2_1451467_s_ 154.7 152.7 P P 0.001953 0.001953 0.1 NC 0.5 gb:BC025144.1 /DB_XREF=gi:19264066 /FEA=FLmRNA /CNT=27 /TID=Mm.219658.1 /TIER=FL+Stack /STK=17 /UG=Mm.219658 /DEF=Mus musculus, Sim
MOE430_2_1451468_s_ 210.8 226.6 P P 0.000732 0.000732 0.1 NC 0.49 gb:AF343581.1 /DB_XREF=gi:14573322 /FEA=FLmRNA /CNT=43 /TID=Mm.171295.1 /TIER=FL+Stack /STK=17 /UG=Mm.171295 /LL=72322 /UG_GENE=24
MOE430_2_1451469_at 112.5 118.4 P P 0.000732 0.000732 0.1 NC 0.4 gb:BC027370.1 /DB_XREF=gi:20071779 /FEA=FLmRNA /CNT=25 /TID=Mm.30933.1 /TIER=FL+Stack /STK=17 /UG=Mm.30933 /DEF=Mus musculus, clone 
MOE430_2_1451471_at 71.6 73.6 P P 0.001221 0.001953 0.1 NC 0.15 gb:BC025907.1 /DB_XREF=gi:19483970 /FEA=FLmRNA /CNT=50 /TID=Mm.45171.1 /TIER=FL+Stack /STK=16 /UG=Mm.45171 /LL=67417 /UG_GENE=3230
MOE430_2_1451480_at 65.6 88.2 P P 0.01 0.001953 0.1 NC 0.44 gb:BC026649.1 /DB_XREF=gi:20071858 /FEA=FLmRNA /CNT=47 /TID=Mm.34554.1 /TIER=FL+Stack /STK=16 /UG=Mm.34554 /DEF=Mus musculus, Simila
MOE430_2_1451491_at 58.6 54.1 P P 0.000732 0.008057 0.1 NC 0.5 gb:BC016225.1 /DB_XREF=gi:16740697 /FEA=FLmRNA /CNT=30 /TID=Mm.32826.1 /TIER=FL+Stack /STK=15 /UG=Mm.32826 /LL=75284 /UG_GENE=4930
MOE430_2_1451516_at 91.3 88.3 P P 0.000244 0.001953 0.1 NC 0.5 gb:BC016521.1 /DB_XREF=gi:16741393 /FEA=FLmRNA /CNT=21 /TID=Mm.29828.1 /TIER=FL+Stack /STK=13 /UG=Mm.29828 /LL=69159 /UG_GENE=1810
MOE430_2_1451527_at 566.2 644.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF352788.1 /DB_XREF=gi:19070656 /GEN=Pcolce2 /FEA=FLmRNA /CNT=40 /TID=Mm.46016.1 /TIER=FL+Stack /STK=12 /UG=Mm.46016 /LL=76477 /
MOE430_2_1451559_a_ 453.3 442.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AB045132.1 /DB_XREF=gi:11559413 /GEN=mouNRDR /FEA=FLmRNA /CNT=40 /TID=Mm.27427.2 /TIER=FL+Stack /STK=9 /UG=Mm.27427 /LL=28200 
MOE430_2_1451560_at 31.9 45.1 P P 0.02 0.01 0.1 NC 0.28 gb:BC025846.1 /DB_XREF=gi:19484125 /FEA=FLmRNA /CNT=36 /TID=Mm.219137.1 /TIER=FL+Stack /STK=9 /UG=Mm.219137 /DEF=Mus musculus, clone



MOE430_2_1451574_at 72.8 70.7 P P 0.001953 0.001221 0.1 NC 0.5 gb:BC019641.1 /DB_XREF=gi:18044601 /FEA=FLmRNA /CNT=32 /TID=Mm.139510.1 /TIER=FL+Stack /STK=8 /UG=Mm.139510 /LL=77578 /UG_GENE=A3
MOE430_2_1451590_at 1.9 1.6 A A 0.78 0.85 0.1 NC 0.42 gb:BC016082.1 /DB_XREF=gi:16359233 /FEA=FLmRNA /CNT=19 /TID=Mm.192285.1 /TIER=FL /STK=6 /UG=Mm.192285 /DEF=Mus musculus, Similar to hy
MOE430_2_1451601_a_ 18.2 21.7 M P 0.05 0.03 0.1 NC 0.5 gb:BC025823.1 /DB_XREF=gi:19388014 /FEA=FLmRNA /CNT=42 /TID=Mm.212812.1 /TIER=FL /STK=5 /UG=Mm.212812 /DEF=Mus musculus, similar to sp
MOE430_2_1451605_at 8.3 7.5 A A 0.27 0.17 0.1 NC 0.34 gb:BC026462.1 /DB_XREF=gi:20071433 /FEA=FLmRNA /CNT=22 /TID=Mm.31817.1 /TIER=FL /STK=5 /UG=Mm.31817 /LL=67685 /UG_GENE=1700010I24R
MOE430_2_1451665_a_ 284.5 291 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC001985.1 /DB_XREF=gi:12805056 /FEA=FLmRNA /CNT=3 /TID=Mm.116858.2 /TIER=FL /STK=3 /UG=Mm.116858 /LL=11782 /UG_GENE=Ap4s1 /DE
MOE430_2_1451667_at 172.2 177.1 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC019381.1 /DB_XREF=gi:18044411 /FEA=FLmRNA /CNT=156 /TID=Mm.31097.1 /TIER=FL /STK=2 /UG=Mm.31097 /DEF=Mus musculus, Similar to KIA
MOE430_2_1451669_at 288.9 291.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AJ271836.1 /DB_XREF=gi:12666524 /GEN=ppm1b1 /FEA=FLmRNA /CNT=134 /TID=Mm.849.3 /TIER=Stack /STK=52 /UG=Mm.849 /LL=19043 /DEF=M
MOE430_2_1451670_at 46.1 50.1 P P 0.01 0.03 0.1 NC 0.5 gb:BC010248.1 /DB_XREF=gi:16307405 /FEA=FLmRNA /CNT=90 /TID=Mm.37380.1 /TIER=FL /STK=2 /UG=Mm.37380 /LL=69834 /UG_GENE=1810048P08
MOE430_2_1451693_a_ 0.3 0.6 A A 0.87 0.82 0.1 NC 0.57 gb:AF020738.1 /DB_XREF=gi:2444478 /GEN=Fgf12 /FEA=FLmRNA /CNT=8 /TID=Mm.7996.1 /TIER=FL /STK=2 /UG=Mm.7996 /LL=14167 /DEF=Mus musc
MOE430_2_1451702_at 15.4 19 P P 0.03 0.01 0.1 NC 0.5 gb:BC026773.1 /DB_XREF=gi:20073111 /FEA=FLmRNA /CNT=3 /TID=Mm.219592.1 /TIER=FL /STK=2 /UG=Mm.219592 /DEF=Mus musculus, Similar to exp
MOE430_2_1451779_at 10.7 10.4 A A 0.5 0.36 0.1 NC 0.06 gb:BC027061.1 /DB_XREF=gi:20073319 /FEA=FLmRNA /CNT=19 /TID=Mm.219655.1 /TIER=FL /STK=1 /UG=Mm.219655 /DEF=Mus musculus, Similar to hy
MOE430_2_1451786_at 29.1 27 A M 0.12 0.05 0.1 NC 0.21 gb:BC026367.1 /DB_XREF=gi:20072259 /FEA=FLmRNA /CNT=18 /TID=Mm.153301.1 /TIER=FL /STK=1 /UG=Mm.153301 /DEF=Mus musculus, clone MGC:
MOE430_2_1451789_a_ 663.8 473.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:M98547.1 /DB_XREF=gi:200875 /GEN=RYK /FEA=FLmRNA /CNT=11 /TID=Mm.3860.1 /TIER=FL /STK=1 /UG=Mm.3860 /LL=20187 /DEF=Mouse growt
MOE430_2_1451819_at 44 50.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC021311.1 /DB_XREF=gi:18204040 /FEA=FLmRNA /CNT=10 /TID=Mm.216320.1 /TIER=FL /STK=1 /UG=Mm.216320 /DEF=Mus musculus, clone MGC:
MOE430_2_1451828_a_ 18.4 21.7 P P 0.01 0.03 0.1 NC 0.5 gb:AB033886.1 /DB_XREF=gi:6172342 /GEN=mACS4 variant1 /FEA=FLmRNA /CNT=5 /TID=Mm.143689.2 /TIER=FL /STK=1 /UG=Mm.143689 /LL=50790 /
MOE430_2_1451833_a_ 200.3 220.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC007176.1 /DB_XREF=gi:13938121 /FEA=FLmRNA /CNT=6 /TID=Mm.181661.2 /TIER=FL /STK=1 /UG=Mm.181661 /LL=84505 /UG_GENE=Setdb1 /DE
MOE430_2_1451834_at 1 1.7 A A 0.72 0.85 0.1 NC 0.5 gb:AY094173.1 /DB_XREF=gi:20152163 /FEA=FLmRNA /CNT=6 /TID=Mm.220298.1 /TIER=FL /STK=1 /UG=Mm.220298 /DEF=Mus musculus L-type calciu
MOE430_2_1451841_a_ 103.2 107.7 P P 0.001953 0.001221 0.1 NC 0.5 gb:AF113001.1 /DB_XREF=gi:4454547 /FEA=FLmRNA /CNT=4 /TID=Mm.29412.2 /TIER=FL /STK=1 /UG=Mm.29412 /LL=20602 /UG_GENE=Ncor2 /DEF=M
MOE430_2_1451869_at 1.1 1.1 A A 0.75 0.9 0.1 NC 0.42 gb:BC006932.1 /DB_XREF=gi:13905265 /FEA=FLmRNA /CNT=2 /TID=Mm.196684.1 /TIER=FL /STK=1 /UG=Mm.196684 /DEF=Mus musculus, clone MGC:1
MOE430_2_1451896_a_ 378.4 395.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC020488.1 /DB_XREF=gi:18088204 /FEA=FLmRNA /CNT=1 /TID=Mm.30136.1 /TIER=FL /STK=1 /UG=Mm.30136 /LL=27967 /UG_GENE=D8Wsu96e /D
MOE430_2_1451897_a_ 266.2 291.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AF227188.1 /DB_XREF=gi:8248249 /GEN=Nbr1 /FEA=FLmRNA /CNT=1 /TID=Mm.784.2 /TIER=FL /STK=1 /UG=Mm.784 /LL=17966 /DEF=Mus musculu
MOE430_2_1451907_a_ 88.9 83.5 P P 0.005859 0.01 0.1 NC 0.5 gb:BC024961.1 /DB_XREF=gi:19353509 /FEA=FLmRNA /CNT=1 /TID=Mm.25530.2 /TIER=FL /STK=1 /UG=Mm.25530 /DEF=Mus musculus, clone MGC:369
MOE430_2_1451927_a_ 74.8 94.8 P P 0.000732 0.001953 0.1 NC 0.5 gb:AF128892.1 /DB_XREF=gi:6996646 /FEA=FLmRNA /CNT=1 /TID=Mm.4437.2 /TIER=FL /STK=1 /UG=Mm.4437 /LL=26416 /UG_GENE=Mapk14 /DEF=Mu
MOE430_2_1451930_at 27.6 27.9 P P 0.00293 0.04 0.1 NC 0.5 gb:BC016608.1 /DB_XREF=gi:19116235 /FEA=FLmRNA /CNT=1 /TID=Mm.219550.1 /TIER=FL /STK=1 /UG=Mm.219550 /DEF=Mus musculus, clone MGC:2
MOE430_2_1451940_x_ 3.5 4.7 A A 0.5 0.5 0.1 NC 0.15 gb:AF223415.1 /DB_XREF=gi:17026309 /FEA=FLmRNA /CNT=1 /TID=Mm.55320.2 /TIER=FL /STK=1 /UG=Mm.55320 /LL=76757 /UG_GENE=Trdn /DEF=M
MOE430_2_1451967_x_ 1778.6 1876.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC004096.1 /DB_XREF=gi:13278617 /FEA=FLmRNA /CNT=1 /TID=Mm.16710.2 /TIER=FL /STK=1 /UG=Mm.16710 /LL=16211 /UG_GENE=Impnb /DEF=
MOE430_2_1451971_at 273.2 327.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:BC024113.1 /DB_XREF=gi:18848234 /FEA=FLmRNA /CNT=132 /TID=Mm.22276.1 /TIER=FL+Stack /STK=53 /UG=Mm.22276 /LL=99375 /UG_GENE=AW
MOE430_2_1451975_at 169.2 159.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC005638.1 /DB_XREF=gi:13542885 /FEA=FLmRNA /CNT=122 /TID=Mm.2275.1 /TIER=FL+Stack /STK=46 /UG=Mm.2275 /LL=67238 /UG_GENE=28104
MOE430_2_1452005_at 101.9 99.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV336908 /DB_XREF=gi:16396419 /DB_XREF=AV336908 /CLONE=6332404G05 /FEA=FLmRNA /CNT=158 /TID=Mm.38786.1 /TIER=Stack /STK=19 /U
MOE430_2_1452030_a_ 200.5 207.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB822465 /DB_XREF=gi:16995094 /DB_XREF=BB822465 /CLONE=G830018P03 /FEA=FLmRNA /CNT=257 /TID=Mm.31051.1 /TIER=Stack /STK=9 /UG
MOE430_2_1452034_at 180.1 187.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB005298 /DB_XREF=gi:16214897 /DB_XREF=BB005298 /CLONE=4732465M09 /FEA=FLmRNA /CNT=249 /TID=Mm.18300.2 /TIER=Stack /STK=63 /U
MOE430_2_1452037_at 659.9 702 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI481328 /DB_XREF=gi:4374554 /DB_XREF=vf77e04.x1 /CLONE=IMAGE:849822 /FEA=FLmRNA /CNT=178 /TID=Mm.206642.1 /TIER=Stack /STK=10 /
MOE430_2_1452048_at 951.9 998.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK002757.1 /DB_XREF=gi:12832972 /FEA=FLmRNA /CNT=172 /TID=Mm.133851.1 /TIER=Stack /STK=38 /UG=Mm.133851 /LL=69758 /UG_GENE=1500
MOE430_2_1452053_a_ 216.2 318.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB771960 /DB_XREF=gi:16213651 /DB_XREF=BB771960 /CLONE=G370139B19 /FEA=FLmRNA /CNT=99 /TID=Mm.110600.2 /TIER=Stack /STK=27 /U
MOE430_2_1452077_at 0.1 0.1 A A 0.96 0.78 0.1 NC 0.02 gb:AA210261 /DB_XREF=gi:1808571 /DB_XREF=mu41f10.r1 /CLONE=IMAGE:641995 /FEA=FLmRNA /CNT=123 /TID=Mm.20950.1 /TIER=Stack /STK=14 /
MOE430_2_1452084_at 621.9 689.1 P P 0.001221 0.000732 0.1 NC 0.5 gb:BG962152 /DB_XREF=gi:14349789 /DB_XREF=602826918F1 /CLONE=IMAGE:4981589 /FEA=FLmRNA /CNT=62 /TID=Mm.181466.1 /TIER=Stack /STK=
MOE430_2_1452108_at 23.2 28.6 P P 0.00415 0.000732 0.1 NC 0.5 gb:BE980124 /DB_XREF=gi:10647765 /DB_XREF=UI-M-BG2-bcq-a-02-0-UI.s1 /CLONE=UI-M-BG2-bcq-a-02-0-UI /FEA=FLmRNA /CNT=60 /TID=Mm.10
MOE430_2_1452113_a_ 141.7 156.7 P P 0.00415 0.00415 0.1 NC 0.29 gb:BB122884 /DB_XREF=gi:8775452 /DB_XREF=BB122884 /CLONE=9530090G08 /FEA=FLmRNA /CNT=43 /TID=Mm.86744.2 /TIER=Stack /STK=14 /UG=
MOE430_2_1452117_a_ 1.7 1.3 A A 0.94 0.96 0.1 NC 0.52 gb:BB157866 /DB_XREF=gi:16268402 /DB_XREF=BB157866 /CLONE=A130038E08 /FEA=FLmRNA /CNT=46 /TID=Mm.803.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1452119_at 79.8 85.6 P P 0.001221 0.001953 0.1 NC 0.5 gb:BG293527 /DB_XREF=gi:13053280 /DB_XREF=602390462F1 /CLONE=IMAGE:4502534 /FEA=FLmRNA /CNT=53 /TID=Mm.102761.1 /TIER=ConsEnd /ST
MOE430_2_1452142_at 0.2 0.6 A A 0.69 0.78 0.1 NC 0.5 gb:M92378.1 /DB_XREF=gi:193411 /FEA=mRNA /CNT=209 /TID=Mm.5260.1 /TIER=Stack /STK=174 /UG=Mm.5260 /LL=14410 /UG_GENE=Gabt1 /UG_TIT
MOE430_2_1452144_a_ 447.3 480.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK007652.1 /DB_XREF=gi:12841328 /FEA=mRNA /CNT=191 /TID=Mm.28039.1 /TIER=Stack /STK=158 /UG=Mm.28039 /LL=69163 /UG_GENE=1810030
MOE430_2_1452170_at 259.4 322.1 P P 0.000244 0.000244 0.1 NC 0.48 gb:BC019714.1 /DB_XREF=gi:18043970 /FEA=mRNA /CNT=101 /TID=Mm.35580.1 /TIER=Stack /STK=81 /UG=Mm.35580 /LL=100910 /UG_GENE=2010209
MOE430_2_1452177_at 60.3 61.3 P P 0.008057 0.005859 0.1 NC 0.5 gb:AI552141 /DB_XREF=gi:4484504 /DB_XREF=mm93e11.y1 /CLONE=IMAGE:536012 /FEA=mRNA /CNT=167 /TID=Mm.27135.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1452219_at 128.5 143.2 P P 0.01 0.008057 0.1 NC 0.5 gb:AV032559 /DB_XREF=gi:16356587 /DB_XREF=AV032559 /CLONE=1500035O18 /FEA=mRNA /CNT=112 /TID=Mm.157904.1 /TIER=Stack /STK=44 /UG
MOE430_2_1452222_at 205.6 244.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI788797 /DB_XREF=gi:5336513 /DB_XREF=uk54a11.x1 /CLONE=IMAGE:1972796 /FEA=mRNA /CNT=128 /TID=Mm.42222.1 /TIER=Stack /STK=42 /UG
MOE430_2_1452231_x_ 60.6 100 P P 0.000732 0.000732 0.1 NC 0.5 gb:M74124.1 /DB_XREF=gi:198868 /FEA=mRNA /CNT=78 /TID=Mm.215120.1 /TIER=Stack /STK=40 /UG=Mm.215120 /LL=15952 /UG_GENE=Ifi205 /UG_TI
MOE430_2_1452235_at 154.1 157.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:BM120583 /DB_XREF=gi:17088609 /DB_XREF=L0941E09-3 /CLONE=L0941E09 /FEA=mRNA /CNT=100 /TID=Mm.139243.1 /TIER=Stack /STK=39 /UG
MOE430_2_1452255_at 266.7 236.3 P P 0.00415 0.001953 0.1 NC 0.5 gb:BE914442 /DB_XREF=gi:10413075 /DB_XREF=601668824F1 /CLONE=IMAGE:3968885 /FEA=mRNA /CNT=56 /TID=Mm.21295.1 /TIER=Stack /STK=33 /
MOE430_2_1452265_at 634.8 738 P P 0.000244 0.000244 0.1 NC 0.5 gb:AJ288061.1 /DB_XREF=gi:13508652 /FEA=mRNA /CNT=76 /TID=Mm.23141.1 /TIER=Stack /STK=30 /UG=Mm.23141 /LL=76707 /UG_GENE=Clasp1-pen
MOE430_2_1452280_at 546 620.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB097480 /DB_XREF=gi:16261235 /DB_XREF=BB097480 /CLONE=9430059L17 /FEA=mRNA /CNT=91 /TID=Mm.44250.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1452313_at 333.6 405.3 P P 0.000732 0.000732 0.1 NC 0.23 gb:AK011167.1 /DB_XREF=gi:12847115 /FEA=mRNA /CNT=66 /TID=Mm.143908.1 /TIER=Stack /STK=15 /UG=Mm.143908 /LL=68065 /UG_GENE=5930416
MOE430_2_1452363_a_ 95.8 101.1 P P 0.001953 0.000244 0.1 NC 0.5 gb:AA245637 /DB_XREF=gi:1876426 /DB_XREF=my52f10.r1 /CLONE=IMAGE:699499 /FEA=mRNA /CNT=218 /TID=Mm.42255.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1452373_at 189.3 236.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB486340 /DB_XREF=gi:16441376 /DB_XREF=BB486340 /CLONE=D430036A22 /FEA=mRNA /CNT=83 /TID=Mm.17876.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1452401_at 453.1 456.5 P P 0.000732 0.000244 0.1 NC 0.5 gb:AJ276707.1 /DB_XREF=gi:11322454 /GEN=wtap /FEA=mRNA /CNT=26 /TID=Mm.25154.1 /TIER=ConsEnd /STK=7 /UG=Mm.25154 /LL=60532 /DEF=M
MOE430_2_1452405_x_ 11.8 13.3 A A 0.17 0.17 0.1 NC 0.44 gb:X01134.1 /DB_XREF=gi:54319 /FEA=mRNA /CNT=12 /TID=Mm.30557.10 /TIER=ConsEnd /STK=5 /UG=Mm.30557 /LL=21473 /UG_GENE=Tcra /DEF=M
MOE430_2_1452413_at 24.8 31 P P 0.01 0.01 0.1 NC 0.5 gb:BC026466.1 /DB_XREF=gi:20071570 /FEA=mRNA /CNT=8 /TID=Mm.221030.1 /TIER=ConsEnd /STK=3 /UG=Mm.221030 /DEF=Mus musculus, Similar to
MOE430_2_1452414_s_ 152.6 232.3 P P 0.000244 0.000244 0.1 NC 0.11 gb:BB051286 /DB_XREF=gi:16259577 /DB_XREF=BB051286 /CLONE=6720428C11 /FEA=mRNA /CNT=56 /TID=Mm.24770.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1452429_s_ 254.8 240.2 P P 0.000244 0.000244 0.1 NC 0.26 gb:BF236176 /DB_XREF=gi:11149736 /DB_XREF=602025902F1 /CLONE=IMAGE:4160976 /FEA=mRNA /CNT=28 /TID=Mm.103356.1 /TIER=ConsEnd /STK=
MOE430_2_1452433_at 48.3 57.3 P P 0.000732 0.000732 0.1 NC 0.34 gb:BB662083 /DB_XREF=gi:16495838 /DB_XREF=BB662083 /CLONE=D830021I19 /FEA=mRNA /CNT=22 /TID=Mm.218310.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452454_at 37.5 38 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB660702 /DB_XREF=gi:16494482 /DB_XREF=BB660702 /CLONE=D530047A10 /FEA=mRNA /CNT=9 /TID=Mm.86564.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1452469_a_ 280.5 289 P P 0.000244 0.000244 0.1 NC 0.3 gb:BF578669 /DB_XREF=gi:11652290 /DB_XREF=602093137F1 /CLONE=IMAGE:4207569 /FEA=mRNA /CNT=6 /TID=Mm.36850.2 /TIER=ConsEnd /STK=0 
MOE430_2_1452471_at 59.8 55.3 P P 0.000244 0.001221 0.1 NC 0.5 gb:AF459444.1 /DB_XREF=gi:20799327 /GEN=Sef /FEA=mRNA /CNT=8 /TID=Mm.206726.1 /TIER=ConsEnd /STK=0 /UG=Mm.206726 /LL=171463 /DEF=M
MOE430_2_1452476_at 12.4 8.1 A A 0.56 0.5 0.1 NC 0.5 gb:W41214 /DB_XREF=gi:1325566 /DB_XREF=mc42a07.r1 /CLONE=IMAGE:351156 /FEA=mRNA /CNT=6 /TID=Mm.89933.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1452486_a_ 1.6 2.1 A A 0.98 0.97 0.1 NC 0.24 gb:AJ310308.1 /DB_XREF=gi:13548627 /GEN=Cryaa /FEA=mRNA /CNT=3 /TID=Mm.1228.2 /TIER=ConsEnd /STK=0 /UG=Mm.1228 /LL=12954 /DEF=Mus 
MOE430_2_1452518_a_ 0.9 1.1 A A 0.97 0.96 0.1 NC 0.08 gb:L10628.1 /DB_XREF=gi:193018 /FEA=mRNA /CNT=1 /TID=Mm.16009.2 /TIER=ConsEnd /STK=0 /UG=Mm.16009 /LL=16428 /UG_GENE=Itk /UG_TITLE=
MOE430_2_1452524_a_ 1.4 2.9 A A 0.91 0.72 0.1 NC 0.34 gb:U29149.1 /DB_XREF=gi:1144008 /FEA=mRNA /CNT=1 /TID=Mm.3477.2 /TIER=ConsEnd /STK=0 /UG=Mm.3477 /LL=15571 /UG_GENE=Elavl3 /DEF=Mu
MOE430_2_1452531_at 16.9 19.9 A A 0.3 0.24 0.1 NC 0.41 gb:X97306.1 /DB_XREF=gi:1934953 /GEN=CBFA2 /FEA=mRNA /CNT=1 /TID=Mm.4081.3 /TIER=ConsEnd /STK=0 /UG=Mm.4081 /LL=12394 /UG_TITLE=r
MOE430_2_1452542_x_ 98.1 109.5 P P 0.001953 0.000244 0.1 NC 0.36 gb:D29919.1 /DB_XREF=gi:475883 /GEN=E2A gene /FEA=mRNA /CNT=1 /TID=Mm.3406.2 /TIER=ConsEnd /STK=0 /UG=Mm.3406 /LL=21423 /DEF=Mouse
MOE430_2_1452588_at 154 181.6 P P 0.01 0.01 0.1 NC 0.5 gb:BC027683.1 /DB_XREF=gi:20380697 /FEA=mRNA /CNT=51 /TID=Mm.20301.1 /TIER=Stack /STK=38 /UG=Mm.20301 /LL=69234 /UG_GENE=2810407K0
MOE430_2_1452605_at 27.4 25.8 P P 0.01 0.02 0.1 NC 0.5 gb:AV254642 /DB_XREF=gi:16388089 /DB_XREF=AV254642 /CLONE=4921511K01 /FEA=mRNA /CNT=47 /TID=Mm.132694.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1452607_at 336.8 321.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB410125 /DB_XREF=gi:15411969 /DB_XREF=BB410125 /CLONE=C430016P07 /FEA=mRNA /CNT=97 /TID=Mm.41102.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452609_at 129.4 146.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI133691 /DB_XREF=gi:14583939 /DB_XREF=UI-M-BH3-bsb-f-10-0-UI.s1 /CLONE=UI-M-BH3-bsb-f-10-0-UI /FEA=mRNA /CNT=22 /TID=Mm.5185.1
MOE430_2_1452643_at 1.3 2.2 A A 0.88 0.78 0.1 NC 0.5 gb:AF411213.1 /DB_XREF=gi:20502770 /FEA=mRNA /CNT=8 /TID=Mm.219673.1 /TIER=ConsEnd /STK=0 /UG=Mm.219673 /LL=67992 /UG_GENE=0610015
MOE430_2_1452653_at 88.1 77.3 P P 0.005859 0.001221 0.1 NC 0.5 gb:AK018760.1 /DB_XREF=gi:12858639 /FEA=mRNA /CNT=213 /TID=Mm.33729.1 /TIER=Stack /STK=148 /UG=Mm.33729 /LL=68267 /UG_GENE=1300006
MOE430_2_1452665_at 64 68.4 P P 0.005859 0.00293 0.1 NC 0.5 gb:AK012131.1 /DB_XREF=gi:12848687 /FEA=mRNA /CNT=158 /TID=Mm.27095.1 /TIER=Stack /STK=114 /UG=Mm.27095 /LL=74196 /UG_GENE=2610511
MOE430_2_1452672_at 423.3 457.9 P P 0.000244 0.001221 0.1 NC 0.5 gb:AK006840.1 /DB_XREF=gi:12840117 /FEA=mRNA /CNT=125 /TID=Mm.28969.1 /TIER=Stack /STK=102 /UG=Mm.28969 /LL=73404 /UG_GENE=1700060
MOE430_2_1452690_at 162.4 159.9 P P 0.001221 0.000244 0.1 NC 0.5 gb:BQ174458 /DB_XREF=gi:20349949 /DB_XREF=UI-M-DJ2-bvy-m-01-0-UI.s1 /CLONE=UI-M-DJ2-bvy-m-01-0-UI /FEA=mRNA /CNT=108 /TID=Mm.34
MOE430_2_1452693_at 110.3 106 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK004665.1 /DB_XREF=gi:12835999 /FEA=mRNA /CNT=98 /TID=Mm.45260.1 /TIER=Stack /STK=79 /UG=Mm.45260 /LL=71715 /UG_GENE=1200009D0
MOE430_2_1452708_a_ 139.7 141.5 P P 0.000732 0.000732 0.1 NC 0.5 gb:AV309996 /DB_XREF=gi:16394198 /DB_XREF=AV309996 /CLONE=5730587D06 /FEA=mRNA /CNT=96 /TID=Mm.154591.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452721_a_ 2145.9 2167.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM210204 /DB_XREF=gi:17766964 /DB_XREF=C0660G01-3 /CLONE=C0660G01 /FEA=mRNA /CNT=97 /TID=Mm.3012.1 /TIER=Stack /STK=60 /UG=M
MOE430_2_1452739_at 356.4 443.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK010499.1 /DB_XREF=gi:12845990 /FEA=mRNA /CNT=64 /TID=Mm.44236.1 /TIER=Stack /STK=54 /UG=Mm.44236 /LL=69754 /UG_GENE=2410015K2
MOE430_2_1452747_at 57.5 61.2 P P 0.04 0.02 0.1 NC 0.5 gb:BM944122 /DB_XREF=gi:19427707 /DB_XREF=UI-M-EH0p-bvp-n-24-0-UI.r1 /CLONE=IMAGE:5695319 /FEA=mRNA /CNT=156 /TID=Mm.41331.1 /TIER
MOE430_2_1452749_at 249.4 261.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK011546.1 /DB_XREF=gi:12847739 /FEA=mRNA /CNT=114 /TID=Mm.26582.1 /TIER=Stack /STK=50 /UG=Mm.26582 /LL=67440 /UG_GENE=0610027A
MOE430_2_1452754_at 562 614.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017880.1 /DB_XREF=gi:12857357 /FEA=mRNA /CNT=73 /TID=Mm.181815.1 /TIER=Stack /STK=49 /UG=Mm.181815 /LL=76737 /UG_GENE=5730592
MOE430_2_1452760_at 534.4 605.9 P P 0.000244 0.000244 0.1 NC 0.21 gb:AK010963.1 /DB_XREF=gi:12846763 /FEA=mRNA /CNT=80 /TID=Mm.87628.1 /TIER=Stack /STK=48 /UG=Mm.87628 /LL=70312 /UG_GENE=2510012J0
MOE430_2_1452763_at 38 33.4 P P 0.01 0.005859 0.1 NC 0.26 gb:BB770774 /DB_XREF=gi:16212904 /DB_XREF=BB770774 /CLONE=G370117H01 /FEA=mRNA /CNT=49 /TID=Mm.81122.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1452770_at 2731.4 2824.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK003237.1 /DB_XREF=gi:12833779 /GEN=D7Wsu86e /FEA=mRNA /CNT=95 /TID=Mm.29703.1 /TIER=Stack /STK=45 /UG=Mm.29703 /LL=27973 /UG_
MOE430_2_1452781_a_ 289 292 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV297256 /DB_XREF=gi:16392939 /DB_XREF=AV297256 /CLONE=5730447L11 /FEA=mRNA /CNT=284 /TID=Mm.35779.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1452782_a_ 457.9 542.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK002358.1 /DB_XREF=gi:12832278 /FEA=mRNA /CNT=204 /TID=Mm.3533.2 /TIER=Stack /STK=41 /UG=Mm.3533 /LL=56551 /UG_GENE=Txn2 /UG_T
MOE430_2_1452789_at 1013.6 1011.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK012171.1 /DB_XREF=gi:12848751 /FEA=mRNA /CNT=176 /TID=Mm.203898.1 /TIER=Stack /STK=40 /UG=Mm.203898 /LL=66305 /UG_GENE=281040
MOE430_2_1452793_at 7 9.1 M P 0.05 0.03 0.1 NC 0.13 gb:AI509011 /DB_XREF=gi:4407916 /DB_XREF=vb57h02.y1 /CLONE=IMAGE:761139 /FEA=mRNA /CNT=85 /TID=Mm.87456.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452799_at 264.8 270.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009249.1 /DB_XREF=gi:12843926 /FEA=mRNA /CNT=48 /TID=Mm.13773.1 /TIER=Stack /STK=39 /UG=Mm.13773 /LL=75578 /UG_GENE=2310009E0
MOE430_2_1452814_at 53.3 65.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM213277 /DB_XREF=gi:17771112 /DB_XREF=C0834B09-3 /CLONE=C0834B09 /FEA=mRNA /CNT=82 /TID=Mm.38390.1 /TIER=Stack /STK=36 /UG=
MOE430_2_1452820_at 488.8 598 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK013701.1 /DB_XREF=gi:12851164 /FEA=mRNA /CNT=55 /TID=Mm.24363.1 /TIER=Stack /STK=35 /UG=Mm.24363 /LL=72980 /UG_GENE=2900055P1
MOE430_2_1452836_at 128.4 190.9 P P 0.001221 0.001953 0.1 NC 0.5 gb:AK012110.1 /DB_XREF=gi:12848654 /FEA=mRNA /CNT=102 /TID=Mm.196640.1 /TIER=Stack /STK=32 /UG=Mm.196640 /LL=68012 /UG_GENE=261051
MOE430_2_1452841_at 14.3 13 P P 0.00415 0.000732 0.1 NC 0.5 gb:BG073164 /DB_XREF=gi:12555733 /DB_XREF=H3119E02-3 /CLONE=H3119E02 /FEA=mRNA /CNT=57 /TID=Mm.32041.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1452850_s_ 338.4 381.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:AK003055.1 /DB_XREF=gi:12833473 /FEA=mRNA /CNT=72 /TID=Mm.24761.1 /TIER=Stack /STK=29 /UG=Mm.24761 /LL=71698 /UG_GENE=0710008O1
MOE430_2_1452869_at 91.1 106.2 P P 0.000244 0.000244 0.1 NC 0.19 gb:AK003895.1 /DB_XREF=gi:12834838 /FEA=mRNA /CNT=130 /TID=Mm.41023.1 /TIER=Stack /STK=26 /UG=Mm.41023 /LL=66921 /UG_GENE=1110021E
MOE430_2_1452880_at 210.3 235.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK003721.1 /DB_XREF=gi:12834560 /FEA=mRNA /CNT=84 /TID=Mm.10167.2 /TIER=Stack /STK=24 /UG=Mm.10167 /LL=66196 /UG_GENE=1110055A0
MOE430_2_1452884_at 217.7 282.8 P P 0.001953 0.001953 0.1 NC 0.36 gb:BG228848 /DB_XREF=gi:12716352 /DB_XREF=ux62d11.x1 /CLONE=IMAGE:3514820 /FEA=mRNA /CNT=139 /TID=Mm.27790.1 /TIER=Stack /STK=24 /
MOE430_2_1452903_at 118.3 149.4 P P 0.000244 0.000244 0.1 NC 0.19 gb:AK020090.1 /DB_XREF=gi:12860562 /FEA=mRNA /CNT=38 /TID=Mm.76166.1 /TIER=Stack /STK=22 /UG=Mm.76166 /LL=68176 /UG_GENE=6230427J0
MOE430_2_1452911_at 36.1 29.7 P P 0.000732 0.001953 0.1 NC 0.5 gb:AK017680.1 /DB_XREF=gi:12857041 /FEA=mRNA /CNT=52 /TID=Mm.200935.1 /TIER=Stack /STK=22 /UG=Mm.200935 /LL=70589 /UG_GENE=5730461
MOE430_2_1452918_at 190.7 161.9 P P 0.000732 0.000244 0.1 NC 0.5 gb:AK011404.1 /DB_XREF=gi:12847504 /FEA=mRNA /CNT=41 /TID=Mm.86894.1 /TIER=Stack /STK=21 /UG=Mm.86894 /LL=76539 /UG_GENE=2610015K0
MOE430_2_1452923_at 281.5 282.5 P P 0.000244 0.000244 0.1 NC 0.49 gb:AK007894.1 /DB_XREF=gi:12841741 /FEA=mRNA /CNT=24 /TID=Mm.25404.1 /TIER=Stack /STK=20 /UG=Mm.25404 /LL=75597 /UG_GENE=1810058I14
MOE430_2_1452941_at 200.9 159.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV078077 /DB_XREF=gi:16381064 /DB_XREF=AV078077 /CLONE=2210402K08 /FEA=mRNA /CNT=98 /TID=Mm.17523.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1452947_at 8.2 12 A A 0.19 0.27 0.1 NC 0.5 gb:AK014308.1 /DB_XREF=gi:12852069 /FEA=mRNA /CNT=37 /TID=Mm.26160.1 /TIER=Stack /STK=18 /UG=Mm.26160 /LL=70355 /UG_GENE=3200002M
MOE430_2_1452959_a_ 80.9 102.5 P P 0.000244 0.001221 0.1 NC 0.5 gb:AK013497.1 /DB_XREF=gi:12850882 /GEN=Capn10 /FEA=mRNA /CNT=30 /TID=Mm.29544.2 /TIER=Stack /STK=17 /UG=Mm.29544 /LL=23830 /UG_TIT
MOE430_2_1453005_at 87.5 88 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB825316 /DB_XREF=gi:17003559 /DB_XREF=BB825316 /CLONE=G830037H12 /FEA=mRNA /CNT=26 /TID=Mm.21246.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1453010_at 68.4 91 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK006925.1 /DB_XREF=gi:12840231 /FEA=mRNA /CNT=41 /TID=Mm.102638.1 /TIER=Stack /STK=13 /UG=Mm.102638 /LL=73473 /UG_GENE=1700069
MOE430_2_1453013_at 362.9 381.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW548228 /DB_XREF=gi:7193649 /DB_XREF=L0033C07-3 /CLONE=L0033C07 /FEA=mRNA /CNT=190 /TID=Mm.154153.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1453014_a_ 1467.2 1641.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM222383 /DB_XREF=gi:17782967 /DB_XREF=K0120A01-3 /CLONE=K0120A01 /FEA=mRNA /CNT=75 /TID=Mm.18634.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1453017_at 89.5 95 P P 0.000732 0.000244 0.1 NC 0.4 gb:BM227962 /DB_XREF=gi:17790433 /DB_XREF=K0253A03-3 /CLONE=K0253A03 /FEA=mRNA /CNT=64 /TID=Mm.103407.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453018_at 129.7 140 P P 0.000732 0.000732 0.1 NC 0.49 gb:AK004676.1 /DB_XREF=gi:12836019 /FEA=mRNA /CNT=67 /TID=Mm.141773.1 /TIER=Stack /STK=12 /UG=Mm.141773 /LL=67459 /UG_GENE=1200009
MOE430_2_1453021_at 19.3 21.9 P P 0.008057 0.000732 0.1 NC 0.13 gb:BM899291 /DB_XREF=gi:19382079 /DB_XREF=UI-M-DJ1-btz-c-04-0-UI.s1 /CLONE=UI-M-DJ1-btz-c-04-0-UI /FEA=mRNA /CNT=42 /TID=Mm.13397
MOE430_2_1453042_at 11.9 8 A A 0.08 0.17 0.1 NC 0.5 gb:AK008229.1 /DB_XREF=gi:12842287 /FEA=mRNA /CNT=21 /TID=Mm.23165.1 /TIER=Stack /STK=11 /UG=Mm.23165 /LL=72074 /UG_GENE=2010013E1
MOE430_2_1453043_at 2.5 1.6 A A 0.78 0.86 0.1 NC 0.27 gb:AK002603.1 /DB_XREF=gi:12832708 /FEA=mRNA /CNT=20 /TID=Mm.46188.1 /TIER=Stack /STK=11 /UG=Mm.46188 /LL=74088 /UG_GENE=0610012H0
MOE430_2_1453062_at 82.4 91.4 P P 0.001953 0.000732 0.1 NC 0.5 gb:AK020893.1 /DB_XREF=gi:12861619 /FEA=mRNA /CNT=15 /TID=Mm.24136.1 /TIER=Stack /STK=10 /UG=Mm.24136 /LL=77970 /UG_GENE=A930026I2
MOE430_2_1453100_at 53.1 53.1 P P 0.01 0.04 0.1 NC 0.5 gb:BG070990 /DB_XREF=gi:12553559 /DB_XREF=H3093E03-3 /CLONE=H3093E03 /FEA=mRNA /CNT=179 /TID=Mm.51136.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1453101_at 275.7 287.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:AK012967.1 /DB_XREF=gi:12850043 /FEA=mRNA /CNT=57 /TID=Mm.38768.1 /TIER=Stack /STK=51 /UG=Mm.38768 /LL=76553 /UG_GENE=2810402K1
MOE430_2_1453115_at 0.9 2.2 A A 0.78 0.72 0.1 NC 0.5 gb:AV206479 /DB_XREF=gi:6147332 /DB_XREF=AV206479 /CLONE=1700086M19 /FEA=mRNA /CNT=38 /TID=Mm.141358.1 /TIER=Stack /STK=36 /UG=M
MOE430_2_1453116_at 53.1 53.2 A A 0.24 0.24 0.1 NC 0.5 gb:AK016830.1 /DB_XREF=gi:12855775 /FEA=mRNA /CNT=45 /TID=Mm.139010.1 /TIER=Stack /STK=35 /UG=Mm.139010 /LL=71131 /UG_GENE=4933416
MOE430_2_1453126_at 0.9 1.4 A A 0.82 0.91 0.1 NC 0.5 gb:AK017594.1 /DB_XREF=gi:12856913 /FEA=mRNA /CNT=34 /TID=Mm.133607.1 /TIER=Stack /STK=29 /UG=Mm.133607 /LL=70530 /UG_GENE=5730420
MOE430_2_1453152_at 1.2 0.8 A A 0.86 0.96 0.1 NC 0.9 gb:AK004794.1 /DB_XREF=gi:12836243 /FEA=mRNA /CNT=30 /TID=Mm.50841.1 /TIER=Stack /STK=20 /UG=Mm.50841 /LL=71738 /UG_GENE=1200015L1
MOE430_2_1453155_at 965 919 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK014282.1 /DB_XREF=gi:12852024 /FEA=mRNA /CNT=132 /TID=Mm.88349.1 /TIER=Stack /STK=19 /UG=Mm.88349 /LL=71817 /UG_GENE=3200001F
MOE430_2_1453162_at 107.1 114.2 P P 0.000732 0.000244 0.1 NC 0.12 gb:AK008801.1 /DB_XREF=gi:12843217 /FEA=mRNA /CNT=40 /TID=Mm.156860.2 /TIER=ConsEnd /STK=1 /UG=Mm.156860 /LL=67205 /UG_GENE=27000
MOE430_2_1453171_s_ 239.7 243.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:C85630 /DB_XREF=gi:2917587 /DB_XREF=C85630 /CLONE=J0212C06 /FEA=mRNA /CNT=43 /TID=Mm.24256.1 /TIER=Stack /STK=17 /UG=Mm.24256
MOE430_2_1453197_at 139 171.2 P P 0.000244 0.000244 0.1 NC 0.34 gb:AK012187.1 /DB_XREF=gi:12848778 /FEA=mRNA /CNT=65 /TID=Mm.41664.1 /TIER=Stack /STK=14 /UG=Mm.41664 /LL=13937 /UG_GENE=X83308 /U
MOE430_2_1453206_at 192.5 210.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV235115 /DB_XREF=gi:16386190 /DB_XREF=AV235115 /CLONE=4732402K02 /FEA=mRNA /CNT=184 /TID=Mm.28558.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1453208_at 63.8 65.3 P P 0.001953 0.008057 0.1 NC 0.5 gb:BB764254 /DB_XREF=gi:16192652 /DB_XREF=BB764254 /CLONE=G370034C14 /FEA=mRNA /CNT=49 /TID=Mm.608.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453209_at 161.3 181 P P 0.000244 0.000244 0.1 NC 0.5 gb:BE949079 /DB_XREF=gi:10526838 /DB_XREF=UI-M-BH3-avg-h-08-0-UI.s1 /CLONE=UI-M-BH3-avg-h-08-0-UI /FEA=mRNA /CNT=41 /TID=Mm.8689
MOE430_2_1453241_a_ 29.1 29.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB006969 /DB_XREF=gi:16257037 /DB_XREF=BB006969 /CLONE=4732474B19 /FEA=mRNA /CNT=27 /TID=Mm.86924.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1453246_at 21.9 15.6 P A 0.04 0.08 0.1 NC 0.36 gb:AK020665.1 /DB_XREF=gi:12861316 /FEA=mRNA /CNT=20 /TID=Mm.103532.1 /TIER=Stack /STK=10 /UG=Mm.103532 /LL=67790 /UG_GENE=6330580
MOE430_2_1453249_a_ 0.8 2.1 A A 0.75 0.6 0.1 NC 0.44 gb:AK016448.1 /DB_XREF=gi:12855183 /FEA=mRNA /CNT=12 /TID=Mm.78551.2 /TIER=Stack /STK=10 /UG=Mm.78551 /LL=80384 /UG_GENE=Tex21-pen
MOE430_2_1453253_a_ 146.1 129.8 P P 0.000732 0.000244 0.1 NC 0.5 gb:AK009926.1 /DB_XREF=gi:12845022 /FEA=mRNA /CNT=13 /TID=Mm.24603.2 /TIER=Stack /STK=10 /UG=Mm.24603 /LL=106707 /UG_GENE=2310051D
MOE430_2_1453257_at 261.1 292.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB758649 /DB_XREF=gi:16190123 /DB_XREF=BB758649 /CLONE=G270102A11 /FEA=mRNA /CNT=78 /TID=Mm.24117.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1453291_at 17.3 16.9 P P 0.03 0.03 0.1 NC 0.22 gb:AA165746 /DB_XREF=gi:1743962 /DB_XREF=ms60a11.r1 /CLONE=IMAGE:615932 /FEA=mRNA /CNT=18 /TID=Mm.31383.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453344_at 104.9 94.9 P P 0.00293 0.001221 0.1 NC 0.41 gb:AK007675.1 /DB_XREF=gi:12841367 /FEA=mRNA /CNT=19 /TID=Mm.45184.1 /TIER=ConsEnd /STK=5 /UG=Mm.45184 /LL=66293 /UG_GENE=1810032
MOE430_2_1453356_at 18.1 22.6 P P 0.000244 0.001221 0.1 NC 0.5 gb:AK017661.1 /DB_XREF=gi:12857012 /FEA=mRNA /CNT=10 /TID=Mm.101780.1 /TIER=ConsEnd /STK=5 /UG=Mm.101780 /LL=70576 /UG_GENE=57304
MOE430_2_1453360_a_ 31.3 39.8 P P 0.03 0.03 0.1 NC 0.27 gb:AK008505.1 /DB_XREF=gi:12842723 /GEN=Tex9 /FEA=mRNA /CNT=9 /TID=Mm.14485.2 /TIER=ConsEnd /STK=5 /UG=Mm.14485 /LL=21778 /UG_TITL
MOE430_2_1453363_at 8.6 11.1 A A 0.82 0.82 0.1 NC 0.39 gb:BB303563 /DB_XREF=gi:9004268 /DB_XREF=BB303563 /CLONE=B230105C07 /FEA=mRNA /CNT=25 /TID=Mm.132065.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1453402_at 1.6 1.1 A A 0.69 0.72 0.1 NC 0.5 gb:AV338754 /DB_XREF=gi:6378806 /DB_XREF=AV338754 /CLONE=6430500C12 /FEA=mRNA /CNT=5 /TID=Mm.181541.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1453404_at 44.1 55.1 P P 0.000732 0.01 0.1 NC 0.96 gb:AK018236.1 /DB_XREF=gi:12857854 /FEA=mRNA /CNT=5 /TID=Mm.93214.1 /TIER=ConsEnd /STK=4 /UG=Mm.93214 /LL=76185 /UG_GENE=6330559I1
MOE430_2_1453411_at 22 25.5 P P 0.01 0.03 0.1 NC 0.33 gb:AV066684 /DB_XREF=gi:16380911 /DB_XREF=AV066684 /CLONE=2010110K16 /FEA=mRNA /CNT=30 /TID=Mm.9953.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1453421_at 19.9 27.5 P P 0.03 0.00415 0.1 NC 0.004073 gb:AK002636.1 /DB_XREF=gi:12832767 /FEA=mRNA /CNT=15 /TID=Mm.220843.1 /TIER=ConsEnd /STK=3 /UG=Mm.220843 /UG_TITLE=Mus musculus adu
MOE430_2_1453426_a_ 40.5 42.5 M P 0.05 0.01 0.1 NC 0.23 gb:AK005937.1 /DB_XREF=gi:12838776 /FEA=mRNA /CNT=7 /TID=Mm.34157.2 /TIER=ConsEnd /STK=3 /UG=Mm.34157 /LL=69368 /UG_GENE=1700013B
MOE430_2_1453479_at 38.8 37.4 P P 0.03 0.01 0.1 NC 0.06 gb:AK007024.1 /DB_XREF=gi:12840371 /FEA=mRNA /CNT=9 /TID=Mm.174885.1 /TIER=ConsEnd /STK=2 /UG=Mm.174885 /LL=67349 /UG_GENE=170008
MOE430_2_1453483_at 17 14.4 P A 0.03 0.06 0.1 NC 0.31 gb:AK006270.1 /DB_XREF=gi:12839277 /FEA=mRNA /CNT=10 /TID=Mm.151092.1 /TIER=ConsEnd /STK=2 /UG=Mm.151092 /LL=71868 /UG_GENE=17000
MOE430_2_1453494_at 2.5 1 A A 0.66 0.8 0.1 NC 0.35 gb:AV254756 /DB_XREF=gi:6242215 /DB_XREF=AV254756 /CLONE=4921513H07 /FEA=mRNA /CNT=6 /TID=Mm.87259.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453497_a_ 14.6 16.4 P P 0.03 0.008057 0.1 NC 0.03 gb:AK014488.1 /DB_XREF=gi:12852378 /FEA=mRNA /CNT=11 /TID=Mm.3781.2 /TIER=ConsEnd /STK=2 /UG=Mm.3781 /LL=18700 /UG_GENE=Piga /UG_T
MOE430_2_1453505_a_ 2.4 0.9 A A 0.8 0.98 0.1 NC 0.88 gb:AK010397.1 /DB_XREF=gi:12845810 /GEN=Eif2ak3 /FEA=mRNA /CNT=6 /TID=Mm.23375.2 /TIER=ConsEnd /STK=2 /UG=Mm.23375 /LL=13666 /UG_TI
MOE430_2_1453520_at 17.8 17.2 A A 0.24 0.09 0.1 NC 0.24 gb:AK010712.1 /DB_XREF=gi:12846354 /FEA=mRNA /CNT=6 /TID=Mm.30456.1 /TIER=ConsEnd /STK=2 /UG=Mm.30456 /LL=73668 /UG_GENE=2410066K
MOE430_2_1453554_a_ 113.8 146.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK009297.1 /DB_XREF=gi:12844006 /FEA=mRNA /CNT=3 /TID=Mm.32512.2 /TIER=ConsEnd /STK=2 /UG=Mm.32512 /LL=74320 /UG_GENE=1110001N
MOE430_2_1453567_s_ 149.5 204.3 P P 0.001221 0.000732 0.1 NC 0.5 gb:AK014997.1 /DB_XREF=gi:12853158 /FEA=mRNA /CNT=16 /TID=Mm.196238.1 /TIER=ConsEnd /STK=1 /UG=Mm.196238 /LL=70932 /UG_GENE=49215
MOE430_2_1453605_s_ 94.6 93.3 P P 0.001221 0.00293 0.1 NC 0.5 gb:AK007017.1 /DB_XREF=gi:12840360 /FEA=mRNA /CNT=7 /TID=Mm.196178.1 /TIER=ConsEnd /STK=1 /UG=Mm.196178 /LL=76620 /UG_GENE=170008
MOE430_2_1453686_x_ 230.6 243.2 P P 0.008057 0.001953 0.1 NC 0.5 gb:AK009252.1 /DB_XREF=gi:12843932 /GEN=Nphp1 /FEA=mRNA /CNT=3 /TID=Mm.38522.2 /TIER=ConsEnd /STK=1 /UG=Mm.38522 /LL=53885 /UG_TIT
MOE430_2_1453697_at 2.5 3.5 A A 0.72 0.75 0.1 NC 0.5 gb:AK018312.1 /DB_XREF=gi:12857958 /FEA=mRNA /CNT=3 /TID=Mm.159717.1 /TIER=ConsEnd /STK=1 /UG=Mm.159717 /LL=76220 /UG_GENE=653040
MOE430_2_1453698_at 14.2 13.5 P P 0.02 0.01 0.1 NC 0.37 gb:BB040767 /DB_XREF=gi:8447153 /DB_XREF=BB040767 /CLONE=6030451C04 /FEA=mRNA /CNT=3 /TID=Mm.159853.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453733_a_ 165.5 184 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK017833.1 /DB_XREF=gi:12857288 /FEA=mRNA /CNT=20 /TID=Mm.21451.2 /TIER=ConsEnd /STK=0 /UG=Mm.21451 /LL=99650 /UG_GENE=4933434
MOE430_2_1453751_at 53.5 46.3 P P 0.001221 0.005859 0.1 NC 0.5 gb:AK017828.1 /DB_XREF=gi:12857280 /FEA=mRNA /CNT=15 /TID=Mm.171302.1 /TIER=ConsEnd /STK=0 /UG=Mm.171302 /LL=70668 /UG_GENE=57305
MOE430_2_1453754_at 23.7 25.2 P M 0.01 0.05 0.1 NC 0.5 gb:AK015229.1 /DB_XREF=gi:12853484 /FEA=mRNA /CNT=19 /TID=Mm.120079.1 /TIER=ConsEnd /STK=0 /UG=Mm.120079 /LL=74648 /UG_GENE=49304
MOE430_2_1453774_at 89.9 101.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG088695 /DB_XREF=gi:12571259 /DB_XREF=H3156D08-5 /CLONE=H3156D08 /FEA=mRNA /CNT=11 /TID=Mm.182867.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453779_at 4.7 5.6 A A 0.56 0.53 0.1 NC 0.5 gb:AK005809.1 /DB_XREF=gi:12838574 /FEA=mRNA /CNT=9 /TID=Mm.44800.1 /TIER=ConsEnd /STK=0 /UG=Mm.44800 /LL=66330 /UG_GENE=1700020L
MOE430_2_1453799_at 47.9 47.6 A A 0.08 0.08 0.1 NC 0.44 gb:AK020460.1 /DB_XREF=gi:12861051 /FEA=mRNA /CNT=7 /TID=Mm.171361.1 /TIER=ConsEnd /STK=0 /UG=Mm.171361 /LL=77252 /UG_GENE=943003



MOE430_2_1453806_at 34.5 27.4 A P 0.06 0.03 0.1 NC 0.86 gb:AA940525 /DB_XREF=gi:3100069 /DB_XREF=vz45f09.r1 /CLONE=IMAGE:1329449 /FEA=mRNA /CNT=7 /TID=Mm.29415.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453819_x_ 134.5 127.6 P P 0.008057 0.005859 0.1 NC 0.22 gb:AK016910.1 /DB_XREF=gi:12855893 /FEA=mRNA /CNT=5 /TID=Mm.18959.3 /TIER=ConsEnd /STK=0 /UG=Mm.18959 /LL=71116 /UG_GENE=Stx18 /UG
MOE430_2_1453842_at 1.4 0.6 A A 0.86 0.99 0.1 NC 0.87 gb:AK015421.1 /DB_XREF=gi:12853757 /FEA=mRNA /CNT=4 /TID=Mm.159284.1 /TIER=ConsEnd /STK=0 /UG=Mm.159284 /LL=74661 /UG_GENE=493044
MOE430_2_1453917_at 2.9 2.6 A A 0.46 0.63 0.1 NC 0.5 gb:AK017110.1 /DB_XREF=gi:12856202 /FEA=mRNA /CNT=2 /TID=Mm.216217.1 /TIER=ConsEnd /STK=1 /UG=Mm.216217 /LL=74482 /UG_GENE=493343
MOE430_2_1453929_at 0.8 1.3 A A 0.96 0.99 0.1 NC 0.57 gb:AK015699.1 /DB_XREF=gi:12854132 /FEA=mRNA /CNT=2 /TID=Mm.159304.1 /TIER=ConsEnd /STK=1 /UG=Mm.159304 /LL=74697 /UG_GENE=493050
MOE430_2_1453935_a_ 0.4 0.4 A A 0.96 0.94 0.1 NC 0.22 gb:AK016006.1 /DB_XREF=gi:12854580 /FEA=mRNA /CNT=2 /TID=Mm.196017.1 /TIER=ConsEnd /STK=1 /UG=Mm.196017 /LL=74703 /UG_GENE=493051
MOE430_2_1453948_at 0.6 0.9 A A 0.82 0.85 0.1 NC 0.16 gb:AV267921 /DB_XREF=gi:6255958 /DB_XREF=AV267921 /CLONE=4930529K09 /FEA=mRNA /CNT=2 /TID=Mm.159441.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453951_a_ 13.4 17.6 A A 0.19 0.17 0.1 NC 0.5 gb:AK015497.1 /DB_XREF=gi:12853863 /FEA=mRNA /CNT=2 /TID=Mm.158449.2 /TIER=ConsEnd /STK=1 /UG=Mm.158449 /LL=70806 /UG_GENE=463241
MOE430_2_1453954_a_ 45.6 56.8 P P 0.008057 0.03 0.1 NC 0.5 gb:AK018829.1 /DB_XREF=gi:12858767 /GEN=Mrps5 /FEA=mRNA /CNT=2 /TID=Mm.41682.2 /TIER=ConsEnd /STK=1 /UG=Mm.41682 /LL=77721 /UG_TIT
MOE430_2_1453956_a_ 29.2 28.6 A A 0.17 0.08 0.1 NC 0.5 gb:AK016370.1 /DB_XREF=gi:12855071 /GEN=Pftk1 /FEA=mRNA /CNT=2 /TID=Mm.6456.3 /TIER=ConsEnd /STK=1 /UG=Mm.6456 /LL=18647 /UG_TITLE
MOE430_2_1453964_at 22.6 15.3 M A 0.05 0.09 0.1 NC 0.5 gb:AK006189.1 /DB_XREF=gi:12839151 /FEA=mRNA /CNT=2 /TID=Mm.75001.1 /TIER=ConsEnd /STK=1 /UG=Mm.75001 /LL=76924 /UG_GENE=1700021A
MOE430_2_1453982_at 17.2 27 A P 0.12 0.01 0.1 NC 0.17 gb:AK016849.1 /DB_XREF=gi:12855803 /FEA=mRNA /CNT=2 /TID=Mm.138833.1 /TIER=ConsEnd /STK=0 /UG=Mm.138833 /LL=74447 /UG_GENE=493341
MOE430_2_1453997_a_ 1 0.4 A A 0.94 0.9 0.1 NC 0.5 gb:AK012622.1 /DB_XREF=gi:12849488 /GEN=Nes /FEA=mRNA /CNT=2 /TID=Mm.23742.2 /TIER=ConsEnd /STK=0 /UG=Mm.23742 /LL=18008 /UG_TITLE
MOE430_2_1454005_at 1.5 2 A A 0.93 0.93 0.1 NC 0.5 gb:AK009224.1 /DB_XREF=gi:12843881 /GEN=Fmo2 /FEA=mRNA /CNT=2 /TID=Mm.10929.2 /TIER=ConsEnd /STK=0 /UG=Mm.10929 /LL=55990 /UG_TIT
MOE430_2_1454030_at 43.9 45.2 P P 0.000732 0.008057 0.1 NC 0.5 gb:AK018652.1 /DB_XREF=gi:12858466 /FEA=mRNA /CNT=1 /TID=Mm.195912.3 /TIER=ConsEnd /STK=0 /UG=Mm.195912 /LL=74557 /UG_GENE=913002
MOE430_2_1454071_at 3.4 2.2 A A 0.6 0.72 0.1 NC 0.59 gb:AK014121.1 /DB_XREF=gi:12851790 /FEA=mRNA /CNT=1 /TID=Mm.158956.1 /TIER=ConsEnd /STK=0 /UG=Mm.158956 /LL=73150 /UG_GENE=311003
MOE430_2_1454096_a_ 9.8 9.9 A A 0.21 0.33 0.1 NC 0.5 gb:AK015061.1 /DB_XREF=gi:12853256 /FEA=mRNA /CNT=1 /TID=Mm.160137.2 /TIER=ConsEnd /STK=0 /UG=Mm.160137 /LL=78806 /UG_GENE=493055
MOE430_2_1454106_a_ 154.2 182.6 P P 0.000244 0.000244 0.1 NC 0.45 gb:AK017941.1 /DB_XREF=gi:12857446 /FEA=mRNA /CNT=1 /TID=Mm.17537.3 /TIER=ConsEnd /STK=0 /UG=Mm.17537 /LL=74322 /UG_GENE=Cgbp-pen
MOE430_2_1454122_at 0.9 0.9 A A 0.5 0.75 0.1 NC 0.5 gb:AK014636.1 /DB_XREF=gi:12852615 /FEA=mRNA /CNT=1 /TID=Mm.158463.1 /TIER=ConsEnd /STK=0 /UG=Mm.158463 /LL=70848 /UG_GENE=473340
MOE430_2_1454123_at 6.5 6.9 A A 0.08 0.19 0.1 NC 0.5 gb:AK015208.1 /DB_XREF=gi:12853454 /FEA=mRNA /CNT=1 /TID=Mm.159404.2 /TIER=ConsEnd /STK=0 /UG=Mm.159404 /LL=71033 /UG_GENE=493340
MOE430_2_1454136_a_ 205.9 202.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK013123.1 /DB_XREF=gi:12850288 /FEA=mRNA /CNT=1 /TID=Mm.46046.2 /TIER=ConsEnd /STK=0 /UG=Mm.46046 /LL=66714 /UG_GENE=4921524J
MOE430_2_1454143_at 0.9 1.3 A A 0.96 0.91 0.1 NC 0.5 gb:AK015362.1 /DB_XREF=gi:12853672 /FEA=mRNA /CNT=1 /TID=Mm.159356.1 /TIER=ConsEnd /STK=0 /UG=Mm.159356 /LL=74894 /UG_GENE=493044
MOE430_2_1454146_at 1.8 0.9 A A 0.72 0.88 0.1 NC 0.5 gb:AK020588.1 /DB_XREF=gi:12861210 /FEA=mRNA /CNT=1 /TID=Mm.160105.1 /TIER=ConsEnd /STK=0 /UG=Mm.160105 /LL=78616 /UG_GENE=953003
MOE430_2_1454148_at 1 1.4 A A 0.9 0.95 0.1 NC 0.5 gb:AK015368.1 /DB_XREF=gi:12853680 /FEA=mRNA /CNT=1 /TID=Mm.158137.1 /TIER=ConsEnd /STK=0 /UG=Mm.158137 /LL=66829 /UG_GENE=493044
MOE430_2_1454149_a_ 215.8 202 P P 0.000732 0.000244 0.1 NC 0.5 gb:AK008585.1 /DB_XREF=gi:12842860 /FEA=mRNA /CNT=1 /TID=Mm.13725.3 /TIER=ConsEnd /STK=0 /UG=Mm.13725 /LL=56036 /UG_GENE=Pcee-pen
MOE430_2_1454168_a_ 42.6 41.8 P P 0.001953 0.000732 0.1 NC 0.5 gb:AK006072.1 /DB_XREF=gi:12838980 /GEN=Skd3 /FEA=mRNA /CNT=1 /TID=Mm.3990.2 /TIER=ConsEnd /STK=0 /UG=Mm.3990 /LL=20480 /UG_TITLE=
MOE430_2_1454232_at 1.1 0.5 A A 0.94 0.91 0.1 NC 0.26 gb:AK020441.1 /DB_XREF=gi:12861025 /FEA=mRNA /CNT=1 /TID=Mm.159883.1 /TIER=ConsEnd /STK=0 /UG=Mm.159883 /LL=77272 /UG_GENE=943002
MOE430_2_1454233_at 7.8 10.9 A A 0.19 0.09 0.1 NC 0.07 gb:AK009188.1 /DB_XREF=gi:12843827 /FEA=mRNA /CNT=1 /TID=Mm.159735.1 /TIER=ConsEnd /STK=0 /UG=Mm.159735 /LL=76422 /UG_GENE=231000
MOE430_2_1454309_at 13.9 16 A P 0.06 0.03 0.1 NC 0.5 gb:BB646622 /DB_XREF=gi:16480951 /DB_XREF=BB646622 /CLONE=B930025E15 /FEA=mRNA /CNT=5 /TID=Mm.212595.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1454312_at 20.2 20.6 A A 0.12 0.11 0.1 NC 0.28 gb:BE859789 /DB_XREF=gi:10376070 /DB_XREF=UI-M-AH0-act-b-06-0-UI.r1 /CLONE=UI-M-AH0-act-b-06-0-UI /FEA=mRNA /CNT=3 /TID=Mm.15985.
MOE430_2_1454313_at 30 32.3 A A 0.21 0.11 0.1 NC 0.5 gb:AK014017.1 /DB_XREF=gi:12851634 /GEN=Egfr /FEA=mRNA /CNT=3 /TID=Mm.8534.4 /TIER=ConsEnd /STK=0 /UG=Mm.8534 /LL=13649 /UG_TITLE=e
MOE430_2_1454317_at 1.9 1.3 A A 0.82 0.87 0.1 NC 0.17 gb:AK016558.1 /DB_XREF=gi:12855354 /FEA=mRNA /CNT=2 /TID=Mm.1453.2 /TIER=ConsEnd /STK=0 /UG=Mm.1453 /LL=11493 /UG_GENE=Adam1 /UG_
MOE430_2_1454327_at 1.3 1.6 A A 0.9 0.53 0.1 NC 0.15 gb:AK016992.1 /DB_XREF=gi:12856026 /FEA=mRNA /CNT=2 /TID=Mm.158663.1 /TIER=ConsEnd /STK=0 /UG=Mm.158663 /LL=71308 /UG_GENE=493343
MOE430_2_1454343_at 6.6 10.1 A A 0.46 0.09 0.1 NC 0.01 gb:AV348726 /DB_XREF=gi:6389785 /DB_XREF=AV348726 /CLONE=6430710M23 /FEA=mRNA /CNT=2 /TID=Mm.74351.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454356_at 6.1 6.6 A A 0.52 0.53 0.1 NC 0.53 gb:AK007576.1 /DB_XREF=gi:12841205 /FEA=mRNA /CNT=2 /TID=Mm.57789.1 /TIER=ConsEnd /STK=0 /UG=Mm.57789 /LL=69119 /UG_GENE=1810021M
MOE430_2_1454360_at 8.2 10 A A 0.06 0.33 0.1 NC 0.55 gb:AV261123 /DB_XREF=gi:6248582 /DB_XREF=AV261123 /CLONE=4930418C01 /FEA=mRNA /CNT=2 /TID=Mm.72492.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454405_at 0.5 1.5 A A 0.87 0.88 0.1 NC 0.53 gb:AK015453.1 /DB_XREF=gi:12853803 /FEA=mRNA /CNT=1 /TID=Mm.159279.1 /TIER=ConsEnd /STK=0 /UG=Mm.159279 /LL=74652 /UG_GENE=493045
MOE430_2_1454424_at 1.6 1 A A 0.88 0.96 0.1 NC 0.5 gb:AK011729.1 /DB_XREF=gi:12848038 /FEA=mRNA /CNT=1 /TID=Mm.158830.1 /TIER=ConsEnd /STK=0 /UG=Mm.158830 /LL=72464 /UG_GENE=261004
MOE430_2_1454441_at 2.5 1.4 A A 0.75 0.85 0.1 NC 0.41 gb:AK017785.1 /DB_XREF=gi:12857208 /FEA=mRNA /CNT=1 /TID=Mm.159777.1 /TIER=ConsEnd /STK=0 /UG=Mm.159777 /LL=76739 /UG_GENE=573052
MOE430_2_1454446_at 2.4 1.5 A A 0.53 0.66 0.1 NC 0.5 gb:AK016215.1 /DB_XREF=gi:12854860 /FEA=mRNA /CNT=1 /TID=Mm.159600.1 /TIER=ConsEnd /STK=0 /UG=Mm.159600 /LL=75843 /UG_GENE=493056
MOE430_2_1454480_at 7.5 10.4 A M 0.33 0.05 0.1 NC 0.01 gb:AK017129.1 /DB_XREF=gi:12856233 /FEA=mRNA /CNT=1 /TID=Mm.158659.1 /TIER=ConsEnd /STK=0 /UG=Mm.158659 /LL=71299 /UG_GENE=493343
MOE430_2_1454497_at 0.5 1 A A 0.75 0.78 0.1 NC 0.5 gb:AK017231.1 /DB_XREF=gi:12856367 /FEA=mRNA /CNT=1 /TID=Mm.158677.1 /TIER=ConsEnd /STK=0 /UG=Mm.158677 /LL=71353 /UG_GENE=523040
MOE430_2_1454501_at 4.2 6 A A 0.36 0.39 0.1 NC 0.5 gb:AK018200.1 /DB_XREF=gi:12857808 /FEA=mRNA /CNT=1 /TID=Mm.158441.1 /TIER=ConsEnd /STK=0 /UG=Mm.158441 /LL=70763 /UG_GENE=633041
MOE430_2_1454512_at 1.3 1.5 A A 0.93 0.85 0.1 NC 0.03 gb:AK020423.1 /DB_XREF=gi:12861003 /FEA=mRNA /CNT=1 /TID=Mm.159881.1 /TIER=ConsEnd /STK=0 /UG=Mm.159881 /LL=77267 /UG_GENE=943001
MOE430_2_1454516_at 2.3 1.5 A A 0.46 0.53 0.1 NC 0.17 gb:AK015194.1 /DB_XREF=gi:12853435 /FEA=mRNA /CNT=1 /TID=Mm.159078.1 /TIER=ConsEnd /STK=0 /UG=Mm.159078 /LL=73864 /UG_GENE=493042
MOE430_2_1454540_at 2.3 1.2 A A 0.94 0.93 0.1 NC 0.48 gb:AK020342.1 /DB_XREF=gi:12860904 /FEA=mRNA /CNT=1 /TID=Mm.160018.1 /TIER=ConsEnd /STK=0 /UG=Mm.160018 /LL=77902 /UG_GENE=923011
MOE430_2_1454546_at 5.1 5.9 A A 0.26 0.36 0.1 NC 0.5 gb:AK016639.1 /DB_XREF=gi:12855485 /FEA=mRNA /CNT=1 /TID=Mm.158539.1 /TIER=ConsEnd /STK=0 /UG=Mm.158539 /LL=71032 /UG_GENE=493340
MOE430_2_1454548_at 12.2 6.2 P A 0.00415 0.5 0.1 NC 0.94 gb:AK006645.1 /DB_XREF=gi:12839844 /FEA=mRNA /CNT=1 /TID=Mm.159150.1 /TIER=ConsEnd /STK=0 /UG=Mm.159150 /LL=74266 /UG_GENE=170003
MOE430_2_1454553_at 0.6 1.6 A A 0.97 0.95 0.1 NC 0.58 gb:AK015734.1 /DB_XREF=gi:12854180 /FEA=mRNA /CNT=1 /TID=Mm.159432.1 /TIER=ConsEnd /STK=0 /UG=Mm.159432 /LL=75120 /UG_GENE=493050
MOE430_2_1454612_at 1078.9 886.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI656279 /DB_XREF=gi:15570515 /DB_XREF=603283067F1 /CLONE=IMAGE:5327249 /FEA=EST /CNT=202 /TID=Mm.24131.1 /TIER=Stack /STK=152 /
MOE430_2_1454616_at 207.4 252.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV030071 /DB_XREF=gi:16356546 /DB_XREF=AV030071 /CLONE=1500011C03 /FEA=EST /CNT=221 /TID=Mm.34261.1 /TIER=Stack /STK=143 /UG=M
MOE430_2_1454626_at 1848.6 2163.9 P P 0.000244 0.000244 0.1 NC 0.09 gb:BM211219 /DB_XREF=gi:17768359 /DB_XREF=C0802E04-3 /CLONE=C0802E04 /FEA=EST /CNT=361 /TID=Mm.200876.1 /TIER=Stack /STK=121 /UG=
MOE430_2_1454639_x_ 86.1 174 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI694945 /DB_XREF=gi:15657574 /DB_XREF=603346335F1 /CLONE=IMAGE:5374064 /FEA=EST /CNT=214 /TID=Mm.13859.2 /TIER=Stack /STK=105 /
MOE430_2_1454657_s_ 837.8 977.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG083730 /DB_XREF=gi:12566298 /DB_XREF=H3091D12-5 /CLONE=H3091D12 /FEA=EST /CNT=130 /TID=Mm.171335.2 /TIER=Stack /STK=90 /UG=
MOE430_2_1454662_at 127.6 118.6 P P 0.001221 0.000244 0.1 NC 0.5 gb:BG070862 /DB_XREF=gi:12553519 /DB_XREF=H3093A08-3 /CLONE=H3093A08 /FEA=EST /CNT=100 /TID=Mm.12654.1 /TIER=Stack /STK=87 /UG=M
MOE430_2_1454679_at 256.1 312.6 P P 0.000244 0.000244 0.1 NC 0.26 gb:BG068420 /DB_XREF=gi:12550989 /DB_XREF=H3065C09-3 /CLONE=H3065C09 /FEA=EST /CNT=85 /TID=Mm.24416.1 /TIER=Stack /STK=74 /UG=Mm
MOE430_2_1454683_at 45.9 54.5 P P 0.001953 0.000732 0.1 NC 0.5 gb:AV327910 /DB_XREF=gi:16395753 /DB_XREF=AV327910 /CLONE=6330437E22 /FEA=EST /CNT=112 /TID=Mm.34751.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1454689_at 509.9 594 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG071865 /DB_XREF=gi:12554434 /DB_XREF=H3104A07-3 /CLONE=H3104A07 /FEA=EST /CNT=126 /TID=Mm.1963.3 /TIER=Stack /STK=71 /UG=Mm
MOE430_2_1454704_at 877.3 908.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI106458 /DB_XREF=gi:14557351 /DB_XREF=602893019F1 /CLONE=IMAGE:5038061 /FEA=EST /CNT=127 /TID=Mm.39288.2 /TIER=Stack /STK=66 /U
MOE430_2_1454724_x_ 208.9 211.7 P P 0.000732 0.000244 0.1 NC 0.44 gb:AV173092 /DB_XREF=gi:16383719 /DB_XREF=AV173092 /CLONE=4432404I08 /FEA=EST /CNT=92 /TID=Mm.28796.2 /TIER=Stack /STK=62 /UG=Mm.
MOE430_2_1454736_at 129.9 125.1 P P 0.001221 0.000732 0.1 NC 0.5 gb:BM119297 /DB_XREF=gi:17087323 /DB_XREF=L0923E08-3 /CLONE=L0923E08 /FEA=EST /CNT=82 /TID=Mm.3036.1 /TIER=Stack /STK=57 /UG=Mm.3
MOE430_2_1454756_at 219.4 224.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB763476 /DB_XREF=gi:16192431 /DB_XREF=BB763476 /CLONE=G370025P09 /FEA=EST /CNT=84 /TID=Mm.30445.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1454793_x_ 716.6 614.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV025424 /DB_XREF=gi:4802416 /DB_XREF=AV025424 /CLONE=1200013H01 /FEA=EST /CNT=57 /TID=Mm.19101.4 /TIER=Stack /STK=48 /UG=Mm.
MOE430_2_1454798_at 223.7 239.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW556301 /DB_XREF=gi:7201730 /DB_XREF=L0266E03-3 /CLONE=L0266E03 /FEA=EST /CNT=77 /TID=Mm.23030.1 /TIER=Stack /STK=46 /UG=Mm.2
MOE430_2_1454821_at 3.8 1.9 A A 0.46 0.69 0.1 NC 0.6 gb:BB424673 /DB_XREF=gi:16423522 /DB_XREF=BB424673 /CLONE=C530042M15 /FEA=EST /CNT=47 /TID=Mm.28531.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1454833_at 10 14.1 P P 0.02 0.000244 0.1 NC 0.07 gb:AI467654 /DB_XREF=gi:4320991 /DB_XREF=ve44d10.x1 /CLONE=IMAGE:821011 /FEA=EST /CNT=46 /TID=Mm.16423.2 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1454835_at 49.7 60.4 P P 0.00415 0.00415 0.1 NC 0.5 gb:AV340515 /DB_XREF=gi:16396868 /DB_XREF=AV340515 /CLONE=6430515G22 /FEA=EST /CNT=195 /TID=Mm.24739.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1454836_at 326.6 384 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM118752 /DB_XREF=gi:17086778 /DB_XREF=L0915F08-3 /CLONE=L0915F08 /FEA=EST /CNT=104 /TID=Mm.34035.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1454861_at 640.6 701 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB038251 /DB_XREF=gi:15403748 /DB_XREF=BB038251 /CLONE=5930435M17 /FEA=EST /CNT=106 /TID=Mm.183631.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1454882_at 222.1 240.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB022070 /DB_XREF=gi:15403387 /DB_XREF=BB022070 /CLONE=5330409A03 /FEA=EST /CNT=75 /TID=Mm.41031.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1454890_at 763.8 869.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BG067039 /DB_XREF=gi:12549608 /DB_XREF=H3049H05-3 /CLONE=H3049H05 /FEA=EST /CNT=71 /TID=Mm.200850.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454892_at 1068.3 1038 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW543558 /DB_XREF=gi:7185975 /DB_XREF=C0171C11-3 /CLONE=C0171C11 /FEA=EST /CNT=46 /TID=Mm.204922.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1454910_at 52.7 54.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI408909 /DB_XREF=gi:15169832 /DB_XREF=602965279F1 /CLONE=IMAGE:5120827 /FEA=EST /CNT=48 /TID=Mm.103318.1 /TIER=Stack /STK=36 /U
MOE430_2_1454921_at 148.4 153.8 P P 0.000244 0.000732 0.1 NC 0.5 gb:AV111575 /DB_XREF=gi:5265655 /DB_XREF=AV111575 /CLONE=2610002M15 /FEA=EST /CNT=45 /TID=Mm.27391.1 /TIER=Stack /STK=35 /UG=Mm.
MOE430_2_1454924_at 27 42.8 P P 0.001953 0.00293 0.1 NC 0.5 gb:BG067296 /DB_XREF=gi:12549865 /DB_XREF=H3052G07-3 /CLONE=H3052G07 /FEA=EST /CNT=45 /TID=Mm.9615.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1454932_at 106.9 114.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW543416 /DB_XREF=gi:7185833 /DB_XREF=C0169F06-3 /CLONE=C0169F06 /FEA=EST /CNT=77 /TID=Mm.23808.1 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1454964_at 231.5 310.5 P P 0.00293 0.001953 0.1 NC 0.5 gb:BM210917 /DB_XREF=gi:17767931 /DB_XREF=C0672F03-3 /CLONE=C0672F03 /FEA=EST /CNT=65 /TID=Mm.28427.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1454980_at 194.5 229.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI788602 /DB_XREF=gi:5336318 /DB_XREF=uk47b04.x1 /CLONE=IMAGE:1972111 /FEA=EST /CNT=113 /TID=Mm.28350.1 /TIER=Stack /STK=31 /UG=
MOE430_2_1454992_at 104.1 109 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB264620 /DB_XREF=gi:16400223 /DB_XREF=BB264620 /CLONE=A830015N05 /FEA=EST /CNT=78 /TID=Mm.30710.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455003_at 115.1 118.9 P P 0.000244 0.000732 0.1 NC 0.5 gb:BQ032496 /DB_XREF=gi:19767775 /DB_XREF=UI-1-CF0-apf-c-11-0-UI.s1 /CLONE=UI-1-CF0-apf-c-11-0-UI /FEA=EST /CNT=37 /TID=Mm.37319.1 
MOE430_2_1455008_at 280 271.3 P P 0.001221 0.001221 0.1 NC 0.5 gb:BF467143 /DB_XREF=gi:11536326 /DB_XREF=UI-M-CG0p-brp-b-05-0-UI.s1 /CLONE=UI-M-CG0p-brp-b-05-0-UI /FEA=EST /CNT=69 /TID=Mm.2005
MOE430_2_1455015_at 33 34.7 P P 0.04 0.01 0.1 NC 0.21 gb:BE853276 /DB_XREF=gi:10311615 /DB_XREF=uw87b10.x1 /CLONE=IMAGE:3468955 /FEA=EST /CNT=44 /TID=Mm.24031.1 /TIER=Stack /STK=29 /UG
MOE430_2_1455019_x_ 3189.7 3389.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB818012 /DB_XREF=gi:16990641 /DB_XREF=BB818012 /CLONE=G730042D15 /FEA=EST /CNT=34 /TID=Mm.9210.2 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1455022_at 63.1 59.2 P P 0.000732 0.005859 0.1 NC 0.5 gb:BG070684 /DB_XREF=gi:12553253 /DB_XREF=H3090A04-3 /CLONE=H3090A04 /FEA=EST /CNT=44 /TID=Mm.29654.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455027_at 10.7 9.9 A A 0.19 0.11 0.1 NC 0.5 gb:AV221343 /DB_XREF=gi:15404804 /DB_XREF=AV221343 /CLONE=3322401K03 /FEA=EST /CNT=38 /TID=Mm.200825.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1455030_at 37.9 40.1 P P 0.005859 0.00293 0.1 NC 0.5 gb:AI116234 /DB_XREF=gi:3516558 /DB_XREF=uc18e06.r1 /CLONE=IMAGE:1398370 /FEA=EST /CNT=45 /TID=Mm.5046.4 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455047_at 111.6 138 P P 0.000244 0.000244 0.1 NC 0.37 gb:AV024918 /DB_XREF=gi:16356424 /DB_XREF=AV024918 /CLONE=1200008J22 /FEA=EST /CNT=52 /TID=Mm.143768.3 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455049_at 80.3 80.5 P P 0.000244 0.000732 0.1 NC 0.5 gb:BB484576 /DB_XREF=gi:16441167 /DB_XREF=BB484576 /CLONE=D430026G15 /FEA=EST /CNT=68 /TID=Mm.89706.2 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455051_at 152.8 102.8 P P 0.000732 0.000732 0.1 NC 0.5 gb:BE951781 /DB_XREF=gi:10591482 /DB_XREF=UI-M-CC0-aye-g-01-0-UI.s1 /CLONE=UI-M-CC0-aye-g-01-0-UI /FEA=EST /CNT=37 /TID=Mm.23748.
MOE430_2_1455052_a_ 334.7 459.4 P P 0.000732 0.000732 0.1 NC 0.29 gb:BI153133 /DB_XREF=gi:14613134 /DB_XREF=602915756F1 /CLONE=IMAGE:5066365 /FEA=EST /CNT=97 /TID=Mm.38912.1 /TIER=Stack /STK=27 /UG
MOE430_2_1455076_a_ 46.6 59.3 P P 0.000732 0.001221 0.1 NC 0.5 gb:AV255808 /DB_XREF=gi:16388242 /DB_XREF=AV255808 /CLONE=4921523B13 /FEA=EST /CNT=33 /TID=Mm.193087.2 /TIER=Stack /STK=26 /UG=M
MOE430_2_1455094_s_ 69.6 77.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW557787 /DB_XREF=gi:7203216 /DB_XREF=L0286D05-3 /CLONE=L0286D05 /FEA=EST /CNT=37 /TID=Mm.202789.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1455110_at 57.7 73.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW536205 /DB_XREF=gi:7178622 /DB_XREF=G0101G04-3 /CLONE=G0101G04 /FEA=EST /CNT=50 /TID=Mm.216402.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455139_at 162.7 193.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB028226 /DB_XREF=gi:16258070 /DB_XREF=BB028226 /CLONE=5330440P20 /FEA=EST /CNT=31 /TID=Mm.30971.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455152_at 329.8 361 P P 0.000244 0.000732 0.1 NC 0.5 gb:BG794917 /DB_XREF=gi:14130487 /DB_XREF=UTSW_SM27F11 /CLONE=UTSW_SM27F11 /FEA=EST /CNT=81 /TID=Mm.28818.1 /TIER=Stack /STK=22
MOE430_2_1455162_at 11.5 12.1 A A 0.14 0.08 0.1 NC 0.45 gb:BI147002 /DB_XREF=gi:14607003 /DB_XREF=602913454F1 /CLONE=IMAGE:5054364 /FEA=EST /CNT=67 /TID=Mm.23454.1 /TIER=Stack /STK=22 /UG
MOE430_2_1455169_at 135.7 116 P P 0.000244 0.000244 0.1 NC 0.39 gb:BG076094 /DB_XREF=gi:12558663 /DB_XREF=H3155E11-3 /CLONE=H3155E11 /FEA=EST /CNT=67 /TID=Mm.24167.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455172_at 26.2 19.4 P P 0.005859 0.01 0.1 NC 0.26 gb:BG069639 /DB_XREF=gi:12552208 /DB_XREF=H3078E06-3 /CLONE=H3078E06 /FEA=EST /CNT=40 /TID=Mm.21250.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455174_at 313.8 337.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV107461 /DB_XREF=gi:16381891 /DB_XREF=AV107461 /CLONE=2510038A11 /FEA=EST /CNT=47 /TID=Mm.39485.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455176_a_ 37 41.9 P P 0.01 0.01 0.1 NC 0.31 gb:BF457392 /DB_XREF=gi:11523561 /DB_XREF=UI-M-BZ1-blg-a-04-0-UI.s1 /CLONE=UI-M-BZ1-blg-a-04-0-UI /FEA=EST /CNT=52 /TID=Mm.28873.4 
MOE430_2_1455187_at 45.5 46.8 P P 0.001221 0.000244 0.1 NC 0.13 gb:BM231844 /DB_XREF=gi:17867114 /DB_XREF=K0315C07-3 /CLONE=K0315C07 /FEA=EST /CNT=32 /TID=Mm.31068.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455188_at 9.7 7.1 A A 0.21 0.17 0.1 NC 0.02 gb:BQ176283 /DB_XREF=gi:20351775 /DB_XREF=UI-M-DJ2-bwg-j-19-0-UI.s1 /CLONE=UI-M-DJ2-bwg-j-19-0-UI /FEA=EST /CNT=32 /TID=Mm.22897.1
MOE430_2_1455223_at 81.7 79.5 P P 0.001953 0.00293 0.1 NC 0.5 gb:BB794657 /DB_XREF=gi:16964276 /DB_XREF=BB794657 /CLONE=G431001F07 /FEA=EST /CNT=46 /TID=Mm.100605.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1455227_at 69.3 76.5 P P 0.000732 0.000732 0.1 NC 0.23 gb:AV369935 /DB_XREF=gi:16397778 /DB_XREF=AV369935 /CLONE=9030201O05 /FEA=EST /CNT=245 /TID=Mm.24576.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1455244_at 87.1 128.7 P P 0.000244 0.000244 0.1 NC 0.46 gb:BB794633 /DB_XREF=gi:16964252 /DB_XREF=BB794633 /CLONE=G431001D21 /FEA=EST /CNT=45 /TID=Mm.30825.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455261_at 157.2 169.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB400102 /DB_XREF=gi:16413665 /DB_XREF=BB400102 /CLONE=C330017B10 /FEA=EST /CNT=28 /TID=Mm.25619.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455266_at 30 35.2 M P 0.05 0.03 0.1 NC 0.5 gb:BB698320 /DB_XREF=gi:16047144 /DB_XREF=BB698320 /CLONE=7120499C09 /FEA=EST /CNT=41 /TID=Mm.215064.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455270_at 39.1 44.4 A A 0.08 0.09 0.1 NC 0.5 gb:AV222311 /DB_XREF=gi:15404830 /DB_XREF=AV222311 /CLONE=3732418L08 /FEA=EST /CNT=20 /TID=Mm.32441.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455289_at 137.9 125.2 P P 0.001953 0.001953 0.1 NC 0.5 gb:BQ174304 /DB_XREF=gi:20349795 /DB_XREF=UI-M-DJ2-bvx-n-19-0-UI.s1 /CLONE=UI-M-DJ2-bvx-n-19-0-UI /FEA=EST /CNT=39 /TID=Mm.39296.
MOE430_2_1455293_at 140.4 132 P P 0.008057 0.008057 0.1 NC 0.5 gb:BG065311 /DB_XREF=gi:12547874 /DB_XREF=H3029F07-3 /CLONE=H3029F07 /FEA=EST /CNT=26 /TID=Mm.41508.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455306_at 313.7 332.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BQ176968 /DB_XREF=gi:20352460 /DB_XREF=UI-M-DJ2-bwa-o-23-0-UI.s1 /CLONE=UI-M-DJ2-bwa-o-23-0-UI /FEA=EST /CNT=186 /TID=Mm.1327
MOE430_2_1455310_at 138.1 138 P P 0.000244 0.000244 0.1 NC 0.13 gb:AW681705 /DB_XREF=gi:7556394 /DB_XREF=EST00423 /CLONE=EGS1380 /FEA=EST /CNT=32 /TID=Mm.3609.1 /TIER=Stack /STK=16 /UG=Mm.3609
MOE430_2_1455322_at 123.9 133.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW554401 /DB_XREF=gi:7199836 /DB_XREF=L0240D05-3 /CLONE=L0240D05 /FEA=EST /CNT=29 /TID=Mm.30456.2 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1455323_at 151.1 154.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB446066 /DB_XREF=gi:16425064 /DB_XREF=BB446066 /CLONE=D030054I19 /FEA=EST /CNT=23 /TID=Mm.35720.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455331_at 48.2 51.7 P P 0.001953 0.01 0.1 NC 0.5 gb:BB182930 /DB_XREF=gi:16270178 /DB_XREF=BB182930 /CLONE=A230102O09 /FEA=EST /CNT=26 /TID=Mm.33955.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455359_at 1025.7 1017.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB794593 /DB_XREF=gi:16964212 /DB_XREF=BB794593 /CLONE=G431001A21 /FEA=EST /CNT=41 /TID=Mm.103369.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455371_at 46.5 59.3 P P 0.02 0.01 0.1 NC 0.28 gb:BB477076 /DB_XREF=gi:16440257 /DB_XREF=BB477076 /CLONE=D330022L16 /FEA=EST /CNT=18 /TID=Mm.20848.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455376_at 120.4 133.9 P P 0.000732 0.000732 0.1 NC 0.5 gb:BQ176060 /DB_XREF=gi:20351552 /DB_XREF=UI-M-DJ2-bwf-o-24-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-24-0-UI /FEA=EST /CNT=29 /TID=Mm.28942.
MOE430_2_1455383_at 0.3 0.3 A A 0.87 0.96 0.1 NC 0.6 gb:AW123841 /DB_XREF=gi:6099371 /DB_XREF=UI-M-BH2.1-app-a-06-0-UI.s1 /CLONE=UI-M-BH2.1-app-a-06-0-UI /FEA=EST /CNT=15 /TID=Mm.7675
MOE430_2_1455411_at 19.2 27.5 P P 0.03 0.008057 0.1 NC 0.5 gb:AI648923 /DB_XREF=gi:4729757 /DB_XREF=uk32h07.x1 /CLONE=IMAGE:1970749 /FEA=EST /CNT=18 /TID=Mm.200252.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1455412_at 20.7 28.9 A A 0.08 0.08 0.1 NC 0.23 gb:BG064966 /DB_XREF=gi:12547529 /DB_XREF=H3025H04-3 /CLONE=H3025H04 /FEA=EST /CNT=18 /TID=Mm.82580.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455414_at 15.3 16.6 A A 0.08 0.14 0.1 NC 0.42 gb:AV024357 /DB_XREF=gi:15431398 /DB_XREF=AV024357 /CLONE=1200002K10 /FEA=EST /CNT=16 /TID=Mm.200695.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455424_at 1.3 1.6 A A 0.91 0.88 0.1 NC 0.26 gb:BB278286 /DB_XREF=gi:15410985 /DB_XREF=BB278286 /CLONE=A930010D21 /FEA=EST /CNT=21 /TID=Mm.6378.1 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1455455_at 16.5 20.9 P P 0.04 0.01 0.1 NC 0.41 gb:BB008997 /DB_XREF=gi:15403219 /DB_XREF=BB008997 /CLONE=4732486J07 /FEA=EST /CNT=15 /TID=Mm.54813.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455459_at 117.9 133.9 P P 0.000732 0.00293 0.1 NC 0.5 gb:BB213846 /DB_XREF=gi:16352907 /DB_XREF=BB213846 /CLONE=A530014H23 /FEA=EST /CNT=31 /TID=Mm.63139.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455511_at 47.3 43.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB354974 /DB_XREF=gi:15411607 /DB_XREF=BB354974 /CLONE=C030003L15 /FEA=EST /CNT=14 /TID=Mm.177.1 /TIER=Stack /STK=12 /UG=Mm.1
MOE430_2_1455517_at 49.4 50 P P 0.001221 0.000244 0.1 NC 0.42 gb:BB419586 /DB_XREF=gi:16423447 /DB_XREF=BB419586 /CLONE=C530016O13 /FEA=EST /CNT=13 /TID=Mm.542.3 /TIER=Stack /STK=12 /UG=Mm.5
MOE430_2_1455518_at 62.1 74.7 P P 0.001221 0.000244 0.1 NC 0.36 gb:BB324402 /DB_XREF=gi:15411449 /DB_XREF=BB324402 /CLONE=B430108C21 /FEA=EST /CNT=13 /TID=Mm.44482.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455524_at 97.7 136.3 P P 0.000244 0.000244 0.1 NC 0.1 gb:BB080131 /DB_XREF=gi:15407018 /DB_XREF=BB080131 /CLONE=9330161F11 /FEA=EST /CNT=14 /TID=Mm.105184.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455534_s_ 349.4 410.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM220135 /DB_XREF=gi:17780136 /DB_XREF=C0935F04-3 /CLONE=C0935F04 /FEA=EST /CNT=46 /TID=Mm.26564.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455538_at 60.9 65.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM200963 /DB_XREF=gi:17754498 /DB_XREF=C0218E06-3 /CLONE=C0218E06 /FEA=EST /CNT=35 /TID=Mm.39711.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455547_at 417.6 386.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM125518 /DB_XREF=gi:17120070 /DB_XREF=id74h07.x1 /CLONE=IMAGE:5669220 /FEA=EST /CNT=53 /TID=Mm.32144.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1455552_at 58.1 66.8 P P 0.008057 0.005859 0.1 NC 0.16 gb:AV295767 /DB_XREF=gi:16392744 /DB_XREF=AV295767 /CLONE=5730436L13 /FEA=EST /CNT=19 /TID=Mm.74646.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455554_at 7.8 9 P A 0.03 0.17 0.1 NC 0.44 gb:BB269387 /DB_XREF=gi:16400545 /DB_XREF=BB269387 /CLONE=A830039N20 /FEA=EST /CNT=23 /TID=Mm.39513.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455558_at 213.3 209.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB667214 /DB_XREF=gi:16398663 /DB_XREF=BB667214 /CLONE=6820430D21 /FEA=EST /CNT=15 /TID=Mm.38793.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455562_at 77.7 102.7 P P 0.000732 0.000244 0.1 NC 0.5 gb:BF468186 /DB_XREF=gi:11537369 /DB_XREF=UI-M-CC0-aye-c-07-0-UI.r1 /CLONE=UI-M-CC0-aye-c-07-0-UI /FEA=EST /CNT=33 /TID=Mm.213452
MOE430_2_1455575_at 86.7 72.7 M A 0.05 0.06 0.1 NC 0.22 gb:BI453292 /DB_XREF=gi:15243948 /DB_XREF=603173006F1 /CLONE=IMAGE:5252497 /FEA=EST /CNT=101 /TID=Mm.140186.2 /TIER=Stack /STK=30 /
MOE430_2_1455577_at 7.1 10.5 A A 0.19 0.27 0.1 NC 0.5 gb:BE196980 /DB_XREF=gi:8709159 /DB_XREF=ug65f02.x1 /CLONE=IMAGE:1547259 /FEA=EST /CNT=42 /TID=Mm.25184.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455581_x_ 98.9 95.9 P P 0.000732 0.000244 0.1 NC 0.09 gb:BQ175154 /DB_XREF=gi:20350646 /DB_XREF=UI-M-DJ2-bwd-o-08-0-UI.s1 /CLONE=UI-M-DJ2-bwd-o-08-0-UI /FEA=EST /CNT=30 /TID=Mm.10037
MOE430_2_1455583_at 81 82.7 P P 0.001953 0.001953 0.1 NC 0.5 gb:AV371374 /DB_XREF=gi:15406813 /DB_XREF=AV371374 /CLONE=9030414E18 /FEA=EST /CNT=20 /TID=Mm.25687.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455597_at 83.4 102.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV024458 /DB_XREF=gi:16356410 /DB_XREF=AV024458 /CLONE=1200003H11 /FEA=EST /CNT=42 /TID=Mm.31198.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455605_at 54.5 61 P P 0.001953 0.000244 0.1 NC 0.5 gb:AV228630 /DB_XREF=gi:15404923 /DB_XREF=AV228630 /CLONE=4631401A19 /FEA=EST /CNT=21 /TID=Mm.37819.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455633_at 289.6 317.7 P P 0.000732 0.000732 0.1 NC 0.5 gb:BB040500 /DB_XREF=gi:16258610 /DB_XREF=BB040500 /CLONE=6030449J21 /FEA=EST /CNT=11 /TID=Mm.183650.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455652_at 47 43 P P 0.01 0.01 0.1 NC 0.5 gb:BB539028 /DB_XREF=gi:16446973 /DB_XREF=BB539028 /CLONE=E130014P14 /FEA=EST /CNT=37 /TID=Mm.88694.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455658_at 147.2 154.9 P P 0.000732 0.000244 0.1 NC 0.5 gb:BI080272 /DB_XREF=gi:14498602 /DB_XREF=602876703F1 /CLONE=IMAGE:5008488 /FEA=EST /CNT=21 /TID=Mm.202361.1 /TIER=Stack /STK=9 /UG
MOE430_2_1455659_at 71.6 62.6 P P 0.001953 0.001953 0.1 NC 0.5 gb:AA244468 /DB_XREF=gi:1875266 /DB_XREF=mx04d09.r1 /CLONE=IMAGE:679217 /FEA=EST /CNT=17 /TID=Mm.37957.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455668_at 135 161.3 P P 0.001953 0.001221 0.1 NC 0.5 gb:AW112152 /DB_XREF=gi:6824865 /DB_XREF=MC1945 /CLONE=MC1945 /FEA=EST /CNT=16 /TID=Mm.71065.1 /TIER=Stack /STK=9 /UG=Mm.71065 /
MOE430_2_1455677_s_ 5.5 5.4 A A 0.5 0.66 0.1 NC 0.29 gb:C76734 /DB_XREF=gi:2517064 /DB_XREF=C76734 /CLONE=J0018A06 /FEA=EST /CNT=12 /TID=Mm.200243.1 /TIER=Stack /STK=9 /UG=Mm.200243 
MOE430_2_1455688_at 850.3 1121.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB795075 /DB_XREF=gi:16964694 /DB_XREF=BB795075 /CLONE=G431003D19 /FEA=EST /CNT=12 /TID=Mm.200798.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455694_at 4 1.3 A A 0.53 0.85 0.1 NC 0.64 gb:C77476 /DB_XREF=gi:2517806 /DB_XREF=C77476 /CLONE=J0032B04 /FEA=EST /CNT=23 /TID=Mm.24944.1 /TIER=Stack /STK=9 /UG=Mm.24944 /U
MOE430_2_1455699_at 16.6 17.2 A A 0.14 0.06 0.1 NC 0.31 gb:BE943820 /DB_XREF=gi:10521579 /DB_XREF=UI-M-BH3-avn-f-06-0-UI.s1 /CLONE=UI-M-BH3-avn-f-06-0-UI /FEA=EST /CNT=13 /TID=Mm.36304.1
MOE430_2_1455700_at 152 163.3 P P 0.000732 0.000244 0.1 NC 0.5 gb:BB359043 /DB_XREF=gi:15411662 /DB_XREF=BB359043 /CLONE=C030035F06 /FEA=EST /CNT=13 /TID=Mm.174751.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455723_at 98.6 109.1 P P 0.005859 0.00415 0.1 NC 0.5 gb:AV279416 /DB_XREF=gi:15405701 /DB_XREF=AV279416 /CLONE=4933407G20 /FEA=EST /CNT=36 /TID=Mm.25428.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455725_a_ 4476 4469 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI903743 /DB_XREF=gi:16165767 /DB_XREF=603167494F1 /CLONE=IMAGE:5255591 /FEA=EST /CNT=25 /TID=Mm.18516.3 /TIER=Stack /STK=8 /UG
MOE430_2_1455731_at 408.4 408.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI158381 /DB_XREF=gi:14618382 /DB_XREF=602921074F1 /CLONE=IMAGE:5061090 /FEA=EST /CNT=22 /TID=Mm.82642.2 /TIER=Stack /STK=8 /UG
MOE430_2_1455743_at 3 1.2 A A 0.46 0.78 0.1 NC 0.8 gb:AW489058 /DB_XREF=gi:7059328 /DB_XREF=UI-M-BH3-asd-g-02-0-UI.s1 /CLONE=UI-M-BH3-asd-g-02-0-UI /FEA=EST /CNT=25 /TID=Mm.103491.
MOE430_2_1455744_at 47.4 55.2 P P 0.000244 0.000244 0.1 NC 0.21 gb:BG076066 /DB_XREF=gi:12558635 /DB_XREF=H3155C03-3 /CLONE=H3155C03 /FEA=EST /CNT=22 /TID=Mm.34710.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455751_at 67.9 75.5 P P 0.01 0.01 0.1 NC 0.37 gb:BB770361 /DB_XREF=gi:16194850 /DB_XREF=BB770361 /CLONE=G370108C14 /FEA=EST /CNT=12 /TID=Mm.66300.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455760_at 33.2 38.9 P P 0.000732 0.000244 0.1 NC 0.35 gb:BB749107 /DB_XREF=gi:16153343 /DB_XREF=BB749107 /CLONE=G030102M01 /FEA=EST /CNT=11 /TID=Mm.51107.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455787_x_ 197.3 205.1 P P 0.000732 0.000732 0.1 NC 0.5 gb:AV339366 /DB_XREF=gi:6379418 /DB_XREF=AV339366 /CLONE=6430505L05 /FEA=EST /CNT=199 /TID=Mm.43580.2 /TIER=Stack /STK=189 /UG=Mm
MOE430_2_1455803_at 6.8 11.7 A A 0.46 0.46 0.1 NC 0.5 gb:AV375182 /DB_XREF=gi:16397981 /DB_XREF=AV375182 /CLONE=9130022F15 /FEA=EST /CNT=72 /TID=Mm.133687.1 /TIER=Stack /STK=66 /UG=Mm
MOE430_2_1455819_at 219.7 216.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI690175 /DB_XREF=gi:15652804 /DB_XREF=603310662F1 /CLONE=IMAGE:5346591 /FEA=EST /CNT=196 /TID=Mm.21556.1 /TIER=Stack /STK=51 /U
MOE430_2_1455820_x_ 64.6 57.5 P P 0.01 0.01 0.1 NC 0.5 gb:BB138434 /DB_XREF=gi:8793371 /DB_XREF=BB138434 /CLONE=9830147M16 /FEA=EST /CNT=55 /TID=Mm.4603.3 /TIER=Stack /STK=51 /UG=Mm.4
MOE430_2_1455821_x_ 3820.1 4012.5 P P 0.000244 0.000244 0.1 NC 0.37 gb:AV108824 /DB_XREF=gi:5256372 /DB_XREF=AV108824 /CLONE=2510048N19 /FEA=EST /CNT=53 /TID=Mm.30049.2 /TIER=Stack /STK=51 /UG=Mm.3



MOE430_2_1455822_x_ 517.3 561.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV311750 /DB_XREF=gi:6364785 /DB_XREF=AV311750 /CLONE=5730600B17 /FEA=EST /CNT=52 /TID=Mm.2795.6 /TIER=Stack /STK=49 /UG=Mm.27
MOE430_2_1455853_x_ 9.3 9.2 A A 0.39 0.36 0.1 NC 0.48 gb:BB768303 /DB_XREF=gi:16210851 /DB_XREF=BB768303 /CLONE=G370084A11 /FEA=EST /CNT=37 /TID=Mm.6839.3 /TIER=Stack /STK=36 /UG=Mm.
MOE430_2_1455860_at 136.4 146.1 P P 0.000732 0.000244 0.1 NC 0.5 gb:BB732183 /DB_XREF=gi:16115458 /DB_XREF=BB732183 /CLONE=E970021N04 /FEA=EST /CNT=43 /TID=Mm.78093.3 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1455862_at 459.9 550.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB131620 /DB_XREF=gi:15408397 /DB_XREF=BB131620 /CLONE=9630054F20 /FEA=EST /CNT=74 /TID=Mm.27457.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1455868_a_ 348.6 407.9 P P 0.000244 0.000244 0.1 NC 0.39 gb:BB387906 /DB_XREF=gi:9110734 /DB_XREF=BB387906 /CLONE=C230053J16 /FEA=EST /CNT=93 /TID=Mm.40888.3 /TIER=Stack /STK=33 /UG=Mm.
MOE430_2_1455880_s_ 929.4 868.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:C86082 /DB_XREF=gi:2918039 /DB_XREF=C86082 /CLONE=J0220D05 /FEA=EST /CNT=32 /TID=Mm.196641.4 /TIER=Stack /STK=30 /UG=Mm.196641
MOE430_2_1455881_at 210.6 209.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB078200 /DB_XREF=gi:15406952 /DB_XREF=BB078200 /CLONE=9330151O11 /FEA=EST /CNT=31 /TID=Mm.117963.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1455892_x_ 1097.6 1131.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB794742 /DB_XREF=gi:16964361 /DB_XREF=BB794742 /CLONE=G431001K24 /FEA=EST /CNT=29 /TID=Mm.220934.3 /TIER=Stack /STK=29 /UG=M
MOE430_2_1455946_x_ 112.6 151.9 P P 0.01 0.001221 0.1 NC 0.5 gb:AV148480 /DB_XREF=gi:5352613 /DB_XREF=AV148480 /CLONE=2810478L23 /FEA=EST /CNT=26 /TID=Mm.3532.6 /TIER=Stack /STK=23 /UG=Mm.35
MOE430_2_1455949_at 17.3 16.7 P M 0.03 0.05 0.1 NC 0.13 gb:BB698766 /DB_XREF=gi:16047590 /DB_XREF=BB698766 /CLONE=7420405D15 /FEA=EST /CNT=24 /TID=Mm.219428.2 /TIER=Stack /STK=23 /UG=M
MOE430_2_1455952_at 2.9 3.5 A A 0.88 0.85 0.1 NC 0.41 gb:AI503324 /DB_XREF=gi:4401175 /DB_XREF=vn84g07.x1 /CLONE=IMAGE:1038684 /FEA=EST /CNT=23 /TID=Mm.132785.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1455967_at 1.1 1.4 A A 0.75 0.75 0.1 NC 0.5 gb:BB372866 /DB_XREF=gi:16407112 /DB_XREF=BB372866 /CLONE=C130067H01 /FEA=EST /CNT=25 /TID=Mm.37575.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455968_x_ 3454 3683.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AA409396 /DB_XREF=gi:2066790 /DB_XREF=EST01875 /CLONE=C0015A12 /FEA=EST /CNT=25 /TID=Mm.21507.4 /TIER=Stack /STK=22 /UG=Mm.21
MOE430_2_1455992_at 93.4 111.1 P P 0.001221 0.000732 0.1 NC 0.5 gb:BG967636 /DB_XREF=gi:14355273 /DB_XREF=602833434F1 /CLONE=IMAGE:4987736 /FEA=EST /CNT=98 /TID=Mm.34548.2 /TIER=Stack /STK=20 /U
MOE430_2_1455993_at 37.1 33.3 P P 0.005859 0.01 0.1 NC 0.5 gb:BG071076 /DB_XREF=gi:12553645 /DB_XREF=H3094D11-3 /CLONE=H3094D11 /FEA=EST /CNT=38 /TID=Mm.34976.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456015_x_ 1958 1827.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW228218 /DB_XREF=gi:6557514 /DB_XREF=up14h04.x1 /CLONE=IMAGE:2654359 /FEA=EST /CNT=20 /TID=Mm.29842.2 /TIER=Stack /STK=20 /UG=
MOE430_2_1456042_s_ 307.3 331.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI790470 /DB_XREF=gi:15818203 /DB_XREF=id08e06.x1 /CLONE=IMAGE:5662570 /FEA=EST /CNT=66 /TID=Mm.195498.3 /TIER=Stack /STK=18 /UG=
MOE430_2_1456083_x_ 1886.6 1938.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB140601 /DB_XREF=gi:8795538 /DB_XREF=BB140601 /CLONE=9830170A09 /FEA=EST /CNT=17 /TID=Mm.22776.2 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1456098_a_ 225.3 243.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:BG076364 /DB_XREF=gi:12558933 /DB_XREF=H3158H02-3 /CLONE=H3158H02 /FEA=EST /CNT=20 /TID=Mm.35064.3 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456099_at 6.7 6.1 A A 0.17 0.21 0.1 NC 0.5 gb:BB312474 /DB_XREF=gi:16402810 /DB_XREF=BB312474 /CLONE=B230334M19 /FEA=EST /CNT=17 /TID=Mm.136282.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1456107_x_ 753.8 960.8 P P 0.000732 0.000244 0.1 NC 0.5 gb:BB448795 /DB_XREF=gi:9309830 /DB_XREF=BB448795 /CLONE=D030068F24 /FEA=EST /CNT=16 /TID=Mm.873.3 /TIER=Stack /STK=16 /UG=Mm.87
MOE430_2_1456117_at 188.9 195.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV228374 /DB_XREF=gi:16385544 /DB_XREF=AV228374 /CLONE=4432415J08 /FEA=EST /CNT=33 /TID=Mm.5117.1 /TIER=Stack /STK=15 /UG=Mm.5
MOE430_2_1456148_a_ 0.7 1.4 A A 0.75 0.8 0.1 NC 0.5 gb:BF318344 /DB_XREF=gi:11266925 /DB_XREF=ux09f10.x1 /CLONE=IMAGE:3471019 /FEA=EST /CNT=25 /TID=Mm.28594.2 /TIER=Stack /STK=14 /UG=
MOE430_2_1456174_x_ 1762.3 1897.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV309418 /DB_XREF=gi:6362453 /DB_XREF=AV309418 /CLONE=5730581K06 /FEA=EST /CNT=15 /TID=Mm.4063.3 /TIER=Stack /STK=14 /UG=Mm.40
MOE430_2_1456177_x_ 1022.5 1108.7 P P 0.000244 0.000244 0.1 NC 0.49 gb:BB288596 /DB_XREF=gi:8989045 /DB_XREF=BB288596 /CLONE=B020031E14 /FEA=EST /CNT=15 /TID=Mm.3035.3 /TIER=Stack /STK=14 /UG=Mm.3
MOE430_2_1456188_at 1.7 1.9 A A 0.9 0.6 0.1 NC 0.5 gb:BB807675 /DB_XREF=gi:16980304 /DB_XREF=BB807675 /CLONE=G630083F02 /FEA=EST /CNT=14 /TID=Mm.143501.4 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456216_at 54 48 P P 0.00415 0.000732 0.1 NC 0.2 gb:BM239932 /DB_XREF=gi:17875202 /DB_XREF=K0542F08-3 /CLONE=K0542F08 /FEA=EST /CNT=15 /TID=Mm.212281.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456314_x_ 4270 3879.7 P P 0.001221 0.000244 0.1 NC 0.5 gb:AV217570 /DB_XREF=gi:6158411 /DB_XREF=AV217570 /CLONE=2410181H13 /FEA=EST /CNT=12 /TID=Mm.196624.6 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456353_at 23.6 26.1 A P 0.09 0.04 0.1 NC 0.06 gb:BM224655 /DB_XREF=gi:17785998 /DB_XREF=K0154C10-3 /CLONE=K0154C10 /FEA=EST /CNT=13 /TID=Mm.214921.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456356_at 11 8 A P 0.43 0.04 0.1 NC 0.06 gb:BB308046 /DB_XREF=gi:16402350 /DB_XREF=BB308046 /CLONE=B230217O12 /FEA=EST /CNT=12 /TID=Mm.132154.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456362_at 13.4 12.3 A A 0.12 0.17 0.1 NC 0.5 gb:BB747565 /DB_XREF=gi:16150502 /DB_XREF=BB747565 /CLONE=F530204I24 /FEA=EST /CNT=14 /TID=Mm.22959.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1456367_at 0.2 0.8 A A 0.72 0.91 0.1 NC 0.59 gb:BM239867 /DB_XREF=gi:17875137 /DB_XREF=K0541G01-3 /CLONE=K0541G01 /FEA=EST /CNT=11 /TID=Mm.132120.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456380_x_ 2292.4 2461.9 P P 0.000244 0.00415 0.1 NC 0.5 gb:BB490338 /DB_XREF=gi:9448965 /DB_XREF=BB490338 /CLONE=D530014L05 /FEA=EST /CNT=11 /TID=Mm.22171.8 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1456387_at 20.9 17 P P 0.02 0.03 0.1 NC 0.36 gb:AV323033 /DB_XREF=gi:15406228 /DB_XREF=AV323033 /CLONE=6230405F17 /FEA=EST /CNT=59 /TID=Mm.26405.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456393_at 382.2 409.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI642124 /DB_XREF=gi:4720599 /DB_XREF=uc46b06.x1 /CLONE=IMAGE:1401011 /FEA=EST /CNT=29 /TID=Mm.1605.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456407_a_ 26.7 38.1 P P 0.000732 0.00293 0.1 NC 0.16 gb:BM244995 /DB_XREF=gi:17880265 /DB_XREF=K0718E04-3 /CLONE=K0718E04 /FEA=EST /CNT=16 /TID=Mm.34218.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456413_at 29.6 38.6 P P 0.000244 0.000244 0.1 NC 0.11 gb:BB235927 /DB_XREF=gi:16354801 /DB_XREF=BB235927 /CLONE=A630056H20 /FEA=EST /CNT=15 /TID=Mm.132326.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456415_at 335 352.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI083675 /DB_XREF=gi:14502005 /DB_XREF=602874853F2 /CLONE=IMAGE:5006677 /FEA=EST /CNT=17 /TID=Mm.119178.1 /TIER=Stack /STK=10 /U
MOE430_2_1456443_at 1.6 2.2 A A 0.56 0.78 0.1 NC 0.74 gb:BE996382 /DB_XREF=gi:10681230 /DB_XREF=UI-M-CG0p-bie-f-11-0-UI.s1 /CLONE=UI-M-CG0p-bie-f-11-0-UI /FEA=EST /CNT=12 /TID=Mm.18228
MOE430_2_1456450_at 25.9 39.4 P P 0.001221 0.001953 0.1 NC 0.5 gb:BB430980 /DB_XREF=gi:16424126 /DB_XREF=BB430980 /CLONE=C630036A12 /FEA=EST /CNT=10 /TID=Mm.37746.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456465_at 13.7 13.1 A A 0.19 0.17 0.1 NC 0.15 gb:BB558956 /DB_XREF=gi:9645322 /DB_XREF=BB558956 /CLONE=E330036K16 /FEA=EST /CNT=10 /TID=Mm.129355.7 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456476_at 64.3 89.3 P P 0.00293 0.00293 0.1 NC 0.5 gb:BF143806 /DB_XREF=gi:10982846 /DB_XREF=601789696F1 /CLONE=IMAGE:4020718 /FEA=EST /CNT=75 /TID=Mm.22653.1 /TIER=Stack /STK=9 /UG
MOE430_2_1456487_at 26.9 54.5 P P 0.01 0.005859 0.1 NC 0.21 gb:AI848263 /DB_XREF=gi:5492169 /DB_XREF=UI-M-AH1-agu-d-07-0-UI.s1 /CLONE=UI-M-AH1-agu-d-07-0-UI /FEA=EST /CNT=22 /TID=Mm.38576.1 /
MOE430_2_1456515_s_ 9 11.9 A M 0.06 0.05 0.1 NC 0.5 gb:AV044715 /DB_XREF=gi:4864380 /DB_XREF=AV044715 /CLONE=1700038G11 /FEA=EST /CNT=12 /TID=Mm.141312.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456538_at 52.1 60.3 P P 0.000244 0.000732 0.1 NC 0.5 gb:BM233019 /DB_XREF=gi:17868289 /DB_XREF=K0331C04-3 /CLONE=K0331C04 /FEA=EST /CNT=11 /TID=Mm.33030.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456542_s_ 204.5 196 P P 0.000732 0.000244 0.1 NC 0.37 gb:BB517855 /DB_XREF=gi:9569313 /DB_XREF=BB517855 /CLONE=D830026L02 /FEA=EST /CNT=10 /TID=Mm.5904.2 /TIER=Stack /STK=9 /UG=Mm.59
MOE430_2_1456557_at 14.3 17.4 P P 0.04 0.02 0.1 NC 0.31 gb:BB256666 /DB_XREF=gi:16399650 /DB_XREF=BB256666 /CLONE=A730074O04 /FEA=EST /CNT=9 /TID=Mm.33110.2 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1456559_at 11.6 8.4 P A 0.04 0.09 0.1 NC 0.51 gb:AV351746 /DB_XREF=gi:16397190 /DB_XREF=AV351746 /CLONE=6820401H22 /FEA=EST /CNT=9 /TID=Mm.80382.1 /TIER=Stack /STK=9 /UG=Mm.80
MOE430_2_1456593_at 4.4 4.5 A A 0.19 0.27 0.1 NC 0.62 gb:BM243133 /DB_XREF=gi:17878403 /DB_XREF=K0642B12-3 /CLONE=K0642B12 /FEA=EST /CNT=9 /TID=Mm.217332.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456601_x_ 1.5 3.2 A A 0.88 0.78 0.1 NC 0.15 gb:AV002675 /DB_XREF=gi:4779525 /DB_XREF=AV002675 /CLONE=0610019I02 /FEA=EST /CNT=45 /TID=Mm.22742.5 /TIER=Stack /STK=8 /UG=Mm.22
MOE430_2_1456602_at 151.6 164.3 P P 0.000732 0.000732 0.1 NC 0.5 gb:AV274211 /DB_XREF=gi:15405569 /DB_XREF=AV274211 /CLONE=4932417I16 /FEA=EST /CNT=51 /TID=Mm.87513.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1456623_at 101.3 101.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BM232388 /DB_XREF=gi:17867658 /DB_XREF=K0322E11-3 /CLONE=K0322E11 /FEA=EST /CNT=27 /TID=Mm.121878.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456646_at 70.1 88.5 P P 0.005859 0.008057 0.1 NC 0.5 gb:BB753323 /DB_XREF=gi:16183817 /DB_XREF=BB753323 /CLONE=G270028P07 /FEA=EST /CNT=13 /TID=Mm.133114.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456653_a_ 75.5 85.1 P P 0.000732 0.000244 0.1 NC 0.44 gb:AV095209 /DB_XREF=gi:16381657 /DB_XREF=AV095209 /CLONE=2410004L15 /FEA=EST /CNT=10 /TID=Mm.184752.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456667_at 74.9 91.9 P P 0.000732 0.001221 0.1 NC 0.5 gb:AW553740 /DB_XREF=gi:7199163 /DB_XREF=L0231B02-3 /CLONE=L0231B02 /FEA=EST /CNT=12 /TID=Mm.103066.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456679_at 5.3 7.9 A A 0.36 0.06 0.1 NC 0.1 gb:BM120356 /DB_XREF=gi:17088382 /DB_XREF=L0938F04-3 /CLONE=L0938F04 /FEA=EST /CNT=9 /TID=Mm.218048.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456686_at 20.8 18.3 A P 0.19 0.02 0.1 NC 0.14 gb:BB542383 /DB_XREF=gi:16447263 /DB_XREF=BB542383 /CLONE=E130119O22 /FEA=EST /CNT=9 /TID=Mm.190799.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456723_at 22.8 29.9 M P 0.05 0.03 0.1 NC 0.4 gb:AV027552 /DB_XREF=gi:4807162 /DB_XREF=AV027552 /CLONE=1300011A22 /FEA=EST /CNT=8 /TID=Mm.148608.1 /TIER=Stack /STK=8 /UG=Mm.14
MOE430_2_1456728_x_ 2040.4 2317 P P 0.000244 0.000244 0.1 NC 0.34 gb:BB504570 /DB_XREF=gi:9493364 /DB_XREF=BB504570 /CLONE=D630049D05 /FEA=EST /CNT=8 /TID=Mm.4927.3 /TIER=Stack /STK=8 /UG=Mm.492
MOE430_2_1456730_x_ 301.4 275.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB094081 /DB_XREF=gi:8677330 /DB_XREF=BB094081 /CLONE=9430045C06 /FEA=EST /CNT=8 /TID=Mm.29546.3 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1456767_at 88.8 86.8 P P 0.001221 0.005859 0.1 NC 0.5 gb:AV062156 /DB_XREF=gi:15404333 /DB_XREF=AV062156 /CLONE=2010002G04 /FEA=EST /CNT=10 /TID=Mm.23157.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456774_at 2.8 5.8 A A 0.72 0.56 0.1 NC 0.5 gb:BB826954 /DB_XREF=gi:17005197 /DB_XREF=BB826954 /CLONE=G830045G14 /FEA=EST /CNT=12 /TID=Mm.36658.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456785_at 28.6 33.8 P P 0.03 0.03 0.1 NC 0.5 gb:BQ175889 /DB_XREF=gi:20351381 /DB_XREF=UI-M-DJ2-bwf-b-14-0-UI.s1 /CLONE=UI-M-DJ2-bwf-b-14-0-UI /FEA=EST /CNT=9 /TID=Mm.23307.1 
MOE430_2_1456819_at 2.8 4.1 A A 0.75 0.5 0.1 NC 0.09 gb:BE647993 /DB_XREF=gi:9973813 /DB_XREF=UI-M-BH1-anr-e-01-0-UI.r1 /CLONE=UI-M-BH1-anr-e-01-0-UI /FEA=EST /CNT=8 /TID=Mm.133990.1 /
MOE430_2_1456820_at 14.8 17.9 M P 0.05 0.04 0.1 NC 0.5 gb:AV282462 /DB_XREF=gi:16391640 /DB_XREF=AV282462 /CLONE=4933430C14 /FEA=EST /CNT=7 /TID=Mm.189695.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456846_at 45.5 45 P P 0.00415 0.01 0.1 NC 0.66 gb:BG073393 /DB_XREF=gi:12555962 /DB_XREF=H3122A12-3 /CLONE=H3122A12 /FEA=EST /CNT=7 /TID=Mm.11350.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456880_at 77.9 75.7 P P 0.01 0.02 0.1 NC 0.5 gb:BE956180 /DB_XREF=gi:10600466 /DB_XREF=UI-M-BH4-bba-h-10-0-UI.s1 /CLONE=UI-M-BH4-bba-h-10-0-UI /FEA=EST /CNT=17 /TID=Mm.82669.
MOE430_2_1456932_at 13.2 19.4 A A 0.21 0.12 0.1 NC 0.53 gb:BB377803 /DB_XREF=gi:9090660 /DB_XREF=BB377803 /CLONE=C130090M04 /FEA=EST /CNT=7 /TID=Mm.153104.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456945_at 55.1 82.1 P P 0.03 0.01 0.1 NC 0.55 gb:BB043522 /DB_XREF=gi:16258786 /DB_XREF=BB043522 /CLONE=6030474N20 /FEA=EST /CNT=10 /TID=Mm.112957.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1456954_at 1.9 1.9 A A 0.82 0.8 0.1 NC 0.51 gb:BM119753 /DB_XREF=gi:17087779 /DB_XREF=L0930B10-3 /CLONE=L0930B10 /FEA=EST /CNT=7 /TID=Mm.139728.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456958_at 0.4 0.6 A A 0.78 0.78 0.1 NC 0.51 gb:BG071124 /DB_XREF=gi:12553693 /DB_XREF=H3094H11-3 /CLONE=H3094H11 /FEA=EST /CNT=7 /TID=Mm.26098.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456980_at 7.7 7.9 A A 0.46 0.5 0.1 NC 0.5 gb:BB136403 /DB_XREF=gi:15408469 /DB_XREF=BB136403 /CLONE=9830134C10 /FEA=EST /CNT=6 /TID=Mm.20023.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456991_at 10.6 13.4 P P 0.000732 0.01 0.1 NC 0.5 gb:BM237837 /DB_XREF=gi:17873107 /DB_XREF=K0507G12-3 /CLONE=K0507G12 /FEA=EST /CNT=6 /TID=Mm.217153.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457018_at 0.2 0.2 A A 0.93 0.85 0.1 NC 0.25 gb:BB075134 /DB_XREF=gi:16260263 /DB_XREF=BB075134 /CLONE=9330101P12 /FEA=EST /CNT=6 /TID=Mm.208756.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457034_at 26.5 34.9 P P 0.01 0.00415 0.1 NC 0.48 gb:BM209908 /DB_XREF=gi:17766540 /DB_XREF=C0655E07-3 /CLONE=C0655E07 /FEA=EST /CNT=23 /TID=Mm.216841.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457069_at 41.1 47.2 P P 0.001953 0.00293 0.1 NC 0.37 gb:BB329527 /DB_XREF=gi:9038290 /DB_XREF=BB329527 /CLONE=B630009I04 /FEA=EST /CNT=7 /TID=Mm.31254.1 /TIER=ConsEnd /STK=5 /UG=Mm.
MOE430_2_1457074_at 22.4 26.9 P P 0.02 0.001221 0.1 NC 0.12 gb:BB257283 /DB_XREF=gi:15410733 /DB_XREF=BB257283 /CLONE=A730078J24 /FEA=EST /CNT=12 /TID=Mm.37758.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457083_at 91.1 103.9 P P 0.001221 0.00293 0.1 NC 0.5 gb:BB278392 /DB_XREF=gi:16401065 /DB_XREF=BB278392 /CLONE=A930010M14 /FEA=EST /CNT=7 /TID=Mm.134533.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457112_at 1.1 1.6 A A 0.93 0.96 0.1 NC 0.49 gb:BB183509 /DB_XREF=gi:16270246 /DB_XREF=BB183509 /CLONE=A230106N23 /FEA=EST /CNT=6 /TID=Mm.150857.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457146_at 13.9 21.6 P A 0.01 0.11 0.1 NC 0.5 gb:BB045510 /DB_XREF=gi:16259354 /DB_XREF=BB045510 /CLONE=6030495I01 /FEA=EST /CNT=7 /TID=Mm.145306.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457163_at 16.8 15.7 P P 0.02 0.001953 0.1 NC 0.15 gb:BB667515 /DB_XREF=gi:16398964 /DB_XREF=BB667515 /CLONE=C730020J22 /FEA=EST /CNT=5 /TID=Mm.125559.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457172_at 6.9 13.3 A A 0.19 0.14 0.1 NC 0.5 gb:BB461461 /DB_XREF=gi:16426667 /DB_XREF=BB461461 /CLONE=D130071N09 /FEA=EST /CNT=5 /TID=Mm.132699.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457187_at 1.3 4.4 A A 0.88 0.78 0.1 NC 0.4 gb:BB152298 /DB_XREF=gi:16268016 /DB_XREF=BB152298 /CLONE=A130004O14 /FEA=EST /CNT=5 /TID=Mm.120461.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457193_at 22.4 33.7 A A 0.06 0.11 0.1 NC 0.15 gb:BG067709 /DB_XREF=gi:12550278 /DB_XREF=H3057C11-3 /CLONE=H3057C11 /FEA=EST /CNT=5 /TID=Mm.220366.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457195_at 1.3 0.9 A A 0.66 0.72 0.1 NC 0.35 gb:BB206527 /DB_XREF=gi:16352140 /DB_XREF=BB206527 /CLONE=A430076I18 /FEA=EST /CNT=5 /TID=Mm.122754.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457208_at 5.9 6 P A 0.03 0.21 0.1 NC 0.5 gb:BB485668 /DB_XREF=gi:16441296 /DB_XREF=BB485668 /CLONE=D430033A06 /FEA=EST /CNT=5 /TID=Mm.187453.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457214_at 23 16.1 P P 0.00415 0.03 0.1 NC 0.5 gb:BM293522 /DB_XREF=gi:18021609 /DB_XREF=C0308F10-3 /CLONE=C0308F10 /FEA=EST /CNT=5 /TID=Mm.214729.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457223_at 0.7 1.1 A A 0.94 0.9 0.1 NC 0.39 gb:BM114557 /DB_XREF=gi:17077575 /DB_XREF=L0806F11-3 /CLONE=L0806F11 /FEA=EST /CNT=5 /TID=Mm.132057.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457233_at 75.6 105.6 P P 0.000244 0.00293 0.1 NC 0.5 gb:BB324466 /DB_XREF=gi:16403512 /DB_XREF=BB324466 /CLONE=B430108O12 /FEA=EST /CNT=5 /TID=Mm.218968.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457267_at 24.5 40.7 P P 0.00415 0.001953 0.1 NC 0.39 gb:BB667685 /DB_XREF=gi:16399134 /DB_XREF=BB667685 /CLONE=C730032J20 /FEA=EST /CNT=12 /TID=Mm.71716.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457271_at 6.7 5.8 A A 0.08 0.27 0.1 NC 0.5 gb:AI326975 /DB_XREF=gi:4061404 /DB_XREF=mj81e03.x1 /CLONE=IMAGE:482524 /FEA=EST /CNT=20 /TID=Mm.20167.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457280_at 26.1 30.4 P P 0.02 0.01 0.1 NC 0.5 gb:BB249354 /DB_XREF=gi:16355718 /DB_XREF=BB249354 /CLONE=A730032I05 /FEA=EST /CNT=9 /TID=Mm.208300.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457284_at 46.7 39.4 P P 0.01 0.001221 0.1 NC 0.4 gb:BB766038 /DB_XREF=gi:16208999 /DB_XREF=BB766038 /CLONE=G370060B20 /FEA=EST /CNT=12 /TID=Mm.45553.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457345_at 15.7 22.9 A A 0.16 0.21 0.1 NC 0.5 gb:BM933463 /DB_XREF=gi:19392615 /DB_XREF=UI-M-BZ1-bfr-h-04-0-UI.r2 /CLONE=UI-M-BZ1-bfr-h-04-0-UI /FEA=EST /CNT=6 /TID=Mm.152018.1 
MOE430_2_1457349_at 0.9 0.6 A A 0.8 0.92 0.1 NC 0.72 gb:BB636437 /DB_XREF=gi:16472308 /DB_XREF=BB636437 /CLONE=A530095M03 /FEA=EST /CNT=6 /TID=Mm.84118.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457350_at 16.8 17.2 A A 0.12 0.09 0.1 NC 0.5 gb:BG298986 /DB_XREF=gi:13064188 /DB_XREF=602397582F1 /CLONE=IMAGE:4511972 /FEA=EST /CNT=6 /TID=Mm.151438.1 /TIER=ConsEnd /STK=4 
MOE430_2_1457382_at 6 10.6 P A 0.03 0.27 0.1 NC 0.5 gb:C76276 /DB_XREF=gi:2516606 /DB_XREF=C76276 /CLONE=J0007H07 /FEA=EST /CNT=5 /TID=Mm.172570.1 /TIER=ConsEnd /STK=4 /UG=Mm.17257
MOE430_2_1457389_at 7 10 A A 0.36 0.33 0.1 NC 0.5 gb:BB139866 /DB_XREF=gi:16267398 /DB_XREF=BB139866 /CLONE=9830166K06 /FEA=EST /CNT=5 /TID=Mm.150255.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457424_at 4.6 4.3 A A 0.36 0.21 0.1 NC 0.5 gb:BB760085 /DB_XREF=gi:16206394 /DB_XREF=BB760085 /CLONE=G270124K15 /FEA=EST /CNT=5 /TID=Mm.188433.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457436_at 17 16.9 A A 0.08 0.19 0.1 NC 0.27 gb:BE980635 /DB_XREF=gi:10648851 /DB_XREF=UI-M-BG2-bcl-d-02-0-UI.s1 /CLONE=UI-M-BG2-bcl-d-02-0-UI /FEA=EST /CNT=5 /TID=Mm.153645.1
MOE430_2_1457444_at 0.9 0.9 A A 0.82 0.9 0.1 NC 0.5 gb:BB213608 /DB_XREF=gi:16352888 /DB_XREF=BB213608 /CLONE=A530012F11 /FEA=EST /CNT=6 /TID=Mm.212352.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457457_at 17.7 20 P P 0.01 0.03 0.1 NC 0.5 gb:BI202461 /DB_XREF=gi:14668433 /DB_XREF=UI-M-CG0p-bro-h-05-0-UI.s1 /CLONE=UI-M-CG0p-bro-h-05-0-UI /FEA=EST /CNT=5 /TID=Mm.205307
MOE430_2_1457459_at 14.7 12.6 P A 0.02 0.17 0.1 NC 0.5 gb:BG070144 /DB_XREF=gi:12552713 /DB_XREF=H3084B09-3 /CLONE=H3084B09 /FEA=EST /CNT=5 /TID=Mm.168902.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457470_at 53.3 78.7 P P 0.01 0.01 0.1 NC 0.5 gb:BG067509 /DB_XREF=gi:12550078 /DB_XREF=H3055B12-3 /CLONE=H3055B12 /FEA=EST /CNT=5 /TID=Mm.36318.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457479_at 14.4 11.6 M A 0.05 0.14 0.1 NC 0.3 gb:AW536823 /DB_XREF=gi:7179240 /DB_XREF=G0109C01-3 /CLONE=G0109C01 /FEA=EST /CNT=4 /TID=Mm.130079.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457535_at 0.4 1.3 A A 0.69 0.63 0.1 NC 0.17 gb:BB465997 /DB_XREF=gi:16427181 /DB_XREF=BB465997 /CLONE=D230005L08 /FEA=EST /CNT=4 /TID=Mm.35072.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457537_at 11.2 13.8 A A 0.24 0.21 0.1 NC 0.5 gb:BB503266 /DB_XREF=gi:16442600 /DB_XREF=BB503266 /CLONE=D630042J06 /FEA=EST /CNT=4 /TID=Mm.214685.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457564_at 18.2 13.8 P A 0.005859 0.09 0.1 NC 0.6 gb:BB194910 /DB_XREF=gi:16270926 /DB_XREF=BB194910 /CLONE=A330085O09 /FEA=EST /CNT=4 /TID=Mm.207663.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457571_at 33.7 45.8 P P 0.01 0.00293 0.1 NC 0.36 gb:BB378875 /DB_XREF=gi:16407766 /DB_XREF=BB378875 /CLONE=C130096D05 /FEA=EST /CNT=4 /TID=Mm.127206.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457575_at 6.7 6.1 A A 0.36 0.19 0.1 NC 0.41 gb:AU019847 /DB_XREF=gi:3375431 /DB_XREF=AU019847 /CLONE=J0523C08 /FEA=EST /CNT=4 /TID=Mm.26187.1 /TIER=ConsEnd /STK=4 /UG=Mm.26
MOE430_2_1457577_at 4.8 5.1 A A 0.36 0.24 0.1 NC 0.4 gb:BM247816 /DB_XREF=gi:17883086 /DB_XREF=K0807C11-3 /CLONE=K0807C11 /FEA=EST /CNT=4 /TID=Mm.214743.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457588_at 212.5 205 P P 0.000244 0.000244 0.1 NC 0.5 gb:C76213 /DB_XREF=gi:2516543 /DB_XREF=C76213 /CLONE=J0006A04 /FEA=EST /CNT=4 /TID=Mm.206842.1 /TIER=ConsEnd /STK=4 /UG=Mm.20684
MOE430_2_1457622_at 6 5.1 A A 0.3 0.33 0.1 NC 0.27 gb:BB278046 /DB_XREF=gi:16401043 /DB_XREF=BB278046 /CLONE=A930009B16 /FEA=EST /CNT=4 /TID=Mm.138004.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457625_s_ 13.4 12.8 A P 0.06 0.01 0.1 NC 0.5 gb:BE979937 /DB_XREF=gi:10647372 /DB_XREF=UI-M-BG2-bcp-b-09-0-UI.s1 /CLONE=UI-M-BG2-bcp-b-09-0-UI /FEA=EST /CNT=4 /TID=Mm.44963.1
MOE430_2_1457649_x_ 95.2 84.8 P P 0.01 0.01 0.1 NC 0.5 gb:BB271066 /DB_XREF=gi:8968082 /DB_XREF=BB271066 /CLONE=A830052H14 /FEA=EST /CNT=4 /TID=Mm.113722.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457651_x_ 1.7 0.6 A A 0.87 0.85 0.1 NC 0.41 gb:BB270375 /DB_XREF=gi:8966847 /DB_XREF=BB270375 /CLONE=A830047L15 /FEA=EST /CNT=4 /TID=Mm.171031.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457652_x_ 4.2 3.6 A A 0.56 0.56 0.1 NC 0.5 gb:BB477203 /DB_XREF=gi:9394812 /DB_XREF=BB477203 /CLONE=D330023I11 /FEA=EST /CNT=4 /TID=Mm.170880.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457674_at 42.7 48.7 P P 0.008057 0.00293 0.1 NC 0.46 gb:AV255519 /DB_XREF=gi:16388208 /DB_XREF=AV255519 /CLONE=4921521A12 /FEA=EST /CNT=22 /TID=Mm.148819.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457680_a_ 108.7 131.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB824992 /DB_XREF=gi:17003235 /DB_XREF=BB824992 /CLONE=G830035O11 /FEA=EST /CNT=11 /TID=Mm.215610.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457694_at 7.8 7.9 A A 0.46 0.39 0.1 NC 0.28 gb:AV343405 /DB_XREF=gi:16396996 /DB_XREF=AV343405 /CLONE=6430537H07 /FEA=EST /CNT=13 /TID=Mm.103154.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457706_at 29.1 32 A P 0.08 0.01 0.1 NC 0.004073 gb:BB221737 /DB_XREF=gi:16353639 /DB_XREF=BB221737 /CLONE=A530070N07 /FEA=EST /CNT=9 /TID=Mm.164930.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457720_at 6 5.5 A A 0.21 0.53 0.1 NC 0.8 gb:BB287967 /DB_XREF=gi:8988416 /DB_XREF=BB287967 /CLONE=B020023D19 /FEA=EST /CNT=11 /TID=Mm.32888.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457737_at 1.2 1.2 A A 0.78 0.72 0.1 NC 0.11 gb:BI872399 /DB_XREF=gi:16046074 /DB_XREF=603397064F1 /CLONE=IMAGE:5400830 /FEA=EST /CNT=6 /TID=Mm.101899.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1457761_at 9.9 14.4 A M 0.33 0.05 0.1 NC 0.27 gb:BG066644 /DB_XREF=gi:12549136 /DB_XREF=H3044D12-3 /CLONE=H3044D12 /FEA=EST /CNT=5 /TID=Mm.179636.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457776_at 31.6 39.7 P P 0.000732 0.000244 0.1 NC 0.27 gb:BG069303 /DB_XREF=gi:12551872 /DB_XREF=H3074H09-3 /CLONE=H3074H09 /FEA=EST /CNT=5 /TID=Mm.26132.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457793_a_ 20.1 16.4 P P 0.03 0.01 0.1 NC 0.27 gb:BB154130 /DB_XREF=gi:15409001 /DB_XREF=BB154130 /CLONE=A130019L06 /FEA=EST /CNT=5 /TID=Mm.170613.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457810_at 7.9 15.6 P P 0.01 0.008057 0.1 NC 0.5 gb:BB769947 /DB_XREF=gi:16212477 /DB_XREF=BB769947 /CLONE=G370102G17 /FEA=EST /CNT=5 /TID=Mm.212192.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457812_at 4.5 5.7 A A 0.5 0.5 0.1 NC 0.5 gb:BB119893 /DB_XREF=gi:8772461 /DB_XREF=BB119893 /CLONE=9530073I12 /FEA=EST /CNT=5 /TID=Mm.215389.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457831_at 3 1.4 A A 0.91 0.99 0.1 NC 0.63 gb:BB698935 /DB_XREF=gi:16047759 /DB_XREF=BB698935 /CLONE=7420406O09 /FEA=EST /CNT=7 /TID=Mm.210365.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457835_at 2.5 2.5 A A 0.72 0.66 0.1 NC 0.08 gb:BB668107 /DB_XREF=gi:16399556 /DB_XREF=BB668107 /CLONE=C920025J10 /FEA=EST /CNT=6 /TID=Mm.77775.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457858_at 1.5 2.9 A A 0.88 0.69 0.1 NC 0.21 gb:BG069969 /DB_XREF=gi:12552626 /DB_XREF=H3083B08-3 /CLONE=H3083B08 /FEA=EST /CNT=4 /TID=Mm.25966.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457872_at 0.6 1.5 A A 0.85 0.8 0.1 NC 0.2 gb:BG066791 /DB_XREF=gi:12549360 /DB_XREF=H3047A03-3 /CLONE=H3047A03 /FEA=EST /CNT=4 /TID=Mm.25070.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457897_at 35.4 37.8 P P 0.01 0.01 0.1 NC 0.5 gb:AV245518 /DB_XREF=gi:16387013 /DB_XREF=AV245518 /CLONE=4831440K01 /FEA=EST /CNT=4 /TID=Mm.23778.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457915_at 18.5 23.5 P A 0.02 0.09 0.1 NC 0.5 gb:AV288616 /DB_XREF=gi:16392160 /DB_XREF=AV288616 /CLONE=5033413K20 /FEA=EST /CNT=4 /TID=Mm.66631.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457926_at 6.6 6.3 A A 0.19 0.36 0.1 NC 0.66 gb:AW495116 /DB_XREF=gi:7065437 /DB_XREF=UI-M-BH3-auw-b-06-0-UI.s1 /CLONE=UI-M-BH3-auw-b-06-0-UI /FEA=EST /CNT=4 /TID=Mm.102425.
MOE430_2_1457953_at 13.2 20.4 A A 0.3 0.53 0.1 NC 0.55 gb:BB017531 /DB_XREF=gi:16257528 /DB_XREF=BB017531 /CLONE=4930568O15 /FEA=EST /CNT=4 /TID=Mm.63864.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457985_at 11.6 14 P A 0.01 0.21 0.1 NC 0.5 gb:BE980727 /DB_XREF=gi:10649074 /DB_XREF=UI-M-BG2-bcm-d-03-0-UI.s1 /CLONE=UI-M-BG2-bcm-d-03-0-UI /FEA=EST /CNT=4 /TID=Mm.15118
MOE430_2_1458034_at 7.7 7.4 A A 0.33 0.3 0.1 NC 0.3 gb:BG068747 /DB_XREF=gi:12551316 /DB_XREF=H3068H06-3 /CLONE=H3068H06 /FEA=EST /CNT=3 /TID=Mm.173675.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458068_at 1 0.9 A A 0.97 0.99 0.1 NC 0.45 gb:BB374785 /DB_XREF=gi:16407326 /DB_XREF=BB374785 /CLONE=C130077A08 /FEA=EST /CNT=3 /TID=Mm.207516.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458074_at 0.9 1.7 A A 0.72 0.66 0.1 NC 0.5 gb:BB179240 /DB_XREF=gi:16269939 /DB_XREF=BB179240 /CLONE=A230078D12 /FEA=EST /CNT=3 /TID=Mm.121460.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458084_at 63.8 64.4 P P 0.00293 0.008057 0.1 NC 0.5 gb:AV267505 /DB_XREF=gi:15405418 /DB_XREF=AV267505 /CLONE=4930526L10 /FEA=EST /CNT=3 /TID=Mm.132944.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458090_at 10.4 11.5 A A 0.21 0.11 0.1 NC 0.19 gb:BB136790 /DB_XREF=gi:16266693 /DB_XREF=BB136790 /CLONE=9830138G03 /FEA=EST /CNT=3 /TID=Mm.209533.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458132_at 2.2 3.5 A A 0.75 0.63 0.1 NC 0.57 gb:BB429249 /DB_XREF=gi:16423982 /DB_XREF=BB429249 /CLONE=C630026L07 /FEA=EST /CNT=3 /TID=Mm.187108.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458150_at 5.7 4.4 A A 0.27 0.39 0.1 NC 0.3 gb:BB445665 /DB_XREF=gi:16425025 /DB_XREF=BB445665 /CLONE=D030051N19 /FEA=EST /CNT=3 /TID=Mm.207536.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458179_at 20.8 24.9 P P 0.008057 0.000244 0.1 NC 0.27 gb:BB526903 /DB_XREF=gi:16444396 /DB_XREF=BB526903 /CLONE=D930036N23 /FEA=EST /CNT=3 /TID=Mm.130940.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458180_at 19.4 15.5 A A 0.06 0.14 0.1 NC 0.5 gb:AV324524 /DB_XREF=gi:15406254 /DB_XREF=AV324524 /CLONE=6230425A06 /FEA=EST /CNT=3 /TID=Mm.182575.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458254_at 38.3 38.7 A A 0.43 0.36 0.1 NC 0.33 gb:AI854720 /DB_XREF=gi:5498626 /DB_XREF=UI-M-BH0-akc-f-12-0-UI.s1 /CLONE=UI-M-BH0-akc-f-12-0-UI /FEA=EST /CNT=3 /TID=Mm.39363.1 /T
MOE430_2_1458263_at 2.4 1.1 A A 0.69 0.6 0.1 NC 0.09 gb:BE979587 /DB_XREF=gi:10646644 /DB_XREF=UI-M-BG2-bby-g-10-0-UI.s1 /CLONE=UI-M-BG2-bby-g-10-0-UI /FEA=EST /CNT=3 /TID=Mm.76785.1
MOE430_2_1458276_x_ 56.7 37.2 A A 0.06 0.11 0.1 NC 0.5 gb:BB730767 /DB_XREF=gi:16114042 /DB_XREF=BB730767 /CLONE=E860129O03 /FEA=EST /CNT=3 /TID=Mm.213475.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458289_at 0.9 1.4 A A 0.99 0.96 0.1 NC 0.31 gb:BB744516 /DB_XREF=gi:16152352 /DB_XREF=BB744516 /CLONE=F530003J01 /FEA=EST /CNT=3 /TID=Mm.135569.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458292_at 35.6 38.9 P P 0.001953 0.001221 0.1 NC 0.5 gb:AI480562 /DB_XREF=gi:4373788 /DB_XREF=vh38f09.x1 /CLONE=IMAGE:889289 /FEA=EST /CNT=3 /TID=Mm.121265.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458294_at 12.3 10.8 A A 0.24 0.27 0.1 NC 0.5 gb:BE950866 /DB_XREF=gi:10589625 /DB_XREF=UI-M-BH4-aze-a-04-0-UI.s1 /CLONE=UI-M-BH4-aze-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.150663.
MOE430_2_1458328_x_ 1.2 1 A A 0.8 0.87 0.1 NC 0.5 gb:BE993003 /DB_XREF=gi:10674786 /DB_XREF=UI-M-BZ1-bjd-g-06-0-UI.s1 /CLONE=UI-M-BZ1-bjd-g-06-0-UI /FEA=EST /CNT=3 /TID=Mm.152815.1 
MOE430_2_1458342_at 8.2 5.1 A A 0.33 0.39 0.1 NC 0.24 gb:BB313069 /DB_XREF=gi:9013774 /DB_XREF=BB313069 /CLONE=B230339N19 /FEA=EST /CNT=3 /TID=Mm.147059.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458343_x_ 54.1 58.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV070715 /DB_XREF=gi:5190543 /DB_XREF=AV070715 /CLONE=2010320F17 /FEA=EST /CNT=3 /TID=Mm.46550.1 /TIER=ConsEnd /STK=3 /UG=Mm.
MOE430_2_1458349_s_ 18.7 10.1 P M 0.04 0.05 0.1 NC 0.5 gb:BB278163 /DB_XREF=gi:8975185 /DB_XREF=BB278163 /CLONE=A930009K22 /FEA=EST /CNT=3 /TID=Mm.183314.2 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458352_at 16.4 17.6 P P 0.01 0.01 0.1 NC 0.07 gb:BE951199 /DB_XREF=gi:10590302 /DB_XREF=UI-M-BH4-azg-h-04-0-UI.s1 /CLONE=UI-M-BH4-azg-h-04-0-UI /FEA=EST /CNT=3 /TID=Mm.151106.1
MOE430_2_1458353_at 146.8 108 M A 0.05 0.06 0.1 NC 0.49 gb:BB173301 /DB_XREF=gi:8832384 /DB_XREF=BB173301 /CLONE=A230045C04 /FEA=EST /CNT=3 /TID=Mm.127722.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458373_at 10.2 11.7 A A 0.12 0.33 0.1 NC 0.5 gb:BM218112 /DB_XREF=gi:17777524 /DB_XREF=C0906E07-3 /CLONE=C0906E07 /FEA=EST /CNT=11 /TID=Mm.215295.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458438_at 204.7 221 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW554226 /DB_XREF=gi:7199649 /DB_XREF=L0237E10-3 /CLONE=L0237E10 /FEA=EST /CNT=11 /TID=Mm.78069.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458475_at 13.9 7.8 A A 0.53 0.52 0.1 NC 0.33 gb:BB025590 /DB_XREF=gi:16257935 /DB_XREF=BB025590 /CLONE=5330429D20 /FEA=EST /CNT=5 /TID=Mm.207136.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458485_at 7.2 5.2 A A 0.39 0.24 0.1 NC 0.39 gb:BE947102 /DB_XREF=gi:10524861 /DB_XREF=UI-M-BH3-awm-g-11-0-UI.s1 /CLONE=UI-M-BH3-awm-g-11-0-UI /FEA=EST /CNT=5 /TID=Mm.15033
MOE430_2_1458496_at 0.6 0.6 A A 0.99 0.98 0.1 NC 0.26 gb:BE133856 /DB_XREF=gi:8596288 /DB_XREF=ug05h01.x1 /CLONE=IMAGE:1530769 /FEA=EST /CNT=5 /TID=Mm.117566.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458514_at 46.1 44.6 P P 0.03 0.01 0.1 NC 0.5 gb:AW742789 /DB_XREF=gi:7654587 /DB_XREF=up59a11.x1 /CLONE=IMAGE:2780348 /FEA=EST /CNT=6 /TID=Mm.139004.1 /TIER=ConsEnd /STK=2 /UG



MOE430_2_1458541_at 61.1 44.9 P P 0.01 0.008057 0.1 NC 0.54 gb:BB125218 /DB_XREF=gi:16262170 /DB_XREF=BB125218 /CLONE=9630003N14 /FEA=EST /CNT=5 /TID=Mm.101932.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458549_at 0.7 2.1 A A 0.88 0.66 0.1 NC 0.49 gb:BG064750 /DB_XREF=gi:12547313 /DB_XREF=H3023D11-3 /CLONE=H3023D11 /FEA=EST /CNT=4 /TID=Mm.166919.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458572_at 0.8 1.7 A A 0.8 0.43 0.1 NC 0.5 gb:BB418036 /DB_XREF=gi:9239391 /DB_XREF=BB418036 /CLONE=C530007J03 /FEA=EST /CNT=4 /TID=Mm.212763.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458573_at 0.6 1.4 A A 0.88 0.69 0.1 NC 0.48 gb:BG070838 /DB_XREF=gi:12553495 /DB_XREF=H3092G04-3 /CLONE=H3092G04 /FEA=EST /CNT=4 /TID=Mm.11288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458592_at 4.1 6.1 A A 0.43 0.26 0.1 NC 0.33 gb:AI118114 /DB_XREF=gi:3518438 /DB_XREF=ui45c12.x1 /CLONE=IMAGE:1885366 /FEA=EST /CNT=4 /TID=Mm.26494.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458606_at 1.4 1.9 A A 0.9 0.65 0.1 NC 0.5 gb:BF018877 /DB_XREF=gi:10750145 /DB_XREF=ux98f04.x1 /CLONE=IMAGE:3656575 /FEA=EST /CNT=4 /TID=Mm.152600.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458638_at 6.8 5.6 A A 0.72 0.66 0.1 NC 0.3 gb:AI852796 /DB_XREF=gi:5496702 /DB_XREF=UI-M-BH0-aiy-f-08-0-UI.s1 /CLONE=UI-M-BH0-aiy-f-08-0-UI /FEA=EST /CNT=4 /TID=Mm.39435.1 /TIE
MOE430_2_1458639_at 0.8 0.6 A A 0.8 0.93 0.1 NC 0.5 gb:AW049544 /DB_XREF=gi:5910073 /DB_XREF=UI-M-BH1-anf-e-08-0-UI.s1 /CLONE=UI-M-BH1-anf-e-08-0-UI /FEA=EST /CNT=4 /TID=Mm.23946.1 /
MOE430_2_1458640_at 3 7.4 A A 0.5 0.85 0.1 NC 0.58 gb:BB284122 /DB_XREF=gi:8984571 /DB_XREF=BB284122 /CLONE=A930104L01 /FEA=EST /CNT=4 /TID=Mm.37652.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458650_at 7.5 9.7 A A 0.21 0.14 0.1 NC 0.5 gb:AI426909 /DB_XREF=gi:4272835 /DB_XREF=mn01f03.x1 /CLONE=IMAGE:536669 /FEA=EST /CNT=4 /TID=Mm.31026.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458661_at 25.8 18.3 A P 0.06 0.01 0.1 NC 0.5 gb:AI585789 /DB_XREF=gi:4571686 /DB_XREF=vs07c07.x1 /CLONE=IMAGE:1137516 /FEA=EST /CNT=4 /TID=Mm.30473.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458662_at 3.8 2.8 A A 0.78 0.9 0.1 NC 0.4 gb:BB546123 /DB_XREF=gi:16447421 /DB_XREF=BB546123 /CLONE=E130308H01 /FEA=EST /CNT=4 /TID=Mm.156789.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458667_at 24.6 20.7 P P 0.000244 0.001953 0.1 NC 0.5 gb:AV266695 /DB_XREF=gi:6254732 /DB_XREF=AV266695 /CLONE=4930519N13 /FEA=EST /CNT=4 /TID=Mm.38048.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458674_at 6.3 9.2 A A 0.24 0.5 0.1 NC 0.36 gb:AW125556 /DB_XREF=gi:6101086 /DB_XREF=UI-M-BH2.2-aqj-a-11-0-UI.s1 /CLONE=UI-M-BH2.2-aqj-a-11-0-UI /FEA=EST /CNT=5 /TID=Mm.71069.
MOE430_2_1458677_at 9.1 9.4 A A 0.21 0.11 0.1 NC 0.23 gb:BB517186 /DB_XREF=gi:16443155 /DB_XREF=BB517186 /CLONE=D830021A18 /FEA=EST /CNT=5 /TID=Mm.187689.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458684_at 42.4 67.6 P P 0.03 0.01 0.1 NC 0.48 gb:BG065620 /DB_XREF=gi:12548183 /DB_XREF=H3033D01-3 /CLONE=H3033D01 /FEA=EST /CNT=4 /TID=Mm.172575.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458724_at 7.7 9.6 A A 0.5 0.33 0.1 NC 0.02 gb:BB552302 /DB_XREF=gi:16448143 /DB_XREF=BB552302 /CLONE=E230037B08 /FEA=EST /CNT=3 /TID=Mm.212357.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458739_at 17.8 14.5 P P 0.00415 0.03 0.1 NC 0.5 gb:BG064130 /DB_XREF=gi:12546693 /DB_XREF=H3015G12-3 /CLONE=H3015G12 /FEA=EST /CNT=3 /TID=Mm.182569.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458769_at 0.5 0.6 A A 0.8 0.96 0.1 NC 0.5 gb:AU022717 /DB_XREF=gi:3387692 /DB_XREF=AU022717 /CLONE=J0419F03 /FEA=EST /CNT=3 /TID=Mm.155163.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1458774_at 1.6 0.9 A A 0.66 0.87 0.1 NC 0.5 gb:AU022974 /DB_XREF=gi:3393321 /DB_XREF=AU022974 /CLONE=J0423E07 /FEA=EST /CNT=3 /TID=Mm.155220.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1458807_at 19 20.3 P P 0.03 0.008057 0.1 NC 0.36 gb:AI606195 /DB_XREF=gi:4615362 /DB_XREF=vn97e05.x1 /CLONE=IMAGE:1039904 /FEA=EST /CNT=3 /TID=Mm.219435.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458822_at 1 1.1 A A 0.72 0.78 0.1 NC 0.53 gb:BG067771 /DB_XREF=gi:12550340 /DB_XREF=H3058A04-3 /CLONE=H3058A04 /FEA=EST /CNT=3 /TID=Mm.173080.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458831_at 17.6 12.2 A M 0.17 0.05 0.1 NC 0.42 gb:AW544672 /DB_XREF=gi:7187089 /DB_XREF=C0184E03-3 /CLONE=C0184E03 /FEA=EST /CNT=3 /TID=Mm.182580.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458839_at 1 1.3 A A 0.84 0.9 0.1 NC 0.76 gb:BB032637 /DB_XREF=gi:16258222 /DB_XREF=BB032637 /CLONE=5830472G04 /FEA=EST /CNT=3 /TID=Mm.111479.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458874_at 5.1 4.7 A A 0.56 0.46 0.1 NC 0.36 gb:AW125210 /DB_XREF=gi:6100740 /DB_XREF=UI-M-BH2.1-aps-b-08-0-UI.s1 /CLONE=UI-M-BH2.1-aps-b-08-0-UI /FEA=EST /CNT=3 /TID=Mm.15112
MOE430_2_1458943_at 71.4 70.8 P P 0.00415 0.008057 0.1 NC 0.5 gb:BB147698 /DB_XREF=gi:15408717 /DB_XREF=BB147698 /CLONE=9930101I15 /FEA=EST /CNT=3 /TID=Mm.208783.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458960_at 1.6 0.5 A A 0.9 0.94 0.1 NC 0.5 gb:BM942477 /DB_XREF=gi:19402340 /DB_XREF=UI-M-BH3-bsi-h-08-0-UI.r1 /CLONE=UI-M-BH3-bsi-h-08-0-UI /FEA=EST /CNT=3 /TID=Mm.194700.1 
MOE430_2_1458970_at 5.5 4.4 A A 0.19 0.36 0.1 NC 0.46 gb:BM934740 /DB_XREF=gi:19393892 /DB_XREF=UI-M-BH2.2-aql-e-06-0-UI.r1 /CLONE=UI-M-BH2.2-aql-e-06-0-UI /FEA=EST /CNT=3 /TID=Mm.15094
MOE430_2_1458988_at 1.3 1.5 A A 0.75 0.75 0.1 NC 0.5 gb:BB748585 /DB_XREF=gi:16152821 /DB_XREF=BB748585 /CLONE=G030001C06 /FEA=EST /CNT=3 /TID=Mm.214715.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459034_at 56.5 75.1 P P 0.001953 0.001221 0.1 NC 0.5 gb:BB747656 /DB_XREF=gi:16150593 /DB_XREF=BB747656 /CLONE=F530205F13 /FEA=EST /CNT=3 /TID=Mm.193913.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459044_at 1.1 0.4 A A 0.9 0.97 0.1 NC 0.5 gb:AU015558 /DB_XREF=gi:3370349 /DB_XREF=AU015558 /CLONE=J0713E05 /FEA=EST /CNT=3 /TID=Mm.25921.1 /TIER=ConsEnd /STK=2 /UG=Mm.25
MOE430_2_1459068_at 9.5 4.7 A A 0.12 0.27 0.1 NC 0.44 gb:AI464581 /DB_XREF=gi:4318611 /DB_XREF=mv93d06.x1 /CLONE=IMAGE:662603 /FEA=EST /CNT=3 /TID=Mm.90028.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459139_at 1 1.4 A A 0.75 0.82 0.1 NC 0.5 gb:AI326202 /DB_XREF=gi:4060631 /DB_XREF=ms36d11.x1 /CLONE=IMAGE:613653 /FEA=EST /CNT=3 /TID=Mm.20090.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459171_at 2.5 2.2 A A 0.85 0.75 0.1 NC 0.41 gb:BG075300 /DB_XREF=gi:12557869 /DB_XREF=H3145F07-3 /CLONE=H3145F07 /FEA=EST /CNT=2 /TID=Mm.182785.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459181_at 0.6 0.9 A A 0.72 0.78 0.1 NC 0.98 gb:BG069637 /DB_XREF=gi:12552206 /DB_XREF=H3078E04-3 /CLONE=H3078E04 /FEA=EST /CNT=2 /TID=Mm.173431.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459248_at 9.3 5.2 A A 0.12 0.27 0.1 NC 0.5 gb:BM231631 /DB_XREF=gi:17866901 /DB_XREF=K0312D04-3 /CLONE=K0312D04 /FEA=EST /CNT=2 /TID=Mm.215939.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459280_at 17 12.2 M A 0.05 0.14 0.1 NC 0.42 gb:BG066240 /DB_XREF=gi:12548809 /DB_XREF=H3040F02-3 /CLONE=H3040F02 /FEA=EST /CNT=2 /TID=Mm.155136.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459305_at 47.4 54.3 P P 0.03 0.03 0.1 NC 0.35 gb:BB155266 /DB_XREF=gi:15409035 /DB_XREF=BB155266 /CLONE=A130024F19 /FEA=EST /CNT=2 /TID=Mm.207511.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459340_at 2 1.4 A A 0.66 0.75 0.1 NC 0.5 gb:BG073476 /DB_XREF=gi:12556045 /DB_XREF=H3123A06-3 /CLONE=H3123A06 /FEA=EST /CNT=2 /TID=Mm.197251.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459396_at 32.5 33.8 P P 0.00293 0.01 0.1 NC 0.5 gb:BB389192 /DB_XREF=gi:16408698 /DB_XREF=BB389192 /CLONE=C230060M16 /FEA=EST /CNT=2 /TID=Mm.208975.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459407_at 3.1 1.8 A A 0.66 0.53 0.1 NC 0.16 gb:BG074885 /DB_XREF=gi:12557454 /DB_XREF=H3140E09-3 /CLONE=H3140E09 /FEA=EST /CNT=2 /TID=Mm.182749.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459422_at 1.6 0.7 A A 0.46 0.85 0.1 NC 0.94 gb:C77550 /DB_XREF=gi:2517880 /DB_XREF=C77550 /CLONE=J0033C10 /FEA=EST /CNT=2 /TID=Mm.172642.1 /TIER=ConsEnd /STK=2 /UG=Mm.17264
MOE430_2_1459439_at 20.4 21.9 A A 0.33 0.36 0.1 NC 0.2 gb:AV338972 /DB_XREF=gi:16396707 /DB_XREF=AV338972 /CLONE=6430501E06 /FEA=EST /CNT=2 /TID=Mm.94155.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459447_at 1.3 1.4 A A 0.5 0.82 0.1 NC 0.5 gb:BB250956 /DB_XREF=gi:16355829 /DB_XREF=BB250956 /CLONE=A730043N14 /FEA=EST /CNT=2 /TID=Mm.124873.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459451_at 0.8 0.5 A A 0.75 0.78 0.1 NC 0.33 gb:BB201499 /DB_XREF=gi:15409718 /DB_XREF=BB201499 /CLONE=A430039H15 /FEA=EST /CNT=2 /TID=Mm.207852.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459462_at 1.9 1.7 A A 0.6 0.5 0.1 NC 0.5 gb:AV352500 /DB_XREF=gi:16397256 /DB_XREF=AV352500 /CLONE=7030410F13 /FEA=EST /CNT=2 /TID=Mm.212880.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459474_at 1.7 1.3 A A 0.52 0.88 0.1 NC 0.7 gb:C77957 /DB_XREF=gi:2518287 /DB_XREF=C77957 /CLONE=J0040E03 /FEA=EST /CNT=2 /TID=Mm.154712.1 /TIER=ConsEnd /STK=2 /UG=Mm.15471
MOE430_2_1459480_at 10.3 11.7 A A 0.12 0.09 0.1 NC 0.48 gb:C77831 /DB_XREF=gi:2518161 /DB_XREF=C77831 /CLONE=J0038C11 /FEA=EST /CNT=2 /TID=Mm.154720.1 /TIER=ConsEnd /STK=2 /UG=Mm.15472
MOE430_2_1459489_at 1.7 1.5 A A 0.82 0.87 0.1 NC 0.5 gb:BG072377 /DB_XREF=gi:12554946 /DB_XREF=H3109H02-3 /CLONE=H3109H02 /FEA=EST /CNT=2 /TID=Mm.172195.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459490_at 4.3 2.5 A A 0.53 0.5 0.1 NC 0.13 gb:BG071154 /DB_XREF=gi:12553723 /DB_XREF=H3095C09-3 /CLONE=H3095C09 /FEA=EST /CNT=2 /TID=Mm.173854.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459547_at 14.7 12.5 A A 0.43 0.56 0.1 NC 0.53 gb:BG066323 /DB_XREF=gi:12548892 /DB_XREF=H3041F02-3 /CLONE=H3041F02 /FEA=EST /CNT=2 /TID=Mm.43984.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459556_at 0.4 1 A A 0.9 0.9 0.1 NC 0.25 gb:BG069908 /DB_XREF=gi:12552477 /DB_XREF=H3081D09-3 /CLONE=H3081D09 /FEA=EST /CNT=2 /TID=Mm.173457.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459582_at 0.7 0.7 A A 0.8 0.88 0.1 NC 0.55 gb:BG072687 /DB_XREF=gi:12555256 /DB_XREF=H3113G04-3 /CLONE=H3113G04 /FEA=EST /CNT=2 /TID=Mm.102812.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459618_at 37.2 56.1 P P 0.01 0.00293 0.1 NC 0.28 gb:BB486980 /DB_XREF=gi:16441451 /DB_XREF=BB486980 /CLONE=D430039J15 /FEA=EST /CNT=2 /TID=Mm.49553.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459632_at 14.1 29.7 A P 0.06 0.02 0.1 NC 0.24 gb:BM206467 /DB_XREF=gi:17761947 /DB_XREF=C0298A02-3 /CLONE=C0298A02 /FEA=EST /CNT=2 /TID=Mm.217722.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459674_at 2.6 2.3 A A 0.66 0.53 0.1 NC 0.35 gb:AW907492 /DB_XREF=gi:8072656 /DB_XREF=us16d02.x1 /CLONE=IMAGE:3167235 /FEA=EST /CNT=2 /TID=Mm.105300.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459699_at 0.8 0.9 A A 0.91 0.85 0.1 NC 0.46 gb:AI849045 /DB_XREF=gi:5492951 /DB_XREF=UI-M-AH1-agw-b-04-0-UI.s1 /CLONE=UI-M-AH1-agw-b-04-0-UI /FEA=EST /CNT=2 /TID=Mm.39621.1 /
MOE430_2_1459711_at 4 2.1 A A 0.63 0.82 0.1 NC 0.57 gb:BB750918 /DB_XREF=gi:16155154 /DB_XREF=BB750918 /CLONE=G130203A20 /FEA=EST /CNT=2 /TID=Mm.211155.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459734_at 7 6.5 A A 0.19 0.21 0.1 NC 0.7 gb:BB737833 /DB_XREF=gi:16136983 /DB_XREF=BB737833 /CLONE=F430015O20 /FEA=EST /CNT=2 /TID=Mm.212401.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459736_at 4.5 14.9 A A 0.36 0.39 0.1 NC 0.5 gb:AW822119 /DB_XREF=gi:7915196 /DB_XREF=uq13e08.x1 /CLONE=IMAGE:2802374 /FEA=EST /CNT=2 /TID=Mm.33232.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459769_at 10 11.8 A A 0.56 0.46 0.1 NC 0.39 gb:AV047011 /DB_XREF=gi:4866676 /DB_XREF=AV047011 /CLONE=1700065E16 /FEA=EST /CNT=2 /TID=Mm.47161.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459775_at 19.7 19.6 P M 0.04 0.05 0.1 NC 0.5 gb:BB270750 /DB_XREF=gi:8967765 /DB_XREF=BB270750 /CLONE=A830049O04 /FEA=EST /CNT=2 /TID=Mm.183615.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459800_s_ 268.9 252.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV079128 /DB_XREF=gi:5198956 /DB_XREF=AV079128 /CLONE=2210408A16 /FEA=EST /CNT=2 /TID=Mm.69853.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459820_at 1.2 0.4 A A 0.87 0.8 0.1 NC 0.46 gb:BB041802 /DB_XREF=gi:8448188 /DB_XREF=BB041802 /CLONE=6030458B18 /FEA=EST /CNT=2 /TID=Mm.200207.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459866_x_ 1365.6 1429.5 P P 0.008057 0.001953 0.1 NC 0.5 gb:AV239190 /DB_XREF=gi:6191700 /DB_XREF=AV239190 /CLONE=4732432J24 /FEA=EST /CNT=2 /TID=Mm.74122.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1459884_at 8.3 13.4 P M 0.01 0.05 0.1 NC 0.5 gb:AA190297 /DB_XREF=gi:1778977 /DB_XREF=mt94g01.r1 /CLONE=IMAGE:637584 /FEA=EST /CNT=5 /TID=Mm.24165.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1459890_s_ 652.8 644.9 P P 0.000244 0.000732 0.1 NC 0.5 gb:C79326 /DB_XREF=gi:2519656 /DB_XREF=C79326 /CLONE=J0064E12 /FEA=EST /CNT=3 /TID=Mm.219617.1 /TIER=ConsEnd /STK=1 /UG=Mm.21961
MOE430_2_1459897_a_ 115.2 134.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI507307 /DB_XREF=gi:4405158 /DB_XREF=vl44h10.x1 /CLONE=IMAGE:975139 /FEA=EST /CNT=34 /TID=Mm.34363.3 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1459936_at 0.7 0.4 A A 0.82 0.98 0.1 NC 0.62 gb:AU016599 /DB_XREF=gi:3371603 /DB_XREF=AU016599 /CLONE=J0727C02 /FEA=EST /CNT=3 /TID=Mm.11147.1 /TIER=ConsEnd /STK=2 /UG=Mm.11
MOE430_2_1459938_at 2.1 2.2 A A 0.75 0.6 0.1 NC 0.5 gb:BG070384 /DB_XREF=gi:12552953 /DB_XREF=H3086G06-3 /CLONE=H3086G06 /FEA=EST /CNT=2 /TID=Mm.36005.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459987_s_ 1275 1261 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009836.1 /DB_XREF=gi:6753319 /GEN=Cct3 /FEA=FLmRNA /CNT=370 /TID=Mm.3576.1 /TIER=FL+Stack /STK=143 /UG=Mm.3576 /LL=12462 /DE
MOE430_2_1459996_at 2.6 3 A A 0.43 0.53 0.1 NC 0.5 gb:AI848293 /DB_XREF=gi:5492199 /DB_XREF=UI-M-AH1-agu-g-06-0-UI.s1 /CLONE=UI-M-AH1-agu-g-06-0-UI /FEA=EST /CNT=20 /TID=Mm.41842.3 /
MOE430_2_1460002_at 19.2 21.1 P P 0.001953 0.01 0.1 NC 0.5 gb:BM244995 /DB_XREF=gi:17880265 /DB_XREF=K0718E04-3 /CLONE=K0718E04 /FEA=EST /CNT=16 /TID=Mm.34218.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1460006_at 81.2 116.1 P P 0.000244 0.000244 0.1 NC 0.5 gb:AI851177 /DB_XREF=gi:5495048 /DB_XREF=UI-M-BH0-akg-g-08-0-UI.s1 /CLONE=UI-M-BH0-akg-g-08-0-UI /FEA=EST /CNT=31 /TID=Mm.196564.2 
MOE430_2_1460015_at 1 0.8 A A 0.53 0.39 0.1 NC 0.18 gb:AW554400 /DB_XREF=gi:7199835 /DB_XREF=L0240D04-3 /CLONE=L0240D04 /FEA=EST /CNT=9 /TID=Mm.103054.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1460032_at 50.2 52.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:AW555091 /DB_XREF=gi:7200514 /DB_XREF=L0249H01-3 /CLONE=L0249H01 /FEA=EST /CNT=6 /TID=Mm.138404.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1460036_at 62.4 79.2 P P 0.000244 0.000732 0.1 NC 0.5 gb:BE655707 /DB_XREF=gi:9981620 /DB_XREF=UI-M-BH0-ajq-a-12-0-UI.r1 /CLONE=UI-M-BH0-ajq-a-12-0-UI /FEA=EST /CNT=12 /TID=Mm.5342.1 /T
MOE430_2_1460037_at 683.5 723.2 P P 0.000732 0.000732 0.1 NC 0.5 gb:BF303035 /DB_XREF=gi:11249605 /DB_XREF=602030965F1 /CLONE=IMAGE:4165913 /FEA=EST /CNT=9 /TID=Mm.153880.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1460048_at 13.9 15.1 A A 0.06 0.19 0.1 NC 0.5 gb:BB462453 /DB_XREF=gi:9379642 /DB_XREF=BB462453 /CLONE=D130076G15 /FEA=EST /CNT=5 /TID=Mm.132599.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1460091_at 14.9 20 M A 0.05 0.19 0.1 NC 0.82 gb:BB188889 /DB_XREF=gi:16270649 /DB_XREF=BB188889 /CLONE=A330051J03 /FEA=EST /CNT=4 /TID=Mm.210512.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460112_at 11.8 14 A A 0.12 0.24 0.1 NC 0.37 gb:BE952563 /DB_XREF=gi:10593143 /DB_XREF=UI-M-BH4-azh-d-01-0-UI.s1 /CLONE=UI-M-BH4-azh-d-01-0-UI /FEA=EST /CNT=3 /TID=Mm.150957.
MOE430_2_1460135_at 15.2 15 P A 0.03 0.09 0.1 NC 0.5 gb:BB377314 /DB_XREF=gi:16407601 /DB_XREF=BB377314 /CLONE=C130088N13 /FEA=EST /CNT=4 /TID=Mm.132793.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460177_at 399.7 446.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_023149.1 /DB_XREF=gi:12963534 /GEN=0610010E05Rik /FEA=FLmRNA /CNT=223 /TID=Mm.29646.1 /TIER=FL+Stack /STK=110 /UG=Mm.29646 /L
MOE430_2_1460179_at 998.1 1009.8 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_008298.1 /DB_XREF=gi:6680296 /GEN=Dnaja1 /FEA=FLmRNA /CNT=343 /TID=Mm.27897.1 /TIER=FL+Stack /STK=101 /UG=Mm.27897 /LL=15502 
MOE430_2_1460180_at 2044.8 2175.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_010422.1 /DB_XREF=gi:6754185 /GEN=Hexb /FEA=FLmRNA /CNT=216 /TID=Mm.27816.1 /TIER=FL+Stack /STK=98 /UG=Mm.27816 /LL=15212 /D
MOE430_2_1460194_at 151.2 169.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_010726.1 /DB_XREF=gi:6754563 /GEN=Phyh /FEA=FLmRNA /CNT=180 /TID=Mm.27066.1 /TIER=FL+Stack /STK=65 /UG=Mm.27066 /LL=16922 /D
MOE430_2_1460219_at 15.1 12.8 A A 0.08 0.33 0.1 NC 0.54 gb:NM_010758.1 /DB_XREF=gi:6754613 /GEN=Mag /FEA=FLmRNA /CNT=52 /TID=Mm.1251.1 /TIER=FL+Stack /STK=33 /UG=Mm.1251 /LL=17136 /DEF=M
MOE430_2_1460240_a_ 3844.5 4236 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_016884.1 /DB_XREF=gi:8393543 /GEN=Hnrpc /FEA=FLmRNA /CNT=235 /TID=Mm.25074.1 /TIER=FL+Stack /STK=19 /UG=Mm.25074 /LL=15381 /D
MOE430_2_1460245_at 0.3 2 A A 0.72 0.63 0.1 NC 0.57 gb:NM_010654.1 /DB_XREF=gi:6754469 /GEN=Klrd1 /FEA=FLmRNA /CNT=23 /TID=Mm.8186.1 /TIER=FL+Stack /STK=17 /UG=Mm.8186 /LL=16643 /DEF=
MOE430_2_1460286_at 42.2 42.9 P P 0.00293 0.000732 0.1 NC 0.5 gb:NM_019942.1 /DB_XREF=gi:9910545 /GEN=Sept6 /FEA=FLmRNA /CNT=99 /TID=Mm.90710.1 /TIER=FL /STK=2 /UG=Mm.90710 /LL=56526 /DEF=Mus 
MOE430_2_1460314_s_ 248.2 283.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_019469.1 /DB_XREF=gi:9506766 /GEN=H3f2 /FEA=FLmRNA /CNT=1 /TID=Mm.219680.1 /TIER=FL /STK=1 /UG=Mm.219680 /LL=15077 /DEF=Mus 
MOE430_2_1460318_at 15.3 13.7 P A 0.04 0.3 0.1 NC 0.5 gb:NM_013808.1 /DB_XREF=gi:7304986 /GEN=Csrp3 /FEA=FLmRNA /CNT=56 /TID=Mm.17235.1 /TIER=FL+Stack /STK=25 /UG=Mm.17235 /LL=13009 /D
MOE430_2_1460345_at 152.1 167.2 P P 0.000244 0.000244 0.1 NC 0.5 gb:BI104583 /DB_XREF=gi:14555476 /DB_XREF=602891422F1 /CLONE=IMAGE:5036669 /FEA=FLmRNA /CNT=166 /TID=Mm.26598.1 /TIER=ConsEnd /ST
MOE430_2_1460356_at 8.9 9.6 A A 0.17 0.27 0.1 NC 0.5 gb:AF361882.1 /DB_XREF=gi:13991772 /GEN=Esam /FEA=FLmRNA /CNT=73 /TID=Mm.41751.1 /TIER=FL+Stack /STK=39 /UG=Mm.41751 /LL=69524 /DE
MOE430_2_1460361_at 456.8 532.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC024953.1 /DB_XREF=gi:19354450 /FEA=FLmRNA /CNT=70 /TID=Mm.3561.1 /TIER=FL+Stack /STK=29 /UG=Mm.3561 /LL=67759 /UG_GENE=50334
MOE430_2_1460381_at 17.7 24.6 P P 0.000732 0.02 0.1 NC 0.5 gb:BC023179.1 /DB_XREF=gi:18606033 /FEA=FLmRNA /CNT=6 /TID=Mm.217124.1 /TIER=FL /STK=1 /UG=Mm.217124 /DEF=Mus musculus, clone MGC:3
MOE430_2_1460402_at 227.3 262 P P 0.001221 0.000732 0.1 NC 0.49 gb:BG075579 /DB_XREF=gi:12558148 /DB_XREF=H3149A02-3 /CLONE=H3149A02 /FEA=mRNA /CNT=78 /TID=Mm.80773.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1460405_at 44.1 51.9 P P 0.02 0.02 0.1 NC 0.5 gb:AV238183 /DB_XREF=gi:15405132 /DB_XREF=AV238183 /CLONE=4732426B21 /FEA=mRNA /CNT=69 /TID=Mm.29329.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1460426_at 21.4 20.9 M P 0.05 0.03 0.1 NC 0.5 gb:AI639670 /DB_XREF=gi:4702779 /DB_XREF=vv36d12.x1 /CLONE=IMAGE:1224503 /FEA=mRNA /CNT=37 /TID=Mm.221064.1 /TIER=Stack /STK=18 /UG
MOE430_2_1460432_a_ 5218.6 5072 P P 0.000244 0.000244 0.1 NC 0.5 gb:AK002576.1 /DB_XREF=gi:12832659 /GEN=Int6 /FEA=mRNA /CNT=196 /TID=Mm.880.1 /TIER=Stack /STK=65 /UG=Mm.880 /LL=16341 /UG_TITLE=ma
MOE430_2_1460433_at 140.8 137 P P 0.00293 0.001953 0.1 NC 0.13 gb:BM204496 /DB_XREF=gi:17759380 /DB_XREF=C0270B04-3 /CLONE=C0270B04 /FEA=mRNA /CNT=73 /TID=Mm.25640.1 /TIER=Stack /STK=60 /UG=
MOE430_2_1460483_at 20.1 31.2 P P 0.01 0.001221 0.1 NC 0.22 gb:AV115271 /DB_XREF=gi:5297422 /DB_XREF=AV115271 /CLONE=2610042E01 /FEA=mRNA /CNT=4 /TID=Mm.158250.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460540_at 1 2.1 A A 0.69 0.72 0.1 NC 0.5 gb:AK006863.1 /DB_XREF=gi:12840146 /FEA=mRNA /CNT=1 /TID=Mm.39843.1 /TIER=ConsEnd /STK=0 /UG=Mm.39843 /LL=68042 /UG_GENE=1700062G
MOE430_2_1460541_at 223.2 254.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB547620 /DB_XREF=gi:16447588 /DB_XREF=BB547620 /CLONE=E130319F19 /FEA=EST /CNT=260 /TID=Mm.46749.1 /TIER=Stack /STK=165 /UG=M
MOE430_2_1460544_at 695.8 738.3 P P 0.000244 0.000244 0.1 NC 0.26 gb:BG083730 /DB_XREF=gi:12566298 /DB_XREF=H3091D12-5 /CLONE=H3091D12 /FEA=EST /CNT=130 /TID=Mm.171335.2 /TIER=Stack /STK=90 /UG=
MOE430_2_1460554_s_ 346.6 377.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB795216 /DB_XREF=gi:16964835 /DB_XREF=BB795216 /CLONE=G431003P03 /FEA=EST /CNT=93 /TID=Mm.205049.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1460575_at 76.2 97.6 P P 0.005859 0.001221 0.1 NC 0.01 gb:BB667209 /DB_XREF=gi:16398658 /DB_XREF=BB667209 /CLONE=6820429H03 /FEA=EST /CNT=55 /TID=Mm.21617.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1460603_at 112.7 128.3 P P 0.000244 0.000244 0.1 NC 0.5 gb:BB145092 /DB_XREF=gi:8800029 /DB_XREF=BB145092 /CLONE=9930028F20 /FEA=EST /CNT=47 /TID=Mm.196013.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1460628_at 12.6 15.8 M P 0.05 0.008057 0.1 NC 0.5 gb:AV245208 /DB_XREF=gi:16386990 /DB_XREF=AV245208 /CLONE=4831436M22 /FEA=EST /CNT=20 /TID=Mm.87690.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1460631_at 516.1 525.4 P P 0.000244 0.000244 0.1 NC 0.5 gb:BF681886 /DB_XREF=gi:11955781 /DB_XREF=602117024T1 /CLONE=IMAGE:3468509 /FEA=EST /CNT=145 /TID=Mm.206715.2 /TIER=Stack /STK=14 
MOE430_2_1460633_at 796 756.9 P P 0.000244 0.000244 0.1 NC 0.5 gb:BC004070.1 /DB_XREF=gi:13278554 /FEA=FLmRNA /CNT=384 /TID=Mm.29835.1 /TIER=FL+Stack /STK=276 /UG=Mm.29835 /LL=106859 /UG_GENE=A
MOE430_2_1460644_at 245.5 260.5 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009739.1 /DB_XREF=gi:6753163 /GEN=Bckdk /FEA=FLmRNA /CNT=129 /TID=Mm.8903.1 /TIER=FL+Stack /STK=68 /UG=Mm.8903 /LL=12041 /DE
MOE430_2_1460653_at 104 142.7 P P 0.000244 0.000244 0.1 NC 0.5 gb:NM_009125.1 /DB_XREF=gi:6677856 /GEN=Sca2 /FEA=FLmRNA /CNT=173 /TID=Mm.1989.1 /TIER=FL+Stack /STK=30 /UG=Mm.1989 /LL=20239 /DEF
MOE430_2_1460684_at 144.6 151.4 P P 0.000732 0.000732 0.1 NC 0.5 gb:BC014769.1 /DB_XREF=gi:15928593 /FEA=FLmRNA /CNT=17 /TID=Mm.23082.1 /TIER=FL /STK=4 /UG=Mm.23082 /LL=73166 /UG_GENE=3110041O18
MOE430_2_1460701_a_ 1488.3 1588.6 P P 0.000244 0.000244 0.1 NC 0.5 gb:AV021593 /DB_XREF=gi:4798585 /DB_XREF=AV021593 /CLONE=1190023J22 /FEA=mRNA /CNT=102 /TID=Mm.30240.1 /TIER=Stack /STK=85 /UG=M
MOE430_2_1460730_at 389 437.7 P P 0.001221 0.001221 0.1 NC 0.22 gb:BC003426.1 /DB_XREF=gi:13097356 /FEA=FLmRNA /CNT=243 /TID=Mm.28839.1 /TIER=FL+Stack /STK=157 /UG=Mm.28839 /DEF=Mus musculus, Sim
MOE430_2_1460736_at 24.1 29.9 P P 0.04 0.03 0.1 NC 0.58 gb:BM247617 /DB_XREF=gi:17882887 /DB_XREF=K0804F03-3 /CLONE=K0804F03 /FEA=mRNA /CNT=54 /TID=Mm.154431.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1460738_at 17.4 31.6 A M 0.06 0.05 0.1 NC 0.3 gb:BB426276 /DB_XREF=gi:16423667 /DB_XREF=BB426276 /CLONE=C630001D17 /FEA=mRNA /CNT=149 /TID=Mm.21687.1 /TIER=Stack /STK=11 /UG=
MOE430_2_AFFX-MUR 4755.7 4900.6 P P 0.00003 0.00003 0.1 NC 0.5 Mus musculus /REF=U01310 /DEF=C57/Black6 BC1 scRNA /LEN=76
MOE430_2_AFFX-Pyru 115.1 117.3 P P 0.000258 0.000446 0.1 NC 0.5 Mus musculus /REF=L09192 /DEF=pyruvate carboxylase mRNA, complete cds /LEN=4067 (_5, _MA, MB, _3 represent transcript regions 5 prime, MiddleA, M
MOE430_2_AFFX-r2-B 6.3 4.9 A M 0.14 0.05 0.1 NC 0.42 B. subtilis  GEN=lys  DB_XREF=gb:X17013.1  NOTE=SIF corresponding to nucleotides 411-659 of gb:X17013.1, not 100% identical  DEF=B subtilis lys gene fo
MOE430_2_1415670_at 1820 1790.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC024686.1 /DB_XREF=gi:19354080 /FEA=FLmRNA /CNT=416 /TID=Mm.26422.1 /TIER=FL+Stack /STK=110 /UG=Mm.26422 /LL=54161 /UG_GENE=C
MOE430_2_1415676_a_ 2259.7 2228 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011186.1 /DB_XREF=gi:6755203 /GEN=Psmb5 /FEA=FLmRNA /CNT=172 /TID=Mm.8911.1 /TIER=FL+Stack /STK=86 /UG=Mm.8911 /LL=19173 /DE
MOE430_2_1415681_at 1020.1 974 P P 0.000244 0.000244 0 NC 0.5 gb:NM_053164.1 /DB_XREF=gi:17298675 /GEN=Mrpl43 /FEA=FLmRNA /CNT=111 /TID=Mm.44174.1 /TIER=FL+Stack /STK=37 /UG=Mm.44174 /LL=94067 
MOE430_2_1415683_at 1226.2 1179.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC016526.1 /DB_XREF=gi:16741408 /FEA=FLmRNA /CNT=101 /TID=Mm.10265.1 /TIER=FL+Stack /STK=30 /UG=Mm.10265 /LL=18107 /UG_GENE=Nm
MOE430_2_1415692_s_ 2761.4 2508 P P 0.000244 0.000244 0 NC 0.5 gb:BI653492 /DB_XREF=gi:15567728 /DB_XREF=603300471F1 /CLONE=IMAGE:5341240 /FEA=FLmRNA /CNT=222 /TID=Mm.153481.1 /TIER=Stack /STK=
MOE430_2_1415701_x_ 8590.9 8433.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC025918.1 /DB_XREF=gi:19484154 /FEA=FLmRNA /CNT=56 /TID=Mm.140380.2 /TIER=FL+Stack /STK=17 /UG=Mm.140380 /LL=65019 /UG_GENE=R
MOE430_2_1415721_a_ 357.3 320.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK004750.1 /DB_XREF=gi:12836160 /FEA=mRNA /CNT=5 /TID=Mm.24821.2 /TIER=ConsEnd /STK=0 /UG=Mm.24821 /LL=74763 /UG_GENE=1200013P
MOE430_2_1415733_a_ 1572.6 1497.4 P P 0.000244 0.000244 0 NC 0.5 gb:BI080296 /DB_XREF=gi:14498626 /DB_XREF=602876729F1 /CLONE=IMAGE:5008590 /FEA=EST /CNT=44 /TID=Mm.24228.2 /TIER=Stack /STK=11 /UG
MOE430_2_1415740_at 1316.3 1275.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008950.1 /DB_XREF=gi:7110702 /GEN=Psmc5 /FEA=FLmRNA /CNT=174 /TID=Mm.665.1 /TIER=FL+Stack /STK=75 /UG=Mm.665 /LL=19184 /DEF
MOE430_2_1415748_a_ 670.5 670.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021608.1 /DB_XREF=gi:11037797 /GEN=Dctn5 /FEA=FLmRNA /CNT=50 /TID=Mm.27270.1 /TIER=FL /STK=2 /UG=Mm.27270 /LL=59288 /DEF=Mu
MOE430_2_1415751_at 962.8 947.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC020024.1 /DB_XREF=gi:18043548 /FEA=FLmRNA /CNT=249 /TID=Mm.29822.1 /TIER=FL+Stack /STK=123 /UG=Mm.29822 /LL=15441 /UG_GENE=H
MOE430_2_1415758_at 248.1 261.9 P P 0.000244 0.000244 0 NC 0.5 gb:BM118442 /DB_XREF=gi:17086468 /DB_XREF=L0911A11-3 /CLONE=L0911A11 /FEA=mRNA /CNT=116 /TID=Mm.1921.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1415763_a_ 1188.4 1170 P P 0.000244 0.000244 0 NC 0.5 gb:BE853401 /DB_XREF=gi:10311740 /DB_XREF=uw31b10.x1 /CLONE=IMAGE:3418267 /FEA=mRNA /CNT=99 /TID=Mm.35837.2 /TIER=Stack /STK=31 /U
MOE430_2_1415783_at 1819.1 1638.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_022997.1 /DB_XREF=gi:13928669 /GEN=Vps35 /FEA=FLmRNA /CNT=473 /TID=Mm.196201.1 /TIER=FL+Stack /STK=307 /UG=Mm.196201 /LL=651
MOE430_2_1415799_at 487.4 497.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021714.1 /DB_XREF=gi:11096333 /GEN=Wbp11 /FEA=FLmRNA /CNT=342 /TID=Mm.141197.1 /TIER=FL+Stack /STK=262 /UG=Mm.141197 /LL=603
MOE430_2_1415816_at 2374.2 2344.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007638.1 /DB_XREF=gi:6671703 /GEN=Cct7 /FEA=FLmRNA /CNT=513 /TID=Mm.914.1 /TIER=FL+Stack /STK=236 /UG=Mm.914 /LL=12468 /DEF=
MOE430_2_1415833_x_ 9447.2 9204.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009093.1 /DB_XREF=gi:6677802 /GEN=Rps29 /FEA=FLmRNA /CNT=325 /TID=Mm.154915.1 /TIER=FL+Stack /STK=221 /UG=Mm.154915 /LL=2009
MOE430_2_1415838_at 674.1 721.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK005203.1 /DB_XREF=gi:12837601 /GEN=Tde1l /FEA=FLmRNA /CNT=458 /TID=Mm.29344.1 /TIER=Stack /STK=27 /UG=Mm.29344 /LL=56442 /UG_T
MOE430_2_1415843_at 74 79 P P 0.000732 0.000732 0 NC 0.5 gb:NM_019988.1 /DB_XREF=gi:9910235 /GEN=Gbl-pending /FEA=FLmRNA /CNT=264 /TID=Mm.41326.1 /TIER=FL /STK=2 /UG=Mm.41326 /LL=56716 /DE
MOE430_2_1415848_at 9.4 9.9 A A 0.36 0.56 0 NC 0.22 gb:NM_008864.1 /DB_XREF=gi:18390336 /GEN=Csh1 /FEA=FLmRNA /CNT=230 /TID=Mm.30271.1 /TIER=FL+Stack /STK=206 /UG=Mm.30271 /LL=18775 
MOE430_2_1415851_a_ 2000.3 1974.6 P P 0.000244 0.000244 0 NC 0.5 gb:M33934.1 /DB_XREF=gi:198393 /FEA=FLmRNA /CNT=347 /TID=Mm.6065.1 /TIER=FL+Stack /STK=201 /UG=Mm.6065 /LL=23918 /UG_GENE=Impdh2 /
MOE430_2_1415852_at 2023.8 1859.3 P P 0.000244 0.000244 0 NC 0.5 gb:M33934.1 /DB_XREF=gi:198393 /FEA=FLmRNA /CNT=347 /TID=Mm.6065.1 /TIER=FL+Stack /STK=201 /UG=Mm.6065 /LL=23918 /UG_GENE=Impdh2 /
MOE430_2_1415865_s_ 137.3 132.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC004589.1 /DB_XREF=gi:13435441 /FEA=FLmRNA /CNT=295 /TID=Mm.22706.1 /TIER=FL+Stack /STK=193 /UG=Mm.22706 /LL=12183 /UG_GENE=B
MOE430_2_1415869_a_ 1705.3 1659.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011588.1 /DB_XREF=gi:6755786 /GEN=Trim28 /FEA=FLmRNA /CNT=397 /TID=Mm.15701.1 /TIER=FL+Stack /STK=192 /UG=Mm.15701 /LL=21849 
MOE430_2_1415873_a_ 1251.3 1248.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016860.1 /DB_XREF=gi:8392846 /GEN=Actr1a /FEA=FLmRNA /CNT=343 /TID=Mm.3118.1 /TIER=FL+Stack /STK=190 /UG=Mm.3118 /LL=54130 /D
MOE430_2_1415882_at 1827.7 1971.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC010224.1 /DB_XREF=gi:16307368 /FEA=FLmRNA /CNT=534 /TID=Mm.182912.1 /TIER=FL+Stack /STK=71 /UG=Mm.182912 /LL=66092 /UG_GENE=G
MOE430_2_1415896_x_ 15.7 13.8 A A 0.63 0.69 0 NC 0.5 gb:NM_013670.1 /DB_XREF=gi:7305508 /GEN=Snrpn /FEA=FLmRNA /CNT=253 /TID=Mm.43721.1 /TIER=FL+Stack /STK=178 /UG=Mm.43721 /LL=20646 /
MOE430_2_1415906_at 7224.4 6807.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021278.1 /DB_XREF=gi:10946577 /GEN=Tmsb4x /FEA=FLmRNA /CNT=360 /TID=Mm.142729.1 /TIER=FL+Stack /STK=172 /UG=Mm.142729 /LL=19
MOE430_2_1415912_a_ 4206.7 4357.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026533.1 /DB_XREF=gi:13386033 /GEN=Rps13 /FEA=FLmRNA /CNT=343 /TID=Mm.14798.1 /TIER=FL+Stack /STK=170 /UG=Mm.14798 /LL=68052
MOE430_2_1415919_at 1181.3 1265.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008721.1 /DB_XREF=gi:6679105 /GEN=Npdc1 /FEA=FLmRNA /CNT=248 /TID=Mm.1131.1 /TIER=FL+Stack /STK=169 /UG=Mm.1131 /LL=18146 /D
MOE430_2_1415926_at 427.2 417.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_053074.1 /DB_XREF=gi:16716348 /GEN=Nup62 /FEA=FLmRNA /CNT=267 /TID=Mm.22687.1 /TIER=FL+Stack /STK=167 /UG=Mm.22687 /LL=18226
MOE430_2_1415933_a_ 3532.4 3367.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007747.1 /DB_XREF=gi:6680985 /GEN=Cox5a /FEA=FLmRNA /CNT=352 /TID=Mm.360.1 /TIER=FL+Stack /STK=165 /UG=Mm.360 /LL=12858 /DEF
MOE430_2_1415941_s_ 195.3 175.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133349.1 /DB_XREF=gi:19111157 /GEN=AA407930 /FEA=FLmRNA /CNT=202 /TID=Mm.24521.1 /TIER=FL+Stack /STK=164 /UG=Mm.24521 /LL=10
MOE430_2_1415948_at 337 355 P P 0.000244 0.000244 0 NC 0.5 gb:BC027426.1 /DB_XREF=gi:20071654 /FEA=FLmRNA /CNT=313 /TID=Mm.459.1 /TIER=FL+Stack /STK=33 /UG=Mm.459 /LL=23850 /UG_GENE=Creg /D
MOE430_2_1415966_a_ 1766.3 1841.6 P P 0.000488 0.000488 0 NC 0.5 gb:NM_133666.1 /DB_XREF=gi:19526813 /GEN=Ndufv1 /FEA=FLmRNA /CNT=299 /TID=Mm.29842.1 /TIER=FL+Stack /STK=156 /UG=Mm.29842 /LL=1799
MOE430_2_1415967_at 1740 1873.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133666.1 /DB_XREF=gi:19526813 /GEN=Ndufv1 /FEA=FLmRNA /CNT=299 /TID=Mm.29842.1 /TIER=FL+Stack /STK=156 /UG=Mm.29842 /LL=1799
MOE430_2_1415968_a_ 57.1 53.8 P P 0.008057 0.005859 0 NC 0.5 gb:NM_010594.1 /DB_XREF=gi:6754405 /GEN=Kap /FEA=FLmRNA /CNT=383 /TID=Mm.13052.1 /TIER=FL+Stack /STK=155 /UG=Mm.13052 /LL=16483 /D
MOE430_2_1415979_x_ 6449.5 6412.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC025909.1 /DB_XREF=gi:19483860 /FEA=FLmRNA /CNT=306 /TID=Mm.37835.1 /TIER=FL+Stack /STK=154 /UG=Mm.37835 /LL=19989 /UG_GENE=R
MOE430_2_1415988_at 296.2 287.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG065877 /DB_XREF=gi:12548440 /DB_XREF=H3036C12-3 /CLONE=H3036C12 /FEA=FLmRNA /CNT=498 /TID=Mm.30012.1 /TIER=Stack /STK=28 /U
MOE430_2_1415992_at 69.4 75.3 P P 0.00415 0.00293 0 NC 0.5 gb:NM_020035.1 /DB_XREF=gi:9910491 /GEN=Pigo /FEA=FLmRNA /CNT=197 /TID=Mm.143738.1 /TIER=FL+Stack /STK=152 /UG=Mm.143738 /LL=56703 
MOE430_2_1416024_x_ 2630.2 2589.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009836.1 /DB_XREF=gi:6753319 /GEN=Cct3 /FEA=FLmRNA /CNT=370 /TID=Mm.3576.1 /TIER=FL+Stack /STK=143 /UG=Mm.3576 /LL=12462 /DE
MOE430_2_1416027_at 1494.8 1475.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011051.1 /DB_XREF=gi:6754999 /GEN=Pdcd6 /FEA=FLmRNA /CNT=221 /TID=Mm.24254.1 /TIER=FL+Stack /STK=142 /UG=Mm.24254 /LL=18570 
MOE430_2_1416032_at 344.4 372 P P 0.000244 0.000244 0 NC 0.5 gb:NM_134142.1 /DB_XREF=gi:19527377 /GEN=1110006I15Rik /FEA=FLmRNA /CNT=236 /TID=Mm.30020.1 /TIER=FL+Stack /STK=141 /UG=Mm.30020 /L



MOE430_2_1416037_a_ 4515 4233.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007636.1 /DB_XREF=gi:6671699 /GEN=Cct2 /FEA=FLmRNA /CNT=323 /TID=Mm.3670.1 /TIER=FL+Stack /STK=140 /UG=Mm.3670 /LL=12461 /DE
MOE430_2_1416039_x_ 835.6 720.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010516.1 /DB_XREF=gi:6753593 /GEN=Cyr61 /FEA=FLmRNA /CNT=204 /TID=Mm.1231.1 /TIER=FL+Stack /STK=140 /UG=Mm.1231 /LL=16007 /D
MOE430_2_1416064_a_ 3740.1 3944.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_022310.1 /DB_XREF=gi:11612488 /GEN=Hspa5 /FEA=FLmRNA /CNT=367 /TID=Mm.918.1 /TIER=FL+Stack /STK=136 /UG=Mm.918 /LL=14828 /DE
MOE430_2_1416077_at 164.3 178.8 P P 0.000244 0.000732 0 NC 0.5 gb:NM_009627.1 /DB_XREF=gi:6752987 /GEN=Adm /FEA=FLmRNA /CNT=145 /TID=Mm.1408.1 /TIER=FL+Stack /STK=132 /UG=Mm.1408 /LL=11535 /DE
MOE430_2_1416098_at 10 11.8 A A 0.08 0.14 0 NC 0.33 gb:BC025022.1 /DB_XREF=gi:19263543 /FEA=FLmRNA /CNT=159 /TID=Mm.26032.1 /TIER=FL+Stack /STK=128 /UG=Mm.26032 /LL=20974 /UG_GENE=S
MOE430_2_1416100_at 2601.6 2672.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_018749.1 /DB_XREF=gi:9055213 /GEN=Eif3s7 /FEA=FLmRNA /CNT=273 /TID=Mm.3955.1 /TIER=FL+Stack /STK=127 /UG=Mm.3955 /LL=55944 /D
MOE430_2_1416102_at 766.1 764.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV027921 /DB_XREF=gi:16356502 /DB_XREF=AV027921 /CLONE=1300015C06 /FEA=FLmRNA /CNT=486 /TID=Mm.3360.1 /TIER=Stack /STK=68 /UG
MOE430_2_1416107_at 22.3 23 A A 0.11 0.09 0 NC 0.08 gb:NM_008741.1 /DB_XREF=gi:6679141 /GEN=Nsg2 /FEA=FLmRNA /CNT=204 /TID=Mm.3304.1 /TIER=FL+Stack /STK=127 /UG=Mm.3304 /LL=18197 /DE
MOE430_2_1416131_s_ 312 284.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133766.1 /DB_XREF=gi:19526981 /GEN=C920006C10Rik /FEA=FLmRNA /CNT=354 /TID=Mm.29805.1 /TIER=FL+Stack /STK=123 /UG=Mm.29805 /
MOE430_2_1416142_at 924.7 899.8 P P 0.001221 0.001221 0 NC 0.5 gb:AA103697 /DB_XREF=gi:1649860 /DB_XREF=mo40d06.r1 /CLONE=IMAGE:556043 /FEA=FLmRNA /CNT=288 /TID=Mm.1139.1 /TIER=ConsEnd /STK=0 
MOE430_2_1416158_at 111.6 87.7 P P 0.000244 0.000732 0 NC 0.5 gb:NM_009697.1 /DB_XREF=gi:6753103 /GEN=Nr2f2 /FEA=FLmRNA /CNT=177 /TID=Mm.16519.1 /TIER=FL+Stack /STK=120 /UG=Mm.16519 /LL=11819 /
MOE430_2_1416163_at 810.2 839.7 P P 0.001221 0.000732 0 NC 0.5 gb:NM_012001.1 /DB_XREF=gi:6753489 /GEN=Cops4 /FEA=FLmRNA /CNT=223 /TID=Mm.957.1 /TIER=FL+Stack /STK=120 /UG=Mm.957 /LL=26891 /DEF
MOE430_2_1416165_at 575.8 592 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133685.1 /DB_XREF=gi:19526849 /GEN=AI415285 /FEA=FLmRNA /CNT=176 /TID=Mm.29274.1 /TIER=FL+Stack /STK=120 /UG=Mm.29274 /LL=10
MOE430_2_1416167_at 4748 4666.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016764.1 /DB_XREF=gi:7948998 /GEN=Prdx4 /FEA=FLmRNA /CNT=199 /TID=Mm.19127.1 /TIER=FL+Stack /STK=119 /UG=Mm.19127 /LL=53381 /
MOE430_2_1416175_a_ 2474.2 2355.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011696.1 /DB_XREF=gi:6755966 /GEN=Vdac3 /FEA=FLmRNA /CNT=266 /TID=Mm.133962.1 /TIER=FL+Stack /STK=118 /UG=Mm.133962 /LL=2233
MOE430_2_1416196_at 11.1 16.8 P A 0.04 0.11 0 NC 0.5 gb:BB416054 /DB_XREF=gi:16423342 /DB_XREF=BB416054 /CLONE=C430045D17 /FEA=FLmRNA /CNT=295 /TID=Mm.4071.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1416197_at 2225 2283.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011432.1 /DB_XREF=gi:6755595 /GEN=Snrp1c /FEA=FLmRNA /CNT=189 /TID=Mm.2265.1 /TIER=FL+Stack /STK=114 /UG=Mm.2265 /LL=20630 /D
MOE430_2_1416202_at 1666.8 1649.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007531.1 /DB_XREF=gi:6671621 /GEN=Bcap37 /FEA=FLmRNA /CNT=270 /TID=Mm.36241.1 /TIER=FL+Stack /STK=113 /UG=Mm.36241 /LL=12034
MOE430_2_1416207_at 406.4 365.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133682.1 /DB_XREF=gi:19526843 /GEN=9130012G04Rik /FEA=FLmRNA /CNT=170 /TID=Mm.27367.1 /TIER=FL+Stack /STK=113 /UG=Mm.27367 /
MOE430_2_1416209_at 1739.7 1723.8 P P 0.000244 0.000244 0 NC 0.5 gb:BI329832 /DB_XREF=gi:15014489 /DB_XREF=602984989F1 /CLONE=IMAGE:5137463 /FEA=FLmRNA /CNT=323 /TID=Mm.10600.1 /TIER=Stack /STK=
MOE430_2_1416217_a_ 7939.6 7412.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009084.1 /DB_XREF=gi:6677784 /GEN=Rpl37a /FEA=FLmRNA /CNT=184 /TID=Mm.21529.1 /TIER=FL+Stack /STK=111 /UG=Mm.21529 /LL=19981 
MOE430_2_1416236_a_ 0.3 0.4 A A 0.78 0.95 0 NC 0.73 gb:BC015076.1 /DB_XREF=gi:15929264 /FEA=FLmRNA /CNT=154 /TID=Mm.33240.1 /TIER=FL+Stack /STK=109 /UG=Mm.33240 /LL=14012 /UG_GENE=Ev
MOE430_2_1416264_at 31.1 25 A A 0.19 0.11 0 NC 0.009292 gb:AB045382.2 /DB_XREF=gi:9588086 /GEN=TAPL /FEA=FLmRNA /CNT=124 /TID=Mm.41213.1 /TIER=FL /STK=1 /UG=Mm.41213 /LL=56325 /DEF=Mus 
MOE430_2_1416274_at 173.7 171.1 P P 0.001221 0.000732 0 NC 0.5 gb:NM_031251.1 /DB_XREF=gi:13752576 /GEN=Ctns /FEA=FLmRNA /CNT=129 /TID=Mm.28306.1 /TIER=FL+Stack /STK=103 /UG=Mm.28306 /LL=83429 /
MOE430_2_1416275_at 109.6 103.9 P P 0.001953 0.001953 0 NC 0.5 gb:NM_134420.1 /DB_XREF=gi:19705560 /GEN=Slc26a6 /FEA=FLmRNA /CNT=124 /TID=Mm.45201.1 /TIER=FL+Stack /STK=103 /UG=Mm.45201 /LL=1714
MOE430_2_1416278_a_ 4389.9 4253.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_138597.1 /DB_XREF=gi:20070411 /GEN=Atp5o /FEA=FLmRNA /CNT=206 /TID=Mm.41.1 /TIER=FL+Stack /STK=102 /UG=Mm.41 /LL=28080 /DEF=
MOE430_2_1416279_at 444.8 414.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC008513.1 /DB_XREF=gi:14250185 /FEA=FLmRNA /CNT=225 /TID=Mm.29699.1 /TIER=FL+Stack /STK=102 /UG=Mm.29699 /LL=11764 /UG_GENE=A
MOE430_2_1416280_at 1029.7 1110.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016682.1 /DB_XREF=gi:7709985 /GEN=Uble1b /FEA=FLmRNA /CNT=221 /TID=Mm.27560.1 /TIER=FL+Stack /STK=102 /UG=Mm.27560 /LL=50995 
MOE430_2_1416285_at 1651.5 1606.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025523.1 /DB_XREF=gi:13384945 /GEN=Ndufc1 /FEA=FLmRNA /CNT=149 /TID=Mm.666.1 /TIER=FL+Stack /STK=101 /UG=Mm.666 /LL=66377 /D
MOE430_2_1416293_at 13.1 15 A A 0.12 0.12 0 NC 0.5 gb:BI143771 /DB_XREF=gi:14603772 /DB_XREF=602907235F1 /CLONE=IMAGE:5064177 /FEA=FLmRNA /CNT=189 /TID=Mm.4025.1 /TIER=ConsEnd /STK
MOE430_2_1416294_at 465.2 458.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011886.1 /DB_XREF=gi:6755403 /GEN=Scamp3 /FEA=FLmRNA /CNT=159 /TID=Mm.3230.1 /TIER=FL+Stack /STK=101 /UG=Mm.3230 /LL=24045 /
MOE430_2_1416302_at 694.8 696.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007897.1 /DB_XREF=gi:6681252 /GEN=Ebf /FEA=FLmRNA /CNT=236 /TID=Mm.4366.1 /TIER=FL+Stack /STK=100 /UG=Mm.4366 /LL=13591 /DEF
MOE430_2_1416313_at 71.4 65.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019914.1 /DB_XREF=gi:9910123 /GEN=Af1q-pending /FEA=FLmRNA /CNT=164 /TID=Mm.25165.1 /TIER=FL+Stack /STK=99 /UG=Mm.25165 /LL=5
MOE430_2_1416327_at 1447.1 1375.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025388.1 /DB_XREF=gi:13384767 /GEN=1110021H02Rik /FEA=FLmRNA /CNT=182 /TID=Mm.2815.1 /TIER=FL+Stack /STK=97 /UG=Mm.2815 /LL=
MOE430_2_1416332_at 412.7 370.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007705.1 /DB_XREF=gi:6680945 /GEN=Cirbp /FEA=FLmRNA /CNT=142 /TID=Mm.17898.1 /TIER=FL+Stack /STK=97 /UG=Mm.17898 /LL=12696 /D
MOE430_2_1416347_at 440.2 461 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008583.1 /DB_XREF=gi:6678857 /GEN=Men1 /FEA=FLmRNA /CNT=165 /TID=Mm.12917.1 /TIER=FL+Stack /STK=96 /UG=Mm.12917 /LL=17283 /D
MOE430_2_1416354_at 239.3 238.6 P P 0.005859 0.00415 0 NC 0.5 gb:NM_011252.1 /DB_XREF=gi:6755295 /GEN=Rbmx /FEA=FLmRNA /CNT=184 /TID=Mm.28275.1 /TIER=FL+Stack /STK=95 /UG=Mm.28275 /LL=19655 /D
MOE430_2_1416369_at 271.6 276.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133680.1 /DB_XREF=gi:19526837 /GEN=5730414C17Rik /FEA=FLmRNA /CNT=154 /TID=Mm.2862.1 /TIER=FL+Stack /STK=94 /UG=Mm.2862 /LL=
MOE430_2_1416370_at 286.2 317 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011757.1 /DB_XREF=gi:6756060 /GEN=Zipro1 /FEA=FLmRNA /CNT=140 /TID=Mm.2760.1 /TIER=FL+Stack /STK=94 /UG=Mm.2760 /LL=22697 /DE
MOE430_2_1416372_at 692.5 581.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008959.1 /DB_XREF=gi:6679520 /GEN=Ptdss1 /FEA=FLmRNA /CNT=158 /TID=Mm.9440.1 /TIER=FL+Stack /STK=94 /UG=Mm.9440 /LL=19210 /D
MOE430_2_1416378_at 166.8 191.1 P P 0.000244 0.000732 0 NC 0.5 gb:NM_021549.1 /DB_XREF=gi:10946987 /GEN=Pnkp /FEA=FLmRNA /CNT=118 /TID=Mm.29545.1 /TIER=FL+Stack /STK=94 /UG=Mm.29545 /LL=59047 /
MOE430_2_1416384_a_ 2751.8 2526.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021538.1 /DB_XREF=gi:10946971 /GEN=Cope /FEA=FLmRNA /CNT=222 /TID=Mm.28668.1 /TIER=FL+Stack /STK=93 /UG=Mm.28668 /LL=59042 /
MOE430_2_1416386_a_ 439.7 500.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010749.2 /DB_XREF=gi:14916478 /GEN=M6pr /FEA=FLmRNA /CNT=221 /TID=Mm.1358.1 /TIER=FL+Stack /STK=15 /UG=Mm.1358 /LL=17113 /DE
MOE430_2_1416395_at 570.1 564.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC024625.1 /DB_XREF=gi:19354249 /FEA=FLmRNA /CNT=148 /TID=Mm.3624.1 /TIER=FL+Stack /STK=92 /UG=Mm.3624 /LL=14923 /UG_GENE=Guk1
MOE430_2_1416437_a_ 48.6 60.7 P P 0.000244 0.000732 0 NC 0.5 gb:AF262046.1 /DB_XREF=gi:11527194 /GEN=Syd2 /FEA=FLmRNA /CNT=159 /TID=Mm.43081.1 /TIER=FL /STK=1 /UG=Mm.43081 /LL=30957 /DEF=Mus
MOE430_2_1416447_at 181.4 210.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB769202 /DB_XREF=gi:16211744 /DB_XREF=BB769202 /CLONE=G370093H11 /FEA=FLmRNA /CNT=309 /TID=Mm.171292.1 /TIER=Stack /STK=26 /
MOE430_2_1416449_x_ 17.6 11.2 A A 0.12 0.24 0 NC 0.5 gb:BC008102.1 /DB_XREF=gi:14198070 /FEA=FLmRNA /CNT=130 /TID=Mm.7247.1 /TIER=FL+Stack /STK=89 /UG=Mm.7247 /LL=20911 /UG_GENE=Stxbp
MOE430_2_1416461_at 1888.1 2009.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016739.1 /DB_XREF=gi:7949102 /GEN=Gpiap1 /FEA=FLmRNA /CNT=427 /TID=Mm.1098.1 /TIER=FL+Stack /STK=87 /UG=Mm.1098 /LL=53872 /DE
MOE430_2_1416469_at 143.1 147.1 P P 0.005859 0.00415 0 NC 0.5 gb:NM_024452.1 /DB_XREF=gi:19387849 /GEN=Luzp1 /FEA=FLmRNA /CNT=162 /TID=Mm.92659.1 /TIER=FL+Stack /STK=87 /UG=Mm.92659 /LL=17024 /
MOE430_2_1416483_at 394.9 453.9 P P 0.000244 0.000244 0 NC 0.5 gb:BF021329 /DB_XREF=gi:10752742 /DB_XREF=ux57e01.x1 /CLONE=IMAGE:3514392 /FEA=FLmRNA /CNT=416 /TID=Mm.3679.1 /TIER=Stack /STK=46 
MOE430_2_1416484_at 240 208.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB833716 /DB_XREF=gi:17011959 /DB_XREF=BB833716 /CLONE=G930027I09 /FEA=FLmRNA /CNT=416 /TID=Mm.3679.1 /TIER=Stack /STK=31 /UG
MOE430_2_1416486_at 877.4 872.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007926.1 /DB_XREF=gi:6679638 /GEN=Emap2 /FEA=FLmRNA /CNT=146 /TID=Mm.10507.1 /TIER=FL+Stack /STK=86 /UG=Mm.10507 /LL=13722 /
MOE430_2_1416495_s_ 1547.6 1392.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_134104.1 /DB_XREF=gi:19527333 /GEN=AI256693 /FEA=FLmRNA /CNT=117 /TID=Mm.42805.1 /TIER=FL+Stack /STK=85 /UG=Mm.42805 /LL=106
MOE430_2_1416510_at 1025 1049.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023167.1 /DB_XREF=gi:12963548 /GEN=Mrpl4 /FEA=FLmRNA /CNT=140 /TID=Mm.155033.1 /TIER=FL+Stack /STK=84 /UG=Mm.155033 /LL=66163
MOE430_2_1416515_at 166.3 165.8 P P 0.000244 0.000244 0 NC 0.5 gb:BE952057 /DB_XREF=gi:10592039 /DB_XREF=UI-M-CD0-ayi-c-03-0-UI.s1 /CLONE=UI-M-CD0-ayi-c-03-0-UI /FEA=FLmRNA /CNT=205 /TID=Mm.13
MOE430_2_1416526_a_ 2816.1 2942.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC002187.1 /DB_XREF=gi:12805428 /FEA=FLmRNA /CNT=158 /TID=Mm.2507.1 /TIER=FL+Stack /STK=83 /UG=Mm.2507 /LL=57320 /UG_GENE=Dj1-p
MOE430_2_1416531_at 1077.7 1289.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010362.1 /DB_XREF=gi:6754089 /GEN=Gsto1 /FEA=FLmRNA /CNT=182 /TID=Mm.282.1 /TIER=FL+Stack /STK=83 /UG=Mm.282 /LL=14873 /DEF=
MOE430_2_1416532_at 856.1 674 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133901.1 /DB_XREF=gi:19527117 /GEN=AI481500 /FEA=FLmRNA /CNT=148 /TID=Mm.33838.1 /TIER=FL+Stack /STK=83 /UG=Mm.33838 /LL=100
MOE430_2_1416540_at 531.3 538.5 P P 0.000732 0.000732 0 NC 0.5 gb:BC003239.1 /DB_XREF=gi:13096877 /FEA=FLmRNA /CNT=163 /TID=Mm.7919.1 /TIER=FL+Stack /STK=83 /UG=Mm.7919 /LL=15239 /UG_GENE=Hgs /
MOE430_2_1416545_at 222.5 225.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133967.1 /DB_XREF=gi:19527185 /GEN=Zdhhc7 /FEA=FLmRNA /CNT=118 /TID=Mm.129529.1 /TIER=FL+Stack /STK=83 /UG=Mm.129529 /LL=102
MOE430_2_1416547_at 1077.8 1085.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025597.1 /DB_XREF=gi:13385053 /GEN=2700033I16Rik /FEA=FLmRNA /CNT=140 /TID=Mm.2033.1 /TIER=FL+Stack /STK=82 /UG=Mm.2033 /LL=6
MOE430_2_1416549_at 281.9 288.6 P P 0.000244 0.000244 0 NC 0.5 gb:BQ175095 /DB_XREF=gi:20350587 /DB_XREF=UI-M-DJ2-bwd-c-06-0-UI.s1 /CLONE=UI-M-DJ2-bwd-c-06-0-UI /FEA=FLmRNA /CNT=236 /TID=Mm.
MOE430_2_1416580_a_ 2163.2 2114.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019719.1 /DB_XREF=gi:9789906 /GEN=Stub1 /FEA=FLmRNA /CNT=166 /TID=Mm.29000.1 /TIER=FL+Stack /STK=80 /UG=Mm.29000 /LL=56424 /D
MOE430_2_1416581_at 400.4 406.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_080848.1 /DB_XREF=gi:18252789 /GEN=Big-pending /FEA=FLmRNA /CNT=179 /TID=Mm.28265.1 /TIER=FL+Stack /STK=80 /UG=Mm.28265 /LL=1
MOE430_2_1416601_a_ 166.3 170.4 P P 0.000244 0.000244 0 NC 0.5 gb:AF282255.1 /DB_XREF=gi:9652249 /GEN=Dscr1 /FEA=FLmRNA /CNT=119 /TID=Mm.56.1 /TIER=FL /STK=1 /UG=Mm.56 /LL=54720 /DEF=Mus muscu
MOE430_2_1416604_at 1832.5 1830.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025567.1 /DB_XREF=gi:13385005 /GEN=Cyc1 /FEA=FLmRNA /CNT=185 /TID=Mm.29196.1 /TIER=FL+Stack /STK=78 /UG=Mm.29196 /LL=66445 /
MOE430_2_1416608_a_ 1708.2 1254.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_030561.1 /DB_XREF=gi:13385411 /GEN=BC004004 /FEA=FLmRNA /CNT=146 /TID=Mm.25308.1 /TIER=FL+Stack /STK=78 /UG=Mm.25308 /LL=807
MOE430_2_1416615_at 1009.2 1022.3 P P 0.008057 0.01 0 NC 0.5 gb:NM_017393.1 /DB_XREF=gi:8393155 /GEN=Clpp /FEA=FLmRNA /CNT=134 /TID=Mm.15243.1 /TIER=FL+Stack /STK=78 /UG=Mm.15243 /LL=53895 /D
MOE430_2_1416616_s_ 1046.8 905.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_017393.1 /DB_XREF=gi:8393155 /GEN=Clpp /FEA=FLmRNA /CNT=134 /TID=Mm.15243.1 /TIER=FL+Stack /STK=78 /UG=Mm.15243 /LL=53895 /D
MOE430_2_1416618_at 126.8 118.9 P P 0.000244 0.000732 0 NC 0.5 gb:NM_008911.1 /DB_XREF=gi:6679444 /GEN=Ppox /FEA=FLmRNA /CNT=109 /TID=Mm.4730.1 /TIER=FL+Stack /STK=78 /UG=Mm.4730 /LL=19044 /DEF
MOE430_2_1416634_at 420 423.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026635.1 /DB_XREF=gi:13386127 /GEN=5730536A07Rik /FEA=FLmRNA /CNT=142 /TID=Mm.27107.1 /TIER=FL+Stack /STK=77 /UG=Mm.27107 /L
MOE430_2_1416649_at 0.5 0.5 A A 0.78 0.9 0 NC 0.83 gb:NM_007443.1 /DB_XREF=gi:6680683 /GEN=Ambp /FEA=FLmRNA /CNT=156 /TID=Mm.2197.1 /TIER=FL+Stack /STK=76 /UG=Mm.2197 /LL=11699 /DE
MOE430_2_1416666_at 3628.5 3460.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009255.1 /DB_XREF=gi:6678098 /GEN=Serpine2 /FEA=FLmRNA /CNT=173 /TID=Mm.3093.1 /TIER=FL+Stack /STK=75 /UG=Mm.3093 /LL=20720 /
MOE430_2_1416667_at 735.5 755 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007898.1 /DB_XREF=gi:6681254 /GEN=Ebp /FEA=FLmRNA /CNT=149 /TID=Mm.27183.1 /TIER=FL+Stack /STK=75 /UG=Mm.27183 /LL=13595 /DE
MOE430_2_1416680_at 361.9 408.4 P P 0.000732 0.000244 0 NC 0.5 gb:NM_011668.1 /DB_XREF=gi:7106440 /GEN=Ube3a /FEA=FLmRNA /CNT=174 /TID=Mm.9002.1 /TIER=FL+Stack /STK=74 /UG=Mm.9002 /LL=22215 /DE
MOE430_2_1416698_a_ 3145.8 3148.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016904.1 /DB_XREF=gi:8393134 /GEN=Cks1 /FEA=FLmRNA /CNT=161 /TID=Mm.3049.1 /TIER=FL+Stack /STK=73 /UG=Mm.3049 /LL=54124 /DEF
MOE430_2_1416726_s_ 1961.9 1994.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133777.1 /DB_XREF=gi:19527003 /GEN=6720465F12Rik /FEA=FLmRNA /CNT=180 /TID=Mm.22491.1 /TIER=FL+Stack /STK=71 /UG=Mm.22491 /L
MOE430_2_1416729_at 1.5 1.6 A A 0.75 0.87 0 NC 0.5 gb:NM_008877.1 /DB_XREF=gi:6679380 /GEN=Plg /FEA=FLmRNA /CNT=196 /TID=Mm.971.1 /TIER=FL+Stack /STK=71 /UG=Mm.971 /LL=18815 /DEF=Mu
MOE430_2_1416755_at 714.3 717 P P 0.000244 0.000244 0 NC 0.5 gb:NM_018808.1 /DB_XREF=gi:9055241 /GEN=Dnajb1 /FEA=FLmRNA /CNT=181 /TID=Mm.2982.1 /TIER=FL+Stack /STK=71 /UG=Mm.2982 /LL=81489 /DE
MOE430_2_1416775_at 101.1 94.6 P P 0.00293 0.00293 0 NC 0.5 gb:NM_025504.1 /DB_XREF=gi:13384925 /GEN=2310004L02Rik /FEA=FLmRNA /CNT=108 /TID=Mm.24062.1 /TIER=FL+Stack /STK=70 /UG=Mm.24062 /LL
MOE430_2_1416782_s_ 1320.3 1450.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_138602.1 /DB_XREF=gi:20070421 /GEN=DXImx39e /FEA=FLmRNA /CNT=94 /TID=Mm.140597.1 /TIER=FL+Stack /STK=70 /UG=Mm.140597 /LL=54
MOE430_2_1416804_at 43.7 50.8 P P 0.000244 0.001953 0 NC 0.88 gb:BB099233 /DB_XREF=gi:8744267 /DB_XREF=BB099233 /CLONE=9430067M24 /FEA=FLmRNA /CNT=113 /TID=Mm.23607.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1416807_at 7571.2 7325 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019865.1 /DB_XREF=gi:9845294 /GEN=Rpl44 /FEA=FLmRNA /CNT=256 /TID=Mm.14838.1 /TIER=FL+Stack /STK=68 /UG=Mm.14838 /LL=19982 /D
MOE430_2_1416837_at 1286.6 1281.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC018228.1 /DB_XREF=gi:17390521 /FEA=FLmRNA /CNT=92 /TID=Mm.19904.1 /TIER=FL+Stack /STK=67 /UG=Mm.19904 /LL=12028 /UG_GENE=Bax 
MOE430_2_1416839_at 6.6 15.3 P P 0.00415 0.001953 0 NC 0.06 gb:BB768304 /DB_XREF=gi:16210852 /DB_XREF=BB768304 /CLONE=G370084A13 /FEA=FLmRNA /CNT=164 /TID=Mm.4299.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1416845_at 797 891 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133804.1 /DB_XREF=gi:19527019 /GEN=R74613 /FEA=FLmRNA /CNT=128 /TID=Mm.27387.1 /TIER=FL+Stack /STK=67 /UG=Mm.27387 /LL=98170
MOE430_2_1416846_a_ 179.3 208.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_018884.1 /DB_XREF=gi:9256641 /GEN=Semcap3-pending /FEA=FLmRNA /CNT=99 /TID=Mm.9944.1 /TIER=FL+Stack /STK=67 /UG=Mm.9944 /LL=
MOE430_2_1416848_at 307 290.9 P P 0.001953 0.001221 0 NC 0.5 gb:NM_025401.1 /DB_XREF=gi:13384783 /GEN=Ubl5 /FEA=FLmRNA /CNT=111 /TID=Mm.22470.1 /TIER=FL+Stack /STK=66 /UG=Mm.22470 /LL=66177 /D
MOE430_2_1416849_at 1041 1011.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_134007.1 /DB_XREF=gi:19527227 /GEN=AU043990 /FEA=FLmRNA /CNT=173 /TID=Mm.29032.1 /TIER=FL+Stack /STK=66 /UG=Mm.29032 /LL=103
MOE430_2_1416856_at 757.6 777.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC005579.1 /DB_XREF=gi:13542747 /FEA=FLmRNA /CNT=132 /TID=Mm.25119.1 /TIER=FL+Stack /STK=66 /UG=Mm.25119 /LL=66680 /UG_GENE=323
MOE430_2_1416861_at 271.6 230.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011484.1 /DB_XREF=gi:6755667 /GEN=Stam /FEA=FLmRNA /CNT=163 /TID=Mm.3965.1 /TIER=FL+Stack /STK=66 /UG=Mm.3965 /LL=20844 /DEF
MOE430_2_1416862_at 110.7 110.6 P P 0.00293 0.001953 0 NC 0.5 gb:BB770936 /DB_XREF=gi:16197254 /DB_XREF=BB770936 /CLONE=G370118K22 /FEA=FLmRNA /CNT=163 /TID=Mm.3965.1 /TIER=Stack /STK=10 /UG
MOE430_2_1416874_a_ 98.5 101.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019458.1 /DB_XREF=gi:9506638 /GEN=5730511K23Rik /FEA=FLmRNA /CNT=103 /TID=Mm.7916.1 /TIER=FL+Stack /STK=66 /UG=Mm.7916 /LL=5
MOE430_2_1416878_at 53.4 54.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025595.1 /DB_XREF=gi:13385049 /GEN=Mrp64 /FEA=FLmRNA /CNT=154 /TID=Mm.42826.1 /TIER=FL /STK=3 /UG=Mm.42826 /LL=66493 /DEF=M
MOE430_2_1416880_at 616.7 547.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008562.1 /DB_XREF=gi:6678823 /GEN=Mcl1 /FEA=FLmRNA /CNT=288 /TID=Mm.1639.1 /TIER=FL+Stack /STK=52 /UG=Mm.1639 /LL=17210 /DEF
MOE430_2_1416881_at 411.3 390.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC003839.1 /DB_XREF=gi:13277944 /FEA=FLmRNA /CNT=288 /TID=Mm.1639.1 /TIER=FL+Stack /STK=13 /UG=Mm.1639 /LL=17210 /UG_GENE=Mcl1 
MOE430_2_1416887_at 7.7 6.6 A A 0.43 0.24 0 NC 0.01 gb:BB105558 /DB_XREF=gi:15407962 /DB_XREF=BB105558 /CLONE=9430096A21 /FEA=FLmRNA /CNT=131 /TID=Mm.2485.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1416902_a_ 2738.3 2762.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009942.1 /DB_XREF=gi:6753499 /GEN=Cox5b /FEA=FLmRNA /CNT=149 /TID=Mm.180182.1 /TIER=FL+Stack /STK=64 /UG=Mm.180182 /LL=12859
MOE430_2_1416910_at 441.4 494.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025384.1 /DB_XREF=gi:13384759 /GEN=1110003P16Rik /FEA=FLmRNA /CNT=103 /TID=Mm.27692.1 /TIER=FL+Stack /STK=64 /UG=Mm.27692 /L
MOE430_2_1416940_at 117.6 129.6 A A 0.08 0.06 0 NC 0.5 gb:NM_134084.1 /DB_XREF=gi:19527309 /GEN=AW457192 /FEA=FLmRNA /CNT=118 /TID=Mm.41656.1 /TIER=FL+Stack /STK=62 /UG=Mm.41656 /LL=10
MOE430_2_1416943_at 752.9 784 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009455.1 /DB_XREF=gi:6678478 /GEN=Ube2e1 /FEA=FLmRNA /CNT=109 /TID=Mm.4429.1 /TIER=FL+Stack /STK=62 /UG=Mm.4429 /LL=22194 /D
MOE430_2_1416951_a_ 850.5 820.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023721.1 /DB_XREF=gi:12963798 /GEN=Atp6v1d /FEA=FLmRNA /CNT=141 /TID=Mm.30206.1 /TIER=FL+Stack /STK=62 /UG=Mm.30206 /LL=7383
MOE430_2_1416952_at 858.3 867.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023721.1 /DB_XREF=gi:12963798 /GEN=Atp6v1d /FEA=FLmRNA /CNT=141 /TID=Mm.30206.1 /TIER=FL+Stack /STK=62 /UG=Mm.30206 /LL=7383
MOE430_2_1416963_at 582.1 644.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133835.1 /DB_XREF=gi:19527049 /GEN=1110033G07Rik /FEA=FLmRNA /CNT=110 /TID=Mm.200666.1 /TIER=FL+Stack /STK=62 /UG=Mm.200666 
MOE430_2_1416971_at 3375.9 3182.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009945.1 /DB_XREF=gi:6753505 /GEN=Cox7a3 /FEA=FLmRNA /CNT=157 /TID=Mm.2151.1 /TIER=FL+Stack /STK=61 /UG=Mm.2151 /LL=12866 /D
MOE430_2_1416972_at 1303.5 1144.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC026755.1 /DB_XREF=gi:20072396 /FEA=FLmRNA /CNT=231 /TID=Mm.29504.1 /TIER=FL+Stack /STK=61 /UG=Mm.29504 /LL=20826 /UG_GENE=Ssf
MOE430_2_1416987_at 15.4 10.6 P P 0.01 0.02 0 NC 0.5 gb:AV307998 /DB_XREF=gi:15405999 /DB_XREF=AV307998 /CLONE=5730557L07 /FEA=FLmRNA /CNT=132 /TID=Mm.33870.1 /TIER=Stack /STK=13 /UG
MOE430_2_1416991_at 131.8 124.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026658.1 /DB_XREF=gi:19073794 /GEN=2310039H01Rik /FEA=FLmRNA /CNT=109 /TID=Mm.23781.1 /TIER=FL+Stack /STK=61 /UG=Mm.23781 /L
MOE430_2_1416993_at 446.5 431.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133973.1 /DB_XREF=gi:19527193 /GEN=Cog4 /FEA=FLmRNA /CNT=120 /TID=Mm.133151.1 /TIER=FL+Stack /STK=61 /UG=Mm.133151 /LL=10233
MOE430_2_1417016_at 297.6 299.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010765.1 /DB_XREF=gi:6754635 /GEN=Mapkapk5 /FEA=FLmRNA /CNT=89 /TID=Mm.22612.1 /TIER=FL+Stack /STK=60 /UG=Mm.22612 /LL=17165
MOE430_2_1417017_at 0.6 0.6 A A 0.98 0.99 0 NC 0.68 gb:NM_007809.1 /DB_XREF=gi:6681096 /GEN=Cyp17 /FEA=FLmRNA /CNT=74 /TID=Mm.1262.1 /TIER=FL+Stack /STK=60 /UG=Mm.1262 /LL=13074 /DEF
MOE430_2_1417041_at 639.2 652 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009085.1 /DB_XREF=gi:6677786 /GEN=Rpo1-1 /FEA=FLmRNA /CNT=105 /TID=Mm.3458.1 /TIER=FL+Stack /STK=59 /UG=Mm.3458 /LL=20016 /D
MOE430_2_1417042_at 112.5 94 P P 0.001953 0.00415 0 NC 0.5 gb:NM_008063.1 /DB_XREF=gi:6679894 /GEN=G6pt1 /FEA=FLmRNA /CNT=127 /TID=Mm.30087.1 /TIER=FL+Stack /STK=59 /UG=Mm.30087 /LL=14385 /
MOE430_2_1417043_at 15.9 10 P P 0.00415 0.03 0 NC 0.5 gb:NM_008490.1 /DB_XREF=gi:6678671 /GEN=Lcat /FEA=FLmRNA /CNT=127 /TID=Mm.1593.1 /TIER=FL+Stack /STK=59 /UG=Mm.1593 /LL=16816 /DEF
MOE430_2_1417052_at 1804.7 1799.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC014783.1 /DB_XREF=gi:15928627 /FEA=FLmRNA /CNT=156 /TID=Mm.21874.1 /TIER=FL+Stack /STK=58 /UG=Mm.21874 /LL=26446 /UG_GENE=Ps
MOE430_2_1417066_at 125.4 106.6 P P 0.00293 0.00293 0 NC 0.5 gb:NM_023341.1 /DB_XREF=gi:12963648 /GEN=4632432J16Rik /FEA=FLmRNA /CNT=129 /TID=Mm.28337.1 /TIER=FL+Stack /STK=58 /UG=Mm.28337 /LL
MOE430_2_1417067_s_ 26.4 24.2 P P 0.01 0.04 0 NC 0.5 gb:AK014605.1 /DB_XREF=gi:12852564 /FEA=FLmRNA /CNT=129 /TID=Mm.28337.1 /TIER=ConsEnd /STK=5 /UG=Mm.28337 /LL=67426 /UG_GENE=4632
MOE430_2_1417082_at 2171 2419.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_130889.1 /DB_XREF=gi:18700031 /GEN=Anp32b /FEA=FLmRNA /CNT=202 /TID=Mm.154985.1 /TIER=FL+Stack /STK=57 /UG=Mm.154985 /LL=676
MOE430_2_1417087_at 412.6 531.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM236195 /DB_XREF=gi:17871465 /DB_XREF=K0431F06-3 /CLONE=K0431F06 /FEA=FLmRNA /CNT=216 /TID=Mm.488.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1417093_a_ 162.2 156.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010364.1 /DB_XREF=gi:6754093 /GEN=Gtf2h4 /FEA=FLmRNA /CNT=102 /TID=Mm.10182.1 /TIER=FL+Stack /STK=57 /UG=Mm.10182 /LL=14885 /
MOE430_2_1417097_at 236.6 213.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025297.1 /DB_XREF=gi:13384651 /GEN=Nrbf1 /FEA=FLmRNA /CNT=89 /TID=Mm.29096.1 /TIER=FL+Stack /STK=57 /UG=Mm.29096 /LL=26922 /D
MOE430_2_1417098_s_ 184.3 197.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025297.1 /DB_XREF=gi:13384651 /GEN=Nrbf1 /FEA=FLmRNA /CNT=89 /TID=Mm.29096.1 /TIER=FL+Stack /STK=57 /UG=Mm.29096 /LL=26922 /D
MOE430_2_1417110_at 175.8 163 P P 0.000244 0.000732 0 NC 0.5 gb:NM_008548.1 /DB_XREF=gi:6678787 /GEN=Man1a /FEA=FLmRNA /CNT=197 /TID=Mm.117294.1 /TIER=FL+Stack /STK=56 /UG=Mm.117294 /LL=17155
MOE430_2_1417111_at 310 342 P P 0.000244 0.000244 0 NC 0.5 gb:BB070019 /DB_XREF=gi:15404281 /DB_XREF=BB070019 /CLONE=8030488F12 /FEA=FLmRNA /CNT=197 /TID=Mm.117294.1 /TIER=Stack /STK=61 /U
MOE430_2_1417112_at 1126.2 1204.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_024191.1 /DB_XREF=gi:18859590 /GEN=6330544B05Rik /FEA=FLmRNA /CNT=139 /TID=Mm.139700.1 /TIER=FL+Stack /STK=56 /UG=Mm.139700 /
MOE430_2_1417118_a_ 556.7 577.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019870.1 /DB_XREF=gi:9845235 /GEN=Ard1 /FEA=FLmRNA /CNT=79 /TID=Mm.5934.1 /TIER=FL+Stack /STK=56 /UG=Mm.5934 /LL=56292 /DEF=
MOE430_2_1417136_s_ 42.7 49.7 P P 0.001953 0.000732 0 NC 0.26 gb:BG805074 /DB_XREF=gi:17952002 /DB_XREF=0612-12 /FEA=FLmRNA /CNT=188 /TID=Mm.8709.1 /TIER=Stack /STK=35 /UG=Mm.8709 /LL=20817 /U
MOE430_2_1417141_at 113.3 85.8 P P 0.005859 0.00415 0 NC 0.5 gb:NM_018738.1 /DB_XREF=gi:9055247 /GEN=Igtp /FEA=FLmRNA /CNT=155 /TID=Mm.858.1 /TIER=FL+Stack /STK=55 /UG=Mm.858 /LL=16145 /DEF=M
MOE430_2_1417191_at 830.8 768.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013760.1 /DB_XREF=gi:13937384 /GEN=Dnajb9 /FEA=FLmRNA /CNT=167 /TID=Mm.27432.1 /TIER=FL+Stack /STK=53 /UG=Mm.27432 /LL=27362 
MOE430_2_1417209_at 489.7 562.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021372.1 /DB_XREF=gi:10946705 /GEN=AB041541 /FEA=FLmRNA /CNT=84 /TID=Mm.103476.1 /TIER=FL+Stack /STK=53 /UG=Mm.103476 /LL=58
MOE430_2_1417211_a_ 206.8 224.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023483.1 /DB_XREF=gi:13487911 /GEN=1110032A03Rik /FEA=FLmRNA /CNT=78 /TID=Mm.171374.1 /TIER=FL+Stack /STK=53 /UG=Mm.171374 /
MOE430_2_1417242_at 2096.1 2424.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_138669.1 /DB_XREF=gi:20149755 /GEN=MGC6664 /FEA=FLmRNA /CNT=108 /TID=Mm.197555.1 /TIER=FL+Stack /STK=51 /UG=Mm.197555 /LL=1
MOE430_2_1417258_at 3282.9 3136.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007637.1 /DB_XREF=gi:6671701 /GEN=Cct5 /FEA=FLmRNA /CNT=253 /TID=Mm.1813.1 /TIER=FL+Stack /STK=50 /UG=Mm.1813 /LL=12465 /DEF
MOE430_2_1417265_s_ 144.7 136.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK014348.1 /DB_XREF=gi:12852137 /FEA=FLmRNA /CNT=138 /TID=Mm.182383.1 /TIER=Stack /STK=17 /UG=Mm.182383 /LL=68007 /UG_GENE=1810
MOE430_2_1417269_at 1298.6 1243.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_130860.1 /DB_XREF=gi:18699997 /GEN=Cdk9 /FEA=FLmRNA /CNT=119 /TID=Mm.27557.1 /TIER=FL+Stack /STK=50 /UG=Mm.27557 /LL=107951 
MOE430_2_1417279_at 24.6 18.8 P P 0.000732 0.000244 0 NC 0.5 gb:NM_008789.1 /DB_XREF=gi:6679222 /GEN=Pcp1 /FEA=FLmRNA /CNT=117 /TID=Mm.2726.1 /TIER=FL /STK=5 /UG=Mm.2726 /LL=16438 /DEF=Mus m
MOE430_2_1417306_at 117.7 106.2 P P 0.02 0.01 0 NC 0.5 gb:NM_018793.1 /DB_XREF=gi:9055371 /GEN=Tyk2 /FEA=FLmRNA /CNT=86 /TID=Mm.20249.1 /TIER=FL+Stack /STK=49 /UG=Mm.20249 /LL=54721 /DE
MOE430_2_1417308_at 2575 2551 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011099.1 /DB_XREF=gi:6755073 /GEN=Pk3 /FEA=FLmRNA /CNT=305 /TID=Mm.2635.1 /TIER=FL+Stack /STK=48 /UG=Mm.2635 /LL=18746 /DEF=
MOE430_2_1417324_at 362 370.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008641.1 /DB_XREF=gi:6678957 /GEN=Mtssk /FEA=FLmRNA /CNT=102 /TID=Mm.9287.1 /TIER=FL+Stack /STK=48 /UG=Mm.9287 /LL=17776 /DE
MOE430_2_1417341_a_ 944.5 905.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV281794 /DB_XREF=gi:16391582 /DB_XREF=AV281794 /CLONE=4933426I09 /FEA=FLmRNA /CNT=252 /TID=Mm.55843.1 /TIER=Stack /STK=29 /UG
MOE430_2_1417354_at 226.7 240.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_030749.1 /DB_XREF=gi:13540506 /GEN=Sil1-pending /FEA=FLmRNA /CNT=90 /TID=Mm.28238.1 /TIER=FL+Stack /STK=47 /UG=Mm.28238 /LL=81
MOE430_2_1417364_at 6016.9 5972.2 P P 0.000244 0.000244 0 NC 0.5 gb:AF321126.1 /DB_XREF=gi:16506250 /FEA=FLmRNA /CNT=301 /TID=Mm.42960.1 /TIER=FL+Stack /STK=46 /UG=Mm.42960 /LL=67160 /UG_GENE=261
MOE430_2_1417368_s_ 2685.5 2605.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010885.1 /DB_XREF=gi:6754811 /GEN=Ndufa2 /FEA=FLmRNA /CNT=129 /TID=Mm.29867.1 /TIER=FL+Stack /STK=46 /UG=Mm.29867 /LL=17991 /
MOE430_2_1417384_at 149.1 120.7 P P 0.001221 0.000244 0 NC 0.5 gb:AV376291 /DB_XREF=gi:16398066 /DB_XREF=AV376291 /CLONE=9130207E07 /FEA=FLmRNA /CNT=179 /TID=Mm.10211.1 /TIER=Stack /STK=16 /U
MOE430_2_1417387_at 371.5 379.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026068.1 /DB_XREF=gi:13385569 /GEN=3110004H13Rik /FEA=FLmRNA /CNT=72 /TID=Mm.24602.1 /TIER=FL+Stack /STK=46 /UG=Mm.24602 /LL
MOE430_2_1417388_at 7.8 8.7 A A 0.14 0.17 0 NC 0.44 gb:NM_009749.1 /DB_XREF=gi:6753183 /GEN=Bex2 /FEA=FLmRNA /CNT=75 /TID=Mm.94160.1 /TIER=FL+Stack /STK=46 /UG=Mm.94160 /LL=12069 /DE
MOE430_2_1417393_a_ 38 37.7 P P 0.03 0.01 0 NC 0.42 gb:NM_026125.1 /DB_XREF=gi:13385631 /GEN=1110035L05Rik /FEA=FLmRNA /CNT=103 /TID=Mm.29140.1 /TIER=FL+Stack /STK=46 /UG=Mm.29140 /LL
MOE430_2_1417440_at 241.8 238.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG064710 /DB_XREF=gi:12547273 /DB_XREF=H3023A03-3 /CLONE=H3023A03 /FEA=FLmRNA /CNT=157 /TID=Mm.22478.1 /TIER=Stack /STK=23 /U
MOE430_2_1417448_at 442.3 427.4 P P 0.000244 0.000732 0 NC 0.5 gb:NM_133998.1 /DB_XREF=gi:19527217 /GEN=AI303072 /FEA=FLmRNA /CNT=95 /TID=Mm.100331.1 /TIER=FL+Stack /STK=45 /UG=Mm.100331 /LL=10
MOE430_2_1417456_at 224.2 181.3 P P 0.001221 0.001953 0 NC 0.5 gb:NM_010322.1 /DB_XREF=gi:6754027 /GEN=Gnpat /FEA=FLmRNA /CNT=178 /TID=Mm.29114.1 /TIER=FL+Stack /STK=44 /UG=Mm.29114 /LL=14712 /D
MOE430_2_1417475_at 593.7 559 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133224.1 /DB_XREF=gi:18875381 /GEN=catp /FEA=FLmRNA /CNT=99 /TID=Mm.27518.1 /TIER=FL+Stack /STK=44 /UG=Mm.27518 /LL=170759 /D
MOE430_2_1417481_at 1.9 1.9 A A 0.6 0.66 0 NC 0.46 gb:NM_016894.1 /DB_XREF=gi:8394144 /GEN=Ramp1 /FEA=FLmRNA /CNT=59 /TID=Mm.3272.1 /TIER=FL+Stack /STK=44 /UG=Mm.3272 /LL=51801 /DE
MOE430_2_1417485_at 4.9 5.6 A A 0.21 0.17 0 NC 0.17 gb:L20232.1 /DB_XREF=gi:309321 /FEA=FLmRNA /CNT=54 /TID=Mm.4987.1 /TIER=FL /STK=1 /UG=Mm.4987 /LL=15891 /UG_GENE=Ibsp /DEF=Mus mus
MOE430_2_1417491_at 296 298.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007798.1 /DB_XREF=gi:6681078 /GEN=Ctsb /FEA=FLmRNA /CNT=723 /TID=Mm.22753.1 /TIER=FL+Stack /STK=11 /UG=Mm.22753 /LL=13030 /D
MOE430_2_1417547_at 231.5 277.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016926.1 /DB_XREF=gi:8394238 /GEN=Sart3 /FEA=FLmRNA /CNT=112 /TID=Mm.29594.1 /TIER=FL+Stack /STK=42 /UG=Mm.29594 /LL=53890 /D
MOE430_2_1417581_at 146.2 129.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_020046.1 /DB_XREF=gi:9910193 /GEN=Dhodh /FEA=FLmRNA /CNT=70 /TID=Mm.23894.1 /TIER=FL+Stack /STK=41 /UG=Mm.23894 /LL=56749 /D
MOE430_2_1417592_at 265.2 279.3 P P 0.000732 0.000732 0 NC 0.5 gb:NM_020009.1 /DB_XREF=gi:9910227 /GEN=Frap1 /FEA=FLmRNA /CNT=110 /TID=Mm.21158.1 /TIER=FL+Stack /STK=41 /UG=Mm.21158 /LL=56717 /D
MOE430_2_1417602_at 15.2 14.4 P P 0.03 0.04 0 NC 0.5 gb:NM_011066.1 /DB_XREF=gi:6755027 /GEN=Per2 /FEA=FLmRNA /CNT=59 /TID=Mm.8471.1 /TIER=FL+Stack /STK=41 /UG=Mm.8471 /LL=18627 /DEF=
MOE430_2_1417609_at 441.6 397.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019668.1 /DB_XREF=gi:9790040 /GEN=Ube2a /FEA=FLmRNA /CNT=139 /TID=Mm.27541.1 /TIER=FL+Stack /STK=40 /UG=Mm.27541 /LL=22209 /
MOE430_2_1417627_a_ 202 194.8 P P 0.000244 0.000732 0 NC 0.5 gb:NM_010717.1 /DB_XREF=gi:6754547 /GEN=Limk1 /FEA=FLmRNA /CNT=50 /TID=Mm.15409.1 /TIER=FL+Stack /STK=40 /UG=Mm.15409 /LL=16885 /D
MOE430_2_1417628_at 189.7 158.7 P P 0.000732 0.000732 0 NC 0.5 gb:NM_009297.1 /DB_XREF=gi:6678182 /GEN=Supt6h /FEA=FLmRNA /CNT=98 /TID=Mm.20755.1 /TIER=FL+Stack /STK=40 /UG=Mm.20755 /LL=20926 /D
MOE430_2_1417666_at 894.1 861.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133763.1 /DB_XREF=gi:19526975 /GEN=6430706C13Rik /FEA=FLmRNA /CNT=97 /TID=Mm.30062.1 /TIER=FL+Stack /STK=39 /UG=Mm.30062 /LL
MOE430_2_1417670_at 153.7 159 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011592.1 /DB_XREF=gi:19705562 /GEN=Timm44 /FEA=FLmRNA /CNT=81 /TID=Mm.195249.1 /TIER=FL+Stack /STK=39 /UG=Mm.195249 /LL=2185
MOE430_2_1417681_at 2022.7 2134.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC008270.1 /DB_XREF=gi:14198423 /FEA=FLmRNA /CNT=175 /TID=Mm.28961.1 /TIER=FL+Stack /STK=38 /UG=Mm.28961 /LL=68219 /UG_GENE=Cp



MOE430_2_1417692_at 445.4 432.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021354.1 /DB_XREF=gi:10946677 /GEN=Drg2 /FEA=FLmRNA /CNT=102 /TID=Mm.41803.1 /TIER=FL+Stack /STK=38 /UG=Mm.41803 /LL=13495 /D
MOE430_2_1417697_at 114.3 98.1 P P 0.04 0.03 0 NC 0.5 gb:BG064396 /DB_XREF=gi:12546959 /DB_XREF=H3019B03-3 /CLONE=H3019B03 /FEA=FLmRNA /CNT=110 /TID=Mm.28099.1 /TIER=Stack /STK=26 /U
MOE430_2_1417698_at 367.2 369.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133801.1 /DB_XREF=gi:20270030 /GEN=C76800 /FEA=FLmRNA /CNT=101 /TID=Mm.24632.1 /TIER=FL+Stack /STK=38 /UG=Mm.24632 /LL=98053
MOE430_2_1417703_at 30 30.3 P P 0.000244 0.001953 0 NC 0.5 gb:NM_008990.1 /DB_XREF=gi:6679574 /GEN=Pvs /FEA=FLmRNA /CNT=59 /TID=Mm.4341.1 /TIER=FL+Stack /STK=38 /UG=Mm.4341 /LL=19294 /DEF=M
MOE430_2_1417706_at 576.8 575.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013792.1 /DB_XREF=gi:7305298 /GEN=Naglu /FEA=FLmRNA /CNT=73 /TID=Mm.6142.1 /TIER=FL+Stack /STK=38 /UG=Mm.6142 /LL=27419 /DEF
MOE430_2_1417715_a_ 2148.7 2249.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010325.1 /DB_XREF=gi:6754035 /GEN=Got2 /FEA=FLmRNA /CNT=238 /TID=Mm.18916.1 /TIER=FL+Stack /STK=37 /UG=Mm.18916 /LL=14719 /D
MOE430_2_1417716_at 854.6 801.7 P P 0.000244 0.000244 0 NC 0.5 gb:U82470.1 /DB_XREF=gi:2690301 /GEN=Got-2 /FEA=FLmRNA /CNT=238 /TID=Mm.18916.1 /TIER=FL /STK=1 /UG=Mm.18916 /LL=14719 /DEF=Mus m
MOE430_2_1417725_a_ 157.4 154.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC021593.1 /DB_XREF=gi:18204884 /FEA=FLmRNA /CNT=99 /TID=Mm.27657.1 /TIER=FL+Stack /STK=37 /UG=Mm.27657 /LL=56390 /UG_GENE=Sssc
MOE430_2_1417727_at 1220.8 1095.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025573.1 /DB_XREF=gi:13385015 /GEN=Sfrs9 /FEA=FLmRNA /CNT=83 /TID=Mm.29426.1 /TIER=FL+Stack /STK=37 /UG=Mm.29426 /LL=108014 /
MOE430_2_1417728_at 733.1 618.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013595.1 /DB_XREF=gi:7305260 /GEN=Mbd3 /FEA=FLmRNA /CNT=76 /TID=Mm.7142.1 /TIER=FL+Stack /STK=37 /UG=Mm.7142 /LL=17192 /DEF=
MOE430_2_1417743_at 222.6 243.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC015080.1 /DB_XREF=gi:15929272 /FEA=FLmRNA /CNT=74 /TID=Mm.18268.1 /TIER=FL+Stack /STK=37 /UG=Mm.18268 /LL=12748 /UG_GENE=Clk2
MOE430_2_1417745_at 0.6 2.1 A A 0.9 0.6 0 NC 0.29 gb:NM_030703.1 /DB_XREF=gi:13507643 /GEN=Cpn1 /FEA=FLmRNA /CNT=80 /TID=Mm.21212.1 /TIER=FL+Stack /STK=37 /UG=Mm.21212 /LL=93721 /D
MOE430_2_1417763_at 2178.9 2216 P P 0.000244 0.000244 0 NC 0.5 gb:BC011255.1 /DB_XREF=gi:15030025 /FEA=FLmRNA /CNT=303 /TID=Mm.138725.1 /TIER=FL+Stack /STK=36 /UG=Mm.138725 /LL=67100 /UG_GENE=2
MOE430_2_1417798_at 2.5 0.8 A A 0.66 0.66 0 NC 0.35 gb:NM_133707.1 /DB_XREF=gi:19526881 /GEN=1810019J16Rik /FEA=FLmRNA /CNT=66 /TID=Mm.26248.1 /TIER=FL+Stack /STK=36 /UG=Mm.26248 /LL=
MOE430_2_1417799_at 20.6 16.9 P P 0.01 0.03 0 NC 0.5 gb:BC020190.1 /DB_XREF=gi:18043577 /FEA=FLmRNA /CNT=53 /TID=Mm.116830.1 /TIER=FL+Stack /STK=36 /UG=Mm.116830 /LL=66237 /UG_GENE=A
MOE430_2_1417815_a_ 1077.6 1102.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_012032.1 /DB_XREF=gi:6755751 /GEN=Tde1 /FEA=FLmRNA /CNT=232 /TID=Mm.4962.1 /TIER=FL+Stack /STK=35 /UG=Mm.4962 /LL=26943 /DEF
MOE430_2_1417842_at 561.1 472.8 P P 0.001953 0.001221 0 NC 0.5 gb:NM_007596.1 /DB_XREF=gi:6671661 /GEN=Caml /FEA=FLmRNA /CNT=68 /TID=Mm.2313.1 /TIER=FL+Stack /STK=35 /UG=Mm.2313 /LL=12328 /DEF=
MOE430_2_1417880_at 1.4 1.6 A A 0.63 0.85 0 NC 0.42 gb:NM_008061.1 /DB_XREF=gi:6679892 /GEN=G6pc /FEA=FLmRNA /CNT=82 /TID=Mm.18064.1 /TIER=FL+Stack /STK=34 /UG=Mm.18064 /LL=14377 /DE
MOE430_2_1417892_a_ 83 64.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_022433.1 /DB_XREF=gi:11967962 /GEN=Sirt3 /FEA=FLmRNA /CNT=52 /TID=Mm.41625.1 /TIER=FL+Stack /STK=34 /UG=Mm.41625 /LL=64384 /D
MOE430_2_1417907_at 1812.3 1757.3 P P 0.000244 0.000732 0 NC 0.5 gb:NM_009456.1 /DB_XREF=gi:6678480 /GEN=Ube2l3 /FEA=FLmRNA /CNT=403 /TID=Mm.3074.1 /TIER=FL+Stack /STK=33 /UG=Mm.3074 /LL=22195 /DE
MOE430_2_1417927_at 380.3 396.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007916.1 /DB_XREF=gi:6681290 /GEN=Ddx19 /FEA=FLmRNA /CNT=88 /TID=Mm.3880.1 /TIER=FL+Stack /STK=33 /UG=Mm.3880 /LL=13680 /DEF
MOE430_2_1417967_at 290.1 298.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_028152.1 /DB_XREF=gi:15100155 /GEN=Mms19l /FEA=FLmRNA /CNT=64 /TID=Mm.28412.1 /TIER=FL+Stack /STK=32 /UG=Mm.28412 /LL=72199 
MOE430_2_1417970_at 178.8 170.5 P P 0.001221 0.000732 0 NC 0.5 gb:NM_026536.1 /DB_XREF=gi:13386039 /GEN=1110015E18Rik /FEA=FLmRNA /CNT=57 /TID=Mm.27844.1 /TIER=FL+Stack /STK=32 /UG=Mm.27844 /LL
MOE430_2_1417974_at 421.9 372.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC026821.1 /DB_XREF=gi:20070721 /FEA=FLmRNA /CNT=85 /TID=Mm.87443.1 /TIER=FL+Stack /STK=32 /UG=Mm.87443 /LL=16649 /UG_GENE=Kpn
MOE430_2_1418005_at 2533.4 2428 P P 0.000244 0.000244 0 NC 0.5 gb:BC013509.1 /DB_XREF=gi:15488735 /FEA=FLmRNA /CNT=110 /TID=Mm.29141.1 /TIER=FL+Stack /STK=31 /UG=Mm.29141 /LL=67680 /UG_GENE=07
MOE430_2_1418011_a_ 144.8 148.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019464.1 /DB_XREF=gi:9507096 /GEN=Sh3glb1 /FEA=FLmRNA /CNT=277 /TID=Mm.182692.1 /TIER=FL+Stack /STK=26 /UG=Mm.182692 /LL=5467
MOE430_2_1418044_at 210.5 211 P P 0.000244 0.000244 0 NC 0.5 gb:NM_134134.1 /DB_XREF=gi:19527365 /GEN=2510002C16Rik /FEA=FLmRNA /CNT=67 /TID=Mm.27620.1 /TIER=FL+Stack /STK=31 /UG=Mm.27620 /LL
MOE430_2_1418052_at 217.2 235.6 P P 0.00415 0.01 0 NC 0.5 gb:BC005606.1 /DB_XREF=gi:13542810 /FEA=FLmRNA /CNT=54 /TID=Mm.28088.1 /TIER=FL+Stack /STK=31 /UG=Mm.28088 /LL=17855 /UG_GENE=Mvk
MOE430_2_1418066_at 192.3 180.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007688.1 /DB_XREF=gi:6671745 /GEN=Cfl2 /FEA=FLmRNA /CNT=159 /TID=Mm.3373.1 /TIER=FL+Stack /STK=30 /UG=Mm.3373 /LL=12632 /DEF=
MOE430_2_1418087_at 401.2 387.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK010461.1 /DB_XREF=gi:12845922 /GEN=Ufd1l /FEA=FLmRNA /CNT=89 /TID=Mm.1830.1 /TIER=Stack /STK=25 /UG=Mm.1830 /LL=22230 /UG_TITL
MOE430_2_1418088_a_ 169 159.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_018768.1 /DB_XREF=gi:9055355 /GEN=Stx8 /FEA=FLmRNA /CNT=55 /TID=Mm.3973.1 /TIER=FL+Stack /STK=30 /UG=Mm.3973 /LL=55943 /DEF=
MOE430_2_1418103_at 170.8 146.7 P P 0.000244 0.000244 0 NC 0.5 gb:AF314957.1 /DB_XREF=gi:16588677 /GEN=Slc12a8 /FEA=FLmRNA /CNT=49 /TID=Mm.99945.1 /TIER=FL+Stack /STK=30 /UG=Mm.99945 /LL=83704 /
MOE430_2_1418112_at 767.6 783.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC016219.1 /DB_XREF=gi:16740688 /FEA=FLmRNA /CNT=150 /TID=Mm.182924.1 /TIER=FL+Stack /STK=29 /UG=Mm.182924 /LL=67436 /UG_GENE=0
MOE430_2_1418168_at 241.8 247.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC005674.1 /DB_XREF=gi:13542974 /FEA=FLmRNA /CNT=200 /TID=Mm.25570.1 /TIER=FL+Stack /STK=28 /UG=Mm.25570 /LL=142682 /UG_GENE=B
MOE430_2_1418202_a_ 94.7 93.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011717.1 /DB_XREF=gi:6756000 /GEN=Wiz /FEA=FLmRNA /CNT=58 /TID=Mm.20878.1 /TIER=FL+Stack /STK=28 /UG=Mm.20878 /LL=22404 /DEF
MOE430_2_1418212_at 2.5 5.3 A A 0.63 0.63 0 NC 0.5 gb:NM_019409.1 /DB_XREF=gi:9506940 /GEN=Omg /FEA=FLmRNA /CNT=39 /TID=Mm.93335.1 /TIER=FL+Stack /STK=28 /UG=Mm.93335 /LL=18377 /DE
MOE430_2_1418224_at 1 1.5 A A 0.96 0.91 0 NC 0.5 gb:BG919982 /DB_XREF=gi:14300458 /DB_XREF=602823346F1 /CLONE=IMAGE:4952219 /FEA=FLmRNA /CNT=151 /TID=Mm.43760.1 /TIER=ConsEnd /ST
MOE430_2_1418242_at 874.4 983.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007983.1 /DB_XREF=gi:6679742 /GEN=Faf1 /FEA=FLmRNA /CNT=84 /TID=Mm.3722.1 /TIER=FL+Stack /STK=27 /UG=Mm.3722 /LL=14084 /DEF=
MOE430_2_1418245_a_ 941.5 938.6 P P 0.000244 0.000244 0 NC 0.5 gb:AF229055.1 /DB_XREF=gi:18461362 /GEN=Hrnbp2 /FEA=FLmRNA /CNT=67 /TID=Mm.25496.1 /TIER=FL+Stack /STK=27 /UG=Mm.25496 /LL=93686 /D
MOE430_2_1418258_s_ 1830.7 1869.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133796.1 /DB_XREF=gi:19527009 /GEN=C87222 /FEA=FLmRNA /CNT=49 /TID=Mm.30016.1 /TIER=FL+Stack /STK=27 /UG=Mm.30016 /LL=97755 
MOE430_2_1418275_a_ 267.3 268.2 P P 0.000732 0.000732 0 NC 0.5 gb:NM_023502.1 /DB_XREF=gi:12963704 /GEN=2610036A20Rik /FEA=FLmRNA /CNT=136 /TID=Mm.46503.1 /TIER=FL+Stack /STK=26 /UG=Mm.46503 /L
MOE430_2_1418277_at 907.4 901.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_018739.1 /DB_XREF=gi:9055299 /GEN=Rp9h /FEA=FLmRNA /CNT=112 /TID=Mm.468.1 /TIER=FL+Stack /STK=26 /UG=Mm.468 /LL=55934 /DEF=M
MOE430_2_1418295_s_ 288 303.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC003717.1 /DB_XREF=gi:13277613 /FEA=FLmRNA /CNT=58 /TID=Mm.22633.1 /TIER=FL+Stack /STK=26 /UG=Mm.22633 /LL=13350 /UG_GENE=Dga
MOE430_2_1418298_s_ 5.9 7.8 A A 0.3 0.24 0 NC 0.5 gb:AB006715.1 /DB_XREF=gi:2342489 /FEA=FLmRNA /CNT=51 /TID=Mm.6173.1 /TIER=FL+Stack /STK=26 /UG=Mm.6173 /LL=26757 /UG_GENE=Dpysl4 
MOE430_2_1418312_at 98.1 115.2 P P 0.008057 0.008057 0 NC 0.5 gb:NM_020497.1 /DB_XREF=gi:10048419 /GEN=Zfp276 /FEA=FLmRNA /CNT=59 /TID=Mm.143752.1 /TIER=FL+Stack /STK=26 /UG=Mm.143752 /LL=5724
MOE430_2_1418323_at 69.4 71.6 P P 0.005859 0.005859 0 NC 0.5 gb:NM_010193.1 /DB_XREF=gi:6753839 /GEN=Fem1b /FEA=FLmRNA /CNT=148 /TID=Mm.24069.1 /TIER=FL+Stack /STK=25 /UG=Mm.24069 /LL=14155 /
MOE430_2_1418324_at 494.6 501.5 P P 0.000244 0.000244 0 NC 0.5 gb:BM232562 /DB_XREF=gi:17867832 /DB_XREF=K0325A09-3 /CLONE=K0325A09 /FEA=FLmRNA /CNT=148 /TID=Mm.24069.1 /TIER=Stack /STK=40 /U
MOE430_2_1418349_at 26.2 19.4 A A 0.24 0.19 0 NC 0.06 gb:NM_010415.1 /DB_XREF=gi:6754177 /GEN=Hegfl /FEA=FLmRNA /CNT=73 /TID=Mm.4661.1 /TIER=FL+Stack /STK=25 /UG=Mm.4661 /LL=15200 /DEF=
MOE430_2_1418358_at 1.1 1 A A 0.5 0.69 0 NC 0.5 gb:NM_008574.1 /DB_XREF=gi:6678843 /GEN=Mcsp /FEA=FLmRNA /CNT=51 /TID=Mm.554.1 /TIER=FL+Stack /STK=25 /UG=Mm.554 /LL=17235 /DEF=M
MOE430_2_1418363_at 1.3 1.7 A A 0.69 0.72 0 NC 0.5 gb:NM_010679.1 /DB_XREF=gi:6754499 /GEN=Lalba /FEA=FLmRNA /CNT=155 /TID=Mm.5074.1 /TIER=FL+Stack /STK=24 /UG=Mm.5074 /LL=16770 /DEF
MOE430_2_1418370_at 90.4 101.5 P P 0.001953 0.000244 0 NC 0.5 gb:NM_009393.1 /DB_XREF=gi:6678368 /GEN=Tncc /FEA=FLmRNA /CNT=78 /TID=Mm.712.1 /TIER=FL+Stack /STK=24 /UG=Mm.712 /LL=21924 /DEF=M
MOE430_2_1418371_at 1039 1050.4 P P 0.000244 0.000244 0 NC 0.5 gb:AY029255.1 /DB_XREF=gi:15545994 /GEN=Dlc2 /FEA=FLmRNA /CNT=140 /TID=Mm.29468.1 /TIER=FL+Stack /STK=25 /UG=Mm.29468 /LL=68097 /D
MOE430_2_1418381_at 104.5 94.6 P P 0.000244 0.000244 0 NC 0.5 gb:BE692937 /DB_XREF=gi:12001491 /DB_XREF=SAC391 /FEA=FLmRNA /CNT=157 /TID=Mm.417.1 /TIER=Stack /STK=26 /UG=Mm.417 /LL=22661 /UG_
MOE430_2_1418404_at 125.5 133.3 P P 0.000244 0.000732 0 NC 0.5 gb:NM_011237.1 /DB_XREF=gi:6755281 /GEN=Rad9 /FEA=FLmRNA /CNT=58 /TID=Mm.193035.1 /TIER=FL+Stack /STK=24 /UG=Mm.193035 /LL=19367 /
MOE430_2_1418464_at 426.1 435.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013592.1 /DB_XREF=gi:8567373 /GEN=Matn4 /FEA=FLmRNA /CNT=46 /TID=Mm.29428.1 /TIER=FL+Stack /STK=23 /UG=Mm.29428 /LL=17183 /D
MOE430_2_1418466_at 10.2 9.7 A A 0.12 0.17 0 NC 0.5 gb:BI150353 /DB_XREF=gi:14610354 /DB_XREF=602915377F1 /CLONE=IMAGE:5065843 /FEA=FLmRNA /CNT=70 /TID=Mm.218600.1 /TIER=ConsEnd /ST
MOE430_2_1418506_a_ 4616.8 4719.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011563.1 /DB_XREF=gi:6755757 /GEN=Prdx2 /FEA=FLmRNA /CNT=100 /TID=Mm.42948.1 /TIER=FL+Stack /STK=22 /UG=Mm.42948 /LL=21672 /D
MOE430_2_1418521_a_ 1057.8 987.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013604.1 /DB_XREF=gi:7305290 /GEN=Mtx /FEA=FLmRNA /CNT=69 /TID=Mm.22508.1 /TIER=FL+Stack /STK=22 /UG=Mm.22508 /LL=17827 /DEF
MOE430_2_1418522_at 403.5 413.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013604.1 /DB_XREF=gi:7305290 /GEN=Mtx /FEA=FLmRNA /CNT=69 /TID=Mm.22508.1 /TIER=FL+Stack /STK=22 /UG=Mm.22508 /LL=17827 /DEF
MOE430_2_1418524_at 69.7 71.1 P P 0.000732 0.000732 0 NC 0.5 gb:NM_023662.1 /DB_XREF=gi:13540493 /GEN=Pcm1 /FEA=FLmRNA /CNT=107 /TID=Mm.28192.1 /TIER=FL+Stack /STK=22 /UG=Mm.28192 /LL=18536 /
MOE430_2_1418534_at 1464.8 1448.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB371406 /DB_XREF=gi:16406967 /DB_XREF=BB371406 /CLONE=C130058L18 /FEA=FLmRNA /CNT=78 /TID=Mm.36416.1 /TIER=Stack /STK=21 /UG
MOE430_2_1418592_at 88.4 72.1 P P 0.008057 0.01 0 NC 0.5 gb:NM_021422.1 /DB_XREF=gi:11496254 /GEN=Dnaja4 /FEA=FLmRNA /CNT=49 /TID=Mm.52319.1 /TIER=FL /STK=6 /UG=Mm.52319 /LL=58233 /DEF=Mu
MOE430_2_1418605_at 186.1 226.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011629.1 /DB_XREF=gi:6755860 /GEN=Nr2c1 /FEA=FLmRNA /CNT=38 /TID=Mm.3398.1 /TIER=FL+Stack /STK=21 /UG=Mm.3398 /LL=22025 /DEF
MOE430_2_1418631_at 769.5 752.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009459.1 /DB_XREF=gi:6678486 /GEN=Ube2h /FEA=FLmRNA /CNT=141 /TID=Mm.180409.1 /TIER=FL+Stack /STK=20 /UG=Mm.180409 /LL=22214
MOE430_2_1418672_at 36.5 33.3 P A 0.01 0.06 0 NC 0.5 gb:NM_013778.1 /DB_XREF=gi:7304878 /GEN=Akr1c13 /FEA=FLmRNA /CNT=48 /TID=Mm.27447.1 /TIER=FL+Stack /STK=20 /UG=Mm.27447 /LL=27384 /
MOE430_2_1418695_a_ 536.2 484.3 P P 0.000244 0.000244 0 NC 0.5 gb:BM506866 /DB_XREF=gi:18678009 /DB_XREF=ih31e04.y1 /CLONE=IMAGE:5678695 /FEA=FLmRNA /CNT=161 /TID=Mm.29194.1 /TIER=Stack /STK=50
MOE430_2_1418746_at 162.5 166.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019999.1 /DB_XREF=gi:9910441 /GEN=Brp17 /FEA=FLmRNA /CNT=54 /TID=Mm.177272.1 /TIER=FL+Stack /STK=19 /UG=Mm.177272 /LL=56695 /
MOE430_2_1418814_s_ 1894.7 2236 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025551.1 /DB_XREF=gi:13384977 /GEN=2410011G03Rik /FEA=FLmRNA /CNT=85 /TID=Mm.27886.1 /TIER=FL+Stack /STK=17 /UG=Mm.27886 /LL
MOE430_2_1418837_at 6.8 6.4 A A 0.39 0.3 0 NC 0.5 gb:AI195046 /DB_XREF=gi:3747652 /DB_XREF=ui59h09.x1 /CLONE=IMAGE:1886753 /FEA=FLmRNA /CNT=60 /TID=Mm.26928.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1418858_at 15.3 18.2 A P 0.14 0.03 0 NC 0.01 gb:NM_023617.1 /DB_XREF=gi:13994152 /GEN=1200011D03Rik /FEA=FLmRNA /CNT=37 /TID=Mm.20108.1 /TIER=FL+Stack /STK=17 /UG=Mm.20108 /LL
MOE430_2_1418883_a_ 6054.6 5910.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008774.1 /DB_XREF=gi:6679196 /GEN=Pabpc1 /FEA=FLmRNA /CNT=296 /TID=Mm.2642.1 /TIER=FL+Stack /STK=16 /UG=Mm.2642 /LL=18458 /D
MOE430_2_1418898_at 50.7 41 P P 0.01 0.01 0 NC 0.5 gb:NM_011699.1 /DB_XREF=gi:6755972 /GEN=Veli3-pending /FEA=FLmRNA /CNT=61 /TID=Mm.218854.1 /TIER=FL+Stack /STK=16 /UG=Mm.218854 /LL=
MOE430_2_1418927_a_ 191.6 192.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019986.1 /DB_XREF=gi:9910299 /GEN=Habp4 /FEA=FLmRNA /CNT=61 /TID=Mm.40989.1 /TIER=FL+Stack /STK=16 /UG=Mm.40989 /LL=56541 /D
MOE430_2_1418941_at 24.8 30.1 P P 0.00415 0.00415 0 NC 0.5 gb:NM_053147.1 /DB_XREF=gi:16716438 /GEN=Pcdhb22 /FEA=FLmRNA /CNT=24 /TID=Mm.17404.1 /TIER=FL+Stack /STK=16 /UG=Mm.17404 /LL=93893
MOE430_2_1418955_at 74 80.9 P P 0.000244 0.001221 0 NC 0.5 gb:NM_009567.1 /DB_XREF=gi:6677628 /GEN=Zfp93 /FEA=FLmRNA /CNT=24 /TID=Mm.5066.1 /TIER=FL+Stack /STK=16 /UG=Mm.5066 /LL=22755 /DEF
MOE430_2_1418976_s_ 45.2 46.3 P P 0.01 0.01 0 NC 0.5 gb:NM_009894.1 /DB_XREF=gi:6753421 /GEN=Cideb /FEA=FLmRNA /CNT=56 /TID=Mm.10737.1 /TIER=FL+Stack /STK=15 /UG=Mm.10737 /LL=12684 /D
MOE430_2_1418984_at 104.8 98.9 P P 0.000244 0.000244 0 NC 0.33 gb:AV287690 /DB_XREF=gi:16392110 /DB_XREF=AV287690 /CLONE=5031439B21 /FEA=FLmRNA /CNT=62 /TID=Mm.29127.1 /TIER=Stack /STK=17 /UG
MOE430_2_1419012_at 27.7 24.3 P P 0.001221 0.00293 0 NC 0.23 gb:AF107306.1 /DB_XREF=gi:4206772 /GEN=Fog-2 /FEA=FLmRNA /CNT=50 /TID=Mm.39496.1 /TIER=FL+Stack /STK=10 /UG=Mm.39496 /LL=22762 /DE
MOE430_2_1419038_a_ 104.9 109.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB283759 /DB_XREF=gi:8984208 /DB_XREF=BB283759 /CLONE=A930103E12 /FEA=FLmRNA /CNT=162 /TID=Mm.23692.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1419041_at 690 722.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC003977.1 /DB_XREF=gi:13278306 /FEA=FLmRNA /CNT=89 /TID=Mm.19803.1 /TIER=FL+Stack /STK=14 /UG=Mm.19803 /LL=71927 /UG_GENE=2310
MOE430_2_1419054_a_ 137.3 128 P P 0.005859 0.00415 0 NC 0.5 gb:NM_011877.1 /DB_XREF=gi:6755239 /GEN=Ptpn21 /FEA=FLmRNA /CNT=70 /TID=Mm.4420.1 /TIER=FL+Stack /STK=14 /UG=Mm.4420 /LL=24000 /DE
MOE430_2_1419069_at 70.3 66.5 P P 0.000244 0.001221 0 NC 0.5 gb:BB280137 /DB_XREF=gi:15411073 /DB_XREF=BB280137 /CLONE=A930023M04 /FEA=FLmRNA /CNT=53 /TID=Mm.101118.1 /TIER=Stack /STK=11 /U
MOE430_2_1419072_at 16.4 14.5 P P 0.01 0.01 0 NC 0.33 gb:NM_026672.1 /DB_XREF=gi:13386155 /GEN=0610005A07Rik /FEA=FLmRNA /CNT=36 /TID=Mm.29640.1 /TIER=FL+Stack /STK=14 /UG=Mm.29640 /LL
MOE430_2_1419112_at 105.4 100.4 P P 0.01 0.01 0 NC 0.5 gb:NM_008702.1 /DB_XREF=gi:6679071 /GEN=Nlk /FEA=FLmRNA /CNT=58 /TID=Mm.9001.1 /TIER=FL+Stack /STK=13 /UG=Mm.9001 /LL=18099 /DEF=M
MOE430_2_1419136_at 2.2 1.5 A A 0.86 0.96 0 NC 0.58 gb:NM_134066.1 /DB_XREF=gi:19527283 /GEN=AW146047 /FEA=FLmRNA /CNT=28 /TID=Mm.41337.1 /TIER=FL+Stack /STK=13 /UG=Mm.41337 /LL=105
MOE430_2_1419140_at 31.9 33.4 M P 0.05 0.03 0 NC 0.5 gb:NM_007397.1 /DB_XREF=gi:6680633 /GEN=Acvr2b /FEA=FLmRNA /CNT=19 /TID=Mm.8940.1 /TIER=FL+Stack /STK=13 /UG=Mm.8940 /LL=11481 /DE
MOE430_2_1419143_at 7.9 6.6 A A 0.27 0.21 0 NC 0.37 gb:NM_025738.1 /DB_XREF=gi:13385199 /GEN=4931420D14Rik /FEA=FLmRNA /CNT=15 /TID=Mm.45302.1 /TIER=FL+Stack /STK=13 /UG=Mm.45302 /LL
MOE430_2_1419147_at 1.6 0.8 A A 0.72 0.96 0 NC 0.64 gb:NM_020002.1 /DB_XREF=gi:9910527 /GEN=Rec8-pending /FEA=FLmRNA /CNT=21 /TID=Mm.23149.1 /TIER=FL+Stack /STK=13 /UG=Mm.23149 /LL=56
MOE430_2_1419162_s_ 75.7 70.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC013766.1 /DB_XREF=gi:15489335 /FEA=FLmRNA /CNT=147 /TID=Mm.12616.1 /TIER=FL+Stack /STK=12 /UG=Mm.12616 /LL=19107 /UG_GENE=Dn
MOE430_2_1419191_at 35.7 34.1 P P 0.008057 0.000732 0 NC 0.41 gb:NM_010434.1 /DB_XREF=gi:6754199 /GEN=Hipk3 /FEA=FLmRNA /CNT=52 /TID=Mm.20333.1 /TIER=FL+Stack /STK=12 /UG=Mm.20333 /LL=15259 /DE
MOE430_2_1419217_at 75.9 67.1 P P 0.000244 0.000732 0 NC 0.5 gb:NM_013789.1 /DB_XREF=gi:7305092 /GEN=Gnefr-pending /FEA=FLmRNA /CNT=23 /TID=Mm.76659.1 /TIER=FL+Stack /STK=12 /UG=Mm.76659 /LL=2
MOE430_2_1419222_at 44.2 28.9 A A 0.12 0.21 0 NC 0.5 gb:NM_009325.1 /DB_XREF=gi:6678232 /GEN=Tbxa2r /FEA=FLmRNA /CNT=16 /TID=Mm.4545.1 /TIER=FL+Stack /STK=12 /UG=Mm.4545 /LL=21390 /DE
MOE430_2_1419261_at 57.5 54.9 P P 0.01 0.03 0 NC 0.5 gb:NM_025862.1 /DB_XREF=gi:13385343 /GEN=2310016C19Rik /FEA=FLmRNA /CNT=115 /TID=Mm.45738.1 /TIER=FL+Stack /STK=11 /UG=Mm.45738 /L
MOE430_2_1419279_at 119.7 130.3 P P 0.000732 0.000732 0 NC 0.5 gb:BC011097.1 /DB_XREF=gi:15029755 /FEA=FLmRNA /CNT=88 /TID=Mm.8771.1 /TIER=FL+Stack /STK=11 /UG=Mm.8771 /LL=18718 /UG_GENE=Pip5k2
MOE430_2_1419308_at 265.7 275.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010569.1 /DB_XREF=gi:6754363 /GEN=Invs /FEA=FLmRNA /CNT=36 /TID=Mm.20896.1 /TIER=FL+Stack /STK=11 /UG=Mm.20896 /LL=16348 /DEF
MOE430_2_1419317_x_ 9.4 9.4 A A 0.75 0.63 0 NC 0.5 gb:NM_033175.1 /DB_XREF=gi:15042954 /GEN=Sprrl1 /FEA=FLmRNA /CNT=16 /TID=Mm.46420.1 /TIER=FL+Stack /STK=11 /UG=Mm.46420 /LL=94060 /D
MOE430_2_1419320_at 10.1 20.2 M A 0.05 0.19 0 NC 0.5 gb:NM_019950.1 /DB_XREF=gi:9910283 /GEN=Chst5 /FEA=FLmRNA /CNT=19 /TID=Mm.25646.1 /TIER=FL+Stack /STK=11 /UG=Mm.25646 /LL=56773 /D
MOE430_2_1419323_at 9.2 10.8 A A 0.27 0.19 0 NC 0.3 gb:NM_011059.1 /DB_XREF=gi:6755013 /GEN=Pdi1 /FEA=FLmRNA /CNT=18 /TID=Mm.20854.1 /TIER=FL+Stack /STK=11 /UG=Mm.20854 /LL=18599 /DE
MOE430_2_1419327_at 977.7 1213.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_053181.1 /DB_XREF=gi:16716470 /GEN=AA415817 /FEA=FLmRNA /CNT=32 /TID=Mm.22635.1 /TIER=FL+Stack /STK=11 /UG=Mm.22635 /LL=9418
MOE430_2_1419341_at 1.5 2.6 A A 0.75 0.72 0 NC 0.5 gb:NM_007939.1 /DB_XREF=gi:6679662 /GEN=Epha8 /FEA=FLmRNA /CNT=15 /TID=Mm.1390.1 /TIER=FL+Stack /STK=11 /UG=Mm.1390 /LL=13842 /DEF
MOE430_2_1419357_at 82.7 106.7 P P 0.000244 0.000732 0 NC 0.5 gb:NM_133934.1 /DB_XREF=gi:20149315 /GEN=AU020769 /FEA=FLmRNA /CNT=97 /TID=Mm.28916.1 /TIER=FL+Stack /STK=10 /UG=Mm.28916 /LL=1012
MOE430_2_1419363_a_ 312.7 299.9 P P 0.000732 0.000732 0 NC 0.5 gb:BF787384 /DB_XREF=gi:12092420 /DB_XREF=602113783F1 /CLONE=IMAGE:4241684 /FEA=FLmRNA /CNT=91 /TID=Mm.28579.1 /TIER=Stack /STK=2
MOE430_2_1419382_a_ 502.5 509.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_030686.1 /DB_XREF=gi:13507611 /GEN=D14Ucla2 /FEA=FLmRNA /CNT=33 /TID=Mm.27427.1 /TIER=FL+Stack /STK=10 /UG=Mm.27427 /LL=2820
MOE430_2_1419422_at 11.2 13.6 P P 0.01 0.005859 0 NC 0.21 gb:NM_016927.1 /DB_XREF=gi:8393964 /GEN=Pkd2l2 /FEA=FLmRNA /CNT=27 /TID=Mm.202751.1 /TIER=FL+Stack /STK=10 /UG=Mm.202751 /LL=53871 
MOE430_2_1419432_at 2.8 2.8 A A 0.63 0.69 0 NC 0.5 gb:NM_009241.1 /DB_XREF=gi:7106418 /GEN=Spam /FEA=FLmRNA /CNT=13 /TID=Mm.4688.1 /TIER=FL+Stack /STK=10 /UG=Mm.4688 /LL=20690 /DEF
MOE430_2_1419433_at 174.7 173.6 P P 0.000732 0.000732 0 NC 0.5 gb:NM_008743.1 /DB_XREF=gi:6679145 /GEN=Nthl1 /FEA=FLmRNA /CNT=13 /TID=Mm.148315.1 /TIER=FL+Stack /STK=10 /UG=Mm.148315 /LL=18207 /
MOE430_2_1419450_at 480.5 510.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025661.1 /DB_XREF=gi:13385127 /GEN=2810011N17Rik /FEA=FLmRNA /CNT=144 /TID=Mm.180546.1 /TIER=FL+Stack /STK=9 /UG=Mm.180546 /
MOE430_2_1419454_x_ 88.5 88.1 P P 0.001953 0.000732 0 NC 0.5 gb:BB756606 /DB_XREF=gi:16185442 /DB_XREF=BB756606 /CLONE=G270076A01 /FEA=FLmRNA /CNT=101 /TID=Mm.6370.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1419495_at 173.6 180.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_053122.1 /DB_XREF=gi:16716420 /GEN=Immp2l-pending /FEA=FLmRNA /CNT=25 /TID=Mm.41069.1 /TIER=FL+Stack /STK=9 /UG=Mm.41069 /LL=
MOE430_2_1419514_at 2 2.6 A A 0.69 0.53 0 NC 0.49 gb:U54499.1 /DB_XREF=gi:1498309 /FEA=FLmRNA /CNT=26 /TID=Mm.4832.1 /TIER=FL /STK=1 /UG=Mm.4832 /LL=18740 /UG_GENE=Pitx1 /DEF=Mus m
MOE430_2_1419528_at 0.9 0.9 A A 0.69 0.63 0 NC 0.53 gb:NM_009286.1 /DB_XREF=gi:6678158 /GEN=Sth2 /FEA=FLmRNA /CNT=17 /TID=Mm.3009.1 /TIER=FL+Stack /STK=9 /UG=Mm.3009 /LL=20865 /DEF=M
MOE430_2_1419529_at 2.9 7.4 A A 0.66 0.63 0 NC 0.5 gb:NM_031252.1 /DB_XREF=gi:13752578 /GEN=Il23a /FEA=FLmRNA /CNT=16 /TID=Mm.125482.1 /TIER=FL+Stack /STK=9 /UG=Mm.125482 /LL=83430 /D
MOE430_2_1419560_at 1.6 0.7 A A 0.79 0.95 0 NC 0.74 gb:NM_008280.1 /DB_XREF=gi:6680264 /GEN=Lipc /FEA=FLmRNA /CNT=42 /TID=Mm.362.1 /TIER=FL+Stack /STK=8 /UG=Mm.362 /LL=15450 /DEF=Mus
MOE430_2_1419561_at 1 0.5 A A 0.8 0.97 0 NC 0.9 gb:NM_011337.1 /DB_XREF=gi:6755431 /GEN=Scya3 /FEA=FLmRNA /CNT=34 /TID=Mm.1282.1 /TIER=FL+Stack /STK=8 /UG=Mm.1282 /LL=20302 /DEF=
MOE430_2_1419572_a_ 88.9 89.6 P P 0.000244 0.001221 0 NC 0.5 gb:NM_008992.1 /DB_XREF=gi:6680613 /GEN=Abcd4 /FEA=FLmRNA /CNT=31 /TID=Mm.192181.1 /TIER=FL+Stack /STK=8 /UG=Mm.192181 /LL=19300 /
MOE430_2_1419618_at 2.3 1.5 A A 0.66 0.78 0 NC 0.37 gb:NM_130452.1 /DB_XREF=gi:18485501 /GEN=Bbox1 /FEA=FLmRNA /CNT=19 /TID=Mm.27335.1 /TIER=FL+Stack /STK=8 /UG=Mm.27335 /LL=170442 /
MOE430_2_1419641_at 142.8 137.8 P P 0.000244 0.000244 0 NC 0.5 gb:BE648479 /DB_XREF=gi:9974300 /DB_XREF=UI-M-BH2.1-apl-b-06-0-UI.r1 /CLONE=UI-M-BH2.1-apl-b-06-0-UI /FEA=FLmRNA /CNT=193 /TID=Mm.
MOE430_2_1419652_s_ 111.8 117.3 P P 0.001953 0.001953 0 NC 0.5 gb:AK009389.1 /DB_XREF=gi:12844157 /FEA=FLmRNA /CNT=106 /TID=Mm.46513.1 /TIER=Stack /STK=59 /UG=Mm.46513 /LL=67149 /UG_GENE=261020
MOE430_2_1419655_at 513.7 528.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC006672.1 /DB_XREF=gi:13879383 /FEA=FLmRNA /CNT=130 /TID=Mm.24255.1 /TIER=Stack /STK=42 /UG=Mm.24255 /LL=21887 /UG_GENE=Tle3 /
MOE430_2_1419678_at 56.6 54.8 P P 0.00415 0.00293 0 NC 0.5 gb:NM_015771.1 /DB_XREF=gi:7657294 /GEN=Lats2 /FEA=FLmRNA /CNT=52 /TID=Mm.202747.1 /TIER=FL /STK=7 /UG=Mm.202747 /LL=50523 /DEF=Mu
MOE430_2_1419685_at 48.4 72.1 P P 0.00415 0.00415 0 NC 0.5 gb:NM_030680.1 /DB_XREF=gi:13507600 /GEN=Rent1 /FEA=FLmRNA /CNT=35 /TID=Mm.147889.1 /TIER=FL /STK=7 /UG=Mm.147889 /LL=19704 /DEF=M
MOE430_2_1419688_at 211.8 235.3 P P 0.001221 0.001221 0 NC 0.5 gb:BC023448.1 /DB_XREF=gi:19483875 /FEA=FLmRNA /CNT=22 /TID=Mm.101421.1 /TIER=FL /STK=7 /UG=Mm.101421 /LL=23888 /UG_GENE=Gpc6 /DE
MOE430_2_1419736_a_ 1222.1 1317.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025437.1 /DB_XREF=gi:13384837 /GEN=1500010B24Rik /FEA=FLmRNA /CNT=118 /TID=Mm.65264.1 /TIER=FL /STK=6 /UG=Mm.65264 /LL=66235
MOE430_2_1419738_a_ 2776.8 2584.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009416.2 /DB_XREF=gi:11875202 /GEN=Tpm2 /FEA=FLmRNA /CNT=122 /TID=Mm.646.1 /TIER=FL /STK=6 /UG=Mm.646 /LL=22004 /DEF=Mus mu
MOE430_2_1419739_at 45.6 36.9 P P 0.000244 0.000244 0 NC 0.57 gb:NM_009416.2 /DB_XREF=gi:11875202 /GEN=Tpm2 /FEA=FLmRNA /CNT=122 /TID=Mm.646.1 /TIER=FL /STK=6 /UG=Mm.646 /LL=22004 /DEF=Mus mu
MOE430_2_1419742_at 75.6 89.6 P P 0.008057 0.01 0 NC 0.5 gb:NM_026091.1 /DB_XREF=gi:13385589 /GEN=1700037H04Rik /FEA=FLmRNA /CNT=47 /TID=Mm.27711.1 /TIER=FL /STK=6 /UG=Mm.27711 /LL=67326 /
MOE430_2_1419753_at 231.8 225.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK013866.1 /DB_XREF=gi:12851391 /FEA=FLmRNA /CNT=48 /TID=Mm.116870.1 /TIER=ConsEnd /STK=6 /UG=Mm.116870 /LL=74164 /UG_GENE=Nfx
MOE430_2_1419766_at 30.3 37.3 A P 0.11 0.03 0 NC 0.86 gb:NM_010831.1 /DB_XREF=gi:6754745 /GEN=Snf1lk /FEA=FLmRNA /CNT=25 /TID=Mm.23789.1 /TIER=FL /STK=6 /UG=Mm.23789 /LL=17691 /DEF=Mus
MOE430_2_1419797_at 3.7 3.5 A A 0.35 0.33 0 NC 0.33 gb:AA672641 /DB_XREF=gi:2644858 /DB_XREF=vp57a05.r1 /CLONE=IMAGE:1080752 /FEA=EST /CNT=2 /TID=Mm.27975.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419809_s_ 321.7 321.3 P P 0.000244 0.000244 0 NC 0.5 gb:AU022131 /DB_XREF=gi:3387090 /DB_XREF=AU022131 /CLONE=J0408H12 /FEA=EST /CNT=1 /TID=Mm.219724.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1419822_at 9.1 7.8 A A 0.43 0.36 0 NC 0.04 gb:AI747163 /DB_XREF=gi:5125427 /DB_XREF=ul12e09.x1 /CLONE=IMAGE:2076616 /FEA=EST /CNT=1 /TID=Mm.38779.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419823_s_ 103.5 141.7 P P 0.03 0.03 0 NC 0.5 gb:AW492498 /DB_XREF=gi:7062779 /DB_XREF=UI-M-BH3-atg-c-01-0-UI.s1 /CLONE=UI-M-BH3-atg-c-01-0-UI /FEA=EST /CNT=1 /TID=Mm.206971.1 
MOE430_2_1419894_at 32.1 23.5 M A 0.05 0.06 0 NC 0.5 gb:AI390493 /DB_XREF=gi:4216500 /DB_XREF=mu75e01.y1 /CLONE=IMAGE:651384 /FEA=EST /CNT=3 /TID=Mm.37656.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419905_s_ 4.4 3.4 A A 0.17 0.69 0 NC 0.72 gb:AV026552 /DB_XREF=gi:4803544 /DB_XREF=AV026552 /CLONE=1210002B12 /FEA=EST /CNT=1 /TID=Mm.199536.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419938_s_ 109.1 95 P P 0.000244 0.000732 0 NC 0.5 gb:AW558066 /DB_XREF=gi:7203495 /DB_XREF=L0290C06-3 /CLONE=L0290C06 /FEA=EST /CNT=1 /TID=Mm.199412.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419950_s_ 258.3 274.6 P P 0.000244 0.000244 0 NC 0.5 gb:C80427 /DB_XREF=gi:2520757 /DB_XREF=C80427 /CLONE=J0081G06 /FEA=EST /CNT=1 /TID=Mm.195255.1 /TIER=ConsEnd /STK=1 /UG=Mm.19525
MOE430_2_1419976_s_ 252.1 250 P P 0.000244 0.000244 0 NC 0.5 gb:C79787 /DB_XREF=gi:2520117 /DB_XREF=C79787 /CLONE=J0071H05 /FEA=EST /CNT=1 /TID=Mm.10285.1 /TIER=ConsEnd /STK=1 /UG=Mm.10285 /
MOE430_2_1419979_s_ 611.4 561.5 P P 0.001953 0.001953 0 NC 0.5 gb:AU044960 /DB_XREF=gi:3981143 /DB_XREF=AU044960 /CLONE=J0928A02 /FEA=EST /CNT=1 /TID=Mm.213110.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1419980_at 4.7 1.8 A A 0.6 0.78 0 NC 0.29 gb:AU044960 /DB_XREF=gi:3981143 /DB_XREF=AU044960 /CLONE=J0928A02 /FEA=EST /CNT=1 /TID=Mm.213110.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1419989_at 10.2 12.7 A A 0.56 0.33 0 NC 0.33 gb:C77953 /DB_XREF=gi:2518283 /DB_XREF=C77953 /CLONE=J0040D09 /FEA=EST /CNT=1 /TID=Mm.195331.1 /TIER=ConsEnd /STK=0 /UG=Mm.19533
MOE430_2_1420023_at 21.8 26 A M 0.1 0.05 0 NC 0.27 gb:C77379 /DB_XREF=gi:2517709 /DB_XREF=C77379 /CLONE=J0030B02 /FEA=EST /CNT=1 /TID=Mm.219714.1 /TIER=ConsEnd /STK=1 /UG=Mm.21971
MOE430_2_1420026_at 8.9 8.5 A A 0.39 0.39 0 NC 0.19 gb:C79663 /DB_XREF=gi:2519993 /DB_XREF=C79663 /CLONE=J0070B02 /FEA=EST /CNT=1 /TID=Mm.221003.1 /TIER=ConsEnd /STK=0 /UG=Mm.22100
MOE430_2_1420033_s_ 413.9 351.6 P P 0.000732 0.000732 0 NC 0.5 gb:AU019644 /DB_XREF=gi:3375228 /DB_XREF=AU019644 /CLONE=J0520E06 /FEA=EST /CNT=1 /TID=Mm.195322.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420056_s_ 137.2 127 P P 0.000732 0.000732 0 NC 0.5 gb:C78652 /DB_XREF=gi:2518982 /DB_XREF=C78652 /CLONE=J0052F12 /FEA=EST /CNT=1 /TID=Mm.195385.1 /TIER=ConsEnd /STK=1 /UG=Mm.19538
MOE430_2_1420063_at 6.4 6.6 A A 0.39 0.33 0 NC 0.19 gb:BE628832 /DB_XREF=gi:9911520 /DB_XREF=uu08g02.x1 /CLONE=IMAGE:3371378 /FEA=EST /CNT=1 /TID=Mm.102682.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1420084_at 4.3 3.5 A A 0.27 0.5 0 NC 0.83 gb:AA591039 /DB_XREF=gi:2404352 /DB_XREF=vl47b06.s1 /CLONE=IMAGE:975347 /FEA=EST /CNT=1 /TID=Mm.7025.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420095_s_ 419.8 337.4 P P 0.000244 0.000244 0 NC 0.5 gb:AI326272 /DB_XREF=gi:4060701 /DB_XREF=ml33f06.x1 /CLONE=IMAGE:513827 /FEA=EST /CNT=1 /TID=Mm.206897.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420101_at 7.3 4.6 P A 0.03 0.18 0 NC 0.5 gb:C78858 /DB_XREF=gi:2519188 /DB_XREF=C78858 /CLONE=J0056D12 /FEA=EST /CNT=1 /TID=Mm.25004.1 /TIER=ConsEnd /STK=1 /UG=Mm.25004 /
MOE430_2_1420103_at 25.1 22.9 A P 0.19 0.03 0 NC 0.5 gb:AA589431 /DB_XREF=gi:2402811 /DB_XREF=vl46h08.s1 /CLONE=IMAGE:975327 /FEA=EST /CNT=1 /TID=Mm.103849.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420106_at 52.7 71.4 P P 0.01 0.00415 0 NC 0.5 gb:AA982064 /DB_XREF=gi:3160833 /DB_XREF=vw61a04.s1 /CLONE=IMAGE:1248270 /FEA=EST /CNT=1 /TID=Mm.199593.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1420113_s_ 596.3 567 P P 0.000244 0.000244 0 NC 0.5 gb:AA409325 /DB_XREF=gi:2068665 /DB_XREF=EST03750 /CLONE=C0039E10 /FEA=EST /CNT=1 /TID=Mm.199425.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420119_s_ 11.3 15.8 M P 0.05 0.000244 0 NC 0.19 gb:AU020177 /DB_XREF=gi:3375761 /DB_XREF=AU020177 /CLONE=J0528D07 /FEA=EST /CNT=1 /TID=Mm.198140.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420129_s_ 2688.7 2658 P P 0.000244 0.000244 0 NC 0.5 gb:AA409545 /DB_XREF=gi:2066201 /DB_XREF=EST01286 /CLONE=C0007H05 /FEA=EST /CNT=1 /TID=Mm.219697.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420145_at 1.1 0.7 A A 0.87 0.62 0 NC 0.5 gb:AI464227 /DB_XREF=gi:4318257 /DB_XREF=vc42e08.x1 /CLONE=IMAGE:777254 /FEA=EST /CNT=1 /TID=Mm.36240.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420167_at 7.8 13.4 P P 0.04 0.03 0 NC 0.39 gb:AV207794 /DB_XREF=gi:6148647 /DB_XREF=AV207794 /CLONE=1700097C19 /FEA=EST /CNT=1 /TID=Mm.183482.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420187_at 0.5 1.4 A A 0.72 0.65 0 NC 0.29 gb:BG065712 /DB_XREF=gi:12548275 /DB_XREF=H3034D04-3 /CLONE=H3034D04 /FEA=EST /CNT=1 /TID=Mm.5518.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420209_at 1.3 4.2 A A 0.95 0.75 0 NC 0.5 gb:AV132298 /DB_XREF=gi:5318533 /DB_XREF=AV132298 /CLONE=2700089B10 /FEA=EST /CNT=1 /TID=Mm.62979.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420233_at 1.4 1.9 A A 0.69 0.72 0 NC 0.09 gb:BB204543 /DB_XREF=gi:8869496 /DB_XREF=BB204543 /CLONE=A430058H10 /FEA=EST /CNT=1 /TID=Mm.215042.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420251_at 3.6 4 A A 0.5 0.39 0 NC 0.2 gb:AV172782 /DB_XREF=gi:5379220 /DB_XREF=AV172782 /CLONE=3632410N05 /FEA=EST /CNT=1 /TID=Mm.177311.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420267_at 0.5 0.3 A A 0.66 0.66 0 NC 0.7 gb:AV159176 /DB_XREF=gi:5402811 /DB_XREF=AV159176 /CLONE=3010022D13 /FEA=EST /CNT=1 /TID=Mm.2470.2 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420278_at 1.3 0.9 A A 0.87 0.85 0 NC 0.3 gb:AV204466 /DB_XREF=gi:6145319 /DB_XREF=AV204466 /CLONE=1700055D06 /FEA=EST /CNT=1 /TID=Mm.56997.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420300_at 0.7 0.6 A A 0.75 0.91 0 NC 0.7 gb:AV379247 /DB_XREF=gi:6428256 /DB_XREF=AV379247 /CLONE=9230004G21 /FEA=EST /CNT=1 /TID=Mm.45112.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420326_s_ 295.5 321.4 P P 0.000244 0.000244 0 NC 0.5 gb:AI256853 /DB_XREF=gi:3864378 /DB_XREF=ui21h08.y1 /CLONE=IMAGE:1851999 /FEA=EST /CNT=1 /TID=Mm.207022.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420329_at 127 111.3 P P 0.005859 0.00415 0 NC 0.5 gb:NM_024273.1 /DB_XREF=gi:13357215 /GEN=4930455C21Rik /FEA=FLmRNA /CNT=20 /TID=Mm.132231.1 /TIER=FL /STK=6 /UG=Mm.132231 /LL=7691



MOE430_2_1420358_at 1.2 3.4 A A 0.78 0.69 0 NC 0.36 gb:NM_010671.1 /DB_XREF=gi:6754491 /GEN=Krtap13 /FEA=FLmRNA /CNT=7 /TID=Mm.12889.1 /TIER=FL /STK=6 /UG=Mm.12889 /LL=16699 /DEF=Mus
MOE430_2_1420372_at 114.1 144.7 P P 0.000732 0.000732 0 NC 0.5 gb:AI893916 /DB_XREF=gi:5599818 /DB_XREF=mc42h06.y1 /CLONE=IMAGE:351227 /FEA=FLmRNA /CNT=65 /TID=Mm.30228.1 /TIER=Stack /STK=16 /U
MOE430_2_1420384_at 41.3 45.9 P P 0.001953 0.000244 0 NC 0.5 gb:AK018103.1 /DB_XREF=gi:12857664 /FEA=FLmRNA /CNT=73 /TID=Mm.38108.1 /TIER=Stack /STK=14 /UG=Mm.38108 /LL=68018 /UG_GENE=Col4a3b
MOE430_2_1420426_at 3.6 4.1 A A 0.69 0.56 0 NC 0.5 gb:NM_032394.1 /DB_XREF=gi:14161693 /GEN=Myo7b /FEA=FLmRNA /CNT=15 /TID=Mm.22902.1 /TIER=FL /STK=5 /UG=Mm.22902 /LL=17922 /DEF=Mu
MOE430_2_1420474_at 841 1020.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM215160 /DB_XREF=gi:17773567 /DB_XREF=C0861E06-3 /CLONE=C0861E06 /FEA=FLmRNA /CNT=451 /TID=Mm.4143.1 /TIER=Stack /STK=95 /UG
MOE430_2_1420485_at 10.3 10 A A 0.14 0.33 0 NC 0.33 gb:NM_023554.1 /DB_XREF=gi:13487913 /GEN=2210008F15Rik /FEA=FLmRNA /CNT=116 /TID=Mm.142195.1 /TIER=FL /STK=4 /UG=Mm.142195 /LL=700
MOE430_2_1420516_at 14.9 12.3 M A 0.05 0.11 0 NC 0.5 gb:NM_015770.1 /DB_XREF=gi:13929209 /GEN=a /FEA=FLmRNA /CNT=16 /TID=Mm.1890.1 /TIER=FL /STK=4 /UG=Mm.1890 /LL=50518 /DEF=Mus musc
MOE430_2_1420556_at 50.6 61 A A 0.17 0.14 0 NC 0.5 gb:NM_011025.1 /DB_XREF=gi:6754959 /GEN=Oxt /FEA=FLmRNA /CNT=8 /TID=Mm.16745.1 /TIER=FL /STK=4 /UG=Mm.16745 /LL=18429 /DEF=Mus mu
MOE430_2_1420603_s_ 146.9 158.1 P P 0.03 0.03 0 NC 0.5 gb:NM_009016.1 /DB_XREF=gi:6679616 /GEN=Raet1a /FEA=FLmRNA /CNT=4 /TID=Mm.196428.1 /TIER=FL /STK=4 /UG=Mm.196428 /LL=19368 /DEF=M
MOE430_2_1420618_at 168.6 177.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026252.1 /DB_XREF=gi:13385759 /GEN=4930447D24Rik /FEA=FLmRNA /CNT=161 /TID=Mm.23178.1 /TIER=ConsEnd /STK=0 /UG=Mm.23178 /LL=
MOE430_2_1420629_a_ 145.8 126.3 P P 0.000732 0.000732 0 NC 0.5 gb:NM_023646.1 /DB_XREF=gi:13994154 /GEN=Dnaja3 /FEA=FLmRNA /CNT=43 /TID=Mm.28330.1 /TIER=FL /STK=3 /UG=Mm.28330 /LL=83945 /DEF=Mu
MOE430_2_1420656_at 31.5 33.7 A A 0.09 0.12 0 NC 0.5 gb:AF324495.1 /DB_XREF=gi:15088541 /GEN=Abcg8 /FEA=FLmRNA /CNT=27 /TID=Mm.26581.1 /TIER=FL /STK=3 /UG=Mm.26581 /LL=67470 /DEF=Mus
MOE430_2_1420661_a_ 49.3 42 P P 0.001221 0.00293 0 NC 0.5 gb:NM_025757.1 /DB_XREF=gi:13385221 /GEN=4933439F18Rik /FEA=FLmRNA /CNT=23 /TID=Mm.29950.1 /TIER=FL /STK=3 /UG=Mm.29950 /LL=66771 /
MOE430_2_1420728_at 17.8 19 P P 0.008057 0.01 0 NC 0.5 gb:NM_010665.1 /DB_XREF=gi:6754485 /GEN=Krt1-2 /FEA=FLmRNA /CNT=7 /TID=Mm.4161.1 /TIER=FL /STK=3 /UG=Mm.4161 /LL=16670 /DEF=Mus mu
MOE430_2_1420769_at 12.4 8.8 A A 0.17 0.19 0 NC 0.5 gb:NM_030150.1 /DB_XREF=gi:13386455 /GEN=D11Lgp2e /FEA=FLmRNA /CNT=4 /TID=Mm.170797.1 /TIER=FL /STK=3 /UG=Mm.170797 /LL=80861 /DEF
MOE430_2_1420780_at 12.5 11.3 A A 0.06 0.09 0 NC 0.5 gb:NM_020051.1 /DB_XREF=gi:9910133 /GEN=Ascl3 /FEA=FLmRNA /CNT=6 /TID=Mm.29275.1 /TIER=FL /STK=3 /UG=Mm.29275 /LL=56787 /DEF=Mus m
MOE430_2_1420781_at 1 0.8 A A 0.85 0.82 0 NC 0.45 gb:NM_053258.1 /DB_XREF=gi:16751838 /GEN=Etos1 /FEA=FLmRNA /CNT=5 /TID=Mm.33821.1 /TIER=FL /STK=3 /UG=Mm.33821 /LL=114660 /DEF=Mus
MOE430_2_1420783_at 0.8 2.5 A A 0.98 0.85 0 NC 0.18 gb:NM_025741.1 /DB_XREF=gi:13385201 /GEN=4931412G03Rik /FEA=FLmRNA /CNT=5 /TID=Mm.158128.1 /TIER=FL /STK=3 /UG=Mm.158128 /LL=66745
MOE430_2_1420788_at 19.9 23.3 P P 0.02 0.01 0 NC 0.5 gb:NM_016970.1 /DB_XREF=gi:8850224 /GEN=Klrg1 /FEA=FLmRNA /CNT=4 /TID=Mm.20434.1 /TIER=FL /STK=3 /UG=Mm.20434 /LL=50928 /DEF=Mus m
MOE430_2_1420814_at 2859.7 2765.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008112.1 /DB_XREF=gi:6679986 /GEN=Gdi3 /FEA=FLmRNA /CNT=436 /TID=Mm.24443.1 /TIER=FL /STK=2 /UG=Mm.24443 /LL=14569 /DEF=Mus 
MOE430_2_1420822_s_ 236.3 228.8 P P 0.000244 0.000244 0 NC 0.5 gb:BQ176371 /DB_XREF=gi:20351863 /DB_XREF=UI-M-DJ2-bwg-j-16-0-UI.s1 /CLONE=UI-M-DJ2-bwg-j-16-0-UI /FEA=FLmRNA /CNT=247 /TID=Mm.6
MOE430_2_1420825_at 31.1 30.5 P P 0.000244 0.000244 0 NC 0.37 gb:NM_019694.1 /DB_XREF=gi:9789996 /GEN=Letm1 /FEA=FLmRNA /CNT=233 /TID=Mm.26947.1 /TIER=FL /STK=2 /UG=Mm.26947 /LL=56384 /DEF=Mu
MOE430_2_1420828_s_ 3804.8 3854 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011739.1 /DB_XREF=gi:6756038 /GEN=Ywhaq /FEA=FLmRNA /CNT=245 /TID=Mm.14722.1 /TIER=FL /STK=2 /UG=Mm.14722 /LL=22630 /DEF=Mu
MOE430_2_1420829_a_ 2325.4 2398.3 P P 0.000244 0.000244 0 NC 0.5 gb:AW536266 /DB_XREF=gi:7178683 /DB_XREF=G0102D11-3 /CLONE=G0102D11 /FEA=FLmRNA /CNT=245 /TID=Mm.14722.1 /TIER=Stack /STK=96 /UG
MOE430_2_1420832_at 234.8 251.3 P P 0.001221 0.001953 0 NC 0.5 gb:AK004880.1 /DB_XREF=gi:12836397 /GEN=Qscn6 /FEA=FLmRNA /CNT=226 /TID=Mm.27035.1 /TIER=Stack /STK=114 /UG=Mm.27035 /LL=104009 /U
MOE430_2_1420859_at 53.3 41 P P 0.000244 0.001221 0 NC 0.5 gb:AK010212.1 /DB_XREF=gi:12845490 /FEA=FLmRNA /CNT=134 /TID=Mm.3193.1 /TIER=Stack /STK=85 /UG=Mm.3193 /LL=18767 /UG_GENE=Pkia /UG
MOE430_2_1420888_at 258.2 268.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM228788 /DB_XREF=gi:17791544 /DB_XREF=K0268A07-3 /CLONE=K0268A07 /FEA=FLmRNA /CNT=102 /TID=Mm.3882.1 /TIER=Stack /STK=54 /UG
MOE430_2_1420918_at 45.7 53.5 A M 0.08 0.05 0 NC 0.5 gb:NM_133220.1 /DB_XREF=gi:18959279 /GEN=Cisk /FEA=FLmRNA /CNT=111 /TID=Mm.78106.1 /TIER=FL /STK=2 /UG=Mm.78106 /LL=170755 /DEF=Mu
MOE430_2_1420949_at 52 45.1 P M 0.01 0.05 0 NC 0.75 gb:NM_133206.1 /DB_XREF=gi:18875353 /GEN=Zrfp1-pending /FEA=FLmRNA /CNT=80 /TID=Mm.156616.1 /TIER=FL /STK=2 /UG=Mm.156616 /LL=17073
MOE430_2_1420952_at 1177 1257.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB701473 /DB_XREF=gi:16050297 /DB_XREF=BB701473 /CLONE=7420429K02 /FEA=FLmRNA /CNT=117 /TID=Mm.46401.1 /TIER=Stack /STK=17 /U
MOE430_2_1420973_at 30 28.4 P P 0.001953 0.008057 0 NC 0.5 gb:BB699910 /DB_XREF=gi:16048734 /DB_XREF=BB699910 /CLONE=7420416H04 /FEA=FLmRNA /CNT=54 /TID=Mm.46544.1 /TIER=Stack /STK=25 /UG
MOE430_2_1420977_at 168.1 153.6 P P 0.000732 0.000732 0 NC 0.5 gb:BB637556 /DB_XREF=gi:15401028 /DB_XREF=BB637556 /CLONE=A530083O14 /FEA=FLmRNA /CNT=89 /TID=Mm.4389.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1421003_at 30.3 26.1 P P 0.00293 0.01 0 NC 0.5 gb:NM_020273.1 /DB_XREF=gi:9937989 /GEN=Gmeb1 /FEA=FLmRNA /CNT=38 /TID=Mm.103489.1 /TIER=FL /STK=2 /UG=Mm.103489 /LL=56809 /DEF=M
MOE430_2_1421022_x_ 424.7 433.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025421.1 /DB_XREF=gi:13384809 /GEN=1110039O14Rik /FEA=FLmRNA /CNT=21 /TID=Mm.20309.1 /TIER=FL /STK=2 /UG=Mm.20309 /LL=66204 
MOE430_2_1421043_s_ 148 116.7 P P 0.001953 0.001221 0 NC 0.5 gb:BE865221 /DB_XREF=gi:10387047 /DB_XREF=UI-M-BH2.1-ape-d-11-0-UI.r1 /CLONE=UI-M-BH2.1-ape-d-11-0-UI /FEA=FLmRNA /CNT=63 /TID=Mm
MOE430_2_1421060_at 92.4 78.9 P P 0.001221 0.001953 0 NC 0.5 gb:AF312858.1 /DB_XREF=gi:11762015 /GEN=Mllt1 /FEA=FLmRNA /CNT=25 /TID=Mm.148748.1 /TIER=FL /STK=2 /UG=Mm.148748 /LL=64144 /DEF=Mu
MOE430_2_1421088_at 1452.4 1505.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC006622.1 /DB_XREF=gi:13879295 /FEA=FLmRNA /CNT=39 /TID=Mm.1528.1 /TIER=FL /STK=2 /UG=Mm.1528 /LL=14735 /UG_GENE=Gpc4 /DEF=M
MOE430_2_1421102_a_ 326.3 320.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009498.1 /DB_XREF=gi:6678552 /GEN=Vamp3 /FEA=FLmRNA /CNT=15 /TID=Mm.168744.1 /TIER=FL /STK=2 /UG=Mm.168744 /LL=22319 /DEF=M
MOE430_2_1421107_at 28.3 28.6 P A 0.00293 0.08 0 NC 0.9 gb:NM_021420.1 /DB_XREF=gi:12328813 /GEN=Stk4 /FEA=FLmRNA /CNT=32 /TID=Mm.133478.1 /TIER=FL /STK=2 /UG=Mm.133478 /LL=58231 /DEF=M
MOE430_2_1421116_a_ 2004.6 1915.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_024226.1 /DB_XREF=gi:13195647 /GEN=Rtn4 /FEA=FLmRNA /CNT=15 /TID=Mm.220966.1 /TIER=FL /STK=2 /UG=Mm.220966 /LL=68585 /DEF=M
MOE430_2_1421164_a_ 258.1 298.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008488.1 /DB_XREF=gi:6678667 /GEN=Arhgef1 /FEA=FLmRNA /CNT=13 /TID=Mm.3181.1 /TIER=FL /STK=2 /UG=Mm.3181 /LL=16801 /DEF=Mus 
MOE430_2_1421186_at 7 6.3 A A 0.43 0.33 0 NC 0.48 gb:NM_009915.1 /DB_XREF=gi:6753465 /GEN=Cmkbr2 /FEA=FLmRNA /CNT=31 /TID=Mm.6272.1 /TIER=FL /STK=2 /UG=Mm.6272 /LL=12772 /DEF=Mus 
MOE430_2_1421197_a_ 354.1 386.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023190.1 /DB_XREF=gi:12963562 /GEN=Acinus-pending /FEA=FLmRNA /CNT=24 /TID=Mm.30236.2 /TIER=FL /STK=2 /UG=Mm.30236 /LL=56215 
MOE430_2_1421220_at 15.9 17.9 A M 0.07 0.05 0 NC 0.5 gb:NM_030886.1 /DB_XREF=gi:13562093 /GEN=Gtar-pending /FEA=FLmRNA /CNT=12 /TID=Mm.24624.1 /TIER=FL /STK=2 /UG=Mm.24624 /LL=81702 /D
MOE430_2_1421224_a_ 2 1.3 A A 0.8 0.96 0 NC 0.54 gb:AB008174.1 /DB_XREF=gi:4867900 /GEN=HNF1beta /FEA=FLmRNA /CNT=11 /TID=Mm.7226.1 /TIER=FL /STK=2 /UG=Mm.7226 /LL=21410 /DEF=Mus
MOE430_2_1421243_at 10 14.6 A A 0.33 0.24 0 NC 0.25 gb:AI414399 /DB_XREF=gi:4257903 /DB_XREF=ma98e05.x1 /CLONE=IMAGE:318752 /FEA=FLmRNA /CNT=17 /TID=Mm.214932.1 /TIER=ConsEnd /STK=1
MOE430_2_1421266_s_ 148.7 148.7 P P 0.00293 0.008057 0 NC 0.73 gb:NM_010908.1 /DB_XREF=gi:6754841 /GEN=Nfkbib /FEA=FLmRNA /CNT=9 /TID=Mm.220333.1 /TIER=FL /STK=2 /UG=Mm.220333 /LL=18036 /DEF=Mu
MOE430_2_1421284_at 66.3 78.2 P P 0.001221 0.000732 0 NC 0.5 gb:NM_013784.1 /DB_XREF=gi:7305382 /GEN=Pign /FEA=FLmRNA /CNT=17 /TID=Mm.37312.1 /TIER=FL /STK=2 /UG=Mm.37312 /LL=27392 /DEF=Mus m
MOE430_2_1421309_at 88.8 85.6 P P 0.02 0.01 0 NC 0.5 gb:NM_008598.1 /DB_XREF=gi:6678877 /GEN=Mgmt /FEA=FLmRNA /CNT=11 /TID=Mm.1216.1 /TIER=FL /STK=2 /UG=Mm.1216 /LL=17314 /DEF=Mus mu
MOE430_2_1421311_at 1.1 1.6 A A 0.88 0.93 0 NC 0.58 gb:NM_011043.1 /DB_XREF=gi:7242168 /GEN=Pcdh10 /FEA=FLmRNA /CNT=10 /TID=Mm.44368.1 /TIER=FL /STK=2 /UG=Mm.44368 /LL=18526 /DEF=Mu
MOE430_2_1421313_s_ 531.2 484.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007803.1 /DB_XREF=gi:6681086 /GEN=Cttn /FEA=FLmRNA /CNT=10 /TID=Mm.206790.1 /TIER=FL /STK=2 /UG=Mm.206790 /LL=13043 /DEF=Mus
MOE430_2_1421352_at 36 35.1 A A 0.17 0.21 0 NC 0.5 gb:NM_011604.1 /DB_XREF=gi:6755814 /GEN=Tlr6 /FEA=FLmRNA /CNT=10 /TID=Mm.42146.1 /TIER=FL /STK=2 /UG=Mm.42146 /LL=21899 /DEF=Mus m
MOE430_2_1421410_a_ 2.2 2.7 A A 0.85 0.87 0 NC 0.28 gb:BC002123.1 /DB_XREF=gi:12805312 /FEA=FLmRNA /CNT=8 /TID=Mm.57174.1 /TIER=FL /STK=2 /UG=Mm.57174 /LL=19201 /UG_GENE=Pstpip2 /DEF
MOE430_2_1421422_at 22.9 26 P P 0.000732 0.01 0 NC 0.5 gb:NM_138654.1 /DB_XREF=gi:20149731 /GEN=AF397014 /FEA=FLmRNA /CNT=7 /TID=Mm.36108.1 /TIER=FL /STK=2 /UG=Mm.36108 /LL=192136 /DEF
MOE430_2_1421434_at 7.3 11.3 A A 0.12 0.17 0 NC 0.4 gb:NM_133365.1 /DB_XREF=gi:20373160 /GEN=Dnah5 /FEA=FLmRNA /CNT=11 /TID=Mm.209547.1 /TIER=FL /STK=2 /UG=Mm.209547 /LL=170953 /DEF=
MOE430_2_1421453_at 22.9 18.2 A A 0.5 0.43 0 NC 0.37 gb:NM_021566.1 /DB_XREF=gi:10947009 /GEN=Jph2 /FEA=FLmRNA /CNT=8 /TID=Mm.143814.1 /TIER=FL /STK=2 /UG=Mm.143814 /LL=59091 /DEF=Mu
MOE430_2_1421458_at 26.2 21.8 A A 0.36 0.3 0 NC 0.08 gb:NM_021307.1 /DB_XREF=gi:10946607 /GEN=Zfp112 /FEA=FLmRNA /CNT=7 /TID=Mm.82678.1 /TIER=FL /STK=2 /UG=Mm.82678 /LL=57745 /DEF=Mus
MOE430_2_1421485_at 38.2 27.6 P P 0.00415 0.01 0 NC 0.5 gb:NM_080788.1 /DB_XREF=gi:18201864 /GEN=Ttbk /FEA=FLmRNA /CNT=5 /TID=Mm.210574.1 /TIER=FL /STK=2 /UG=Mm.210574 /LL=140810 /DEF=Mu
MOE430_2_1421487_a_ 99.9 83.5 P P 0.01 0.008057 0 NC 0.5 gb:NM_010878.1 /DB_XREF=gi:7106372 /GEN=Nck1 /FEA=FLmRNA /CNT=5 /TID=Mm.8201.1 /TIER=FL /STK=2 /UG=Mm.8201 /LL=17973 /DEF=Mus mus
MOE430_2_1421501_a_ 34.5 45.7 P P 0.008057 0.001953 0 NC 0.33 gb:NM_053204.1 /DB_XREF=gi:16716510 /GEN=LOC111173 /FEA=FLmRNA /CNT=9 /TID=Mm.86765.1 /TIER=FL /STK=2 /UG=Mm.86765 /LL=111173 /DE
MOE430_2_1421513_at 1.1 0.7 A A 0.9 0.99 0 NC 0.5 gb:AF285591.1 /DB_XREF=gi:13603864 /GEN=Tdrd1 /FEA=FLmRNA /CNT=6 /TID=Mm.109163.1 /TIER=FL /STK=2 /UG=Mm.109163 /LL=83561 /DEF=Mu
MOE430_2_1421515_at 14.7 20.1 P P 0.008057 0.01 0 NC 0.5 gb:NM_010264.1 /DB_XREF=gi:6753955 /GEN=Nr6a1 /FEA=FLmRNA /CNT=6 /TID=Mm.4577.1 /TIER=FL /STK=2 /UG=Mm.4577 /LL=14536 /DEF=Mus mu
MOE430_2_1421518_at 2.4 1.3 A A 0.66 0.93 0 NC 0.68 gb:NM_008435.1 /DB_XREF=gi:6680547 /GEN=Kcns1 /FEA=FLmRNA /CNT=6 /TID=Mm.6217.1 /TIER=FL /STK=2 /UG=Mm.6217 /LL=16538 /DEF=Mus mu
MOE430_2_1421537_at 2.2 2.5 A A 0.85 0.56 0 NC 0.09 gb:NM_010468.1 /DB_XREF=gi:6754235 /GEN=Hoxd3 /FEA=FLmRNA /CNT=5 /TID=Mm.4432.1 /TIER=FL /STK=2 /UG=Mm.4432 /LL=15434 /DEF=Mus mu
MOE430_2_1421544_at 5.4 2.9 A A 0.66 0.69 0 NC 0.5 gb:NM_010060.1 /DB_XREF=gi:6753651 /GEN=Dnahc11 /FEA=FLmRNA /CNT=4 /TID=Mm.19726.1 /TIER=FL /STK=2 /UG=Mm.19726 /LL=13411 /DEF=Mu
MOE430_2_1421560_at 1.7 1.1 A A 0.96 0.98 0 NC 0.77 gb:NM_013914.1 /DB_XREF=gi:7305642 /GEN=Snai3 /FEA=FLmRNA /CNT=4 /TID=Mm.103673.1 /TIER=FL /STK=2 /UG=Mm.103673 /LL=30927 /DEF=Mus
MOE430_2_1421573_at 1.2 2 A A 0.82 0.63 0 NC 0.31 gb:NM_029207.1 /DB_XREF=gi:13386377 /GEN=4930533N22Rik /FEA=FLmRNA /CNT=4 /TID=Mm.159463.1 /TIER=FL /STK=2 /UG=Mm.159463 /LL=75205
MOE430_2_1421602_at 9.4 8.3 A A 0.17 0.27 0 NC 0.45 gb:NM_011367.1 /DB_XREF=gi:6755505 /GEN=Shbg /FEA=FLmRNA /CNT=4 /TID=Mm.1431.1 /TIER=FL /STK=2 /UG=Mm.1431 /LL=20415 /DEF=Mus mus
MOE430_2_1421612_a_ 340.9 344.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026230.1 /DB_XREF=gi:13385733 /GEN=4933432H23Rik /FEA=FLmRNA /CNT=4 /TID=Mm.46719.1 /TIER=FL /STK=2 /UG=Mm.46719 /LL=67552 /
MOE430_2_1421624_a_ 28.6 28 P P 0.00293 0.001953 0 NC 0.5 gb:NM_010135.1 /DB_XREF=gi:6753753 /GEN=Enah /FEA=FLmRNA /CNT=3 /TID=Mm.87759.1 /TIER=FL /STK=2 /UG=Mm.87759 /LL=13800 /DEF=Mus m
MOE430_2_1421640_a_ 86.9 81.4 P P 0.00415 0.001953 0 NC 0.5 gb:NM_011529.1 /DB_XREF=gi:6755717 /GEN=Tank /FEA=FLmRNA /CNT=3 /TID=Mm.1803.1 /TIER=FL /STK=2 /UG=Mm.1803 /LL=21353 /DEF=Mus mus
MOE430_2_1421642_a_ 7.8 11.6 A P 0.17 0.04 0 NC 0.08 gb:NM_133720.1 /DB_XREF=gi:19526901 /GEN=2300001H05Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158324.1 /TIER=FL /STK=2 /UG=Mm.158324 /LL=70086
MOE430_2_1421654_a_ 2632.4 2423 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019390.1 /DB_XREF=gi:9506842 /GEN=Lmna /FEA=FLmRNA /CNT=3 /TID=Mm.3438.1 /TIER=FL /STK=2 /UG=Mm.3438 /LL=16905 /DEF=Mus mus
MOE430_2_1421665_a_ 6.7 7.7 P A 0.03 0.08 0 NC 0.41 gb:NM_010323.1 /DB_XREF=gi:6754031 /GEN=Gnrhr /FEA=FLmRNA /CNT=3 /TID=Mm.26791.1 /TIER=FL /STK=2 /UG=Mm.26791 /LL=14715 /DEF=Mus m
MOE430_2_1421712_at 0.2 1.4 A A 0.6 0.43 0 NC 0.5 gb:NM_011345.1 /DB_XREF=gi:6755451 /GEN=Sele /FEA=FLmRNA /CNT=2 /TID=Mm.5245.1 /TIER=FL /STK=2 /UG=Mm.5245 /LL=20339 /DEF=Mus musc
MOE430_2_1421722_at 0.6 0.3 A A 0.82 0.92 0 NC 0.68 gb:NM_013714.1 /DB_XREF=gi:7305186 /GEN=Irebf1-pending /FEA=FLmRNA /CNT=2 /TID=Mm.470.1 /TIER=FL /STK=2 /UG=Mm.470 /LL=26573 /DEF=M
MOE430_2_1421743_a_ 3372.2 3332.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011042.1 /DB_XREF=gi:6997238 /GEN=Pcbp2 /FEA=FLmRNA /CNT=2 /TID=Mm.111.1 /TIER=FL /STK=2 /UG=Mm.111 /LL=18521 /DEF=Mus musc
MOE430_2_1421762_at 8.8 8.5 A P 0.14 0.03 0 NC 0.5 gb:NM_010605.2 /DB_XREF=gi:18250289 /GEN=Kcnj5 /FEA=FLmRNA /CNT=2 /TID=Mm.56920.1 /TIER=FL /STK=2 /UG=Mm.56920 /LL=16521 /DEF=Mus 
MOE430_2_1421783_a_ 8.9 7.4 A A 0.33 0.36 0 NC 0.5 gb:NM_030716.1 /DB_XREF=gi:13507663 /GEN=Kcnip2 /FEA=FLmRNA /CNT=2 /TID=Mm.155673.1 /TIER=FL /STK=2 /UG=Mm.155673 /LL=80906 /DEF=M
MOE430_2_1421791_at 4.4 5.3 A A 0.36 0.36 0 NC 0.25 gb:NM_007448.1 /DB_XREF=gi:6671544 /GEN=Angl /FEA=FLmRNA /CNT=2 /TID=Mm.24663.1 /TIER=FL /STK=2 /UG=Mm.24663 /LL=11730 /DEF=Mus mu
MOE430_2_1421792_s_ 1.1 2.1 A A 0.99 0.98 0 NC 0.25 gb:NM_031254.1 /DB_XREF=gi:13994124 /GEN=Trem2b-pending /FEA=FLmRNA /CNT=2 /TID=Mm.195828.1 /TIER=FL /STK=2 /UG=Mm.195828 /LL=8343
MOE430_2_1421807_at 12.2 7 A A 0.3 0.21 0 NC 0.5 gb:NM_054074.1 /DB_XREF=gi:16905104 /GEN=Defb6 /FEA=FLmRNA /CNT=2 /TID=Mm.196673.1 /TIER=FL /STK=2 /UG=Mm.196673 /LL=116746 /DEF=M
MOE430_2_1421820_a_ 332.2 314.2 P P 0.000244 0.000244 0 NC 0.5 gb:BE951810 /DB_XREF=gi:10591542 /DB_XREF=UI-M-CC0-ayf-b-01-0-UI.s1 /CLONE=UI-M-CC0-ayf-b-01-0-UI /FEA=FLmRNA /CNT=196 /TID=Mm.1
MOE430_2_1421823_a_ 935.4 965.5 P P 0.000244 0.000244 0 NC 0.5 gb:AI323685 /DB_XREF=gi:4058114 /DB_XREF=mq24d06.x1 /CLONE=IMAGE:579659 /FEA=FLmRNA /CNT=181 /TID=Mm.7418.1 /TIER=Stack /STK=10 /U
MOE430_2_1421824_at 439.4 461.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK014390.1 /DB_XREF=gi:12852207 /GEN=Bace /FEA=FLmRNA /CNT=199 /TID=Mm.24044.1 /TIER=Stack /STK=27 /UG=Mm.24044 /LL=23821 /UG_T
MOE430_2_1421843_at 19.1 15.4 P A 0.04 0.17 0 NC 0.5 gb:NM_008364.1 /DB_XREF=gi:6680420 /GEN=Il1rap /FEA=FLmRNA /CNT=102 /TID=Mm.24771.2 /TIER=FL /STK=1 /UG=Mm.24771 /LL=16180 /DEF=Mus
MOE430_2_1421849_at 419.2 421.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM243546 /DB_XREF=gi:17878816 /DB_XREF=K0648D04-3 /CLONE=K0648D04 /FEA=FLmRNA /CNT=128 /TID=Mm.24025.1 /TIER=Stack /STK=50 /U
MOE430_2_1421875_a_ 328.8 305.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK014375.1 /DB_XREF=gi:12852182 /GEN=Mrps23 /FEA=FLmRNA /CNT=43 /TID=Mm.41910.1 /TIER=ConsEnd /STK=0 /UG=Mm.41910 /LL=64656 /UG
MOE430_2_1421876_at 164.2 134.1 P P 0.000244 0.000244 0 NC 0.5 gb:AB005664.1 /DB_XREF=gi:6141552 /FEA=FLmRNA /CNT=143 /TID=Mm.68933.1 /TIER=FL /STK=1 /UG=Mm.68933 /LL=26420 /UG_GENE=Mapk9 /DEF
MOE430_2_1421878_at 121.7 111.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC024514.1 /DB_XREF=gi:19353597 /FEA=FLmRNA /CNT=143 /TID=Mm.68933.1 /TIER=Stack /STK=11 /UG=Mm.68933 /LL=26420 /UG_GENE=Mapk9
MOE430_2_1421879_at 59.6 53.8 P P 0.01 0.01 0 NC 0.5 gb:AF073997.1 /DB_XREF=gi:3883001 /GEN=Mtmr1 /FEA=FLmRNA /CNT=103 /TID=Mm.219672.1 /TIER=FL /STK=1 /UG=Mm.219672 /LL=53332 /DEF=M
MOE430_2_1421884_at 33.9 27.1 P A 0.03 0.08 0 NC 0.5 gb:NM_009231.1 /DB_XREF=gi:6678062 /GEN=Sos1 /FEA=FLmRNA /CNT=91 /TID=Mm.6357.1 /TIER=FL /STK=1 /UG=Mm.6357 /LL=20662 /DEF=Mus mu
MOE430_2_1421887_a_ 1074.2 881.7 P P 0.000732 0.000732 0 NC 0.5 gb:NM_009691.1 /DB_XREF=gi:6753093 /GEN=Aplp2 /FEA=FLmRNA /CNT=109 /TID=Mm.19133.1 /TIER=FL /STK=1 /UG=Mm.19133 /LL=11804 /DEF=Mus
MOE430_2_1421914_s_ 276.6 272.2 P P 0.01 0.01 0 NC 0.5 gb:BB041267 /DB_XREF=gi:8447653 /DB_XREF=BB041267 /CLONE=6030454L10 /FEA=FLmRNA /CNT=47 /TID=Mm.116736.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1421915_a_ 94.7 127.8 P P 0.001221 0.000732 0 NC 0.5 gb:NM_009176.1 /DB_XREF=gi:6677954 /GEN=Siat6 /FEA=FLmRNA /CNT=39 /TID=Mm.41978.1 /TIER=FL /STK=1 /UG=Mm.41978 /LL=20441 /DEF=Mus 
MOE430_2_1421948_a_ 111.6 143.7 P P 0.01 0.01 0 NC 0.4 gb:NM_028120.1 /DB_XREF=gi:13386287 /GEN=2610507L03Rik /FEA=FLmRNA /CNT=29 /TID=Mm.133263.1 /TIER=FL /STK=1 /UG=Mm.133263 /LL=7214
MOE430_2_1421951_at 2.5 2.9 A A 0.6 0.66 0 NC 0.5 gb:NM_008498.1 /DB_XREF=gi:6678687 /GEN=Lhx1 /FEA=FLmRNA /CNT=61 /TID=Mm.4965.1 /TIER=FL /STK=1 /UG=Mm.4965 /LL=16869 /DEF=Mus mu
MOE430_2_1421966_at 1.8 0.9 A A 0.69 0.98 0 NC 0.82 gb:NM_010875.1 /DB_XREF=gi:18450275 /GEN=Ncam1 /FEA=FLmRNA /CNT=26 /TID=Mm.4974.1 /TIER=ConsEnd /STK=0 /UG=Mm.4974 /LL=17967 /DEF
MOE430_2_1421985_a_ 1137.1 1138.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023314.1 /DB_XREF=gi:13624326 /GEN=2700069E09Rik /FEA=FLmRNA /CNT=30 /TID=Mm.21569.1 /TIER=FL /STK=1 /UG=Mm.21569 /LL=26987 /
MOE430_2_1421995_at 31.1 27.6 P A 0.03 0.12 0 NC 0.5 gb:NM_011547.1 /DB_XREF=gi:6755733 /GEN=Tcfap2a /FEA=FLmRNA /CNT=44 /TID=Mm.4845.1 /TIER=FL /STK=1 /UG=Mm.4845 /LL=21418 /DEF=Mus 
MOE430_2_1422002_at 2.5 2.4 A A 0.8 0.93 0 NC 0.55 gb:L38926.1 /DB_XREF=gi:623437 /FEA=FLmRNA /CNT=15 /TID=Mm.1329.1 /TIER=FL /STK=1 /UG=Mm.1329 /LL=17119 /UG_GENE=Mad /DEF=Mus mus
MOE430_2_1422014_at 17 13.2 P P 0.01 0.03 0 NC 0.5 gb:AY079003.1 /DB_XREF=gi:19335751 /GEN=Foxp2 /FEA=FLmRNA /CNT=15 /TID=Mm.133208.1 /TIER=FL /STK=1 /UG=Mm.133208 /LL=114142 /DEF=M
MOE430_2_1422017_s_ 192.6 222.5 P P 0.000732 0.000732 0 NC 0.5 gb:NM_029241.1 /DB_XREF=gi:13386383 /GEN=4930558H15Rik /FEA=FLmRNA /CNT=11 /TID=Mm.220315.1 /TIER=FL /STK=1 /UG=Mm.220315 /LL=7529
MOE430_2_1422043_at 28.7 33.5 P P 0.04 0.00293 0 NC 0.5 gb:NM_022887.1 /DB_XREF=gi:12584979 /GEN=Tsc1 /FEA=FLmRNA /CNT=20 /TID=Mm.151040.1 /TIER=FL /STK=1 /UG=Mm.151040 /LL=64930 /DEF=M
MOE430_2_1422061_at 0.7 0.7 A A 0.8 0.88 0 NC 0.34 gb:NM_054080.1 /DB_XREF=gi:16905110 /GEN=2610528B18Rik /FEA=FLmRNA /CNT=10 /TID=Mm.37605.1 /TIER=FL /STK=1 /UG=Mm.37605 /LL=116852
MOE430_2_1422063_a_ 220.9 212.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008995.1 /DB_XREF=gi:6679580 /GEN=Pex5 /FEA=FLmRNA /CNT=9 /TID=Mm.22418.1 /TIER=FL /STK=1 /UG=Mm.22418 /LL=19305 /DEF=Mus m
MOE430_2_1422065_at 4.1 3.2 A A 0.1 0.63 0 NC 0.5 gb:AF324826.1 /DB_XREF=gi:17225328 /GEN=Ly55d /FEA=FLmRNA /CNT=8 /TID=Mm.160364.1 /TIER=FL /STK=1 /UG=Mm.160364 /LL=80782 /DEF=Mu
MOE430_2_1422096_at 1.7 1.4 A A 0.53 0.53 0 NC 0.64 gb:NM_026233.1 /DB_XREF=gi:13385737 /GEN=4933434I20Rik /FEA=FLmRNA /CNT=9 /TID=Mm.84115.1 /TIER=FL /STK=1 /UG=Mm.84115 /LL=67555 /D
MOE430_2_1422105_at 2.7 2.4 A A 0.87 0.99 0 NC 0.68 gb:NM_007648.1 /DB_XREF=gi:6680885 /GEN=Cd3e /FEA=FLmRNA /CNT=7 /TID=Mm.1848.1 /TIER=FL /STK=1 /UG=Mm.1848 /LL=12501 /DEF=Mus mus
MOE430_2_1422112_at 1.9 0.6 A A 0.78 0.98 0 NC 0.88 gb:BE631540 /DB_XREF=gi:9914228 /DB_XREF=uu60g07.y1 /CLONE=IMAGE:3376380 /FEA=FLmRNA /CNT=13 /TID=Mm.153701.1 /TIER=ConsEnd /STK=
MOE430_2_1422131_at 34.2 30.3 P P 0.005859 0.008057 0 NC 0.5 gb:BB582977 /DB_XREF=gi:11479521 /DB_XREF=BB582977 /CLONE=9130202H22 /FEA=FLmRNA /CNT=11 /TID=Mm.171291.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1422136_at 35.1 27 P P 0.01 0.01 0 NC 0.39 gb:NM_010633.1 /DB_XREF=gi:6754447 /GEN=Kist /FEA=FLmRNA /CNT=8 /TID=Mm.57007.1 /TIER=FL /STK=1 /UG=Mm.57007 /LL=16589 /DEF=Mus mu
MOE430_2_1422138_at 7.2 5.4 A A 0.17 0.36 0 NC 0.5 gb:NM_008873.1 /DB_XREF=gi:6679376 /GEN=Plau /FEA=FLmRNA /CNT=7 /TID=Mm.4183.1 /TIER=FL /STK=1 /UG=Mm.4183 /LL=18792 /DEF=Mus musc
MOE430_2_1422179_at 182.1 184.9 P P 0.000244 0.000732 0 NC 0.5 gb:NM_008127.1 /DB_XREF=gi:6680014 /GEN=Gjb4 /FEA=FLmRNA /CNT=5 /TID=Mm.56906.1 /TIER=FL /STK=1 /UG=Mm.56906 /LL=14621 /DEF=Mus mu
MOE430_2_1422197_at 16 16.9 A A 0.12 0.27 0 NC 0.5 gb:NM_008417.1 /DB_XREF=gi:6680513 /GEN=Kcna2 /FEA=FLmRNA /CNT=4 /TID=Mm.56930.1 /TIER=FL /STK=1 /UG=Mm.56930 /LL=16490 /DEF=Mus m
MOE430_2_1422241_a_ 3821.8 4031.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019443.1 /DB_XREF=gi:9506910 /GEN=Ndufa1 /FEA=FLmRNA /CNT=3 /TID=Mm.34869.1 /TIER=FL /STK=1 /UG=Mm.34869 /LL=54405 /DEF=Mus 
MOE430_2_1422254_a_ 58.3 53 P M 0.03 0.05 0 NC 0.5 gb:NM_010092.1 /DB_XREF=gi:6753697 /GEN=Dyrk1b /FEA=FLmRNA /CNT=2 /TID=Mm.57249.1 /TIER=FL /STK=1 /UG=Mm.57249 /LL=13549 /DEF=Mus 
MOE430_2_1422300_at 2.4 2.4 A A 0.6 0.8 0 NC 0.5 gb:NM_008711.1 /DB_XREF=gi:7110674 /GEN=Nog /FEA=FLmRNA /CNT=2 /TID=Mm.39094.1 /TIER=FL /STK=1 /UG=Mm.39094 /LL=18121 /DEF=Mus mu
MOE430_2_1422311_a_ 46.7 54.9 A A 0.11 0.08 0 NC 0.5 gb:NM_009089.1 /DB_XREF=gi:6677794 /GEN=Rpo2-1 /FEA=FLmRNA /CNT=1 /TID=Mm.16533.1 /TIER=FL /STK=1 /UG=Mm.16533 /LL=20020 /DEF=Mus
MOE430_2_1422331_at 0.9 1.8 A A 0.6 0.39 0 NC 0.28 gb:NM_008900.1 /DB_XREF=gi:6679424 /GEN=Pou3f3 /FEA=FLmRNA /CNT=1 /TID=Mm.56944.1 /TIER=FL /STK=1 /UG=Mm.56944 /LL=18993 /DEF=Mus 
MOE430_2_1422334_a_ 1.3 1.6 A A 0.94 0.85 0 NC 0.5 gb:NM_023134.1 /DB_XREF=gi:12963512 /GEN=Sftpa /FEA=FLmRNA /CNT=1 /TID=Mm.46062.1 /TIER=FL /STK=1 /UG=Mm.46062 /LL=20387 /DEF=Mus 
MOE430_2_1422392_at 0.2 0.8 A A 0.75 0.69 0 NC 0.6 gb:NM_053236.1 /DB_XREF=gi:16716554 /GEN=V1rc6 /FEA=FLmRNA /CNT=1 /TID=Mm.213186.1 /TIER=FL /STK=1 /UG=Mm.213186 /LL=113863 /DEF=M
MOE430_2_1422409_at 1.9 1 A A 0.63 0.8 0 NC 0.5 gb:NM_008237.1 /DB_XREF=gi:6680208 /GEN=Hes3 /FEA=FLmRNA /CNT=1 /TID=Mm.3516.1 /TIER=FL /STK=1 /UG=Mm.3516 /LL=15207 /DEF=Mus mus
MOE430_2_1422414_a_ 1239.5 1216.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007589.1 /DB_XREF=gi:6680831 /GEN=Calm2 /FEA=FLmRNA /CNT=1 /TID=Mm.18041.1 /TIER=FL /STK=1 /UG=Mm.18041 /LL=12314 /DEF=Mus m
MOE430_2_1422423_at 1.5 4.7 A A 0.56 0.5 0 NC 0.26 gb:NM_020281.1 /DB_XREF=gi:9937977 /GEN=Magea7 /FEA=FLmRNA /CNT=1 /TID=Mm.57151.1 /TIER=FL /STK=1 /UG=Mm.57151 /LL=17143 /DEF=Mus
MOE430_2_1422442_at 1551.5 1755 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021535.1 /DB_XREF=gi:10946967 /GEN=2610203K23Rik /FEA=FLmRNA /CNT=204 /TID=Mm.76278.1 /TIER=FL+Stack /STK=118 /UG=Mm.76278 /
MOE430_2_1422452_at 611.7 578.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013863.1 /DB_XREF=gi:7304914 /GEN=Bag3 /FEA=FLmRNA /CNT=141 /TID=Mm.28373.1 /TIER=FL+Stack /STK=100 /UG=Mm.28373 /LL=29810 /
MOE430_2_1422453_at 2323.5 2064.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_138659.1 /DB_XREF=gi:20149741 /GEN=Prpf8 /FEA=FLmRNA /CNT=277 /TID=Mm.3757.1 /TIER=FL+Stack /STK=98 /UG=Mm.3757 /LL=192159 /D
MOE430_2_1422456_at 518.1 496.7 P P 0.000732 0.000732 0 NC 0.5 gb:BB400581 /DB_XREF=gi:15411785 /DB_XREF=BB400581 /CLONE=C330019C14 /FEA=FLmRNA /CNT=368 /TID=Mm.24092.1 /TIER=Stack /STK=16 /U
MOE430_2_1422464_at 660.2 700.5 P P 0.000732 0.000732 0 NC 0.5 gb:AB049633.1 /DB_XREF=gi:13559356 /GEN=MRPL3 /FEA=FLmRNA /CNT=150 /TID=Mm.29746.1 /TIER=FL+Stack /STK=89 /UG=Mm.29746 /LL=94062 
MOE430_2_1422475_a_ 8522.5 8549.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016959.1 /DB_XREF=gi:8394217 /GEN=Rps3a /FEA=FLmRNA /CNT=122 /TID=Mm.6957.1 /TIER=FL+Stack /STK=78 /UG=Mm.6957 /LL=20091 /DE
MOE430_2_1422490_at 787.5 724.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016787.1 /DB_XREF=gi:7949009 /GEN=Bnip2 /FEA=FLmRNA /CNT=145 /TID=Mm.1561.1 /TIER=FL+Stack /STK=73 /UG=Mm.1561 /LL=12175 /DE
MOE430_2_1422495_a_ 5636 5916.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008251.1 /DB_XREF=gi:6680226 /GEN=Hmgn1 /FEA=FLmRNA /CNT=282 /TID=Mm.2756.1 /TIER=FL+Stack /STK=71 /UG=Mm.2756 /LL=15312 /DE
MOE430_2_1422496_at 6.4 4 A A 0.3 0.53 0 NC 0.26 gb:AK010763.1 /DB_XREF=gi:12846435 /FEA=FLmRNA /CNT=282 /TID=Mm.2756.1 /TIER=ConsEnd /STK=2 /UG=Mm.2756 /LL=15312 /UG_GENE=Hmgn1 
MOE430_2_1422514_at 1676.5 1672.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009636.1 /DB_XREF=gi:6752997 /GEN=Aebp1 /FEA=FLmRNA /CNT=120 /TID=Mm.4665.1 /TIER=FL+Stack /STK=57 /UG=Mm.4665 /LL=11568 /DE
MOE430_2_1422517_a_ 605.8 632.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023162.1 /DB_XREF=gi:12963544 /GEN=1110014N07Rik /FEA=FLmRNA /CNT=71 /TID=Mm.27635.1 /TIER=FL+Stack /STK=55 /UG=Mm.27635 /LL
MOE430_2_1422526_at 38.7 34.9 P P 0.01 0.00293 0 NC 0.5 gb:NM_007981.1 /DB_XREF=gi:6679738 /GEN=Facl2 /FEA=FLmRNA /CNT=147 /TID=Mm.28962.1 /TIER=FL+Stack /STK=45 /UG=Mm.28962 /LL=14081 /D
MOE430_2_1422550_a_ 146.3 159.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010837.1 /DB_XREF=gi:6754757 /GEN=Mtap6 /FEA=FLmRNA /CNT=64 /TID=Mm.86654.1 /TIER=FL+Stack /STK=39 /UG=Mm.86654 /LL=17760 /D
MOE430_2_1422556_at 100.2 112.4 P P 0.000244 0.000244 0 NC 0.5 gb:BI645481 /DB_XREF=gi:15559489 /DB_XREF=603275445F1 /CLONE=IMAGE:5315819 /FEA=FLmRNA /CNT=125 /TID=Mm.202311.1 /TIER=Stack /STK=
MOE430_2_1422559_at 1206.9 1121.7 P P 0.000244 0.000244 0 NC 0.5 gb:AY039837.1 /DB_XREF=gi:15020281 /GEN=Ubc13 /FEA=FLmRNA /CNT=98 /TID=Mm.30233.1 /TIER=FL+Stack /STK=36 /UG=Mm.30233 /LL=93765 /D
MOE430_2_1422560_at 85.2 77.4 P P 0.00415 0.001221 0 NC 0.5 gb:NM_023544.1 /DB_XREF=gi:12963724 /GEN=1700027M01Rik /FEA=FLmRNA /CNT=73 /TID=Mm.17880.1 /TIER=FL+Stack /STK=35 /UG=Mm.17880 /LL
MOE430_2_1422570_at 74.6 65.1 P P 0.01 0.008057 0 NC 0.5 gb:BI665246 /DB_XREF=gi:15579479 /DB_XREF=603288952F1 /CLONE=IMAGE:5323045 /FEA=FLmRNA /CNT=114 /TID=Mm.3868.1 /TIER=ConsEnd /STK
MOE430_2_1422571_at 285.3 282 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011581.1 /DB_XREF=gi:6755778 /GEN=Thbs2 /FEA=FLmRNA /CNT=121 /TID=Mm.26688.1 /TIER=FL+Stack /STK=33 /UG=Mm.26688 /LL=21826 /
MOE430_2_1422575_at 34.4 48.8 P P 0.005859 0.005859 0 NC 0.5 gb:BE291523 /DB_XREF=gi:9173303 /DB_XREF=601084315F1 /CLONE=IMAGE:3498794 /FEA=FLmRNA /CNT=91 /TID=Mm.38795.1 /TIER=ConsEnd /STK
MOE430_2_1422577_at 1306.4 1227.4 P P 0.000244 0.000244 0 NC 0.5 gb:AB056479.1 /DB_XREF=gi:15341205 /FEA=FLmRNA /CNT=427 /TID=Mm.43822.1 /TIER=FL+Stack /STK=32 /UG=Mm.43822 /LL=12974 /UG_GENE=Cs
MOE430_2_1422584_at 230.2 251.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021337.1 /DB_XREF=gi:10946649 /GEN=Skiv2l /FEA=FLmRNA /CNT=124 /TID=Mm.18845.1 /TIER=FL+Stack /STK=31 /UG=Mm.18845 /LL=108077
MOE430_2_1422625_at 9.4 10.8 A P 0.24 0.03 0 NC 0.5 gb:NM_011837.1 /DB_XREF=gi:6754585 /GEN=Ly6h /FEA=FLmRNA /CNT=40 /TID=Mm.22154.1 /TIER=FL+Stack /STK=25 /UG=Mm.22154 /LL=23934 /DE
MOE430_2_1422659_at 50.1 38.4 P P 0.00293 0.01 0 NC 0.5 gb:BM239047 /DB_XREF=gi:17874317 /DB_XREF=K0527H06-3 /CLONE=K0527H06 /FEA=FLmRNA /CNT=294 /TID=Mm.34377.1 /TIER=Stack /STK=156 /
MOE430_2_1422684_a_ 1103.3 1055.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009148.1 /DB_XREF=gi:6677902 /GEN=Sec8 /FEA=FLmRNA /CNT=86 /TID=Mm.6925.1 /TIER=FL+Stack /STK=19 /UG=Mm.6925 /LL=20336 /DEF=
MOE430_2_1422723_at 2.2 1.3 A A 0.75 0.96 0 NC 0.81 gb:NM_009291.1 /DB_XREF=gi:6678170 /GEN=Stra6 /FEA=FLmRNA /CNT=32 /TID=Mm.10801.1 /TIER=FL+Stack /STK=16 /UG=Mm.10801 /LL=20897 /DE
MOE430_2_1422728_at 64.2 64.6 P P 0.02 0.03 0 NC 0.5 gb:NM_010564.1 /DB_XREF=gi:6754351 /GEN=Inha /FEA=FLmRNA /CNT=33 /TID=Mm.1100.1 /TIER=FL+Stack /STK=16 /UG=Mm.1100 /LL=16322 /DEF=M
MOE430_2_1422730_at 187.6 178.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013860.1 /DB_XREF=gi:7305236 /GEN=Limd1 /FEA=FLmRNA /CNT=233 /TID=Mm.10987.1 /TIER=FL+Stack /STK=15 /UG=Mm.10987 /LL=29806 /D
MOE430_2_1422738_at 514.3 467.3 P P 0.000244 0.000732 0 NC 0.5 gb:NM_022563.1 /DB_XREF=gi:13937362 /GEN=Ddr2 /FEA=FLmRNA /CNT=33 /TID=Mm.4999.1 /TIER=FL+Stack /STK=15 /UG=Mm.4999 /LL=18214 /DEF
MOE430_2_1422759_a_ 354.2 349.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_028816.1 /DB_XREF=gi:19073796 /GEN=2610005L19Rik /FEA=FLmRNA /CNT=53 /TID=Mm.21892.1 /TIER=FL+Stack /STK=14 /UG=Mm.21892 /LL=
MOE430_2_1422797_at 766.2 767.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_031248.2 /DB_XREF=gi:15805020 /GEN=Mapbpip-pending /FEA=FLmRNA /CNT=46 /TID=Mm.41680.1 /TIER=FL+Stack /STK=11 /UG=Mm.41680 /L
MOE430_2_1422823_at 191.9 171.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007945.1 /DB_XREF=gi:6679672 /GEN=Eps8 /FEA=FLmRNA /CNT=85 /TID=Mm.2012.1 /TIER=FL+Stack /STK=10 /UG=Mm.2012 /LL=13860 /DEF=
MOE430_2_1422832_at 0.5 0.6 A A 0.9 0.98 0 NC 0.66 gb:NM_021340.1 /DB_XREF=gi:10946655 /GEN=Rgr /FEA=FLmRNA /CNT=27 /TID=Mm.20460.1 /TIER=FL+Stack /STK=10 /UG=Mm.20460 /LL=57811 /DE
MOE430_2_1422834_at 0.3 0.3 A A 0.99 0.98 0 NC 0.5 gb:NM_019697.1 /DB_XREF=gi:9790092 /GEN=Kcnd2 /FEA=FLmRNA /CNT=51 /TID=Mm.132309.1 /TIER=FL+Stack /STK=10 /UG=Mm.132309 /LL=16508 
MOE430_2_1422841_at 28.7 26.7 P P 0.008057 0.008057 0 NC 0.5 gb:BF469227 /DB_XREF=gi:11538410 /DB_XREF=UI-M-BH3-auk-e-10-0-UI.r1 /CLONE=UI-M-BH3-auk-e-10-0-UI /FEA=FLmRNA /CNT=235 /TID=Mm.2
MOE430_2_1422850_at 132.7 145.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV028400 /DB_XREF=gi:4783308 /DB_XREF=AV028400 /CLONE=1422000A11 /FEA=FLmRNA /CNT=96 /TID=Mm.7723.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1422855_at 870.6 842.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_018813.1 /DB_XREF=gi:9055193 /GEN=Cpsf3 /FEA=FLmRNA /CNT=67 /TID=Mm.28790.1 /TIER=FL+Stack /STK=9 /UG=Mm.28790 /LL=54451 /DE
MOE430_2_1422859_a_ 83.6 91.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_022891.1 /DB_XREF=gi:12584985 /GEN=Rpl23 /FEA=FLmRNA /CNT=30 /TID=Mm.140380.1 /TIER=FL+Stack /STK=9 /UG=Mm.140380 /LL=65019 /
MOE430_2_1422867_at 0.3 0.2 A A 0.99 0.99 0 NC 0.53 gb:NM_010375.1 /DB_XREF=gi:6754111 /GEN=Gzmg /FEA=FLmRNA /CNT=22 /TID=Mm.14868.1 /TIER=FL+Stack /STK=9 /UG=Mm.14868 /LL=14944 /DE
MOE430_2_1422881_s_ 332.5 289 P P 0.000244 0.000244 0 NC 0.5 gb:AW552416 /DB_XREF=gi:7197755 /DB_XREF=L0211D01-3 /CLONE=L0211D01 /FEA=FLmRNA /CNT=264 /TID=Mm.45146.1 /TIER=Stack /STK=111 /U



MOE430_2_1422888_at 571.4 487.4 P P 0.000732 0.000732 0 NC 0.5 gb:NM_019403.1 /DB_XREF=gi:9507058 /GEN=Rnf5 /FEA=FLmRNA /CNT=106 /TID=Mm.7447.1 /TIER=FL+Stack /STK=8 /UG=Mm.7447 /LL=54197 /DEF=
MOE430_2_1422896_at 38.4 39.7 P P 0.001221 0.000244 0 NC 0.36 gb:AI118051 /DB_XREF=gi:3518375 /DB_XREF=ui44h12.x1 /CLONE=IMAGE:1885319 /FEA=FLmRNA /CNT=76 /TID=Mm.10699.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1422935_x_ 78.1 76.9 P P 0.00415 0.00293 0 NC 0.5 gb:NM_007622.1 /DB_XREF=gi:6671695 /GEN=Cbx1 /FEA=FLmRNA /CNT=33 /TID=Mm.29055.1 /TIER=FL /STK=2 /UG=Mm.29055 /LL=12412 /DEF=Mus m
MOE430_2_1422939_at 0.8 1 A A 0.91 0.91 0 NC 0.62 gb:NM_009126.1 /DB_XREF=gi:6677858 /GEN=Scca2 /FEA=FLmRNA /CNT=8 /TID=Mm.194916.1 /TIER=FL /STK=2 /UG=Mm.194916 /LL=20248 /DEF=Mu
MOE430_2_1422942_at 6.2 9.1 A A 0.43 0.39 0 NC 0.55 gb:NM_010254.1 /DB_XREF=gi:6753941 /GEN=Galr2 /FEA=FLmRNA /CNT=6 /TID=Mm.57149.1 /TIER=FL /STK=2 /UG=Mm.57149 /LL=14428 /DEF=Mus m
MOE430_2_1422971_at 52.9 33.5 A A 0.12 0.11 0 NC 0.06 gb:NM_020004.1 /DB_XREF=gi:9910237 /GEN=Gcn5l2 /FEA=FLmRNA /CNT=48 /TID=Mm.218837.1 /TIER=FL /STK=0 /UG=Mm.218837 /LL=14534 /DEF=M
MOE430_2_1423016_a_ 0.9 0.5 A A 0.87 0.82 0 NC 0.1 gb:NM_010369.1 /DB_XREF=gi:6754099 /GEN=Gypa /FEA=FLmRNA /CNT=4 /TID=Mm.13123.1 /TIER=FL /STK=0 /UG=Mm.13123 /LL=14934 /DEF=Mus m
MOE430_2_1423030_at 4576.1 4691.8 P P 0.000244 0.000244 0 NC 0.5 gb:AI195225 /DB_XREF=gi:3747831 /DB_XREF=ui62b06.x1 /CLONE=IMAGE:1886963 /FEA=FLmRNA /CNT=704 /TID=Mm.18921.1 /TIER=Stack /STK=261 
MOE430_2_1423034_at 788 778.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK004219.1 /DB_XREF=gi:12835323 /FEA=FLmRNA /CNT=228 /TID=Mm.27670.1 /TIER=Stack /STK=143 /UG=Mm.27670 /LL=68102 /UG_GENE=48314
MOE430_2_1423035_s_ 1310.1 1352.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK004219.1 /DB_XREF=gi:12835323 /FEA=FLmRNA /CNT=228 /TID=Mm.27670.1 /TIER=Stack /STK=143 /UG=Mm.27670 /LL=68102 /UG_GENE=48314
MOE430_2_1423038_at 530 462.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK019106.1 /DB_XREF=gi:12859139 /GEN=Stx6 /FEA=FLmRNA /CNT=236 /TID=Mm.41462.1 /TIER=Stack /STK=116 /UG=Mm.41462 /LL=58244 /UG_T
MOE430_2_1423057_at 938.9 933.3 P P 0.000244 0.000244 0 NC 0.5 gb:BG175066 /DB_XREF=gi:12681769 /DB_XREF=602336276F1 /CLONE=IMAGE:4459434 /FEA=FLmRNA /CNT=481 /TID=Mm.3529.1 /TIER=Stack /STK=7
MOE430_2_1423064_at 16.9 20.4 A A 0.12 0.3 0 NC 0.5 gb:AK013096.1 /DB_XREF=gi:12850243 /GEN=Dnmt3a /FEA=FLmRNA /CNT=313 /TID=Mm.5001.1 /TIER=Stack /STK=23 /UG=Mm.5001 /LL=13435 /UG_T
MOE430_2_1423074_at 469.7 499.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM232629 /DB_XREF=gi:17867899 /DB_XREF=K0325H11-3 /CLONE=K0325H11 /FEA=FLmRNA /CNT=263 /TID=Mm.38868.1 /TIER=Stack /STK=60 /U
MOE430_2_1423078_a_ 591.9 567.9 P P 0.000244 0.000244 0 NC 0.5 gb:AK005441.1 /DB_XREF=gi:12837993 /FEA=FLmRNA /CNT=240 /TID=Mm.30119.1 /TIER=Stack /STK=59 /UG=Mm.30119 /LL=66234 /UG_GENE=Sc4mo
MOE430_2_1423094_at 107.2 97.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV156594 /DB_XREF=gi:16383284 /DB_XREF=AV156594 /CLONE=3000003J08 /FEA=FLmRNA /CNT=107 /TID=Mm.139677.1 /TIER=Stack /STK=57 /U
MOE430_2_1423114_at 233.1 255.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB427315 /DB_XREF=gi:16423793 /DB_XREF=BB427315 /CLONE=C630010F02 /FEA=FLmRNA /CNT=308 /TID=Mm.24529.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423116_at 238.7 238.6 P P 0.000244 0.000244 0 NC 0.5 gb:BG071924 /DB_XREF=gi:12554493 /DB_XREF=H3104G02-3 /CLONE=H3104G02 /FEA=FLmRNA /CNT=70 /TID=Mm.96181.1 /TIER=Stack /STK=50 /UG
MOE430_2_1423127_at 394 437 P P 0.000244 0.000244 0 NC 0.5 gb:BB751683 /DB_XREF=gi:16155919 /DB_XREF=BB751683 /CLONE=G270003G05 /FEA=FLmRNA /CNT=185 /TID=Mm.183042.1 /TIER=Stack /STK=45 /
MOE430_2_1423129_at 375.1 438.9 P P 0.000244 0.000244 0 NC 0.5 gb:BQ032685 /DB_XREF=gi:19767964 /DB_XREF=UI-1-CF0-apj-d-09-0-UI.s1 /CLONE=UI-1-CF0-apj-d-09-0-UI /FEA=FLmRNA /CNT=124 /TID=Mm.333
MOE430_2_1423149_at 1087.6 1129.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV347477 /DB_XREF=gi:16397097 /DB_XREF=AV347477 /CLONE=6430603C09 /FEA=FLmRNA /CNT=353 /TID=Mm.42944.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1423190_at 7.3 8 A A 0.14 0.11 0 NC 0.49 gb:BB249742 /DB_XREF=gi:16355736 /DB_XREF=BB249742 /CLONE=A730035B21 /FEA=FLmRNA /CNT=55 /TID=Mm.88572.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1423192_at 318.5 271.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK011272.1 /DB_XREF=gi:12847285 /FEA=FLmRNA /CNT=90 /TID=Mm.20129.1 /TIER=Stack /STK=30 /UG=Mm.20129 /LL=66645 /UG_GENE=5730470
MOE430_2_1423211_at 1512.9 1531.3 P P 0.000244 0.000732 0 NC 0.5 gb:AK004120.1 /DB_XREF=gi:12835180 /FEA=FLmRNA /CNT=57 /TID=Mm.27858.1 /TIER=Stack /STK=28 /UG=Mm.27858 /LL=66181 /UG_GENE=1110036
MOE430_2_1423213_at 21.2 18.7 P P 0.000244 0.008057 0 NC 0.74 gb:AK011113.1 /DB_XREF=gi:12847026 /GEN=Plxnc1 /FEA=FLmRNA /CNT=106 /TID=Mm.103764.1 /TIER=Stack /STK=28 /UG=Mm.103764 /LL=54712 /U
MOE430_2_1423215_at 1036.1 1130.6 P P 0.000244 0.000244 0 NC 0.5 gb:BM212202 /DB_XREF=gi:17769650 /DB_XREF=C0818E11-3 /CLONE=C0818E11 /FEA=FLmRNA /CNT=189 /TID=Mm.30043.1 /TIER=Stack /STK=27 /U
MOE430_2_1423216_a_ 752.4 799.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM249463 /DB_XREF=gi:17884733 /DB_XREF=K0833G11-3 /CLONE=K0833G11 /FEA=FLmRNA /CNT=213 /TID=Mm.28327.1 /TIER=Stack /STK=27 /U
MOE430_2_1423218_a_ 292.7 315.6 P P 0.000244 0.000732 0 NC 0.5 gb:BB426094 /DB_XREF=gi:16423646 /DB_XREF=BB426094 /CLONE=C530050F05 /FEA=FLmRNA /CNT=157 /TID=Mm.181290.1 /TIER=Stack /STK=27 /
MOE430_2_1423225_at 1074.5 1213.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK007523.1 /DB_XREF=gi:12841124 /FEA=FLmRNA /CNT=117 /TID=Mm.104491.1 /TIER=Stack /STK=25 /UG=Mm.104491 /LL=80795 /UG_GENE=Hsp3
MOE430_2_1423228_at 61.8 70.8 P M 0.04 0.05 0 NC 0.5 gb:BG068243 /DB_XREF=gi:12550812 /DB_XREF=H3063C09-3 /CLONE=H3063C09 /FEA=FLmRNA /CNT=107 /TID=Mm.26364.1 /TIER=Stack /STK=25 /U
MOE430_2_1423239_at 164 178.8 P P 0.005859 0.00415 0 NC 0.5 gb:BB351792 /DB_XREF=gi:16405408 /DB_XREF=BB351792 /CLONE=B930086D20 /FEA=FLmRNA /CNT=58 /TID=Mm.45234.1 /TIER=Stack /STK=24 /UG
MOE430_2_1423245_at 608 626.4 P P 0.000244 0.000244 0 NC 0.5 gb:BG974128 /DB_XREF=gi:14361765 /DB_XREF=602843842F1 /CLONE=IMAGE:4979290 /FEA=FLmRNA /CNT=124 /TID=Mm.1444.1 /TIER=Stack /STK=2
MOE430_2_1423260_at 32.5 34 P P 0.01 0.01 0 NC 0.5 gb:BE981185 /DB_XREF=gi:10650029 /DB_XREF=UI-M-CG0p-bcz-c-12-0-UI.s1 /CLONE=UI-M-CG0p-bcz-c-12-0-UI /FEA=FLmRNA /CNT=120 /TID=M
MOE430_2_1423261_at 4436.8 4140.5 P P 0.000732 0.000732 0 NC 0.5 gb:BB426248 /DB_XREF=gi:16423663 /DB_XREF=BB426248 /CLONE=C630001B03 /FEA=FLmRNA /CNT=37 /TID=Mm.11819.1 /TIER=Stack /STK=21 /UG
MOE430_2_1423268_at 95.8 99.6 P P 0.000244 0.000732 0 NC 0.5 gb:BB493533 /DB_XREF=gi:9452160 /DB_XREF=BB493533 /CLONE=D530033K10 /FEA=FLmRNA /CNT=62 /TID=Mm.16234.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1423273_at 59.8 54.3 P P 0.000244 0.000244 0 NC 0.5 gb:BM934958 /DB_XREF=gi:19394110 /DB_XREF=UI-M-BH3-aqt-h-05-0-UI.r1 /CLONE=UI-M-BH3-aqt-h-05-0-UI /FEA=FLmRNA /CNT=135 /TID=Mm.3
MOE430_2_1423274_at 96.5 74.3 P P 0.00293 0.000732 0 NC 0.5 gb:BB458655 /DB_XREF=gi:16426294 /DB_XREF=BB458655 /CLONE=D130058C17 /FEA=FLmRNA /CNT=170 /TID=Mm.4173.1 /TIER=Stack /STK=19 /UG
MOE430_2_1423275_at 108.3 93 P P 0.000244 0.000244 0 NC 0.5 gb:BB381966 /DB_XREF=gi:16408044 /DB_XREF=BB381966 /CLONE=C230016L22 /FEA=FLmRNA /CNT=170 /TID=Mm.4173.1 /TIER=Stack /STK=48 /UG
MOE430_2_1423296_at 1820.6 1905.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK003436.1 /DB_XREF=gi:12834106 /GEN=Psmd8 /FEA=FLmRNA /CNT=285 /TID=Mm.35812.1 /TIER=Stack /STK=17 /UG=Mm.35812 /LL=57296 /UG
MOE430_2_1423307_s_ 337.3 309.8 P P 0.000732 0.000732 0 NC 0.5 gb:BF228156 /DB_XREF=gi:11136251 /DB_XREF=uz40e02.x1 /CLONE=IMAGE:3671546 /FEA=FLmRNA /CNT=164 /TID=Mm.141187.1 /TIER=Stack /STK=1
MOE430_2_1423309_at 341.4 329.8 P P 0.000244 0.000244 0 NC 0.5 gb:AI314055 /DB_XREF=gi:4029259 /DB_XREF=uj25a10.x1 /CLONE=IMAGE:1920954 /FEA=FLmRNA /CNT=164 /TID=Mm.141187.1 /TIER=Stack /STK=13 
MOE430_2_1423332_at 2722.6 2807 P P 0.000244 0.000244 0 NC 0.5 gb:BM216078 /DB_XREF=gi:17774785 /DB_XREF=C0875B10-3 /CLONE=C0875B10 /FEA=FLmRNA /CNT=443 /TID=Mm.14744.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423342_at 8.5 12.3 A A 0.36 0.33 0 NC 0.5 gb:AI325341 /DB_XREF=gi:4059770 /DB_XREF=mb39h05.y1 /CLONE=IMAGE:331833 /FEA=FLmRNA /CNT=28 /TID=Mm.42241.1 /TIER=Stack /STK=14 /U
MOE430_2_1423345_at 1720.2 1728 P P 0.000244 0.000244 0 NC 0.5 gb:AU023788 /DB_XREF=gi:3394135 /DB_XREF=AU023788 /CLONE=J0438G11 /FEA=FLmRNA /CNT=247 /TID=Mm.29648.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1423346_at 2225.3 2258.7 P P 0.000244 0.000244 0 NC 0.5 gb:AV286991 /DB_XREF=gi:16392048 /DB_XREF=AV286991 /CLONE=5031429L16 /FEA=FLmRNA /CNT=247 /TID=Mm.29648.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1423356_at 148.2 119.9 P P 0.000244 0.000244 0 NC 0.5 gb:BF682880 /DB_XREF=gi:11956879 /DB_XREF=602117667F1 /CLONE=IMAGE:3468688 /FEA=FLmRNA /CNT=144 /TID=Mm.87340.1 /TIER=Stack /STK=
MOE430_2_1423368_at 6437.3 6374.1 P P 0.000244 0.000244 0 NC 0.5 gb:BI695636 /DB_XREF=gi:15658265 /DB_XREF=603344769F1 /CLONE=IMAGE:5372632 /FEA=FLmRNA /CNT=449 /TID=Mm.30071.1 /TIER=Stack /STK=
MOE430_2_1423371_at 96.5 107.3 P P 0.001953 0.00415 0 NC 0.5 gb:AK010135.1 /DB_XREF=gi:12845364 /FEA=FLmRNA /CNT=169 /TID=Mm.29390.1 /TIER=Stack /STK=10 /UG=Mm.29390 /LL=66979 /UG_GENE=240000
MOE430_2_1423390_at 328.5 302 P P 0.00415 0.001953 0 NC 0.5 gb:AV008871 /DB_XREF=gi:16356112 /DB_XREF=AV008871 /CLONE=1110014J10 /FEA=FLmRNA /CNT=61 /TID=Mm.6765.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1423407_a_ 2353.5 2451.9 P P 0.000244 0.000244 0 NC 0.5 gb:BF228318 /DB_XREF=gi:11136413 /DB_XREF=uz42g10.x1 /CLONE=IMAGE:3671778 /FEA=FLmRNA /CNT=180 /TID=Mm.6120.1 /TIER=Stack /STK=71 
MOE430_2_1423408_a_ 1044.1 986.1 P P 0.000732 0.000732 0 NC 0.5 gb:BG067009 /DB_XREF=gi:12549578 /DB_XREF=H3049E09-3 /CLONE=H3049E09 /FEA=FLmRNA /CNT=175 /TID=Mm.154136.1 /TIER=Stack /STK=71 /
MOE430_2_1423418_at 923.3 984.8 P P 0.000244 0.000244 0 NC 0.5 gb:BI247584 /DB_XREF=gi:14792656 /DB_XREF=602960043F1 /CLONE=IMAGE:5125619 /FEA=FLmRNA /CNT=185 /TID=Mm.39472.1 /TIER=Stack /STK=5
MOE430_2_1423419_at 133.3 136.8 P P 0.000244 0.000244 0 NC 0.5 gb:BM248530 /DB_XREF=gi:17883800 /DB_XREF=K0818B12-3 /CLONE=K0818B12 /FEA=FLmRNA /CNT=87 /TID=Mm.1411.1 /TIER=Stack /STK=46 /UG=
MOE430_2_1423442_a_ 417 383.1 P P 0.000244 0.000244 0 NC 0.5 gb:BE854125 /DB_XREF=gi:10312737 /DB_XREF=ux24a02.x1 /CLONE=IMAGE:3511178 /FEA=FLmRNA /CNT=156 /TID=Mm.4465.1 /TIER=Stack /STK=23 
MOE430_2_1423449_a_ 1339.7 1358.6 P P 0.000244 0.000244 0 NC 0.5 gb:BM234779 /DB_XREF=gi:17870049 /DB_XREF=K0406C06-3 /CLONE=K0406C06 /FEA=FLmRNA /CNT=321 /TID=Mm.143830.1 /TIER=Stack /STK=21 /
MOE430_2_1423455_at 4328.4 4486.8 P P 0.000244 0.000244 0 NC 0.5 gb:BF787570 /DB_XREF=gi:12092606 /DB_XREF=602113993F1 /CLONE=IMAGE:4242143 /FEA=FLmRNA /CNT=231 /TID=Mm.19187.1 /TIER=Stack /STK=
MOE430_2_1423462_at 782.8 752.9 P P 0.000244 0.000244 0 NC 0.5 gb:AA929089 /DB_XREF=gi:3078398 /DB_XREF=vq59a04.r1 /CLONE=IMAGE:1106574 /FEA=FLmRNA /CNT=219 /TID=Mm.193041.1 /TIER=ConsEnd /STK
MOE430_2_1423485_at 26.7 31.2 A A 0.19 0.12 0 NC 0.5 gb:AV233464 /DB_XREF=gi:16386048 /DB_XREF=AV233464 /CLONE=4632424N09 /FEA=FLmRNA /CNT=26 /TID=Mm.160372.1 /TIER=Stack /STK=16 /U
MOE430_2_1423502_at 664.1 694.2 P P 0.000244 0.000244 0 NC 0.5 gb:BI155271 /DB_XREF=gi:14615272 /DB_XREF=602903287F1 /CLONE=IMAGE:5032916 /FEA=FLmRNA /CNT=290 /TID=Mm.3444.1 /TIER=Stack /STK=14
MOE430_2_1423537_at 69.3 69.8 P P 0.000732 0.001953 0 NC 0.5 gb:BB622036 /DB_XREF=gi:16461222 /DB_XREF=BB622036 /CLONE=6330442M23 /FEA=FLmRNA /CNT=130 /TID=Mm.1222.1 /TIER=Stack /STK=12 /UG
MOE430_2_1423543_at 159.6 168.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK019882.1 /DB_XREF=gi:12860268 /FEA=FLmRNA /CNT=56 /TID=Mm.57107.1 /TIER=Stack /STK=12 /UG=Mm.57107 /LL=20947 /UG_GENE=Swap70 
MOE430_2_1423574_s_ 230.1 203.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB206480 /DB_XREF=gi:16352128 /DB_XREF=BB206480 /CLONE=A430076C09 /FEA=FLmRNA /CNT=102 /TID=Mm.86611.1 /TIER=Stack /STK=10 /U
MOE430_2_1423576_a_ 30.6 22 P P 0.01 0.000732 0 NC 0.09 gb:AV047468 /DB_XREF=gi:4867133 /DB_XREF=AV047468 /CLONE=1700067P16 /FEA=FLmRNA /CNT=72 /TID=Mm.46163.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1423580_at 7.9 6.8 A A 0.36 0.08 0 NC 0.44 gb:AK005925.1 /DB_XREF=gi:12838759 /FEA=FLmRNA /CNT=19 /TID=Mm.67300.1 /TIER=Stack /STK=10 /UG=Mm.67300 /LL=76389 /UG_GENE=1700012
MOE430_2_1423587_a_ 257.5 250.5 P P 0.000244 0.000732 0 NC 0.5 gb:BM219113 /DB_XREF=gi:17778809 /DB_XREF=C0920C12-3 /CLONE=C0920C12 /FEA=FLmRNA /CNT=190 /TID=Mm.28159.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423592_at 80.5 71.8 P P 0.005859 0.01 0 NC 0.5 gb:BM121820 /DB_XREF=gi:17105588 /DB_XREF=L0502A08-3 /CLONE=L0502A08 /FEA=FLmRNA /CNT=161 /TID=Mm.35815.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423616_at 81.6 83.1 P P 0.008057 0.00293 0 NC 0.5 gb:BE373492 /DB_XREF=gi:9318855 /DB_XREF=601225863F1 /CLONE=IMAGE:3584438 /FEA=FLmRNA /CNT=94 /TID=Mm.176.1 /TIER=Stack /STK=8 /U
MOE430_2_1423652_at 406.9 478.7 P P 0.000732 0.000244 0 NC 0.5 gb:AV209097 /DB_XREF=gi:6149934 /DB_XREF=AV209097 /CLONE=1700112M12 /FEA=FLmRNA /CNT=352 /TID=Mm.7884.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1423657_at 776 756.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC021473.1 /DB_XREF=gi:18204805 /FEA=FLmRNA /CNT=311 /TID=Mm.28219.1 /TIER=FL+Stack /STK=201 /UG=Mm.28219 /LL=192261 /UG_GENE=C
MOE430_2_1423662_at 671.9 661.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC014706.1 /DB_XREF=gi:15928453 /FEA=FLmRNA /CNT=350 /TID=Mm.25148.1 /TIER=FL+Stack /STK=185 /UG=Mm.25148 /LL=70495 /UG_GENE=57
MOE430_2_1423667_at 675.6 674.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC003451.1 /DB_XREF=gi:13097428 /FEA=FLmRNA /CNT=347 /TID=Mm.29815.1 /TIER=FL+Stack /STK=176 /UG=Mm.29815 /DEF=Mus musculus, clon
MOE430_2_1423672_at 273.9 245.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC026507.1 /DB_XREF=gi:20071574 /FEA=FLmRNA /CNT=191 /TID=Mm.6157.1 /TIER=FL+Stack /STK=169 /UG=Mm.6157 /LL=72421 /UG_GENE=2510
MOE430_2_1423681_at 412.2 381.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC024691.1 /DB_XREF=gi:19354352 /FEA=FLmRNA /CNT=285 /TID=Mm.34298.1 /TIER=FL+Stack /STK=162 /UG=Mm.34298 /LL=74157 /UG_GENE=13
MOE430_2_1423698_at 768.6 852.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC003900.1 /DB_XREF=gi:13278101 /FEA=FLmRNA /CNT=399 /TID=Mm.143167.1 /TIER=FL+Stack /STK=147 /UG=Mm.143167 /LL=66842 /UG_GENE=
MOE430_2_1423705_at 85.6 95.6 P P 0.000732 0.001221 0 NC 0.5 gb:BC021429.1 /DB_XREF=gi:18204758 /FEA=FLmRNA /CNT=200 /TID=Mm.11311.1 /TIER=FL+Stack /STK=143 /UG=Mm.11311 /LL=67870 /UG_GENE=23
MOE430_2_1423710_at 1175.9 1186.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC006702.1 /DB_XREF=gi:13879445 /FEA=FLmRNA /CNT=219 /TID=Mm.28365.1 /TIER=FL+Stack /STK=141 /UG=Mm.28365 /LL=78920 /UG_GENE=49
MOE430_2_1423715_a_ 2446.9 2521.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC004625.1 /DB_XREF=gi:13435503 /FEA=FLmRNA /CNT=217 /TID=Mm.196.2 /TIER=FL+Stack /STK=139 /UG=Mm.196 /LL=18002 /UG_GENE=Nedd8
MOE430_2_1423737_at 1463.9 1564.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC027270.1 /DB_XREF=gi:20071221 /FEA=FLmRNA /CNT=251 /TID=Mm.30113.1 /TIER=FL+Stack /STK=132 /UG=Mm.30113 /LL=68349 /UG_GENE=N
MOE430_2_1423741_at 313.7 330.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC004674.1 /DB_XREF=gi:13435593 /FEA=FLmRNA /CNT=195 /TID=Mm.28028.1 /TIER=FL+Stack /STK=130 /UG=Mm.28028 /DEF=Mus musculus, Sim
MOE430_2_1423782_at 569.1 601.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC011285.1 /DB_XREF=gi:15277450 /FEA=FLmRNA /CNT=163 /TID=Mm.204990.1 /TIER=FL+Stack /STK=113 /UG=Mm.204990 /DEF=Mus musculus, c
MOE430_2_1423785_at 316.5 324.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC006903.1 /DB_XREF=gi:13905213 /FEA=FLmRNA /CNT=228 /TID=Mm.140619.1 /TIER=FL+Stack /STK=111 /UG=Mm.140619 /LL=112405 /UG_GENE
MOE430_2_1423789_at 672.4 586.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC005624.1 /DB_XREF=gi:13542852 /FEA=FLmRNA /CNT=142 /TID=Mm.33815.1 /TIER=FL+Stack /STK=111 /UG=Mm.33815 /DEF=Mus musculus, Sim
MOE430_2_1423794_at 124 86.3 P P 0.02 0.03 0 NC 0.5 gb:BM231455 /DB_XREF=gi:17866725 /DB_XREF=K0310B02-3 /CLONE=K0310B02 /FEA=FLmRNA /CNT=207 /TID=Mm.28492.1 /TIER=Stack /STK=10 /U
MOE430_2_1423807_a_ 3921.3 3680.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC021347.1 /DB_XREF=gi:18204695 /FEA=FLmRNA /CNT=272 /TID=Mm.18041.2 /TIER=FL+Stack /STK=104 /UG=Mm.18041 /LL=12314 /UG_GENE=C
MOE430_2_1423820_at 1035.5 1023.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC024488.1 /DB_XREF=gi:19353963 /FEA=FLmRNA /CNT=178 /TID=Mm.29801.1 /TIER=FL+Stack /STK=99 /UG=Mm.29801 /DEF=Mus musculus, hypo
MOE430_2_1423831_at 75 74 P P 0.005859 0.008057 0 NC 0.5 gb:BC015283.1 /DB_XREF=gi:15929719 /FEA=FLmRNA /CNT=153 /TID=Mm.33649.1 /TIER=FL+Stack /STK=96 /UG=Mm.33649 /DEF=Mus musculus, clone
MOE430_2_1423836_at 728.8 747 P P 0.000244 0.000244 0 NC 0.5 gb:BB447914 /DB_XREF=gi:9290526 /DB_XREF=BB447914 /CLONE=D030063J02 /FEA=FLmRNA /CNT=161 /TID=Mm.21082.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423838_s_ 926.8 973.1 P P 0.000732 0.000732 0 NC 0.5 gb:BC017605.1 /DB_XREF=gi:17160861 /FEA=FLmRNA /CNT=200 /TID=Mm.142479.1 /TIER=FL+Stack /STK=94 /UG=Mm.142479 /LL=71955 /UG_GENE=2
MOE430_2_1423845_at 16.8 17.9 A A 0.19 0.33 0 NC 0.58 gb:BC016109.1 /DB_XREF=gi:16359299 /FEA=FLmRNA /CNT=134 /TID=Mm.22524.1 /TIER=FL+Stack /STK=92 /UG=Mm.22524 /DEF=Mus musculus, clone
MOE430_2_1423849_a_ 243.2 225.8 P P 0.000244 0.000244 0 NC 0.5 gb:AF033565.1 /DB_XREF=gi:2645853 /GEN=Clk3 /FEA=FLmRNA /CNT=185 /TID=Mm.147641.1 /TIER=FL+Stack /STK=90 /UG=Mm.147641 /LL=12749 /D
MOE430_2_1423857_at 2369 2217.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC004614.1 /DB_XREF=gi:13435487 /FEA=FLmRNA /CNT=176 /TID=Mm.26614.1 /TIER=FL+Stack /STK=89 /UG=Mm.26614 /LL=69516 /UG_GENE=23
MOE430_2_1423873_at 392.1 377.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC021460.1 /DB_XREF=gi:18204793 /FEA=FLmRNA /CNT=121 /TID=Mm.30198.1 /TIER=FL+Stack /STK=86 /UG=Mm.30198 /LL=67207 /UG_GENE=28
MOE430_2_1423880_at 1430.5 1438.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC003288.1 /DB_XREF=gi:13096990 /FEA=FLmRNA /CNT=214 /TID=Mm.9257.1 /TIER=FL+Stack /STK=85 /UG=Mm.9257 /DEF=Mus musculus, clone M
MOE430_2_1423889_at 218.1 308.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC011344.1 /DB_XREF=gi:15030176 /FEA=FLmRNA /CNT=135 /TID=Mm.220921.2 /TIER=FL+Stack /STK=83 /UG=Mm.220921 /LL=15467 /UG_GENE=E
MOE430_2_1423896_a_ 3090.8 2884.3 P P 0.000244 0.000244 0 NC 0.5 gb:AB030190.1 /DB_XREF=gi:7259249 /FEA=FLmRNA /CNT=301 /TID=Mm.53435.1 /TIER=FL+Stack /STK=82 /UG=Mm.53435 /LL=64338 /UG_GENE=AB0
MOE430_2_1423916_s_ 2498.8 2423.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC003975.1 /DB_XREF=gi:13278300 /FEA=FLmRNA /CNT=232 /TID=Mm.29737.1 /TIER=FL+Stack /STK=79 /UG=Mm.29737 /DEF=Mus musculus, Simil
MOE430_2_1423934_at 1.8 4.9 A A 0.39 0.46 0 NC 0.28 gb:BB661830 /DB_XREF=gi:16495588 /DB_XREF=BB661830 /CLONE=D730047L22 /FEA=FLmRNA /CNT=195 /TID=Mm.29959.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423937_at 225 220.3 P P 0.000244 0.000244 0 NC 0.5 gb:BF577853 /DB_XREF=gi:11651565 /DB_XREF=602092161F1 /CLONE=IMAGE:4206446 /FEA=FLmRNA /CNT=145 /TID=Mm.28171.1 /TIER=Stack /STK=
MOE430_2_1423940_at 1620.6 1742.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC011117.1 /DB_XREF=gi:15029791 /FEA=FLmRNA /CNT=173 /TID=Mm.44202.1 /TIER=FL+Stack /STK=75 /UG=Mm.44202 /LL=68090 /UG_GENE=533
MOE430_2_1423943_at 227.1 242.2 P P 0.000244 0.000244 0 NC 0.41 gb:BC019480.1 /DB_XREF=gi:18043389 /FEA=FLmRNA /CNT=111 /TID=Mm.27039.1 /TIER=FL+Stack /STK=75 /UG=Mm.27039 /LL=68730 /UG_GENE=11
MOE430_2_1423945_a_ 873.6 866.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC026550.1 /DB_XREF=gi:20071652 /FEA=FLmRNA /CNT=121 /TID=Mm.10091.2 /TIER=FL+Stack /STK=74 /UG=Mm.10091 /LL=18769 /UG_GENE=Pk
MOE430_2_1423947_at 760.1 763.1 P P 0.000244 0.000732 0 NC 0.5 gb:BC024615.1 /DB_XREF=gi:19354240 /FEA=FLmRNA /CNT=95 /TID=Mm.27608.1 /TIER=FL+Stack /STK=74 /UG=Mm.27608 /DEF=Mus musculus, Simila
MOE430_2_1423948_at 204.3 158.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC016230.1 /DB_XREF=gi:16740709 /FEA=FLmRNA /CNT=110 /TID=Mm.129578.1 /TIER=FL+Stack /STK=74 /UG=Mm.129578 /DEF=Mus musculus, Sim
MOE430_2_1423960_at 940.9 992.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC006753.1 /DB_XREF=gi:13879545 /FEA=FLmRNA /CNT=190 /TID=Mm.3634.1 /TIER=FL+Stack /STK=71 /UG=Mm.3634 /DEF=Mus musculus, clone M
MOE430_2_1424005_at 747.6 858.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC006718.1 /DB_XREF=gi:13879478 /FEA=FLmRNA /CNT=127 /TID=Mm.28449.1 /TIER=FL+Stack /STK=65 /UG=Mm.28449 /DEF=Mus musculus, clone
MOE430_2_1424016_at 246.4 250.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC027311.1 /DB_XREF=gi:20071056 /FEA=FLmRNA /CNT=119 /TID=Mm.34338.1 /TIER=FL+Stack /STK=63 /UG=Mm.34338 /LL=66939 /UG_GENE=23
MOE430_2_1424037_at 6.2 6.3 A A 0.19 0.33 0 NC 0.68 gb:BC027291.1 /DB_XREF=gi:20072684 /FEA=FLmRNA /CNT=64 /TID=Mm.65337.1 /TIER=FL+Stack /STK=60 /UG=Mm.65337 /DEF=Mus musculus, clone 
MOE430_2_1424042_at 638.1 680.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC020100.1 /DB_XREF=gi:18043259 /FEA=FLmRNA /CNT=101 /TID=Mm.198.1 /TIER=FL+Stack /STK=59 /UG=Mm.198 /DEF=Mus musculus, Similar to
MOE430_2_1424078_s_ 465.5 457.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC003424.1 /DB_XREF=gi:13097350 /FEA=FLmRNA /CNT=111 /TID=Mm.41268.1 /TIER=FL+Stack /STK=56 /UG=Mm.41268 /DEF=Mus musculus, Simil
MOE430_2_1424089_a_ 289.9 274 P P 0.000244 0.000244 0 NC 0.5 gb:U16321.1 /DB_XREF=gi:1185384 /FEA=FLmRNA /CNT=80 /TID=Mm.4269.2 /TIER=FL+Stack /STK=55 /UG=Mm.4269 /LL=21413 /UG_GENE=Tcf4 /DEF
MOE430_2_1424095_at 471.6 496.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC016519.1 /DB_XREF=gi:16741388 /FEA=FLmRNA /CNT=93 /TID=Mm.34038.1 /TIER=FL+Stack /STK=54 /UG=Mm.34038 /LL=66368 /UG_GENE=2310
MOE430_2_1424101_at 730.3 669.6 P P 0.000732 0.000732 0 NC 0.5 gb:BC027206.1 /DB_XREF=gi:20072623 /FEA=FLmRNA /CNT=139 /TID=Mm.9043.1 /TIER=FL+Stack /STK=53 /UG=Mm.9043 /LL=15388 /UG_GENE=Hnrpl
MOE430_2_1424103_at 436.4 374.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV240631 /DB_XREF=gi:16386587 /DB_XREF=AV240631 /CLONE=4732442C20 /FEA=FLmRNA /CNT=200 /TID=Mm.29087.1 /TIER=Stack /STK=58 /U
MOE430_2_1424114_s_ 1501.4 1655.2 P P 0.000244 0.000244 0 NC 0.5 gb:M15525.1 /DB_XREF=gi:198700 /FEA=FLmRNA /CNT=143 /TID=Mm.148395.1 /TIER=FL+Stack /STK=52 /UG=Mm.148395 /LL=16777 /UG_GENE=Lamb
MOE430_2_1424117_at 1141.2 1160.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC024937.1 /DB_XREF=gi:19353060 /FEA=FLmRNA /CNT=90 /TID=Mm.35790.1 /TIER=FL+Stack /STK=52 /UG=Mm.35790 /DEF=Mus musculus, PTD00
MOE430_2_1424129_at 470.8 491.5 P P 0.000244 0.000244 0 NC 0.5 gb:BM230428 /DB_XREF=gi:17793644 /DB_XREF=K0295B11-3 /CLONE=K0295B11 /FEA=FLmRNA /CNT=202 /TID=Mm.142105.1 /TIER=Stack /STK=41 /
MOE430_2_1424135_at 247.8 240 P P 0.000244 0.000244 0 NC 0.5 gb:BG073177 /DB_XREF=gi:12555746 /DB_XREF=H3119F04-3 /CLONE=H3119F04 /FEA=FLmRNA /CNT=162 /TID=Mm.109074.1 /TIER=Stack /STK=17 /U
MOE430_2_1424139_at 669.2 753.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC011105.1 /DB_XREF=gi:15029769 /FEA=FLmRNA /CNT=110 /TID=Mm.212897.1 /TIER=FL+Stack /STK=50 /UG=Mm.212897 /DEF=Mus musculus, Sim
MOE430_2_1424180_a_ 308.3 302.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC005409.1 /DB_XREF=gi:13529313 /FEA=FLmRNA /CNT=71 /TID=Mm.7268.2 /TIER=FL+Stack /STK=47 /UG=Mm.7268 /LL=23989 /UG_GENE=Trap10
MOE430_2_1424196_at 1214.2 1205.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC009080.1 /DB_XREF=gi:14290600 /FEA=FLmRNA /CNT=76 /TID=Mm.29118.1 /TIER=FL+Stack /STK=46 /UG=Mm.29118 /DEF=Mus musculus, Simila
MOE430_2_1424200_s_ 305.7 305.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC027244.1 /DB_XREF=gi:20072654 /FEA=FLmRNA /CNT=184 /TID=Mm.202775.2 /TIER=FL+Stack /STK=45 /UG=Mm.202775 /LL=72124 /UG_GENE=2
MOE430_2_1424212_at 215.5 217.3 P P 0.000732 0.000244 0 NC 0.5 gb:BC016463.1 /DB_XREF=gi:16741247 /FEA=FLmRNA /CNT=99 /TID=Mm.89268.1 /TIER=FL+Stack /STK=45 /UG=Mm.89268 /LL=68118 /UG_GENE=9430
MOE430_2_1424213_at 255.5 255.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC015303.1 /DB_XREF=gi:15929762 /FEA=FLmRNA /CNT=95 /TID=Mm.27820.1 /TIER=FL+Stack /STK=45 /UG=Mm.27820 /LL=71707 /UG_GENE=1200
MOE430_2_1424215_at 457.4 434.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC012515.1 /DB_XREF=gi:15214766 /FEA=FLmRNA /CNT=96 /TID=Mm.41558.1 /TIER=FL+Stack /STK=45 /UG=Mm.41558 /LL=72018 /UG_GENE=1500
MOE430_2_1424222_s_ 818.9 904.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC006751.1 /DB_XREF=gi:13879540 /FEA=FLmRNA /CNT=108 /TID=Mm.1963.2 /TIER=FL+Stack /STK=44 /UG=Mm.1963 /LL=51796 /UG_GENE=Srrm
MOE430_2_1424224_at 244.3 215.8 P P 0.001953 0.001953 0 NC 0.5 gb:BC025106.1 /DB_XREF=gi:19263875 /FEA=FLmRNA /CNT=93 /TID=Mm.200766.1 /TIER=FL+Stack /STK=44 /UG=Mm.200766 /LL=78541 /UG_GENE=A
MOE430_2_1424227_at 207.6 211.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC010793.1 /DB_XREF=gi:14789798 /FEA=FLmRNA /CNT=63 /TID=Mm.215115.1 /TIER=FL+Stack /STK=44 /UG=Mm.215115 /LL=78929 /UG_GENE=50
MOE430_2_1424235_at 287.4 314.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC002146.1 /DB_XREF=gi:12805352 /FEA=FLmRNA /CNT=126 /TID=Mm.24731.1 /TIER=FL+Stack /STK=43 /UG=Mm.24731 /LL=66844 /UG_GENE=06
MOE430_2_1424241_at 418.5 439.6 P P 0.000732 0.000732 0 NC 0.5 gb:AF233346.1 /DB_XREF=gi:19070123 /FEA=FLmRNA /CNT=73 /TID=Mm.45768.1 /TIER=FL+Stack /STK=43 /UG=Mm.45768 /DEF=Mus musculus zinc tra
MOE430_2_1424257_at 72.9 80.1 P P 0.000732 0.001221 0 NC 0.5 gb:AI451482 /DB_XREF=gi:4304307 /DB_XREF=mu42d04.x1 /CLONE=IMAGE:642055 /FEA=FLmRNA /CNT=62 /TID=Mm.21056.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1424297_at 145.3 141.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC025581.1 /DB_XREF=gi:19343807 /FEA=FLmRNA /CNT=101 /TID=Mm.6352.1 /TIER=FL+Stack /STK=39 /UG=Mm.6352 /DEF=Mus musculus, clone M
MOE430_2_1424303_at 16 19.5 P P 0.005859 0.03 0 NC 0.18 gb:BC013499.1 /DB_XREF=gi:15488709 /FEA=FLmRNA /CNT=56 /TID=Mm.182419.1 /TIER=FL+Stack /STK=39 /UG=Mm.182419 /DEF=Mus musculus, clon
MOE430_2_1424311_at 1244.6 1300.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC019538.1 /DB_XREF=gi:18043480 /FEA=FLmRNA /CNT=87 /TID=Mm.64911.1 /TIER=FL+Stack /STK=38 /UG=Mm.64911 /LL=69225 /UG_GENE=2810
MOE430_2_1424323_at 124.5 127.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC020013.1 /DB_XREF=gi:18044823 /FEA=FLmRNA /CNT=127 /TID=Mm.69049.1 /TIER=FL+Stack /STK=37 /UG=Mm.69049 /LL=57741 /UG_GENE=AF
MOE430_2_1424332_at 161.6 156.4 P P 0.000244 0.000244 0 NC 0.5 gb:AF422144.1 /DB_XREF=gi:18141127 /FEA=FLmRNA /CNT=73 /TID=Mm.28923.1 /TIER=FL /STK=1 /UG=Mm.28923 /LL=224624 /UG_GENE=Rar3 /DEF=
MOE430_2_1424369_at 197.3 210.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB310829 /DB_XREF=gi:16402653 /DB_XREF=BB310829 /CLONE=B230318D18 /FEA=FLmRNA /CNT=144 /TID=Mm.146984.1 /TIER=Stack /STK=42 /
MOE430_2_1424377_at 404 428.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC003885.1 /DB_XREF=gi:13278060 /FEA=FLmRNA /CNT=92 /TID=Mm.12193.1 /TIER=FL+Stack /STK=35 /UG=Mm.12193 /DEF=Mus musculus, Simila
MOE430_2_1424389_at 137.8 136.5 P P 0.000732 0.000732 0 NC 0.5 gb:BC026743.1 /DB_XREF=gi:20072394 /FEA=FLmRNA /CNT=314 /TID=Mm.18583.1 /TIER=FL+Stack /STK=34 /UG=Mm.18583 /LL=71844 /UG_GENE=170
MOE430_2_1424391_at 524.7 542.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC026832.1 /DB_XREF=gi:20073093 /FEA=FLmRNA /CNT=135 /TID=Mm.220969.1 /TIER=FL+Stack /STK=34 /UG=Mm.220969 /DEF=Mus musculus, Sim
MOE430_2_1424401_at 0.6 0.6 A A 0.75 0.8 0 NC 0.5 gb:AK007822.1 /DB_XREF=gi:12841620 /FEA=FLmRNA /CNT=116 /TID=Mm.30035.1 /TIER=ConsEnd /STK=1 /UG=Mm.30035 /LL=70374 /UG_GENE=1810
MOE430_2_1424411_at 545.8 477.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC002270.1 /DB_XREF=gi:12805580 /FEA=FLmRNA /CNT=163 /TID=Mm.38488.1 /TIER=FL+Stack /STK=33 /UG=Mm.38488 /DEF=Mus musculus, Simil
MOE430_2_1424456_at 33.5 41.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC009088.1 /DB_XREF=gi:14290615 /FEA=FLmRNA /CNT=65 /TID=Mm.4341.2 /TIER=FL+Stack /STK=31 /UG=Mm.4341 /LL=19294 /UG_GENE=Pvs /D
MOE430_2_1424473_at 498.8 512.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC002306.1 /DB_XREF=gi:12805648 /FEA=FLmRNA /CNT=44 /TID=Mm.12706.1 /TIER=FL+Stack /STK=30 /UG=Mm.12706 /DEF=Mus musculus, Simila
MOE430_2_1424475_at 128.5 125.5 P M 0.04 0.05 0 NC 0.5 gb:BC023103.1 /DB_XREF=gi:18606333 /FEA=FLmRNA /CNT=66 /TID=Mm.87620.1 /TIER=FL+Stack /STK=30 /UG=Mm.87620 /DEF=Mus musculus, Simila
MOE430_2_1424494_s_ 3.3 3 A A 0.56 0.72 0 NC 0.66 gb:BC024947.1 /DB_XREF=gi:19354195 /FEA=FLmRNA /CNT=39 /TID=Mm.41764.1 /TIER=FL+Stack /STK=29 /UG=Mm.41764 /LL=76917 /UG_GENE=2810
MOE430_2_1424497_at 228.8 247.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC023442.1 /DB_XREF=gi:19484091 /FEA=FLmRNA /CNT=52 /TID=Mm.141925.1 /TIER=FL+Stack /STK=28 /UG=Mm.141925 /LL=68742 /UG_GENE=1
MOE430_2_1424500_at 166.4 188.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC024850.1 /DB_XREF=gi:19354158 /FEA=FLmRNA /CNT=125 /TID=Mm.30167.1 /TIER=FL+Stack /STK=28 /UG=Mm.30167 /DEF=Mus musculus, clone
MOE430_2_1424506_at 102.3 91.9 P P 0.001953 0.000732 0 NC 0.5 gb:BC026432.1 /DB_XREF=gi:20072919 /FEA=FLmRNA /CNT=44 /TID=Mm.23031.1 /TIER=FL+Stack /STK=28 /UG=Mm.23031 /DEF=Mus musculus, Simila
MOE430_2_1424512_a_ 528.9 502.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC022947.1 /DB_XREF=gi:18605499 /FEA=FLmRNA /CNT=161 /TID=Mm.28438.2 /TIER=FL+Stack /STK=27 /UG=Mm.28438 /LL=18843 /UG_GENE=Plu
MOE430_2_1424514_at 519.6 549 P P 0.000244 0.000244 0 NC 0.5 gb:BC016543.1 /DB_XREF=gi:16741448 /FEA=FLmRNA /CNT=79 /TID=Mm.27667.1 /TIER=FL+Stack /STK=27 /UG=Mm.27667 /DEF=Mus musculus, Simila
MOE430_2_1424528_at 24.6 23.8 A A 0.24 0.19 0 NC 0.26 gb:BC023116.1 /DB_XREF=gi:18605666 /FEA=FLmRNA /CNT=54 /TID=Mm.45127.1 /TIER=FL+Stack /STK=26 /UG=Mm.45127 /LL=68567 /UG_GENE=1110
MOE430_2_1424531_a_ 30.9 36.6 P P 0.005859 0.001221 0 NC 0.5 gb:BC010807.1 /DB_XREF=gi:14789852 /FEA=FLmRNA /CNT=42 /TID=Mm.112.1 /TIER=FL+Stack /STK=26 /UG=Mm.112 /LL=21401 /UG_GENE=Tcea3 /D
MOE430_2_1424548_at 344 310.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC021513.1 /DB_XREF=gi:18204507 /FEA=FLmRNA /CNT=58 /TID=Mm.24606.1 /TIER=FL+Stack /STK=25 /UG=Mm.24606 /DEF=Mus musculus, Simila
MOE430_2_1424552_at 280.2 306.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC006737.1 /DB_XREF=gi:13879512 /FEA=FLmRNA /CNT=46 /TID=Mm.10736.1 /TIER=FL+Stack /STK=25 /UG=Mm.10736 /LL=12370 /UG_GENE=Cas
MOE430_2_1424562_a_ 4175.6 3853.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC026925.1 /DB_XREF=gi:20070837 /FEA=FLmRNA /CNT=234 /TID=Mm.16228.1 /TIER=FL+Stack /STK=24 /UG=Mm.16228 /LL=11739 /UG_GENE=Slc
MOE430_2_1424593_at 73.3 45.6 P P 0.01 0.03 0 NC 0.5 gb:BG077585 /DB_XREF=gi:12560142 /DB_XREF=H3017B09-5 /CLONE=H3017B09 /FEA=FLmRNA /CNT=129 /TID=Mm.35105.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1424624_at 14.6 18.1 A A 0.17 0.21 0 NC 0.5 gb:BC022741.1 /DB_XREF=gi:18490553 /FEA=FLmRNA /CNT=68 /TID=Mm.177117.1 /TIER=FL+Stack /STK=22 /UG=Mm.177117 /DEF=Mus musculus, clon
MOE430_2_1424659_at 851.7 869.5 P P 0.000244 0.000244 0 NC 0.5 gb:AF144628.1 /DB_XREF=gi:5532494 /GEN=Slit2 /FEA=FLmRNA /CNT=50 /TID=Mm.34584.1 /TIER=FL+Stack /STK=21 /UG=Mm.34584 /LL=20563 /DEF
MOE430_2_1424661_at 290.3 308.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC010810.1 /DB_XREF=gi:14789864 /FEA=FLmRNA /CNT=225 /TID=Mm.182067.2 /TIER=FL+Stack /STK=20 /UG=Mm.182067 /LL=64436 /UG_GENE=I
MOE430_2_1424738_at 40.9 28.5 P P 0.000732 0.000732 0 NC 0.4 gb:BC023094.1 /DB_XREF=gi:18606220 /FEA=FLmRNA /CNT=95 /TID=Mm.87037.1 /TIER=FL+Stack /STK=17 /UG=Mm.87037 /LL=74385 /UG_GENE=4932
MOE430_2_1424740_at 600 588.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC002094.1 /DB_XREF=gi:12805262 /FEA=FLmRNA /CNT=80 /TID=Mm.12407.1 /TIER=FL+Stack /STK=17 /UG=Mm.12407 /LL=12913 /UG_GENE=Creb
MOE430_2_1424741_s_ 1103.5 1174.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC002094.1 /DB_XREF=gi:12805262 /FEA=FLmRNA /CNT=80 /TID=Mm.12407.1 /TIER=FL+Stack /STK=17 /UG=Mm.12407 /LL=12913 /UG_GENE=Creb
MOE430_2_1424743_at 185.6 174.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC010800.1 /DB_XREF=gi:14789826 /FEA=FLmRNA /CNT=83 /TID=Mm.181881.1 /TIER=FL+Stack /STK=17 /UG=Mm.181881 /LL=72106 /UG_GENE=26
MOE430_2_1424746_at 561 531.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC016221.1 /DB_XREF=gi:18921434 /FEA=FLmRNA /CNT=44 /TID=Mm.2204.1 /TIER=FL+Stack /STK=17 /UG=Mm.2204 /DEF=Mus musculus, clone MG



MOE430_2_1424756_at 46.4 40.2 P P 0.00293 0.01 0 NC 0.5 gb:BB320674 /DB_XREF=gi:16403324 /DB_XREF=BB320674 /CLONE=B230387E23 /FEA=FLmRNA /CNT=56 /TID=Mm.50610.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1424769_s_ 4043.9 3809.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV024348 /DB_XREF=gi:15431396 /DB_XREF=AV024348 /CLONE=1200002I08 /FEA=FLmRNA /CNT=234 /TID=Mm.130433.1 /TIER=Stack /STK=82 /U
MOE430_2_1424806_s_ 470.3 468.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC027046.1 /DB_XREF=gi:20071929 /FEA=FLmRNA /CNT=42 /TID=Mm.204698.1 /TIER=FL+Stack /STK=15 /UG=Mm.204698 /DEF=Mus musculus, clon
MOE430_2_1424839_a_ 264.9 235.2 P P 0.000732 0.000244 0 NC 0.5 gb:BC024628.1 /DB_XREF=gi:19354058 /FEA=FLmRNA /CNT=34 /TID=Mm.3010.1 /TIER=FL+Stack /STK=14 /UG=Mm.3010 /LL=72181 /UG_GENE=281040
MOE430_2_1424841_s_ 36.7 33.8 P P 0.001953 0.008057 0 NC 0.5 gb:BC023339.1 /DB_XREF=gi:19483972 /FEA=FLmRNA /CNT=32 /TID=Mm.22519.1 /TIER=FL+Stack /STK=14 /UG=Mm.22519 /LL=71336 /UG_GENE=5230
MOE430_2_1424844_at 67.2 94.4 M A 0.05 0.06 0 NC 0.5 gb:BC019148.1 /DB_XREF=gi:17512363 /FEA=FLmRNA /CNT=23 /TID=Mm.63979.1 /TIER=FL+Stack /STK=14 /UG=Mm.63979 /DEF=Mus musculus, clone 
MOE430_2_1424857_a_ 8.8 12.9 A A 0.21 0.19 0 NC 0.5 gb:AF220142.1 /DB_XREF=gi:12407452 /GEN=Trim34 /FEA=FLmRNA /CNT=22 /TID=Mm.219657.2 /TIER=FL+Stack /STK=13 /UG=Mm.219657 /LL=94094 
MOE430_2_1424869_at 522.7 489.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC003479.1 /DB_XREF=gi:13097494 /FEA=FLmRNA /CNT=35 /TID=Mm.21475.1 /TIER=FL+Stack /STK=13 /UG=Mm.21475 /DEF=Mus musculus, clone 
MOE430_2_1424874_a_ 2370 2457.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC007472.1 /DB_XREF=gi:13938630 /FEA=FLmRNA /CNT=218 /TID=Mm.19117.2 /TIER=FL+Stack /STK=12 /UG=Mm.19117 /LL=19205 /UG_GENE=Ptb
MOE430_2_1424875_at 143.9 122.5 P P 0.000732 0.000244 0 NC 0.5 gb:BC022921.1 /DB_XREF=gi:18605674 /FEA=FLmRNA /CNT=144 /TID=Mm.129025.1 /TIER=FL+Stack /STK=12 /UG=Mm.129025 /DEF=Mus musculus, clo
MOE430_2_1424893_at 25.3 28.7 P P 0.01 0.02 0 NC 0.37 gb:BC021434.1 /DB_XREF=gi:18204045 /FEA=FLmRNA /CNT=20 /TID=Mm.31979.2 /TIER=FL+Stack /STK=12 /UG=Mm.31979 /LL=83431 /UG_GENE=Nud
MOE430_2_1424917_a_ 230.7 272.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC025560.1 /DB_XREF=gi:19343657 /FEA=FLmRNA /CNT=93 /TID=Mm.35817.1 /TIER=FL+Stack /STK=11 /UG=Mm.35817 /DEF=Mus musculus, Simila
MOE430_2_1424920_at 128.3 120 P P 0.000244 0.000244 0 NC 0.5 gb:AV303381 /DB_XREF=gi:16393515 /DB_XREF=AV303381 /CLONE=5730512L18 /FEA=FLmRNA /CNT=69 /TID=Mm.17823.1 /TIER=Stack /STK=31 /UG
MOE430_2_1424932_at 387.4 395.8 P P 0.000244 0.000244 0 NC 0.5 gb:AF275367.1 /DB_XREF=gi:10880775 /GEN=Egfr /FEA=FLmRNA /CNT=41 /TID=Mm.8534.2 /TIER=FL+Stack /STK=11 /UG=Mm.8534 /LL=13649 /DEF=M
MOE430_2_1424936_a_ 3.8 3.7 A A 0.5 0.36 0 NC 0.49 gb:AF356522.1 /DB_XREF=gi:14335449 /GEN=Dnahc8 /FEA=FLmRNA /CNT=15 /TID=Mm.108242.1 /TIER=FL+Stack /STK=11 /UG=Mm.108242 /LL=13417
MOE430_2_1424939_at 2.8 1.5 A A 0.46 0.46 0 NC 0.42 gb:AF459789.1 /DB_XREF=gi:18266163 /GEN=Gasz /FEA=FLmRNA /CNT=13 /TID=Mm.73091.2 /TIER=FL+Stack /STK=11 /UG=Mm.73091 /LL=74068 /DE
MOE430_2_1424940_s_ 326.7 353.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC022687.1 /DB_XREF=gi:18490504 /FEA=FLmRNA /CNT=26 /TID=Mm.45057.1 /TIER=FL+Stack /STK=11 /UG=Mm.45057 /DEF=Mus musculus, clone 
MOE430_2_1424949_at 92.9 112.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC017642.1 /DB_XREF=gi:17160966 /FEA=FLmRNA /CNT=169 /TID=Mm.27372.1 /TIER=FL+Stack /STK=10 /UG=Mm.27372 /LL=59026 /UG_GENE=Ure
MOE430_2_1424959_at 9.8 9.1 A A 0.33 0.27 0 NC 0.21 gb:BC013521.1 /DB_XREF=gi:15488770 /FEA=FLmRNA /CNT=28 /TID=Mm.46285.1 /TIER=FL+Stack /STK=10 /UG=Mm.46285 /LL=69787 /UG_GENE=Anx
MOE430_2_1424960_at 2.9 4.3 A A 0.87 0.78 0 NC 0.19 gb:BC016454.1 /DB_XREF=gi:16741230 /FEA=FLmRNA /CNT=34 /TID=Mm.29754.1 /TIER=FL+Stack /STK=10 /UG=Mm.29754 /LL=71889 /UG_GENE=2310
MOE430_2_1424989_at 38 36.7 P P 0.001221 0.00415 0 NC 0.66 gb:BC023149.1 /DB_XREF=gi:18605715 /FEA=FLmRNA /CNT=53 /TID=Mm.218582.1 /TIER=FL+Stack /STK=9 /UG=Mm.218582 /DEF=Mus musculus, Simil
MOE430_2_1425011_x_ 398.1 462.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC021362.1 /DB_XREF=gi:18203930 /FEA=FLmRNA /CNT=12 /TID=Mm.18959.1 /TIER=FL+Stack /STK=9 /UG=Mm.18959 /LL=71116 /UG_GENE=Stx18
MOE430_2_1425014_at 33.3 33.1 P P 0.000732 0.000732 0 NC 0.5 gb:U11688.1 /DB_XREF=gi:885592 /GEN=TAK1 /FEA=FLmRNA /CNT=73 /TID=Mm.3535.1 /TIER=FL+Stack /STK=8 /UG=Mm.3535 /LL=22026 /DEF=Mus 
MOE430_2_1425022_at 318.5 301.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC017156.1 /DB_XREF=gi:16877849 /FEA=FLmRNA /CNT=70 /TID=Mm.38976.1 /TIER=FL+Stack /STK=8 /UG=Mm.38976 /DEF=Mus musculus, Similar 
MOE430_2_1425023_at 258.9 228.9 P P 0.000244 0.000244 0 NC 0.5 gb:BM936366 /DB_XREF=gi:19395518 /DB_XREF=UI-M-BH3-arc-b-03-0-UI.r1 /CLONE=UI-M-BH3-arc-b-03-0-UI /FEA=FLmRNA /CNT=70 /TID=Mm.38
MOE430_2_1425028_a_ 1575.9 1471.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC024358.1 /DB_XREF=gi:19353392 /FEA=FLmRNA /CNT=20 /TID=Mm.646.2 /TIER=FL+Stack /STK=8 /UG=Mm.646 /LL=22004 /UG_GENE=Tpm2 /DE
MOE430_2_1425056_s_ 29.8 28.3 P P 0.02 0.01 0 NC 0.5 gb:BB532544 /DB_XREF=gi:9584473 /DB_XREF=BB532544 /CLONE=E030025I17 /FEA=FLmRNA /CNT=35 /TID=Mm.132396.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1425062_at 2.7 1 A A 0.85 0.98 0 NC 0.69 gb:AF329485.1 /DB_XREF=gi:20136126 /FEA=FLmRNA /CNT=32 /TID=Mm.123525.1 /TIER=FL /STK=7 /UG=Mm.123525 /DEF=Mus musculus IFGP1 mRNA
MOE430_2_1425065_at 13.6 14.9 A A 0.19 0.33 0 NC 0.57 gb:AB067535.1 /DB_XREF=gi:18389332 /GEN=oasl11 /FEA=FLmRNA /CNT=26 /TID=Mm.7703.1 /TIER=FL /STK=7 /UG=Mm.7703 /DEF=Mus musculus oas
MOE430_2_1425069_at 9.5 10.1 A A 0.11 0.19 0 NC 0.5 gb:BC018285.1 /DB_XREF=gi:17390671 /FEA=FLmRNA /CNT=18 /TID=Mm.190390.1 /TIER=FL /STK=7 /UG=Mm.190390 /DEF=Mus musculus, Similar to cy
MOE430_2_1425115_at 50.7 40.4 P P 0.000732 0.001953 0 NC 0.5 gb:BB307894 /DB_XREF=gi:15411373 /DB_XREF=BB307894 /CLONE=B230216P07 /FEA=FLmRNA /CNT=29 /TID=Mm.127823.1 /TIER=Stack /STK=9 /UG
MOE430_2_1425129_a_ 1029.5 1036.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC004754.1 /DB_XREF=gi:13435797 /FEA=FLmRNA /CNT=8 /TID=Mm.29182.1 /TIER=FL /STK=6 /UG=Mm.29182 /LL=21351 /UG_GENE=Taldo1 /DEF=
MOE430_2_1425149_a_ 256.9 268.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC006578.1 /DB_XREF=gi:13879221 /FEA=FLmRNA /CNT=22 /TID=Mm.30709.2 /TIER=FL /STK=5 /UG=Mm.30709 /LL=67466 /UG_GENE=Pdcl /DEF=M
MOE430_2_1425187_at 295.6 313.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC026816.1 /DB_XREF=gi:20073078 /FEA=FLmRNA /CNT=91 /TID=Mm.14352.1 /TIER=FL /STK=4 /UG=Mm.14352 /LL=20338 /UG_GENE=Sel1h /DEF=
MOE430_2_1425194_a_ 1769.6 1904.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC024403.1 /DB_XREF=gi:19353459 /FEA=FLmRNA /CNT=31 /TID=Mm.181610.1 /TIER=FL /STK=4 /UG=Mm.181610 /LL=67788 /UG_GENE=6330577E
MOE430_2_1425254_at 1.2 2 A A 0.66 0.6 0 NC 0.5 gb:AF323488.1 /DB_XREF=gi:15721922 /GEN=Foxn4 /FEA=FLmRNA /CNT=5 /TID=Mm.17709.1 /TIER=FL /STK=4 /UG=Mm.17709 /DEF=Mus musculus for
MOE430_2_1425263_a_ 0.6 0.7 A A 0.75 0.69 0 NC 0.5 gb:L07508.1 /DB_XREF=gi:193586 /GEN=Golli-mbp /FEA=FLmRNA /CNT=60 /TID=Mm.2992.4 /TIER=FL /STK=3 /UG=Mm.2992 /LL=17196 /UG_TITLE=my
MOE430_2_1425283_a_ 15.3 11.5 A A 0.21 0.17 0 NC 0.5 gb:BC024377.1 /DB_XREF=gi:19353777 /FEA=FLmRNA /CNT=12 /TID=Mm.56287.2 /TIER=FL /STK=3 /UG=Mm.56287 /LL=17771 /UG_GENE=Mtl5 /DEF=M
MOE430_2_1425299_s_ 3558.7 3409.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC019418.1 /DB_XREF=gi:18044447 /FEA=FLmRNA /CNT=6 /TID=Mm.215155.1 /TIER=FL /STK=3 /UG=Mm.215155 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425311_at 34.4 31.7 P P 0.005859 0.00293 0 NC 0.5 gb:BC016220.1 /DB_XREF=gi:18921432 /FEA=FLmRNA /CNT=5 /TID=Mm.137385.1 /TIER=FL /STK=3 /UG=Mm.137385 /LL=78792 /UG_GENE=4930432F0
MOE430_2_1425315_at 56.1 42 P P 0.001953 0.001953 0 NC 0.5 gb:BC006868.1 /DB_XREF=gi:13905151 /FEA=FLmRNA /CNT=6 /TID=Mm.150771.1 /TIER=FL /STK=3 /UG=Mm.150771 /DEF=Mus musculus, clone MGC:1
MOE430_2_1425322_at 130.4 147.9 P P 0.000244 0.000732 0 NC 0.5 gb:AB024521.1 /DB_XREF=gi:5821277 /FEA=FLmRNA /CNT=3 /TID=Mm.149203.1 /TIER=FL /STK=3 /UG=Mm.149203 /DEF=Mus musculus mRNA for limit
MOE430_2_1425342_a_ 0.7 0.7 A A 0.96 0.95 0 NC 0.51 gb:BF467278 /DB_XREF=gi:11536461 /DB_XREF=UI-M-CG0p-brq-g-09-0-UI.s1 /CLONE=UI-M-CG0p-brq-g-09-0-UI /FEA=FLmRNA /CNT=70 /TID=Mm.
MOE430_2_1425348_a_ 414.8 419.3 P P 0.000732 0.001221 0 NC 0.5 gb:BC003798.1 /DB_XREF=gi:13277830 /FEA=FLmRNA /CNT=34 /TID=Mm.7588.2 /TIER=FL /STK=2 /UG=Mm.7588 /LL=20818 /UG_GENE=Srprb /DEF=M
MOE430_2_1425362_at 23.4 32.1 P P 0.000732 0.00415 0 NC 0.5 gb:BC003330.1 /DB_XREF=gi:13097107 /FEA=FLmRNA /CNT=16 /TID=Mm.35097.1 /TIER=FL /STK=2 /UG=Mm.35097 /DEF=Mus musculus, Similar to Rev
MOE430_2_1425388_a_ 81.9 63.9 P P 0.000244 0.000732 0 NC 0.5 gb:BC023354.1 /DB_XREF=gi:19484025 /FEA=FLmRNA /CNT=7 /TID=Mm.87109.2 /TIER=FL /STK=2 /UG=Mm.87109 /LL=29807 /UG_GENE=Tpk1 /DEF=M
MOE430_2_1425394_at 10.4 8.9 A A 0.06 0.12 0 NC 0.27 gb:BC023105.1 /DB_XREF=gi:18605634 /FEA=FLmRNA /CNT=9 /TID=Mm.105326.1 /TIER=FL /STK=2 /UG=Mm.105326 /DEF=Mus musculus, clone MGC:2
MOE430_2_1425400_a_ 0.4 0.4 A A 0.85 0.95 0 NC 0.27 gb:BC025116.1 /DB_XREF=gi:19263878 /FEA=FLmRNA /CNT=6 /TID=Mm.31170.2 /TIER=FL /STK=2 /UG=Mm.31170 /LL=56222 /UG_GENE=Cited4 /DEF=
MOE430_2_1425406_at 8.7 13.4 A A 0.24 0.11 0 NC 0.35 gb:BC006623.1 /DB_XREF=gi:13879297 /FEA=FLmRNA /CNT=4 /TID=Mm.158298.2 /TIER=FL /STK=2 /UG=Mm.158298 /LL=69810 /UG_GENE=1810046I24
MOE430_2_1425409_at 0.9 1 A A 0.93 0.91 0 NC 0.5 gb:BC011490.1 /DB_XREF=gi:15079300 /FEA=FLmRNA /CNT=5 /TID=Mm.57350.1 /TIER=FL /STK=2 /UG=Mm.57350 /DEF=Mus musculus, Similar to cholin
MOE430_2_1425428_at 63.2 89.9 P P 0.03 0.04 0 NC 0.5 gb:AF416641.1 /DB_XREF=gi:17432318 /GEN=Ipas /FEA=FLmRNA /CNT=3 /TID=Mm.214947.1 /TIER=FL /STK=2 /UG=Mm.214947 /DEF=Mus musculus in
MOE430_2_1425448_x_ 399.6 374.7 P P 0.00415 0.00293 0 NC 0.5 gb:BC009169.1 /DB_XREF=gi:14318760 /FEA=FLmRNA /CNT=3 /TID=Mm.207052.1 /TIER=FL /STK=2 /UG=Mm.207052 /DEF=Mus musculus, Similar to AT
MOE430_2_1425457_a_ 730.3 738.1 P P 0.000244 0.000244 0 NC 0.5 gb:AF022072.1 /DB_XREF=gi:2465446 /GEN=Grb10 /FEA=FLmRNA /CNT=280 /TID=Mm.24640.2 /TIER=FL /STK=1 /UG=Mm.24640 /LL=14783 /DEF=Mus
MOE430_2_1425474_a_ 94 65.8 P P 0.000244 0.001221 0 NC 0.81 gb:AF281051.1 /DB_XREF=gi:18857928 /FEA=FLmRNA /CNT=117 /TID=Mm.29634.1 /TIER=FL /STK=1 /UG=Mm.29634 /LL=192293 /UG_GENE=VPS39 /D
MOE430_2_1425479_at 202.4 163.9 P P 0.01 0.04 0 NC 0.5 gb:BC016525.1 /DB_XREF=gi:16741405 /FEA=FLmRNA /CNT=108 /TID=Mm.1196.1 /TIER=FL /STK=1 /UG=Mm.1196 /DEF=Mus musculus, clone MGC:290
MOE430_2_1425487_at 81.8 77.7 P P 0.000732 0.000244 0 NC 0.5 gb:BC025870.1 /DB_XREF=gi:19483997 /FEA=FLmRNA /CNT=179 /TID=Mm.28200.1 /TIER=FL /STK=1 /UG=Mm.28200 /DEF=Mus musculus, Similar to ste
MOE430_2_1425494_s_ 111.4 165.1 P P 0.001221 0.001953 0 NC 0.5 gb:AV233519 /DB_XREF=gi:16386052 /DB_XREF=AV233519 /CLONE=4632425G16 /FEA=FLmRNA /CNT=157 /TID=Mm.140965.1 /TIER=Stack /STK=21 /
MOE430_2_1425503_at 24.1 19.4 P A 0.03 0.08 0 NC 0.6 gb:BM236768 /DB_XREF=gi:17872038 /DB_XREF=K0440H11-3 /CLONE=K0440H11 /FEA=FLmRNA /CNT=61 /TID=Mm.26734.1 /TIER=Stack /STK=35 /UG
MOE430_2_1425504_at 3.5 5.7 A A 0.36 0.27 0 NC 0.31 gb:AF314149.1 /DB_XREF=gi:11321438 /FEA=FLmRNA /CNT=74 /TID=Mm.27680.1 /TIER=FL /STK=1 /UG=Mm.27680 /DEF=Mus musculus telokin mRNA, 
MOE430_2_1425531_at 652.2 695.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC026751.1 /DB_XREF=gi:20071192 /FEA=FLmRNA /CNT=36 /TID=Mm.41486.1 /TIER=FL /STK=1 /UG=Mm.41486 /LL=70103 /UG_GENE=2700001K05
MOE430_2_1425535_at 21.9 23.1 A A 0.14 0.21 0 NC 0.07 gb:BE986062 /DB_XREF=gi:10660005 /DB_XREF=UI-M-CG0p-beu-f-01-0-UI.s1 /CLONE=UI-M-CG0p-beu-f-01-0-UI /FEA=FLmRNA /CNT=37 /TID=Mm.
MOE430_2_1425542_a_ 615.7 668.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC003979.1 /DB_XREF=gi:13278309 /FEA=FLmRNA /CNT=25 /TID=Mm.3785.1 /TIER=FL /STK=1 /UG=Mm.3785 /LL=26931 /UG_GENE=Ppp2r5c /DEF
MOE430_2_1425559_a_ 1.2 1.2 A A 0.53 0.85 0 NC 0.83 gb:AB022340.1 /DB_XREF=gi:4164167 /GEN=SA /FEA=FLmRNA /CNT=20 /TID=Mm.9821.2 /TIER=FL /STK=1 /UG=Mm.9821 /LL=20216 /UG_TITLE=SA ra
MOE430_2_1425571_at 0.5 1.1 A A 0.91 0.88 0 NC 0.57 gb:BB132695 /DB_XREF=gi:15408421 /DB_XREF=BB132695 /CLONE=9830002F13 /FEA=FLmRNA /CNT=47 /TID=Mm.103648.2 /TIER=ConsEnd /STK=1 /
MOE430_2_1425576_at 294.7 316.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC018218.1 /DB_XREF=gi:17390492 /FEA=FLmRNA /CNT=38 /TID=Mm.220328.1 /TIER=FL /STK=1 /UG=Mm.220328 /DEF=Mus musculus, S-adenosyl
MOE430_2_1425589_at 8.3 11.1 A A 0.27 0.27 0 NC 0.34 gb:BC019427.1 /DB_XREF=gi:18043883 /FEA=FLmRNA /CNT=14 /TID=Mm.27300.1 /TIER=FL /STK=1 /UG=Mm.27300 /DEF=Mus musculus, Similar to hyd
MOE430_2_1425599_a_ 257.4 268.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC019449.1 /DB_XREF=gi:18043382 /FEA=FLmRNA /CNT=20 /TID=Mm.178424.1 /TIER=FL /STK=1 /UG=Mm.178424 /LL=67210 /UG_GENE=2810047M
MOE430_2_1425613_at 13 13 A A 0.3 0.24 0 NC 0.26 gb:BB265776 /DB_XREF=gi:16400308 /DB_XREF=BB265776 /CLONE=A830022B16 /FEA=FLmRNA /CNT=15 /TID=Mm.195071.1 /TIER=Stack /STK=10 /U
MOE430_2_1425646_at 46.6 36.6 P P 0.001953 0.00415 0 NC 0.5 gb:BC016495.1 /DB_XREF=gi:16741327 /FEA=FLmRNA /CNT=16 /TID=Mm.211595.1 /TIER=FL /STK=1 /UG=Mm.211595 /DEF=Mus musculus, Similar to hy
MOE430_2_1425652_s_ 101.9 97.4 P P 0.000244 0.001221 0 NC 0.54 gb:AF148511.1 /DB_XREF=gi:5081738 /FEA=FLmRNA /CNT=12 /TID=Mm.219458.2 /TIER=FL /STK=1 /UG=Mm.219458 /LL=19663 /UG_GENE=Rbpms /DE
MOE430_2_1425674_a_ 1013.7 954.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC016544.1 /DB_XREF=gi:16741451 /FEA=FLmRNA /CNT=10 /TID=Mm.1985.1 /TIER=FL /STK=1 /UG=Mm.1985 /LL=68991 /UG_GENE=1500011L16Rik
MOE430_2_1425712_at 5.4 3.4 A A 0.72 0.69 0 NC 0.5 gb:BC025446.1 /DB_XREF=gi:19343848 /FEA=FLmRNA /CNT=8 /TID=Mm.219615.1 /TIER=FL /STK=1 /UG=Mm.219615 /DEF=Mus musculus, Similar to lym
MOE430_2_1425731_at 267.8 230.1 P P 0.000732 0.000244 0 NC 0.5 gb:BC017633.1 /DB_XREF=gi:17160942 /FEA=FLmRNA /CNT=7 /TID=Mm.71560.1 /TIER=FL /STK=1 /UG=Mm.71560 /LL=78750 /UG_GENE=4631433D01R
MOE430_2_1425762_a_ 147.4 148.7 P P 0.00415 0.01 0 NC 0.5 gb:U77683.1 /DB_XREF=gi:1685270 /GEN=RXR alpha /FEA=FLmRNA /CNT=5 /TID=Mm.3470.2 /TIER=FL /STK=1 /UG=Mm.3470 /LL=20181 /DEF=Mus mu
MOE430_2_1425773_s_ 51.1 40 P P 0.000732 0.000244 0 NC 0.44 gb:AF260924.1 /DB_XREF=gi:10442018 /FEA=FLmRNA /CNT=7 /TID=Mm.214649.1 /TIER=FL /STK=1 /UG=Mm.214649 /LL=22406 /UG_GENE=Wld /DEF=
MOE430_2_1425794_at 11.3 7.7 A A 0.36 0.43 0 NC 0.5 gb:BC006945.1 /DB_XREF=gi:13905291 /FEA=FLmRNA /CNT=4 /TID=Mm.320.2 /TIER=FL /STK=1 /UG=Mm.320 /LL=18969 /UG_GENE=Pola2 /DEF=Mus m
MOE430_2_1425807_at 14.6 12.3 A A 0.24 0.3 0 NC 0.5 gb:BC021891.1 /DB_XREF=gi:18257337 /FEA=FLmRNA /CNT=8 /TID=Mm.216458.1 /TIER=FL /STK=1 /UG=Mm.216458 /DEF=Mus musculus, Similar to mit
MOE430_2_1425814_a_ 276.6 278.5 P P 0.000732 0.000244 0 NC 0.5 gb:AF209905.1 /DB_XREF=gi:6644377 /FEA=FLmRNA /CNT=5 /TID=Mm.75467.2 /TIER=FL /STK=1 /UG=Mm.75467 /LL=54598 /UG_GENE=Calcrl /DEF=M
MOE430_2_1425834_a_ 103.7 81.8 P P 0.01 0.02 0 NC 0.5 gb:BC019201.1 /DB_XREF=gi:17512494 /FEA=FLmRNA /CNT=3 /TID=Mm.87773.2 /TIER=FL /STK=1 /UG=Mm.87773 /LL=14732 /UG_GENE=Gpam /DEF=
MOE430_2_1425848_a_ 1.2 1.2 A A 0.63 0.75 0 NC 0.63 gb:BC018204.1 /DB_XREF=gi:17390455 /FEA=FLmRNA /CNT=3 /TID=Mm.23916.1 /TIER=FL /STK=1 /UG=Mm.23916 /LL=66959 /UG_GENE=2310043K02R
MOE430_2_1425856_at 29.3 34 A A 0.09 0.09 0 NC 0.44 gb:BC005570.1 /DB_XREF=gi:13542729 /FEA=FLmRNA /CNT=3 /TID=Mm.99059.1 /TIER=FL /STK=1 /UG=Mm.99059 /DEF=Mus musculus, Similar to prote
MOE430_2_1425859_a_ 1070.1 1030.2 P P 0.000244 0.000244 0 NC 0.5 gb:AB029146.1 /DB_XREF=gi:8918329 /FEA=FLmRNA /CNT=3 /TID=Mm.2261.3 /TIER=FL /STK=1 /UG=Mm.2261 /LL=19185 /UG_GENE=Psmd4 /DEF=Mu
MOE430_2_1425882_at 23.5 24.6 A A 0.09 0.12 0 NC 0.5 gb:AF156890.1 /DB_XREF=gi:5114415 /GEN=Gdf2 /FEA=FLmRNA /CNT=3 /TID=Mm.116788.1 /TIER=FL /STK=1 /UG=Mm.116788 /LL=12165 /DEF=Mus m
MOE430_2_1425885_a_ 7 7.6 A A 0.63 0.69 0 NC 0.28 gb:L48983.1 /DB_XREF=gi:1196639 /FEA=FLmRNA /CNT=3 /TID=Mm.15512.2 /TIER=FL /STK=1 /UG=Mm.15512 /LL=16498 /UG_GENE=Kcnab2 /UG_TITL
MOE430_2_1425887_at 1.6 2.3 A A 0.98 0.98 0 NC 0.57 gb:BC027071.1 /DB_XREF=gi:20072550 /FEA=FLmRNA /CNT=3 /TID=Mm.159318.1 /TIER=FL /STK=1 /UG=Mm.159318 /LL=74720 /UG_GENE=4930511J1
MOE430_2_1425915_at 2.4 2.2 A A 0.85 0.72 0 NC 0.49 gb:BC027076.1 /DB_XREF=gi:20071920 /FEA=FLmRNA /CNT=2 /TID=Mm.219530.1 /TIER=FL /STK=1 /UG=Mm.219530 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425919_at 14.4 14.8 P P 0.01 0.005859 0 NC 0.28 gb:BC004633.1 /DB_XREF=gi:13435515 /FEA=FLmRNA /CNT=2 /TID=Mm.27886.2 /TIER=FL /STK=1 /UG=Mm.27886 /LL=66414 /UG_GENE=2410011G03R
MOE430_2_1425920_at 37.8 31.7 P P 0.005859 0.001953 0 NC 0.5 gb:BC025434.1 /DB_XREF=gi:19343550 /FEA=FLmRNA /CNT=2 /TID=Mm.86723.2 /TIER=FL /STK=1 /UG=Mm.86723 /DEF=Mus musculus, Similar to hypot
MOE430_2_1425943_at 13.4 12.8 A A 0.43 0.14 0 NC 0.31 gb:AY057384.1 /DB_XREF=gi:16754688 /FEA=FLmRNA /CNT=2 /TID=Mm.213205.1 /TIER=FL /STK=1 /UG=Mm.213205 /DEF=Mus musculus neuromedin U
MOE430_2_1425948_a_ 33.7 30 P A 0.03 0.14 0 NC 0.97 gb:BC022676.1 /DB_XREF=gi:18490952 /FEA=FLmRNA /CNT=2 /TID=Mm.41116.2 /TIER=FL /STK=1 /UG=Mm.41116 /LL=67554 /UG_GENE=4933433D23R
MOE430_2_1425954_a_ 68.9 89.1 P P 0.008057 0.01 0 NC 0.48 gb:BC026769.1 /DB_XREF=gi:20071197 /FEA=FLmRNA /CNT=2 /TID=Mm.34884.2 /TIER=FL /STK=1 /UG=Mm.34884 /DEF=Mus musculus, Similar to RIKE
MOE430_2_1425975_a_ 75.9 80.4 P P 0.001221 0.00293 0 NC 0.5 gb:AF178636.1 /DB_XREF=gi:6724091 /GEN=Jip3 /FEA=FLmRNA /CNT=1 /TID=Mm.43081.3 /TIER=FL /STK=1 /UG=Mm.43081 /LL=30957 /DEF=Mus mus
MOE430_2_1426017_a_ 210.1 178.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC020112.1 /DB_XREF=gi:18043298 /FEA=FLmRNA /CNT=1 /TID=Mm.29328.2 /TIER=FL /STK=1 /UG=Mm.29328 /LL=68295 /UG_GENE=0610011L14R
MOE430_2_1426029_a_ 0.6 1.5 A A 0.78 0.75 0 NC 0.29 gb:AF228706.1 /DB_XREF=gi:8777836 /GEN=Nfatz2 /FEA=FLmRNA /CNT=1 /TID=Mm.34530.4 /TIER=FL /STK=1 /UG=Mm.34530 /LL=54446 /DEF=Mus m
MOE430_2_1426031_a_ 1.6 1.6 A A 0.95 0.96 0 NC 0.23 gb:AF289078.1 /DB_XREF=gi:13936688 /FEA=FLmRNA /CNT=1 /TID=Mm.116802.4 /TIER=FL /STK=1 /UG=Mm.116802 /LL=18019 /UG_GENE=Nfatc2 /DE
MOE430_2_1426034_a_ 17.8 20.3 P A 0.02 0.14 0 NC 0.5 gb:AF005936.1 /DB_XREF=gi:2580611 /FEA=FLmRNA /CNT=1 /TID=Mm.4509.3 /TIER=FL /STK=1 /UG=Mm.4509 /LL=12393 /UG_GENE=Runx2 /DEF=Mus
MOE430_2_1426038_at 0.7 0.6 A A 0.63 0.6 0 NC 0.5 gb:AF104984.1 /DB_XREF=gi:4140701 /FEA=FLmRNA /CNT=1 /TID=Mm.29351.2 /TIER=FL /STK=1 /UG=Mm.29351 /LL=21842 /UG_GENE=Tiaf1 /DEF=Mu
MOE430_2_1426048_s_ 172.1 169.6 P P 0.000732 0.000732 0 NC 0.5 gb:BC021623.1 /DB_XREF=gi:18203739 /FEA=FLmRNA /CNT=1 /TID=Mm.39968.2 /TIER=FL /STK=1 /UG=Mm.39968 /LL=15464 /UG_GENE=Hrc /DEF=Mu
MOE430_2_1426053_a_ 18.9 20.3 P M 0.008057 0.05 0 NC 0.5 gb:AF131102.1 /DB_XREF=gi:6093319 /FEA=FLmRNA /CNT=1 /TID=Mm.89968.2 /TIER=FL /STK=1 /UG=Mm.89968 /LL=19775 /UG_GENE=Xpr1 /DEF=Mu
MOE430_2_1426078_a_ 393.6 354 P P 0.000244 0.000244 0 NC 0.5 gb:AF376726.1 /DB_XREF=gi:14248998 /GEN=Lustr2 /FEA=FLmRNA /CNT=1 /TID=Mm.28468.1 /TIER=FL /STK=1 /UG=Mm.28468 /LL=78308 /DEF=Mus 
MOE430_2_1426088_at 5281.4 4868.1 P P 0.000732 0.000244 0 NC 0.5 gb:BC004015.1 /DB_XREF=gi:13278405 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.17 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musc
MOE430_2_1426090_a_ 109.1 76.4 P P 0.001953 0.00293 0 NC 0.5 gb:AF286537.1 /DB_XREF=gi:11875613 /FEA=FLmRNA /CNT=1 /TID=Mm.5175.3 /TIER=FL /STK=1 /UG=Mm.5175 /LL=14158 /UG_GENE=Fert2 /DEF=Mu
MOE430_2_1426114_at 2311.7 2293.6 P P 0.000244 0.000244 0 NC 0.5 gb:L36663.1 /DB_XREF=gi:840647 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.19 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musculus 
MOE430_2_1426118_a_ 659.1 630 P P 0.000244 0.000244 0 NC 0.5 gb:AF109918.1 /DB_XREF=gi:6650561 /GEN=Mom35 /FEA=FLmRNA /CNT=1 /TID=Mm.20843.3 /TIER=FL /STK=1 /UG=Mm.20843 /LL=53333 /DEF=Mus m
MOE430_2_1426130_at 1.7 2.8 A A 0.66 0.66 0 NC 0.5 gb:BC017153.1 /DB_XREF=gi:16877841 /FEA=FLmRNA /CNT=1 /TID=Mm.220164.1 /TIER=FL /STK=1 /UG=Mm.220164 /DEF=Mus musculus, clone MGC:2
MOE430_2_1426143_at 0.9 0.7 A A 0.98 0.98 0 NC 0.85 gb:AF223417.1 /DB_XREF=gi:17026313 /FEA=FLmRNA /CNT=1 /TID=Mm.55320.3 /TIER=FL /STK=1 /UG=Mm.55320 /LL=76757 /UG_GENE=Trdn /DEF=M
MOE430_2_1426162_a_ 6922 6257.5 P P 0.000244 0.000244 0 NC 0.5 gb:M85235.1 /DB_XREF=gi:200769 /GEN=ribosomal protein /FEA=FLmRNA /CNT=1 /TID=Mm.37835.2 /TIER=FL /STK=1 /UG=Mm.37835 /LL=19989 /DEF
MOE430_2_1426164_a_ 242.1 235 P P 0.000244 0.000244 0 NC 0.5 gb:AF479773.1 /DB_XREF=gi:19387205 /FEA=FLmRNA /CNT=1 /TID=Mm.8.2 /TIER=FL /STK=1 /UG=Mm.8 /LL=22278 /UG_GENE=Usf1 /DEF=Mus muscu
MOE430_2_1426168_a_ 5.1 4.3 A A 0.46 0.33 0 NC 0.09 gb:U95921.1 /DB_XREF=gi:2104713 /GEN=N30.7TCRA /FEA=FLmRNA /CNT=1 /TID=Mm.30557.6 /TIER=FL /STK=1 /UG=Mm.30557 /LL=21473 /DEF=Mus
MOE430_2_1426169_a_ 8.5 7.9 A A 0.53 0.46 0 NC 0.5 gb:AF257136.1 /DB_XREF=gi:9652000 /GEN=Wbscr15 /FEA=FLmRNA /CNT=1 /TID=Mm.23955.3 /TIER=FL /STK=1 /UG=Mm.23955 /LL=56743 /DEF=Mus
MOE430_2_1426177_a_ 1.3 0.9 A A 0.9 0.97 0 NC 0.77 gb:AF222445.1 /DB_XREF=gi:7248795 /GEN=Nkx-1.2 /FEA=FLmRNA /CNT=1 /TID=Mm.4293.2 /TIER=FL /STK=1 /UG=Mm.4293 /LL=20231 /DEF=Mus mu
MOE430_2_1426191_a_ 39.8 44 A A 0.11 0.06 0 NC 0.78 gb:U10100.1 /DB_XREF=gi:506645 /GEN=bcl-x long /FEA=FLmRNA /CNT=1 /TID=Mm.3882.5 /TIER=FL /STK=1 /UG=Mm.3882 /LL=12048 /DEF=Mus mus
MOE430_2_1426195_a_ 8050.2 7723.5 P P 0.000244 0.000244 0 NC 0.5 gb:AF483486.1 /DB_XREF=gi:19548725 /FEA=FLmRNA /CNT=1 /TID=Mm.4263.3 /TIER=FL /STK=1 /UG=Mm.4263 /LL=13010 /UG_GENE=Cst3 /DEF=Mus
MOE430_2_1426200_at 11.3 9.2 P A 0.03 0.12 0 NC 0.5 gb:AY058910.1 /DB_XREF=gi:16902045 /FEA=FLmRNA /CNT=1 /TID=Mm.220159.1 /TIER=FL /STK=1 /UG=Mm.220159 /DEF=Mus musculus anti-HLA clas
MOE430_2_1426205_at 893.6 975.3 P P 0.000244 0.000244 0 NC 0.5 gb:M27073.1 /DB_XREF=gi:471977 /FEA=FLmRNA /CNT=376 /TID=Mm.4572.1 /TIER=FL+Stack /STK=171 /UG=Mm.4572 /LL=19046 /UG_GENE=Ppp1cb /
MOE430_2_1426211_at 134.2 101.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC021367.1 /DB_XREF=gi:18203977 /FEA=FLmRNA /CNT=108 /TID=Mm.23488.1 /TIER=FL+Stack /STK=64 /UG=Mm.23488 /DEF=Mus musculus, Simil
MOE430_2_1426213_at 319.5 287.9 P P 0.000244 0.000244 0 NC 0.5 gb:AF334609.1 /DB_XREF=gi:18478511 /FEA=FLmRNA /CNT=155 /TID=Mm.36335.1 /TIER=FL+Stack /STK=62 /UG=Mm.36335 /LL=27993 /UG_GENE=D1W
MOE430_2_1426217_at 164.8 144.5 P P 0.02 0.02 0 NC 0.5 gb:AF332866.1 /DB_XREF=gi:13274581 /FEA=FLmRNA /CNT=72 /TID=Mm.31236.1 /TIER=FL+Stack /STK=53 /UG=Mm.31236 /LL=68642 /UG_GENE=1110
MOE430_2_1426232_at 62.7 73.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC024479.1 /DB_XREF=gi:19353565 /FEA=FLmRNA /CNT=54 /TID=Mm.28809.1 /TIER=FL+Stack /STK=37 /UG=Mm.28809 /DEF=Mus musculus, Simila
MOE430_2_1426241_a_ 238.3 221.7 P P 0.001221 0.000732 0 NC 0.5 gb:AB030906.1 /DB_XREF=gi:6906724 /GEN=scmh1 /FEA=FLmRNA /CNT=65 /TID=Mm.18718.1 /TIER=FL+Stack /STK=28 /UG=Mm.18718 /LL=29871 /DE
MOE430_2_1426246_at 185.5 193.3 P P 0.000244 0.000244 0 NC 0.5 gb:Z25469.1 /DB_XREF=gi:396426 /FEA=FLmRNA /CNT=97 /TID=Mm.24611.1 /TIER=FL+Stack /STK=26 /UG=Mm.24611 /LL=19128 /UG_GENE=Pros1 /D
MOE430_2_1426256_at 860.1 908 P P 0.000244 0.000244 0 NC 0.5 gb:AF106620.1 /DB_XREF=gi:4378523 /FEA=FLmRNA /CNT=132 /TID=Mm.2368.1 /TIER=FL+Stack /STK=19 /UG=Mm.2368 /LL=21854 /UG_GENE=Timm1
MOE430_2_1426264_at 316.5 292.8 P P 0.000732 0.000244 0 NC 0.5 gb:BC026680.1 /DB_XREF=gi:20071884 /FEA=FLmRNA /CNT=158 /TID=Mm.38786.1 /TIER=FL+Stack /STK=16 /UG=Mm.38786 /DEF=Mus musculus, clone
MOE430_2_1426293_at 71.4 65.8 P P 0.000244 0.001221 0 NC 0.5 gb:BG068796 /DB_XREF=gi:12551365 /DB_XREF=H3069D07-3 /CLONE=H3069D07 /FEA=FLmRNA /CNT=38 /TID=Mm.24012.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1426308_at 14.6 10.5 P M 0.04 0.05 0 NC 0.5 gb:AY038023.1 /DB_XREF=gi:18476149 /GEN=Mbd3l /FEA=FLmRNA /CNT=12 /TID=Mm.160088.1 /TIER=FL+Stack /STK=9 /UG=Mm.160088 /LL=73503 /D
MOE430_2_1426344_at 276.4 258.2 P P 0.000244 0.000732 0 NC 0.5 gb:BE531889 /DB_XREF=gi:9760534 /DB_XREF=601235742F1 /CLONE=IMAGE:3599194 /FEA=FLmRNA /CNT=217 /TID=Mm.27235.1 /TIER=Stack /STK=9
MOE430_2_1426347_at 314.5 318.7 P P 0.000732 0.001221 0 NC 0.5 gb:BM120802 /DB_XREF=gi:17088828 /DB_XREF=L0944C08-3 /CLONE=L0944C08 /FEA=FLmRNA /CNT=176 /TID=Mm.25994.1 /TIER=Stack /STK=90 /U
MOE430_2_1426356_at 149.2 134.3 P P 0.001953 0.001953 0 NC 0.5 gb:BB667858 /DB_XREF=gi:16399307 /DB_XREF=BB667858 /CLONE=C730047K05 /FEA=FLmRNA /CNT=157 /TID=Mm.28085.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426358_at 204.3 202.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB272466 /DB_XREF=gi:8969485 /DB_XREF=BB272466 /CLONE=A830076A13 /FEA=FLmRNA /CNT=172 /TID=Mm.28277.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1426361_at 106.6 103.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV328883 /DB_XREF=gi:16395976 /DB_XREF=AV328883 /CLONE=6330445D03 /FEA=FLmRNA /CNT=181 /TID=Mm.193073.1 /TIER=Stack /STK=8 /U
MOE430_2_1426365_at 163.4 149.7 P P 0.000244 0.000244 0 NC 0.5 gb:BG064481 /DB_XREF=gi:12547044 /DB_XREF=H3020C03-3 /CLONE=H3020C03 /FEA=FLmRNA /CNT=160 /TID=Mm.28488.1 /TIER=Stack /STK=53 /U
MOE430_2_1426366_at 40.5 42.8 P P 0.005859 0.008057 0 NC 0.74 gb:AW553784 /DB_XREF=gi:7199207 /DB_XREF=L0231F05-3 /CLONE=L0231F05 /FEA=FLmRNA /CNT=78 /TID=Mm.26266.1 /TIER=Stack /STK=52 /UG=
MOE430_2_1426376_at 574 672.7 P P 0.000244 0.000244 0 NC 0.5 gb:BG069654 /DB_XREF=gi:12552223 /DB_XREF=H3078F09-3 /CLONE=H3078F09 /FEA=FLmRNA /CNT=160 /TID=Mm.21251.2 /TIER=Stack /STK=12 /U
MOE430_2_1426380_at 2971.5 2752 P P 0.000244 0.000244 0 NC 0.5 gb:AW741459 /DB_XREF=gi:7653235 /DB_XREF=ur55c01.x1 /CLONE=IMAGE:3154176 /FEA=FLmRNA /CNT=461 /TID=Mm.5612.1 /TIER=ConsEnd /STK=0
MOE430_2_1426398_at 412.4 389.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK015348.1 /DB_XREF=gi:12853652 /FEA=FLmRNA /CNT=190 /TID=Mm.19799.1 /TIER=Stack /STK=32 /UG=Mm.19799 /LL=66799 /UG_GENE=613040
MOE430_2_1426405_at 28.5 40.2 P P 0.000244 0.008057 0 NC 0.5 gb:BF584688 /DB_XREF=gi:11658406 /DB_XREF=602098426F1 /CLONE=IMAGE:4218199 /FEA=FLmRNA /CNT=242 /TID=Mm.25228.2 /TIER=ConsEnd /ST
MOE430_2_1426413_at 0.9 1.4 A A 0.65 0.39 0 NC 0.26 gb:BM116592 /DB_XREF=gi:17079610 /DB_XREF=L0838E05-3 /CLONE=L0838E05 /FEA=FLmRNA /CNT=71 /TID=Mm.4636.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1426429_at 34.1 30 P P 0.000732 0.001221 0 NC 0.5 gb:BM947004 /DB_XREF=gi:19430601 /DB_XREF=UI-M-EH0p-bva-k-01-0-UI.r1 /CLONE=IMAGE:5689464 /FEA=FLmRNA /CNT=45 /TID=Mm.10174.1 /TIE
MOE430_2_1426437_s_ 1567.1 1569.3 P P 0.000244 0.000244 0 NC 0.5 gb:BF146397 /DB_XREF=gi:11027792 /DB_XREF=uy28d04.x1 /CLONE=IMAGE:3660871 /FEA=FLmRNA /CNT=130 /TID=Mm.20521.2 /TIER=Stack /STK=19
MOE430_2_1426448_at 206.1 243.4 P P 0.000732 0.000732 0 NC 0.5 gb:BM199789 /DB_XREF=gi:17752788 /DB_XREF=C0200G07-3 /CLONE=C0200G07 /FEA=FLmRNA /CNT=137 /TID=Mm.8211.4 /TIER=Stack /STK=17 /UG
MOE430_2_1426449_a_ 465.6 518.1 P P 0.000244 0.000244 0 NC 0.5 gb:BE952446 /DB_XREF=gi:10592903 /DB_XREF=UI-M-BH4-azn-g-11-0-UI.s1 /CLONE=UI-M-BH4-azn-g-11-0-UI /FEA=FLmRNA /CNT=137 /TID=Mm.8
MOE430_2_1426451_at 286.1 281.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB042686 /DB_XREF=gi:15403891 /DB_XREF=BB042686 /CLONE=6030465E24 /FEA=FLmRNA /CNT=46 /TID=Mm.200213.1 /TIER=Stack /STK=17 /U
MOE430_2_1426460_a_ 151.9 184.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV370025 /DB_XREF=gi:16397786 /DB_XREF=AV370025 /CLONE=9030206D14 /FEA=FLmRNA /CNT=116 /TID=Mm.28877.2 /TIER=Stack /STK=9 /UG
MOE430_2_1426474_at 162.5 168.4 P P 0.01 0.00415 0 NC 0.5 gb:AI851949 /DB_XREF=gi:5495855 /DB_XREF=UI-M-BH0-aix-h-09-0-UI.s1 /CLONE=UI-M-BH0-aix-h-09-0-UI /FEA=FLmRNA /CNT=58 /TID=Mm.41651
MOE430_2_1426479_a_ 179.7 210.7 P P 0.001221 0.001221 0 NC 0.5 gb:AK005532.1 /DB_XREF=gi:12838152 /FEA=FLmRNA /CNT=178 /TID=Mm.171695.1 /TIER=Stack /STK=10 /UG=Mm.171695 /LL=72029 /UG_GENE=1600
MOE430_2_1426481_at 959 986.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB126112 /DB_XREF=gi:16262251 /DB_XREF=BB126112 /CLONE=9630011H16 /FEA=FLmRNA /CNT=106 /TID=Mm.17310.1 /TIER=Stack /STK=10 /U
MOE430_2_1426497_at 57 81.4 P P 0.001953 0.000732 0 NC 0.5 gb:AW552575 /DB_XREF=gi:7197998 /DB_XREF=L0214E04-3 /CLONE=L0214E04 /FEA=FLmRNA /CNT=72 /TID=Mm.142655.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1426500_at 283.8 296.8 P P 0.000244 0.000244 0 NC 0.5 gb:BF462080 /DB_XREF=gi:11531263 /DB_XREF=UI-M-CG0p-bmx-c-12-0-UI.s1 /CLONE=UI-M-CG0p-bmx-c-12-0-UI /FEA=FLmRNA /CNT=162 /TID=M
MOE430_2_1426502_s_ 52.3 51 P P 0.000244 0.01 0 NC 0.81 gb:AK008086.1 /DB_XREF=gi:12842050 /FEA=FLmRNA /CNT=76 /TID=Mm.30130.1 /TIER=Stack /STK=8 /UG=Mm.30130 /LL=68013 /UG_GENE=2310022B
MOE430_2_1426523_a_ 179.4 184.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK015527.1 /DB_XREF=gi:12853906 /FEA=FLmRNA /CNT=149 /TID=Mm.33830.2 /TIER=Stack /STK=39 /UG=Mm.33830 /LL=67980 /UG_GENE=492152
MOE430_2_1426528_at 108.6 109.5 P P 0.000732 0.001221 0 NC 0.46 gb:BQ176723 /DB_XREF=gi:20352215 /DB_XREF=UI-M-DJ2-bvz-d-11-0-UI.s1 /CLONE=UI-M-DJ2-bvz-d-11-0-UI /FEA=FLmRNA /CNT=44 /TID=Mm.30
MOE430_2_1426538_a_ 528.7 514.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB828014 /DB_XREF=gi:17006257 /DB_XREF=BB828014 /CLONE=G830050F09 /FEA=FLmRNA /CNT=34 /TID=Mm.222.7 /TIER=Stack /STK=26 /UG=M
MOE430_2_1426573_at 166 133.5 P P 0.001221 0.000732 0 NC 0.5 gb:BM235734 /DB_XREF=gi:17871004 /DB_XREF=K0423H12-3 /CLONE=K0423H12 /FEA=FLmRNA /CNT=111 /TID=Mm.36817.1 /TIER=Stack /STK=13 /U
MOE430_2_1426575_at 53.1 55.8 P P 0.000244 0.000732 0 NC 0.57 gb:AV253843 /DB_XREF=gi:16387954 /DB_XREF=AV253843 /CLONE=4921505L17 /FEA=FLmRNA /CNT=54 /TID=Mm.220936.1 /TIER=Stack /STK=14 /UG
MOE430_2_1426593_a_ 541.9 600.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB756840 /DB_XREF=gi:16203167 /DB_XREF=BB756840 /CLONE=G270079C04 /FEA=FLmRNA /CNT=112 /TID=Mm.90890.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1426611_at 2130 1958 P P 0.000244 0.000244 0 NC 0.5 gb:AV267322 /DB_XREF=gi:16389552 /DB_XREF=AV267322 /CLONE=4930525G09 /FEA=FLmRNA /CNT=331 /TID=Mm.2462.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1426623_a_ 176.9 173.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV351061 /DB_XREF=gi:15406688 /DB_XREF=AV351061 /CLONE=6620401O14 /FEA=FLmRNA /CNT=126 /TID=Mm.193021.3 /TIER=Stack /STK=8 /U
MOE430_2_1426625_at 304.9 328.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB333454 /DB_XREF=gi:15411549 /DB_XREF=BB333454 /CLONE=B830012D12 /FEA=FLmRNA /CNT=81 /TID=Mm.41554.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426626_at 234.9 238.1 P P 0.000732 0.000732 0 NC 0.5 gb:BB780444 /DB_XREF=gi:16941144 /DB_XREF=BB780444 /CLONE=G430066G11 /FEA=FLmRNA /CNT=80 /TID=Mm.20415.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426632_at 2.7 4.1 A A 0.36 0.33 0 NC 0.5 gb:AW553424 /DB_XREF=gi:7198847 /DB_XREF=L0227A01-3 /CLONE=L0227A01 /FEA=FLmRNA /CNT=17 /TID=Mm.38891.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1426633_s_ 7.6 6.8 A A 0.3 0.43 0 NC 0.5 gb:AW553424 /DB_XREF=gi:7198847 /DB_XREF=L0227A01-3 /CLONE=L0227A01 /FEA=FLmRNA /CNT=17 /TID=Mm.38891.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1426642_at 5768.8 5497.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC004724.1 /DB_XREF=gi:13435722 /FEA=mRNA /CNT=530 /TID=Mm.193099.1 /TIER=Stack /STK=239 /UG=Mm.193099 /LL=14268 /UG_GENE=Fn1 /
MOE430_2_1426644_at 732.2 683.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV010649 /DB_XREF=gi:16356140 /DB_XREF=AV010649 /CLONE=1110028I04 /FEA=mRNA /CNT=314 /TID=Mm.206021.1 /TIER=Stack /STK=204 /UG
MOE430_2_1426648_at 371.4 383.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG918951 /DB_XREF=gi:14299427 /DB_XREF=602819475F1 /CLONE=IMAGE:4948242 /FEA=mRNA /CNT=303 /TID=Mm.29725.1 /TIER=Stack /STK=16



MOE430_2_1426651_at 141.3 144.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK007652.1 /DB_XREF=gi:12841328 /FEA=mRNA /CNT=191 /TID=Mm.28039.1 /TIER=Stack /STK=158 /UG=Mm.28039 /LL=69163 /UG_GENE=1810030
MOE430_2_1426661_at 7755.7 7676.5 P P 0.000732 0.000244 0 NC 0.5 gb:BG807647 /DB_XREF=gi:17954615 /DB_XREF=2064-29 /FEA=mRNA /CNT=359 /TID=Mm.142380.1 /TIER=Stack /STK=147 /UG=Mm.142380 /LL=2645
MOE430_2_1426664_x_ 29 28.9 P A 0.005859 0.11 0 NC 0.83 gb:BC024519.1 /DB_XREF=gi:19353990 /FEA=mRNA /CNT=164 /TID=Mm.200307.1 /TIER=Stack /STK=138 /UG=Mm.200307 /DEF=Mus musculus, clone IM
MOE430_2_1426665_at 171.8 253.6 P P 0.000244 0.000732 0 NC 0.5 gb:AK010364.1 /DB_XREF=gi:12845753 /FEA=mRNA /CNT=192 /TID=Mm.28382.1 /TIER=Stack /STK=137 /UG=Mm.28382 /LL=74187 /UG_GENE=Katnb1 /
MOE430_2_1426675_at 369.8 370.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC025450.1 /DB_XREF=gi:19343774 /FEA=mRNA /CNT=171 /TID=Mm.24463.1 /TIER=Stack /STK=124 /UG=Mm.24463 /LL=70049 /UG_GENE=2610044
MOE430_2_1426701_at 140 156.1 P P 0.001953 0.000244 0 NC 0.5 gb:BM214100 /DB_XREF=gi:17772175 /DB_XREF=C0846B03-3 /CLONE=C0846B03 /FEA=mRNA /CNT=145 /TID=Mm.30254.1 /TIER=Stack /STK=103 /UG
MOE430_2_1426704_at 10.3 15.5 P P 0.005859 0.04 0 NC 0.54 gb:BE310730 /DB_XREF=gi:9170880 /DB_XREF=601089032F1 /CLONE=IMAGE:3483894 /FEA=mRNA /CNT=175 /TID=Mm.27921.1 /TIER=ConsEnd /STK=0
MOE430_2_1426708_at 250.5 264.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC003908.1 /DB_XREF=gi:13278123 /FEA=mRNA /CNT=127 /TID=Mm.24842.1 /TIER=Stack /STK=101 /UG=Mm.24842 /LL=71914 /UG_GENE=2310046
MOE430_2_1426724_at 2773.4 2644.9 P P 0.000244 0.000244 0 NC 0.5 gb:AI314104 /DB_XREF=gi:4029339 /DB_XREF=uj12c04.x1 /CLONE=IMAGE:1907814 /FEA=mRNA /CNT=415 /TID=Mm.22171.1 /TIER=Stack /STK=91 /UG
MOE430_2_1426728_x_ 381.1 370.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG965431 /DB_XREF=gi:14353068 /DB_XREF=602830469F1 /CLONE=IMAGE:4985177 /FEA=mRNA /CNT=120 /TID=Mm.3871.2 /TIER=Stack /STK=87 
MOE430_2_1426749_at 326.7 264.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK010534.1 /DB_XREF=gi:12846051 /FEA=mRNA /CNT=125 /TID=Mm.33202.1 /TIER=Stack /STK=77 /UG=Mm.33202 /LL=71974 /UG_GENE=2410018A
MOE430_2_1426756_at 179.6 157 P P 0.001221 0.000244 0 NC 0.5 gb:BB487752 /DB_XREF=gi:16441554 /DB_XREF=BB487752 /CLONE=D430044B20 /FEA=mRNA /CNT=205 /TID=Mm.33808.1 /TIER=Stack /STK=43 /UG=
MOE430_2_1426759_at 620.6 570.7 P P 0.000244 0.000244 0 NC 0.5 gb:BF165548 /DB_XREF=gi:11045900 /DB_XREF=601777449F1 /CLONE=IMAGE:4018861 /FEA=mRNA /CNT=146 /TID=Mm.29588.1 /TIER=Stack /STK=74
MOE430_2_1426804_at 1176.4 1321.1 P P 0.000244 0.000244 0 NC 0.5 gb:BG064918 /DB_XREF=gi:12547481 /DB_XREF=H3025C11-3 /CLONE=H3025C11 /FEA=mRNA /CNT=290 /TID=Mm.200406.1 /TIER=Stack /STK=62 /UG
MOE430_2_1426819_at 541.9 565.6 P P 0.000244 0.000244 0 NC 0.5 gb:BG076079 /DB_XREF=gi:12558648 /DB_XREF=H3155D07-3 /CLONE=H3155D07 /FEA=mRNA /CNT=94 /TID=Mm.26091.2 /TIER=Stack /STK=56 /UG=M
MOE430_2_1426822_at 142.2 117.1 P P 0.000732 0.000732 0 NC 0.5 gb:BM201133 /DB_XREF=gi:17754756 /DB_XREF=C0220F07-3 /CLONE=C0220F07 /FEA=mRNA /CNT=88 /TID=Mm.19077.1 /TIER=Stack /STK=54 /UG=M
MOE430_2_1426838_at 151.3 179.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB046864 /DB_XREF=gi:16259435 /DB_XREF=BB046864 /CLONE=6230420K17 /FEA=mRNA /CNT=108 /TID=Mm.37562.1 /TIER=Stack /STK=51 /UG=
MOE430_2_1426849_at 71.8 72.7 P P 0.001221 0.001221 0 NC 0.5 gb:BE947982 /DB_XREF=gi:10525741 /DB_XREF=UI-M-BH3-axf-e-08-0-UI.s1 /CLONE=UI-M-BH3-axf-e-08-0-UI /FEA=mRNA /CNT=137 /TID=Mm.1349
MOE430_2_1426859_at 5.4 5 A A 0.63 0.78 0 NC 0.57 gb:BB253137 /DB_XREF=gi:16355978 /DB_XREF=BB253137 /CLONE=A730056B17 /FEA=mRNA /CNT=106 /TID=Mm.3092.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1426866_at 584.1 546.3 P P 0.000732 0.000732 0 NC 0.5 gb:AK011230.1 /DB_XREF=gi:12847215 /FEA=mRNA /CNT=80 /TID=Mm.141652.1 /TIER=Stack /STK=48 /UG=Mm.141652 /LL=72136 /UG_GENE=2600016
MOE430_2_1426871_at 165.6 141.4 P P 0.000244 0.000244 0 NC 0.5 gb:BM939903 /DB_XREF=gi:19399055 /DB_XREF=UI-M-CG0p-bhs-d-10-0-UI.r1 /CLONE=UI-M-CG0p-bhs-d-10-0-UI /FEA=mRNA /CNT=102 /TID=Mm.4
MOE430_2_1426883_at 87.4 87.2 P P 0.001953 0.04 0 NC 0.68 gb:AV300228 /DB_XREF=gi:16393271 /DB_XREF=AV300228 /CLONE=5730478M19 /FEA=mRNA /CNT=60 /TID=Mm.5323.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1426885_a_ 1616.2 1433 P P 0.001221 0.000732 0 NC 0.5 gb:AK004852.1 /DB_XREF=gi:12836347 /GEN=Cdkap1 /FEA=mRNA /CNT=125 /TID=Mm.196624.3 /TIER=Stack /STK=44 /UG=Mm.196624 /LL=13445 /UG
MOE430_2_1426896_at 21.8 13.3 P P 0.008057 0.01 0 NC 0.5 gb:BB579760 /DB_XREF=gi:11475707 /DB_XREF=BB579760 /CLONE=7230402O10 /FEA=mRNA /CNT=80 /TID=Mm.153618.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1426906_at 38.8 53.7 P P 0.001221 0.000732 0 NC 0.2 gb:M74124.1 /DB_XREF=gi:198868 /FEA=mRNA /CNT=78 /TID=Mm.215120.1 /TIER=Stack /STK=40 /UG=Mm.215120 /LL=15952 /UG_GENE=Ifi205 /UG_TI
MOE430_2_1426907_s_ 147.7 171.1 P P 0.000244 0.000244 0 NC 0.5 gb:BM115354 /DB_XREF=gi:17078372 /DB_XREF=L0819A07-3 /CLONE=L0819A07 /FEA=mRNA /CNT=73 /TID=Mm.12412.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1426910_at 249.9 237.7 P P 0.000732 0.000732 0 NC 0.5 gb:BB398886 /DB_XREF=gi:16412410 /DB_XREF=BB398886 /CLONE=C330011K11 /FEA=mRNA /CNT=71 /TID=Mm.46856.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1426961_at 316.3 299 P P 0.001953 0.001953 0 NC 0.5 gb:BC011337.1 /DB_XREF=gi:15030163 /FEA=mRNA /CNT=192 /TID=Mm.18898.1 /TIER=Stack /STK=32 /UG=Mm.18898 /DEF=Mus musculus, clone IMAG
MOE430_2_1426965_at 334.3 325.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC025198.1 /DB_XREF=gi:19483996 /FEA=mRNA /CNT=65 /TID=Mm.30543.1 /TIER=Stack /STK=32 /UG=Mm.30543 /UG_TITLE=Mus musculus, clone I
MOE430_2_1427017_at 30.6 31.8 M A 0.05 0.08 0 NC 0.5 gb:BB104560 /DB_XREF=gi:15407947 /DB_XREF=BB104560 /CLONE=9430092A10 /FEA=mRNA /CNT=40 /TID=Mm.73537.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1427022_at 151.8 140.7 P P 0.000244 0.000244 0 NC 0.5 gb:BM247253 /DB_XREF=gi:17882523 /DB_XREF=K0749C05-3 /CLONE=K0749C05 /FEA=mRNA /CNT=127 /TID=Mm.41367.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1427024_at 49.3 50.9 P P 0.000244 0.000244 0 NC 0.53 gb:AV298215 /DB_XREF=gi:16393020 /DB_XREF=AV298215 /CLONE=5730455F11 /FEA=mRNA /CNT=109 /TID=Mm.9913.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1427031_s_ 107 136 P P 0.000244 0.005859 0 NC 0.5 gb:BG067674 /DB_XREF=gi:12550243 /DB_XREF=H3056H12-3 /CLONE=H3056H12 /FEA=mRNA /CNT=44 /TID=Mm.24035.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1427057_at 528 531.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC020154.1 /DB_XREF=gi:18043319 /FEA=mRNA /CNT=28 /TID=Mm.200446.1 /TIER=Stack /STK=21 /UG=Mm.200446 /LL=103466 /UG_GENE=AW540
MOE430_2_1427058_at 4047.7 3790.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK010644.1 /DB_XREF=gi:12846235 /FEA=mRNA /CNT=220 /TID=Mm.12858.1 /TIER=Stack /STK=20 /UG=Mm.12858 /LL=13681 /UG_GENE=Eif4a1 /U
MOE430_2_1427064_a_ 147 152.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC006859.1 /DB_XREF=gi:13905135 /FEA=mRNA /CNT=38 /TID=Mm.25568.2 /TIER=Stack /STK=20 /UG=Mm.25568 /LL=105782 /UG_GENE=AI118201
MOE430_2_1427065_at 76.2 73.7 P P 0.01 0.008057 0 NC 0.5 gb:BG071151 /DB_XREF=gi:12553720 /DB_XREF=H3095C06-3 /CLONE=H3095C06 /FEA=mRNA /CNT=38 /TID=Mm.29950.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1427066_a_ 176.6 127.3 P P 0.01 0.001221 0 NC 0.48 gb:AJ404329.1 /DB_XREF=gi:13398294 /FEA=mRNA /CNT=38 /TID=Mm.29950.2 /TIER=ConsEnd /STK=0 /UG=Mm.29950 /LL=66771 /UG_GENE=4933439F
MOE430_2_1427085_at 540.2 657.6 P P 0.000244 0.000244 0 NC 0.5 gb:AJ293897.1 /DB_XREF=gi:13397924 /FEA=mRNA /CNT=57 /TID=Mm.90071.1 /TIER=Stack /STK=18 /UG=Mm.90071 /LL=69961 /UG_GENE=2810432D0
MOE430_2_1427111_s_ 87.3 85.4 P P 0.000732 0.000244 0 NC 0.5 gb:BG145492 /DB_XREF=gi:12648899 /DB_XREF=uu70g02.y1 /CLONE=IMAGE:3382059 /FEA=mRNA /CNT=57 /TID=Mm.220848.1 /TIER=Stack /STK=8 /U
MOE430_2_1427114_at 118.8 117.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK013368.1 /DB_XREF=gi:12850683 /FEA=mRNA /CNT=37 /TID=Mm.88389.1 /TIER=Stack /STK=16 /UG=Mm.88389 /LL=72795 /UG_GENE=2810460C2
MOE430_2_1427131_s_ 549.4 589.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV234245 /DB_XREF=gi:16386128 /DB_XREF=AV234245 /CLONE=4632431O07 /FEA=mRNA /CNT=147 /TID=Mm.219.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1427153_at 540.5 547.5 P P 0.000244 0.000244 0 NC 0.5 gb:AW047304 /DB_XREF=gi:5907833 /DB_XREF=UI-M-BH1-amh-e-12-0-UI.s1 /CLONE=UI-M-BH1-amh-e-12-0-UI /FEA=mRNA /CNT=29 /TID=Mm.1281
MOE430_2_1427156_s_ 188 173.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB756983 /DB_XREF=gi:16185511 /DB_XREF=BB756983 /CLONE=G270080C24 /FEA=mRNA /CNT=13 /TID=Mm.33150.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1427158_at 554.3 598.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV095945 /DB_XREF=gi:16381715 /DB_XREF=AV095945 /CLONE=2410015D05 /FEA=mRNA /CNT=63 /TID=Mm.143810.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1427173_a_ 848 796.4 P P 0.000244 0.000244 0 NC 0.5 gb:Y17852.1 /DB_XREF=gi:3378457 /FEA=mRNA /CNT=55 /TID=Mm.12962.1 /TIER=Stack /STK=11 /UG=Mm.12962 /LL=14548 /UG_GENE=Gdap3 /DEF=M
MOE430_2_1427178_at 23.4 20.2 P A 0.01 0.09 0 NC 0.69 gb:BB667469 /DB_XREF=gi:16398918 /DB_XREF=BB667469 /CLONE=C730015N08 /FEA=mRNA /CNT=50 /TID=Mm.63496.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1427230_at 119.8 101.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB322737 /DB_XREF=gi:16403428 /DB_XREF=BB322737 /CLONE=B330018M03 /FEA=mRNA /CNT=73 /TID=Mm.29083.1 /TIER=Stack /STK=60 /UG=M
MOE430_2_1427247_at 5.3 7.3 A A 0.11 0.11 0 NC 0.31 gb:BB238462 /DB_XREF=gi:8920920 /DB_XREF=BB238462 /CLONE=A630071L15 /FEA=mRNA /CNT=71 /TID=Mm.140138.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1427248_at 223.1 236.8 P P 0.000244 0.000244 0 NC 0.5 gb:BG075255 /DB_XREF=gi:12557824 /DB_XREF=H3145B06-3 /CLONE=H3145B06 /FEA=mRNA /CNT=159 /TID=Mm.71361.1 /TIER=Stack /STK=26 /UG=
MOE430_2_1427251_at 120 115 P P 0.000244 0.001221 0 NC 0.5 gb:AA245637 /DB_XREF=gi:1876426 /DB_XREF=my52f10.r1 /CLONE=IMAGE:699499 /FEA=mRNA /CNT=218 /TID=Mm.42255.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427260_a_ 2465.7 2442.2 P P 0.000244 0.000244 0 NC 0.5 gb:X53753.1 /DB_XREF=gi:54911 /FEA=mRNA /CNT=434 /TID=Mm.17306.2 /TIER=Stack /STK=20 /UG=Mm.17306 /LL=59069 /UG_GENE=Tpm3 /UG_TITL
MOE430_2_1427282_a_ 315.1 337.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV007132 /DB_XREF=gi:4784119 /DB_XREF=AV007132 /CLONE=1110003A19 /FEA=mRNA /CNT=36 /TID=Mm.7319.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1427287_s_ 64.1 72.7 P P 0.000244 0.000732 0 NC 0.5 gb:BB216794 /DB_XREF=gi:16353135 /DB_XREF=BB216794 /CLONE=A530039D21 /FEA=mRNA /CNT=31 /TID=Mm.7800.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1427297_at 339.6 339.3 P P 0.000244 0.000244 0 NC 0.5 gb:AW537481 /DB_XREF=gi:7179898 /DB_XREF=G0116H11-3 /CLONE=G0116H11 /FEA=mRNA /CNT=78 /TID=Mm.218515.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1427324_at 50.5 39 P P 0.005859 0.008057 0 NC 0.5 gb:BC022593.1 /DB_XREF=gi:18490437 /FEA=mRNA /CNT=34 /TID=Mm.44181.1 /TIER=Stack /STK=9 /UG=Mm.44181 /DEF=Mus musculus, clone IMAGE:
MOE430_2_1427341_at 47 61.6 P P 0.000244 0.000244 0 NC 0.5 gb:U85993.1 /DB_XREF=gi:1835752 /FEA=mRNA /CNT=12 /TID=Mm.176725.1 /TIER=Stack /STK=8 /UG=Mm.176725 /DEF=Mus musculus clone IMAGE:34
MOE430_2_1427344_s_ 3.1 0.8 A A 0.46 0.82 0 NC 0.99 gb:BC026377.1 /DB_XREF=gi:20071341 /FEA=mRNA /CNT=16 /TID=Mm.179267.1 /TIER=ConsEnd /STK=7 /UG=Mm.179267 /LL=75141 /UG_GENE=49305
MOE430_2_1427351_s_ 1.1 1.1 A A 0.96 0.87 0 NC 0.5 gb:BB226392 /DB_XREF=gi:8897037 /DB_XREF=BB226392 /CLONE=A530097A12 /FEA=mRNA /CNT=11 /TID=Mm.218842.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1427359_at 14.6 13.3 P A 0.000244 0.09 0 NC 0.5 gb:BG067970 /DB_XREF=gi:12550539 /DB_XREF=H3060C07-3 /CLONE=H3060C07 /FEA=mRNA /CNT=40 /TID=Mm.34990.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1427370_at 4.4 4.2 A A 0.39 0.66 0 NC 0.59 gb:AK005066.1 /DB_XREF=gi:12836735 /FEA=mRNA /CNT=18 /TID=Mm.80810.1 /TIER=ConsEnd /STK=4 /UG=Mm.80810 /LL=71761 /UG_GENE=1300019
MOE430_2_1427390_at 105.6 110.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC025913.1 /DB_XREF=gi:19484229 /FEA=mRNA /CNT=15 /TID=Mm.64557.1 /TIER=ConsEnd /STK=2 /UG=Mm.64557 /DEF=Mus musculus, Similar to 
MOE430_2_1427408_a_ 184.2 175.9 P P 0.000732 0.000732 0 NC 0.5 gb:BC012655.1 /DB_XREF=gi:15215073 /FEA=mRNA /CNT=31 /TID=Mm.220342.1 /TIER=ConsEnd /STK=1 /UG=Mm.220342 /DEF=Mus musculus, clone IM
MOE430_2_1427412_s_ 29.8 28.5 P P 0.001221 0.01 0 NC 0.5 gb:BQ177183 /DB_XREF=gi:20352675 /DB_XREF=UI-M-DJ2-bwa-j-04-0-UI.s1 /CLONE=UI-M-DJ2-bwa-j-04-0-UI /FEA=mRNA /CNT=28 /TID=Mm.22034
MOE430_2_1427464_s_ 2167.5 1989.2 P P 0.000244 0.000244 0 NC 0.5 gb:AJ002387.1 /DB_XREF=gi:2598561 /FEA=mRNA /CNT=14 /TID=Mm.918.2 /TIER=ConsEnd /STK=0 /UG=Mm.918 /LL=14828 /UG_GENE=Hspa5 /DEF=M
MOE430_2_1427473_at 1.8 0.7 A A 0.75 0.95 0 NC 0.93 gb:J03953.1 /DB_XREF=gi:193689 /FEA=mRNA /CNT=11 /TID=Mm.37199.1 /TIER=ConsEnd /STK=0 /UG=Mm.37199 /LL=14864 /UG_GENE=Gstm3 /UG_T
MOE430_2_1427476_a_ 407.2 346.8 P P 0.000244 0.000244 0 NC 0.5 gb:AF230385.1 /DB_XREF=gi:12275857 /FEA=mRNA /CNT=21 /TID=Mm.22786.1 /TIER=ConsEnd /STK=0 /UG=Mm.22786 /LL=69807 /UG_GENE=Trim32 /
MOE430_2_1427511_at 23.9 20.5 P P 0.01 0.04 0 NC 0.83 gb:AA170322 /DB_XREF=gi:1748855 /DB_XREF=ms74h12.r1 /CLONE=IMAGE:617351 /FEA=mRNA /CNT=11 /TID=Mm.120692.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427556_at 3 2.4 A A 0.66 0.63 0 NC 0.5 gb:BC019408.1 /DB_XREF=gi:18044432 /FEA=mRNA /CNT=6 /TID=Mm.202895.1 /TIER=ConsEnd /STK=0 /UG=Mm.202895 /DEF=Mus musculus, clone IMA
MOE430_2_1427567_a_ 747.5 548.6 P P 0.000732 0.000244 0 NC 0.5 gb:BE380713 /DB_XREF=gi:9326078 /DB_XREF=601270822F1 /CLONE=IMAGE:3600149 /FEA=mRNA /CNT=5 /TID=Mm.17306.3 /TIER=ConsEnd /STK=0 /
MOE430_2_1427616_at 10.7 10.1 A A 0.24 0.24 0 NC 0.5 gb:BC023004.1 /DB_XREF=gi:18605936 /FEA=mRNA /CNT=2 /TID=Mm.216449.1 /TIER=ConsEnd /STK=1 /UG=Mm.216449 /DEF=Mus musculus, clone IMA
MOE430_2_1427626_at 7.5 5.2 A A 0.63 0.69 0 NC 0.5 gb:AF369933.1 /DB_XREF=gi:15077764 /FEA=mRNA /CNT=8 /TID=Mm.200752.1 /TIER=ConsEnd /STK=0 /UG=Mm.200752 /LL=74180 /UG_GENE=Muc5b /
MOE430_2_1427635_at 0.4 0.6 A A 0.62 0.85 0 NC 0.65 gb:AU067277 /DB_XREF=gi:4968014 /DB_XREF=AU067277 /CLONE=MNCb-3201 /FEA=mRNA /CNT=2 /TID=Mm.41576.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1427656_at 5 5.9 A A 0.82 0.72 0 NC 0.5 gb:X14388.1 /DB_XREF=gi:54668 /FEA=mRNA /CNT=2 /TID=Mm.157012.9 /TIER=ConsEnd /STK=0 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /DE
MOE430_2_1427659_at 50 44.5 P P 0.001221 0.00415 0 NC 0.5 gb:BC012698.1 /DB_XREF=gi:15215195 /FEA=mRNA /CNT=2 /TID=Mm.7308.2 /TIER=ConsEnd /STK=0 /UG=Mm.7308 /LL=83797 /UG_GENE=Smarcd1 /D
MOE430_2_1427671_a_ 24.2 22.9 P A 0.04 0.08 0 NC 0.5 gb:X62379.1 /DB_XREF=gi:51552 /FEA=mRNA /CNT=1 /TID=Mm.4938.2 /TIER=ConsEnd /STK=0 /UG=Mm.4938 /LL=14260 /UG_GENE=Fmn /DEF=M.musc
MOE430_2_1427672_a_ 101.6 99.6 P P 0.000244 0.000244 0 NC 0.5 gb:AJ002730.1 /DB_XREF=gi:3021456 /GEN=Utx /FEA=mRNA /CNT=1 /TID=Mm.28750.2 /TIER=ConsEnd /STK=0 /UG=Mm.28750 /LL=22289 /DEF=Mus m
MOE430_2_1427717_at 34.6 26.3 P A 0.03 0.06 0 NC 0.5 gb:X60958.1 /DB_XREF=gi:50111 /GEN=B7 /FEA=mRNA /CNT=1 /TID=Mm.89474.7 /TIER=ConsEnd /STK=0 /UG=Mm.89474 /LL=12519 /DEF=Mouse B7 m
MOE430_2_1427724_at 2.7 1.8 A A 0.78 0.95 0 NC 0.5 gb:U01919.1 /DB_XREF=gi:404645 /FEA=mRNA /CNT=1 /TID=Mm.4237.2 /TIER=ConsEnd /STK=0 /UG=Mm.4237 /LL=21973 /UG_GENE=Top2a /DEF=Mus
MOE430_2_1427727_x_ 0.6 2.1 A A 0.72 0.5 0 NC 0.15 gb:X98112.1 /DB_XREF=gi:1524138 /GEN=Cea4b /FEA=mRNA /CNT=1 /TID=Mm.36878.2 /TIER=ConsEnd /STK=0 /UG=Mm.36878 /LL=26439 /DEF=M.mu
MOE430_2_1427730_a_ 98.1 93.3 P P 0.000244 0.000244 0 NC 0.5 gb:AF316550.1 /DB_XREF=gi:14485560 /GEN=Zfp148 /FEA=mRNA /CNT=1 /TID=Mm.417.2 /TIER=ConsEnd /STK=0 /UG=Mm.417 /LL=22661 /DEF=Mus m
MOE430_2_1427739_a_ 1007.1 1042.1 P P 0.000244 0.000244 0 NC 0.5 gb:AJ297973.1 /DB_XREF=gi:11342598 /GEN=p53 /FEA=mRNA /CNT=1 /TID=Mm.222.8 /TIER=ConsEnd /STK=0 /UG=Mm.222 /LL=22059 /DEF=Mus mus
MOE430_2_1427761_at 3.6 3.5 A A 0.6 0.42 0 NC 0.48 gb:AY029599.1 /DB_XREF=gi:14581469 /FEA=mRNA /CNT=1 /TID=Mm.220124.1 /TIER=ConsEnd /STK=0 /UG=Mm.220124 /LL=140546 /UG_GENE=Prnpip
MOE430_2_1427763_a_ 43 52.7 P P 0.000244 0.00293 0 NC 0.63 gb:AF059029.1 /DB_XREF=gi:3088550 /FEA=mRNA /CNT=1 /TID=Mm.34377.2 /TIER=ConsEnd /STK=0 /UG=Mm.34377 /LL=108058 /UG_GENE=Camk2d /
MOE430_2_1427779_a_ 1.8 2.6 A A 0.8 0.75 0 NC 0.11 gb:U75219.1 /DB_XREF=gi:1657633 /GEN=cd4 /FEA=mRNA /CNT=1 /TID=Mm.2209.2 /TIER=ConsEnd /STK=0 /UG=Mm.2209 /LL=12504 /DEF=Mus musc
MOE430_2_1427819_at 2.3 2.5 A A 0.6 0.69 0 NC 0.35 gb:BC027249.1 /DB_XREF=gi:20071051 /FEA=mRNA /CNT=1 /TID=Mm.219534.1 /TIER=ConsEnd /STK=0 /UG=Mm.219534 /UG_TITLE=Mus musculus, clon
MOE430_2_1427824_at 2.2 1.6 A A 0.8 0.88 0 NC 0.73 gb:X16301.1 /DB_XREF=gi:50759 /FEA=mRNA /CNT=1 /TID=Mm.1340.1 /TIER=ConsEnd /STK=0 /UG=Mm.1340 /UG_TITLE=M.musculus RNA for 18.8 fami
MOE430_2_1427834_at 4.7 4.6 A A 0.63 0.72 0 NC 0.5 gb:U96702.1 /DB_XREF=gi:2104738 /FEA=mRNA /CNT=1 /TID=Mm.206796.1 /TIER=ConsEnd /STK=0 /UG=Mm.206796 /LL=20712 /UG_GENE=Spi16 /DEF
MOE430_2_1427859_at 1.8 0.9 A A 0.85 0.96 0 NC 0.57 gb:U55641.1 /DB_XREF=gi:1870397 /FEA=mRNA /CNT=1 /TID=Mm.104747.26 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /
MOE430_2_1427861_at 2.8 2 A A 0.82 0.93 0 NC 0.42 gb:AF133910.1 /DB_XREF=gi:4927201 /GEN=Aip-3 /FEA=mRNA /CNT=1 /TID=Mm.195506.1 /TIER=ConsEnd /STK=0 /UG=Mm.195506 /LL=65104 /DEF=M
MOE430_2_1427890_a_ 52.3 54.3 P P 0.000732 0.000244 0 NC 0.42 gb:AW553222 /DB_XREF=gi:7198645 /DB_XREF=L0223G12-3 /CLONE=L0223G12 /FEA=mRNA /CNT=64 /TID=Mm.45104.1 /TIER=Stack /STK=60 /UG=M
MOE430_2_1427927_at 252 255 P P 0.000732 0.000732 0 NC 0.5 gb:AI426175 /DB_XREF=gi:4272106 /DB_XREF=mj27e07.x1 /CLONE=IMAGE:477348 /FEA=mRNA /CNT=36 /TID=Mm.200231.1 /TIER=Stack /STK=19 /UG
MOE430_2_1427928_s_ 218.6 205.3 P P 0.000244 0.000244 0 NC 0.5 gb:AW538039 /DB_XREF=gi:7180456 /DB_XREF=C0102D11-3 /CLONE=C0102D11 /FEA=mRNA /CNT=24 /TID=Mm.221170.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1427931_s_ 67.8 65 P P 0.03 0.03 0 NC 0.5 gb:BG063905 /DB_XREF=gi:12546468 /DB_XREF=H3013B08-3 /CLONE=H3013B08 /FEA=mRNA /CNT=104 /TID=Mm.206159.1 /TIER=Stack /STK=19 /UG
MOE430_2_1427932_s_ 35.6 44.4 A A 0.12 0.09 0 NC 0.5 gb:BI076714 /DB_XREF=gi:14515371 /DB_XREF=L0223B10-3 /CLONE=L0223B10 /FEA=mRNA /CNT=167 /TID=Mm.216195.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1427950_at 40.3 32.4 P P 0.000244 0.001221 0 NC 0.5 gb:BM239596 /DB_XREF=gi:17874866 /DB_XREF=K0537B01-3 /CLONE=K0537B01 /FEA=mRNA /CNT=105 /TID=Mm.162637.1 /TIER=Stack /STK=10 /UG
MOE430_2_1427951_s_ 70.2 63.8 P P 0.008057 0.01 0 NC 0.5 gb:BG141739 /DB_XREF=gi:12645134 /DB_XREF=ia93e05.x1 /CLONE=IMAGE:5646032 /FEA=mRNA /CNT=21 /TID=Mm.221166.1 /TIER=Stack /STK=13 /U
MOE430_2_1427954_at 47.6 38.9 P P 0.000244 0.000732 0 NC 0.5 gb:BC028785.1 /DB_XREF=gi:20380483 /FEA=mRNA /CNT=15 /TID=Mm.186986.1 /TIER=Stack /STK=13 /UG=Mm.186986 /DEF=Mus musculus, clone IMA
MOE430_2_1427977_x_ 0.2 0.3 A A 0.87 0.98 0 NC 0.66 gb:AB050008.1 /DB_XREF=gi:20372959 /FEA=mRNA /CNT=138 /TID=Mm.221169.1 /TIER=Stack /STK=114 /UG=Mm.221169 /UG_TITLE=Mus musculus mR
MOE430_2_1427998_at 231.2 263.7 P P 0.000244 0.000244 0 NC 0.5 gb:AV015526 /DB_XREF=gi:16356284 /DB_XREF=AV015526 /CLONE=1110059P07 /FEA=mRNA /CNT=37 /TID=Mm.46586.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1428021_at 128.1 120 P P 0.000244 0.000244 0 NC 0.5 gb:BI155184 /DB_XREF=gi:14615185 /DB_XREF=602903163F1 /CLONE=IMAGE:5032911 /FEA=mRNA /CNT=5 /TID=Mm.221067.1 /TIER=ConsEnd /STK=0
MOE430_2_1428044_at 24.4 15.9 M A 0.05 0.09 0 NC 0.5 gb:BC028319.1 /DB_XREF=gi:20271435 /FEA=mRNA /CNT=2 /TID=Mm.220173.1 /TIER=ConsEnd /STK=0 /UG=Mm.220173 /DEF=Mus musculus, Similar to
MOE430_2_1428056_at 0.8 0.9 A A 0.77 0.69 0 NC 0.71 gb:AF444273.1 /DB_XREF=gi:20530878 /GEN=Klra22 /FEA=mRNA /CNT=1 /TID=Mm.197615.2 /TIER=ConsEnd /STK=0 /UG=Mm.197615 /LL=93969 /DEF=
MOE430_2_1428070_at 206.7 243.2 P P 0.000732 0.000732 0 NC 0.5 gb:AK004688.1 /DB_XREF=gi:12836041 /FEA=mRNA /CNT=261 /TID=Mm.22559.1 /TIER=Stack /STK=164 /UG=Mm.22559 /LL=74126 /UG_GENE=1200010
MOE430_2_1428074_at 418 559.2 P P 0.000732 0.000244 0 NC 0.27 gb:AK009669.1 /DB_XREF=gi:12844607 /FEA=mRNA /CNT=177 /TID=Mm.8569.1 /TIER=Stack /STK=151 /UG=Mm.8569 /LL=72309 /UG_GENE=2310037P2
MOE430_2_1428093_at 79.3 81.2 P P 0.005859 0.00415 0 NC 0.5 gb:AK017745.1 /DB_XREF=gi:12857144 /FEA=mRNA /CNT=224 /TID=Mm.26214.2 /TIER=Stack /STK=120 /UG=Mm.26214 /LL=67976 /UG_GENE=5730502
MOE430_2_1428102_at 4.7 3.7 A A 0.66 0.63 0 NC 0.5 gb:AK003061.1 /DB_XREF=gi:12833482 /FEA=mRNA /CNT=205 /TID=Mm.34692.1 /TIER=Stack /STK=114 /UG=Mm.34692 /LL=76703 /UG_GENE=Cpb1 /U
MOE430_2_1428113_at 785.8 806.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK017580.1 /DB_XREF=gi:12856888 /FEA=mRNA /CNT=140 /TID=Mm.29310.1 /TIER=Stack /STK=109 /UG=Mm.29310 /LL=70551 /UG_GENE=5730419
MOE430_2_1428118_at 10.3 10.4 A A 0.5 0.36 0 NC 0.5 gb:BB078751 /DB_XREF=gi:15406972 /DB_XREF=BB078751 /CLONE=9330154P15 /FEA=mRNA /CNT=117 /TID=Mm.40802.1 /TIER=Stack /STK=107 /UG
MOE430_2_1428133_at 286.4 364.7 P P 0.000244 0.000244 0 NC 0.5 gb:BF135932 /DB_XREF=gi:10974972 /DB_XREF=601781262F1 /CLONE=IMAGE:4009478 /FEA=mRNA /CNT=155 /TID=Mm.22548.1 /TIER=Stack /STK=10
MOE430_2_1428138_s_ 570.2 531.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV233429 /DB_XREF=gi:15405053 /DB_XREF=AV233429 /CLONE=4632424J05 /FEA=mRNA /CNT=156 /TID=Mm.24499.1 /TIER=Stack /STK=99 /UG=
MOE430_2_1428150_at 52.5 57.5 P P 0.000732 0.008057 0 NC 0.77 gb:BB203098 /DB_XREF=gi:16351659 /DB_XREF=BB203098 /CLONE=A430050B22 /FEA=mRNA /CNT=171 /TID=Mm.41792.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1428159_s_ 1997 2039.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK010307.1 /DB_XREF=gi:12845653 /FEA=mRNA /CNT=161 /TID=Mm.3014.1 /TIER=Stack /STK=88 /UG=Mm.3014 /LL=66386 /UG_GENE=2310039H15
MOE430_2_1428160_at 133.3 144.3 P P 0.00293 0.00293 0 NC 0.5 gb:AK010307.1 /DB_XREF=gi:12845653 /FEA=mRNA /CNT=161 /TID=Mm.3014.1 /TIER=ConsEnd /STK=0 /UG=Mm.3014 /LL=66386 /UG_GENE=2310039H
MOE430_2_1428163_at 1555.6 1527.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK010187.1 /DB_XREF=gi:12845449 /FEA=mRNA /CNT=189 /TID=Mm.196592.1 /TIER=Stack /STK=85 /UG=Mm.196592 /LL=66397 /UG_GENE=231007
MOE430_2_1428179_at 2544.3 2768.5 P P 0.000244 0.000244 0 NC 0.5 gb:BI692577 /DB_XREF=gi:15655206 /DB_XREF=603343427F1 /CLONE=IMAGE:5371014 /FEA=mRNA /CNT=150 /TID=Mm.2206.1 /TIER=Stack /STK=79 /
MOE430_2_1428188_at 79.7 78 P P 0.000732 0.001953 0 NC 0.5 gb:AK011451.1 /DB_XREF=gi:12847581 /FEA=mRNA /CNT=100 /TID=Mm.18783.1 /TIER=Stack /STK=76 /UG=Mm.18783 /LL=72149 /UG_GENE=2610019A
MOE430_2_1428214_at 1045.2 1087.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB609428 /DB_XREF=gi:16451180 /DB_XREF=BB609428 /CLONE=0610025E08 /FEA=mRNA /CNT=92 /TID=Mm.27901.1 /TIER=Stack /STK=70 /UG=M
MOE430_2_1428215_x_ 1433 1488.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB609428 /DB_XREF=gi:16451180 /DB_XREF=BB609428 /CLONE=0610025E08 /FEA=mRNA /CNT=92 /TID=Mm.27901.1 /TIER=Stack /STK=70 /UG=M
MOE430_2_1428218_a_ 535.2 498 P P 0.000244 0.000244 0 NC 0.5 gb:AK017276.1 /DB_XREF=gi:12856434 /FEA=mRNA /CNT=140 /TID=Mm.28544.1 /TIER=Stack /STK=9 /UG=Mm.28544 /LL=67912 /UG_GENE=1600012H0
MOE430_2_1428232_at 383.7 403.6 P P 0.000244 0.000244 0 NC 0.5 gb:BG068761 /DB_XREF=gi:12551330 /DB_XREF=H3069A08-3 /CLONE=H3069A08 /FEA=mRNA /CNT=312 /TID=Mm.34851.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1428253_at 659.9 664.7 P P 0.000244 0.000244 0 NC 0.5 gb:AA881383 /DB_XREF=gi:2990693 /DB_XREF=vx16g08.r1 /CLONE=IMAGE:1264670 /FEA=mRNA /CNT=139 /TID=Mm.18941.1 /TIER=Stack /STK=11 /U
MOE430_2_1428255_at 283.6 322.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK010539.1 /DB_XREF=gi:12846059 /GEN=Luc7l /FEA=mRNA /CNT=96 /TID=Mm.154591.1 /TIER=Stack /STK=66 /UG=Mm.154591 /LL=66978 /UG_TI
MOE430_2_1428272_at 772 816.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK005192.1 /DB_XREF=gi:12837583 /FEA=mRNA /CNT=105 /TID=Mm.28753.1 /TIER=Stack /STK=62 /UG=Mm.28753 /LL=68969 /UG_GENE=1500010M
MOE430_2_1428299_at 129.9 122.8 P P 0.001953 0.001953 0 NC 0.5 gb:AW553942 /DB_XREF=gi:7199365 /DB_XREF=L0233G05-3 /CLONE=L0233G05 /FEA=mRNA /CNT=112 /TID=Mm.21735.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1428300_at 538.6 551.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK016555.1 /DB_XREF=gi:12855350 /FEA=mRNA /CNT=106 /TID=Mm.27716.1 /TIER=Stack /STK=57 /UG=Mm.27716 /LL=74392 /UG_GENE=4932439K
MOE430_2_1428308_at 996.1 951.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK003410.1 /DB_XREF=gi:12834065 /FEA=mRNA /CNT=105 /TID=Mm.12746.1 /TIER=Stack /STK=56 /UG=Mm.12746 /LL=68559 /UG_GENE=1110004D
MOE430_2_1428309_s_ 966.9 954.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK003410.1 /DB_XREF=gi:12834065 /FEA=mRNA /CNT=105 /TID=Mm.12746.1 /TIER=Stack /STK=56 /UG=Mm.12746 /LL=68559 /UG_GENE=1110004D
MOE430_2_1428311_at 413.6 387.3 P P 0.000244 0.000244 0 NC 0.5 gb:AW061011 /DB_XREF=gi:6008762 /DB_XREF=UI-M-BH1-amn-e-11-0-UI.s1 /CLONE=UI-M-BH1-amn-e-11-0-UI /FEA=mRNA /CNT=159 /TID=Mm.388
MOE430_2_1428312_at 64.5 56.5 P P 0.000244 0.000732 0 NC 0.5 gb:AK012637.1 /DB_XREF=gi:12849513 /FEA=mRNA /CNT=79 /TID=Mm.27772.1 /TIER=Stack /STK=56 /UG=Mm.27772 /LL=66606 /UG_GENE=2810002D1
MOE430_2_1428319_at 775.2 773.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK010339.1 /DB_XREF=gi:12845708 /FEA=mRNA /CNT=95 /TID=Mm.29869.1 /TIER=Stack /STK=54 /UG=Mm.29869 /LL=71959 /UG_GENE=2410002J2
MOE430_2_1428320_at 537.8 502.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG075787 /DB_XREF=gi:12558356 /DB_XREF=H3151G05-3 /CLONE=H3151G05 /FEA=mRNA /CNT=113 /TID=Mm.27232.1 /TIER=Stack /STK=54 /UG=
MOE430_2_1428329_a_ 49.6 41.2 P P 0.001221 0.005859 0 NC 0.5 gb:AK019542.1 /DB_XREF=gi:12859813 /FEA=mRNA /CNT=89 /TID=Mm.35794.2 /TIER=Stack /STK=10 /UG=Mm.35794 /LL=68259 /UG_GENE=4921524P2
MOE430_2_1428342_at 415.4 385.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK014890.1 /DB_XREF=gi:12852995 /FEA=mRNA /CNT=133 /TID=Mm.216342.1 /TIER=Stack /STK=50 /UG=Mm.216342 /LL=70922 /UG_GENE=492151
MOE430_2_1428343_at 74.1 77.9 P P 0.00293 0.000732 0 NC 0.5 gb:BB667699 /DB_XREF=gi:16399148 /DB_XREF=BB667699 /CLONE=C730034D20 /FEA=mRNA /CNT=133 /TID=Mm.216342.1 /TIER=Stack /STK=29 /UG
MOE430_2_1428349_s_ 179.7 176.7 P P 0.000732 0.001221 0 NC 0.5 gb:BB284100 /DB_XREF=gi:16401413 /DB_XREF=BB284100 /CLONE=A930104J12 /FEA=mRNA /CNT=83 /TID=Mm.178549.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1428350_at 140.3 120.6 P P 0.001953 0.001953 0 NC 0.33 gb:AV091287 /DB_XREF=gi:16381561 /DB_XREF=AV091287 /CLONE=2310061F22 /FEA=mRNA /CNT=84 /TID=Mm.37324.1 /TIER=Stack /STK=50 /UG=M
MOE430_2_1428381_a_ 893.9 848.5 P P 0.000244 0.000244 0 NC 0.5 gb:BG868450 /DB_XREF=gi:14218990 /DB_XREF=602785830F1 /CLONE=IMAGE:4911894 /FEA=mRNA /CNT=83 /TID=Mm.182914.1 /TIER=Stack /STK=46
MOE430_2_1428383_a_ 411.1 431.3 P P 0.000732 0.000244 0 NC 0.5 gb:BC026504.1 /DB_XREF=gi:20072947 /FEA=mRNA /CNT=71 /TID=Mm.41406.1 /TIER=Stack /STK=46 /UG=Mm.41406 /LL=71906 /UG_GENE=2310021P1
MOE430_2_1428393_at 9.4 13.9 A A 0.24 0.36 0 NC 0.63 gb:AK003046.1 /DB_XREF=gi:12833458 /FEA=mRNA /CNT=74 /TID=Mm.40663.1 /TIER=Stack /STK=45 /UG=Mm.40663 /LL=68404 /UG_GENE=Nrn-pendin
MOE430_2_1428399_a_ 63.9 75.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK017564.1 /DB_XREF=gi:12856862 /FEA=mRNA /CNT=47 /TID=Mm.196521.1 /TIER=Stack /STK=45 /UG=Mm.196521 /LL=78795 /UG_GENE=4930438
MOE430_2_1428407_at 1681.7 1949.7 P P 0.000244 0.000244 0 NC 0.5 gb:BG073366 /DB_XREF=gi:12555935 /DB_XREF=H3121G06-3 /CLONE=H3121G06 /FEA=mRNA /CNT=163 /TID=Mm.148973.1 /TIER=Stack /STK=44 /UG
MOE430_2_1428417_at 65.3 51.5 P P 0.005859 0.001953 0 NC 0.5 gb:BE198251 /DB_XREF=gi:8710420 /DB_XREF=ug76d11.y1 /CLONE=IMAGE:1548309 /FEA=mRNA /CNT=103 /TID=Mm.28860.1 /TIER=Stack /STK=16 /U
MOE430_2_1428422_at 393.2 402.4 P P 0.000732 0.000732 0 NC 0.5 gb:AK008825.1 /DB_XREF=gi:12843254 /FEA=mRNA /CNT=141 /TID=Mm.30752.1 /TIER=Stack /STK=43 /UG=Mm.30752 /LL=76577 /UG_GENE=2210404D
MOE430_2_1428427_at 64.8 94.4 P P 0.000244 0.000732 0 NC 0.5 gb:AK013142.1 /DB_XREF=gi:12850321 /FEA=mRNA /CNT=55 /TID=Mm.100278.1 /TIER=Stack /STK=43 /UG=Mm.100278 /LL=72179 /UG_GENE=2810423
MOE430_2_1428445_at 679.7 685.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK020444.1 /DB_XREF=gi:12861029 /FEA=mRNA /CNT=70 /TID=Mm.36699.1 /TIER=Stack /STK=42 /UG=Mm.36699 /LL=77254 /UG_GENE=9430029K1
MOE430_2_1428464_at 3390.2 3285.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV048277 /DB_XREF=gi:16380565 /DB_XREF=AV048277 /CLONE=1810004C04 /FEA=mRNA /CNT=85 /TID=Mm.30150.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1428472_at 44.7 46.4 P A 0.01 0.08 0 NC 0.91 gb:AK003707.1 /DB_XREF=gi:12834539 /FEA=mRNA /CNT=271 /TID=Mm.30.2 /TIER=Stack /STK=39 /UG=Mm.30 /LL=74646 /UG_GENE=4930422J18Rik /
MOE430_2_1428507_at 263.8 279.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK014208.1 /DB_XREF=gi:12851914 /FEA=mRNA /CNT=85 /TID=Mm.28525.1 /TIER=Stack /STK=36 /UG=Mm.28525 /LL=76987 /UG_GENE=3110052N0
MOE430_2_1428511_at 146.4 138.3 P P 0.000732 0.000732 0 NC 0.5 gb:AK005277.1 /DB_XREF=gi:12837720 /FEA=mRNA /CNT=68 /TID=Mm.30991.1 /TIER=Stack /STK=36 /UG=Mm.30991 /LL=68961 /UG_GENE=Phkg2 /UG
MOE430_2_1428514_at 51.8 44.5 P P 0.008057 0.01 0 NC 0.5 gb:AK017651.1 /DB_XREF=gi:12856998 /FEA=mRNA /CNT=82 /TID=Mm.38390.1 /TIER=Stack /STK=8 /UG=Mm.38390 /LL=70568 /UG_GENE=Cpne3 /UG_
MOE430_2_1428521_at 156.2 157.3 P P 0.001221 0.001953 0 NC 0.5 gb:AK008225.1 /DB_XREF=gi:12842281 /FEA=mRNA /CNT=54 /TID=Mm.45128.1 /TIER=Stack /STK=35 /UG=Mm.45128 /LL=69876 /UG_GENE=2010013E0
MOE430_2_1428532_at 84.4 87.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB525993 /DB_XREF=gi:16444239 /DB_XREF=BB525993 /CLONE=D930030K15 /FEA=mRNA /CNT=93 /TID=Mm.45194.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1428533_at 568 602.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK010503.1 /DB_XREF=gi:12845996 /FEA=mRNA /CNT=52 /TID=Mm.24503.1 /TIER=Stack /STK=34 /UG=Mm.24503 /LL=71992 /UG_GENE=2410015L1
MOE430_2_1428541_at 35.3 41.9 P P 0.00415 0.001221 0 NC 0.5 gb:BE944524 /DB_XREF=gi:10522283 /DB_XREF=UI-M-BH3-avu-h-03-0-UI.s1 /CLONE=UI-M-BH3-avu-h-03-0-UI /FEA=mRNA /CNT=129 /TID=Mm.246
MOE430_2_1428544_at 614.4 632.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK002297.1 /DB_XREF=gi:12832176 /FEA=mRNA /CNT=87 /TID=Mm.181302.1 /TIER=Stack /STK=33 /UG=Mm.181302 /LL=71667 /UG_GENE=0610007
MOE430_2_1428545_at 194.6 187 P P 0.000244 0.000244 0 NC 0.5 gb:BE689422 /DB_XREF=gi:10077046 /DB_XREF=uw54d12.y1 /CLONE=IMAGE:3465815 /FEA=mRNA /CNT=87 /TID=Mm.181302.1 /TIER=ConsEnd /STK=0
MOE430_2_1428556_at 407.1 372.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK003713.1 /DB_XREF=gi:12834547 /FEA=mRNA /CNT=82 /TID=Mm.44201.1 /TIER=Stack /STK=32 /UG=Mm.44201 /LL=66459 /UG_GENE=2610022G0
MOE430_2_1428610_at 74.2 63.7 M A 0.05 0.06 0 NC 0.5 gb:BM934964 /DB_XREF=gi:19394116 /DB_XREF=UI-M-BH3-aqu-b-07-0-UI.r1 /CLONE=UI-M-BH3-aqu-b-07-0-UI /FEA=mRNA /CNT=229 /TID=Mm.345
MOE430_2_1428615_at 82.1 79.9 P P 0.000732 0.001953 0 NC 0.5 gb:AK008952.1 /DB_XREF=gi:12843450 /FEA=mRNA /CNT=91 /TID=Mm.28294.1 /TIER=Stack /STK=29 /UG=Mm.28294 /LL=67168 /UG_GENE=2610302I02
MOE430_2_1428617_at 284.5 256.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK007317.1 /DB_XREF=gi:12840783 /FEA=mRNA /CNT=94 /TID=Mm.127405.1 /TIER=Stack /STK=29 /UG=Mm.127405 /LL=67933 /UG_GENE=1700129
MOE430_2_1428619_at 698.3 726.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB783243 /DB_XREF=gi:16951739 /DB_XREF=BB783243 /CLONE=G430086J06 /FEA=mRNA /CNT=45 /TID=Mm.28927.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1428626_at 333.9 350.5 P P 0.00415 0.00293 0 NC 0.5 gb:AK008800.1 /DB_XREF=gi:12843215 /FEA=mRNA /CNT=46 /TID=Mm.19119.1 /TIER=Stack /STK=29 /UG=Mm.19119 /LL=70082 /UG_GENE=2210402C1
MOE430_2_1428631_a_ 1342.6 1412.3 P P 0.000244 0.000244 0 NC 0.5 gb:BG075002 /DB_XREF=gi:12557571 /DB_XREF=H3142A08-3 /CLONE=H3142A08 /FEA=mRNA /CNT=203 /TID=Mm.988.2 /TIER=Stack /STK=28 /UG=M



MOE430_2_1428637_at 702.5 711.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK007736.1 /DB_XREF=gi:12841473 /FEA=mRNA /CNT=50 /TID=Mm.45565.1 /TIER=Stack /STK=28 /UG=Mm.45565 /LL=69181 /UG_GENE=1810038L1
MOE430_2_1428641_at 2.6 1.5 A A 0.8 0.88 0 NC 0.09 gb:AK016553.1 /DB_XREF=gi:12855346 /FEA=mRNA /CNT=37 /TID=Mm.75856.1 /TIER=ConsEnd /STK=1 /UG=Mm.75856 /LL=74377 /UG_GENE=Hsf2bp /
MOE430_2_1428687_at 110.9 121.6 P P 0.000244 0.000732 0 NC 0.5 gb:BG962236 /DB_XREF=gi:14349873 /DB_XREF=602827020F1 /CLONE=IMAGE:4981684 /FEA=mRNA /CNT=67 /TID=Mm.84669.1 /TIER=Stack /STK=25 
MOE430_2_1428689_at 676.5 670.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK005069.1 /DB_XREF=gi:12836741 /FEA=mRNA /CNT=87 /TID=Mm.27139.1 /TIER=Stack /STK=25 /UG=Mm.27139 /LL=71767 /UG_GENE=1300019N1
MOE430_2_1428709_a_ 1052.8 1026.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK008961.1 /DB_XREF=gi:12843463 /FEA=mRNA /CNT=77 /TID=Mm.196635.3 /TIER=Stack /STK=24 /UG=Mm.196635 /LL=67707 /UG_GENE=2010005
MOE430_2_1428710_at 75.3 64.4 P P 0.000732 0.001221 0 NC 0.5 gb:AK018785.1 /DB_XREF=gi:12858681 /FEA=mRNA /CNT=74 /TID=Mm.4009.2 /TIER=Stack /STK=24 /UG=Mm.4009 /LL=19769 /UG_GENE=Rit /UG_TITL
MOE430_2_1428715_at 775.8 894.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK013141.1 /DB_XREF=gi:12850320 /FEA=mRNA /CNT=85 /TID=Mm.31250.1 /TIER=Stack /STK=24 /UG=Mm.31250 /LL=72178 /UG_GENE=2810423A1
MOE430_2_1428716_at 110.2 92.3 P P 0.02 0.02 0 NC 0.5 gb:BG076082 /DB_XREF=gi:12558651 /DB_XREF=H3155D10-3 /CLONE=H3155D10 /FEA=mRNA /CNT=44 /TID=Mm.137564.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1428768_at 108.1 112.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK012409.1 /DB_XREF=gi:12849133 /FEA=mRNA /CNT=48 /TID=Mm.79960.1 /TIER=Stack /STK=22 /UG=Mm.79960 /LL=72587 /UG_GENE=2700050F0
MOE430_2_1428803_at 32.9 28.4 P A 0.03 0.11 0 NC 0.5 gb:AK014558.1 /DB_XREF=gi:12852486 /FEA=mRNA /CNT=45 /TID=Mm.49245.2 /TIER=Stack /STK=21 /UG=Mm.49245 /LL=74037 /UG_GENE=4632408A2
MOE430_2_1428804_at 91.6 64.5 P P 0.000732 0.000244 0 NC 0.5 gb:AK017269.1 /DB_XREF=gi:12856421 /FEA=mRNA /CNT=42 /TID=Mm.23242.1 /TIER=Stack /STK=21 /UG=Mm.23242 /LL=71408 /UG_GENE=5430405D2
MOE430_2_1428811_at 19.1 18.3 A A 0.36 0.24 0 NC 0.5 gb:AK011977.1 /DB_XREF=gi:12848433 /FEA=mRNA /CNT=27 /TID=Mm.111308.1 /TIER=Stack /STK=21 /UG=Mm.111308 /LL=70468 /UG_GENE=2610304
MOE430_2_1428825_at 38.9 38.4 P A 0.03 0.17 0 NC 0.64 gb:BM936925 /DB_XREF=gi:19396077 /DB_XREF=UI-M-CD0-ayj-d-01-0-UI.r1 /CLONE=UI-M-CD0-ayj-d-01-0-UI /FEA=mRNA /CNT=68 /TID=Mm.44282
MOE430_2_1428826_at 47.3 64 P P 0.000732 0.000732 0 NC 0.46 gb:AK007201.1 /DB_XREF=gi:12840611 /FEA=mRNA /CNT=68 /TID=Mm.44282.1 /TIER=Stack /STK=21 /UG=Mm.44282 /LL=76667 /UG_GENE=1700113M0
MOE430_2_1428836_at 129.9 103.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK009046.1 /DB_XREF=gi:12843601 /FEA=mRNA /CNT=26 /TID=Mm.46372.1 /TIER=Stack /STK=20 /UG=Mm.46372 /LL=69478 /UG_GENE=2300009A0
MOE430_2_1428839_at 63.7 57.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK005105.1 /DB_XREF=gi:12836805 /FEA=mRNA /CNT=35 /TID=Mm.41672.1 /TIER=Stack /STK=20 /UG=Mm.41672 /LL=68980 /UG_GENE=1500002B0
MOE430_2_1428842_a_ 1920.5 1994.9 P P 0.000732 0.000732 0 NC 0.5 gb:BI407690 /DB_XREF=gi:15168613 /DB_XREF=602919012T1 /CLONE=IMAGE:5055794 /FEA=mRNA /CNT=72 /TID=Mm.90787.2 /TIER=Stack /STK=19 /
MOE430_2_1428848_a_ 157.2 192.6 P P 0.00293 0.001953 0 NC 0.31 gb:BM248206 /DB_XREF=gi:17883476 /DB_XREF=K0813B10-3 /CLONE=K0813B10 /FEA=mRNA /CNT=72 /TID=Mm.3350.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1428860_at 2.2 1.2 A A 0.94 0.99 0 NC 0.77 gb:AK019809.1 /DB_XREF=gi:12860153 /FEA=mRNA /CNT=38 /TID=Mm.40181.1 /TIER=Stack /STK=19 /UG=Mm.40181 /LL=78051 /UG_GENE=4930572J0
MOE430_2_1428879_at 1.1 1.7 A A 0.85 0.9 0 NC 0.5 gb:BI082022 /DB_XREF=gi:14500352 /DB_XREF=602879866F1 /CLONE=IMAGE:5011168 /FEA=mRNA /CNT=63 /TID=Mm.38610.2 /TIER=ConsEnd /STK=0
MOE430_2_1428886_at 259.9 208.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK016773.1 /DB_XREF=gi:12855686 /FEA=mRNA /CNT=45 /TID=Mm.132868.1 /TIER=Stack /STK=18 /UG=Mm.132868 /LL=71117 /UG_GENE=4933411
MOE430_2_1428893_at 53.8 39.4 P P 0.000244 0.01 0 NC 0.8 gb:BB768954 /DB_XREF=gi:16211496 /DB_XREF=BB768954 /CLONE=G370090K13 /FEA=mRNA /CNT=36 /TID=Mm.21223.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1428961_a_ 101.3 132.5 P P 0.005859 0.005859 0 NC 0.5 gb:AK003261.1 /DB_XREF=gi:12833819 /FEA=mRNA /CNT=20 /TID=Mm.20913.2 /TIER=Stack /STK=16 /UG=Mm.20913 /LL=53609 /UG_GENE=Swap2-pen
MOE430_2_1428967_at 41.8 38.9 P P 0.00293 0.000732 0 NC 0.5 gb:AI854325 /DB_XREF=gi:5498231 /DB_XREF=UI-M-BG1-aic-b-01-0-UI.s1 /CLONE=UI-M-BG1-aic-b-01-0-UI /FEA=mRNA /CNT=150 /TID=Mm.12130.
MOE430_2_1429005_at 217.7 234.5 P P 0.001953 0.001221 0 NC 0.5 gb:BB107412 /DB_XREF=gi:16261549 /DB_XREF=BB107412 /CLONE=9530005O17 /FEA=mRNA /CNT=43 /TID=Mm.5601.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429017_at 133.7 96 P P 0.008057 0.008057 0 NC 0.5 gb:AK010198.1 /DB_XREF=gi:12845468 /FEA=mRNA /CNT=36 /TID=Mm.183060.1 /TIER=Stack /STK=14 /UG=Mm.183060 /LL=69685 /UG_GENE=2310076
MOE430_2_1429034_at 79.4 113.8 P P 0.001953 0.000732 0 NC 0.5 gb:AK012738.1 /DB_XREF=gi:12849681 /FEA=mRNA /CNT=21 /TID=Mm.87690.1 /TIER=Stack /STK=14 /UG=Mm.87690 /LL=72639 /UG_GENE=2810013J1
MOE430_2_1429036_at 1.4 1.8 A A 0.66 0.66 0 NC 0.5 gb:AK009293.1 /DB_XREF=gi:12844000 /FEA=mRNA /CNT=16 /TID=Mm.101844.1 /TIER=Stack /STK=14 /UG=Mm.101844 /LL=69602 /UG_GENE=2310011
MOE430_2_1429082_at 171.2 155.4 P P 0.000244 0.001221 0 NC 0.5 gb:AK003234.1 /DB_XREF=gi:12833774 /FEA=mRNA /CNT=64 /TID=Mm.103407.1 /TIER=Stack /STK=12 /UG=Mm.103407 /LL=71782 /UG_GENE=1110001
MOE430_2_1429085_at 479.5 406.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV308858 /DB_XREF=gi:16394102 /DB_XREF=AV308858 /CLONE=5730572O07 /FEA=mRNA /CNT=73 /TID=Mm.218916.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1429092_at 156.4 157.9 P P 0.001953 0.001953 0 NC 0.5 gb:AK009497.1 /DB_XREF=gi:12844330 /FEA=mRNA /CNT=26 /TID=Mm.22838.1 /TIER=Stack /STK=12 /UG=Mm.22838 /LL=69568 /UG_GENE=2310024K0
MOE430_2_1429101_at 27 21 P A 0.008057 0.12 0 NC 0.5 gb:AK017840.1 /DB_XREF=gi:12857299 /FEA=mRNA /CNT=14 /TID=Mm.133147.1 /TIER=Stack /STK=12 /UG=Mm.133147 /LL=70659 /UG_GENE=5730555
MOE430_2_1429107_at 93.7 102 P P 0.000732 0.000244 0 NC 0.15 gb:BF660249 /DB_XREF=gi:11925455 /DB_XREF=maa95g11.x1 /CLONE=IMAGE:3824828 /FEA=mRNA /CNT=34 /TID=Mm.195861.1 /TIER=Stack /STK=11 
MOE430_2_1429125_at 141.3 146.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV283825 /DB_XREF=gi:16391789 /DB_XREF=AV283825 /CLONE=4933437G21 /FEA=mRNA /CNT=33 /TID=Mm.34093.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429134_at 42.1 23.2 P P 0.001221 0.005859 0 NC 0.87 gb:AK013707.1 /DB_XREF=gi:12851171 /FEA=mRNA /CNT=15 /TID=Mm.41621.1 /TIER=Stack /STK=11 /UG=Mm.41621 /LL=73003 /UG_GENE=2900056N0
MOE430_2_1429183_at 12.9 14.1 P A 0.03 0.39 0 NC 0.5 gb:AK005020.1 /DB_XREF=gi:12836648 /FEA=mRNA /CNT=79 /TID=Mm.2252.1 /TIER=Stack /STK=9 /UG=Mm.2252 /LL=67451 /UG_GENE=1200008D14R
MOE430_2_1429206_at 299.4 264.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK014194.1 /DB_XREF=gi:12851894 /FEA=mRNA /CNT=19 /TID=Mm.26659.1 /TIER=Stack /STK=9 /UG=Mm.26659 /LL=73196 /UG_GENE=3110048G13
MOE430_2_1429217_at 97.8 82.2 P P 0.000732 0.000244 0 NC 0.5 gb:AK018500.1 /DB_XREF=gi:12858230 /FEA=mRNA /CNT=14 /TID=Mm.41937.1 /TIER=Stack /STK=9 /UG=Mm.41937 /LL=71516 /UG_GENE=9030409O18
MOE430_2_1429265_a_ 791.2 706.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK011088.1 /DB_XREF=gi:12846983 /FEA=mRNA /CNT=21 /TID=Mm.27693.2 /TIER=Stack /STK=8 /UG=Mm.27693 /LL=59044 /UG_GENE=G1rzfp-pen
MOE430_2_1429288_x_ 159.9 161.9 P P 0.000732 0.001953 0 NC 0.5 gb:AK007700.1 /DB_XREF=gi:12841411 /GEN=Stx18 /FEA=mRNA /CNT=113 /TID=Mm.18959.2 /TIER=Stack /STK=90 /UG=Mm.18959 /LL=71116 /UG_TIT
MOE430_2_1429303_at 10.6 12.7 P P 0.00415 0.01 0 NC 0.5 gb:AK018361.1 /DB_XREF=gi:12858026 /FEA=mRNA /CNT=65 /TID=Mm.3848.1 /TIER=Stack /STK=57 /UG=Mm.3848 /LL=75753 /UG_GENE=7420700M05R
MOE430_2_1429328_at 1517.9 1523 P P 0.000244 0.000244 0 NC 0.5 gb:BG922397 /DB_XREF=gi:14302873 /DB_XREF=602817124F1 /CLONE=IMAGE:4946524 /FEA=mRNA /CNT=216 /TID=Mm.12155.2 /TIER=Stack /STK=39
MOE430_2_1429340_at 11.2 11.6 A A 0.17 0.21 0 NC 0.5 gb:AK014971.1 /DB_XREF=gi:12853116 /FEA=mRNA /CNT=42 /TID=Mm.46154.1 /TIER=Stack /STK=36 /UG=Mm.46154 /LL=66727 /UG_GENE=4921526K2
MOE430_2_1429370_a_ 752.5 817.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK007547.1 /DB_XREF=gi:12841161 /FEA=mRNA /CNT=84 /TID=Mm.28571.1 /TIER=Stack /STK=29 /UG=Mm.28571 /LL=69077 /UG_GENE=Psmd11 /U
MOE430_2_1429378_x_ 20.5 19.5 A A 0.17 0.12 0 NC 0.5 gb:AK008498.1 /DB_XREF=gi:12842712 /FEA=mRNA /CNT=30 /TID=Mm.14269.1 /TIER=Stack /STK=28 /UG=Mm.14269 /LL=170443 /UG_GENE=2010300L
MOE430_2_1429393_at 110.4 138.1 P P 0.000244 0.000244 0 NC 0.5 gb:BI558553 /DB_XREF=gi:15445867 /DB_XREF=603240549F1 /CLONE=IMAGE:5293333 /FEA=mRNA /CNT=128 /TID=Mm.28891.1 /TIER=ConsEnd /STK=
MOE430_2_1429416_at 2.3 2.3 A A 0.8 0.78 0 NC 0.5 gb:AK013779.1 /DB_XREF=gi:12851272 /FEA=mRNA /CNT=33 /TID=Mm.44095.1 /TIER=Stack /STK=23 /UG=Mm.44095 /LL=73032 /UG_GENE=2900074C1
MOE430_2_1429458_at 476.6 566.9 P P 0.000244 0.000732 0 NC 0.5 gb:AV083806 /DB_XREF=gi:15404348 /DB_XREF=AV083806 /CLONE=2310004D08 /FEA=mRNA /CNT=63 /TID=Mm.29592.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1429479_at 26 20.5 P P 0.001221 0.00293 0 NC 0.5 gb:AK018285.1 /DB_XREF=gi:12857921 /FEA=mRNA /CNT=31 /TID=Mm.86031.1 /TIER=Stack /STK=19 /UG=Mm.86031 /LL=76222 /UG_GENE=6430590I03
MOE430_2_1429489_at 20.9 19.6 A A 0.19 0.33 0 NC 0.54 gb:AK012127.1 /DB_XREF=gi:12848680 /FEA=mRNA /CNT=34 /TID=Mm.176648.1 /TIER=Stack /STK=18 /UG=Mm.176648 /LL=72499 /UG_GENE=2610511
MOE430_2_1429509_at 299.8 265.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB771548 /DB_XREF=gi:16213260 /DB_XREF=BB771548 /CLONE=G370131D24 /FEA=mRNA /CNT=29 /TID=Mm.36280.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1429517_at 39.5 36.6 P P 0.005859 0.01 0 NC 0.5 gb:BC017622.1 /DB_XREF=gi:17160912 /FEA=mRNA /CNT=28 /TID=Mm.26129.1 /TIER=Stack /STK=16 /UG=Mm.26129 /LL=78287 /UG_GENE=5330426D1
MOE430_2_1429541_at 92.1 114.8 P P 0.000244 0.001953 0 NC 0.5 gb:AK010853.1 /DB_XREF=gi:12846581 /FEA=mRNA /CNT=54 /TID=Mm.44501.1 /TIER=Stack /STK=15 /UG=Mm.44501 /LL=72306 /UG_GENE=2500002G2
MOE430_2_1429563_x_ 3.1 1.6 A A 0.88 0.96 0 NC 0.5 gb:AU017788 /DB_XREF=gi:3373278 /DB_XREF=AU017788 /CLONE=J0744D02 /FEA=mRNA /CNT=45 /TID=Mm.220944.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1429580_x_ 37.1 39.1 P P 0.001953 0.005859 0 NC 0.5 gb:AK016341.1 /DB_XREF=gi:12855031 /FEA=mRNA /CNT=15 /TID=Mm.179274.1 /TIER=Stack /STK=14 /UG=Mm.179274 /LL=75944 /UG_GENE=4930583
MOE430_2_1429599_a_ 209.7 220.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK003824.1 /DB_XREF=gi:12834725 /FEA=mRNA /CNT=20 /TID=Mm.32266.1 /TIER=Stack /STK=13 /UG=Mm.32266 /LL=68621 /UG_GENE=1110019K2
MOE430_2_1429634_at 176.6 194.9 P P 0.000732 0.000732 0 NC 0.5 gb:AK005257.1 /DB_XREF=gi:12837684 /FEA=mRNA /CNT=21 /TID=Mm.41484.1 /TIER=Stack /STK=12 /UG=Mm.41484 /LL=68992 /UG_GENE=1500015O2
MOE430_2_1429636_at 0.8 1.4 A A 0.98 0.94 0 NC 0.22 gb:AK005817.1 /DB_XREF=gi:12838586 /FEA=mRNA /CNT=15 /TID=Mm.46105.1 /TIER=Stack /STK=12 /UG=Mm.46105 /LL=76386 /UG_GENE=1700010D0
MOE430_2_1429678_at 24 21.1 A P 0.08 0.04 0 NC 0.24 gb:AK017758.1 /DB_XREF=gi:12857159 /FEA=mRNA /CNT=53 /TID=Mm.22765.1 /TIER=Stack /STK=10 /UG=Mm.22765 /LL=70617 /UG_GENE=5730508B0
MOE430_2_1429679_at 822.1 860 P P 0.000244 0.000244 0 NC 0.5 gb:BB503935 /DB_XREF=gi:16442672 /DB_XREF=BB503935 /CLONE=D630045M24 /FEA=mRNA /CNT=55 /TID=Mm.28012.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429708_at 2387.3 2208.2 P P 0.000244 0.000244 0 NC 0.5 gb:AA596846 /DB_XREF=gi:2412281 /DB_XREF=vo16f01.r1 /CLONE=IMAGE:1050073 /FEA=mRNA /CNT=124 /TID=Mm.27087.1 /TIER=Stack /STK=9 /UG
MOE430_2_1429715_at 37.3 47.7 P P 0.001953 0.000244 0 NC 0.41 gb:AK010380.1 /DB_XREF=gi:12845783 /FEA=mRNA /CNT=59 /TID=Mm.28618.1 /TIER=Stack /STK=9 /UG=Mm.28618 /LL=71978 /UG_GENE=2410004D02
MOE430_2_1429736_at 14.7 17 A P 0.06 0.03 0 NC 0.44 gb:BB659256 /DB_XREF=gi:16493079 /DB_XREF=BB659256 /CLONE=D330028A19 /FEA=mRNA /CNT=25 /TID=Mm.130694.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1429739_a_ 189.2 193.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK018372.1 /DB_XREF=gi:12858042 /GEN=Zfp278 /FEA=mRNA /CNT=12 /TID=Mm.154606.2 /TIER=Stack /STK=9 /UG=Mm.154606 /LL=56218 /UG_TI
MOE430_2_1429762_a_ 46.7 45.1 P P 0.00293 0.000244 0 NC 0.08 gb:AV260123 /DB_XREF=gi:6247582 /DB_XREF=AV260123 /CLONE=4930408N19 /FEA=mRNA /CNT=56 /TID=Mm.182045.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429763_at 944.3 906.8 P P 0.000244 0.000244 0 NC 0.5 gb:AW547258 /DB_XREF=gi:7192670 /DB_XREF=L0019G03-3 /CLONE=L0019G03 /FEA=mRNA /CNT=43 /TID=Mm.151104.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429776_a_ 239.3 302 P P 0.000244 0.000244 0 NC 0.5 gb:AK005680.1 /DB_XREF=gi:12838380 /GEN=Dnajb6 /FEA=mRNA /CNT=17 /TID=Mm.2701.2 /TIER=Stack /STK=8 /UG=Mm.2701 /LL=23950 /UG_TITLE=
MOE430_2_1429803_at 0.8 0.7 A A 0.91 0.98 0 NC 0.73 gb:AK006200.1 /DB_XREF=gi:12839168 /FEA=mRNA /CNT=11 /TID=Mm.46132.1 /TIER=Stack /STK=8 /UG=Mm.46132 /LL=72221 /UG_GENE=1700021F07
MOE430_2_1429817_at 13.9 13.9 A A 0.06 0.11 0 NC 0.58 gb:AK016704.1 /DB_XREF=gi:12855586 /FEA=mRNA /CNT=12 /TID=Mm.25514.1 /TIER=Stack /STK=8 /UG=Mm.25514 /LL=74434 /UG_GENE=4933406N12
MOE430_2_1429859_a_ 759.1 748.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK006418.1 /DB_XREF=gi:12839509 /FEA=mRNA /CNT=9 /TID=Mm.139700.2 /TIER=ConsEnd /STK=7 /UG=Mm.139700 /LL=76171 /UG_GENE=633054
MOE430_2_1429861_at 11.8 12.1 P A 0.01 0.09 0 NC 0.5 gb:BQ177394 /DB_XREF=gi:20352886 /DB_XREF=UI-M-ER0-bwo-p-01-0-UI.r1 /CLONE=IMAGE: 5699952 /FEA=mRNA /CNT=13 /TID=Mm.52439.1 /TIER=
MOE430_2_1429884_at 198 166.5 P P 0.000732 0.000244 0 NC 0.5 gb:AK005172.1 /DB_XREF=gi:12837528 /FEA=mRNA /CNT=13 /TID=Mm.25694.1 /TIER=ConsEnd /STK=6 /UG=Mm.25694 /LL=14270 /UG_GENE=Fnbp2 /U
MOE430_2_1429923_x_ 7.1 10.1 A A 0.24 0.17 0 NC 0.5 gb:AK005880.1 /DB_XREF=gi:12838690 /FEA=mRNA /CNT=9 /TID=Mm.196313.2 /TIER=ConsEnd /STK=6 /UG=Mm.196313 /LL=70060 /UG_GENE=170002
MOE430_2_1429926_at 25.3 23.3 P P 0.001221 0.01 0 NC 0.5 gb:AK020156.1 /DB_XREF=gi:12860654 /FEA=mRNA /CNT=8 /TID=Mm.161014.1 /TIER=ConsEnd /STK=6 /UG=Mm.161014 /LL=77078 /UG_GENE=672047
MOE430_2_1429942_at 88 90.5 P P 0.000244 0.000732 0 NC 0.5 gb:BM935323 /DB_XREF=gi:19394475 /DB_XREF=UI-M-BH3-arj-g-12-0-UI.r1 /CLONE=UI-M-BH3-arj-g-12-0-UI /FEA=mRNA /CNT=14 /TID=Mm.30911.
MOE430_2_1430002_at 1.2 1.2 A A 0.72 0.75 0 NC 0.49 gb:AK006797.1 /DB_XREF=gi:12840054 /FEA=mRNA /CNT=7 /TID=Mm.116682.1 /TIER=ConsEnd /STK=5 /UG=Mm.116682 /LL=74267 /UG_GENE=170005
MOE430_2_1430015_at 13.4 16.5 A A 0.17 0.09 0 NC 0.5 gb:AK005593.1 /DB_XREF=gi:12838253 /FEA=mRNA /CNT=6 /TID=Mm.107605.1 /TIER=ConsEnd /STK=5 /UG=Mm.107605 /LL=69307 /UG_GENE=170000
MOE430_2_1430036_at 13.2 12.1 A A 0.24 0.11 0 NC 0.23 gb:AK009351.1 /DB_XREF=gi:12844095 /FEA=mRNA /CNT=10 /TID=Mm.64672.1 /TIER=ConsEnd /STK=4 /UG=Mm.64672 /LL=69563 /UG_GENE=2310015
MOE430_2_1430041_at 102.7 123 P P 0.000244 0.000244 0 NC 0.5 gb:AK018232.1 /DB_XREF=gi:12857849 /FEA=mRNA /CNT=13 /TID=Mm.156035.1 /TIER=ConsEnd /STK=4 /UG=Mm.156035 /LL=76167 /UG_GENE=63305
MOE430_2_1430046_at 25.3 30.9 A P 0.06 0.04 0 NC 0.5 gb:AK014098.1 /DB_XREF=gi:12851754 /FEA=mRNA /CNT=17 /TID=Mm.45077.1 /TIER=ConsEnd /STK=4 /UG=Mm.45077 /LL=73162 /UG_GENE=3110030
MOE430_2_1430072_at 8.5 10.1 A A 0.12 0.24 0 NC 0.5 gb:AK006825.1 /DB_XREF=gi:12840096 /FEA=mRNA /CNT=6 /TID=Mm.116705.1 /TIER=ConsEnd /STK=4 /UG=Mm.116705 /LL=73435 /UG_GENE=170005
MOE430_2_1430083_at 4.3 6.3 A A 0.43 0.27 0 NC 0.28 gb:AK012007.1 /DB_XREF=gi:12848484 /FEA=mRNA /CNT=8 /TID=Mm.37454.1 /TIER=ConsEnd /STK=4 /UG=Mm.37454 /LL=72518 /UG_GENE=2610307P
MOE430_2_1430106_at 1 0.5 A A 0.6 0.78 0 NC 0.79 gb:AV264266 /DB_XREF=gi:6252189 /DB_XREF=AV264266 /CLONE=4930444K20 /FEA=mRNA /CNT=6 /TID=Mm.159036.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1430145_at 12.8 12.6 P P 0.005859 0.01 0 NC 0.5 gb:BB667531 /DB_XREF=gi:16398980 /DB_XREF=BB667531 /CLONE=C730023J07 /FEA=mRNA /CNT=16 /TID=Mm.171707.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430150_at 21.9 24.6 A A 0.06 0.09 0 NC 0.49 gb:AK017809.1 /DB_XREF=gi:12857246 /FEA=mRNA /CNT=14 /TID=Mm.87629.1 /TIER=ConsEnd /STK=3 /UG=Mm.87629 /LL=70640 /UG_GENE=5730537
MOE430_2_1430179_at 7.2 5.1 A A 0.5 0.23 0 NC 0.36 gb:AK014831.1 /DB_XREF=gi:12852902 /FEA=mRNA /CNT=8 /TID=Mm.158123.1 /TIER=ConsEnd /STK=3 /UG=Mm.158123 /LL=66709 /UG_GENE=492150
MOE430_2_1430188_at 121.2 86.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK012792.1 /DB_XREF=gi:12849768 /FEA=mRNA /CNT=7 /TID=Mm.195643.1 /TIER=ConsEnd /STK=3 /UG=Mm.195643 /LL=72636 /UG_GENE=281002
MOE430_2_1430253_at 1.3 2.1 A A 0.8 0.78 0 NC 0.5 gb:BM239197 /DB_XREF=gi:17874467 /DB_XREF=K0530E08-3 /CLONE=K0530E08 /FEA=mRNA /CNT=5 /TID=Mm.158903.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430269_at 0.6 1.1 A A 0.78 0.87 0 NC 0.5 gb:AK004148.1 /DB_XREF=gi:12835221 /FEA=mRNA /CNT=4 /TID=Mm.75201.1 /TIER=ConsEnd /STK=3 /UG=Mm.75201 /LL=68753 /UG_GENE=1110037P
MOE430_2_1430287_s_ 149.1 127.2 P P 0.001953 0.00293 0 NC 0.5 gb:AK009239.1 /DB_XREF=gi:12843909 /FEA=mRNA /CNT=4 /TID=Mm.219766.1 /TIER=ConsEnd /STK=3 /UG=Mm.219766 /LL=69536 /UG_GENE=231000
MOE430_2_1430289_a_ 134.3 126 P P 0.000244 0.000244 0 NC 0.5 gb:AK012014.1 /DB_XREF=gi:12848493 /FEA=mRNA /CNT=38 /TID=Mm.28975.2 /TIER=ConsEnd /STK=2 /UG=Mm.28975 /LL=70465 /UG_GENE=2610312
MOE430_2_1430305_at 13.2 12 P A 0.03 0.06 0 NC 0.5 gb:AK010870.1 /DB_XREF=gi:12846610 /FEA=mRNA /CNT=13 /TID=Mm.24019.1 /TIER=ConsEnd /STK=2 /UG=Mm.24019 /LL=72326 /UG_GENE=2500004
MOE430_2_1430311_at 242.3 221 P P 0.000244 0.000244 0 NC 0.5 gb:AV304251 /DB_XREF=gi:6336765 /DB_XREF=AV304251 /CLONE=5730519L10 /FEA=mRNA /CNT=11 /TID=Mm.160281.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430318_at 195.4 206.1 P P 0.01 0.008057 0 NC 0.5 gb:BB745042 /DB_XREF=gi:16147981 /DB_XREF=BB745042 /CLONE=F530006E17 /FEA=mRNA /CNT=13 /TID=Mm.20155.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430352_at 10 13.6 P P 0.02 0.03 0 NC 0.5 gb:BG141912 /DB_XREF=gi:12645307 /DB_XREF=ia88c10.x1 /CLONE=IMAGE:5645203 /FEA=mRNA /CNT=12 /TID=Mm.181857.1 /TIER=ConsEnd /STK=2 
MOE430_2_1430359_a_ 58.5 69.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC018248.1 /DB_XREF=gi:17390573 /FEA=mRNA /CNT=7 /TID=Mm.35104.2 /TIER=ConsEnd /STK=2 /UG=Mm.35104 /LL=78914 /UG_GENE=9130012B
MOE430_2_1430397_at 15.9 13.7 P P 0.01 0.02 0 NC 0.5 gb:BB559311 /DB_XREF=gi:16448987 /DB_XREF=BB559311 /CLONE=E330038E11 /FEA=mRNA /CNT=5 /TID=Mm.212741.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430398_at 1.1 2.6 A A 0.6 0.66 0 NC 0.5 gb:BB014532 /DB_XREF=gi:16257376 /DB_XREF=BB014532 /CLONE=4930483D05 /FEA=mRNA /CNT=5 /TID=Mm.158471.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430400_at 2 2.4 A A 0.53 0.53 0 NC 0.5 gb:AK015858.1 /DB_XREF=gi:12854356 /FEA=mRNA /CNT=5 /TID=Mm.84494.1 /TIER=ConsEnd /STK=2 /UG=Mm.84494 /LL=74708 /UG_GENE=4930521A
MOE430_2_1430406_at 0.9 1.6 A A 0.96 0.98 0 NC 0.5 gb:AK015524.1 /DB_XREF=gi:12853901 /GEN=Samsn1 /FEA=mRNA /CNT=4 /TID=Mm.131406.3 /TIER=ConsEnd /STK=2 /UG=Mm.131406 /LL=67742 /UG
MOE430_2_1430417_s_ 201.1 204 P P 0.000244 0.000244 0 NC 0.5 gb:AK002679.1 /DB_XREF=gi:12832841 /FEA=mRNA /CNT=4 /TID=Mm.183.1 /TIER=ConsEnd /STK=2 /UG=Mm.183 /LL=73842 /UG_GENE=0610025P10Rik
MOE430_2_1430430_at 4.9 8.1 A A 0.6 0.21 0 NC 0.5 gb:AK018073.1 /DB_XREF=gi:12857625 /FEA=mRNA /CNT=5 /TID=Mm.190177.1 /TIER=ConsEnd /STK=2 /UG=Mm.190177 /LL=75740 /UG_GENE=613040
MOE430_2_1430438_at 3.9 3.8 A A 0.5 0.63 0 NC 0.26 gb:BB476489 /DB_XREF=gi:9394098 /DB_XREF=BB476489 /CLONE=D330018L11 /FEA=mRNA /CNT=5 /TID=Mm.158726.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430450_at 0.4 0.5 A A 0.3 0.66 0 NC 0.42 gb:AK021146.1 /DB_XREF=gi:12861933 /FEA=mRNA /CNT=5 /TID=Mm.159956.1 /TIER=ConsEnd /STK=2 /UG=Mm.159956 /LL=77617 /UG_GENE=C03004
MOE430_2_1430451_at 23.8 18.7 P P 0.000244 0.00415 0 NC 0.5 gb:AK015605.1 /DB_XREF=gi:12854004 /FEA=mRNA /CNT=5 /TID=Mm.39256.1 /TIER=ConsEnd /STK=2 /UG=Mm.39256 /LL=74937 /UG_GENE=4930481B
MOE430_2_1430480_at 16.4 11.7 A A 0.33 0.3 0 NC 0.36 gb:BB384543 /DB_XREF=gi:9104313 /DB_XREF=BB384543 /CLONE=C230035B16 /FEA=mRNA /CNT=3 /TID=Mm.33307.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430493_at 1.5 1.6 A A 0.85 0.87 0 NC 0.5 gb:AV091308 /DB_XREF=gi:5238856 /DB_XREF=AV091308 /CLONE=2310061G22 /FEA=mRNA /CNT=3 /TID=Mm.133091.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430500_s_ 327.3 338.9 P P 0.000244 0.000244 0 NC 0.5 gb:AK005233.1 /DB_XREF=gi:12837646 /FEA=mRNA /CNT=3 /TID=Mm.206814.1 /TIER=ConsEnd /STK=2 /UG=Mm.206814 /LL=68950 /UG_GENE=150001
MOE430_2_1430509_at 9.8 7.8 A A 0.08 0.14 0 NC 0.29 gb:AK003994.1 /DB_XREF=gi:12834987 /GEN=Krtap9-1 /FEA=mRNA /CNT=3 /TID=Mm.75707.2 /TIER=ConsEnd /STK=2 /UG=Mm.75707 /LL=75586 /UG_
MOE430_2_1430511_at 2.6 0.9 A A 0.72 0.95 0 NC 0.7 gb:AK005367.1 /DB_XREF=gi:12837862 /FEA=mRNA /CNT=3 /TID=Mm.158344.1 /TIER=ConsEnd /STK=2 /UG=Mm.158344 /LL=70254 /UG_GENE=150003
MOE430_2_1430525_at 18.8 13.4 M P 0.05 0.03 0 NC 0.54 gb:AK009071.1 /DB_XREF=gi:12843635 /FEA=mRNA /CNT=3 /TID=Mm.23309.1 /TIER=ConsEnd /STK=2 /UG=Mm.23309 /LL=69517 /UG_GENE=2310001K
MOE430_2_1430594_at 14.8 10.6 A A 0.19 0.12 0 NC 0.25 gb:BB529383 /DB_XREF=gi:16445597 /DB_XREF=BB529383 /CLONE=E030001L08 /FEA=mRNA /CNT=16 /TID=Mm.89892.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430605_at 23.1 21.6 A A 0.14 0.09 0 NC 0.05 gb:AK020571.1 /DB_XREF=gi:12861189 /FEA=mRNA /CNT=10 /TID=Mm.45686.1 /TIER=ConsEnd /STK=1 /UG=Mm.45686 /LL=68123 /UG_GENE=9530025
MOE430_2_1430611_at 7.6 6.8 A A 0.46 0.33 0 NC 0.75 gb:AV041291 /DB_XREF=gi:4860956 /DB_XREF=AV041291 /CLONE=1700017B23 /FEA=mRNA /CNT=8 /TID=Mm.45306.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430636_at 20.5 18.9 A A 0.19 0.11 0 NC 0.5 gb:BB350597 /DB_XREF=gi:16405310 /DB_XREF=BB350597 /CLONE=B930080K01 /FEA=mRNA /CNT=7 /TID=Mm.159893.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430668_a_ 110.8 115.4 P P 0.001221 0.001221 0 NC 0.5 gb:AK003438.1 /DB_XREF=gi:12834109 /FEA=mRNA /CNT=7 /TID=Mm.27228.2 /TIER=ConsEnd /STK=1 /UG=Mm.27228 /LL=68558 /UG_GENE=Ankra2 /U
MOE430_2_1430689_at 7.9 2.4 A A 0.63 0.53 0 NC 0.18 gb:AK012763.1 /DB_XREF=gi:12849719 /FEA=mRNA /CNT=7 /TID=Mm.32874.1 /TIER=ConsEnd /STK=1 /UG=Mm.32874 /LL=72633 /UG_GENE=2810019C
MOE430_2_1430692_a_ 269 282.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK005023.1 /DB_XREF=gi:12836652 /GEN=Sel1h /FEA=mRNA /CNT=6 /TID=Mm.14352.3 /TIER=ConsEnd /STK=1 /UG=Mm.14352 /LL=20338 /UG_TIT
MOE430_2_1430705_at 64.4 83.8 P P 0.03 0.01 0 NC 0.5 gb:BE955775 /DB_XREF=gi:10599656 /DB_XREF=UI-M-CE1-ban-f-09-0-UI.s1 /CLONE=UI-M-CE1-ban-f-09-0-UI /FEA=mRNA /CNT=6 /TID=Mm.86995.
MOE430_2_1430725_at 16.8 20.4 A A 0.12 0.21 0 NC 0.59 gb:AK017024.1 /DB_XREF=gi:12856071 /FEA=mRNA /CNT=6 /TID=Mm.158132.1 /TIER=ConsEnd /STK=1 /UG=Mm.158132 /LL=66779 /UG_GENE=493343
MOE430_2_1430730_at 8.2 10 A A 0.17 0.12 0 NC 0.5 gb:AK020436.1 /DB_XREF=gi:12861017 /FEA=mRNA /CNT=6 /TID=Mm.159882.1 /TIER=ConsEnd /STK=1 /UG=Mm.159882 /LL=77271 /UG_GENE=943002
MOE430_2_1430732_at 12.2 23 A P 0.27 0.01 0 NC 0.13 gb:AV256102 /DB_XREF=gi:6243561 /DB_XREF=AV256102 /CLONE=4921525D07 /FEA=mRNA /CNT=5 /TID=Mm.158477.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430737_at 1.4 0.9 A A 0.66 0.87 0 NC 0.71 gb:AK013056.1 /DB_XREF=gi:12850184 /FEA=mRNA /CNT=5 /TID=Mm.159732.1 /TIER=ConsEnd /STK=1 /UG=Mm.159732 /LL=76373 /UG_GENE=281040
MOE430_2_1430789_at 4.5 6.6 A A 0.11 0.5 0 NC 0.54 gb:AK016701.1 /DB_XREF=gi:12855581 /FEA=mRNA /CNT=5 /TID=Mm.196496.1 /TIER=ConsEnd /STK=1 /UG=Mm.196496 /LL=74430 /UG_GENE=493340
MOE430_2_1430818_at 4.9 4.2 A A 0.52 0.53 0 NC 0.31 gb:AV280658 /DB_XREF=gi:6268695 /DB_XREF=AV280658 /CLONE=4933416G09 /FEA=mRNA /CNT=4 /TID=Mm.219585.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430827_a_ 19.5 19.8 P P 0.001221 0.000732 0 NC 0.5 gb:AV301702 /DB_XREF=gi:6334216 /DB_XREF=AV301702 /CLONE=5730495F19 /FEA=mRNA /CNT=4 /TID=Mm.29674.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430844_at 4.7 5.4 A A 0.8 0.69 0 NC 0.35 gb:AK006094.1 /DB_XREF=gi:12839013 /FEA=mRNA /CNT=4 /TID=Mm.158801.1 /TIER=ConsEnd /STK=1 /UG=Mm.158801 /LL=72245 /UG_GENE=170001
MOE430_2_1430845_at 0.5 0.8 A A 0.72 0.9 0 NC 0.83 gb:AK010549.1 /DB_XREF=gi:12846075 /FEA=mRNA /CNT=4 /TID=Mm.156759.1 /TIER=ConsEnd /STK=1 /UG=Mm.156759 /LL=69732 /UG_GENE=241001
MOE430_2_1430849_a_ 238.5 222 P P 0.000244 0.000244 0 NC 0.5 gb:AK007402.1 /DB_XREF=gi:12840930 /FEA=mRNA /CNT=4 /TID=Mm.31514.1 /TIER=ConsEnd /STK=1 /UG=Mm.31514 /LL=69118 /UG_GENE=1810009H
MOE430_2_1430852_at 15.9 17.4 A A 0.21 0.14 0 NC 0.36 gb:AK005560.1 /DB_XREF=gi:12838197 /FEA=mRNA /CNT=4 /TID=Mm.37670.1 /TIER=ConsEnd /STK=1 /UG=Mm.37670 /LL=69797 /UG_GENE=1600029I1
MOE430_2_1430857_s_ 105 122.5 P P 0.00293 0.00293 0 NC 0.5 gb:AK007848.1 /DB_XREF=gi:12841663 /FEA=mRNA /CNT=4 /TID=Mm.154342.1 /TIER=ConsEnd /STK=1 /UG=Mm.154342 /LL=73655 /UG_GENE=181004
MOE430_2_1430877_at 11.2 13.1 A A 0.14 0.12 0 NC 0.5 gb:BE955795 /DB_XREF=gi:10599697 /DB_XREF=UI-M-CE1-ban-h-12-0-UI.s1 /CLONE=UI-M-CE1-ban-h-12-0-UI /FEA=mRNA /CNT=3 /TID=Mm.18179
MOE430_2_1430882_at 0.8 1.7 A A 0.9 0.72 0 NC 0.14 gb:AI506495 /DB_XREF=gi:4404346 /DB_XREF=vn32d04.x1 /CLONE=IMAGE:1022887 /FEA=mRNA /CNT=3 /TID=Mm.206758.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430901_at 0.6 1.3 A A 0.95 0.97 0 NC 0.89 gb:AV281513 /DB_XREF=gi:6269550 /DB_XREF=AV281513 /CLONE=4933425A05 /FEA=mRNA /CNT=3 /TID=Mm.159734.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430904_at 36.9 44.6 P P 0.000732 0.000244 0 NC 0.22 gb:AK018680.1 /DB_XREF=gi:12858506 /FEA=mRNA /CNT=4 /TID=Mm.159236.1 /TIER=ConsEnd /STK=1 /UG=Mm.159236 /LL=74553 /UG_GENE=913041
MOE430_2_1430906_at 1 0.6 A A 0.88 0.69 0 NC 0.35 gb:AV105483 /DB_XREF=gi:5253031 /DB_XREF=AV105483 /CLONE=2510016G02 /FEA=mRNA /CNT=4 /TID=Mm.158824.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430938_at 7.4 7.6 A A 0.3 0.46 0 NC 0.5 gb:AK012527.1 /DB_XREF=gi:12849328 /GEN=Zfp64 /FEA=mRNA /CNT=3 /TID=Mm.206693.1 /TIER=ConsEnd /STK=1 /UG=Mm.206693 /UG_TITLE=Mus m
MOE430_2_1430955_at 3.4 5.3 A A 0.33 0.3 0 NC 0.54 gb:AK020778.1 /DB_XREF=gi:12861467 /FEA=mRNA /CNT=3 /TID=Mm.123012.1 /TIER=ConsEnd /STK=1 /UG=Mm.123012 /LL=77930 /UG_GENE=A43010
MOE430_2_1430976_a_ 208 212.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK021196.1 /DB_XREF=gi:12862004 /GEN=Mrpl9 /FEA=mRNA /CNT=3 /TID=Mm.218515.2 /TIER=ConsEnd /STK=1 /UG=Mm.218515 /LL=78523 /UG_T
MOE430_2_1430984_at 77.3 82.6 P P 0.000732 0.00415 0 NC 0.36 gb:BI155585 /DB_XREF=gi:14615586 /DB_XREF=602903994F1 /CLONE=IMAGE:5033639 /FEA=mRNA /CNT=35 /TID=Mm.196297.1 /TIER=ConsEnd /STK=
MOE430_2_1430990_s_ 110.7 95.5 P P 0.001953 0.000732 0 NC 0.5 gb:AK019986.1 /DB_XREF=gi:12860423 /FEA=mRNA /CNT=27 /TID=Mm.196458.1 /TIER=ConsEnd /STK=0 /UG=Mm.196458 /LL=77520 /UG_GENE=57305
MOE430_2_1431003_a_ 268.9 277.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK003268.1 /DB_XREF=gi:12833831 /FEA=mRNA /CNT=19 /TID=Mm.10374.2 /TIER=ConsEnd /STK=0 /UG=Mm.10374 /LL=67513 /UG_GENE=2610002
MOE430_2_1431020_a_ 143.3 136.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK008983.1 /DB_XREF=gi:12843500 /FEA=mRNA /CNT=20 /TID=Mm.27523.2 /TIER=ConsEnd /STK=0 /UG=Mm.27523 /LL=67529 /UG_GENE=1500031
MOE430_2_1431033_x_ 75.8 68.1 P P 0.000732 0.001221 0 NC 0.5 gb:AA681807 /DB_XREF=gi:2663947 /DB_XREF=vu65f09.r1 /CLONE=IMAGE:1196297 /FEA=mRNA /CNT=23 /TID=Mm.17221.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431037_a_ 1024.1 1235.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK011870.1 /DB_XREF=gi:12848264 /FEA=mRNA /CNT=13 /TID=Mm.119162.2 /TIER=ConsEnd /STK=0 /UG=Mm.119162 /LL=15568 /UG_GENE=Elavl1 
MOE430_2_1431050_at 73.3 111.6 P P 0.001221 0.001953 0 NC 0.5 gb:BE291900 /DB_XREF=gi:9173835 /DB_XREF=601084748F1 /CLONE=IMAGE:3499234 /FEA=mRNA /CNT=17 /TID=Mm.39471.1 /TIER=ConsEnd /STK=0 
MOE430_2_1431058_at 44.5 47.3 P P 0.001221 0.000244 0 NC 0.5 gb:AK012522.1 /DB_XREF=gi:12849319 /FEA=mRNA /CNT=12 /TID=Mm.2152.1 /TIER=ConsEnd /STK=0 /UG=Mm.2152 /LL=72459 /UG_GENE=2600017A1
MOE430_2_1431059_x_ 39.8 41 P P 0.000244 0.000244 0 NC 0.4 gb:AK012522.1 /DB_XREF=gi:12849319 /FEA=mRNA /CNT=12 /TID=Mm.2152.1 /TIER=ConsEnd /STK=0 /UG=Mm.2152 /LL=72459 /UG_GENE=2600017A1
MOE430_2_1431067_at 65.6 85.4 P P 0.000244 0.000244 0 NC 0.5 gb:BG083246 /DB_XREF=gi:12565814 /DB_XREF=H3086B05-5 /CLONE=H3086B05 /FEA=mRNA /CNT=23 /TID=Mm.11014.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431070_a_ 103 67.3 P P 0.005859 0.00415 0 NC 0.5 gb:AK018662.1 /DB_XREF=gi:12858481 /FEA=mRNA /CNT=20 /TID=Mm.103542.2 /TIER=ConsEnd /STK=0 /UG=Mm.103542 /LL=74549 /UG_GENE=91304
MOE430_2_1431082_a_ 62.1 76.4 P P 0.001221 0.000732 0 NC 0.5 gb:AK016099.1 /DB_XREF=gi:12854706 /FEA=mRNA /CNT=12 /TID=Mm.28158.2 /TIER=ConsEnd /STK=0 /UG=Mm.28158 /LL=67657 /UG_GENE=Rabl3 /U
MOE430_2_1431084_x_ 21 19.5 A P 0.06 0.03 0 NC 0.5 gb:AK012122.1 /DB_XREF=gi:12848673 /FEA=mRNA /CNT=11 /TID=Mm.46783.3 /TIER=ConsEnd /STK=0 /UG=Mm.46783 /LL=66263 /UG_GENE=1810014
MOE430_2_1431085_a_ 499.9 488.4 P P 0.000244 0.000244 0 NC 0.5 gb:AA389937 /DB_XREF=gi:2042887 /DB_XREF=vb41c10.r1 /CLONE=IMAGE:751506 /FEA=mRNA /CNT=11 /TID=Mm.25293.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431092_at 66.6 60.1 P P 0.008057 0.01 0 NC 0.5 gb:BF722737 /DB_XREF=gi:12023739 /DB_XREF=mab23a10.y1 /CLONE=IMAGE:3970867 /FEA=mRNA /CNT=16 /TID=Mm.200527.1 /TIER=ConsEnd /STK=
MOE430_2_1431126_a_ 182.7 178.8 P P 0.001953 0.000732 0 NC 0.5 gb:AK002535.1 /DB_XREF=gi:12832588 /FEA=mRNA /CNT=9 /TID=Mm.35098.1 /TIER=ConsEnd /STK=0 /UG=Mm.35098 /LL=68347 /UG_GENE=0610011F
MOE430_2_1431161_at 18.9 17.3 A A 0.06 0.09 0 NC 0.5 gb:BB530298 /DB_XREF=gi:9582227 /DB_XREF=BB530298 /CLONE=E030009A05 /FEA=mRNA /CNT=8 /TID=Mm.195800.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431194_at 1.9 3.4 A A 0.97 0.96 0 NC 0.58 gb:AK020081.1 /DB_XREF=gi:12860550 /FEA=mRNA /CNT=7 /TID=Mm.159981.1 /TIER=ConsEnd /STK=0 /UG=Mm.159981 /LL=77727 /UG_GENE=603046
MOE430_2_1431212_a_ 42 65.2 P P 0.000244 0.000244 0 NC 0.4 gb:BG079674 /DB_XREF=gi:12562242 /DB_XREF=H3043E11-5 /CLONE=H3043E11 /FEA=mRNA /CNT=10 /TID=Mm.34199.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431233_at 23.7 20.2 P P 0.01 0.04 0 NC 0.5 gb:AK017367.1 /DB_XREF=gi:12856569 /FEA=mRNA /CNT=6 /TID=Mm.155669.1 /TIER=ConsEnd /STK=0 /UG=Mm.155669 /LL=74496 /UG_GENE=543043
MOE430_2_1431317_at 5.6 3.9 A A 0.63 0.36 0 NC 0.03 gb:AK013418.1 /DB_XREF=gi:12850765 /FEA=mRNA /CNT=6 /TID=Mm.158884.1 /TIER=ConsEnd /STK=0 /UG=Mm.158884 /LL=72797 /UG_GENE=281048
MOE430_2_1431324_at 6.6 5.1 P A 0.03 0.17 0 NC 0.5 gb:BF730925 /DB_XREF=gi:12048789 /DB_XREF=mab78h04.y1 /CLONE=IMAGE:3976566 /FEA=mRNA /CNT=5 /TID=Mm.147077.1 /TIER=ConsEnd /STK=0
MOE430_2_1431341_at 14.4 18.1 P A 0.005859 0.09 0 NC 0.5 gb:BF143676 /DB_XREF=gi:10982716 /DB_XREF=601789744F1 /CLONE=IMAGE:4020515 /FEA=mRNA /CNT=4 /TID=Mm.160354.1 /TIER=ConsEnd /STK=0
MOE430_2_1431364_a_ 66.7 67 P P 0.001953 0.00293 0 NC 0.5 gb:BC026878.1 /DB_XREF=gi:20071261 /FEA=mRNA /CNT=5 /TID=Mm.86924.2 /TIER=ConsEnd /STK=0 /UG=Mm.86924 /LL=72716 /UG_GENE=2810047C
MOE430_2_1431366_at 1 0.9 A A 0.43 0.5 0 NC 0.77 gb:AK015843.1 /DB_XREF=gi:12854335 /FEA=mRNA /CNT=5 /TID=Mm.158162.1 /TIER=ConsEnd /STK=0 /UG=Mm.158162 /LL=67593 /UG_GENE=493051



MOE430_2_1431408_at 10.3 9.5 A A 0.33 0.17 0 NC 0.5 gb:AK015116.1 /DB_XREF=gi:12853334 /FEA=mRNA /CNT=3 /TID=Mm.159095.1 /TIER=ConsEnd /STK=0 /UG=Mm.159095 /LL=73938 /UG_GENE=493041
MOE430_2_1431411_a_ 1206.5 1145.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK011130.1 /DB_XREF=gi:12847056 /GEN=Rai12 /FEA=mRNA /CNT=3 /TID=Mm.13430.2 /TIER=ConsEnd /STK=0 /UG=Mm.13430 /LL=54351 /UG_TIT
MOE430_2_1431420_s_ 3161.6 3117 P P 0.000244 0.000244 0 NC 0.5 gb:BI082843 /DB_XREF=gi:14501173 /DB_XREF=602878189F1 /CLONE=IMAGE:5009591 /FEA=mRNA /CNT=3 /TID=Mm.182471.2 /TIER=ConsEnd /STK=0
MOE430_2_1431475_a_ 58.8 64 P P 0.000244 0.000244 0 NC 0.5 gb:AK002670.1 /DB_XREF=gi:12832825 /FEA=mRNA /CNT=3 /TID=Mm.5.2 /TIER=ConsEnd /STK=2 /UG=Mm.5 /LL=15395 /UG_GENE=Hoxa10 /UG_TITLE
MOE430_2_1431547_at 1.4 0.8 A A 0.63 0.88 0 NC 0.23 gb:AK015323.1 /DB_XREF=gi:12853617 /FEA=mRNA /CNT=2 /TID=Mm.78448.1 /TIER=ConsEnd /STK=1 /UG=Mm.78448 /LL=74680 /UG_GENE=4930435F
MOE430_2_1431551_at 7.8 8.4 A A 0.12 0.39 0 NC 0.77 gb:BG144214 /DB_XREF=gi:12647614 /DB_XREF=ut70g11.x1 /CLONE=IMAGE:3333332 /FEA=mRNA /CNT=2 /TID=Mm.159730.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1431565_at 0.8 1.3 A A 0.87 0.8 0 NC 0.5 gb:AK015759.1 /DB_XREF=gi:12854217 /FEA=mRNA /CNT=2 /TID=Mm.159313.1 /TIER=ConsEnd /STK=1 /UG=Mm.159313 /LL=74714 /UG_GENE=493051
MOE430_2_1431595_at 14.9 20.1 A A 0.27 0.17 0 NC 0.5 gb:AK013746.1 /DB_XREF=gi:12851229 /FEA=mRNA /CNT=2 /TID=Mm.158929.1 /TIER=ConsEnd /STK=1 /UG=Mm.158929 /LL=73034 /UG_GENE=290006
MOE430_2_1431604_a_ 30 27 A A 0.06 0.14 0 NC 0.5 gb:AK013304.1 /DB_XREF=gi:12850586 /FEA=mRNA /CNT=2 /TID=Mm.8686.2 /TIER=ConsEnd /STK=1 /UG=Mm.8686 /LL=74128 /UG_GENE=1200014H14
MOE430_2_1431610_at 5 3.6 A A 0.19 0.36 0 NC 0.12 gb:AK019937.1 /DB_XREF=gi:12860346 /FEA=mRNA /CNT=2 /TID=Mm.195791.1 /TIER=ConsEnd /STK=1 /UG=Mm.195791 /LL=77103 /UG_GENE=533043
MOE430_2_1431645_a_ 1808.9 1707.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK013104.1 /DB_XREF=gi:12850256 /GEN=Gdi3 /FEA=mRNA /CNT=2 /TID=Mm.24443.2 /TIER=ConsEnd /STK=1 /UG=Mm.24443 /LL=14569 /UG_TITL
MOE430_2_1431680_a_ 59.6 55.8 P P 0.000244 0.00293 0 NC 0.5 gb:AK019870.1 /DB_XREF=gi:12860248 /FEA=mRNA /CNT=4 /TID=Mm.27856.2 /TIER=ConsEnd /STK=0 /UG=Mm.27856 /LL=19272 /UG_GENE=Ptprk /UG
MOE430_2_1431682_at 10.1 8.6 A A 0.53 0.5 0 NC 0.33 gb:AV258795 /DB_XREF=gi:6246254 /DB_XREF=AV258795 /CLONE=4930401P20 /FEA=mRNA /CNT=4 /TID=Mm.159963.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1431686_a_ 44 46.5 P P 0.000244 0.000732 0 NC 0.5 gb:AK013970.1 /DB_XREF=gi:12851564 /GEN=Gmfb /FEA=mRNA /CNT=3 /TID=Mm.87312.3 /TIER=ConsEnd /STK=0 /UG=Mm.87312 /LL=63985 /UG_TITL
MOE430_2_1431695_at 2.4 3.1 A A 0.72 0.78 0 NC 0.66 gb:AK018335.1 /DB_XREF=gi:12857992 /FEA=mRNA /CNT=3 /TID=Mm.159724.1 /TIER=ConsEnd /STK=0 /UG=Mm.159724 /LL=76242 /UG_GENE=653041
MOE430_2_1431715_a_ 77.1 87.1 P P 0.01 0.008057 0 NC 0.5 gb:AK010719.1 /DB_XREF=gi:12846365 /FEA=mRNA /CNT=2 /TID=Mm.1411.3 /TIER=ConsEnd /STK=0 /UG=Mm.1411 /LL=16882 /UG_GENE=Lig3 /UG_TIT
MOE430_2_1431752_a_ 267.8 268.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK012124.1 /DB_XREF=gi:12848675 /FEA=mRNA /CNT=2 /TID=Mm.20273.2 /TIER=ConsEnd /STK=0 /UG=Mm.20273 /LL=68205 /UG_GENE=2900073H
MOE430_2_1431760_a_ 109.8 99.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK021273.1 /DB_XREF=gi:12862112 /FEA=mRNA /CNT=2 /TID=Mm.21406.2 /TIER=ConsEnd /STK=0 /UG=Mm.21406 /LL=68112 /UG_GENE=C330016H
MOE430_2_1431767_at 8.4 9.6 A A 0.19 0.12 0 NC 0.3 gb:AK019609.1 /DB_XREF=gi:12859907 /FEA=mRNA /CNT=2 /TID=Mm.50293.1 /TIER=ConsEnd /STK=0 /UG=Mm.50293 /LL=78160 /UG_GENE=4930442G
MOE430_2_1431773_at 29.8 30.4 P P 0.03 0.01 0 NC 0.22 gb:AK017608.1 /DB_XREF=gi:12856935 /GEN=Cbx1 /FEA=mRNA /CNT=2 /TID=Mm.29055.2 /TIER=ConsEnd /STK=0 /UG=Mm.29055 /LL=12412 /UG_TITL
MOE430_2_1431808_a_ 2.7 0.5 A A 0.87 0.96 0 NC 0.6 gb:AK004893.1 /DB_XREF=gi:12836421 /GEN=Rps2 /FEA=mRNA /CNT=1 /TID=Mm.34819.2 /TIER=ConsEnd /STK=0 /UG=Mm.34819 /LL=16427 /UG_TITL
MOE430_2_1431848_at 20.6 22 P A 0.03 0.17 0 NC 0.5 gb:AK011976.1 /DB_XREF=gi:12848431 /GEN=Angptl2 /FEA=mRNA /CNT=1 /TID=Mm.200657.2 /TIER=ConsEnd /STK=0 /UG=Mm.200657 /LL=26360 /UG
MOE430_2_1431859_at 8.5 4.4 A A 0.33 0.36 0 NC 0.35 gb:AK019576.1 /DB_XREF=gi:12859860 /FEA=mRNA /CNT=1 /TID=Mm.160133.1 /TIER=ConsEnd /STK=0 /UG=Mm.160133 /LL=78790 /UG_GENE=493041
MOE430_2_1431866_at 0.6 0.7 A A 0.85 0.91 0 NC 0.62 gb:AK019584.1 /DB_XREF=gi:12859872 /FEA=mRNA /CNT=1 /TID=Mm.160151.1 /TIER=ConsEnd /STK=0 /UG=Mm.160151 /LL=78916 /UG_GENE=493042
MOE430_2_1431876_at 0.6 0.5 A A 0.94 0.98 0 NC 0.46 gb:AK016490.1 /DB_XREF=gi:12855250 /FEA=mRNA /CNT=1 /TID=Mm.158514.1 /TIER=ConsEnd /STK=0 /UG=Mm.158514 /LL=70971 /UG_GENE=493142
MOE430_2_1431880_at 18.1 24.4 P P 0.01 0.01 0 NC 0.48 gb:AK013928.1 /DB_XREF=gi:12851493 /FEA=mRNA /CNT=1 /TID=Mm.158939.1 /TIER=ConsEnd /STK=0 /UG=Mm.158939 /LL=73082 /UG_GENE=310000
MOE430_2_1431886_at 1.1 1.1 A A 0.85 0.97 0 NC 0.92 gb:AK018505.1 /DB_XREF=gi:12858236 /GEN=Ern1 /FEA=mRNA /CNT=1 /TID=Mm.11168.2 /TIER=ConsEnd /STK=0 /UG=Mm.11168 /LL=78943 /UG_TITL
MOE430_2_1431931_a_ 247.2 242.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK004012.1 /DB_XREF=gi:12835016 /FEA=mRNA /CNT=1 /TID=Mm.23258.1 /TIER=ConsEnd /STK=0 /UG=Mm.23258 /LL=68708 /UG_GENE=1110031N
MOE430_2_1431947_at 9.4 11.9 A A 0.56 0.6 0 NC 0.09 gb:AK018697.1 /DB_XREF=gi:12858534 /FEA=mRNA /CNT=1 /TID=Mm.3213.2 /TIER=ConsEnd /STK=0 /UG=Mm.3213 /LL=16835 /UG_GENE=Ldlr /UG_TIT
MOE430_2_1431948_a_ 501 545.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK016755.1 /DB_XREF=gi:12855660 /FEA=mRNA /CNT=1 /TID=Mm.100738.1 /TIER=ConsEnd /STK=0 /UG=Mm.100738 /LL=74450 /UG_GENE=493340
MOE430_2_1431960_at 45.8 33.6 P P 0.000244 0.000732 0 NC 0.48 gb:AK019911.1 /DB_XREF=gi:12860306 /FEA=mRNA /CNT=1 /TID=Mm.33369.3 /TIER=ConsEnd /STK=0 /UG=Mm.33369 /LL=80707 /UG_GENE=Wwox /UG
MOE430_2_1431976_at 1.5 0.6 A A 0.72 0.88 0 NC 0.78 gb:AK015900.1 /DB_XREF=gi:12854419 /FEA=mRNA /CNT=1 /TID=Mm.159457.1 /TIER=ConsEnd /STK=0 /UG=Mm.159457 /LL=75193 /UG_GENE=493052
MOE430_2_1432009_at 3.2 2.4 A A 0.75 0.87 0 NC 0.64 gb:AK016816.1 /DB_XREF=gi:12855753 /FEA=mRNA /CNT=1 /TID=Mm.158555.1 /TIER=ConsEnd /STK=0 /UG=Mm.158555 /LL=71080 /UG_GENE=493341
MOE430_2_1432023_a_ 20.7 21 A A 0.14 0.11 0 NC 0.5 gb:AK006122.1 /DB_XREF=gi:12839053 /FEA=mRNA /CNT=1 /TID=Mm.87189.1 /TIER=ConsEnd /STK=0 /UG=Mm.87189 /LL=71857 /UG_GENE=1700019H
MOE430_2_1432027_a_ 96.5 92.4 P P 0.02 0.03 0 NC 0.5 gb:AK013092.1 /DB_XREF=gi:12850238 /FEA=mRNA /CNT=1 /TID=Mm.196310.2 /TIER=ConsEnd /STK=0 /UG=Mm.196310 /LL=100855 /UG_GENE=AU043
MOE430_2_1432030_at 8.4 6.2 A A 0.14 0.19 0 NC 0.63 gb:AK015316.1 /DB_XREF=gi:12853607 /FEA=mRNA /CNT=1 /TID=Mm.159286.1 /TIER=ConsEnd /STK=0 /UG=Mm.159286 /LL=74667 /UG_GENE=493043
MOE430_2_1432042_a_ 1138.4 1073.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK011140.1 /DB_XREF=gi:12847074 /FEA=mRNA /CNT=1 /TID=Mm.76278.2 /TIER=ConsEnd /STK=0 /UG=Mm.76278 /LL=74255 /UG_GENE=2610203K
MOE430_2_1432045_at 3.7 3.7 A A 0.63 0.82 0 NC 0.51 gb:AK007032.1 /DB_XREF=gi:12840379 /FEA=mRNA /CNT=1 /TID=Mm.159026.1 /TIER=ConsEnd /STK=0 /UG=Mm.159026 /LL=73542 /UG_GENE=170009
MOE430_2_1432069_at 8.4 6.4 A A 0.18 0.33 0 NC 0.75 gb:AK006277.1 /DB_XREF=gi:12839289 /FEA=mRNA /CNT=1 /TID=Mm.158982.1 /TIER=ConsEnd /STK=0 /UG=Mm.158982 /LL=73281 /UG_GENE=170002
MOE430_2_1432086_a_ 17 17 A A 0.14 0.08 0 NC 0.49 gb:AK006801.1 /DB_XREF=gi:12840061 /FEA=mRNA /CNT=1 /TID=Mm.158173.2 /TIER=ConsEnd /STK=0 /UG=Mm.158173 /LL=67747 /UG_GENE=493057
MOE430_2_1432129_a_ 500 499.9 P P 0.000244 0.000244 0 NC 0.5 gb:AK008112.1 /DB_XREF=gi:12842093 /GEN=Prrx1 /FEA=mRNA /CNT=1 /TID=Mm.3869.3 /TIER=ConsEnd /STK=0 /UG=Mm.3869 /LL=18933 /UG_TITLE
MOE430_2_1432178_at 2.1 2.3 A A 0.69 0.66 0 NC 0.5 gb:AK017005.1 /DB_XREF=gi:12856043 /FEA=mRNA /CNT=1 /TID=Mm.158622.1 /TIER=ConsEnd /STK=0 /UG=Mm.158622 /LL=71217 /UG_GENE=493343
MOE430_2_1432190_at 2.8 4.9 A A 0.46 0.46 0 NC 0.5 gb:AK015212.1 /DB_XREF=gi:12853459 /GEN=Sox5 /FEA=mRNA /CNT=1 /TID=Mm.1752.4 /TIER=ConsEnd /STK=0 /UG=Mm.1752 /LL=20678 /UG_TITLE=
MOE430_2_1432212_at 9.7 9.7 A A 0.11 0.24 0 NC 0.5 gb:AK007970.1 /DB_XREF=gi:12841863 /FEA=mRNA /CNT=1 /TID=Mm.87538.1 /TIER=ConsEnd /STK=0 /UG=Mm.87538 /LL=69865 /UG_GENE=Acf-pendi
MOE430_2_1432231_at 7.2 5.9 A A 0.19 0.24 0 NC 0.5 gb:AK015902.1 /DB_XREF=gi:12854421 /FEA=mRNA /CNT=1 /TID=Mm.159436.1 /TIER=ConsEnd /STK=0 /UG=Mm.159436 /LL=75139 /UG_GENE=493052
MOE430_2_1432232_at 29.9 53.3 P P 0.00415 0.02 0 NC 0.5 gb:AK016486.1 /DB_XREF=gi:12855245 /FEA=mRNA /CNT=1 /TID=Mm.216342.2 /TIER=ConsEnd /STK=0 /UG=Mm.216342 /LL=70922 /UG_GENE=492151
MOE430_2_1432261_at 16.1 13.7 A P 0.17 0.04 0 NC 0.5 gb:AK009689.1 /DB_XREF=gi:12844638 /FEA=mRNA /CNT=1 /TID=Mm.219777.1 /TIER=ConsEnd /STK=0 /UG=Mm.219777 /LL=75704 /UG_GENE=231003
MOE430_2_1432263_a_ 2724.4 2747.9 P P 0.000244 0.000244 0 NC 0.5 gb:AK009614.1 /DB_XREF=gi:12844516 /FEA=mRNA /CNT=1 /TID=Mm.30072.3 /TIER=ConsEnd /STK=0 /UG=Mm.30072 /LL=20463 /UG_GENE=Cox7a2l /
MOE430_2_1432264_x_ 3964.8 3974.2 P P 0.000244 0.000732 0 NC 0.5 gb:AK009614.1 /DB_XREF=gi:12844516 /FEA=mRNA /CNT=1 /TID=Mm.30072.3 /TIER=ConsEnd /STK=0 /UG=Mm.30072 /LL=20463 /UG_GENE=Cox7a2l /
MOE430_2_1432287_a_ 1.2 1.6 A A 0.65 0.42 0 NC 0.1 gb:AK016927.1 /DB_XREF=gi:12855919 /FEA=mRNA /CNT=1 /TID=Mm.73186.2 /TIER=ConsEnd /STK=0 /UG=Mm.73186 /LL=71096 /UG_GENE=Sntg1 /UG
MOE430_2_1432295_a_ 235.8 215.5 P P 0.00415 0.005859 0 NC 0.5 gb:AK009634.1 /DB_XREF=gi:12844547 /FEA=mRNA /CNT=1 /TID=Mm.2937.2 /TIER=ConsEnd /STK=0 /UG=Mm.2937 /LL=69596 /UG_GENE=2310035K24
MOE430_2_1432300_at 1.6 0.7 A A 0.6 0.9 0 NC 0.55 gb:AK004471.1 /DB_XREF=gi:12835669 /FEA=mRNA /CNT=1 /TID=Mm.158225.1 /TIER=ConsEnd /STK=0 /UG=Mm.158225 /LL=68880 /UG_GENE=119000
MOE430_2_1432315_at 5.8 4.5 A A 0.12 0.5 0 NC 0.5 gb:AK015613.1 /DB_XREF=gi:12854013 /FEA=mRNA /CNT=1 /TID=Mm.159384.1 /TIER=ConsEnd /STK=0 /UG=Mm.159384 /LL=74976 /UG_GENE=493048
MOE430_2_1432338_at 5.9 4.9 A A 0.17 0.17 0 NC 0.57 gb:AK014730.1 /DB_XREF=gi:12852752 /FEA=mRNA /CNT=1 /TID=Mm.159088.1 /TIER=ConsEnd /STK=0 /UG=Mm.159088 /LL=73909 /UG_GENE=483341
MOE430_2_1432403_at 18.6 23 M A 0.05 0.08 0 NC 0.62 gb:AK016610.1 /DB_XREF=gi:12855439 /FEA=mRNA /CNT=1 /TID=Mm.158537.1 /TIER=ConsEnd /STK=0 /UG=Mm.158537 /LL=71029 /UG_GENE=493340
MOE430_2_1432415_at 1.7 1.2 A A 0.66 0.87 0 NC 0.64 gb:AK014050.1 /DB_XREF=gi:12851684 /GEN=Rab3c /FEA=mRNA /CNT=1 /TID=Mm.46735.2 /TIER=ConsEnd /STK=0 /UG=Mm.46735 /LL=67295 /UG_TIT
MOE430_2_1432438_at 16.4 13.1 A A 0.09 0.19 0 NC 0.5 gb:AK016407.1 /DB_XREF=gi:12855118 /FEA=mRNA /CNT=1 /TID=Mm.159518.1 /TIER=ConsEnd /STK=0 /UG=Mm.159518 /LL=75385 /UG_GENE=493059
MOE430_2_1432462_a_ 273 280.9 P P 0.000244 0.000244 0 NC 0.5 gb:AK009764.1 /DB_XREF=gi:12844759 /FEA=mRNA /CNT=1 /TID=Mm.24859.2 /TIER=ConsEnd /STK=0 /UG=Mm.24859 /LL=68975 /UG_GENE=1500015J
MOE430_2_1432499_a_ 129.6 90.9 P P 0.00415 0.00415 0 NC 0.5 gb:AK016093.1 /DB_XREF=gi:12854699 /GEN=Ube4b /FEA=mRNA /CNT=1 /TID=Mm.21634.2 /TIER=ConsEnd /STK=0 /UG=Mm.21634 /LL=63958 /UG_TIT
MOE430_2_1432540_at 2.7 3 A A 0.53 0.72 0 NC 0.66 gb:AK017387.1 /DB_XREF=gi:12856602 /FEA=mRNA /CNT=1 /TID=Mm.158680.1 /TIER=ConsEnd /STK=0 /UG=Mm.158680 /LL=71363 /UG_GENE=543043
MOE430_2_1432549_s_ 6.4 7.1 A A 0.72 0.36 0 NC 0.11 gb:AK007184.1 /DB_XREF=gi:12840586 /FEA=mRNA /CNT=1 /TID=Mm.203978.1 /TIER=ConsEnd /STK=0 /UG=Mm.203978 /LL=76996 /UG_GENE=170011
MOE430_2_1432566_at 1.4 2.1 A A 0.66 0.63 0 NC 0.34 gb:AK018998.1 /DB_XREF=gi:12858984 /FEA=mRNA /CNT=1 /TID=Mm.160089.1 /TIER=ConsEnd /STK=0 /UG=Mm.160089 /LL=78478 /UG_GENE=170012
MOE430_2_1432575_at 3.7 1.4 A A 0.63 0.88 0 NC 0.68 gb:BF466430 /DB_XREF=gi:11535613 /DB_XREF=UI-M-CG0p-bqy-d-07-0-UI.s1 /CLONE=UI-M-CG0p-bqy-d-07-0-UI /FEA=mRNA /CNT=5 /TID=Mm.159
MOE430_2_1432589_at 30.4 23 P P 0.00415 0.01 0 NC 0.5 gb:BB108324 /DB_XREF=gi:8760892 /DB_XREF=BB108324 /CLONE=9530010N21 /FEA=mRNA /CNT=4 /TID=Mm.170689.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432599_at 0.9 1 A A 0.91 0.8 0 NC 0.5 gb:AV118998 /DB_XREF=gi:5301149 /DB_XREF=AV118998 /CLONE=2610301H18 /FEA=mRNA /CNT=3 /TID=Mm.195637.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432617_at 12.6 10.8 M A 0.05 0.06 0 NC 0.31 gb:AV282849 /DB_XREF=gi:6275598 /DB_XREF=AV282849 /CLONE=4933432A22 /FEA=mRNA /CNT=3 /TID=Mm.158591.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432625_at 2.4 2 A A 0.46 0.39 0 NC 0.5 gb:AK018063.1 /DB_XREF=gi:12857612 /FEA=mRNA /CNT=3 /TID=Mm.159686.1 /TIER=ConsEnd /STK=0 /UG=Mm.159686 /LL=76125 /UG_GENE=583048
MOE430_2_1432632_at 3.6 2.1 A A 0.78 0.93 0 NC 0.78 gb:BB098342 /DB_XREF=gi:8743376 /DB_XREF=BB098342 /CLONE=9430063H18 /FEA=mRNA /CNT=3 /TID=Mm.138963.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432666_at 2.5 1.1 A A 0.69 0.91 0 NC 0.86 gb:AK008954.1 /DB_XREF=gi:12843452 /FEA=mRNA /CNT=2 /TID=Mm.158814.1 /TIER=ConsEnd /STK=0 /UG=Mm.158814 /LL=72374 /UG_GENE=221041
MOE430_2_1432668_at 6 5.8 A A 0.12 0.27 0 NC 0.5 gb:AK008898.1 /DB_XREF=gi:12843369 /FEA=mRNA /CNT=2 /TID=Mm.158813.1 /TIER=ConsEnd /STK=0 /UG=Mm.158813 /LL=72372 /UG_GENE=221041
MOE430_2_1432699_at 14.2 12.3 P M 0.02 0.05 0 NC 0.74 gb:AK013589.1 /DB_XREF=gi:12851009 /FEA=mRNA /CNT=2 /TID=Mm.158891.1 /TIER=ConsEnd /STK=0 /UG=Mm.158891 /LL=72845 /UG_GENE=290002
MOE430_2_1432704_at 0.9 3.9 A A 0.59 0.63 0 NC 0.5 gb:AK017489.1 /DB_XREF=gi:12856749 /FEA=mRNA /CNT=2 /TID=Mm.158383.1 /TIER=ConsEnd /STK=0 /UG=Mm.158383 /LL=70482 /UG_GENE=573040
MOE430_2_1432710_at 5.1 4.3 A A 0.36 0.46 0 NC 0.37 gb:AK015710.1 /DB_XREF=gi:12854148 /FEA=mRNA /CNT=2 /TID=Mm.78527.1 /TIER=ConsEnd /STK=0 /UG=Mm.78527 /LL=74705 /UG_GENE=4930505O
MOE430_2_1432754_at 7 7.8 A A 0.39 0.56 0 NC 0.54 gb:AV144932 /DB_XREF=gi:5349065 /DB_XREF=AV144932 /CLONE=2810440C01 /FEA=mRNA /CNT=2 /TID=Mm.82176.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432757_at 46.3 42.5 P P 0.01 0.001953 0 NC 0.45 gb:AI597033 /DB_XREF=gi:4606081 /DB_XREF=vh61b07.x1 /CLONE=IMAGE:891445 /FEA=mRNA /CNT=2 /TID=Mm.159847.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1432780_at 1.9 6.2 A A 0.88 0.63 0 NC 0.5 gb:AK006624.1 /DB_XREF=gi:12839816 /FEA=mRNA /CNT=2 /TID=Mm.75053.1 /TIER=ConsEnd /STK=0 /UG=Mm.75053 /LL=73264 /UG_GENE=1700037N
MOE430_2_1432789_at 9.9 2.3 A A 0.6 0.78 0 NC 0.6 gb:AK020215.1 /DB_XREF=gi:12860729 /FEA=mRNA /CNT=2 /TID=Mm.159860.1 /TIER=ConsEnd /STK=0 /UG=Mm.159860 /LL=77167 /UG_GENE=803047
MOE430_2_1432795_at 10.1 11.7 P P 0.03 0.005859 0 NC 0.49 gb:AK009978.1 /DB_XREF=gi:12845109 /FEA=mRNA /CNT=2 /TID=Mm.64465.1 /TIER=ConsEnd /STK=0 /UG=Mm.64465 /LL=71915 /UG_GENE=2310058F
MOE430_2_1432806_at 3.2 3.6 A A 0.66 0.5 0 NC 0.3 gb:BB106222 /DB_XREF=gi:8758790 /DB_XREF=BB106222 /CLONE=9430099H24 /FEA=mRNA /CNT=2 /TID=Mm.159917.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432808_at 0.5 1.1 A A 0.72 0.91 0 NC 0.5 gb:AK017949.1 /DB_XREF=gi:12857457 /FEA=mRNA /CNT=2 /TID=Mm.51078.1 /TIER=ConsEnd /STK=0 /UG=Mm.51078 /LL=76053 /UG_GENE=5830426K
MOE430_2_1432810_at 1.3 2.8 A A 0.82 0.75 0 NC 0.48 gb:AK007203.1 /DB_XREF=gi:12840613 /FEA=mRNA /CNT=2 /TID=Mm.159165.1 /TIER=ConsEnd /STK=0 /UG=Mm.159165 /LL=74311 /UG_GENE=170011
MOE430_2_1432830_at 29.2 28.7 P A 0.03 0.11 0 NC 0.5 gb:AK018096.1 /DB_XREF=gi:12857655 /FEA=mRNA /CNT=2 /TID=Mm.211744.1 /TIER=ConsEnd /STK=0 /UG=Mm.211744 /LL=76138 /UG_GENE=623042
MOE430_2_1432832_at 12 14.4 P M 0.04 0.05 0 NC 0.48 gb:AK017069.1 /DB_XREF=gi:12856140 /FEA=mRNA /CNT=2 /TID=Mm.158628.1 /TIER=ConsEnd /STK=0 /UG=Mm.158628 /LL=71237 /UG_GENE=493343
MOE430_2_1432842_s_ 4520.6 4510.7 P P 0.000244 0.000244 0 NC 0.5 gb:AA636932 /DB_XREF=gi:2562590 /DB_XREF=vn76g11.r1 /CLONE=IMAGE:1037924 /FEA=mRNA /CNT=2 /TID=Mm.195774.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432861_at 1.7 0.8 A A 0.46 0.82 0 NC 0.53 gb:AK013655.1 /DB_XREF=gi:12851099 /FEA=mRNA /CNT=2 /TID=Mm.158928.1 /TIER=ConsEnd /STK=0 /UG=Mm.158928 /LL=73028 /UG_GENE=290004
MOE430_2_1432925_at 1.8 2.1 A A 0.98 0.96 0 NC 0.5 gb:AK016828.1 /DB_XREF=gi:12855773 /FEA=mRNA /CNT=1 /TID=Mm.159210.1 /TIER=ConsEnd /STK=0 /UG=Mm.159210 /LL=74461 /UG_GENE=493341
MOE430_2_1432948_at 0.7 1.1 A A 0.94 0.94 0 NC 0.5 gb:AK014924.1 /DB_XREF=gi:12853046 /FEA=mRNA /CNT=1 /TID=Mm.158472.1 /TIER=ConsEnd /STK=0 /UG=Mm.158472 /LL=70872 /UG_GENE=492151
MOE430_2_1432969_at 4.9 5.4 A A 0.43 0.56 0 NC 0.5 gb:AK016875.1 /DB_XREF=gi:12855845 /FEA=mRNA /CNT=1 /TID=Mm.158593.1 /TIER=ConsEnd /STK=0 /UG=Mm.158593 /LL=71157 /UG_GENE=493342
MOE430_2_1432970_at 2.6 1.8 A A 0.63 0.94 0 NC 0.84 gb:AK016875.1 /DB_XREF=gi:12855845 /FEA=mRNA /CNT=1 /TID=Mm.158593.1 /TIER=ConsEnd /STK=0 /UG=Mm.158593 /LL=71157 /UG_GENE=493342
MOE430_2_1432974_at 2.1 1.8 A A 0.66 0.72 0 NC 0.5 gb:AK016863.1 /DB_XREF=gi:12855826 /FEA=mRNA /CNT=1 /TID=Mm.159213.1 /TIER=ConsEnd /STK=0 /UG=Mm.159213 /LL=74465 /UG_GENE=493342
MOE430_2_1433002_at 1.4 0.4 A A 0.72 0.85 0 NC 0.21 gb:AK018556.1 /DB_XREF=gi:12858318 /FEA=mRNA /CNT=1 /TID=Mm.158728.1 /TIER=ConsEnd /STK=0 /UG=Mm.158728 /LL=71569 /UG_GENE=903061
MOE430_2_1433016_s_ 13.8 17 A A 0.08 0.09 0 NC 0.45 gb:AK016790.1 /DB_XREF=gi:12855715 /FEA=mRNA /CNT=1 /TID=Mm.195597.1 /TIER=ConsEnd /STK=0 /UG=Mm.195597 /LL=71136 /UG_GENE=493341
MOE430_2_1433021_at 21.9 26.8 P P 0.03 0.03 0 NC 0.5 gb:AK017927.1 /DB_XREF=gi:12857425 /FEA=mRNA /CNT=1 /TID=Mm.159321.1 /TIER=ConsEnd /STK=0 /UG=Mm.159321 /LL=74730 /UG_GENE=583041
MOE430_2_1433023_at 9 12.5 A A 0.06 0.08 0 NC 0.53 gb:AK010109.1 /DB_XREF=gi:12845323 /FEA=mRNA /CNT=1 /TID=Mm.158336.1 /TIER=ConsEnd /STK=0 /UG=Mm.158336 /LL=70185 /UG_GENE=231006
MOE430_2_1433084_at 1.3 1.4 A A 0.82 0.91 0 NC 0.84 gb:AK015044.1 /DB_XREF=gi:12853232 /FEA=mRNA /CNT=1 /TID=Mm.159068.1 /TIER=ConsEnd /STK=0 /UG=Mm.159068 /LL=73812 /UG_GENE=493040
MOE430_2_1433105_at 10.8 7.7 A A 0.11 0.39 0 NC 0.5 gb:AK017980.1 /DB_XREF=gi:12857494 /FEA=mRNA /CNT=1 /TID=Mm.159654.1 /TIER=ConsEnd /STK=0 /UG=Mm.159654 /LL=76032 /UG_GENE=583043
MOE430_2_1433127_at 9.8 15.3 A P 0.33 0.04 0 NC 0.5 gb:AK015783.1 /DB_XREF=gi:12854253 /FEA=mRNA /CNT=1 /TID=Mm.158746.1 /TIER=ConsEnd /STK=0 /UG=Mm.158746 /LL=71656 /UG_GENE=493051
MOE430_2_1433151_at 20.1 17.5 A P 0.08 0.02 0 NC 0.44 gb:AK016815.1 /DB_XREF=gi:12855752 /FEA=mRNA /CNT=1 /TID=Mm.158604.1 /TIER=ConsEnd /STK=0 /UG=Mm.158604 /LL=71178 /UG_GENE=493341
MOE430_2_1433184_at 38.2 37.4 P P 0.001953 0.00293 0 NC 0.5 gb:AK020162.1 /DB_XREF=gi:12860663 /FEA=mRNA /CNT=1 /TID=Mm.159982.1 /TIER=ConsEnd /STK=0 /UG=Mm.159982 /LL=77731 /UG_GENE=672047
MOE430_2_1433206_at 7.4 5.8 A A 0.24 0.3 0 NC 0.6 gb:AK017208.1 /DB_XREF=gi:12856334 /FEA=mRNA /CNT=1 /TID=Mm.159646.1 /TIER=ConsEnd /STK=0 /UG=Mm.159646 /LL=76004 /UG_GENE=503343
MOE430_2_1433219_at 0.5 1 A A 0.96 0.91 0 NC 0.5 gb:AK020168.1 /DB_XREF=gi:12860670 /FEA=mRNA /CNT=1 /TID=Mm.160017.1 /TIER=ConsEnd /STK=0 /UG=Mm.160017 /LL=77898 /UG_GENE=672048
MOE430_2_1433221_at 26.5 25.8 P A 0.00415 0.09 0 NC 0.5 gb:AK012008.1 /DB_XREF=gi:12848485 /FEA=mRNA /CNT=1 /TID=Mm.158381.1 /TIER=ConsEnd /STK=0 /UG=Mm.158381 /LL=70469 /UG_GENE=261031
MOE430_2_1433253_at 8.4 7.5 A A 0.06 0.24 0 NC 0.4 gb:AK017188.1 /DB_XREF=gi:12856307 /FEA=mRNA /CNT=1 /TID=Mm.159641.1 /TIER=ConsEnd /STK=0 /UG=Mm.159641 /LL=75983 /UG_GENE=503342
MOE430_2_1433287_at 3.5 1.5 A A 0.88 0.95 0 NC 0.45 gb:AK014715.1 /DB_XREF=gi:12852733 /FEA=mRNA /CNT=1 /TID=Mm.159057.1 /TIER=ConsEnd /STK=0 /UG=Mm.159057 /LL=73768 /UG_GENE=483341
MOE430_2_1433289_at 19.5 17.9 P P 0.01 0.04 0 NC 0.5 gb:AK020650.1 /DB_XREF=gi:12861294 /FEA=mRNA /CNT=1 /TID=Mm.160143.1 /TIER=ConsEnd /STK=0 /UG=Mm.160143 /LL=78850 /UG_GENE=953007
MOE430_2_1433294_at 0.9 1.4 A A 0.98 0.96 0 NC 0.79 gb:AK015432.1 /DB_XREF=gi:12853772 /FEA=mRNA /CNT=1 /TID=Mm.159099.1 /TIER=ConsEnd /STK=0 /UG=Mm.159099 /LL=73955 /UG_GENE=493044
MOE430_2_1433330_at 3.7 3.9 A A 0.46 0.49 0 NC 0.5 gb:AK016604.1 /DB_XREF=gi:12855433 /FEA=mRNA /CNT=1 /TID=Mm.206822.1 /TIER=ConsEnd /STK=0 /UG=Mm.206822 /LL=71042 /UG_GENE=493340
MOE430_2_1433382_at 14 10.8 P P 0.03 0.02 0 NC 0.5 gb:AK004381.1 /DB_XREF=gi:12835541 /FEA=mRNA /CNT=1 /TID=Mm.158227.1 /TIER=ConsEnd /STK=0 /UG=Mm.158227 /LL=68919 /UG_GENE=111006
MOE430_2_1433383_at 6.7 9.4 A P 0.08 0.03 0 NC 0.5 gb:AK005121.1 /DB_XREF=gi:12836827 /FEA=mRNA /CNT=1 /TID=Mm.196663.1 /TIER=ConsEnd /STK=0 /UG=Mm.196663 /LL=76682 /UG_GENE=150000
MOE430_2_1433395_at 6.3 12.5 A A 0.43 0.39 0 NC 0.5 gb:AK014815.1 /DB_XREF=gi:12852880 /FEA=mRNA /CNT=1 /TID=Mm.158122.1 /TIER=ConsEnd /STK=0 /UG=Mm.158122 /LL=66703 /UG_GENE=492150
MOE430_2_1433399_at 2.6 1 A A 0.43 0.87 0 NC 0.5 gb:AK013802.1 /DB_XREF=gi:12851304 /FEA=mRNA /CNT=1 /TID=Mm.158922.1 /TIER=ConsEnd /STK=0 /UG=Mm.158922 /LL=73004 /UG_GENE=290007
MOE430_2_1433442_at 978.9 941.1 P P 0.000244 0.000244 0 NC 0.5 gb:BG064945 /DB_XREF=gi:12547508 /DB_XREF=H3025F05-3 /CLONE=H3025F05 /FEA=EST /CNT=263 /TID=Mm.2500.1 /TIER=Stack /STK=204 /UG=M
MOE430_2_1433465_a_ 10.9 12.1 M M 0.05 0.05 0 NC 0.5 gb:BB234337 /DB_XREF=gi:15410356 /DB_XREF=BB234337 /CLONE=A630048L02 /FEA=EST /CNT=179 /TID=Mm.33718.1 /TIER=Stack /STK=166 /UG=M
MOE430_2_1433469_at 0.5 1.8 A A 0.99 0.9 0 NC 0.37 gb:BB279454 /DB_XREF=gi:16401169 /DB_XREF=BB279454 /CLONE=A930017O17 /FEA=EST /CNT=165 /TID=Mm.39640.1 /TIER=Stack /STK=159 /UG=
MOE430_2_1433481_at 599.1 635.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB027759 /DB_XREF=gi:15403514 /DB_XREF=BB027759 /CLONE=5330438O07 /FEA=EST /CNT=161 /TID=Mm.64032.1 /TIER=Stack /STK=141 /UG=M
MOE430_2_1433493_at 129.3 146.8 P P 0.001953 0.001953 0 NC 0.5 gb:BI556043 /DB_XREF=gi:15443357 /DB_XREF=603237783F1 /CLONE=IMAGE:5290749 /FEA=EST /CNT=142 /TID=Mm.21110.1 /TIER=Stack /STK=129 /
MOE430_2_1433503_at 102.5 101.6 P P 0.001221 0.000244 0 NC 0.5 gb:BB667090 /DB_XREF=gi:16398539 /DB_XREF=BB667090 /CLONE=3202002J23 /FEA=EST /CNT=125 /TID=Mm.41320.1 /TIER=Stack /STK=115 /UG=M
MOE430_2_1433504_at 1413.7 1298 P P 0.000244 0.000244 0 NC 0.5 gb:AW547988 /DB_XREF=gi:7193407 /DB_XREF=L0029F06-3 /CLONE=L0029F06 /FEA=EST /CNT=178 /TID=Mm.30072.4 /TIER=Stack /STK=115 /UG=Mm
MOE430_2_1433513_x_ 2812.7 2523.7 P P 0.000244 0.000244 0 NC 0.5 gb:BF152811 /DB_XREF=gi:11034206 /DB_XREF=uz95g01.x1 /CLONE=IMAGE:3809449 /FEA=EST /CNT=116 /TID=Mm.27886.3 /TIER=Stack /STK=113 /U
MOE430_2_1433516_a_ 4573.3 4323.3 P P 0.000244 0.000244 0 NC 0.5 gb:BE945188 /DB_XREF=gi:10522947 /DB_XREF=UI-M-BZ0-axk-a-02-0-UI.s1 /CLONE=UI-M-BZ0-axk-a-02-0-UI /FEA=EST /CNT=123 /TID=Mm.30179
MOE430_2_1433524_at 143.8 119.2 P P 0.01 0.01 0 NC 0.5 gb:BB247577 /DB_XREF=gi:15410603 /DB_XREF=BB247577 /CLONE=A730020C17 /FEA=EST /CNT=144 /TID=Mm.184589.1 /TIER=Stack /STK=107 /UG=
MOE430_2_1433533_x_ 103.2 74.3 P P 0.00293 0.001953 0 NC 0.5 gb:BM198997 /DB_XREF=gi:17751683 /DB_XREF=C0403F12-3 /CLONE=C0403F12 /FEA=EST /CNT=111 /TID=Mm.6670.2 /TIER=Stack /STK=104 /UG=M
MOE430_2_1433555_at 209 162.5 P P 0.000244 0.000244 0 NC 0.5 gb:BM932622 /DB_XREF=gi:19391774 /DB_XREF=UI-M-CG0p-bnj-a-11-0-UI.r1 /CLONE=UI-M-CG0p-bnj-a-11-0-UI /FEA=EST /CNT=122 /TID=Mm.377
MOE430_2_1433560_at 72 80.6 P P 0.000244 0.001221 0 NC 0.5 gb:BB811412 /DB_XREF=gi:16984041 /DB_XREF=BB811412 /CLONE=G730009P18 /FEA=EST /CNT=211 /TID=Mm.212813.1 /TIER=Stack /STK=82 /UG=M
MOE430_2_1433586_at 119.6 126 P P 0.000244 0.000244 0 NC 0.5 gb:BB345135 /DB_XREF=gi:16404931 /DB_XREF=BB345135 /CLONE=B930055A21 /FEA=EST /CNT=128 /TID=Mm.68556.2 /TIER=Stack /STK=86 /UG=M
MOE430_2_1433594_at 356.9 338.4 P P 0.000244 0.000244 0 NC 0.5 gb:BI412929 /DB_XREF=gi:15173852 /DB_XREF=602987364F1 /CLONE=IMAGE:5143551 /FEA=EST /CNT=117 /TID=Mm.21901.1 /TIER=Stack /STK=85 /U
MOE430_2_1433597_at 742.1 777.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB206500 /DB_XREF=gi:16352134 /DB_XREF=BB206500 /CLONE=A430076E08 /FEA=EST /CNT=196 /TID=Mm.27476.1 /TIER=Stack /STK=84 /UG=M
MOE430_2_1433606_at 166.2 151.3 P P 0.000244 0.000244 0 NC 0.5 gb:BG069232 /DB_XREF=gi:12551801 /DB_XREF=H3074B09-3 /CLONE=H3074B09 /FEA=EST /CNT=102 /TID=Mm.28733.1 /TIER=Stack /STK=83 /UG=M
MOE430_2_1433625_at 284.6 293.8 P P 0.000732 0.000732 0 NC 0.5 gb:AV316216 /DB_XREF=gi:16394524 /DB_XREF=AV316216 /CLONE=5830434P21 /FEA=EST /CNT=222 /TID=Mm.25504.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1433635_at 385.9 363 P P 0.000244 0.000244 0 NC 0.5 gb:BG073188 /DB_XREF=gi:12555757 /DB_XREF=H3119G05-3 /CLONE=H3119G05 /FEA=EST /CNT=157 /TID=Mm.35828.1 /TIER=Stack /STK=79 /UG=M
MOE430_2_1433648_at 662.2 646.1 P P 0.000244 0.000244 0 NC 0.5 gb:BM938614 /DB_XREF=gi:19397766 /DB_XREF=UI-M-CG0p-bex-h-12-0-UI.r1 /CLONE=UI-M-CG0p-bex-h-12-0-UI /FEA=EST /CNT=163 /TID=Mm.27
MOE430_2_1433651_at 251.2 253.5 P P 0.000244 0.000244 0 NC 0.5 gb:BE136550 /DB_XREF=gi:8599050 /DB_XREF=ug33d06.x1 /CLONE=IMAGE:1533419 /FEA=EST /CNT=87 /TID=Mm.27482.1 /TIER=Stack /STK=77 /UG=
MOE430_2_1433654_at 653.6 718.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV299787 /DB_XREF=gi:16393207 /DB_XREF=AV299787 /CLONE=5730471F10 /FEA=EST /CNT=134 /TID=Mm.28938.1 /TIER=Stack /STK=76 /UG=Mm
MOE430_2_1433655_at 82.4 92.7 P P 0.000244 0.000244 0 NC 0.5 gb:AV024351 /DB_XREF=gi:15431397 /DB_XREF=AV024351 /CLONE=1200002J01 /FEA=EST /CNT=103 /TID=Mm.96867.1 /TIER=Stack /STK=76 /UG=Mm
MOE430_2_1433684_at 580.4 546.3 P P 0.000244 0.000244 0 NC 0.5 gb:BI652903 /DB_XREF=gi:15567139 /DB_XREF=603300042F1 /CLONE=IMAGE:5340610 /FEA=EST /CNT=124 /TID=Mm.3730.4 /TIER=Stack /STK=72 /UG
MOE430_2_1433686_at 214.7 186.6 P P 0.03 0.04 0 NC 0.5 gb:BB192141 /DB_XREF=gi:15409537 /DB_XREF=BB192141 /CLONE=A330070M20 /FEA=EST /CNT=109 /TID=Mm.23021.1 /TIER=Stack /STK=72 /UG=M
MOE430_2_1433687_at 171.3 181.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB539069 /DB_XREF=gi:16446980 /DB_XREF=BB539069 /CLONE=E130016E02 /FEA=EST /CNT=92 /TID=Mm.37290.1 /TIER=Stack /STK=72 /UG=Mm
MOE430_2_1433691_at 1348.2 1258.8 P P 0.000244 0.000244 0 NC 0.5 gb:BQ176864 /DB_XREF=gi:20352356 /DB_XREF=UI-M-DJ2-bvz-n-10-0-UI.s1 /CLONE=UI-M-DJ2-bvz-n-10-0-UI /FEA=EST /CNT=85 /TID=Mm.24724.2
MOE430_2_1433692_at 141.9 144.3 P P 0.001953 0.00293 0 NC 0.5 gb:BM202638 /DB_XREF=gi:17756906 /DB_XREF=C0242E05-3 /CLONE=C0242E05 /FEA=EST /CNT=101 /TID=Mm.27952.1 /TIER=Stack /STK=71 /UG=M
MOE430_2_1433693_x_ 72.1 40.5 P P 0.005859 0.01 0 NC 0.5 gb:BB491065 /DB_XREF=gi:9449692 /DB_XREF=BB491065 /CLONE=D530019E14 /FEA=EST /CNT=76 /TID=Mm.168744.2 /TIER=Stack /STK=71 /UG=Mm
MOE430_2_1433700_at 488.8 472.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB477807 /DB_XREF=gi:16440357 /DB_XREF=BB477807 /CLONE=D330026P13 /FEA=EST /CNT=109 /TID=Mm.26506.2 /TIER=Stack /STK=70 /UG=M
MOE430_2_1433712_at 245.3 214.4 P P 0.02 0.01 0 NC 0.5 gb:AV032365 /DB_XREF=gi:16356585 /DB_XREF=AV032365 /CLONE=1500035B02 /FEA=EST /CNT=113 /TID=Mm.23689.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1433715_at 2.6 2.3 A A 0.5 0.63 0 NC 0.4 gb:BB426433 /DB_XREF=gi:16423683 /DB_XREF=BB426433 /CLONE=C630001P08 /FEA=EST /CNT=74 /TID=Mm.36434.1 /TIER=Stack /STK=68 /UG=Mm
MOE430_2_1433726_at 343.5 311.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV337559 /DB_XREF=gi:16396499 /DB_XREF=AV337559 /CLONE=6430401N10 /FEA=EST /CNT=110 /TID=Mm.28205.2 /TIER=Stack /STK=66 /UG=M
MOE430_2_1433738_at 127 130.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV315131 /DB_XREF=gi:16394482 /DB_XREF=AV315131 /CLONE=5830428A09 /FEA=EST /CNT=116 /TID=Mm.37825.1 /TIER=Stack /STK=65 /UG=M
MOE430_2_1433753_x_ 279.6 273.6 P P 0.000244 0.000244 0 NC 0.5 gb:AI505281 /DB_XREF=gi:4403132 /DB_XREF=vp98g05.x1 /CLONE=IMAGE:1092824 /FEA=EST /CNT=65 /TID=Mm.21096.6 /TIER=Stack /STK=64 /UG=M
MOE430_2_1433761_at 171.5 166 P P 0.000244 0.000244 0 NC 0.5 gb:AV374669 /DB_XREF=gi:15412267 /DB_XREF=AV374669 /CLONE=9130014I23 /FEA=EST /CNT=82 /TID=Mm.9838.1 /TIER=Stack /STK=63 /UG=Mm.9
MOE430_2_1433781_a_ 441.2 368.5 P P 0.000244 0.000732 0 NC 0.5 gb:AW554231 /DB_XREF=gi:7199654 /DB_XREF=L0237F04-3 /CLONE=L0237F04 /FEA=EST /CNT=90 /TID=Mm.40132.1 /TIER=Stack /STK=61 /UG=Mm.4
MOE430_2_1433782_at 180.3 164.8 P P 0.000732 0.000244 0 NC 0.5 gb:AW554231 /DB_XREF=gi:7199654 /DB_XREF=L0237F04-3 /CLONE=L0237F04 /FEA=EST /CNT=90 /TID=Mm.40132.1 /TIER=Stack /STK=61 /UG=Mm.4
MOE430_2_1433797_at 216.7 204.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG069595 /DB_XREF=gi:12552164 /DB_XREF=H3078A09-3 /CLONE=H3078A09 /FEA=EST /CNT=92 /TID=Mm.10125.2 /TIER=Stack /STK=60 /UG=Mm
MOE430_2_1433812_at 489.5 462.5 P P 0.000244 0.000244 0 NC 0.5 gb:AW412503 /DB_XREF=gi:6938320 /DB_XREF=uq41e06.x1 /CLONE=IMAGE:2811970 /FEA=EST /CNT=73 /TID=Mm.87505.1 /TIER=Stack /STK=59 /UG=
MOE430_2_1433818_at 88.2 94.7 P P 0.000244 0.000732 0 NC 0.5 gb:AV296997 /DB_XREF=gi:15405860 /DB_XREF=AV296997 /CLONE=5730446A02 /FEA=EST /CNT=117 /TID=Mm.86311.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1433822_x_ 4063.4 4296 P P 0.000244 0.000244 0 NC 0.5 gb:AI842295 /DB_XREF=gi:5476548 /DB_XREF=UI-M-AM1-afz-f-10-0-UI.s1 /CLONE=UI-M-AM1-afz-f-10-0-UI /FEA=EST /CNT=62 /TID=Mm.45312.3 /T
MOE430_2_1433833_at 1074.7 1124.3 P P 0.000244 0.000244 0 NC 0.5 gb:BG064539 /DB_XREF=gi:12547102 /DB_XREF=H3020H08-3 /CLONE=H3020H08 /FEA=EST /CNT=86 /TID=Mm.200324.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1433840_a_ 252.1 223.4 P P 0.00293 0.00293 0 NC 0.5 gb:BB499868 /DB_XREF=gi:16442229 /DB_XREF=BB499868 /CLONE=D630023H24 /FEA=EST /CNT=69 /TID=Mm.78250.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433842_at 306.4 320.5 P P 0.000244 0.000732 0 NC 0.5 gb:BG069059 /DB_XREF=gi:12551628 /DB_XREF=H3072C08-3 /CLONE=H3072C08 /FEA=EST /CNT=69 /TID=Mm.200543.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1433844_a_ 2.5 5.4 A A 0.8 0.63 0 NC 0.26 gb:AV295798 /DB_XREF=gi:16392753 /DB_XREF=AV295798 /CLONE=5730436P19 /FEA=EST /CNT=74 /TID=Mm.16479.3 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433853_at 16.6 15.5 A A 0.08 0.06 0 NC 0.37 gb:BQ177132 /DB_XREF=gi:20352624 /DB_XREF=UI-M-DJ2-bwa-p-07-0-UI.s1 /CLONE=UI-M-DJ2-bwa-p-07-0-UI /FEA=EST /CNT=172 /TID=Mm.2150
MOE430_2_1433858_at 151.9 151.5 P P 0.000732 0.000732 0 NC 0.5 gb:BB667092 /DB_XREF=gi:16398541 /DB_XREF=BB667092 /CLONE=3202002M15 /FEA=EST /CNT=65 /TID=Mm.31247.2 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1433873_s_ 102.4 95.9 P P 0.01 0.01 0 NC 0.5 gb:BG069597 /DB_XREF=gi:12552166 /DB_XREF=H3078A11-3 /CLONE=H3078A11 /FEA=EST /CNT=80 /TID=Mm.26191.1 /TIER=Stack /STK=55 /UG=Mm
MOE430_2_1433875_at 288.5 294.2 P P 0.000244 0.000244 0 NC 0.5 gb:BG920372 /DB_XREF=gi:14300848 /DB_XREF=602826018F1 /CLONE=IMAGE:4954685 /FEA=EST /CNT=80 /TID=Mm.205425.1 /TIER=Stack /STK=55 /
MOE430_2_1433887_at 190.9 206.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV024539 /DB_XREF=gi:16356412 /DB_XREF=AV024539 /CLONE=1200004A07 /FEA=EST /CNT=66 /TID=Mm.25122.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1433927_at 422.8 383 P P 0.000244 0.000244 0 NC 0.5 gb:AW552571 /DB_XREF=gi:7197994 /DB_XREF=L0214D09-3 /CLONE=L0214D09 /FEA=EST /CNT=91 /TID=Mm.29402.1 /TIER=Stack /STK=51 /UG=Mm.
MOE430_2_1433937_at 181.6 163.6 P P 0.001221 0.000732 0 NC 0.5 gb:BG073543 /DB_XREF=gi:12556112 /DB_XREF=H3123H05-3 /CLONE=H3123H05 /FEA=EST /CNT=95 /TID=Mm.23595.1 /TIER=Stack /STK=50 /UG=Mm



MOE430_2_1433971_at 0.6 0.7 A A 0.96 0.86 0 NC 0.39 gb:BQ176577 /DB_XREF=gi:20352069 /DB_XREF=UI-M-DJ2-bvy-f-24-0-UI.s1 /CLONE=UI-M-DJ2-bvy-f-24-0-UI /FEA=EST /CNT=151 /TID=Mm.124805
MOE430_2_1433999_at 143.4 118.6 P P 0.000244 0.000244 0 NC 0.5 gb:BI111765 /DB_XREF=gi:14562666 /DB_XREF=602897932F1 /CLONE=IMAGE:5027959 /FEA=EST /CNT=73 /TID=Mm.202662.1 /TIER=Stack /STK=47 /U
MOE430_2_1434002_at 274.3 289.8 P P 0.000244 0.000244 0 NC 0.5 gb:AW556347 /DB_XREF=gi:7201776 /DB_XREF=L0267A10-3 /CLONE=L0267A10 /FEA=EST /CNT=90 /TID=Mm.22634.1 /TIER=Stack /STK=47 /UG=Mm.
MOE430_2_1434016_at 86.9 88.8 P P 0.000244 0.000244 0 NC 0.5 gb:BG072040 /DB_XREF=gi:12554609 /DB_XREF=H3106A06-3 /CLONE=H3106A06 /FEA=EST /CNT=178 /TID=Mm.423.1 /TIER=Stack /STK=46 /UG=Mm.
MOE430_2_1434021_at 407.7 375.4 P P 0.000244 0.000244 0 NC 0.5 gb:BG064982 /DB_XREF=gi:12547545 /DB_XREF=H3026A09-3 /CLONE=H3026A09 /FEA=EST /CNT=70 /TID=Mm.104670.1 /TIER=Stack /STK=46 /UG=M
MOE430_2_1434024_at 56.1 81.1 P A 0.01 0.06 0 NC 0.5 gb:BB475459 /DB_XREF=gi:16440024 /DB_XREF=BB475459 /CLONE=D330013F15 /FEA=EST /CNT=53 /TID=Mm.87376.2 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1434029_at 48 61.2 P P 0.005859 0.008057 0 NC 0.5 gb:AW545676 /DB_XREF=gi:7188093 /DB_XREF=C0196F08-3 /CLONE=C0196F08 /FEA=EST /CNT=59 /TID=Mm.76286.1 /TIER=Stack /STK=46 /UG=Mm.
MOE430_2_1434035_at 244.9 260.5 P P 0.000244 0.000244 0 NC 0.5 gb:C87407 /DB_XREF=gi:2919364 /DB_XREF=C87407 /CLONE=J0245E02 /FEA=EST /CNT=82 /TID=Mm.2701.3 /TIER=Stack /STK=45 /UG=Mm.2701 /LL
MOE430_2_1434053_x_ 2498.1 2435.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV216686 /DB_XREF=gi:6157531 /DB_XREF=AV216686 /CLONE=2410165P03 /FEA=EST /CNT=48 /TID=Mm.19370.2 /TIER=Stack /STK=45 /UG=Mm.
MOE430_2_1434057_at 1963.3 1870.7 P P 0.000244 0.000244 0 NC 0.5 gb:C78790 /DB_XREF=gi:2519120 /DB_XREF=C78790 /CLONE=J0055A12 /FEA=EST /CNT=102 /TID=Mm.1103.2 /TIER=Stack /STK=44 /UG=Mm.1103 /L
MOE430_2_1434066_at 389.7 391.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB795500 /DB_XREF=gi:16965119 /DB_XREF=BB795500 /CLONE=G431005F17 /FEA=EST /CNT=103 /TID=Mm.29630.1 /TIER=Stack /STK=44 /UG=M
MOE430_2_1434067_at 6.6 4.6 M P 0.05 0.00415 0 NC 0.44 gb:BE688410 /DB_XREF=gi:10076034 /DB_XREF=uw45e08.x1 /CLONE=IMAGE:3464966 /FEA=EST /CNT=84 /TID=Mm.37773.1 /TIER=Stack /STK=44 /UG
MOE430_2_1434086_at 281.2 287.3 P P 0.000244 0.000732 0 NC 0.5 gb:BQ031210 /DB_XREF=gi:19766489 /DB_XREF=UI-1-CF0-amc-c-04-0-UI.s1 /CLONE=UI-1-CF0-amc-c-04-0-UI /FEA=EST /CNT=120 /TID=Mm.34898
MOE430_2_1434088_at 343.5 284.1 P P 0.000244 0.000244 0 NC 0.5 gb:BM119467 /DB_XREF=gi:17087493 /DB_XREF=L0925F07-3 /CLONE=L0925F07 /FEA=EST /CNT=91 /TID=Mm.17353.3 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434089_at 327.9 346.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB426294 /DB_XREF=gi:16423669 /DB_XREF=BB426294 /CLONE=C630001F01 /FEA=EST /CNT=72 /TID=Mm.27313.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434090_at 51.2 46.6 P P 0.04 0.04 0 NC 0.81 gb:BB037094 /DB_XREF=gi:15403721 /DB_XREF=BB037094 /CLONE=5930423H14 /FEA=EST /CNT=49 /TID=Mm.20258.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434092_at 11.9 7.4 A A 0.06 0.19 0 NC 0.5 gb:AW121498 /DB_XREF=gi:6096831 /DB_XREF=UI-M-BH2.2-aop-a-08-0-UI.s1 /CLONE=UI-M-BH2.2-aop-a-08-0-UI /FEA=EST /CNT=47 /TID=Mm.1283
MOE430_2_1434094_at 1 0.9 A A 0.96 0.99 0 NC 0.5 gb:AV332097 /DB_XREF=gi:16396198 /DB_XREF=AV332097 /CLONE=6330530A05 /FEA=EST /CNT=56 /TID=Mm.23639.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434142_at 87.8 92.1 P P 0.000244 0.000244 0 NC 0.5 gb:BG076151 /DB_XREF=gi:12558720 /DB_XREF=H3156C03-3 /CLONE=H3156C03 /FEA=EST /CNT=45 /TID=Mm.146462.1 /TIER=Stack /STK=41 /UG=M
MOE430_2_1434145_s_ 189.8 172.4 P P 0.000244 0.000244 0 NC 0.5 gb:C80355 /DB_XREF=gi:2520685 /DB_XREF=C80355 /CLONE=J0080C02 /FEA=EST /CNT=42 /TID=Mm.30056.2 /TIER=Stack /STK=41 /UG=Mm.30056 /
MOE430_2_1434147_at 33.7 36.7 A A 0.09 0.09 0 NC 0.5 gb:BE945231 /DB_XREF=gi:10522990 /DB_XREF=UI-M-BZ0-axk-e-05-0-UI.s1 /CLONE=UI-M-BZ0-axk-e-05-0-UI /FEA=EST /CNT=41 /TID=Mm.40502.2
MOE430_2_1434154_at 71.9 67.2 P P 0.000732 0.001953 0 NC 0.5 gb:BQ177107 /DB_XREF=gi:20352599 /DB_XREF=UI-M-DJ2-bwa-l-01-0-UI.s1 /CLONE=UI-M-DJ2-bwa-l-01-0-UI /FEA=EST /CNT=81 /TID=Mm.40611.1
MOE430_2_1434160_at 53.8 59.5 P P 0.03 0.03 0 NC 0.5 gb:BB246509 /DB_XREF=gi:16355483 /DB_XREF=BB246509 /CLONE=A730014M16 /FEA=EST /CNT=85 /TID=Mm.29525.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434178_at 87.4 81.7 P P 0.000244 0.000244 0 NC 0.5 gb:BM238921 /DB_XREF=gi:17874191 /DB_XREF=K0525G01-3 /CLONE=K0525G01 /FEA=EST /CNT=122 /TID=Mm.24095.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1434185_at 289.4 336.8 P P 0.000244 0.000244 0 NC 0.5 gb:BG921646 /DB_XREF=gi:14302122 /DB_XREF=602825633F1 /CLONE=IMAGE:4954257 /FEA=EST /CNT=76 /TID=Mm.31374.1 /TIER=Stack /STK=39 /U
MOE430_2_1434189_at 111.3 102.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV337522 /DB_XREF=gi:16396497 /DB_XREF=AV337522 /CLONE=6430401J21 /FEA=EST /CNT=48 /TID=Mm.145100.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434193_at 192.3 180.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV122561 /DB_XREF=gi:16382465 /DB_XREF=AV122561 /CLONE=2610528B03 /FEA=EST /CNT=51 /TID=Mm.46727.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434196_at 143.1 136 P P 0.001953 0.001221 0 NC 0.5 gb:BQ176119 /DB_XREF=gi:20351611 /DB_XREF=UI-M-DJ2-bwg-k-15-0-UI.s1 /CLONE=UI-M-DJ2-bwg-k-15-0-UI /FEA=EST /CNT=46 /TID=Mm.52319
MOE430_2_1434215_at 96.5 120.9 P P 0.02 0.008057 0 NC 0.3 gb:BG067505 /DB_XREF=gi:12550074 /DB_XREF=H3055B08-3 /CLONE=H3055B08 /FEA=EST /CNT=110 /TID=Mm.1511.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1434220_at 273.1 278.8 P P 0.005859 0.00293 0 NC 0.5 gb:AV255972 /DB_XREF=gi:16388259 /DB_XREF=AV255972 /CLONE=4921524E18 /FEA=EST /CNT=59 /TID=Mm.41863.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434221_at 58.7 66.9 P P 0.01 0.01 0 NC 0.5 gb:BB698852 /DB_XREF=gi:16047676 /DB_XREF=BB698852 /CLONE=7420406D10 /FEA=EST /CNT=70 /TID=Mm.41125.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434230_at 518.9 481.3 P P 0.000244 0.000244 0 NC 0.5 gb:BG094331 /DB_XREF=gi:12576894 /DB_XREF=uu75h08.x1 /CLONE=IMAGE:3382526 /FEA=EST /CNT=62 /TID=Mm.28684.2 /TIER=Stack /STK=38 /UG
MOE430_2_1434234_at 30.4 30.6 A M 0.12 0.05 0 NC 0.5 gb:BM230261 /DB_XREF=gi:17793445 /DB_XREF=K0292F09-3 /CLONE=K0292F09 /FEA=EST /CNT=45 /TID=Mm.103555.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1434237_at 1.1 1.2 A A 0.93 0.96 0 NC 0.73 gb:BQ084786 /DB_XREF=gi:20043990 /DB_XREF=ii48b07.x1 /CLONE=IMAGE:5944669 /FEA=EST /CNT=50 /TID=Mm.3089.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1434257_s_ 394.7 503.2 P P 0.000244 0.000244 0 NC 0.5 gb:AW543558 /DB_XREF=gi:7185975 /DB_XREF=C0171C11-3 /CLONE=C0171C11 /FEA=EST /CNT=46 /TID=Mm.204922.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434263_at 220.9 225.6 P P 0.000732 0.000732 0 NC 0.5 gb:AV307274 /DB_XREF=gi:16393920 /DB_XREF=AV307274 /CLONE=5730551K18 /FEA=EST /CNT=49 /TID=Mm.182281.2 /TIER=Stack /STK=37 /UG=M
MOE430_2_1434270_at 234 246.2 P P 0.000732 0.000732 0 NC 0.5 gb:AV221896 /DB_XREF=gi:16384816 /DB_XREF=AV221896 /CLONE=3632432F21 /FEA=EST /CNT=45 /TID=Mm.41248.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434271_at 181.4 190.9 P P 0.000244 0.000244 0 NC 0.5 gb:BM124000 /DB_XREF=gi:17107756 /DB_XREF=L0533F07-3 /CLONE=L0533F07 /FEA=EST /CNT=42 /TID=Mm.12407.2 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434343_at 117.3 103.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV173406 /DB_XREF=gi:16383822 /DB_XREF=AV173406 /CLONE=5730403M16 /FEA=EST /CNT=56 /TID=Mm.23838.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434356_a_ 1809.2 1492 P P 0.000244 0.000244 0 NC 0.5 gb:AA200355 /DB_XREF=gi:1796592 /DB_XREF=mu33f02.r1 /CLONE=IMAGE:641211 /FEA=EST /CNT=38 /TID=Mm.2287.3 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434370_s_ 476.5 463.7 P P 0.000244 0.000732 0 NC 0.5 gb:AV016515 /DB_XREF=gi:4793507 /DB_XREF=AV016515 /CLONE=1110065N23 /FEA=EST /CNT=34 /TID=Mm.178.3 /TIER=Stack /STK=34 /UG=Mm.178
MOE430_2_1434379_at 488 486.5 P P 0.000244 0.000244 0 NC 0.5 gb:BG868949 /DB_XREF=gi:14219489 /DB_XREF=602784555F1 /CLONE=IMAGE:4910797 /FEA=EST /CNT=97 /TID=Mm.148395.2 /TIER=Stack /STK=33 /
MOE430_2_1434381_at 46.6 42.5 P P 0.00293 0.001221 0 NC 0.5 gb:AV287602 /DB_XREF=gi:16392102 /DB_XREF=AV287602 /CLONE=5031438D10 /FEA=EST /CNT=56 /TID=Mm.37784.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434401_at 79.9 87 P P 0.01 0.01 0 NC 0.5 gb:BM224914 /DB_XREF=gi:17786338 /DB_XREF=K0203D12-3 /CLONE=K0203D12 /FEA=EST /CNT=65 /TID=Mm.40627.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434416_a_ 287.5 271.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB022975 /DB_XREF=gi:16257788 /DB_XREF=BB022975 /CLONE=5330413I10 /FEA=EST /CNT=37 /TID=Mm.27204.2 /TIER=Stack /STK=33 /UG=Mm.
MOE430_2_1434417_at 98.5 88 P P 0.008057 0.02 0 NC 0.5 gb:BB022975 /DB_XREF=gi:16257788 /DB_XREF=BB022975 /CLONE=5330413I10 /FEA=EST /CNT=37 /TID=Mm.27204.2 /TIER=Stack /STK=33 /UG=Mm.
MOE430_2_1434423_at 1217.9 1181.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB138485 /DB_XREF=gi:16266973 /DB_XREF=BB138485 /CLONE=9830148A07 /FEA=EST /CNT=36 /TID=Mm.23568.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434440_at 16.5 17.2 P P 0.00293 0.02 0 NC 0.5 gb:BQ174580 /DB_XREF=gi:20350071 /DB_XREF=UI-M-DJ2-bvy-h-01-0-UI.s1 /CLONE=UI-M-DJ2-bvy-h-01-0-UI /FEA=EST /CNT=60 /TID=Mm.28859.
MOE430_2_1434446_at 51.2 54.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM206023 /DB_XREF=gi:17761339 /DB_XREF=C0292B02-3 /CLONE=C0292B02 /FEA=EST /CNT=92 /TID=Mm.19395.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434455_at 1.4 1.9 A A 0.91 0.98 0 NC 0.9 gb:AV174662 /DB_XREF=gi:16384142 /DB_XREF=AV174662 /CLONE=5730411K09 /FEA=EST /CNT=40 /TID=Mm.32789.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434459_at 504.9 539.4 P P 0.000732 0.000244 0 NC 0.5 gb:BF147898 /DB_XREF=gi:11029293 /DB_XREF=uw99b08.x1 /CLONE=IMAGE:3470103 /FEA=EST /CNT=41 /TID=Mm.29579.1 /TIER=Stack /STK=32 /UG
MOE430_2_1434474_at 61.6 54.5 P P 0.04 0.04 0 NC 0.5 gb:BM937648 /DB_XREF=gi:19396795 /DB_XREF=UI-M-CD1-azs-b-12-0-UI.r1 /CLONE=UI-M-CD1-azs-b-12-0-UI /FEA=EST /CNT=52 /TID=Mm.41942.
MOE430_2_1434486_x_ 1005.9 985.3 P P 0.000732 0.000732 0 NC 0.5 gb:AW146314 /DB_XREF=gi:6168050 /DB_XREF=um54f04.x1 /CLONE=IMAGE:2259103 /FEA=EST /CNT=38 /TID=Mm.28877.4 /TIER=Stack /STK=31 /UG=
MOE430_2_1434492_at 20 26 A A 0.17 0.08 0 NC 0.44 gb:BB766175 /DB_XREF=gi:16193879 /DB_XREF=BB766175 /CLONE=G370061O12 /FEA=EST /CNT=41 /TID=Mm.200670.1 /TIER=Stack /STK=31 /UG=M
MOE430_2_1434508_at 169.1 164.4 P P 0.000244 0.000244 0 NC 0.5 gb:BM247269 /DB_XREF=gi:17882539 /DB_XREF=K0749E02-3 /CLONE=K0749E02 /FEA=EST /CNT=59 /TID=Mm.200819.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1434511_at 411.8 414.8 P P 0.000244 0.000244 0 NC 0.5 gb:BM233125 /DB_XREF=gi:17868395 /DB_XREF=K0332F03-3 /CLONE=K0332F03 /FEA=EST /CNT=62 /TID=Mm.28827.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434517_at 120.8 150.3 P P 0.00293 0.000244 0 NC 0.5 gb:BB794924 /DB_XREF=gi:16964543 /DB_XREF=BB794924 /CLONE=G431002I04 /FEA=EST /CNT=47 /TID=Mm.1960.1 /TIER=Stack /STK=30 /UG=Mm.1
MOE430_2_1434518_at 952.9 933.1 P P 0.000244 0.000244 0 NC 0.5 gb:BG076063 /DB_XREF=gi:12558632 /DB_XREF=H3155B10-3 /CLONE=H3155B10 /FEA=EST /CNT=44 /TID=Mm.26600.2 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434536_at 1 0.8 A A 0.82 0.88 0 NC 0.5 gb:BQ175263 /DB_XREF=gi:20350755 /DB_XREF=UI-M-DJ2-bwc-g-18-0-UI.s1 /CLONE=UI-M-DJ2-bwc-g-18-0-UI /FEA=EST /CNT=31 /TID=Mm.39852
MOE430_2_1434538_x_ 931.9 943.1 P P 0.000244 0.000244 0 NC 0.5 gb:AI415184 /DB_XREF=gi:4258688 /DB_XREF=mc06f05.x1 /CLONE=IMAGE:338145 /FEA=EST /CNT=30 /TID=Mm.29041.2 /TIER=Stack /STK=30 /UG=M
MOE430_2_1434549_at 243.4 229.2 P P 0.000244 0.000732 0 NC 0.5 gb:BI083615 /DB_XREF=gi:14501945 /DB_XREF=602874776F2 /CLONE=IMAGE:5006634 /FEA=EST /CNT=49 /TID=Mm.1387.2 /TIER=Stack /STK=29 /UG
MOE430_2_1434558_at 27.3 34.1 P P 0.000244 0.005859 0 NC 0.5 gb:BG075633 /DB_XREF=gi:12558202 /DB_XREF=H3149F01-3 /CLONE=H3149F01 /FEA=EST /CNT=42 /TID=Mm.33147.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434561_at 326.3 319.4 P P 0.000244 0.000244 0 NC 0.5 gb:BI648411 /DB_XREF=gi:15562647 /DB_XREF=603278373F1 /CLONE=IMAGE:5318322 /FEA=EST /CNT=64 /TID=Mm.28424.1 /TIER=Stack /STK=29 /UG
MOE430_2_1434588_x_ 101.4 64.1 P P 0.01 0.03 0 NC 0.5 gb:AI181686 /DB_XREF=gi:3732324 /DB_XREF=ub78a11.r1 /CLONE=IMAGE:1383836 /FEA=EST /CNT=30 /TID=Mm.1863.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434626_at 80.6 77.3 P A 0.04 0.09 0 NC 0.5 gb:AV299625 /DB_XREF=gi:16393181 /DB_XREF=AV299625 /CLONE=5730470F19 /FEA=EST /CNT=41 /TID=Mm.31204.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434646_s_ 2725.8 2572.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV023865 /DB_XREF=gi:4800857 /DB_XREF=AV023865 /CLONE=1190034E11 /FEA=EST /CNT=45 /TID=Mm.35851.2 /TIER=Stack /STK=27 /UG=Mm.3
MOE430_2_1434650_at 62.8 66.4 P P 0.000244 0.000244 0 NC 0.5 gb:BI250645 /DB_XREF=gi:14799192 /DB_XREF=602993721F1 /CLONE=IMAGE:5149541 /FEA=EST /CNT=69 /TID=Mm.87671.1 /TIER=Stack /STK=27 /UG
MOE430_2_1434659_at 72.7 69.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB514213 /DB_XREF=gi:16442937 /DB_XREF=BB514213 /CLONE=D730049P16 /FEA=EST /CNT=52 /TID=Mm.35854.2 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434688_x_ 741.1 679 P P 0.000244 0.000244 0 NC 0.5 gb:BM506525 /DB_XREF=gi:18670682 /DB_XREF=ih32a03.x1 /CLONE=IMAGE:5678860 /FEA=EST /CNT=29 /TID=Mm.3250.2 /TIER=Stack /STK=27 /UG=M
MOE430_2_1434703_at 403.2 366.3 P P 0.001221 0.001221 0 NC 0.5 gb:BG071142 /DB_XREF=gi:12553711 /DB_XREF=H3095B07-3 /CLONE=H3095B07 /FEA=EST /CNT=74 /TID=Mm.27895.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434707_at 302.9 330 P P 0.000244 0.000244 0 NC 0.5 gb:AV121839 /DB_XREF=gi:16382437 /DB_XREF=AV121839 /CLONE=2610510A08 /FEA=EST /CNT=48 /TID=Mm.35483.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434725_at 28.2 20.4 P P 0.00415 0.00293 0 NC 0.64 gb:AV255657 /DB_XREF=gi:15405327 /DB_XREF=AV255657 /CLONE=4921521N14 /FEA=EST /CNT=37 /TID=Mm.19316.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434738_at 17.1 17.4 A A 0.21 0.24 0 NC 0.5 gb:BQ176328 /DB_XREF=gi:20351820 /DB_XREF=UI-M-DJ2-bwg-b-24-0-UI.s1 /CLONE=UI-M-DJ2-bwg-b-24-0-UI /FEA=EST /CNT=38 /TID=Mm.63417
MOE430_2_1434768_at 555.4 589.1 P P 0.000244 0.000244 0 NC 0.5 gb:AI266910 /DB_XREF=gi:3885068 /DB_XREF=uj08e07.x1 /CLONE=IMAGE:1891332 /FEA=EST /CNT=37 /TID=Mm.20837.2 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434787_at 63.4 56.4 P P 0.001953 0.000732 0 NC 0.49 gb:BQ175059 /DB_XREF=gi:20350551 /DB_XREF=UI-M-DJ2-bwd-k-13-0-UI.s1 /CLONE=UI-M-DJ2-bwd-k-13-0-UI /FEA=EST /CNT=31 /TID=Mm.24046
MOE430_2_1434790_a_ 1939 1967.5 P P 0.000244 0.000244 0 NC 0.5 gb:BI696719 /DB_XREF=gi:15659348 /DB_XREF=603347224F1 /CLONE=IMAGE:5375069 /FEA=EST /CNT=28 /TID=Mm.533.4 /TIER=Stack /STK=25 /UG=
MOE430_2_1434797_at 654.4 646 P P 0.000244 0.000244 0 NC 0.5 gb:BB054275 /DB_XREF=gi:16259709 /DB_XREF=BB054275 /CLONE=6720469N11 /FEA=EST /CNT=30 /TID=Mm.89552.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434823_x_ 4007.5 3918.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV012102 /DB_XREF=gi:4789089 /DB_XREF=AV012102 /CLONE=1110034J01 /FEA=EST /CNT=54 /TID=Mm.30179.2 /TIER=Stack /STK=24 /UG=Mm.3
MOE430_2_1434826_at 201.7 194.9 P P 0.000732 0.000732 0 NC 0.5 gb:AW124912 /DB_XREF=gi:6100442 /DB_XREF=UI-M-BH2.1-apu-e-12-0-UI.s1 /CLONE=UI-M-BH2.1-apu-e-12-0-UI /FEA=EST /CNT=40 /TID=Mm.4600
MOE430_2_1434853_x_ 644.9 542 P P 0.000244 0.000244 0 NC 0.5 gb:AA717142 /DB_XREF=gi:2729416 /DB_XREF=vs72h05.r1 /CLONE=IMAGE:1151865 /FEA=EST /CNT=27 /TID=Mm.7198.4 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434856_at 262.4 263.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV256780 /DB_XREF=gi:15405340 /DB_XREF=AV256780 /CLONE=4921531B21 /FEA=EST /CNT=46 /TID=Mm.218595.3 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434867_at 39.3 36.5 A A 0.11 0.17 0 NC 0.5 gb:AI503023 /DB_XREF=gi:4400874 /DB_XREF=vm75c12.x1 /CLONE=IMAGE:1004086 /FEA=EST /CNT=32 /TID=Mm.31224.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434869_at 102.5 116.8 P P 0.000244 0.000244 0 NC 0.5 gb:BG070567 /DB_XREF=gi:12553136 /DB_XREF=H3088G04-3 /CLONE=H3088G04 /FEA=EST /CNT=27 /TID=Mm.18332.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434873_a_ 11.9 15.2 A P 0.14 0.01 0 NC 0.5 gb:BB115902 /DB_XREF=gi:8768470 /DB_XREF=BB115902 /CLONE=9530052H15 /FEA=EST /CNT=25 /TID=Mm.27644.1 /TIER=Stack /STK=24 /UG=Mm.2
MOE430_2_1434888_a_ 658.4 542.4 P P 0.000244 0.000244 0 NC 0.5 gb:BM219545 /DB_XREF=gi:17779390 /DB_XREF=C0926F10-3 /CLONE=C0926F10 /FEA=EST /CNT=34 /TID=Mm.25575.2 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434916_at 98.2 93.8 P P 0.001953 0.000732 0 NC 0.5 gb:AV377318 /DB_XREF=gi:16398121 /DB_XREF=AV377318 /CLONE=9130226F15 /FEA=EST /CNT=36 /TID=Mm.38318.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434932_at 3.2 3 A A 0.36 0.56 0 NC 0.54 gb:BI734168 /DB_XREF=gi:15711181 /DB_XREF=603351449F1 /CLONE=IMAGE:5358636 /FEA=EST /CNT=44 /TID=Mm.63881.5 /TIER=Stack /STK=22 /UG
MOE430_2_1434940_x_ 81.2 106.6 P P 0.008057 0.01 0 NC 0.5 gb:BB233670 /DB_XREF=gi:8913525 /DB_XREF=BB233670 /CLONE=A630045H04 /FEA=EST /CNT=27 /TID=Mm.20156.3 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1434971_x_ 719.1 612.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV216669 /DB_XREF=gi:6157514 /DB_XREF=AV216669 /CLONE=2410165L09 /FEA=EST /CNT=26 /TID=Mm.29904.4 /TIER=Stack /STK=22 /UG=Mm.2
MOE430_2_1434979_at 82 96.8 P P 0.000244 0.000244 0 NC 0.5 gb:BM120298 /DB_XREF=gi:17088324 /DB_XREF=L0937F01-3 /CLONE=L0937F01 /FEA=EST /CNT=110 /TID=Mm.171701.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1434985_a_ 3014.7 2708.5 P P 0.000244 0.000244 0 NC 0.5 gb:BF320852 /DB_XREF=gi:11269869 /DB_XREF=uz56f11.x1 /CLONE=IMAGE:3673101 /FEA=EST /CNT=23 /TID=Mm.12858.3 /TIER=Stack /STK=22 /UG=
MOE430_2_1435004_at 221.3 216.5 P P 0.00415 0.001953 0 NC 0.5 gb:BM119773 /DB_XREF=gi:17087799 /DB_XREF=L0930D08-3 /CLONE=L0930D08 /FEA=EST /CNT=43 /TID=Mm.30042.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435009_at 148.5 149.2 P P 0.000732 0.000732 0 NC 0.5 gb:BB611738 /DB_XREF=gi:15393912 /DB_XREF=BB611738 /CLONE=3732426M05 /FEA=EST /CNT=60 /TID=Mm.17815.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1435019_at 517 450.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB532141 /DB_XREF=gi:16446049 /DB_XREF=BB532141 /CLONE=E030022H21 /FEA=EST /CNT=34 /TID=Mm.101274.3 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435023_at 48.9 47.7 P P 0.00415 0.000244 0 NC 0.5 gb:BB794974 /DB_XREF=gi:16964593 /DB_XREF=BB794974 /CLONE=G431002M06 /FEA=EST /CNT=28 /TID=Mm.40285.3 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435024_at 51.4 48.5 P P 0.000732 0.000244 0 NC 0.5 gb:BG808712 /DB_XREF=gi:17955695 /DB_XREF=2121-35 /FEA=EST /CNT=26 /TID=Mm.204876.1 /TIER=Stack /STK=21 /UG=Mm.204876 /LL=102061 /U
MOE430_2_1435033_at 32.3 30 P P 0.000244 0.03 0 NC 0.7 gb:AV024939 /DB_XREF=gi:16356426 /DB_XREF=AV024939 /CLONE=1200009A06 /FEA=EST /CNT=34 /TID=Mm.41604.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435052_at 58.8 49.4 P P 0.000244 0.01 0 NC 0.8 gb:BB667167 /DB_XREF=gi:16398616 /DB_XREF=BB667167 /CLONE=4922503J09 /FEA=EST /CNT=26 /TID=Mm.23367.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435097_at 106.6 111.2 P P 0.00293 0.000732 0 NC 0.5 gb:BB772682 /DB_XREF=gi:16214373 /DB_XREF=BB772682 /CLONE=G370147A05 /FEA=EST /CNT=30 /TID=Mm.69.3 /TIER=Stack /STK=20 /UG=Mm.69
MOE430_2_1435120_at 570.9 577.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV300631 /DB_XREF=gi:15405916 /DB_XREF=AV300631 /CLONE=5730485H06 /FEA=EST /CNT=21 /TID=Mm.48676.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435148_at 1.2 1.1 A A 0.9 0.9 0 NC 0.5 gb:BG261955 /DB_XREF=gi:12771771 /DB_XREF=602373773F1 /CLONE=IMAGE:4481179 /FEA=EST /CNT=38 /TID=Mm.16767.4 /TIER=Stack /STK=19 /U
MOE430_2_1435156_at 132.2 127.2 P P 0.001953 0.001221 0 NC 0.5 gb:BF730275 /DB_XREF=gi:12048139 /DB_XREF=mab61e08.x1 /CLONE=IMAGE:3974871 /FEA=EST /CNT=38 /TID=Mm.23878.3 /TIER=Stack /STK=19 /U
MOE430_2_1435172_at 5.9 7.5 A A 0.14 0.36 0 NC 0.74 gb:BB128925 /DB_XREF=gi:16266157 /DB_XREF=BB128925 /CLONE=9630035G12 /FEA=EST /CNT=26 /TID=Mm.200692.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435175_at 1.5 0.8 A A 0.82 0.9 0 NC 0.82 gb:BI738434 /DB_XREF=gi:15715447 /DB_XREF=603359007F1 /CLONE=IMAGE:5366208 /FEA=EST /CNT=28 /TID=Mm.29270.1 /TIER=Stack /STK=19 /UG
MOE430_2_1435202_at 118.8 109.4 P P 0.00415 0.005859 0 NC 0.5 gb:BI905483 /DB_XREF=gi:16168006 /DB_XREF=603167992F1 /CLONE=IMAGE:5255878 /FEA=EST /CNT=24 /TID=Mm.41568.2 /TIER=Stack /STK=19 /UG
MOE430_2_1435213_at 29.9 24.9 P P 0.000732 0.000244 0 NC 0.5 gb:BB309133 /DB_XREF=gi:16402476 /DB_XREF=BB309133 /CLONE=B230309E09 /FEA=EST /CNT=21 /TID=Mm.25593.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435219_x_ 54.6 87.2 P P 0.01 0.02 0 NC 0.3 gb:BG095529 /DB_XREF=gi:12578092 /DB_XREF=uu88e11.x1 /CLONE=IMAGE:3383541 /FEA=EST /CNT=19 /TID=Mm.196641.3 /TIER=Stack /STK=19 /U
MOE430_2_1435240_at 84.8 76 P P 0.01 0.01 0 NC 0.5 gb:AV377356 /DB_XREF=gi:16398125 /DB_XREF=AV377356 /CLONE=9130227D21 /FEA=EST /CNT=42 /TID=Mm.2777.3 /TIER=Stack /STK=18 /UG=Mm.2
MOE430_2_1435243_at 172.7 194.9 P P 0.000732 0.000732 0 NC 0.5 gb:BM508364 /DB_XREF=gi:18679507 /DB_XREF=ii38c08.x1 /CLONE=IMAGE:5943927 /FEA=EST /CNT=51 /TID=Mm.30258.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1435257_at 117.2 112.2 P P 0.000244 0.000244 0 NC 0.5 gb:BG073156 /DB_XREF=gi:12555725 /DB_XREF=H3119D06-3 /CLONE=H3119D06 /FEA=EST /CNT=31 /TID=Mm.44849.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435276_a_ 231.5 212.5 P P 0.01 0.01 0 NC 0.5 gb:BM231781 /DB_XREF=gi:17867051 /DB_XREF=K0314E05-3 /CLONE=K0314E05 /FEA=EST /CNT=21 /TID=Mm.4891.2 /TIER=Stack /STK=18 /UG=Mm.4
MOE430_2_1435285_at 8 7.5 A P 0.11 0.03 0 NC 0.33 gb:BB731805 /DB_XREF=gi:16115080 /DB_XREF=BB731805 /CLONE=E970015H02 /FEA=EST /CNT=22 /TID=Mm.24207.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435293_at 8 7.5 M A 0.05 0.24 0 NC 0.5 gb:BQ175321 /DB_XREF=gi:20350813 /DB_XREF=UI-M-DJ2-bwc-d-01-0-UI.s1 /CLONE=UI-M-DJ2-bwc-d-01-0-UI /FEA=EST /CNT=21 /TID=Mm.40034
MOE430_2_1435295_at 55.5 58.8 P P 0.000732 0.00415 0 NC 0.5 gb:BG075614 /DB_XREF=gi:12558183 /DB_XREF=H3149D04-3 /CLONE=H3149D04 /FEA=EST /CNT=19 /TID=Mm.41254.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435301_at 3.5 3.9 A A 0.9 0.95 0 NC 0.88 gb:BF460829 /DB_XREF=gi:11529991 /DB_XREF=UI-M-CG0p-bmi-e-04-0-UI.s1 /CLONE=UI-M-CG0p-bmi-e-04-0-UI /FEA=EST /CNT=19 /TID=Mm.1820
MOE430_2_1435329_at 147.5 170.6 P P 0.000244 0.000244 0 NC 0.5 gb:BE690994 /DB_XREF=gi:10078618 /DB_XREF=uv54d06.x1 /CLONE=IMAGE:3410987 /FEA=EST /CNT=54 /TID=Mm.27793.1 /TIER=Stack /STK=17 /UG
MOE430_2_1435340_at 504.5 531 P P 0.000244 0.000244 0 NC 0.5 gb:AA415022 /DB_XREF=gi:2075190 /DB_XREF=vc49h10.r1 /CLONE=IMAGE:777955 /FEA=EST /CNT=45 /TID=Mm.117253.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1435342_at 6.5 9.3 A A 0.24 0.17 0 NC 0.63 gb:BG069589 /DB_XREF=gi:12552158 /DB_XREF=H3078A03-3 /CLONE=H3078A03 /FEA=EST /CNT=26 /TID=Mm.24877.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435347_at 172 187.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV222836 /DB_XREF=gi:16385023 /DB_XREF=AV222836 /CLONE=3830404H13 /FEA=EST /CNT=25 /TID=Mm.41478.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435362_at 420.4 514.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB026073 /DB_XREF=gi:16257964 /DB_XREF=BB026073 /CLONE=5330431H03 /FEA=EST /CNT=27 /TID=Mm.31178.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435364_at 207.3 185.3 P P 0.000244 0.000244 0 NC 0.5 gb:BB323901 /DB_XREF=gi:16403480 /DB_XREF=BB323901 /CLONE=B430101C18 /FEA=EST /CNT=26 /TID=Mm.18561.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435372_a_ 977.7 1046.2 P P 0.000244 0.000244 0 NC 0.5 gb:AI152156 /DB_XREF=gi:3680625 /DB_XREF=ud20e08.r1 /CLONE=IMAGE:1446470 /FEA=EST /CNT=21 /TID=Mm.4742.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435373_at 25.3 29.1 P P 0.01 0.01 0 NC 0.48 gb:BM213197 /DB_XREF=gi:17771010 /DB_XREF=C0832H10-3 /CLONE=C0832H10 /FEA=EST /CNT=36 /TID=Mm.202250.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435393_at 1.1 0.9 A A 0.66 0.8 0 NC 0.5 gb:BB765942 /DB_XREF=gi:16196830 /DB_XREF=BB765942 /CLONE=G370058H03 /FEA=EST /CNT=19 /TID=Mm.152677.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435428_at 90.1 86.9 P P 0.00415 0.000732 0 NC 0.5 gb:AW555043 /DB_XREF=gi:7200466 /DB_XREF=L0249C03-3 /CLONE=L0249C03 /FEA=EST /CNT=186 /TID=Mm.132778.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1435444_at 91.4 80.5 P P 0.001221 0.000732 0 NC 0.5 gb:AV270913 /DB_XREF=gi:15405443 /DB_XREF=AV270913 /CLONE=4931402O14 /FEA=EST /CNT=48 /TID=Mm.27843.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435448_at 680.2 649 P P 0.000244 0.000244 0 NC 0.5 gb:BE686465 /DB_XREF=gi:10074089 /DB_XREF=uu68c04.x1 /CLONE=IMAGE:3377094 /FEA=EST /CNT=53 /TID=Mm.141083.1 /TIER=Stack /STK=16 /UG
MOE430_2_1435450_at 595.7 591.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB398005 /DB_XREF=gi:16412361 /DB_XREF=BB398005 /CLONE=C330006H13 /FEA=EST /CNT=43 /TID=Mm.28596.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435454_a_ 84.9 90.3 P P 0.001953 0.00415 0 NC 0.5 gb:BE853170 /DB_XREF=gi:10311498 /DB_XREF=uw30c09.x1 /CLONE=IMAGE:3418192 /FEA=EST /CNT=39 /TID=Mm.89417.2 /TIER=Stack /STK=16 /UG
MOE430_2_1435464_at 573.6 640 P P 0.000244 0.000244 0 NC 0.5 gb:BB701294 /DB_XREF=gi:16050118 /DB_XREF=BB701294 /CLONE=7420428G10 /FEA=EST /CNT=29 /TID=Mm.42932.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435485_at 142.3 155 P P 0.000244 0.000244 0 NC 0.5 gb:BE951647 /DB_XREF=gi:10591211 /DB_XREF=UI-M-CC0-ayd-b-07-0-UI.s1 /CLONE=UI-M-CC0-ayd-b-07-0-UI /FEA=EST /CNT=23 /TID=Mm.27797.
MOE430_2_1435488_at 153.4 241.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB427289 /DB_XREF=gi:16423788 /DB_XREF=BB427289 /CLONE=C630010D07 /FEA=EST /CNT=19 /TID=Mm.22822.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435489_at 66.6 43.5 P P 0.01 0.01 0 NC 0.5 gb:BM937641 /DB_XREF=gi:19396793 /DB_XREF=UI-M-CD1-azs-b-07-0-UI.r1 /CLONE=UI-M-CD1-azs-b-07-0-UI /FEA=EST /CNT=19 /TID=Mm.43322.
MOE430_2_1435509_x_ 3071.2 3115.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB145140 /DB_XREF=gi:8800077 /DB_XREF=BB145140 /CLONE=9930028J15 /FEA=EST /CNT=17 /TID=Mm.196624.5 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435512_at 23.3 23.9 P P 0.01 0.02 0 NC 0.5 gb:BM114590 /DB_XREF=gi:17077608 /DB_XREF=L0807C08-3 /CLONE=L0807C08 /FEA=EST /CNT=18 /TID=Mm.43086.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435522_a_ 3846.7 3875.5 P P 0.000244 0.000244 0 NC 0.5 gb:BQ044335 /DB_XREF=gi:19794793 /DB_XREF=UI-M-EF0-bum-l-04-0-UI.r1 /CLONE=IMAGE:5684115 /FEA=EST /CNT=55 /TID=Mm.21450.3 /TIER=Sta
MOE430_2_1435531_at 164.4 146.3 P P 0.01 0.01 0 NC 0.42 gb:BM233265 /DB_XREF=gi:17868535 /DB_XREF=K0334E07-3 /CLONE=K0334E07 /FEA=EST /CNT=42 /TID=Mm.220981.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435538_at 126 122.5 P P 0.008057 0.008057 0 NC 0.5 gb:BE553868 /DB_XREF=gi:9818355 /DB_XREF=ur43e06.x1 /CLONE=IMAGE:3153058 /FEA=EST /CNT=28 /TID=Mm.30758.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435555_at 45.7 55.2 P P 0.01 0.01 0 NC 0.5 gb:AW552088 /DB_XREF=gi:7197511 /DB_XREF=L0208B05-3 /CLONE=L0208B05 /FEA=EST /CNT=29 /TID=Mm.23614.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1435558_at 12.6 8.9 M A 0.05 0.12 0 NC 0.6 gb:BB351248 /DB_XREF=gi:16405361 /DB_XREF=BB351248 /CLONE=B930083M24 /FEA=EST /CNT=27 /TID=Mm.4281.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435580_at 345.7 375.1 P P 0.000732 0.000732 0 NC 0.5 gb:AW553275 /DB_XREF=gi:7198698 /DB_XREF=L0224G07-3 /CLONE=L0224G07 /FEA=EST /CNT=21 /TID=Mm.34783.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1435582_at 0.6 0.9 A A 0.97 0.9 0 NC 0.39 gb:BM222853 /DB_XREF=gi:17783595 /DB_XREF=K0127G03-3 /CLONE=K0127G03 /FEA=EST /CNT=20 /TID=Mm.32947.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435585_at 0.3 1.3 A A 0.62 0.5 0 NC 0.5 gb:BB378019 /DB_XREF=gi:9090881 /DB_XREF=BB378019 /CLONE=C130092C09 /FEA=EST /CNT=18 /TID=Mm.18125.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1435587_at 153.1 155.8 P P 0.001221 0.001221 0 NC 0.5 gb:BB309550 /DB_XREF=gi:16402531 /DB_XREF=BB309550 /CLONE=B230311E12 /FEA=EST /CNT=51 /TID=Mm.103427.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1435588_at 164 147.5 P P 0.000732 0.000732 0 NC 0.5 gb:BQ031098 /DB_XREF=gi:19766377 /DB_XREF=UI-1-CF0-alz-c-08-0-UI.s1 /CLONE=UI-1-CF0-alz-c-08-0-UI /FEA=EST /CNT=39 /TID=Mm.68868.1 /
MOE430_2_1435603_at 927 959.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB487754 /DB_XREF=gi:16441555 /DB_XREF=BB487754 /CLONE=D430044C15 /FEA=EST /CNT=30 /TID=Mm.52809.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435613_x_ 4830.6 4468.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV023206 /DB_XREF=gi:4800198 /DB_XREF=AV023206 /CLONE=1190031H15 /FEA=EST /CNT=16 /TID=Mm.180182.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435614_s_ 2.4 0.7 A A 0.53 0.72 0 NC 0.57 gb:AI850720 /DB_XREF=gi:5494626 /DB_XREF=UI-M-BG1-ail-e-07-0-UI.s1 /CLONE=UI-M-BG1-ail-e-07-0-UI /FEA=EST /CNT=16 /TID=Mm.16479.4 /T
MOE430_2_1435615_at 24.1 25.6 P P 0.000244 0.00415 0 NC 0.5 gb:BB277790 /DB_XREF=gi:15410957 /DB_XREF=BB277790 /CLONE=A930007H17 /FEA=EST /CNT=28 /TID=Mm.39548.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435638_at 298.5 360.5 P P 0.00415 0.001953 0 NC 0.5 gb:BG808297 /DB_XREF=gi:17955274 /DB_XREF=2084-11 /FEA=EST /CNT=91 /TID=Mm.14534.2 /TIER=Stack /STK=14 /UG=Mm.14534 /LL=77124 /UG_
MOE430_2_1435647_at 444.4 305.6 P M 0.001221 0.05 0 NC 0.5 gb:BB821318 /DB_XREF=gi:16993947 /DB_XREF=BB821318 /CLONE=G830011E04 /FEA=EST /CNT=64 /TID=Mm.200976.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435650_at 31.6 30.2 P P 0.000732 0.000244 0 NC 0.5 gb:BB082407 /DB_XREF=gi:16260702 /DB_XREF=BB082407 /CLONE=9330174O11 /FEA=EST /CNT=32 /TID=Mm.152048.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435662_at 115.4 127.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB168118 /DB_XREF=gi:16269154 /DB_XREF=BB168118 /CLONE=A130096L18 /FEA=EST /CNT=21 /TID=Mm.24089.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435691_at 116 112.1 P P 0.000244 0.000732 0 NC 0.5 gb:BB209207 /DB_XREF=gi:16352423 /DB_XREF=BB209207 /CLONE=A430091I06 /FEA=EST /CNT=17 /TID=Mm.123952.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435704_at 20.2 17.6 P P 0.03 0.03 0 NC 0.5 gb:BB552195 /DB_XREF=gi:16448133 /DB_XREF=BB552195 /CLONE=E230035G13 /FEA=EST /CNT=18 /TID=Mm.32850.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435735_x_ 600.6 599.2 P P 0.000732 0.000244 0 NC 0.5 gb:BB285733 /DB_XREF=gi:8986182 /DB_XREF=BB285733 /CLONE=B020007I03 /FEA=EST /CNT=14 /TID=Mm.22362.3 /TIER=Stack /STK=14 /UG=Mm.2
MOE430_2_1435744_at 39.3 49.4 P P 0.01 0.03 0 NC 0.73 gb:BG075556 /DB_XREF=gi:12558125 /DB_XREF=H3148F07-3 /CLONE=H3148F07 /FEA=EST /CNT=46 /TID=Mm.200922.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435757_a_ 1173.5 1169.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV082188 /DB_XREF=gi:5213636 /DB_XREF=AV082188 /CLONE=2300003D04 /FEA=EST /CNT=26 /TID=Mm.988.5 /TIER=Stack /STK=13 /UG=Mm.988
MOE430_2_1435776_at 245.5 293.6 P P 0.001221 0.001953 0 NC 0.5 gb:BG064696 /DB_XREF=gi:12547270 /DB_XREF=H3022H11-3 /CLONE=H3022H11 /FEA=EST /CNT=21 /TID=Mm.46758.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435786_at 149.2 148.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV306779 /DB_XREF=gi:16393875 /DB_XREF=AV306779 /CLONE=5730546D09 /FEA=EST /CNT=21 /TID=Mm.87398.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435788_at 106 96.9 P P 0.000244 0.000244 0 NC 0.5 gb:BE956535 /DB_XREF=gi:10601176 /DB_XREF=UI-M-BG2-bbl-d-09-0-UI.s1 /CLONE=UI-M-BG2-bbl-d-09-0-UI /FEA=EST /CNT=20 /TID=Mm.5242.1 /
MOE430_2_1435803_a_ 1427.1 1450.8 P P 0.000244 0.000244 0 NC 0.5 gb:BM120823 /DB_XREF=gi:17088849 /DB_XREF=L0944E09-3 /CLONE=L0944E09 /FEA=EST /CNT=25 /TID=Mm.21569.5 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435828_at 164.2 164.7 P P 0.000244 0.000244 0 NC 0.5 gb:BM240693 /DB_XREF=gi:17875963 /DB_XREF=K0605H08-3 /CLONE=K0605H08 /FEA=EST /CNT=16 /TID=Mm.31159.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435834_at 194.3 193.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB667193 /DB_XREF=gi:16398642 /DB_XREF=BB667193 /CLONE=6820427C17 /FEA=EST /CNT=15 /TID=Mm.25.3 /TIER=Stack /STK=13 /UG=Mm.25 



MOE430_2_1435835_at 101.2 100.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB033151 /DB_XREF=gi:15403612 /DB_XREF=BB033151 /CLONE=5830475F18 /FEA=EST /CNT=14 /TID=Mm.24404.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435841_s_ 910.8 936.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB757840 /DB_XREF=gi:16186064 /DB_XREF=BB757840 /CLONE=G270089M10 /FEA=EST /CNT=14 /TID=Mm.196456.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435843_x_ 71.3 89.6 P P 0.03 0.03 0 NC 0.5 gb:AI666552 /DB_XREF=gi:4804906 /DB_XREF=mu24c05.x1 /CLONE=IMAGE:640328 /FEA=EST /CNT=14 /TID=Mm.38503.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435847_at 162 140.4 P P 0.03 0.01 0 NC 0.23 gb:BM117074 /DB_XREF=gi:17080092 /DB_XREF=L0845H09-3 /CLONE=L0845H09 /FEA=EST /CNT=15 /TID=Mm.28337.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435854_at 14.6 20.2 P P 0.02 0.01 0 NC 0.5 gb:AW490730 /DB_XREF=gi:7061001 /DB_XREF=UI-M-BH3-asx-d-09-0-UI.s1 /CLONE=UI-M-BH3-asx-d-09-0-UI /FEA=EST /CNT=13 /TID=Mm.54119.1
MOE430_2_1435859_x_ 2307.2 2473.5 P P 0.000244 0.000244 0 NC 0.5 gb:AV263662 /DB_XREF=gi:6251585 /DB_XREF=AV263662 /CLONE=4930439P15 /FEA=EST /CNT=13 /TID=Mm.2462.2 /TIER=Stack /STK=13 /UG=Mm.24
MOE430_2_1435874_at 80.8 75.2 P P 0.01 0.005859 0 NC 0.5 gb:AV307561 /DB_XREF=gi:16393945 /DB_XREF=AV307561 /CLONE=5730553K21 /FEA=EST /CNT=46 /TID=Mm.31175.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435879_at 70.4 68.8 P P 0.001953 0.00293 0 NC 0.5 gb:BB521695 /DB_XREF=gi:16443553 /DB_XREF=BB521695 /CLONE=D930002M15 /FEA=EST /CNT=47 /TID=Mm.33030.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435880_at 535.4 547.8 P P 0.000244 0.000244 0 NC 0.5 gb:BM119343 /DB_XREF=gi:17087369 /DB_XREF=L0924B08-3 /CLONE=L0924B08 /FEA=EST /CNT=37 /TID=Mm.38130.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435882_at 386.1 426.3 P P 0.000244 0.000244 0 NC 0.5 gb:BM200602 /DB_XREF=gi:17753967 /DB_XREF=C0213D11-3 /CLONE=C0213D11 /FEA=EST /CNT=29 /TID=Mm.25610.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435889_at 127.7 106 P P 0.001221 0.001953 0 NC 0.83 gb:BB534457 /DB_XREF=gi:16446395 /DB_XREF=BB534457 /CLONE=E030037A07 /FEA=EST /CNT=24 /TID=Mm.202282.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435897_at 7260 6918.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB756431 /DB_XREF=gi:16202828 /DB_XREF=BB756431 /CLONE=G270074F12 /FEA=EST /CNT=18 /TID=Mm.213020.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435903_at 2.2 2.1 A A 0.6 0.66 0 NC 0.1 gb:AI536469 /DB_XREF=gi:4450604 /DB_XREF=vu58d12.x1 /CLONE=IMAGE:1195607 /FEA=EST /CNT=25 /TID=Mm.2699.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435939_s_ 0.7 0.6 A A 0.69 0.75 0 NC 0.5 gb:AV282151 /DB_XREF=gi:15405742 /DB_XREF=AV282151 /CLONE=4933428G23 /FEA=EST /CNT=15 /TID=Mm.4441.4 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1435965_at 473.1 415.2 P P 0.000732 0.000732 0 NC 0.5 gb:AI481951 /DB_XREF=gi:4375177 /DB_XREF=vi14g12.x1 /CLONE=IMAGE:903814 /FEA=EST /CNT=14 /TID=Mm.175032.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435971_at 1.3 0.5 A A 0.85 0.91 0 NC 0.5 gb:AW491516 /DB_XREF=gi:7061797 /DB_XREF=UI-M-BH3-atp-b-12-0-UI.s1 /CLONE=UI-M-BH3-atp-b-12-0-UI /FEA=EST /CNT=18 /TID=Mm.102066.
MOE430_2_1435991_at 50 49.6 P P 0.01 0.005859 0 NC 0.5 gb:BQ174990 /DB_XREF=gi:20350482 /DB_XREF=UI-M-DJ2-bwb-l-20-0-UI.s1 /CLONE=UI-M-DJ2-bwb-l-20-0-UI /FEA=EST /CNT=16 /TID=Mm.105202
MOE430_2_1436011_at 97.5 89.4 P P 0.001953 0.00415 0 NC 0.5 gb:BB123652 /DB_XREF=gi:16262088 /DB_XREF=BB123652 /CLONE=9530094K10 /FEA=EST /CNT=12 /TID=Mm.37365.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436014_a_ 73.3 92.3 P P 0.000244 0.000244 0 NC 0.31 gb:BB806780 /DB_XREF=gi:16979409 /DB_XREF=BB806780 /CLONE=G630077I02 /FEA=EST /CNT=12 /TID=Mm.27687.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436017_at 62.3 53.4 A A 0.09 0.14 0 NC 0.5 gb:BB771516 /DB_XREF=gi:16213230 /DB_XREF=BB771516 /CLONE=G370130M06 /FEA=EST /CNT=113 /TID=Mm.39503.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436019_a_ 1369.1 1249.2 P P 0.000244 0.000244 0 NC 0.5 gb:BE628649 /DB_XREF=gi:9911337 /DB_XREF=uu04a08.x1 /CLONE=IMAGE:3370934 /FEA=EST /CNT=46 /TID=Mm.28073.2 /TIER=Stack /STK=11 /UG=
MOE430_2_1436027_at 238.5 256.4 P P 0.000244 0.000244 0 NC 0.5 gb:BM220135 /DB_XREF=gi:17780136 /DB_XREF=C0935F04-3 /CLONE=C0935F04 /FEA=EST /CNT=46 /TID=Mm.26564.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436031_at 145.4 164.6 P P 0.00415 0.00293 0 NC 0.5 gb:BB730977 /DB_XREF=gi:16114252 /DB_XREF=BB730977 /CLONE=E970002I11 /FEA=EST /CNT=55 /TID=Mm.6926.1 /TIER=Stack /STK=15 /UG=Mm.6
MOE430_2_1436037_at 6 8.8 A A 0.46 0.43 0 NC 0.5 gb:BB205589 /DB_XREF=gi:16351997 /DB_XREF=BB205589 /CLONE=A430066O12 /FEA=EST /CNT=30 /TID=Mm.122709.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436046_x_ 4739.7 4829.4 P P 0.000244 0.000244 0 NC 0.5 gb:AI893877 /DB_XREF=gi:5599779 /DB_XREF=ms63e01.y1 /CLONE=IMAGE:616248 /FEA=EST /CNT=18 /TID=Mm.2235.7 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436068_at 22.9 21.3 A P 0.11 0.03 0 NC 0.26 gb:BG068032 /DB_XREF=gi:12550601 /DB_XREF=H3061A05-3 /CLONE=H3061A05 /FEA=EST /CNT=74 /TID=Mm.103262.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436078_at 3.2 3 A A 0.53 0.56 0 NC 0.41 gb:BF730694 /DB_XREF=gi:12048558 /DB_XREF=mab67h02.x1 /CLONE=IMAGE:3975411 /FEA=EST /CNT=15 /TID=Mm.22025.2 /TIER=Stack /STK=11 /U
MOE430_2_1436112_at 3.8 4 A A 0.3 0.43 0 NC 0.5 gb:BB128317 /DB_XREF=gi:15408279 /DB_XREF=BB128317 /CLONE=9630029F15 /FEA=EST /CNT=12 /TID=Mm.24361.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436129_at 0.6 0.7 A A 0.96 0.87 0 NC 0.35 gb:AV255799 /DB_XREF=gi:16388240 /DB_XREF=AV255799 /CLONE=4921523A12 /FEA=EST /CNT=12 /TID=Mm.25797.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436131_at 2 1.9 A A 0.91 0.88 0 NC 0.34 gb:BE686641 /DB_XREF=gi:10074265 /DB_XREF=uw03b06.x1 /CLONE=IMAGE:3415571 /FEA=EST /CNT=12 /TID=Mm.44425.1 /TIER=Stack /STK=11 /UG
MOE430_2_1436149_at 22.5 29.9 A A 0.14 0.12 0 NC 0.5 gb:AI846716 /DB_XREF=gi:5490622 /DB_XREF=UI-M-AN1-afi-h-04-0-UI.s1 /CLONE=UI-M-AN1-afi-h-04-0-UI /FEA=EST /CNT=11 /TID=Mm.180182.4 /
MOE430_2_1436159_at 307.4 278 P P 0.005859 0.005859 0 NC 0.5 gb:BQ175926 /DB_XREF=gi:20351418 /DB_XREF=UI-M-DJ2-bwf-h-16-0-UI.s1 /CLONE=UI-M-DJ2-bwf-h-16-0-UI /FEA=EST /CNT=72 /TID=Mm.41084.
MOE430_2_1436191_at 18.7 26.1 P P 0.008057 0.00415 0 NC 0.5 gb:AI326124 /DB_XREF=gi:4060553 /DB_XREF=mr33b07.x1 /CLONE=IMAGE:599221 /FEA=EST /CNT=33 /TID=Mm.27231.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436208_at 109.7 109.6 P P 0.000244 0.000244 0 NC 0.5 gb:BG075316 /DB_XREF=gi:12557885 /DB_XREF=H3145G12-3 /CLONE=H3145G12 /FEA=EST /CNT=17 /TID=Mm.200570.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436234_at 109.9 101.7 P P 0.000732 0.000244 0 NC 0.5 gb:BB750674 /DB_XREF=gi:16154910 /DB_XREF=BB750674 /CLONE=G130201J09 /FEA=EST /CNT=13 /TID=Mm.135375.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436241_s_ 22.7 28.8 P P 0.01 0.005859 0 NC 0.5 gb:BG065835 /DB_XREF=gi:12548398 /DB_XREF=H3035G08-3 /CLONE=H3035G08 /FEA=EST /CNT=13 /TID=Mm.15694.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436252_at 36.8 34 M A 0.05 0.09 0 NC 0.5 gb:BM934007 /DB_XREF=gi:19393159 /DB_XREF=UI-M-CG0p-bio-e-03-0-UI.r1 /CLONE=UI-M-CG0p-bio-e-03-0-UI /FEA=EST /CNT=15 /TID=Mm.2928
MOE430_2_1436253_at 19.2 16.2 A A 0.3 0.27 0 NC 0.5 gb:BM938065 /DB_XREF=gi:19397217 /DB_XREF=UI-M-BH4-bau-a-03-0-UI.r1 /CLONE=UI-M-BH4-bau-a-03-0-UI /FEA=EST /CNT=14 /TID=Mm.88730.
MOE430_2_1436256_at 44.7 55.7 A A 0.17 0.11 0 NC 0.25 gb:BF225397 /DB_XREF=gi:11132918 /DB_XREF=uy39c01.x1 /CLONE=IMAGE:3661920 /FEA=EST /CNT=13 /TID=Mm.25786.1 /TIER=Stack /STK=10 /UG
MOE430_2_1436262_x_ 31.6 30.7 P M 0.03 0.05 0 NC 0.59 gb:BB112533 /DB_XREF=gi:8765101 /DB_XREF=BB112533 /CLONE=9530036D24 /FEA=EST /CNT=11 /TID=Mm.142827.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436283_at 0.8 2.1 A A 0.69 0.6 0 NC 0.27 gb:BB499332 /DB_XREF=gi:16442172 /DB_XREF=BB499332 /CLONE=D630020G24 /FEA=EST /CNT=10 /TID=Mm.44237.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436289_x_ 24.7 26.9 A P 0.06 0.005859 0 NC 0.49 gb:BI246839 /DB_XREF=gi:14791191 /DB_XREF=602959540F1 /CLONE=IMAGE:5125472 /FEA=EST /CNT=10 /TID=Mm.57075.3 /TIER=Stack /STK=10 /UG
MOE430_2_1436299_at 127.5 149.1 P P 0.000732 0.001221 0 NC 0.5 gb:BE373308 /DB_XREF=gi:9318671 /DB_XREF=601225162F1 /CLONE=IMAGE:3583623 /FEA=EST /CNT=214 /TID=Mm.35695.2 /TIER=Stack /STK=9 /UG
MOE430_2_1436324_at 46.6 46 P P 0.001953 0.000244 0 NC 0.5 gb:BB427728 /DB_XREF=gi:16423843 /DB_XREF=BB427728 /CLONE=C630013H16 /FEA=EST /CNT=40 /TID=Mm.66314.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436326_at 16.3 14 P P 0.01 0.00293 0 NC 0.5 gb:BB306272 /DB_XREF=gi:9006977 /DB_XREF=BB306272 /CLONE=B230207H20 /FEA=EST /CNT=34 /TID=Mm.88712.1 /TIER=Stack /STK=9 /UG=Mm.8
MOE430_2_1436341_at 76 91.6 P P 0.01 0.02 0 NC 0.5 gb:BM125569 /DB_XREF=gi:17120121 /DB_XREF=id75h01.x1 /CLONE=IMAGE:5669209 /FEA=EST /CNT=19 /TID=Mm.844.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436372_a_ 164.3 208.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB026304 /DB_XREF=gi:8202236 /DB_XREF=BB026304 /CLONE=5330432H09 /FEA=EST /CNT=13 /TID=Mm.22635.3 /TIER=Stack /STK=9 /UG=Mm.22
MOE430_2_1436391_s_ 84.5 88.7 P P 0.03 0.03 0 NC 0.37 gb:BI412445 /DB_XREF=gi:15173368 /DB_XREF=602986250F1 /CLONE=IMAGE:5142108 /FEA=EST /CNT=12 /TID=Mm.220948.2 /TIER=Stack /STK=9 /UG
MOE430_2_1436394_at 88.4 71.7 P P 0.001221 0.000732 0 NC 0.5 gb:BG065227 /DB_XREF=gi:12547790 /DB_XREF=H3028F12-3 /CLONE=H3028F12 /FEA=EST /CNT=30 /TID=Mm.17436.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436414_at 151.6 152.1 P P 0.000244 0.000244 0 NC 0.5 gb:AW556912 /DB_XREF=gi:7202341 /DB_XREF=L0274H06-3 /CLONE=L0274H06 /FEA=EST /CNT=12 /TID=Mm.153935.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436421_s_ 285 300.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB403233 /DB_XREF=gi:9222629 /DB_XREF=BB403233 /CLONE=C330031H15 /FEA=EST /CNT=11 /TID=Mm.27665.2 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436429_at 16.9 14.3 A P 0.12 0.001953 0 NC 0.27 gb:BB198855 /DB_XREF=gi:16271223 /DB_XREF=BB198855 /CLONE=A430007N09 /FEA=EST /CNT=14 /TID=Mm.98929.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436440_at 33 38.4 P P 0.03 0.02 0 NC 0.5 gb:BB303952 /DB_XREF=gi:16402083 /DB_XREF=BB303952 /CLONE=B230107K20 /FEA=EST /CNT=11 /TID=Mm.146696.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436452_x_ 3174.1 3276.1 P P 0.000244 0.000732 0 NC 0.5 gb:AW824211 /DB_XREF=gi:7917288 /DB_XREF=us07a04.x1 /CLONE=IMAGE:3166350 /FEA=EST /CNT=10 /TID=Mm.21507.3 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436478_at 10.7 20.2 P A 0.01 0.06 0 NC 0.5 gb:BE651508 /DB_XREF=gi:9977332 /DB_XREF=UI-M-BH2.1-aqa-e-03-0-UI.r1 /CLONE=UI-M-BH2.1-aqa-e-03-0-UI /FEA=EST /CNT=9 /TID=Mm.13599
MOE430_2_1436496_at 1 0.6 A A 0.66 0.85 0 NC 0.5 gb:AI449821 /DB_XREF=gi:4292685 /DB_XREF=mr73g11.x1 /CLONE=IMAGE:603140 /FEA=EST /CNT=10 /TID=Mm.32245.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436506_a_ 1078.1 1312.4 P P 0.001953 0.001953 0 NC 0.5 gb:AW988981 /DB_XREF=gi:8184262 /DB_XREF=uf22c01.y1 /CLONE=IMAGE:1512096 /FEA=EST /CNT=35 /TID=Mm.28311.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436511_at 330.5 337 P P 0.000244 0.000244 0 NC 0.5 gb:BM935102 /DB_XREF=gi:19394254 /DB_XREF=UI-M-BH3-aqx-g-11-0-UI.r1 /CLONE=UI-M-BH3-aqx-g-11-0-UI /FEA=EST /CNT=56 /TID=Mm.56547.2
MOE430_2_1436547_at 20 24.1 P M 0.008057 0.05 0 NC 0.5 gb:AV274554 /DB_XREF=gi:15405598 /DB_XREF=AV274554 /CLONE=4932419L08 /FEA=EST /CNT=16 /TID=Mm.153695.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436577_at 59.7 59.2 P P 0.01 0.005859 0 NC 0.29 gb:BB380620 /DB_XREF=gi:16407931 /DB_XREF=BB380620 /CLONE=C230007P09 /FEA=EST /CNT=12 /TID=Mm.153112.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436601_at 76.3 48.7 P P 0.00293 0.001953 0 NC 0.5 gb:BQ043107 /DB_XREF=gi:19792816 /DB_XREF=UI-M-EM0-buz-n-21-0-UI.r1 /CLONE=IMAGE:5689172 /FEA=EST /CNT=11 /TID=Mm.38290.1 /TIER=St
MOE430_2_1436616_at 57.2 60.1 P P 0.00415 0.00415 0 NC 0.5 gb:BE945631 /DB_XREF=gi:10523390 /DB_XREF=UI-M-BZ0-axo-c-11-0-UI.s1 /CLONE=UI-M-BZ0-axo-c-11-0-UI /FEA=EST /CNT=17 /TID=Mm.5294.1 
MOE430_2_1436619_at 11.4 9.5 A A 0.12 0.12 0 NC 0.45 gb:BG069496 /DB_XREF=gi:12552065 /DB_XREF=H3077A05-3 /CLONE=H3077A05 /FEA=EST /CNT=14 /TID=Mm.26170.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436621_at 15.9 16.5 A A 0.33 0.27 0 NC 0.12 gb:BQ174549 /DB_XREF=gi:20350040 /DB_XREF=UI-M-DJ2-bvy-o-22-0-UI.s1 /CLONE=UI-M-DJ2-bvy-o-22-0-UI /FEA=EST /CNT=13 /TID=Mm.33388.
MOE430_2_1436668_at 4.6 4.2 A A 0.72 0.82 0 NC 0.7 gb:BB022444 /DB_XREF=gi:16257760 /DB_XREF=BB022444 /CLONE=5330411D15 /FEA=EST /CNT=8 /TID=Mm.34581.2 /TIER=Stack /STK=8 /UG=Mm.34
MOE430_2_1436711_at 115.4 122.3 P P 0.00415 0.00415 0 NC 0.5 gb:BB247665 /DB_XREF=gi:16355578 /DB_XREF=BB247665 /CLONE=A730020J20 /FEA=EST /CNT=133 /TID=Mm.27747.1 /TIER=Stack /STK=120 /UG=M
MOE430_2_1436730_at 2 2.3 A A 0.6 0.36 0 NC 0.28 gb:BE457924 /DB_XREF=gi:9480563 /DB_XREF=us99d01.x1 /CLONE=IMAGE:3326497 /FEA=EST /CNT=90 /TID=Mm.220948.3 /TIER=Stack /STK=84 /UG=
MOE430_2_1436755_at 0.4 1.1 A A 0.88 0.69 0 NC 0.13 gb:AI317339 /DB_XREF=gi:4032606 /DB_XREF=uj13e01.x1 /CLONE=IMAGE:1907928 /FEA=EST /CNT=105 /TID=Mm.38459.1 /TIER=Stack /STK=61 /UG=M
MOE430_2_1436757_a_ 6320.4 6594.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV167903 /DB_XREF=gi:5374340 /DB_XREF=AV167903 /CLONE=3110059A01 /FEA=EST /CNT=62 /TID=Mm.400.2 /TIER=Stack /STK=61 /UG=Mm.400
MOE430_2_1436770_x_ 6.1 6.4 A A 0.12 0.12 0 NC 0.49 gb:AV101011 /DB_XREF=gi:5248559 /DB_XREF=AV101011 /CLONE=2410070L23 /FEA=EST /CNT=60 /TID=Mm.30097.2 /TIER=Stack /STK=57 /UG=Mm.3
MOE430_2_1436780_at 58.3 54.6 P P 0.000732 0.001953 0 NC 0.78 gb:BG065325 /DB_XREF=gi:12547888 /DB_XREF=H3029G09-3 /CLONE=H3029G09 /FEA=EST /CNT=65 /TID=Mm.220820.2 /TIER=Stack /STK=55 /UG=M
MOE430_2_1436795_at 101.7 112.8 P P 0.000732 0.001221 0 NC 0.5 gb:BM247060 /DB_XREF=gi:17882330 /DB_XREF=K0746F04-3 /CLONE=K0746F04 /FEA=EST /CNT=87 /TID=Mm.87662.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1436797_a_ 1094.1 1100.9 P P 0.000244 0.000244 0 NC 0.5 gb:AW990392 /DB_XREF=gi:8186125 /DB_XREF=uf06c09.x1 /CLONE=IMAGE:1510576 /FEA=EST /CNT=63 /TID=Mm.2795.5 /TIER=Stack /STK=51 /UG=M
MOE430_2_1436819_at 133.1 148.9 P P 0.001953 0.001221 0 NC 0.5 gb:BG920446 /DB_XREF=gi:14300922 /DB_XREF=602824940F1 /CLONE=IMAGE:4953849 /FEA=EST /CNT=64 /TID=Mm.90710.4 /TIER=Stack /STK=47 /U
MOE430_2_1436846_x_ 1277.8 1029.3 P P 0.001221 0.00293 0 NC 0.5 gb:AV024540 /DB_XREF=gi:4801532 /DB_XREF=AV024540 /CLONE=1200004A08 /FEA=EST /CNT=45 /TID=Mm.14722.4 /TIER=Stack /STK=44 /UG=Mm.
MOE430_2_1436855_at 59.5 72.5 P P 0.01 0.000244 0 NC 0.5 gb:AV348224 /DB_XREF=gi:15406654 /DB_XREF=AV348224 /CLONE=6430703F15 /FEA=EST /CNT=44 /TID=Mm.114317.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1436869_at 18.6 19.7 A A 0.14 0.33 0 NC 0.5 gb:AV304616 /DB_XREF=gi:16393625 /DB_XREF=AV304616 /CLONE=5730522J07 /FEA=EST /CNT=45 /TID=Mm.129748.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1436897_at 171 203.3 P P 0.000244 0.000244 0 NC 0.5 gb:BE225764 /DB_XREF=gi:8931000 /DB_XREF=ia17h04.x1 /CLONE=IMAGE:5638615 /FEA=EST /CNT=67 /TID=Mm.29392.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1436906_at 285.5 271.5 P P 0.000244 0.000244 0 NC 0.5 gb:BF781579 /DB_XREF=gi:12086615 /DB_XREF=602104488F1 /CLONE=IMAGE:4222725 /FEA=EST /CNT=144 /TID=Mm.34356.1 /TIER=Stack /STK=36 /
MOE430_2_1436907_at 125 132.9 P P 0.000244 0.000244 0 NC 0.5 gb:BQ176362 /DB_XREF=gi:20351854 /DB_XREF=UI-M-DJ2-bwg-h-22-0-UI.s1 /CLONE=UI-M-DJ2-bwg-h-22-0-UI /FEA=EST /CNT=97 /TID=Mm.34977
MOE430_2_1436918_at 429.2 408.9 P P 0.000732 0.000732 0 NC 0.5 gb:BE374941 /DB_XREF=gi:9320304 /DB_XREF=601226869F1 /CLONE=IMAGE:3585137 /FEA=EST /CNT=52 /TID=Mm.103617.1 /TIER=Stack /STK=35 /U
MOE430_2_1436925_at 389.4 347.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV228812 /DB_XREF=gi:15404925 /DB_XREF=AV228812 /CLONE=4631402E12 /FEA=EST /CNT=42 /TID=Mm.52233.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1436942_at 90.1 92.2 P P 0.000732 0.000244 0 NC 0.5 gb:AW123929 /DB_XREF=gi:6099459 /DB_XREF=UI-M-BH2.3-aqc-b-05-0-UI.s1 /CLONE=UI-M-BH2.3-aqc-b-05-0-UI /FEA=EST /CNT=46 /TID=Mm.876
MOE430_2_1436951_x_ 1026.2 984.4 P P 0.000244 0.000244 0 NC 0.5 gb:BE623245 /DB_XREF=gi:9903682 /DB_XREF=ut97a06.x1 /CLONE=IMAGE:3370354 /FEA=EST /CNT=70 /TID=Mm.28438.4 /TIER=Stack /STK=33 /UG=M
MOE430_2_1436955_at 128 141.6 P P 0.001221 0.000244 0 NC 0.5 gb:BG065248 /DB_XREF=gi:12547811 /DB_XREF=H3028H09-3 /CLONE=H3028H09 /FEA=EST /CNT=61 /TID=Mm.11660.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1436958_x_ 350.2 379.3 P P 0.001953 0.000244 0 NC 0.5 gb:AV311925 /DB_XREF=gi:6364960 /DB_XREF=AV311925 /CLONE=5730601H19 /FEA=EST /CNT=33 /TID=Mm.17306.5 /TIER=Stack /STK=33 /UG=Mm.
MOE430_2_1436968_x_ 14.3 18.9 P P 0.001221 0.005859 0 NC 0.5 gb:BB328076 /DB_XREF=gi:16403814 /DB_XREF=BB328076 /CLONE=B430306N21 /FEA=EST /CNT=36 /TID=Mm.201175.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1436972_at 12.5 7.7 A A 0.09 0.06 0 NC 0.5 gb:AV291075 /DB_XREF=gi:15405816 /DB_XREF=AV291075 /CLONE=5430400F20 /FEA=EST /CNT=33 /TID=Mm.73666.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1436989_s_ 32 35.7 P P 0.01 0.005859 0 NC 0.48 gb:BB160619 /DB_XREF=gi:8816559 /DB_XREF=BB160619 /CLONE=A130054D13 /FEA=EST /CNT=34 /TID=Mm.220942.2 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1437000_at 32.4 26.4 A A 0.11 0.09 0 NC 0.5 gb:BB818538 /DB_XREF=gi:16991167 /DB_XREF=BB818538 /CLONE=G730045F21 /FEA=EST /CNT=87 /TID=Mm.32126.2 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1437004_at 1.6 1.4 A A 0.69 0.72 0 NC 0.49 gb:BG069841 /DB_XREF=gi:12552410 /DB_XREF=H3080F12-3 /CLONE=H3080F12 /FEA=EST /CNT=35 /TID=Mm.104.1 /TIER=Stack /STK=30 /UG=Mm.10
MOE430_2_1437015_x_ 3.9 3.5 A A 0.75 0.75 0 NC 0.27 gb:AV060866 /DB_XREF=gi:5160613 /DB_XREF=AV060866 /CLONE=1810065J23 /FEA=EST /CNT=30 /TID=Mm.20190.5 /TIER=Stack /STK=30 /UG=Mm.2
MOE430_2_1437026_at 313.5 299.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV026910 /DB_XREF=gi:16356473 /DB_XREF=AV026910 /CLONE=1300003G15 /FEA=EST /CNT=33 /TID=Mm.139690.2 /TIER=Stack /STK=29 /UG=M
MOE430_2_1437034_x_ 35.7 17.1 A A 0.12 0.11 0 NC 0.68 gb:BB332426 /DB_XREF=gi:9041189 /DB_XREF=BB332426 /CLONE=B730048C20 /FEA=EST /CNT=29 /TID=Mm.30059.2 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1437037_x_ 20.9 41.3 P P 0.005859 0.005859 0 NC 0.93 gb:BB240087 /DB_XREF=gi:8924695 /DB_XREF=BB240087 /CLONE=A630080E23 /FEA=EST /CNT=29 /TID=Mm.29827.2 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1437040_at 4 0.5 A A 0.46 0.46 0 NC 0.5 gb:AV280878 /DB_XREF=gi:16391491 /DB_XREF=AV280878 /CLONE=4933417N20 /FEA=EST /CNT=36 /TID=Mm.52111.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437050_s_ 313.5 329.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV330655 /DB_XREF=gi:6370707 /DB_XREF=AV330655 /CLONE=6330516A15 /FEA=EST /CNT=29 /TID=Mm.154507.4 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437061_at 195 195.9 P P 0.000244 0.000244 0 NC 0.5 gb:BF121558 /DB_XREF=gi:10960598 /DB_XREF=601756957F1 /CLONE=IMAGE:3986199 /FEA=EST /CNT=52 /TID=Mm.22522.4 /TIER=Stack /STK=27 /U
MOE430_2_1437080_s_ 2277.6 2199.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV296751 /DB_XREF=gi:6328770 /DB_XREF=AV296751 /CLONE=5730443I07 /FEA=EST /CNT=55 /TID=Mm.28571.3 /TIER=Stack /STK=26 /UG=Mm.2
MOE430_2_1437094_x_ 0.6 0.5 A A 0.69 0.78 0 NC 0.46 gb:BB360504 /DB_XREF=gi:15411671 /DB_XREF=BB360504 /CLONE=C030047J03 /FEA=EST /CNT=26 /TID=Mm.79127.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437103_at 262.5 261.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV293532 /DB_XREF=gi:16392536 /DB_XREF=AV293532 /CLONE=5430439D08 /FEA=EST /CNT=69 /TID=Mm.3158.4 /TIER=Stack /STK=25 /UG=Mm.3
MOE430_2_1437116_at 5.8 6.1 A A 0.08 0.12 0 NC 0.6 gb:BG094533 /DB_XREF=gi:12577096 /DB_XREF=ut78f10.x1 /CLONE=IMAGE:3334050 /FEA=EST /CNT=31 /TID=Mm.127777.1 /TIER=Stack /STK=25 /UG
MOE430_2_1437128_a_ 102.7 91.7 P P 0.01 0.01 0 NC 0.6 gb:BB391874 /DB_XREF=gi:16408974 /DB_XREF=BB391874 /CLONE=C230076I21 /FEA=EST /CNT=42 /TID=Mm.33710.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1437133_x_ 1316.1 1326.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV127085 /DB_XREF=gi:5313319 /DB_XREF=AV127085 /CLONE=2700046B15 /FEA=EST /CNT=26 /TID=Mm.451.3 /TIER=Stack /STK=25 /UG=Mm.45
MOE430_2_1437143_a_ 921.3 892.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV310544 /DB_XREF=gi:6363579 /DB_XREF=AV310544 /CLONE=5730591B18 /FEA=EST /CNT=25 /TID=Mm.204670.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437144_x_ 3139.5 3109.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV100134 /DB_XREF=gi:5247682 /DB_XREF=AV100134 /CLONE=2410056M05 /FEA=EST /CNT=25 /TID=Mm.30210.3 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1437150_at 365.9 337.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB496291 /DB_XREF=gi:16441833 /DB_XREF=BB496291 /CLONE=D630002E14 /FEA=EST /CNT=49 /TID=Mm.23609.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1437151_at 1801.6 1775.1 P P 0.000244 0.000244 0 NC 0.5 gb:AI427806 /DB_XREF=gi:4273732 /DB_XREF=mm32f06.x1 /CLONE=IMAGE:523235 /FEA=EST /CNT=48 /TID=Mm.25635.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1437161_x_ 109.4 139.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG069460 /DB_XREF=gi:12551963 /DB_XREF=H3075H06-3 /CLONE=H3075H06 /FEA=EST /CNT=25 /TID=Mm.219458.4 /TIER=Stack /STK=24 /UG=M
MOE430_2_1437174_at 96.4 89.4 P P 0.005859 0.005371 0 NC 0.5 gb:BB405795 /DB_XREF=gi:16415594 /DB_XREF=BB405795 /CLONE=C330043F09 /FEA=EST /CNT=61 /TID=Mm.31713.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437199_at 30.6 31.3 M A 0.05 0.06 0 NC 0.58 gb:BB442784 /DB_XREF=gi:16424833 /DB_XREF=BB442784 /CLONE=D030036G18 /FEA=EST /CNT=90 /TID=Mm.52043.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437204_a_ 56 47.2 P P 0.000732 0.01 0 NC 0.89 gb:BE988778 /DB_XREF=gi:10665461 /DB_XREF=UI-M-CG0p-bhg-b-09-0-UI.s1 /CLONE=UI-M-CG0p-bhg-b-09-0-UI /FEA=EST /CNT=78 /TID=Mm.2875
MOE430_2_1437205_at 178.5 160.5 P P 0.00293 0.00415 0 NC 0.5 gb:BE988778 /DB_XREF=gi:10665461 /DB_XREF=UI-M-CG0p-bhg-b-09-0-UI.s1 /CLONE=UI-M-CG0p-bhg-b-09-0-UI /FEA=EST /CNT=78 /TID=Mm.2875
MOE430_2_1437232_at 0.9 0.2 A A 0.9 0.9 0 NC 0.53 gb:BB003287 /DB_XREF=gi:16214784 /DB_XREF=BB003287 /CLONE=4732454E24 /FEA=EST /CNT=22 /TID=Mm.107214.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437260_at 8.6 9.1 A A 0.06 0.09 0 NC 0.6 gb:BB035005 /DB_XREF=gi:16258293 /DB_XREF=BB035005 /CLONE=5033427K03 /FEA=EST /CNT=26 /TID=Mm.51349.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437280_s_ 3095.3 2911.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV110762 /DB_XREF=gi:5264842 /DB_XREF=AV110762 /CLONE=2600014D09 /FEA=EST /CNT=21 /TID=Mm.18700.2 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1437281_x_ 381.6 381.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB724877 /DB_XREF=gi:16108152 /DB_XREF=BB724877 /CLONE=C920028O13 /FEA=EST /CNT=21 /TID=Mm.23739.3 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437294_at 21.2 19.6 P P 0.01 0.01 0 NC 0.5 gb:BB198074 /DB_XREF=gi:16271117 /DB_XREF=BB198074 /CLONE=A330106F19 /FEA=EST /CNT=57 /TID=Mm.28159.4 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437350_at 131.3 118 P P 0.000244 0.000244 0 NC 0.5 gb:AV290046 /DB_XREF=gi:16392221 /DB_XREF=AV290046 /CLONE=5131400B16 /FEA=EST /CNT=37 /TID=Mm.41496.3 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437371_at 17 15.9 A A 0.33 0.36 0 NC 0.5 gb:BB008528 /DB_XREF=gi:16257098 /DB_XREF=BB008528 /CLONE=4732483E04 /FEA=EST /CNT=30 /TID=Mm.49448.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437377_a_ 633.6 601.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB739221 /DB_XREF=gi:16142226 /DB_XREF=BB739221 /CLONE=F430112C03 /FEA=EST /CNT=20 /TID=Mm.39001.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437381_x_ 151 137.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB236260 /DB_XREF=gi:8917911 /DB_XREF=BB236260 /CLONE=A630058C06 /FEA=EST /CNT=20 /TID=Mm.28597.3 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1437389_x_ 1046.5 894.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV117555 /DB_XREF=gi:5299706 /DB_XREF=AV117555 /CLONE=2610203M20 /FEA=EST /CNT=19 /TID=Mm.8256.4 /TIER=Stack /STK=19 /UG=Mm.8
MOE430_2_1437391_x_ 378 374.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB243715 /DB_XREF=gi:8936461 /DB_XREF=BB243715 /CLONE=A630097I04 /FEA=EST /CNT=19 /TID=Mm.28039.2 /TIER=Stack /STK=19 /UG=Mm.2
MOE430_2_1437393_at 245.4 255.7 P P 0.001953 0.001953 0 NC 0.5 gb:BB355213 /DB_XREF=gi:16405692 /DB_XREF=BB355213 /CLONE=C030004N11 /FEA=EST /CNT=67 /TID=Mm.34858.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437394_at 63.7 69.6 P P 0.00415 0.001221 0 NC 0.5 gb:BE983523 /DB_XREF=gi:10654791 /DB_XREF=UI-M-CG0p-bfx-f-10-0-UI.s1 /CLONE=UI-M-CG0p-bfx-f-10-0-UI /FEA=EST /CNT=88 /TID=Mm.4077.1
MOE430_2_1437421_at 9.7 8.3 A A 0.3 0.27 0 NC 0.18 gb:BB332988 /DB_XREF=gi:16403978 /DB_XREF=BB332988 /CLONE=B830005M01 /FEA=EST /CNT=30 /TID=Mm.40530.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437424_at 37.3 44.4 P P 0.00415 0.001953 0 NC 0.06 gb:BG069296 /DB_XREF=gi:12551865 /DB_XREF=H3074H01-3 /CLONE=H3074H01 /FEA=EST /CNT=20 /TID=Mm.24692.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437428_x_ 101.5 95.8 P P 0.001953 0.005859 0 NC 0.5 gb:AW551841 /DB_XREF=gi:7197264 /DB_XREF=L0204E03-3 /CLONE=L0204E03 /FEA=EST /CNT=19 /TID=Mm.29041.3 /TIER=Stack /STK=18 /UG=Mm.2
MOE430_2_1437449_at 54.7 56.7 P P 0.01 0.00293 0 NC 0.5 gb:BB818348 /DB_XREF=gi:16990977 /DB_XREF=BB818348 /CLONE=G730044K18 /FEA=EST /CNT=18 /TID=Mm.54139.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437457_a_ 784 789.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB124537 /DB_XREF=gi:8777105 /DB_XREF=BB124537 /CLONE=9530098D15 /FEA=EST /CNT=18 /TID=Mm.4143.3 /TIER=Stack /STK=18 /UG=Mm.4
MOE430_2_1437474_at 107.4 74.1 P P 0.001953 0.000732 0 NC 0.5 gb:BB409476 /DB_XREF=gi:16423182 /DB_XREF=BB409476 /CLONE=C430014D17 /FEA=EST /CNT=52 /TID=Mm.130887.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437507_at 76 55.9 P P 0.00293 0.00415 0 NC 0.5 gb:AV232788 /DB_XREF=gi:16386001 /DB_XREF=AV232788 /CLONE=4632417K07 /FEA=EST /CNT=18 /TID=Mm.96241.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437510_x_ 7627.4 8033.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB724547 /DB_XREF=gi:16107822 /DB_XREF=BB724547 /CLONE=C920026N23 /FEA=EST /CNT=18 /TID=Mm.42767.5 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437514_at 0.7 1.5 A A 0.72 0.82 0 NC 0.5 gb:BB134165 /DB_XREF=gi:16266585 /DB_XREF=BB134165 /CLONE=9830113D13 /FEA=EST /CNT=19 /TID=Mm.119632.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437520_a_ 208.5 244.3 P P 0.000732 0.000244 0 NC 0.5 gb:BB320388 /DB_XREF=gi:9027423 /DB_XREF=BB320388 /CLONE=B230385J04 /FEA=EST /CNT=17 /TID=Mm.4379.5 /TIER=Stack /STK=17 /UG=Mm.4
MOE430_2_1437527_x_ 1189.5 1096.7 P P 0.000244 0.000244 0 NC 0.5 gb:AV318494 /DB_XREF=gi:6283911 /DB_XREF=AV318494 /CLONE=5932402I01 /FEA=EST /CNT=17 /TID=Mm.1639.2 /TIER=Stack /STK=17 /UG=Mm.16
MOE430_2_1437536_at 176.8 185.9 P P 0.000732 0.001221 0 NC 0.5 gb:BM951276 /DB_XREF=gi:19434866 /DB_XREF=UI-M-EH0-bus-f-15-0-UI.r1 /CLONE=IMAGE:5686286 /FEA=EST /CNT=70 /TID=Mm.39703.1 /TIER=Sta
MOE430_2_1437539_at 97.3 76.1 P P 0.000244 0.000244 0 NC 0.5 gb:BM236715 /DB_XREF=gi:17871985 /DB_XREF=K0440A06-3 /CLONE=K0440A06 /FEA=EST /CNT=64 /TID=Mm.32364.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437545_at 215.1 252.4 P P 0.001221 0.001221 0 NC 0.5 gb:BM194994 /DB_XREF=gi:17746264 /DB_XREF=L0704D04-3 /CLONE=L0704D04 /FEA=EST /CNT=37 /TID=Mm.34374.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437576_at 135 139.6 P P 0.001221 0.000244 0 NC 0.5 gb:C76158 /DB_XREF=gi:2516488 /DB_XREF=C76158 /CLONE=J0004F11 /FEA=EST /CNT=19 /TID=Mm.25272.1 /TIER=Stack /STK=16 /UG=Mm.25272 /
MOE430_2_1437608_x_ 1814.7 2452.5 P P 0.001221 0.001221 0 NC 0.5 gb:BB414446 /DB_XREF=gi:9235801 /DB_XREF=BB414446 /CLONE=C430037K22 /FEA=EST /CNT=16 /TID=Mm.14722.7 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437627_at 504.6 498.8 P P 0.000244 0.000244 0 NC 0.5 gb:W91617 /DB_XREF=gi:1407878 /DB_XREF=MTA.F08.065.A /CLONE=MTA.F08.065 /FEA=EST /CNT=113 /TID=Mm.58882.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1437648_at 20.8 24.9 P P 0.001953 0.03 0 NC 0.5 gb:BB541022 /DB_XREF=gi:15412224 /DB_XREF=BB541022 /CLONE=E130111L17 /FEA=EST /CNT=22 /TID=Mm.166467.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437649_x_ 6642.5 7131.7 P P 0.000244 0.000244 0 NC 0.5 gb:AV051525 /DB_XREF=gi:5137297 /DB_XREF=AV051525 /CLONE=1810019A05 /FEA=EST /CNT=20 /TID=Mm.2412.2 /TIER=Stack /STK=15 /UG=Mm.24
MOE430_2_1437651_a_ 56.2 63.1 P P 0.01 0.02 0 NC 0.5 gb:AW537479 /DB_XREF=gi:7179896 /DB_XREF=G0116H09-3 /CLONE=G0116H09 /FEA=EST /CNT=24 /TID=Mm.10088.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437680_x_ 296.7 321.3 P P 0.000732 0.001221 0 NC 0.5 gb:BB172698 /DB_XREF=gi:8831781 /DB_XREF=BB172698 /CLONE=A230040G05 /FEA=EST /CNT=16 /TID=Mm.82751.4 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437688_x_ 2359.8 2241 P P 0.000244 0.000244 0 NC 0.5 gb:AV121721 /DB_XREF=gi:5307435 /DB_XREF=AV121721 /CLONE=2610509G11 /FEA=EST /CNT=16 /TID=Mm.25148.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437703_at 59.4 56.2 P A 0.01 0.06 0 NC 0.13 gb:BM229128 /DB_XREF=gi:17791958 /DB_XREF=K0273H10-3 /CLONE=K0273H10 /FEA=EST /CNT=15 /TID=Mm.36202.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437717_x_ 74.9 88.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB471300 /DB_XREF=gi:9388489 /DB_XREF=BB471300 /CLONE=D230038L05 /FEA=EST /CNT=15 /TID=Mm.27819.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437740_at 89.9 78.7 P P 0.01 0.01 0 NC 0.5 gb:BB757269 /DB_XREF=gi:16203398 /DB_XREF=BB757269 /CLONE=G270083O09 /FEA=EST /CNT=56 /TID=Mm.33220.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437802_x_ 1399.4 969 P P 0.001953 0.001953 0 NC 0.5 gb:BM115860 /DB_XREF=gi:17078878 /DB_XREF=L0826E05-3 /CLONE=L0826E05 /FEA=EST /CNT=15 /TID=Mm.196508.8 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437815_at 1.9 1.2 A A 0.72 0.85 0 NC 0.5 gb:BB698843 /DB_XREF=gi:16047667 /DB_XREF=BB698843 /CLONE=7420406B15 /FEA=EST /CNT=15 /TID=Mm.126828.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437843_s_ 658.9 642.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV303002 /DB_XREF=gi:6335516 /DB_XREF=AV303002 /CLONE=5730508F15 /FEA=EST /CNT=14 /TID=Mm.18583.3 /TIER=Stack /STK=14 /UG=Mm.1
MOE430_2_1437851_x_ 1936.2 1803.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB214894 /DB_XREF=gi:8879847 /DB_XREF=BB214894 /CLONE=A530023K16 /FEA=EST /CNT=14 /TID=Mm.1951.4 /TIER=Stack /STK=14 /UG=Mm.1
MOE430_2_1437859_x_ 2153.3 2039.5 P P 0.000244 0.000244 0 NC 0.5 gb:BF384094 /DB_XREF=gi:11365399 /DB_XREF=602045729F1 /CLONE=IMAGE:4195279 /FEA=EST /CNT=63 /TID=Mm.196607.4 /TIER=Stack /STK=13 /
MOE430_2_1437862_at 32.7 33.3 P P 0.000244 0.001953 0 NC 0.65 gb:AI159652 /DB_XREF=gi:3692834 /DB_XREF=ue98b05.x1 /CLONE=IMAGE:1499121 /FEA=EST /CNT=35 /TID=Mm.34069.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437879_at 132.3 154.6 P P 0.000244 0.000244 0 NC 0.5 gb:BG071776 /DB_XREF=gi:12554345 /DB_XREF=H3103A12-3 /CLONE=H3103A12 /FEA=EST /CNT=25 /TID=Mm.11320.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437884_at 15.8 22.1 P P 0.005859 0.04 0 NC 0.5 gb:BB545273 /DB_XREF=gi:16447346 /DB_XREF=BB545273 /CLONE=E130303H23 /FEA=EST /CNT=29 /TID=Mm.174068.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437889_x_ 8886.2 8784.5 P P 0.001953 0.008057 0 NC 0.5 gb:AI931862 /DB_XREF=gi:5668347 /DB_XREF=ul67a07.x1 /CLONE=IMAGE:2135604 /FEA=EST /CNT=18 /TID=Mm.2608.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437908_a_ 1057.2 998.4 P P 0.000732 0.000244 0 NC 0.5 gb:BB095626 /DB_XREF=gi:8740660 /DB_XREF=BB095626 /CLONE=9430051N21 /FEA=EST /CNT=16 /TID=Mm.34244.2 /TIER=Stack /STK=13 /UG=Mm.3
MOE430_2_1437909_at 82.7 65.7 P P 0.00293 0.01 0 NC 0.85 gb:BE627366 /DB_XREF=gi:9907786 /DB_XREF=ut93a04.x1 /CLONE=IMAGE:3369966 /FEA=EST /CNT=28 /TID=Mm.5980.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437963_at 8.3 7.3 A A 0.12 0.27 0 NC 0.5 gb:BB425122 /DB_XREF=gi:16423564 /DB_XREF=BB425122 /CLONE=C530045E16 /FEA=EST /CNT=13 /TID=Mm.85777.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437969_s_ 248.7 300.3 P P 0.000244 0.000244 0 NC 0.5 gb:BM233238 /DB_XREF=gi:17868508 /DB_XREF=K0334B08-3 /CLONE=K0334B08 /FEA=EST /CNT=13 /TID=Mm.180687.4 /TIER=Stack /STK=13 /UG=M



MOE430_2_1437972_s_ 2715.3 2121.3 P P 0.000244 0.000244 0 NC 0.5 gb:AU043053 /DB_XREF=gi:3957288 /DB_XREF=AU043053 /CLONE=J1043B03 /FEA=EST /CNT=13 /TID=Mm.200524.1 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1438000_x_ 3159.6 2762.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB026724 /DB_XREF=gi:8203202 /DB_XREF=BB026724 /CLONE=5330434M10 /FEA=EST /CNT=13 /TID=Mm.29145.3 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1438003_at 64.6 66.3 P P 0.000244 0.000732 0 NC 0.34 gb:BI646006 /DB_XREF=gi:15560242 /DB_XREF=603274988F1 /CLONE=IMAGE:5315565 /FEA=EST /CNT=345 /TID=Mm.28067.2 /TIER=Stack /STK=12 /U
MOE430_2_1438032_at 73.7 62.9 P P 0.000244 0.000732 0 NC 0.5 gb:BB755336 /DB_XREF=gi:16201901 /DB_XREF=BB755336 /CLONE=G270055O19 /FEA=EST /CNT=30 /TID=Mm.38294.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438033_at 28.2 24.6 P P 0.000244 0.01 0 NC 0.86 gb:BB530740 /DB_XREF=gi:9582669 /DB_XREF=BB530740 /CLONE=E030011I18 /FEA=EST /CNT=25 /TID=Mm.19258.2 /TIER=Stack /STK=12 /UG=Mm.1
MOE430_2_1438035_at 21.8 20.9 P P 0.01 0.00415 0 NC 0.23 gb:BB748934 /DB_XREF=gi:16153170 /DB_XREF=BB748934 /CLONE=G030101M24 /FEA=EST /CNT=20 /TID=Mm.119235.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438045_at 94.2 97.9 P P 0.000732 0.000732 0 NC 0.5 gb:AW556344 /DB_XREF=gi:7201773 /DB_XREF=L0267A06-3 /CLONE=L0267A06 /FEA=EST /CNT=55 /TID=Mm.13146.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438056_x_ 64.1 70.6 P P 0.001953 0.005859 0 NC 0.62 gb:BB794846 /DB_XREF=gi:16964465 /DB_XREF=BB794846 /CLONE=G431002C14 /FEA=EST /CNT=20 /TID=Mm.20845.4 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438070_at 43 60.2 P P 0.008057 0.03 0 NC 0.5 gb:BE981390 /DB_XREF=gi:10650449 /DB_XREF=UI-M-CG0p-bdb-f-07-0-UI.s1 /CLONE=UI-M-CG0p-bdb-f-07-0-UI /FEA=EST /CNT=17 /TID=Mm.2008
MOE430_2_1438152_at 91.6 52.1 P P 0.01 0.00293 0 NC 0.5 gb:BB550093 /DB_XREF=gi:9636459 /DB_XREF=BB550093 /CLONE=E230020F19 /FEA=EST /CNT=12 /TID=Mm.5903.5 /TIER=Stack /STK=12 /UG=Mm.59
MOE430_2_1438154_x_ 143 375.2 P P 0.000732 0.01 0 NC 0.5 gb:AV218922 /DB_XREF=gi:6159763 /DB_XREF=AV218922 /CLONE=3010081H10 /FEA=EST /CNT=12 /TID=Mm.10374.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438159_x_ 2157.6 2137.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV046532 /DB_XREF=gi:4866197 /DB_XREF=AV046532 /CLONE=1700057O14 /FEA=EST /CNT=12 /TID=Mm.2206.3 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438168_x_ 995.2 924.1 P P 0.000732 0.000244 0 NC 0.5 gb:AV214253 /DB_XREF=gi:6155099 /DB_XREF=AV214253 /CLONE=2410135H06 /FEA=EST /CNT=12 /TID=Mm.28222.5 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438171_x_ 509.3 412.8 P P 0.001221 0.000732 0 NC 0.5 gb:BB056666 /DB_XREF=gi:8463814 /DB_XREF=BB056666 /CLONE=7120444O15 /FEA=EST /CNT=12 /TID=Mm.29122.4 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438181_x_ 765.1 659.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB302809 /DB_XREF=gi:9003514 /DB_XREF=BB302809 /CLONE=B230039P05 /FEA=EST /CNT=12 /TID=Mm.28626.5 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438228_at 34.5 16.2 P P 0.008057 0.01 0 NC 0.5 gb:AV302073 /DB_XREF=gi:16393445 /DB_XREF=AV302073 /CLONE=5730499B18 /FEA=EST /CNT=17 /TID=Mm.41727.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438236_at 35.3 35 P P 0.00415 0.008057 0 NC 0.18 gb:BB485864 /DB_XREF=gi:16441317 /DB_XREF=BB485864 /CLONE=D430033M04 /FEA=EST /CNT=22 /TID=Mm.31274.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438245_at 74.1 61.5 P P 0.01 0.001953 0 NC 0.27 gb:BI664122 /DB_XREF=gi:15578355 /DB_XREF=603289235F1 /CLONE=IMAGE:5323376 /FEA=EST /CNT=18 /TID=Mm.4025.5 /TIER=Stack /STK=11 /UG
MOE430_2_1438269_at 2.7 2.6 A A 0.75 0.63 0 NC 0.39 gb:BB278987 /DB_XREF=gi:16401126 /DB_XREF=BB278987 /CLONE=A930014K01 /FEA=EST /CNT=19 /TID=Mm.132765.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438285_at 57.5 67.3 P P 0.000732 0.000732 0 NC 0.5 gb:BM245369 /DB_XREF=gi:17880651 /DB_XREF=K0723H09-3 /CLONE=K0723H09 /FEA=EST /CNT=13 /TID=Mm.48631.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438289_a_ 1575.2 1649.7 P P 0.000244 0.000244 0 NC 0.5 gb:AV021595 /DB_XREF=gi:4798587 /DB_XREF=AV021595 /CLONE=1190023J24 /FEA=EST /CNT=13 /TID=Mm.7353.3 /TIER=Stack /STK=11 /UG=Mm.73
MOE430_2_1438291_x_ 1338.7 1359.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV069169 /DB_XREF=gi:5188997 /DB_XREF=AV069169 /CLONE=2010308H04 /FEA=EST /CNT=13 /TID=Mm.10474.6 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438311_at 0.5 0.3 A A 0.63 0.84 0 NC 0.79 gb:BB703633 /DB_XREF=gi:16052468 /DB_XREF=BB703633 /CLONE=7420455E17 /FEA=EST /CNT=12 /TID=Mm.46337.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438317_a_ 158.5 136.8 P P 0.001221 0.00293 0 NC 0.5 gb:AV104666 /DB_XREF=gi:5252214 /DB_XREF=AV104666 /CLONE=2510008K06 /FEA=EST /CNT=12 /TID=Mm.4449.3 /TIER=Stack /STK=11 /UG=Mm.44
MOE430_2_1438347_at 1.8 0.6 A A 0.66 0.8 0 NC 0.5 gb:BB230155 /DB_XREF=gi:16354359 /DB_XREF=BB230155 /CLONE=A630025E03 /FEA=EST /CNT=11 /TID=Mm.131502.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438371_x_ 1268.7 1284.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB114677 /DB_XREF=gi:8767245 /DB_XREF=BB114677 /CLONE=9530047A11 /FEA=EST /CNT=11 /TID=Mm.19101.7 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438377_x_ 12.1 11.4 P P 0.03 0.03 0 NC 0.4 gb:BB497312 /DB_XREF=gi:9471106 /DB_XREF=BB497312 /CLONE=D630008E06 /FEA=EST /CNT=11 /TID=Mm.27473.3 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438382_x_ 54.9 69.9 P P 0.008057 0.01 0 NC 0.75 gb:BB113834 /DB_XREF=gi:8766402 /DB_XREF=BB113834 /CLONE=9530042M23 /FEA=EST /CNT=11 /TID=Mm.27718.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438385_s_ 125.5 114.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB068040 /DB_XREF=gi:8525454 /DB_XREF=BB068040 /CLONE=8030469I16 /FEA=EST /CNT=11 /TID=Mm.29122.5 /TIER=Stack /STK=11 /UG=Mm.2
MOE430_2_1438387_x_ 11.6 18.1 A A 0.14 0.11 0 NC 0.18 gb:BB107606 /DB_XREF=gi:8760174 /DB_XREF=BB107606 /CLONE=9530006M01 /FEA=EST /CNT=11 /TID=Mm.20915.4 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438392_at 4 1 A A 0.5 0.63 0 NC 0.28 gb:BM239011 /DB_XREF=gi:17874281 /DB_XREF=K0527C09-3 /CLONE=K0527C09 /FEA=EST /CNT=11 /TID=Mm.217308.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438424_at 51.3 55.8 P P 0.01 0.02 0 NC 0.5 gb:BB452514 /DB_XREF=gi:16425680 /DB_XREF=BB452514 /CLONE=D130017M09 /FEA=EST /CNT=21 /TID=Mm.131829.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438442_at 23.6 32.2 P P 0.005859 0.00293 0 NC 0.05 gb:AI450236 /DB_XREF=gi:4295591 /DB_XREF=mt92e09.x1 /CLONE=IMAGE:637384 /FEA=EST /CNT=21 /TID=Mm.33937.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438456_at 97 121 P P 0.000732 0.001221 0 NC 0.5 gb:BB327773 /DB_XREF=gi:16403783 /DB_XREF=BB327773 /CLONE=B430302E23 /FEA=EST /CNT=14 /TID=Mm.105291.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438462_x_ 131.7 162.2 P P 0.03 0.03 0 NC 0.5 gb:BB752997 /DB_XREF=gi:16183432 /DB_XREF=BB752997 /CLONE=G270024P17 /FEA=EST /CNT=14 /TID=Mm.8256.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438466_at 3.5 2.9 A A 0.53 0.66 0 NC 0.5 gb:AI647999 /DB_XREF=gi:4726677 /DB_XREF=uk39a01.x1 /CLONE=IMAGE:1971336 /FEA=EST /CNT=19 /TID=Mm.72845.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438477_a_ 243.8 236.8 P P 0.000244 0.000244 0 NC 0.5 gb:AA960125 /DB_XREF=gi:3126025 /DB_XREF=ub54f09.s1 /CLONE=IMAGE:1381577 /FEA=EST /CNT=13 /TID=Mm.10093.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438478_a_ 342.2 369.9 P P 0.000732 0.000732 0 NC 0.5 gb:AI313926 /DB_XREF=gi:4029052 /DB_XREF=uj38h05.x1 /CLONE=IMAGE:1922265 /FEA=EST /CNT=13 /TID=Mm.293.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438488_at 19.3 34.1 P P 0.00415 0.01 0 NC 0.5 gb:BB448921 /DB_XREF=gi:16425313 /DB_XREF=BB448921 /CLONE=D030068N03 /FEA=EST /CNT=14 /TID=Mm.38055.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438513_at 34.5 32.9 P P 0.008057 0.00415 0 NC 0.5 gb:BM238900 /DB_XREF=gi:17874170 /DB_XREF=K0525D08-3 /CLONE=K0525D08 /FEA=EST /CNT=13 /TID=Mm.181194.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438519_at 13.8 9.7 P M 0.01 0.05 0 NC 0.5 gb:BM124262 /DB_XREF=gi:17108030 /DB_XREF=L0537F04-3 /CLONE=L0537F04 /FEA=EST /CNT=12 /TID=Mm.63354.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438548_x_ 114.2 129.3 P P 0.01 0.02 0 NC 0.58 gb:BB755328 /DB_XREF=gi:16201893 /DB_XREF=BB755328 /CLONE=G270055M18 /FEA=EST /CNT=11 /TID=Mm.142822.9 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438549_a_ 143.2 133.8 P P 0.000244 0.000732 0 NC 0.5 gb:BB020681 /DB_XREF=gi:8192801 /DB_XREF=BB020681 /CLONE=5330403C17 /FEA=EST /CNT=11 /TID=Mm.19015.4 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438551_at 0.4 0.4 A A 0.99 0.99 0 NC 0.9 gb:AI323358 /DB_XREF=gi:4057787 /DB_XREF=mi30g10.x1 /CLONE=IMAGE:465090 /FEA=EST /CNT=11 /TID=Mm.57230.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438553_x_ 25.8 27.1 P P 0.001221 0.000244 0 NC 0.29 gb:BB817087 /DB_XREF=gi:16989716 /DB_XREF=BB817087 /CLONE=G730038A02 /FEA=EST /CNT=11 /TID=Mm.105351.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438569_at 9.9 7 P A 0.01 0.08 0 NC 0.5 gb:AV254198 /DB_XREF=gi:15405291 /DB_XREF=AV254198 /CLONE=4921508G01 /FEA=EST /CNT=12 /TID=Mm.34095.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438572_at 18.8 14.7 P P 0.02 0.03 0 NC 0.09 gb:AV327842 /DB_XREF=gi:16395734 /DB_XREF=AV327842 /CLONE=6330436O20 /FEA=EST /CNT=11 /TID=Mm.44378.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438573_at 41.7 50 P P 0.000732 0.000732 0 NC 0.5 gb:AV339477 /DB_XREF=gi:16396763 /DB_XREF=AV339477 /CLONE=6430508D13 /FEA=EST /CNT=11 /TID=Mm.150979.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438575_a_ 55 46.7 P P 0.000244 0.000732 0 NC 0.5 gb:BG143413 /DB_XREF=gi:12646876 /DB_XREF=mab57g11.x1 /CLONE=IMAGE:3974589 /FEA=EST /CNT=11 /TID=Mm.68870.1 /TIER=Stack /STK=10 /U
MOE430_2_1438580_at 77.1 75.2 P P 0.000244 0.000244 0 NC 0.31 gb:BB018109 /DB_XREF=gi:16257559 /DB_XREF=BB018109 /CLONE=4930572I07 /FEA=EST /CNT=10 /TID=Mm.102554.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438597_x_ 4205.6 3612.6 P P 0.03 0.03 0 NC 0.5 gb:AU015158 /DB_XREF=gi:3369949 /DB_XREF=AU015158 /CLONE=J0708D10 /FEA=EST /CNT=10 /TID=Mm.196508.9 /TIER=Stack /STK=10 /UG=Mm.1
MOE430_2_1438618_at 0.4 1.1 A A 0.82 0.63 0 NC 0.23 gb:AI507597 /DB_XREF=gi:4405448 /DB_XREF=vi72c05.x1 /CLONE=IMAGE:917768 /FEA=EST /CNT=10 /TID=Mm.219633.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438623_x_ 73.3 72 P P 0.00415 0.01 0 NC 0.87 gb:AV038578 /DB_XREF=gi:4858243 /DB_XREF=AV038578 /CLONE=1600030H17 /FEA=EST /CNT=10 /TID=Mm.29405.2 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438626_x_ 6956.5 7158.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV148464 /DB_XREF=gi:5352597 /DB_XREF=AV148464 /CLONE=2810478I15 /FEA=EST /CNT=10 /TID=Mm.43749.7 /TIER=Stack /STK=10 /UG=Mm.4
MOE430_2_1438657_x_ 2987.3 3218.5 P P 0.000732 0.000732 0 NC 0.5 gb:BB043450 /DB_XREF=gi:8449836 /DB_XREF=BB043450 /CLONE=6030473O06 /FEA=EST /CNT=10 /TID=Mm.28909.4 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438668_x_ 120.5 160.3 P P 0.000732 0.000732 0 NC 0.5 gb:BF143806 /DB_XREF=gi:10982846 /DB_XREF=601789696F1 /CLONE=IMAGE:4020718 /FEA=EST /CNT=75 /TID=Mm.22653.1 /TIER=Stack /STK=9 /UG
MOE430_2_1438707_at 15.2 16 P P 0.02 0.01 0 NC 0.5 gb:BE687891 /DB_XREF=gi:10075515 /DB_XREF=uw52g03.x1 /CLONE=IMAGE:3465652 /FEA=EST /CNT=26 /TID=Mm.54954.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1438733_at 8.7 9.2 A A 0.09 0.27 0 NC 0.5 gb:BF461546 /DB_XREF=gi:11530729 /DB_XREF=UI-M-CG0p-bmq-d-05-0-UI.s1 /CLONE=UI-M-CG0p-bmq-d-05-0-UI /FEA=EST /CNT=14 /TID=Mm.139
MOE430_2_1438751_at 3.9 4 A A 0.21 0.6 0 NC 0.5 gb:BB736474 /DB_XREF=gi:16135624 /DB_XREF=BB736474 /CLONE=F430008L02 /FEA=EST /CNT=12 /TID=Mm.62038.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1438756_at 31.4 30 P P 0.000244 0.000244 0 NC 0.5 gb:AV370837 /DB_XREF=gi:16397833 /DB_XREF=AV370837 /CLONE=9030404I02 /FEA=EST /CNT=12 /TID=Mm.53865.1 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1438776_x_ 4573.2 4367 P P 0.000732 0.000732 0 NC 0.5 gb:AV046534 /DB_XREF=gi:4866199 /DB_XREF=AV046534 /CLONE=1700057O18 /FEA=EST /CNT=12 /TID=Mm.42767.8 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1438789_s_ 239.3 257.4 P P 0.000244 0.000732 0 NC 0.5 gb:AV161550 /DB_XREF=gi:5405185 /DB_XREF=AV161550 /CLONE=3010083E16 /FEA=EST /CNT=11 /TID=Mm.8180.3 /TIER=Stack /STK=9 /UG=Mm.818
MOE430_2_1438802_at 31.5 31.8 P P 0.000732 0.000732 0 NC 0.5 gb:BB021390 /DB_XREF=gi:16257700 /DB_XREF=BB021390 /CLONE=5330406A06 /FEA=EST /CNT=12 /TID=Mm.197479.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438813_at 5.6 7.2 A A 0.14 0.21 0 NC 0.74 gb:AV264908 /DB_XREF=gi:16389267 /DB_XREF=AV264908 /CLONE=4930503N14 /FEA=EST /CNT=11 /TID=Mm.55827.1 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1438814_at 19.4 15.4 M A 0.05 0.17 0 NC 0.5 gb:BG075307 /DB_XREF=gi:12557876 /DB_XREF=H3145G03-3 /CLONE=H3145G03 /FEA=EST /CNT=10 /TID=Mm.215427.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438815_at 9.8 8.6 A A 0.12 0.11 0 NC 0.28 gb:BB360457 /DB_XREF=gi:9072285 /DB_XREF=BB360457 /CLONE=C030047E02 /FEA=EST /CNT=10 /TID=Mm.100244.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438832_x_ 548.3 544.1 P P 0.008057 0.005859 0 NC 0.5 gb:BB461484 /DB_XREF=gi:9356977 /DB_XREF=BB461484 /CLONE=D130072A18 /FEA=EST /CNT=10 /TID=Mm.30243.6 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438840_x_ 2.2 2.4 A A 0.5 0.53 0 NC 0.71 gb:AI527359 /DB_XREF=gi:4441494 /DB_XREF=uj51c05.x1 /CLONE=IMAGE:1923464 /FEA=EST /CNT=10 /TID=Mm.26743.6 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438853_x_ 1161 1197.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB463580 /DB_XREF=gi:9380769 /DB_XREF=BB463580 /CLONE=D130081M24 /FEA=EST /CNT=10 /TID=Mm.24495.3 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438856_x_ 0.5 0.7 A A 0.68 0.63 0 NC 0.5 gb:BB230853 /DB_XREF=gi:8910766 /DB_XREF=BB230853 /CLONE=A630029J11 /FEA=EST /CNT=10 /TID=Mm.4622.3 /TIER=Stack /STK=9 /UG=Mm.46
MOE430_2_1438878_at 100.5 68.1 P P 0.001953 0.001221 0 NC 0.5 gb:AU067682 /DB_XREF=gi:4968419 /DB_XREF=AU067682 /CLONE=MNCb-0377 /FEA=EST /CNT=9 /TID=Mm.38597.1 /TIER=Stack /STK=9 /UG=Mm.385
MOE430_2_1438882_at 18.8 20.6 P A 0.02 0.08 0 NC 0.5 gb:BB199681 /DB_XREF=gi:16271339 /DB_XREF=BB199681 /CLONE=A430016M03 /FEA=EST /CNT=9 /TID=Mm.131136.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438932_at 15.3 11.3 P P 0.005859 0.04 0 NC 0.5 gb:BE688720 /DB_XREF=gi:10076344 /DB_XREF=uw38c03.x1 /CLONE=IMAGE:3418948 /FEA=EST /CNT=9 /TID=Mm.20884.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438956_x_ 8.5 10.2 P A 0.02 0.08 0 NC 0.83 gb:AV309401 /DB_XREF=gi:6362436 /DB_XREF=AV309401 /CLONE=5730581E20 /FEA=EST /CNT=9 /TID=Mm.30018.4 /TIER=Stack /STK=9 /UG=Mm.300
MOE430_2_1438964_x_ 77.8 68.6 A A 0.17 0.14 0 NC 0.5 gb:AV096788 /DB_XREF=gi:5244336 /DB_XREF=AV096788 /CLONE=2410021O03 /FEA=EST /CNT=9 /TID=Mm.760.2 /TIER=Stack /STK=9 /UG=Mm.760 /
MOE430_2_1438971_x_ 1343.7 1254.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB447627 /DB_XREF=gi:9290239 /DB_XREF=BB447627 /CLONE=D030062F12 /FEA=EST /CNT=9 /TID=Mm.5203.3 /TIER=Stack /STK=9 /UG=Mm.520
MOE430_2_1438979_s_ 22.3 25.3 A M 0.06 0.05 0 NC 0.5 gb:AV043667 /DB_XREF=gi:4863332 /DB_XREF=AV043667 /CLONE=1700029I15 /FEA=EST /CNT=9 /TID=Mm.87339.1 /TIER=Stack /STK=9 /UG=Mm.873
MOE430_2_1438991_x_ 5828.5 5801.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB109449 /DB_XREF=gi:8762017 /DB_XREF=BB109449 /CLONE=9530018N10 /FEA=EST /CNT=9 /TID=Mm.1034.8 /TIER=Stack /STK=9 /UG=Mm.1034
MOE430_2_1439007_at 31.4 34.6 P P 0.04 0.03 0 NC 0.05 gb:BB284309 /DB_XREF=gi:8984758 /DB_XREF=BB284309 /CLONE=A930105G15 /FEA=EST /CNT=148 /TID=Mm.32408.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439011_at 13.7 15.4 P P 0.03 0.03 0 NC 0.5 gb:BB333400 /DB_XREF=gi:16403996 /DB_XREF=BB333400 /CLONE=B830011C12 /FEA=EST /CNT=80 /TID=Mm.153.2 /TIER=Stack /STK=8 /UG=Mm.15
MOE430_2_1439029_at 72.2 80.6 P P 0.005859 0.01 0 NC 0.5 gb:BG069993 /DB_XREF=gi:12552650 /DB_XREF=H3083D09-3 /CLONE=H3083D09 /FEA=EST /CNT=56 /TID=Mm.200423.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439031_at 11.7 14.5 A A 0.46 0.33 0 NC 0.28 gb:BB376821 /DB_XREF=gi:16407544 /DB_XREF=BB376821 /CLONE=C130086N14 /FEA=EST /CNT=36 /TID=Mm.19047.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439032_at 57.6 47.7 P P 0.000732 0.000732 0 NC 0.5 gb:BG069669 /DB_XREF=gi:12552238 /DB_XREF=H3078H01-3 /CLONE=H3078H01 /FEA=EST /CNT=30 /TID=Mm.21526.4 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439060_s_ 499.1 549.4 P P 0.000244 0.000244 0 NC 0.5 gb:BI251603 /DB_XREF=gi:14801220 /DB_XREF=602993977F1 /CLONE=IMAGE:5149914 /FEA=EST /CNT=22 /TID=Mm.35817.4 /TIER=Stack /STK=8 /UG
MOE430_2_1439078_at 0.6 0.4 A A 0.82 0.87 0 NC 0.68 gb:BB037068 /DB_XREF=gi:15403720 /DB_XREF=BB037068 /CLONE=5930422O20 /FEA=EST /CNT=19 /TID=Mm.132583.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439081_at 26 26.5 P P 0.01 0.01 0 NC 0.5 gb:BB238944 /DB_XREF=gi:16354982 /DB_XREF=BB238944 /CLONE=A630074K03 /FEA=EST /CNT=18 /TID=Mm.202734.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439094_at 35.5 35.1 P P 0.005859 0.008057 0 NC 0.5 gb:BM213151 /DB_XREF=gi:17770943 /DB_XREF=C0832C12-3 /CLONE=C0832C12 /FEA=EST /CNT=12 /TID=Mm.214732.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439099_at 1.8 2.1 A A 0.82 0.93 0 NC 0.71 gb:BF466030 /DB_XREF=gi:11535213 /DB_XREF=UI-M-CG0p-bqs-g-02-0-UI.s1 /CLONE=UI-M-CG0p-bqs-g-02-0-UI /FEA=EST /CNT=12 /TID=Mm.4468
MOE430_2_1439105_at 25.3 34.3 P P 0.000244 0.000244 0 NC 0.5 gb:BE200391 /DB_XREF=gi:8712560 /DB_XREF=ug62e04.x1 /CLONE=IMAGE:1546974 /FEA=EST /CNT=17 /TID=Mm.32702.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439115_at 23.6 27.4 P P 0.005859 0.02 0 NC 0.5 gb:BB701523 /DB_XREF=gi:16050347 /DB_XREF=BB701523 /CLONE=7420429P16 /FEA=EST /CNT=13 /TID=Mm.177623.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439152_at 199 197.9 P P 0.001953 0.001221 0 NC 0.5 gb:BE985292 /DB_XREF=gi:10658450 /DB_XREF=UI-M-CG0p-bdj-g-11-0-UI.s1 /CLONE=UI-M-CG0p-bdj-g-11-0-UI /FEA=EST /CNT=19 /TID=Mm.31690
MOE430_2_1439161_at 83.2 124.2 P P 0.000732 0.000244 0 NC 0.5 gb:AV338133 /DB_XREF=gi:16396633 /DB_XREF=AV338133 /CLONE=6430407L02 /FEA=EST /CNT=12 /TID=Mm.131510.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439166_at 19.1 18.5 P P 0.03 0.02 0 NC 0.44 gb:AV321894 /DB_XREF=gi:15406206 /DB_XREF=AV321894 /CLONE=6030438I16 /FEA=EST /CNT=10 /TID=Mm.112408.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439177_at 24.1 26.3 P P 0.01 0.02 0 NC 0.53 gb:AV266436 /DB_XREF=gi:16389471 /DB_XREF=AV266436 /CLONE=4930517K17 /FEA=EST /CNT=10 /TID=Mm.109571.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439189_at 121.3 116.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB498793 /DB_XREF=gi:16442118 /DB_XREF=BB498793 /CLONE=D630016L12 /FEA=EST /CNT=13 /TID=Mm.215803.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439192_at 13 5.6 A A 0.69 0.66 0 NC 0.28 gb:BB524078 /DB_XREF=gi:16443923 /DB_XREF=BB524078 /CLONE=D930017P04 /FEA=EST /CNT=12 /TID=Mm.22866.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439206_at 0.9 0.6 A A 0.97 0.99 0 NC 0.34 gb:BE980919 /DB_XREF=gi:10649479 /DB_XREF=UI-M-BH3-asw-c-04-0-UI.s1 /CLONE=UI-M-BH3-asw-c-04-0-UI /FEA=EST /CNT=10 /TID=Mm.14061
MOE430_2_1439225_at 49.1 50.7 A M 0.12 0.05 0 NC 0.16 gb:BB307950 /DB_XREF=gi:15411376 /DB_XREF=BB307950 /CLONE=B230217F11 /FEA=EST /CNT=9 /TID=Mm.132266.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439229_at 2.5 4 A A 0.8 0.8 0 NC 0.54 gb:BE984594 /DB_XREF=gi:10656976 /DB_XREF=UI-M-CG0p-bdf-d-04-0-UI.s1 /CLONE=UI-M-CG0p-bdf-d-04-0-UI /FEA=EST /CNT=9 /TID=Mm.15150
MOE430_2_1439233_at 14.2 28 P P 0.02 0.00415 0 NC 0.5 gb:BB368592 /DB_XREF=gi:16406671 /DB_XREF=BB368592 /CLONE=C130043H13 /FEA=EST /CNT=9 /TID=Mm.132676.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439235_x_ 875 914.9 P P 0.000244 0.000244 0 NC 0.5 gb:BE200117 /DB_XREF=gi:8712286 /DB_XREF=ug59d10.x1 /CLONE=IMAGE:1546675 /FEA=EST /CNT=9 /TID=Mm.28626.7 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439258_at 1.5 1.8 A A 0.88 0.8 0 NC 0.5 gb:AV026735 /DB_XREF=gi:4806345 /DB_XREF=AV026735 /CLONE=1300002D18 /FEA=EST /CNT=9 /TID=Mm.641.5 /TIER=Stack /STK=8 /UG=Mm.641 /
MOE430_2_1439268_x_ 3784.1 4547.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB032885 /DB_XREF=gi:8387636 /DB_XREF=BB032885 /CLONE=5830473O03 /FEA=EST /CNT=9 /TID=Mm.880.5 /TIER=Stack /STK=8 /UG=Mm.880 /
MOE430_2_1439273_at 126 158.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV275625 /DB_XREF=gi:15405632 /DB_XREF=AV275625 /CLONE=4932429F14 /FEA=EST /CNT=15 /TID=Mm.71930.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1439275_s_ 45 51.8 P P 0.04 0.04 0 NC 0.5 gb:BG069453 /DB_XREF=gi:12551956 /DB_XREF=H3075G11-3 /CLONE=H3075G11 /FEA=EST /CNT=12 /TID=Mm.11474.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439284_at 10.5 10.2 A A 0.14 0.39 0 NC 0.96 gb:AW537770 /DB_XREF=gi:7180142 /DB_XREF=G0119G07-3 /CLONE=G0119G07 /FEA=EST /CNT=9 /TID=Mm.147530.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439316_at 51.1 38.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB378059 /DB_XREF=gi:16407689 /DB_XREF=BB378059 /CLONE=C130092F19 /FEA=EST /CNT=8 /TID=Mm.138285.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439363_at 41.7 43.9 P P 0.001221 0.001221 0 NC 0.41 gb:BB736518 /DB_XREF=gi:16135668 /DB_XREF=BB736518 /CLONE=F430008O05 /FEA=EST /CNT=8 /TID=Mm.213066.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439370_x_ 4.3 3.7 A A 0.3 0.43 0 NC 0.59 gb:AV167809 /DB_XREF=gi:5374246 /DB_XREF=AV167809 /CLONE=3110057F09 /FEA=EST /CNT=8 /TID=Mm.29743.2 /TIER=Stack /STK=8 /UG=Mm.297
MOE430_2_1439374_x_ 8162.6 7630.2 M P 0.05 0.01 0 NC 0.5 gb:AV110855 /DB_XREF=gi:5264935 /DB_XREF=AV110855 /CLONE=2600014M18 /FEA=EST /CNT=8 /TID=Mm.39130.6 /TIER=Stack /STK=8 /UG=Mm.39
MOE430_2_1439405_x_ 2614.5 2589 P P 0.000244 0.000244 0 NC 0.5 gb:AV296285 /DB_XREF=gi:6328302 /DB_XREF=AV296285 /CLONE=5730440L02 /FEA=EST /CNT=8 /TID=Mm.178947.3 /TIER=Stack /STK=8 /UG=Mm.17
MOE430_2_1439415_x_ 303 300.1 P P 0.001953 0.001953 0 NC 0.5 gb:AV151252 /DB_XREF=gi:5356458 /DB_XREF=AV151252 /CLONE=2900017A16 /FEA=EST /CNT=8 /TID=Mm.196612.8 /TIER=Stack /STK=8 /UG=Mm.19
MOE430_2_1439446_at 13.8 14.3 A A 0.14 0.21 0 NC 0.5 gb:AV208159 /DB_XREF=gi:6149011 /DB_XREF=AV208159 /CLONE=1700105E15 /FEA=EST /CNT=8 /TID=Mm.177840.1 /TIER=Stack /STK=8 /UG=Mm.17
MOE430_2_1439454_x_ 1166.6 1084 P P 0.000244 0.000244 0 NC 0.5 gb:AV337733 /DB_XREF=gi:6377785 /DB_XREF=AV337733 /CLONE=6430404D06 /FEA=EST /CNT=8 /TID=Mm.28626.8 /TIER=Stack /STK=8 /UG=Mm.286
MOE430_2_1439464_s_ 1248.8 1156.8 P P 0.000732 0.000244 0 NC 0.5 gb:AV278060 /DB_XREF=gi:6266097 /DB_XREF=AV278060 /CLONE=4932704C21 /FEA=EST /CNT=8 /TID=Mm.20896.2 /TIER=Stack /STK=8 /UG=Mm.208
MOE430_2_1439477_at 103.6 117.8 P P 0.000244 0.001221 0 NC 0.5 gb:BB047737 /DB_XREF=gi:16259455 /DB_XREF=BB047737 /CLONE=6430560N03 /FEA=EST /CNT=24 /TID=Mm.25573.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439485_at 103.6 114.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV222442 /DB_XREF=gi:16384969 /DB_XREF=AV222442 /CLONE=3732425J11 /FEA=EST /CNT=16 /TID=Mm.84730.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439502_at 98.6 86 P P 0.000244 0.000244 0 NC 0.5 gb:BM936645 /DB_XREF=gi:19395797 /DB_XREF=UI-M-BH3-arq-c-06-0-UI.r1 /CLONE=UI-M-BH3-arq-c-06-0-UI /FEA=EST /CNT=12 /TID=Mm.35583.1
MOE430_2_1439553_s_ 1080.8 1087.6 P P 0.000244 0.000244 0 NC 0.5 gb:AU018817 /DB_XREF=gi:3374307 /DB_XREF=AU018817 /CLONE=J0508F02 /FEA=EST /CNT=9 /TID=Mm.197703.1 /TIER=ConsEnd /STK=7 /UG=Mm.1
MOE430_2_1439585_at 6.3 5.9 A A 0.17 0.39 0 NC 0.5 gb:BB558162 /DB_XREF=gi:9644528 /DB_XREF=BB558162 /CLONE=E330032I24 /FEA=EST /CNT=9 /TID=Mm.138393.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439599_at 13.7 15.4 A A 0.14 0.27 0 NC 0.5 gb:BB796863 /DB_XREF=gi:16966482 /DB_XREF=BB796863 /CLONE=G630001I07 /FEA=EST /CNT=8 /TID=Mm.23980.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439617_s_ 9.8 7.7 A A 0.09 0.19 0 NC 0.34 gb:AI265463 /DB_XREF=gi:3883621 /DB_XREF=uj02c10.x1 /CLONE=IMAGE:1890738 /FEA=EST /CNT=8 /TID=Mm.200842.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439633_at 2.6 2 A A 0.85 0.94 0 NC 0.39 gb:BQ175636 /DB_XREF=gi:20351128 /DB_XREF=UI-M-DJ2-bwe-a-14-0-UI.s1 /CLONE=UI-M-DJ2-bwe-a-14-0-UI /FEA=EST /CNT=14 /TID=Mm.36490
MOE430_2_1439678_at 21.8 24 P P 0.000244 0.000244 0 NC 0.5 gb:BM239869 /DB_XREF=gi:17875139 /DB_XREF=K0541G03-3 /CLONE=K0541G03 /FEA=EST /CNT=7 /TID=Mm.132664.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439717_at 0.5 0.6 A A 0.98 0.98 0 NC 0.55 gb:BB316100 /DB_XREF=gi:16403080 /DB_XREF=BB316100 /CLONE=B230362M20 /FEA=EST /CNT=7 /TID=Mm.44821.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439751_at 14.7 16.9 A A 0.27 0.09 0 NC 0.5 gb:BE134204 /DB_XREF=gi:8596704 /DB_XREF=ug17c07.x1 /CLONE=IMAGE:1531884 /FEA=EST /CNT=7 /TID=Mm.124021.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1439764_s_ 704.5 626.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB098431 /DB_XREF=gi:8743465 /DB_XREF=BB098431 /CLONE=9430063O03 /FEA=EST /CNT=7 /TID=Mm.133227.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439813_at 49.6 57.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB232083 /DB_XREF=gi:15410304 /DB_XREF=BB232083 /CLONE=A630036A06 /FEA=EST /CNT=10 /TID=Mm.215793.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439819_at 0.9 0.4 A A 0.63 0.88 0 NC 0.91 gb:BG070233 /DB_XREF=gi:12552802 /DB_XREF=H3085B04-3 /CLONE=H3085B04 /FEA=EST /CNT=9 /TID=Mm.18104.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439825_at 51.6 52 P P 0.001953 0.000732 0 NC 0.5 gb:BB705351 /DB_XREF=gi:16054186 /DB_XREF=BB705351 /CLONE=7420476J22 /FEA=EST /CNT=9 /TID=Mm.216297.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439832_at 18.8 16.7 P M 0.001953 0.05 0 NC 0.5 gb:BG143499 /DB_XREF=gi:12646823 /DB_XREF=mab57a05.x1 /CLONE=IMAGE:3974289 /FEA=EST /CNT=9 /TID=Mm.133269.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1439856_at 19.6 18.4 A A 0.5 0.43 0 NC 0.4 gb:BM199465 /DB_XREF=gi:17752309 /DB_XREF=C0459H06-3 /CLONE=C0459H06 /FEA=EST /CNT=9 /TID=Mm.213446.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439865_at 0.5 0.5 A A 0.98 0.9 0 NC 0.5 gb:BE981282 /DB_XREF=gi:10650226 /DB_XREF=UI-M-CG0p-bda-d-05-0-UI.s1 /CLONE=UI-M-CG0p-bda-d-05-0-UI /FEA=EST /CNT=8 /TID=Mm.65309
MOE430_2_1439893_at 1.6 1.2 A A 0.8 0.87 0 NC 0.79 gb:BB200586 /DB_XREF=gi:16271459 /DB_XREF=BB200586 /CLONE=A430025K10 /FEA=EST /CNT=12 /TID=Mm.122399.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439895_at 27.6 27.9 M A 0.06 0.08 0 NC 0.15 gb:BG069874 /DB_XREF=gi:12552443 /DB_XREF=H3081A10-3 /CLONE=H3081A10 /FEA=EST /CNT=10 /TID=Mm.17046.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439906_at 36.5 44.9 P P 0.000732 0.000732 0 NC 0.5 gb:BB184086 /DB_XREF=gi:16270309 /DB_XREF=BB184086 /CLONE=A330007G10 /FEA=EST /CNT=8 /TID=Mm.23555.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439909_at 111.9 115.8 P P 0.000244 0.000732 0 NC 0.5 gb:BE133660 /DB_XREF=gi:8596160 /DB_XREF=ug04c05.x1 /CLONE=IMAGE:1530632 /FEA=EST /CNT=8 /TID=Mm.171162.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1439928_at 51.7 41.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB148843 /DB_XREF=gi:16267794 /DB_XREF=BB148843 /CLONE=9930114O11 /FEA=EST /CNT=7 /TID=Mm.103022.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439962_at 87 62 P P 0.01 0.01 0 NC 0.5 gb:AA275039 /DB_XREF=gi:1915303 /DB_XREF=vb06a12.r1 /CLONE=IMAGE:748126 /FEA=EST /CNT=7 /TID=Mm.3212.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439964_at 30.2 31.7 P P 0.000244 0.000244 0 NC 0.5 gb:AA958820 /DB_XREF=gi:3125050 /DB_XREF=vw63h05.s1 /CLONE=IMAGE:1248537 /FEA=EST /CNT=7 /TID=Mm.507.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440022_at 36.9 43.9 P P 0.00415 0.02 0 NC 0.5 gb:BM209781 /DB_XREF=gi:17766381 /DB_XREF=C0653B12-3 /CLONE=C0653B12 /FEA=EST /CNT=6 /TID=Mm.214925.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440028_at 40.7 46.3 P P 0.01 0.02 0 NC 0.3 gb:BB009361 /DB_XREF=gi:16257133 /DB_XREF=BB009361 /CLONE=4732489C13 /FEA=EST /CNT=6 /TID=Mm.133226.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440031_at 4.5 1.7 A A 0.56 0.82 0 NC 0.72 gb:BI202427 /DB_XREF=gi:14668399 /DB_XREF=UI-M-CG0p-bro-e-03-0-UI.s1 /CLONE=UI-M-CG0p-bro-e-03-0-UI /FEA=EST /CNT=6 /TID=Mm.44621.
MOE430_2_1440037_at 238.9 190.5 P P 0.001221 0.000732 0 NC 0.5 gb:BB480970 /DB_XREF=gi:16440744 /DB_XREF=BB480970 /CLONE=D430001E19 /FEA=EST /CNT=6 /TID=Mm.35403.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440038_at 7.2 16.9 A M 0.12 0.05 0 NC 0.5 gb:BB519063 /DB_XREF=gi:16443306 /DB_XREF=BB519063 /CLONE=D830033F17 /FEA=EST /CNT=6 /TID=Mm.157636.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440048_at 20.4 13 A A 0.17 0.14 0 NC 0.5 gb:BB135507 /DB_XREF=gi:16266636 /DB_XREF=BB135507 /CLONE=9830126N17 /FEA=EST /CNT=6 /TID=Mm.208942.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440050_at 25 20.5 P P 0.000244 0.001953 0 NC 0.5 gb:BG067949 /DB_XREF=gi:12550518 /DB_XREF=H3060A07-3 /CLONE=H3060A07 /FEA=EST /CNT=6 /TID=Mm.25527.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440062_at 25.2 25.7 A P 0.08 0.03 0 NC 0.2 gb:BB467668 /DB_XREF=gi:16427399 /DB_XREF=BB467668 /CLONE=D230016A15 /FEA=EST /CNT=6 /TID=Mm.131606.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440067_at 5.2 4 A A 0.56 0.36 0 NC 0.05 gb:BB500619 /DB_XREF=gi:16442323 /DB_XREF=BB500619 /CLONE=D630029M06 /FEA=EST /CNT=6 /TID=Mm.169590.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440070_at 8.7 7.3 A A 0.12 0.17 0 NC 0.5 gb:BB541858 /DB_XREF=gi:16447230 /DB_XREF=BB541858 /CLONE=E130116K20 /FEA=EST /CNT=6 /TID=Mm.209919.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440090_at 16.1 24.3 P A 0.01 0.08 0 NC 0.62 gb:BB475037 /DB_XREF=gi:16439950 /DB_XREF=BB475037 /CLONE=D330011B16 /FEA=EST /CNT=6 /TID=Mm.25812.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440108_at 29.3 18.1 P P 0.000244 0.00293 0 NC 0.82 gb:BM964154 /DB_XREF=gi:19547574 /DB_XREF=UI-M-EQ0-bvu-e-19-0-UI.r1 /CLONE=IMAGE:5697018 /FEA=EST /CNT=6 /TID=Mm.101410.1 /TIER=Co
MOE430_2_1440115_at 1.8 4.1 A A 0.82 0.78 0 NC 0.29 gb:BE985910 /DB_XREF=gi:10659701 /DB_XREF=UI-M-CG0p-beq-g-04-0-UI.s1 /CLONE=UI-M-CG0p-beq-g-04-0-UI /FEA=EST /CNT=6 /TID=Mm.15167
MOE430_2_1440129_at 1 0.8 A A 0.96 0.99 0 NC 0.73 gb:BM208396 /DB_XREF=gi:17764563 /DB_XREF=C0626G09-3 /CLONE=C0626G09 /FEA=EST /CNT=6 /TID=Mm.100072.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1440148_at 2.5 0.8 A A 0.53 0.88 0 NC 0.5 gb:AI852874 /DB_XREF=gi:5496780 /DB_XREF=UI-M-BH0-ajk-f-04-0-UI.s1 /CLONE=UI-M-BH0-ajk-f-04-0-UI /FEA=EST /CNT=6 /TID=Mm.39665.1 /TIE
MOE430_2_1440160_x_ 90 114.4 P P 0.03 0.02 0 NC 0.5 gb:BB434237 /DB_XREF=gi:9273964 /DB_XREF=BB434237 /CLONE=C820005N13 /FEA=EST /CNT=6 /TID=Mm.129153.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440168_x_ 141.4 157.2 P P 0.000244 0.000732 0 NC 0.5 gb:BB252670 /DB_XREF=gi:8945416 /DB_XREF=BB252670 /CLONE=A730052N09 /FEA=EST /CNT=6 /TID=Mm.74883.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440254_at 413.2 408.3 P P 0.000244 0.000732 0 NC 0.5 gb:W65070 /DB_XREF=gi:1372720 /DB_XREF=me01c06.r1 /CLONE=IMAGE:386218 /FEA=EST /CNT=8 /TID=Mm.36805.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440259_at 23.6 23.6 P P 0.001953 0.000732 0 NC 0.5 gb:BB204036 /DB_XREF=gi:16351774 /DB_XREF=BB204036 /CLONE=A430056B02 /FEA=EST /CNT=12 /TID=Mm.32042.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440292_at 9.6 11.4 A A 0.14 0.21 0 NC 0.5 gb:BG070282 /DB_XREF=gi:12552851 /DB_XREF=H3085F07-3 /CLONE=H3085F07 /FEA=EST /CNT=7 /TID=Mm.35456.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440294_at 30.3 30.9 P P 0.000244 0.01 0 NC 0.88 gb:BG067883 /DB_XREF=gi:12550452 /DB_XREF=H3059C06-3 /CLONE=H3059C06 /FEA=EST /CNT=7 /TID=Mm.33348.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440300_at 11.9 18.4 A A 0.08 0.09 0 NC 0.41 gb:BB281100 /DB_XREF=gi:15411109 /DB_XREF=BB281100 /CLONE=A930029L12 /FEA=EST /CNT=7 /TID=Mm.30665.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440310_at 0.9 2 A A 0.85 0.85 0 NC 0.64 gb:BB451090 /DB_XREF=gi:16425518 /DB_XREF=BB451090 /CLONE=D130007L03 /FEA=EST /CNT=7 /TID=Mm.132253.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440331_at 45.3 44.6 A A 0.09 0.09 0 NC 0.5 gb:BB772662 /DB_XREF=gi:16214353 /DB_XREF=BB772662 /CLONE=G370146F02 /FEA=EST /CNT=7 /TID=Mm.210371.1 /TIER=ConsEnd /STK=5 /UG=M



MOE430_2_1440371_at 3.1 2.1 A A 0.53 0.63 0 NC 0.5 gb:BQ176223 /DB_XREF=gi:20351715 /DB_XREF=UI-M-DJ2-bwg-o-12-0-UI.s1 /CLONE=UI-M-DJ2-bwg-o-12-0-UI /FEA=EST /CNT=7 /TID=Mm.114846
MOE430_2_1440381_at 34.3 22.4 P P 0.00415 0.008057 0 NC 0.21 gb:AI553565 /DB_XREF=gi:4485928 /DB_XREF=vw41f07.x1 /CLONE=IMAGE:1246405 /FEA=EST /CNT=7 /TID=Mm.35117.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440388_at 30 33.3 P P 0.00293 0.01 0 NC 0.5 gb:AV336852 /DB_XREF=gi:15406453 /DB_XREF=AV336852 /CLONE=6332401O21 /FEA=EST /CNT=6 /TID=Mm.93738.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440402_at 76.8 77.7 P P 0.008057 0.01 0 NC 0.5 gb:BB025606 /DB_XREF=gi:16257938 /DB_XREF=BB025606 /CLONE=5330429E21 /FEA=EST /CNT=6 /TID=Mm.212688.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440412_at 2.9 1.1 A A 0.82 0.91 0 NC 0.5 gb:BB312687 /DB_XREF=gi:16402821 /DB_XREF=BB312687 /CLONE=B230337G03 /FEA=EST /CNT=6 /TID=Mm.208719.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440430_at 15 13 P P 0.001953 0.008057 0 NC 0.5 gb:BB152199 /DB_XREF=gi:16268001 /DB_XREF=BB152199 /CLONE=A130004G07 /FEA=EST /CNT=6 /TID=Mm.208764.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440490_at 0.4 0.3 A A 0.68 0.91 0 NC 0.57 gb:BB521778 /DB_XREF=gi:16443564 /DB_XREF=BB521778 /CLONE=D930003F11 /FEA=EST /CNT=7 /TID=Mm.208205.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440505_at 3.3 3.1 A A 0.69 0.85 0 NC 0.82 gb:BB187908 /DB_XREF=gi:16270593 /DB_XREF=BB187908 /CLONE=A330045H12 /FEA=EST /CNT=6 /TID=Mm.192800.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440513_at 24.6 22.9 P P 0.01 0.03 0 NC 0.5 gb:BG066764 /DB_XREF=gi:12549333 /DB_XREF=H3046F07-3 /CLONE=H3046F07 /FEA=EST /CNT=6 /TID=Mm.63507.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440529_at 0.9 2.7 A A 0.77 0.63 0 NC 0.5 gb:BE956699 /DB_XREF=gi:10601506 /DB_XREF=UI-M-BG2-bbn-c-12-0-UI.s1 /CLONE=UI-M-BG2-bbn-c-12-0-UI /FEA=EST /CNT=6 /TID=Mm.65351.1
MOE430_2_1440556_at 0.5 0.7 A A 0.96 0.93 0 NC 0.5 gb:AW553186 /DB_XREF=gi:7198609 /DB_XREF=L0223C05-3 /CLONE=L0223C05 /FEA=EST /CNT=5 /TID=Mm.102959.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440567_at 6.7 6.4 A A 0.46 0.6 0 NC 0.71 gb:BB198535 /DB_XREF=gi:16271179 /DB_XREF=BB198535 /CLONE=A430003H05 /FEA=EST /CNT=5 /TID=Mm.120814.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440586_at 14 12.5 P A 0.03 0.11 0 NC 0.94 gb:BB326079 /DB_XREF=gi:16403619 /DB_XREF=BB326079 /CLONE=B430203I24 /FEA=EST /CNT=5 /TID=Mm.52271.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440605_at 13.2 11.3 A A 0.27 0.39 0 NC 0.5 gb:BB279997 /DB_XREF=gi:16401211 /DB_XREF=BB279997 /CLONE=A930022G03 /FEA=EST /CNT=5 /TID=Mm.134230.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440654_at 5.2 4.3 A A 0.43 0.66 0 NC 0.69 gb:BM246209 /DB_XREF=gi:17881479 /DB_XREF=K0735A01-3 /CLONE=K0735A01 /FEA=EST /CNT=5 /TID=Mm.217331.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440679_at 6.4 7.2 A A 0.3 0.43 0 NC 0.5 gb:BB479441 /DB_XREF=gi:16440554 /DB_XREF=BB479441 /CLONE=D330038H17 /FEA=EST /CNT=5 /TID=Mm.132604.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440717_at 24.8 23.4 P P 0.001221 0.000244 0 NC 0.5 gb:BG063170 /DB_XREF=gi:12545733 /DB_XREF=H3003H05-3 /CLONE=H3003H05 /FEA=EST /CNT=5 /TID=Mm.171797.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440718_at 4.5 6.8 A A 0.33 0.33 0 NC 0.5 gb:BB135497 /DB_XREF=gi:16266635 /DB_XREF=BB135497 /CLONE=9830126M18 /FEA=EST /CNT=5 /TID=Mm.135879.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440720_s_ 150.8 176.7 P P 0.008057 0.01 0 NC 0.5 gb:AV251087 /DB_XREF=gi:16387590 /DB_XREF=AV251087 /CLONE=4833429F02 /FEA=EST /CNT=5 /TID=Mm.83939.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440734_at 26 25.7 P P 0.01 0.00293 0 NC 0.5 gb:BM200220 /DB_XREF=gi:17753413 /DB_XREF=C0207D08-3 /CLONE=C0207D08 /FEA=EST /CNT=5 /TID=Mm.170755.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440752_at 3.7 2.2 A A 0.43 0.63 0 NC 0.78 gb:BB796873 /DB_XREF=gi:16966492 /DB_XREF=BB796873 /CLONE=G630001J19 /FEA=EST /CNT=5 /TID=Mm.213331.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440753_at 1.4 1.3 A A 0.88 0.96 0 NC 0.34 gb:BE957352 /DB_XREF=gi:10602814 /DB_XREF=UI-M-BG2-bcf-c-04-0-UI.s1 /CLONE=UI-M-BG2-bcf-c-04-0-UI /FEA=EST /CNT=5 /TID=Mm.54160.1 
MOE430_2_1440768_x_ 0.4 0.6 A A 0.95 0.78 0 NC 0.48 gb:AV209873 /DB_XREF=gi:6150542 /DB_XREF=AV209873 /CLONE=1700121N02 /FEA=EST /CNT=5 /TID=Mm.60877.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440797_at 22.7 19.4 A A 0.27 0.33 0 NC 0.5 gb:BB023120 /DB_XREF=gi:8195812 /DB_XREF=BB023120 /CLONE=5330414C17 /FEA=EST /CNT=5 /TID=Mm.116845.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440814_x_ 27.7 24 P P 0.01 0.04 0 NC 0.5 gb:BB267880 /DB_XREF=gi:8964348 /DB_XREF=BB267880 /CLONE=A830032G11 /FEA=EST /CNT=5 /TID=Mm.121749.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440867_at 17.1 25.7 P M 0.01 0.05 0 NC 0.5 gb:BB703945 /DB_XREF=gi:16052780 /DB_XREF=BB703945 /CLONE=7420458E21 /FEA=EST /CNT=10 /TID=Mm.208557.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440883_at 25.6 26 P P 0.01 0.008057 0 NC 0.33 gb:BM125576 /DB_XREF=gi:17120128 /DB_XREF=id75h12.x1 /CLONE=IMAGE:5669231 /FEA=EST /CNT=12 /TID=Mm.86484.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1440914_s_ 10.7 9.1 P A 0.001221 0.07 0 NC 0.5 gb:BG071681 /DB_XREF=gi:12554250 /DB_XREF=H3102A03-3 /CLONE=H3102A03 /FEA=EST /CNT=11 /TID=Mm.202171.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440958_at 33.3 44.2 A A 0.19 0.12 0 NC 0.5 gb:BF462492 /DB_XREF=gi:11531675 /DB_XREF=UI-M-CG0p-bnb-b-09-0-UI.s1 /CLONE=UI-M-CG0p-bnb-b-09-0-UI /FEA=EST /CNT=14 /TID=Mm.293
MOE430_2_1440966_at 33.5 35.1 P P 0.000244 0.001953 0 NC 0.5 gb:BB248730 /DB_XREF=gi:15410618 /DB_XREF=BB248730 /CLONE=A730027L19 /FEA=EST /CNT=10 /TID=Mm.172435.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440972_at 59.5 52 P P 0.000244 0.000244 0 NC 0.5 gb:AI413236 /DB_XREF=gi:4256740 /DB_XREF=mc32h09.x1 /CLONE=IMAGE:350273 /FEA=EST /CNT=9 /TID=Mm.100286.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440995_at 1.5 1 A A 0.69 0.8 0 NC 0.59 gb:BE946005 /DB_XREF=gi:10523764 /DB_XREF=UI-M-BH3-awv-h-01-0-UI.s1 /CLONE=UI-M-BH3-awv-h-01-0-UI /FEA=EST /CNT=7 /TID=Mm.154402
MOE430_2_1441040_at 0.8 1.1 A A 0.91 0.93 0 NC 0.49 gb:BG229265 /DB_XREF=gi:12716695 /DB_XREF=ux68a04.x1 /CLONE=IMAGE:3515406 /FEA=EST /CNT=6 /TID=Mm.171445.2 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441081_a_ 3134.8 2703.1 P P 0.000244 0.000244 0 NC 0.5 gb:BE133150 /DB_XREF=gi:8595650 /DB_XREF=uf95e03.x1 /CLONE=IMAGE:1529884 /FEA=EST /CNT=6 /TID=Mm.28895.3 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441083_at 17.1 15.5 P P 0.00415 0.01 0 NC 0.5 gb:BB799287 /DB_XREF=gi:16968910 /DB_XREF=BB799287 /CLONE=G630022J18 /FEA=EST /CNT=6 /TID=Mm.40459.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441088_at 6.1 13.3 A A 0.5 0.53 0 NC 0.5 gb:BB202216 /DB_XREF=gi:15409755 /DB_XREF=BB202216 /CLONE=A430045D02 /FEA=EST /CNT=14 /TID=Mm.131153.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441104_at 5.5 6.1 A A 0.36 0.5 0 NC 0.82 gb:BG071711 /DB_XREF=gi:12554280 /DB_XREF=H3102C10-3 /CLONE=H3102C10 /FEA=EST /CNT=7 /TID=Mm.31603.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441105_at 9.4 10.2 P A 0.03 0.17 0 NC 0.44 gb:BE980314 /DB_XREF=gi:10648130 /DB_XREF=UI-M-BG2-bch-c-06-0-UI.s1 /CLONE=UI-M-BG2-bch-c-06-0-UI /FEA=EST /CNT=7 /TID=Mm.76700.1
MOE430_2_1441112_at 17.8 45.9 P P 0.001221 0.001953 0 NC 0.27 gb:BB394889 /DB_XREF=gi:9117883 /DB_XREF=BB394889 /CLONE=C230089L15 /FEA=EST /CNT=7 /TID=Mm.133756.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441145_at 18.5 12.6 P P 0.00293 0.04 0 NC 0.76 gb:BB448266 /DB_XREF=gi:16425257 /DB_XREF=BB448266 /CLONE=D030065N23 /FEA=EST /CNT=5 /TID=Mm.173646.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441146_at 1.2 1.2 A A 0.91 0.93 0 NC 0.59 gb:C76358 /DB_XREF=gi:2516688 /DB_XREF=C76358 /CLONE=J0009C09 /FEA=EST /CNT=5 /TID=Mm.5457.1 /TIER=ConsEnd /STK=4 /UG=Mm.5457 /L
MOE430_2_1441162_at 10.5 12.1 A P 0.08 0.008057 0 NC 0.5 gb:BM249258 /DB_XREF=gi:17884528 /DB_XREF=K0830F05-3 /CLONE=K0830F05 /FEA=EST /CNT=5 /TID=Mm.209665.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441183_at 22.5 27.1 P P 0.005859 0.04 0 NC 0.5 gb:BG070100 /DB_XREF=gi:12552669 /DB_XREF=H3083F07-3 /CLONE=H3083F07 /FEA=EST /CNT=5 /TID=Mm.35023.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441208_at 44.4 38.1 P P 0.001221 0.005859 0 NC 0.5 gb:AW546142 /DB_XREF=gi:7191549 /DB_XREF=L0004C01-3 /CLONE=L0004C01 /FEA=EST /CNT=5 /TID=Mm.102804.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441228_at 13.4 12.9 M A 0.05 0.09 0 NC 0.36 gb:BM123813 /DB_XREF=gi:17107581 /DB_XREF=L0531A03-3 /CLONE=L0531A03 /FEA=EST /CNT=5 /TID=Mm.185313.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441253_at 30.8 25.9 P P 0.00415 0.001953 0 NC 0.31 gb:BB474427 /DB_XREF=gi:16439858 /DB_XREF=BB474427 /CLONE=D330006I11 /FEA=EST /CNT=5 /TID=Mm.169093.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441265_at 27.8 20.1 A A 0.6 0.3 0 NC 0.05 gb:BM199958 /DB_XREF=gi:17753040 /DB_XREF=C0203E01-3 /CLONE=C0203E01 /FEA=EST /CNT=5 /TID=Mm.218436.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441270_at 2.4 2.3 A A 0.46 0.69 0 NC 0.5 gb:BB158489 /DB_XREF=gi:8814419 /DB_XREF=BB158489 /CLONE=A130040L22 /FEA=EST /CNT=5 /TID=Mm.120755.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441274_at 22.2 16.7 P P 0.02 0.01 0 NC 0.35 gb:BB283974 /DB_XREF=gi:8984423 /DB_XREF=BB283974 /CLONE=A930103P13 /FEA=EST /CNT=5 /TID=Mm.166058.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441308_at 1.3 2.5 A A 0.9 0.95 0 NC 0.58 gb:AW488144 /DB_XREF=gi:7058414 /DB_XREF=UI-M-BH3-ars-b-09-0-UI.s1 /CLONE=UI-M-BH3-ars-b-09-0-UI /FEA=EST /CNT=5 /TID=Mm.39145.1 /
MOE430_2_1441328_at 21.7 18.5 P P 0.000732 0.02 0 NC 0.19 gb:BB222968 /DB_XREF=gi:16353755 /DB_XREF=BB222968 /CLONE=A530080E04 /FEA=EST /CNT=7 /TID=Mm.123479.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441335_at 10.4 10 A A 0.12 0.19 0 NC 0.12 gb:BB014079 /DB_XREF=gi:16257357 /DB_XREF=BB014079 /CLONE=4930474N05 /FEA=EST /CNT=6 /TID=Mm.212464.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441348_at 60.4 48.7 P P 0.01 0.01 0 NC 0.55 gb:BB667885 /DB_XREF=gi:16399334 /DB_XREF=BB667885 /CLONE=C730049G15 /FEA=EST /CNT=5 /TID=Mm.211718.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441352_at 10.6 10.3 A A 0.09 0.12 0 NC 0.5 gb:BB667558 /DB_XREF=gi:16399007 /DB_XREF=BB667558 /CLONE=C730025G06 /FEA=EST /CNT=5 /TID=Mm.211654.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441358_at 82.3 89.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB027682 /DB_XREF=gi:15403510 /DB_XREF=BB027682 /CLONE=5330438J06 /FEA=EST /CNT=5 /TID=Mm.183574.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441373_at 1.2 0.5 A A 0.6 0.88 0 NC 0.68 gb:BB026958 /DB_XREF=gi:16258000 /DB_XREF=BB026958 /CLONE=5330435L21 /FEA=EST /CNT=5 /TID=Mm.208842.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441397_at 17.3 17.7 P A 0.000732 0.12 0 NC 0.72 gb:BG063922 /DB_XREF=gi:12546485 /DB_XREF=H3013D06-3 /CLONE=H3013D06 /FEA=EST /CNT=4 /TID=Mm.103348.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441431_at 11.3 10.5 A M 0.06 0.05 0 NC 0.76 gb:BB245313 /DB_XREF=gi:16355389 /DB_XREF=BB245313 /CLONE=A730008I18 /FEA=EST /CNT=4 /TID=Mm.101452.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441434_at 8.3 12.2 A A 0.39 0.24 0 NC 0.59 gb:BB078651 /DB_XREF=gi:16260478 /DB_XREF=BB078651 /CLONE=9330154I19 /FEA=EST /CNT=4 /TID=Mm.40811.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441460_at 30.7 28.4 P P 0.001953 0.03 0 NC 0.5 gb:BB435465 /DB_XREF=gi:16424371 /DB_XREF=BB435465 /CLONE=C820013P10 /FEA=EST /CNT=4 /TID=Mm.153192.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441467_at 20.9 17.1 M A 0.05 0.06 0 NC 0.44 gb:BB307636 /DB_XREF=gi:16402315 /DB_XREF=BB307636 /CLONE=B230215J12 /FEA=EST /CNT=4 /TID=Mm.208207.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441497_at 29 24.7 P P 0.00415 0.04 0 NC 0.5 gb:AV364133 /DB_XREF=gi:16397604 /DB_XREF=AV364133 /CLONE=8030440K20 /FEA=EST /CNT=4 /TID=Mm.94073.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441524_at 4.3 3.5 A A 0.63 0.63 0 NC 0.16 gb:BM240218 /DB_XREF=gi:17875488 /DB_XREF=K0548F04-3 /CLONE=K0548F04 /FEA=EST /CNT=4 /TID=Mm.155853.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441534_at 10.5 14.2 A A 0.21 0.24 0 NC 0.39 gb:BG067565 /DB_XREF=gi:12550134 /DB_XREF=H3055G08-3 /CLONE=H3055G08 /FEA=EST /CNT=4 /TID=Mm.42292.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441612_at 13.4 14.2 A A 0.11 0.06 0 NC 0.5 gb:BB071242 /DB_XREF=gi:16260106 /DB_XREF=BB071242 /CLONE=8030496B02 /FEA=EST /CNT=4 /TID=Mm.215340.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441635_at 41.2 59.7 P P 0.04 0.02 0 NC 0.5 gb:BM202709 /DB_XREF=gi:17757012 /DB_XREF=C0243E08-3 /CLONE=C0243E08 /FEA=EST /CNT=4 /TID=Mm.214969.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441645_s_ 1209.7 1132.1 P P 0.000244 0.000244 0 NC 0.5 gb:C78347 /DB_XREF=gi:2518677 /DB_XREF=C78347 /CLONE=J0047B11 /FEA=EST /CNT=4 /TID=Mm.220228.1 /TIER=ConsEnd /STK=4 /UG=Mm.22022
MOE430_2_1441656_at 15.4 12.2 P P 0.02 0.03 0 NC 0.42 gb:BM239301 /DB_XREF=gi:17874571 /DB_XREF=K0532C06-3 /CLONE=K0532C06 /FEA=EST /CNT=4 /TID=Mm.215807.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441660_at 29 31.2 P P 0.01 0.008057 0 NC 0.5 gb:AV351863 /DB_XREF=gi:16397197 /DB_XREF=AV351863 /CLONE=6820402C04 /FEA=EST /CNT=4 /TID=Mm.74485.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441670_at 0.5 3.5 A A 0.82 0.46 0 NC 0.14 gb:BB361748 /DB_XREF=gi:16405968 /DB_XREF=BB361748 /CLONE=C130006F20 /FEA=EST /CNT=4 /TID=Mm.126608.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441721_at 2.2 1.8 A A 0.82 0.94 0 NC 0.9 gb:AW121215 /DB_XREF=gi:6096548 /DB_XREF=UI-M-BH2.3-aok-d-08-0-UI.s1 /CLONE=UI-M-BH2.3-aok-d-08-0-UI /FEA=EST /CNT=4 /TID=Mm.15283
MOE430_2_1441722_at 124 117.8 P P 0.001221 0.000732 0 NC 0.5 gb:AI790499 /DB_XREF=gi:5338215 /DB_XREF=ul01h08.x1 /CLONE=IMAGE:2064831 /FEA=EST /CNT=4 /TID=Mm.214552.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441732_at 11.6 10.7 A A 0.3 0.27 0 NC 0.28 gb:AU042873 /DB_XREF=gi:3957108 /DB_XREF=AU042873 /CLONE=J1033C01 /FEA=EST /CNT=4 /TID=Mm.32778.1 /TIER=ConsEnd /STK=4 /UG=Mm.32
MOE430_2_1441736_at 2.7 4.7 A A 0.46 0.21 0 NC 0.5 gb:BB541505 /DB_XREF=gi:16447209 /DB_XREF=BB541505 /CLONE=E130114J20 /FEA=EST /CNT=4 /TID=Mm.208784.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441738_at 11.7 10.3 P P 0.03 0.008057 0 NC 0.35 gb:BE824623 /DB_XREF=gi:10256857 /DB_XREF=C0502C08-3 /CLONE=C0502C08 /FEA=EST /CNT=4 /TID=Mm.216191.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441753_at 12.5 15.4 P P 0.02 0.01 0 NC 0.21 gb:BG092467 /DB_XREF=gi:12575030 /DB_XREF=mac11e06.x1 /CLONE=IMAGE:3999466 /FEA=EST /CNT=4 /TID=Mm.45360.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441759_at 0.7 0.7 A A 0.93 0.97 0 NC 0.95 gb:BB744914 /DB_XREF=gi:16147853 /DB_XREF=BB744914 /CLONE=F530005K05 /FEA=EST /CNT=4 /TID=Mm.211606.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441790_at 2.1 2.4 A A 0.75 0.72 0 NC 0.37 gb:AW489900 /DB_XREF=gi:7060170 /DB_XREF=UI-M-BH3-aso-g-03-0-UI.s1 /CLONE=UI-M-BH3-aso-g-03-0-UI /FEA=EST /CNT=4 /TID=Mm.101345.1
MOE430_2_1441813_at 12.8 7.8 A P 0.12 0.008057 0 NC 0.42 gb:AW490963 /DB_XREF=gi:7061237 /DB_XREF=UI-M-BH3-asr-b-01-0-UI.s1 /CLONE=UI-M-BH3-asr-b-01-0-UI /FEA=EST /CNT=4 /TID=Mm.101866.1 
MOE430_2_1441856_x_ 111.4 86.7 P P 0.00293 0.03 0 NC 0.5 gb:AV259286 /DB_XREF=gi:6246745 /DB_XREF=AV259286 /CLONE=4930404D22 /FEA=EST /CNT=4 /TID=Mm.71514.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441857_x_ 2.7 4 A A 0.3 0.21 0 NC 0.5 gb:BB435174 /DB_XREF=gi:9274901 /DB_XREF=BB435174 /CLONE=C820012F07 /FEA=EST /CNT=4 /TID=Mm.112053.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441866_s_ 487.1 546.3 P P 0.000244 0.000244 0 NC 0.5 gb:BB526117 /DB_XREF=gi:9577575 /DB_XREF=BB526117 /CLONE=D930031G20 /FEA=EST /CNT=4 /TID=Mm.134578.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441894_s_ 565.9 552.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB071890 /DB_XREF=gi:8581888 /DB_XREF=BB071890 /CLONE=8030499N14 /FEA=EST /CNT=4 /TID=Mm.133295.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441942_x_ 35.8 37.8 P P 0.00293 0.001953 0 NC 0.5 gb:AV331209 /DB_XREF=gi:6371261 /DB_XREF=AV331209 /CLONE=6330521D15 /FEA=EST /CNT=4 /TID=Mm.90279.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441987_at 53.9 57.1 P P 0.001221 0.000244 0 NC 0.5 gb:BB086698 /DB_XREF=gi:16260901 /DB_XREF=BB086698 /CLONE=9430004D19 /FEA=EST /CNT=21 /TID=Mm.71886.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1441994_at 203.6 184.2 P P 0.000732 0.000732 0 NC 0.5 gb:BB131219 /DB_XREF=gi:16266354 /DB_XREF=BB131219 /CLONE=9630050H08 /FEA=EST /CNT=10 /TID=Mm.119948.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442009_at 2.6 1.3 A A 0.69 0.9 0 NC 0.5 gb:BB357250 /DB_XREF=gi:16405782 /DB_XREF=BB357250 /CLONE=C030019K09 /FEA=EST /CNT=11 /TID=Mm.132139.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442031_at 25.3 17.1 P M 0.01 0.05 0 NC 0.7 gb:AV259428 /DB_XREF=gi:16388617 /DB_XREF=AV259428 /CLONE=4930404L20 /FEA=EST /CNT=9 /TID=Mm.27025.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442098_at 86.5 94.4 P P 0.005859 0.00293 0 NC 0.5 gb:BG068260 /DB_XREF=gi:12550829 /DB_XREF=H3063E03-3 /CLONE=H3063E03 /FEA=EST /CNT=6 /TID=Mm.11846.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442100_at 13.3 9.3 P A 0.001953 0.09 0 NC 0.5 gb:BB619843 /DB_XREF=gi:15396925 /DB_XREF=BB619843 /CLONE=5830435P03 /FEA=EST /CNT=6 /TID=Mm.194222.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442109_at 29.8 25.2 P P 0.001221 0.000244 0 NC 0.46 gb:BE989344 /DB_XREF=gi:10666631 /DB_XREF=UI-M-BZ1-bfr-o-05-0-UI.s1 /CLONE=UI-M-BZ1-bfr-o-05-0-UI /FEA=EST /CNT=6 /TID=Mm.88123.1 /
MOE430_2_1442117_at 0.6 0.6 A A 0.6 0.66 0 NC 0.5 gb:BF470880 /DB_XREF=gi:11540063 /DB_XREF=UI-M-BH3-avp-g-11-0-UI.r1 /CLONE=UI-M-BH3-avp-g-11-0-UI /FEA=EST /CNT=6 /TID=Mm.151218.1
MOE430_2_1442121_at 0.8 0.4 A A 0.63 0.86 0 NC 0.53 gb:BB234224 /DB_XREF=gi:8914079 /DB_XREF=BB234224 /CLONE=A630048D05 /FEA=EST /CNT=6 /TID=Mm.208400.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442149_at 4.9 2.9 A A 0.75 0.82 0 NC 0.36 gb:BB352105 /DB_XREF=gi:16405436 /DB_XREF=BB352105 /CLONE=B930087K01 /FEA=EST /CNT=8 /TID=Mm.208753.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442156_at 41.6 36.6 P P 0.005859 0.03 0 NC 0.5 gb:BB664243 /DB_XREF=gi:16497997 /DB_XREF=BB664243 /CLONE=E030030I06 /FEA=EST /CNT=8 /TID=Mm.177746.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442162_at 6.6 8.4 A A 0.56 0.36 0 NC 0.36 gb:BG069478 /DB_XREF=gi:12551970 /DB_XREF=H3076A02-3 /CLONE=H3076A02 /FEA=EST /CNT=7 /TID=Mm.26221.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442166_at 29.5 27.7 P P 0.03 0.04 0 NC 0.5 gb:BB273427 /DB_XREF=gi:15410881 /DB_XREF=BB273427 /CLONE=A830083G22 /FEA=EST /CNT=7 /TID=Mm.39905.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442185_at 27.4 25.8 P P 0.04 0.01 0 NC 0.5 gb:AV382148 /DB_XREF=gi:16398375 /DB_XREF=AV382148 /CLONE=9330103O16 /FEA=EST /CNT=6 /TID=Mm.211199.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442192_at 18.3 16.7 P P 0.01 0.000244 0 NC 0.3 gb:BB765845 /DB_XREF=gi:16196785 /DB_XREF=BB765845 /CLONE=G370057A01 /FEA=EST /CNT=6 /TID=Mm.212619.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442228_at 15.2 12.7 A A 0.24 0.23 0 NC 0.59 gb:AI551284 /DB_XREF=gi:4483647 /DB_XREF=vo72a02.x1 /CLONE=IMAGE:1064618 /FEA=EST /CNT=5 /TID=Mm.40528.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442251_at 10.3 7.1 P A 0.02 0.21 0 NC 0.53 gb:BM246021 /DB_XREF=gi:17881291 /DB_XREF=K0732E04-3 /CLONE=K0732E04 /FEA=EST /CNT=5 /TID=Mm.214948.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442255_at 9.6 7.1 A A 0.12 0.09 0 NC 0.08 gb:BB276433 /DB_XREF=gi:16400889 /DB_XREF=BB276433 /CLONE=A830097I22 /FEA=EST /CNT=5 /TID=Mm.132067.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442270_at 19.9 13 P A 0.02 0.11 0 NC 0.62 gb:BB053254 /DB_XREF=gi:15404094 /DB_XREF=BB053254 /CLONE=6720461E04 /FEA=EST /CNT=5 /TID=Mm.114363.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442277_at 9 9.9 A A 0.39 0.33 0 NC 0.49 gb:BB546429 /DB_XREF=gi:16447463 /DB_XREF=BB546429 /CLONE=E130310A05 /FEA=EST /CNT=5 /TID=Mm.100007.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442329_at 12.3 7.3 P A 0.01 0.09 0 NC 0.5 gb:AI505834 /DB_XREF=gi:4403685 /DB_XREF=vk61a10.x1 /CLONE=IMAGE:959130 /FEA=EST /CNT=5 /TID=Mm.157418.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442365_at 17.2 24.3 P P 0.00293 0.001953 0 NC 0.5 gb:BI076620 /DB_XREF=gi:14515277 /DB_XREF=L0033E03-3 /CLONE=L0033E03 /FEA=EST /CNT=6 /TID=Mm.127896.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442370_at 4.7 8 A A 0.21 0.71 0 NC 0.48 gb:BB267006 /DB_XREF=gi:16400397 /DB_XREF=BB267006 /CLONE=A830028E23 /FEA=EST /CNT=6 /TID=Mm.215021.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442385_at 7.2 9.6 A A 0.24 0.23 0 NC 0.48 gb:BE979553 /DB_XREF=gi:10646562 /DB_XREF=UI-M-BG2-bby-d-04-0-UI.s1 /CLONE=UI-M-BG2-bby-d-04-0-UI /FEA=EST /CNT=5 /TID=Mm.151093.
MOE430_2_1442396_at 9.5 7 A A 0.19 0.21 0 NC 0.5 gb:BB503768 /DB_XREF=gi:16442651 /DB_XREF=BB503768 /CLONE=D630045A14 /FEA=EST /CNT=5 /TID=Mm.65320.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442414_at 6.4 5.5 A A 0.14 0.17 0 NC 0.5 gb:AV232731 /DB_XREF=gi:16385987 /DB_XREF=AV232731 /CLONE=4632417C13 /FEA=EST /CNT=5 /TID=Mm.189147.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442422_at 19.8 18.6 P A 0.001953 0.08 0 NC 0.5 gb:BB371965 /DB_XREF=gi:16407029 /DB_XREF=BB371965 /CLONE=C130062C24 /FEA=EST /CNT=5 /TID=Mm.38098.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442426_at 23.6 26.2 M P 0.05 0.008057 0 NC 0.5 gb:BB667535 /DB_XREF=gi:16398984 /DB_XREF=BB667535 /CLONE=C730023K03 /FEA=EST /CNT=5 /TID=Mm.211653.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442438_at 1.2 1.1 A A 0.93 0.93 0 NC 0.66 gb:BB230861 /DB_XREF=gi:16354411 /DB_XREF=BB230861 /CLONE=A630029J22 /FEA=EST /CNT=5 /TID=Mm.165054.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442457_at 2.2 1.1 A A 0.66 0.88 0 NC 0.5 gb:BG068662 /DB_XREF=gi:12551231 /DB_XREF=H3068A04-3 /CLONE=H3068A04 /FEA=EST /CNT=4 /TID=Mm.173712.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442466_a_ 10.8 10.4 A A 0.14 0.12 0 NC 0.5 gb:BG071019 /DB_XREF=gi:12553588 /DB_XREF=H3093G11-3 /CLONE=H3093G11 /FEA=EST /CNT=4 /TID=Mm.86367.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442494_at 35.1 30 P P 0.00293 0.001953 0 NC 0.5 gb:BG066459 /DB_XREF=gi:12549028 /DB_XREF=H3043C05-3 /CLONE=H3043C05 /FEA=EST /CNT=4 /TID=Mm.25019.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442503_at 6.8 9.1 A A 0.17 0.19 0 NC 0.53 gb:BE979996 /DB_XREF=gi:10647513 /DB_XREF=UI-M-BG2-bcp-h-10-0-UI.s1 /CLONE=UI-M-BG2-bcp-h-10-0-UI /FEA=EST /CNT=4 /TID=Mm.151130
MOE430_2_1442529_at 6.3 8.4 A P 0.08 0.008057 0 NC 0.24 gb:BG066785 /DB_XREF=gi:12549354 /DB_XREF=H3046H08-3 /CLONE=H3046H08 /FEA=EST /CNT=4 /TID=Mm.13325.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442532_at 22.8 18.4 A A 0.19 0.24 0 NC 0.5 gb:AW552788 /DB_XREF=gi:7198211 /DB_XREF=L0217E10-3 /CLONE=L0217E10 /FEA=EST /CNT=4 /TID=Mm.103012.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442543_at 39.6 33.6 P P 0.01 0.03 0 NC 0.7 gb:BG072603 /DB_XREF=gi:12555172 /DB_XREF=H3112G07-3 /CLONE=H3112G07 /FEA=EST /CNT=4 /TID=Mm.182594.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442600_at 17.1 21.2 P P 0.000732 0.008057 0 NC 0.41 gb:BB456595 /DB_XREF=gi:16426070 /DB_XREF=BB456595 /CLONE=D130047J24 /FEA=EST /CNT=4 /TID=Mm.132670.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442607_a_ 2.3 2.2 A A 0.94 0.93 0 NC 0.5 gb:AW049407 /DB_XREF=gi:5909936 /DB_XREF=UI-M-BH1-ane-f-11-0-UI.s1 /CLONE=UI-M-BH1-ane-f-11-0-UI /FEA=EST /CNT=4 /TID=Mm.44471.1 /
MOE430_2_1442619_at 1.8 2.6 A A 0.8 0.82 0 NC 0.75 gb:AW491441 /DB_XREF=gi:7061722 /DB_XREF=UI-M-BH3-asa-d-06-0-UI.s1 /CLONE=UI-M-BH3-asa-d-06-0-UI /FEA=EST /CNT=4 /TID=Mm.151807.1
MOE430_2_1442666_at 1.6 1.5 A A 0.78 0.74 0 NC 0.5 gb:BG078933 /DB_XREF=gi:12561501 /DB_XREF=H3033G06-5 /CLONE=H3033G06 /FEA=EST /CNT=4 /TID=Mm.155598.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442698_at 0.4 0.7 A A 0.93 0.96 0 NC 0.5 gb:BB252728 /DB_XREF=gi:16355949 /DB_XREF=BB252728 /CLONE=A730053D01 /FEA=EST /CNT=4 /TID=Mm.208378.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442716_at 6.4 6.2 A A 0.5 0.43 0 NC 0.42 gb:BI076487 /DB_XREF=gi:14515144 /DB_XREF=G0111F02-3 /CLONE=G0111F02 /FEA=EST /CNT=4 /TID=Mm.171829.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442719_at 3.9 11.6 A A 0.5 0.36 0 NC 0.25 gb:BB426594 /DB_XREF=gi:16423702 /DB_XREF=BB426594 /CLONE=C630002L24 /FEA=EST /CNT=4 /TID=Mm.128836.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442745_x_ 57.2 83.1 P P 0.000244 0.000244 0 NC 0.5 gb:C79248 /DB_XREF=gi:2519578 /DB_XREF=C79248 /CLONE=J0063C04 /FEA=EST /CNT=4 /TID=Mm.153895.1 /TIER=ConsEnd /STK=3 /UG=Mm.15389
MOE430_2_1442751_at 21.8 18.9 A A 0.06 0.27 0 NC 0.9 gb:AI587721 /DB_XREF=gi:4596768 /DB_XREF=vt18g04.y1 /CLONE=IMAGE:1163478 /FEA=EST /CNT=4 /TID=Mm.220881.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442755_at 9 5.8 A A 0.12 0.14 0 NC 0.42 gb:AW125430 /DB_XREF=gi:6100960 /DB_XREF=UI-M-BH2.3-aqh-f-12-0-UI.s1 /CLONE=UI-M-BH2.3-aqh-f-12-0-UI /FEA=EST /CNT=4 /TID=Mm.15110
MOE430_2_1442757_at 41.7 51.7 P P 0.00293 0.000244 0 NC 0.5 gb:AI552548 /DB_XREF=gi:4484911 /DB_XREF=vx24c03.x1 /CLONE=IMAGE:1265380 /FEA=EST /CNT=4 /TID=Mm.35297.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442800_x_ 0.3 0.8 A A 0.66 0.85 0 NC 0.59 gb:AV354929 /DB_XREF=gi:6395986 /DB_XREF=AV354929 /CLONE=7330404E04 /FEA=EST /CNT=4 /TID=Mm.68926.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442824_at 13 5.7 P A 0.008057 0.19 0 NC 0.41 gb:BB071501 /DB_XREF=gi:16260114 /DB_XREF=BB071501 /CLONE=8030497I03 /FEA=EST /CNT=5 /TID=Mm.155652.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442828_at 27.8 21.9 A A 0.19 0.17 0 NC 0.5 gb:BB200491 /DB_XREF=gi:16271437 /DB_XREF=BB200491 /CLONE=A430024O06 /FEA=EST /CNT=5 /TID=Mm.209962.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442865_at 9.4 9.3 M A 0.05 0.09 0 NC 0.5 gb:BB361845 /DB_XREF=gi:16405974 /DB_XREF=BB361845 /CLONE=C130007D14 /FEA=EST /CNT=4 /TID=Mm.126612.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442867_at 4.9 4.3 A A 0.3 0.39 0 NC 0.42 gb:BQ174216 /DB_XREF=gi:20349707 /DB_XREF=UI-M-DJ2-bvw-m-07-0-UI.s1 /CLONE=UI-M-DJ2-bvw-m-07-0-UI /FEA=EST /CNT=4 /TID=Mm.19435
MOE430_2_1442888_at 1 1.5 A A 0.96 0.87 0 NC 0.33 gb:BM246396 /DB_XREF=gi:17881666 /DB_XREF=K0737F06-3 /CLONE=K0737F06 /FEA=EST /CNT=4 /TID=Mm.90218.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442889_at 1.6 0.8 A A 0.8 0.9 0 NC 0.5 gb:AW123395 /DB_XREF=gi:6098925 /DB_XREF=UI-M-BH2.1-apf-h-11-0-UI.s1 /CLONE=UI-M-BH2.1-apf-h-11-0-UI /FEA=EST /CNT=4 /TID=Mm.59174
MOE430_2_1442905_at 54.7 51.4 P P 0.000732 0.01 0 NC 0.5 gb:BB066458 /DB_XREF=gi:16259929 /DB_XREF=BB066458 /CLONE=8030451L22 /FEA=EST /CNT=4 /TID=Mm.116121.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442914_at 9.4 11 P A 0.04 0.14 0 NC 0.27 gb:AV293250 /DB_XREF=gi:16392512 /DB_XREF=AV293250 /CLONE=5430434K09 /FEA=EST /CNT=4 /TID=Mm.189819.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442992_at 25 23.3 P A 0.04 0.19 0 NC 0.89 gb:BB361398 /DB_XREF=gi:16405944 /DB_XREF=BB361398 /CLONE=C130004C03 /FEA=EST /CNT=3 /TID=Mm.215833.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442998_at 8.6 10.6 P M 0.01 0.05 0 NC 0.46 gb:AW555785 /DB_XREF=gi:7201208 /DB_XREF=L0259E04-3 /CLONE=L0259E04 /FEA=EST /CNT=3 /TID=Mm.218687.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443068_at 31 23.2 P P 0.01 0.001953 0 NC 0.34 gb:BB464028 /DB_XREF=gi:16426961 /DB_XREF=BB464028 /CLONE=D130084N16 /FEA=EST /CNT=3 /TID=Mm.209326.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443075_at 1.9 0.4 A A 0.75 0.98 0 NC 0.82 gb:AW556334 /DB_XREF=gi:7201763 /DB_XREF=L0266H07-3 /CLONE=L0266H07 /FEA=EST /CNT=3 /TID=Mm.218689.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443106_at 0.9 1.1 A A 0.6 0.87 0 NC 0.58 gb:AV262313 /DB_XREF=gi:16389039 /DB_XREF=AV262313 /CLONE=4930429G16 /FEA=EST /CNT=3 /TID=Mm.103143.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443110_at 0.4 0.8 A A 0.91 0.91 0 NC 0.37 gb:BB483579 /DB_XREF=gi:16441055 /DB_XREF=BB483579 /CLONE=D430021C16 /FEA=EST /CNT=3 /TID=Mm.138164.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443121_at 18.5 16.6 M P 0.05 0.03 0 NC 0.5 gb:BB027891 /DB_XREF=gi:16258051 /DB_XREF=BB027891 /CLONE=5330439H16 /FEA=EST /CNT=3 /TID=Mm.209786.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443130_at 0.5 2.5 A A 0.82 0.8 0 NC 0.48 gb:BB355057 /DB_XREF=gi:16405676 /DB_XREF=BB355057 /CLONE=C030004D05 /FEA=EST /CNT=3 /TID=Mm.208052.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443133_at 22.6 22.1 P A 0.03 0.14 0 NC 0.5 gb:BB394014 /DB_XREF=gi:16409204 /DB_XREF=BB394014 /CLONE=C230086E23 /FEA=EST /CNT=3 /TID=Mm.86665.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443149_at 1 1.1 A A 0.98 0.98 0 NC 0.81 gb:AW553147 /DB_XREF=gi:7198570 /DB_XREF=L0222F02-3 /CLONE=L0222F02 /FEA=EST /CNT=3 /TID=Mm.103034.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443160_at 14.4 13.5 A P 0.09 0.005859 0 NC 0.5 gb:BB364262 /DB_XREF=gi:16406225 /DB_XREF=BB364262 /CLONE=C130020N22 /FEA=EST /CNT=3 /TID=Mm.215837.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443205_at 1.9 1.7 A A 0.66 0.72 0 NC 0.2 gb:AU067727 /DB_XREF=gi:4968464 /DB_XREF=AU067727 /CLONE=MNCb-0893 /FEA=EST /CNT=3 /TID=Mm.38567.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443228_at 1.2 1.4 A A 0.82 0.71 0 NC 0.57 gb:AW538077 /DB_XREF=gi:7180494 /DB_XREF=C0102H07-3 /CLONE=C0102H07 /FEA=EST /CNT=3 /TID=Mm.216541.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443257_at 19.7 17.5 P P 0.01 0.005859 0 NC 0.33 gb:BB112393 /DB_XREF=gi:16261707 /DB_XREF=BB112393 /CLONE=9530035H08 /FEA=EST /CNT=3 /TID=Mm.207955.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443319_at 9.1 10 A A 0.09 0.08 0 NC 0.5 gb:BB168920 /DB_XREF=gi:16269215 /DB_XREF=BB168920 /CLONE=A230002L08 /FEA=EST /CNT=3 /TID=Mm.209028.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443331_at 10.8 20 A A 0.09 0.19 0 NC 0.5 gb:BB025438 /DB_XREF=gi:16257926 /DB_XREF=BB025438 /CLONE=5330428H05 /FEA=EST /CNT=3 /TID=Mm.207254.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443366_at 15.8 19.5 P A 0.03 0.08 0 NC 0.42 gb:BG076030 /DB_XREF=gi:12558599 /DB_XREF=H3154G05-3 /CLONE=H3154G05 /FEA=EST /CNT=3 /TID=Mm.154623.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443372_at 0.6 1.4 A A 0.96 0.91 0 NC 0.5 gb:BB417900 /DB_XREF=gi:16423396 /DB_XREF=BB417900 /CLONE=C530005L06 /FEA=EST /CNT=3 /TID=Mm.208532.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443386_at 0.9 0.3 A A 0.78 0.8 0 NC 0.53 gb:BG067561 /DB_XREF=gi:12550130 /DB_XREF=H3055G04-3 /CLONE=H3055G04 /FEA=EST /CNT=3 /TID=Mm.25444.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443426_at 13 14.7 P A 0.02 0.14 0 NC 0.6 gb:BB425367 /DB_XREF=gi:16423591 /DB_XREF=BB425367 /CLONE=C530046F01 /FEA=EST /CNT=3 /TID=Mm.214674.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443449_at 1.2 0.3 A A 0.66 0.8 0 NC 0.64 gb:AU023058 /DB_XREF=gi:3393405 /DB_XREF=AU023058 /CLONE=J0425B08 /FEA=EST /CNT=3 /TID=Mm.173572.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443476_at 2.1 0.6 A A 0.78 0.98 0 NC 0.95 gb:BB229078 /DB_XREF=gi:15410249 /DB_XREF=BB229078 /CLONE=A630019K16 /FEA=EST /CNT=3 /TID=Mm.123717.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443494_at 35.6 36.8 P P 0.03 0.02 0 NC 0.5 gb:BB184023 /DB_XREF=gi:16270305 /DB_XREF=BB184023 /CLONE=A330005J24 /FEA=EST /CNT=3 /TID=Mm.121652.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443508_at 1 0.4 A A 0.9 0.98 0 NC 0.3 gb:BB131767 /DB_XREF=gi:16266406 /DB_XREF=BB131767 /CLONE=9630055E22 /FEA=EST /CNT=3 /TID=Mm.208321.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1443514_at 4.4 5.3 A A 0.56 0.46 0 NC 0.5 gb:BB658382 /DB_XREF=gi:16492207 /DB_XREF=BB658382 /CLONE=D230040M23 /FEA=EST /CNT=3 /TID=Mm.207688.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443558_s_ 956.3 923 P P 0.000244 0.000244 0 NC 0.5 gb:AU040402 /DB_XREF=gi:3954222 /DB_XREF=AU040402 /CLONE=J0805G08 /FEA=EST /CNT=3 /TID=Mm.218238.1 /TIER=ConsEnd /STK=3 /UG=Mm.2
MOE430_2_1443566_at 34 19.2 A A 0.09 0.08 0 NC 0.5 gb:BM205229 /DB_XREF=gi:17760329 /DB_XREF=C0280G01-3 /CLONE=C0280G01 /FEA=EST /CNT=3 /TID=Mm.215529.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443571_at 4.2 4.5 A A 0.21 0.3 0 NC 0.36 gb:AI788586 /DB_XREF=gi:5336302 /DB_XREF=uk46h09.x1 /CLONE=IMAGE:1972097 /FEA=EST /CNT=3 /TID=Mm.38944.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443575_at 12.6 16.7 A A 0.3 0.21 0 NC 0.2 gb:BG795494 /DB_XREF=gi:14131064 /DB_XREF=UTSW_SM33F2 /CLONE=UTSW_SM33F2 /FEA=EST /CNT=3 /TID=Mm.69981.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1443576_at 5.1 5 A A 0.43 0.75 0 NC 0.5 gb:BF465171 /DB_XREF=gi:11534354 /DB_XREF=UI-M-CG0p-bqj-e-06-0-UI.s1 /CLONE=UI-M-CG0p-bqj-e-06-0-UI /FEA=EST /CNT=3 /TID=Mm.156414
MOE430_2_1443583_at 69.7 62.4 P P 0.005859 0.001221 0 NC 0.5 gb:BI133645 /DB_XREF=gi:14583893 /DB_XREF=UI-M-BH3-bsb-a-07-0-UI.s1 /CLONE=UI-M-BH3-bsb-a-07-0-UI /FEA=EST /CNT=3 /TID=Mm.47051.2 /
MOE430_2_1443596_at 1 1.5 A A 0.99 0.94 0 NC 0.5 gb:AW490323 /DB_XREF=gi:7060593 /DB_XREF=UI-M-BH3-asc-e-10-0-UI.s1 /CLONE=UI-M-BH3-asc-e-10-0-UI /FEA=EST /CNT=3 /TID=Mm.151366.1
MOE430_2_1443615_at 8.1 9.5 A A 0.39 0.24 0 NC 0.3 gb:BE688577 /DB_XREF=gi:10076201 /DB_XREF=uw47e02.x1 /CLONE=IMAGE:3465146 /FEA=EST /CNT=3 /TID=Mm.23463.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443656_at 4.2 2.7 A A 0.53 0.36 0 NC 0.5 gb:AI843162 /DB_XREF=gi:5477375 /DB_XREF=UI-M-AK1-aet-b-01-0-UI.s1 /CLONE=UI-M-AK1-aet-b-01-0-UI /FEA=EST /CNT=3 /TID=Mm.100898.1 /
MOE430_2_1443657_at 4.4 4.4 A A 0.06 0.39 0 NC 0.54 gb:BB736539 /DB_XREF=gi:16135689 /DB_XREF=BB736539 /CLONE=F430008P10 /FEA=EST /CNT=3 /TID=Mm.207330.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443668_x_ 10.6 9.5 P A 0.008057 0.12 0 NC 0.5 gb:BE852802 /DB_XREF=gi:10311141 /DB_XREF=uw34e03.x1 /CLONE=IMAGE:3418588 /FEA=EST /CNT=3 /TID=Mm.191440.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443687_x_ 2.5 3.2 A A 0.56 0.6 0 NC 0.5 gb:BB734586 /DB_XREF=gi:16133736 /DB_XREF=BB734586 /CLONE=F420010L19 /FEA=EST /CNT=3 /TID=Mm.218251.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443688_at 8.8 5.5 A A 0.14 0.21 0 NC 0.09 gb:BB710844 /DB_XREF=gi:16064013 /DB_XREF=BB710844 /CLONE=B020018M02 /FEA=EST /CNT=3 /TID=Mm.209010.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443699_at 4.9 3.2 A A 0.6 0.72 0 NC 0.5 gb:BE957383 /DB_XREF=gi:10602877 /DB_XREF=UI-M-BG2-bcf-f-05-0-UI.s1 /CLONE=UI-M-BG2-bcf-f-05-0-UI /FEA=EST /CNT=3 /TID=Mm.101425.1 
MOE430_2_1443704_at 0.6 0.8 A A 0.8 0.93 0 NC 0.75 gb:BE980371 /DB_XREF=gi:10648248 /DB_XREF=UI-M-BG2-bch-h-08-0-UI.s1 /CLONE=UI-M-BG2-bch-h-08-0-UI /FEA=EST /CNT=3 /TID=Mm.71051.1
MOE430_2_1443732_at 0.9 1 A A 0.82 0.93 0 NC 0.79 gb:BB497789 /DB_XREF=gi:16441996 /DB_XREF=BB497789 /CLONE=D630010I18 /FEA=EST /CNT=3 /TID=Mm.209610.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443755_at 96.6 86.4 P P 0.000732 0.001953 0 NC 0.5 gb:BE457721 /DB_XREF=gi:9480162 /DB_XREF=us96c03.x1 /CLONE=IMAGE:3326212 /FEA=EST /CNT=3 /TID=Mm.150565.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443760_at 30.1 23.8 A A 0.19 0.19 0 NC 0.5 gb:BE979441 /DB_XREF=gi:10646337 /DB_XREF=UI-M-BG2-bbt-a-11-0-UI.s1 /CLONE=UI-M-BG2-bbt-a-11-0-UI /FEA=EST /CNT=3 /TID=Mm.153649.1
MOE430_2_1443779_s_ 61.4 60.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB239253 /DB_XREF=gi:8921736 /DB_XREF=BB239253 /CLONE=A630076F05 /FEA=EST /CNT=3 /TID=Mm.131379.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443796_at 21 22.6 A P 0.11 0.04 0 NC 0.51 gb:BB206877 /DB_XREF=gi:8871830 /DB_XREF=BB206877 /CLONE=A430078J08 /FEA=EST /CNT=3 /TID=Mm.124911.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443822_s_ 363 339.5 P P 0.000244 0.000244 0 NC 0.5 gb:AV347904 /DB_XREF=gi:6388963 /DB_XREF=AV347904 /CLONE=6430628L07 /FEA=EST /CNT=3 /TID=Mm.174603.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443835_x_ 24.6 29.7 P P 0.01 0.008057 0 NC 0.53 gb:BB208161 /DB_XREF=gi:8873114 /DB_XREF=BB208161 /CLONE=A430086P21 /FEA=EST /CNT=3 /TID=Mm.130946.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443858_at 113.9 91.1 P P 0.001221 0.001221 0 NC 0.5 gb:BI653857 /DB_XREF=gi:15568093 /DB_XREF=603280591F1 /CLONE=IMAGE:5324543 /FEA=EST /CNT=24 /TID=Mm.205023.1 /TIER=ConsEnd /STK=2 
MOE430_2_1443861_at 15.3 14.1 A A 0.43 0.21 0 NC 0.23 gb:BB143430 /DB_XREF=gi:15408554 /DB_XREF=BB143430 /CLONE=9930020M10 /FEA=EST /CNT=27 /TID=Mm.99961.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443863_at 81.6 81.6 P P 0.001221 0.000732 0 NC 0.5 gb:AA770704 /DB_XREF=gi:2822515 /DB_XREF=vt10d08.r1 /CLONE=IMAGE:1162671 /FEA=EST /CNT=17 /TID=Mm.44489.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1443872_at 29.5 28 P P 0.000732 0.000244 0 NC 0.5 gb:AW493461 /DB_XREF=gi:7063742 /DB_XREF=UI-M-BH3-auc-e-10-0-UI.s1 /CLONE=UI-M-BH3-auc-e-10-0-UI /FEA=EST /CNT=12 /TID=Mm.41941.1
MOE430_2_1443883_at 28.4 33.2 P A 0.03 0.06 0 NC 0.46 gb:AV335415 /DB_XREF=gi:16396335 /DB_XREF=AV335415 /CLONE=6330572A04 /FEA=EST /CNT=13 /TID=Mm.24107.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443910_at 1.6 1.2 A A 0.6 0.78 0 NC 0.5 gb:BB212936 /DB_XREF=gi:16352832 /DB_XREF=BB212936 /CLONE=A530006A03 /FEA=EST /CNT=9 /TID=Mm.37779.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443916_at 17.3 18.7 P A 0.03 0.09 0 NC 0.55 gb:BB225811 /DB_XREF=gi:16353997 /DB_XREF=BB225811 /CLONE=A530094D01 /FEA=EST /CNT=9 /TID=Mm.45626.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443921_at 37.2 31.9 P P 0.001953 0.00293 0 NC 0.39 gb:BB496379 /DB_XREF=gi:16441845 /DB_XREF=BB496379 /CLONE=D630003A19 /FEA=EST /CNT=8 /TID=Mm.209787.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443932_at 60.9 66.2 P P 0.01 0.01 0 NC 0.5 gb:BQ176961 /DB_XREF=gi:20352453 /DB_XREF=UI-M-DJ2-bwa-o-09-0-UI.s1 /CLONE=UI-M-DJ2-bwa-o-09-0-UI /FEA=EST /CNT=14 /TID=Mm.18096
MOE430_2_1443934_at 57.6 52.9 P P 0.000732 0.000244 0 NC 0.5 gb:AI467525 /DB_XREF=gi:4320862 /DB_XREF=ve34d04.x1 /CLONE=IMAGE:820039 /FEA=EST /CNT=11 /TID=Mm.172430.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443967_at 2.1 4.1 A A 0.85 0.69 0 NC 0.39 gb:AV266439 /DB_XREF=gi:16389474 /DB_XREF=AV266439 /CLONE=4930517K23 /FEA=EST /CNT=7 /TID=Mm.81208.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443976_at 81.6 71.9 P P 0.001953 0.01 0 NC 0.5 gb:BB199684 /DB_XREF=gi:16271340 /DB_XREF=BB199684 /CLONE=A430016M09 /FEA=EST /CNT=11 /TID=Mm.218948.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443980_at 2 1.8 A A 0.63 0.75 0 NC 0.31 gb:BE983466 /DB_XREF=gi:10654678 /DB_XREF=UI-M-CG0p-bfx-a-08-0-UI.s1 /CLONE=UI-M-CG0p-bfx-a-08-0-UI /FEA=EST /CNT=10 /TID=Mm.8052
MOE430_2_1444005_at 25.1 29.4 A A 0.11 0.19 0 NC 0.73 gb:AI529516 /DB_XREF=gi:4443651 /DB_XREF=va54c12.y1 /CLONE=IMAGE:735190 /FEA=EST /CNT=7 /TID=Mm.24285.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444008_at 151.4 165.3 P P 0.005859 0.00415 0 NC 0.5 gb:BB396393 /DB_XREF=gi:16410245 /DB_XREF=BB396393 /CLONE=C230097F24 /FEA=EST /CNT=7 /TID=Mm.127975.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444129_at 7.9 8 A A 0.11 0.39 0 NC 0.5 gb:BF465041 /DB_XREF=gi:11534224 /DB_XREF=UI-M-CG0p-bqg-a-12-0-UI.s1 /CLONE=UI-M-CG0p-bqg-a-12-0-UI /FEA=EST /CNT=5 /TID=Mm.35196
MOE430_2_1444131_at 8.5 7.5 A A 0.24 0.09 0 NC 0.45 gb:BF658915 /DB_XREF=gi:11924049 /DB_XREF=maa98f05.x1 /CLONE=IMAGE:3824793 /FEA=EST /CNT=5 /TID=Mm.157425.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444134_at 28.7 38.8 P A 0.02 0.17 0 NC 0.74 gb:BB161338 /DB_XREF=gi:16268615 /DB_XREF=BB161338 /CLONE=A130059H05 /FEA=EST /CNT=5 /TID=Mm.193570.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444144_at 19.9 17.6 P P 0.02 0.03 0 NC 0.69 gb:AI661895 /DB_XREF=gi:4765478 /DB_XREF=mz58c03.x1 /CLONE=IMAGE:717604 /FEA=EST /CNT=5 /TID=Mm.138847.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444145_at 35.8 26.3 A A 0.09 0.08 0 NC 0.5 gb:AW209018 /DB_XREF=gi:6514958 /DB_XREF=un98g11.x1 /CLONE=IMAGE:2581988 /FEA=EST /CNT=5 /TID=Mm.89180.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444148_at 1.9 0.8 A A 0.82 0.72 0 NC 0.5 gb:AI552426 /DB_XREF=gi:4484789 /DB_XREF=vp06f08.x1 /CLONE=IMAGE:1067847 /FEA=EST /CNT=5 /TID=Mm.170485.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444208_at 7.2 4.2 A A 0.53 0.5 0 NC 0.33 gb:BE950899 /DB_XREF=gi:10589691 /DB_XREF=UI-M-BH4-aze-d-04-0-UI.s1 /CLONE=UI-M-BH4-aze-d-04-0-UI /FEA=EST /CNT=5 /TID=Mm.59166.1 
MOE430_2_1444259_at 8.3 7.7 A A 0.21 0.08 0 NC 0.5 gb:AW495222 /DB_XREF=gi:7065503 /DB_XREF=UI-M-BH3-auw-h-08-0-UI.s1 /CLONE=UI-M-BH3-auw-h-08-0-UI /FEA=EST /CNT=6 /TID=Mm.40930.1
MOE430_2_1444324_at 2.2 2.3 A A 0.74 0.78 0 NC 0.5 gb:BB559903 /DB_XREF=gi:16449051 /DB_XREF=BB559903 /CLONE=E530001K10 /FEA=EST /CNT=5 /TID=Mm.137821.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444335_at 3.5 4.2 A A 0.39 0.29 0 NC 0.26 gb:BG066309 /DB_XREF=gi:12548878 /DB_XREF=H3041D10-3 /CLONE=H3041D10 /FEA=EST /CNT=4 /TID=Mm.172120.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444364_at 14.4 14.4 A A 0.36 0.39 0 NC 0.64 gb:BB127325 /DB_XREF=gi:16262343 /DB_XREF=BB127325 /CLONE=9630020O11 /FEA=EST /CNT=4 /TID=Mm.207457.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444365_at 12.1 8.4 P A 0.01 0.08 0 NC 0.4 gb:BE956723 /DB_XREF=gi:10601554 /DB_XREF=UI-M-BG2-bbn-e-12-0-UI.s1 /CLONE=UI-M-BG2-bbn-e-12-0-UI /FEA=EST /CNT=4 /TID=Mm.151011
MOE430_2_1444370_at 2.2 1.4 A A 0.75 0.88 0 NC 0.5 gb:BG065830 /DB_XREF=gi:12548393 /DB_XREF=H3035G03-3 /CLONE=H3035G03 /FEA=EST /CNT=4 /TID=Mm.173815.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444390_at 0.8 0.8 A A 0.85 0.9 0 NC 0.76 gb:BB283625 /DB_XREF=gi:8984074 /DB_XREF=BB283625 /CLONE=A930102N08 /FEA=EST /CNT=4 /TID=Mm.67875.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444458_at 15.5 22.5 P P 0.01 0.00415 0 NC 0.3 gb:AI593288 /DB_XREF=gi:4602336 /DB_XREF=vu15g03.x1 /CLONE=IMAGE:1180756 /FEA=EST /CNT=4 /TID=Mm.80567.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444484_at 1.2 1.3 A A 0.9 0.8 0 NC 0.53 gb:BB217544 /DB_XREF=gi:16353206 /DB_XREF=BB217544 /CLONE=A530045E16 /FEA=EST /CNT=4 /TID=Mm.30479.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444487_at 0.4 0.9 A A 0.98 0.6 0 NC 0.39 gb:BB518473 /DB_XREF=gi:16443260 /DB_XREF=BB518473 /CLONE=D830029M15 /FEA=EST /CNT=4 /TID=Mm.117603.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444504_at 1.1 1.1 A A 0.94 0.99 0 NC 0.5 gb:AV012778 /DB_XREF=gi:4789765 /DB_XREF=AV012778 /CLONE=1110037O18 /FEA=EST /CNT=4 /TID=Mm.28208.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444516_at 1.2 2.2 A A 0.9 0.8 0 NC 0.72 gb:AI503166 /DB_XREF=gi:4401017 /DB_XREF=vn03e09.x1 /CLONE=IMAGE:1006696 /FEA=EST /CNT=4 /TID=Mm.38052.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444531_at 26.4 30.5 P P 0.008057 0.00293 0 NC 0.5 gb:AI847438 /DB_XREF=gi:5491344 /DB_XREF=UI-M-AI1-afs-b-02-0-UI.s1 /CLONE=UI-M-AI1-afs-b-02-0-UI /FEA=EST /CNT=4 /TID=Mm.40499.1 /TIE
MOE430_2_1444537_at 27.9 27.1 A A 0.06 0.11 0 NC 0.51 gb:AI429363 /DB_XREF=gi:4275289 /DB_XREF=mn97b08.x1 /CLONE=IMAGE:551991 /FEA=EST /CNT=4 /TID=Mm.24060.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444543_at 15.3 12 P A 0.00415 0.17 0 NC 0.73 gb:BI901592 /DB_XREF=gi:16189085 /DB_XREF=id14b01.x1 /CLONE=IMAGE:5663160 /FEA=EST /CNT=4 /TID=Mm.207362.2 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444559_at 8.1 7.3 A A 0.24 0.53 0 NC 0.54 gb:BB710932 /DB_XREF=gi:16064101 /DB_XREF=BB710932 /CLONE=B020019F07 /FEA=EST /CNT=4 /TID=Mm.212647.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444599_at 49.6 38.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB053466 /DB_XREF=gi:8460614 /DB_XREF=BB053466 /CLONE=6720463J09 /FEA=EST /CNT=4 /TID=Mm.183744.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444614_x_ 0.8 2.6 A A 0.99 0.99 0 NC 0.31 gb:AV258949 /DB_XREF=gi:6246408 /DB_XREF=AV258949 /CLONE=4930402K22 /FEA=EST /CNT=4 /TID=Mm.103154.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444647_at 8.2 6.5 A A 0.24 0.14 0 NC 0.08 gb:BB532258 /DB_XREF=gi:16446071 /DB_XREF=BB532258 /CLONE=E030024C21 /FEA=EST /CNT=5 /TID=Mm.208861.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444659_at 14.6 21.7 P A 0.03 0.06 0 NC 0.69 gb:BB430307 /DB_XREF=gi:16424071 /DB_XREF=BB430307 /CLONE=C630032L04 /FEA=EST /CNT=4 /TID=Mm.209131.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444663_at 19.1 19.8 P P 0.00415 0.000732 0 NC 0.25 gb:BB546415 /DB_XREF=gi:16447459 /DB_XREF=BB546415 /CLONE=E130309P07 /FEA=EST /CNT=4 /TID=Mm.211202.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444683_at 1.6 1.9 A A 0.63 0.87 0 NC 0.76 gb:BG069068 /DB_XREF=gi:12551637 /DB_XREF=H3072D05-3 /CLONE=H3072D05 /FEA=EST /CNT=4 /TID=Mm.173757.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444688_at 2.4 2.1 A A 0.56 0.8 0 NC 0.39 gb:BB178581 /DB_XREF=gi:16269896 /DB_XREF=BB178581 /CLONE=A230074L19 /FEA=EST /CNT=4 /TID=Mm.208970.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444708_at 0.5 0.5 A A 0.75 0.8 0 NC 0.09 gb:BB486850 /DB_XREF=gi:16441431 /DB_XREF=BB486850 /CLONE=D430038N02 /FEA=EST /CNT=4 /TID=Mm.101917.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444720_at 18.1 13.9 A A 0.12 0.27 0 NC 0.81 gb:BG063234 /DB_XREF=gi:12545797 /DB_XREF=H3004F10-3 /CLONE=H3004F10 /FEA=EST /CNT=4 /TID=Mm.171800.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444774_at 18.2 23 A A 0.24 0.14 0 NC 0.01 gb:BM123155 /DB_XREF=gi:17106923 /DB_XREF=L0520C11-3 /CLONE=L0520C11 /FEA=EST /CNT=4 /TID=Mm.218272.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444825_at 9.2 6.3 A A 0.17 0.21 0 NC 0.33 gb:BG065570 /DB_XREF=gi:12548133 /DB_XREF=H3032G05-3 /CLONE=H3032G05 /FEA=EST /CNT=3 /TID=Mm.172562.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444830_at 13.9 15.2 A A 0.06 0.11 0 NC 0.5 gb:BG068807 /DB_XREF=gi:12551376 /DB_XREF=H3069E06-3 /CLONE=H3069E06 /FEA=EST /CNT=3 /TID=Mm.26395.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444840_at 0.7 0.8 A A 0.99 0.9 0 NC 0.2 gb:BG067783 /DB_XREF=gi:12550352 /DB_XREF=H3058B06-3 /CLONE=H3058B06 /FEA=EST /CNT=3 /TID=Mm.25490.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444849_at 30.6 36.4 P P 0.02 0.01 0 NC 0.5 gb:BG065773 /DB_XREF=gi:12548336 /DB_XREF=H3035B04-3 /CLONE=H3035B04 /FEA=EST /CNT=3 /TID=Mm.172604.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444855_at 115.5 103.5 P P 0.000244 0.000244 0 NC 0.5 gb:AW553537 /DB_XREF=gi:7198960 /DB_XREF=L0228E02-3 /CLONE=L0228E02 /FEA=EST /CNT=3 /TID=Mm.170519.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444873_at 1.5 1.9 A A 0.94 0.68 0 NC 0.03 gb:BG068974 /DB_XREF=gi:12551543 /DB_XREF=H3071C12-3 /CLONE=H3071C12 /FEA=EST /CNT=3 /TID=Mm.173716.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444878_at 8 9.4 A A 0.39 0.33 0 NC 0.37 gb:BM247032 /DB_XREF=gi:17882302 /DB_XREF=K0746C03-3 /CLONE=K0746C03 /FEA=EST /CNT=3 /TID=Mm.215924.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444893_at 7 11.3 A A 0.27 0.27 0 NC 0.23 gb:BG069080 /DB_XREF=gi:12551649 /DB_XREF=H3072E06-3 /CLONE=H3072E06 /FEA=EST /CNT=3 /TID=Mm.179509.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444898_at 17.3 15.9 A A 0.08 0.12 0 NC 0.5 gb:BG072747 /DB_XREF=gi:12555316 /DB_XREF=H3114E03-3 /CLONE=H3114E03 /FEA=EST /CNT=3 /TID=Mm.182606.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444903_at 7.6 10.2 A A 0.36 0.24 0 NC 0.5 gb:BG065784 /DB_XREF=gi:12548347 /DB_XREF=H3035C03-3 /CLONE=H3035C03 /FEA=EST /CNT=3 /TID=Mm.172606.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444930_at 10.1 13.4 A A 0.11 0.14 0 NC 0.34 gb:BI076863 /DB_XREF=gi:14515520 /DB_XREF=L0303A07-3 /CLONE=L0303A07 /FEA=EST /CNT=3 /TID=Mm.169866.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444935_at 1.7 1.2 A A 0.78 0.98 0 NC 0.85 gb:BG071606 /DB_XREF=gi:12554175 /DB_XREF=H3101A10-3 /CLONE=H3101A10 /FEA=EST /CNT=3 /TID=Mm.26866.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444946_at 6.4 9.8 A A 0.12 0.21 0 NC 0.5 gb:BG072280 /DB_XREF=gi:12554849 /DB_XREF=H3108G08-3 /CLONE=H3108G08 /FEA=EST /CNT=3 /TID=Mm.17642.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445112_at 19.4 10.7 A A 0.21 0.33 0 NC 0.13 gb:BB335473 /DB_XREF=gi:16404109 /DB_XREF=BB335473 /CLONE=B830038K15 /FEA=EST /CNT=3 /TID=Mm.136951.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445119_at 2 1 A A 0.69 0.85 0 NC 0.5 gb:BG070263 /DB_XREF=gi:12552832 /DB_XREF=H3085D11-3 /CLONE=H3085D11 /FEA=EST /CNT=3 /TID=Mm.25913.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445168_at 6.5 6.1 A A 0.19 0.35 0 NC 0.5 gb:BG081914 /DB_XREF=gi:12564482 /DB_XREF=H3070D07-5 /CLONE=H3070D07 /FEA=EST /CNT=3 /TID=Mm.173696.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445208_at 1 1.2 A A 0.91 0.96 0 NC 0.5 gb:BE632948 /DB_XREF=gi:9915636 /DB_XREF=uv97h10.x1 /CLONE=IMAGE:3415171 /FEA=EST /CNT=3 /TID=Mm.210100.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445251_at 8.8 8.7 A A 0.14 0.06 0 NC 0.45 gb:BB079466 /DB_XREF=gi:16260525 /DB_XREF=BB079466 /CLONE=9330158D20 /FEA=EST /CNT=3 /TID=Mm.208715.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445260_at 74.1 73.3 P P 0.000732 0.000732 0 NC 0.5 gb:BB029606 /DB_XREF=gi:16258136 /DB_XREF=BB029606 /CLONE=5830445E21 /FEA=EST /CNT=3 /TID=Mm.101510.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445278_at 36.5 41.4 P P 0.04 0.02 0 NC 0.5 gb:AV274286 /DB_XREF=gi:15405575 /DB_XREF=AV274286 /CLONE=4932418C13 /FEA=EST /CNT=3 /TID=Mm.63529.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445329_at 28.2 26.9 P P 0.001953 0.008057 0 NC 0.5 gb:BB450122 /DB_XREF=gi:16425425 /DB_XREF=BB450122 /CLONE=D030074O22 /FEA=EST /CNT=3 /TID=Mm.33652.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445380_at 32.1 41.3 P P 0.005859 0.001221 0 NC 0.5 gb:AV248189 /DB_XREF=gi:16387355 /DB_XREF=AV248189 /CLONE=4833404H03 /FEA=EST /CNT=3 /TID=Mm.83867.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445426_at 22.1 12.7 P P 0.03 0.01 0 NC 0.5 gb:BB457090 /DB_XREF=gi:16426117 /DB_XREF=BB457090 /CLONE=D130049L14 /FEA=EST /CNT=3 /TID=Mm.42287.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445436_at 9.2 15.6 A A 0.19 0.43 0 NC 0.71 gb:AV175285 /DB_XREF=gi:15404758 /DB_XREF=AV175285 /CLONE=5730417L02 /FEA=EST /CNT=3 /TID=Mm.177402.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445440_at 18.6 19.3 P P 0.03 0.008057 0 NC 0.07 gb:BB016206 /DB_XREF=gi:16257443 /DB_XREF=BB016206 /CLONE=4930558C18 /FEA=EST /CNT=3 /TID=Mm.74681.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445451_at 39.1 40 P P 0.02 0.03 0 NC 0.5 gb:BB481662 /DB_XREF=gi:16440837 /DB_XREF=BB481662 /CLONE=D430005B17 /FEA=EST /CNT=3 /TID=Mm.207539.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445455_at 0.7 1.2 A A 0.66 0.75 0 NC 0.9 gb:BG066633 /DB_XREF=gi:12549125 /DB_XREF=H3044D01-3 /CLONE=H3044D01 /FEA=EST /CNT=3 /TID=Mm.154741.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445483_at 3.6 1.5 A A 0.43 0.66 0 NC 0.51 gb:BF471195 /DB_XREF=gi:11540378 /DB_XREF=UI-M-BH3-awn-c-04-0-UI.r1 /CLONE=UI-M-BH3-awn-c-04-0-UI /FEA=EST /CNT=3 /TID=Mm.156597
MOE430_2_1445507_at 23.8 22 P P 0.03 0.00415 0 NC 0.5 gb:BM239725 /DB_XREF=gi:17874995 /DB_XREF=K0539C01-3 /CLONE=K0539C01 /FEA=EST /CNT=3 /TID=Mm.117545.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445606_a_ 25.9 37.9 A M 0.11 0.05 0 NC 0.2 gb:BB663189 /DB_XREF=gi:16496943 /DB_XREF=BB663189 /CLONE=D930034B21 /FEA=EST /CNT=3 /TID=Mm.25735.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445623_at 5.1 5.5 A A 0.11 0.43 0 NC 0.62 gb:BF011295 /DB_XREF=gi:10711647 /DB_XREF=uy04d02.x1 /CLONE=IMAGE:3657027 /FEA=EST /CNT=3 /TID=Mm.157538.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445643_at 16.2 13 A A 0.11 0.14 0 NC 0.5 gb:BF714644 /DB_XREF=gi:12013906 /DB_XREF=mab02b11.x1 /CLONE=IMAGE:3824996 /FEA=EST /CNT=3 /TID=Mm.55061.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445651_at 3.2 3 A A 0.85 0.9 0 NC 0.5 gb:AI195798 /DB_XREF=gi:3748404 /DB_XREF=ui50g12.x1 /CLONE=IMAGE:1885894 /FEA=EST /CNT=3 /TID=Mm.38835.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445662_x_ 33.9 30.6 P P 0.00293 0.005859 0 NC 0.5 gb:BB709387 /DB_XREF=gi:16062556 /DB_XREF=BB709387 /CLONE=B020001G22 /FEA=EST /CNT=3 /TID=Mm.28713.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445680_x_ 2.6 2.9 A A 0.5 0.5 0 NC 0.49 gb:BB445036 /DB_XREF=gi:9287648 /DB_XREF=BB445036 /CLONE=D030048K14 /FEA=EST /CNT=3 /TID=Mm.168638.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445698_at 2.4 2.4 A A 0.69 0.78 0 NC 0.5 gb:BQ180520 /DB_XREF=gi:20356012 /DB_XREF=UI-M-EX0-bxc-d-10-0-UI.r1 /CLONE=IMAGE:5706201 /FEA=EST /CNT=3 /TID=Mm.101629.1 /TIER=Co
MOE430_2_1445710_x_ 15 13.6 A A 0.19 0.21 0 NC 0.11 gb:AV321065 /DB_XREF=gi:6290898 /DB_XREF=AV321065 /CLONE=6030430K23 /FEA=EST /CNT=3 /TID=Mm.80771.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445731_at 0.9 0.8 A A 0.98 0.99 0 NC 0.7 gb:BG066211 /DB_XREF=gi:12548774 /DB_XREF=H3040C03-3 /CLONE=H3040C03 /FEA=EST /CNT=3 /TID=Mm.172705.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445774_at 11.5 10.9 A M 0.1 0.05 0 NC 0.5 gb:BB479183 /DB_XREF=gi:16440524 /DB_XREF=BB479183 /CLONE=D330037B11 /FEA=EST /CNT=3 /TID=Mm.209453.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445791_at 1.8 0.4 A A 0.5 0.75 0 NC 0.5 gb:BG068201 /DB_XREF=gi:12550770 /DB_XREF=H3062H02-3 /CLONE=H3062H02 /FEA=EST /CNT=3 /TID=Mm.173514.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445842_at 4.4 3.3 A A 0.5 0.27 0 NC 0.36 gb:BG070517 /DB_XREF=gi:12553086 /DB_XREF=H3088B12-3 /CLONE=H3088B12 /FEA=EST /CNT=3 /TID=Mm.173260.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445853_at 10.1 11 A A 0.36 0.21 0 NC 0.5 gb:BG072154 /DB_XREF=gi:12554723 /DB_XREF=H3107D03-3 /CLONE=H3107D03 /FEA=EST /CNT=3 /TID=Mm.173909.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445892_at 26.1 25.2 P P 0.001221 0.02 0 NC 0.5 gb:BM238318 /DB_XREF=gi:17873588 /DB_XREF=K0515F11-3 /CLONE=K0515F11 /FEA=EST /CNT=3 /TID=Mm.218141.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445926_at 1 0.7 A A 0.94 0.96 0 NC 0.5 gb:BG071648 /DB_XREF=gi:12554217 /DB_XREF=H3101E09-3 /CLONE=H3101E09 /FEA=EST /CNT=2 /TID=Mm.173996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445931_at 1.4 1 A A 0.75 0.87 0 NC 0.5 gb:BG072443 /DB_XREF=gi:12555012 /DB_XREF=H3110E12-3 /CLONE=H3110E12 /FEA=EST /CNT=2 /TID=Mm.173956.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445935_at 11.9 10.2 A A 0.06 0.11 0 NC 0.5 gb:BG069821 /DB_XREF=gi:12552390 /DB_XREF=H3080E04-3 /CLONE=H3080E04 /FEA=EST /CNT=2 /TID=Mm.26241.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445954_at 0.9 0.9 A A 0.94 0.96 0 NC 0.58 gb:BG067015 /DB_XREF=gi:12549584 /DB_XREF=H3049F03-3 /CLONE=H3049F03 /FEA=EST /CNT=2 /TID=Mm.172888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445973_at 7.5 8.5 A A 0.17 0.27 0 NC 0.48 gb:BG066519 /DB_XREF=gi:12549088 /DB_XREF=H3043H08-3 /CLONE=H3043H08 /FEA=EST /CNT=2 /TID=Mm.172772.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445975_at 0.7 1.1 A A 0.99 0.98 0 NC 0.19 gb:BG069037 /DB_XREF=gi:12551606 /DB_XREF=H3072A08-3 /CLONE=H3072A08 /FEA=EST /CNT=2 /TID=Mm.173745.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445986_at 1.6 1.9 A A 0.69 0.53 0 NC 0.5 gb:BG067390 /DB_XREF=gi:12549959 /DB_XREF=H3053H08-3 /CLONE=H3053H08 /FEA=EST /CNT=2 /TID=Mm.173018.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446029_at 11.1 10.9 A P 0.08 0.01 0 NC 0.3 gb:BG066685 /DB_XREF=gi:12549177 /DB_XREF=H3044H07-3 /CLONE=H3044H07 /FEA=EST /CNT=2 /TID=Mm.172794.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446036_at 1.4 2.9 A A 0.66 0.85 0 NC 0.83 gb:BG069308 /DB_XREF=gi:12551877 /DB_XREF=H3075A02-3 /CLONE=H3075A02 /FEA=EST /CNT=2 /TID=Mm.26134.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446045_at 1 0.7 A A 0.82 0.82 0 NC 0.74 gb:BG069074 /DB_XREF=gi:12551643 /DB_XREF=H3072D11-3 /CLONE=H3072D11 /FEA=EST /CNT=2 /TID=Mm.26436.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446048_at 196.1 253.2 P P 0.000244 0.000244 0 NC 0.5 gb:BG072720 /DB_XREF=gi:12555289 /DB_XREF=H3114B09-3 /CLONE=H3114B09 /FEA=EST /CNT=2 /TID=Mm.182604.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446055_at 2 2.1 A A 0.82 0.63 0 NC 0.31 gb:BB282903 /DB_XREF=gi:16401389 /DB_XREF=BB282903 /CLONE=A930041B11 /FEA=EST /CNT=2 /TID=Mm.209416.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446083_at 2.4 2.2 A A 0.69 0.69 0 NC 0.31 gb:BB056332 /DB_XREF=gi:15404191 /DB_XREF=BB056332 /CLONE=6720490J01 /FEA=EST /CNT=2 /TID=Mm.209907.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446085_at 38.6 34.1 P P 0.008057 0.00293 0 NC 0.6 gb:BB022048 /DB_XREF=gi:16257729 /DB_XREF=BB022048 /CLONE=5330408N11 /FEA=EST /CNT=2 /TID=Mm.207132.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446092_at 1.2 0.7 A A 0.9 0.91 0 NC 0.5 gb:BG075298 /DB_XREF=gi:12557867 /DB_XREF=H3145F05-3 /CLONE=H3145F05 /FEA=EST /CNT=2 /TID=Mm.103154.3 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446118_at 7.9 7.3 A A 0.39 0.43 0 NC 0.41 gb:BG066166 /DB_XREF=gi:12548729 /DB_XREF=H3039F11-3 /CLONE=H3039F11 /FEA=EST /CNT=2 /TID=Mm.154700.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446150_at 13.2 12.9 A P 0.09 0.005859 0 NC 0.4 gb:BB373481 /DB_XREF=gi:16407179 /DB_XREF=BB373481 /CLONE=C130070I23 /FEA=EST /CNT=2 /TID=Mm.209267.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446188_at 13 10.9 A A 0.17 0.11 0 NC 0.36 gb:BB363453 /DB_XREF=gi:16406131 /DB_XREF=BB363453 /CLONE=C130017E06 /FEA=EST /CNT=2 /TID=Mm.208809.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446200_at 6.4 9.2 A A 0.39 0.39 0 NC 0.68 gb:BB450286 /DB_XREF=gi:16425436 /DB_XREF=BB450286 /CLONE=D130001N06 /FEA=EST /CNT=2 /TID=Mm.209877.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446216_at 4.7 6.1 A A 0.17 0.46 0 NC 0.79 gb:AV375742 /DB_XREF=gi:16398003 /DB_XREF=AV375742 /CLONE=9130202G13 /FEA=EST /CNT=2 /TID=Mm.98300.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446229_at 12.3 8.3 A A 0.24 0.11 0 NC 0.4 gb:BB368905 /DB_XREF=gi:16406703 /DB_XREF=BB368905 /CLONE=C130045L17 /FEA=EST /CNT=2 /TID=Mm.32562.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446237_at 1.2 2 A A 0.75 0.72 0 NC 0.5 gb:BM245585 /DB_XREF=gi:17880855 /DB_XREF=K0726F08-3 /CLONE=K0726F08 /FEA=EST /CNT=2 /TID=Mm.215904.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446268_at 1.2 0.9 A A 0.87 0.96 0 NC 0.35 gb:BB241905 /DB_XREF=gi:16355171 /DB_XREF=BB241905 /CLONE=A630089I01 /FEA=EST /CNT=2 /TID=Mm.100893.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446269_at 9.6 13.3 P A 0.01 0.06 0 NC 0.5 gb:BB399042 /DB_XREF=gi:16412654 /DB_XREF=BB399042 /CLONE=C330012F01 /FEA=EST /CNT=2 /TID=Mm.128083.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446275_at 0.8 1.6 A A 0.8 0.82 0 NC 0.64 gb:BG068944 /DB_XREF=gi:12551513 /DB_XREF=H3071A05-3 /CLONE=H3071A05 /FEA=EST /CNT=2 /TID=Mm.26414.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446293_at 11.7 14.5 A A 0.36 0.3 0 NC 0.5 gb:BB471990 /DB_XREF=gi:16427995 /DB_XREF=BB471990 /CLONE=D230041M20 /FEA=EST /CNT=2 /TID=Mm.210468.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446363_at 1.6 2 A A 0.75 0.72 0 NC 0.62 gb:BB355367 /DB_XREF=gi:16405708 /DB_XREF=BB355367 /CLONE=C030005K15 /FEA=EST /CNT=2 /TID=Mm.208773.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446365_at 23.5 19.1 P P 0.00415 0.000732 0 NC 0.25 gb:BB025554 /DB_XREF=gi:16257931 /DB_XREF=BB025554 /CLONE=5330429B06 /FEA=EST /CNT=2 /TID=Mm.209099.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446452_at 36.1 40.5 P P 0.03 0.01 0 NC 0.16 gb:BB065975 /DB_XREF=gi:16259903 /DB_XREF=BB065975 /CLONE=8030447D18 /FEA=EST /CNT=2 /TID=Mm.207225.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446453_at 3.2 2.9 A A 0.6 0.69 0 NC 0.5 gb:BB303731 /DB_XREF=gi:16402074 /DB_XREF=BB303731 /CLONE=B230106E10 /FEA=EST /CNT=2 /TID=Mm.208604.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446471_at 0.8 1.6 A A 0.85 0.66 0 NC 0.5 gb:BB528273 /DB_XREF=gi:16444625 /DB_XREF=BB528273 /CLONE=D930045O10 /FEA=EST /CNT=2 /TID=Mm.209964.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446475_at 9.8 11.4 A A 0.09 0.43 0 NC 0.51 gb:BM207891 /DB_XREF=gi:17763903 /DB_XREF=C0619E08-3 /CLONE=C0619E08 /FEA=EST /CNT=2 /TID=Mm.218080.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446476_at 8.5 7.5 A A 0.3 0.24 0 NC 0.5 gb:AV312643 /DB_XREF=gi:16394334 /DB_XREF=AV312643 /CLONE=5830404G23 /FEA=EST /CNT=2 /TID=Mm.218490.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446520_at 0.5 0.9 A A 0.8 0.93 0 NC 0.5 gb:BB182967 /DB_XREF=gi:16270181 /DB_XREF=BB182967 /CLONE=A230103D10 /FEA=EST /CNT=2 /TID=Mm.208535.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446576_at 0.4 1.2 A A 0.91 0.94 0 NC 0.5 gb:BG076195 /DB_XREF=gi:12558764 /DB_XREF=H3156G03-3 /CLONE=H3156G03 /FEA=EST /CNT=2 /TID=Mm.182872.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446616_at 2.5 1.4 A A 0.69 0.82 0 NC 0.3 gb:AW551961 /DB_XREF=gi:7197384 /DB_XREF=L0206C09-3 /CLONE=L0206C09 /FEA=EST /CNT=2 /TID=Mm.102980.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446636_at 7.1 9.3 A A 0.3 0.3 0 NC 0.39 gb:BB499706 /DB_XREF=gi:16442206 /DB_XREF=BB499706 /CLONE=D630022K11 /FEA=EST /CNT=2 /TID=Mm.216058.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446643_at 3.1 3.1 A A 0.6 0.75 0 NC 0.55 gb:BB022219 /DB_XREF=gi:16257743 /DB_XREF=BB022219 /CLONE=5330409N07 /FEA=EST /CNT=2 /TID=Mm.215279.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446656_at 13.2 12.3 A A 0.21 0.09 0 NC 0.13 gb:BB024203 /DB_XREF=gi:16257874 /DB_XREF=BB024203 /CLONE=5330420E07 /FEA=EST /CNT=2 /TID=Mm.215282.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446661_at 10.1 6.3 A A 0.53 0.43 0 NC 0.39 gb:BG066346 /DB_XREF=gi:12548915 /DB_XREF=H3041H06-3 /CLONE=H3041H06 /FEA=EST /CNT=2 /TID=Mm.172735.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446692_at 8.2 8.3 P A 0.00415 0.14 0 NC 0.5 gb:BM115381 /DB_XREF=gi:17078399 /DB_XREF=L0819D02-3 /CLONE=L0819D02 /FEA=EST /CNT=2 /TID=Mm.216302.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446721_at 1.1 0.6 A A 0.97 0.98 0 NC 0.83 gb:AW556508 /DB_XREF=gi:7201937 /DB_XREF=L0269C04-3 /CLONE=L0269C04 /FEA=EST /CNT=2 /TID=Mm.182813.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446722_at 50.5 42.2 A A 0.09 0.09 0 NC 0.64 gb:BI180797 /DB_XREF=gi:14646608 /DB_XREF=3L19H3 /FEA=EST /CNT=2 /TID=Mm.202468.1 /TIER=ConsEnd /STK=2 /UG=Mm.202468 /UG_TITLE=EST
MOE430_2_1446733_at 0.7 1.8 A A 0.75 0.82 0 NC 0.5 gb:BG063492 /DB_XREF=gi:12546055 /DB_XREF=H3007H05-3 /CLONE=H3007H05 /FEA=EST /CNT=2 /TID=Mm.182544.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446758_at 7.9 10.2 A P 0.17 0.03 0 NC 0.2 gb:BB437647 /DB_XREF=gi:16424459 /DB_XREF=BB437647 /CLONE=D030005B14 /FEA=EST /CNT=2 /TID=Mm.209154.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446779_at 17.6 20.4 P P 0.001953 0.001953 0 NC 0.4 gb:BB212351 /DB_XREF=gi:16352769 /DB_XREF=BB212351 /CLONE=A430110F24 /FEA=EST /CNT=2 /TID=Mm.215591.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446786_at 18.2 11 A A 0.17 0.08 0 NC 0.36 gb:BG073077 /DB_XREF=gi:12555646 /DB_XREF=H3118D08-3 /CLONE=H3118D08 /FEA=EST /CNT=2 /TID=Mm.196875.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446794_at 1.4 1.2 A A 0.69 0.78 0 NC 0.5 gb:BG068778 /DB_XREF=gi:12551347 /DB_XREF=H3069C01-3 /CLONE=H3069C01 /FEA=EST /CNT=2 /TID=Mm.173665.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446804_at 23 20.3 P P 0.01 0.02 0 NC 0.5 gb:AW546452 /DB_XREF=gi:7191861 /DB_XREF=L0008E01-3 /CLONE=L0008E01 /FEA=EST /CNT=2 /TID=Mm.182600.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446817_at 0.7 0.7 A A 0.88 0.98 0 NC 0.71 gb:C77526 /DB_XREF=gi:2517856 /DB_XREF=C77526 /CLONE=J0032H10 /FEA=EST /CNT=2 /TID=Mm.155177.1 /TIER=ConsEnd /STK=2 /UG=Mm.15517



MOE430_2_1446818_at 17.7 15.4 A P 0.06 0.02 0 NC 0.5 gb:BG071128 /DB_XREF=gi:12553697 /DB_XREF=H3095A04-3 /CLONE=H3095A04 /FEA=EST /CNT=2 /TID=Mm.173375.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446892_at 17 19.4 A A 0.3 0.56 0 NC 0.42 gb:AU041374 /DB_XREF=gi:3955609 /DB_XREF=AU041374 /CLONE=J1001C11 /FEA=EST /CNT=2 /TID=Mm.173900.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446908_at 0.7 0.6 A A 0.9 0.91 0 NC 0.46 gb:AU042637 /DB_XREF=gi:3956872 /DB_XREF=AU042637 /CLONE=J1025C12 /FEA=EST /CNT=2 /TID=Mm.173950.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446968_at 24.5 21.3 P P 0.001221 0.001953 0 NC 0.41 gb:BB500561 /DB_XREF=gi:16442317 /DB_XREF=BB500561 /CLONE=D630029B17 /FEA=EST /CNT=2 /TID=Mm.216068.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446978_at 8.8 6.8 A A 0.27 0.33 0 NC 0.5 gb:BM205659 /DB_XREF=gi:17760885 /DB_XREF=C0286G04-3 /CLONE=C0286G04 /FEA=EST /CNT=2 /TID=Mm.210895.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1446991_at 23.5 22.2 P P 0.03 0.005859 0 NC 0.5 gb:AW544399 /DB_XREF=gi:7186816 /DB_XREF=C0181C09-3 /CLONE=C0181C09 /FEA=EST /CNT=2 /TID=Mm.182578.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447009_at 1.4 2.1 A A 0.96 0.87 0 NC 0.26 gb:C79657 /DB_XREF=gi:2519987 /DB_XREF=C79657 /CLONE=J0070A05 /FEA=EST /CNT=2 /TID=Mm.172786.1 /TIER=ConsEnd /STK=2 /UG=Mm.17278
MOE430_2_1447042_at 1.5 2.5 A A 0.78 0.78 0 NC 0.5 gb:AW555329 /DB_XREF=gi:7200740 /DB_XREF=L0252H08-3 /CLONE=L0252H08 /FEA=EST /CNT=2 /TID=Mm.103136.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447044_at 8.1 8 A A 0.43 0.5 0 NC 0.5 gb:BG068123 /DB_XREF=gi:12550692 /DB_XREF=H3062A06-3 /CLONE=H3062A06 /FEA=EST /CNT=2 /TID=Mm.173496.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447050_at 0.8 0.7 A A 0.93 0.9 0 NC 0.5 gb:BG068681 /DB_XREF=gi:12551250 /DB_XREF=H3068B11-3 /CLONE=H3068B11 /FEA=EST /CNT=2 /TID=Mm.173635.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447054_at 2.3 3.6 A A 0.39 0.17 0 NC 0.11 gb:C85395 /DB_XREF=gi:2917352 /DB_XREF=C85395 /CLONE=J0207D07 /FEA=EST /CNT=2 /TID=Mm.201076.1 /TIER=ConsEnd /STK=2 /UG=Mm.20107
MOE430_2_1447062_at 32 34.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG073566 /DB_XREF=gi:12556135 /DB_XREF=H3124B11-3 /CLONE=H3124B11 /FEA=EST /CNT=2 /TID=Mm.138652.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447101_at 11 19.5 M A 0.06 0.24 0 NC 0.79 gb:BM218867 /DB_XREF=gi:17778520 /DB_XREF=C0916H12-3 /CLONE=C0916H12 /FEA=EST /CNT=2 /TID=Mm.216044.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447102_at 5.1 4.2 A A 0.33 0.56 0 NC 0.5 gb:BG068348 /DB_XREF=gi:12550917 /DB_XREF=H3064E05-3 /CLONE=H3064E05 /FEA=EST /CNT=2 /TID=Mm.26326.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447112_s_ 86 95 P P 0.001953 0.000244 0 NC 0.5 gb:C85932 /DB_XREF=gi:2917889 /DB_XREF=C85932 /CLONE=J0217B04 /FEA=EST /CNT=2 /TID=Mm.200251.1 /TIER=ConsEnd /STK=2 /UG=Mm.20025
MOE430_2_1447224_at 26.6 30.8 P P 0.01 0.03 0 NC 0.5 gb:BM234749 /DB_XREF=gi:17870019 /DB_XREF=K0405H01-3 /CLONE=K0405H01 /FEA=EST /CNT=2 /TID=Mm.148903.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447241_at 47.5 53.3 P P 0.000732 0.001221 0 NC 0.5 gb:BE980854 /DB_XREF=gi:10649343 /DB_XREF=UI-M-BG2-bcn-g-11-0-UI.s1 /CLONE=UI-M-BG2-bcn-g-11-0-UI /FEA=EST /CNT=2 /TID=Mm.150982.
MOE430_2_1447249_at 41.5 49.6 P P 0.008057 0.001953 0 NC 0.5 gb:BF149076 /DB_XREF=gi:11030471 /DB_XREF=uv58e11.x1 /CLONE=IMAGE:3411404 /FEA=EST /CNT=2 /TID=Mm.33130.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447250_a_ 12.5 7.9 A A 0.06 0.12 0 NC 0.5 gb:BB830098 /DB_XREF=gi:17008341 /DB_XREF=BB830098 /CLONE=G930010D07 /FEA=EST /CNT=2 /TID=Mm.130790.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447251_x_ 2.4 1.7 A A 0.5 0.43 0 NC 0.28 gb:BB830098 /DB_XREF=gi:17008341 /DB_XREF=BB830098 /CLONE=G930010D07 /FEA=EST /CNT=2 /TID=Mm.130790.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447255_at 24.4 21.7 P P 0.02 0.03 0 NC 0.45 gb:AW496476 /DB_XREF=gi:7066757 /DB_XREF=up46f03.x1 /CLONE=IMAGE:2749181 /FEA=EST /CNT=2 /TID=Mm.102490.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447269_at 14.7 11.5 P A 0.04 0.33 0 NC 0.77 gb:BM235473 /DB_XREF=gi:17870743 /DB_XREF=K0419C08-3 /CLONE=K0419C08 /FEA=EST /CNT=2 /TID=Mm.216254.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447289_at 0.6 0.8 A A 0.68 0.8 0 NC 0.57 gb:AA763521 /DB_XREF=gi:2813268 /DB_XREF=vp57h06.r1 /CLONE=IMAGE:1080827 /FEA=EST /CNT=2 /TID=Mm.7627.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447295_at 16 22.3 A A 0.19 0.14 0 NC 0.49 gb:BM244574 /DB_XREF=gi:17879844 /DB_XREF=K0713A04-3 /CLONE=K0713A04 /FEA=EST /CNT=2 /TID=Mm.217392.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447304_at 73 56.5 P P 0.00415 0.00415 0 NC 0.5 gb:BE628556 /DB_XREF=gi:9911165 /DB_XREF=uu66c12.x1 /CLONE=IMAGE:3376918 /FEA=EST /CNT=2 /TID=Mm.138772.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447331_at 5.2 6.8 A A 0.12 0.36 0 NC 0.59 gb:BI319366 /DB_XREF=gi:15450267 /DB_XREF=ie43c12.x1 /FEA=EST /CNT=2 /TID=Mm.194420.1 /TIER=ConsEnd /STK=2 /UG=Mm.194420 /UG_TITLE=E
MOE430_2_1447361_at 12.2 13.9 P P 0.001953 0.03 0 NC 0.5 gb:AI464196 /DB_XREF=gi:4318226 /DB_XREF=vc88h09.x1 /CLONE=IMAGE:790145 /FEA=EST /CNT=2 /TID=Mm.220190.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447379_at 10.9 15.1 P P 0.02 0.03 0 NC 0.54 gb:BB295722 /DB_XREF=gi:16401843 /DB_XREF=BB295722 /CLONE=B130041I15 /FEA=EST /CNT=2 /TID=Mm.209279.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447387_at 0.9 1.7 A A 0.85 0.88 0 NC 0.54 gb:AU018113 /DB_XREF=gi:3373603 /DB_XREF=AU018113 /CLONE=J0748H12 /FEA=EST /CNT=2 /TID=Mm.173367.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447390_at 9.3 13.1 A A 0.21 0.27 0 NC 0.5 gb:AU042686 /DB_XREF=gi:3956921 /DB_XREF=AU042686 /CLONE=J1026D04 /FEA=EST /CNT=2 /TID=Mm.173954.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447434_at 10.1 8.3 A A 0.14 0.56 0 NC 0.5 gb:BE634235 /DB_XREF=gi:9916923 /DB_XREF=uv70e11.y1 /CLONE=IMAGE:3412556 /FEA=EST /CNT=2 /TID=Mm.138851.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447447_s_ 475.9 465.6 P P 0.000244 0.000244 0 NC 0.5 gb:AA407769 /DB_XREF=gi:2067264 /DB_XREF=EST02349 /CLONE=C0020D02 /FEA=EST /CNT=2 /TID=Mm.200501.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447452_at 39.3 49.8 P P 0.00415 0.01 0 NC 0.5 gb:AW124565 /DB_XREF=gi:6100095 /DB_XREF=UI-M-BH2.1-apt-c-11-0-UI.s1 /CLONE=UI-M-BH2.1-apt-c-11-0-UI /FEA=EST /CNT=2 /TID=Mm.48716
MOE430_2_1447453_x_ 0.6 0.7 A A 0.98 0.96 0 NC 0.54 gb:BB806550 /DB_XREF=gi:16979179 /DB_XREF=BB806550 /CLONE=G630075N21 /FEA=EST /CNT=2 /TID=Mm.214482.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447462_at 25.2 19.1 P P 0.00415 0.005859 0 NC 0.4 gb:AI480533 /DB_XREF=gi:4373759 /DB_XREF=vg37d10.x1 /CLONE=IMAGE:863539 /FEA=EST /CNT=2 /TID=Mm.3635.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447538_at 34.7 26.6 A A 0.06 0.08 0 NC 0.5 gb:AW124625 /DB_XREF=gi:6100155 /DB_XREF=UI-M-BH2.1-apw-b-06-0-UI.s1 /CLONE=UI-M-BH2.1-apw-b-06-0-UI /FEA=EST /CNT=2 /TID=Mm.7678
MOE430_2_1447549_x_ 31.2 32.2 P P 0.005859 0.04 0 NC 0.5 gb:BB122688 /DB_XREF=gi:8775256 /DB_XREF=BB122688 /CLONE=9530089C10 /FEA=EST /CNT=2 /TID=Mm.170084.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447559_at 3.4 2.5 A A 0.68 0.9 0 NC 0.66 gb:AI834762 /DB_XREF=gi:5468995 /DB_XREF=UI-M-AM0-ads-a-10-0-UI.s1 /CLONE=UI-M-AM0-ads-a-10-0-UI /FEA=EST /CNT=2 /TID=Mm.40367.1 /
MOE430_2_1447562_at 0.2 0.4 A A 0.94 0.87 0 NC 0.33 gb:BB250047 /DB_XREF=gi:8942793 /DB_XREF=BB250047 /CLONE=A730037N08 /FEA=EST /CNT=2 /TID=Mm.169989.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447597_at 6.1 2.9 A A 0.72 0.19 0 NC 0.5 gb:BB498629 /DB_XREF=gi:9473836 /DB_XREF=BB498629 /CLONE=D630015L04 /FEA=EST /CNT=2 /TID=Mm.135581.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447615_at 7.9 10.2 P P 0.04 0.02 0 NC 0.44 gb:BM249512 /DB_XREF=gi:17884782 /DB_XREF=K0834F04-3 /CLONE=K0834F04 /FEA=EST /CNT=2 /TID=Mm.218134.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447625_at 96.3 73.4 M A 0.05 0.09 0 NC 0.28 gb:BB286270 /DB_XREF=gi:8986719 /DB_XREF=BB286270 /CLONE=B020011L17 /FEA=EST /CNT=2 /TID=Mm.168268.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447635_at 21.3 19.9 A A 0.08 0.12 0 NC 0.66 gb:BB410911 /DB_XREF=gi:9232266 /DB_XREF=BB410911 /CLONE=C430020F13 /FEA=EST /CNT=2 /TID=Mm.170296.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447647_at 31.9 33.4 P P 0.03 0.03 0 NC 0.42 gb:BB129109 /DB_XREF=gi:8783488 /DB_XREF=BB129109 /CLONE=9630036L11 /FEA=EST /CNT=2 /TID=Mm.187813.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447724_x_ 153.4 165.7 P P 0.01 0.02 0 NC 0.5 gb:BB324282 /DB_XREF=gi:9032596 /DB_XREF=BB324282 /CLONE=B430106H08 /FEA=EST /CNT=2 /TID=Mm.165865.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447746_at 1.3 1.8 A A 0.53 0.63 0 NC 0.5 gb:BB609751 /DB_XREF=gi:16451466 /DB_XREF=BB609751 /CLONE=1110066E23 /FEA=EST /CNT=2 /TID=Mm.212482.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447753_at 17.9 18.7 A A 0.08 0.24 0 NC 0.5 gb:BB391093 /DB_XREF=gi:9114040 /DB_XREF=BB391093 /CLONE=C230073C03 /FEA=EST /CNT=2 /TID=Mm.106741.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447764_at 3.9 4.1 A A 0.5 0.33 0 NC 0.5 gb:BB305810 /DB_XREF=gi:9006515 /DB_XREF=BB305810 /CLONE=B230205F16 /FEA=EST /CNT=2 /TID=Mm.132015.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447802_x_ 20.5 24.8 P P 0.01 0.03 0 NC 0.08 gb:AV099323 /DB_XREF=gi:5246871 /DB_XREF=AV099323 /CLONE=2410047P18 /FEA=EST /CNT=2 /TID=Mm.45490.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447805_s_ 156.5 136.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV347864 /DB_XREF=gi:6388923 /DB_XREF=AV347864 /CLONE=6430628F21 /FEA=EST /CNT=2 /TID=Mm.68702.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447808_s_ 30.8 33.1 P P 0.008057 0.005859 0 NC 0.5 gb:BB244383 /DB_XREF=gi:8937129 /DB_XREF=BB244383 /CLONE=A730001M05 /FEA=EST /CNT=2 /TID=Mm.124505.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447811_s_ 0.8 0.7 A A 0.87 0.97 0 NC 0.5 gb:BB387182 /DB_XREF=gi:9110000 /DB_XREF=BB387182 /CLONE=C230050H16 /FEA=EST /CNT=2 /TID=Mm.44915.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447817_at 10.4 11.3 M A 0.05 0.06 0 NC 0.6 gb:BB014767 /DB_XREF=gi:8137951 /DB_XREF=BB014767 /CLONE=4930484K13 /FEA=EST /CNT=2 /TID=Mm.168773.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447847_x_ 7.3 7.1 A A 0.07 0.3 0 NC 0.58 gb:BB172310 /DB_XREF=gi:8831393 /DB_XREF=BB172310 /CLONE=A230037J08 /FEA=EST /CNT=2 /TID=Mm.80179.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447849_s_ 416.6 424.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV323441 /DB_XREF=gi:6293358 /DB_XREF=AV323441 /CLONE=6230409N17 /FEA=EST /CNT=2 /TID=Mm.180082.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447865_x_ 197.2 193.1 P P 0.001221 0.001953 0 NC 0.5 gb:BB037788 /DB_XREF=gi:8444174 /DB_XREF=BB037788 /CLONE=5930430G02 /FEA=EST /CNT=2 /TID=Mm.104837.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447882_x_ 13.5 11.4 A A 0.3 0.24 0 NC 0.41 gb:AV318690 /DB_XREF=gi:6284107 /DB_XREF=AV318690 /CLONE=6030400O13 /FEA=EST /CNT=2 /TID=Mm.62044.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447886_at 1.7 2.5 A A 0.66 0.53 0 NC 0.5 gb:AV302770 /DB_XREF=gi:6335284 /DB_XREF=AV302770 /CLONE=5730505L13 /FEA=EST /CNT=2 /TID=Mm.62891.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447910_x_ 319.3 287.2 P P 0.001953 0.00293 0 NC 0.5 gb:AW122690 /DB_XREF=gi:6098220 /DB_XREF=UI-M-BH2.2-aot-a-11-0-UI.s1 /CLONE=UI-M-BH2.2-aot-a-11-0-UI /FEA=EST /CNT=2 /TID=Mm.17111
MOE430_2_1447926_at 98.5 95.3 P P 0.00293 0.001953 0 NC 0.5 gb:BB811124 /DB_XREF=gi:16983753 /DB_XREF=BB811124 /CLONE=G730008K21 /FEA=EST /CNT=32 /TID=Mm.3727.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447961_s_ 288.3 294.6 P P 0.000732 0.000732 0 NC 0.5 gb:BI135190 /DB_XREF=gi:14585438 /DB_XREF=UI-M-BH3-bst-e-06-0-UI.s1 /CLONE=UI-M-BH3-bst-e-06-0-UI /FEA=EST /CNT=6 /TID=Mm.195999.1 
MOE430_2_1447980_s_ 1.7 1.8 A A 0.82 0.8 0 NC 0.12 gb:AA408781 /DB_XREF=gi:2068167 /DB_XREF=EST03252 /CLONE=C0033A03 /FEA=EST /CNT=3 /TID=Mm.34664.1 /TIER=ConsEnd /STK=1 /UG=Mm.34
MOE430_2_1448003_at 140.5 113 P M 0.04 0.05 0 NC 0.5 gb:BI414944 /DB_XREF=gi:15175867 /DB_XREF=602991002F1 /CLONE=IMAGE:5146704 /FEA=EST /CNT=21 /TID=Mm.46699.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1448028_at 165.6 180.8 P P 0.001953 0.001953 0 NC 0.5 gb:BF536757 /DB_XREF=gi:11624125 /DB_XREF=602049238F1 /CLONE=IMAGE:4188800 /FEA=EST /CNT=9 /TID=Mm.216274.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1448054_at 1.5 2.3 A A 0.78 0.69 0 NC 0.6 gb:BE854760 /DB_XREF=gi:10313372 /DB_XREF=ux33d05.y1 /CLONE=IMAGE:3512073 /FEA=EST /CNT=6 /TID=Mm.34943.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1448062_at 2.5 3.7 A A 0.82 0.8 0 NC 0.5 gb:BF468348 /DB_XREF=gi:20338379 /DB_XREF=UI-M-CC0-ayh-d-05-0-UI.r1 /CLONE=UI-M-CC0-ayh-d-05-0-UI /FEA=EST /CNT=6 /TID=Mm.200379.
MOE430_2_1448066_at 3 2.7 A A 0.5 0.43 0 NC 0.5 gb:BB635964 /DB_XREF=gi:16471927 /DB_XREF=BB635964 /CLONE=A430092F23 /FEA=EST /CNT=7 /TID=Mm.131207.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448074_at 10.6 8.5 A A 0.21 0.17 0 NC 0.5 gb:AI462038 /DB_XREF=gi:4316068 /DB_XREF=ub69g03.x1 /CLONE=IMAGE:1383028 /FEA=EST /CNT=4 /TID=Mm.5033.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448078_at 15.3 9.5 A A 0.09 0.19 0 NC 0.57 gb:BG078968 /DB_XREF=gi:12561536 /DB_XREF=H3034B10-5 /CLONE=H3034B10 /FEA=EST /CNT=4 /TID=Mm.13212.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448088_at 8.6 10.5 A A 0.21 0.5 0 NC 0.5 gb:BG079416 /DB_XREF=gi:12561984 /DB_XREF=H3039E06-5 /CLONE=H3039E06 /FEA=EST /CNT=3 /TID=Mm.5692.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448090_at 0.7 1 A A 0.6 0.63 0 NC 0.5 gb:BG079367 /DB_XREF=gi:12561935 /DB_XREF=H3038H10-5 /CLONE=H3038H10 /FEA=EST /CNT=3 /TID=Mm.5668.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448100_at 1320.6 1273.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133797.1 /DB_XREF=gi:19527011 /GEN=C81457 /FEA=FLmRNA /CNT=376 /TID=Mm.24593.1 /TIER=FL+Stack /STK=239 /UG=Mm.24593 /LL=9782
MOE430_2_1448112_at 3997.5 4072.3 P P 0.008057 0.01 0 NC 0.5 gb:NM_007749.1 /DB_XREF=gi:6680990 /GEN=Cox7c /FEA=FLmRNA /CNT=357 /TID=Mm.43786.1 /TIER=FL+Stack /STK=207 /UG=Mm.43786 /LL=12867 
MOE430_2_1448115_at 171.6 168.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008307.1 /DB_XREF=gi:6680314 /GEN=Htf9c /FEA=FLmRNA /CNT=224 /TID=Mm.5128.1 /TIER=FL+Stack /STK=201 /UG=Mm.5128 /LL=15547 /DE
MOE430_2_1448118_a_ 2972.9 2804 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009983.1 /DB_XREF=gi:6753555 /GEN=Ctsd /FEA=FLmRNA /CNT=522 /TID=Mm.2147.1 /TIER=FL+Stack /STK=193 /UG=Mm.2147 /LL=13033 /DE
MOE430_2_1448142_x_ 4633.4 5361.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026533.1 /DB_XREF=gi:13386033 /GEN=Rps13 /FEA=FLmRNA /CNT=343 /TID=Mm.14798.1 /TIER=FL+Stack /STK=170 /UG=Mm.14798 /LL=68052
MOE430_2_1448151_at 970.7 912.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC016194.1 /DB_XREF=gi:16740618 /FEA=FLmRNA /CNT=261 /TID=Mm.119162.1 /TIER=FL+Stack /STK=167 /UG=Mm.119162 /LL=15568 /UG_GENE=
MOE430_2_1448156_at 106.2 151.4 P P 0.00415 0.00293 0 NC 0.5 gb:NM_009362.1 /DB_XREF=gi:6678306 /GEN=Tff1 /FEA=FLmRNA /CNT=195 /TID=Mm.2854.1 /TIER=FL+Stack /STK=164 /UG=Mm.2854 /LL=21784 /DEF
MOE430_2_1448172_at 1507.6 1563.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008618.1 /DB_XREF=gi:6678917 /GEN=Mor2 /FEA=FLmRNA /CNT=417 /TID=Mm.3156.1 /TIER=FL+Stack /STK=147 /UG=Mm.3156 /LL=17449 /DE
MOE430_2_1448176_a_ 2224.5 2234.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025279.1 /DB_XREF=gi:13384619 /GEN=Hnrpk /FEA=FLmRNA /CNT=356 /TID=Mm.142872.1 /TIER=FL+Stack /STK=144 /UG=Mm.142872 /LL=153
MOE430_2_1448180_a_ 1116.3 967.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008258.1 /DB_XREF=gi:6680236 /GEN=Hn1 /FEA=FLmRNA /CNT=253 /TID=Mm.1775.1 /TIER=FL+Stack /STK=141 /UG=Mm.1775 /LL=15374 /DEF
MOE430_2_1448212_at 431.4 475 P P 0.000244 0.000244 0 NC 0.5 gb:NM_134138.1 /DB_XREF=gi:19527371 /GEN=AW545363 /FEA=FLmRNA /CNT=189 /TID=Mm.41043.1 /TIER=FL+Stack /STK=130 /UG=Mm.41043 /LL=1
MOE430_2_1448217_a_ 4306 4276.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011289.1 /DB_XREF=gi:8567399 /GEN=Rpl27 /FEA=FLmRNA /CNT=260 /TID=Mm.28985.1 /TIER=FL+Stack /STK=127 /UG=Mm.28985 /LL=19942 /
MOE430_2_1448218_s_ 950.6 876 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011740.1 /DB_XREF=gi:6756040 /GEN=Ywhaz /FEA=FLmRNA /CNT=486 /TID=Mm.3360.1 /TIER=FL+Stack /STK=127 /UG=Mm.3360 /LL=22631 /D
MOE430_2_1448219_a_ 2039.9 2187.5 P P 0.000732 0.000244 0 NC 0.5 gb:AV027921 /DB_XREF=gi:16356502 /DB_XREF=AV027921 /CLONE=1300015C06 /FEA=FLmRNA /CNT=486 /TID=Mm.3360.1 /TIER=Stack /STK=68 /UG
MOE430_2_1448222_x_ 1942.7 2080.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007750.1 /DB_XREF=gi:6680992 /GEN=Cox8a /FEA=FLmRNA /CNT=169 /TID=Mm.14022.1 /TIER=FL+Stack /STK=125 /UG=Mm.14022 /LL=12868 
MOE430_2_1448224_at 335.8 368.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009360.1 /DB_XREF=gi:6678302 /GEN=Tfam /FEA=FLmRNA /CNT=187 /TID=Mm.41766.1 /TIER=FL+Stack /STK=125 /UG=Mm.41766 /LL=21780 /
MOE430_2_1448234_at 1448.9 1422.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011847.1 /DB_XREF=gi:6754735 /GEN=Dnajb6 /FEA=FLmRNA /CNT=226 /TID=Mm.2701.1 /TIER=FL+Stack /STK=118 /UG=Mm.2701 /LL=23950 /D
MOE430_2_1448236_at 537.2 553.2 P P 0.000732 0.000732 0 NC 0.5 gb:NM_009041.1 /DB_XREF=gi:6677698 /GEN=Rdx /FEA=FLmRNA /CNT=284 /TID=Mm.7051.1 /TIER=FL+Stack /STK=118 /UG=Mm.7051 /LL=19684 /DEF
MOE430_2_1448244_at 260.5 268.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC013536.1 /DB_XREF=gi:15488807 /FEA=FLmRNA /CNT=203 /TID=Mm.90115.1 /TIER=FL+Stack /STK=115 /UG=Mm.90115 /LL=18777 /UG_GENE=Ly
MOE430_2_1448263_a_ 609.1 665 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023149.1 /DB_XREF=gi:12963534 /GEN=0610010E05Rik /FEA=FLmRNA /CNT=223 /TID=Mm.29646.1 /TIER=FL+Stack /STK=110 /UG=Mm.29646 /L
MOE430_2_1448284_a_ 2671.1 2781.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025523.1 /DB_XREF=gi:13384945 /GEN=Ndufc1 /FEA=FLmRNA /CNT=149 /TID=Mm.666.1 /TIER=FL+Stack /STK=101 /UG=Mm.666 /LL=66377 /D
MOE430_2_1448286_at 1927.7 1943.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016763.1 /DB_XREF=gi:7949046 /GEN=Hsd17b10 /FEA=FLmRNA /CNT=195 /TID=Mm.6994.1 /TIER=FL+Stack /STK=101 /UG=Mm.6994 /LL=15108
MOE430_2_1448316_at 1055.3 1131.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_024217.1 /DB_XREF=gi:13195643 /GEN=9430096L06Rik /FEA=FLmRNA /CNT=150 /TID=Mm.29658.1 /TIER=FL+Stack /STK=93 /UG=Mm.29658 /LL
MOE430_2_1448323_a_ 8450.8 8495 P P 0.000244 0.000244 0 NC 0.5 gb:BC019502.1 /DB_XREF=gi:18044514 /FEA=FLmRNA /CNT=224 /TID=Mm.2608.1 /TIER=FL+Stack /STK=91 /UG=Mm.2608 /LL=12111 /UG_GENE=Bgn /
MOE430_2_1448328_at 53 56.5 M A 0.05 0.08 0 NC 0.45 gb:BC010198.1 /DB_XREF=gi:16307319 /FEA=FLmRNA /CNT=109 /TID=Mm.5012.1 /TIER=FL+Stack /STK=91 /UG=Mm.5012 /LL=24055 /UG_GENE=Sh3b
MOE430_2_1448339_at 770.1 790.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK008408.1 /DB_XREF=gi:12842575 /FEA=FLmRNA /CNT=309 /TID=Mm.171292.1 /TIER=Stack /STK=18 /UG=Mm.171292 /LL=69981 /UG_GENE=2010
MOE430_2_1448343_a_ 1049.9 950.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008676.1 /DB_XREF=gi:6679019 /GEN=Nbr1 /FEA=FLmRNA /CNT=153 /TID=Mm.784.1 /TIER=FL+Stack /STK=89 /UG=Mm.784 /LL=17966 /DEF=M
MOE430_2_1448360_s_ 578.8 459.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021421.1 /DB_XREF=gi:10946783 /GEN=2610307I21Rik /FEA=FLmRNA /CNT=136 /TID=Mm.154507.1 /TIER=FL+Stack /STK=86 /UG=Mm.154507 /
MOE430_2_1448363_at 920.5 898.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009534.1 /DB_XREF=gi:6678614 /GEN=Yap /FEA=FLmRNA /CNT=187 /TID=Mm.4885.1 /TIER=FL+Stack /STK=86 /UG=Mm.4885 /LL=22601 /DEF=
MOE430_2_1448366_at 22.9 33.2 P P 0.03 0.02 0 NC 0.35 gb:NM_016801.2 /DB_XREF=gi:15011852 /GEN=Stx1a /FEA=FLmRNA /CNT=97 /TID=Mm.6225.1 /TIER=FL+Stack /STK=86 /UG=Mm.6225 /LL=20907 /DE
MOE430_2_1448385_at 182.4 198 P P 0.000732 0.000732 0 NC 0.5 gb:NM_133895.1 /DB_XREF=gi:19527111 /GEN=AA987064 /FEA=FLmRNA /CNT=115 /TID=Mm.28506.1 /TIER=FL+Stack /STK=81 /UG=Mm.28506 /LL=100
MOE430_2_1448388_a_ 1547.8 1545.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_134054.1 /DB_XREF=gi:19527271 /GEN=1110002B05Rik /FEA=FLmRNA /CNT=172 /TID=Mm.30053.1 /TIER=FL+Stack /STK=80 /UG=Mm.30053 /L
MOE430_2_1448430_a_ 5577.8 5253.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013608.1 /DB_XREF=gi:7305296 /GEN=Naca /FEA=FLmRNA /CNT=91 /TID=Mm.3746.1 /TIER=FL+Stack /STK=75 /UG=Mm.3746 /LL=17938 /DEF=
MOE430_2_1448442_a_ 3395.9 3369.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011184.1 /DB_XREF=gi:6755193 /GEN=Psma3 /FEA=FLmRNA /CNT=162 /TID=Mm.1007.1 /TIER=FL+Stack /STK=73 /UG=Mm.1007 /LL=19167 /DE
MOE430_2_1448448_a_ 319.3 305.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007692.1 /DB_XREF=gi:6671747 /GEN=Chkl /FEA=FLmRNA /CNT=112 /TID=Mm.10124.1 /TIER=FL+Stack /STK=73 /UG=Mm.10124 /LL=12651 /DE
MOE430_2_1448454_at 1887.2 1871.2 P P 0.000244 0.000244 0 NC 0.5 gb:AW539046 /DB_XREF=gi:7181559 /DB_XREF=C0116C07-3 /CLONE=C0116C07 /FEA=FLmRNA /CNT=355 /TID=Mm.24042.1 /TIER=Stack /STK=86 /UG
MOE430_2_1448490_at 178.6 142.2 P P 0.000732 0.000732 0 NC 0.5 gb:NM_133770.1 /DB_XREF=gi:19526989 /GEN=0610012P18Rik /FEA=FLmRNA /CNT=101 /TID=Mm.148418.1 /TIER=FL+Stack /STK=67 /UG=Mm.148418 /
MOE430_2_1448495_at 445.7 512.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_031201.1 /DB_XREF=gi:13654267 /GEN=Tstap35b /FEA=FLmRNA /CNT=125 /TID=Mm.22596.1 /TIER=FL+Stack /STK=66 /UG=Mm.22596 /LL=221
MOE430_2_1448497_at 221.8 203.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133658.1 /DB_XREF=gi:19526799 /GEN=Ercc3 /FEA=FLmRNA /CNT=111 /TID=Mm.11218.1 /TIER=FL+Stack /STK=66 /UG=Mm.11218 /LL=13872 /
MOE430_2_1448517_at 747.1 730.4 P P 0.000732 0.000244 0 NC 0.5 gb:NM_019818.1 /DB_XREF=gi:12025539 /GEN=Timm22 /FEA=FLmRNA /CNT=126 /TID=Mm.18803.1 /TIER=FL+Stack /STK=64 /UG=Mm.18803 /LL=56322
MOE430_2_1448518_at 80.8 60.7 P P 0.000244 0.001953 0 NC 0.5 gb:AK012130.1 /DB_XREF=gi:12848685 /GEN=Timm22 /FEA=FLmRNA /CNT=126 /TID=Mm.18803.1 /TIER=ConsEnd /STK=4 /UG=Mm.18803 /LL=56322 /
MOE430_2_1448535_at 109.5 98.3 P P 0.000732 0.00415 0 NC 0.5 gb:NM_023876.1 /DB_XREF=gi:12963848 /GEN=Elp4 /FEA=FLmRNA /CNT=132 /TID=Mm.33870.1 /TIER=FL+Stack /STK=61 /UG=Mm.33870 /LL=77766 /D
MOE430_2_1448554_s_ 2.2 3.6 A A 0.56 0.5 0 NC 0.41 gb:NM_080728.1 /DB_XREF=gi:18859640 /GEN=Myh7 /FEA=FLmRNA /CNT=120 /TID=Mm.155714.1 /TIER=FL+Stack /STK=59 /UG=Mm.155714 /LL=14078
MOE430_2_1448579_at 1136.3 1186.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009149.1 /DB_XREF=gi:6677904 /GEN=Selel /FEA=FLmRNA /CNT=216 /TID=Mm.488.1 /TIER=FL+Stack /STK=57 /UG=Mm.488 /LL=20340 /DEF=M
MOE430_2_1448583_at 223 235.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133954.1 /DB_XREF=gi:19527175 /GEN=AA960436 /FEA=FLmRNA /CNT=90 /TID=Mm.29069.1 /TIER=FL+Stack /STK=57 /UG=Mm.29069 /LL=1019
MOE430_2_1448603_at 91.5 82.3 P P 0.001953 0.000732 0 NC 0.5 gb:NM_009274.1 /DB_XREF=gi:6678134 /GEN=Srpk2 /FEA=FLmRNA /CNT=188 /TID=Mm.8709.1 /TIER=FL+Stack /STK=12 /UG=Mm.8709 /LL=20817 /DE
MOE430_2_1448620_at 1.1 0.7 A A 0.66 0.75 0 NC 0.85 gb:NM_010188.1 /DB_XREF=gi:6753833 /GEN=Fcgr3 /FEA=FLmRNA /CNT=97 /TID=Mm.22119.1 /TIER=FL+Stack /STK=53 /UG=Mm.22119 /LL=14131 /DE
MOE430_2_1448629_at 323.8 313.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_138646.1 /DB_XREF=gi:20270246 /GEN=Hps4 /FEA=FLmRNA /CNT=83 /TID=Mm.4052.1 /TIER=FL+Stack /STK=52 /UG=Mm.4052 /LL=192232 /DE
MOE430_2_1448637_at 286.3 287.3 P P 0.03 0.01 0 NC 0.53 gb:NM_029365.1 /DB_XREF=gi:20149311 /GEN=2610034E13Rik /FEA=FLmRNA /CNT=115 /TID=Mm.157778.1 /TIER=FL+Stack /STK=51 /UG=Mm.157778 /
MOE430_2_1448648_at 439.2 411.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026667.1 /DB_XREF=gi:13386149 /GEN=9130005N14Rik /FEA=FLmRNA /CNT=110 /TID=Mm.87593.1 /TIER=FL /STK=5 /UG=Mm.87593 /LL=68303
MOE430_2_1448651_at 204.4 237.3 P P 0.000732 0.000732 0 NC 0.5 gb:BC004571.1 /DB_XREF=gi:13435413 /FEA=FLmRNA /CNT=95 /TID=Mm.200949.1 /TIER=FL+Stack /STK=50 /UG=Mm.200949 /LL=53893 /UG_GENE=N
MOE430_2_1448658_at 342.7 306.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016882.1 /DB_XREF=gi:8394235 /GEN=Sart1 /FEA=FLmRNA /CNT=101 /TID=Mm.34562.1 /TIER=FL+Stack /STK=49 /UG=Mm.34562 /LL=20227 /D
MOE430_2_1448661_at 197.1 214.6 P P 0.00293 0.005859 0 NC 0.5 gb:NM_008874.1 /DB_XREF=gi:7110694 /GEN=Plcb3 /FEA=FLmRNA /CNT=86 /TID=Mm.6888.1 /TIER=FL+Stack /STK=49 /UG=Mm.6888 /LL=18797 /DEF
MOE430_2_1448674_at 371.6 362.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_021313.1 /DB_XREF=gi:10946615 /GEN=Rnf25 /FEA=FLmRNA /CNT=86 /TID=Mm.86910.1 /TIER=FL+Stack /STK=48 /UG=Mm.86910 /LL=57751 /D
MOE430_2_1448689_at 153.8 159.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025846.1 /DB_XREF=gi:13399307 /GEN=Rras2 /FEA=FLmRNA /CNT=99 /TID=Mm.23219.1 /TIER=FL+Stack /STK=46 /UG=Mm.23219 /LL=66922 /D
MOE430_2_1448712_at 54.1 61.7 P P 0.03 0.008057 0 NC 0.26 gb:NM_018818.1 /DB_XREF=gi:9055183 /GEN=Chm /FEA=FLmRNA /CNT=72 /TID=Mm.31802.1 /TIER=FL+Stack /STK=45 /UG=Mm.31802 /LL=12662 /DE
MOE430_2_1448721_at 42.3 41.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133825.1 /DB_XREF=gi:19527041 /GEN=AI987691 /FEA=FLmRNA /CNT=87 /TID=Mm.12309.1 /TIER=FL+Stack /STK=44 /UG=Mm.12309 /LL=9848
MOE430_2_1448733_at 348.1 309.7 P P 0.000244 0.000244 0 NC 0.5 gb:M64279.1 /DB_XREF=gi:192202 /GEN=bmi-1 /FEA=FLmRNA /CNT=201 /TID=Mm.7719.1 /TIER=FL+Stack /STK=43 /UG=Mm.7719 /LL=12151 /UG_TIT
MOE430_2_1448735_at 15.2 13.5 P P 0.00293 0.008057 0 NC 0.5 gb:BB332449 /DB_XREF=gi:9041212 /DB_XREF=BB332449 /CLONE=B730048G11 /FEA=FLmRNA /CNT=332 /TID=Mm.13787.1 /TIER=Stack /STK=11 /UG
MOE430_2_1448747_at 36.2 38.6 P P 0.001953 0.00293 0 NC 0.5 gb:AF441120.1 /DB_XREF=gi:17940317 /GEN=Atrogin1 /FEA=FLmRNA /CNT=90 /TID=Mm.40466.1 /TIER=FL+Stack /STK=14 /UG=Mm.40466 /LL=67731 /
MOE430_2_1448761_a_ 736.6 671.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_017478.1 /DB_XREF=gi:8567339 /GEN=Copg2 /FEA=FLmRNA /CNT=84 /TID=Mm.39896.1 /TIER=FL+Stack /STK=42 /UG=Mm.39896 /LL=54160 /D
MOE430_2_1448770_a_ 3627.3 3688.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007512.1 /DB_XREF=gi:6671593 /GEN=Atpi /FEA=FLmRNA /CNT=86 /TID=Mm.2171.1 /TIER=FL+Stack /STK=40 /UG=Mm.2171 /LL=11983 /DEF=M
MOE430_2_1448772_at 1247.9 1351.1 P P 0.000244 0.000244 0 NC 0.5 gb:BG868960 /DB_XREF=gi:14219500 /DB_XREF=602784567F1 /CLONE=IMAGE:4910609 /FEA=FLmRNA /CNT=139 /TID=Mm.27541.1 /TIER=Stack /STK=
MOE430_2_1448774_at 749.4 733.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_023231.1 /DB_XREF=gi:12963590 /GEN=0610038F01Rik /FEA=FLmRNA /CNT=118 /TID=Mm.29895.1 /TIER=FL+Stack /STK=40 /UG=Mm.29895 /L
MOE430_2_1448781_at 46.1 44.2 P P 0.00415 0.01 0 NC 0.5 gb:NM_008667.1 /DB_XREF=gi:6679001 /GEN=Nab1 /FEA=FLmRNA /CNT=130 /TID=Mm.25903.1 /TIER=FL /STK=2 /UG=Mm.25903 /LL=17936 /DEF=Mus
MOE430_2_1448784_at 2347.4 2575.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_020024.1 /DB_XREF=gi:9910575 /GEN=Taf10 /FEA=FLmRNA /CNT=54 /TID=Mm.21419.1 /TIER=FL+Stack /STK=40 /UG=Mm.21419 /LL=24075 /D
MOE430_2_1448793_a_ 297.7 279.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC005679.1 /DB_XREF=gi:13542989 /FEA=FLmRNA /CNT=177 /TID=Mm.3815.1 /TIER=FL+Stack /STK=16 /UG=Mm.3815 /LL=20971 /UG_GENE=Sdc4
MOE430_2_1448800_at 37.6 48 P P 0.02 0.00415 0 NC 0.08 gb:NM_130892.1 /DB_XREF=gi:18700035 /GEN=Rtn4ip1 /FEA=FLmRNA /CNT=73 /TID=Mm.25238.1 /TIER=FL /STK=4 /UG=Mm.25238 /LL=170728 /DEF=
MOE430_2_1448808_a_ 8425 8295.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008705.1 /DB_XREF=gi:6679077 /GEN=Nme2 /FEA=FLmRNA /CNT=116 /TID=Mm.1125.1 /TIER=FL+Stack /STK=38 /UG=Mm.1125 /LL=18103 /DE
MOE430_2_1448844_at 311.6 308.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025558.1 /DB_XREF=gi:13384987 /GEN=1810044O22Rik /FEA=FLmRNA /CNT=271 /TID=Mm.20242.1 /TIER=FL+Stack /STK=36 /UG=Mm.20242 /L
MOE430_2_1448848_at 751.9 835.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB004887 /DB_XREF=gi:15389834 /DB_XREF=BB004887 /CLONE=4732463I11 /FEA=FLmRNA /CNT=210 /TID=Mm.206786.1 /TIER=Stack /STK=76 /U
MOE430_2_1448864_at 336.8 336.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_133741.1 /DB_XREF=gi:19526941 /GEN=Snrk /FEA=FLmRNA /CNT=196 /TID=Mm.200461.1 /TIER=FL+Stack /STK=34 /UG=Mm.200461 /LL=20623
MOE430_2_1448883_at 433.2 393.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011175.1 /DB_XREF=gi:7242186 /GEN=Lgmn /FEA=FLmRNA /CNT=157 /TID=Mm.17185.1 /TIER=FL+Stack /STK=33 /UG=Mm.17185 /LL=19141 /D
MOE430_2_1448889_at 22.1 21.9 P P 0.00415 0.04 0 NC 0.5 gb:NM_027052.1 /DB_XREF=gi:18482374 /GEN=Slc38a4 /FEA=FLmRNA /CNT=72 /TID=Mm.180455.1 /TIER=FL+Stack /STK=33 /UG=Mm.180455 /LL=6935
MOE430_2_1448907_at 473 515.8 P P 0.000732 0.000244 0 NC 0.5 gb:NM_022653.1 /DB_XREF=gi:12083584 /GEN=Thop1 /FEA=FLmRNA /CNT=73 /TID=Mm.26995.1 /TIER=FL+Stack /STK=32 /UG=Mm.26995 /LL=50492 /
MOE430_2_1448923_at 337.2 328.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011871.1 /DB_XREF=gi:6755161 /GEN=Prkra /FEA=FLmRNA /CNT=73 /TID=Mm.82561.1 /TIER=FL+Stack /STK=31 /UG=Mm.82561 /LL=23992 /DE
MOE430_2_1448943_at 540.3 555.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK002673.1 /DB_XREF=gi:12832830 /FEA=FLmRNA /CNT=224 /TID=Mm.27448.1 /TIER=Stack /STK=21 /UG=Mm.27448 /LL=18186 /UG_GENE=Nrp /U
MOE430_2_1448963_at 563.9 612.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC020117.1 /DB_XREF=gi:18043552 /FEA=FLmRNA /CNT=88 /TID=Mm.27220.1 /TIER=FL+Stack /STK=29 /UG=Mm.27220 /LL=18046 /UG_GENE=Nfyc
MOE430_2_1448977_at 2.1 1.7 A A 0.78 0.82 0 NC 0.3 gb:BC003778.1 /DB_XREF=gi:13277770 /FEA=FLmRNA /CNT=78 /TID=Mm.3629.1 /TIER=FL /STK=2 /UG=Mm.3629 /LL=21420 /UG_GENE=Tcfap2c /DEF=
MOE430_2_1449001_at 130.3 124.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV221988 /DB_XREF=gi:16384845 /DB_XREF=AV221988 /CLONE=3632443N12 /FEA=FLmRNA /CNT=161 /TID=Mm.6635.1 /TIER=Stack /STK=37 /UG
MOE430_2_1449003_a_ 1706.4 1390.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016800.1 /DB_XREF=gi:7949164 /GEN=Vti1b-pending /FEA=FLmRNA /CNT=62 /TID=Mm.6577.1 /TIER=FL+Stack /STK=27 /UG=Mm.6577 /LL=536
MOE430_2_1449011_at 171.1 144.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB732135 /DB_XREF=gi:16115410 /DB_XREF=BB732135 /CLONE=E970021D09 /FEA=FLmRNA /CNT=91 /TID=Mm.24510.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1449012_s_ 34.7 41.3 A A 0.12 0.21 0 NC 0.5 gb:BC027164.1 /DB_XREF=gi:20071637 /FEA=FLmRNA /CNT=61 /TID=Mm.40009.1 /TIER=FL+Stack /STK=17 /UG=Mm.40009 /LL=64339 /UG_GENE=2810
MOE430_2_1449019_at 192.2 181.7 P P 0.001953 0.001953 0 NC 0.5 gb:BG067335 /DB_XREF=gi:12549904 /DB_XREF=H3053C04-3 /CLONE=H3053C04 /FEA=FLmRNA /CNT=121 /TID=Mm.2969.1 /TIER=Stack /STK=12 /UG
MOE430_2_1449040_a_ 249.2 240.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009266.1 /DB_XREF=gi:6678118 /GEN=Sps2 /FEA=FLmRNA /CNT=102 /TID=Mm.20294.1 /TIER=FL+Stack /STK=25 /UG=Mm.20294 /LL=20768 /D
MOE430_2_1449042_at 114.8 110.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB836888 /DB_XREF=gi:17015131 /DB_XREF=BB836888 /CLONE=G930043K09 /FEA=FLmRNA /CNT=111 /TID=Mm.493.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1449065_at 35 30.6 P P 0.00293 0.000732 0 NC 0.22 gb:NM_012006.1 /DB_XREF=gi:6753549 /GEN=Cte1 /FEA=FLmRNA /CNT=68 /TID=Mm.1978.1 /TIER=FL+Stack /STK=24 /UG=Mm.1978 /LL=26897 /DEF=
MOE430_2_1449072_a_ 715.6 715.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026526.1 /DB_XREF=gi:13386021 /GEN=2510005D08Rik /FEA=FLmRNA /CNT=60 /TID=Mm.45225.1 /TIER=FL+Stack /STK=24 /UG=Mm.45225 /LL
MOE430_2_1449087_at 26.5 22.4 P P 0.01 0.000732 0 NC 0.5 gb:AF353167.1 /DB_XREF=gi:13569710 /GEN=Znf230 /FEA=FLmRNA /CNT=70 /TID=Mm.218600.1 /TIER=FL+Stack /STK=12 /UG=Mm.218600 /LL=67150 
MOE430_2_1449113_at 156.7 126 P P 0.000732 0.000244 0 NC 0.5 gb:NM_030247.1 /DB_XREF=gi:13384761 /GEN=BC002292 /FEA=FLmRNA /CNT=75 /TID=Mm.41715.1 /TIER=FL+Stack /STK=22 /UG=Mm.41715 /LL=8027
MOE430_2_1449115_at 20.3 33.4 P P 0.000732 0.005859 0 NC 0.17 gb:BG066919 /DB_XREF=gi:12549488 /DB_XREF=H3048E07-3 /CLONE=H3048E07 /FEA=FLmRNA /CNT=185 /TID=Mm.10563.1 /TIER=Stack /STK=12 /U
MOE430_2_1449130_at 301 124.3 P P 0.000244 0.001221 0 NC 0.5 gb:NM_007639.1 /DB_XREF=gi:6671705 /GEN=Cd1d1 /FEA=FLmRNA /CNT=52 /TID=Mm.1894.1 /TIER=FL+Stack /STK=22 /UG=Mm.1894 /LL=12479 /DEF
MOE430_2_1449179_at 4.4 2 A A 0.46 0.63 0 NC 0.5 gb:NM_024458.1 /DB_XREF=gi:13277351 /GEN=Rpr1 /FEA=FLmRNA /CNT=95 /TID=Mm.1205.1 /TIER=FL+Stack /STK=19 /UG=Mm.1205 /LL=20028 /DEF



MOE430_2_1449186_at 125 132.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026121.1 /DB_XREF=gi:17975503 /GEN=Bag4 /FEA=FLmRNA /CNT=67 /TID=Mm.27102.1 /TIER=FL+Stack /STK=19 /UG=Mm.27102 /LL=67384 /D
MOE430_2_1449204_at 244.7 248.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010291.1 /DB_XREF=gi:6753995 /GEN=Gjb5 /FEA=FLmRNA /CNT=31 /TID=Mm.26859.1 /TIER=FL+Stack /STK=19 /UG=Mm.26859 /LL=14622 /DE
MOE430_2_1449213_at 949.4 981.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025410.1 /DB_XREF=gi:13384797 /GEN=1110049G11Rik /FEA=FLmRNA /CNT=41 /TID=Mm.21705.1 /TIER=FL+Stack /STK=18 /UG=Mm.21705 /LL
MOE430_2_1449216_at 20.8 17.2 A A 0.24 0.19 0 NC 0.5 gb:NM_008399.1 /DB_XREF=gi:6680481 /GEN=Itgae /FEA=FLmRNA /CNT=31 /TID=Mm.96.1 /TIER=FL+Stack /STK=18 /UG=Mm.96 /LL=16407 /DEF=Mus 
MOE430_2_1449222_at 1.9 2.7 A A 0.72 0.72 0 NC 0.42 gb:NM_015766.1 /DB_XREF=gi:7657051 /GEN=Ebi3 /FEA=FLmRNA /CNT=34 /TID=Mm.7254.1 /TIER=FL+Stack /STK=18 /UG=Mm.7254 /LL=50498 /DEF=
MOE430_2_1449238_at 8 3.9 A A 0.53 0.33 0 NC 0.37 gb:NM_007676.1 /DB_XREF=gi:15809051 /GEN=Psg16 /FEA=FLmRNA /CNT=22 /TID=Mm.143686.1 /TIER=FL+Stack /STK=18 /UG=Mm.143686 /LL=26436
MOE430_2_1449242_s_ 2.4 2.1 A A 0.78 0.9 0 NC 0.92 gb:NM_053176.1 /DB_XREF=gi:16716460 /GEN=AW413091 /FEA=FLmRNA /CNT=119 /TID=Mm.1799.1 /TIER=FL+Stack /STK=17 /UG=Mm.1799 /LL=9417
MOE430_2_1449249_at 163.5 162.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_018764.1 /DB_XREF=gi:9055301 /GEN=Pcdh7 /FEA=FLmRNA /CNT=47 /TID=Mm.11964.1 /TIER=FL+Stack /STK=17 /UG=Mm.11964 /LL=54216 /D
MOE430_2_1449252_at 1.7 1.1 A A 0.72 0.91 0 NC 0.72 gb:NM_027828.1 /DB_XREF=gi:19924212 /GEN=AU019489 /FEA=FLmRNA /CNT=33 /TID=Mm.29103.1 /TIER=FL /STK=2 /UG=Mm.29103 /LL=104943 /DE
MOE430_2_1449260_at 16.6 8.1 P A 0.001953 0.19 0 NC 0.5 gb:BB349707 /DB_XREF=gi:16405239 /DB_XREF=BB349707 /CLONE=B930076D08 /FEA=FLmRNA /CNT=129 /TID=Mm.29968.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1449261_at 115.6 112 P P 0.00415 0.00415 0 NC 0.5 gb:NM_017463.1 /DB_XREF=gi:8567383 /GEN=Pbx2 /FEA=FLmRNA /CNT=112 /TID=Mm.7103.1 /TIER=FL+Stack /STK=16 /UG=Mm.7103 /LL=18515 /DEF
MOE430_2_1449276_at 1.9 3.1 A A 0.63 0.46 0 NC 0.5 gb:NM_025503.1 /DB_XREF=gi:13384923 /GEN=1700029P11Rik /FEA=FLmRNA /CNT=21 /TID=Mm.54292.1 /TIER=FL+Stack /STK=16 /UG=Mm.54292 /LL
MOE430_2_1449282_at 1.8 0.8 A A 0.66 0.96 0 NC 0.59 gb:BC027102.1 /DB_XREF=gi:20071513 /FEA=FLmRNA /CNT=27 /TID=Mm.40339.1 /TIER=FL /STK=1 /UG=Mm.40339 /LL=58861 /UG_GENE=Cysltr1-pen
MOE430_2_1449321_x_ 0.7 0.6 A A 0.85 0.88 0 NC 0.55 gb:NM_009246.1 /DB_XREF=gi:6678084 /GEN=Spi1-4 /FEA=FLmRNA /CNT=103 /TID=Mm.89843.1 /TIER=FL+Stack /STK=15 /UG=Mm.89843 /LL=20703 /
MOE430_2_1449339_at 112.9 107.5 P P 0.001221 0.001953 0 NC 0.5 gb:BE692118 /DB_XREF=gi:10079742 /DB_XREF=ut25a03.x1 /CLONE=IMAGE:3328876 /FEA=FLmRNA /CNT=85 /TID=Mm.21793.1 /TIER=ConsEnd /STK=
MOE430_2_1449340_at 13 10.8 A A 0.17 0.24 0 NC 0.4 gb:AK007893.1 /DB_XREF=gi:12841739 /FEA=FLmRNA /CNT=73 /TID=Mm.43375.1 /TIER=Stack /STK=16 /UG=Mm.43375 /LL=66042 /UG_GENE=0610006
MOE430_2_1449343_s_ 217.1 188.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011378.1 /DB_XREF=gi:7106406 /GEN=Sin3a /FEA=FLmRNA /CNT=80 /TID=Mm.15755.1 /TIER=FL+Stack /STK=13 /UG=Mm.15755 /LL=20466 /DE
MOE430_2_1449352_at 81.4 72.2 P P 0.000732 0.000732 0 NC 0.5 gb:NM_020032.1 /DB_XREF=gi:9910499 /GEN=Poll /FEA=FLmRNA /CNT=40 /TID=Mm.46509.1 /TIER=FL+Stack /STK=13 /UG=Mm.46509 /LL=56626 /DEF
MOE430_2_1449354_at 130.1 126.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011663.1 /DB_XREF=gi:6755916 /GEN=U2af1-rs1 /FEA=FLmRNA /CNT=39 /TID=Mm.14286.1 /TIER=FL+Stack /STK=13 /UG=Mm.14286 /LL=22183
MOE430_2_1449355_a_ 116.1 111.5 P P 0.001953 0.008057 0 NC 0.5 gb:NM_007944.1 /DB_XREF=gi:6679668 /GEN=Eps15-rs /FEA=FLmRNA /CNT=31 /TID=Mm.35677.1 /TIER=FL+Stack /STK=13 /UG=Mm.35677 /LL=13859 
MOE430_2_1449381_a_ 1 0.8 A A 0.87 0.78 0 NC 0.71 gb:BI731319 /DB_XREF=gi:15708332 /DB_XREF=603353342F1 /CLONE=IMAGE:5360603 /FEA=FLmRNA /CNT=53 /TID=Mm.4926.1 /TIER=Stack /STK=10 
MOE430_2_1449389_at 12.9 12.5 A A 0.14 0.19 0 NC 0.11 gb:NM_011527.1 /DB_XREF=gi:6755715 /GEN=Tal1 /FEA=FLmRNA /CNT=37 /TID=Mm.3102.1 /TIER=FL+Stack /STK=12 /UG=Mm.3102 /LL=21349 /DEF=
MOE430_2_1449399_a_ 18.5 24 A A 0.11 0.09 0 NC 0.5 gb:BC011437.1 /DB_XREF=gi:15030320 /FEA=FLmRNA /CNT=18 /TID=Mm.22150.1 /TIER=FL+Stack /STK=12 /UG=Mm.22150 /LL=16176 /UG_GENE=Il1b 
MOE430_2_1449419_at 22.7 26 P P 0.001953 0.001221 0 NC 0.37 gb:NM_028785.1 /DB_XREF=gi:13386351 /GEN=1200017A24Rik /FEA=FLmRNA /CNT=41 /TID=Mm.32546.1 /TIER=FL+Stack /STK=11 /UG=Mm.32546 /LL
MOE430_2_1449438_at 548.3 598.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010072.1 /DB_XREF=gi:6753669 /GEN=Dpm1 /FEA=FLmRNA /CNT=118 /TID=Mm.12969.1 /TIER=FL+Stack /STK=10 /UG=Mm.12969 /LL=13480 /D
MOE430_2_1449458_at 2.2 2.1 A A 0.75 0.82 0 NC 0.5 gb:BC007475.1 /DB_XREF=gi:13938636 /FEA=FLmRNA /CNT=36 /TID=Mm.32926.1 /TIER=FL+Stack /STK=10 /UG=Mm.32926 /LL=14233 /UG_GENE=Fox
MOE430_2_1449461_at 0.6 3.3 A A 0.88 0.82 0 NC 0.4 gb:NM_023462.1 /DB_XREF=gi:17998695 /GEN=Rbp7 /FEA=FLmRNA /CNT=17 /TID=Mm.46023.1 /TIER=FL+Stack /STK=10 /UG=Mm.46023 /LL=63954 /D
MOE430_2_1449474_a_ 177.6 181.3 P P 0.000732 0.000732 0 NC 0.5 gb:NM_020276.2 /DB_XREF=gi:10190661 /GEN=Nelf /FEA=FLmRNA /CNT=22 /TID=Mm.42956.1 /TIER=FL+Stack /STK=10 /UG=Mm.42956 /LL=56876 /DE
MOE430_2_1449476_at 60.5 65.9 P A 0.04 0.06 0 NC 0.5 gb:NM_011973.1 /DB_XREF=gi:7106390 /GEN=Rage /FEA=FLmRNA /CNT=11 /TID=Mm.27161.1 /TIER=FL+Stack /STK=10 /UG=Mm.27161 /LL=26448 /DE
MOE430_2_1449479_at 1.7 1.2 A A 0.74 0.85 0 NC 0.44 gb:NM_007813.1 /DB_XREF=gi:6681104 /GEN=Cyp2b13 /FEA=FLmRNA /CNT=22 /TID=Mm.14413.1 /TIER=FL+Stack /STK=10 /UG=Mm.14413 /LL=13089 
MOE430_2_1449504_at 27.7 31.3 P P 0.01 0.008057 0 NC 0.24 gb:NM_008465.1 /DB_XREF=gi:6680593 /GEN=Kpna1 /FEA=FLmRNA /CNT=188 /TID=Mm.6952.1 /TIER=FL /STK=2 /UG=Mm.6952 /LL=16646 /DEF=Mus m
MOE430_2_1449519_at 69 71.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007836.1 /DB_XREF=gi:6681148 /GEN=Gadd45a /FEA=FLmRNA /CNT=27 /TID=Mm.1236.1 /TIER=FL+Stack /STK=8 /UG=Mm.1236 /LL=13197 /DE
MOE430_2_1449541_x_ 1.7 0.4 A A 0.72 0.78 0 NC 0.15 gb:NM_025851.1 /DB_XREF=gi:13385329 /GEN=1700010I14Rik /FEA=FLmRNA /CNT=24 /TID=Mm.67591.1 /TIER=FL+Stack /STK=8 /UG=Mm.67591 /LL=6
MOE430_2_1449542_at 219.4 201.5 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008783.1 /DB_XREF=gi:7110680 /GEN=Pbx1 /FEA=FLmRNA /CNT=23 /TID=Mm.61526.1 /TIER=FL+Stack /STK=8 /UG=Mm.61526 /LL=18514 /DEF
MOE430_2_1449574_a_ 2015.1 1865 P P 0.000244 0.000244 0 NC 0.5 gb:BF143638 /DB_XREF=gi:10982678 /DB_XREF=601790996F1 /CLONE=IMAGE:4021871 /FEA=FLmRNA /CNT=223 /TID=Mm.1022.1 /TIER=Stack /STK=1
MOE430_2_1449582_at 0.8 0.7 A A 0.9 0.98 0 NC 0.97 gb:BC019986.1 /DB_XREF=gi:18043502 /FEA=FLmRNA /CNT=28 /TID=Mm.144448.1 /TIER=FL /STK=6 /UG=Mm.144448 /LL=12590 /UG_GENE=Cdx1 /DE
MOE430_2_1449602_at 7.6 6.4 A A 0.43 0.24 0 NC 0.28 gb:AI785329 /DB_XREF=gi:5333045 /DB_XREF=uj40d03.x1 /CLONE=IMAGE:1922405 /FEA=EST /CNT=2 /TID=Mm.26758.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1449611_at 18.4 28.2 P A 0.01 0.19 0 NC 0.5 gb:AI894122 /DB_XREF=gi:5600024 /DB_XREF=md85f04.x1 /CLONE=IMAGE:375199 /FEA=EST /CNT=3 /TID=Mm.192736.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449618_s_ 189.9 259.5 P P 0.000244 0.000244 0 NC 0.5 gb:C77040 /DB_XREF=gi:2517370 /DB_XREF=C77040 /CLONE=J0025A11 /FEA=EST /CNT=1 /TID=Mm.197831.1 /TIER=ConsEnd /STK=1 /UG=Mm.19783
MOE430_2_1449639_at 10.1 8.2 A A 0.06 0.39 0 NC 0.8 gb:AA597087 /DB_XREF=gi:2412522 /DB_XREF=vo27e03.r1 /CLONE=IMAGE:1051132 /FEA=EST /CNT=3 /TID=Mm.24818.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449646_s_ 90.6 103.7 P P 0.001221 0.00293 0 NC 0.5 gb:AI666797 /DB_XREF=gi:4805151 /DB_XREF=mw13c01.x1 /CLONE=IMAGE:670560 /FEA=EST /CNT=1 /TID=Mm.201627.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449647_at 1.1 0.8 A A 0.72 0.69 0 NC 0.74 gb:AI592102 /DB_XREF=gi:4601150 /DB_XREF=mr23c08.y1 /CLONE=IMAGE:598286 /FEA=EST /CNT=1 /TID=Mm.23938.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449702_at 189.8 192 P P 0.001221 0.001221 0 NC 0.5 gb:AU016206 /DB_XREF=gi:3371210 /DB_XREF=AU016206 /CLONE=J0722A09 /FEA=EST /CNT=1 /TID=Mm.207273.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449714_at 462.4 516.4 P P 0.000732 0.000244 0 NC 0.45 gb:AI790341 /DB_XREF=gi:5338057 /DB_XREF=uk99a05.x1 /CLONE=IMAGE:2064656 /FEA=EST /CNT=1 /TID=Mm.202829.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449721_at 1.8 0.8 A A 0.72 0.82 0 NC 0.5 gb:AA545222 /DB_XREF=gi:2306296 /DB_XREF=vj93f11.r1 /CLONE=IMAGE:944685 /FEA=EST /CNT=1 /TID=Mm.4399.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449724_s_ 1476.1 1596.1 P P 0.000244 0.000244 0 NC 0.5 gb:AU019170 /DB_XREF=gi:3374754 /DB_XREF=AU019170 /CLONE=J0513G07 /FEA=EST /CNT=1 /TID=Mm.200723.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449820_at 8.1 8.6 A A 0.56 0.66 0 NC 0.5 gb:NM_007745.1 /DB_XREF=gi:6680983 /GEN=Cort /FEA=FLmRNA /CNT=9 /TID=Mm.6204.1 /TIER=FL /STK=6 /UG=Mm.6204 /LL=12854 /DEF=Mus musc
MOE430_2_1449826_a_ 28 22 P P 0.005615 0.00415 0 NC 0.5 gb:NM_008006.1 /DB_XREF=gi:7106314 /GEN=Fgf2 /FEA=FLmRNA /CNT=8 /TID=Mm.57094.1 /TIER=FL /STK=6 /UG=Mm.57094 /LL=14173 /DEF=Mus mu
MOE430_2_1449835_at 2.2 1.2 A A 0.63 0.9 0 NC 0.8 gb:NM_008798.1 /DB_XREF=gi:6679238 /GEN=Pdcd1 /FEA=FLmRNA /CNT=7 /TID=Mm.5024.1 /TIER=FL /STK=6 /UG=Mm.5024 /LL=18566 /DEF=Mus mu
MOE430_2_1449874_at 26.3 31.4 P P 0.00293 0.001221 0 NC 0.5 gb:NM_016923.1 /DB_XREF=gi:8393736 /GEN=Ly96 /FEA=FLmRNA /CNT=8 /TID=Mm.116844.1 /TIER=FL /STK=5 /UG=Mm.116844 /LL=17087 /DEF=Mus
MOE430_2_1449933_a_ 585.9 574 P P 0.000244 0.000244 0 NC 0.5 gb:NM_025677.1 /DB_XREF=gi:13385137 /GEN=5730449L18Rik /FEA=FLmRNA /CNT=39 /TID=Mm.21065.1 /TIER=FL /STK=3 /UG=Mm.21065 /LL=66637 /
MOE430_2_1449934_at 135.2 97.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008989.1 /DB_XREF=gi:6679572 /GEN=Pura /FEA=FLmRNA /CNT=76 /TID=Mm.2236.1 /TIER=FL /STK=3 /UG=Mm.2236 /LL=19290 /DEF=Mus mu
MOE430_2_1449935_a_ 354.2 345.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK004575.1 /DB_XREF=gi:12835838 /GEN=Dnaja3 /FEA=FLmRNA /CNT=43 /TID=Mm.28330.1 /TIER=ConsEnd /STK=0 /UG=Mm.28330 /LL=83945 /UG
MOE430_2_1449940_a_ 761 652.3 P P 0.000732 0.000732 0 NC 0.5 gb:NM_010122.1 /DB_XREF=gi:6753735 /GEN=Eif2b /FEA=FLmRNA /CNT=21 /TID=Mm.140365.1 /TIER=FL /STK=3 /UG=Mm.140365 /LL=13667 /DEF=Mu
MOE430_2_1449964_a_ 68.7 81.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019966.1 /DB_XREF=gi:9910433 /GEN=Mlycd /FEA=FLmRNA /CNT=8 /TID=Mm.20260.1 /TIER=FL /STK=3 /UG=Mm.20260 /LL=56690 /DEF=Mus m
MOE430_2_1449968_s_ 455.6 462.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_022816.1 /DB_XREF=gi:12331399 /GEN=Acate3-pending /FEA=FLmRNA /CNT=8 /TID=Mm.196075.1 /TIER=FL /STK=3 /UG=Mm.196075 /LL=64833
MOE430_2_1449996_a_ 16.6 11.2 P P 0.03 0.03 0 NC 0.45 gb:NM_022314.1 /DB_XREF=gi:13928665 /GEN=Tpm3 /FEA=FLmRNA /CNT=4 /TID=Mm.17306.1 /TIER=FL /STK=3 /UG=Mm.17306 /LL=59069 /DEF=Mus 
MOE430_2_1450020_at 2.1 1.4 A A 0.75 0.93 0 NC 0.75 gb:BC012653.1 /DB_XREF=gi:15215067 /FEA=FLmRNA /CNT=131 /TID=Mm.44065.1 /TIER=FL+Stack /STK=99 /UG=Mm.44065 /LL=13051 /UG_GENE=Cx
MOE430_2_1450023_at 192 179.9 P P 0.000244 0.000244 0 NC 0.5 gb:AK004612.1 /DB_XREF=gi:12835900 /GEN=Gtpbp1 /FEA=FLmRNA /CNT=170 /TID=Mm.19080.1 /TIER=Stack /STK=95 /UG=Mm.19080 /LL=14904 /UG
MOE430_2_1450062_a_ 3465.3 3493.6 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019791.1 /DB_XREF=gi:9789934 /GEN=Maged1 /FEA=FLmRNA /CNT=83 /TID=Mm.27578.1 /TIER=FL /STK=2 /UG=Mm.27578 /LL=94275 /DEF=Mu
MOE430_2_1450069_a_ 222.3 230.6 P P 0.000732 0.000732 0 NC 0.5 gb:BB667096 /DB_XREF=gi:16398545 /DB_XREF=BB667096 /CLONE=4022436C20 /FEA=FLmRNA /CNT=40 /TID=Mm.27880.1 /TIER=Stack /STK=18 /UG
MOE430_2_1450086_at 69.1 79.4 P P 0.000244 0.000244 0 NC 0.5 gb:AA024025 /DB_XREF=gi:1488955 /DB_XREF=mh99c10.r1 /CLONE=IMAGE:459090 /FEA=FLmRNA /CNT=38 /TID=Mm.103489.1 /TIER=Stack /STK=11 /
MOE430_2_1450103_a_ 588 573.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_011181.1 /DB_XREF=gi:6755185 /GEN=Pscd2 /FEA=FLmRNA /CNT=20 /TID=Mm.19097.1 /TIER=FL /STK=2 /UG=Mm.19097 /LL=19158 /DEF=Mus
MOE430_2_1450121_at 1 1.6 A A 0.75 0.85 0 NC 0.5 gb:AV336781 /DB_XREF=gi:15406452 /DB_XREF=AV336781 /CLONE=6330594I05 /FEA=FLmRNA /CNT=29 /TID=Mm.142733.1 /TIER=Stack /STK=10 /UG
MOE430_2_1450126_at 0.7 0.9 A A 0.87 0.96 0 NC 0.5 gb:BB447551 /DB_XREF=gi:9290163 /DB_XREF=BB447551 /CLONE=D030062B09 /FEA=FLmRNA /CNT=16 /TID=Mm.2527.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1450127_a_ 3 1.3 A A 0.63 0.78 0 NC 0.5 gb:NM_008101.1 /DB_XREF=gi:6679964 /GEN=Gcgr /FEA=FLmRNA /CNT=15 /TID=Mm.22329.1 /TIER=FL /STK=2 /UG=Mm.22329 /LL=14527 /DEF=Mus m
MOE430_2_1450130_at 37.6 32 P P 0.008057 0.04 0 NC 0.5 gb:AA215024 /DB_XREF=gi:1814770 /DB_XREF=mu84b04.r1 /CLONE=IMAGE:652207 /FEA=FLmRNA /CNT=35 /TID=Mm.89968.1 /TIER=ConsEnd /STK=0 
MOE430_2_1450137_at 54.7 64.9 P P 0.000732 0.000732 0 NC 0.5 gb:NM_080463.1 /DB_XREF=gi:17978277 /GEN=Pofut1 /FEA=FLmRNA /CNT=15 /TID=Mm.132555.1 /TIER=FL /STK=2 /UG=Mm.132555 /LL=140484 /DEF
MOE430_2_1450139_at 1.2 1 A A 0.72 0.69 0 NC 0.44 gb:NM_012016.1 /DB_XREF=gi:6754365 /GEN=Ern2 /FEA=FLmRNA /CNT=13 /TID=Mm.20452.1 /TIER=FL /STK=2 /UG=Mm.20452 /LL=26918 /DEF=Mus m
MOE430_2_1450150_a_ 8312.3 7504 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016738.1 /DB_XREF=gi:7949126 /GEN=Rpl13 /FEA=FLmRNA /CNT=11 /TID=Mm.42578.1 /TIER=FL /STK=2 /UG=Mm.42578 /LL=19898 /DEF=Mus 
MOE430_2_1450158_at 0.8 1.6 A A 0.75 0.69 0 NC 0.81 gb:NM_009047.1 /DB_XREF=gi:6677712 /GEN=Rem /FEA=FLmRNA /CNT=19 /TID=Mm.8752.1 /TIER=FL /STK=2 /UG=Mm.8752 /LL=19700 /DEF=Mus mus
MOE430_2_1450177_at 1.8 1.4 A A 0.93 0.91 0 NC 0.18 gb:BI151406 /DB_XREF=gi:14611407 /DB_XREF=602917402F1 /CLONE=IMAGE:5067600 /FEA=FLmRNA /CNT=17 /TID=Mm.103727.1 /TIER=ConsEnd /ST
MOE430_2_1450204_a_ 43.5 43.8 P P 0.000244 0.000244 0 NC 0.31 gb:AK019238.1 /DB_XREF=gi:12859341 /FEA=FLmRNA /CNT=15 /TID=Mm.30888.1 /TIER=ConsEnd /STK=2 /UG=Mm.30888 /LL=80732 /UG_GENE=Mynn 
MOE430_2_1450239_at 1.8 1.6 A A 0.91 0.93 0 NC 0.34 gb:NM_080438.1 /DB_XREF=gi:17978251 /GEN=Glra3 /FEA=FLmRNA /CNT=7 /TID=Mm.151257.1 /TIER=FL /STK=2 /UG=Mm.151257 /LL=110304 /DEF=M
MOE430_2_1450242_at 10.1 13.8 A A 0.17 0.46 0 NC 0.41 gb:NM_016928.1 /DB_XREF=gi:8394451 /GEN=Tlr5 /FEA=FLmRNA /CNT=6 /TID=Mm.116894.1 /TIER=FL /STK=2 /UG=Mm.116894 /LL=53791 /DEF=Mus 
MOE430_2_1450263_at 16.6 19 A A 0.14 0.19 0 NC 0.5 gb:NM_053130.1 /DB_XREF=gi:16716428 /GEN=Pcdhb5 /FEA=FLmRNA /CNT=5 /TID=Mm.196698.1 /TIER=FL /STK=2 /UG=Mm.196698 /LL=93876 /DEF=M
MOE430_2_1450276_a_ 16.2 11.3 P P 0.01 0.001953 0 NC 0.5 gb:NM_009132.1 /DB_XREF=gi:6677870 /GEN=Scin /FEA=FLmRNA /CNT=4 /TID=Mm.2416.1 /TIER=FL /STK=2 /UG=Mm.2416 /LL=20259 /DEF=Mus musc
MOE430_2_1450284_at 0.4 5.2 A A 0.98 0.69 0 NC 0.26 gb:NM_018779.1 /DB_XREF=gi:9055303 /GEN=Pde3a /FEA=FLmRNA /CNT=5 /TID=Mm.103728.1 /TIER=FL /STK=2 /UG=Mm.103728 /LL=54611 /DEF=Mu
MOE430_2_1450285_at 9.4 8.5 A P 0.14 0.01 0 NC 0.37 gb:AF150963.1 /DB_XREF=gi:6002800 /GEN=Ube1y1 /FEA=FLmRNA /CNT=5 /TID=Mm.89974.1 /TIER=FL /STK=2 /UG=Mm.89974 /LL=22202 /DEF=Mus m
MOE430_2_1450309_at 1.1 0.9 A A 0.88 0.94 0 NC 0.8 gb:NM_019514.1 /DB_XREF=gi:9506406 /GEN=Astn2 /FEA=FLmRNA /CNT=3 /TID=Mm.116695.1 /TIER=FL /STK=2 /UG=Mm.116695 /LL=56079 /DEF=Mu
MOE430_2_1450333_a_ 228.7 196 P P 0.000244 0.000244 0 NC 0.5 gb:NM_008090.2 /DB_XREF=gi:18254453 /GEN=Gata2 /FEA=FLmRNA /CNT=2 /TID=Mm.1391.1 /TIER=FL /STK=2 /UG=Mm.1391 /LL=14461 /DEF=Mus m
MOE430_2_1450349_at 1.1 2.9 A A 0.72 0.63 0 NC 0.53 gb:NM_019560.1 /DB_XREF=gi:9625038 /GEN=Stx1bl-pending /FEA=FLmRNA /CNT=2 /TID=Mm.6224.1 /TIER=FL /STK=2 /UG=Mm.6224 /LL=79361 /DEF
MOE430_2_1450351_a_ 75.9 60.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019765.1 /DB_XREF=gi:9789910 /GEN=Rsn /FEA=FLmRNA /CNT=2 /TID=Mm.181579.1 /TIER=FL /STK=2 /UG=Mm.181579 /LL=56430 /DEF=Mus m
MOE430_2_1450354_a_ 191.2 177.1 P P 0.000732 0.000244 0 NC 0.5 gb:NM_013782.1 /DB_XREF=gi:7305418 /GEN=Ptdss2 /FEA=FLmRNA /CNT=2 /TID=Mm.3871.1 /TIER=FL /STK=2 /UG=Mm.3871 /LL=27388 /DEF=Mus mu
MOE430_2_1450384_at 258.7 255.2 P P 0.001953 0.001221 0 NC 0.5 gb:AF200346.1 /DB_XREF=gi:6561819 /FEA=FLmRNA /CNT=199 /TID=Mm.24044.1 /TIER=FL /STK=1 /UG=Mm.24044 /LL=23821 /UG_GENE=Bace /DEF=
MOE430_2_1450541_at 11.5 13.5 A A 0.09 0.14 0 NC 0.5 gb:NM_011222.1 /DB_XREF=gi:6755253 /GEN=Pvt1 /FEA=FLmRNA /CNT=4 /TID=Mm.4608.1 /TIER=FL /STK=1 /UG=Mm.4608 /LL=19296 /DEF=Mus musc
MOE430_2_1450556_at 11.9 24.4 M M 0.05 0.05 0 NC 0.34 gb:NM_013675.1 /DB_XREF=gi:7363452 /GEN=Spnb1 /FEA=FLmRNA /CNT=2 /TID=Mm.215160.1 /TIER=FL /STK=1 /UG=Mm.215160 /LL=20741 /DEF=Mu
MOE430_2_1450574_at 3.1 2.8 A A 0.8 0.66 0 NC 0.16 gb:NM_009991.2 /DB_XREF=gi:9845247 /GEN=Cyp11b2 /FEA=FLmRNA /CNT=1 /TID=Mm.215158.1 /TIER=FL /STK=1 /UG=Mm.215158 /LL=13072 /DEF=M
MOE430_2_1450576_a_ 155.4 150.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_013651.2 /DB_XREF=gi:10800149 /GEN=Sf3a2 /FEA=FLmRNA /CNT=1 /TID=Mm.34039.1 /TIER=FL /STK=1 /UG=Mm.34039 /LL=20222 /DEF=Mus 
MOE430_2_1450625_at 902.7 822.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV229424 /DB_XREF=gi:16385646 /DB_XREF=AV229424 /CLONE=4631412C15 /FEA=FLmRNA /CNT=330 /TID=Mm.10299.1 /TIER=Stack /STK=18 /U
MOE430_2_1450630_at 205.9 192.7 P P 0.000244 0.00415 0 NC 0.5 gb:NM_021888.1 /DB_XREF=gi:11230787 /GEN=Tgut-pending /FEA=FLmRNA /CNT=100 /TID=Mm.24178.1 /TIER=FL+Stack /STK=68 /UG=Mm.24178 /LL=
MOE430_2_1450663_at 114.9 107.6 P P 0.000244 0.000244 0 NC 0.5 gb:L06421.1 /DB_XREF=gi:202316 /FEA=FLmRNA /CNT=121 /TID=Mm.26688.1 /TIER=Stack /STK=48 /UG=Mm.26688 /LL=21826 /UG_GENE=Thbs2 /UG_
MOE430_2_1450674_at 454.8 453.1 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007668.1 /DB_XREF=gi:6680907 /GEN=Cdk5 /FEA=FLmRNA /CNT=75 /TID=Mm.4818.1 /TIER=FL+Stack /STK=30 /UG=Mm.4818 /LL=12568 /DEF=
MOE430_2_1450681_at 21.8 27.3 P P 0.005859 0.000244 0 NC 0.5 gb:NM_009281.2 /DB_XREF=gi:7949140 /GEN=Zfp143 /FEA=FLmRNA /CNT=51 /TID=Mm.10815.1 /TIER=FL+Stack /STK=29 /UG=Mm.10815 /LL=20841 /D
MOE430_2_1450683_at 8.9 6.1 A A 0.5 0.56 0 NC 0.5 gb:NM_019754.1 /DB_XREF=gi:9790124 /GEN=Tagln3 /FEA=FLmRNA /CNT=51 /TID=Mm.24183.1 /TIER=FL+Stack /STK=28 /UG=Mm.24183 /LL=56370 /D
MOE430_2_1450711_at 935.7 1013.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_020508.1 /DB_XREF=gi:10048443 /GEN=Brd4 /FEA=FLmRNA /CNT=92 /TID=Mm.143755.1 /TIER=FL+Stack /STK=18 /UG=Mm.143755 /LL=57261 /
MOE430_2_1450732_a_ 609.5 620.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_029791.1 /DB_XREF=gi:18139546 /GEN=Bicd2 /FEA=FLmRNA /CNT=41 /TID=Mm.197387.1 /TIER=FL+Stack /STK=15 /UG=Mm.197387 /LL=76895 
MOE430_2_1450738_at 26.5 25.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_016705.1 /DB_XREF=gi:7710045 /GEN=Kif21a /FEA=FLmRNA /CNT=82 /TID=Mm.41379.1 /TIER=FL+Stack /STK=14 /UG=Mm.41379 /LL=16564 /D
MOE430_2_1450740_a_ 2380.9 1973.5 P P 0.000244 0.000244 0 NC 0.5 gb:BM228525 /DB_XREF=gi:17791189 /DB_XREF=K0262F11-3 /CLONE=K0262F11 /FEA=FLmRNA /CNT=261 /TID=Mm.18418.1 /TIER=Stack /STK=87 /U
MOE430_2_1450747_at 225.1 227.3 P P 0.000244 0.000244 0 NC 0.5 gb:AW764104 /DB_XREF=gi:7696053 /DB_XREF=ur71c03.x1 /CLONE=IMAGE:3155716 /FEA=FLmRNA /CNT=195 /TID=Mm.151790.1 /TIER=Stack /STK=8 
MOE430_2_1450768_at 128.8 151.2 P P 0.000732 0.000732 0 NC 0.5 gb:NM_007862.1 /DB_XREF=gi:6681190 /GEN=Dlgh1 /FEA=FLmRNA /CNT=162 /TID=Mm.382.1 /TIER=FL+Stack /STK=10 /UG=Mm.382 /LL=13383 /DEF=
MOE430_2_1450778_a_ 516.2 531 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019996.1 /DB_XREF=gi:9910489 /GEN=Phax-pending /FEA=FLmRNA /CNT=103 /TID=Mm.214569.1 /TIER=FL+Stack /STK=9 /UG=Mm.214569 /LL=
MOE430_2_1450815_s_ 4528.5 4493.9 P P 0.000244 0.000244 0 NC 0.5 gb:NM_024166.2 /DB_XREF=gi:18079333 /GEN=Etohi6 /FEA=FLmRNA /CNT=20 /TID=Mm.30133.1 /TIER=FL /STK=0 /UG=Mm.30133 /LL=14004 /DEF=Mu
MOE430_2_1450859_s_ 173.3 168.8 P P 0.000244 0.000244 0 NC 0.5 gb:BG070073 /DB_XREF=gi:12552565 /DB_XREF=H3082D12-3 /CLONE=H3082D12 /FEA=FLmRNA /CNT=308 /TID=Mm.24529.1 /TIER=Stack /STK=19 /U
MOE430_2_1450879_at 224.1 231.6 P P 0.000732 0.000732 0 NC 0.5 gb:BB667482 /DB_XREF=gi:16398931 /DB_XREF=BB667482 /CLONE=C730016M13 /FEA=FLmRNA /CNT=71 /TID=Mm.104687.1 /TIER=Stack /STK=37 /U
MOE430_2_1450880_at 629.3 641.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK004034.1 /DB_XREF=gi:12835050 /FEA=FLmRNA /CNT=99 /TID=Mm.41390.1 /TIER=Stack /STK=36 /UG=Mm.41390 /LL=94063 /UG_GENE=Mrpl16 /
MOE430_2_1450902_at 146 137.6 P P 0.000244 0.000244 0 NC 0.5 gb:BI414962 /DB_XREF=gi:15175885 /DB_XREF=602991037F1 /CLONE=IMAGE:5146856 /FEA=FLmRNA /CNT=204 /TID=Mm.28721.1 /TIER=Stack /STK=
MOE430_2_1450909_at 16.4 18.1 P P 0.008057 0.01 0 NC 0.5 gb:BB406487 /DB_XREF=gi:9225883 /DB_XREF=BB406487 /CLONE=C330046F16 /FEA=FLmRNA /CNT=205 /TID=Mm.3941.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1450911_at 7349 7006.1 P P 0.000244 0.000244 0 NC 0.5 gb:BI525209 /DB_XREF=gi:15350001 /DB_XREF=602924613F1 /CLONE=IMAGE:5056994 /FEA=FLmRNA /CNT=170 /TID=Mm.2412.1 /TIER=Stack /STK=26
MOE430_2_1450915_at 323.5 347.5 P P 0.000244 0.000244 0 NC 0.5 gb:BM222025 /DB_XREF=gi:17782534 /DB_XREF=K0113H04-3 /CLONE=K0113H04 /FEA=FLmRNA /CNT=134 /TID=Mm.21185.1 /TIER=Stack /STK=11 /U
MOE430_2_1450947_at 4.3 2.5 A A 0.19 0.39 0 NC 0.5 gb:AK012175.1 /DB_XREF=gi:12848758 /FEA=FLmRNA /CNT=52 /TID=Mm.34431.1 /TIER=Stack /STK=13 /UG=Mm.34431 /LL=66451 /UG_GENE=2610528
MOE430_2_1450959_at 83 72 P P 0.000732 0.001953 0 NC 0.5 gb:BB523428 /DB_XREF=gi:16443821 /DB_XREF=BB523428 /CLONE=D930014E17 /FEA=FLmRNA /CNT=57 /TID=Mm.12980.1 /TIER=Stack /STK=10 /UG
MOE430_2_1450965_at 769.4 718.7 P P 0.000244 0.000244 0 NC 0.5 gb:BF181445 /DB_XREF=gi:11059587 /DB_XREF=601805633F1 /CLONE=IMAGE:4036496 /FEA=FLmRNA /CNT=155 /TID=Mm.848.1 /TIER=Stack /STK=9 
MOE430_2_1450980_at 126 122.3 P P 0.000244 0.001221 0 NC 0.5 gb:BM207274 /DB_XREF=gi:17763033 /DB_XREF=C0610E05-3 /CLONE=C0610E05 /FEA=FLmRNA /CNT=57 /TID=Mm.142112.1 /TIER=Stack /STK=44 /U
MOE430_2_1450995_at 15.3 11.8 P A 0.00415 0.08 0 NC 0.71 gb:BG245669 /DB_XREF=gi:12755484 /DB_XREF=602358452F1 /CLONE=IMAGE:4487076 /FEA=FLmRNA /CNT=119 /TID=Mm.2135.1 /TIER=Stack /STK=2
MOE430_2_1451002_at 2202.2 2187.1 P P 0.000244 0.000244 0 NC 0.5 gb:AA034553 /DB_XREF=gi:1506544 /DB_XREF=mi52a07.r1 /CLONE=IMAGE:467124 /FEA=FLmRNA /CNT=538 /TID=Mm.154581.1 /TIER=Stack /STK=18 
MOE430_2_1451028_at 26.5 36.6 A A 0.3 0.3 0 NC 0.77 gb:AA796998 /DB_XREF=gi:2859953 /DB_XREF=vt01b05.r1 /CLONE=IMAGE:1154481 /FEA=FLmRNA /CNT=101 /TID=Mm.197534.1 /TIER=ConsEnd /STK=
MOE430_2_1451049_at 3612.8 3727.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV066734 /DB_XREF=gi:5186562 /DB_XREF=AV066734 /CLONE=2010110N24 /FEA=FLmRNA /CNT=180 /TID=Mm.17.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1451050_at 124.5 119.4 P P 0.001221 0.001953 0 NC 0.5 gb:AV037573 /DB_XREF=gi:16356620 /DB_XREF=AV037573 /CLONE=1600024P05 /FEA=FLmRNA /CNT=124 /TID=Mm.133864.1 /TIER=Stack /STK=8 /U
MOE430_2_1451051_a_ 371.4 358.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB041274 /DB_XREF=gi:15403841 /DB_XREF=BB041274 /CLONE=6030454L23 /FEA=FLmRNA /CNT=126 /TID=Mm.182396.1 /TIER=Stack /STK=8 /U
MOE430_2_1451071_a_ 1885.2 1886.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC025618.1 /DB_XREF=gi:19343735 /FEA=FLmRNA /CNT=513 /TID=Mm.205791.1 /TIER=FL+Stack /STK=208 /UG=Mm.205791 /DEF=Mus musculus, c
MOE430_2_1451089_a_ 773.7 842.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC017124.1 /DB_XREF=gi:16877773 /FEA=FLmRNA /CNT=281 /TID=Mm.28981.1 /TIER=FL+Stack /STK=129 /UG=Mm.28981 /DEF=Mus musculus, arch
MOE430_2_1451120_at 1492.9 1036.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC024394.1 /DB_XREF=gi:19354424 /FEA=FLmRNA /CNT=200 /TID=Mm.34570.2 /TIER=FL+Stack /STK=106 /UG=Mm.34570 /LL=20018 /UG_GENE=R
MOE430_2_1451134_a_ 1344.3 1228.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC026789.1 /DB_XREF=gi:20073120 /FEA=FLmRNA /CNT=178 /TID=Mm.28626.1 /TIER=FL+Stack /STK=98 /UG=Mm.28626 /LL=69742 /UG_GENE=24
MOE430_2_1451138_x_ 148.7 142.8 P P 0.001953 0.00293 0 NC 0.5 gb:BC005748.1 /DB_XREF=gi:13543151 /FEA=FLmRNA /CNT=124 /TID=Mm.40721.1 /TIER=FL+Stack /STK=96 /UG=Mm.40721 /LL=70427 /UG_GENE=270
MOE430_2_1451153_a_ 171.7 170.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC025112.1 /DB_XREF=gi:19263780 /FEA=FLmRNA /CNT=93 /TID=Mm.7597.1 /TIER=FL+Stack /STK=83 /UG=Mm.7597 /DEF=Mus musculus, clone MG
MOE430_2_1451157_at 14.5 33 A M 0.11 0.05 0 NC 0.04 gb:AW488376 /DB_XREF=gi:7058646 /DB_XREF=UI-M-BH3-arp-g-12-0-UI.s1 /CLONE=UI-M-BH3-arp-g-12-0-UI /FEA=FLmRNA /CNT=301 /TID=Mm.53
MOE430_2_1451161_a_ 10.8 17.3 P P 0.008057 0.03 0 NC 0.5 gb:U66888.1 /DB_XREF=gi:2078503 /FEA=FLmRNA /CNT=98 /TID=Mm.2254.1 /TIER=FL+Stack /STK=82 /UG=Mm.2254 /LL=13733 /UG_GENE=Emr1 /DE
MOE430_2_1451171_at 166.6 177.4 P P 0.000732 0.01 0 NC 0.5 gb:BC026877.1 /DB_XREF=gi:20071266 /FEA=FLmRNA /CNT=93 /TID=Mm.197492.1 /TIER=FL+Stack /STK=79 /UG=Mm.197492 /DEF=Mus musculus, clon
MOE430_2_1451175_at 390 322.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC019390.1 /DB_XREF=gi:18044420 /FEA=FLmRNA /CNT=161 /TID=Mm.86437.1 /TIER=FL+Stack /STK=77 /UG=Mm.86437 /LL=76687 /UG_GENE=18
MOE430_2_1451182_s_ 268.7 278.8 P P 0.000244 0.000244 0 NC 0.5 gb:BC014743.1 /DB_XREF=gi:15928538 /FEA=FLmRNA /CNT=113 /TID=Mm.24262.1 /TIER=FL+Stack /STK=73 /UG=Mm.24262 /DEF=Mus musculus, clone
MOE430_2_1451192_a_ 290.4 329.2 P P 0.001221 0.000732 0 NC 0.5 gb:BC025435.1 /DB_XREF=gi:19343846 /FEA=FLmRNA /CNT=106 /TID=Mm.25806.1 /TIER=FL+Stack /STK=70 /UG=Mm.25806 /DEF=Mus musculus, Simil
MOE430_2_1451195_a_ 630.7 658.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC017603.1 /DB_XREF=gi:17160856 /FEA=FLmRNA /CNT=159 /TID=Mm.204670.1 /TIER=FL+Stack /STK=69 /UG=Mm.204670 /LL=72736 /UG_GENE=2
MOE430_2_1451205_at 3614.5 3871.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC008241.1 /DB_XREF=gi:14198354 /FEA=FLmRNA /CNT=184 /TID=Mm.368.1 /TIER=FL+Stack /STK=64 /UG=Mm.368 /LL=19172 /UG_GENE=Psmb4 
MOE430_2_1451211_a_ 448.2 416.7 P P 0.000244 0.000244 0 NC 0.5 gb:BC025036.1 /DB_XREF=gi:19263742 /FEA=FLmRNA /CNT=136 /TID=Mm.7330.1 /TIER=FL+Stack /STK=62 /UG=Mm.7330 /DEF=Mus musculus, clone M
MOE430_2_1451217_a_ 1279.8 1172.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC008259.1 /DB_XREF=gi:14198398 /FEA=FLmRNA /CNT=97 /TID=Mm.144286.1 /TIER=FL+Stack /STK=57 /UG=Mm.144286 /LL=66541 /UG_GENE=15
MOE430_2_1451220_at 262.9 258.3 P P 0.000732 0.000244 0 NC 0.5 gb:BC026761.1 /DB_XREF=gi:20071245 /FEA=FLmRNA /CNT=84 /TID=Mm.21966.1 /TIER=FL+Stack /STK=57 /UG=Mm.21966 /LL=73953 /UG_GENE=4930
MOE430_2_1451226_at 409.3 407 P P 0.00293 0.001221 0 NC 0.5 gb:BC003424.1 /DB_XREF=gi:13097350 /FEA=FLmRNA /CNT=111 /TID=Mm.41268.1 /TIER=FL+Stack /STK=56 /UG=Mm.41268 /DEF=Mus musculus, Simil
MOE430_2_1451271_a_ 1691.8 1250.9 P P 0.000244 0.000732 0 NC 0.5 gb:BG070487 /DB_XREF=gi:12553056 /DB_XREF=H3087H05-3 /CLONE=H3087H05 /FEA=FLmRNA /CNT=289 /TID=Mm.219649.1 /TIER=Stack /STK=72 /
MOE430_2_1451278_a_ 409.4 440.9 P P 0.000244 0.000244 0 NC 0.5 gb:BC027220.1 /DB_XREF=gi:20072632 /FEA=FLmRNA /CNT=66 /TID=Mm.33167.1 /TIER=FL+Stack /STK=43 /UG=Mm.33167 /LL=66617 /UG_GENE=2610
MOE430_2_1451283_at 314.5 316.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC019518.1 /DB_XREF=gi:18044107 /FEA=FLmRNA /CNT=179 /TID=Mm.25632.1 /TIER=FL+Stack /STK=42 /UG=Mm.25632 /LL=67726 /UG_GENE=903
MOE430_2_1451284_at 695 761.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC019384.1 /DB_XREF=gi:18043847 /FEA=FLmRNA /CNT=105 /TID=Mm.25727.1 /TIER=FL+Stack /STK=42 /UG=Mm.25727 /LL=28064 /UG_GENE=D1
MOE430_2_1451292_at 257.7 264.5 P P 0.000244 0.001953 0 NC 0.5 gb:BC006693.1 /DB_XREF=gi:13879424 /FEA=FLmRNA /CNT=78 /TID=Mm.196782.1 /TIER=FL+Stack /STK=41 /UG=Mm.196782 /DEF=Mus musculus, clon
MOE430_2_1451300_a_ 397.9 409.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC024115.1 /DB_XREF=gi:18848236 /FEA=FLmRNA /CNT=85 /TID=Mm.7196.2 /TIER=FL+Stack /STK=40 /UG=Mm.7196 /LL=105513 /UG_GENE=63304
MOE430_2_1451303_at 302.1 283.7 P P 0.000732 0.000732 0 NC 0.5 gb:BC025577.1 /DB_XREF=gi:19344079 /FEA=FLmRNA /CNT=55 /TID=Mm.35526.1 /TIER=FL+Stack /STK=40 /UG=Mm.35526 /DEF=Mus musculus, Simila
MOE430_2_1451321_a_ 309.1 304.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC003333.1 /DB_XREF=gi:13097116 /FEA=FLmRNA /CNT=70 /TID=Mm.28309.1 /TIER=FL+Stack /STK=37 /UG=Mm.28309 /LL=71684 /UG_GENE=0610
MOE430_2_1451330_a_ 355.9 436.5 P P 0.000244 0.000244 0 NC 0.5 gb:AY007563.1 /DB_XREF=gi:15418717 /FEA=FLmRNA /CNT=53 /TID=Mm.25777.2 /TIER=FL+Stack /STK=36 /UG=Mm.25777 /LL=16330 /UG_GENE=Inpp
MOE430_2_1451341_s_ 368.2 367.7 P P 0.000732 0.000732 0 NC 0.5 gb:BB208266 /DB_XREF=gi:15409923 /DB_XREF=BB208266 /CLONE=A430087G22 /FEA=FLmRNA /CNT=163 /TID=Mm.38488.1 /TIER=Stack /STK=13 /U
MOE430_2_1451395_at 68.2 61.7 P P 0.03 0.02 0 NC 0.29 gb:BC021492.1 /DB_XREF=gi:18204484 /FEA=FLmRNA /CNT=67 /TID=Mm.41483.1 /TIER=FL+Stack /STK=26 /UG=Mm.41483 /DEF=Mus musculus, Simila
MOE430_2_1451402_at 473.5 456.2 P P 0.000244 0.000244 0 NC 0.5 gb:BC013470.1 /DB_XREF=gi:15488648 /FEA=FLmRNA /CNT=129 /TID=Mm.35105.1 /TIER=FL+Stack /STK=23 /UG=Mm.35105 /LL=70601 /UG_GENE=573
MOE430_2_1451413_at 320.3 296.9 P P 0.000244 0.000244 0 NC 0.5 gb:AB026997.1 /DB_XREF=gi:6006274 /GEN=CAST /FEA=FLmRNA /CNT=107 /TID=Mm.29163.1 /TIER=FL+Stack /STK=22 /UG=Mm.29163 /LL=12380 /D
MOE430_2_1451419_at 15.7 14.7 A A 0.19 0.36 0 NC 0.5 gb:BC023083.1 /DB_XREF=gi:18605887 /FEA=FLmRNA /CNT=44 /TID=Mm.33268.1 /TIER=FL+Stack /STK=22 /UG=Mm.33268 /DEF=Mus musculus, clone 
MOE430_2_1451437_at 158.8 154.6 P P 0.000244 0.000244 0 NC 0.5 gb:BC019536.1 /DB_XREF=gi:18044065 /FEA=FLmRNA /CNT=70 /TID=Mm.29044.1 /TIER=FL+Stack /STK=20 /UG=Mm.29044 /LL=75965 /UG_GENE=5033
MOE430_2_1451451_at 7.2 6.9 P A 0.02 0.09 0 NC 0.55 gb:BC021450.1 /DB_XREF=gi:18203988 /FEA=FLmRNA /CNT=58 /TID=Mm.187368.1 /TIER=FL+Stack /STK=19 /UG=Mm.187368 /DEF=Mus musculus, Sim
MOE430_2_1451456_at 4.9 8 A A 0.21 0.12 0 NC 0.11 gb:BC004768.1 /DB_XREF=gi:13435836 /FEA=FLmRNA /CNT=34 /TID=Mm.22226.1 /TIER=FL+Stack /STK=19 /UG=Mm.22226 /DEF=Mus musculus, clone 
MOE430_2_1451487_at 266.1 277.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC019800.1 /DB_XREF=gi:18043892 /FEA=FLmRNA /CNT=35 /TID=Mm.200585.1 /TIER=FL+Stack /STK=15 /UG=Mm.200585 /DEF=Mus musculus, Sim
MOE430_2_1451518_at 41 44.6 P P 0.00415 0.000244 0 NC 0.5 gb:BC021921.1 /DB_XREF=gi:18314650 /FEA=FLmRNA /CNT=21 /TID=Mm.155786.1 /TIER=FL+Stack /STK=13 /UG=Mm.155786 /DEF=Mus musculus, Sim
MOE430_2_1451522_s_ 173.3 175.6 P P 0.005859 0.00293 0 NC 0.5 gb:BC012525.1 /DB_XREF=gi:15214783 /FEA=FLmRNA /CNT=141 /TID=Mm.200763.1 /TIER=FL+Stack /STK=12 /UG=Mm.200763 /LL=69943 /UG_GENE=2
MOE430_2_1451554_a_ 451.2 465.1 P P 0.000244 0.000244 0 NC 0.5 gb:BC012406.1 /DB_XREF=gi:15341752 /FEA=FLmRNA /CNT=217 /TID=Mm.34556.2 /TIER=FL+Stack /STK=9 /UG=Mm.34556 /LL=23831 /UG_GENE=Car
MOE430_2_1451555_at 70.8 57.2 P P 0.008057 0.03 0 NC 0.5 gb:BC016224.1 /DB_XREF=gi:16740695 /FEA=FLmRNA /CNT=110 /TID=Mm.23172.1 /TIER=FL+Stack /STK=9 /UG=Mm.23172 /LL=75805 /UG_GENE=4930
MOE430_2_1451556_a_ 89.9 115.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB137173 /DB_XREF=gi:16266708 /DB_XREF=BB137173 /CLONE=9830140P16 /FEA=FLmRNA /CNT=145 /TID=Mm.31319.1 /TIER=Stack /STK=18 /U
MOE430_2_1451564_at 26 20.7 P P 0.005859 0.01 0 NC 0.58 gb:BC021340.1 /DB_XREF=gi:18204081 /FEA=FLmRNA /CNT=43 /TID=Mm.89210.1 /TIER=FL+Stack /STK=9 /UG=Mm.89210 /DEF=Mus musculus, clone M
MOE430_2_1451568_at 30.8 27.9 P P 0.00293 0.001221 0 NC 0.5 gb:BC025603.1 /DB_XREF=gi:19343700 /FEA=FLmRNA /CNT=22 /TID=Mm.218363.1 /TIER=FL+Stack /STK=9 /UG=Mm.218363 /DEF=Mus musculus, clone
MOE430_2_1451580_a_ 1.3 1.7 A A 0.96 0.95 0 NC 0.68 gb:BC024702.1 /DB_XREF=gi:19354092 /FEA=FLmRNA /CNT=77 /TID=Mm.2108.2 /TIER=FL /STK=7 /UG=Mm.2108 /LL=22139 /UG_GENE=Ttr /DEF=Mus



MOE430_2_1451587_a_ 424.5 440 P P 0.000244 0.000244 0 NC 0.5 gb:BC002098.1 /DB_XREF=gi:12805268 /FEA=FLmRNA /CNT=39 /TID=Mm.21520.1 /TIER=FL /STK=6 /UG=Mm.21520 /DEF=Mus musculus, Similar to ribo
MOE430_2_1451592_at 97.6 80 P P 0.000732 0.000244 0 NC 0.5 gb:AF364868.1 /DB_XREF=gi:19070821 /FEA=FLmRNA /CNT=11 /TID=Mm.1865.1 /TIER=FL /STK=6 /UG=Mm.1865 /DEF=Mus musculus Myb protein P42P
MOE430_2_1451630_at 81.5 72.5 P P 0.00293 0.001221 0 NC 0.5 gb:BC018513.1 /DB_XREF=gi:17391211 /FEA=FLmRNA /CNT=14 /TID=Mm.33909.1 /TIER=FL /STK=4 /UG=Mm.33909 /DEF=Mus musculus, clone MGC:27
MOE430_2_1451641_at 189.6 232.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC006661.1 /DB_XREF=gi:13879367 /FEA=FLmRNA /CNT=33 /TID=Mm.31324.1 /TIER=FL /STK=3 /UG=Mm.31324 /LL=83703 /UG_GENE=Dbr1 /DEF=
MOE430_2_1451677_at 24.3 28.6 A A 0.19 0.19 0 NC 0.26 gb:BC016090.1 /DB_XREF=gi:16359250 /FEA=FLmRNA /CNT=89 /TID=Mm.37392.1 /TIER=FL /STK=2 /UG=Mm.37392 /LL=67608 /UG_GENE=4430402O11
MOE430_2_1451697_a_ 107.9 109.5 P P 0.008057 0.01 0 NC 0.5 gb:BC021392.1 /DB_XREF=gi:18204725 /FEA=FLmRNA /CNT=4 /TID=Mm.23592.2 /TIER=FL /STK=2 /UG=Mm.23592 /LL=59056 /UG_GENE=Evc /DEF=Mu
MOE430_2_1451745_a_ 1743.4 1753.3 P P 0.000732 0.000244 0 NC 0.5 gb:BC026751.1 /DB_XREF=gi:20071192 /FEA=FLmRNA /CNT=36 /TID=Mm.41486.1 /TIER=FL /STK=1 /UG=Mm.41486 /LL=70103 /UG_GENE=2700001K05
MOE430_2_1451748_a_ 454.1 457.6 P P 0.008057 0.005859 0 NC 0.5 gb:BC019973.1 /DB_XREF=gi:18044799 /FEA=FLmRNA /CNT=18 /TID=Mm.183097.1 /TIER=FL /STK=1 /UG=Mm.183097 /LL=72513 /UG_GENE=2610305M
MOE430_2_1451751_at 101.5 106.3 P P 0.000244 0.000244 0 NC 0.5 gb:AF335325.1 /DB_XREF=gi:17385766 /FEA=FLmRNA /CNT=21 /TID=Mm.195809.1 /TIER=FL /STK=1 /UG=Mm.195809 /LL=73284 /UG_GENE=1700037B
MOE430_2_1451782_a_ 1191.9 1179.7 P P 0.000244 0.000244 0 NC 0.5 gb:AF305501.1 /DB_XREF=gi:10764832 /FEA=FLmRNA /CNT=12 /TID=Mm.29744.3 /TIER=FL /STK=1 /UG=Mm.29744 /LL=63959 /UG_GENE=Slc29a1 /DE
MOE430_2_1451784_x_ 44.9 45 M M 0.05 0.05 0 NC 0.98 gb:L36068.1 /DB_XREF=gi:797271 /GEN=H2-D /FEA=FLmRNA /CNT=10 /TID=Mm.33263.4 /TIER=FL /STK=1 /UG=Mm.33263 /LL=14964 /DEF=Mus musc
MOE430_2_1451785_at 4.7 6.2 A A 0.14 0.08 0 NC 0.36 gb:BC016092.1 /DB_XREF=gi:16359256 /FEA=FLmRNA /CNT=18 /TID=Mm.21662.2 /TIER=FL /STK=1 /UG=Mm.21662 /LL=77945 /UG_GENE=Rpgrip1 /DE
MOE430_2_1451831_at 4.1 1.6 A A 0.72 0.96 0 NC 0.48 gb:BC022908.1 /DB_XREF=gi:18606133 /FEA=FLmRNA /CNT=8 /TID=Mm.11295.1 /TIER=FL /STK=1 /UG=Mm.11295 /DEF=Mus musculus, clone MGC:305
MOE430_2_1451851_a_ 0.5 1.1 A A 0.9 0.69 0 NC 0.43 gb:BC004601.1 /DB_XREF=gi:13435463 /FEA=FLmRNA /CNT=3 /TID=Mm.192171.1 /TIER=FL /STK=1 /UG=Mm.192171 /DEF=Mus musculus, Similar to ca
MOE430_2_1451857_a_ 25.9 26.7 P P 0.02 0.03 0 NC 0.5 gb:BC025832.1 /DB_XREF=gi:19387948 /FEA=FLmRNA /CNT=3 /TID=Mm.32839.1 /TIER=FL /STK=1 /UG=Mm.32839 /LL=77583 /UG_GENE=5730593N15R
MOE430_2_1451873_a_ 66.8 69 P P 0.000732 0.000244 0 NC 0.5 gb:U58993.1 /DB_XREF=gi:1518646 /FEA=FLmRNA /CNT=2 /TID=Mm.33951.2 /TIER=FL /STK=1 /UG=Mm.33951 /LL=17129 /UG_GENE=Madh5 /DEF=Mus
MOE430_2_1451881_at 1.4 2.2 A A 0.63 0.85 0 NC 0.59 gb:BC027044.1 /DB_XREF=gi:20073287 /FEA=FLmRNA /CNT=2 /TID=Mm.219526.1 /TIER=FL /STK=1 /UG=Mm.219526 /DEF=Mus musculus, non-metasta
MOE430_2_1451919_a_ 41.7 36.7 M A 0.05 0.06 0 NC 0.5 gb:AF360122.1 /DB_XREF=gi:14028762 /FEA=FLmRNA /CNT=1 /TID=Mm.4864.2 /TIER=FL /STK=1 /UG=Mm.4864 /LL=17480 /UG_GENE=Mpl /DEF=Mus m
MOE430_2_1451923_at 1.2 4 A A 0.66 0.53 0 NC 0.5 gb:BC026871.1 /DB_XREF=gi:20071534 /FEA=FLmRNA /CNT=1 /TID=Mm.40776.1 /TIER=FL /STK=1 /UG=Mm.40776 /LL=74013 /UG_GENE=3222401M22R
MOE430_2_1451929_a_ 45.7 49.9 P P 0.01 0.01 0 NC 0.5 gb:BC013520.1 /DB_XREF=gi:15488767 /FEA=FLmRNA /CNT=1 /TID=Mm.196329.1 /TIER=FL /STK=1 /UG=Mm.196329 /LL=69922 /UG_GENE=2810003O0
MOE430_2_1451957_at 21.5 19.8 A A 0.24 0.33 0 NC 0.14 gb:AY071844.1 /DB_XREF=gi:19068191 /GEN=IL1F10 /FEA=FLmRNA /CNT=1 /TID=Mm.218750.1 /TIER=FL /STK=1 /UG=Mm.218750 /DEF=Mus musculus
MOE430_2_1451960_a_ 13.2 15.9 A A 0.43 0.17 0 NC 0.44 gb:AF083465.1 /DB_XREF=gi:4063619 /FEA=FLmRNA /CNT=1 /TID=Mm.2167.3 /TIER=FL /STK=1 /UG=Mm.2167 /LL=19714 /UG_GENE=Rev3l /DEF=Mus 
MOE430_2_1451962_at 0.5 1 A A 0.98 0.9 0 NC 0.5 gb:L41881.1 /DB_XREF=gi:798812 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.28 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musculus 
MOE430_2_1451979_at 234.2 234.5 P P 0.000244 0.000244 0 NC 0.5 gb:BC010202.1 /DB_XREF=gi:16307325 /FEA=FLmRNA /CNT=174 /TID=Mm.31530.1 /TIER=FL+Stack /STK=40 /UG=Mm.31530 /DEF=Mus musculus, clone
MOE430_2_1451994_s_ 1035.4 1115.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC006893.1 /DB_XREF=gi:13905193 /FEA=FLmRNA /CNT=345 /TID=Mm.21652.1 /TIER=FL+Stack /STK=23 /UG=Mm.21652 /LL=74022 /UG_GENE=393
MOE430_2_1451995_at 127 111.6 P P 0.000732 0.000244 0 NC 0.5 gb:BC005603.1 /DB_XREF=gi:13542801 /FEA=FLmRNA /CNT=143 /TID=Mm.27509.1 /TIER=FL+Stack /STK=23 /UG=Mm.27509 /LL=68776 /UG_GENE=11
MOE430_2_1452002_at 241.6 168.1 P P 0.00293 0.001953 0 NC 0.5 gb:BC024969.1 /DB_XREF=gi:19354203 /FEA=FLmRNA /CNT=69 /TID=Mm.26594.1 /TIER=FL+Stack /STK=18 /UG=Mm.26594 /DEF=Mus musculus, similar
MOE430_2_1452011_a_ 331.7 343.2 P P 0.000244 0.000244 0 NC 0.5 gb:AA203925 /DB_XREF=gi:1800483 /DB_XREF=mu60d06.r1 /CLONE=IMAGE:643787 /FEA=FLmRNA /CNT=74 /TID=Mm.12790.1 /TIER=ConsEnd /STK=0 
MOE430_2_1452026_a_ 62.5 58 P P 0.000244 0.000244 0 NC 0.5 gb:AY007382.1 /DB_XREF=gi:11999272 /FEA=FLmRNA /CNT=4 /TID=Mm.22526.2 /TIER=FL /STK=0 /UG=Mm.22526 /LL=66350 /UG_GENE=2310004B05R
MOE430_2_1452039_a_ 526.6 546.4 P P 0.000244 0.000732 0 NC 0.5 gb:AK009033.1 /DB_XREF=gi:12843581 /FEA=FLmRNA /CNT=142 /TID=Mm.3779.1 /TIER=Stack /STK=73 /UG=Mm.3779 /LL=69465 /UG_GENE=2300006C
MOE430_2_1452041_at 419.9 441.6 P P 0.00293 0.00293 0 NC 0.5 gb:BB376289 /DB_XREF=gi:16407497 /DB_XREF=BB376289 /CLONE=C130084H03 /FEA=FLmRNA /CNT=96 /TID=Mm.32011.1 /TIER=Stack /STK=64 /UG
MOE430_2_1452056_s_ 305.9 296.2 P P 0.000244 0.000244 0 NC 0.5 gb:BQ173889 /DB_XREF=gi:20349375 /DB_XREF=UI-M-DJ2-bvv-a-12-0-UI.s1 /CLONE=UI-M-DJ2-bvv-a-12-0-UI /FEA=FLmRNA /CNT=227 /TID=Mm.2
MOE430_2_1452060_a_ 104.1 106.3 P P 0.00293 0.01 0 NC 0.5 gb:BB705335 /DB_XREF=gi:16054170 /DB_XREF=BB705335 /CLONE=7420476H16 /FEA=FLmRNA /CNT=90 /TID=Mm.42927.3 /TIER=Stack /STK=27 /UG
MOE430_2_1452070_at 40 44.6 A P 0.09 0.03 0 NC 0.5 gb:AK010701.1 /DB_XREF=gi:12846338 /FEA=FLmRNA /CNT=41 /TID=Mm.46505.1 /TIER=Stack /STK=22 /UG=Mm.46505 /LL=67379 /UG_GENE=2410050
MOE430_2_1452076_at 289 281.6 P P 0.000244 0.000244 0 NC 0.5 gb:BQ033255 /DB_XREF=gi:19768534 /DB_XREF=UI-1-CF0-axf-b-06-0-UI.s1 /CLONE=UI-1-CF0-axf-b-06-0-UI /FEA=FLmRNA /CNT=87 /TID=Mm.2969
MOE430_2_1452096_s_ 218.7 238.3 P P 0.000244 0.000244 0 NC 0.5 gb:BG065702 /DB_XREF=gi:12548265 /DB_XREF=H3034C05-3 /CLONE=H3034C05 /FEA=FLmRNA /CNT=73 /TID=Mm.27186.1 /TIER=Stack /STK=41 /UG
MOE430_2_1452103_at 128.1 180.6 P P 0.000732 0.000244 0 NC 0.5 gb:BB217641 /DB_XREF=gi:8882594 /DB_XREF=BB217641 /CLONE=A530045L03 /FEA=FLmRNA /CNT=34 /TID=Mm.103384.1 /TIER=Stack /STK=19 /UG
MOE430_2_1452111_at 504.1 491 P P 0.000244 0.000244 0 NC 0.5 gb:AV304074 /DB_XREF=gi:16393568 /DB_XREF=AV304074 /CLONE=5730518K22 /FEA=FLmRNA /CNT=58 /TID=Mm.46656.1 /TIER=Stack /STK=15 /UG
MOE430_2_1452118_at 76.8 79.3 P P 0.00293 0.001953 0 NC 0.5 gb:BB758483 /DB_XREF=gi:16189957 /DB_XREF=BB758483 /CLONE=G270099C12 /FEA=FLmRNA /CNT=53 /TID=Mm.102761.1 /TIER=Stack /STK=12 /U
MOE430_2_1452125_at 324.1 300.5 P P 0.000244 0.000244 0 NC 0.5 gb:BG075035 /DB_XREF=gi:12557604 /DB_XREF=H3142E04-3 /CLONE=H3142E04 /FEA=FLmRNA /CNT=27 /TID=Mm.22440.1 /TIER=Stack /STK=11 /UG
MOE430_2_1452133_at 4621.7 4701 P P 0.000244 0.000244 0 NC 0.5 gb:AW106975 /DB_XREF=gi:6077843 /DB_XREF=um18a06.y1 /CLONE=IMAGE:2192626 /FEA=FLmRNA /CNT=252 /TID=Mm.181721.1 /TIER=Stack /STK=8
MOE430_2_1452143_at 2722.1 2596.5 P P 0.000244 0.000244 0 NC 0.5 gb:BQ174069 /DB_XREF=gi:20349560 /DB_XREF=UI-M-DJ2-bvv-d-04-0-UI.s1 /CLONE=UI-M-DJ2-bvv-d-04-0-UI /FEA=mRNA /CNT=277 /TID=Mm.220
MOE430_2_1452155_a_ 1832 1938.3 P P 0.000244 0.000244 0 NC 0.5 gb:BC027069.1 /DB_XREF=gi:20071993 /FEA=mRNA /CNT=202 /TID=Mm.181538.1 /TIER=Stack /STK=98 /UG=Mm.181538 /LL=67040 /UG_GENE=261000
MOE430_2_1452162_at 245.3 250.7 P P 0.000244 0.000244 0 NC 0.5 gb:BE570732 /DB_XREF=gi:9814452 /DB_XREF=601329093F1 /CLONE=IMAGE:3603166 /FEA=mRNA /CNT=231 /TID=Mm.27339.2 /TIER=Stack /STK=9 /
MOE430_2_1452184_at 3614.5 3382.9 P P 0.000244 0.000244 0 NC 0.5 gb:W29413 /DB_XREF=gi:1309560 /DB_XREF=mb98f12.r1 /CLONE=IMAGE:337487 /FEA=mRNA /CNT=173 /TID=Mm.4537.1 /TIER=Stack /STK=73 /UG=M
MOE430_2_1452188_at 70.3 92.3 P P 0.00293 0.001953 0 NC 0.5 gb:BB522516 /DB_XREF=gi:16443683 /DB_XREF=BB522516 /CLONE=D930008C07 /FEA=mRNA /CNT=103 /TID=Mm.51116.1 /TIER=Stack /STK=71 /UG=
MOE430_2_1452189_at 357.3 383.5 P P 0.001221 0.00415 0 NC 0.5 gb:BG865652 /DB_XREF=gi:14216192 /DB_XREF=602783815F1 /CLONE=IMAGE:4910018 /FEA=mRNA /CNT=169 /TID=Mm.137912.1 /TIER=Stack /STK=7
MOE430_2_1452201_at 102.3 95.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC019749.1 /DB_XREF=gi:18043889 /FEA=mRNA /CNT=77 /TID=Mm.46647.1 /TIER=Stack /STK=64 /UG=Mm.46647 /LL=66962 /UG_GENE=2310047B1
MOE430_2_1452215_at 484.9 423.2 P P 0.00415 0.001953 0 NC 0.5 gb:AY053393.1 /DB_XREF=gi:16322990 /FEA=mRNA /CNT=66 /TID=Mm.30137.1 /TIER=Stack /STK=46 /UG=Mm.30137 /LL=75758 /UG_GENE=9130401M0
MOE430_2_1452216_at 215.6 224.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB494388 /DB_XREF=gi:15412145 /DB_XREF=BB494388 /CLONE=D530039M15 /FEA=mRNA /CNT=65 /TID=Mm.37560.1 /TIER=Stack /STK=46 /UG=M
MOE430_2_1452221_a_ 477.2 520 P P 0.000732 0.000732 0 NC 0.5 gb:BB447351 /DB_XREF=gi:16425175 /DB_XREF=BB447351 /CLONE=D030060C24 /FEA=mRNA /CNT=60 /TID=Mm.17537.2 /TIER=Stack /STK=43 /UG=M
MOE430_2_1452236_at 132 141.7 P P 0.01 0.03 0 NC 0.5 gb:AV309591 /DB_XREF=gi:16394179 /DB_XREF=AV309591 /CLONE=5730583I21 /FEA=mRNA /CNT=122 /TID=Mm.29543.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1452262_at 270.7 202.1 P P 0.000732 0.000732 0 NC 0.5 gb:AK003011.1 /DB_XREF=gi:12833403 /GEN=Grpel2 /FEA=mRNA /CNT=65 /TID=Mm.12959.1 /TIER=Stack /STK=31 /UG=Mm.12959 /LL=17714 /UG_TIT
MOE430_2_1452277_at 37.8 45.7 P P 0.01 0.03 0 NC 0.6 gb:AV059397 /DB_XREF=gi:15404329 /DB_XREF=AV059397 /CLONE=1810058H18 /FEA=mRNA /CNT=55 /TID=Mm.41370.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1452282_at 101.5 93.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK017726.1 /DB_XREF=gi:12857115 /FEA=mRNA /CNT=42 /TID=Mm.23749.1 /TIER=Stack /STK=25 /UG=Mm.23749 /LL=70625 /UG_GENE=5730493L1
MOE430_2_1452286_at 296.8 267.9 P P 0.000244 0.000244 0 NC 0.5 gb:BG081701 /DB_XREF=gi:12564269 /DB_XREF=H3068B05-5 /CLONE=H3068B05 /FEA=mRNA /CNT=109 /TID=Mm.9913.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1452290_at 283.5 220.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK009646.1 /DB_XREF=gi:12844565 /FEA=mRNA /CNT=43 /TID=Mm.112664.1 /TIER=Stack /STK=20 /UG=Mm.112664 /LL=71900 /UG_GENE=2310036
MOE430_2_1452319_at 55.9 55 P P 0.000732 0.001221 0 NC 0.5 gb:BM230481 /DB_XREF=gi:17793717 /DB_XREF=K0296A04-3 /CLONE=K0296A04 /FEA=mRNA /CNT=19 /TID=Mm.63478.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1452328_s_ 164.1 182.4 P P 0.000244 0.000244 0 NC 0.5 gb:BF160731 /DB_XREF=gi:11040838 /DB_XREF=601769134F1 /CLONE=IMAGE:3988184 /FEA=mRNA /CNT=26 /TID=Mm.41711.2 /TIER=ConsEnd /STK=0
MOE430_2_1452347_at 152.2 153.5 P P 0.000244 0.000244 0 NC 0.5 gb:AV255689 /DB_XREF=gi:16388225 /DB_XREF=AV255689 /CLONE=4921522B08 /FEA=mRNA /CNT=155 /TID=Mm.87279.3 /TIER=Stack /STK=38 /UG=
MOE430_2_1452356_at 62.7 87.3 A P 0.06 0.03 0 NC 0.5 gb:BG065062 /DB_XREF=gi:12547625 /DB_XREF=H3026H10-3 /CLONE=H3026H10 /FEA=mRNA /CNT=16 /TID=Mm.104752.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452370_s_ 114.2 109.5 P P 0.000732 0.000732 0 NC 0.5 gb:BB449608 /DB_XREF=gi:16425376 /DB_XREF=BB449608 /CLONE=D030072M16 /FEA=mRNA /CNT=86 /TID=Mm.29600.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1452378_at 32.5 32.7 P P 0.001221 0.01 0 NC 0.5 gb:AW012617 /DB_XREF=gi:5861395 /DB_XREF=ul87h03.x1 /CLONE=IMAGE:2159093 /FEA=mRNA /CNT=50 /TID=Mm.220932.1 /TIER=Stack /STK=14 /U
MOE430_2_1452387_a_ 825.7 839.2 P P 0.000732 0.000732 0 NC 0.5 gb:AI156725 /DB_XREF=gi:3685194 /DB_XREF=ue53h02.r1 /CLONE=IMAGE:1494867 /FEA=mRNA /CNT=278 /TID=Mm.21145.2 /TIER=Stack /STK=10 /UG
MOE430_2_1452390_at 136.5 122.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB401486 /DB_XREF=gi:16414841 /DB_XREF=BB401486 /CLONE=C330023E20 /FEA=mRNA /CNT=77 /TID=Mm.38123.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452398_at 145 138.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV306884 /DB_XREF=gi:15405975 /DB_XREF=AV306884 /CLONE=5730547K05 /FEA=mRNA /CNT=36 /TID=Mm.34031.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1452434_s_ 592.9 567.5 P P 0.000244 0.000244 0 NC 0.5 gb:AF021031.1 /DB_XREF=gi:2582382 /GEN=Dgcr6 /FEA=mRNA /CNT=19 /TID=Mm.27155.1 /TIER=ConsEnd /STK=0 /UG=Mm.27155 /LL=13353 /DEF=M
MOE430_2_1452450_at 115.1 116.4 A A 0.06 0.09 0 NC 0.73 gb:BG277213 /DB_XREF=gi:13072291 /DB_XREF=ux40h11.y1 /CLONE=IMAGE:3513068 /FEA=mRNA /CNT=12 /TID=Mm.116896.1 /TIER=ConsEnd /STK=0
MOE430_2_1452462_a_ 70.7 78.9 P P 0.00293 0.000244 0 NC 0.5 gb:BC013339.1 /DB_XREF=gi:15426472 /FEA=mRNA /CNT=7 /TID=Mm.3594.3 /TIER=ConsEnd /STK=0 /UG=Mm.3594 /LL=53325 /UG_GENE=Banp /DEF=
MOE430_2_1452485_at 1.9 2.9 A A 0.69 0.72 0 NC 0.5 gb:AJ457190.1 /DB_XREF=gi:20196840 /GEN=phospho1 /FEA=mRNA /CNT=3 /TID=Mm.220343.1 /TIER=ConsEnd /STK=0 /UG=Mm.220343 /DEF=Mus mu
MOE430_2_1452488_at 12.8 9.7 A A 0.21 0.12 0 NC 0.35 gb:Y11009.1 /DB_XREF=gi:1841447 /FEA=mRNA /CNT=3 /TID=Mm.204652.1 /TIER=ConsEnd /STK=1 /UG=Mm.204652 /UG_TITLE=M.musculus mRNA for 
MOE430_2_1452529_a_ 31.1 31.1 P M 0.04 0.05 0 NC 0.5 gb:U46027.1 /DB_XREF=gi:1655804 /FEA=mRNA /CNT=1 /TID=Mm.1376.4 /TIER=ConsEnd /STK=0 /UG=Mm.1376 /LL=12912 /UG_GENE=Creb1 /DEF=Mu
MOE430_2_1452552_at 0.5 0.7 A A 0.72 0.8 0 NC 0.86 gb:Z31359.1 /DB_XREF=gi:467572 /FEA=mRNA /CNT=3 /TID=Mm.4935.1 /TIER=ConsEnd /STK=0 /UG=Mm.4935 /LL=18153 /UG_GENE=Npn2 /DEF=M.mu
MOE430_2_1452579_at 1511.7 1280.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK009021.1 /DB_XREF=gi:12843562 /FEA=mRNA /CNT=116 /TID=Mm.29497.1 /TIER=Stack /STK=70 /UG=Mm.29497 /LL=66383 /UG_GENE=2310020H
MOE430_2_1452586_at 1509.6 1564.3 P P 0.001221 0.000732 0 NC 0.5 gb:BM122700 /DB_XREF=gi:17106468 /DB_XREF=L0513H08-3 /CLONE=L0513H08 /FEA=mRNA /CNT=62 /TID=Mm.2000.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1452591_a_ 902.4 825.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK010544.1 /DB_XREF=gi:12846067 /FEA=mRNA /CNT=61 /TID=Mm.22351.1 /TIER=Stack /STK=28 /UG=Mm.22351 /LL=72083 /UG_GENE=2610001E0
MOE430_2_1452594_at 405.7 334.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB004080 /DB_XREF=gi:15389667 /DB_XREF=BB004080 /CLONE=4732458F08 /FEA=mRNA /CNT=61 /TID=Mm.24007.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1452596_at 1579.4 1509.1 P P 0.000244 0.000732 0 NC 0.5 gb:AA175187 /DB_XREF=gi:1756515 /DB_XREF=ms91b04.r1 /CLONE=IMAGE:618895 /FEA=mRNA /CNT=60 /TID=Mm.27375.1 /TIER=Stack /STK=22 /UG
MOE430_2_1452611_at 54.4 47.2 P P 0.008057 0.04 0 NC 0.5 gb:BB479380 /DB_XREF=gi:16440550 /DB_XREF=BB479380 /CLONE=D330038C02 /FEA=mRNA /CNT=105 /TID=Mm.162637.1 /TIER=Stack /STK=13 /UG
MOE430_2_1452625_at 650.1 606.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK009318.1 /DB_XREF=gi:12844041 /FEA=mRNA /CNT=73 /TID=Mm.29190.1 /TIER=Stack /STK=42 /UG=Mm.29190 /LL=70382 /UG_GENE=2310012I15
MOE430_2_1452639_at 8.5 5.8 A A 0.27 0.46 0 NC 0.5 gb:BG920295 /DB_XREF=gi:14300771 /DB_XREF=602822383F1 /CLONE=IMAGE:4951292 /FEA=mRNA /CNT=19 /TID=Mm.221074.1 /TIER=ConsEnd /STK
MOE430_2_1452678_a_ 32.4 33.4 P P 0.000244 0.001953 0 NC 0.5 gb:AK008165.1 /DB_XREF=gi:12842184 /FEA=mRNA /CNT=125 /TID=Mm.30082.1 /TIER=Stack /STK=93 /UG=Mm.30082 /LL=70266 /UG_GENE=2010009K
MOE430_2_1452680_at 4187.5 4010.5 P P 0.000244 0.000244 0 NC 0.5 gb:BQ043840 /DB_XREF=gi:19793923 /DB_XREF=UI-M-EF0-buk-l-21-0-UI.r1 /CLONE=IMAGE:5683364 /FEA=mRNA /CNT=185 /TID=Mm.29135.1 /TIER=
MOE430_2_1452692_a_ 1858 1841.2 P P 0.000244 0.000244 0 NC 0.5 gb:BI692577 /DB_XREF=gi:15655206 /DB_XREF=603343427F1 /CLONE=IMAGE:5371014 /FEA=mRNA /CNT=150 /TID=Mm.2206.1 /TIER=Stack /STK=79 /
MOE430_2_1452698_at 258.3 295.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK009898.1 /DB_XREF=gi:12844976 /FEA=mRNA /CNT=97 /TID=Mm.29900.1 /TIER=Stack /STK=75 /UG=Mm.29900 /LL=66399 /UG_GENE=2310050B2
MOE430_2_1452719_at 214.9 215.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB271151 /DB_XREF=gi:15410849 /DB_XREF=BB271151 /CLONE=A830052O19 /FEA=mRNA /CNT=106 /TID=Mm.36885.1 /TIER=Stack /STK=62 /UG=
MOE430_2_1452734_at 2076.4 2031.6 P P 0.000244 0.000244 0 NC 0.5 gb:BI410170 /DB_XREF=gi:15171093 /DB_XREF=602963853F1 /CLONE=IMAGE:5119212 /FEA=mRNA /CNT=182 /TID=Mm.181237.1 /TIER=Stack /STK=55
MOE430_2_1452768_at 404.5 397.9 P P 0.000732 0.000732 0 NC 0.5 gb:AK013971.1 /DB_XREF=gi:12851566 /FEA=mRNA /CNT=109 /TID=Mm.28371.1 /TIER=Stack /STK=46 /UG=Mm.28371 /LL=68003 /UG_GENE=3110001O
MOE430_2_1452775_at 118.5 119.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK010935.1 /DB_XREF=gi:12846719 /FEA=mRNA /CNT=72 /TID=Mm.42850.1 /TIER=Stack /STK=45 /UG=Mm.42850 /LL=70014 /UG_GENE=2510008M0
MOE430_2_1452790_x_ 3975 3843.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV048277 /DB_XREF=gi:16380565 /DB_XREF=AV048277 /CLONE=1810004C04 /FEA=mRNA /CNT=85 /TID=Mm.30150.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1452791_at 291.4 265.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK009092.1 /DB_XREF=gi:12843666 /FEA=mRNA /CNT=75 /TID=Mm.46631.1 /TIER=Stack /STK=40 /UG=Mm.46631 /LL=71883 /UG_GENE=2310002F1
MOE430_2_1452810_at 160 213.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK014939.1 /DB_XREF=gi:12853067 /FEA=mRNA /CNT=87 /TID=Mm.31837.1 /TIER=Stack /STK=36 /UG=Mm.31837 /LL=70885 /UG_GENE=4921521J1
MOE430_2_1452811_at 175.3 173.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB393498 /DB_XREF=gi:9116474 /DB_XREF=BB393498 /CLONE=C230084D05 /FEA=mRNA /CNT=163 /TID=Mm.38010.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452822_at 37.1 37 P P 0.008057 0.008057 0 NC 0.5 gb:BB457797 /DB_XREF=gi:9353290 /DB_XREF=BB457797 /CLONE=D130053L23 /FEA=mRNA /CNT=93 /TID=Mm.45194.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1452867_at 294.9 283.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK020301.1 /DB_XREF=gi:12860847 /FEA=mRNA /CNT=82 /TID=Mm.24125.1 /TIER=Stack /STK=26 /UG=Mm.24125 /LL=77681 /UG_GENE=9230101K0
MOE430_2_1452879_at 32 33 P P 0.01 0.03 0 NC 0.5 gb:AI848603 /DB_XREF=gi:5492549 /DB_XREF=UI-M-AH1-agv-b-09-0-UI.s1 /CLONE=UI-M-AH1-agv-b-09-0-UI /FEA=mRNA /CNT=26 /TID=Mm.41402.
MOE430_2_1452883_a_ 325.7 319.9 P P 0.000244 0.000244 0 NC 0.5 gb:BQ176330 /DB_XREF=gi:20351822 /DB_XREF=UI-M-DJ2-bwg-d-04-0-UI.s1 /CLONE=UI-M-DJ2-bwg-d-04-0-UI /FEA=mRNA /CNT=59 /TID=Mm.1962
MOE430_2_1452887_at 87.7 74.1 P P 0.000244 0.000244 0 NC 0.5 gb:BG075295 /DB_XREF=gi:12557864 /DB_XREF=H3145F02-3 /CLONE=H3145F02 /FEA=mRNA /CNT=42 /TID=Mm.32392.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1452891_at 50.1 50.8 P P 0.001221 0.008057 0 NC 0.5 gb:AK017860.1 /DB_XREF=gi:12857330 /FEA=mRNA /CNT=39 /TID=Mm.34985.1 /TIER=Stack /STK=24 /UG=Mm.34985 /LL=66658 /UG_GENE=5730568A1
MOE430_2_1452898_at 88.1 73.4 P P 0.001221 0.000732 0 NC 0.5 gb:AK013045.1 /DB_XREF=gi:12850168 /FEA=mRNA /CNT=32 /TID=Mm.45852.1 /TIER=Stack /STK=23 /UG=Mm.45852 /LL=76372 /UG_GENE=2810408E1
MOE430_2_1452942_at 262.9 263.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV137534 /DB_XREF=gi:16382810 /DB_XREF=AV137534 /CLONE=2810035J06 /FEA=mRNA /CNT=108 /TID=Mm.37515.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1452956_a_ 1755.5 1639.8 P P 0.000244 0.000244 0 NC 0.5 gb:BI655075 /DB_XREF=gi:15569311 /DB_XREF=603282759F1 /CLONE=IMAGE:5326862 /FEA=mRNA /CNT=56 /TID=Mm.2121.1 /TIER=Stack /STK=17 /U
MOE430_2_1452973_at 53.6 57 P P 0.000244 0.000244 0 NC 0.5 gb:AK013741.1 /DB_XREF=gi:12851223 /FEA=mRNA /CNT=39 /TID=Mm.46011.1 /TIER=Stack /STK=16 /UG=Mm.46011 /LL=73044 /UG_GENE=2900063A1
MOE430_2_1452999_at 367.2 358 P P 0.000244 0.000244 0 NC 0.5 gb:BG071121 /DB_XREF=gi:12553690 /DB_XREF=H3094H08-3 /CLONE=H3094H08 /FEA=mRNA /CNT=98 /TID=Mm.41670.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1453028_at 44.7 36.5 P P 0.001221 0.001953 0 NC 0.5 gb:AV313375 /DB_XREF=gi:16394378 /DB_XREF=AV313375 /CLONE=5830409L04 /FEA=mRNA /CNT=69 /TID=Mm.200947.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1453036_at 26.5 22.8 P P 0.001221 0.00293 0 NC 0.16 gb:BG069520 /DB_XREF=gi:12552089 /DB_XREF=H3077C05-3 /CLONE=H3077C05 /FEA=mRNA /CNT=34 /TID=Mm.26175.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1453058_at 39.3 52.9 P P 0.001953 0.000244 0 NC 0.16 gb:AK009247.1 /DB_XREF=gi:12843922 /FEA=mRNA /CNT=21 /TID=Mm.37802.1 /TIER=Stack /STK=10 /UG=Mm.37802 /LL=69544 /UG_GENE=2310009C0
MOE430_2_1453066_at 37.2 47.6 A A 0.11 0.17 0 NC 0.5 gb:BI202412 /DB_XREF=gi:14668384 /DB_XREF=UI-M-CG0p-bro-c-10-0-UI.s1 /CLONE=UI-M-CG0p-bro-c-10-0-UI /FEA=mRNA /CNT=43 /TID=Mm.312
MOE430_2_1453078_at 35.1 40.1 P P 0.000244 0.000244 0 NC 0.5 gb:AK018397.1 /DB_XREF=gi:12858079 /FEA=mRNA /CNT=27 /TID=Mm.104627.1 /TIER=Stack /STK=8 /UG=Mm.104627 /LL=74520 /UG_GENE=8430408J
MOE430_2_1453080_at 20.5 22.1 P A 0.02 0.08 0 NC 0.83 gb:AK018646.1 /DB_XREF=gi:12858459 /FEA=mRNA /CNT=21 /TID=Mm.86391.1 /TIER=Stack /STK=8 /UG=Mm.86391 /LL=75761 /UG_GENE=9130022K13
MOE430_2_1453083_at 10.8 12.7 M P 0.05 0.02 0 NC 0.5 gb:AK018294.1 /DB_XREF=gi:12857933 /FEA=mRNA /CNT=17 /TID=Mm.86062.1 /TIER=Stack /STK=8 /UG=Mm.86062 /LL=76229 /UG_GENE=6430701C03
MOE430_2_1453086_at 39.1 40 P P 0.008057 0.008057 0 NC 0.5 gb:AK018141.1 /DB_XREF=gi:12857722 /GEN=Lig1 /FEA=mRNA /CNT=13 /TID=Mm.1013.2 /TIER=Stack /STK=8 /UG=Mm.1013 /LL=16881 /UG_TITLE=lig
MOE430_2_1453091_s_ 131 129.1 P P 0.001221 0.001221 0 NC 0.5 gb:BB241583 /DB_XREF=gi:8934329 /DB_XREF=BB241583 /CLONE=A630087L22 /FEA=mRNA /CNT=90 /TID=Mm.153201.1 /TIER=Stack /STK=88 /UG=M
MOE430_2_1453099_at 535.5 519.7 P P 0.000244 0.000244 0 NC 0.5 gb:BM212971 /DB_XREF=gi:17770704 /DB_XREF=C0829G10-3 /CLONE=C0829G10 /FEA=mRNA /CNT=179 /TID=Mm.51136.1 /TIER=Stack /STK=31 /UG
MOE430_2_1453124_at 145.7 140.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV306751 /DB_XREF=gi:16393865 /DB_XREF=AV306751 /CLONE=5730544L10 /FEA=mRNA /CNT=136 /TID=Mm.177451.1 /TIER=Stack /STK=29 /UG
MOE430_2_1453140_at 98.7 156.5 P P 0.001953 0.000244 0 NC 0.26 gb:AK018550.1 /DB_XREF=gi:12858308 /FEA=mRNA /CNT=38 /TID=Mm.38813.1 /TIER=Stack /STK=21 /UG=Mm.38813 /LL=74543 /UG_GENE=9030612M
MOE430_2_1453146_at 165.1 168.2 P P 0.000244 0.000244 0 NC 0.5 gb:BM123170 /DB_XREF=gi:17106938 /DB_XREF=L0520E08-3 /CLONE=L0520E08 /FEA=mRNA /CNT=147 /TID=Mm.154503.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1453149_at 67.7 62.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK011759.1 /DB_XREF=gi:12848089 /FEA=mRNA /CNT=40 /TID=Mm.17875.1 /TIER=Stack /STK=20 /UG=Mm.17875 /LL=69906 /UG_GENE=2610043O1
MOE430_2_1453180_at 26.9 39.3 P P 0.000244 0.000244 0 NC 0.5 gb:AK018322.1 /DB_XREF=gi:12857973 /FEA=mRNA /CNT=20 /TID=Mm.55466.1 /TIER=Stack /STK=16 /UG=Mm.55466 /LL=67795 /UG_GENE=6530404N2
MOE430_2_1453193_s_ 1.8 3.4 A A 0.6 0.5 0 NC 0.1 gb:AK018598.1 /DB_XREF=gi:12858386 /GEN=Kif12 /FEA=mRNA /CNT=19 /TID=Mm.135521.1 /TIER=Stack /STK=15 /UG=Mm.135521 /LL=16552 /UG_TIT
MOE430_2_1453229_s_ 5855 5801.6 P P 0.000244 0.000244 0 NC 0.5 gb:AK019085.1 /DB_XREF=gi:12859107 /FEA=mRNA /CNT=16 /TID=Mm.196156.1 /TIER=Stack /STK=11 /UG=Mm.196156 /LL=78331 /UG_GENE=2310021
MOE430_2_1453242_x_ 47.5 51.3 P P 0.00415 0.001953 0 NC 0.5 gb:BB006969 /DB_XREF=gi:16257037 /DB_XREF=BB006969 /CLONE=4732474B19 /FEA=mRNA /CNT=27 /TID=Mm.86924.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1453255_at 8.7 6.4 A A 0.24 0.24 0 NC 0.23 gb:AK011417.1 /DB_XREF=gi:12847526 /GEN=Pov1 /FEA=mRNA /CNT=137 /TID=Mm.22716.1 /TIER=Stack /STK=9 /UG=Mm.22716 /LL=72401 /UG_TITL
MOE430_2_1453260_a_ 376.4 378.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK010380.1 /DB_XREF=gi:12845783 /FEA=mRNA /CNT=59 /TID=Mm.28618.1 /TIER=Stack /STK=9 /UG=Mm.28618 /LL=71978 /UG_GENE=2410004D02
MOE430_2_1453290_at 23.7 35.3 P P 0.01 0.008057 0 NC 0.46 gb:AW825904 /DB_XREF=gi:7918981 /DB_XREF=us18b11.x1 /CLONE=IMAGE:3167421 /FEA=mRNA /CNT=18 /TID=Mm.31383.1 /TIER=Stack /STK=8 /UG
MOE430_2_1453294_at 60.4 60.2 P P 0.001953 0.00293 0 NC 0.5 gb:AK007702.1 /DB_XREF=gi:12841415 /FEA=mRNA /CNT=14 /TID=Mm.74181.1 /TIER=ConsEnd /STK=7 /UG=Mm.74181 /LL=69157 /UG_GENE=1810036A
MOE430_2_1453301_a_ 71 74 P P 0.001221 0.001221 0 NC 0.5 gb:AK008083.1 /DB_XREF=gi:12842045 /FEA=mRNA /CNT=14 /TID=Mm.35514.2 /TIER=ConsEnd /STK=7 /UG=Mm.35514 /LL=72041 /UG_GENE=2010004
MOE430_2_1453305_at 31.6 17.2 A P 0.12 0.03 0 NC 0.46 gb:AK017032.1 /DB_XREF=gi:12856084 /FEA=mRNA /CNT=9 /TID=Mm.37759.1 /TIER=ConsEnd /STK=7 /UG=Mm.37759 /LL=75732 /UG_GENE=4933433C
MOE430_2_1453307_a_ 1328.2 1259 P P 0.000244 0.000244 0 NC 0.5 gb:AK003821.1 /DB_XREF=gi:12834720 /GEN=Anapc5 /FEA=mRNA /CNT=12 /TID=Mm.45312.2 /TIER=ConsEnd /STK=7 /UG=Mm.45312 /LL=59008 /UG_T
MOE430_2_1453322_at 57.9 58.8 P P 0.000244 0.000244 0 NC 0.5 gb:AK018408.1 /DB_XREF=gi:12858094 /FEA=mRNA /CNT=13 /TID=Mm.96356.1 /TIER=ConsEnd /STK=6 /UG=Mm.96356 /LL=71460 /UG_GENE=8430413
MOE430_2_1453333_at 17.7 19 A M 0.3 0.05 0 NC 0.5 gb:AK005933.1 /DB_XREF=gi:12838771 /FEA=mRNA /CNT=10 /TID=Mm.158267.1 /TIER=ConsEnd /STK=6 /UG=Mm.158267 /LL=69364 /UG_GENE=17000
MOE430_2_1453341_a_ 16.4 17.1 A P 0.12 0.00415 0 NC 0.46 gb:AK008510.1 /DB_XREF=gi:12842732 /GEN=Hexa /FEA=mRNA /CNT=7 /TID=Mm.196316.1 /TIER=ConsEnd /STK=6 /UG=Mm.196316 /LL=73893 /UG_TI
MOE430_2_1453342_at 225.7 236.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK004569.1 /DB_XREF=gi:12835828 /FEA=mRNA /CNT=35 /TID=Mm.46063.1 /TIER=ConsEnd /STK=5 /UG=Mm.46063 /LL=71713 /UG_GENE=1200003
MOE430_2_1453350_at 35.6 35 P P 0.00293 0.02 0 NC 0.83 gb:AK008128.1 /DB_XREF=gi:12842120 /FEA=mRNA /CNT=11 /TID=Mm.89781.1 /TIER=ConsEnd /STK=5 /UG=Mm.89781 /LL=72046 /UG_GENE=2010005
MOE430_2_1453362_x_ 7507.9 7493.4 P P 0.000244 0.000244 0 NC 0.5 gb:AK008386.1 /DB_XREF=gi:12842539 /GEN=Rps24 /FEA=mRNA /CNT=13 /TID=Mm.16775.5 /TIER=ConsEnd /STK=4 /UG=Mm.16775 /LL=20088 /UG_TI
MOE430_2_1453368_at 14.6 26.9 A P 0.06 0.03 0 NC 0.42 gb:AK009114.1 /DB_XREF=gi:12843703 /FEA=mRNA /CNT=13 /TID=Mm.41646.1 /TIER=ConsEnd /STK=4 /UG=Mm.41646 /LL=71885 /UG_GENE=2310003
MOE430_2_1453374_at 14.6 9.8 P A 0.03 0.14 0 NC 0.25 gb:AW744618 /DB_XREF=gi:7656462 /DB_XREF=ur31c10.x1 /CLONE=IMAGE:3025938 /FEA=mRNA /CNT=13 /TID=Mm.32851.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1453398_at 7.3 6 A A 0.56 0.09 0 NC 0.36 gb:AK020834.1 /DB_XREF=gi:12861538 /FEA=mRNA /CNT=6 /TID=Mm.132267.1 /TIER=ConsEnd /STK=4 /UG=Mm.132267 /LL=77798 /UG_GENE=A93000
MOE430_2_1453399_at 67 68.5 P P 0.000732 0.00293 0 NC 0.5 gb:AK013634.1 /DB_XREF=gi:12851069 /FEA=mRNA /CNT=6 /TID=Mm.206752.1 /TIER=ConsEnd /STK=4 /UG=Mm.206752 /LL=72949 /UG_GENE=Ccnt2 /
MOE430_2_1453431_at 18 19.2 M A 0.05 0.09 0 NC 0.5 gb:AK011897.1 /DB_XREF=gi:12848304 /FEA=mRNA /CNT=6 /TID=Mm.35165.1 /TIER=ConsEnd /STK=3 /UG=Mm.35165 /LL=72495 /UG_GENE=2610206C
MOE430_2_1453461_at 12.4 13.9 A A 0.11 0.43 0 NC 0.93 gb:AK002949.1 /DB_XREF=gi:12833304 /GEN=Fxc1 /FEA=mRNA /CNT=4 /TID=Mm.4050.3 /TIER=ConsEnd /STK=3 /UG=Mm.4050 /LL=14356 /UG_TITLE=
MOE430_2_1453464_at 1.3 0.7 A A 0.85 0.97 0 NC 0.69 gb:AK021287.1 /DB_XREF=gi:12862131 /FEA=mRNA /CNT=4 /TID=Mm.169482.1 /TIER=ConsEnd /STK=3 /UG=Mm.169482 /LL=78717 /UG_GENE=D53001
MOE430_2_1453516_at 1.7 1.2 A A 0.56 0.75 0 NC 0.42 gb:AK016497.1 /DB_XREF=gi:12855262 /FEA=mRNA /CNT=6 /TID=Mm.158518.1 /TIER=ConsEnd /STK=2 /UG=Mm.158518 /LL=70980 /UG_GENE=493143
MOE430_2_1453522_at 136.4 110.3 P P 0.001953 0.000244 0 NC 0.4 gb:AK016300.1 /DB_XREF=gi:12854978 /FEA=mRNA /CNT=6 /TID=Mm.105209.1 /TIER=ConsEnd /STK=2 /UG=Mm.105209 /LL=75897 /UG_GENE=493057
MOE430_2_1453527_a_ 0.5 1.1 A A 0.6 0.56 0 NC 0.5 gb:AK010787.1 /DB_XREF=gi:12846475 /GEN=Neurl /FEA=mRNA /CNT=5 /TID=Mm.103587.4 /TIER=ConsEnd /STK=2 /UG=Mm.103587 /LL=18011 /UG_T
MOE430_2_1453528_at 10.9 15.6 A A 0.21 0.14 0 NC 0.35 gb:AK005161.1 /DB_XREF=gi:12836980 /GEN=Lta4h /FEA=mRNA /CNT=5 /TID=Mm.533.3 /TIER=ConsEnd /STK=2 /UG=Mm.533 /LL=16993 /UG_TITLE=le
MOE430_2_1453569_s_ 113.1 96.3 P P 0.000244 0.000732 0 NC 0.63 gb:AK010751.1 /DB_XREF=gi:12846414 /FEA=mRNA /CNT=30 /TID=Mm.29522.1 /TIER=ConsEnd /STK=1 /UG=Mm.29522 /LL=73705 /UG_GENE=2410090
MOE430_2_1453596_at 46.3 44.3 P P 0.000244 0.000732 0 NC 0.5 gb:AK013239.1 /DB_XREF=gi:12850478 /GEN=Idb2 /FEA=mRNA /CNT=10 /TID=Mm.1466.2 /TIER=ConsEnd /STK=1 /UG=Mm.1466 /LL=15902 /UG_TITLE
MOE430_2_1453712_a_ 160 161.3 P P 0.02 0.01 0 NC 0.5 gb:BB828559 /DB_XREF=gi:17006802 /DB_XREF=BB828559 /CLONE=G930003F13 /FEA=mRNA /CNT=3 /TID=Mm.19947.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453714_a_ 3.1 3.5 A A 0.69 0.72 0 NC 0.66 gb:BB504666 /DB_XREF=gi:9493460 /DB_XREF=BB504666 /CLONE=D630049I23 /FEA=mRNA /CNT=3 /TID=Mm.46014.3 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1453716_at 10.2 9.6 P A 0.01 0.21 0 NC 0.5 gb:AK015602.1 /DB_XREF=gi:12854001 /FEA=mRNA /CNT=3 /TID=Mm.171517.1 /TIER=ConsEnd /STK=1 /UG=Mm.171517 /LL=75016 /UG_GENE=493048
MOE430_2_1453725_a_ 477.7 488.5 P P 0.000244 0.000244 0 NC 0.5 gb:AK012225.1 /DB_XREF=gi:12848837 /FEA=mRNA /CNT=38 /TID=Mm.193040.2 /TIER=ConsEnd /STK=0 /UG=Mm.193040 /LL=50529 /UG_GENE=Mrps7
MOE430_2_1453773_at 15.6 15.4 A A 0.09 0.09 0 NC 0.24 gb:AK017749.1 /DB_XREF=gi:12857149 /FEA=mRNA /CNT=12 /TID=Mm.140778.1 /TIER=ConsEnd /STK=0 /UG=Mm.140778 /LL=70613 /UG_GENE=57305
MOE430_2_1453795_at 93.7 87.7 P P 0.008057 0.005859 0 NC 0.5 gb:BI872590 /DB_XREF=gi:16046265 /DB_XREF=603397993F1 /CLONE=IMAGE:5401822 /FEA=mRNA /CNT=7 /TID=Mm.180782.2 /TIER=ConsEnd /STK=0
MOE430_2_1453821_at 41.3 31.4 P P 0.01 0.01 0 NC 0.5 gb:BQ033064 /DB_XREF=gi:19768343 /DB_XREF=UI-1-CF0-axo-f-08-0-UI.s1 /CLONE=UI-1-CF0-axo-f-08-0-UI /FEA=mRNA /CNT=5 /TID=Mm.37708.2 
MOE430_2_1453840_at 49.5 53.9 P P 0.001221 0.000244 0 NC 0.5 gb:AK005009.1 /DB_XREF=gi:12836630 /GEN=Pabpc1 /FEA=mRNA /CNT=4 /TID=Mm.2642.2 /TIER=ConsEnd /STK=0 /UG=Mm.2642 /LL=18458 /UG_TITL
MOE430_2_1453858_at 23.1 20.7 M A 0.05 0.06 0 NC 0.28 gb:AU080926 /DB_XREF=gi:6085680 /DB_XREF=AU080926 /CLONE=MNCb-6247 /FEA=mRNA /CNT=4 /TID=Mm.178823.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1453869_at 9.2 7.3 M A 0.05 0.09 0 NC 0.28 gb:BC017543.1 /DB_XREF=gi:17028447 /FEA=mRNA /CNT=3 /TID=Mm.120478.1 /TIER=ConsEnd /STK=0 /UG=Mm.120478 /UG_TITLE=Mus musculus, Sim
MOE430_2_1453872_at 1.1 2.1 A A 0.95 0.95 0 NC 0.5 gb:AV259687 /DB_XREF=gi:6247146 /DB_XREF=AV259687 /CLONE=4930405N05 /FEA=mRNA /CNT=6 /TID=Mm.66855.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1453885_at 2.9 2.1 A A 0.85 0.88 0 NC 0.5 gb:AK012771.1 /DB_XREF=gi:12849733 /FEA=mRNA /CNT=3 /TID=Mm.159733.1 /TIER=ConsEnd /STK=2 /UG=Mm.159733 /LL=76376 /UG_GENE=Slc24a2
MOE430_2_1453890_at 0.5 1.7 A A 0.96 0.91 0 NC 0.33 gb:AK016162.1 /DB_XREF=gi:12854789 /GEN=Hipk1 /FEA=mRNA /CNT=3 /TID=Mm.160710.1 /TIER=ConsEnd /STK=2 /UG=Mm.160710 /UG_TITLE=Mus m
MOE430_2_1453910_at 1.3 0.3 A A 0.85 0.99 0 NC 0.59 gb:AK015653.1 /DB_XREF=gi:12854067 /FEA=mRNA /CNT=3 /TID=Mm.159382.1 /TIER=ConsEnd /STK=1 /UG=Mm.159382 /LL=74972 /UG_GENE=493050
MOE430_2_1453941_at 5 6.7 A A 0.66 0.56 0 NC 0.5 gb:AK016333.1 /DB_XREF=gi:12855022 /FEA=mRNA /CNT=2 /TID=Mm.109318.1 /TIER=ConsEnd /STK=1 /UG=Mm.109318 /LL=75878 /UG_GENE=493057
MOE430_2_1453974_at 15.2 10.6 P A 0.03 0.24 0 NC 0.39 gb:AA144707 /DB_XREF=gi:1714076 /DB_XREF=mr72f03.r1 /CLONE=IMAGE:603005 /FEA=mRNA /CNT=3 /TID=Mm.158269.1 /TIER=ConsEnd /STK=0 /UG



MOE430_2_1453977_at 12 20.5 A A 0.21 0.14 0 NC 0.34 gb:AK014499.1 /DB_XREF=gi:12852397 /GEN=Sec8 /FEA=mRNA /CNT=2 /TID=Mm.6925.3 /TIER=ConsEnd /STK=0 /UG=Mm.6925 /LL=20336 /UG_TITLE=
MOE430_2_1453988_a_ 77.5 76.2 P P 0.000244 0.000244 0 NC 0.5 gb:AK014703.1 /DB_XREF=gi:12852716 /FEA=mRNA /CNT=2 /TID=Mm.28366.2 /TIER=ConsEnd /STK=0 /UG=Mm.28366 /LL=15925 /UG_GENE=Ide /UG_T
MOE430_2_1453995_a_ 94.2 134.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK017819.1 /DB_XREF=gi:12857265 /GEN=Htf9c /FEA=mRNA /CNT=2 /TID=Mm.5128.2 /TIER=ConsEnd /STK=0 /UG=Mm.5128 /LL=15547 /UG_TITLE
MOE430_2_1454023_a_ 342.1 308.9 P P 0.000244 0.000244 0 NC 0.5 gb:AK006466.1 /DB_XREF=gi:12839580 /FEA=mRNA /CNT=1 /TID=Mm.29793.1 /TIER=ConsEnd /STK=0 /UG=Mm.29793 /LL=74241 /UG_GENE=1700028N
MOE430_2_1454077_at 10.5 10.6 A A 0.09 0.11 0 NC 0.5 gb:AK014541.1 /DB_XREF=gi:12852461 /FEA=mRNA /CNT=1 /TID=Mm.220140.1 /TIER=ConsEnd /STK=0 /UG=Mm.220140 /UG_TITLE=Mus musculus 0 da
MOE430_2_1454078_a_ 17 14.2 A A 0.09 0.08 0 NC 0.5 gb:AK002510.1 /DB_XREF=gi:12832545 /FEA=mRNA /CNT=1 /TID=Mm.103414.3 /TIER=ConsEnd /STK=0 /UG=Mm.103414 /LL=53897 /UG_GENE=Gcst /U
MOE430_2_1454082_a_ 52.7 51.7 P P 0.001953 0.000244 0 NC 0.5 gb:AK010828.1 /DB_XREF=gi:12846543 /FEA=mRNA /CNT=1 /TID=Mm.23925.3 /TIER=ConsEnd /STK=0 /UG=Mm.23925 /LL=75764 /UG_GENE=4833422P
MOE430_2_1454087_at 38.8 51.5 P P 0.005859 0.008057 0 NC 0.5 gb:AK012848.1 /DB_XREF=gi:12849861 /FEA=mRNA /CNT=1 /TID=Mm.76190.1 /TIER=ConsEnd /STK=0 /UG=Mm.76190 /LL=72701 /UG_GENE=2810031P
MOE430_2_1454107_a_ 45.4 66.7 P P 0.00293 0.00415 0 NC 0.46 gb:AK016720.1 /DB_XREF=gi:12855610 /GEN=Kif2 /FEA=mRNA /CNT=1 /TID=Mm.4415.4 /TIER=ConsEnd /STK=0 /UG=Mm.4415 /LL=16563 /UG_TITLE=k
MOE430_2_1454125_a_ 0.7 1.8 A A 0.8 0.66 0 NC 0.5 gb:AK016977.1 /DB_XREF=gi:12856000 /FEA=mRNA /CNT=1 /TID=Mm.109453.2 /TIER=ConsEnd /STK=0 /UG=Mm.109453 /LL=71227 /UG_GENE=493342
MOE430_2_1454141_at 9.7 5.9 A A 0.14 0.14 0 NC 0.2 gb:AK017568.1 /DB_XREF=gi:12856868 /FEA=mRNA /CNT=1 /TID=Mm.158406.1 /TIER=ConsEnd /STK=0 /UG=Mm.158406 /LL=70557 /UG_GENE=573041
MOE430_2_1454170_at 10.1 7.1 A A 0.39 0.19 0 NC 0.12 gb:AK021364.1 /DB_XREF=gi:12862234 /FEA=mRNA /CNT=1 /TID=Mm.160036.1 /TIER=ConsEnd /STK=0 /UG=Mm.160036 /LL=77990 /UG_GENE=E13010
MOE430_2_1454181_at 12 15.9 A A 0.33 0.33 0 NC 0.41 gb:AK015837.1 /DB_XREF=gi:12854327 /FEA=mRNA /CNT=1 /TID=Mm.159433.1 /TIER=ConsEnd /STK=0 /UG=Mm.159433 /LL=75122 /UG_GENE=493051
MOE430_2_1454189_at 2.5 1.5 A A 0.78 0.93 0 NC 0.71 gb:AK016164.1 /DB_XREF=gi:12854791 /FEA=mRNA /CNT=1 /TID=Mm.159507.1 /TIER=ConsEnd /STK=0 /UG=Mm.159507 /LL=75357 /UG_GENE=493055
MOE430_2_1454236_a_ 169.2 161.7 P P 0.000244 0.000244 0 NC 0.5 gb:AK012261.1 /DB_XREF=gi:12848889 /FEA=mRNA /CNT=1 /TID=Mm.24197.1 /TIER=ConsEnd /STK=0 /UG=Mm.24197 /LL=72408 /UG_GENE=2700018L
MOE430_2_1454248_at 0.6 2.1 A A 0.96 0.96 0 NC 0.5 gb:AK006670.1 /DB_XREF=gi:12839880 /FEA=mRNA /CNT=1 /TID=Mm.158977.1 /TIER=ConsEnd /STK=0 /UG=Mm.158977 /LL=73259 /UG_GENE=170004
MOE430_2_1454249_at 0.8 0.7 A A 0.78 0.85 0 NC 0.25 gb:AK021319.1 /DB_XREF=gi:12862172 /FEA=mRNA /CNT=1 /TID=Mm.160117.1 /TIER=ConsEnd /STK=0 /UG=Mm.160117 /LL=78723 /UG_GENE=D53004
MOE430_2_1454281_at 6.5 6.5 A A 0.11 0.23 0 NC 0.38 gb:BB612890 /DB_XREF=gi:16453706 /DB_XREF=BB612890 /CLONE=4732428C24 /FEA=mRNA /CNT=5 /TID=Mm.159425.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454297_at 1.3 1.6 A A 0.66 0.72 0 NC 0.66 gb:AA739023 /DB_XREF=gi:2775829 /DB_XREF=vv66a11.r1 /CLONE=IMAGE:1227356 /FEA=mRNA /CNT=3 /TID=Mm.178176.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1454373_x_ 33.3 37.4 A A 0.24 0.3 0 NC 0.5 gb:AK012427.1 /DB_XREF=gi:12849162 /FEA=mRNA /CNT=2 /TID=Mm.331.5 /TIER=ConsEnd /STK=0 /UG=Mm.331 /LL=22190 /UG_GENE=Ubc /UG_TITL
MOE430_2_1454425_at 8 9.3 A A 0.5 0.17 0 NC 0.58 gb:AK018068.1 /DB_XREF=gi:12857618 /FEA=mRNA /CNT=1 /TID=Mm.159688.1 /TIER=ConsEnd /STK=0 /UG=Mm.159688 /LL=76128 /UG_GENE=583049
MOE430_2_1454428_at 16.8 12.3 P P 0.00415 0.03 0 NC 0.5 gb:AK015517.1 /DB_XREF=gi:12853892 /FEA=mRNA /CNT=1 /TID=Mm.159395.1 /TIER=ConsEnd /STK=0 /UG=Mm.159395 /LL=75004 /UG_GENE=493046
MOE430_2_1454432_at 3.5 2.4 A A 0.36 0.53 0 NC 0.5 gb:AK016877.1 /DB_XREF=gi:12855847 /FEA=mRNA /CNT=1 /TID=Mm.158600.1 /TIER=ConsEnd /STK=0 /UG=Mm.158600 /LL=71170 /UG_GENE=493342
MOE430_2_1454436_at 13.7 14.4 A A 0.24 0.19 0 NC 0.16 gb:AK014826.1 /DB_XREF=gi:12852894 /FEA=mRNA /CNT=1 /TID=Mm.158451.1 /TIER=ConsEnd /STK=0 /UG=Mm.158451 /LL=70814 /UG_GENE=492150
MOE430_2_1454451_at 0.5 0.7 A A 0.8 0.94 0 NC 0.5 gb:AK019920.1 /DB_XREF=gi:12860319 /FEA=mRNA /CNT=1 /TID=Mm.160076.1 /TIER=ConsEnd /STK=0 /UG=Mm.160076 /LL=78280 /UG_GENE=533043
MOE430_2_1454473_at 3.2 1.7 A A 0.75 0.88 0 NC 0.62 gb:AK017046.1 /DB_XREF=gi:12856104 /FEA=mRNA /CNT=1 /TID=Mm.158642.1 /TIER=ConsEnd /STK=0 /UG=Mm.158642 /LL=71259 /UG_GENE=493343
MOE430_2_1454494_at 1.3 1.1 A A 0.75 0.85 0 NC 0.5 gb:AK017998.1 /DB_XREF=gi:12857519 /FEA=mRNA /CNT=1 /TID=Mm.159653.1 /TIER=ConsEnd /STK=0 /UG=Mm.159653 /LL=76031 /UG_GENE=583044
MOE430_2_1454505_at 9.8 8.1 A A 0.21 0.08 0 NC 0.07 gb:AK018237.1 /DB_XREF=gi:12857856 /FEA=mRNA /CNT=1 /TID=Mm.159706.1 /TIER=ConsEnd /STK=0 /UG=Mm.159706 /LL=76193 /UG_GENE=633056
MOE430_2_1454507_at 0.9 0.3 A A 0.82 0.94 0 NC 0.36 gb:AK018453.1 /DB_XREF=gi:12858162 /FEA=mRNA /CNT=1 /TID=Mm.158715.1 /TIER=ConsEnd /STK=0 /UG=Mm.158715 /LL=71524 /UG_GENE=843043
MOE430_2_1454543_at 2.7 1.8 A A 0.78 0.94 0 NC 0.64 gb:AK018792.1 /DB_XREF=gi:12858694 /FEA=mRNA /CNT=1 /TID=Mm.159967.1 /TIER=ConsEnd /STK=0 /UG=Mm.159967 /LL=77661 /UG_GENE=152040
MOE430_2_1454594_at 0.5 0.9 A A 0.75 0.87 0 NC 0.62 gb:AK013802.1 /DB_XREF=gi:12851304 /FEA=mRNA /CNT=1 /TID=Mm.158922.1 /TIER=ConsEnd /STK=0 /UG=Mm.158922 /LL=73004 /UG_GENE=290007
MOE430_2_1454606_at 196.2 197.9 P P 0.000732 0.000244 0 NC 0.5 gb:BF144564 /DB_XREF=gi:10983604 /DB_XREF=601791013F1 /CLONE=IMAGE:4021731 /FEA=EST /CNT=260 /TID=Mm.27112.1 /TIER=Stack /STK=169 
MOE430_2_1454609_x_ 409.5 306.8 P P 0.001221 0.000244 0 NC 0.5 gb:BB770958 /DB_XREF=gi:16197264 /DB_XREF=BB770958 /CLONE=G370118M24 /FEA=EST /CNT=582 /TID=Mm.27615.1 /TIER=Stack /STK=160 /UG=
MOE430_2_1454619_at 407.3 370.7 P P 0.000732 0.000732 0 NC 0.5 gb:BB500115 /DB_XREF=gi:16442270 /DB_XREF=BB500115 /CLONE=D630024O05 /FEA=EST /CNT=199 /TID=Mm.34511.1 /TIER=Stack /STK=133 /UG=
MOE430_2_1454621_s_ 202.4 235.1 P P 0.000732 0.000732 0 NC 0.5 gb:BI556043 /DB_XREF=gi:15443357 /DB_XREF=603237783F1 /CLONE=IMAGE:5290749 /FEA=EST /CNT=142 /TID=Mm.21110.1 /TIER=Stack /STK=129 /
MOE430_2_1454629_at 101.6 114.5 P P 0.000244 0.000244 0 NC 0.5 gb:BE957307 /DB_XREF=gi:10602714 /DB_XREF=UI-M-BG2-bce-f-05-0-UI.s1 /CLONE=UI-M-BG2-bce-f-05-0-UI /FEA=EST /CNT=143 /TID=Mm.31395
MOE430_2_1454634_at 47.1 46.3 P P 0.008057 0.00293 0 NC 0.28 gb:BG967956 /DB_XREF=gi:14355593 /DB_XREF=602832319F1 /CLONE=IMAGE:4986988 /FEA=EST /CNT=120 /TID=Mm.128060.1 /TIER=Stack /STK=112
MOE430_2_1454641_at 1300 1374.5 P P 0.000244 0.000244 0 NC 0.5 gb:BI654095 /DB_XREF=gi:15568331 /DB_XREF=603280173F1 /CLONE=IMAGE:5310235 /FEA=EST /CNT=260 /TID=Mm.10160.1 /TIER=Stack /STK=103 /
MOE430_2_1454653_at 0.6 0.7 A A 0.97 0.97 0 NC 0.92 gb:BB274531 /DB_XREF=gi:16400799 /DB_XREF=BB274531 /CLONE=A830088I10 /FEA=EST /CNT=92 /TID=Mm.65597.1 /TIER=Stack /STK=92 /UG=Mm
MOE430_2_1454678_s_ 32.8 27 P P 0.001953 0.00293 0 NC 0.5 gb:BI149851 /DB_XREF=gi:14609852 /DB_XREF=602849128F1 /CLONE=IMAGE:5012766 /FEA=EST /CNT=89 /TID=Mm.5357.1 /TIER=Stack /STK=74 /UG
MOE430_2_1454688_x_ 539.6 562.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV103299 /DB_XREF=gi:5250847 /DB_XREF=AV103299 /CLONE=2500002H22 /FEA=EST /CNT=74 /TID=Mm.18688.2 /TIER=Stack /STK=72 /UG=Mm.
MOE430_2_1454697_at 707.2 626.8 P P 0.000244 0.000244 0 NC 0.5 gb:AI226757 /DB_XREF=gi:3809810 /DB_XREF=uj15c11.y1 /CLONE=IMAGE:1908116 /FEA=EST /CNT=191 /TID=Mm.200980.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1454707_at 55.7 57.3 P P 0.001953 0.005859 0 NC 0.5 gb:BB124070 /DB_XREF=gi:16262109 /DB_XREF=BB124070 /CLONE=9530096F24 /FEA=EST /CNT=110 /TID=Mm.28205.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1454716_x_ 2945.9 2969.6 P P 0.000244 0.000244 0 NC 0.5 gb:AA960638 /DB_XREF=gi:3126538 /DB_XREF=ub60a11.s1 /CLONE=IMAGE:1382108 /FEA=EST /CNT=78 /TID=Mm.180182.2 /TIER=Stack /STK=63 /UG
MOE430_2_1454717_at 229.1 238 P P 0.000244 0.000244 0 NC 0.5 gb:BB401190 /DB_XREF=gi:16414598 /DB_XREF=BB401190 /CLONE=C330021M09 /FEA=EST /CNT=78 /TID=Mm.27878.1 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1454725_at 326.1 372.4 P P 0.000244 0.000244 0 NC 0.5 gb:BG069073 /DB_XREF=gi:12551642 /DB_XREF=H3072D10-3 /CLONE=H3072D10 /FEA=EST /CNT=98 /TID=Mm.195898.3 /TIER=Stack /STK=61 /UG=M
MOE430_2_1454731_at 164.2 176.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB794772 /DB_XREF=gi:16964391 /DB_XREF=BB794772 /CLONE=G431001M22 /FEA=EST /CNT=70 /TID=Mm.27440.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1454735_at 484.4 506.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB450471 /DB_XREF=gi:16425455 /DB_XREF=BB450471 /CLONE=D130003I19 /FEA=EST /CNT=70 /TID=Mm.24261.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1454757_s_ 1845.3 1929.8 P P 0.000244 0.000244 0 NC 0.5 gb:AW554405 /DB_XREF=gi:7199840 /DB_XREF=L0240D11-3 /CLONE=L0240D11 /FEA=EST /CNT=89 /TID=Mm.2121.2 /TIER=Stack /STK=53 /UG=Mm.2
MOE430_2_1454781_x_ 154.4 131.5 P P 0.000732 0.000732 0 NC 0.55 gb:BB506415 /DB_XREF=gi:9515377 /DB_XREF=BB506415 /CLONE=D730008A18 /FEA=EST /CNT=53 /TID=Mm.22353.2 /TIER=Stack /STK=50 /UG=Mm.
MOE430_2_1454791_a_ 1865.2 1856.9 P P 0.000244 0.000244 0 NC 0.5 gb:AU040918 /DB_XREF=gi:3955083 /DB_XREF=AU040918 /CLONE=J0820F10 /FEA=EST /CNT=50 /TID=Mm.12145.2 /TIER=Stack /STK=49 /UG=Mm.12
MOE430_2_1454795_at 94.2 79.1 P P 0.000732 0.000244 0 NC 0.5 gb:AV080881 /DB_XREF=gi:16381170 /DB_XREF=AV080881 /CLONE=2210416H23 /FEA=EST /CNT=85 /TID=Mm.34159.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1454800_at 411.9 454.9 P P 0.000244 0.000244 0 NC 0.5 gb:BF319573 /DB_XREF=gi:11268338 /DB_XREF=uy61a07.x1 /CLONE=IMAGE:3664020 /FEA=EST /CNT=53 /TID=Mm.45208.1 /TIER=Stack /STK=46 /UG=
MOE430_2_1454804_at 363.3 354.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB464493 /DB_XREF=gi:16426993 /DB_XREF=BB464493 /CLONE=D130092F15 /FEA=EST /CNT=134 /TID=Mm.15125.2 /TIER=Stack /STK=45 /UG=M
MOE430_2_1454805_at 1008.4 905.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV141160 /DB_XREF=gi:16382905 /DB_XREF=AV141160 /CLONE=2810408K05 /FEA=EST /CNT=95 /TID=Mm.25154.2 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1454809_at 86.6 95.6 P P 0.000732 0.000732 0 NC 0.5 gb:BE686893 /DB_XREF=gi:10074517 /DB_XREF=uw06h02.x1 /CLONE=IMAGE:3415923 /FEA=EST /CNT=75 /TID=Mm.86524.1 /TIER=Stack /STK=45 /UG
MOE430_2_1454811_a_ 411.5 407 P P 0.000244 0.000244 0 NC 0.5 gb:AV026664 /DB_XREF=gi:4806274 /DB_XREF=AV026664 /CLONE=1300001D01 /FEA=EST /CNT=48 /TID=Mm.29344.2 /TIER=Stack /STK=45 /UG=Mm.2
MOE430_2_1454824_s_ 25 30.8 P P 0.00293 0.01 0 NC 0.5 gb:BB699957 /DB_XREF=gi:16048781 /DB_XREF=BB699957 /CLONE=7420416L23 /FEA=EST /CNT=112 /TID=Mm.28951.2 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1454828_at 317.5 313.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV024996 /DB_XREF=gi:15431430 /DB_XREF=AV024996 /CLONE=1200009F18 /FEA=EST /CNT=120 /TID=Mm.34898.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1454831_at 95.6 102.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV221013 /DB_XREF=gi:16384715 /DB_XREF=AV221013 /CLONE=3230402J05 /FEA=EST /CNT=69 /TID=Mm.5697.1 /TIER=Stack /STK=43 /UG=Mm.5
MOE430_2_1454851_at 407.3 409 P P 0.000244 0.000244 0 NC 0.5 gb:AV162817 /DB_XREF=gi:16383411 /DB_XREF=AV162817 /CLONE=3110005K06 /FEA=EST /CNT=89 /TID=Mm.24434.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1454852_at 781.2 881.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB795189 /DB_XREF=gi:16964808 /DB_XREF=BB795189 /CLONE=G431003N02 /FEA=EST /CNT=81 /TID=Mm.33131.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1454859_a_ 10246.1 10396.7 P P 0.000244 0.000244 0 NC 0.5 gb:AV124394 /DB_XREF=gi:5310628 /DB_XREF=AV124394 /CLONE=2700018D19 /FEA=EST /CNT=54 /TID=Mm.140380.4 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1454868_at 76.9 91.9 P P 0.005859 0.005859 0 NC 0.5 gb:BB104462 /DB_XREF=gi:16261435 /DB_XREF=BB104462 /CLONE=9430091K04 /FEA=EST /CNT=46 /TID=Mm.118255.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1454870_x_ 133.4 144.3 P P 0.000732 0.000732 0 NC 0.5 gb:BB251205 /DB_XREF=gi:8943951 /DB_XREF=BB251205 /CLONE=A730045D12 /FEA=EST /CNT=42 /TID=Mm.28597.2 /TIER=Stack /STK=40 /UG=Mm.
MOE430_2_1454874_at 339.5 357.5 P P 0.000244 0.000244 0 NC 0.5 gb:BG076293 /DB_XREF=gi:12558862 /DB_XREF=H3158A05-3 /CLONE=H3158A05 /FEA=EST /CNT=84 /TID=Mm.63456.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1454875_a_ 1486.2 1512.2 P P 0.000244 0.000244 0 NC 0.5 gb:BF011461 /DB_XREF=gi:10711736 /DB_XREF=ux81h01.x1 /CLONE=IMAGE:3654961 /FEA=EST /CNT=48 /TID=Mm.12145.3 /TIER=Stack /STK=38 /UG=
MOE430_2_1454879_s_ 139.5 119.1 P P 0.000732 0.000244 0 NC 0.5 gb:BM235411 /DB_XREF=gi:17870681 /DB_XREF=K0417H06-3 /CLONE=K0417H06 /FEA=EST /CNT=71 /TID=Mm.34139.3 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1454916_s_ 565.6 622.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV087417 /DB_XREF=gi:16381373 /DB_XREF=AV087417 /CLONE=2310030K10 /FEA=EST /CNT=75 /TID=Mm.27129.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1454943_a_ 61.4 62.1 P P 0.00293 0.00293 0 NC 0.28 gb:BM935413 /DB_XREF=gi:19394565 /DB_XREF=UI-M-CG0p-bnx-d-11-0-UI.r1 /CLONE=UI-M-CG0p-bnx-d-11-0-UI /FEA=EST /CNT=45 /TID=Mm.955
MOE430_2_1454976_at 89.5 86.6 P P 0.000732 0.000732 0 NC 0.5 gb:BQ174944 /DB_XREF=gi:20350436 /DB_XREF=UI-M-DJ2-bwb-b-22-0-UI.s1 /CLONE=UI-M-DJ2-bwb-b-22-0-UI /FEA=EST /CNT=53 /TID=Mm.13601
MOE430_2_1454977_at 42.8 57.2 P P 0.01 0.01 0 NC 0.28 gb:AW551191 /DB_XREF=gi:7196619 /DB_XREF=L0075A09-3 /CLONE=L0075A09 /FEA=EST /CNT=62 /TID=Mm.11593.1 /TIER=Stack /STK=31 /UG=Mm.
MOE430_2_1455007_s_ 107.1 111 P P 0.000244 0.000244 0 NC 0.5 gb:BI648645 /DB_XREF=gi:15562881 /DB_XREF=603277148F1 /CLONE=IMAGE:5317498 /FEA=EST /CNT=103 /TID=Mm.29122.2 /TIER=Stack /STK=29 /U
MOE430_2_1455010_at 2779.2 2854.3 P P 0.01 0.01 0 NC 0.5 gb:BE859736 /DB_XREF=gi:10375972 /DB_XREF=UI-M-AN0-acm-f-04-0-UI.r1 /CLONE=UI-M-AN0-acm-f-04-0-UI /FEA=EST /CNT=49 /TID=Mm.34914.
MOE430_2_1455012_s_ 153.3 142.1 P P 0.00293 0.001953 0 NC 0.5 gb:BM119247 /DB_XREF=gi:17087273 /DB_XREF=L0922H08-3 /CLONE=L0922H08 /FEA=EST /CNT=48 /TID=Mm.17436.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455014_at 111.3 113.3 P P 0.000244 0.000244 0 NC 0.5 gb:BM213104 /DB_XREF=gi:17770875 /DB_XREF=C0831F10-3 /CLONE=C0831F10 /FEA=EST /CNT=52 /TID=Mm.86217.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455018_at 142 134.8 P P 0.000732 0.000732 0 NC 0.5 gb:BM230794 /DB_XREF=gi:17866064 /DB_XREF=K0301B07-3 /CLONE=K0301B07 /FEA=EST /CNT=67 /TID=Mm.34360.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455020_at 114.8 114.2 P P 0.01 0.005859 0 NC 0.11 gb:AV351081 /DB_XREF=gi:16397162 /DB_XREF=AV351081 /CLONE=6620402B15 /FEA=EST /CNT=47 /TID=Mm.38429.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455033_at 169.8 163.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB325849 /DB_XREF=gi:16403585 /DB_XREF=BB325849 /CLONE=B430201A12 /FEA=EST /CNT=32 /TID=Mm.69013.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455034_at 127.6 102.3 P P 0.001221 0.001953 0 NC 0.5 gb:BB703394 /DB_XREF=gi:16052229 /DB_XREF=BB703394 /CLONE=7420451N07 /FEA=EST /CNT=31 /TID=Mm.45081.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455042_at 883.9 825 P P 0.000244 0.000244 0 NC 0.5 gb:BF682509 /DB_XREF=gi:11956404 /DB_XREF=602116904F2 /CLONE=IMAGE:3468312 /FEA=EST /CNT=198 /TID=Mm.21158.2 /TIER=Stack /STK=27 /
MOE430_2_1455046_a_ 237.1 226.9 P P 0.000244 0.000244 0 NC 0.5 gb:BI250645 /DB_XREF=gi:14799192 /DB_XREF=602993721F1 /CLONE=IMAGE:5149541 /FEA=EST /CNT=69 /TID=Mm.87671.1 /TIER=Stack /STK=27 /UG
MOE430_2_1455057_at 12.8 15.3 P P 0.02 0.000732 0 NC 0.2 gb:AV308908 /DB_XREF=gi:16394110 /DB_XREF=AV308908 /CLONE=5730574B22 /FEA=EST /CNT=31 /TID=Mm.117071.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1455065_x_ 826.6 732.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB777344 /DB_XREF=gi:16938044 /DB_XREF=BB777344 /CLONE=G430037H06 /FEA=EST /CNT=27 /TID=Mm.22374.2 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455090_at 1005 1060.4 P P 0.000732 0.000244 0 NC 0.5 gb:BF681826 /DB_XREF=gi:11955721 /DB_XREF=602117651F1 /CLONE=IMAGE:3468684 /FEA=EST /CNT=43 /TID=Mm.19081.1 /TIER=Stack /STK=25 /U
MOE430_2_1455091_at 28 25.6 P P 0.001221 0.01 0 NC 0.57 gb:AI642021 /DB_XREF=gi:4720496 /DB_XREF=ub74g08.x1 /CLONE=IMAGE:1383518 /FEA=EST /CNT=51 /TID=Mm.28416.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1455105_at 304.4 280.6 P P 0.000244 0.000244 0 NC 0.5 gb:AV117227 /DB_XREF=gi:16382334 /DB_XREF=AV117227 /CLONE=2610201G08 /FEA=EST /CNT=35 /TID=Mm.1469.2 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1455116_at 23 18.4 P P 0.000244 0.03 0 NC 0.5 gb:BB396291 /DB_XREF=gi:16409986 /DB_XREF=BB396291 /CLONE=C230096N18 /FEA=EST /CNT=39 /TID=Mm.40336.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455129_at 419.8 467.8 P P 0.000244 0.000244 0 NC 0.5 gb:AV083741 /DB_XREF=gi:16381237 /DB_XREF=AV083741 /CLONE=2310003P09 /FEA=EST /CNT=205 /TID=Mm.183022.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455142_at 212.8 235.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB244749 /DB_XREF=gi:16355337 /DB_XREF=BB244749 /CLONE=A730004F22 /FEA=EST /CNT=62 /TID=Mm.23957.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455157_a_ 666.9 639 P P 0.000244 0.000244 0 NC 0.5 gb:AV173117 /DB_XREF=gi:16383721 /DB_XREF=AV173117 /CLONE=4432404L14 /FEA=EST /CNT=52 /TID=Mm.35066.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455171_at 72.3 87.9 P P 0.000732 0.001221 0 NC 0.5 gb:BG793501 /DB_XREF=gi:14129071 /DB_XREF=UTSW_SM12H5 /CLONE=UTSW_SM12H5 /FEA=EST /CNT=106 /TID=Mm.36417.2 /TIER=Stack /STK=20 
MOE430_2_1455183_at 69 67.6 P P 0.001953 0.000732 0 NC 0.5 gb:AV257215 /DB_XREF=gi:15405345 /DB_XREF=AV257215 /CLONE=4921534M01 /FEA=EST /CNT=28 /TID=Mm.24249.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455197_at 23.8 21.7 P P 0.000732 0.001953 0 NC 0.5 gb:BE852181 /DB_XREF=gi:10310445 /DB_XREF=uw15h07.x1 /CLONE=IMAGE:3416797 /FEA=EST /CNT=22 /TID=Mm.100439.1 /TIER=Stack /STK=21 /U
MOE430_2_1455211_a_ 2135.4 2268 P P 0.000244 0.000244 0 NC 0.5 gb:BF021416 /DB_XREF=gi:10752680 /DB_XREF=ux56d10.x1 /CLONE=IMAGE:3514291 /FEA=EST /CNT=27 /TID=Mm.142132.2 /TIER=Stack /STK=20 /UG
MOE430_2_1455212_at 160.4 177 P P 0.000244 0.000732 0 NC 0.5 gb:AV360603 /DB_XREF=gi:16397455 /DB_XREF=AV360603 /CLONE=7530414P04 /FEA=EST /CNT=31 /TID=Mm.95512.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455220_at 48.5 60.5 A P 0.08 0.008057 0 NC 0.07 gb:BB353860 /DB_XREF=gi:16405576 /DB_XREF=BB353860 /CLONE=B930095M03 /FEA=EST /CNT=24 /TID=Mm.21961.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455229_x_ 202.6 196 P P 0.000244 0.000732 0 NC 0.5 gb:BG064623 /DB_XREF=gi:12547186 /DB_XREF=H3022A04-3 /CLONE=H3022A04 /FEA=EST /CNT=22 /TID=Mm.28864.4 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1455236_x_ 6448.7 5843.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB704811 /DB_XREF=gi:16053646 /DB_XREF=BB704811 /CLONE=7420469I03 /FEA=EST /CNT=21 /TID=Mm.200975.6 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1455253_at 48.7 57 A P 0.06 0.03 0 NC 0.5 gb:BB529807 /DB_XREF=gi:16445671 /DB_XREF=BB529807 /CLONE=E030004D24 /FEA=EST /CNT=30 /TID=Mm.196508.5 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455254_at 305.7 303.5 P P 0.000244 0.000244 0 NC 0.5 gb:BQ175265 /DB_XREF=gi:20350757 /DB_XREF=UI-M-DJ2-bwc-g-22-0-UI.s1 /CLONE=UI-M-DJ2-bwc-g-22-0-UI /FEA=EST /CNT=50 /TID=Mm.29561
MOE430_2_1455274_at 2.4 1.7 A A 0.8 0.95 0 NC 0.5 gb:BI076807 /DB_XREF=gi:14515452 /DB_XREF=L0265H04-3 /CLONE=L0265H04 /FEA=EST /CNT=21 /TID=Mm.103226.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455286_at 1117.1 1097 P P 0.000244 0.000244 0 NC 0.5 gb:AV018484 /DB_XREF=gi:16356341 /DB_XREF=AV018484 /CLONE=1190005H08 /FEA=EST /CNT=100 /TID=Mm.206715.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1455292_x_ 23.2 20.1 P P 0.000244 0.008057 0 NC 0.5 gb:BE989616 /DB_XREF=gi:10667171 /DB_XREF=UI-M-BZ1-bfs-i-24-0-UI.s1 /CLONE=UI-M-BZ1-bfs-i-24-0-UI /FEA=EST /CNT=20 /TID=Mm.99399.1 /
MOE430_2_1455300_at 55 46.7 P P 0.005859 0.008057 0 NC 0.5 gb:AV381006 /DB_XREF=gi:16398261 /DB_XREF=AV381006 /CLONE=9230106L23 /FEA=EST /CNT=20 /TID=Mm.206399.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455311_at 430.7 452.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB523554 /DB_XREF=gi:16443839 /DB_XREF=BB523554 /CLONE=D930015E21 /FEA=EST /CNT=68 /TID=Mm.22817.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455313_at 1.1 1.1 A A 0.93 0.97 0 NC 0.5 gb:BB336053 /DB_XREF=gi:16404142 /DB_XREF=BB336053 /CLONE=B830046I05 /FEA=EST /CNT=65 /TID=Mm.42943.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455325_at 17.8 13.3 A A 0.09 0.24 0 NC 0.5 gb:AV221928 /DB_XREF=gi:16384826 /DB_XREF=AV221928 /CLONE=3632434I06 /FEA=EST /CNT=42 /TID=Mm.44854.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1455328_at 116.2 121.4 P P 0.00415 0.001221 0 NC 0.5 gb:BQ176072 /DB_XREF=gi:20351564 /DB_XREF=UI-M-DJ2-bwg-a-23-0-UI.s1 /CLONE=UI-M-DJ2-bwg-a-23-0-UI /FEA=EST /CNT=21 /TID=Mm.39729
MOE430_2_1455347_at 2.8 3.7 A A 0.66 0.72 0 NC 0.4 gb:BB752007 /DB_XREF=gi:16200481 /DB_XREF=BB752007 /CLONE=G270009A15 /FEA=EST /CNT=16 /TID=Mm.11333.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455348_x_ 7313 6559.1 P P 0.000244 0.000244 0 NC 0.5 gb:AA690930 /DB_XREF=gi:2691866 /DB_XREF=vr83d12.s1 /CLONE=IMAGE:1135319 /FEA=EST /CNT=16 /TID=Mm.2235.6 /TIER=Stack /STK=16 /UG=M
MOE430_2_1455365_at 1.1 0.6 A A 0.88 0.82 0 NC 0.64 gb:BB426483 /DB_XREF=gi:16423688 /DB_XREF=BB426483 /CLONE=C630002D14 /FEA=EST /CNT=18 /TID=Mm.40360.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455368_at 105.9 96 P P 0.000732 0.000732 0 NC 0.5 gb:AV076190 /DB_XREF=gi:16381024 /DB_XREF=AV076190 /CLONE=2210017C02 /FEA=EST /CNT=30 /TID=Mm.35167.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455374_at 0.5 0.3 A A 0.88 0.95 0 NC 0.48 gb:BB332873 /DB_XREF=gi:15411523 /DB_XREF=BB332873 /CLONE=B830004G02 /FEA=EST /CNT=16 /TID=Mm.101427.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455386_at 0.8 1 A A 0.99 0.98 0 NC 0.42 gb:BM875990 /DB_XREF=gi:19243649 /DB_XREF=if86b02.y1 /CLONE=IMAGE: /FEA=EST /CNT=15 /TID=Mm.219172.1 /TIER=Stack /STK=15 /UG=Mm.219
MOE430_2_1455410_at 1.7 0.7 A A 0.63 0.94 0 NC 0.74 gb:AV330375 /DB_XREF=gi:16396129 /DB_XREF=AV330375 /CLONE=6330513E12 /FEA=EST /CNT=20 /TID=Mm.39760.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455427_at 2.6 6.5 A A 0.96 0.93 0 NC 0.48 gb:AV269710 /DB_XREF=gi:16389797 /DB_XREF=AV269710 /CLONE=4930544M09 /FEA=EST /CNT=14 /TID=Mm.189536.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455449_at 0.7 0.3 A A 0.88 0.72 0 NC 0.5 gb:AI553237 /DB_XREF=gi:4485600 /DB_XREF=vi21f11.y1 /CLONE=IMAGE:904461 /FEA=EST /CNT=24 /TID=Mm.31088.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455454_at 2.4 1.1 A A 0.75 0.94 0 NC 0.5 gb:BG073853 /DB_XREF=gi:12556422 /DB_XREF=H3127H06-3 /CLONE=H3127H06 /FEA=EST /CNT=16 /TID=Mm.22832.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455458_x_ 442.6 459 P P 0.000732 0.000732 0 NC 0.5 gb:AU044197 /DB_XREF=gi:3979732 /DB_XREF=AU044197 /CLONE=J0916D03 /FEA=EST /CNT=15 /TID=Mm.23951.2 /TIER=Stack /STK=13 /UG=Mm.23
MOE430_2_1455478_at 78.1 78.1 P P 0.001221 0.000244 0 NC 0.5 gb:BM222792 /DB_XREF=gi:17783518 /DB_XREF=K0126F11-3 /CLONE=K0126F11 /FEA=EST /CNT=176 /TID=Mm.25118.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455480_s_ 1297.7 1190.2 P P 0.000244 0.000244 0 NC 0.5 gb:BG070759 /DB_XREF=gi:12553328 /DB_XREF=H3090H02-3 /CLONE=H3090H02 /FEA=EST /CNT=52 /TID=Mm.24529.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455487_at 396.2 393.2 P P 0.000244 0.000244 0 NC 0.5 gb:BG069370 /DB_XREF=gi:12552027 /DB_XREF=H3076F02-3 /CLONE=H3076F02 /FEA=EST /CNT=46 /TID=Mm.11503.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455495_at 145.6 138.4 P P 0.000732 0.001221 0 NC 0.5 gb:BB667497 /DB_XREF=gi:16398946 /DB_XREF=BB667497 /CLONE=C730018N17 /FEA=EST /CNT=33 /TID=Mm.217119.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455504_a_ 298.1 300.4 P P 0.000244 0.000244 0 NC 0.5 gb:BE133749 /DB_XREF=gi:8596331 /DB_XREF=ug12f03.x1 /CLONE=IMAGE:1531421 /FEA=EST /CNT=16 /TID=Mm.7198.5 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455509_at 17.4 18.5 P P 0.001953 0.00415 0 NC 0.5 gb:AI429738 /DB_XREF=gi:4275664 /DB_XREF=mf90d02.x1 /CLONE=IMAGE:421539 /FEA=EST /CNT=15 /TID=Mm.45703.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455520_at 189.5 200 P P 0.000244 0.000244 0 NC 0.5 gb:AV327200 /DB_XREF=gi:15406296 /DB_XREF=AV327200 /CLONE=6330417H05 /FEA=EST /CNT=13 /TID=Mm.36389.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455526_at 3.1 3 A A 0.85 0.91 0 NC 0.16 gb:BB361907 /DB_XREF=gi:16405979 /DB_XREF=BB361907 /CLONE=C130007J02 /FEA=EST /CNT=12 /TID=Mm.44995.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455551_at 49.6 61.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB397506 /DB_XREF=gi:16411807 /DB_XREF=BB397506 /CLONE=C330004C17 /FEA=EST /CNT=24 /TID=Mm.1999.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1455559_at 1.6 0.7 A A 0.88 0.96 0 NC 0.53 gb:AU067631 /DB_XREF=gi:4968368 /DB_XREF=AU067631 /CLONE=MNCb-0051 /FEA=EST /CNT=15 /TID=Mm.38570.1 /TIER=Stack /STK=11 /UG=Mm.3
MOE430_2_1455564_at 324.8 320.5 P P 0.000244 0.000732 0 NC 0.5 gb:BQ176236 /DB_XREF=gi:20351728 /DB_XREF=UI-M-DJ2-bwg-b-13-0-UI.s1 /CLONE=UI-M-DJ2-bwg-b-13-0-UI /FEA=EST /CNT=20 /TID=Mm.19049
MOE430_2_1455570_x_ 3231.5 2965.3 P P 0.000244 0.000244 0 NC 0.5 gb:BB833102 /DB_XREF=gi:17011345 /DB_XREF=BB833102 /CLONE=G930025A10 /FEA=EST /CNT=11 /TID=Mm.22171.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455578_x_ 9182.2 9054.4 P P 0.01 0.01 0 NC 0.5 gb:AU018166 /DB_XREF=gi:3373656 /DB_XREF=AU018166 /CLONE=J0749F01 /FEA=EST /CNT=24 /TID=Mm.13859.4 /TIER=Stack /STK=10 /UG=Mm.138
MOE430_2_1455603_at 0.5 1 A A 0.94 0.72 0 NC 0.16 gb:BB357557 /DB_XREF=gi:9069385 /DB_XREF=BB357557 /CLONE=C030022C01 /FEA=EST /CNT=14 /TID=Mm.39609.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1455606_at 68.4 74.2 P P 0.000732 0.000732 0 NC 0.5 gb:BB401179 /DB_XREF=gi:15411810 /DB_XREF=BB401179 /CLONE=C330021L21 /FEA=EST /CNT=19 /TID=Mm.24524.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455613_at 57.3 50.3 P P 0.001221 0.000244 0 NC 0.44 gb:BB789822 /DB_XREF=gi:16958318 /DB_XREF=BB789822 /CLONE=G430129F14 /FEA=EST /CNT=16 /TID=Mm.41455.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455640_a_ 515.5 543.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV053127 /DB_XREF=gi:5152874 /DB_XREF=AV053127 /CLONE=1810025B13 /FEA=EST /CNT=10 /TID=Mm.3533.3 /TIER=Stack /STK=10 /UG=Mm.35
MOE430_2_1455651_at 287.6 288 P P 0.000244 0.000244 0 NC 0.5 gb:BI439979 /DB_XREF=gi:15264669 /DB_XREF=ic75d05.x1 /CLONE=IMAGE:5659448 /FEA=EST /CNT=16 /TID=Mm.71018.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1455669_at 107.1 110.2 P P 0.000244 0.000244 0 NC 0.5 gb:AI415371 /DB_XREF=gi:4258875 /DB_XREF=mc35c03.x1 /CLONE=IMAGE:350500 /FEA=EST /CNT=16 /TID=Mm.28329.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455676_x_ 72.9 58.1 P P 0.02 0.005859 0 NC 0.44 gb:BM122619 /DB_XREF=gi:17106387 /DB_XREF=L0512F12-3 /CLONE=L0512F12 /FEA=EST /CNT=12 /TID=Mm.4363.3 /TIER=Stack /STK=9 /UG=Mm.43
MOE430_2_1455685_at 37.2 56.9 P P 0.01 0.000244 0 NC 0.28 gb:BM118009 /DB_XREF=gi:17081027 /DB_XREF=L0859C09-3 /CLONE=L0859C09 /FEA=EST /CNT=13 /TID=Mm.1155.3 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1455713_x_ 1741.4 1812.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB791424 /DB_XREF=gi:16959920 /DB_XREF=BB791424 /CLONE=G430136F17 /FEA=EST /CNT=10 /TID=Mm.36241.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455719_at 2609.6 2559.2 P P 0.000244 0.000244 0 NC 0.5 gb:BG064086 /DB_XREF=gi:12546649 /DB_XREF=H3015D01-3 /CLONE=H3015D01 /FEA=EST /CNT=9 /TID=Mm.1703.3 /TIER=Stack /STK=9 /UG=Mm.17
MOE430_2_1455732_at 155.2 184.6 P P 0.000732 0.000732 0 NC 0.5 gb:AV121892 /DB_XREF=gi:16382441 /DB_XREF=AV121892 /CLONE=2610510E02 /FEA=EST /CNT=38 /TID=Mm.34130.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1455761_at 13.7 15.6 A P 0.08 0.003662 0 NC 0.37 gb:BI652571 /DB_XREF=gi:15566807 /DB_XREF=603299480F1 /CLONE=IMAGE:5340163 /FEA=EST /CNT=10 /TID=Mm.46758.2 /TIER=Stack /STK=8 /UG
MOE430_2_1455805_x_ 145.8 135 P P 0.000732 0.000732 0 NC 0.5 gb:BB165451 /DB_XREF=gi:8821392 /DB_XREF=BB165451 /CLONE=A130082O18 /FEA=EST /CNT=64 /TID=Mm.182291.3 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1455806_x_ 1752.5 1668.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV124207 /DB_XREF=gi:5310441 /DB_XREF=AV124207 /CLONE=2700017A03 /FEA=EST /CNT=64 /TID=Mm.27886.4 /TIER=Stack /STK=63 /UG=Mm.2
MOE430_2_1455807_at 1.4 1.7 A A 0.8 0.72 0 NC 0.42 gb:AV332105 /DB_XREF=gi:16396201 /DB_XREF=AV332105 /CLONE=6330530B20 /FEA=EST /CNT=62 /TID=Mm.60794.1 /TIER=Stack /STK=62 /UG=Mm
MOE430_2_1455845_at 1.4 1.3 A A 0.78 0.8 0 NC 0.5 gb:AV099154 /DB_XREF=gi:16381802 /DB_XREF=AV099154 /CLONE=2410047B19 /FEA=EST /CNT=47 /TID=Mm.46774.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1455896_a_ 9.8 10.1 A A 0.32 0.21 0 NC 0.53 gb:AU043100 /DB_XREF=gi:3957335 /DB_XREF=AU043100 /CLONE=J1043H04 /FEA=EST /CNT=31 /TID=Mm.10800.2 /TIER=Stack /STK=28 /UG=Mm.10
MOE430_2_1455897_x_ 5768.7 5681.7 P P 0.000244 0.000244 0 NC 0.5 gb:BF464696 /DB_XREF=gi:11533879 /DB_XREF=UI-M-CG0p-bqb-f-03-0-UI.s1 /CLONE=UI-M-CG0p-bqb-f-03-0-UI /FEA=EST /CNT=29 /TID=Mm.2756
MOE430_2_1455929_x_ 5317.8 5248.6 P P 0.01 0.02 0 NC 0.5 gb:BB397472 /DB_XREF=gi:9216868 /DB_XREF=BB397472 /CLONE=C330004A09 /FEA=EST /CNT=25 /TID=Mm.1034.4 /TIER=Stack /STK=25 /UG=Mm.1
MOE430_2_1455958_s_ 308.9 301.3 P P 0.000244 0.000244 0 NC 0.5 gb:AI881989 /DB_XREF=gi:5567141 /DB_XREF=ul56h07.x1 /CLONE=IMAGE:2123101 /FEA=EST /CNT=96 /TID=Mm.200168.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1455970_at 129.7 154.5 P P 0.000244 0.000244 0 NC 0.5 gb:BE370618 /DB_XREF=gi:9315968 /DB_XREF=601219792F1 /CLONE=IMAGE:3588550 /FEA=EST /CNT=35 /TID=Mm.85304.1 /TIER=Stack /STK=22 /UG
MOE430_2_1455986_at 23.2 30.9 P P 0.001221 0.008057 0 NC 0.5 gb:BE986833 /DB_XREF=gi:10661562 /DB_XREF=UI-M-CG0p-bez-c-12-0-UI.s1 /CLONE=UI-M-CG0p-bez-c-12-0-UI /FEA=EST /CNT=37 /TID=Mm.4100
MOE430_2_1455988_a_ 2130.1 2073.9 P P 0.000244 0.000244 0 NC 0.5 gb:BM210281 /DB_XREF=gi:17767070 /DB_XREF=C0662B01-3 /CLONE=C0662B01 /FEA=EST /CNT=23 /TID=Mm.153159.2 /TIER=Stack /STK=21 /UG=M
MOE430_2_1456012_x_ 1183.4 1219.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV101824 /DB_XREF=gi:5249372 /DB_XREF=AV101824 /CLONE=2410079F01 /FEA=EST /CNT=20 /TID=Mm.181237.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456013_x_ 573.6 589 P P 0.000244 0.000244 0 NC 0.5 gb:BB396486 /DB_XREF=gi:9215882 /DB_XREF=BB396486 /CLONE=C230097M08 /FEA=EST /CNT=20 /TID=Mm.27170.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456014_s_ 12.4 11.3 M A 0.05 0.19 0 NC 0.71 gb:BB113173 /DB_XREF=gi:8765741 /DB_XREF=BB113173 /CLONE=9530038P09 /FEA=EST /CNT=20 /TID=Mm.29670.3 /TIER=Stack /STK=20 /UG=Mm.2
MOE430_2_1456018_at 246.5 248.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB757933 /DB_XREF=gi:16186135 /DB_XREF=BB757933 /CLONE=G270091I16 /FEA=EST /CNT=44 /TID=Mm.103527.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456025_at 2.6 3.8 A A 0.88 0.87 0 NC 0.41 gb:BG228898 /DB_XREF=gi:12716402 /DB_XREF=ux63c07.x1 /CLONE=IMAGE:3514765 /FEA=EST /CNT=23 /TID=Mm.44490.3 /TIER=Stack /STK=19 /UG
MOE430_2_1456036_x_ 589.4 457.2 P P 0.000732 0.000732 0 NC 0.5 gb:AV003026 /DB_XREF=gi:4779876 /DB_XREF=AV003026 /CLONE=0610021N02 /FEA=EST /CNT=19 /TID=Mm.282.3 /TIER=Stack /STK=19 /UG=Mm.282
MOE430_2_1456040_at 826.2 897.8 P P 0.000244 0.000244 0 NC 0.5 gb:BB473131 /DB_XREF=gi:16439659 /DB_XREF=BB473131 /CLONE=D230049M06 /FEA=EST /CNT=50 /TID=Mm.1668.4 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456047_at 20.8 19.8 P P 0.01 0.01 0 NC 0.5 gb:BB151104 /DB_XREF=gi:16267918 /DB_XREF=BB151104 /CLONE=A030011C02 /FEA=EST /CNT=29 /TID=Mm.87136.1 /TIER=Stack /STK=18 /UG=Mm



MOE430_2_1456063_at 168.5 185.4 P P 0.000244 0.000244 0 NC 0.5 gb:BM237456 /DB_XREF=gi:17872726 /DB_XREF=K0501F10-3 /CLONE=K0501F10 /FEA=EST /CNT=42 /TID=Mm.34527.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456068_at 3.6 6.4 A A 0.49 0.56 0 NC 0.06 gb:BB409198 /DB_XREF=gi:15411933 /DB_XREF=BB409198 /CLONE=C430013D06 /FEA=EST /CNT=32 /TID=Mm.37606.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456080_a_ 584.1 575.8 P P 0.000244 0.000244 0 NC 0.5 gb:BM239368 /DB_XREF=gi:17874638 /DB_XREF=K0533C11-3 /CLONE=K0533C11 /FEA=EST /CNT=22 /TID=Mm.4962.7 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456090_at 168.3 163 P P 0.001221 0.000244 0 NC 0.24 gb:BB667859 /DB_XREF=gi:16399308 /DB_XREF=BB667859 /CLONE=C730047K21 /FEA=EST /CNT=77 /TID=Mm.34499.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456111_at 49.3 52.3 P P 0.000244 0.02 0 NC 0.5 gb:BB072624 /DB_XREF=gi:16260157 /DB_XREF=BB072624 /CLONE=9030614N15 /FEA=EST /CNT=30 /TID=Mm.75934.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456116_at 6 7.7 A A 0.12 0.12 0 NC 0.44 gb:BB431091 /DB_XREF=gi:16424139 /DB_XREF=BB431091 /CLONE=C630036J18 /FEA=EST /CNT=23 /TID=Mm.132520.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456125_a_ 6142.5 5714.2 P P 0.000244 0.000244 0 NC 0.5 gb:AV006937 /DB_XREF=gi:4783924 /DB_XREF=AV006937 /CLONE=1110002C14 /FEA=EST /CNT=18 /TID=Mm.29908.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1456129_at 1.2 0.7 A A 0.85 0.96 0 NC 0.95 gb:BB667168 /DB_XREF=gi:16398617 /DB_XREF=BB667168 /CLONE=4922503L24 /FEA=EST /CNT=17 /TID=Mm.84814.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456140_at 1.5 2.8 A A 0.33 0.56 0 NC 0.68 gb:BM199323 /DB_XREF=gi:17752112 /DB_XREF=C0457C03-3 /CLONE=C0457C03 /FEA=EST /CNT=15 /TID=Mm.157721.2 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456181_at 60.8 58.3 P P 0.00293 0.001953 0 NC 0.5 gb:BG069289 /DB_XREF=gi:12551858 /DB_XREF=H3074G06-3 /CLONE=H3074G06 /FEA=EST /CNT=14 /TID=Mm.44185.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456191_x_ 88.9 79.3 P P 0.00415 0.001953 0 NC 0.5 gb:BB828106 /DB_XREF=gi:17006349 /DB_XREF=BB828106 /CLONE=G830050L13 /FEA=EST /CNT=14 /TID=Mm.195693.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456214_at 33.4 26.6 P P 0.000244 0.001953 0 NC 0.5 gb:BB197591 /DB_XREF=gi:16271065 /DB_XREF=BB197591 /CLONE=A330101O20 /FEA=EST /CNT=17 /TID=Mm.152775.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456223_at 26.9 15.2 P M 0.01 0.05 0 NC 0.5 gb:BF322016 /DB_XREF=gi:11271306 /DB_XREF=uv59g04.x1 /CLONE=IMAGE:3411510 /FEA=EST /CNT=14 /TID=Mm.44053.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1456243_x_ 1041.6 1049.1 P P 0.001221 0.001953 0 NC 0.5 gb:BB374534 /DB_XREF=gi:9087028 /DB_XREF=BB374534 /CLONE=C130075I17 /FEA=EST /CNT=13 /TID=Mm.1639.3 /TIER=Stack /STK=13 /UG=Mm.16
MOE430_2_1456245_x_ 1188 1333.7 P P 0.000244 0.000244 0 NC 0.5 gb:BB531498 /DB_XREF=gi:9583427 /DB_XREF=BB531498 /CLONE=E030017G17 /FEA=EST /CNT=13 /TID=Mm.168744.5 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456253_s_ 205.2 201.3 P P 0.000244 0.000244 0 NC 0.5 gb:BB448454 /DB_XREF=gi:9291066 /DB_XREF=BB448454 /CLONE=D030066L15 /FEA=EST /CNT=13 /TID=Mm.148971.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456254_at 1.2 0.5 A A 0.75 0.45 0 NC 0.34 gb:BM242772 /DB_XREF=gi:17878042 /DB_XREF=K0637D02-3 /CLONE=K0637D02 /FEA=EST /CNT=13 /TID=Mm.217358.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456255_at 68.8 62.4 P P 0.000244 0.000244 0 NC 0.5 gb:BB553400 /DB_XREF=gi:16448279 /DB_XREF=BB553400 /CLONE=E330005P14 /FEA=EST /CNT=21 /TID=Mm.170776.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456264_at 135.1 106.4 P P 0.000732 0.000244 0 NC 0.5 gb:BB068454 /DB_XREF=gi:16260001 /DB_XREF=BB068454 /CLONE=8030473D07 /FEA=EST /CNT=15 /TID=Mm.32609.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456272_at 23.2 14.6 P P 0.00293 0.001221 0 NC 0.5 gb:AV255313 /DB_XREF=gi:16388178 /DB_XREF=AV255313 /CLONE=4921518K07 /FEA=EST /CNT=14 /TID=Mm.100334.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456279_a_ 2616 2464.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV094648 /DB_XREF=gi:5242196 /DB_XREF=AV094648 /CLONE=2410002B13 /FEA=EST /CNT=14 /TID=Mm.17.2 /TIER=Stack /STK=12 /UG=Mm.17 /
MOE430_2_1456296_at 13.3 12.1 P P 0.04 0.01 0 NC 0.11 gb:BM214084 /DB_XREF=gi:17772144 /DB_XREF=C0845G09-3 /CLONE=C0845G09 /FEA=EST /CNT=12 /TID=Mm.87477.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456308_x_ 2650.9 2643.1 P P 0.000244 0.000244 0 NC 0.5 gb:AA408787 /DB_XREF=gi:2068173 /DB_XREF=EST03258 /CLONE=C0033A07 /FEA=EST /CNT=12 /TID=Mm.200978.1 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1456319_at 9.4 10.7 A A 0.17 0.08 0 NC 0.5 gb:BG065719 /DB_XREF=gi:12548282 /DB_XREF=H3034D11-3 /CLONE=H3034D11 /FEA=EST /CNT=30 /TID=Mm.196322.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456325_at 46.6 55.6 P P 0.000732 0.001953 0 NC 0.5 gb:BB482727 /DB_XREF=gi:16440957 /DB_XREF=BB482727 /CLONE=D430015J03 /FEA=EST /CNT=20 /TID=Mm.196847.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456365_at 103.1 162.5 P P 0.00415 0.00415 0 NC 0.5 gb:AU043383 /DB_XREF=gi:3978858 /DB_XREF=AU043383 /CLONE=J0904B02 /FEA=EST /CNT=12 /TID=Mm.43005.5 /TIER=Stack /STK=11 /UG=Mm.43
MOE430_2_1456374_x_ 2590.6 2760.9 P P 0.000244 0.000244 0 NC 0.5 gb:AV235349 /DB_XREF=gi:6187862 /DB_XREF=AV235349 /CLONE=4732404A17 /FEA=EST /CNT=11 /TID=Mm.22776.3 /TIER=Stack /STK=11 /UG=Mm.2
MOE430_2_1456377_x_ 2120.7 2031.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV010467 /DB_XREF=gi:4787454 /DB_XREF=AV010467 /CLONE=1110027H02 /FEA=EST /CNT=11 /TID=Mm.21687.3 /TIER=Stack /STK=11 /UG=Mm.2
MOE430_2_1456384_at 1.8 1.5 A A 0.63 0.69 0 NC 0.5 gb:BB308872 /DB_XREF=gi:16402447 /DB_XREF=BB308872 /CLONE=B230307P17 /FEA=EST /CNT=73 /TID=Mm.121508.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456397_at 17.3 17 P P 0.04 0.04 0 NC 0.5 gb:BB210819 /DB_XREF=gi:16352593 /DB_XREF=BB210819 /CLONE=A430101A11 /FEA=EST /CNT=28 /TID=Mm.184711.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456426_at 0.6 0.1 A A 0.8 0.9 0 NC 0.31 gb:BE686253 /DB_XREF=gi:10073877 /DB_XREF=uv80e07.x1 /CLONE=IMAGE:3413508 /FEA=EST /CNT=20 /TID=Mm.73364.1 /TIER=Stack /STK=10 /UG
MOE430_2_1456447_at 14.6 18 P P 0.03 0.03 0 NC 0.5 gb:AW554255 /DB_XREF=gi:7199678 /DB_XREF=L0237H09-3 /CLONE=L0237H09 /FEA=EST /CNT=10 /TID=Mm.41923.7 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456448_at 12.7 12.3 P P 0.005859 0.02 0 NC 0.17 gb:BB265488 /DB_XREF=gi:16400288 /DB_XREF=BB265488 /CLONE=A830020L07 /FEA=EST /CNT=10 /TID=Mm.215690.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456451_at 6.5 9.4 A A 0.21 0.27 0 NC 0.55 gb:BB407699 /DB_XREF=gi:16415629 /DB_XREF=BB407699 /CLONE=C430002N04 /FEA=EST /CNT=10 /TID=Mm.102767.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456456_x_ 1.6 1.8 A A 0.97 0.98 0 NC 0.04 gb:BB821390 /DB_XREF=gi:16994019 /DB_XREF=BB821390 /CLONE=G830011J08 /FEA=EST /CNT=10 /TID=Mm.27979.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456462_x_ 65.9 80.2 P P 0.00293 0.008057 0 NC 0.5 gb:BB816770 /DB_XREF=gi:16989399 /DB_XREF=BB816770 /CLONE=G730036K21 /FEA=EST /CNT=10 /TID=Mm.4572.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456473_x_ 52.6 51.3 P P 0.01 0.01 0 NC 0.5 gb:AV023312 /DB_XREF=gi:4800304 /DB_XREF=AV023312 /CLONE=1190032A18 /FEA=EST /CNT=10 /TID=Mm.5061.2 /TIER=Stack /STK=10 /UG=Mm.50
MOE430_2_1456502_at 139.8 111.8 P P 0.001953 0.001221 0 NC 0.5 gb:AI326418 /DB_XREF=gi:4060847 /DB_XREF=mm42g11.x1 /CLONE=IMAGE:524228 /FEA=EST /CNT=31 /TID=Mm.45036.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456509_at 0.4 0.3 A A 0.88 0.88 0 NC 0.7 gb:BB382807 /DB_XREF=gi:16408102 /DB_XREF=BB382807 /CLONE=C230022I23 /FEA=EST /CNT=13 /TID=Mm.45741.1 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1456517_at 74.8 78.7 P P 0.000732 0.001221 0 NC 0.5 gb:BB035891 /DB_XREF=gi:16258342 /DB_XREF=BB035891 /CLONE=5930406J05 /FEA=EST /CNT=17 /TID=Mm.116728.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456561_s_ 0.6 1.3 A A 0.94 0.92 0 NC 0.74 gb:AU022735 /DB_XREF=gi:3393082 /DB_XREF=AU022735 /CLONE=J0419H07 /FEA=EST /CNT=9 /TID=Mm.12014.1 /TIER=Stack /STK=9 /UG=Mm.1201
MOE430_2_1456585_x_ 162.5 170.6 P P 0.000732 0.000244 0 NC 0.5 gb:BB546892 /DB_XREF=gi:16447504 /DB_XREF=BB546892 /CLONE=E130314L07 /FEA=EST /CNT=9 /TID=Mm.10125.3 /TIER=Stack /STK=9 /UG=Mm.10
MOE430_2_1456588_x_ 5164.4 4927.3 P P 0.000244 0.000244 0 NC 0.5 gb:AV218207 /DB_XREF=gi:6159048 /DB_XREF=AV218207 /CLONE=2900087G05 /FEA=EST /CNT=9 /TID=Mm.180182.6 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1456590_x_ 664.3 584.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB469763 /DB_XREF=gi:9386952 /DB_XREF=BB469763 /CLONE=D230028K07 /FEA=EST /CNT=9 /TID=Mm.451.5 /TIER=Stack /STK=9 /UG=Mm.451 /
MOE430_2_1456604_a_ 354.8 365.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB315555 /DB_XREF=gi:9022590 /DB_XREF=BB315555 /CLONE=B230358K14 /FEA=EST /CNT=36 /TID=Mm.25293.4 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456607_at 75.6 90.4 P P 0.000244 0.000732 0 NC 0.5 gb:AV320529 /DB_XREF=gi:16394967 /DB_XREF=AV320529 /CLONE=6030423O15 /FEA=EST /CNT=43 /TID=Mm.89906.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456651_a_ 41.4 47.7 P P 0.001953 0.000244 0 NC 0.25 gb:BG067858 /DB_XREF=gi:12550427 /DB_XREF=H3059A03-3 /CLONE=H3059A03 /FEA=EST /CNT=10 /TID=Mm.210529.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456676_a_ 40.4 37.4 P P 0.000732 0.00415 0 NC 0.5 gb:AV282911 /DB_XREF=gi:16391698 /DB_XREF=AV282911 /CLONE=4933432F19 /FEA=EST /CNT=9 /TID=Mm.19669.3 /TIER=Stack /STK=8 /UG=Mm.19
MOE430_2_1456691_s_ 196.2 219 P P 0.000244 0.001953 0 NC 0.5 gb:BB825787 /DB_XREF=gi:17004030 /DB_XREF=BB825787 /CLONE=G830039K08 /FEA=EST /CNT=9 /TID=Mm.86611.2 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1456695_x_ 3729.4 3647.1 P P 0.000244 0.000244 0 NC 0.5 gb:BF720337 /DB_XREF=gi:12021339 /DB_XREF=mab52d11.y1 /CLONE=IMAGE:3974060 /FEA=EST /CNT=9 /TID=Mm.45312.8 /TIER=Stack /STK=8 /UG=
MOE430_2_1456713_at 0.6 0.6 A A 0.99 0.99 0 NC 0.46 gb:AV326590 /DB_XREF=gi:15406283 /DB_XREF=AV326590 /CLONE=6330412H16 /FEA=EST /CNT=8 /TID=Mm.209931.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456727_a_ 562 433.9 P P 0.001221 0.000244 0 NC 0.5 gb:AW413676 /DB_XREF=gi:6939734 /DB_XREF=uo91c04.x1 /CLONE=IMAGE:2649894 /FEA=EST /CNT=8 /TID=Mm.182913.3 /TIER=Stack /STK=8 /UG=M
MOE430_2_1456743_x_ 4479.1 3728.3 P P 0.000244 0.000244 0 NC 0.5 gb:BB068032 /DB_XREF=gi:8525446 /DB_XREF=BB068032 /CLONE=8030469H20 /FEA=EST /CNT=8 /TID=Mm.27218.3 /TIER=Stack /STK=8 /UG=Mm.272
MOE430_2_1456770_at 24 35.3 P P 0.04 0.01 0 NC 0.5 gb:BF730189 /DB_XREF=gi:12048053 /DB_XREF=mab60e07.x1 /CLONE=IMAGE:3974868 /FEA=EST /CNT=20 /TID=Mm.20403.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1456782_at 47 50.9 P P 0.03 0.01 0 NC 0.5 gb:BB525604 /DB_XREF=gi:16444178 /DB_XREF=BB525604 /CLONE=D930027M09 /FEA=EST /CNT=9 /TID=Mm.34894.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456826_at 0.8 2.3 A A 0.66 0.72 0 NC 0.5 gb:BB313996 /DB_XREF=gi:16402937 /DB_XREF=BB313996 /CLONE=B230344N16 /FEA=EST /CNT=7 /TID=Mm.132724.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456843_at 8.9 8.6 A A 0.39 0.3 0 NC 0.42 gb:AV319407 /DB_XREF=gi:16394857 /DB_XREF=AV319407 /CLONE=6030405M22 /FEA=EST /CNT=7 /TID=Mm.194855.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456852_at 3.2 3.3 A A 0.82 0.85 0 NC 0.06 gb:BF469258 /DB_XREF=gi:11538441 /DB_XREF=UI-M-BH3-aug-a-01-0-UI.r1 /CLONE=UI-M-BH3-aug-a-01-0-UI /FEA=EST /CNT=7 /TID=Mm.93412.1 
MOE430_2_1456890_at 79.7 126.9 P P 0.000244 0.000244 0 NC 0.5 gb:BB401061 /DB_XREF=gi:15411805 /DB_XREF=BB401061 /CLONE=C330021E21 /FEA=EST /CNT=13 /TID=Mm.86382.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456896_at 31.2 34.7 P P 0.01 0.000732 0 NC 0.5 gb:BB053380 /DB_XREF=gi:16259667 /DB_XREF=BB053380 /CLONE=6720462K09 /FEA=EST /CNT=8 /TID=Mm.182173.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456898_at 171.9 159.4 P P 0.001221 0.001953 0 NC 0.5 gb:AI426862 /DB_XREF=gi:4272788 /DB_XREF=mm97c12.x1 /CLONE=IMAGE:536374 /FEA=EST /CNT=8 /TID=Mm.27037.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1456902_at 1.4 0.9 A A 0.98 0.99 0 NC 0.62 gb:BE951595 /DB_XREF=gi:10591107 /DB_XREF=UI-M-CC0-ayc-d-10-0-UI.s1 /CLONE=UI-M-CC0-ayc-d-10-0-UI /FEA=EST /CNT=8 /TID=Mm.152643.
MOE430_2_1456908_at 24.2 16.2 P P 0.00415 0.00415 0 NC 0.5 gb:BM114731 /DB_XREF=gi:17077749 /DB_XREF=L0809D12-3 /CLONE=L0809D12 /FEA=EST /CNT=9 /TID=Mm.54216.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456928_at 18.9 21.4 P P 0.01 0.001953 0 NC 0.5 gb:AW123678 /DB_XREF=gi:6099208 /DB_XREF=UI-M-BH2.1-apl-b-02-0-UI.s1 /CLONE=UI-M-BH2.1-apl-b-02-0-UI /FEA=EST /CNT=7 /TID=Mm.65386.
MOE430_2_1456942_x_ 16 14.5 A A 0.14 0.27 0 NC 0.5 gb:AV036298 /DB_XREF=gi:4855963 /DB_XREF=AV036298 /CLONE=1600017N21 /FEA=EST /CNT=7 /TID=Mm.74728.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456976_at 6.4 4.7 A A 0.29 0.36 0 NC 0.31 gb:BB055717 /DB_XREF=gi:16259783 /DB_XREF=BB055717 /CLONE=6720483L10 /FEA=EST /CNT=6 /TID=Mm.118477.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456986_at 2.4 2.1 A A 0.46 0.52 0 NC 0.5 gb:BB326368 /DB_XREF=gi:16403659 /DB_XREF=BB326368 /CLONE=B430208D19 /FEA=EST /CNT=6 /TID=Mm.208350.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457003_at 5.6 9.1 A A 0.39 0.46 0 NC 0.5 gb:AW490526 /DB_XREF=gi:7060797 /DB_XREF=UI-M-BH3-ase-b-04-0-UI.s1 /CLONE=UI-M-BH3-ase-b-04-0-UI /FEA=EST /CNT=6 /TID=Mm.40045.1 /
MOE430_2_1457022_at 6 2.8 A A 0.46 0.56 0 NC 0.33 gb:BB114080 /DB_XREF=gi:8766648 /DB_XREF=BB114080 /CLONE=9530043P08 /FEA=EST /CNT=6 /TID=Mm.76387.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457025_at 0.5 0.3 A A 0.8 0.88 0 NC 0.53 gb:AV249306 /DB_XREF=gi:16387443 /DB_XREF=AV249306 /CLONE=4833413O15 /FEA=EST /CNT=7 /TID=Mm.23371.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457053_at 40.3 52.1 P P 0.008057 0.005859 0 NC 0.03 gb:BB056354 /DB_XREF=gi:16259805 /DB_XREF=BB056354 /CLONE=6720490M24 /FEA=EST /CNT=8 /TID=Mm.32777.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457071_x_ 6.3 6.2 P P 0.03 0.03 0 NC 0.35 gb:BB233495 /DB_XREF=gi:8913350 /DB_XREF=BB233495 /CLONE=A630043O08 /FEA=EST /CNT=7 /TID=Mm.115888.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457076_at 24.4 23.8 A A 0.39 0.3 0 NC 0.5 gb:BQ175967 /DB_XREF=gi:20351459 /DB_XREF=UI-M-DJ2-bwf-p-14-0-UI.s1 /CLONE=UI-M-DJ2-bwf-p-14-0-UI /FEA=EST /CNT=10 /TID=Mm.82549.
MOE430_2_1457132_at 8.8 4.1 A A 0.69 0.63 0 NC 0.3 gb:BF456117 /DB_XREF=gi:11522286 /DB_XREF=UI-M-BZ1-bkl-e-01-0-UI.s1 /CLONE=UI-M-BZ1-bkl-e-01-0-UI /FEA=EST /CNT=6 /TID=Mm.26805.1 /
MOE430_2_1457135_at 3.3 2.6 A A 0.56 0.8 0 NC 0.68 gb:AW048300 /DB_XREF=gi:5908829 /DB_XREF=UI-M-BH1-aly-g-11-0-UI.s1 /CLONE=UI-M-BH1-aly-g-11-0-UI /FEA=EST /CNT=6 /TID=Mm.44366.1 /T
MOE430_2_1457165_at 2.3 3.6 A A 0.56 0.53 0 NC 0.5 gb:BB311617 /DB_XREF=gi:16402718 /DB_XREF=BB311617 /CLONE=B230326I15 /FEA=EST /CNT=5 /TID=Mm.210167.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457182_at 11 10.4 A A 0.11 0.21 0 NC 0.5 gb:BB003454 /DB_XREF=gi:16214796 /DB_XREF=BB003454 /CLONE=4732455E07 /FEA=EST /CNT=5 /TID=Mm.109956.2 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457197_at 0.8 1 A A 0.75 0.8 0 NC 0.5 gb:AV321298 /DB_XREF=gi:16395049 /DB_XREF=AV321298 /CLONE=6030432E13 /FEA=EST /CNT=5 /TID=Mm.133396.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457198_at 45.7 60 P A 0.03 0.06 0 NC 0.5 gb:AV291009 /DB_XREF=gi:16392354 /DB_XREF=AV291009 /CLONE=5330401L20 /FEA=EST /CNT=5 /TID=Mm.212348.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457217_at 16.3 19.7 A A 0.17 0.06 0 NC 0.22 gb:BE986576 /DB_XREF=gi:10661047 /DB_XREF=UI-M-CG0p-bew-b-08-0-UI.s1 /CLONE=UI-M-CG0p-bew-b-08-0-UI /FEA=EST /CNT=5 /TID=Mm.1398
MOE430_2_1457220_at 12.8 18.2 M P 0.05 0.03 0 NC 0.37 gb:BB140360 /DB_XREF=gi:16267415 /DB_XREF=BB140360 /CLONE=9830168P05 /FEA=EST /CNT=5 /TID=Mm.209275.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457232_at 11.3 8.9 A A 0.27 0.46 0 NC 0.37 gb:BE946365 /DB_XREF=gi:10524124 /DB_XREF=UI-M-BH3-awk-c-01-0-UI.s1 /CLONE=UI-M-BH3-awk-c-01-0-UI /FEA=EST /CNT=5 /TID=Mm.102458
MOE430_2_1457240_at 66.2 77.8 P P 0.000732 0.00415 0 NC 0.7 gb:BB828144 /DB_XREF=gi:17006387 /DB_XREF=BB828144 /CLONE=G830050N14 /FEA=EST /CNT=5 /TID=Mm.42413.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457276_at 101.3 117.8 P P 0.000244 0.000244 0 NC 0.5 gb:AI315692 /DB_XREF=gi:4030959 /DB_XREF=uj37h06.x1 /CLONE=IMAGE:1922171 /FEA=EST /CNT=18 /TID=Mm.38316.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457277_at 24.9 25.6 M P 0.05 0.03 0 NC 0.5 gb:AI314927 /DB_XREF=gi:4030194 /DB_XREF=uj38b10.x1 /CLONE=IMAGE:1922203 /FEA=EST /CNT=18 /TID=Mm.19719.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457282_x_ 5.9 4.5 A A 0.46 0.6 0 NC 0.42 gb:BB275188 /DB_XREF=gi:8972209 /DB_XREF=BB275188 /CLONE=A830091K03 /FEA=EST /CNT=9 /TID=Mm.167681.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457307_at 7 7.4 A A 0.24 0.17 0 NC 0.5 gb:AA214835 /DB_XREF=gi:1814598 /DB_XREF=mu85e06.r1 /CLONE=IMAGE:652354 /FEA=EST /CNT=8 /TID=Mm.17957.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457320_at 6.2 8.2 A A 0.43 0.52 0 NC 0.5 gb:AW123067 /DB_XREF=gi:6098597 /DB_XREF=UI-M-BH2.1-apc-b-05-0-UI.s1 /CLONE=UI-M-BH2.1-apc-b-05-0-UI /FEA=EST /CNT=7 /TID=Mm.45145
MOE430_2_1457332_at 19.9 13.1 P A 0.01 0.12 0 NC 0.5 gb:BG064767 /DB_XREF=gi:12547330 /DB_XREF=H3023F05-3 /CLONE=H3023F05 /FEA=EST /CNT=6 /TID=Mm.100644.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457372_at 10.3 9.4 A A 0.69 0.66 0 NC 0.5 gb:BG076439 /DB_XREF=gi:12559096 /DB_XREF=H3002E11-5 /CLONE=H3002E11 /FEA=EST /CNT=6 /TID=Mm.3639.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457387_at 0.7 0.4 A A 0.82 0.97 0 NC 0.48 gb:BB496943 /DB_XREF=gi:16441910 /DB_XREF=BB496943 /CLONE=D630005H15 /FEA=EST /CNT=5 /TID=Mm.209537.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457411_at 6.8 9 A P 0.08 0.00293 0 NC 0.37 gb:BF471835 /DB_XREF=gi:11541018 /DB_XREF=UI-M-BH3-awq-d-07-0-UI.r1 /CLONE=UI-M-BH3-awq-d-07-0-UI /FEA=EST /CNT=5 /TID=Mm.152211
MOE430_2_1457422_at 3.1 3.6 A A 0.46 0.43 0 NC 0.17 gb:BE955645 /DB_XREF=gi:10599396 /DB_XREF=UI-M-BH4-bbd-a-10-0-UI.s1 /CLONE=UI-M-BH4-bbd-a-10-0-UI /FEA=EST /CNT=5 /TID=Mm.54234.1
MOE430_2_1457484_at 10.9 11.3 A A 0.36 0.12 0 NC 0.35 gb:BB529208 /DB_XREF=gi:16445557 /DB_XREF=BB529208 /CLONE=D930050J11 /FEA=EST /CNT=4 /TID=Mm.139186.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457518_at 16.9 11 A A 0.17 0.19 0 NC 0.5 gb:BB335394 /DB_XREF=gi:16404106 /DB_XREF=BB335394 /CLONE=B830037L02 /FEA=EST /CNT=4 /TID=Mm.210347.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457569_at 14 15.6 A A 0.17 0.11 0 NC 0.5 gb:C77595 /DB_XREF=gi:2517925 /DB_XREF=C77595 /CLONE=J0034C06 /FEA=EST /CNT=4 /TID=Mm.33254.1 /TIER=ConsEnd /STK=4 /UG=Mm.33254 /
MOE430_2_1457579_at 24.8 25.7 A A 0.36 0.24 0 NC 0.3 gb:AU018617 /DB_XREF=gi:3374107 /DB_XREF=AU018617 /CLONE=J0505F11 /FEA=EST /CNT=4 /TID=Mm.155494.1 /TIER=ConsEnd /STK=4 /UG=Mm.1
MOE430_2_1457581_at 0.7 1.2 A A 0.96 0.8 0 NC 0.19 gb:AW494942 /DB_XREF=gi:7065223 /DB_XREF=UI-M-BH3-auq-d-03-0-UI.s1 /CLONE=UI-M-BH3-auq-d-03-0-UI /FEA=EST /CNT=4 /TID=Mm.101523.1
MOE430_2_1457612_at 39.8 35.4 P A 0.04 0.06 0 NC 0.62 gb:BG061840 /DB_XREF=gi:12531743 /DB_XREF=L0951H05-3 /CLONE=L0951H05 /FEA=EST /CNT=4 /TID=Mm.214910.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457620_at 13.1 8.3 P A 0.005859 0.06 0 NC 0.5 gb:BB792008 /DB_XREF=gi:16960785 /DB_XREF=BB792008 /CLONE=G430139E10 /FEA=EST /CNT=4 /TID=Mm.214551.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457719_at 91.7 62.3 P P 0.000244 0.001221 0 NC 0.57 gb:AV230618 /DB_XREF=gi:16385743 /DB_XREF=AV230618 /CLONE=4631433M07 /FEA=EST /CNT=12 /TID=Mm.114942.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457721_at 6.9 7.4 A A 0.39 0.08 0 NC 0.4 gb:AI118064 /DB_XREF=gi:3518388 /DB_XREF=ui49b04.x1 /CLONE=IMAGE:1885711 /FEA=EST /CNT=10 /TID=Mm.18935.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457735_at 19 14.9 A A 0.08 0.09 0 NC 0.5 gb:BB547266 /DB_XREF=gi:16447550 /DB_XREF=BB547266 /CLONE=E130317J19 /FEA=EST /CNT=6 /TID=Mm.190501.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457770_at 5.2 6.8 A A 0.53 0.6 0 NC 0.5 gb:BB022806 /DB_XREF=gi:15403409 /DB_XREF=BB022806 /CLONE=5330412M05 /FEA=EST /CNT=5 /TID=Mm.38044.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457772_at 4.6 3.4 A A 0.36 0.56 0 NC 0.5 gb:BB219489 /DB_XREF=gi:16353413 /DB_XREF=BB219489 /CLONE=A530055C18 /FEA=EST /CNT=5 /TID=Mm.31939.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457774_at 72.5 70.2 P P 0.005859 0.001221 0 NC 0.5 gb:BB528542 /DB_XREF=gi:16445450 /DB_XREF=BB528542 /CLONE=D930047C07 /FEA=EST /CNT=5 /TID=Mm.73730.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457782_at 15.1 20.1 P P 0.01 0.001221 0 NC 0.5 gb:BB045512 /DB_XREF=gi:16259356 /DB_XREF=BB045512 /CLONE=6030495I03 /FEA=EST /CNT=5 /TID=Mm.181817.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457803_at 22.8 23.2 A P 0.06 0.03 0 NC 0.5 gb:BI134709 /DB_XREF=gi:14584957 /DB_XREF=UI-M-BH3-bsv-g-10-0-UI.s1 /CLONE=UI-M-BH3-bsv-g-10-0-UI /FEA=EST /CNT=5 /TID=Mm.196784.1
MOE430_2_1457852_at 6.2 6.7 A A 0.53 0.39 0 NC 0.49 gb:BG066400 /DB_XREF=gi:12548969 /DB_XREF=H3042E11-3 /CLONE=H3042E11 /FEA=EST /CNT=4 /TID=Mm.172748.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457879_at 8.9 8.4 A A 0.3 0.33 0 NC 0.5 gb:BB183591 /DB_XREF=gi:15409438 /DB_XREF=BB183591 /CLONE=A230107O07 /FEA=EST /CNT=4 /TID=Mm.121628.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457902_at 7.4 9.8 M A 0.05 0.33 0 NC 0.8 gb:BF302215 /DB_XREF=gi:11248738 /DB_XREF=602033172F1 /CLONE=IMAGE:4168192 /FEA=EST /CNT=4 /TID=Mm.144835.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1457905_at 0.8 2.3 A A 0.8 0.78 0 NC 0.5 gb:C77679 /DB_XREF=gi:2518009 /DB_XREF=C77679 /CLONE=J0035H12 /FEA=EST /CNT=4 /TID=Mm.33972.1 /TIER=ConsEnd /STK=3 /UG=Mm.33972 /
MOE430_2_1457969_at 15.3 18 A A 0.09 0.08 0 NC 0.5 gb:AI482417 /DB_XREF=gi:4375643 /DB_XREF=vg72c07.x1 /CLONE=IMAGE:871500 /FEA=EST /CNT=4 /TID=Mm.42330.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457974_at 2 1.4 A A 0.78 0.84 0 NC 0.44 gb:AU023437 /DB_XREF=gi:3393784 /DB_XREF=AU023437 /CLONE=J0432D12 /FEA=EST /CNT=4 /TID=Mm.173625.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1457997_at 1 1.5 A A 0.96 0.85 0 NC 0.5 gb:BB186022 /DB_XREF=gi:16270456 /DB_XREF=BB186022 /CLONE=A330031C05 /FEA=EST /CNT=5 /TID=Mm.121756.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458011_s_ 4.9 5 A A 0.27 0.24 0 NC 0.5 gb:C77296 /DB_XREF=gi:2517626 /DB_XREF=C77296 /CLONE=J0028F06 /FEA=EST /CNT=4 /TID=Mm.24941.1 /TIER=ConsEnd /STK=3 /UG=Mm.24941 /
MOE430_2_1458014_at 3 6.5 A A 0.19 0.36 0 NC 0.5 gb:BB245809 /DB_XREF=gi:15410575 /DB_XREF=BB245809 /CLONE=A730011I01 /FEA=EST /CNT=4 /TID=Mm.208369.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458023_at 14.9 13.7 P P 0.008057 0.04 0 NC 0.5 gb:BG070379 /DB_XREF=gi:12552948 /DB_XREF=H3086G01-3 /CLONE=H3086G01 /FEA=EST /CNT=4 /TID=Mm.155686.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458047_at 0.5 0.5 A A 0.9 0.94 0 NC 0.71 gb:BB667811 /DB_XREF=gi:16399260 /DB_XREF=BB667811 /CLONE=C730042F04 /FEA=EST /CNT=3 /TID=Mm.211707.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458049_at 1 1 A A 0.97 0.9 0 NC 0.36 gb:BB667582 /DB_XREF=gi:16399031 /DB_XREF=BB667582 /CLONE=C730026B21 /FEA=EST /CNT=3 /TID=Mm.211659.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458083_at 1 0.8 A A 0.85 0.82 0 NC 0.48 gb:BG063602 /DB_XREF=gi:12546165 /DB_XREF=H3009C04-3 /CLONE=H3009C04 /FEA=EST /CNT=3 /TID=Mm.102553.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458086_at 13.7 16.2 A A 0.08 0.14 0 NC 0.5 gb:BB316232 /DB_XREF=gi:16403083 /DB_XREF=BB316232 /CLONE=B230363H01 /FEA=EST /CNT=3 /TID=Mm.215784.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458112_at 14.3 6.3 P A 0.008057 0.17 0 NC 0.69 gb:BB527550 /DB_XREF=gi:16444498 /DB_XREF=BB527550 /CLONE=D930040P19 /FEA=EST /CNT=3 /TID=Mm.190112.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458130_at 15 8.1 P P 0.01 0.01 0 NC 0.15 gb:BB539454 /DB_XREF=gi:16447026 /DB_XREF=BB539454 /CLONE=E130019A22 /FEA=EST /CNT=3 /TID=Mm.123381.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458141_at 1.4 1.6 A A 0.88 0.87 0 NC 0.16 gb:BB044732 /DB_XREF=gi:16259310 /DB_XREF=BB044732 /CLONE=6030490E18 /FEA=EST /CNT=3 /TID=Mm.215310.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458152_at 0.4 1 A A 0.88 0.78 0 NC 0.5 gb:AV239508 /DB_XREF=gi:16386511 /DB_XREF=AV239508 /CLONE=4732434K02 /FEA=EST /CNT=3 /TID=Mm.189200.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458156_at 14.9 15.2 P P 0.03 0.01 0 NC 0.5 gb:BB548850 /DB_XREF=gi:16447741 /DB_XREF=BB548850 /CLONE=E230012J19 /FEA=EST /CNT=3 /TID=Mm.207624.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458157_at 1 0.8 A A 0.87 0.93 0 NC 0.35 gb:BB103193 /DB_XREF=gi:16261401 /DB_XREF=BB103193 /CLONE=9430086G22 /FEA=EST /CNT=3 /TID=Mm.208260.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458166_at 9.2 13.2 A A 0.24 0.33 0 NC 0.09 gb:BB224578 /DB_XREF=gi:16353901 /DB_XREF=BB224578 /CLONE=A530087D24 /FEA=EST /CNT=3 /TID=Mm.170432.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458227_at 1.3 1 A A 0.56 0.75 0 NC 0.27 gb:AU024160 /DB_XREF=gi:3394507 /DB_XREF=AU024160 /CLONE=J0447F02 /FEA=EST /CNT=3 /TID=Mm.26408.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1458244_at 7.4 5.4 A A 0.66 0.39 0 NC 0.5 gb:BB306677 /DB_XREF=gi:16402231 /DB_XREF=BB306677 /CLONE=B230209B12 /FEA=EST /CNT=3 /TID=Mm.131623.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458252_at 7.1 4.6 A A 0.27 0.66 0 NC 0.5 gb:BB713391 /DB_XREF=gi:16066560 /DB_XREF=BB713391 /CLONE=B020046B14 /FEA=EST /CNT=3 /TID=Mm.33096.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458255_at 0.8 0.5 A A 0.93 0.99 0 NC 0.5 gb:BE650621 /DB_XREF=gi:9976445 /DB_XREF=UI-M-BH2.2-aox-f-04-0-UI.r1 /CLONE=UI-M-BH2.2-aox-f-04-0-UI /FEA=EST /CNT=3 /TID=Mm.48690.1
MOE430_2_1458261_at 17.5 30.4 P P 0.01 0.00293 0 NC 0.17 gb:BB701997 /DB_XREF=gi:16050821 /DB_XREF=BB701997 /CLONE=7420436F20 /FEA=EST /CNT=3 /TID=Mm.212545.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458303_at 65.4 55 P P 0.01 0.02 0 NC 0.5 gb:AV308579 /DB_XREF=gi:16394068 /DB_XREF=AV308579 /CLONE=5730567A21 /FEA=EST /CNT=3 /TID=Mm.212288.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458304_at 1 0.8 A A 0.88 0.82 0 NC 0.5 gb:BE985725 /DB_XREF=gi:10659327 /DB_XREF=UI-M-CG0p-bga-f-11-0-UI.s1 /CLONE=UI-M-CG0p-bga-f-11-0-UI /FEA=EST /CNT=3 /TID=Mm.15164
MOE430_2_1458307_at 5.3 4.2 A A 0.33 0.09 0 NC 0.05 gb:BE992834 /DB_XREF=gi:10674340 /DB_XREF=UI-M-BZ1-bjb-b-05-0-UI.s1 /CLONE=UI-M-BZ1-bjb-b-05-0-UI /FEA=EST /CNT=3 /TID=Mm.188407.1 
MOE430_2_1458308_at 44.5 47.1 P P 0.001221 0.008057 0 NC 0.69 gb:BF148215 /DB_XREF=gi:11029610 /DB_XREF=ux49d04.x1 /CLONE=IMAGE:3513607 /FEA=EST /CNT=3 /TID=Mm.154528.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1458320_at 0.7 0.4 A A 0.72 0.75 0 NC 0.4 gb:BB012140 /DB_XREF=gi:8135279 /DB_XREF=BB012140 /CLONE=4930407K14 /FEA=EST /CNT=3 /TID=Mm.129174.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458351_s_ 27.6 22.2 P P 0.001221 0.001953 0 NC 0.5 gb:BB428573 /DB_XREF=gi:9268300 /DB_XREF=BB428573 /CLONE=C630019F22 /FEA=EST /CNT=3 /TID=Mm.128906.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458370_at 127.5 122.2 P P 0.000244 0.000732 0 NC 0.5 gb:BM234405 /DB_XREF=gi:17869675 /DB_XREF=K0349F04-3 /CLONE=K0349F04 /FEA=EST /CNT=11 /TID=Mm.32430.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458377_at 53.5 57.5 P M 0.03 0.05 0 NC 0.5 gb:BE989167 /DB_XREF=gi:10666268 /DB_XREF=UI-M-CG0p-bhk-f-09-0-UI.s1 /CLONE=UI-M-CG0p-bhk-f-09-0-UI /FEA=EST /CNT=15 /TID=Mm.1542
MOE430_2_1458412_at 8.2 8.8 A A 0.27 0.09 0 NC 0.5 gb:BB334511 /DB_XREF=gi:15411571 /DB_XREF=BB334511 /CLONE=B830023C15 /FEA=EST /CNT=7 /TID=Mm.136456.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458436_at 75.2 67.7 P P 0.000244 0.000244 0 NC 0.57 gb:BB815755 /DB_XREF=gi:16988384 /DB_XREF=BB815755 /CLONE=G730030H24 /FEA=EST /CNT=6 /TID=Mm.106659.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458440_at 51.2 64.6 P P 0.000244 0.000244 0 NC 0.5 gb:BB827631 /DB_XREF=gi:17005874 /DB_XREF=BB827631 /CLONE=G830048M08 /FEA=EST /CNT=9 /TID=Mm.37803.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458536_at 6.6 14 P P 0.02 0.005859 0 NC 0.5 gb:BB097972 /DB_XREF=gi:16261249 /DB_XREF=BB097972 /CLONE=9430061K11 /FEA=EST /CNT=5 /TID=Mm.183941.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458552_at 11.6 15.5 A A 0.06 0.33 0 NC 0.19 gb:BB660497 /DB_XREF=gi:16494318 /DB_XREF=BB660497 /CLONE=D430050E20 /FEA=EST /CNT=4 /TID=Mm.135173.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458553_at 12 11 A A 0.24 0.36 0 NC 0.5 gb:BG069823 /DB_XREF=gi:12552392 /DB_XREF=H3080E06-3 /CLONE=H3080E06 /FEA=EST /CNT=4 /TID=Mm.170320.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458558_at 1.4 0.5 A A 0.8 0.82 0 NC 0.5 gb:AV227312 /DB_XREF=gi:16385431 /DB_XREF=AV227312 /CLONE=4222402K09 /FEA=EST /CNT=4 /TID=Mm.218409.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458562_at 21.8 22.4 P P 0.001221 0.00415 0 NC 0.5 gb:BB758406 /DB_XREF=gi:16189889 /DB_XREF=BB758406 /CLONE=G270097F18 /FEA=EST /CNT=4 /TID=Mm.209461.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458633_at 34 32.1 P A 0.03 0.14 0 NC 0.5 gb:AI118487 /DB_XREF=gi:3518811 /DB_XREF=ue22g01.x1 /CLONE=IMAGE:1481136 /FEA=EST /CNT=4 /TID=Mm.216043.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458636_at 18.7 23 A M 0.12 0.05 0 NC 0.36 gb:BB493044 /DB_XREF=gi:9451671 /DB_XREF=BB493044 /CLONE=D530031A18 /FEA=EST /CNT=4 /TID=Mm.178443.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458637_x_ 28.9 24.4 P M 0.00293 0.05 0 NC 0.71 gb:BE690666 /DB_XREF=gi:10078290 /DB_XREF=uw57d06.x1 /CLONE=IMAGE:3466091 /FEA=EST /CNT=4 /TID=Mm.139273.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458643_at 0.5 2 A A 0.9 0.69 0 NC 0.37 gb:AI551217 /DB_XREF=gi:4483580 /DB_XREF=vo63c05.x1 /CLONE=IMAGE:1054568 /FEA=EST /CNT=4 /TID=Mm.34925.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458644_at 12 15.4 A P 0.09 0.00293 0 NC 0.24 gb:AI661708 /DB_XREF=gi:4765291 /DB_XREF=vb19e11.x1 /CLONE=IMAGE:749420 /FEA=EST /CNT=4 /TID=Mm.37713.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458688_at 122.6 118 P P 0.000244 0.000244 0 NC 0.5 gb:BB786927 /DB_XREF=gi:16955423 /DB_XREF=BB786927 /CLONE=G430114D16 /FEA=EST /CNT=4 /TID=Mm.185575.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458708_at 47.6 46 P P 0.00415 0.01 0 NC 0.5 gb:AI503983 /DB_XREF=gi:4401834 /DB_XREF=vm44d05.x1 /CLONE=IMAGE:1001097 /FEA=EST /CNT=4 /TID=Mm.189097.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458710_at 51.4 30.4 P P 0.005859 0.01 0 NC 0.5 gb:BB550311 /DB_XREF=gi:16447902 /DB_XREF=BB550311 /CLONE=E230021I12 /FEA=EST /CNT=4 /TID=Mm.188003.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458713_at 5 5.5 A A 0.36 0.11 0 NC 0.58 gb:AI503056 /DB_XREF=gi:4400907 /DB_XREF=vm83b02.x1 /CLONE=IMAGE:1004811 /FEA=EST /CNT=4 /TID=Mm.215753.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458760_at 3.1 1.8 A A 0.78 0.94 0 NC 0.58 gb:BG075875 /DB_XREF=gi:12558444 /DB_XREF=H3152H04-3 /CLONE=H3152H04 /FEA=EST /CNT=3 /TID=Mm.182837.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458816_at 3.1 3 A A 0.63 0.65 0 NC 0.15 gb:BG070655 /DB_XREF=gi:12553224 /DB_XREF=H3089F11-3 /CLONE=H3089F11 /FEA=EST /CNT=3 /TID=Mm.173288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458835_at 3.8 3.3 A A 0.46 0.69 0 NC 0.63 gb:BG067451 /DB_XREF=gi:12550020 /DB_XREF=H3054E12-3 /CLONE=H3054E12 /FEA=EST /CNT=3 /TID=Mm.173028.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458843_at 18.5 19.8 P P 0.02 0.03 0 NC 0.19 gb:BF467207 /DB_XREF=gi:11536390 /DB_XREF=UI-M-CG0p-brq-a-02-0-UI.s1 /CLONE=UI-M-CG0p-brq-a-02-0-UI /FEA=EST /CNT=3 /TID=Mm.10205
MOE430_2_1458866_at 0.5 0.7 A A 0.75 0.5 0 NC 0.5 gb:BB277030 /DB_XREF=gi:16400930 /DB_XREF=BB277030 /CLONE=A930001M12 /FEA=EST /CNT=3 /TID=Mm.156365.2 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1458872_at 6.2 8.1 A A 0.09 0.11 0 NC 0.25 gb:BG071837 /DB_XREF=gi:12554406 /DB_XREF=H3103G03-3 /CLONE=H3103G03 /FEA=EST /CNT=3 /TID=Mm.174028.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458922_at 1 0.4 A A 0.36 0.33 0 NC 0.5 gb:BF226198 /DB_XREF=gi:11133879 /DB_XREF=uz48g07.x1 /CLONE=IMAGE:3672348 /FEA=EST /CNT=3 /TID=Mm.209951.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458949_at 0.8 1 A A 0.78 0.94 0 NC 0.78 gb:BB750951 /DB_XREF=gi:16155187 /DB_XREF=BB750951 /CLONE=G130203E05 /FEA=EST /CNT=3 /TID=Mm.94128.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458980_at 73.3 88 P P 0.000732 0.000244 0 NC 0.5 gb:BG064153 /DB_XREF=gi:12546716 /DB_XREF=H3016B03-3 /CLONE=H3016B03 /FEA=EST /CNT=3 /TID=Mm.188460.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458999_at 24.2 25.7 A A 0.19 0.24 0 NC 0.5 gb:BB729364 /DB_XREF=gi:16112639 /DB_XREF=BB729364 /CLONE=E860107L21 /FEA=EST /CNT=3 /TID=Mm.216250.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459021_at 35.2 28 P P 0.000244 0.008057 0 NC 0.37 gb:BB307071 /DB_XREF=gi:16402263 /DB_XREF=BB307071 /CLONE=B230212C03 /FEA=EST /CNT=3 /TID=Mm.24162.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459039_at 0.3 0.3 A A 0.75 0.97 0 NC 0.74 gb:BE950916 /DB_XREF=gi:10589725 /DB_XREF=UI-M-BH4-aze-e-11-0-UI.s1 /CLONE=UI-M-BH4-aze-e-11-0-UI /FEA=EST /CNT=3 /TID=Mm.150667.
MOE430_2_1459094_at 8.3 16.1 A A 0.21 0.24 0 NC 0.82 gb:BG068132 /DB_XREF=gi:12550701 /DB_XREF=H3062B03-3 /CLONE=H3062B03 /FEA=EST /CNT=3 /TID=Mm.101004.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459111_at 1.1 1 A A 0.82 0.69 0 NC 0.5 gb:BB555268 /DB_XREF=gi:16448539 /DB_XREF=BB555268 /CLONE=E330018F06 /FEA=EST /CNT=3 /TID=Mm.137620.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459126_at 9.5 11.1 P M 0.01 0.05 0 NC 0.5 gb:AV015101 /DB_XREF=gi:16356276 /DB_XREF=AV015101 /CLONE=1110058A21 /FEA=EST /CNT=3 /TID=Mm.212477.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459134_at 1.9 1.8 A A 0.91 0.94 0 NC 0.5 gb:AW539319 /DB_XREF=gi:7181736 /DB_XREF=C0118D07-3 /CLONE=C0118D07 /FEA=EST /CNT=3 /TID=Mm.182555.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459144_at 19.4 23.9 A P 0.08 0.02 0 NC 0.5 gb:BB518323 /DB_XREF=gi:16443250 /DB_XREF=BB518323 /CLONE=D830028N22 /FEA=EST /CNT=3 /TID=Mm.155444.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459161_at 8.5 6.8 A A 0.27 0.43 0 NC 0.5 gb:BG070374 /DB_XREF=gi:12552943 /DB_XREF=H3086F08-3 /CLONE=H3086F08 /FEA=EST /CNT=2 /TID=Mm.25936.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459178_at 0.8 1.1 A A 0.78 0.69 0 NC 0.5 gb:BG068081 /DB_XREF=gi:12550650 /DB_XREF=H3061E08-3 /CLONE=H3061E08 /FEA=EST /CNT=2 /TID=Mm.26287.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459194_at 10 8.4 A A 0.06 0.1 0 NC 0.11 gb:BG069259 /DB_XREF=gi:12551828 /DB_XREF=H3074D12-3 /CLONE=H3074D12 /FEA=EST /CNT=2 /TID=Mm.26124.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459219_at 13.8 13.5 A P 0.06 0.02 0 NC 0.5 gb:BM120546 /DB_XREF=gi:17088572 /DB_XREF=L0941A12-3 /CLONE=L0941A12 /FEA=EST /CNT=2 /TID=Mm.215558.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459221_at 1.2 2 A A 0.9 0.88 0 NC 0.5 gb:BG069807 /DB_XREF=gi:12552376 /DB_XREF=H3080D02-3 /CLONE=H3080D02 /FEA=EST /CNT=2 /TID=Mm.173450.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459259_at 6.9 5.8 A P 0.08 0.01 0 NC 0.05 gb:BB150653 /DB_XREF=gi:16267889 /DB_XREF=BB150653 /CLONE=A030007L22 /FEA=EST /CNT=2 /TID=Mm.38101.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459318_at 2.8 1.4 A A 0.72 0.93 0 NC 0.71 gb:BB475092 /DB_XREF=gi:16439961 /DB_XREF=BB475092 /CLONE=D330011G23 /FEA=EST /CNT=2 /TID=Mm.209426.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459351_at 0.2 1.2 A A 0.46 0.66 0 NC 0.5 gb:BB188444 /DB_XREF=gi:16270620 /DB_XREF=BB188444 /CLONE=A330049B10 /FEA=EST /CNT=2 /TID=Mm.208002.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459379_at 9.6 8.1 A A 0.36 0.14 0 NC 0.06 gb:BB483267 /DB_XREF=gi:16441017 /DB_XREF=BB483267 /CLONE=D430019H15 /FEA=EST /CNT=2 /TID=Mm.209479.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459390_at 2.3 2 A A 0.82 0.8 0 NC 0.5 gb:BB170140 /DB_XREF=gi:16269280 /DB_XREF=BB170140 /CLONE=A230016C08 /FEA=EST /CNT=2 /TID=Mm.121013.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459426_at 0.4 1.2 A A 0.98 0.85 0 NC 0.48 gb:BG068505 /DB_XREF=gi:12551074 /DB_XREF=H3066C09-3 /CLONE=H3066C09 /FEA=EST /CNT=2 /TID=Mm.173592.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459460_at 2.6 3.6 A A 0.85 0.8 0 NC 0.7 gb:BG073033 /DB_XREF=gi:12555602 /DB_XREF=H3117H03-3 /CLONE=H3117H03 /FEA=EST /CNT=2 /TID=Mm.105022.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459472_at 9.9 11.5 M P 0.05 0.01 0 NC 0.36 gb:AU022583 /DB_XREF=gi:3387558 /DB_XREF=AU022583 /CLONE=J0416H05 /FEA=EST /CNT=2 /TID=Mm.172138.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459485_at 8.4 12.4 A P 0.39 0.03 0 NC 0.09 gb:BG074577 /DB_XREF=gi:12557146 /DB_XREF=H3136G11-3 /CLONE=H3136G11 /FEA=EST /CNT=2 /TID=Mm.182730.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459495_at 1.7 1.6 A A 0.56 0.75 0 NC 0.83 gb:BG075346 /DB_XREF=gi:12557915 /DB_XREF=H3146B08-3 /CLONE=H3146B08 /FEA=EST /CNT=2 /TID=Mm.197288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459540_at 15.1 20.2 A A 0.24 0.09 0 NC 0.36 gb:BB528287 /DB_XREF=gi:16444629 /DB_XREF=BB528287 /CLONE=D930046A11 /FEA=EST /CNT=2 /TID=Mm.136484.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459550_at 1.5 0.6 A A 0.91 0.88 0 NC 0.34 gb:BB131977 /DB_XREF=gi:16266429 /DB_XREF=BB131977 /CLONE=9630056N24 /FEA=EST /CNT=2 /TID=Mm.119544.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459587_at 1.4 1.3 A A 0.65 0.6 0 NC 0.06 gb:BB767805 /DB_XREF=gi:16210383 /DB_XREF=BB767805 /CLONE=G370078G03 /FEA=EST /CNT=2 /TID=Mm.147118.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459608_at 9.9 11.5 A A 0.12 0.08 0 NC 0.4 gb:BB471757 /DB_XREF=gi:16427963 /DB_XREF=BB471757 /CLONE=D230040H21 /FEA=EST /CNT=2 /TID=Mm.209394.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459609_at 17.5 10.7 P A 0.04 0.33 0 NC 0.79 gb:AI875430 /DB_XREF=gi:5549479 /DB_XREF=uk48b04.x1 /CLONE=IMAGE:1972207 /FEA=EST /CNT=2 /TID=Mm.104591.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459633_at 1.5 0.5 A A 0.5 0.69 0 NC 0.7 gb:BE986996 /DB_XREF=gi:10661893 /DB_XREF=UI-M-CG0p-bha-f-12-0-UI.s1 /CLONE=UI-M-CG0p-bha-f-12-0-UI /FEA=EST /CNT=2 /TID=Mm.15178
MOE430_2_1459639_at 1.7 1.7 A A 0.69 0.9 0 NC 0.5 gb:BF461585 /DB_XREF=gi:11530808 /DB_XREF=UI-M-CG0p-bmu-c-07-0-UI.s1 /CLONE=UI-M-CG0p-bmu-c-07-0-UI /FEA=EST /CNT=2 /TID=Mm.156
MOE430_2_1459654_at 1.1 1.1 A A 0.98 0.87 0 NC 0.51 gb:BB751464 /DB_XREF=gi:16155700 /DB_XREF=BB751464 /CLONE=G130205M21 /FEA=EST /CNT=2 /TID=Mm.215790.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459657_s_ 793.1 773.7 P P 0.000244 0.000244 0 NC 0.5 gb:AU018636 /DB_XREF=gi:3374126 /DB_XREF=AU018636 /CLONE=J0506A01 /FEA=EST /CNT=2 /TID=Mm.200445.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1459666_at 156.4 163.3 P P 0.000732 0.000244 0 NC 0.5 gb:BB821080 /DB_XREF=gi:16993709 /DB_XREF=BB821080 /CLONE=G830010D22 /FEA=EST /CNT=2 /TID=Mm.22865.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459677_at 41.4 48.1 P P 0.000244 0.000732 0 NC 0.45 gb:BE134355 /DB_XREF=gi:8596855 /DB_XREF=ug09e09.x1 /CLONE=IMAGE:1531144 /FEA=EST /CNT=2 /TID=Mm.215348.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459678_at 89.3 73.9 P P 0.001221 0.000732 0 NC 0.5 gb:AI415469 /DB_XREF=gi:4258973 /DB_XREF=mc59a03.x1 /CLONE=IMAGE:352780 /FEA=EST /CNT=2 /TID=Mm.23084.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459702_at 1.1 0.9 A A 0.93 0.98 0 NC 0.34 gb:BB748702 /DB_XREF=gi:16152938 /DB_XREF=BB748702 /CLONE=G030001J22 /FEA=EST /CNT=2 /TID=Mm.211398.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459703_at 9 11.8 A A 0.24 0.53 0 NC 0.5 gb:BG067408 /DB_XREF=gi:12549977 /DB_XREF=H3054B03-3 /CLONE=H3054B03 /FEA=EST /CNT=2 /TID=Mm.25414.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459728_at 35.1 28.5 P P 0.001953 0.01 0 NC 0.5 gb:AI553531 /DB_XREF=gi:4485894 /DB_XREF=vw39d07.x1 /CLONE=IMAGE:1246189 /FEA=EST /CNT=2 /TID=Mm.39746.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459739_at 0.8 0.2 A A 0.82 0.98 0 NC 0.73 gb:BB737118 /DB_XREF=gi:16136268 /DB_XREF=BB737118 /CLONE=F430011J05 /FEA=EST /CNT=2 /TID=Mm.124147.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459741_x_ 2.1 5.8 A A 0.8 0.56 0 NC 0.5 gb:AW108044 /DB_XREF=gi:6078844 /DB_XREF=um25g11.x1 /CLONE=IMAGE:2225636 /FEA=EST /CNT=2 /TID=Mm.199181.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459749_s_ 882.9 916.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB536078 /DB_XREF=gi:9591578 /DB_XREF=BB536078 /CLONE=E030047K14 /FEA=EST /CNT=2 /TID=Mm.149973.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459755_x_ 0.5 0.3 A A 0.75 0.96 0 NC 0.84 gb:AV205775 /DB_XREF=gi:6146628 /DB_XREF=AV205775 /CLONE=1700082C02 /FEA=EST /CNT=2 /TID=Mm.65458.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459801_at 14 23.5 A M 0.17 0.05 0 NC 0.5 gb:BB189298 /DB_XREF=gi:8849869 /DB_XREF=BB189298 /CLONE=A330053L04 /FEA=EST /CNT=2 /TID=Mm.121375.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459817_at 31.3 36.7 P P 0.000244 0.00293 0 NC 0.39 gb:AV328153 /DB_XREF=gi:6368205 /DB_XREF=AV328153 /CLONE=6330439H12 /FEA=EST /CNT=2 /TID=Mm.203876.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459835_s_ 612.7 509.1 P P 0.000244 0.000244 0 NC 0.5 gb:BB414617 /DB_XREF=gi:9235972 /DB_XREF=BB414617 /CLONE=C430038F15 /FEA=EST /CNT=2 /TID=Mm.128481.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459861_s_ 754.2 736.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV221085 /DB_XREF=gi:6170262 /DB_XREF=AV221085 /CLONE=3230402N12 /FEA=EST /CNT=2 /TID=Mm.95217.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459874_s_ 459.7 460.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV271428 /DB_XREF=gi:6259465 /DB_XREF=AV271428 /CLONE=4931409C08 /FEA=EST /CNT=2 /TID=Mm.78770.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459875_x_ 73.7 77.8 P P 0.001953 0.000244 0 NC 0.41 gb:AV333371 /DB_XREF=gi:6373423 /DB_XREF=AV333371 /CLONE=6330546L24 /FEA=EST /CNT=2 /TID=Mm.181397.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459912_at 15.8 14 P A 0.03 0.19 0 NC 0.3 gb:BF450398 /DB_XREF=gi:11516567 /DB_XREF=uz78a07.x1 /CLONE=IMAGE:3675156 /FEA=EST /CNT=7 /TID=Mm.200535.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1459949_at 17 13.8 P P 0.04 0.01 0 NC 0.5 gb:BI076631 /DB_XREF=gi:14515288 /DB_XREF=L0042F03-3 /CLONE=L0042F03 /FEA=EST /CNT=2 /TID=Mm.197246.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459957_at 15.5 11.6 P A 0.01 0.19 0 NC 0.5 gb:BG073884 /DB_XREF=gi:12556453 /DB_XREF=H3128C10-3 /CLONE=H3128C10 /FEA=EST /CNT=2 /TID=Mm.102973.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459961_a_ 22.3 43.9 P P 0.00415 0.02 0 NC 0.87 gb:BG069527 /DB_XREF=gi:12552096 /DB_XREF=H3077C12-3 /CLONE=H3077C12 /FEA=EST /CNT=2 /TID=Mm.52304.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459975_at 31.5 28.1 P P 0.001221 0.001953 0 NC 0.5 gb:AW492576 /DB_XREF=gi:7062857 /DB_XREF=UI-M-BH3-att-a-11-0-UI.s1 /CLONE=UI-M-BH3-att-a-11-0-UI /FEA=EST /CNT=2 /TID=Mm.90213.1 /T
MOE430_2_1459991_at 18.1 12.9 A A 0.12 0.19 0 NC 0.45 gb:BB104162 /DB_XREF=gi:15407943 /DB_XREF=BB104162 /CLONE=9430090I05 /FEA=EST /CNT=14 /TID=Mm.23911.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1459992_x_ 339.7 268.9 P P 0.000244 0.000732 0 NC 0.5 gb:AV214220 /DB_XREF=gi:6155066 /DB_XREF=AV214220 /CLONE=2410135E19 /FEA=EST /CNT=13 /TID=Mm.21578.3 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1459997_s_ 160.4 149.9 P P 0.001221 0.001953 0 NC 0.5 gb:AV290482 /DB_XREF=gi:16392267 /DB_XREF=AV290482 /CLONE=5133401J18 /FEA=EST /CNT=20 /TID=Mm.18111.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1459998_at 137.2 105.9 P P 0.000244 0.000244 0 NC 0.5 gb:AW547438 /DB_XREF=gi:7192852 /DB_XREF=L0022C03-3 /CLONE=L0022C03 /FEA=EST /CNT=13 /TID=Mm.30646.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1460003_at 42.8 45.1 P P 0.000244 0.000244 0 NC 0.5 gb:AV234963 /DB_XREF=gi:16386168 /DB_XREF=AV234963 /CLONE=4732401I01 /FEA=EST /CNT=15 /TID=Mm.42155.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1460020_at 37.8 31.7 A A 0.06 0.06 0 NC 0.05 gb:W14742 /DB_XREF=gi:1288746 /DB_XREF=mb23c11.r1 /CLONE=IMAGE:330260 /FEA=EST /CNT=14 /TID=Mm.18296.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1460034_at 173.7 193.1 P P 0.000732 0.000732 0 NC 0.5 gb:BG063745 /DB_XREF=gi:12546396 /DB_XREF=H3012C07-3 /CLONE=H3012C07 /FEA=EST /CNT=54 /TID=Mm.54120.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1460053_at 62.2 66.2 P P 0.000244 0.000244 0 NC 0.5 gb:BB021163 /DB_XREF=gi:16257686 /DB_XREF=BB021163 /CLONE=5330405B09 /FEA=EST /CNT=7 /TID=Mm.74842.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1460096_at 86 80.6 P P 0.000244 0.000244 0 NC 0.5 gb:AI891508 /DB_XREF=gi:5597410 /DB_XREF=ul59d12.x1 /CLONE=IMAGE:2123351 /FEA=EST /CNT=4 /TID=Mm.218336.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1460121_at 387.2 401.8 P P 0.000244 0.000732 0 NC 0.5 gb:BI076710 /DB_XREF=gi:14515367 /DB_XREF=L0219A10-3 /CLONE=L0219A10 /FEA=EST /CNT=15 /TID=Mm.89324.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460126_at 11.6 13.8 M A 0.05 0.08 0 NC 0.5 gb:BG070566 /DB_XREF=gi:12553135 /DB_XREF=H3088G03-3 /CLONE=H3088G03 /FEA=EST /CNT=5 /TID=Mm.17000.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460195_at 506.3 438.8 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026498.1 /DB_XREF=gi:17157978 /GEN=Mrps11 /FEA=FLmRNA /CNT=131 /TID=Mm.28378.1 /TIER=FL+Stack /STK=64 /UG=Mm.28378 /LL=67994
MOE430_2_1460198_a_ 2608.8 2469.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC014783.1 /DB_XREF=gi:15928627 /FEA=FLmRNA /CNT=156 /TID=Mm.21874.1 /TIER=FL+Stack /STK=58 /UG=Mm.21874 /LL=26446 /UG_GENE=Ps
MOE430_2_1460203_at 48 42.1 P P 0.001953 0.01 0 NC 0.5 gb:NM_010585.1 /DB_XREF=gi:6754389 /GEN=Itpr1 /FEA=FLmRNA /CNT=117 /TID=Mm.2726.1 /TIER=FL+Stack /STK=50 /UG=Mm.2726 /LL=16438 /DEF
MOE430_2_1460235_at 500 505.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_007644.1 /DB_XREF=gi:6680877 /GEN=Cd36l2 /FEA=FLmRNA /CNT=80 /TID=Mm.39288.1 /TIER=FL+Stack /STK=22 /UG=Mm.39288 /LL=12492 /D
MOE430_2_1460250_at 5.2 8.4 A A 0.63 0.6 0 NC 0.5 gb:BC021458.1 /DB_XREF=gi:18204790 /FEA=FLmRNA /CNT=73 /TID=Mm.43375.1 /TIER=FL+Stack /STK=13 /UG=Mm.43375 /LL=66042 /UG_GENE=0610
MOE430_2_1460255_at 1.8 2.9 A A 0.78 0.75 0 NC 0.5 gb:NM_033622.1 /DB_XREF=gi:15826857 /GEN=Tnfsf13b /FEA=FLmRNA /CNT=21 /TID=Mm.28835.1 /TIER=FL+Stack /STK=11 /UG=Mm.28835 /LL=24099
MOE430_2_1460266_at 1.9 3.4 A A 0.43 0.53 0 NC 0.54 gb:AA673515 /DB_XREF=gi:2646797 /DB_XREF=vp49h12.r1 /CLONE=IMAGE:1080071 /FEA=EST /CNT=1 /TID=Mm.6159.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460278_a_ 259.3 245.3 P P 0.000244 0.000732 0 NC 0.5 gb:NM_134095.1 /DB_XREF=gi:20162547 /GEN=D15Wsu75e /FEA=FLmRNA /CNT=58 /TID=Mm.22123.1 /TIER=FL /STK=3 /UG=Mm.22123 /LL=28075 /DE
MOE430_2_1460288_a_ 1660.2 1525.3 P P 0.000244 0.000244 0 NC 0.5 gb:NM_019674.1 /DB_XREF=gi:9790174 /GEN=Ppp4c /FEA=FLmRNA /CNT=28 /TID=Mm.196038.1 /TIER=FL /STK=2 /UG=Mm.196038 /LL=56420 /DEF=M
MOE430_2_1460294_at 1.9 2.4 A A 0.53 0.6 0 NC 0.5 gb:NM_015803.1 /DB_XREF=gi:7656911 /GEN=Atp8a2 /FEA=FLmRNA /CNT=17 /TID=Mm.27564.1 /TIER=FL /STK=2 /UG=Mm.27564 /LL=50769 /DEF=Mu
MOE430_2_1460306_at 0.8 1.3 A A 0.85 0.96 0 NC 0.8 gb:AW125804 /DB_XREF=gi:6101334 /DB_XREF=UI-M-BH2.2-aql-h-09-0-UI.s1 /CLONE=UI-M-BH2.2-aql-h-09-0-UI /FEA=FLmRNA /CNT=14 /TID=Mm.1
MOE430_2_1460328_at 132.2 129.9 P P 0.008057 0.01 0 NC 0.5 gb:BG072367 /DB_XREF=gi:12554936 /DB_XREF=H3109G01-3 /CLONE=H3109G01 /FEA=FLmRNA /CNT=204 /TID=Mm.28721.1 /TIER=Stack /STK=29 /U
MOE430_2_1460331_at 1317.2 1330 P P 0.000244 0.000244 0 NC 0.5 gb:BB747462 /DB_XREF=gi:16150399 /DB_XREF=BB747462 /CLONE=F530203G20 /FEA=FLmRNA /CNT=346 /TID=Mm.5885.1 /TIER=Stack /STK=17 /UG
MOE430_2_1460334_at 765.7 756.4 P P 0.000244 0.000244 0 NC 0.5 gb:AV328035 /DB_XREF=gi:16395778 /DB_XREF=AV328035 /CLONE=6330438D22 /FEA=FLmRNA /CNT=202 /TID=Mm.27622.1 /TIER=Stack /STK=36 /U
MOE430_2_1460360_at 82.2 78.8 P P 0.001953 0.000732 0 NC 0.5 gb:AU040643 /DB_XREF=gi:3954463 /DB_XREF=AU040643 /CLONE=J0814D08 /FEA=FLmRNA /CNT=124 /TID=Mm.20246.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1460363_at 224 252.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB795102 /DB_XREF=gi:16964721 /DB_XREF=BB795102 /CLONE=G431003F22 /FEA=FLmRNA /CNT=95 /TID=Mm.40272.1 /TIER=Stack /STK=25 /UG
MOE430_2_1460377_a_ 48.8 40.3 P A 0.04 0.06 0 NC 0.5 gb:BC005722.1 /DB_XREF=gi:13543089 /FEA=FLmRNA /CNT=3 /TID=Mm.143826.2 /TIER=FL /STK=2 /UG=Mm.143826 /LL=60455 /UG_GENE=Tmem8 /D
MOE430_2_1460388_at 13.3 11.1 A A 0.16 0.09 0 NC 0.5 gb:BC002159.1 /DB_XREF=gi:12805378 /FEA=FLmRNA /CNT=1 /TID=Mm.49245.1 /TIER=FL /STK=1 /UG=Mm.49245 /LL=74037 /UG_GENE=4632408A20R
MOE430_2_1460390_at 17.7 18.8 A A 0.11 0.3 0 NC 0.5 gb:BI648081 /DB_XREF=gi:15562317 /DB_XREF=603279289F1 /CLONE=IMAGE:5319454 /FEA=FLmRNA /CNT=65 /TID=Mm.5396.1 /TIER=ConsEnd /STK=
MOE430_2_1460395_at 470.6 504.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB139222 /DB_XREF=gi:16267367 /DB_XREF=BB139222 /CLONE=9830164A07 /FEA=mRNA /CNT=337 /TID=Mm.25321.1 /TIER=Stack /STK=203 /UG
MOE430_2_1460396_at 409.5 440.8 P P 0.001221 0.000732 0 NC 0.5 gb:AK010484.1 /DB_XREF=gi:12845964 /FEA=mRNA /CNT=180 /TID=Mm.24495.1 /TIER=Stack /STK=93 /UG=Mm.24495 /LL=71990 /UG_GENE=2410015A
MOE430_2_1460398_at 198.2 164.3 P P 0.000244 0.000244 0 NC 0.5 gb:BG070151 /DB_XREF=gi:12552720 /DB_XREF=H3084C04-3 /CLONE=H3084C04 /FEA=mRNA /CNT=83 /TID=Mm.17156.1 /TIER=Stack /STK=54 /UG=M
MOE430_2_1460438_at 39.9 45.8 P P 0.01 0.005859 0 NC 0.5 gb:AK011517.1 /DB_XREF=gi:12847692 /FEA=mRNA /CNT=68 /TID=Mm.5326.1 /TIER=Stack /STK=44 /UG=Mm.5326 /LL=72159 /UG_GENE=2610022K04R
MOE430_2_1460446_at 321.9 345.3 P P 0.000732 0.000732 0 NC 0.5 gb:BM898575 /DB_XREF=gi:19381363 /DB_XREF=UI-M-DJ0-bsx-b-11-0-UI.s1 /CLONE=UI-M-DJ0-bsx-b-11-0-UI /FEA=mRNA /CNT=44 /TID=Mm.3466
MOE430_2_1460452_at 214.2 193 P P 0.000244 0.000244 0 NC 0.5 gb:BC003880.1 /DB_XREF=gi:14708430 /FEA=mRNA /CNT=41 /TID=Mm.41355.1 /TIER=Stack /STK=16 /UG=Mm.41355 /LL=78094 /UG_GENE=5133401H1
MOE430_2_1460482_at 1.1 0.5 A A 0.69 0.91 0 NC 0.66 gb:AW123948 /DB_XREF=gi:6099478 /DB_XREF=UI-M-BH2.3-aqc-d-01-0-UI.s1 /CLONE=UI-M-BH2.3-aqc-d-01-0-UI /FEA=mRNA /CNT=6 /TID=Mm.416
MOE430_2_1460498_a_ 96.9 84.9 P P 0.000244 0.001221 0 NC 0.5 gb:BI685030 /DB_XREF=gi:15647658 /DB_XREF=603310009F1 /CLONE=IMAGE:5345930 /FEA=mRNA /CNT=5 /TID=Mm.140761.3 /TIER=ConsEnd /STK=0
MOE430_2_1460545_at 904.3 882.5 P P 0.000244 0.000244 0 NC 0.5 gb:BB531820 /DB_XREF=gi:16445988 /DB_XREF=BB531820 /CLONE=E030019J02 /FEA=EST /CNT=165 /TID=Mm.220342.2 /TIER=Stack /STK=78 /UG=M
MOE430_2_1460547_a_ 2397.9 2191.9 P P 0.000244 0.000732 0 NC 0.5 gb:BB722680 /DB_XREF=gi:16104253 /DB_XREF=BB722680 /CLONE=C920005P21 /FEA=EST /CNT=74 /TID=Mm.142872.3 /TIER=Stack /STK=71 /UG=M
MOE430_2_1460560_at 120.3 116 P P 0.00415 0.008057 0 NC 0.5 gb:AI851982 /DB_XREF=gi:5495888 /DB_XREF=UI-M-BH0-aiq-d-04-0-UI.s1 /CLONE=UI-M-BH0-aiq-d-04-0-UI /FEA=EST /CNT=63 /TID=Mm.30457.1 /T
MOE430_2_1460621_x_ 3813.5 3682.9 P P 0.000732 0.000244 0 NC 0.5 gb:AV124281 /DB_XREF=gi:5310515 /DB_XREF=AV124281 /CLONE=2700017H24 /FEA=EST /CNT=21 /TID=Mm.14722.5 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1460638_at 244.9 241.7 P P 0.000244 0.000244 0 NC 0.5 gb:NM_134151.1 /DB_XREF=gi:19527389 /GEN=AL024047 /FEA=FLmRNA /CNT=203 /TID=Mm.145488.1 /TIER=FL+Stack /STK=110 /UG=Mm.145488 /LL=
MOE430_2_1460639_a_ 2452.2 2320 P P 0.000244 0.000244 0 NC 0.5 gb:NM_009720.1 /DB_XREF=gi:6753135 /GEN=Atox1 /FEA=FLmRNA /CNT=114 /TID=Mm.9703.1 /TIER=FL+Stack /STK=96 /UG=Mm.9703 /LL=11927 /DE
MOE430_2_1460660_x_ 681.1 581.4 P P 0.000244 0.000244 0 NC 0.5 gb:NM_026395.1 /DB_XREF=gi:13385881 /GEN=1110060F11Rik /FEA=FLmRNA /CNT=11 /TID=Mm.4859.1 /TIER=FL /STK=4 /UG=Mm.4859 /LL=67830 /D
MOE430_2_1460662_at 26.3 29.1 P P 0.00293 0.001953 0 NC 0.45 gb:NM_011067.1 /DB_XREF=gi:6755029 /GEN=Per3 /FEA=FLmRNA /CNT=40 /TID=Mm.10723.1 /TIER=FL /STK=2 /UG=Mm.10723 /LL=18628 /DEF=Mus m
MOE430_2_1460666_a_ 148.2 162.2 P P 0.000244 0.000244 0 NC 0.5 gb:NM_010096.1 /DB_XREF=gi:6753705 /GEN=Ebf3 /FEA=FLmRNA /CNT=2 /TID=Mm.30282.1 /TIER=FL /STK=2 /UG=Mm.30282 /LL=13593 /DEF=Mus mu
MOE430_2_1460673_at 152.7 124.4 P P 0.001953 0.00415 0 NC 0.5 gb:U33557.1 /DB_XREF=gi:1345105 /GEN=Fpgs /FEA=FLmRNA /CNT=171 /TID=Mm.3830.1 /TIER=FL+Stack /STK=140 /UG=Mm.3830 /LL=14287 /DEF=M
MOE430_2_1460678_at 575.4 570.4 P P 0.000244 0.000244 0 NC 0.5 gb:BC005581.1 /DB_XREF=gi:13542752 /FEA=FLmRNA /CNT=109 /TID=Mm.28047.1 /TIER=FL+Stack /STK=33 /UG=Mm.28047 /LL=69554 /UG_GENE=23
MOE430_2_1460687_at 182.8 165.7 P P 0.001221 0.001221 0 NC 0.5 gb:BB787289 /DB_XREF=gi:16955785 /DB_XREF=BB787289 /CLONE=G430115P18 /FEA=FLmRNA /CNT=204 /TID=Mm.27424.1 /TIER=Stack /STK=10 /U
MOE430_2_1460690_at 1330.9 1357.5 P P 0.000244 0.000244 0 NC 0.5 gb:BI526818 /DB_XREF=gi:15351610 /DB_XREF=602927324F1 /CLONE=IMAGE:5059829 /FEA=mRNA /CNT=112 /TID=Mm.23826.1 /TIER=Stack /STK=48 
MOE430_2_1460698_a_ 187.1 184.7 P P 0.000732 0.000244 0 NC 0.5 gb:AK007641.1 /DB_XREF=gi:12841310 /FEA=mRNA /CNT=189 /TID=Mm.27800.1 /TIER=Stack /STK=148 /UG=Mm.27800 /LL=66286 /UG_GENE=1810029
MOE430_2_1460703_at 433.3 461.9 P P 0.01 0.01 0 NC 0.5 gb:AK007519.1 /DB_XREF=gi:12841119 /FEA=mRNA /CNT=68 /TID=Mm.4002.1 /TIER=Stack /STK=47 /UG=Mm.4002 /LL=69090 /UG_GENE=1810015P09R
MOE430_2_1460707_at 1309.2 1236.7 P P 0.000732 0.000732 0 NC 0.5 gb:AV049645 /DB_XREF=gi:16380595 /DB_XREF=AV049645 /CLONE=1810010N23 /FEA=EST /CNT=194 /TID=Mm.193688.2 /TIER=Stack /STK=118 /UG=
MOE430_2_1460717_at 213.1 228 P P 0.000244 0.000244 0 NC 0.5 gb:AF042180.1 /DB_XREF=gi:3688779 /GEN=Tspyl1 /FEA=FLmRNA /CNT=222 /TID=Mm.20445.1 /TIER=FL /STK=1 /UG=Mm.20445 /LL=22110 /DEF=Mus
MOE430_2_1460725_at 228.5 235.8 P P 0.000244 0.000732 0 NC 0.5 gb:NM_011728.1 /DB_XREF=gi:7106448 /GEN=Xpa /FEA=FLmRNA /CNT=19 /TID=Mm.4049.1 /TIER=FL /STK=1 /UG=Mm.4049 /LL=22590 /DEF=Mus mus
MOE430_2_1460737_at 458.4 475.3 P P 0.000732 0.000244 0 NC 0.5 gb:AA960310 /DB_XREF=gi:3126210 /DB_XREF=ub57b05.s1 /CLONE=IMAGE:1381809 /FEA=mRNA /CNT=161 /TID=Mm.7454.1 /TIER=Stack /STK=96 /UG
MOE430_2_AFFX-Pyru 306.1 284.6 P P 0.000044 0.000044 0 NC 0.5 Mus musculus /REF=L09192 /DEF=pyruvate carboxylase mRNA, complete cds /LEN=4067 (_5, _MA, MB, _3 represent transcript regions 5 prime, MiddleA, M
MOE430_2_AFFX-Pyru 96.8 88.6 P P 0.000446 0.00034 0 NC 0.5 Mus musculus /REF=L09192 /DEF=pyruvate carboxylase mRNA, complete cds /LEN=4067 (_5, _MA, MB, _3 represent transcript regions 5 prime, MiddleA, M
MOE430_2_AFFX-r2-B 0.9 0.3 A A 0.91 0.79 0 NC 0.22 B. subtilis  GEN=jojG  DB_XREF=gb:L38424.1  NOTE=SIF corresponding to nucleotides 2634-3089 of gb:L38424.1  DEF=Bacillus subtilis dihydropicolinate red
MOE430_2_1415672_at 1850.8 1618.7 P P 0.000244 0.000244 -0.1 NC 0.53 gb:NM_020585.1 /DB_XREF=gi:10181207 /GEN=AB041568 /FEA=FLmRNA /CNT=213 /TID=Mm.17035.1 /TIER=FL+Stack /STK=102 /UG=Mm.17035 /LL=57
MOE430_2_1415675_at 534.7 517.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC008256.1 /DB_XREF=gi:14198389 /FEA=FLmRNA /CNT=138 /TID=Mm.22001.1 /TIER=FL+Stack /STK=92 /UG=Mm.22001 /LL=13481 /UG_GENE=Dp
MOE430_2_1415679_at 1456.7 1265.6 P P 0.000244 0.000244 -0.1 NC 0.51 gb:NM_025498.1 /DB_XREF=gi:13384921 /GEN=1700023M09Rik /FEA=FLmRNA /CNT=114 /TID=Mm.41511.1 /TIER=FL+Stack /STK=44 /UG=Mm.41511 /L
MOE430_2_1415686_at 477.6 391.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV339290 /DB_XREF=gi:6379342 /DB_XREF=AV339290 /CLONE=6430503H11 /FEA=FLmRNA /CNT=418 /TID=Mm.58771.1 /TIER=Stack /STK=12 /UG
MOE430_2_1415693_at 562 535.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW545361 /DB_XREF=gi:7187778 /DB_XREF=C0192G04-3 /CLONE=C0192G04 /FEA=FLmRNA /CNT=196 /TID=Mm.21707.1 /TIER=Stack /STK=59 /UG
MOE430_2_1415694_at 94.5 90.8 P P 0.000244 0.001221 -0.1 NC 0.5 gb:AK004541.1 /DB_XREF=gi:12835777 /GEN=Wars /FEA=FLmRNA /CNT=129 /TID=Mm.38433.1 /TIER=Stack /STK=25 /UG=Mm.38433 /LL=22375 /UG_T
MOE430_2_1415706_at 3461.3 3338.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ175820 /DB_XREF=gi:20351312 /DB_XREF=UI-M-DJ2-bwf-e-07-0-UI.s1 /CLONE=UI-M-DJ2-bwf-e-07-0-UI /FEA=mRNA /CNT=263 /TID=Mm.300
MOE430_2_1415707_at 1935.1 1913.8 P P 0.000244 0.000244 -0.1 NC 0.58 gb:AI036318 /DB_XREF=gi:3260009 /DB_XREF=ue20e02.x1 /CLONE=IMAGE:1480922 /FEA=mRNA /CNT=216 /TID=Mm.202841.1 /TIER=Stack /STK=95 /U
MOE430_2_1415714_a_ 1913.9 2069.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027564.1 /DB_XREF=gi:20380644 /FEA=mRNA /CNT=22 /TID=Mm.182650.1 /TIER=ConsEnd /STK=0 /UG=Mm.182650 /LL=66618 /UG_GENE=26102
MOE430_2_1415715_at 326.7 303.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010497.1 /DB_XREF=gi:12845988 /FEA=mRNA /CNT=164 /TID=Mm.29809.1 /TIER=Stack /STK=146 /UG=Mm.29809 /LL=69753 /UG_GENE=2410015
MOE430_2_1415730_at 482.2 454.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG972112 /DB_XREF=gi:14359749 /DB_XREF=602838642F1 /CLONE=IMAGE:4972762 /FEA=EST /CNT=90 /TID=Mm.205538.1 /TIER=Stack /STK=32 /
MOE430_2_1415734_at 2533.3 2055.9 P P 0.000244 0.000244 -0.1 NC 0.63 gb:NM_009005.1 /DB_XREF=gi:6679598 /GEN=Rab7 /FEA=FLmRNA /CNT=511 /TID=Mm.4268.1 /TIER=FL+Stack /STK=154 /UG=Mm.4268 /LL=19349 /DE
MOE430_2_1415738_at 1671.9 1488.5 P P 0.000244 0.000244 -0.1 NC 0.89 gb:NM_025334.1 /DB_XREF=gi:13384699 /GEN=0610040B21Rik /FEA=FLmRNA /CNT=186 /TID=Mm.31076.1 /TIER=FL+Stack /STK=106 /UG=Mm.31076 /
MOE430_2_1415747_s_ 732.5 707.7 P P 0.000244 0.000244 -0.1 NC 0.59 gb:C80812 /DB_XREF=gi:2521142 /DB_XREF=C80812 /CLONE=J0088G02 /FEA=EST /CNT=1 /TID=Mm.195338.1 /TIER=ConsEnd /STK=1 /UG=Mm.19533
MOE430_2_1415754_at 1473.5 1383.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024419.1 /DB_XREF=gi:19353492 /FEA=FLmRNA /CNT=60 /TID=Mm.22230.1 /TIER=FL+Stack /STK=35 /UG=Mm.22230 /LL=69833 /UG_GENE=1810
MOE430_2_1415756_a_ 293.8 292 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB667523 /DB_XREF=gi:16398972 /DB_XREF=BB667523 /CLONE=C730023C22 /FEA=FLmRNA /CNT=157 /TID=Mm.28793.2 /TIER=Stack /STK=13 /U
MOE430_2_1415775_at 2767.5 2823 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003785.1 /DB_XREF=gi:13277791 /FEA=FLmRNA /CNT=581 /TID=Mm.1603.1 /TIER=FL+Stack /STK=426 /UG=Mm.1603 /LL=19648 /UG_GENE=Rbb
MOE430_2_1415786_at 15.6 7.7 M A 0.05 0.43 -0.1 NC 0.5 gb:NM_025973.1 /DB_XREF=gi:13385469 /GEN=2210410L06Rik /FEA=FLmRNA /CNT=388 /TID=Mm.22957.1 /TIER=FL+Stack /STK=280 /UG=Mm.22957 /L
MOE430_2_1415791_at 432.4 420.3 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_030564.1 /DB_XREF=gi:13385489 /GEN=Rnf34 /FEA=FLmRNA /CNT=345 /TID=Mm.7780.1 /TIER=FL+Stack /STK=275 /UG=Mm.7780 /LL=80751 /D
MOE430_2_1415792_at 852.4 661.1 P P 0.000244 0.001221 -0.1 NC 0.5 gb:NM_019705.1 /DB_XREF=gi:9790278 /GEN=Ubce7ip3-pending /FEA=FLmRNA /CNT=355 /TID=Mm.28806.1 /TIER=FL+Stack /STK=273 /UG=Mm.28806 
MOE430_2_1415794_a_ 1130.3 1032.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011462.1 /DB_XREF=gi:6755619 /GEN=Spin /FEA=FLmRNA /CNT=549 /TID=Mm.42193.1 /TIER=FL+Stack /STK=268 /UG=Mm.42193 /LL=20729 /D
MOE430_2_1415801_at 84 68.2 P P 0.001221 0.005859 -0.1 NC 0.76 gb:M63801.1 /DB_XREF=gi:191773 /GEN=alpha-1 gap junction /FEA=FLmRNA /CNT=381 /TID=Mm.4504.1 /TIER=FL /STK=2 /UG=Mm.4504 /LL=14609 /D
MOE430_2_1415805_at 4.1 5.7 A A 0.27 0.27 -0.1 NC 0.5 gb:NM_025469.1 /DB_XREF=gi:13384885 /GEN=2200003J09Rik /FEA=FLmRNA /CNT=457 /TID=Mm.21160.1 /TIER=FL+Stack /STK=255 /UG=Mm.21160 /L
MOE430_2_1415818_at 3141.2 3184.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013472.1 /DB_XREF=gi:7304890 /GEN=Anxa6 /FEA=FLmRNA /CNT=413 /TID=Mm.22619.1 /TIER=FL+Stack /STK=233 /UG=Mm.22619 /LL=11749 
MOE430_2_1415819_a_ 2207.8 1969 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC006606.1 /DB_XREF=gi:13879271 /FEA=FLmRNA /CNT=447 /TID=Mm.1034.1 /TIER=FL+Stack /STK=230 /UG=Mm.1034 /LL=51792 /UG_GENE=Ppp
MOE430_2_1415840_at 1751.2 1718.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_134255.1 /DB_XREF=gi:19527419 /GEN=1110059L23Rik /FEA=FLmRNA /CNT=345 /TID=Mm.19130.1 /TIER=FL+Stack /STK=218 /UG=Mm.19130 /L
MOE430_2_1415841_at 1334.7 1161.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010064.1 /DB_XREF=gi:6753657 /GEN=Dncic2 /FEA=FLmRNA /CNT=354 /TID=Mm.6441.1 /TIER=FL+Stack /STK=217 /UG=Mm.6441 /LL=13427 /D
MOE430_2_1415853_at 160.5 154 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_054046.1 /DB_XREF=gi:16905080 /GEN=Def8 /FEA=FLmRNA /CNT=260 /TID=Mm.44123.1 /TIER=FL+Stack /STK=201 /UG=Mm.44123 /LL=23854 /
MOE430_2_1415859_at 506.7 548.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB858329 /DB_XREF=gi:17099783 /DB_XREF=BB858329 /CLONE=G370050E07 /FEA=FLmRNA /CNT=444 /TID=Mm.22776.1 /TIER=Stack /STK=14 /U
MOE430_2_1415864_at 171.5 136.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC004589.1 /DB_XREF=gi:13435441 /FEA=FLmRNA /CNT=295 /TID=Mm.22706.1 /TIER=FL+Stack /STK=193 /UG=Mm.22706 /LL=12183 /UG_GENE=B
MOE430_2_1415866_at 116.3 100.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133952.1 /DB_XREF=gi:19527171 /GEN=AW538196 /FEA=FLmRNA /CNT=239 /TID=Mm.21287.1 /TIER=FL+Stack /STK=193 /UG=Mm.21287 /LL=1
MOE430_2_1415870_at 4327.3 4430.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007594.1 /DB_XREF=gi:6680839 /GEN=Calu /FEA=FLmRNA /CNT=355 /TID=Mm.7515.1 /TIER=FL+Stack /STK=191 /UG=Mm.7515 /LL=12321 /DE
MOE430_2_1415876_a_ 6969 6187.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013765.1 /DB_XREF=gi:7305446 /GEN=Rps26 /FEA=FLmRNA /CNT=369 /TID=Mm.372.1 /TIER=FL+Stack /STK=188 /UG=Mm.372 /LL=27370 /DEF
MOE430_2_1415900_a_ 1.9 2.1 A A 0.69 0.53 -0.1 NC 0.16 gb:BB333334 /DB_XREF=gi:15411544 /DB_XREF=BB333334 /CLONE=B830009P17 /FEA=FLmRNA /CNT=272 /TID=Mm.4394.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1415918_a_ 3799.5 3102.3 P P 0.000244 0.000244 -0.1 NC 0.7 gb:NM_009415.1 /DB_XREF=gi:6678412 /GEN=Tpi /FEA=FLmRNA /CNT=308 /TID=Mm.4222.1 /TIER=FL+Stack /STK=169 /UG=Mm.4222 /LL=21991 /DEF
MOE430_2_1415920_at 1845.8 1682.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_031249.1 /DB_XREF=gi:13752574 /GEN=Cstf2t-pending /FEA=FLmRNA /CNT=233 /TID=Mm.22031.1 /TIER=FL+Stack /STK=169 /UG=Mm.22031 /L
MOE430_2_1415934_at 638.2 603.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF482000.1 /DB_XREF=gi:19526371 /GEN=Csn8 /FEA=FLmRNA /CNT=308 /TID=Mm.29572.1 /TIER=FL+Stack /STK=165 /UG=Mm.29572 /LL=98184 /
MOE430_2_1415942_at 8113.6 7394 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_052835.1 /DB_XREF=gi:16418338 /GEN=Rpl10 /FEA=FLmRNA /CNT=356 /TID=Mm.100113.1 /TIER=FL+Stack /STK=163 /UG=Mm.100113 /LL=110
MOE430_2_1415947_at 597.5 594.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011804.1 /DB_XREF=gi:6753519 /GEN=Creg /FEA=FLmRNA /CNT=313 /TID=Mm.459.1 /TIER=FL+Stack /STK=161 /UG=Mm.459 /LL=23850 /DEF=
MOE430_2_1415950_a_ 4463.8 4278.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018858.1 /DB_XREF=gi:9256571 /GEN=Pbp /FEA=FLmRNA /CNT=307 /TID=Mm.195898.1 /TIER=FL+Stack /STK=161 /UG=Mm.195898 /LL=23980 
MOE430_2_1415951_at 1811.5 1648.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010221.1 /DB_XREF=gi:6806906 /GEN=Fkbp10 /FEA=FLmRNA /CNT=240 /TID=Mm.3894.1 /TIER=FL+Stack /STK=161 /UG=Mm.3894 /LL=14230 /D
MOE430_2_1415953_s_ 39.5 34.4 P P 0.005859 0.001221 -0.1 NC 0.5 gb:BI686265 /DB_XREF=gi:15648893 /DB_XREF=603312773F1 /CLONE=IMAGE:5352498 /FEA=FLmRNA /CNT=213 /TID=Mm.4082.1 /TIER=ConsEnd /STK
MOE430_2_1415958_at 10.3 8.8 A A 0.27 0.39 -0.1 NC 0.23 gb:NM_009204.1 /DB_XREF=gi:6678014 /GEN=Slc2a4 /FEA=FLmRNA /CNT=210 /TID=Mm.10661.1 /TIER=FL+Stack /STK=159 /UG=Mm.10661 /LL=20528 
MOE430_2_1415959_at 0.9 0.8 A A 0.91 0.96 -0.1 NC 0.65 gb:AB008453.1 /DB_XREF=gi:9392289 /GEN=GLUT4 /FEA=FLmRNA /CNT=210 /TID=Mm.10661.1 /TIER=FL /STK=1 /UG=Mm.10661 /LL=20528 /DEF=Mu
MOE430_2_1415962_at 6339.1 5822.1 P P 0.000244 0.000244 -0.1 NC 0.9 gb:NM_080635.1 /DB_XREF=gi:18079340 /GEN=Eif3s3 /FEA=FLmRNA /CNT=320 /TID=Mm.183083.1 /TIER=FL+Stack /STK=157 /UG=Mm.183083 /LL=681
MOE430_2_1415973_at 4152.8 4258 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF141776 /DB_XREF=gi:10980816 /DB_XREF=601787644F1 /CLONE=IMAGE:4015522 /FEA=FLmRNA /CNT=608 /TID=Mm.30059.1 /TIER=Stack /STK=
MOE430_2_1415980_at 4325 4124.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026468.1 /DB_XREF=gi:13385959 /GEN=Atp5g2 /FEA=FLmRNA /CNT=334 /TID=Mm.10314.1 /TIER=FL+Stack /STK=154 /UG=Mm.10314 /LL=6794



MOE430_2_1415981_at 367.2 337.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_020586.1 /DB_XREF=gi:10181159 /GEN=5031400M07Rik /FEA=FLmRNA /CNT=294 /TID=Mm.142843.1 /TIER=FL+Stack /STK=154 /UG=Mm.142843
MOE430_2_1415984_at 851.1 745.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007382.1 /DB_XREF=gi:6680617 /GEN=Acadm /FEA=FLmRNA /CNT=345 /TID=Mm.10530.1 /TIER=FL+Stack /STK=154 /UG=Mm.10530 /LL=11364 
MOE430_2_1415987_at 1390.9 1302.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133808.1 /DB_XREF=gi:19527027 /GEN=AA960365 /FEA=FLmRNA /CNT=498 /TID=Mm.30012.1 /TIER=FL+Stack /STK=153 /UG=Mm.30012 /LL=98
MOE430_2_1415990_at 2916.1 2743.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003731.1 /DB_XREF=gi:13277639 /FEA=FLmRNA /CNT=418 /TID=Mm.569.1 /TIER=FL+Stack /STK=152 /UG=Mm.569 /LL=22334 /UG_GENE=Vdac2
MOE430_2_1416004_at 799.4 802.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011738.1 /DB_XREF=gi:6756036 /GEN=Ywhah /FEA=FLmRNA /CNT=280 /TID=Mm.3308.1 /TIER=FL+Stack /STK=147 /UG=Mm.3308 /LL=22629 /D
MOE430_2_1416018_at 227.5 247.9 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BC013461.1 /DB_XREF=gi:15488631 /FEA=FLmRNA /CNT=217 /TID=Mm.38184.1 /TIER=FL+Stack /STK=144 /UG=Mm.38184 /LL=13486 /UG_GENE=D
MOE430_2_1416026_a_ 7819.3 7308.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009076.1 /DB_XREF=gi:6677768 /GEN=Rpl12 /FEA=FLmRNA /CNT=205 /TID=Mm.70127.1 /TIER=FL+Stack /STK=142 /UG=Mm.70127 /LL=19897 /
MOE430_2_1416036_at 2940.5 2814.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF483488.1 /DB_XREF=gi:19548729 /FEA=FLmRNA /CNT=283 /TID=Mm.27941.1 /TIER=FL+Stack /STK=11 /UG=Mm.27941 /LL=14225 /UG_GENE=Fkb
MOE430_2_1416045_a_ 1260.1 1132.5 P P 0.000244 0.000244 -0.1 NC 0.66 gb:NM_011418.1 /DB_XREF=gi:6755577 /GEN=Smarcb1 /FEA=FLmRNA /CNT=211 /TID=Mm.26116.1 /TIER=FL+Stack /STK=139 /UG=Mm.26116 /LL=2058
MOE430_2_1416048_at 988 909 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018774.1 /DB_XREF=gi:9055279 /GEN=Edr2 /FEA=FLmRNA /CNT=215 /TID=Mm.14198.1 /TIER=FL+Stack /STK=138 /UG=Mm.14198 /LL=54383 /D
MOE430_2_1416054_at 7159.3 6522.8 P P 0.000244 0.000244 -0.1 NC 0.64 gb:NM_009095.1 /DB_XREF=gi:6677806 /GEN=Rps5 /FEA=FLmRNA /CNT=359 /TID=Mm.5291.1 /TIER=FL+Stack /STK=137 /UG=Mm.5291 /LL=20103 /DE
MOE430_2_1416058_s_ 5227 5328.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_020615.2 /DB_XREF=gi:13346509 /GEN=Atp5c1 /FEA=FLmRNA /CNT=343 /TID=Mm.12677.1 /TIER=FL+Stack /STK=137 /UG=Mm.12677 /LL=1194
MOE430_2_1416074_a_ 10288.1 9325.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009081.1 /DB_XREF=gi:6677778 /GEN=Rpl28 /FEA=FLmRNA /CNT=199 /TID=Mm.3111.1 /TIER=FL+Stack /STK=132 /UG=Mm.3111 /LL=19943 /DE
MOE430_2_1416075_at 217.4 225.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019377.1 /DB_XREF=gi:18044159 /FEA=FLmRNA /CNT=209 /TID=Mm.67721.1 /TIER=FL+Stack /STK=9 /UG=Mm.67721 /LL=64010 /UG_GENE=Wwp
MOE430_2_1416078_s_ 382.2 358.9 P P 0.001221 0.001953 -0.1 NC 0.5 gb:NM_029780.1 /DB_XREF=gi:18497289 /GEN=Raf1 /FEA=FLmRNA /CNT=259 /TID=Mm.22467.1 /TIER=FL+Stack /STK=131 /UG=Mm.22467 /LL=110157
MOE430_2_1416081_at 73.9 74.3 P P 0.000732 0.001953 -0.1 NC 0.5 gb:NM_008539.1 /DB_XREF=gi:6678769 /GEN=Madh1 /FEA=FLmRNA /CNT=244 /TID=Mm.15185.1 /TIER=FL+Stack /STK=16 /UG=Mm.15185 /LL=17125 /
MOE430_2_1416088_a_ 8788 8103 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009091.1 /DB_XREF=gi:6677798 /GEN=Rps15 /FEA=FLmRNA /CNT=294 /TID=Mm.643.1 /TIER=FL+Stack /STK=129 /UG=Mm.643 /LL=20054 /DEF
MOE430_2_1416089_at 7278.2 6780.7 P P 0.001221 0.000732 -0.1 NC 0.5 gb:NM_009091.1 /DB_XREF=gi:6677798 /GEN=Rps15 /FEA=FLmRNA /CNT=294 /TID=Mm.643.1 /TIER=FL+Stack /STK=129 /UG=Mm.643 /LL=20054 /DEF
MOE430_2_1416090_at 1673.8 1755.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019512.1 /DB_XREF=gi:18043469 /FEA=FLmRNA /CNT=259 /TID=Mm.22676.1 /TIER=FL+Stack /STK=129 /UG=Mm.22676 /LL=68263 /UG_GENE=P
MOE430_2_1416094_at 510.7 434.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007404.1 /DB_XREF=gi:6680643 /GEN=Adam9 /FEA=FLmRNA /CNT=195 /TID=Mm.28908.1 /TIER=FL+Stack /STK=128 /UG=Mm.28908 /LL=11502 
MOE430_2_1416099_at 8500.4 8895.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011289.1 /DB_XREF=gi:8567399 /GEN=Rpl27 /FEA=FLmRNA /CNT=260 /TID=Mm.28985.1 /TIER=FL+Stack /STK=127 /UG=Mm.28985 /LL=19942 /
MOE430_2_1416103_at 391.6 329.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF608615 /DB_XREF=gi:13505107 /DB_XREF=MY1_001557 /CLONE=ICRFp522G2441 /FEA=FLmRNA /CNT=486 /TID=Mm.3360.1 /TIER=ConsEnd /STK
MOE430_2_1416105_at 1253.6 1127.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC008518.1 /DB_XREF=gi:14250195 /FEA=FLmRNA /CNT=204 /TID=Mm.3842.1 /TIER=FL+Stack /STK=127 /UG=Mm.3842 /LL=18115 /UG_GENE=Nnt 
MOE430_2_1416108_a_ 2946.8 2829.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025360.1 /DB_XREF=gi:13384723 /GEN=1200002G13Rik /FEA=FLmRNA /CNT=245 /TID=Mm.27606.1 /TIER=FL+Stack /STK=126 /UG=Mm.27606 /
MOE430_2_1416130_at 1887.5 1761.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE630020 /DB_XREF=gi:9912708 /DB_XREF=uu39c03.x1 /CLONE=IMAGE:3374308 /FEA=FLmRNA /CNT=297 /TID=Mm.648.1 /TIER=Stack /STK=11 /U
MOE430_2_1416139_at 10 14.7 A A 0.3 0.27 -0.1 NC 0.5 gb:NM_009043.1 /DB_XREF=gi:6677704 /GEN=Reg2 /FEA=FLmRNA /CNT=143 /TID=Mm.46360.1 /TIER=FL+Stack /STK=122 /UG=Mm.46360 /LL=19693 /
MOE430_2_1416140_a_ 713.3 640.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133347.1 /DB_XREF=gi:19111155 /GEN=2810477H02Rik /FEA=FLmRNA /CNT=191 /TID=Mm.30243.1 /TIER=FL+Stack /STK=122 /UG=Mm.30243 /
MOE430_2_1416141_a_ 9601.2 8854.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009096.1 /DB_XREF=gi:6677808 /GEN=Rps6 /FEA=FLmRNA /CNT=288 /TID=Mm.1139.1 /TIER=FL+Stack /STK=121 /UG=Mm.1139 /LL=20104 /DE
MOE430_2_1416156_at 3588.1 3109.1 P P 0.000244 0.000244 -0.1 NC 0.57 gb:BC008520.1 /DB_XREF=gi:14250199 /FEA=FLmRNA /CNT=194 /TID=Mm.12842.1 /TIER=FL+Stack /STK=120 /UG=Mm.12842 /LL=22330 /UG_GENE=V
MOE430_2_1416170_at 930.5 789.3 P P 0.001221 0.000732 -0.1 NC 0.59 gb:NM_026508.1 /DB_XREF=gi:13385997 /GEN=2410002K23Rik /FEA=FLmRNA /CNT=211 /TID=Mm.182051.1 /TIER=FL+Stack /STK=119 /UG=Mm.182051
MOE430_2_1416171_at 649.8 585.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133714.1 /DB_XREF=gi:19526893 /GEN=2310037I24Rik /FEA=FLmRNA /CNT=177 /TID=Mm.27269.1 /TIER=FL+Stack /STK=119 /UG=Mm.27269 /L
MOE430_2_1416181_at 2459.3 2175.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023403.1 /DB_XREF=gi:12963664 /GEN=Mesdc2 /FEA=FLmRNA /CNT=206 /TID=Mm.24209.1 /TIER=FL+Stack /STK=118 /UG=Mm.24209 /LL=6794
MOE430_2_1416182_at 493 478.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018758.1 /DB_XREF=gi:9055381 /GEN=Apba3 /FEA=FLmRNA /CNT=153 /TID=Mm.12909.1 /TIER=FL+Stack /STK=118 /UG=Mm.12909 /LL=57267 
MOE430_2_1416185_a_ 1795.9 1647.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007410.1 /DB_XREF=gi:6680651 /GEN=Adh5 /FEA=FLmRNA /CNT=200 /TID=Mm.3874.1 /TIER=FL+Stack /STK=117 /UG=Mm.3874 /LL=11532 /DE
MOE430_2_1416215_at 152.3 181 P P 0.001221 0.001953 -0.1 NC 0.7 gb:BC008542.1 /DB_XREF=gi:14250238 /FEA=FLmRNA /CNT=170 /TID=Mm.20931.1 /TIER=FL+Stack /STK=112 /UG=Mm.20931 /LL=53334 /UG_GENE=G
MOE430_2_1416219_at 8644.5 8159.3 P P 0.000244 0.000244 -0.1 NC 0.57 gb:NM_009078.1 /DB_XREF=gi:6677772 /GEN=Rpl19 /FEA=FLmRNA /CNT=202 /TID=Mm.30806.1 /TIER=FL+Stack /STK=111 /UG=Mm.30806 /LL=19921 /
MOE430_2_1416233_at 4658.4 4128.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018799.1 /DB_XREF=gi:9055369 /GEN=Eif3s2 /FEA=FLmRNA /CNT=255 /TID=Mm.104828.1 /TIER=FL+Stack /STK=109 /UG=Mm.104828 /LL=5470
MOE430_2_1416240_at 4042.8 4113.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011187.1 /DB_XREF=gi:6755205 /GEN=Psmb7 /FEA=FLmRNA /CNT=260 /TID=Mm.2246.1 /TIER=FL+Stack /STK=108 /UG=Mm.2246 /LL=19177 /D
MOE430_2_1416243_a_ 7343.3 6877 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025592.1 /DB_XREF=gi:13385043 /GEN=Rpl35 /FEA=FLmRNA /CNT=254 /TID=Mm.16423.1 /TIER=FL+Stack /STK=107 /UG=Mm.16423 /LL=66489 
MOE430_2_1416265_at 93.2 92.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:NM_011796.1 /DB_XREF=gi:6753259 /GEN=Capn10 /FEA=FLmRNA /CNT=148 /TID=Mm.29544.1 /TIER=FL+Stack /STK=106 /UG=Mm.29544 /LL=23830
MOE430_2_1416269_at 4809.3 4683.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_020582.1 /DB_XREF=gi:10181183 /GEN=Atp5j2 /FEA=FLmRNA /CNT=198 /TID=Mm.1674.1 /TIER=FL+Stack /STK=104 /UG=Mm.1674 /LL=57423 /
MOE430_2_1416276_a_ 8182 7634.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009094.1 /DB_XREF=gi:6677804 /GEN=Rps4x /FEA=FLmRNA /CNT=245 /TID=Mm.66.1 /TIER=FL+Stack /STK=102 /UG=Mm.66 /LL=20102 /DEF=M
MOE430_2_1416277_a_ 9883.4 9082.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018853.1 /DB_XREF=gi:9256518 /GEN=Rplp1 /FEA=FLmRNA /CNT=193 /TID=Mm.3158.1 /TIER=FL+Stack /STK=102 /UG=Mm.3158 /LL=56040 /DE
MOE430_2_1416282_at 2597.7 2540.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008948.1 /DB_XREF=gi:6679502 /GEN=Psmc3 /FEA=FLmRNA /CNT=225 /TID=Mm.20946.1 /TIER=FL+Stack /STK=102 /UG=Mm.20946 /LL=19182 
MOE430_2_1416290_a_ 1395 1520.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011874.1 /DB_XREF=gi:7110700 /GEN=Psmc4 /FEA=FLmRNA /CNT=215 /TID=Mm.29582.1 /TIER=FL+Stack /STK=101 /UG=Mm.29582 /LL=23996 
MOE430_2_1416314_at 2.5 2.6 A A 0.66 0.69 -0.1 NC 0.75 gb:NM_019914.1 /DB_XREF=gi:9910123 /GEN=Af1q-pending /FEA=FLmRNA /CNT=164 /TID=Mm.25165.1 /TIER=ConsEnd /STK=0 /UG=Mm.25165 /LL=567
MOE430_2_1416317_a_ 237.6 199.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AA289490 /DB_XREF=gi:1937016 /DB_XREF=vb36a01.r1 /CLONE=IMAGE:750984 /FEA=FLmRNA /CNT=151 /TID=Mm.32801.1 /TIER=Stack /STK=10 /
MOE430_2_1416338_at 635.7 558.9 P P 0.000244 0.000244 -0.1 NC 0.66 gb:NM_013664.1 /DB_XREF=gi:7305484 /GEN=Sh3d2b /FEA=FLmRNA /CNT=177 /TID=Mm.1773.1 /TIER=FL+Stack /STK=96 /UG=Mm.1773 /LL=20405 /D
MOE430_2_1416343_a_ 1223.4 1156.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010685.1 /DB_XREF=gi:6754501 /GEN=Lamp2 /FEA=FLmRNA /CNT=151 /TID=Mm.486.1 /TIER=FL+Stack /STK=96 /UG=Mm.486 /LL=16784 /DEF=
MOE430_2_1416344_at 2924.3 2247.1 P P 0.000244 0.000244 -0.1 NC 0.51 gb:NM_010685.1 /DB_XREF=gi:6754501 /GEN=Lamp2 /FEA=FLmRNA /CNT=151 /TID=Mm.486.1 /TIER=FL+Stack /STK=96 /UG=Mm.486 /LL=16784 /DEF=
MOE430_2_1416352_s_ 1793.9 1661.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_134118.1 /DB_XREF=gi:19923069 /GEN=AI173355 /FEA=FLmRNA /CNT=229 /TID=Mm.142511.1 /TIER=FL+Stack /STK=95 /UG=Mm.142511 /LL=1
MOE430_2_1416358_at 135 139.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026660.1 /DB_XREF=gi:13386143 /GEN=0610009O03Rik /FEA=FLmRNA /CNT=142 /TID=Mm.34564.1 /TIER=FL+Stack /STK=95 /UG=Mm.34564 /L
MOE430_2_1416360_at 167.4 156.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV344473 /DB_XREF=gi:15406593 /DB_XREF=AV344473 /CLONE=6430545C14 /FEA=FLmRNA /CNT=140 /TID=Mm.33721.1 /TIER=Stack /STK=9 /UG
MOE430_2_1416365_at 3155.8 2711 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI154147 /DB_XREF=gi:14614148 /DB_XREF=602902640F1 /CLONE=IMAGE:5032545 /FEA=FLmRNA /CNT=391 /TID=Mm.2180.1 /TIER=Stack /STK=1
MOE430_2_1416366_at 1841.6 1695.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_024220.1 /DB_XREF=gi:18859596 /GEN=1810004I06Rik /FEA=FLmRNA /CNT=152 /TID=Mm.1893.1 /TIER=FL+Stack /STK=94 /UG=Mm.1893 /LL=6
MOE430_2_1416377_at 123.2 115.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_016688.1 /DB_XREF=gi:7710019 /GEN=Pdcd7 /FEA=FLmRNA /CNT=127 /TID=Mm.29193.1 /TIER=FL+Stack /STK=94 /UG=Mm.29193 /LL=50996 /
MOE430_2_1416388_at 182.8 187.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_054097.1 /DB_XREF=gi:17298685 /GEN=Pip5k2c /FEA=FLmRNA /CNT=181 /TID=Mm.22682.1 /TIER=FL /STK=2 /UG=Mm.22682 /LL=117150 /DEF
MOE430_2_1416389_a_ 623.4 551.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_134083.1 /DB_XREF=gi:19527307 /GEN=AW240694 /FEA=FLmRNA /CNT=131 /TID=Mm.33954.1 /TIER=FL+Stack /STK=93 /UG=Mm.33954 /LL=10
MOE430_2_1416404_s_ 9602 9400.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013647.1 /DB_XREF=gi:7305444 /GEN=Rps16 /FEA=FLmRNA /CNT=201 /TID=Mm.702.1 /TIER=FL+Stack /STK=91 /UG=Mm.702 /LL=20055 /DEF=
MOE430_2_1416405_at 8231.2 8138 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019502.1 /DB_XREF=gi:18044514 /FEA=FLmRNA /CNT=224 /TID=Mm.2608.1 /TIER=FL+Stack /STK=91 /UG=Mm.2608 /LL=12111 /UG_GENE=Bgn /
MOE430_2_1416417_a_ 3404.5 3186.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025843.1 /DB_XREF=gi:13385321 /GEN=1110002H15Rik /FEA=FLmRNA /CNT=177 /TID=Mm.29683.1 /TIER=FL+Stack /STK=90 /UG=Mm.29683 /L
MOE430_2_1416420_a_ 7712.9 7422.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011292.1 /DB_XREF=gi:14149646 /GEN=Rpl9 /FEA=FLmRNA /CNT=141 /TID=Mm.14244.1 /TIER=FL+Stack /STK=90 /UG=Mm.14244 /LL=20005 /D
MOE430_2_1416429_a_ 736.5 600.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009804.1 /DB_XREF=gi:6753271 /GEN=Cas1 /FEA=FLmRNA /CNT=256 /TID=Mm.4215.1 /TIER=FL+Stack /STK=90 /UG=Mm.4215 /LL=12359 /DEF
MOE430_2_1416430_at 930.2 907.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009804.1 /DB_XREF=gi:6753271 /GEN=Cas1 /FEA=FLmRNA /CNT=256 /TID=Mm.4215.1 /TIER=FL+Stack /STK=90 /UG=Mm.4215 /LL=12359 /DEF
MOE430_2_1416434_at 10.2 7.6 P A 0.02 0.18 -0.1 NC 0.57 gb:NM_013479.1 /DB_XREF=gi:7304926 /GEN=Bcl2l10 /FEA=FLmRNA /CNT=107 /TID=Mm.25988.1 /TIER=FL+Stack /STK=90 /UG=Mm.25988 /LL=12049 
MOE430_2_1416435_at 841.8 772.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010736.1 /DB_XREF=gi:7549774 /GEN=Ltbr /FEA=FLmRNA /CNT=161 /TID=Mm.3122.1 /TIER=FL+Stack /STK=90 /UG=Mm.3122 /LL=17000 /DEF=
MOE430_2_1416436_a_ 100.4 111.8 P P 0.000732 0.001221 -0.1 NC 0.53 gb:AK011152.1 /DB_XREF=gi:12847090 /FEA=FLmRNA /CNT=202 /TID=Mm.17392.1 /TIER=Stack /STK=16 /UG=Mm.17392 /LL=56046 /UG_GENE=Bfzb-p
MOE430_2_1416453_x_ 9231.7 8959.4 P P 0.005859 0.005859 -0.1 NC 0.5 gb:NM_011295.1 /DB_XREF=gi:6755365 /GEN=Rps12 /FEA=FLmRNA /CNT=156 /TID=Mm.21289.1 /TIER=FL+Stack /STK=88 /UG=Mm.21289 /LL=20042 /
MOE430_2_1416458_at 319 277.8 P P 0.000244 0.001953 -0.1 NC 0.5 gb:BC010487.1 /DB_XREF=gi:14714691 /FEA=FLmRNA /CNT=134 /TID=Mm.5061.1 /TIER=FL+Stack /STK=88 /UG=Mm.5061 /LL=11841 /UG_GENE=Arf2 
MOE430_2_1416459_at 185 170.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007477.1 /DB_XREF=gi:6671570 /GEN=Arf2 /FEA=FLmRNA /CNT=134 /TID=Mm.5061.1 /TIER=FL /STK=2 /UG=Mm.5061 /LL=11841 /DEF=Mus mu
MOE430_2_1416466_at 1583 1487.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013933.1 /DB_XREF=gi:7305622 /GEN=Vapa /FEA=FLmRNA /CNT=182 /TID=Mm.23943.1 /TIER=FL+Stack /STK=87 /UG=Mm.23943 /LL=30960 /D
MOE430_2_1416476_a_ 1162.3 1066.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK005355.1 /DB_XREF=gi:12837842 /GEN=Ube2d2 /FEA=FLmRNA /CNT=414 /TID=Mm.180052.1 /TIER=Stack /STK=103 /UG=Mm.180052 /LL=56550 
MOE430_2_1416478_a_ 3890.8 3399.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008617.1 /DB_XREF=gi:6678915 /GEN=Mor1 /FEA=FLmRNA /CNT=266 /TID=Mm.21743.1 /TIER=FL+Stack /STK=86 /UG=Mm.21743 /LL=17448 /D
MOE430_2_1416496_at 2941.5 2754.3 P P 0.000244 0.000244 -0.1 NC 0.55 gb:BC010209.1 /DB_XREF=gi:16307340 /FEA=FLmRNA /CNT=190 /TID=Mm.391.1 /TIER=FL+Stack /STK=85 /UG=Mm.391 /LL=67568 /UG_GENE=9130413
MOE430_2_1416512_at 481.4 438.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_011956.1 /DB_XREF=gi:6754907 /GEN=Nubp2 /FEA=FLmRNA /CNT=128 /TID=Mm.36718.1 /TIER=FL+Stack /STK=84 /UG=Mm.36718 /LL=26426 /
MOE430_2_1416517_at 180.3 164.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_015801.1 /DB_XREF=gi:7657400 /GEN=Nte-pending /FEA=FLmRNA /CNT=109 /TID=Mm.23085.1 /TIER=FL+Stack /STK=84 /UG=Mm.23085 /LL=50
MOE430_2_1416520_x_ 5809.1 5280.9 P P 0.000244 0.000244 -0.1 NC 0.84 gb:NM_018730.1 /DB_XREF=gi:9055321 /GEN=Rpl36 /FEA=FLmRNA /CNT=174 /TID=Mm.11376.1 /TIER=FL+Stack /STK=83 /UG=Mm.11376 /LL=54217 /D
MOE430_2_1416522_a_ 2478.5 2274.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013535.1 /DB_XREF=gi:7305106 /GEN=Grcc10 /FEA=FLmRNA /CNT=157 /TID=Mm.22195.1 /TIER=FL+Stack /STK=83 /UG=Mm.22195 /LL=14790 /
MOE430_2_1416525_at 148.2 155.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB815380 /DB_XREF=gi:16988009 /DB_XREF=BB815380 /CLONE=G730028K24 /FEA=FLmRNA /CNT=255 /TID=Mm.17224.1 /TIER=Stack /STK=15 /U
MOE430_2_1416546_a_ 7394.9 6837.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011290.1 /DB_XREF=gi:6755353 /GEN=Rpl6 /FEA=FLmRNA /CNT=311 /TID=Mm.588.1 /TIER=FL+Stack /STK=82 /UG=Mm.588 /LL=19988 /DEF=M
MOE430_2_1416555_at 1468.8 1409.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007915.1 /DB_XREF=gi:6681288 /GEN=Ei24 /FEA=FLmRNA /CNT=167 /TID=Mm.4337.1 /TIER=FL+Stack /STK=82 /UG=Mm.4337 /LL=13663 /DEF=
MOE430_2_1416567_s_ 2880 2703.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025983.1 /DB_XREF=gi:13385483 /GEN=2410043G19Rik /FEA=FLmRNA /CNT=132 /TID=Mm.20841.1 /TIER=FL+Stack /STK=81 /UG=Mm.20841 /L
MOE430_2_1416574_at 456.2 403.7 P P 0.000732 0.000732 -0.1 NC 0.51 gb:NM_023434.1 /DB_XREF=gi:12963678 /GEN=5730589K01Rik /FEA=FLmRNA /CNT=146 /TID=Mm.28553.1 /TIER=FL+Stack /STK=81 /UG=Mm.28553 /L
MOE430_2_1416577_a_ 2920.6 2619.2 P P 0.000244 0.000244 -0.1 NC 0.94 gb:NM_019712.1 /DB_XREF=gi:9790190 /GEN=Rbx1 /FEA=FLmRNA /CNT=242 /TID=Mm.29405.1 /TIER=FL+Stack /STK=80 /UG=Mm.29405 /LL=56438 /D
MOE430_2_1416585_at 393.4 420.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019685.1 /DB_XREF=gi:9790082 /GEN=Ruvbl1 /FEA=FLmRNA /CNT=122 /TID=Mm.42195.1 /TIER=FL+Stack /STK=80 /UG=Mm.42195 /LL=56505 /
MOE430_2_1416596_at 1.8 1.8 A A 0.8 0.95 -0.1 NC 0.65 gb:BC010808.1 /DB_XREF=gi:14789856 /FEA=FLmRNA /CNT=111 /TID=Mm.183126.1 /TIER=FL+Stack /STK=79 /UG=Mm.183126 /LL=70129 /UG_GENE=2
MOE430_2_1416603_at 5860.1 5080.1 P P 0.00415 0.01 -0.1 NC 0.94 gb:NM_009079.1 /DB_XREF=gi:6677774 /GEN=Rpl22 /FEA=FLmRNA /CNT=217 /TID=Mm.13917.1 /TIER=FL+Stack /STK=57 /UG=Mm.13917 /LL=19934 /D
MOE430_2_1416611_at 406.9 411.3 P P 0.000244 0.001953 -0.1 NC 0.5 gb:BC014751.1 /DB_XREF=gi:15928553 /FEA=FLmRNA /CNT=231 /TID=Mm.28537.1 /TIER=FL+Stack /STK=78 /UG=Mm.28537 /LL=24044 /UG_GENE=Sc
MOE430_2_1416622_at 111 99.8 P P 0.000244 0.000732 -0.1 NC 0.5 gb:NM_033572.1 /DB_XREF=gi:15809009 /GEN=5730496C04Rik /FEA=FLmRNA /CNT=106 /TID=Mm.29508.1 /TIER=FL+Stack /STK=78 /UG=Mm.29508 /L
MOE430_2_1416624_a_ 9641.3 9055.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019883.1 /DB_XREF=gi:9845264 /GEN=Uba52 /FEA=FLmRNA /CNT=167 /TID=Mm.43005.1 /TIER=FL+Stack /STK=77 /UG=Mm.43005 /LL=22186 /
MOE430_2_1416627_at 11.3 9.6 M A 0.05 0.21 -0.1 NC 0.53 gb:NM_016907.1 /DB_XREF=gi:8394350 /GEN=Spint1 /FEA=FLmRNA /CNT=126 /TID=Mm.104955.1 /TIER=FL+Stack /STK=77 /UG=Mm.104955 /LL=20732
MOE430_2_1416630_at 2090.5 1916.6 P P 0.000244 0.000244 -0.1 NC 0.66 gb:NM_008321.1 /DB_XREF=gi:6680340 /GEN=Idb3 /FEA=FLmRNA /CNT=163 /TID=Mm.110.1 /TIER=FL+Stack /STK=77 /UG=Mm.110 /LL=15903 /DEF=M
MOE430_2_1416642_a_ 10156.2 9026.6 P P 0.000244 0.000244 -0.1 NC 0.95 gb:NM_009429.1 /DB_XREF=gi:6678436 /GEN=Tpt1 /FEA=FLmRNA /CNT=255 /TID=Mm.254.1 /TIER=FL+Stack /STK=76 /UG=Mm.254 /LL=22070 /DEF=M
MOE430_2_1416647_at 306.9 260.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007533.1 /DB_XREF=gi:6671623 /GEN=Bckdha /FEA=FLmRNA /CNT=211 /TID=Mm.25848.1 /TIER=FL+Stack /STK=76 /UG=Mm.25848 /LL=12039 
MOE430_2_1416668_at 3174.9 2933.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025736.1 /DB_XREF=gi:13385195 /GEN=4921531G14Rik /FEA=FLmRNA /CNT=111 /TID=Mm.464.1 /TIER=FL+Stack /STK=75 /UG=Mm.464 /LL=66
MOE430_2_1416669_s_ 5340.2 4725.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013608.1 /DB_XREF=gi:7305296 /GEN=Naca /FEA=FLmRNA /CNT=91 /TID=Mm.3746.1 /TIER=FL+Stack /STK=75 /UG=Mm.3746 /LL=17938 /DEF=
MOE430_2_1416671_a_ 357.8 341.5 P P 0.000244 0.000244 -0.1 NC 0.81 gb:NM_053177.1 /DB_XREF=gi:16716462 /GEN=Mcoln1 /FEA=FLmRNA /CNT=111 /TID=Mm.8356.1 /TIER=FL+Stack /STK=75 /UG=Mm.8356 /LL=94178 /D
MOE430_2_1416689_at 32.5 25.4 P P 0.01 0.01 -0.1 NC 0.5 gb:NM_011656.1 /DB_XREF=gi:6755902 /GEN=Tuft1 /FEA=FLmRNA /CNT=94 /TID=Mm.10214.1 /TIER=FL+Stack /STK=74 /UG=Mm.10214 /LL=22156 /DE
MOE430_2_1416690_at 265.4 241 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019581.1 /DB_XREF=gi:9624993 /GEN=Gtpbp2 /FEA=FLmRNA /CNT=138 /TID=Mm.22147.1 /TIER=FL+Stack /STK=74 /UG=Mm.22147 /LL=56055 /
MOE430_2_1416703_at 471.3 458 P P 0.000732 0.00293 -0.1 NC 0.5 gb:NM_011951.1 /DB_XREF=gi:10092589 /GEN=Mapk14 /FEA=FLmRNA /CNT=164 /TID=Mm.4437.1 /TIER=FL+Stack /STK=73 /UG=Mm.4437 /LL=26416 /
MOE430_2_1416704_at 164.5 160.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC012235.1 /DB_XREF=gi:15126597 /FEA=FLmRNA /CNT=164 /TID=Mm.4437.1 /TIER=FL /STK=1 /UG=Mm.4437 /LL=26416 /UG_GENE=Mapk14 /DEF
MOE430_2_1416719_a_ 7628.4 7097.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025963.1 /DB_XREF=gi:13399309 /GEN=2210402A09Rik /FEA=FLmRNA /CNT=181 /TID=Mm.39130.1 /TIER=FL+Stack /STK=71 /UG=Mm.39130 /L
MOE430_2_1416722_at 440.5 401.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025812.1 /DB_XREF=gi:15022804 /GEN=Hmg20a /FEA=FLmRNA /CNT=148 /TID=Mm.150856.1 /TIER=FL+Stack /STK=71 /UG=Mm.150856 /LL=668
MOE430_2_1416728_at 2534.4 2400.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009975.1 /DB_XREF=gi:7106276 /GEN=Csnk2b /FEA=FLmRNA /CNT=127 /TID=Mm.26789.1 /TIER=FL+Stack /STK=71 /UG=Mm.26789 /LL=13001 
MOE430_2_1416736_at 274.8 233.7 P P 0.001953 0.001953 -0.1 NC 0.5 gb:NM_138660.1 /DB_XREF=gi:20149743 /GEN=MLN51 /FEA=FLmRNA /CNT=154 /TID=Mm.40120.1 /TIER=FL+Stack /STK=71 /UG=Mm.40120 /LL=19216
MOE430_2_1416747_at 705.4 608.6 P P 0.000244 0.000244 -0.1 NC 0.66 gb:NM_134100.1 /DB_XREF=gi:19527329 /GEN=AW556797 /FEA=FLmRNA /CNT=109 /TID=Mm.22040.1 /TIER=FL+Stack /STK=71 /UG=Mm.22040 /LL=10
MOE430_2_1416750_at 700.3 573.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011014.1 /DB_XREF=gi:6754941 /GEN=Oprs1 /FEA=FLmRNA /CNT=133 /TID=Mm.22745.1 /TIER=FL+Stack /STK=71 /UG=Mm.22745 /LL=18391 /D
MOE430_2_1416754_at 3.6 1.9 A A 0.82 0.8 -0.1 NC 0.5 gb:NM_008923.1 /DB_XREF=gi:6679462 /GEN=Prkar1b /FEA=FLmRNA /CNT=132 /TID=Mm.9334.1 /TIER=FL /STK=2 /UG=Mm.9334 /LL=19085 /DEF=Mus
MOE430_2_1416788_a_ 1610.7 1553.6 P P 0.000244 0.000244 -0.1 NC 0.68 gb:NM_008323.1 /DB_XREF=gi:6680344 /GEN=Idh3g /FEA=FLmRNA /CNT=148 /TID=Mm.14825.1 /TIER=FL+Stack /STK=69 /UG=Mm.14825 /LL=15929 /D
MOE430_2_1416789_at 1705.8 1497.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008323.1 /DB_XREF=gi:6680344 /GEN=Idh3g /FEA=FLmRNA /CNT=148 /TID=Mm.14825.1 /TIER=FL+Stack /STK=69 /UG=Mm.14825 /LL=15929 /D
MOE430_2_1416806_at 54 65.6 P P 0.005859 0.00415 -0.1 NC 0.42 gb:NM_007997.1 /DB_XREF=gi:6679766 /GEN=Fdxr /FEA=FLmRNA /CNT=78 /TID=Mm.4719.1 /TIER=FL+Stack /STK=69 /UG=Mm.4719 /LL=14149 /DEF=
MOE430_2_1416818_at 1142.3 745.2 P P 0.000244 0.000244 -0.1 NC 0.94 gb:NM_020606.1 /DB_XREF=gi:10181143 /GEN=Parva /FEA=FLmRNA /CNT=179 /TID=Mm.143763.1 /TIER=FL /STK=4 /UG=Mm.143763 /LL=57342 /DEF=
MOE430_2_1416819_at 2284 2211.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_016742.1 /DB_XREF=gi:7949017 /GEN=Cdc37 /FEA=FLmRNA /CNT=193 /TID=Mm.4117.1 /TIER=FL+Stack /STK=68 /UG=Mm.4117 /LL=12539 /DE
MOE430_2_1416824_at 450.8 415.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026592.1 /DB_XREF=gi:13386077 /GEN=B230118H07Rik /FEA=FLmRNA /CNT=99 /TID=Mm.157502.1 /TIER=FL+Stack /STK=68 /UG=Mm.157502 /
MOE430_2_1416829_at 5211.3 4766.5 P P 0.000244 0.000244 -0.1 NC 0.62 gb:NM_016774.1 /DB_XREF=gi:7949002 /GEN=Atp5b /FEA=FLmRNA /CNT=259 /TID=Mm.103838.1 /TIER=FL+Stack /STK=67 /UG=Mm.103838 /LL=11947
MOE430_2_1416836_at 1036.5 1025.8 P P 0.000244 0.000244 -0.1 NC 0.73 gb:BC011058.1 /DB_XREF=gi:15029690 /FEA=FLmRNA /CNT=173 /TID=Mm.28465.1 /TIER=FL+Stack /STK=67 /UG=Mm.28465 /LL=65107 /UG_GENE=Lrp
MOE430_2_1416850_s_ 1974.1 1823.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_134007.1 /DB_XREF=gi:19527227 /GEN=AU043990 /FEA=FLmRNA /CNT=173 /TID=Mm.29032.1 /TIER=FL+Stack /STK=66 /UG=Mm.29032 /LL=103
MOE430_2_1416855_at 6946.5 5864.3 P P 0.000244 0.000244 -0.1 NC 0.8 gb:NM_008086.1 /DB_XREF=gi:6679940 /GEN=Gas1 /FEA=FLmRNA /CNT=147 /TID=Mm.22701.1 /TIER=FL+Stack /STK=66 /UG=Mm.22701 /LL=14451 /D
MOE430_2_1416857_at 2199.3 1894.6 P P 0.000244 0.000244 -0.1 NC 0.88 gb:NM_009143.1 /DB_XREF=gi:6677892 /GEN=Sdf2 /FEA=FLmRNA /CNT=144 /TID=Mm.935.1 /TIER=FL+Stack /STK=66 /UG=Mm.935 /LL=20316 /DEF=M
MOE430_2_1416871_at 17.3 14.3 A M 0.24 0.05 -0.1 NC 0.22 gb:NM_007403.1 /DB_XREF=gi:6680641 /GEN=Adam8 /FEA=FLmRNA /CNT=88 /TID=Mm.15969.1 /TIER=FL+Stack /STK=66 /UG=Mm.15969 /LL=11501 /D
MOE430_2_1416882_at 92.8 81.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026418.1 /DB_XREF=gi:13385913 /GEN=Rgs10 /FEA=FLmRNA /CNT=100 /TID=Mm.18635.1 /TIER=FL+Stack /STK=65 /UG=Mm.18635 /LL=67865 /
MOE430_2_1416883_at 861.8 782.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019649.1 /DB_XREF=gi:9790062 /GEN=Clptm1 /FEA=FLmRNA /CNT=187 /TID=Mm.155000.1 /TIER=FL+Stack /STK=65 /UG=Mm.155000 /LL=5645
MOE430_2_1416894_at 258.3 217.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_024172.1 /DB_XREF=gi:13195601 /GEN=1500019G21Rik /FEA=FLmRNA /CNT=119 /TID=Mm.6803.1 /TIER=FL+Stack /STK=65 /UG=Mm.6803 /LL=
MOE430_2_1416897_at 76.2 88.6 P P 0.000244 0.000732 -0.1 NC 0.5 gb:NM_030253.1 /DB_XREF=gi:13384917 /GEN=BC003281 /FEA=FLmRNA /CNT=114 /TID=Mm.49074.1 /TIER=FL+Stack /STK=65 /UG=Mm.49074 /LL=802
MOE430_2_1416906_at 2666.3 2457.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_021505.1 /DB_XREF=gi:10946919 /GEN=Anapc5 /FEA=FLmRNA /CNT=258 /TID=Mm.45312.1 /TIER=FL+Stack /STK=64 /UG=Mm.45312 /LL=59008
MOE430_2_1416914_s_ 1372.6 1281.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023166.1 /DB_XREF=gi:12963546 /GEN=Mtvr2 /FEA=FLmRNA /CNT=77 /TID=Mm.197436.1 /TIER=FL+Stack /STK=64 /UG=Mm.197436 /LL=17826
MOE430_2_1416932_at 352.8 347.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC011435.1 /DB_XREF=gi:15030316 /FEA=FLmRNA /CNT=98 /TID=Mm.9859.1 /TIER=FL+Stack /STK=63 /UG=Mm.9859 /LL=76332 /UG_GENE=Ldlc /
MOE430_2_1416942_at 43.5 44.7 P P 0.000244 0.00415 -0.1 NC 0.96 gb:NM_030711.1 /DB_XREF=gi:13507655 /GEN=Arts1-pending /FEA=FLmRNA /CNT=110 /TID=Mm.83526.1 /TIER=FL+Stack /STK=62 /UG=Mm.83526 /LL
MOE430_2_1416958_at 387.1 327.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC008556.1 /DB_XREF=gi:14250262 /FEA=FLmRNA /CNT=152 /TID=Mm.26587.1 /TIER=FL+Stack /STK=62 /UG=Mm.26587 /LL=21833 /UG_GENE=Th
MOE430_2_1416970_a_ 6460.7 5940.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009945.1 /DB_XREF=gi:6753505 /GEN=Cox7a3 /FEA=FLmRNA /CNT=157 /TID=Mm.2151.1 /TIER=FL+Stack /STK=61 /UG=Mm.2151 /LL=12866 /D
MOE430_2_1416974_at 256.5 208.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC013818.1 /DB_XREF=gi:15489463 /FEA=FLmRNA /CNT=296 /TID=Mm.45048.1 /TIER=FL+Stack /STK=61 /UG=Mm.45048 /LL=56324 /UG_GENE=Sta
MOE430_2_1416977_at 21.1 13.5 P P 0.01 0.00293 -0.1 NC 0.5 gb:BB125321 /DB_XREF=gi:16262178 /DB_XREF=BB125321 /CLONE=9630004H24 /FEA=FLmRNA /CNT=296 /TID=Mm.45048.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1416981_at 147.4 132.5 P P 0.001953 0.001953 -0.1 NC 0.51 gb:NM_019739.1 /DB_XREF=gi:9789948 /GEN=Foxo1 /FEA=FLmRNA /CNT=233 /TID=Mm.29891.1 /TIER=FL+Stack /STK=61 /UG=Mm.29891 /LL=56458 /
MOE430_2_1417002_at 1252.8 1177.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021536.1 /DB_XREF=gi:18204854 /FEA=FLmRNA /CNT=112 /TID=Mm.41683.1 /TIER=FL+Stack /STK=60 /UG=Mm.41683 /LL=106264 /UG_GENE=06
MOE430_2_1417004_at 526 430.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_021884.1 /DB_XREF=gi:11230779 /GEN=tsg101 /FEA=FLmRNA /CNT=124 /TID=Mm.22688.1 /TIER=FL+Stack /STK=60 /UG=Mm.22688 /LL=22088 
MOE430_2_1417027_at 129 136.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_030706.1 /DB_XREF=gi:14010848 /GEN=Trim2 /FEA=FLmRNA /CNT=221 /TID=Mm.44876.1 /TIER=FL+Stack /STK=59 /UG=Mm.44876 /LL=80890 /
MOE430_2_1417030_at 54.6 50.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025864.1 /DB_XREF=gi:13385347 /GEN=2310028N02Rik /FEA=FLmRNA /CNT=166 /TID=Mm.24123.1 /TIER=FL+Stack /STK=59 /UG=Mm.24123 /L
MOE430_2_1417033_at 125.4 123.2 P P 0.000732 0.001221 -0.1 NC 0.5 gb:AF296657.1 /DB_XREF=gi:14029264 /FEA=FLmRNA /CNT=134 /TID=Mm.29352.1 /TIER=FL /STK=2 /UG=Mm.29352 /LL=22213 /UG_GENE=Ube2g2 /D
MOE430_2_1417039_a_ 1406.7 1381.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025611.1 /DB_XREF=gi:13385063 /GEN=2510004L20Rik /FEA=FLmRNA /CNT=99 /TID=Mm.157075.1 /TIER=FL+Stack /STK=59 /UG=Mm.157075 /L
MOE430_2_1417046_at 259.8 249.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018879.1 /DB_XREF=gi:9256542 /GEN=Nprl2-pending /FEA=FLmRNA /CNT=91 /TID=Mm.11337.1 /TIER=FL+Stack /STK=59 /UG=Mm.11337 /LL=5
MOE430_2_1417053_at 1117 1023.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008831.1 /DB_XREF=gi:6679298 /GEN=Phb /FEA=FLmRNA /CNT=260 /TID=Mm.2355.1 /TIER=FL+Stack /STK=58 /UG=Mm.2355 /LL=18673 /DEF=
MOE430_2_1417100_at 306.3 302.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026888.1 /DB_XREF=gi:20072464 /FEA=FLmRNA /CNT=99 /TID=Mm.11175.1 /TIER=FL+Stack /STK=57 /UG=Mm.11175 /LL=54219 /UG_GENE=425O
MOE430_2_1417134_at 159.4 165.3 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC020178.1 /DB_XREF=gi:18043213 /FEA=FLmRNA /CNT=188 /TID=Mm.8709.1 /TIER=FL+Stack /STK=55 /UG=Mm.8709 /LL=20817 /UG_GENE=Srpk2
MOE430_2_1417137_at 0.9 1 A A 0.8 0.72 -0.1 NC 0.41 gb:BF166660 /DB_XREF=gi:11047012 /DB_XREF=601776969F1 /CLONE=IMAGE:4018649 /FEA=FLmRNA /CNT=101 /TID=Mm.25309.1 /TIER=ConsEnd /ST
MOE430_2_1417138_s_ 1161.9 1093.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025554.1 /DB_XREF=gi:13384981 /GEN=Polr2e /FEA=FLmRNA /CNT=89 /TID=Mm.18579.1 /TIER=FL+Stack /STK=55 /UG=Mm.18579 /LL=66420 /
MOE430_2_1417155_at 0.7 2.1 A A 0.88 0.78 -0.1 NC 0.51 gb:BC005453.1 /DB_XREF=gi:13529442 /FEA=FLmRNA /CNT=76 /TID=Mm.16469.1 /TIER=FL+Stack /STK=55 /UG=Mm.16469 /LL=18109 /UG_GENE=Nmy
MOE430_2_1417171_at 0.9 0.8 A A 0.87 0.87 -0.1 NC 0.5 gb:NM_010583.1 /DB_XREF=gi:6754385 /GEN=Itk /FEA=FLmRNA /CNT=89 /TID=Mm.16009.1 /TIER=FL+Stack /STK=54 /UG=Mm.16009 /LL=16428 /DEF=
MOE430_2_1417177_at 1031.9 916.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_016905.1 /DB_XREF=gi:8393452 /GEN=Glk /FEA=FLmRNA /CNT=100 /TID=Mm.2820.1 /TIER=FL+Stack /STK=54 /UG=Mm.2820 /LL=14635 /DEF=
MOE430_2_1417180_at 170.8 171.5 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_008794.1 /DB_XREF=gi:6679230 /GEN=Pcsk7 /FEA=FLmRNA /CNT=90 /TID=Mm.3255.1 /TIER=FL+Stack /STK=54 /UG=Mm.3255 /LL=18554 /DEF
MOE430_2_1417186_at 1129.9 1109.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_016786.1 /DB_XREF=gi:7949048 /GEN=Hip2 /FEA=FLmRNA /CNT=184 /TID=Mm.10082.1 /TIER=FL+Stack /STK=53 /UG=Mm.10082 /LL=53323 /DE
MOE430_2_1417187_at 10.3 9.4 A A 0.12 0.33 -0.1 NC 0.5 gb:AI551201 /DB_XREF=gi:4483564 /DB_XREF=vo61g08.x1 /CLONE=IMAGE:1054430 /FEA=FLmRNA /CNT=184 /TID=Mm.10082.1 /TIER=ConsEnd /STK=0
MOE430_2_1417207_at 234.4 229.7 P P 0.00415 0.005859 -0.1 NC 0.58 gb:NM_007888.1 /DB_XREF=gi:6681238 /GEN=Dvl2 /FEA=FLmRNA /CNT=131 /TID=Mm.5114.1 /TIER=FL+Stack /STK=53 /UG=Mm.5114 /LL=13543 /DEF
MOE430_2_1417216_at 55.4 56.5 P P 0.00293 0.001221 -0.1 NC 0.5 gb:NM_138606.1 /DB_XREF=gi:20070429 /GEN=DXCch3 /FEA=FLmRNA /CNT=76 /TID=Mm.932.1 /TIER=FL+Stack /STK=53 /UG=Mm.932 /LL=65950 /DE
MOE430_2_1417241_at 688.8 675.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025275.1 /DB_XREF=gi:13384611 /GEN=X83328 /FEA=FLmRNA /CNT=131 /TID=Mm.29562.1 /TIER=FL+Stack /STK=51 /UG=Mm.29562 /LL=13929
MOE430_2_1417252_at 766.1 716.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_015807.1 /DB_XREF=gi:7657030 /GEN=Nt5c /FEA=FLmRNA /CNT=72 /TID=Mm.41722.1 /TIER=FL+Stack /STK=51 /UG=Mm.41722 /LL=50773 /DE
MOE430_2_1417260_at 521.7 551 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133671.1 /DB_XREF=gi:19526823 /GEN=U2af2 /FEA=FLmRNA /CNT=97 /TID=Mm.3358.1 /TIER=FL+Stack /STK=50 /UG=Mm.3358 /LL=22185 /DE
MOE430_2_1417270_at 18.5 20.7 P A 0.01 0.06 -0.1 NC 0.23 gb:AK016611.1 /DB_XREF=gi:12855440 /GEN=Wdr12 /FEA=FLmRNA /CNT=115 /TID=Mm.87293.1 /TIER=ConsEnd /STK=1 /UG=Mm.87293 /LL=57750 /UG
MOE430_2_1417282_at 20 19.9 A A 0.27 0.11 -0.1 NC 0.17 gb:NM_011985.1 /DB_XREF=gi:6754709 /GEN=Mmp23 /FEA=FLmRNA /CNT=63 /TID=Mm.29373.1 /TIER=FL+Stack /STK=50 /UG=Mm.29373 /LL=26561 /D
MOE430_2_1417287_at 1464.9 1301.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010376.1 /DB_XREF=gi:18034681 /GEN=H13 /FEA=FLmRNA /CNT=136 /TID=Mm.26991.1 /TIER=FL+Stack /STK=49 /UG=Mm.26991 /LL=14950 /D
MOE430_2_1417309_at 66.8 65.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011163.1 /DB_XREF=gi:15029878 /FEA=FLmRNA /CNT=285 /TID=Mm.31533.1 /TIER=FL+Stack /STK=48 /UG=Mm.31533 /LL=57259 /UG_GENE=To
MOE430_2_1417317_s_ 7938.5 7425.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_021338.2 /DB_XREF=gi:15042946 /GEN=Rpl35a /FEA=FLmRNA /CNT=69 /TID=Mm.195901.1 /TIER=FL+Stack /STK=48 /UG=Mm.195901 /LL=57808
MOE430_2_1417320_at 840.3 806.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_024478.1 /DB_XREF=gi:13277393 /GEN=Grpel1 /FEA=FLmRNA /CNT=96 /TID=Mm.21535.1 /TIER=FL+Stack /STK=48 /UG=Mm.21535 /LL=17713 /
MOE430_2_1417331_a_ 176.1 146.5 P P 0.000244 0.008057 -0.1 NC 0.5 gb:NM_019665.1 /DB_XREF=gi:9789882 /GEN=Arl6 /FEA=FLmRNA /CNT=78 /TID=Mm.7760.1 /TIER=FL+Stack /STK=48 /UG=Mm.7760 /LL=56297 /DEF=M
MOE430_2_1417334_at 145.3 144.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC022681.1 /DB_XREF=gi:18490498 /FEA=FLmRNA /CNT=65 /TID=Mm.180680.1 /TIER=FL+Stack /STK=48 /UG=Mm.180680 /LL=54402 /UG_GENE=S



MOE430_2_1417349_at 504.1 567.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AF079530.1 /DB_XREF=gi:6456869 /GEN=pa /FEA=FLmRNA /CNT=84 /TID=Mm.148195.1 /TIER=FL+Stack /STK=47 /UG=Mm.148195 /LL=18457 /DEF
MOE430_2_1417362_at 1.6 2.7 A A 0.87 0.87 -0.1 NC 0.5 gb:NM_019799.1 /DB_XREF=gi:9790196 /GEN=Rhcg /FEA=FLmRNA /CNT=69 /TID=Mm.10909.1 /TIER=FL+Stack /STK=47 /UG=Mm.10909 /LL=56315 /DE
MOE430_2_1417366_s_ 1516.5 1548.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU079514 /DB_XREF=gi:6084269 /DB_XREF=AU079514 /CLONE=MNCb-4404 /FEA=FLmRNA /CNT=323 /TID=Mm.34246.1 /TIER=Stack /STK=80 /UG
MOE430_2_1417383_at 68.3 59.6 P P 0.000244 0.00293 -0.1 NC 0.82 gb:BB810113 /DB_XREF=gi:16982742 /DB_XREF=BB810113 /CLONE=G730002N04 /FEA=FLmRNA /CNT=179 /TID=Mm.10211.1 /TIER=Stack /STK=12 /U
MOE430_2_1417386_at 716.2 599 P P 0.000244 0.000244 -0.1 NC 0.64 gb:AK010446.1 /DB_XREF=gi:12845898 /FEA=FLmRNA /CNT=163 /TID=Mm.29824.1 /TIER=Stack /STK=32 /UG=Mm.29824 /LL=19155 /UG_GENE=Psa /U
MOE430_2_1417399_at 632.5 621.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019521.1 /DB_XREF=gi:9506714 /GEN=Gas6 /FEA=FLmRNA /CNT=147 /TID=Mm.3982.1 /TIER=FL+Stack /STK=46 /UG=Mm.3982 /LL=14456 /DEF
MOE430_2_1417417_a_ 7020.8 6332.3 P P 0.000244 0.000244 -0.1 NC 0.7 gb:NM_007748.1 /DB_XREF=gi:6680987 /GEN=Cox6a1 /FEA=FLmRNA /CNT=167 /TID=Mm.43415.1 /TIER=FL+Stack /STK=45 /UG=Mm.43415 /LL=12861 
MOE430_2_1417418_s_ 3999.5 4112.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007748.1 /DB_XREF=gi:6680987 /GEN=Cox6a1 /FEA=FLmRNA /CNT=167 /TID=Mm.43415.1 /TIER=FL+Stack /STK=45 /UG=Mm.43415 /LL=12861 
MOE430_2_1417419_at 698.9 558.9 P P 0.000732 0.000244 -0.1 NC 0.5 gb:M64403.1 /DB_XREF=gi:192877 /GEN=CYL-1 /FEA=FLmRNA /CNT=364 /TID=Mm.22288.1 /TIER=FL+Stack /STK=25 /UG=Mm.22288 /LL=12443 /DEF
MOE430_2_1417429_at 417 435.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011229.1 /DB_XREF=gi:15029983 /FEA=FLmRNA /CNT=109 /TID=Mm.976.1 /TIER=FL+Stack /STK=45 /UG=Mm.976 /LL=14261 /UG_GENE=Fmo1 /
MOE430_2_1417433_at 454.3 416.4 P P 0.000244 0.000244 -0.1 NC 0.63 gb:NM_011942.1 /DB_XREF=gi:7242155 /GEN=Lypla2 /FEA=FLmRNA /CNT=107 /TID=Mm.34302.1 /TIER=FL+Stack /STK=45 /UG=Mm.34302 /LL=26394 /
MOE430_2_1417449_at 182 218.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133240.1 /DB_XREF=gi:18875407 /GEN=Pte1 /FEA=FLmRNA /CNT=68 /TID=Mm.18641.1 /TIER=FL+Stack /STK=45 /UG=Mm.18641 /LL=170789 /D
MOE430_2_1417451_a_ 8908.7 8072.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008907.1 /DB_XREF=gi:6679438 /GEN=Ppia /FEA=FLmRNA /CNT=198 /TID=Mm.5246.1 /TIER=FL+Stack /STK=44 /UG=Mm.5246 /LL=19034 /DEF
MOE430_2_1417452_a_ 7757.6 7096.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007990.1 /DB_XREF=gi:6679752 /GEN=Fau /FEA=FLmRNA /CNT=140 /TID=Mm.4890.1 /TIER=FL+Stack /STK=44 /UG=Mm.4890 /LL=14109 /DEF=
MOE430_2_1417461_at 3992.1 3226.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC005446.1 /DB_XREF=gi:13529421 /FEA=FLmRNA /CNT=180 /TID=Mm.8687.1 /TIER=FL+Stack /STK=44 /UG=Mm.8687 /LL=12331 /UG_GENE=Cap1
MOE430_2_1417463_a_ 5322 4823.9 P P 0.000244 0.000244 -0.1 NC 0.74 gb:NM_025605.1 /DB_XREF=gi:13385059 /GEN=2400001E08Rik /FEA=FLmRNA /CNT=134 /TID=Mm.30003.1 /TIER=FL+Stack /STK=44 /UG=Mm.30003 /L
MOE430_2_1417468_at 295.2 352.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_012049.1 /DB_XREF=gi:6754855 /GEN=Nit1 /FEA=FLmRNA /CNT=88 /TID=Mm.12915.1 /TIER=FL+Stack /STK=44 /UG=Mm.12915 /LL=27045 /DEF
MOE430_2_1417477_at 723.6 651.2 P P 0.000244 0.000244 -0.1 NC 0.81 gb:NM_025294.1 /DB_XREF=gi:13384645 /GEN=Gtlf3b /FEA=FLmRNA /CNT=93 /TID=Mm.22780.1 /TIER=FL+Stack /STK=44 /UG=Mm.22780 /LL=24083 /
MOE430_2_1417496_at 18.5 18.3 P P 0.01 0.007813 -0.1 NC 0.5 gb:BB531328 /DB_XREF=gi:9583257 /DB_XREF=BB531328 /CLONE=E030016E11 /FEA=FLmRNA /CNT=332 /TID=Mm.13787.1 /TIER=Stack /STK=16 /UG
MOE430_2_1417515_at 925.3 861.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_138721.1 /DB_XREF=gi:20270250 /GEN=Lsm10 /FEA=FLmRNA /CNT=80 /TID=Mm.41865.1 /TIER=FL+Stack /STK=43 /UG=Mm.41865 /LL=192238 
MOE430_2_1417527_at 245.9 231.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_029505.1 /DB_XREF=gi:17505211 /GEN=Ap3m2 /FEA=FLmRNA /CNT=94 /TID=Mm.10647.1 /TIER=FL+Stack /STK=43 /UG=Mm.10647 /LL=64933 /
MOE430_2_1417566_at 232.7 184 P P 0.000244 0.000244 -0.1 NC 0.6 gb:AK007421.1 /DB_XREF=gi:12840964 /FEA=FLmRNA /CNT=180 /TID=Mm.10297.1 /TIER=Stack /STK=33 /UG=Mm.10297 /LL=67469 /UG_GENE=130000
MOE430_2_1417571_at 377.3 343.1 P P 0.000732 0.001953 -0.1 NC 0.5 gb:NM_010822.1 /DB_XREF=gi:7106360 /GEN=Mpg /FEA=FLmRNA /CNT=122 /TID=Mm.181216.1 /TIER=FL+Stack /STK=41 /UG=Mm.181216 /LL=17477 /
MOE430_2_1417612_at 445.4 454.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010500.1 /DB_XREF=gi:6754283 /GEN=Ier5 /FEA=FLmRNA /CNT=149 /TID=Mm.12246.1 /TIER=FL+Stack /STK=40 /UG=Mm.12246 /LL=15939 /DE
MOE430_2_1417621_at 45 47.6 P P 0.005859 0.01 -0.1 NC 0.5 gb:AK004810.1 /DB_XREF=gi:12836270 /GEN=Nfatc1 /FEA=FLmRNA /CNT=79 /TID=Mm.10085.1 /TIER=Stack /STK=14 /UG=Mm.10085 /LL=18018 /UG_T
MOE430_2_1417623_at 138.1 130.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG069726 /DB_XREF=gi:12552295 /DB_XREF=H3079D11-3 /CLONE=H3079D11 /FEA=FLmRNA /CNT=171 /TID=Mm.4168.1 /TIER=Stack /STK=24 /UG
MOE430_2_1417645_at 33.2 41.8 P P 0.03 0.03 -0.1 NC 0.5 gb:BC021484.1 /DB_XREF=gi:18204414 /FEA=FLmRNA /CNT=118 /TID=Mm.1209.1 /TIER=FL+Stack /STK=35 /UG=Mm.1209 /LL=16651 /UG_GENE=Sspn 
MOE430_2_1417665_a_ 819.7 747.3 P P 0.000244 0.000244 -0.1 NC 0.77 gb:NM_053193.1 /DB_XREF=gi:16751834 /GEN=Cpsf1 /FEA=FLmRNA /CNT=109 /TID=Mm.45141.1 /TIER=FL+Stack /STK=39 /UG=Mm.45141 /LL=94230 /
MOE430_2_1417683_at 663.7 641.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023232.1 /DB_XREF=gi:12963592 /GEN=0610041G12Rik /FEA=FLmRNA /CNT=110 /TID=Mm.46716.1 /TIER=FL+Stack /STK=38 /UG=Mm.46716 /L
MOE430_2_1417686_at 0.7 0.3 A A 0.9 0.93 -0.1 NC 0.4 gb:NM_019516.1 /DB_XREF=gi:9506756 /GEN=Lgals12 /FEA=FLmRNA /CNT=71 /TID=Mm.87546.1 /TIER=FL+Stack /STK=38 /UG=Mm.87546 /LL=56072 /
MOE430_2_1417705_at 243.2 231.8 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB534069 /DB_XREF=gi:16446339 /DB_XREF=BB534069 /CLONE=E030033F19 /FEA=FLmRNA /CNT=92 /TID=Mm.203921.1 /TIER=Stack /STK=8 /UG
MOE430_2_1417744_a_ 561.6 562.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC006907.1 /DB_XREF=gi:13905221 /FEA=FLmRNA /CNT=69 /TID=Mm.27832.1 /TIER=FL+Stack /STK=37 /UG=Mm.27832 /LL=64143 /UG_GENE=Ralb
MOE430_2_1417760_at 0.9 1.1 A A 0.69 0.75 -0.1 NC 0.6 gb:NM_007430.1 /DB_XREF=gi:6671530 /GEN=Nr0b1 /FEA=FLmRNA /CNT=39 /TID=Mm.5180.1 /TIER=FL+Stack /STK=37 /UG=Mm.5180 /LL=11614 /DEF
MOE430_2_1417762_a_ 7187.6 7086 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_012053.1 /DB_XREF=gi:6755357 /GEN=Rpl8 /FEA=FLmRNA /CNT=148 /TID=Mm.30066.1 /TIER=FL+Stack /STK=36 /UG=Mm.30066 /LL=26961 /DE
MOE430_2_1417783_at 63 69.7 P P 0.00293 0.005859 -0.1 NC 0.5 gb:AB053307.1 /DB_XREF=gi:15823639 /GEN=Als2 /FEA=FLmRNA /CNT=87 /TID=Mm.30114.1 /TIER=FL+Stack /STK=36 /UG=Mm.30114 /LL=74018 /UG
MOE430_2_1417784_at 12.1 9 P P 0.01 0.000732 -0.1 NC 0.02 gb:AI036947 /DB_XREF=gi:3260638 /DB_XREF=uh23c04.r1 /CLONE=IMAGE:1746246 /FEA=FLmRNA /CNT=87 /TID=Mm.30114.1 /TIER=ConsEnd /STK=0 
MOE430_2_1417802_at 0.8 0.6 A A 0.82 0.82 -0.1 NC 0.84 gb:NM_133675.1 /DB_XREF=gi:19526829 /GEN=1110032A04Rik /FEA=FLmRNA /CNT=60 /TID=Mm.45481.1 /TIER=FL+Stack /STK=36 /UG=Mm.45481 /LL
MOE430_2_1417825_at 3329.7 3173.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_016903.1 /DB_XREF=gi:13937354 /GEN=Es10 /FEA=FLmRNA /CNT=50 /TID=Mm.1017.1 /TIER=FL+Stack /STK=35 /UG=Mm.1017 /LL=13885 /DEF
MOE430_2_1417827_at 422.2 386.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_021504.1 /DB_XREF=gi:10946917 /GEN=Png1-pending /FEA=FLmRNA /CNT=91 /TID=Mm.178072.1 /TIER=FL+Stack /STK=35 /UG=Mm.178072 /LL
MOE430_2_1417840_at 322.1 300.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025892.1 /DB_XREF=gi:13385381 /GEN=1500031L02Rik /FEA=FLmRNA /CNT=67 /TID=Mm.22990.1 /TIER=FL+Stack /STK=35 /UG=Mm.22990 /LL=
MOE430_2_1417854_at 325.6 279.6 P P 0.000244 0.000244 -0.1 NC 0.53 gb:NM_011840.1 /DB_XREF=gi:6754623 /GEN=Map2k5 /FEA=FLmRNA /CNT=63 /TID=Mm.19947.1 /TIER=FL+Stack /STK=35 /UG=Mm.19947 /LL=23938 /
MOE430_2_1417862_at 10.7 17.1 A A 0.06 0.06 -0.1 NC 0.5 gb:NM_021427.1 /DB_XREF=gi:10946789 /GEN=AB041569 /FEA=FLmRNA /CNT=55 /TID=Mm.40687.1 /TIER=FL+Stack /STK=35 /UG=Mm.40687 /LL=5823
MOE430_2_1417868_a_ 4851 3863.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_022325.1 /DB_XREF=gi:11968165 /GEN=Ctsz /FEA=FLmRNA /CNT=144 /TID=Mm.156919.1 /TIER=FL+Stack /STK=34 /UG=Mm.156919 /LL=64138
MOE430_2_1417870_x_ 1868.9 1732.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_022325.1 /DB_XREF=gi:11968165 /GEN=Ctsz /FEA=FLmRNA /CNT=144 /TID=Mm.156919.1 /TIER=FL+Stack /STK=34 /UG=Mm.156919 /LL=64138
MOE430_2_1417908_s_ 780 774.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009456.1 /DB_XREF=gi:6678480 /GEN=Ube2l3 /FEA=FLmRNA /CNT=403 /TID=Mm.3074.1 /TIER=FL+Stack /STK=33 /UG=Mm.3074 /LL=22195 /DE
MOE430_2_1417935_at 332 283.1 P P 0.00293 0.001221 -0.1 NC 0.71 gb:NM_023290.1 /DB_XREF=gi:12963620 /GEN=Mkrn2 /FEA=FLmRNA /CNT=90 /TID=Mm.177966.1 /TIER=FL+Stack /STK=33 /UG=Mm.177966 /LL=67027
MOE430_2_1417955_at 501.5 491.5 P P 0.000244 0.000244 -0.1 NC 0.64 gb:NM_133744.1 /DB_XREF=gi:19526947 /GEN=2600016J21Rik /FEA=FLmRNA /CNT=75 /TID=Mm.46488.1 /TIER=FL+Stack /STK=32 /UG=Mm.46488 /LL=
MOE430_2_1417959_at 362.8 360 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026131.1 /DB_XREF=gi:13385639 /GEN=1110003B01Rik /FEA=FLmRNA /CNT=48 /TID=Mm.3395.1 /TIER=FL+Stack /STK=32 /UG=Mm.3395 /LL=6
MOE430_2_1418018_at 88 80.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007754.1 /DB_XREF=gi:6681000 /GEN=Cpd /FEA=FLmRNA /CNT=113 /TID=Mm.20910.1 /TIER=FL+Stack /STK=31 /UG=Mm.20910 /LL=12874 /DE
MOE430_2_1418019_at 140.4 132.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG866595 /DB_XREF=gi:14217135 /DB_XREF=602785568F1 /CLONE=IMAGE:4911784 /FEA=FLmRNA /CNT=113 /TID=Mm.20910.1 /TIER=ConsEnd /ST
MOE430_2_1418025_at 154.5 184.7 P P 0.001221 0.001953 -0.1 NC 0.5 gb:NM_011498.1 /DB_XREF=gi:6755679 /GEN=Bhlhb2 /FEA=FLmRNA /CNT=123 /TID=Mm.2436.1 /TIER=FL+Stack /STK=31 /UG=Mm.2436 /LL=20893 /DE
MOE430_2_1418031_at 520.7 538.6 P P 0.000732 0.001221 -0.1 NC 0.5 gb:NM_015742.1 /DB_XREF=gi:7657352 /GEN=Myo9b /FEA=FLmRNA /CNT=79 /TID=Mm.33779.1 /TIER=FL+Stack /STK=31 /UG=Mm.33779 /LL=17925 /D
MOE430_2_1418032_at 64.4 77.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133927.1 /DB_XREF=gi:19527141 /GEN=AI646725 /FEA=FLmRNA /CNT=64 /TID=Mm.31345.1 /TIER=FL+Stack /STK=31 /UG=Mm.31345 /LL=1011
MOE430_2_1418034_at 112.3 106.8 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC022587.1 /DB_XREF=gi:18490430 /FEA=FLmRNA /CNT=57 /TID=Mm.38503.1 /TIER=FL+Stack /STK=31 /UG=Mm.38503 /LL=69527 /UG_GENE=2310
MOE430_2_1418064_at 126 107.3 P P 0.00415 0.001953 -0.1 NC 0.5 gb:NM_023524.1 /DB_XREF=gi:13122605 /GEN=Tfpt /FEA=FLmRNA /CNT=45 /TID=Mm.760.1 /TIER=FL+Stack /STK=31 /UG=Mm.760 /LL=69714 /DEF=M
MOE430_2_1418067_at 1451.4 1264.7 P P 0.000244 0.000244 -0.1 NC 0.53 gb:AI323758 /DB_XREF=gi:4058187 /DB_XREF=mm10b05.x1 /CLONE=IMAGE:521073 /FEA=FLmRNA /CNT=159 /TID=Mm.3373.1 /TIER=Stack /STK=66 /U
MOE430_2_1418073_at 605.9 567.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019736.1 /DB_XREF=gi:9790024 /GEN=Acate2-pending /FEA=FLmRNA /CNT=96 /TID=Mm.23368.1 /TIER=FL+Stack /STK=30 /UG=Mm.23368 /LL=
MOE430_2_1418074_at 53.5 57.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:NM_011373.1 /DB_XREF=gi:6755511 /GEN=Siat7d /FEA=FLmRNA /CNT=138 /TID=Mm.27446.1 /TIER=FL+Stack /STK=30 /UG=Mm.27446 /LL=20448 /
MOE430_2_1418077_at 41 40.5 P P 0.01 0.04 -0.1 NC 0.5 gb:NM_009277.1 /DB_XREF=gi:6678140 /GEN=Trim21 /FEA=FLmRNA /CNT=66 /TID=Mm.1384.1 /TIER=FL /STK=2 /UG=Mm.1384 /LL=20821 /DEF=Mus m
MOE430_2_1418089_at 539.6 517.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018768.1 /DB_XREF=gi:9055355 /GEN=Stx8 /FEA=FLmRNA /CNT=55 /TID=Mm.3973.1 /TIER=FL+Stack /STK=30 /UG=Mm.3973 /LL=55943 /DEF=
MOE430_2_1418110_a_ 4.3 2.8 A A 0.43 0.53 -0.1 NC 0.44 gb:NM_010566.1 /DB_XREF=gi:6754355 /GEN=Inpp5d /FEA=FLmRNA /CNT=60 /TID=Mm.15105.1 /TIER=FL+Stack /STK=30 /UG=Mm.15105 /LL=16331 /D
MOE430_2_1418124_at 1049.4 1116.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026519.1 /DB_XREF=gi:13386013 /GEN=2610318K02Rik /FEA=FLmRNA /CNT=72 /TID=Mm.220942.1 /TIER=FL+Stack /STK=29 /UG=Mm.220942 /
MOE430_2_1418125_at 101.3 92.3 P P 0.001953 0.000732 -0.1 NC 0.5 gb:NM_026574.1 /DB_XREF=gi:13386067 /GEN=4632409L19Rik /FEA=FLmRNA /CNT=84 /TID=Mm.89148.1 /TIER=FL+Stack /STK=29 /UG=Mm.89148 /LL=
MOE430_2_1418145_at 237.8 244.7 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BM232386 /DB_XREF=gi:17867656 /DB_XREF=K0322E09-3 /CLONE=K0322E09 /FEA=FLmRNA /CNT=86 /TID=Mm.172947.1 /TIER=Stack /STK=9 /UG
MOE430_2_1418147_at 1.8 3 A A 0.72 0.56 -0.1 NC 0.16 gb:NM_009335.1 /DB_XREF=gi:6678252 /GEN=Tcfap2c /FEA=FLmRNA /CNT=78 /TID=Mm.3629.1 /TIER=FL+Stack /STK=29 /UG=Mm.3629 /LL=21420 /D
MOE430_2_1418151_at 200 206.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BQ032797 /DB_XREF=gi:19768076 /DB_XREF=UI-1-CF0-axc-c-11-0-UI.s1 /CLONE=UI-1-CF0-axc-c-11-0-UI /FEA=FLmRNA /CNT=102 /TID=Mm.90
MOE430_2_1418169_at 107.6 96 P P 0.00293 0.001953 -0.1 NC 0.5 gb:NM_080855.1 /DB_XREF=gi:18252797 /GEN=Bdg29-pending /FEA=FLmRNA /CNT=200 /TID=Mm.25570.1 /TIER=FL /STK=2 /UG=Mm.25570 /LL=14268
MOE430_2_1418211_at 14.2 8.1 A A 0.09 0.19 -0.1 NC 0.5 gb:NM_021879.1 /DB_XREF=gi:11230775 /GEN=p /FEA=FLmRNA /CNT=41 /TID=Mm.3113.1 /TIER=FL+Stack /STK=28 /UG=Mm.3113 /LL=18431 /DEF=Mu
MOE430_2_1418247_s_ 64.4 71.5 P P 0.000732 0.008057 -0.1 NC 0.5 gb:BG277926 /DB_XREF=gi:13073719 /DB_XREF=ux64d07.y1 /CLONE=IMAGE:3515172 /FEA=FLmRNA /CNT=67 /TID=Mm.25496.1 /TIER=ConsEnd /STK=
MOE430_2_1418256_at 137.5 100.2 P P 0.005859 0.005859 -0.1 NC 0.5 gb:BI662291 /DB_XREF=gi:15576527 /DB_XREF=603305538F1 /CLONE=IMAGE:5351192 /FEA=FLmRNA /CNT=94 /TID=Mm.45044.1 /TIER=Stack /STK=1
MOE430_2_1418273_a_ 6360.5 6074.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009083.1 /DB_XREF=gi:6677782 /GEN=Rpl30 /FEA=FLmRNA /CNT=130 /TID=Mm.3487.1 /TIER=FL+Stack /STK=26 /UG=Mm.3487 /LL=19946 /DE
MOE430_2_1418290_a_ 141.7 114.2 P P 0.000244 0.000732 -0.1 NC 0.83 gb:BG094155 /DB_XREF=gi:12576718 /DB_XREF=uu72c04.x1 /CLONE=IMAGE:3381895 /FEA=FLmRNA /CNT=105 /TID=Mm.5027.1 /TIER=Stack /STK=14 
MOE430_2_1418346_at 27.8 21.5 P P 0.03 0.03 -0.1 NC 0.5 gb:NM_013754.1 /DB_XREF=gi:7305184 /GEN=Insl6 /FEA=FLmRNA /CNT=35 /TID=Mm.46153.1 /TIER=FL+Stack /STK=25 /UG=Mm.46153 /LL=27356 /DE
MOE430_2_1418357_at 993.4 933.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008241.1 /DB_XREF=gi:6679842 /GEN=Foxg1 /FEA=FLmRNA /CNT=41 /TID=Mm.4704.1 /TIER=FL+Stack /STK=25 /UG=Mm.4704 /LL=15228 /DEF
MOE430_2_1418386_at 583.2 534.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026526.1 /DB_XREF=gi:13386021 /GEN=2510005D08Rik /FEA=FLmRNA /CNT=60 /TID=Mm.45225.1 /TIER=FL+Stack /STK=24 /UG=Mm.45225 /LL
MOE430_2_1418389_at 70.8 72 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133703.1 /DB_XREF=gi:19526873 /GEN=1500026F15Rik /FEA=FLmRNA /CNT=41 /TID=Mm.212527.1 /TIER=FL+Stack /STK=24 /UG=Mm.212527 /L
MOE430_2_1418399_at 119.4 137.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_134073.1 /DB_XREF=gi:19527295 /GEN=AA675328 /FEA=FLmRNA /CNT=49 /TID=Mm.6720.1 /TIER=FL+Stack /STK=24 /UG=Mm.6720 /LL=105440
MOE430_2_1418428_at 71.7 67.8 P P 0.001221 0.00293 -0.1 NC 0.5 gb:AK014590.1 /DB_XREF=gi:12852538 /GEN=Kif5b /FEA=FLmRNA /CNT=397 /TID=Mm.3380.1 /TIER=Stack /STK=55 /UG=Mm.3380 /LL=16573 /UG_TIT
MOE430_2_1418434_at 293.4 275.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018810.1 /DB_XREF=gi:9055273 /GEN=Mkrn1 /FEA=FLmRNA /CNT=175 /TID=Mm.7198.1 /TIER=FL+Stack /STK=23 /UG=Mm.7198 /LL=54484 /DE
MOE430_2_1418435_at 248.1 218.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ176661 /DB_XREF=gi:20352153 /DB_XREF=UI-M-DJ2-bvz-g-10-0-UI.s1 /CLONE=UI-M-DJ2-bvz-g-10-0-UI /FEA=FLmRNA /CNT=175 /TID=Mm.7
MOE430_2_1418437_a_ 179 179.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG064529 /DB_XREF=gi:12547092 /DB_XREF=H3020G10-3 /CLONE=H3020G10 /FEA=FLmRNA /CNT=132 /TID=Mm.628.1 /TIER=Stack /STK=65 /UG
MOE430_2_1418446_at 212.8 175.1 P P 0.000732 0.00415 -0.1 NC 0.57 gb:AW105741 /DB_XREF=gi:6076477 /DB_XREF=um32a09.x1 /CLONE=IMAGE:2236216 /FEA=FLmRNA /CNT=93 /TID=Mm.5045.1 /TIER=Stack /STK=23 /
MOE430_2_1418458_at 758.3 669.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019805.1 /DB_XREF=gi:9790010 /GEN=Apc7-pending /FEA=FLmRNA /CNT=83 /TID=Mm.18805.1 /TIER=FL+Stack /STK=23 /UG=Mm.18805 /LL=56
MOE430_2_1418473_at 43.6 46.6 P P 0.000244 0.000244 -0.1 NC 0.57 gb:BC026775.1 /DB_XREF=gi:20070858 /FEA=FLmRNA /CNT=45 /TID=Mm.20257.1 /TIER=FL+Stack /STK=23 /UG=Mm.20257 /LL=66388 /UG_GENE=2310
MOE430_2_1418483_a_ 242 229.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF297615.1 /DB_XREF=gi:15419873 /FEA=FLmRNA /CNT=38 /TID=Mm.1548.1 /TIER=FL+Stack /STK=23 /UG=Mm.1548 /LL=14594 /UG_GENE=Ggta1 
MOE430_2_1418505_at 250.4 252.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027209.1 /DB_XREF=gi:20070873 /FEA=FLmRNA /CNT=320 /TID=Mm.24397.1 /TIER=FL+Stack /STK=118 /UG=Mm.24397 /LL=71207 /UG_GENE=49
MOE430_2_1418508_a_ 144.4 136.9 P P 0.001953 0.00293 -0.1 NC 0.64 gb:NM_008163.1 /DB_XREF=gi:6680082 /GEN=Grb2 /FEA=FLmRNA /CNT=173 /TID=Mm.6900.1 /TIER=FL+Stack /STK=22 /UG=Mm.6900 /LL=14784 /DEF
MOE430_2_1418509_at 3321.3 3047.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC010758.1 /DB_XREF=gi:14789661 /FEA=FLmRNA /CNT=99 /TID=Mm.21454.1 /TIER=FL+Stack /STK=22 /UG=Mm.21454 /LL=12409 /UG_GENE=Cbr2
MOE430_2_1418515_at 45.8 34.2 P P 0.000732 0.008057 -0.1 NC 0.5 gb:BG066786 /DB_XREF=gi:12549355 /DB_XREF=H3046H09-3 /CLONE=H3046H09 /FEA=FLmRNA /CNT=185 /TID=Mm.10563.1 /TIER=Stack /STK=43 /U
MOE430_2_1418517_at 52.9 51.8 P P 0.01 0.04 -0.1 NC 0.92 gb:NM_008393.1 /DB_XREF=gi:6680471 /GEN=Irx3 /FEA=FLmRNA /CNT=73 /TID=Mm.39039.1 /TIER=FL+Stack /STK=22 /UG=Mm.39039 /LL=16373 /DEF
MOE430_2_1418544_at 6.8 4.1 A A 0.6 0.85 -0.1 NC 0.87 gb:NM_019789.1 /DB_XREF=gi:9790064 /GEN=Csen /FEA=FLmRNA /CNT=39 /TID=Mm.29653.1 /TIER=FL+Stack /STK=22 /UG=Mm.29653 /LL=56461 /DE
MOE430_2_1418553_at 548.3 536.9 P P 0.000244 0.000244 -0.1 NC 0.79 gb:NM_133962.1 /DB_XREF=gi:19527179 /GEN=AI467246 /FEA=FLmRNA /CNT=41 /TID=Mm.170461.1 /TIER=FL+Stack /STK=22 /UG=Mm.170461 /LL=10
MOE430_2_1418560_at 1781.5 1758.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF681901 /DB_XREF=gi:11955796 /DB_XREF=602117042T1 /CLONE=IMAGE:3468227 /FEA=FLmRNA /CNT=422 /TID=Mm.34775.1 /TIER=Stack /STK=
MOE430_2_1418567_a_ 2400 2260.3 P P 0.000244 0.000244 -0.1 NC 0.58 gb:NM_009273.1 /DB_XREF=gi:6678132 /GEN=Srp14 /FEA=FLmRNA /CNT=104 /TID=Mm.850.1 /TIER=FL+Stack /STK=21 /UG=Mm.850 /LL=20813 /DEF=
MOE430_2_1418607_at 136.3 141.3 P P 0.000244 0.001221 -0.1 NC 0.5 gb:NM_023322.1 /DB_XREF=gi:13374564 /GEN=Zfp99 /FEA=FLmRNA /CNT=33 /TID=Mm.26782.1 /TIER=FL+Stack /STK=21 /UG=Mm.26782 /LL=67235 /D
MOE430_2_1418622_at 2084.9 1891 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM234596 /DB_XREF=gi:17869866 /DB_XREF=K0403A11-3 /CLONE=K0403A11 /FEA=FLmRNA /CNT=305 /TID=Mm.21905.1 /TIER=Stack /STK=8 /UG
MOE430_2_1418625_s_ 6876.4 6723.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008084.1 /DB_XREF=gi:6679936 /GEN=Gapd /FEA=FLmRNA /CNT=163 /TID=Mm.5289.1 /TIER=FL+Stack /STK=20 /UG=Mm.5289 /LL=14433 /DEF
MOE430_2_1418637_at 86.2 85 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI456953 /DB_XREF=gi:15247609 /DB_XREF=603174488F1 /CLONE=IMAGE:5254124 /FEA=FLmRNA /CNT=108 /TID=Mm.34510.1 /TIER=ConsEnd /ST
MOE430_2_1418646_at 347.9 287.1 P P 0.000732 0.001221 -0.1 NC 0.85 gb:NM_008136.1 /DB_XREF=gi:6680030 /GEN=Gna-rs1 /FEA=FLmRNA /CNT=131 /TID=Mm.33575.1 /TIER=FL+Stack /STK=20 /UG=Mm.33575 /LL=14670
MOE430_2_1418647_at 116.4 89.9 P P 0.001953 0.000244 -0.1 NC 0.5 gb:BF577955 /DB_XREF=gi:11651667 /DB_XREF=602091978F1 /CLONE=IMAGE:4206475 /FEA=FLmRNA /CNT=131 /TID=Mm.33575.1 /TIER=ConsEnd /ST
MOE430_2_1418650_at 176 149 P P 0.001221 0.001221 -0.1 NC 0.5 gb:NM_026470.2 /DB_XREF=gi:19526770 /GEN=1700062C23Rik /FEA=FLmRNA /CNT=98 /TID=Mm.8540.1 /TIER=FL+Stack /STK=20 /UG=Mm.8540 /LL=6
MOE430_2_1418653_at 1.3 2.2 A A 0.69 0.75 -0.1 NC 0.75 gb:NM_134144.1 /DB_XREF=gi:19527381 /GEN=AI266900 /FEA=FLmRNA /CNT=64 /TID=Mm.38963.1 /TIER=FL+Stack /STK=20 /UG=Mm.38963 /LL=1071
MOE430_2_1418658_at 181.3 165.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC025158.1 /DB_XREF=gi:19263890 /FEA=FLmRNA /CNT=42 /TID=Mm.46494.1 /TIER=FL+Stack /STK=20 /UG=Mm.46494 /LL=66302 /UG_GENE=2410
MOE430_2_1418674_at 169.4 166.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011019.1 /DB_XREF=gi:6754955 /GEN=Osmr /FEA=FLmRNA /CNT=48 /TID=Mm.10760.1 /TIER=FL+Stack /STK=20 /UG=Mm.10760 /LL=18414 /DE
MOE430_2_1418676_at 55.9 54.2 P P 0.008057 0.008057 -0.1 NC 0.5 gb:NM_027397.1 /DB_XREF=gi:13386227 /GEN=3110001N10Rik /FEA=FLmRNA /CNT=33 /TID=Mm.46568.1 /TIER=FL+Stack /STK=20 /UG=Mm.46568 /LL
MOE430_2_1418692_at 938 876.6 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BC019990.1 /DB_XREF=gi:18043408 /FEA=FLmRNA /CNT=249 /TID=Mm.28952.1 /TIER=FL+Stack /STK=19 /UG=Mm.28952 /LL=17274 /UG_GENE=Me
MOE430_2_1418694_at 113 96.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019715.1 /DB_XREF=gi:9789926 /GEN=1700094M07Rik /FEA=FLmRNA /CNT=161 /TID=Mm.29194.1 /TIER=FL+Stack /STK=19 /UG=Mm.29194 /LL
MOE430_2_1418703_at 411.2 399.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_020296.1 /DB_XREF=gi:9937971 /GEN=Rbms1 /FEA=FLmRNA /CNT=60 /TID=Mm.27230.1 /TIER=FL+Stack /STK=19 /UG=Mm.27230 /LL=56878 /D
MOE430_2_1418708_at 2.5 2.5 A A 0.75 0.82 -0.1 NC 0.51 gb:BC024657.1 /DB_XREF=gi:19353016 /FEA=FLmRNA /CNT=38 /TID=Mm.8239.1 /TIER=FL+Stack /STK=19 /UG=Mm.8239 /LL=11425 /UG_GENE=Apoc4
MOE430_2_1418711_at 159.7 160.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008808.1 /DB_XREF=gi:6715565 /GEN=Pdgfa /FEA=FLmRNA /CNT=64 /TID=Mm.2675.1 /TIER=FL+Stack /STK=19 /UG=Mm.2675 /LL=18590 /DEF
MOE430_2_1418715_at 94 85.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023792.1 /DB_XREF=gi:12963828 /GEN=Pank /FEA=FLmRNA /CNT=82 /TID=Mm.24742.1 /TIER=FL+Stack /STK=19 /UG=Mm.24742 /LL=75735 /D
MOE430_2_1418737_at 581.4 597.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025539.1 /DB_XREF=gi:13384959 /GEN=Nudt2 /FEA=FLmRNA /CNT=30 /TID=Mm.28574.1 /TIER=FL+Stack /STK=19 /UG=Mm.28574 /LL=66401 /D
MOE430_2_1418762_at 12 14.1 A A 0.12 0.19 -0.1 NC 0.76 gb:BM208097 /DB_XREF=gi:17764183 /DB_XREF=C0622D07-3 /CLONE=C0622D07 /FEA=FLmRNA /CNT=111 /TID=Mm.20236.1 /TIER=Stack /STK=44 /U
MOE430_2_1418775_at 728.5 645 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_134149.1 /DB_XREF=gi:19527385 /GEN=AI837181 /FEA=FLmRNA /CNT=51 /TID=Mm.40987.1 /TIER=FL+Stack /STK=18 /UG=Mm.40987 /LL=1072
MOE430_2_1418794_at 103.8 92.5 P P 0.001221 0.001221 -0.1 NC 0.55 gb:NM_138651.1 /DB_XREF=gi:20149725 /GEN=Cds2 /FEA=FLmRNA /CNT=39 /TID=Mm.151904.1 /TIER=FL+Stack /STK=18 /UG=Mm.151904 /LL=110911
MOE430_2_1418795_at 45 40.6 P P 0.01 0.03 -0.1 NC 0.5 gb:BB487604 /DB_XREF=gi:16441538 /DB_XREF=BB487604 /CLONE=D430043B04 /FEA=FLmRNA /CNT=39 /TID=Mm.151904.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1418819_at 351.9 354.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026011.1 /DB_XREF=gi:13385517 /GEN=2610313E07Rik /FEA=FLmRNA /CNT=132 /TID=Mm.175302.1 /TIER=FL+Stack /STK=17 /UG=Mm.175302 /
MOE430_2_1418840_at 362.5 385.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011050.1 /DB_XREF=gi:6754997 /GEN=Pdcd4 /FEA=FLmRNA /CNT=38 /TID=Mm.1605.1 /TIER=FL+Stack /STK=17 /UG=Mm.1605 /LL=18569 /DEF
MOE430_2_1418874_a_ 1361 1379.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008951.1 /DB_XREF=gi:6679504 /GEN=Psmd4 /FEA=FLmRNA /CNT=21 /TID=Mm.2261.1 /TIER=FL+Stack /STK=17 /UG=Mm.2261 /LL=19185 /DE
MOE430_2_1418885_a_ 959.4 838.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_130884.1 /DB_XREF=gi:18700023 /GEN=Idh3b /FEA=FLmRNA /CNT=130 /TID=Mm.29590.1 /TIER=FL+Stack /STK=16 /UG=Mm.29590 /LL=170718 
MOE430_2_1418889_a_ 469.8 419.2 P P 0.000732 0.000732 -0.1 NC 0.68 gb:NM_139059.1 /DB_XREF=gi:20544148 /GEN=Csnk1d /FEA=FLmRNA /CNT=98 /TID=Mm.182913.1 /TIER=FL+Stack /STK=16 /UG=Mm.182913 /LL=1043
MOE430_2_1418918_at 0.4 0.8 A A 0.97 0.97 -0.1 NC 0.31 gb:NM_008341.1 /DB_XREF=gi:6680380 /GEN=Igfbp1 /FEA=FLmRNA /CNT=46 /TID=Mm.21300.1 /TIER=FL+Stack /STK=16 /UG=Mm.21300 /LL=16006 /D
MOE430_2_1418986_a_ 317.8 310 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013840.1 /DB_XREF=gi:7305620 /GEN=Uxt /FEA=FLmRNA /CNT=28 /TID=Mm.34779.1 /TIER=FL+Stack /STK=15 /UG=Mm.34779 /LL=22294 /DEF
MOE430_2_1418989_at 11.9 11.9 M A 0.05 0.14 -0.1 NC 0.5 gb:NM_007799.1 /DB_XREF=gi:6681080 /GEN=Ctse /FEA=FLmRNA /CNT=43 /TID=Mm.33671.1 /TIER=FL+Stack /STK=15 /UG=Mm.33671 /LL=13034 /DE
MOE430_2_1419009_at 15.2 16.1 P A 0.04 0.09 -0.1 NC 0.53 gb:NM_009611.1 /DB_XREF=gi:6752955 /GEN=Actl7a /FEA=FLmRNA /CNT=21 /TID=Mm.30959.1 /TIER=FL+Stack /STK=15 /UG=Mm.30959 /LL=11470 /D
MOE430_2_1419053_at 254.1 176 P P 0.001221 0.001221 -0.1 NC 0.87 gb:NM_019781.1 /DB_XREF=gi:9790152 /GEN=Pex14 /FEA=FLmRNA /CNT=46 /TID=Mm.4609.1 /TIER=FL+Stack /STK=14 /UG=Mm.4609 /LL=56273 /DEF
MOE430_2_1419059_at 1.1 1.4 A A 0.93 0.91 -0.1 NC 0.48 gb:NM_011318.1 /DB_XREF=gi:7363448 /GEN=Sap /FEA=FLmRNA /CNT=37 /TID=Mm.2165.1 /TIER=FL+Stack /STK=14 /UG=Mm.2165 /LL=20219 /DEF=M
MOE430_2_1419118_at 3.7 1.9 A A 0.39 0.46 -0.1 NC 0.46 gb:NM_021387.1 /DB_XREF=gi:10946729 /GEN=AB030198 /FEA=FLmRNA /CNT=29 /TID=Mm.108695.1 /TIER=FL+Stack /STK=13 /UG=Mm.108695 /LL=58
MOE430_2_1419180_at 173.7 148.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_030256.1 /DB_XREF=gi:13384995 /GEN=BC003321 /FEA=FLmRNA /CNT=38 /TID=Mm.44734.1 /TIER=FL+Stack /STK=12 /UG=Mm.44734 /LL=8028
MOE430_2_1419196_at 12 7.5 P A 0.01 0.12 -0.1 NC 0.5 gb:NM_032541.1 /DB_XREF=gi:14211541 /GEN=Hamp /FEA=FLmRNA /CNT=18 /TID=Mm.23995.1 /TIER=FL+Stack /STK=12 /UG=Mm.23995 /LL=84506 /D
MOE430_2_1419209_at 76.2 67.2 P P 0.000732 0.001953 -0.1 NC 0.5 gb:NM_008176.1 /DB_XREF=gi:6680108 /GEN=Gro1 /FEA=FLmRNA /CNT=19 /TID=Mm.21013.1 /TIER=FL+Stack /STK=12 /UG=Mm.21013 /LL=14825 /DE
MOE430_2_1419243_at 337 335.5 P P 0.000244 0.000244 -0.1 NC 0.57 gb:BC009085.1 /DB_XREF=gi:14290608 /FEA=FLmRNA /CNT=418 /TID=Mm.58771.1 /TIER=FL+Stack /STK=11 /UG=Mm.58771 /LL=68365 /UG_GENE=Ra
MOE430_2_1419246_s_ 2829.4 2418.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV309273 /DB_XREF=gi:16394159 /DB_XREF=AV309273 /CLONE=5730578E11 /FEA=FLmRNA /CNT=418 /TID=Mm.58771.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1419249_at 689.8 665.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011074.1 /DB_XREF=gi:6755043 /GEN=Pftk1 /FEA=FLmRNA /CNT=216 /TID=Mm.6456.1 /TIER=FL+Stack /STK=11 /UG=Mm.6456 /LL=18647 /DEF
MOE430_2_1419250_a_ 79.6 104.3 P P 0.008057 0.01 -0.1 NC 0.5 gb:AI327038 /DB_XREF=gi:4061467 /DB_XREF=mf66g02.x1 /CLONE=IMAGE:419282 /FEA=FLmRNA /CNT=216 /TID=Mm.6456.1 /TIER=Stack /STK=107 /U
MOE430_2_1419251_at 127.6 142.9 P P 0.000244 0.000244 -0.1 NC 0.79 gb:NM_007943.1 /DB_XREF=gi:6679670 /GEN=Eps15 /FEA=FLmRNA /CNT=191 /TID=Mm.22627.1 /TIER=FL+Stack /STK=11 /UG=Mm.22627 /LL=13858 /
MOE430_2_1419259_at 1824.9 1628.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009105.1 /DB_XREF=gi:6677824 /GEN=Rsu1 /FEA=FLmRNA /CNT=154 /TID=Mm.905.1 /TIER=FL+Stack /STK=11 /UG=Mm.905 /LL=20163 /DEF=M
MOE430_2_1419260_a_ 1871.8 1839.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009225.1 /DB_XREF=gi:6678052 /GEN=Snrpb /FEA=FLmRNA /CNT=100 /TID=Mm.88216.1 /TIER=FL+Stack /STK=11 /UG=Mm.88216 /LL=20638 /D
MOE430_2_1419262_at 262.8 224.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB223744 /DB_XREF=gi:16353818 /DB_XREF=BB223744 /CLONE=A530083I04 /FEA=FLmRNA /CNT=115 /TID=Mm.45738.1 /TIER=Stack /STK=48 /UG
MOE430_2_1419275_at 579.6 499.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133188.1 /DB_XREF=gi:18875323 /GEN=Dazap1 /FEA=FLmRNA /CNT=79 /TID=Mm.148693.1 /TIER=FL+Stack /STK=11 /UG=Mm.148693 /LL=7024
MOE430_2_1419280_at 22.3 16 M P 0.05 0.000732 -0.1 NC 0.28 gb:NM_008845.1 /DB_XREF=gi:6679324 /GEN=Pip5k2a /FEA=FLmRNA /CNT=88 /TID=Mm.8771.1 /TIER=FL /STK=2 /UG=Mm.8771 /LL=18718 /DEF=Mus 
MOE430_2_1419296_at 12 13.3 P P 0.04 0.008057 -0.1 NC 0.29 gb:NM_138630.1 /DB_XREF=gi:20137011 /GEN=Arhgap4 /FEA=FLmRNA /CNT=29 /TID=Mm.30369.1 /TIER=FL+Stack /STK=11 /UG=Mm.30369 /LL=17120
MOE430_2_1419333_at 95 84.5 P P 0.008057 0.01 -0.1 NC 0.5 gb:NM_029096.1 /DB_XREF=gi:20270205 /GEN=1110008J03Rik /FEA=FLmRNA /CNT=20 /TID=Mm.9654.1 /TIER=FL+Stack /STK=11 /UG=Mm.9654 /LL=10
MOE430_2_1419351_a_ 358.4 295.2 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BC003916.1 /DB_XREF=gi:13278141 /FEA=FLmRNA /CNT=88 /TID=Mm.28679.1 /TIER=FL+Stack /STK=10 /UG=Mm.28679 /LL=67669 /UG_GENE=0610
MOE430_2_1419352_at 543.9 511 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003916.1 /DB_XREF=gi:13278141 /FEA=FLmRNA /CNT=88 /TID=Mm.28679.1 /TIER=FL+Stack /STK=10 /UG=Mm.28679 /LL=67669 /UG_GENE=0610
MOE430_2_1419353_at 26.5 27.2 P P 0.008057 0.001953 -0.1 NC 0.26 gb:AK004834.1 /DB_XREF=gi:12836315 /GEN=Dpm1 /FEA=FLmRNA /CNT=118 /TID=Mm.12969.1 /TIER=ConsEnd /STK=7 /UG=Mm.12969 /LL=13480 /UG
MOE430_2_1419364_a_ 8156.1 7086.4 P P 0.000244 0.000244 -0.1 NC 0.81 gb:NM_011300.1 /DB_XREF=gi:6755375 /GEN=Rps7 /FEA=FLmRNA /CNT=40 /TID=Mm.5281.1 /TIER=FL+Stack /STK=10 /UG=Mm.5281 /LL=20115 /DEF=
MOE430_2_1419368_a_ 30.7 36.9 P P 0.000244 0.008057 -0.1 NC 0.5 gb:NM_019706.1 /DB_XREF=gi:9790270 /GEN=Trif-pending /FEA=FLmRNA /CNT=75 /TID=Mm.42154.1 /TIER=FL+Stack /STK=10 /UG=Mm.42154 /LL=565
MOE430_2_1419377_at 66.4 65 P P 0.000244 0.00293 -0.1 NC 0.76 gb:AV289283 /DB_XREF=gi:16392195 /DB_XREF=AV289283 /CLONE=5033420D23 /FEA=FLmRNA /CNT=62 /TID=Mm.125288.1 /TIER=Stack /STK=13 /U
MOE430_2_1419391_at 1.5 1.8 A A 0.6 0.72 -0.1 NC 0.21 gb:NM_031189.1 /DB_XREF=gi:13654246 /GEN=Myog /FEA=FLmRNA /CNT=37 /TID=Mm.16528.1 /TIER=FL+Stack /STK=10 /UG=Mm.16528 /LL=17928 /D
MOE430_2_1419396_at 47 41.4 A A 0.12 0.08 -0.1 NC 0.5 gb:NM_007880.1 /DB_XREF=gi:6681226 /GEN=Dri1 /FEA=FLmRNA /CNT=40 /TID=Mm.2230.1 /TIER=FL+Stack /STK=10 /UG=Mm.2230 /LL=13496 /DEF=M
MOE430_2_1419425_at 11.2 11.8 P P 0.01 0.02 -0.1 NC 0.25 gb:NM_007726.1 /DB_XREF=gi:6724314 /GEN=Cnr1 /FEA=FLmRNA /CNT=15 /TID=Mm.7992.1 /TIER=FL+Stack /STK=10 /UG=Mm.7992 /LL=12801 /DEF=
MOE430_2_1419443_at 482.3 473.2 P P 0.001953 0.000732 -0.1 NC 0.5 gb:BC006625.1 /DB_XREF=gi:13879301 /FEA=FLmRNA /CNT=190 /TID=Mm.35851.1 /TIER=FL+Stack /STK=9 /UG=Mm.35851 /LL=20220 /UG_GENE=Sap
MOE430_2_1419444_at 2266.8 2278.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG085340 /DB_XREF=gi:12567904 /DB_XREF=H3112B01-5 /CLONE=H3112B01 /FEA=FLmRNA /CNT=190 /TID=Mm.35851.1 /TIER=Stack /STK=32 /U
MOE430_2_1419445_s_ 1930.5 1845.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG085340 /DB_XREF=gi:12567904 /DB_XREF=H3112B01-5 /CLONE=H3112B01 /FEA=FLmRNA /CNT=190 /TID=Mm.35851.1 /TIER=Stack /STK=32 /U
MOE430_2_1419470_at 93.6 82.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BI713933 /DB_XREF=gi:15689628 /DB_XREF=ic87d02.x1 /CLONE=IMAGE:5660594 /FEA=FLmRNA /CNT=75 /TID=Mm.9336.1 /TIER=Stack /STK=20 /U
MOE430_2_1419485_at 515.8 450.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008592.1 /DB_XREF=gi:6679834 /GEN=Foxc1 /FEA=FLmRNA /CNT=61 /TID=Mm.12949.1 /TIER=FL+Stack /STK=9 /UG=Mm.12949 /LL=17300 /DE
MOE430_2_1419527_at 23.3 17.5 M P 0.05 0.03 -0.1 NC 0.3 gb:NM_016685.1 /DB_XREF=gi:7710009 /GEN=Comp /FEA=FLmRNA /CNT=25 /TID=Mm.45071.1 /TIER=FL+Stack /STK=9 /UG=Mm.45071 /LL=12845 /DE
MOE430_2_1419544_at 513.6 471 P P 0.000244 0.000244 -0.1 NC 0.54 gb:BC010217.1 /DB_XREF=gi:16307355 /FEA=FLmRNA /CNT=193 /TID=Mm.196502.1 /TIER=FL+Stack /STK=8 /UG=Mm.196502 /LL=66335 /UG_GENE=17
MOE430_2_1419546_at 270.4 240.5 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AA987147 /DB_XREF=gi:3167910 /DB_XREF=uc80h04.x1 /CLONE=IMAGE:1431991 /FEA=FLmRNA /CNT=193 /TID=Mm.196502.1 /TIER=Stack /STK=65
MOE430_2_1419547_at 87.8 88.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BC026949.1 /DB_XREF=gi:20072494 /FEA=FLmRNA /CNT=117 /TID=Mm.43784.1 /TIER=FL+Stack /STK=8 /UG=Mm.43784 /LL=68636 /UG_GENE=1110
MOE430_2_1419609_at 6 7.9 A A 0.24 0.08 -0.1 NC 0.5 gb:BC011092.1 /DB_XREF=gi:15029746 /FEA=FLmRNA /CNT=33 /TID=Mm.57051.1 /TIER=FL+Stack /STK=8 /UG=Mm.57051 /LL=12768 /UG_GENE=Cmkb
MOE430_2_1419623_at 8.1 10 A A 0.39 0.14 -0.1 NC 0.5 gb:NM_020487.2 /DB_XREF=gi:11055971 /GEN=Prss21 /FEA=FLmRNA /CNT=11 /TID=Mm.86657.1 /TIER=FL+Stack /STK=8 /UG=Mm.86657 /LL=57256 /D
MOE430_2_1419630_a_ 180.8 170 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_053168.1 /DB_XREF=gi:16716454 /GEN=Trim11 /FEA=FLmRNA /CNT=13 /TID=Mm.140508.1 /TIER=FL+Stack /STK=8 /UG=Mm.140508 /LL=94091 



MOE430_2_1419636_at 27.7 30.3 M A 0.05 0.11 -0.1 NC 0.5 gb:BG067119 /DB_XREF=gi:12549688 /DB_XREF=H3050G10-3 /CLONE=H3050G10 /FEA=FLmRNA /CNT=156 /TID=Mm.9860.1 /TIER=Stack /STK=100 /U
MOE430_2_1419640_at 88.7 78.9 M P 0.05 0.02 -0.1 NC 0.16 gb:NM_011221.1 /DB_XREF=gi:6755251 /GEN=Purb /FEA=FLmRNA /CNT=193 /TID=Mm.154651.1 /TIER=FL /STK=7 /UG=Mm.154651 /LL=19291 /DEF=M
MOE430_2_1419651_at 102.1 96.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025998.1 /DB_XREF=gi:13385501 /GEN=2610200G18Rik /FEA=FLmRNA /CNT=106 /TID=Mm.46513.1 /TIER=FL /STK=7 /UG=Mm.46513 /LL=67149
MOE430_2_1419664_at 102.9 85.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011164.1 /DB_XREF=gi:15029880 /FEA=FLmRNA /CNT=45 /TID=Mm.19015.1 /TIER=FL /STK=7 /UG=Mm.19015 /LL=27364 /UG_GENE=Srr /DEF=M
MOE430_2_1419668_at 350.4 258.7 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK014381.1 /DB_XREF=gi:12852191 /GEN=Sgcb /FEA=FLmRNA /CNT=66 /TID=Mm.89310.1 /TIER=Stack /STK=20 /UG=Mm.89310 /LL=24051 /UG_TIT
MOE430_2_1419694_at 5.1 5.5 A A 0.39 0.24 -0.1 NC 0.35 gb:NM_011374.1 /DB_XREF=gi:6755515 /GEN=Siat8a /FEA=FLmRNA /CNT=30 /TID=Mm.12826.1 /TIER=FL /STK=7 /UG=Mm.12826 /LL=20449 /DEF=Mus
MOE430_2_1419743_s_ 473.8 455.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_021531.1 /DB_XREF=gi:10946961 /GEN=Carm1-pending /FEA=FLmRNA /CNT=49 /TID=Mm.219445.1 /TIER=FL /STK=6 /UG=Mm.219445 /LL=5903
MOE430_2_1419756_at 0.5 0.5 A A 0.88 0.9 -0.1 NC 0.54 gb:BB430125 /DB_XREF=gi:16424051 /DB_XREF=BB430125 /CLONE=C630031L12 /FEA=FLmRNA /CNT=23 /TID=Mm.119786.1 /TIER=Stack /STK=10 /U
MOE430_2_1419806_at 91 80.3 P P 0.03 0.01 -0.1 NC 0.5 gb:C77256 /DB_XREF=gi:2517586 /DB_XREF=C77256 /CLONE=J0028B03 /FEA=EST /CNT=1 /TID=Mm.215181.1 /TIER=ConsEnd /STK=1 /UG=Mm.21518
MOE430_2_1419816_s_ 381.5 379.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI788755 /DB_XREF=gi:5336471 /DB_XREF=uk53e11.x1 /CLONE=IMAGE:1972748 /FEA=EST /CNT=1 /TID=Mm.200246.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419834_x_ 114.6 105.3 P P 0.01 0.01 -0.1 NC 0.59 gb:AW491150 /DB_XREF=gi:7061431 /DB_XREF=UI-M-BH3-atn-c-02-0-UI.s1 /CLONE=UI-M-BH3-atn-c-02-0-UI /FEA=EST /CNT=1 /TID=Mm.219860.1 
MOE430_2_1419842_at 0.4 0.4 A A 0.69 0.99 -0.1 NC 0.91 gb:AA164101 /DB_XREF=gi:1740064 /DB_XREF=mr23g07.r1 /CLONE=IMAGE:598332 /FEA=EST /CNT=4 /TID=Mm.1078.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419911_at 28.3 26.8 P P 0.001221 0.03 -0.1 NC 0.5 gb:AW548837 /DB_XREF=gi:7194261 /DB_XREF=L0042E03-3 /CLONE=L0042E03 /FEA=EST /CNT=1 /TID=Mm.203148.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419913_at 70.9 65.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW557906 /DB_XREF=gi:7203335 /DB_XREF=L0288B06-3 /CLONE=L0288B06 /FEA=EST /CNT=1 /TID=Mm.199211.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419916_at 39.1 29.3 P P 0.001953 0.01 -0.1 NC 0.54 gb:AW540162 /DB_XREF=gi:7182579 /DB_XREF=C0129C07-3 /CLONE=C0129C07 /FEA=EST /CNT=1 /TID=Mm.198849.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419918_at 220.3 207.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW545765 /DB_XREF=gi:7188182 /DB_XREF=C0198A06-3 /CLONE=C0198A06 /FEA=EST /CNT=1 /TID=Mm.202023.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419922_s_ 308 262.8 P P 0.000244 0.000244 -0.1 NC 0.88 gb:AW555641 /DB_XREF=gi:7201064 /DB_XREF=L0257C07-3 /CLONE=L0257C07 /FEA=EST /CNT=1 /TID=Mm.202133.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419926_at 28.6 37.7 P P 0.00415 0.008057 -0.1 NC 0.5 gb:AV259382 /DB_XREF=gi:15405370 /DB_XREF=AV259382 /CLONE=4930404J01 /FEA=EST /CNT=1 /TID=Mm.204548.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419933_at 5.4 20 A A 0.09 0.09 -0.1 NC 0.5 gb:AV006589 /DB_XREF=gi:4783576 /DB_XREF=AV006589 /CLONE=1100006A23 /FEA=EST /CNT=1 /TID=Mm.198379.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419941_at 4 3 A A 0.8 0.82 -0.1 NC 0.5 gb:C78986 /DB_XREF=gi:2519316 /DB_XREF=C78986 /CLONE=J0058E09 /FEA=EST /CNT=1 /TID=Mm.5777.1 /TIER=ConsEnd /STK=0 /UG=Mm.5777 /LL
MOE430_2_1419993_at 0.9 1.8 A A 0.21 0.39 -0.1 NC 0.58 gb:C76746 /DB_XREF=gi:2517076 /DB_XREF=C76746 /CLONE=J0018D06 /FEA=EST /CNT=1 /TID=Mm.219839.1 /TIER=ConsEnd /STK=0 /UG=Mm.21983
MOE430_2_1419994_s_ 1015.8 975.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU015124 /DB_XREF=gi:3369915 /DB_XREF=AU015124 /CLONE=J0708A06 /FEA=EST /CNT=1 /TID=Mm.195418.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1419995_at 15.5 16.7 A P 0.19 0.04 -0.1 NC 0.5 gb:AU015124 /DB_XREF=gi:3369915 /DB_XREF=AU015124 /CLONE=J0708A06 /FEA=EST /CNT=1 /TID=Mm.195418.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420000_s_ 932.5 906.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:C81413 /DB_XREF=gi:2521743 /DB_XREF=C81413 /CLONE=J0098H08 /FEA=EST /CNT=1 /TID=Mm.197888.1 /TIER=ConsEnd /STK=1 /UG=Mm.19788
MOE430_2_1420004_s_ 100.7 94.7 P P 0.000732 0.000244 -0.1 NC 0.46 gb:C80273 /DB_XREF=gi:2520603 /DB_XREF=C80273 /CLONE=J0079A07 /FEA=EST /CNT=1 /TID=Mm.221002.1 /TIER=ConsEnd /STK=0 /UG=Mm.22100
MOE430_2_1420059_at 51.6 38 P P 0.03 0.01 -0.1 NC 0.5 gb:AI480750 /DB_XREF=gi:4373976 /DB_XREF=vj27g09.x1 /CLONE=IMAGE:923008 /FEA=EST /CNT=1 /TID=Mm.198745.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420073_s_ 3.4 2.1 A A 0.63 0.72 -0.1 NC 0.39 gb:C78041 /DB_XREF=gi:2518371 /DB_XREF=C78041 /CLONE=J0041H05 /FEA=EST /CNT=1 /TID=Mm.24980.1 /TIER=ConsEnd /STK=0 /UG=Mm.24980 /
MOE430_2_1420097_at 43.5 53.8 P P 0.001953 0.01 -0.1 NC 0.86 gb:AU020421 /DB_XREF=gi:3376005 /DB_XREF=AU020421 /CLONE=J0532G06 /FEA=EST /CNT=1 /TID=Mm.200727.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420111_at 3.4 0.5 A A 0.72 0.97 -0.1 NC 0.62 gb:AU022425 /DB_XREF=gi:3387400 /DB_XREF=AU022425 /CLONE=J0414C01 /FEA=EST /CNT=1 /TID=Mm.219709.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420117_at 51.3 39.5 P P 0.005859 0.000244 -0.1 NC 0.5 gb:AW413496 /DB_XREF=gi:6939505 /DB_XREF=uo35f10.x1 /CLONE=IMAGE:2631499 /FEA=EST /CNT=1 /TID=Mm.201674.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1420123_at 979.5 934.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:C85065 /DB_XREF=gi:2917006 /DB_XREF=C85065 /CLONE=J0201D07 /FEA=EST /CNT=1 /TID=Mm.215208.1 /TIER=ConsEnd /STK=1 /UG=Mm.21520
MOE430_2_1420124_s_ 928.9 816 P P 0.000244 0.000244 -0.1 NC 0.59 gb:C85065 /DB_XREF=gi:2917006 /DB_XREF=C85065 /CLONE=J0201D07 /FEA=EST /CNT=1 /TID=Mm.215208.1 /TIER=ConsEnd /STK=1 /UG=Mm.21520
MOE430_2_1420127_s_ 178 136.6 P P 0.001221 0.00293 -0.1 NC 0.91 gb:C85100 /DB_XREF=gi:2917057 /DB_XREF=C85100 /CLONE=J0202D05 /FEA=EST /CNT=1 /TID=Mm.195293.1 /TIER=ConsEnd /STK=1 /UG=Mm.19529
MOE430_2_1420178_at 10.7 10.4 A A 0.17 0.24 -0.1 NC 0.5 gb:AI593797 /DB_XREF=gi:4602845 /DB_XREF=vt75f02.x1 /CLONE=IMAGE:1176987 /FEA=EST /CNT=1 /TID=Mm.52304.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420219_at 8.3 7.3 A A 0.43 0.46 -0.1 NC 0.44 gb:BB192718 /DB_XREF=gi:8853337 /DB_XREF=BB192718 /CLONE=A330073L10 /FEA=EST /CNT=1 /TID=Mm.86710.3 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420235_at 0.5 0.4 A A 0.85 0.95 -0.1 NC 0.5 gb:AV342517 /DB_XREF=gi:6383576 /DB_XREF=AV342517 /CLONE=6430529H06 /FEA=EST /CNT=1 /TID=Mm.74132.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420279_at 0.4 0.5 A A 0.66 0.9 -0.1 NC 0.66 gb:AV204466 /DB_XREF=gi:6145319 /DB_XREF=AV204466 /CLONE=1700055D06 /FEA=EST /CNT=1 /TID=Mm.56997.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420303_x_ 1.3 1.8 A A 0.72 0.85 -0.1 NC 0.63 gb:AV128236 /DB_XREF=gi:5314470 /DB_XREF=AV128236 /CLONE=2700054P13 /FEA=EST /CNT=1 /TID=Mm.176758.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420339_at 67.1 54.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK002639.1 /DB_XREF=gi:12832772 /FEA=FLmRNA /CNT=15 /TID=Mm.28773.1 /TIER=ConsEnd /STK=1 /UG=Mm.28773 /LL=76890 /UG_GENE=06100
MOE430_2_1420374_at 413.1 436.1 P P 0.000244 0.000244 -0.1 NC 0.83 gb:BI249549 /DB_XREF=gi:14797030 /DB_XREF=602996205F1 /CLONE=IMAGE:5151840 /FEA=FLmRNA /CNT=70 /TID=Mm.87142.1 /TIER=Stack /STK=27
MOE430_2_1420402_at 1.2 0.5 A A 0.9 0.99 -0.1 NC 0.5 gb:NM_009723.1 /DB_XREF=gi:6753139 /GEN=Atp2b2 /FEA=FLmRNA /CNT=26 /TID=Mm.20441.1 /TIER=FL /STK=5 /UG=Mm.20441 /LL=11941 /DEF=Mu
MOE430_2_1420407_at 1.3 4.7 A A 0.82 0.6 -0.1 NC 0.5 gb:NM_008519.1 /DB_XREF=gi:6678727 /GEN=Ltb4r1 /FEA=FLmRNA /CNT=13 /TID=Mm.20853.1 /TIER=FL /STK=5 /UG=Mm.20853 /LL=16995 /DEF=Mus
MOE430_2_1420411_a_ 25.8 35.7 P P 0.00415 0.000244 -0.1 NC 0.35 gb:BI156474 /DB_XREF=gi:14616475 /DB_XREF=602919746F1 /CLONE=IMAGE:5060123 /FEA=FLmRNA /CNT=14 /TID=Mm.74642.2 /TIER=ConsEnd /STK
MOE430_2_1420448_at 20.9 10.6 P A 0.03 0.19 -0.1 NC 0.5 gb:NM_029203.1 /DB_XREF=gi:13386375 /GEN=4930539I12Rik /FEA=FLmRNA /CNT=8 /TID=Mm.33528.1 /TIER=FL /STK=5 /UG=Mm.33528 /LL=75199 /D
MOE430_2_1420471_at 31.4 34.2 A A 0.11 0.14 -0.1 NC 0.34 gb:NM_010410.1 /DB_XREF=gi:6754169 /GEN=Hcrt /FEA=FLmRNA /CNT=5 /TID=Mm.10096.1 /TIER=FL /STK=5 /UG=Mm.10096 /LL=15171 /DEF=Mus mu
MOE430_2_1420489_at 1427.9 1446.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI246587 /DB_XREF=gi:14790692 /DB_XREF=602958305F1 /CLONE=IMAGE:5124168 /FEA=FLmRNA /CNT=94 /TID=Mm.29599.1 /TIER=Stack /STK=4
MOE430_2_1420519_a_ 155.3 144.9 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_022313.1 /DB_XREF=gi:11612490 /GEN=Eral1 /FEA=FLmRNA /CNT=36 /TID=Mm.21096.1 /TIER=FL /STK=4 /UG=Mm.21096 /LL=57837 /DEF=Mus
MOE430_2_1420572_at 7.7 3.1 P A 0.02 0.53 -0.1 NC 0.5 gb:NM_133246.1 /DB_XREF=gi:18875419 /GEN=Ms4a3 /FEA=FLmRNA /CNT=7 /TID=Mm.119630.1 /TIER=FL /STK=4 /UG=Mm.119630 /LL=170813 /DEF=
MOE430_2_1420583_a_ 36.7 26.1 P P 0.02 0.03 -0.1 NC 0.57 gb:NM_013646.1 /DB_XREF=gi:7305438 /GEN=Rora /FEA=FLmRNA /CNT=7 /TID=Mm.8858.1 /TIER=FL /STK=4 /UG=Mm.8858 /LL=19883 /DEF=Mus mus
MOE430_2_1420593_a_ 87.8 120.4 P P 0.000244 0.00293 -0.1 NC 0.5 gb:NM_011566.1 /DB_XREF=gi:19526460 /GEN=Tead3 /FEA=FLmRNA /CNT=5 /TID=Mm.6655.1 /TIER=FL /STK=4 /UG=Mm.6655 /LL=21678 /DEF=Mus m
MOE430_2_1420610_at 72.7 66.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011100.1 /DB_XREF=gi:6755075 /GEN=Prkacb /FEA=FLmRNA /CNT=296 /TID=Mm.16766.1 /TIER=FL /STK=3 /UG=Mm.16766 /LL=18749 /DEF=Mu
MOE430_2_1420611_at 427.5 408.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV024339 /DB_XREF=gi:15431395 /DB_XREF=AV024339 /CLONE=1200002H01 /FEA=FLmRNA /CNT=296 /TID=Mm.16766.1 /TIER=Stack /STK=94 /U
MOE430_2_1420623_x_ 5167.5 4633.9 P P 0.000244 0.000244 -0.1 NC 0.54 gb:BC006722.1 /DB_XREF=gi:13879485 /FEA=FLmRNA /CNT=65 /TID=Mm.197551.1 /TIER=FL /STK=3 /UG=Mm.197551 /LL=15481 /UG_GENE=Hspa8 /D
MOE430_2_1420657_at 19.4 11.4 P P 0.01 0.02 -0.1 NC 0.5 gb:AB010742.1 /DB_XREF=gi:3062840 /FEA=FLmRNA /CNT=27 /TID=Mm.6254.1 /TIER=FL /STK=3 /UG=Mm.6254 /LL=22229 /UG_GENE=Ucp3 /DEF=Mus
MOE430_2_1420659_at 13.3 15.5 A A 0.08 0.21 -0.1 NC 0.5 gb:NM_030710.1 /DB_XREF=gi:13507653 /GEN=Ly108 /FEA=FLmRNA /CNT=20 /TID=Mm.79224.1 /TIER=FL /STK=3 /UG=Mm.79224 /LL=30925 /DEF=Mu
MOE430_2_1420685_at 0.7 0.9 A A 0.91 0.99 -0.1 NC 0.89 gb:AF236118.1 /DB_XREF=gi:7331198 /GEN=GRID /FEA=FLmRNA /CNT=15 /TID=Mm.12947.1 /TIER=FL /STK=3 /UG=Mm.12947 /LL=17444 /DEF=Mus m
MOE430_2_1420706_at 2.5 1 A A 0.56 0.78 -0.1 NC 0.5 gb:NM_018873.1 /DB_XREF=gi:9256569 /GEN=P140-pending /FEA=FLmRNA /CNT=14 /TID=Mm.10810.1 /TIER=FL /STK=3 /UG=Mm.10810 /LL=56013 /D
MOE430_2_1420715_a_ 379.7 346.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011146.1 /DB_XREF=gi:6755137 /GEN=Pparg /FEA=FLmRNA /CNT=7 /TID=Mm.3020.1 /TIER=FL /STK=3 /UG=Mm.3020 /LL=19016 /DEF=Mus mus
MOE430_2_1420716_at 8 3.4 A A 0.39 0.33 -0.1 NC 0.42 gb:NM_031162.1 /DB_XREF=gi:13624302 /GEN=Cd3z /FEA=FLmRNA /CNT=7 /TID=Mm.1224.1 /TIER=FL /STK=3 /UG=Mm.1224 /LL=12503 /DEF=Mus mu
MOE430_2_1420738_at 19.8 20.2 A A 0.17 0.06 -0.1 NC 0.48 gb:NM_016793.1 /DB_XREF=gi:7949089 /GEN=Zfp98 /FEA=FLmRNA /CNT=8 /TID=Mm.10103.1 /TIER=FL /STK=3 /UG=Mm.10103 /LL=109889 /DEF=Mus 
MOE430_2_1420762_a_ 3 1.8 A A 0.53 0.88 -0.1 NC 0.77 gb:NM_016875.1 /DB_XREF=gi:8393790 /GEN=Ybx2 /FEA=FLmRNA /CNT=5 /TID=Mm.29286.1 /TIER=FL /STK=3 /UG=Mm.29286 /LL=53422 /DEF=Mus m
MOE430_2_1420791_x_ 5 5.9 A A 0.66 0.68 -0.1 NC 0.5 gb:NM_027609.1 /DB_XREF=gi:13386241 /GEN=4922502J04Rik /FEA=FLmRNA /CNT=4 /TID=Mm.158499.1 /TIER=FL /STK=3 /UG=Mm.158499 /LL=70935
MOE430_2_1420815_at 2778.9 2593.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI790193 /DB_XREF=gi:5337909 /DB_XREF=uk57a07.x1 /CLONE=IMAGE:1973076 /FEA=FLmRNA /CNT=436 /TID=Mm.24443.1 /TIER=Stack /STK=156 
MOE430_2_1420879_a_ 639.7 564 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ175227 /DB_XREF=gi:20350719 /DB_XREF=UI-M-DJ2-bwd-p-22-0-UI.s1 /CLONE=UI-M-DJ2-bwd-p-22-0-UI /FEA=FLmRNA /CNT=239 /TID=Mm.
MOE430_2_1420882_a_ 462.4 418.8 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BE996461 /DB_XREF=gi:10681309 /DB_XREF=UI-M-CG0p-bif-f-07-0-UI.s1 /CLONE=UI-M-CG0p-bif-f-07-0-UI /FEA=FLmRNA /CNT=155 /TID=Mm.1
MOE430_2_1420887_a_ 84.1 85.6 P P 0.01 0.008057 -0.1 NC 0.5 gb:U51278.1 /DB_XREF=gi:2636673 /FEA=FLmRNA /CNT=102 /TID=Mm.3882.1 /TIER=FL /STK=1 /UG=Mm.3882 /LL=12048 /UG_GENE=Bcl2l /DEF=Mus 
MOE430_2_1420911_a_ 1149.7 1031.9 P P 0.000244 0.000244 -0.1 NC 0.88 gb:NM_008594.1 /DB_XREF=gi:6678869 /GEN=Mfge8 /FEA=FLmRNA /CNT=60 /TID=Mm.1451.1 /TIER=FL /STK=2 /UG=Mm.1451 /LL=17304 /DEF=Mus m
MOE430_2_1420913_at 37.9 29.2 P P 0.001221 0.00415 -0.1 NC 0.58 gb:AK004616.1 /DB_XREF=gi:12835907 /FEA=FLmRNA /CNT=106 /TID=Mm.23996.1 /TIER=Stack /STK=35 /UG=Mm.23996 /LL=24059 /UG_GENE=Slc21a
MOE430_2_1420920_a_ 2228.5 2201.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007476.1 /DB_XREF=gi:6680715 /GEN=Arf1 /FEA=FLmRNA /CNT=64 /TID=Mm.6836.1 /TIER=FL /STK=2 /UG=Mm.6836 /LL=11840 /DEF=Mus mus
MOE430_2_1420969_at 167.3 193.9 A M 0.08 0.05 -0.1 NC 0.5 gb:BF787468 /DB_XREF=gi:12092504 /DB_XREF=602113881F1 /CLONE=IMAGE:4241948 /FEA=FLmRNA /CNT=98 /TID=Mm.34205.1 /TIER=Stack /STK=2
MOE430_2_1420997_a_ 1276.1 1198.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008155.1 /DB_XREF=gi:6680066 /GEN=Gpi1 /FEA=FLmRNA /CNT=26 /TID=Mm.589.1 /TIER=FL /STK=2 /UG=Mm.589 /LL=14751 /DEF=Mus muscu
MOE430_2_1421030_at 232.9 198.6 P P 0.000732 0.001221 -0.1 NC 0.5 gb:NM_009564.1 /DB_XREF=gi:6677622 /GEN=Zfp64 /FEA=FLmRNA /CNT=26 /TID=Mm.2095.1 /TIER=FL /STK=2 /UG=Mm.2095 /LL=22722 /DEF=Mus mu
MOE430_2_1421071_at 195.5 170.3 P P 0.001953 0.001221 -0.1 NC 0.5 gb:NM_009507.1 /DB_XREF=gi:6678566 /GEN=Vhlh /FEA=FLmRNA /CNT=29 /TID=Mm.13824.1 /TIER=FL /STK=2 /UG=Mm.13824 /LL=22346 /DEF=Mus m
MOE430_2_1421073_a_ 0.2 1.3 A A 0.69 0.63 -0.1 NC 0.5 gb:NM_008965.1 /DB_XREF=gi:6679530 /GEN=Ptger4 /FEA=FLmRNA /CNT=27 /TID=Mm.18509.1 /TIER=FL /STK=2 /UG=Mm.18509 /LL=19219 /DEF=Mus
MOE430_2_1421095_a_ 11 7.9 A A 0.1 0.27 -0.1 NC 0.5 gb:NM_011643.1 /DB_XREF=gi:6755884 /GEN=Trrp1 /FEA=FLmRNA /CNT=21 /TID=Mm.1432.1 /TIER=FL /STK=2 /UG=Mm.1432 /LL=22063 /DEF=Mus mu
MOE430_2_1421098_at 2.2 1.5 A A 0.6 0.78 -0.1 NC 0.65 gb:NM_019992.1 /DB_XREF=gi:9910567 /GEN=Brdg1-pending /FEA=FLmRNA /CNT=19 /TID=Mm.38392.1 /TIER=FL /STK=2 /UG=Mm.38392 /LL=56792 /D
MOE430_2_1421105_at 21.9 18.1 A A 0.19 0.12 -0.1 NC 0.42 gb:NM_013822.1 /DB_XREF=gi:7305196 /GEN=Jag1 /FEA=FLmRNA /CNT=34 /TID=Mm.87380.1 /TIER=FL /STK=2 /UG=Mm.87380 /LL=16449 /DEF=Mus m
MOE430_2_1421111_at 69.9 62.5 A A 0.08 0.12 -0.1 NC 0.5 gb:NM_019743.1 /DB_XREF=gi:9790204 /GEN=Rybp /FEA=FLmRNA /CNT=21 /TID=Mm.22489.1 /TIER=FL /STK=2 /UG=Mm.22489 /LL=56353 /DEF=Mus m
MOE430_2_1421121_at 39.2 45.4 P P 0.02 0.01 -0.1 NC 0.5 gb:NM_019921.1 /DB_XREF=gi:9910173 /GEN=Akap10 /FEA=FLmRNA /CNT=30 /TID=Mm.20898.1 /TIER=FL /STK=2 /UG=Mm.20898 /LL=56697 /DEF=Mu
MOE430_2_1421177_at 17.2 14.2 A P 0.08 0.02 -0.1 NC 0.5 gb:NM_025780.1 /DB_XREF=gi:13385249 /GEN=9030625G08Rik /FEA=FLmRNA /CNT=20 /TID=Mm.32314.1 /TIER=FL /STK=2 /UG=Mm.32314 /LL=66816 
MOE430_2_1421219_at 10.5 13.6 M A 0.05 0.36 -0.1 NC 0.7 gb:NM_133923.1 /DB_XREF=gi:19527137 /GEN=AI450050 /FEA=FLmRNA /CNT=13 /TID=Mm.30525.1 /TIER=FL /STK=2 /UG=Mm.30525 /LL=101100 /DEF
MOE430_2_1421233_at 121.2 109.3 P P 0.001221 0.001221 -0.1 NC 0.64 gb:NM_016670.1 /DB_XREF=gi:7710079 /GEN=Pknox1 /FEA=FLmRNA /CNT=28 /TID=Mm.196548.1 /TIER=FL /STK=2 /UG=Mm.196548 /LL=18771 /DEF=M
MOE430_2_1421235_s_ 74.1 72.7 P P 0.01 0.01 -0.1 NC 0.5 gb:NM_130454.1 /DB_XREF=gi:18485509 /GEN=Recql5 /FEA=FLmRNA /CNT=25 /TID=Mm.105253.1 /TIER=FL /STK=2 /UG=Mm.105253 /LL=170472 /DEF
MOE430_2_1421242_at 37.5 34.1 A A 0.11 0.24 -0.1 NC 0.5 gb:NM_080563.1 /DB_XREF=gi:18017612 /GEN=Ubce7ip4-pending /FEA=FLmRNA /CNT=17 /TID=Mm.214932.1 /TIER=FL /STK=2 /UG=Mm.214932 /LL=10
MOE430_2_1421292_a_ 853.6 747.6 P P 0.000244 0.000244 -0.1 NC 0.68 gb:NM_021393.1 /DB_XREF=gi:10946737 /GEN=AB041607 /FEA=FLmRNA /CNT=14 /TID=Mm.116418.1 /TIER=FL /STK=2 /UG=Mm.116418 /LL=58202 /D
MOE430_2_1421296_at 27.1 24.6 P P 0.01 0.005859 -0.1 NC 0.45 gb:NM_020275.1 /DB_XREF=gi:11990626 /GEN=Tnfrsf10b /FEA=FLmRNA /CNT=13 /TID=Mm.103758.1 /TIER=FL /STK=2 /UG=Mm.103758 /LL=21933 /DE
MOE430_2_1421298_a_ 17.1 8.3 A A 0.24 0.06 -0.1 NC 0.15 gb:NM_010432.1 /DB_XREF=gi:6754195 /GEN=Hipk1 /FEA=FLmRNA /CNT=12 /TID=Mm.20827.1 /TIER=FL /STK=2 /UG=Mm.20827 /LL=15257 /DEF=Mus 
MOE430_2_1421315_s_ 812.5 763.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI688355 /DB_XREF=gi:15650984 /DB_XREF=603316680F1 /CLONE=IMAGE:5356675 /FEA=FLmRNA /CNT=10 /TID=Mm.206790.1 /TIER=ConsEnd /ST
MOE430_2_1421345_at 8.1 7 P A 0.04 0.33 -0.1 NC 0.5 gb:NM_023624.1 /DB_XREF=gi:12963752 /GEN=Lrat /FEA=FLmRNA /CNT=11 /TID=Mm.33921.1 /TIER=FL /STK=2 /UG=Mm.33921 /LL=79235 /DEF=Mus 
MOE430_2_1421354_at 21 14.8 P P 0.00415 0.01 -0.1 NC 0.5 gb:NM_008926.1 /DB_XREF=gi:6679466 /GEN=Prkg2 /FEA=FLmRNA /CNT=9 /TID=Mm.44410.1 /TIER=FL /STK=2 /UG=Mm.44410 /LL=19092 /DEF=Mus m
MOE430_2_1421388_at 35.5 21.6 A A 0.19 0.21 -0.1 NC 0.74 gb:NM_133665.1 /DB_XREF=gi:19526811 /GEN=Mef2d /FEA=FLmRNA /CNT=11 /TID=Mm.169079.1 /TIER=FL /STK=2 /UG=Mm.169079 /LL=17261 /DEF=M
MOE430_2_1421391_at 1.3 2.8 A A 0.75 0.66 -0.1 NC 0.12 gb:NM_009511.1 /DB_XREF=gi:6678574 /GEN=Vipr2 /FEA=FLmRNA /CNT=10 /TID=Mm.4463.1 /TIER=FL /STK=2 /UG=Mm.4463 /LL=22355 /DEF=Mus mu
MOE430_2_1421396_at 1.4 1 A A 0.53 0.69 -0.1 NC 0.57 gb:M69196.1 /DB_XREF=gi:199781 /GEN=PC1 /FEA=FLmRNA /CNT=9 /TID=Mm.1333.1 /TIER=FL /STK=2 /UG=Mm.1333 /LL=18548 /DEF=Mouse prohorm
MOE430_2_1421432_at 29.8 31 P P 0.005859 0.01 -0.1 NC 0.5 gb:NM_019968.1 /DB_XREF=gi:9910333 /GEN=LOC56795 /FEA=FLmRNA /CNT=6 /TID=Mm.89484.1 /TIER=FL /STK=2 /UG=Mm.89484 /LL=56795 /DEF=M
MOE430_2_1421435_at 1.7 1.8 A A 0.72 0.78 -0.1 NC 0.39 gb:NM_008167.1 /DB_XREF=gi:6680090 /GEN=Grid2 /FEA=FLmRNA /CNT=11 /TID=Mm.57057.1 /TIER=FL /STK=2 /UG=Mm.57057 /LL=14804 /DEF=Mus 
MOE430_2_1421443_at 0.7 2.7 A A 0.9 0.56 -0.1 NC 0.35 gb:NM_133776.1 /DB_XREF=gi:19527001 /GEN=5031409J19Rik /FEA=FLmRNA /CNT=9 /TID=Mm.159950.1 /TIER=FL /STK=2 /UG=Mm.159950 /LL=77596
MOE430_2_1421499_a_ 62 64 P P 0.000732 0.00293 -0.1 NC 0.66 gb:NM_008976.1 /DB_XREF=gi:6679548 /GEN=Ptpn14 /FEA=FLmRNA /CNT=11 /TID=Mm.4498.1 /TIER=FL /STK=2 /UG=Mm.4498 /LL=19250 /DEF=Mus m
MOE430_2_1421503_at 8 5.6 A A 0.43 0.11 -0.1 NC 0.07 gb:NM_023115.1 /DB_XREF=gi:12963484 /GEN=Pcdh15 /FEA=FLmRNA /CNT=7 /TID=Mm.157917.1 /TIER=FL /STK=2 /UG=Mm.157917 /LL=11994 /DEF=M
MOE430_2_1421508_at 3.5 2.5 A A 0.69 0.53 -0.1 NC 0.36 gb:NM_011855.2 /DB_XREF=gi:7657412 /GEN=Odz1 /FEA=FLmRNA /CNT=6 /TID=Mm.42037.1 /TIER=FL /STK=2 /UG=Mm.42037 /LL=23963 /DEF=Mus m
MOE430_2_1421516_at 20 16.8 P M 0.02 0.05 -0.1 NC 0.33 gb:U09563.1 /DB_XREF=gi:758379 /FEA=FLmRNA /CNT=6 /TID=Mm.4577.1 /TIER=FL /STK=1 /UG=Mm.4577 /LL=14536 /UG_GENE=Nr6a1 /DEF=Mus mu
MOE430_2_1421533_at 13 11.8 A A 0.21 0.39 -0.1 NC 0.5 gb:NM_007513.1 /DB_XREF=gi:6671595 /GEN=Slc7a1 /FEA=FLmRNA /CNT=5 /TID=Mm.5255.1 /TIER=FL /STK=2 /UG=Mm.5255 /LL=11987 /DEF=Mus mu
MOE430_2_1421589_at 16.7 17.3 P A 0.04 0.14 -0.1 NC 0.5 gb:NM_010659.1 /DB_XREF=gi:6754483 /GEN=Krt1-1 /FEA=FLmRNA /CNT=6 /TID=Mm.19109.1 /TIER=FL /STK=2 /UG=Mm.19109 /LL=16660 /DEF=Mus 
MOE430_2_1421649_at 11.7 7.3 A A 0.46 0.36 -0.1 NC 0.29 gb:NM_009401.1 /DB_XREF=gi:6678384 /GEN=Tnfrsf8 /FEA=FLmRNA /CNT=3 /TID=Mm.12810.1 /TIER=FL /STK=2 /UG=Mm.12810 /LL=21941 /DEF=Mus
MOE430_2_1421670_a_ 8.4 7.1 A A 0.33 0.27 -0.1 NC 0.64 gb:NM_029926.1 /DB_XREF=gi:15987831 /GEN=9330209D03Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159942.1 /TIER=FL /STK=2 /UG=Mm.159942 /LL=77562
MOE430_2_1421687_at 0.6 1.1 A A 0.87 0.85 -0.1 NC 0.71 gb:NM_020597.1 /DB_XREF=gi:10181103 /GEN=Msmb /FEA=FLmRNA /CNT=3 /TID=Mm.2540.1 /TIER=FL /STK=2 /UG=Mm.2540 /LL=17695 /DEF=Mus m
MOE430_2_1421702_at 1.1 1 A A 0.6 0.77 -0.1 NC 0.5 gb:NM_080436.1 /DB_XREF=gi:20147788 /GEN=Rdh1 /FEA=FLmRNA /CNT=2 /TID=Mm.220973.1 /TIER=FL /STK=2 /UG=Mm.220973 /LL=107605 /DEF=M
MOE430_2_1421713_at 2.6 1.6 A A 0.63 0.82 -0.1 NC 0.72 gb:NM_031377.1 /DB_XREF=gi:13878196 /GEN=Pramel1 /FEA=FLmRNA /CNT=2 /TID=Mm.190607.1 /TIER=FL /STK=2 /UG=Mm.190607 /LL=83491 /DEF=
MOE430_2_1421721_a_ 100.2 106.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_009709.1 /DB_XREF=gi:6806900 /GEN=Arnt /FEA=FLmRNA /CNT=2 /TID=Mm.4316.1 /TIER=FL /STK=2 /UG=Mm.4316 /LL=11863 /DEF=Mus musc
MOE430_2_1421749_at 3.8 1.2 A A 0.78 0.87 -0.1 NC 0.5 gb:NM_031383.1 /DB_XREF=gi:13878208 /GEN=Tex17 /FEA=FLmRNA /CNT=2 /TID=Mm.32879.1 /TIER=FL /STK=2 /UG=Mm.32879 /LL=83557 /DEF=Mus
MOE430_2_1421754_at 1329.8 1346.9 P P 0.001221 0.001221 -0.1 NC 0.5 gb:NM_133243.1 /DB_XREF=gi:18875413 /GEN=AY036118 /FEA=FLmRNA /CNT=2 /TID=MmAffx.1.3 /TIER=FL /STK=2 /NOTE=sequence(s) not in UniGene
MOE430_2_1421772_a_ 4206.1 3177.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009187.1 /DB_XREF=gi:6677976 /GEN=Cox7a2l /FEA=FLmRNA /CNT=2 /TID=Mm.30072.1 /TIER=FL /STK=2 /UG=Mm.30072 /LL=20463 /DEF=Mus
MOE430_2_1421782_a_ 1.1 0.5 A A 0.82 0.9 -0.1 NC 0.5 gb:NM_021289.1 /DB_XREF=gi:10947017 /GEN=Smr2 /FEA=FLmRNA /CNT=2 /TID=Mm.1397.1 /TIER=FL /STK=2 /UG=Mm.1397 /LL=20600 /DEF=Mus mu
MOE430_2_1421787_at 5.9 11.4 A A 0.19 0.24 -0.1 NC 0.86 gb:NM_053192.1 /DB_XREF=gi:16716492 /GEN=Merp1-pending /FEA=FLmRNA /CNT=2 /TID=Mm.190625.1 /TIER=FL /STK=2 /UG=Mm.190625 /LL=94228 
MOE430_2_1421789_s_ 28.3 25.2 P P 0.000244 0.005859 -0.1 NC 0.5 gb:NM_007478.1 /DB_XREF=gi:6680717 /GEN=Arf3 /FEA=FLmRNA /CNT=2 /TID=Mm.177725.1 /TIER=FL /STK=2 /UG=Mm.177725 /LL=11842 /DEF=Mus 
MOE430_2_1421859_at 121.5 115 P M 0.03 0.05 -0.1 NC 0.5 gb:C76813 /DB_XREF=gi:2517143 /DB_XREF=C76813 /CLONE=J0020E01 /FEA=FLmRNA /CNT=134 /TID=Mm.27681.1 /TIER=Stack /STK=17 /UG=Mm.27
MOE430_2_1421866_at 57.6 36.1 P P 0.000244 0.000244 -0.1 NC 0.88 gb:NM_008173.1 /DB_XREF=gi:6680102 /GEN=Nr3c1 /FEA=FLmRNA /CNT=182 /TID=Mm.4918.1 /TIER=FL /STK=1 /UG=Mm.4918 /LL=14815 /DEF=Mus m
MOE430_2_1421934_at 90 95.6 P P 0.001221 0.001953 -0.1 NC 0.5 gb:AK008792.1 /DB_XREF=gi:12843202 /GEN=Cbx5 /FEA=FLmRNA /CNT=94 /TID=Mm.28003.1 /TIER=Stack /STK=14 /UG=Mm.28003 /LL=12419 /UG_TIT
MOE430_2_1421963_a_ 249.6 207.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023117.1 /DB_XREF=gi:12963486 /GEN=Cdc25b /FEA=FLmRNA /CNT=29 /TID=Mm.38444.1 /TIER=FL /STK=1 /UG=Mm.38444 /LL=12531 /DEF=M
MOE430_2_1421964_at 23.7 21.5 P P 0.005859 0.02 -0.1 NC 0.5 gb:NM_008716.1 /DB_XREF=gi:6679095 /GEN=Notch3 /FEA=FLmRNA /CNT=28 /TID=Mm.4945.1 /TIER=FL /STK=1 /UG=Mm.4945 /LL=18131 /DEF=Mus m
MOE430_2_1421986_at 44.2 43 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AI449084 /DB_XREF=gi:4287524 /DB_XREF=ms91e02.x1 /CLONE=IMAGE:618938 /FEA=FLmRNA /CNT=30 /TID=Mm.21569.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1421993_a_ 121.5 106.5 P P 0.01 0.01 -0.1 NC 0.5 gb:NM_025889.1 /DB_XREF=gi:13385377 /GEN=2410001H17Rik /FEA=FLmRNA /CNT=14 /TID=Mm.29269.1 /TIER=FL /STK=1 /UG=Mm.29269 /LL=66990 /
MOE430_2_1422010_at 2.6 0.7 A A 0.78 0.88 -0.1 NC 0.5 gb:AY035889.1 /DB_XREF=gi:14517350 /GEN=Tlr7 /FEA=FLmRNA /CNT=17 /TID=Mm.122955.1 /TIER=FL /STK=1 /UG=Mm.122955 /LL=170743 /DEF=Mu
MOE430_2_1422025_at 11.5 9 A A 0.27 0.46 -0.1 NC 0.5 gb:NM_008601.1 /DB_XREF=gi:6678883 /GEN=Mitf /FEA=FLmRNA /CNT=16 /TID=Mm.100641.1 /TIER=FL /STK=1 /UG=Mm.100641 /LL=17342 /DEF=Mus
MOE430_2_1422044_at 62.5 52.5 P P 0.005859 0.03 -0.1 NC 0.5 gb:AF074926.1 /DB_XREF=gi:4322250 /FEA=FLmRNA /CNT=18 /TID=Mm.42245.1 /TIER=FL /STK=1 /UG=Mm.42245 /LL=15531 /UG_GENE=Ndst1 /DEF=
MOE430_2_1422064_a_ 78.3 69.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AY028963.1 /DB_XREF=gi:19847823 /FEA=FLmRNA /CNT=8 /TID=Mm.38250.1 /TIER=FL /STK=1 /UG=Mm.38250 /LL=56490 /UG_GENE=Zfp288 /DEF=
MOE430_2_1422068_at 3.1 2.6 A A 0.75 0.72 -0.1 NC 0.5 gb:NM_011141.1 /DB_XREF=gi:7106382 /GEN=Pou3f1 /FEA=FLmRNA /CNT=8 /TID=Mm.1330.1 /TIER=FL /STK=1 /UG=Mm.1330 /LL=18991 /DEF=Mus m
MOE430_2_1422079_at 8.8 7.8 A A 0.12 0.19 -0.1 NC 0.53 gb:NM_008856.1 /DB_XREF=gi:6679346 /GEN=Prkch /FEA=FLmRNA /CNT=15 /TID=Mm.8040.1 /TIER=FL /STK=1 /UG=Mm.8040 /LL=18755 /DEF=Mus m
MOE430_2_1422090_a_ 12.9 9.5 P P 0.000244 0.01 -0.1 NC 0.75 gb:NM_008825.1 /DB_XREF=gi:6679284 /GEN=Pfkfb2 /FEA=FLmRNA /CNT=10 /TID=Mm.4255.1 /TIER=FL /STK=1 /UG=Mm.4255 /LL=18640 /DEF=Mus m
MOE430_2_1422154_at 11.2 5.9 A A 0.66 0.8 -0.1 NC 0.5 gb:NM_008158.1 /DB_XREF=gi:6680072 /GEN=Gpr27 /FEA=FLmRNA /CNT=5 /TID=Mm.35009.1 /TIER=FL /STK=1 /UG=Mm.35009 /LL=14761 /DEF=Mus m
MOE430_2_1422156_a_ 9787.4 9101.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008503.2 /DB_XREF=gi:18087804 /GEN=Rps2 /FEA=FLmRNA /CNT=5 /TID=Mm.1129.1 /TIER=FL /STK=1 /UG=Mm.1129 /LL=16898 /DEF=Mus mu
MOE430_2_1422216_at 18.5 17.5 P P 0.01 0.000244 -0.1 NC 0.11 gb:NM_011845.1 /DB_XREF=gi:6754693 /GEN=Mid2 /FEA=FLmRNA /CNT=4 /TID=Mm.25678.1 /TIER=FL /STK=1 /UG=Mm.25678 /LL=23947 /DEF=Mus m
MOE430_2_1422222_at 1.3 0.8 A A 0.87 0.95 -0.1 NC 0.5 gb:NM_008412.1 /DB_XREF=gi:6680505 /GEN=Ivl /FEA=FLmRNA /CNT=4 /TID=Mm.156955.1 /TIER=FL /STK=1 /UG=Mm.156955 /LL=16447 /DEF=Mus m
MOE430_2_1422251_at 6 2.5 A A 0.75 0.93 -0.1 NC 0.86 gb:NM_021360.1 /DB_XREF=gi:10946687 /GEN=Neurl /FEA=FLmRNA /CNT=2 /TID=Mm.103587.1 /TIER=FL /STK=1 /UG=Mm.103587 /LL=18011 /DEF=Mu
MOE430_2_1422313_a_ 147.6 132 P P 0.000732 0.01 -0.1 NC 0.5 gb:NM_010518.1 /DB_XREF=gi:6754311 /GEN=Igfbp5 /FEA=FLmRNA /CNT=1 /TID=Mm.218877.1 /TIER=FL /STK=1 /UG=Mm.218877 /LL=16011 /DEF=Mu
MOE430_2_1422314_at 41 37.5 P P 0.000732 0.00293 -0.1 NC 0.5 gb:NM_011929.1 /DB_XREF=gi:6753433 /GEN=Clcn6 /FEA=FLmRNA /CNT=1 /TID=Mm.89987.1 /TIER=FL /STK=1 /UG=Mm.89987 /LL=26372 /DEF=Mus m
MOE430_2_1422335_at 5.2 3.2 A A 0.8 0.91 -0.1 NC 0.93 gb:NM_007418.1 /DB_XREF=gi:6680663 /GEN=Adra2c /FEA=FLmRNA /CNT=1 /TID=Mm.57205.1 /TIER=FL /STK=1 /UG=Mm.57205 /LL=11553 /DEF=Mus 
MOE430_2_1422369_at 0.7 1.2 A A 0.93 0.87 -0.1 NC 0.18 gb:NM_053221.1 /DB_XREF=gi:16716528 /GEN=V1ra6 /FEA=FLmRNA /CNT=1 /TID=Mm.213173.1 /TIER=FL /STK=1 /UG=Mm.213173 /LL=113848 /DEF=M
MOE430_2_1422379_x_ 0.8 1 A A 0.87 0.85 -0.1 NC 0.13 gb:NM_053230.1 /DB_XREF=gi:16716542 /GEN=V1rb9 /FEA=FLmRNA /CNT=1 /TID=Mm.213180.1 /TIER=FL /STK=1 /UG=Mm.213180 /LL=113857 /DEF=M
MOE430_2_1422404_x_ 19.6 15.2 P A 0.03 0.24 -0.1 NC 0.5 gb:NM_008334.1 /DB_XREF=gi:6680366 /GEN=Ifna7 /FEA=FLmRNA /CNT=1 /TID=Mm.46795.1 /TIER=FL /STK=1 /UG=Mm.46795 /LL=15970 /DEF=Mus m
MOE430_2_1422418_s_ 876.4 814.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011509.1 /DB_XREF=gi:7949147 /GEN=Supt4h2 /FEA=FLmRNA /CNT=1 /TID=Mm.196442.1 /TIER=FL /STK=1 /UG=Mm.196442 /LL=20923 /DEF=M
MOE430_2_1422419_s_ 0.3 0.5 A A 0.99 0.96 -0.1 NC 0.54 gb:NM_013694.2 /DB_XREF=gi:12083590 /GEN=Tnp2 /FEA=FLmRNA /CNT=1 /TID=Mm.206798.1 /TIER=FL /STK=1 /UG=Mm.206798 /LL=21959 /DEF=Mu
MOE430_2_1422429_at 545 458.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:NM_020012.1 /DB_XREF=gi:9910591 /GEN=Rnf14 /FEA=FLmRNA /CNT=278 /TID=Mm.22086.1 /TIER=FL+Stack /STK=208 /UG=Mm.22086 /LL=56736 /
MOE430_2_1422434_a_ 5.3 4 A A 0.09 0.5 -0.1 NC 0.5 gb:NM_023333.1 /DB_XREF=gi:12963644 /GEN=2210010C04Rik /FEA=FLmRNA /CNT=382 /TID=Mm.153729.1 /TIER=FL+Stack /STK=128 /UG=Mm.153729
MOE430_2_1422437_at 3927 3643.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007737.1 /DB_XREF=gi:6680969 /GEN=Col5a2 /FEA=FLmRNA /CNT=330 /TID=Mm.10299.1 /TIER=FL+Stack /STK=128 /UG=Mm.10299 /LL=12832 
MOE430_2_1422451_at 911 964.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_078479.1 /DB_XREF=gi:17505219 /GEN=Mrps21 /FEA=FLmRNA /CNT=146 /TID=Mm.24108.1 /TIER=FL+Stack /STK=104 /UG=Mm.24108 /LL=6629
MOE430_2_1422457_s_ 2234.1 2040.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019929.1 /DB_XREF=gi:9910555 /GEN=Smt3h1 /FEA=FLmRNA /CNT=196 /TID=Mm.24433.1 /TIER=FL+Stack /STK=96 /UG=Mm.24433 /LL=20610 
MOE430_2_1422463_a_ 533.5 489.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AB049633.1 /DB_XREF=gi:13559356 /GEN=MRPL3 /FEA=FLmRNA /CNT=150 /TID=Mm.29746.1 /TIER=FL+Stack /STK=89 /UG=Mm.29746 /LL=94062 
MOE430_2_1422468_at 930 915.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF326558.1 /DB_XREF=gi:17225442 /FEA=FLmRNA /CNT=276 /TID=Mm.43660.1 /TIER=FL+Stack /STK=20 /UG=Mm.43660 /LL=19063 /UG_GENE=Ppt
MOE430_2_1422477_at 254.2 220 P P 0.000244 0.000244 -0.1 NC 0.75 gb:AF328140.1 /DB_XREF=gi:11993864 /FEA=FLmRNA /CNT=105 /TID=Mm.40717.1 /TIER=FL+Stack /STK=78 /UG=Mm.40717 /LL=63955 /UG_GENE=Cab
MOE430_2_1422480_at 3203 3057.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_017472.1 /DB_XREF=gi:8567405 /GEN=Snx3 /FEA=FLmRNA /CNT=214 /TID=Mm.7356.1 /TIER=FL+Stack /STK=75 /UG=Mm.7356 /LL=54198 /DEF
MOE430_2_1422487_at 1328.5 1130.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004804.1 /DB_XREF=gi:12836259 /GEN=Madh4 /FEA=FLmRNA /CNT=200 /TID=Mm.100399.1 /TIER=Stack /STK=34 /UG=Mm.100399 /LL=17128 /U
MOE430_2_1422510_at 183.4 161.6 P P 0.000732 0.001953 -0.1 NC 0.5 gb:NM_133710.1 /DB_XREF=gi:19526887 /GEN=2810418J22Rik /FEA=FLmRNA /CNT=142 /TID=Mm.28747.1 /TIER=FL+Stack /STK=61 /UG=Mm.28747 /LL
MOE430_2_1422522_at 276.5 206.6 P P 0.001221 0.001221 -0.1 NC 0.5 gb:NM_011814.1 /DB_XREF=gi:6753925 /GEN=Fxr2h /FEA=FLmRNA /CNT=106 /TID=Mm.41930.1 /TIER=FL+Stack /STK=53 /UG=Mm.41930 /LL=23879 /D
MOE430_2_1422524_at 68.4 89.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023732.1 /DB_XREF=gi:17647116 /GEN=Abcb6 /FEA=FLmRNA /CNT=101 /TID=Mm.28663.1 /TIER=FL+Stack /STK=51 /UG=Mm.28663 /LL=74104 
MOE430_2_1422565_s_ 102.9 105.3 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BF785921 /DB_XREF=gi:12090957 /DB_XREF=602112555F1 /CLONE=IMAGE:4240716 /FEA=FLmRNA /CNT=73 /TID=Mm.5104.1 /TIER=ConsEnd /STK
MOE430_2_1422578_at 1826.3 1749.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012104.1 /DB_XREF=gi:12848643 /GEN=Cs /FEA=FLmRNA /CNT=427 /TID=Mm.43822.1 /TIER=Stack /STK=209 /UG=Mm.43822 /LL=12974 /UG_TIT
MOE430_2_1422580_at 79.9 70.5 P P 0.00415 0.01 -0.1 NC 0.5 gb:NM_010858.1 /DB_XREF=gi:6754775 /GEN=Myla /FEA=FLmRNA /CNT=106 /TID=Mm.43.1 /TIER=FL+Stack /STK=32 /UG=Mm.43 /LL=17896 /DEF=Mus
MOE430_2_1422589_at 109.1 105.9 P P 0.01 0.01 -0.1 NC 0.5 gb:NM_009001.1 /DB_XREF=gi:6679592 /GEN=Rab3a /FEA=FLmRNA /CNT=79 /TID=Mm.5083.1 /TIER=FL+Stack /STK=30 /UG=Mm.5083 /LL=19339 /DEF
MOE430_2_1422595_s_ 193.5 176.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:NM_025679.1 /DB_XREF=gi:13385139 /GEN=5730470L24Rik /FEA=FLmRNA /CNT=106 /TID=Mm.40037.1 /TIER=FL+Stack /STK=29 /UG=Mm.40037 /LL
MOE430_2_1422604_at 23.9 16.3 P A 0.008057 0.09 -0.1 NC 0.91 gb:M27695.1 /DB_XREF=gi:202294 /FEA=FLmRNA /CNT=121 /TID=Mm.10865.1 /TIER=FL+Stack /STK=28 /UG=Mm.10865 /LL=22262 /UG_GENE=Uox /UG
MOE430_2_1422613_a_ 9237.4 8771.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013721.1 /DB_XREF=gi:7305442 /GEN=Rpl7a /FEA=FLmRNA /CNT=70 /TID=Mm.725.1 /TIER=FL+Stack /STK=26 /UG=Mm.725 /LL=27176 /DEF=M
MOE430_2_1422622_at 15.1 10.5 P P 0.01 0.01 -0.1 NC 0.5 gb:NM_008713.1 /DB_XREF=gi:6679089 /GEN=Nos3 /FEA=FLmRNA /CNT=49 /TID=Mm.12837.1 /TIER=FL+Stack /STK=25 /UG=Mm.12837 /LL=18127 /DE
MOE430_2_1422623_x_ 5495.9 5131.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018860.1 /DB_XREF=gi:9256635 /GEN=Rpl41 /FEA=FLmRNA /CNT=37 /TID=Mm.13859.1 /TIER=FL+Stack /STK=25 /UG=Mm.13859 /LL=67945 /DE
MOE430_2_1422626_at 677.9 648.5 P P 0.000244 0.000244 -0.1 NC 0.58 gb:AF282844.1 /DB_XREF=gi:10444089 /GEN=Mmp16 /FEA=FLmRNA /CNT=42 /TID=Mm.42042.1 /TIER=FL+Stack /STK=25 /UG=Mm.42042 /LL=17389 /D



MOE430_2_1422631_at 32.9 31.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013464.1 /DB_XREF=gi:7304872 /GEN=Ahr /FEA=FLmRNA /CNT=82 /TID=Mm.4452.1 /TIER=FL+Stack /STK=24 /UG=Mm.4452 /LL=11622 /DEF=M
MOE430_2_1422670_at 431.5 402.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009708.1 /DB_XREF=gi:6753115 /GEN=Arhn /FEA=FLmRNA /CNT=38 /TID=Mm.219644.1 /TIER=FL+Stack /STK=20 /UG=Mm.219644 /LL=11858 /D
MOE430_2_1422693_a_ 1602.5 1486.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE989104 /DB_XREF=gi:10666140 /DB_XREF=UI-M-CG0p-bhk-a-02-0-UI.s1 /CLONE=UI-M-CG0p-bhk-a-02-0-UI /FEA=FLmRNA /CNT=202 /TID=Mm
MOE430_2_1422698_s_ 131.5 155.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG066575 /DB_XREF=gi:12549232 /DB_XREF=H3045E10-3 /CLONE=H3045E10 /FEA=FLmRNA /CNT=211 /TID=Mm.25059.1 /TIER=Stack /STK=33 /U
MOE430_2_1422708_at 0.7 0.5 A A 0.96 0.9 -0.1 NC 0.46 gb:BB205102 /DB_XREF=gi:16351933 /DB_XREF=BB205102 /CLONE=A430062A02 /FEA=FLmRNA /CNT=68 /TID=Mm.101369.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1422731_at 652.2 622.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004806.1 /DB_XREF=gi:12836263 /GEN=Limd1 /FEA=FLmRNA /CNT=233 /TID=Mm.10987.1 /TIER=Stack /STK=91 /UG=Mm.10987 /LL=29806 /UG_
MOE430_2_1422745_at 28.2 40.2 A M 0.06 0.05 -0.1 NC 0.5 gb:BI250512 /DB_XREF=gi:14798930 /DB_XREF=602993563F1 /CLONE=IMAGE:5149622 /FEA=FLmRNA /CNT=41 /TID=Mm.197387.1 /TIER=ConsEnd /ST
MOE430_2_1422758_at 114.8 99.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018763.1 /DB_XREF=gi:9055185 /GEN=Chst2 /FEA=FLmRNA /CNT=39 /TID=Mm.12968.1 /TIER=FL+Stack /STK=14 /UG=Mm.12968 /LL=54371 /D
MOE430_2_1422766_at 540.9 505.4 P P 0.00415 0.008057 -0.1 NC 0.5 gb:AF395842.1 /DB_XREF=gi:14861635 /FEA=FLmRNA /CNT=138 /TID=Mm.41650.1 /TIER=FL+Stack /STK=13 /UG=Mm.41650 /LL=20853 /UG_GENE=Sta
MOE430_2_1422770_at 61.8 51.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB190499 /DB_XREF=gi:16270723 /DB_XREF=BB190499 /CLONE=A330062A03 /FEA=FLmRNA /CNT=59 /TID=Mm.9286.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1422785_at 58.3 55.8 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_053268.1 /DB_XREF=gi:16716600 /GEN=Rasa2 /FEA=FLmRNA /CNT=34 /TID=Mm.205142.1 /TIER=FL+Stack /STK=12 /UG=Mm.205142 /LL=11471
MOE430_2_1422786_at 40.3 51.7 P P 0.03 0.01 -0.1 NC 0.5 gb:NM_009579.1 /DB_XREF=gi:6678016 /GEN=Slc30a1 /FEA=FLmRNA /CNT=21 /TID=Mm.9024.1 /TIER=FL+Stack /STK=12 /UG=Mm.9024 /LL=22782 /DE
MOE430_2_1422799_at 983.7 869.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_020027.1 /DB_XREF=gi:9910175 /GEN=Bat2 /FEA=FLmRNA /CNT=132 /TID=Mm.20304.1 /TIER=FL+Stack /STK=11 /UG=Mm.20304 /LL=53761 /D
MOE430_2_1422808_s_ 7.1 6.1 A A 0.33 0.5 -0.1 NC 0.5 gb:NM_033374.1 /DB_XREF=gi:15431278 /GEN=Dock2 /FEA=FLmRNA /CNT=43 /TID=Mm.2173.1 /TIER=FL+Stack /STK=11 /UG=Mm.2173 /LL=94176 /DE
MOE430_2_1422812_at 0.4 0.8 A A 0.96 0.82 -0.1 NC 0.34 gb:NM_030712.1 /DB_XREF=gi:13507657 /GEN=Cxcr6 /FEA=FLmRNA /CNT=20 /TID=Mm.124289.1 /TIER=FL+Stack /STK=11 /UG=Mm.124289 /LL=80901
MOE430_2_1422838_at 7.2 7.4 A A 0.27 0.33 -0.1 NC 0.11 gb:NM_008432.1 /DB_XREF=gi:6680541 /GEN=Kcnma3 /FEA=FLmRNA /CNT=19 /TID=Mm.57045.1 /TIER=FL+Stack /STK=10 /UG=Mm.57045 /LL=16532 /
MOE430_2_1422846_at 4.1 2.8 A A 0.72 0.78 -0.1 NC 0.34 gb:NM_009034.1 /DB_XREF=gi:6677686 /GEN=Rbp2 /FEA=FLmRNA /CNT=68 /TID=Mm.12825.1 /TIER=FL+Stack /STK=9 /UG=Mm.12825 /LL=19660 /DEF
MOE430_2_1422849_a_ 3833.9 3577.6 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AV028400 /DB_XREF=gi:4783308 /DB_XREF=AV028400 /CLONE=1422000A11 /FEA=FLmRNA /CNT=96 /TID=Mm.7723.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1422852_at 28.1 25.1 P M 0.000244 0.05 -0.1 NC 0.96 gb:NM_019686.1 /DB_XREF=gi:9790084 /GEN=Kip2-pending /FEA=FLmRNA /CNT=53 /TID=Mm.42192.1 /TIER=FL+Stack /STK=9 /UG=Mm.42192 /LL=565
MOE430_2_1422853_at 278.7 243.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011368.2 /DB_XREF=gi:15778827 /GEN=Shc1 /FEA=FLmRNA /CNT=98 /TID=Mm.86595.1 /TIER=FL+Stack /STK=9 /UG=Mm.86595 /LL=20416 /DE
MOE430_2_1422875_at 11.1 7.4 A A 0.17 0.08 -0.1 NC 0.5 gb:NM_013489.1 /DB_XREF=gi:7304954 /GEN=Cd84 /FEA=FLmRNA /CNT=15 /TID=Mm.21882.1 /TIER=FL+Stack /STK=9 /UG=Mm.21882 /LL=12523 /DEF
MOE430_2_1422877_at 51.8 41.4 P P 0.00293 0.001953 -0.1 NC 0.62 gb:NM_053137.1 /DB_XREF=gi:18087786 /GEN=Pcdhb12 /FEA=FLmRNA /CNT=16 /TID=Mm.196701.1 /TIER=FL+Stack /STK=9 /UG=Mm.196701 /LL=9388
MOE430_2_1422901_at 141.6 150.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023799.1 /DB_XREF=gi:15011883 /GEN=Mgea5 /FEA=FLmRNA /CNT=82 /TID=Mm.202734.1 /TIER=ConsEnd /STK=0 /UG=Mm.202734 /LL=76055 /
MOE430_2_1422920_at 9.3 6.9 A A 0.33 0.36 -0.1 NC 0.5 gb:NM_020504.1 /DB_XREF=gi:10048431 /GEN=Cldn13 /FEA=FLmRNA /CNT=20 /TID=Mm.86652.1 /TIER=FL /STK=6 /UG=Mm.86652 /LL=57255 /DEF=Mu
MOE430_2_1422943_a_ 65.3 52.1 P P 0.000732 0.008057 -0.1 NC 0.5 gb:NM_013560.1 /DB_XREF=gi:7305172 /GEN=Hsp25 /FEA=FLmRNA /CNT=75 /TID=Mm.13849.1 /TIER=FL /STK=1 /UG=Mm.13849 /LL=15507 /DEF=Mus
MOE430_2_1422976_x_ 4425.4 3998.1 P P 0.000244 0.005859 -0.1 NC 0.88 gb:NM_023202.1 /DB_XREF=gi:12963570 /GEN=Ndufa7 /FEA=FLmRNA /CNT=13 /TID=Mm.29513.1 /TIER=FL /STK=0 /UG=Mm.29513 /LL=66416 /DEF=M
MOE430_2_1422982_at 30.5 29.1 P P 0.000244 0.005859 -0.1 NC 0.5 gb:NM_013476.1 /DB_XREF=gi:7304900 /GEN=Ar /FEA=FLmRNA /CNT=18 /TID=Mm.4470.1 /TIER=FL /STK=0 /UG=Mm.4470 /LL=11835 /DEF=Mus musc
MOE430_2_1423029_at 0.6 0.8 A A 0.9 0.91 -0.1 NC 0.8 gb:NM_008236.1 /DB_XREF=gi:6680206 /GEN=Hes2 /FEA=FLmRNA /CNT=2 /TID=Mm.57038.1 /TIER=FL /STK=0 /UG=Mm.57038 /LL=15206 /DEF=Mus m
MOE430_2_1423033_at 49.9 61.1 P P 0.000244 0.000244 -0.1 NC 0.34 gb:AK017358.1 /DB_XREF=gi:12856556 /FEA=FLmRNA /CNT=279 /TID=Mm.2863.1 /TIER=Stack /STK=11 /UG=Mm.2863 /LL=16430 /UG_GENE=Itm1 /UG
MOE430_2_1423049_a_ 5832.2 5500 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK002271.1 /DB_XREF=gi:12832132 /GEN=Tpm2 /FEA=FLmRNA /CNT=227 /TID=Mm.121878.1 /TIER=Stack /STK=95 /UG=Mm.121878 /LL=22003 /UG
MOE430_2_1423052_at 3757.1 3437.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK013892.1 /DB_XREF=gi:12851435 /GEN=Arf4 /FEA=FLmRNA /CNT=314 /TID=Mm.1486.1 /TIER=Stack /STK=90 /UG=Mm.1486 /LL=11843 /UG_TITL
MOE430_2_1423054_at 1061.8 1001.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE200461 /DB_XREF=gi:8712630 /DB_XREF=ug63b08.x1 /CLONE=IMAGE:1547031 /FEA=FLmRNA /CNT=368 /TID=Mm.2654.1 /TIER=Stack /STK=41 /
MOE430_2_1423082_at 683.2 629.3 P P 0.000244 0.000244 -0.1 NC 0.51 gb:AK011499.1 /DB_XREF=gi:12847662 /FEA=FLmRNA /CNT=196 /TID=Mm.21707.1 /TIER=Stack /STK=16 /UG=Mm.21707 /LL=67819 /UG_GENE=111002
MOE430_2_1423095_s_ 273.7 283.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV156594 /DB_XREF=gi:16383284 /DB_XREF=AV156594 /CLONE=3000003J08 /FEA=FLmRNA /CNT=107 /TID=Mm.139677.1 /TIER=Stack /STK=57 /U
MOE430_2_1423099_a_ 354.6 358.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW556332 /DB_XREF=gi:7201761 /DB_XREF=L0266H05-3 /CLONE=L0266H05 /FEA=FLmRNA /CNT=65 /TID=Mm.76983.1 /TIER=Stack /STK=57 /UG=
MOE430_2_1423102_a_ 1267.6 1098.5 P P 0.000244 0.000244 -0.1 NC 0.54 gb:AI746548 /DB_XREF=gi:5124812 /DB_XREF=ul08d09.x1 /CLONE=IMAGE:2076209 /FEA=FLmRNA /CNT=231 /TID=Mm.30051.1 /TIER=Stack /STK=54 /
MOE430_2_1423107_at 888.3 824.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010432.1 /DB_XREF=gi:12845871 /GEN=Ube2b /FEA=FLmRNA /CNT=254 /TID=Mm.1920.1 /TIER=Stack /STK=8 /UG=Mm.1920 /LL=22210 /UG_TIT
MOE430_2_1423109_s_ 255.8 232.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV008091 /DB_XREF=gi:16356102 /DB_XREF=AV008091 /CLONE=1110007P09 /FEA=FLmRNA /CNT=110 /TID=Mm.29666.1 /TIER=Stack /STK=51 /U
MOE430_2_1423111_at 3443.2 3266.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM213627 /DB_XREF=gi:17771573 /DB_XREF=C0839C04-3 /CLONE=C0839C04 /FEA=FLmRNA /CNT=257 /TID=Mm.4069.1 /TIER=Stack /STK=50 /UG
MOE430_2_1423113_a_ 1730.5 1639 P P 0.000244 0.000244 -0.1 NC 0.53 gb:AK009276.1 /DB_XREF=gi:12843974 /FEA=FLmRNA /CNT=308 /TID=Mm.24529.1 /TIER=Stack /STK=13 /UG=Mm.24529 /LL=66105 /UG_GENE=110000
MOE430_2_1423118_at 174 173.5 P P 0.000732 0.008057 -0.1 NC 0.68 gb:AK011450.1 /DB_XREF=gi:12847579 /FEA=FLmRNA /CNT=111 /TID=Mm.41903.1 /TIER=Stack /STK=49 /UG=Mm.41903 /LL=66874 /UG_GENE=120001
MOE430_2_1423133_at 803.1 713.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG071645 /DB_XREF=gi:12554214 /DB_XREF=H3101E06-3 /CLONE=H3101E06 /FEA=FLmRNA /CNT=172 /TID=Mm.43017.1 /TIER=Stack /STK=43 /U
MOE430_2_1423135_at 334.9 311.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV028402 /DB_XREF=gi:4783310 /DB_XREF=AV028402 /CLONE=1422000C03 /FEA=FLmRNA /CNT=89 /TID=Mm.3951.1 /TIER=Stack /STK=43 /UG=M
MOE430_2_1423151_at 600.1 586.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010861.1 /DB_XREF=gi:12846596 /FEA=FLmRNA /CNT=182 /TID=Mm.37516.1 /TIER=Stack /STK=38 /UG=Mm.37516 /LL=67838 /UG_GENE=Dnajb1
MOE430_2_1423195_at 162.9 185.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM122917 /DB_XREF=gi:17106685 /DB_XREF=L0516G11-3 /CLONE=L0516G11 /FEA=FLmRNA /CNT=234 /TID=Mm.3792.1 /TIER=Stack /STK=11 /UG
MOE430_2_1423199_at 52.4 48.3 P P 0.00293 0.01 -0.1 NC 0.86 gb:AL364611 /DB_XREF=gi:9694492 /DB_XREF=AL364611 /CLONE=T9306B06 /FEA=FLmRNA /CNT=204 /TID=Mm.28721.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1423204_at 210.8 147.1 P P 0.001221 0.00415 -0.1 NC 0.88 gb:AW744715 /DB_XREF=gi:7656573 /DB_XREF=ur32h10.x1 /CLONE=IMAGE:3026083 /FEA=FLmRNA /CNT=210 /TID=Mm.25745.1 /TIER=Stack /STK=28 
MOE430_2_1423217_a_ 829.9 836 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV109006 /DB_XREF=gi:16381927 /DB_XREF=AV109006 /CLONE=2510049I19 /FEA=FLmRNA /CNT=213 /TID=Mm.28327.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1423235_at 939.7 826.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF682108 /DB_XREF=gi:11956003 /DB_XREF=602117207T1 /CLONE=IMAGE:3468480 /FEA=FLmRNA /CNT=134 /TID=Mm.21185.1 /TIER=Stack /STK=
MOE430_2_1423242_at 583.9 509.1 P P 0.001221 0.001221 -0.1 NC 0.5 gb:BE627004 /DB_XREF=gi:9907424 /DB_XREF=uu08h04.y2 /CLONE=IMAGE:3371383 /FEA=FLmRNA /CNT=126 /TID=Mm.28664.1 /TIER=Stack /STK=23 
MOE430_2_1423246_at 127 106 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BM120687 /DB_XREF=gi:17088713 /DB_XREF=L0942H10-3 /CLONE=L0942H10 /FEA=FLmRNA /CNT=147 /TID=Mm.147685.1 /TIER=Stack /STK=23 /
MOE430_2_1423247_at 1293.6 1093.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BI100077 /DB_XREF=gi:14550970 /DB_XREF=602885140F1 /CLONE=IMAGE:5040633 /FEA=FLmRNA /CNT=147 /TID=Mm.147685.1 /TIER=Stack /STK=
MOE430_2_1423263_at 4602.4 4228.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI111967 /DB_XREF=gi:14562868 /DB_XREF=602895795F1 /CLONE=IMAGE:5025982 /FEA=FLmRNA /CNT=362 /TID=Mm.89136.1 /TIER=Stack /STK=2
MOE430_2_1423267_s_ 391.6 343.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW259495 /DB_XREF=gi:6632413 /DB_XREF=up28c05.x1 /CLONE=IMAGE:2655656 /FEA=FLmRNA /CNT=62 /TID=Mm.16234.1 /TIER=Stack /STK=20 /
MOE430_2_1423270_at 12.2 12.9 A P 0.09 0.02 -0.1 NC 0.5 gb:BB663717 /DB_XREF=gi:16497471 /DB_XREF=BB663717 /CLONE=E030003H02 /FEA=FLmRNA /CNT=137 /TID=Mm.21401.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423272_at 211 191 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG064799 /DB_XREF=gi:12547362 /DB_XREF=H3024A02-3 /CLONE=H3024A02 /FEA=FLmRNA /CNT=135 /TID=Mm.3616.1 /TIER=Stack /STK=19 /UG
MOE430_2_1423291_s_ 410.1 440 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM231738 /DB_XREF=gi:17867008 /DB_XREF=K0313H11-3 /CLONE=K0313H11 /FEA=FLmRNA /CNT=51 /TID=Mm.116721.1 /TIER=Stack /STK=18 /U
MOE430_2_1423299_at 780.6 750.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI416051 /DB_XREF=gi:15176974 /DB_XREF=602987334F1 /CLONE=IMAGE:5143257 /FEA=FLmRNA /CNT=153 /TID=Mm.19169.1 /TIER=Stack /STK=
MOE430_2_1423308_at 87.3 67.6 P P 0.000244 0.001953 -0.1 NC 0.53 gb:AI325050 /DB_XREF=gi:4059479 /DB_XREF=mo50f11.x1 /CLONE=IMAGE:557037 /FEA=FLmRNA /CNT=164 /TID=Mm.141187.1 /TIER=Stack /STK=17 /
MOE430_2_1423312_at 45.2 38.1 P P 0.01 0.005859 -0.1 NC 0.51 gb:BQ177165 /DB_XREF=gi:20352657 /DB_XREF=UI-M-DJ2-bwa-f-14-0-UI.s1 /CLONE=UI-M-DJ2-bwa-f-14-0-UI /FEA=FLmRNA /CNT=56 /TID=Mm.20
MOE430_2_1423335_at 835.4 861.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW545354 /DB_XREF=gi:7187771 /DB_XREF=C0192F08-3 /CLONE=C0192F08 /FEA=FLmRNA /CNT=171 /TID=Mm.24231.1 /TIER=Stack /STK=14 /UG
MOE430_2_1423338_at 252.6 258.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017640.1 /DB_XREF=gi:12856982 /FEA=FLmRNA /CNT=69 /TID=Mm.29622.1 /TIER=Stack /STK=14 /UG=Mm.29622 /LL=66983 /UG_GENE=2410003
MOE430_2_1423357_at 86.8 70.1 P P 0.02 0.03 -0.1 NC 0.07 gb:AK013127.1 /DB_XREF=gi:12850295 /FEA=FLmRNA /CNT=37 /TID=Mm.46777.1 /TIER=Stack /STK=12 /UG=Mm.46777 /LL=67164 /UG_GENE=2610209
MOE430_2_1423384_s_ 259.2 423.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB647052 /DB_XREF=gi:16481381 /DB_XREF=BB647052 /CLONE=B930062J06 /FEA=FLmRNA /CNT=155 /TID=Mm.848.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1423386_at 370 359 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK002280.1 /DB_XREF=gi:12832147 /FEA=FLmRNA /CNT=95 /TID=Mm.30237.1 /TIER=Stack /STK=9 /UG=Mm.30237 /LL=67151 /UG_GENE=Psmd9 /U
MOE430_2_1423391_at 580.3 576.9 P P 0.000244 0.000244 -0.1 NC 0.64 gb:BB760902 /DB_XREF=gi:16206842 /DB_XREF=BB760902 /CLONE=G270135J02 /FEA=FLmRNA /CNT=50 /TID=Mm.195632.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423396_at 1.6 2.1 A A 0.75 0.91 -0.1 NC 0.5 gb:AK018763.1 /DB_XREF=gi:12858643 /GEN=Agt /FEA=FLmRNA /CNT=135 /TID=Mm.8854.1 /TIER=Stack /STK=8 /UG=Mm.8854 /LL=11606 /UG_TITLE
MOE430_2_1423426_at 156.8 144 P P 0.00415 0.00415 -0.1 NC 0.5 gb:BB018522 /DB_XREF=gi:16257574 /DB_XREF=BB018522 /CLONE=4930578I17 /FEA=FLmRNA /CNT=165 /TID=Mm.41856.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423432_at 30.2 27 P P 0.008057 0.000732 -0.1 NC 0.5 gb:BB425239 /DB_XREF=gi:16423572 /DB_XREF=BB425239 /CLONE=C530045M18 /FEA=FLmRNA /CNT=90 /TID=Mm.29882.1 /TIER=Stack /STK=28 /UG
MOE430_2_1423438_at 263.1 220.7 P M 0.03 0.05 -0.1 NC 0.98 gb:AK009746.1 /DB_XREF=gi:12844729 /FEA=FLmRNA /CNT=56 /TID=Mm.41101.1 /TIER=Stack /STK=26 /UG=Mm.41101 /LL=70394 /UG_GENE=2310042
MOE430_2_1423501_at 407.3 299.6 P P 0.000244 0.000732 -0.1 NC 0.83 gb:AA617392 /DB_XREF=gi:2504597 /DB_XREF=vk93e01.s1 /CLONE=IMAGE:962232 /FEA=FLmRNA /CNT=214 /TID=Mm.3931.1 /TIER=Stack /STK=14 /U
MOE430_2_1423522_at 378 357.2 P P 0.000244 0.000244 -0.1 NC 0.72 gb:BB811478 /DB_XREF=gi:16984107 /DB_XREF=BB811478 /CLONE=G730010E06 /FEA=FLmRNA /CNT=75 /TID=Mm.1406.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1423523_at 0.6 1 A A 0.94 0.78 -0.1 NC 0.58 gb:BF687395 /DB_XREF=gi:11972803 /DB_XREF=602102567F1 /CLONE=IMAGE:4220560 /FEA=FLmRNA /CNT=91 /TID=Mm.18651.1 /TIER=Stack /STK=1
MOE430_2_1423538_at 889.5 807.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB223798 /DB_XREF=gi:16353822 /DB_XREF=BB223798 /CLONE=A530083M08 /FEA=FLmRNA /CNT=103 /TID=Mm.181830.1 /TIER=Stack /STK=12 /
MOE430_2_1423550_at 49 51.2 P P 0.001953 0.01 -0.1 NC 0.54 gb:BB277461 /DB_XREF=gi:15410940 /DB_XREF=BB277461 /CLONE=A930005F17 /FEA=FLmRNA /CNT=189 /TID=Mm.6379.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423552_at 549.4 515.5 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AK003329.1 /DB_XREF=gi:12833927 /FEA=FLmRNA /CNT=161 /TID=Mm.34212.1 /TIER=Stack /STK=11 /UG=Mm.34212 /LL=68192 /UG_GENE=152040
MOE430_2_1423568_at 1786.1 1642.6 P P 0.000244 0.000244 -0.1 NC 0.66 gb:BG297088 /DB_XREF=gi:13060390 /DB_XREF=602395064F1 /CLONE=IMAGE:4506879 /FEA=FLmRNA /CNT=163 /TID=Mm.21728.1 /TIER=Stack /STK=
MOE430_2_1423578_at 27.1 27.2 A P 0.06 0.04 -0.1 NC 0.5 gb:AV242706 /DB_XREF=gi:15405215 /DB_XREF=AV242706 /CLONE=4831413B21 /FEA=FLmRNA /CNT=69 /TID=Mm.20230.1 /TIER=Stack /STK=10 /UG
MOE430_2_1423583_at 168.6 154.4 P P 0.005859 0.00293 -0.1 NC 0.5 gb:AK005041.1 /DB_XREF=gi:12836688 /GEN=Fem1a /FEA=FLmRNA /CNT=286 /TID=Mm.27723.1 /TIER=Stack /STK=9 /UG=Mm.27723 /LL=14154 /UG_T
MOE430_2_1423588_at 1882.3 1678.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV139714 /DB_XREF=gi:16382870 /DB_XREF=AV139714 /CLONE=2810052G16 /FEA=FLmRNA /CNT=235 /TID=Mm.142814.1 /TIER=Stack /STK=9 /U
MOE430_2_1423593_a_ 53.4 48.1 A A 0.06 0.06 -0.1 NC 0.5 gb:AK004947.1 /DB_XREF=gi:12836517 /GEN=Csf1r /FEA=FLmRNA /CNT=97 /TID=Mm.22574.1 /TIER=Stack /STK=9 /UG=Mm.22574 /LL=12978 /UG_TIT
MOE430_2_1423626_at 182.8 148.8 P P 0.000732 0.005859 -0.1 NC 0.87 gb:BB150886 /DB_XREF=gi:16267904 /DB_XREF=BB150886 /CLONE=A030009P04 /FEA=FLmRNA /CNT=76 /TID=Mm.25326.3 /TIER=Stack /STK=8 /UG=
MOE430_2_1423648_at 1161.7 1128.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC006865.1 /DB_XREF=gi:13905145 /FEA=FLmRNA /CNT=356 /TID=Mm.182959.1 /TIER=FL+Stack /STK=221 /UG=Mm.182959 /LL=71853 /UG_GENE=
MOE430_2_1423658_at 233.9 206.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI661124 /DB_XREF=gi:15575360 /DB_XREF=603304136F1 /CLONE=IMAGE:5349921 /FEA=FLmRNA /CNT=378 /TID=Mm.196365.1 /TIER=Stack /STK=
MOE430_2_1423664_at 531.2 549.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC002107.1 /DB_XREF=gi:12805282 /FEA=FLmRNA /CNT=265 /TID=Mm.30204.1 /TIER=FL+Stack /STK=182 /UG=Mm.30204 /LL=70033 /UG_GENE=26
MOE430_2_1423665_a_ 8546.9 7972.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026934.1 /DB_XREF=gi:20071189 /FEA=FLmRNA /CNT=412 /TID=Mm.4419.1 /TIER=FL+Stack /STK=178 /UG=Mm.4419 /LL=19983 /UG_GENE=Rpl5
MOE430_2_1423676_at 4557.2 4092.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF354051.1 /DB_XREF=gi:19070696 /FEA=FLmRNA /CNT=226 /TID=Mm.182042.1 /TIER=FL+Stack /STK=167 /UG=Mm.182042 /LL=71679 /UG_GENE=
MOE430_2_1423677_at 2386.4 2152.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF279263.1 /DB_XREF=gi:8778201 /FEA=FLmRNA /CNT=261 /TID=Mm.20943.1 /TIER=FL+Stack /STK=167 /UG=Mm.20943 /LL=27055 /UG_GENE=Fkb
MOE430_2_1423680_at 1334.7 1197.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026831.1 /DB_XREF=gi:20070923 /FEA=FLmRNA /CNT=298 /TID=Mm.30158.1 /TIER=FL+Stack /STK=164 /UG=Mm.30158 /LL=76267 /UG_GENE=07
MOE430_2_1423712_a_ 1233.1 1124.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC023023.1 /DB_XREF=gi:18606504 /FEA=FLmRNA /CNT=215 /TID=Mm.182232.1 /TIER=FL+Stack /STK=140 /UG=Mm.182232 /LL=97541 /UG_GENE=
MOE430_2_1423721_at 5582.4 5094.8 P P 0.000244 0.000244 -0.1 NC 0.73 gb:M22479.1 /DB_XREF=gi:202160 /FEA=FLmRNA /CNT=309 /TID=Mm.121878.2 /TIER=FL+Stack /STK=138 /UG=Mm.121878 /LL=22003 /UG_GENE=Tpm
MOE430_2_1423730_at 2911.7 2410.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026562.1 /DB_XREF=gi:20071679 /FEA=FLmRNA /CNT=206 /TID=Mm.30099.1 /TIER=FL+Stack /STK=135 /UG=Mm.30099 /DEF=Mus musculus, Sim
MOE430_2_1423731_at 186.1 174.7 P P 0.001953 0.001953 -0.1 NC 0.65 gb:BC013548.1 /DB_XREF=gi:16975522 /FEA=FLmRNA /CNT=199 /TID=Mm.200969.1 /TIER=FL+Stack /STK=135 /UG=Mm.200969 /LL=69748 /UG_GENE=
MOE430_2_1423736_a_ 303 259.4 P P 0.000244 0.000244 -0.1 NC 0.68 gb:BC018220.1 /DB_XREF=gi:17390498 /FEA=FLmRNA /CNT=150 /TID=Mm.4471.1 /TIER=FL+Stack /STK=133 /UG=Mm.4471 /LL=69190 /UG_GENE=1810
MOE430_2_1423738_at 102.3 100.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV225603 /DB_XREF=gi:16385205 /DB_XREF=AV225603 /CLONE=3830431B02 /FEA=FLmRNA /CNT=186 /TID=Mm.182340.1 /TIER=Stack /STK=25 /U
MOE430_2_1423752_at 411.8 334.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC006843.1 /DB_XREF=gi:13905111 /FEA=FLmRNA /CNT=202 /TID=Mm.27649.1 /TIER=FL+Stack /STK=127 /UG=Mm.27649 /LL=67755 /UG_GENE=49
MOE430_2_1423763_x_ 9061.4 8533 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC010987.1 /DB_XREF=gi:15012157 /FEA=FLmRNA /CNT=187 /TID=Mm.200920.1 /TIER=FL+Stack /STK=122 /UG=Mm.200920 /LL=54127 /UG_GENE=
MOE430_2_1423764_s_ 328.8 314.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011065.1 /DB_XREF=gi:15029699 /FEA=FLmRNA /CNT=215 /TID=Mm.29517.1 /TIER=FL+Stack /STK=121 /UG=Mm.29517 /LL=66342 /UG_GENE=23
MOE430_2_1423766_at 582.7 560.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AF386076.1 /DB_XREF=gi:17529976 /FEA=FLmRNA /CNT=213 /TID=Mm.24789.1 /TIER=FL+Stack /STK=119 /UG=Mm.24789 /LL=68083 /UG_GENE=59
MOE430_2_1423790_at 2303 2243.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024876.1 /DB_XREF=gi:19352974 /FEA=FLmRNA /CNT=259 /TID=Mm.21622.1 /TIER=FL+Stack /STK=110 /UG=Mm.21622 /LL=70940 /UG_GENE=49
MOE430_2_1423814_at 193.8 158.5 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BC011308.1 /DB_XREF=gi:15030111 /FEA=FLmRNA /CNT=151 /TID=Mm.205045.1 /TIER=FL+Stack /STK=102 /UG=Mm.205045 /LL=105140 /UG_GENE
MOE430_2_1423822_a_ 205.9 190.8 P P 0.000244 0.000244 -0.1 NC 0.59 gb:BC024911.1 /DB_XREF=gi:19354280 /FEA=FLmRNA /CNT=180 /TID=Mm.4511.1 /TIER=FL+Stack /STK=18 /UG=Mm.4511 /LL=101118 /UG_GENE=AI50
MOE430_2_1423823_at 397.9 381.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC005734.1 /DB_XREF=gi:13543115 /FEA=FLmRNA /CNT=148 /TID=Mm.27871.1 /TIER=FL+Stack /STK=99 /UG=Mm.27871 /LL=69902 /UG_GENE=26
MOE430_2_1423825_at 266.1 309.6 P P 0.001221 0.001953 -0.1 NC 0.5 gb:BM935974 /DB_XREF=gi:19395126 /DB_XREF=UI-M-BZ1-bdq-c-02-0-UI.r1 /CLONE=UI-M-BZ1-bdq-c-02-0-UI /FEA=FLmRNA /CNT=236 /TID=Mm.6
MOE430_2_1423828_at 1259.1 1251.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF127033.1 /DB_XREF=gi:9937096 /FEA=FLmRNA /CNT=402 /TID=Mm.3760.1 /TIER=FL+Stack /STK=97 /UG=Mm.3760 /LL=14104 /UG_GENE=Fasn /
MOE430_2_1423843_at 103.9 119.8 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BC027309.1 /DB_XREF=gi:20072698 /FEA=FLmRNA /CNT=108 /TID=Mm.213063.1 /TIER=FL+Stack /STK=93 /UG=Mm.213063 /DEF=Mus musculus, Sim
MOE430_2_1423846_x_ 8339.7 7589.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC008117.1 /DB_XREF=gi:14198109 /FEA=FLmRNA /CNT=260 /TID=Mm.196396.2 /TIER=FL+Stack /STK=91 /UG=Mm.196396 /LL=22142 /UG_GENE=T
MOE430_2_1423855_x_ 8764.9 8055.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003896.1 /DB_XREF=gi:13278089 /FEA=FLmRNA /CNT=191 /TID=Mm.5290.1 /TIER=FL+Stack /STK=89 /UG=Mm.5290 /LL=78977 /UG_GENE=Pop3
MOE430_2_1423864_at 431.8 451.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF302138.1 /DB_XREF=gi:15420074 /FEA=FLmRNA /CNT=158 /TID=Mm.22029.1 /TIER=FL+Stack /STK=88 /UG=Mm.22029 /LL=192292 /UG_GENE=N
MOE430_2_1423876_at 139.8 124.6 P P 0.001953 0.000732 -0.1 NC 0.5 gb:BB321867 /DB_XREF=gi:16403400 /DB_XREF=BB321867 /CLONE=B330003K03 /FEA=FLmRNA /CNT=147 /TID=Mm.218526.1 /TIER=Stack /STK=23 /
MOE430_2_1423890_x_ 3196.6 2730.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027319.1 /DB_XREF=gi:20072704 /FEA=FLmRNA /CNT=284 /TID=Mm.4550.2 /TIER=FL+Stack /STK=83 /UG=Mm.4550 /LL=11931 /UG_GENE=Atp1b
MOE430_2_1423904_a_ 93.9 90.8 P P 0.000732 0.000732 -0.1 NC 0.66 gb:BB049138 /DB_XREF=gi:16259514 /DB_XREF=BB049138 /CLONE=6530403D23 /FEA=FLmRNA /CNT=152 /TID=Mm.134436.1 /TIER=Stack /STK=23 /U
MOE430_2_1423905_at 20.8 28.1 A A 0.14 0.09 -0.1 NC 0.65 gb:BB049138 /DB_XREF=gi:16259514 /DB_XREF=BB049138 /CLONE=6530403D23 /FEA=FLmRNA /CNT=152 /TID=Mm.134436.1 /TIER=Stack /STK=23 /U
MOE430_2_1423908_at 1288.9 1141.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021616.1 /DB_XREF=gi:18204464 /FEA=FLmRNA /CNT=122 /TID=Mm.44227.1 /TIER=FL+Stack /STK=81 /UG=Mm.44227 /DEF=Mus musculus, clone
MOE430_2_1423917_a_ 2312.5 2125.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011434.1 /DB_XREF=gi:15030314 /FEA=FLmRNA /CNT=218 /TID=Mm.205601.1 /TIER=FL+Stack /STK=79 /UG=Mm.205601 /DEF=Mus musculus, Sim
MOE430_2_1423921_at 138.1 127.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003209.1 /DB_XREF=gi:13096829 /FEA=FLmRNA /CNT=125 /TID=Mm.29529.1 /TIER=FL+Stack /STK=79 /UG=Mm.29529 /DEF=Mus musculus, clone
MOE430_2_1423929_at 257.4 226.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024467.1 /DB_XREF=gi:19353553 /FEA=FLmRNA /CNT=196 /TID=Mm.34257.1 /TIER=FL+Stack /STK=57 /UG=Mm.34257 /LL=68889 /UG_GENE=119
MOE430_2_1423936_at 264.8 236.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021777.1 /DB_XREF=gi:18255694 /FEA=FLmRNA /CNT=145 /TID=Mm.28171.1 /TIER=FL+Stack /STK=76 /UG=Mm.28171 /LL=69259 /UG_GENE=26
MOE430_2_1423944_at 12.9 14.8 A A 0.21 0.17 -0.1 NC 0.5 gb:BC011246.1 /DB_XREF=gi:15030011 /FEA=FLmRNA /CNT=260 /TID=Mm.3485.1 /TIER=FL+Stack /STK=74 /UG=Mm.3485 /LL=15458 /UG_GENE=Hpxn
MOE430_2_1423992_at 712.7 687.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019178.1 /DB_XREF=gi:17512438 /FEA=FLmRNA /CNT=193 /TID=Mm.21919.1 /TIER=FL+Stack /STK=68 /UG=Mm.21919 /DEF=Mus musculus, Simil
MOE430_2_1423994_at 118.2 138 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF090190.1 /DB_XREF=gi:6288725 /GEN=Kif1b /FEA=FLmRNA /CNT=232 /TID=Mm.42027.1 /TIER=FL+Stack /STK=68 /UG=Mm.42027 /LL=16561 /DE
MOE430_2_1423995_at 38.4 43.6 P A 0.04 0.14 -0.1 NC 0.5 gb:BQ175246 /DB_XREF=gi:20350738 /DB_XREF=UI-M-DJ2-bwc-e-04-0-UI.s1 /CLONE=UI-M-DJ2-bwc-e-04-0-UI /FEA=FLmRNA /CNT=232 /TID=Mm.
MOE430_2_1423998_at 197.5 216.2 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BC027247.1 /DB_XREF=gi:20073128 /FEA=FLmRNA /CNT=112 /TID=Mm.206051.1 /TIER=FL+Stack /STK=67 /UG=Mm.206051 /DEF=Mus musculus, Sim
MOE430_2_1424000_a_ 7690.9 7686 P P 0.000244 0.000244 -0.1 NC 0.5 gb:U93864.1 /DB_XREF=gi:1938405 /FEA=FLmRNA /CNT=144 /TID=Mm.196538.1 /TIER=FL+Stack /STK=66 /UG=Mm.196538 /LL=27207 /UG_GENE=Rps1
MOE430_2_1424003_at 231.4 252.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027296.1 /DB_XREF=gi:20071219 /FEA=FLmRNA /CNT=98 /TID=Mm.17631.1 /TIER=FL+Stack /STK=66 /UG=Mm.17631 /LL=74653 /UG_GENE=4930
MOE430_2_1424004_x_ 272.9 288 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027296.1 /DB_XREF=gi:20071219 /FEA=FLmRNA /CNT=98 /TID=Mm.17631.1 /TIER=FL+Stack /STK=66 /UG=Mm.17631 /LL=74653 /UG_GENE=4930
MOE430_2_1424026_s_ 270.2 230 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BC013529.1 /DB_XREF=gi:15488791 /FEA=FLmRNA /CNT=119 /TID=Mm.19761.1 /TIER=FL+Stack /STK=60 /UG=Mm.19761 /DEF=Mus musculus, clone
MOE430_2_1424038_a_ 1310.5 1232.3 P P 0.000244 0.000244 -0.1 NC 0.84 gb:BC020179.1 /DB_XREF=gi:18043215 /FEA=FLmRNA /CNT=193 /TID=Mm.29937.1 /TIER=FL+Stack /STK=59 /UG=Mm.29937 /LL=69683 /UG_GENE=23
MOE430_2_1424039_at 1304.3 1120.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC022616.1 /DB_XREF=gi:18490732 /FEA=FLmRNA /CNT=241 /TID=Mm.29455.1 /TIER=FL+Stack /STK=59 /UG=Mm.29455 /LL=67887 /UG_GENE=18
MOE430_2_1424054_at 737.5 689.5 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BC016566.1 /DB_XREF=gi:16741503 /FEA=FLmRNA /CNT=107 /TID=Mm.28715.1 /TIER=FL+Stack /STK=58 /UG=Mm.28715 /DEF=Mus musculus, BTB 
MOE430_2_1424055_at 167.7 189.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BC017152.1 /DB_XREF=gi:16877838 /FEA=FLmRNA /CNT=115 /TID=Mm.3080.1 /TIER=FL+Stack /STK=58 /UG=Mm.3080 /DEF=Mus musculus, Similar 
MOE430_2_1424075_at 442.7 397 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024945.1 /DB_XREF=gi:19353156 /FEA=FLmRNA /CNT=83 /TID=Mm.21640.1 /TIER=FL+Stack /STK=56 /UG=Mm.21640 /LL=68115 /UG_GENE=9430
MOE430_2_1424088_at 640.2 582.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF289484.1 /DB_XREF=gi:10444286 /FEA=FLmRNA /CNT=96 /TID=Mm.174491.1 /TIER=FL+Stack /STK=55 /UG=Mm.174491 /LL=60315 /UG_GENE=M
MOE430_2_1424090_at 16.2 14.3 A A 0.08 0.36 -0.1 NC 0.5 gb:BC005556.1 /DB_XREF=gi:13542697 /FEA=FLmRNA /CNT=72 /TID=Mm.32068.1 /TIER=FL+Stack /STK=55 /UG=Mm.32068 /DEF=Mus musculus, Simila
MOE430_2_1424102_at 483.9 347.1 P P 0.005859 0.005859 -0.1 NC 0.54 gb:BC027184.1 /DB_XREF=gi:20071130 /FEA=FLmRNA /CNT=200 /TID=Mm.29087.1 /TIER=FL+Stack /STK=53 /UG=Mm.29087 /LL=66615 /UG_GENE=25
MOE430_2_1424108_at 1076.2 1093.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024663.1 /DB_XREF=gi:19354349 /FEA=FLmRNA /CNT=231 /TID=Mm.196149.1 /TIER=FL+Stack /STK=52 /UG=Mm.196149 /LL=66133 /UG_GENE=
MOE430_2_1424109_a_ 1853.9 1638.1 P P 0.000244 0.000244 -0.1 NC 0.74 gb:AK005055.1 /DB_XREF=gi:12836715 /FEA=FLmRNA /CNT=231 /TID=Mm.196149.1 /TIER=Stack /STK=12 /UG=Mm.196149 /LL=66133 /UG_GENE=1110
MOE430_2_1424113_at 419.3 350.3 P P 0.000732 0.000732 -0.1 NC 0.79 gb:M15525.1 /DB_XREF=gi:198700 /FEA=FLmRNA /CNT=143 /TID=Mm.148395.1 /TIER=FL+Stack /STK=52 /UG=Mm.148395 /LL=16777 /UG_GENE=Lamb
MOE430_2_1424134_at 200.4 187.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC010833.1 /DB_XREF=gi:15277429 /FEA=FLmRNA /CNT=162 /TID=Mm.109074.1 /TIER=FL+Stack /STK=51 /UG=Mm.109074 /LL=67610 /UG_GENE=4
MOE430_2_1424137_at 1 2.5 A A 0.56 0.63 -0.1 NC 0.5 gb:AF146569.1 /DB_XREF=gi:5901687 /GEN=Z16 /FEA=FLmRNA /CNT=90 /TID=Mm.41812.1 /TIER=FL+Stack /STK=51 /UG=Mm.41812 /LL=26913 /DEF=
MOE430_2_1424154_a_ 484.2 439.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC022589.1 /DB_XREF=gi:18490432 /FEA=FLmRNA /CNT=60 /TID=Mm.25719.1 /TIER=FL+Stack /STK=49 /UG=Mm.25719 /LL=74316 /UG_GENE=0710
MOE430_2_1424165_a_ 399.2 394.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC016203.1 /DB_XREF=gi:16740645 /FEA=FLmRNA /CNT=92 /TID=Mm.41463.1 /TIER=FL+Stack /STK=48 /UG=Mm.41463 /LL=106025 /UG_GENE=06
MOE430_2_1424179_at 599.8 485.2 P P 0.000244 0.000244 -0.1 NC 0.51 gb:BC005565.1 /DB_XREF=gi:13542720 /FEA=FLmRNA /CNT=84 /TID=Mm.41479.1 /TIER=FL+Stack /STK=47 /UG=Mm.41479 /LL=78670 /UG_GENE=Gnrp
MOE430_2_1424183_at 1834.1 1708.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG070487 /DB_XREF=gi:12553056 /DB_XREF=H3087H05-3 /CLONE=H3087H05 /FEA=FLmRNA /CNT=289 /TID=Mm.219649.1 /TIER=Stack /STK=72 /
MOE430_2_1424185_a_ 2921.5 2958.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC017619.1 /DB_XREF=gi:17160903 /FEA=FLmRNA /CNT=134 /TID=Mm.196508.2 /TIER=FL+Stack /STK=46 /UG=Mm.196508 /LL=21761 /UG_GENE=T
MOE430_2_1424186_at 1153.3 1005.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AB075019.1 /DB_XREF=gi:18958360 /GEN=urb /FEA=FLmRNA /CNT=132 /TID=Mm.181074.1 /TIER=FL+Stack /STK=46 /UG=Mm.181074 /LL=67896 /D
MOE430_2_1424198_at 551.9 522.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021314.1 /DB_XREF=gi:18203965 /FEA=FLmRNA /CNT=69 /TID=Mm.68971.1 /TIER=FL+Stack /STK=46 /UG=Mm.68971 /DEF=Mus musculus, Simila
MOE430_2_1424210_at 221.9 239.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011220.1 /DB_XREF=gi:15029970 /FEA=FLmRNA /CNT=84 /TID=Mm.24032.1 /TIER=FL+Stack /STK=45 /UG=Mm.24032 /DEF=Mus musculus, similar
MOE430_2_1424225_at 207.6 203 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF398969.1 /DB_XREF=gi:15420874 /GEN=Asb8 /FEA=FLmRNA /CNT=93 /TID=Mm.200766.1 /TIER=FL /STK=1 /UG=Mm.200766 /LL=78541 /DEF=Mu
MOE430_2_1424236_at 542.5 537.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF285112.1 /DB_XREF=gi:15076924 /FEA=FLmRNA /CNT=97 /TID=Mm.41420.1 /TIER=FL+Stack /STK=43 /UG=Mm.41420 /DEF=Mus musculus unknow
MOE430_2_1424238_at 301.7 286.1 P P 0.000244 0.000732 -0.1 NC 0.54 gb:BC026403.1 /DB_XREF=gi:20072910 /FEA=FLmRNA /CNT=92 /TID=Mm.28843.1 /TIER=FL+Stack /STK=43 /UG=Mm.28843 /DEF=Mus musculus, Simila
MOE430_2_1424242_at 707.8 699.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC023146.1 /DB_XREF=gi:18606327 /FEA=FLmRNA /CNT=65 /TID=Mm.140243.1 /TIER=FL+Stack /STK=43 /UG=Mm.140243 /LL=68021 /UG_GENE=20
MOE430_2_1424259_at 200.1 252.9 P P 0.000244 0.000244 -0.1 NC 0.55 gb:BC020104.1 /DB_XREF=gi:18043241 /FEA=FLmRNA /CNT=87 /TID=Mm.12787.1 /TIER=FL+Stack /STK=42 /UG=Mm.12787 /LL=76483 /UG_GENE=2400
MOE430_2_1424267_at 264.7 248.7 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AK004032.1 /DB_XREF=gi:12835047 /FEA=FLmRNA /CNT=78 /TID=Mm.41724.1 /TIER=Stack /STK=12 /UG=Mm.41724 /LL=67884 /UG_GENE=1810043
MOE430_2_1424269_a_ 6779.5 6459.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026760.1 /DB_XREF=gi:20070870 /FEA=FLmRNA /CNT=109 /TID=Mm.3328.1 /TIER=FL+Stack /STK=41 /UG=Mm.3328 /LL=17904 /UG_GENE=Myln 
MOE430_2_1424294_at 748.7 666 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026489.1 /DB_XREF=gi:20071467 /FEA=FLmRNA /CNT=108 /TID=Mm.89696.1 /TIER=FL+Stack /STK=39 /UG=Mm.89696 /LL=70351 /UG_GENE=Pp
MOE430_2_1424298_at 30 40.4 P P 0.005859 0.01 -0.1 NC 0.5 gb:BB030565 /DB_XREF=gi:15403568 /DB_XREF=BB030565 /CLONE=5830455M13 /FEA=FLmRNA /CNT=101 /TID=Mm.6352.1 /TIER=Stack /STK=13 /UG
MOE430_2_1424331_at 591.9 569.8 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC027008.1 /DB_XREF=gi:20071949 /FEA=FLmRNA /CNT=73 /TID=Mm.28923.1 /TIER=FL+Stack /STK=37 /UG=Mm.28923 /LL=224624 /UG_GENE=Ra
MOE430_2_1424350_s_ 56.9 44.3 P P 0.000244 0.000244 -0.1 NC 0.74 gb:BE987427 /DB_XREF=gi:10662771 /DB_XREF=UI-M-CG0p-bgx-h-06-0-UI.s1 /CLONE=UI-M-CG0p-bgx-h-06-0-UI /FEA=FLmRNA /CNT=65 /TID=Mm
MOE430_2_1424372_at 831.4 719.2 P P 0.000244 0.000244 -0.1 NC 0.68 gb:AF279255.1 /DB_XREF=gi:14582387 /FEA=FLmRNA /CNT=72 /TID=Mm.36511.1 /TIER=FL+Stack /STK=35 /UG=Mm.36511 /LL=75398 /UG_GENE=Mrpl
MOE430_2_1424373_at 514.8 485.7 P P 0.000244 0.000244 -0.1 NC 0.7 gb:BC011101.1 /DB_XREF=gi:15029762 /FEA=FLmRNA /CNT=121 /TID=Mm.67949.1 /TIER=FL+Stack /STK=35 /UG=Mm.67949 /LL=71703 /UG_GENE=120
MOE430_2_1424374_at 2.7 2.2 A A 0.87 0.78 -0.1 NC 0.25 gb:BC005577.1 /DB_XREF=gi:13542741 /FEA=FLmRNA /CNT=53 /TID=Mm.28395.1 /TIER=FL+Stack /STK=35 /UG=Mm.28395 /DEF=Mus musculus, Simila
MOE430_2_1424381_at 575.8 537.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027188.1 /DB_XREF=gi:20072614 /FEA=FLmRNA /CNT=82 /TID=Mm.17665.1 /TIER=FL+Stack /STK=35 /UG=Mm.17665 /LL=70616 /UG_GENE=5730
MOE430_2_1424384_a_ 275.1 269.6 P P 0.001953 0.000732 -0.1 NC 0.5 gb:BC006765.1 /DB_XREF=gi:13879565 /FEA=FLmRNA /CNT=51 /TID=Mm.156616.2 /TIER=FL+Stack /STK=35 /UG=Mm.156616 /LL=170737 /UG_GENE=Z



MOE430_2_1424410_at 316.4 332.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC017523.1 /DB_XREF=gi:17028413 /FEA=FLmRNA /CNT=63 /TID=Mm.32328.1 /TIER=FL+Stack /STK=34 /UG=Mm.32328 /LL=76260 /UG_GENE=0610
MOE430_2_1424423_at 12.1 10.2 P A 0.04 0.06 -0.1 NC 0.5 gb:BC006806.1 /DB_XREF=gi:13905045 /FEA=FLmRNA /CNT=104 /TID=Mm.26107.2 /TIER=FL /STK=2 /UG=Mm.26107 /LL=57275 /UG_GENE=Lenep /DE
MOE430_2_1424430_at 123 110.7 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BC002280.1 /DB_XREF=gi:12805600 /FEA=FLmRNA /CNT=57 /TID=Mm.27930.1 /TIER=FL+Stack /STK=33 /UG=Mm.27930 /LL=69821 /UG_GENE=1810
MOE430_2_1424434_at 163.7 140.7 P P 0.00293 0.001953 -0.1 NC 0.5 gb:BC024814.1 /DB_XREF=gi:19353686 /FEA=FLmRNA /CNT=48 /TID=Mm.67527.1 /TIER=FL+Stack /STK=33 /UG=Mm.67527 /DEF=Mus musculus, clone 
MOE430_2_1424442_a_ 349.4 329.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC017130.1 /DB_XREF=gi:16877788 /FEA=FLmRNA /CNT=82 /TID=Mm.41711.1 /TIER=FL+Stack /STK=32 /UG=Mm.41711 /DEF=Mus musculus, clone 
MOE430_2_1424449_at 61.6 51.1 P P 0.03 0.03 -0.1 NC 0.5 gb:BC014819.1 /DB_XREF=gi:15928711 /FEA=FLmRNA /CNT=37 /TID=Mm.89912.1 /TIER=FL+Stack /STK=32 /UG=Mm.89912 /DEF=Mus musculus, Simila
MOE430_2_1424481_s_ 16.3 10.7 P P 0.01 0.03 -0.1 NC 0.5 gb:BC027106.1 /DB_XREF=gi:20071901 /FEA=FLmRNA /CNT=46 /TID=Mm.9789.1 /TIER=FL+Stack /STK=30 /UG=Mm.9789 /DEF=Mus musculus, Similar t
MOE430_2_1424516_at 222.2 187.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB440272 /DB_XREF=gi:16424639 /DB_XREF=BB440272 /CLONE=D030020O16 /FEA=FLmRNA /CNT=67 /TID=Mm.206588.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1424542_at 7852.8 6753.9 P P 0.000244 0.000244 -0.1 NC 0.93 gb:D00208.1 /DB_XREF=gi:220569 /FEA=FLmRNA /CNT=46 /TID=Mm.3925.1 /TIER=FL+Stack /STK=25 /UG=Mm.3925 /LL=20198 /UG_GENE=S100a4 /DE
MOE430_2_1424582_at 157.8 158.6 P P 0.00293 0.00293 -0.1 NC 0.5 gb:BC019145.1 /DB_XREF=gi:17512353 /FEA=FLmRNA /CNT=56 /TID=Mm.32840.1 /TIER=FL+Stack /STK=24 /UG=Mm.32840 /LL=69923 /UG_GENE=2610
MOE430_2_1424584_a_ 387.5 387 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024698.1 /DB_XREF=gi:19354358 /FEA=FLmRNA /CNT=69 /TID=Mm.4206.1 /TIER=FL+Stack /STK=24 /UG=Mm.4206 /LL=74334 /UG_GENE=44324
MOE430_2_1424588_at 277 267.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF481964.1 /DB_XREF=gi:19338981 /GEN=Gbi /FEA=FLmRNA /CNT=71 /TID=Mm.24465.1 /TIER=FL+Stack /STK=24 /UG=Mm.24465 /DEF=Mus muscu
MOE430_2_1424589_s_ 80.6 91.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC016603.1 /DB_XREF=gi:16741597 /FEA=FLmRNA /CNT=33 /TID=Mm.58104.1 /TIER=FL+Stack /STK=24 /UG=Mm.58104 /DEF=Mus musculus, clone 
MOE430_2_1424607_a_ 367.1 322.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC020078.1 /DB_XREF=gi:18043256 /FEA=FLmRNA /CNT=74 /TID=Mm.182434.2 /TIER=FL+Stack /STK=23 /UG=Mm.182434 /DEF=Mus musculus, Sim
MOE430_2_1424622_at 213.7 197 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC013716.1 /DB_XREF=gi:15489218 /FEA=FLmRNA /CNT=55 /TID=Mm.4841.1 /TIER=FL+Stack /STK=22 /UG=Mm.4841 /LL=15499 /UG_GENE=Hsf1 /
MOE430_2_1424628_a_ 3261.3 3040.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC013640.1 /DB_XREF=gi:15489047 /FEA=FLmRNA /CNT=61 /TID=Mm.28349.1 /TIER=FL+Stack /STK=22 /UG=Mm.28349 /DEF=Mus musculus, Simila
MOE430_2_1424635_at 9499.1 9428.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC018223.1 /DB_XREF=gi:17390507 /FEA=FLmRNA /CNT=144 /TID=Mm.196614.1 /TIER=FL+Stack /STK=21 /UG=Mm.196614 /LL=13627 /UG_GENE=E
MOE430_2_1424638_at 1948.3 1986.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007630.1 /DB_XREF=gi:12841291 /GEN=Cdkn1a /FEA=FLmRNA /CNT=165 /TID=Mm.34446.2 /TIER=Stack /STK=40 /UG=Mm.34446 /LL=12575 /UG
MOE430_2_1424653_at 349.6 339.9 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BC003872.1 /DB_XREF=gi:13278030 /FEA=FLmRNA /CNT=46 /TID=Mm.28112.1 /TIER=FL+Stack /STK=21 /UG=Mm.28112 /LL=70423 /UG_GENE=2700
MOE430_2_1424655_at 267.3 289.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB022890 /DB_XREF=gi:16257783 /DB_XREF=BB022890 /CLONE=5330413C07 /FEA=FLmRNA /CNT=82 /TID=Mm.45570.1 /TIER=Stack /STK=15 /UG
MOE430_2_1424669_at 271.6 209.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019521.1 /DB_XREF=gi:18044522 /FEA=FLmRNA /CNT=47 /TID=Mm.7863.1 /TIER=FL+Stack /STK=20 /UG=Mm.7863 /LL=68520 /UG_GENE=11100
MOE430_2_1424670_s_ 796.4 743.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019521.1 /DB_XREF=gi:18044522 /FEA=FLmRNA /CNT=47 /TID=Mm.7863.1 /TIER=FL+Stack /STK=20 /UG=Mm.7863 /LL=68520 /UG_GENE=11100
MOE430_2_1424682_at 165.1 174.6 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BC003341.1 /DB_XREF=gi:13097131 /FEA=FLmRNA /CNT=154 /TID=Mm.21241.1 /TIER=FL+Stack /STK=19 /UG=Mm.21241 /LL=68080 /UG_GENE=A9
MOE430_2_1424692_at 141.7 156.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC004753.1 /DB_XREF=gi:13435794 /FEA=FLmRNA /CNT=45 /TID=Mm.78025.1 /TIER=FL+Stack /STK=19 /UG=Mm.78025 /LL=67217 /UG_GENE=2810
MOE430_2_1424696_at 277.4 277.6 P P 0.000244 0.000244 -0.1 NC 0.64 gb:BC010729.1 /DB_XREF=gi:14715120 /FEA=FLmRNA /CNT=44 /TID=Mm.46722.1 /TIER=FL+Stack /STK=19 /UG=Mm.46722 /LL=67549 /UG_GENE=4933
MOE430_2_1424708_at 1757.6 1614.1 P P 0.000244 0.000244 -0.1 NC 0.53 gb:BI409239 /DB_XREF=gi:15170162 /DB_XREF=602961213F1 /CLONE=IMAGE:5116875 /FEA=FLmRNA /CNT=348 /TID=Mm.18688.1 /TIER=Stack /STK=
MOE430_2_1424715_at 321.2 308.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011203.1 /DB_XREF=gi:15029942 /FEA=FLmRNA /CNT=80 /TID=Mm.27506.1 /TIER=FL+Stack /STK=18 /UG=Mm.27506 /LL=67442 /UG_GENE=0610
MOE430_2_1424716_at 143.6 121.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB775176 /DB_XREF=gi:16935856 /DB_XREF=BB775176 /CLONE=G430023N11 /FEA=FLmRNA /CNT=80 /TID=Mm.27506.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1424748_at 198.7 207 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021504.1 /DB_XREF=gi:18204498 /FEA=FLmRNA /CNT=64 /TID=Mm.19390.1 /TIER=FL+Stack /STK=17 /UG=Mm.19390 /DEF=Mus musculus, clone 
MOE430_2_1424778_at 295 264.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC004607.1 /DB_XREF=gi:13435475 /FEA=FLmRNA /CNT=83 /TID=Mm.41272.1 /TIER=FL+Stack /STK=16 /UG=Mm.41272 /LL=28193 /UG_GENE=D10
MOE430_2_1424787_a_ 90.5 90.7 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BC005410.1 /DB_XREF=gi:13529316 /FEA=FLmRNA /CNT=25 /TID=Mm.45045.2 /TIER=FL+Stack /STK=16 /UG=Mm.45045 /LL=18181 /UG_GENE=Nrf1
MOE430_2_1424818_at 104.8 113.1 P P 0.001953 0.00293 -0.1 NC 0.5 gb:BC021379.1 /DB_XREF=gi:18204716 /FEA=FLmRNA /CNT=24 /TID=Mm.41512.1 /TIER=FL+Stack /STK=15 /UG=Mm.41512 /DEF=Mus musculus, Simila
MOE430_2_1424842_a_ 239.3 225 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC025502.1 /DB_XREF=gi:19344077 /FEA=FLmRNA /CNT=29 /TID=Mm.42061.1 /TIER=FL+Stack /STK=14 /UG=Mm.42061 /DEF=Mus musculus, Simila
MOE430_2_1424859_at 168.8 167.7 P P 0.000244 0.000244 -0.1 NC 0.54 gb:BC005773.1 /DB_XREF=gi:13543211 /FEA=FLmRNA /CNT=43 /TID=Mm.10022.1 /TIER=FL+Stack /STK=13 /UG=Mm.10022 /LL=26558 /UG_GENE=Hom
MOE430_2_1424862_s_ 147.9 127.2 P P 0.000732 0.000732 -0.1 NC 0.71 gb:AB072336.1 /DB_XREF=gi:19773433 /GEN=skd /FEA=FLmRNA /CNT=35 /TID=Mm.219434.1 /TIER=FL+Stack /STK=13 /UG=Mm.219434 /DEF=Mus mu
MOE430_2_1424876_s_ 271.6 308.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC022921.1 /DB_XREF=gi:18605674 /FEA=FLmRNA /CNT=144 /TID=Mm.129025.1 /TIER=FL+Stack /STK=12 /UG=Mm.129025 /DEF=Mus musculus, clo
MOE430_2_1424878_at 163.6 146.7 A A 0.08 0.08 -0.1 NC 0.5 gb:BC012525.1 /DB_XREF=gi:15214783 /FEA=FLmRNA /CNT=141 /TID=Mm.200763.1 /TIER=FL+Stack /STK=12 /UG=Mm.200763 /LL=69943 /UG_GENE=2
MOE430_2_1424884_at 59.2 66.2 P P 0.001953 0.00293 -0.1 NC 0.5 gb:AV302918 /DB_XREF=gi:16393501 /DB_XREF=AV302918 /CLONE=5730507K10 /FEA=FLmRNA /CNT=83 /TID=Mm.4465.2 /TIER=Stack /STK=19 /UG=
MOE430_2_1424912_at 236.7 241.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011292.1 /DB_XREF=gi:15030088 /FEA=FLmRNA /CNT=146 /TID=Mm.195498.2 /TIER=FL+Stack /STK=11 /UG=Mm.195498 /LL=20524 /UG_GENE=S
MOE430_2_1424938_at 27.2 23.2 P P 0.005859 0.001953 -0.1 NC 0.6 gb:AF297098.1 /DB_XREF=gi:15077325 /FEA=FLmRNA /CNT=16 /TID=Mm.85429.1 /TIER=FL+Stack /STK=11 /UG=Mm.85429 /LL=70358 /UG_GENE=Stea
MOE430_2_1424963_at 7.3 4.6 A A 0.43 0.5 -0.1 NC 0.19 gb:AF155141.2 /DB_XREF=gi:18152811 /GEN=Rp1 /FEA=FLmRNA /CNT=36 /TID=Mm.78749.1 /TIER=FL+Stack /STK=10 /UG=Mm.78749 /LL=19888 /DEF
MOE430_2_1424979_at 169.2 116.2 P P 0.001221 0.000244 -0.1 NC 0.5 gb:BC012406.1 /DB_XREF=gi:15341752 /FEA=FLmRNA /CNT=217 /TID=Mm.34556.2 /TIER=FL+Stack /STK=9 /UG=Mm.34556 /LL=23831 /UG_GENE=Car
MOE430_2_1424992_at 260.8 300.1 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BC024858.1 /DB_XREF=gi:19353799 /FEA=FLmRNA /CNT=53 /TID=Mm.218434.1 /TIER=FL+Stack /STK=9 /UG=Mm.218434 /DEF=Mus musculus, Simil
MOE430_2_1424995_at 27.8 21.9 P P 0.01 0.01 -0.1 NC 0.5 gb:BB408396 /DB_XREF=gi:16415674 /DB_XREF=BB408396 /CLONE=C430006L12 /FEA=FLmRNA /CNT=50 /TID=Mm.197182.1 /TIER=Stack /STK=13 /U
MOE430_2_1424997_at 61.8 61.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC025219.1 /DB_XREF=gi:19484174 /FEA=FLmRNA /CNT=28 /TID=Mm.208458.1 /TIER=FL+Stack /STK=9 /UG=Mm.208458 /DEF=Mus musculus, Simil
MOE430_2_1425038_at 0.4 0.3 A A 0.75 0.87 -0.1 NC 0.75 gb:BC021384.1 /DB_XREF=gi:18204002 /FEA=FLmRNA /CNT=20 /TID=Mm.21365.1 /TIER=FL+Stack /STK=8 /UG=Mm.21365 /DEF=Mus musculus, clone M
MOE430_2_1425070_at 0.3 0.6 A A 0.98 0.98 -0.1 NC 0.62 gb:BE692701 /DB_XREF=gi:10080325 /DB_XREF=uw44d11.y1 /CLONE=IMAGE:3464853 /FEA=FLmRNA /CNT=17 /TID=Mm.20467.2 /TIER=ConsEnd /STK=
MOE430_2_1425099_a_ 51.2 48.5 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BC011080.1 /DB_XREF=gi:15029727 /FEA=FLmRNA /CNT=10 /TID=Mm.12177.2 /TIER=FL /STK=7 /UG=Mm.12177 /LL=11865 /UG_GENE=Arntl /DEF=
MOE430_2_1425103_at 19.3 26.1 A A 0.12 0.11 -0.1 NC 0.2 gb:AK008530.1 /DB_XREF=gi:12842766 /FEA=FLmRNA /CNT=53 /TID=Mm.13451.1 /TIER=Stack /STK=26 /UG=Mm.13451 /LL=70008 /UG_GENE=2010305
MOE430_2_1425107_a_ 15 17 P P 0.001221 0.000732 -0.1 NC 0.31 gb:D17444.1 /DB_XREF=gi:441493 /FEA=FLmRNA /CNT=14 /TID=Mm.3174.2 /TIER=FL /STK=6 /UG=Mm.3174 /LL=16880 /UG_GENE=Lifr /DEF=Mouse m
MOE430_2_1425111_at 7.7 9 A A 0.33 0.43 -0.1 NC 0.51 gb:AK018111.1 /DB_XREF=gi:12857677 /FEA=FLmRNA /CNT=26 /TID=Mm.70980.1 /TIER=ConsEnd /STK=7 /UG=Mm.70980 /LL=66673 /UG_GENE=63304
MOE430_2_1425148_a_ 396.5 392.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC025911.1 /DB_XREF=gi:19483993 /FEA=FLmRNA /CNT=27 /TID=Mm.28240.1 /TIER=FL /STK=5 /UG=Mm.28240 /LL=72183 /UG_GENE=2810425K19
MOE430_2_1425151_a_ 51.7 43.4 P P 0.01 0.04 -0.1 NC 0.5 gb:BC019525.1 /DB_XREF=gi:18043495 /FEA=FLmRNA /CNT=19 /TID=Mm.37777.1 /TIER=FL /STK=5 /UG=Mm.37777 /LL=71893 /UG_GENE=2310034C04
MOE430_2_1425183_a_ 8326.1 7871.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003459.1 /DB_XREF=gi:13097449 /FEA=FLmRNA /CNT=42 /TID=Mm.10706.1 /TIER=FL /STK=4 /UG=Mm.10706 /LL=67891 /UG_GENE=2010004J23
MOE430_2_1425195_a_ 413.1 392.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AF356876.1 /DB_XREF=gi:19880016 /FEA=FLmRNA /CNT=30 /TID=Mm.196520.2 /TIER=FL /STK=4 /UG=Mm.196520 /LL=21456 /UG_GENE=Tcp1-rs1 
MOE430_2_1425196_a_ 571.6 564 P P 0.00293 0.00293 -0.1 NC 0.5 gb:AF356874.1 /DB_XREF=gi:19880012 /FEA=FLmRNA /CNT=21 /TID=Mm.25285.1 /TIER=FL /STK=4 /UG=Mm.25285 /LL=68917 /UG_GENE=1190005L05
MOE430_2_1425202_a_ 61.5 50 P P 0.000244 0.000732 -0.1 NC 0.5 gb:U89274.1 /DB_XREF=gi:2138325 /GEN=Ank3 /FEA=FLmRNA /CNT=30 /TID=Mm.3526.2 /TIER=FL /STK=1 /UG=Mm.3526 /LL=11735 /DEF=Mus muscu
MOE430_2_1425231_a_ 547.5 561.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC006587.1 /DB_XREF=gi:13879239 /FEA=FLmRNA /CNT=11 /TID=Mm.1504.2 /TIER=FL /STK=4 /UG=Mm.1504 /LL=22704 /UG_GENE=Zfp46 /DEF=M
MOE430_2_1425266_a_ 291 281.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011279.1 /DB_XREF=gi:15030064 /FEA=FLmRNA /CNT=66 /TID=Mm.28893.1 /TIER=FL /STK=3 /UG=Mm.28893 /DEF=Mus musculus, Similar to RAP
MOE430_2_1425269_at 36.4 34.1 P P 0.005859 0.008057 -0.1 NC 0.87 gb:BC023110.1 /DB_XREF=gi:18605619 /FEA=FLmRNA /CNT=31 /TID=Mm.14255.1 /TIER=FL /STK=3 /UG=Mm.14255 /LL=54519 /UG_GENE=Apbb1ip-pen
MOE430_2_1425287_at 15.9 16.7 P P 0.01 0.005859 -0.1 NC 0.13 gb:BC021326.1 /DB_XREF=gi:18204005 /FEA=FLmRNA /CNT=19 /TID=Mm.186994.1 /TIER=FL /STK=3 /UG=Mm.186994 /DEF=Mus musculus, Similar to z
MOE430_2_1425334_at 63.6 63.7 P P 0.04 0.01 -0.1 NC 0.55 gb:BC012251.1 /DB_XREF=gi:15126639 /FEA=FLmRNA /CNT=85 /TID=Mm.27339.1 /TIER=FL /STK=2 /UG=Mm.27339 /LL=74498 /UG_GENE=5430411C10
MOE430_2_1425368_a_ 38.6 31.4 P P 0.001221 0.01 -0.1 NC 0.5 gb:AF169192.1 /DB_XREF=gi:5713184 /FEA=FLmRNA /CNT=13 /TID=Mm.4390.2 /TIER=FL /STK=2 /UG=Mm.4390 /LL=18222 /UG_GENE=Numb /DEF=Mu
MOE430_2_1425371_at 67.7 53.2 P P 0.005859 0.00415 -0.1 NC 0.48 gb:BC006681.1 /DB_XREF=gi:13879399 /FEA=FLmRNA /CNT=17 /TID=Mm.28684.1 /TIER=FL /STK=2 /UG=Mm.28684 /DEF=Mus musculus, Similar to DNA
MOE430_2_1425375_at 3.4 3.8 A A 0.53 0.5 -0.1 NC 0.39 gb:AF290198.1 /DB_XREF=gi:17483746 /FEA=FLmRNA /CNT=15 /TID=Mm.80593.1 /TIER=FL /STK=2 /UG=Mm.80593 /DEF=Mus musculus POZ 56 protein
MOE430_2_1425379_at 54.3 50.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:D10212.1 /DB_XREF=gi:220435 /GEN=HGF /FEA=FLmRNA /CNT=8 /TID=Mm.15629.1 /TIER=FL /STK=2 /UG=Mm.15629 /LL=15234 /DEF=Mouse mRN
MOE430_2_1425399_at 20.3 20.2 A A 0.14 0.14 -0.1 NC 0.5 gb:BC010797.1 /DB_XREF=gi:14789814 /FEA=FLmRNA /CNT=6 /TID=Mm.35310.1 /TIER=FL /STK=2 /UG=Mm.35310 /DEF=Mus musculus, clone MGC:188
MOE430_2_1425411_at 8.4 5.2 A A 0.14 0.11 -0.1 NC 0.16 gb:BC003725.1 /DB_XREF=gi:13277627 /FEA=FLmRNA /CNT=5 /TID=Mm.162831.1 /TIER=FL /STK=2 /UG=Mm.162831 /DEF=Mus musculus, Similar to AD
MOE430_2_1425419_a_ 702.9 636.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AB057663.2 /DB_XREF=gi:18157433 /GEN=cRAF /FEA=FLmRNA /CNT=3 /TID=Mm.22467.2 /TIER=FL /STK=2 /UG=Mm.22467 /LL=110157 /DEF=Mus 
MOE430_2_1425456_a_ 489.7 474.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:D87115.1 /DB_XREF=gi:1711246 /FEA=FLmRNA /CNT=295 /TID=Mm.18494.1 /TIER=FL /STK=1 /UG=Mm.18494 /LL=26397 /UG_GENE=Map2k3 /DEF=
MOE430_2_1425463_at 98.6 95.1 P P 0.00293 0.00415 -0.1 NC 0.5 gb:AF179425.1 /DB_XREF=gi:5882287 /GEN=Gata6 /FEA=FLmRNA /CNT=219 /TID=Mm.21146.1 /TIER=FL /STK=1 /UG=Mm.21146 /LL=14465 /DEF=Mus 
MOE430_2_1425472_a_ 1008.5 916.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004619.1 /DB_XREF=gi:12835913 /GEN=Lmna /FEA=FLmRNA /CNT=151 /TID=Mm.3438.2 /TIER=ConsEnd /STK=0 /UG=Mm.3438 /LL=16905 /UG_T
MOE430_2_1425482_s_ 320.3 284.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV297052 /DB_XREF=gi:16392912 /DB_XREF=AV297052 /CLONE=5730446E16 /FEA=FLmRNA /CNT=80 /TID=Mm.130422.1 /TIER=Stack /STK=56 /U
MOE430_2_1425507_at 556.6 533.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC010713.1 /DB_XREF=gi:14715091 /FEA=FLmRNA /CNT=50 /TID=Mm.87720.1 /TIER=FL /STK=1 /UG=Mm.87720 /LL=76688 /UG_GENE=Arfrp1 /DEF
MOE430_2_1425508_s_ 360.2 316.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG695431 /DB_XREF=gi:13955340 /DB_XREF=NISC_iv17c12.w2 /CLONE=IMAGE:4318078 /FEA=FLmRNA /CNT=50 /TID=Mm.87720.1 /TIER=ConsEnd /
MOE430_2_1425528_at 2651.2 2405.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ175427 /DB_XREF=gi:20350919 /DB_XREF=UI-M-DJ2-bwc-f-24-0-UI.s1 /CLONE=UI-M-DJ2-bwc-f-24-0-UI /FEA=FLmRNA /CNT=86 /TID=Mm.38
MOE430_2_1425532_a_ 553.7 449.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:U60884.1 /DB_XREF=gi:1438562 /FEA=FLmRNA /CNT=35 /TID=Mm.4383.2 /TIER=FL /STK=1 /UG=Mm.4383 /LL=30948 /UG_GENE=Bin1 /DEF=Mus m
MOE430_2_1425551_at 49.8 49.6 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AF221713.1 /DB_XREF=gi:6979937 /FEA=FLmRNA /CNT=64 /TID=Mm.149954.1 /TIER=FL /STK=1 /UG=Mm.149954 /LL=29816 /UG_GENE=Hip1r /DEF
MOE430_2_1425552_at 107.8 104.5 A A 0.08 0.11 -0.1 NC 0.5 gb:AA590970 /DB_XREF=gi:2404283 /DB_XREF=vn61a03.r1 /CLONE=IMAGE:1025644 /FEA=FLmRNA /CNT=64 /TID=Mm.149954.1 /TIER=ConsEnd /STK=
MOE430_2_1425586_a_ 8.5 5.5 A A 0.33 0.6 -0.1 NC 0.42 gb:BC006900.1 /DB_XREF=gi:13905207 /FEA=FLmRNA /CNT=24 /TID=Mm.17675.2 /TIER=FL /STK=1 /UG=Mm.17675 /LL=16920 /UG_GENE=ln /DEF=Mu
MOE430_2_1425596_at 4.2 4 A A 0.53 0.78 -0.1 NC 0.29 gb:BM939633 /DB_XREF=gi:19398785 /DB_XREF=UI-M-BG2-bch-a-04-0-UI.r1 /CLONE=UI-M-BG2-bch-a-04-0-UI /FEA=FLmRNA /CNT=23 /TID=Mm.26
MOE430_2_1425615_a_ 432 397.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC010318.1 /DB_XREF=gi:16307538 /FEA=FLmRNA /CNT=13 /TID=Mm.29856.1 /TIER=FL /STK=1 /UG=Mm.29856 /LL=74551 /UG_GENE=9130022B02
MOE430_2_1425616_a_ 1435.7 1318.5 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC002274.1 /DB_XREF=gi:12805588 /FEA=FLmRNA /CNT=12 /TID=Mm.36697.1 /TIER=FL /STK=1 /UG=Mm.36697 /LL=69216 /UG_GENE=2410005K17
MOE430_2_1425631_at 297.6 356.3 P P 0.000732 0.000732 -0.1 NC 0.5 gb:U89924.1 /DB_XREF=gi:1888565 /FEA=FLmRNA /CNT=15 /TID=Mm.24724.1 /TIER=FL /STK=1 /UG=Mm.24724 /LL=53412 /UG_GENE=Ppp1r3c /DEF=M
MOE430_2_1425661_at 8.1 7.9 A A 0.3 0.14 -0.1 NC 0.5 gb:BC006901.1 /DB_XREF=gi:13905209 /FEA=FLmRNA /CNT=17 /TID=Mm.2046.1 /TIER=FL /STK=1 /UG=Mm.2046 /LL=71891 /UG_GENE=2310010M10Ri
MOE430_2_1425682_a_ 677.7 584 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027162.1 /DB_XREF=gi:20071789 /FEA=FLmRNA /CNT=8 /TID=Mm.218434.3 /TIER=FL /STK=1 /UG=Mm.218434 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425686_at 31.7 32.4 M P 0.05 0.01 -0.1 NC 0.85 gb:U97076.1 /DB_XREF=gi:2253682 /FEA=FLmRNA /CNT=18 /TID=Mm.1993.2 /TIER=FL /STK=1 /UG=Mm.1993 /LL=12633 /UG_GENE=Cflar /DEF=Mus m
MOE430_2_1425696_at 4.2 1.3 A A 0.56 0.87 -0.1 NC 0.5 gb:BC021911.1 /DB_XREF=gi:18314459 /FEA=FLmRNA /CNT=11 /TID=Mm.213208.1 /TIER=FL /STK=1 /UG=Mm.213208 /DEF=Mus musculus, clone MGC:
MOE430_2_1425697_at 0.8 0.9 A A 0.98 0.98 -0.1 NC 0.58 gb:BC027272.1 /DB_XREF=gi:20071229 /FEA=FLmRNA /CNT=11 /TID=Mm.219632.1 /TIER=FL /STK=1 /UG=Mm.219632 /DEF=Mus musculus, Similar to se
MOE430_2_1425703_at 1 0.9 A A 0.99 0.99 -0.1 NC 0.5 gb:L28116.1 /DB_XREF=gi:452113 /FEA=FLmRNA /CNT=10 /TID=Mm.1303.1 /TIER=FL /STK=1 /UG=Mm.1303 /LL=19015 /UG_GENE=Ppard /DEF=Mus m
MOE430_2_1425706_a_ 76.5 68.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AY027937.1 /DB_XREF=gi:13311164 /GEN=Ddb2 /FEA=FLmRNA /CNT=9 /TID=Mm.36753.2 /TIER=FL /STK=1 /UG=Mm.36753 /LL=72138 /DEF=Mus m
MOE430_2_1425733_a_ 129 122.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC016890.1 /DB_XREF=gi:16877255 /FEA=FLmRNA /CNT=6 /TID=Mm.2012.2 /TIER=FL /STK=1 /UG=Mm.2012 /LL=13860 /UG_GENE=Eps8 /DEF=Mus
MOE430_2_1425761_a_ 16.5 19.9 A A 0.17 0.24 -0.1 NC 0.35 gb:AF239169.1 /DB_XREF=gi:7208617 /GEN=Nfatc1 /FEA=FLmRNA /CNT=5 /TID=Mm.10085.2 /TIER=FL /STK=1 /UG=Mm.10085 /LL=18018 /DEF=Mus m
MOE430_2_1425792_a_ 0.6 0.5 A A 0.98 0.98 -0.1 NC 0.57 gb:AF163668.1 /DB_XREF=gi:5679306 /FEA=FLmRNA /CNT=4 /TID=Mm.4372.2 /TIER=FL /STK=1 /UG=Mm.4372 /LL=19885 /UG_GENE=Rorc /DEF=Mus 
MOE430_2_1425803_a_ 157.2 162.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AF072245.1 /DB_XREF=gi:3800798 /GEN=Mbd2 /FEA=FLmRNA /CNT=4 /TID=Mm.322.2 /TIER=FL /STK=1 /UG=Mm.322 /LL=17191 /DEF=Mus musculu
MOE430_2_1425821_at 31.9 32.1 P P 0.01 0.005371 -0.1 NC 0.24 gb:BC005749.1 /DB_XREF=gi:13543154 /FEA=FLmRNA /CNT=5 /TID=Mm.190634.1 /TIER=FL /STK=1 /UG=Mm.190634 /DEF=Mus musculus, clone MGC:1
MOE430_2_1425843_at 5.3 8.6 P P 0.01 0.03 -0.1 NC 0.5 gb:BC027018.1 /DB_XREF=gi:20073251 /FEA=FLmRNA /CNT=3 /TID=Mm.124930.1 /TIER=FL /STK=1 /UG=Mm.124930 /DEF=Mus musculus, Similar to mit
MOE430_2_1425878_at 1 2.4 A A 0.85 0.82 -0.1 NC 0.58 gb:AY039218.1 /DB_XREF=gi:18031756 /FEA=FLmRNA /CNT=4 /TID=Mm.216448.1 /TIER=FL /STK=1 /UG=Mm.216448 /DEF=Mus musculus calcium-bindi
MOE430_2_1425964_x_ 30 29.7 A A 0.09 0.12 -0.1 NC 0.85 gb:U03561.1 /DB_XREF=gi:424144 /FEA=FLmRNA /CNT=2 /TID=Mm.13849.4 /TIER=FL /STK=1 /UG=Mm.13849 /LL=15507 /UG_GENE=Hsp25 /DEF=Mus 
MOE430_2_1425969_a_ 77.2 92.1 P P 0.000244 0.000732 -0.1 NC 0.5 gb:L23312.1 /DB_XREF=gi:438804 /FEA=FLmRNA /CNT=1 /TID=Mm.16554.2 /TIER=FL /STK=1 /UG=Mm.16554 /LL=15194 /UG_GENE=Hdh /DEF=Mouse 
MOE430_2_1425989_a_ 29.7 27.2 A A 0.19 0.24 -0.1 NC 0.15 gb:U61112.1 /DB_XREF=gi:1850334 /GEN=eya3 /FEA=FLmRNA /CNT=1 /TID=Mm.1430.2 /TIER=FL /STK=1 /UG=Mm.1430 /LL=14050 /DEF=Mus musculu
MOE430_2_1425990_a_ 10.3 7 M A 0.05 0.11 -0.1 NC 0.44 gb:U36575.1 /DB_XREF=gi:1353398 /FEA=FLmRNA /CNT=1 /TID=Mm.116802.3 /TIER=FL /STK=1 /UG=Mm.116802 /LL=18019 /UG_GENE=Nfatc2 /DEF=M
MOE430_2_1426000_at 1.7 3 A A 0.87 0.85 -0.1 NC 0.3 gb:D86599.1 /DB_XREF=gi:1902963 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.12 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus sp. mRNA
MOE430_2_1426012_a_ 430.3 419 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC010499.1 /DB_XREF=gi:14714713 /FEA=FLmRNA /CNT=1 /TID=Mm.218284.1 /TIER=FL /STK=1 /UG=Mm.218284 /DEF=Mus musculus, clone MGC:7
MOE430_2_1426065_a_ 37.7 37.3 P P 0.005859 0.02 -0.1 NC 0.5 gb:BC012955.1 /DB_XREF=gi:15277944 /FEA=FLmRNA /CNT=1 /TID=Mm.204986.1 /TIER=FL /STK=1 /UG=Mm.204986 /DEF=Mus musculus, clone MGC:1
MOE430_2_1426072_at 1.1 0.9 A A 0.78 0.94 -0.1 NC 0.5 gb:U79525.1 /DB_XREF=gi:1732346 /FEA=FLmRNA /CNT=1 /TID=Mm.5196.1 /TIER=FL /STK=1 /UG=Mm.5196 /LL=14747 /UG_GENE=Cmklr1 /DEF=Mus m
MOE430_2_1426073_at 13.7 17 P A 0.03 0.11 -0.1 NC 0.5 gb:AF292033.1 /DB_XREF=gi:9837569 /GEN=Tsg /FEA=FLmRNA /CNT=1 /TID=Mm.10153.2 /TIER=FL /STK=1 /UG=Mm.10153 /LL=65960 /DEF=Mus mus
MOE430_2_1426087_at 14.2 12.4 P P 0.00415 0.03 -0.1 NC 0.5 gb:AF394451.1 /DB_XREF=gi:15011417 /GEN=Icosl /FEA=FLmRNA /CNT=1 /TID=Mm.17819.2 /TIER=FL /STK=1 /UG=Mm.17819 /LL=50723 /DEF=Mus m
MOE430_2_1426106_a_ 14.3 13.2 P P 0.01 0.01 -0.1 NC 0.33 gb:AB026810.1 /DB_XREF=gi:6136797 /FEA=FLmRNA /CNT=1 /TID=Mm.88818.2 /TIER=FL /STK=1 /UG=Mm.88818 /LL=54524 /UG_GENE=Syt6 /DEF=Mu
MOE430_2_1426144_x_ 3.2 1.9 A A 0.72 0.87 -0.1 NC 0.71 gb:AF223417.1 /DB_XREF=gi:17026313 /FEA=FLmRNA /CNT=1 /TID=Mm.55320.3 /TIER=FL /STK=1 /UG=Mm.55320 /LL=76757 /UG_GENE=Trdn /DEF=M
MOE430_2_1426145_at 2.3 1.4 A A 0.75 0.95 -0.1 NC 0.7 gb:L13839.1 /DB_XREF=gi:293329 /GEN=Ctla-8 /FEA=FLmRNA /CNT=1 /TID=Mm.14088.1 /TIER=FL /STK=1 /UG=Mm.14088 /UG_TITLE=Mus musculus o
MOE430_2_1426192_at 44.3 36.1 P P 0.03 0.03 -0.1 NC 0.59 gb:M60510.1 /DB_XREF=gi:192154 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.26 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mouse beta-D
MOE430_2_1426220_at 219.1 208.8 P P 0.000244 0.000244 -0.1 NC 0.51 gb:BC019457.1 /DB_XREF=gi:18044147 /FEA=FLmRNA /CNT=98 /TID=Mm.41029.1 /TIER=FL+Stack /STK=49 /UG=Mm.41029 /LL=74919 /UG_GENE=4930
MOE430_2_1426225_at 13.4 9.1 P A 0.02 0.09 -0.1 NC 0.58 gb:U63146.1 /DB_XREF=gi:1515449 /GEN=RBP /FEA=FLmRNA /CNT=137 /TID=Mm.2605.1 /TIER=FL+Stack /STK=45 /UG=Mm.2605 /LL=19662 /DEF=Mu
MOE430_2_1426237_at 98.2 86.5 P P 0.00415 0.001953 -0.1 NC 0.94 gb:BC021759.1 /DB_XREF=gi:18256056 /FEA=FLmRNA /CNT=60 /TID=Mm.160607.1 /TIER=FL+Stack /STK=30 /UG=Mm.160607 /LL=78912 /UG_GENE=S
MOE430_2_1426248_at 516.2 462.3 P P 0.000244 0.000244 -0.1 NC 0.82 gb:BG060677 /DB_XREF=gi:12529407 /DB_XREF=L0906E04-3 /CLONE=L0906E04 /FEA=FLmRNA /CNT=151 /TID=Mm.30212.1 /TIER=Stack /STK=33 /UG
MOE430_2_1426257_a_ 1256.7 1199.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC008612.1 /DB_XREF=gi:14250360 /FEA=FLmRNA /CNT=109 /TID=Mm.28688.1 /TIER=FL+Stack /STK=19 /UG=Mm.28688 /LL=20226 /UG_GENE=Sa
MOE430_2_1426262_at 117.7 101 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV366517 /DB_XREF=gi:16397677 /DB_XREF=AV366517 /CLONE=8430420L05 /FEA=FLmRNA /CNT=69 /TID=Mm.26594.1 /TIER=Stack /STK=17 /UG
MOE430_2_1426265_x_ 289.1 279 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026680.1 /DB_XREF=gi:20071884 /FEA=FLmRNA /CNT=158 /TID=Mm.38786.1 /TIER=FL+Stack /STK=16 /UG=Mm.38786 /DEF=Mus musculus, clone
MOE430_2_1426272_at 189.6 181.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC016110.1 /DB_XREF=gi:16359301 /FEA=FLmRNA /CNT=42 /TID=Mm.41572.2 /TIER=FL+Stack /STK=15 /UG=Mm.41572 /LL=56873 /UG_GENE=Lmb
MOE430_2_1426289_at 846.1 808.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC006738.1 /DB_XREF=gi:13879514 /FEA=FLmRNA /CNT=213 /TID=Mm.46624.1 /TIER=FL+Stack /STK=11 /UG=Mm.46624 /LL=69232 /UG_GENE=26
MOE430_2_1426307_at 320.3 280.3 P P 0.000244 0.000244 -0.1 NC 0.55 gb:BC025438.1 /DB_XREF=gi:19343568 /FEA=FLmRNA /CNT=95 /TID=Mm.30166.1 /TIER=FL+Stack /STK=9 /UG=Mm.30166 /LL=67214 /UG_GENE=28100
MOE430_2_1426309_at 6.1 8.2 A A 0.39 0.39 -0.1 NC 0.4 gb:AF398970.1 /DB_XREF=gi:15420876 /GEN=Asb9 /FEA=FLmRNA /CNT=12 /TID=Mm.79031.1 /TIER=FL+Stack /STK=9 /UG=Mm.79031 /LL=69299 /DEF
MOE430_2_1426326_at 82.6 74.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:U05343.1 /DB_XREF=gi:453375 /GEN=Pzf /FEA=FLmRNA /CNT=27 /TID=Mm.140246.1 /TIER=FL /STK=0 /UG=Mm.140246 /LL=109910 /DEF=Mus mus
MOE430_2_1426363_x_ 274.5 294.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW547431 /DB_XREF=gi:7192845 /DB_XREF=L0022B07-3 /CLONE=L0022B07 /FEA=FLmRNA /CNT=146 /TID=Mm.46719.2 /TIER=Stack /STK=62 /UG
MOE430_2_1426374_at 600.5 544.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010825.1 /DB_XREF=gi:12846537 /FEA=FLmRNA /CNT=248 /TID=Mm.30153.1 /TIER=Stack /STK=43 /UG=Mm.30153 /LL=76824 /UG_GENE=241016
MOE430_2_1426375_s_ 122.4 66.3 P P 0.001953 0.001221 -0.1 NC 0.5 gb:AV094699 /DB_XREF=gi:16381641 /DB_XREF=AV094699 /CLONE=2410002F01 /FEA=FLmRNA /CNT=117 /TID=Mm.213148.1 /TIER=Stack /STK=43 /U
MOE430_2_1426378_at 2006.2 1873.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV307908 /DB_XREF=gi:16393997 /DB_XREF=AV307908 /CLONE=5730557D05 /FEA=FLmRNA /CNT=461 /TID=Mm.5612.1 /TIER=Stack /STK=42 /UG
MOE430_2_1426379_at 1103.4 966.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI152195 /DB_XREF=gi:14612196 /DB_XREF=602915587F1 /CLONE=IMAGE:5066300 /FEA=FLmRNA /CNT=461 /TID=Mm.5612.1 /TIER=Stack /STK=23
MOE430_2_1426383_at 81.7 65.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF303057 /DB_XREF=gi:11249627 /DB_XREF=602030988F1 /CLONE=IMAGE:4166253 /FEA=FLmRNA /CNT=79 /TID=Mm.39085.1 /TIER=Stack /STK=3
MOE430_2_1426384_a_ 1564 1276.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK011612.1 /DB_XREF=gi:12847849 /GEN=Ywhae /FEA=FLmRNA /CNT=180 /TID=Mm.42972.2 /TIER=Stack /STK=38 /UG=Mm.42972 /LL=22627 /UG_
MOE430_2_1426385_x_ 3372.4 2858.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK011612.1 /DB_XREF=gi:12847849 /GEN=Ywhae /FEA=FLmRNA /CNT=180 /TID=Mm.42972.2 /TIER=Stack /STK=38 /UG=Mm.42972 /LL=22627 /UG_
MOE430_2_1426390_a_ 5336.2 4751.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF135781 /DB_XREF=gi:10974821 /DB_XREF=601782068F1 /CLONE=IMAGE:4010152 /FEA=FLmRNA /CNT=329 /TID=Mm.6836.2 /TIER=Stack /STK=3
MOE430_2_1426401_at 619.4 696.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE632222 /DB_XREF=gi:9914840 /DB_XREF=uu11g07.x1 /CLONE=IMAGE:3371676 /FEA=FLmRNA /CNT=227 /TID=Mm.293.1 /TIER=Stack /STK=21 /U
MOE430_2_1426404_a_ 1113 1086.5 P P 0.000244 0.000244 -0.1 NC 0.63 gb:BE980444 /DB_XREF=gi:10648391 /DB_XREF=UI-M-BG2-bci-g-05-0-UI.s1 /CLONE=UI-M-BG2-bci-g-05-0-UI /FEA=FLmRNA /CNT=242 /TID=Mm.25
MOE430_2_1426408_at 237.5 187.2 P P 0.000244 0.000244 -0.1 NC 0.72 gb:BI412951 /DB_XREF=gi:15173874 /DB_XREF=602988680F1 /CLONE=IMAGE:5144706 /FEA=FLmRNA /CNT=108 /TID=Mm.29495.1 /TIER=Stack /STK=9
MOE430_2_1426410_at 573.3 527.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV086243 /DB_XREF=gi:16381343 /DB_XREF=AV086243 /CLONE=2310020L23 /FEA=FLmRNA /CNT=122 /TID=Mm.12775.1 /TIER=Stack /STK=26 /UG
MOE430_2_1426414_a_ 801.1 736 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF163003 /DB_XREF=gi:11043242 /DB_XREF=601767409F1 /CLONE=IMAGE:3983139 /FEA=FLmRNA /CNT=110 /TID=Mm.28235.1 /TIER=Stack /STK=
MOE430_2_1426425_at 1401.6 1282 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE853371 /DB_XREF=gi:10311710 /DB_XREF=uw88g08.x1 /CLONE=IMAGE:3469118 /FEA=FLmRNA /CNT=162 /TID=Mm.18972.1 /TIER=Stack /STK=9 
MOE430_2_1426431_at 2.1 1.4 A A 0.85 0.91 -0.1 NC 0.5 gb:AV264681 /DB_XREF=gi:16389233 /DB_XREF=AV264681 /CLONE=4930502C11 /FEA=FLmRNA /CNT=75 /TID=Mm.102140.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426435_at 200.8 184.7 P P 0.000244 0.000244 -0.1 NC 0.96 gb:AW494641 /DB_XREF=gi:7064922 /DB_XREF=UI-M-BH3-aun-f-06-0-UI.s1 /CLONE=UI-M-BH3-aun-f-06-0-UI /FEA=FLmRNA /CNT=139 /TID=Mm.34
MOE430_2_1426443_at 102.5 88.6 P P 0.01 0.01 -0.1 NC 0.5 gb:BB264532 /DB_XREF=gi:16400211 /DB_XREF=BB264532 /CLONE=A830015I05 /FEA=FLmRNA /CNT=164 /TID=Mm.28435.2 /TIER=Stack /STK=18 /UG
MOE430_2_1426458_at 22.4 14 P P 0.001953 0.000244 -0.1 NC 0.5 gb:BB473571 /DB_XREF=gi:16439730 /DB_XREF=BB473571 /CLONE=D330001L02 /FEA=FLmRNA /CNT=217 /TID=Mm.36769.2 /TIER=Stack /STK=48 /U
MOE430_2_1426459_s_ 535 526.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG073457 /DB_XREF=gi:12556026 /DB_XREF=H3122G10-3 /CLONE=H3122G10 /FEA=FLmRNA /CNT=160 /TID=Mm.21299.1 /TIER=Stack /STK=14 /U
MOE430_2_1426471_at 58.6 58.1 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BM225280 /DB_XREF=gi:17786807 /DB_XREF=K0209C02-3 /CLONE=K0209C02 /FEA=FLmRNA /CNT=29 /TID=Mm.65655.1 /TIER=Stack /STK=13 /UG
MOE430_2_1426484_at 124 118.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW559139 /DB_XREF=gi:7204568 /DB_XREF=L0304F06-3 /CLONE=L0304F06 /FEA=FLmRNA /CNT=177 /TID=Mm.22397.1 /TIER=Stack /STK=10 /UG
MOE430_2_1426496_at 133.1 119.2 P P 0.001953 0.005859 -0.1 NC 0.5 gb:AK017695.1 /DB_XREF=gi:12857066 /FEA=FLmRNA /CNT=61 /TID=Mm.5972.1 /TIER=Stack /STK=9 /UG=Mm.5972 /LL=67936 /UG_GENE=2410080P20
MOE430_2_1426515_a_ 258 243.3 P P 0.000244 0.000244 -0.1 NC 0.59 gb:AJ298841.1 /DB_XREF=gi:10798613 /FEA=FLmRNA /CNT=102 /TID=Mm.154994.1 /TIER=Stack /STK=57 /UG=Mm.154994 /DEF=Mus musculus mRNA 
MOE430_2_1426524_at 422 390.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK014950.1 /DB_XREF=gi:12853084 /FEA=FLmRNA /CNT=149 /TID=Mm.33830.2 /TIER=Stack /STK=12 /UG=Mm.33830 /LL=67980 /UG_GENE=492152
MOE430_2_1426530_a_ 563.4 510.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM120233 /DB_XREF=gi:17088259 /DB_XREF=L0936G08-3 /CLONE=L0936G08 /FEA=FLmRNA /CNT=80 /TID=Mm.10281.1 /TIER=Stack /STK=32 /UG
MOE430_2_1426546_at 139.8 131.5 P P 0.00293 0.001953 -0.1 NC 0.5 gb:BQ179435 /DB_XREF=gi:20354927 /DB_XREF=UI-M-EW0-bwv-p-22-0-UI.r1 /CLONE=IMAGE:5703813 /FEA=FLmRNA /CNT=59 /TID=Mm.30534.2 /TIE
MOE430_2_1426548_a_ 196.3 154.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG070516 /DB_XREF=gi:12553085 /DB_XREF=H3088B11-3 /CLONE=H3088B11 /FEA=FLmRNA /CNT=39 /TID=Mm.116974.2 /TIER=Stack /STK=22 /U
MOE430_2_1426553_at 536.2 492.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017830.1 /DB_XREF=gi:12857283 /FEA=FLmRNA /CNT=72 /TID=Mm.34357.1 /TIER=Stack /STK=21 /UG=Mm.34357 /LL=74330 /UG_GENE=5730551
MOE430_2_1426558_x_ 1256 1355.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB283527 /DB_XREF=gi:8983976 /DB_XREF=BB283527 /CLONE=A930102I15 /FEA=FLmRNA /CNT=118 /TID=Mm.154145.1 /TIER=Stack /STK=18 /UG
MOE430_2_1426581_at 688.9 698.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI247018 /DB_XREF=gi:14791544 /DB_XREF=602960336F1 /CLONE=IMAGE:5126048 /FEA=FLmRNA /CNT=66 /TID=Mm.23926.1 /TIER=Stack /STK=13
MOE430_2_1426586_at 1451.2 1330.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI647500 /DB_XREF=gi:4726178 /DB_XREF=uk42h11.x1 /CLONE=IMAGE:1971717 /FEA=FLmRNA /CNT=172 /TID=Mm.28466.1 /TIER=Stack /STK=12 /
MOE430_2_1426614_at 812.4 705.1 P P 0.000732 0.000732 -0.1 NC 0.69 gb:BB523906 /DB_XREF=gi:16443894 /DB_XREF=BB523906 /CLONE=D930017B04 /FEA=FLmRNA /CNT=95 /TID=Mm.3051.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1426622_a_ 21.1 17.8 P P 0.01 0.01 -0.1 NC 0.5 gb:BB150720 /DB_XREF=gi:15408938 /DB_XREF=BB150720 /CLONE=A030008L02 /FEA=FLmRNA /CNT=123 /TID=Mm.46475.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426636_a_ 5 7.9 M A 0.06 0.12 -0.1 NC 0.5 gb:BB783769 /DB_XREF=gi:16952265 /DB_XREF=BB783769 /CLONE=G430091D13 /FEA=FLmRNA /CNT=9 /TID=Mm.149115.2 /TIER=Stack /STK=8 /UG=
MOE430_2_1426637_a_ 0.8 0.9 A A 0.99 0.99 -0.1 NC 0.54 gb:D83144.1 /DB_XREF=gi:1542808 /FEA=FLmRNA /CNT=9 /TID=Mm.15630.1 /TIER=ConsEnd /STK=0 /UG=Mm.15630 /LL=20473 /UG_GENE=Six3 /DEF=
MOE430_2_1426646_at 818.5 753.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009731.1 /DB_XREF=gi:12844706 /FEA=mRNA /CNT=340 /TID=Mm.22565.1 /TIER=Stack /STK=33 /UG=Mm.22565 /LL=66818 /UG_GENE=9130011J
MOE430_2_1426659_a_ 8074.2 7928.1 P P 0.000244 0.000244 -0.1 NC 0.62 gb:BF178310 /DB_XREF=gi:11056452 /DB_XREF=601808549F1 /CLONE=IMAGE:4039189 /FEA=mRNA /CNT=240 /TID=Mm.22723.1 /TIER=Stack /STK=14
MOE430_2_1426660_x_ 8641.6 7821.3 P P 0.000244 0.000244 -0.1 NC 0.74 gb:BF178310 /DB_XREF=gi:11056452 /DB_XREF=601808549F1 /CLONE=IMAGE:4039189 /FEA=mRNA /CNT=240 /TID=Mm.22723.1 /TIER=Stack /STK=14
MOE430_2_1426669_at 233.4 225.7 P P 0.000244 0.000244 -0.1 NC 0.7 gb:BC025476.1 /DB_XREF=gi:19343814 /FEA=mRNA /CNT=183 /TID=Mm.86360.1 /TIER=Stack /STK=131 /UG=Mm.86360 /DEF=Mus musculus, Similar to 



MOE430_2_1426673_at 2.4 5.5 A A 0.82 0.85 -0.1 NC 0.5 gb:X06340.1 /DB_XREF=gi:50267 /FEA=mRNA /CNT=167 /TID=Mm.4658.1 /TIER=Stack /STK=127 /UG=Mm.4658 /LL=12560 /UG_GENE=Cdh3 /UG_TITLE
MOE430_2_1426686_s_ 337.4 331.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM213292 /DB_XREF=gi:17771129 /DB_XREF=C0834D03-3 /CLONE=C0834D03 /FEA=mRNA /CNT=183 /TID=Mm.27041.1 /TIER=Stack /STK=114 /UG
MOE430_2_1426687_at 106.3 96.3 P P 0.001221 0.000732 -0.1 NC 0.5 gb:BG175594 /DB_XREF=gi:12682297 /DB_XREF=602334871F2 /CLONE=IMAGE:4458065 /FEA=mRNA /CNT=183 /TID=Mm.27041.1 /TIER=ConsEnd /STK
MOE430_2_1426689_s_ 1101.6 933.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF585357 /DB_XREF=gi:11659075 /DB_XREF=602102134F2 /CLONE=IMAGE:4225112 /FEA=mRNA /CNT=437 /TID=Mm.22149.1 /TIER=ConsEnd /STK=
MOE430_2_1426693_x_ 128.9 137 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021498.1 /DB_XREF=gi:18204495 /FEA=mRNA /CNT=137 /TID=Mm.213007.2 /TIER=Stack /STK=111 /UG=Mm.213007 /DEF=Mus musculus, Similar 
MOE430_2_1426703_at 333.6 309.1 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BC003958.1 /DB_XREF=gi:13278252 /FEA=mRNA /CNT=175 /TID=Mm.27921.1 /TIER=Stack /STK=102 /UG=Mm.27921 /DEF=Mus musculus, Similar to 
MOE430_2_1426732_at 7.9 10.1 A A 0.17 0.19 -0.1 NC 0.5 gb:AI156158 /DB_XREF=gi:3684627 /DB_XREF=ue09g10.r1 /CLONE=IMAGE:1479906 /FEA=mRNA /CNT=231 /TID=Mm.6712.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1426744_at 545.3 532.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF168632 /DB_XREF=gi:11048984 /DB_XREF=601775543F1 /CLONE=IMAGE:4017034 /FEA=mRNA /CNT=241 /TID=Mm.38016.1 /TIER=Stack /STK=36
MOE430_2_1426746_at 459.9 512.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007608.1 /DB_XREF=gi:12841253 /FEA=mRNA /CNT=173 /TID=Mm.39704.1 /TIER=Stack /STK=78 /UG=Mm.39704 /LL=69773 /UG_GENE=1810026J
MOE430_2_1426748_s_ 80.2 74.1 P P 0.000244 0.000244 -0.1 NC 0.63 gb:AI552141 /DB_XREF=gi:4484504 /DB_XREF=mm93e11.y1 /CLONE=IMAGE:536012 /FEA=mRNA /CNT=167 /TID=Mm.27135.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1426760_at 357 293 P P 0.000244 0.000244 -0.1 NC 0.78 gb:BC027360.1 /DB_XREF=gi:20071796 /FEA=mRNA /CNT=147 /TID=Mm.27130.1 /TIER=Stack /STK=73 /UG=Mm.27130 /DEF=Mus musculus, clone IMAG
MOE430_2_1426775_s_ 182.1 163.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM115445 /DB_XREF=gi:17078463 /DB_XREF=L0820B04-3 /CLONE=L0820B04 /FEA=mRNA /CNT=121 /TID=Mm.201455.1 /TIER=Stack /STK=70 /UG
MOE430_2_1426777_a_ 51 49.9 P P 0.000732 0.005859 -0.1 NC 0.5 gb:BF466143 /DB_XREF=gi:11535326 /DB_XREF=UI-M-CG0p-bqu-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bqu-a-07-0-UI /FEA=mRNA /CNT=165 /TID=Mm.1
MOE430_2_1426793_a_ 4467 4481.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:W11855 /DB_XREF=gi:1286477 /DB_XREF=ma65h10.r1 /CLONE=IMAGE:315619 /FEA=mRNA /CNT=230 /TID=Mm.43749.2 /TIER=Stack /STK=65 /UG=
MOE430_2_1426796_at 539.1 459.5 P P 0.000244 0.000244 -0.1 NC 0.55 gb:BG067445 /DB_XREF=gi:12550014 /DB_XREF=H3054E06-3 /CLONE=H3054E06 /FEA=mRNA /CNT=122 /TID=Mm.202358.1 /TIER=Stack /STK=65 /UG
MOE430_2_1426810_at 239.6 226.7 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BC026605.1 /DB_XREF=gi:20071827 /FEA=mRNA /CNT=104 /TID=Mm.27535.1 /TIER=Stack /STK=61 /UG=Mm.27535 /DEF=Mus musculus, clone IMAG
MOE430_2_1426828_at 183.8 145.6 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK005046.1 /DB_XREF=gi:12836698 /FEA=mRNA /CNT=76 /TID=Mm.45134.1 /TIER=Stack /STK=53 /UG=Mm.45134 /LL=72325 /UG_GENE=2410004N0
MOE430_2_1426830_a_ 1210.2 1171.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004088.1 /DB_XREF=gi:12835131 /FEA=mRNA /CNT=146 /TID=Mm.27733.1 /TIER=Stack /STK=52 /UG=Mm.27733 /LL=73746 /UG_GENE=1110034F
MOE430_2_1426831_at 440.6 419.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB831090 /DB_XREF=gi:17009333 /DB_XREF=BB831090 /CLONE=G930015B13 /FEA=mRNA /CNT=146 /TID=Mm.27733.1 /TIER=Stack /STK=28 /UG=
MOE430_2_1426835_at 163.2 170.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV305242 /DB_XREF=gi:16393677 /DB_XREF=AV305242 /CLONE=5730526L06 /FEA=mRNA /CNT=115 /TID=Mm.26833.1 /TIER=Stack /STK=51 /UG=
MOE430_2_1426847_at 53.1 49.5 P P 0.001953 0.01 -0.1 NC 0.5 gb:AK016400.1 /DB_XREF=gi:12855109 /FEA=mRNA /CNT=59 /TID=Mm.104731.1 /TIER=Stack /STK=50 /UG=Mm.104731 /LL=75387 /UG_GENE=4930596
MOE430_2_1426890_a_ 215.3 197.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB030180 /DB_XREF=gi:15403559 /DB_XREF=BB030180 /CLONE=5830452I23 /FEA=mRNA /CNT=61 /TID=Mm.206164.1 /TIER=Stack /STK=43 /UG=M
MOE430_2_1426893_at 89.5 77.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC023470.1 /DB_XREF=gi:19484095 /FEA=mRNA /CNT=111 /TID=Mm.4065.1 /TIER=Stack /STK=42 /UG=Mm.4065 /DEF=Mus musculus, clone IMAGE:
MOE430_2_1426902_at 231.3 228.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024135.1 /DB_XREF=gi:18848354 /FEA=mRNA /CNT=65 /TID=Mm.38431.1 /TIER=Stack /STK=41 /UG=Mm.38431 /DEF=Mus musculus, Similar to CG
MOE430_2_1426918_at 650.6 788.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM120341 /DB_XREF=gi:17088367 /DB_XREF=L0938C10-3 /CLONE=L0938C10 /FEA=mRNA /CNT=385 /TID=Mm.4712.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1426923_at 383.4 365.9 P P 0.000244 0.000244 -0.1 NC 0.63 gb:AF057287.1 /DB_XREF=gi:3063650 /FEA=mRNA /CNT=170 /TID=Mm.6461.1 /TIER=Stack /STK=26 /UG=Mm.6461 /LL=15463 /UG_GENE=Hrb /DEF=Mu
MOE430_2_1426953_at 123.9 123.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AU018946 /DB_XREF=gi:3374436 /DB_XREF=AU018946 /CLONE=J0510D09 /FEA=mRNA /CNT=71 /TID=Mm.25150.1 /TIER=Stack /STK=33 /UG=Mm.2
MOE430_2_1426962_at 157.1 127.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BG071833 /DB_XREF=gi:12554402 /DB_XREF=H3103F10-3 /CLONE=H3103F10 /FEA=mRNA /CNT=192 /TID=Mm.18898.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1426967_at 96.8 96.7 P P 0.01 0.02 -0.1 NC 0.5 gb:BB004060 /DB_XREF=gi:16195145 /DB_XREF=BB004060 /CLONE=4732458D07 /FEA=mRNA /CNT=99 /TID=Mm.23684.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1426983_at 57.4 66.3 P P 0.00415 0.001221 -0.1 NC 0.5 gb:BM244005 /DB_XREF=gi:17879275 /DB_XREF=K0705B08-3 /CLONE=K0705B08 /FEA=mRNA /CNT=84 /TID=Mm.2035.2 /TIER=Stack /STK=29 /UG=M
MOE430_2_1426987_at 54 53.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB028755 /DB_XREF=gi:16258090 /DB_XREF=BB028755 /CLONE=5430417L22 /FEA=mRNA /CNT=52 /TID=Mm.219666.1 /TIER=Stack /STK=29 /UG=
MOE430_2_1426991_at 44.4 62 P P 0.000244 0.001221 -0.1 NC 0.5 gb:AV273819 /DB_XREF=gi:16390386 /DB_XREF=AV273819 /CLONE=4932413O10 /FEA=mRNA /CNT=34 /TID=Mm.39848.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1427021_s_ 8244.2 7628.7 P P 0.000244 0.000244 -0.1 NC 0.87 gb:BE457668 /DB_XREF=gi:9480038 /DB_XREF=us95a09.x1 /CLONE=IMAGE:3326104 /FEA=mRNA /CNT=202 /TID=Mm.182962.1 /TIER=Stack /STK=12 /
MOE430_2_1427027_a_ 743 667.4 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AV173739 /DB_XREF=gi:16383935 /DB_XREF=AV173739 /CLONE=5730406K17 /FEA=mRNA /CNT=42 /TID=Mm.29105.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1427069_at 165.8 131 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB003473 /DB_XREF=gi:15389501 /DB_XREF=BB003473 /CLONE=4732455F21 /FEA=mRNA /CNT=51 /TID=Mm.30737.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1427080_at 260 220.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK011692.1 /DB_XREF=gi:12847978 /FEA=mRNA /CNT=45 /TID=Mm.29068.1 /TIER=Stack /STK=19 /UG=Mm.29068 /LL=75425 /UG_GENE=2610036D1
MOE430_2_1427081_at 63.3 64.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB246700 /DB_XREF=gi:16355500 /DB_XREF=BB246700 /CLONE=A730015K04 /FEA=mRNA /CNT=37 /TID=Mm.207556.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1427086_at 206.3 223.6 P P 0.001221 0.001221 -0.1 NC 0.5 gb:AK019479.1 /DB_XREF=gi:12859711 /GEN=Slit3 /FEA=mRNA /CNT=76 /TID=Mm.28509.1 /TIER=Stack /STK=19 /UG=Mm.28509 /LL=20564 /UG_TITLE
MOE430_2_1427099_at 181.3 127.6 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BG243624 /DB_XREF=gi:12753439 /DB_XREF=602357713F1 /CLONE=IMAGE:4486347 /FEA=mRNA /CNT=77 /TID=Mm.29759.1 /TIER=Stack /STK=17 
MOE430_2_1427108_at 3167.5 2911.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM233467 /DB_XREF=gi:17868737 /DB_XREF=K0337C01-3 /CLONE=K0337C01 /FEA=mRNA /CNT=181 /TID=Mm.138544.1 /TIER=Stack /STK=16 /UG
MOE430_2_1427110_at 240.9 250.9 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BM196939 /DB_XREF=gi:17748959 /DB_XREF=C0340C06-3 /CLONE=C0340C06 /FEA=mRNA /CNT=57 /TID=Mm.220848.1 /TIER=Stack /STK=16 /UG
MOE430_2_1427117_at 168.8 145.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF165517 /DB_XREF=gi:11045869 /DB_XREF=601777415F1 /CLONE=IMAGE:4019139 /FEA=mRNA /CNT=41 /TID=Mm.200412.1 /TIER=Stack /STK=15
MOE430_2_1427119_at 16.1 3.2 A A 0.3 0.46 -0.1 NC 0.55 gb:AV066321 /DB_XREF=gi:5186149 /DB_XREF=AV066321 /CLONE=2010107M21 /FEA=mRNA /CNT=28 /TID=Mm.25246.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1427154_at 1 0.7 A A 0.85 0.98 -0.1 NC 0.7 gb:X74784.1 /DB_XREF=gi:398167 /GEN=mk2e /FEA=mRNA /CNT=16 /TID=Mm.1382.1 /TIER=Stack /STK=13 /UG=Mm.1382 /LL=16681 /DEF=M.musculu
MOE430_2_1427168_a_ 13.1 10.6 P P 0.03 0.01 -0.1 NC 0.5 gb:AJ131395.1 /DB_XREF=gi:5042293 /GEN=col14a1 /FEA=mRNA /CNT=27 /TID=Mm.41332.1 /TIER=Stack /STK=12 /UG=Mm.41332 /LL=12818 /DEF=Mu
MOE430_2_1427170_at 5.4 7.2 A A 0.43 0.24 -0.1 NC 0.48 gb:BF318721 /DB_XREF=gi:11267334 /DB_XREF=uy05c03.x1 /CLONE=IMAGE:3657124 /FEA=mRNA /CNT=14 /TID=Mm.87277.1 /TIER=Stack /STK=12 /U
MOE430_2_1427218_at 49.2 58.7 P P 0.00415 0.00293 -0.1 NC 0.5 gb:BM243601 /DB_XREF=gi:17878871 /DB_XREF=K0649C03-3 /CLONE=K0649C03 /FEA=mRNA /CNT=11 /TID=Mm.183320.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1427227_at 0.5 0.4 A A 0.8 0.98 -0.1 NC 0.55 gb:BB390648 /DB_XREF=gi:9113590 /DB_XREF=BB390648 /CLONE=C230070J10 /FEA=mRNA /CNT=119 /TID=Mm.147354.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1427229_at 132 121.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB123978 /DB_XREF=gi:15408179 /DB_XREF=BB123978 /CLONE=9530095P22 /FEA=mRNA /CNT=176 /TID=Mm.2226.1 /TIER=Stack /STK=65 /UG=M
MOE430_2_1427239_at 242.7 186.8 P P 0.000244 0.000732 -0.1 NC 0.8 gb:AV319292 /DB_XREF=gi:16394838 /DB_XREF=AV319292 /CLONE=6030405E03 /FEA=mRNA /CNT=136 /TID=Mm.9638.1 /TIER=Stack /STK=46 /UG=M
MOE430_2_1427244_at 421.5 363.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV274469 /DB_XREF=gi:16390534 /DB_XREF=AV274469 /CLONE=4932418O17 /FEA=mRNA /CNT=134 /TID=Mm.30165.1 /TIER=Stack /STK=33 /UG=
MOE430_2_1427250_at 1695.3 1726.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI248739 /DB_XREF=gi:14795427 /DB_XREF=602992704F1 /CLONE=IMAGE:5148696 /FEA=mRNA /CNT=218 /TID=Mm.42255.2 /TIER=Stack /STK=25 
MOE430_2_1427261_at 17.6 17.3 P P 0.02 0.04 -0.1 NC 0.5 gb:BQ176786 /DB_XREF=gi:20352278 /DB_XREF=UI-M-DJ2-bvz-p-09-0-UI.s1 /CLONE=UI-M-DJ2-bvz-p-09-0-UI /FEA=mRNA /CNT=100 /TID=Mm.312
MOE430_2_1427273_at 93.4 103.5 P P 0.00415 0.005859 -0.1 NC 0.5 gb:BB003363 /DB_XREF=gi:15389477 /DB_XREF=BB003363 /CLONE=4732454M03 /FEA=mRNA /CNT=62 /TID=Mm.220945.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1427274_at 50.6 54.6 P P 0.001953 0.00293 -0.1 NC 0.5 gb:AV254847 /DB_XREF=gi:16388128 /DB_XREF=AV254847 /CLONE=4921513O15 /FEA=mRNA /CNT=62 /TID=Mm.220945.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1427280_at 15.9 19.4 A A 0.06 0.12 -0.1 NC 0.5 gb:L42336.1 /DB_XREF=gi:825469 /FEA=mRNA /CNT=31 /TID=Mm.220329.1 /TIER=Stack /STK=15 /UG=Mm.220329 /UG_TITLE=Mus musculus sodium ch
MOE430_2_1427283_at 180.5 157.7 P P 0.000244 0.000732 -0.1 NC 0.5 gb:L17069.1 /DB_XREF=gi:688442 /GEN=All-1 /FEA=mRNA /CNT=154 /TID=Mm.2389.1 /TIER=Stack /STK=8 /UG=Mm.2389 /LL=17353 /DEF=Mus muscu
MOE430_2_1427304_at 121.7 125.1 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AW541109 /DB_XREF=gi:7183526 /DB_XREF=C0141B04-3 /CLONE=C0141B04 /FEA=mRNA /CNT=74 /TID=Mm.219640.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1427320_at 5.3 5.2 A A 0.3 0.5 -0.1 NC 0.5 gb:BB316578 /DB_XREF=gi:16403112 /DB_XREF=BB316578 /CLONE=B230365C01 /FEA=mRNA /CNT=25 /TID=Mm.22891.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427338_at 59.3 50.9 P P 0.03 0.03 -0.1 NC 0.5 gb:BC027090.1 /DB_XREF=gi:20071922 /FEA=mRNA /CNT=21 /TID=Mm.80685.1 /TIER=Stack /STK=8 /UG=Mm.80685 /DEF=Mus musculus, Similar to KIA
MOE430_2_1427349_x_ 608.7 575.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AK012776.1 /DB_XREF=gi:12849742 /FEA=mRNA /CNT=22 /TID=Mm.154145.2 /TIER=ConsEnd /STK=6 /UG=Mm.154145 /LL=66376 /UG_GENE=23100
MOE430_2_1427381_at 1.4 1.4 A A 0.75 0.87 -0.1 NC 0.5 gb:L38281.1 /DB_XREF=gi:950649 /GEN=Irg1 /FEA=mRNA /CNT=7 /TID=Mm.4662.1 /TIER=ConsEnd /STK=3 /UG=Mm.4662 /LL=16365 /DEF=Mus muscul
MOE430_2_1427397_at 20.5 27.1 P P 0.01 0.03 -0.1 NC 0.5 gb:BC025559.1 /DB_XREF=gi:19343825 /FEA=mRNA /CNT=8 /TID=Mm.218697.1 /TIER=ConsEnd /STK=2 /UG=Mm.218697 /DEF=Mus musculus, clone IMA
MOE430_2_1427410_at 229 226.1 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB812902 /DB_XREF=gi:16985531 /DB_XREF=BB812902 /CLONE=G730016M10 /FEA=mRNA /CNT=21 /TID=Mm.25679.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427423_at 35.8 29.9 A P 0.08 0.03 -0.1 NC 0.19 gb:AK013064.1 /DB_XREF=gi:12850197 /FEA=mRNA /CNT=17 /TID=Mm.44608.1 /TIER=ConsEnd /STK=1 /UG=Mm.44608 /LL=72407 /UG_GENE=2810410
MOE430_2_1427428_at 9.5 8.3 A A 0.09 0.46 -0.1 NC 0.5 gb:BC025069.1 /DB_XREF=gi:19263790 /FEA=mRNA /CNT=8 /TID=Mm.109183.1 /TIER=ConsEnd /STK=1 /UG=Mm.109183 /LL=75863 /UG_GENE=493057
MOE430_2_1427434_at 19 10.7 P P 0.01 0.03 -0.1 NC 0.37 gb:AI451585 /DB_XREF=gi:4305029 /DB_XREF=mu50b01.x1 /CLONE=IMAGE:642793 /FEA=mRNA /CNT=5 /TID=Mm.218759.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427441_a_ 275.1 259.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF608645 /DB_XREF=gi:13505137 /DB_XREF=MY1_001587 /CLONE=ICRFp522K2042 /FEA=mRNA /CNT=63 /TID=Mm.34632.1 /TIER=ConsEnd /STK=0
MOE430_2_1427446_s_ 4.5 3.6 A A 0.63 0.56 -0.1 NC 0.02 gb:BC025840.1 /DB_XREF=gi:19388003 /FEA=mRNA /CNT=36 /TID=Mm.46242.1 /TIER=ConsEnd /STK=0 /UG=Mm.46242 /LL=66856 /UG_GENE=1100001
MOE430_2_1427449_a_ 275.8 252.9 P P 0.000732 0.001221 -0.1 NC 0.7 gb:BC023177.1 /DB_XREF=gi:18606027 /FEA=mRNA /CNT=19 /TID=Mm.11285.2 /TIER=ConsEnd /STK=0 /UG=Mm.11285 /LL=100206 /UG_GENE=AI83610
MOE430_2_1427467_a_ 17.7 16.1 P P 0.04 0.02 -0.1 NC 0.19 gb:AJ238396.1 /DB_XREF=gi:5824123 /GEN=RPGR /FEA=mRNA /CNT=17 /TID=Mm.35334.2 /TIER=ConsEnd /STK=0 /UG=Mm.35334 /LL=19893 /DEF=M
MOE430_2_1427469_at 260.1 236.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI251153 /DB_XREF=gi:14800273 /DB_XREF=602994353F1 /CLONE=IMAGE:5150292 /FEA=mRNA /CNT=23 /TID=Mm.40307.1 /TIER=ConsEnd /STK=0
MOE430_2_1427479_at 17.4 19.6 A P 0.06 0.04 -0.1 NC 0.17 gb:AA413531 /DB_XREF=gi:2073677 /DB_XREF=vc54a03.s1 /CLONE=IMAGE:778348 /FEA=mRNA /CNT=16 /TID=Mm.143141.3 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427527_a_ 9.9 10.4 P A 0.04 0.14 -0.1 NC 0.5 gb:BI685341 /DB_XREF=gi:15647969 /DB_XREF=603310367F1 /CLONE=IMAGE:5346064 /FEA=mRNA /CNT=8 /TID=Mm.28440.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1427557_at 95.6 87.6 P P 0.001953 0.000732 -0.1 NC 0.5 gb:AJ429133.1 /DB_XREF=gi:18478283 /GEN=alg12 /FEA=mRNA /CNT=6 /TID=Mm.218778.1 /TIER=ConsEnd /STK=0 /UG=Mm.218778 /DEF=Mus muscul
MOE430_2_1427570_at 12.7 13.1 M P 0.05 0.01 -0.1 NC 0.5 gb:BC012512.1 /DB_XREF=gi:15214759 /FEA=mRNA /CNT=4 /TID=Mm.23884.2 /TIER=ConsEnd /STK=0 /UG=Mm.23884 /LL=67398 /UG_GENE=1300011P
MOE430_2_1427572_at 9 10.4 A A 0.33 0.3 -0.1 NC 0.34 gb:BC024912.1 /DB_XREF=gi:19354172 /FEA=mRNA /CNT=4 /TID=Mm.32799.1 /TIER=ConsEnd /STK=0 /UG=Mm.32799 /UG_TITLE=Mus musculus, clone 
MOE430_2_1427578_a_ 1344 1365.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG976138 /DB_XREF=gi:14363775 /DB_XREF=602846356F1 /CLONE=IMAGE:4977252 /FEA=mRNA /CNT=4 /TID=Mm.22731.2 /TIER=ConsEnd /STK=0
MOE430_2_1427602_at 1.3 0.4 A A 0.66 0.77 -0.1 NC 0.5 gb:BB626684 /DB_XREF=gi:16464602 /DB_XREF=BB626684 /CLONE=9430014N24 /FEA=mRNA /CNT=4 /TID=Mm.187333.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427606_at 19 15.2 P A 0.001953 0.06 -0.1 NC 0.5 gb:BE307970 /DB_XREF=gi:9163901 /DB_XREF=601097654F1 /CLONE=IMAGE:3496453 /FEA=mRNA /CNT=3 /TID=Mm.117112.1 /TIER=ConsEnd /STK=0 
MOE430_2_1427646_a_ 92.9 91.5 P P 0.000244 0.000732 -0.1 NC 0.5 gb:X95761.1 /DB_XREF=gi:1771307 /FEA=mRNA /CNT=2 /TID=Mm.7634.2 /TIER=ConsEnd /STK=0 /UG=Mm.7634 /LL=16800 /UG_GENE=Lbcl1 /DEF=M.m
MOE430_2_1427678_at 3.4 1.3 A A 0.78 0.85 -0.1 NC 0.5 gb:AF365932.1 /DB_XREF=gi:15986452 /FEA=mRNA /CNT=1 /TID=Mm.213191.1 /TIER=ConsEnd /STK=0 /UG=Mm.213191 /LL=116811 /UG_GENE=Zim3 /
MOE430_2_1427683_at 65.3 55.4 P P 0.001221 0.000732 -0.1 NC 0.87 gb:X06746.1 /DB_XREF=gi:52812 /FEA=mRNA /CNT=1 /TID=Mm.1353.2 /TIER=ConsEnd /STK=0 /UG=Mm.1353 /LL=13654 /UG_GENE=Egr2 /UG_TITLE=e
MOE430_2_1427713_x_ 13.1 9.8 A A 0.19 0.12 -0.1 NC 0.29 gb:X57938.1 /DB_XREF=gi:53485 /GEN=OCT2 /FEA=mRNA /CNT=1 /TID=Mm.37811.3 /TIER=ConsEnd /STK=0 /UG=Mm.37811 /LL=18987 /DEF=Mouse m
MOE430_2_1427729_at 6.4 6 A A 0.11 0.43 -0.1 NC 0.75 gb:BC020014.1 /DB_XREF=gi:18043219 /FEA=mRNA /CNT=1 /TID=Mm.221028.1 /TIER=ConsEnd /STK=0 /UG=Mm.221028 /DEF=Mus musculus, clone IMA
MOE430_2_1427743_at 16.9 18.9 P A 0.02 0.17 -0.1 NC 0.5 gb:AF061179.1 /DB_XREF=gi:3108340 /FEA=mRNA /CNT=1 /TID=Mm.160475.1 /TIER=ConsEnd /STK=0 /UG=Mm.160475 /UG_TITLE=Mus musculus NF-IL
MOE430_2_1427759_a_ 2.9 2.7 A A 0.78 0.75 -0.1 NC 0.5 gb:AJ297548.1 /DB_XREF=gi:15144232 /GEN=Art5 /FEA=mRNA /CNT=1 /TID=Mm.2816.2 /TIER=ConsEnd /STK=0 /UG=Mm.2816 /LL=11875 /DEF=Mus m
MOE430_2_1427762_x_ 91.8 104.5 P P 0.005859 0.01 -0.1 NC 0.97 gb:M25487.1 /DB_XREF=gi:556309 /GEN=His2b /FEA=mRNA /CNT=1 /TID=Mm.21579.3 /TIER=ConsEnd /STK=0 /UG=Mm.21579 /LL=68024 /UG_TITLE=H
MOE430_2_1427771_x_ 52.9 46 P M 0.03 0.05 -0.1 NC 0.59 gb:U37029.1 /DB_XREF=gi:1045575 /FEA=mRNA /CNT=1 /TID=Mm.4712.2 /TIER=ConsEnd /STK=0 /UG=Mm.4712 /LL=16412 /UG_GENE=Itgb1 /DEF=Mus
MOE430_2_1427773_a_ 2675.1 2436 P P 0.000244 0.000244 -0.1 NC 0.5 gb:L40934.1 /DB_XREF=gi:722666 /GEN=rab6 /FEA=mRNA /CNT=1 /TID=Mm.22473.2 /TIER=ConsEnd /STK=0 /UG=Mm.22473 /LL=14470 /DEF=Mus mus
MOE430_2_1427803_at 0.5 1.1 A A 0.93 0.94 -0.1 NC 0.48 gb:Y17678.1 /DB_XREF=gi:4138239 /FEA=mRNA /CNT=1 /TID=Mm.190642.1 /TIER=ConsEnd /STK=0 /UG=Mm.190642 /UG_TITLE=Mus musculus mRNA c
MOE430_2_1427893_a_ 158.8 147.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BI713896 /DB_XREF=gi:15689591 /DB_XREF=ic86f11.x1 /CLONE=IMAGE:5660685 /FEA=mRNA /CNT=68 /TID=Mm.34242.1 /TIER=Stack /STK=54 /UG
MOE430_2_1427894_at 844.5 820.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012169.1 /DB_XREF=gi:12848748 /FEA=mRNA /CNT=90 /TID=Mm.23090.1 /TIER=Stack /STK=52 /UG=Mm.23090 /LL=74207 /UG_GENE=2610528G0
MOE430_2_1427896_at 546.3 556 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV095566 /DB_XREF=gi:16381694 /DB_XREF=AV095566 /CLONE=2410008L21 /FEA=mRNA /CNT=152 /TID=Mm.34456.1 /TIER=Stack /STK=49 /UG=
MOE430_2_1427899_at 110.4 100.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI738010 /DB_XREF=gi:15715023 /DB_XREF=603357295F1 /CLONE=IMAGE:5364671 /FEA=mRNA /CNT=188 /TID=Mm.26696.1 /TIER=Stack /STK=38 
MOE430_2_1427902_at 451.4 451.2 P P 0.000244 0.000244 -0.1 NC 0.71 gb:BQ176063 /DB_XREF=gi:20351555 /DB_XREF=UI-M-DJ2-bwg-a-05-0-UI.s1 /CLONE=UI-M-DJ2-bwg-a-05-0-UI /FEA=mRNA /CNT=72 /TID=Mm.2211
MOE430_2_1427903_at 2485.1 2296.3 P P 0.000244 0.000244 -0.1 NC 0.58 gb:BB650419 /DB_XREF=gi:16484674 /DB_XREF=BB650419 /CLONE=C230098K17 /FEA=mRNA /CNT=77 /TID=Mm.177990.1 /TIER=Stack /STK=37 /UG=
MOE430_2_1427905_at 225.1 218 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI414448 /DB_XREF=gi:15175371 /DB_XREF=602986042F1 /CLONE=IMAGE:5142083 /FEA=mRNA /CNT=59 /TID=Mm.27434.1 /TIER=Stack /STK=36 /
MOE430_2_1427908_at 157.6 177.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG073508 /DB_XREF=gi:12556077 /DB_XREF=H3123D10-3 /CLONE=H3123D10 /FEA=mRNA /CNT=46 /TID=Mm.21795.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1427922_at 58.2 52.6 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BB785984 /DB_XREF=gi:16954480 /DB_XREF=BB785984 /CLONE=G430109H02 /FEA=mRNA /CNT=73 /TID=Mm.4011.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1427924_at 97.2 101.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK018526.1 /DB_XREF=gi:12858269 /FEA=mRNA /CNT=59 /TID=Mm.44863.1 /TIER=Stack /STK=20 /UG=Mm.44863 /LL=67727 /UG_GENE=9030425C2
MOE430_2_1427964_at 1.6 1.9 A A 0.82 0.69 -0.1 NC 0.5 gb:BG063249 /DB_XREF=gi:12545812 /DB_XREF=H3004H02-3 /CLONE=H3004H02 /FEA=mRNA /CNT=56 /TID=Mm.24277.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427980_at 79 67.6 P P 0.005859 0.00415 -0.1 NC 0.5 gb:BB324697 /DB_XREF=gi:15411462 /DB_XREF=BB324697 /CLONE=B430111C01 /FEA=mRNA /CNT=151 /TID=Mm.24488.1 /TIER=Stack /STK=38 /UG=
MOE430_2_1427992_a_ 447.1 422.6 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BF729629 /DB_XREF=gi:12047493 /DB_XREF=mab66a08.x1 /CLONE=IMAGE:3975086 /FEA=mRNA /CNT=28 /TID=Mm.21759.1 /TIER=Stack /STK=8 /U
MOE430_2_1428014_at 37.6 27.7 P P 0.009766 0.000244 -0.1 NC 0.28 gb:BC028550.1 /DB_XREF=gi:20306503 /FEA=mRNA /CNT=8 /TID=Mm.144300.1 /TIER=ConsEnd /STK=0 /UG=Mm.144300 /DEF=Mus musculus, H4 histon
MOE430_2_1428045_a_ 54.3 55.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC027739.1 /DB_XREF=gi:20381200 /FEA=mRNA /CNT=2 /TID=Mm.46503.4 /TIER=ConsEnd /STK=0 /UG=Mm.46503 /LL=69257 /UG_GENE=2610036A
MOE430_2_1428063_at 665.2 584 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004254.1 /DB_XREF=gi:12835370 /FEA=mRNA /CNT=317 /TID=Mm.15351.1 /TIER=Stack /STK=240 /UG=Mm.15351 /LL=68839 /UG_GENE=1110054
MOE430_2_1428066_at 33.8 34.3 P P 0.001221 0.00293 -0.1 NC 0.5 gb:AK009768.1 /DB_XREF=gi:12844766 /FEA=mRNA /CNT=211 /TID=Mm.59673.1 /TIER=Stack /STK=192 /UG=Mm.59673 /LL=54648 /UG_GENE=DXImx50
MOE430_2_1428078_at 179.3 189.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK002624.1 /DB_XREF=gi:12832744 /FEA=mRNA /CNT=202 /TID=Mm.182061.1 /TIER=Stack /STK=144 /UG=Mm.182061 /LL=76892 /UG_GENE=06100
MOE430_2_1428080_at 658.2 661.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021317.1 /DB_XREF=gi:18204120 /FEA=mRNA /CNT=181 /TID=Mm.61682.1 /TIER=Stack /STK=142 /UG=Mm.61682 /LL=72542 /UG_GENE=2610528
MOE430_2_1428095_a_ 55.7 58.6 P P 0.000244 0.001953 -0.1 NC 0.5 gb:AK004920.1 /DB_XREF=gi:12836470 /FEA=mRNA /CNT=170 /TID=Mm.33869.1 /TIER=Stack /STK=117 /UG=Mm.33869 /LL=71764 /UG_GENE=1300006
MOE430_2_1428134_at 792.5 715.3 P P 0.000244 0.000244 -0.1 NC 0.71 gb:AK004527.1 /DB_XREF=gi:12835753 /FEA=mRNA /CNT=181 /TID=Mm.29042.1 /TIER=Stack /STK=101 /UG=Mm.29042 /LL=67914 /UG_GENE=2310005
MOE430_2_1428137_at 196 175.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV233429 /DB_XREF=gi:15405053 /DB_XREF=AV233429 /CLONE=4632424J05 /FEA=mRNA /CNT=156 /TID=Mm.24499.1 /TIER=Stack /STK=99 /UG=
MOE430_2_1428151_x_ 63.6 52 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK008165.1 /DB_XREF=gi:12842184 /FEA=mRNA /CNT=125 /TID=Mm.30082.1 /TIER=Stack /STK=93 /UG=Mm.30082 /LL=70266 /UG_GENE=2010009K
MOE430_2_1428152_a_ 9052.3 8530.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF577616 /DB_XREF=gi:11651328 /DB_XREF=602092482F1 /CLONE=IMAGE:4206693 /FEA=mRNA /CNT=190 /TID=Mm.180873.1 /TIER=Stack /STK=9
MOE430_2_1428153_at 536 476.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004151.1 /DB_XREF=gi:12835226 /FEA=mRNA /CNT=121 /TID=Mm.27863.1 /TIER=Stack /STK=91 /UG=Mm.27863 /LL=64657 /UG_GENE=Mrps10 /
MOE430_2_1428164_at 612.4 555.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004444.1 /DB_XREF=gi:12835628 /FEA=mRNA /CNT=130 /TID=Mm.34750.1 /TIER=Stack /STK=85 /UG=Mm.34750 /LL=74167 /UG_GENE=Nudt9 /U
MOE430_2_1428196_a_ 227.1 223.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004786.1 /DB_XREF=gi:12836229 /FEA=mRNA /CNT=127 /TID=Mm.29213.1 /TIER=Stack /STK=73 /UG=Mm.29213 /LL=67809 /UG_GENE=1200015F
MOE430_2_1428201_at 1454 1535.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009653.1 /DB_XREF=gi:12844578 /FEA=mRNA /CNT=130 /TID=Mm.196005.1 /TIER=Stack /STK=72 /UG=Mm.196005 /LL=68544 /UG_GENE=111000
MOE430_2_1428202_at 321.1 319.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007715.1 /DB_XREF=gi:12841436 /FEA=mRNA /CNT=105 /TID=Mm.10200.1 /TIER=Stack /STK=72 /UG=Mm.10200 /LL=66294 /UG_GENE=1810037C
MOE430_2_1428212_x_ 8775.1 8108.8 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BM239931 /DB_XREF=gi:17875201 /DB_XREF=K0542F06-3 /CLONE=K0542F06 /FEA=mRNA /CNT=167 /TID=Mm.29982.2 /TIER=Stack /STK=70 /UG=
MOE430_2_1428219_at 546.9 505.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010548.1 /DB_XREF=gi:12846074 /FEA=mRNA /CNT=128 /TID=Mm.25558.1 /TIER=Stack /STK=70 /UG=Mm.25558 /LL=73651 /UG_GENE=2410018J
MOE430_2_1428238_at 24.8 25.4 A A 0.06 0.11 -0.1 NC 0.5 gb:BI689227 /DB_XREF=gi:15651856 /DB_XREF=603316548F1 /CLONE=IMAGE:5356643 /FEA=mRNA /CNT=139 /TID=Mm.193688.1 /TIER=ConsEnd /STK
MOE430_2_1428256_at 1091 1130.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009878.1 /DB_XREF=gi:12844944 /FEA=mRNA /CNT=106 /TID=Mm.30931.1 /TIER=Stack /STK=66 /UG=Mm.30931 /LL=69672 /UG_GENE=2310047H
MOE430_2_1428260_at 64.1 49.7 P P 0.000244 0.000244 -0.1 NC 0.7 gb:BB667766 /DB_XREF=gi:16399215 /DB_XREF=BB667766 /CLONE=C730038J03 /FEA=mRNA /CNT=102 /TID=Mm.26381.1 /TIER=Stack /STK=65 /UG=
MOE430_2_1428263_a_ 4132.9 3659.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK019181.1 /DB_XREF=gi:12859255 /FEA=mRNA /CNT=96 /TID=Mm.153758.2 /TIER=Stack /STK=64 /UG=Mm.153758 /LL=67673 /UG_GENE=0610040
MOE430_2_1428282_at 211.5 181.6 P P 0.001221 0.001221 -0.1 NC 0.5 gb:AK011899.1 /DB_XREF=gi:12848308 /FEA=mRNA /CNT=83 /TID=Mm.200507.1 /TIER=Stack /STK=61 /UG=Mm.200507 /LL=70430 /UG_GENE=Tbce /U
MOE430_2_1428292_at 55.2 52.1 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK019617.1 /DB_XREF=gi:12859916 /FEA=mRNA /CNT=77 /TID=Mm.40020.1 /TIER=Stack /STK=60 /UG=Mm.40020 /LL=78797 /UG_GENE=4930447P0
MOE430_2_1428306_at 946.6 990.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017926.1 /DB_XREF=gi:12857423 /FEA=mRNA /CNT=124 /TID=Mm.21697.1 /TIER=Stack /STK=56 /UG=Mm.21697 /LL=74747 /UG_GENE=5830413E
MOE430_2_1428316_a_ 1965 1784.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK013460.1 /DB_XREF=gi:12850829 /FEA=mRNA /CNT=115 /TID=Mm.24543.2 /TIER=Stack /STK=55 /UG=Mm.24543 /LL=67391 /UG_GENE=4833415N
MOE430_2_1428322_a_ 1949.3 1763.3 P P 0.000244 0.000244 -0.1 NC 0.8 gb:BI905689 /DB_XREF=gi:16168254 /DB_XREF=603166144F1 /CLONE=IMAGE:5254307 /FEA=mRNA /CNT=139 /TID=Mm.8688.1 /TIER=Stack /STK=53 /
MOE430_2_1428337_at 182 175.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007694.1 /DB_XREF=gi:12841401 /FEA=mRNA /CNT=80 /TID=Mm.24601.2 /TIER=Stack /STK=52 /UG=Mm.24601 /LL=67881 /UG_GENE=1810034K2
MOE430_2_1428338_at 35.2 36.6 P P 0.02 0.001953 -0.1 NC 0.5 gb:AK019166.1 /DB_XREF=gi:12859231 /FEA=mRNA /CNT=70 /TID=Mm.41459.1 /TIER=Stack /STK=52 /UG=Mm.41459 /LL=78779 /UG_GENE=2610039E0
MOE430_2_1428344_at 57.2 54.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK016572.1 /DB_XREF=gi:12855378 /FEA=mRNA /CNT=90 /TID=Mm.32567.1 /TIER=Stack /STK=50 /UG=Mm.32567 /LL=74411 /UG_GENE=4932443D1
MOE430_2_1428364_at 279.4 284.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AK013948.1 /DB_XREF=gi:12851527 /FEA=mRNA /CNT=97 /TID=Mm.182944.1 /TIER=Stack /STK=48 /UG=Mm.182944 /LL=69269 /UG_GENE=3110001
MOE430_2_1428367_at 395.8 386.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004787.1 /DB_XREF=gi:12836230 /FEA=mRNA /CNT=191 /TID=Mm.181862.1 /TIER=Stack /STK=48 /UG=Mm.181862 /LL=74141 /UG_GENE=120001
MOE430_2_1428368_at 234.8 236.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM213829 /DB_XREF=gi:17771837 /DB_XREF=C0842B11-3 /CLONE=C0842B11 /FEA=mRNA /CNT=96 /TID=Mm.28507.1 /TIER=Stack /STK=48 /UG=
MOE430_2_1428403_at 29.5 29.5 P P 0.000732 0.01 -0.1 NC 0.53 gb:BQ176421 /DB_XREF=gi:20351913 /DB_XREF=UI-M-DJ2-bwf-d-17-0-UI.s1 /CLONE=UI-M-DJ2-bwf-d-17-0-UI /FEA=mRNA /CNT=142 /TID=Mm.304
MOE430_2_1428426_s_ 295.6 262.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK014063.1 /DB_XREF=gi:12851703 /FEA=mRNA /CNT=75 /TID=Mm.27110.1 /TIER=Stack /STK=43 /UG=Mm.27110 /LL=73122 /UG_GENE=3110018K1
MOE430_2_1428438_s_ 669.7 494.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI662680 /DB_XREF=gi:15576913 /DB_XREF=603286077F1 /CLONE=IMAGE:5320410 /FEA=mRNA /CNT=179 /TID=Mm.28285.1 /TIER=ConsEnd /STK=
MOE430_2_1428452_at 134.1 118.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012812.1 /DB_XREF=gi:12849803 /FEA=mRNA /CNT=66 /TID=Mm.29721.1 /TIER=Stack /STK=41 /UG=Mm.29721 /LL=69953 /UG_GENE=2810025M
MOE430_2_1428473_at 671.3 697.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ176231 /DB_XREF=gi:20351723 /DB_XREF=UI-M-DJ2-bwg-b-03-0-UI.s1 /CLONE=UI-M-DJ2-bwg-b-03-0-UI /FEA=mRNA /CNT=103 /TID=Mm.196
MOE430_2_1428505_at 416.6 445.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009370.1 /DB_XREF=gi:12844127 /FEA=mRNA /CNT=72 /TID=Mm.21173.1 /TIER=Stack /STK=36 /UG=Mm.21173 /LL=66365 /UG_GENE=2310015N0
MOE430_2_1428508_at 722.7 693.5 P P 0.000244 0.000244 -0.1 NC 0.72 gb:AK004526.1 /DB_XREF=gi:12835752 /FEA=mRNA /CNT=74 /TID=Mm.27153.1 /TIER=Stack /STK=36 /UG=Mm.27153 /LL=67016 /UG_GENE=1810061M
MOE430_2_1428517_at 437.5 394.9 P P 0.001221 0.000732 -0.1 NC 0.5 gb:AK012075.1 /DB_XREF=gi:12848591 /FEA=mRNA /CNT=87 /TID=Mm.46019.1 /TIER=Stack /STK=35 /UG=Mm.46019 /LL=72145 /UG_GENE=2610509D0
MOE430_2_1428528_at 356.7 266.7 P P 0.000732 0.001953 -0.1 NC 0.5 gb:AK003551.1 /DB_XREF=gi:12834283 /FEA=mRNA /CNT=101 /TID=Mm.46533.2 /TIER=Stack /STK=34 /UG=Mm.46533 /LL=67604 /UG_GENE=1110007L
MOE430_2_1428530_x_ 6690.8 6199.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV206764 /DB_XREF=gi:6147617 /DB_XREF=AV206764 /CLONE=1700090E17 /FEA=mRNA /CNT=43 /TID=Mm.16775.4 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1428534_at 203.1 180.6 P P 0.001221 0.005859 -0.1 NC 0.57 gb:AK010864.1 /DB_XREF=gi:12846601 /FEA=mRNA /CNT=50 /TID=Mm.20848.2 /TIER=Stack /STK=34 /UG=Mm.20848 /LL=19727 /UG_GENE=Rfxank /U
MOE430_2_1428552_at 1106.3 940 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI694971 /DB_XREF=gi:15657600 /DB_XREF=603346364F1 /CLONE=IMAGE:5374310 /FEA=mRNA /CNT=99 /TID=Mm.29615.1 /TIER=Stack /STK=32 /
MOE430_2_1428558_at 30.1 28.9 P P 0.00293 0.00293 -0.1 NC 0.4 gb:BG067251 /DB_XREF=gi:12549820 /DB_XREF=H3052C05-3 /CLONE=H3052C05 /FEA=mRNA /CNT=90 /TID=Mm.28677.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1428559_at 286.8 274.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK018155.1 /DB_XREF=gi:12857744 /FEA=mRNA /CNT=61 /TID=Mm.87525.1 /TIER=Stack /STK=32 /UG=Mm.87525 /LL=70750 /UG_GENE=6330410P1
MOE430_2_1428564_at 134.7 136.7 P P 0.00415 0.001953 -0.1 NC 0.5 gb:AK003337.1 /DB_XREF=gi:12833942 /FEA=mRNA /CNT=45 /TID=Mm.76400.1 /TIER=Stack /STK=32 /UG=Mm.76400 /LL=68490 /UG_GENE=1110003A1
MOE430_2_1428580_at 399.3 327.1 P P 0.000244 0.000732 -0.1 NC 0.54 gb:AK010847.1 /DB_XREF=gi:12846571 /FEA=mRNA /CNT=44 /TID=Mm.22028.1 /TIER=Stack /STK=31 /UG=Mm.22028 /LL=68330 /UG_GENE=0610006A1
MOE430_2_1428587_at 185.6 174.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB823331 /DB_XREF=gi:17001574 /DB_XREF=BB823331 /CLONE=G830027E15 /FEA=mRNA /CNT=218 /TID=Mm.43212.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1428607_at 23 12.2 P P 0.008057 0.001221 -0.1 NC 0.89 gb:AK010060.1 /DB_XREF=gi:12845241 /GEN=Araf /FEA=mRNA /CNT=199 /TID=Mm.220946.1 /TIER=Stack /STK=29 /UG=Mm.220946 /UG_TITLE=Mus m
MOE430_2_1428609_at 31.6 40.4 P P 0.03 0.03 -0.1 NC 0.53 gb:AW494458 /DB_XREF=gi:7064739 /DB_XREF=UI-M-BH3-aum-e-12-0-UI.s1 /CLONE=UI-M-BH3-aum-e-12-0-UI /FEA=mRNA /CNT=154 /TID=Mm.196
MOE430_2_1428623_at 337 312.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK011193.1 /DB_XREF=gi:12847156 /FEA=mRNA /CNT=74 /TID=Mm.153499.1 /TIER=Stack /STK=29 /UG=Mm.153499 /LL=70046 /UG_GENE=2600013
MOE430_2_1428628_at 16.5 12.5 A A 0.09 0.12 -0.1 NC 0.5 gb:AK004439.1 /DB_XREF=gi:12835623 /FEA=mRNA /CNT=35 /TID=Mm.26092.1 /TIER=Stack /STK=29 /UG=Mm.26092 /LL=68870 /UG_GENE=1190002A1
MOE430_2_1428646_at 303.7 300.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV337752 /DB_XREF=gi:16396563 /DB_XREF=AV337752 /CLONE=6430404G04 /FEA=mRNA /CNT=241 /TID=Mm.43358.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1428647_at 1035.1 923.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG070361 /DB_XREF=gi:12552930 /DB_XREF=H3086E07-3 /CLONE=H3086E07 /FEA=mRNA /CNT=241 /TID=Mm.43358.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1428678_s_ 107.5 127.6 P P 0.01 0.008057 -0.1 NC 0.5 gb:AK004708.1 /DB_XREF=gi:12836080 /FEA=mRNA /CNT=43 /TID=Mm.201075.1 /TIER=Stack /STK=26 /UG=Mm.201075 /LL=101672 /UG_GENE=120001
MOE430_2_1428703_at 1.1 1.3 A A 0.98 0.99 -0.1 NC 0.8 gb:AK005888.1 /DB_XREF=gi:12838705 /FEA=mRNA /CNT=32 /TID=Mm.31700.1 /TIER=Stack /STK=25 /UG=Mm.31700 /LL=69324 /UG_GENE=1700012B0
MOE430_2_1428724_at 94 96.9 P P 0.001221 0.001221 -0.1 NC 0.5 gb:BB283573 /DB_XREF=gi:8984022 /DB_XREF=BB283573 /CLONE=A930102L01 /FEA=mRNA /CNT=64 /TID=Mm.34579.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1428735_at 4.2 4.8 A A 0.19 0.24 -0.1 NC 0.65 gb:AK017979.1 /DB_XREF=gi:12857493 /FEA=mRNA /CNT=29 /TID=Mm.74745.1 /TIER=Stack /STK=24 /UG=Mm.74745 /LL=76049 /UG_GENE=5830438K2



MOE430_2_1428740_a_ 399.4 411.6 P P 0.01 0.008057 -0.1 NC 0.65 gb:AK019717.1 /DB_XREF=gi:12860043 /FEA=mRNA /CNT=85 /TID=Mm.28228.1 /TIER=Stack /STK=23 /UG=Mm.28228 /LL=78928 /UG_GENE=4930534E1
MOE430_2_1428752_at 2.6 3.8 A A 0.66 0.82 -0.1 NC 0.54 gb:AK008219.1 /DB_XREF=gi:12842272 /FEA=mRNA /CNT=28 /TID=Mm.5936.1 /TIER=Stack /STK=23 /UG=Mm.5936 /LL=72066 /UG_GENE=2010013B02R
MOE430_2_1428759_s_ 234.7 206.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004983.1 /DB_XREF=gi:12836580 /FEA=mRNA /CNT=59 /TID=Mm.33206.1 /TIER=Stack /STK=22 /UG=Mm.33206 /LL=67480 /UG_GENE=1300013D0
MOE430_2_1428765_at 22.7 26.6 P P 0.01 0.00415 -0.1 NC 0.5 gb:AV033589 /DB_XREF=gi:16356600 /DB_XREF=AV033589 /CLONE=1500041B10 /FEA=mRNA /CNT=133 /TID=Mm.41602.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1428769_at 136.9 150.8 P P 0.000732 0.001953 -0.1 NC 0.5 gb:AK005193.1 /DB_XREF=gi:12837585 /FEA=mRNA /CNT=33 /TID=Mm.34616.1 /TIER=Stack /STK=22 /UG=Mm.34616 /LL=68972 /UG_GENE=1500010M2
MOE430_2_1428782_a_ 1691 1498.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004031.1 /DB_XREF=gi:12835046 /FEA=mRNA /CNT=70 /TID=Mm.972.3 /TIER=Stack /STK=21 /UG=Mm.972 /LL=22273 /UG_GENE=Uqcrc1 /UG_TIT
MOE430_2_1428791_at 668.3 610.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB183512 /DB_XREF=gi:16270248 /DB_XREF=BB183512 /CLONE=A230106O05 /FEA=mRNA /CNT=33 /TID=Mm.5203.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1428824_at 571 520.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009106.1 /DB_XREF=gi:12843690 /FEA=mRNA /CNT=82 /TID=Mm.41464.1 /TIER=Stack /STK=20 /UG=Mm.41464 /LL=76425 /UG_GENE=2310003C2
MOE430_2_1428841_at 1.9 2.3 A A 0.91 0.93 -0.1 NC 0.5 gb:AK006549.1 /DB_XREF=gi:12839710 /FEA=mRNA /CNT=21 /TID=Mm.31577.1 /TIER=Stack /STK=20 /UG=Mm.31577 /LL=24115 /UG_GENE=Vmd2 /UG
MOE430_2_1428857_at 272.6 249.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK011978.1 /DB_XREF=gi:12848435 /FEA=mRNA /CNT=32 /TID=Mm.27562.1 /TIER=Stack /STK=19 /UG=Mm.27562 /LL=72532 /UG_GENE=2610304F0
MOE430_2_1428858_at 238.5 285.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK014750.1 /DB_XREF=gi:12852781 /FEA=mRNA /CNT=52 /TID=Mm.27436.1 /TIER=Stack /STK=19 /UG=Mm.27436 /LL=73770 /UG_GENE=4833422F0
MOE430_2_1428863_at 95.5 94.2 P P 0.005859 0.005859 -0.1 NC 0.5 gb:AV129497 /DB_XREF=gi:16382595 /DB_XREF=AV129497 /CLONE=2700069A19 /FEA=mRNA /CNT=46 /TID=Mm.97055.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1428868_a_ 7223.9 6002.1 P P 0.000244 0.000244 -0.1 NC 0.51 gb:BG094492 /DB_XREF=gi:12576982 /DB_XREF=uu77a02.x1 /CLONE=IMAGE:3382538 /FEA=mRNA /CNT=140 /TID=Mm.683.2 /TIER=Stack /STK=18 /UG
MOE430_2_1428873_a_ 232.2 217.6 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AW495537 /DB_XREF=gi:7065818 /DB_XREF=UI-M-BH3-avb-e-04-0-UI.s1 /CLONE=UI-M-BH3-avb-e-04-0-UI /FEA=mRNA /CNT=191 /TID=Mm.3025
MOE430_2_1428889_at 694.1 672.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007557.1 /DB_XREF=gi:12841176 /FEA=mRNA /CNT=45 /TID=Mm.180136.1 /TIER=Stack /STK=18 /UG=Mm.180136 /LL=69113 /UG_GENE=1810020
MOE430_2_1428924_at 226.8 211.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AU016306 /DB_XREF=gi:3371310 /DB_XREF=AU016306 /CLONE=J0723C09 /FEA=mRNA /CNT=26 /TID=Mm.29912.1 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1428930_at 175.8 160.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012546.1 /DB_XREF=gi:12849357 /FEA=mRNA /CNT=37 /TID=Mm.103323.1 /TIER=Stack /STK=17 /UG=Mm.103323 /LL=72653 /UG_GENE=2700081
MOE430_2_1428980_at 13.6 16.4 P A 0.03 0.11 -0.1 NC 0.5 gb:AK003253.1 /DB_XREF=gi:12833803 /FEA=mRNA /CNT=22 /TID=Mm.28359.1 /TIER=Stack /STK=15 /UG=Mm.28359 /LL=73731 /UG_GENE=1110001M2
MOE430_2_1428991_at 11.3 7.6 A A 0.12 0.06 -0.1 NC 0.5 gb:BQ176967 /DB_XREF=gi:20352459 /DB_XREF=UI-M-DJ2-bwa-o-21-0-UI.s1 /CLONE=UI-M-DJ2-bwa-o-21-0-UI /FEA=mRNA /CNT=19 /TID=Mm.415
MOE430_2_1428998_at 293.8 263.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG080407 /DB_XREF=gi:12562975 /DB_XREF=H3053C07-5 /CLONE=H3053C07 /FEA=mRNA /CNT=62 /TID=Mm.179945.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1429004_at 117.3 114.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012667.1 /DB_XREF=gi:12849566 /FEA=mRNA /CNT=56 /TID=Mm.28871.1 /TIER=Stack /STK=14 /UG=Mm.28871 /LL=69937 /UG_GENE=2810004D2
MOE430_2_1429043_at 343.9 283.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB072076 /DB_XREF=gi:16260138 /DB_XREF=BB072076 /CLONE=9030008E11 /FEA=mRNA /CNT=98 /TID=Mm.41670.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1429050_at 337.4 331.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK015681.1 /DB_XREF=gi:12854106 /FEA=mRNA /CNT=45 /TID=Mm.196276.1 /TIER=Stack /STK=13 /UG=Mm.196276 /LL=74952 /UG_GENE=4930502
MOE430_2_1429059_s_ 250.9 224.2 P P 0.001953 0.001221 -0.1 NC 0.5 gb:AK003403.1 /DB_XREF=gi:12834052 /FEA=mRNA /CNT=27 /TID=Mm.33964.1 /TIER=Stack /STK=13 /UG=Mm.33964 /LL=66910 /UG_GENE=1110004B1
MOE430_2_1429077_x_ 7651.2 6961.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK008457.1 /DB_XREF=gi:12842649 /GEN=Rpl21 /FEA=mRNA /CNT=70 /TID=Mm.29896.2 /TIER=Stack /STK=12 /UG=Mm.29896 /LL=19933 /UG_TITL
MOE430_2_1429103_at 1086.9 966.7 P P 0.000244 0.000244 -0.1 NC 0.68 gb:AK008133.1 /DB_XREF=gi:12842128 /GEN=Rnf13 /FEA=mRNA /CNT=173 /TID=Mm.9326.3 /TIER=Stack /STK=11 /UG=Mm.9326 /LL=24017 /UG_TITLE
MOE430_2_1429104_at 461 410.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012581.1 /DB_XREF=gi:12849417 /FEA=mRNA /CNT=149 /TID=Mm.21687.1 /TIER=Stack /STK=61 /UG=Mm.21687 /LL=67803 /UG_GENE=0610025L
MOE430_2_1429153_at 55.4 50.3 P P 0.005859 0.02 -0.1 NC 0.5 gb:AK018324.1 /DB_XREF=gi:12857975 /FEA=mRNA /CNT=32 /TID=Mm.34398.1 /TIER=Stack /STK=10 /UG=Mm.34398 /LL=76213 /UG_GENE=6530406A2
MOE430_2_1429158_at 125.3 122.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV302798 /DB_XREF=gi:16393499 /DB_XREF=AV302798 /CLONE=5730505P19 /FEA=mRNA /CNT=32 /TID=Mm.196628.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1429170_a_ 56 52.6 M A 0.05 0.09 -0.1 NC 0.5 gb:AK012676.1 /DB_XREF=gi:12849581 /GEN=Mtf1 /FEA=mRNA /CNT=17 /TID=Mm.4563.2 /TIER=Stack /STK=10 /UG=Mm.4563 /LL=17764 /UG_TITLE=m
MOE430_2_1429178_at 121.1 120.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB472509 /DB_XREF=gi:16428053 /DB_XREF=BB472509 /CLONE=D230045I11 /FEA=mRNA /CNT=14 /TID=Mm.45150.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429198_at 245.7 205.9 P P 0.000244 0.000732 -0.1 NC 0.69 gb:AK007661.1 /DB_XREF=gi:12841345 /FEA=mRNA /CNT=34 /TID=Mm.15974.1 /TIER=Stack /STK=9 /UG=Mm.15974 /LL=69155 /UG_GENE=1810030O07
MOE430_2_1429222_at 28.4 21.9 P P 0.008057 0.01 -0.1 NC 0.45 gb:AI661697 /DB_XREF=gi:4765280 /DB_XREF=vb19a10.x1 /CLONE=IMAGE:749370 /FEA=mRNA /CNT=20 /TID=Mm.89425.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429235_at 3.1 0.7 A A 0.66 0.91 -0.1 NC 0.75 gb:AK019470.1 /DB_XREF=gi:12859695 /FEA=mRNA /CNT=81 /TID=Mm.40681.1 /TIER=Stack /STK=8 /UG=Mm.40681 /LL=78754 /UG_GENE=4631401E18
MOE430_2_1429247_at 14.4 12.3 A P 0.06 0.03 -0.1 NC 0.5 gb:AK013026.1 /DB_XREF=gi:12850134 /GEN=Anxa6 /FEA=mRNA /CNT=36 /TID=Mm.22619.2 /TIER=Stack /STK=8 /UG=Mm.22619 /LL=11749 /UG_TITL
MOE430_2_1429253_at 143.8 146.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK018207.1 /DB_XREF=gi:12857818 /FEA=mRNA /CNT=56 /TID=Mm.27512.1 /TIER=Stack /STK=8 /UG=Mm.27512 /LL=67785 /UG_GENE=6330503C17
MOE430_2_1429270_a_ 16.4 19 A A 0.14 0.11 -0.1 NC 0.5 gb:AK005954.1 /DB_XREF=gi:12838805 /FEA=mRNA /CNT=13 /TID=Mm.27777.1 /TIER=Stack /STK=8 /UG=Mm.27777 /LL=71846 /UG_GENE=1700013H19
MOE430_2_1429274_at 3.7 2.8 A A 0.3 0.6 -0.1 NC 0.5 gb:AK009282.1 /DB_XREF=gi:12843984 /FEA=mRNA /CNT=16 /TID=Mm.41381.1 /TIER=Stack /STK=8 /UG=Mm.41381 /LL=71897 /UG_GENE=2310010M24
MOE430_2_1429285_at 0.6 0.4 A A 0.82 0.9 -0.1 NC 0.76 gb:AK009343.1 /DB_XREF=gi:12844083 /FEA=mRNA /CNT=10 /TID=Mm.201338.1 /TIER=Stack /STK=8 /UG=Mm.201338 /LL=71907 /UG_GENE=2310014L
MOE430_2_1429292_a_ 22.5 19.6 A A 0.12 0.17 -0.1 NC 0.5 gb:AK009850.1 /DB_XREF=gi:12844899 /FEA=mRNA /CNT=90 /TID=Mm.87388.2 /TIER=Stack /STK=73 /UG=Mm.87388 /LL=69698 /UG_GENE=2310046K0
MOE430_2_1429301_at 98.7 115.9 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK019507.1 /DB_XREF=gi:12859758 /FEA=mRNA /CNT=179 /TID=Mm.51136.1 /TIER=Stack /STK=58 /UG=Mm.51136 /LL=68689 /UG_GENE=1110035J
MOE430_2_1429344_at 18.9 12.8 M A 0.05 0.12 -0.1 NC 0.62 gb:BB357317 /DB_XREF=gi:9069145 /DB_XREF=BB357317 /CLONE=C030020C02 /FEA=mRNA /CNT=36 /TID=Mm.90471.1 /TIER=Stack /STK=35 /UG=M
MOE430_2_1429345_at 29 27.7 P P 0.00293 0.001953 -0.1 NC 0.35 gb:AK016563.1 /DB_XREF=gi:12855362 /FEA=mRNA /CNT=41 /TID=Mm.220977.1 /TIER=Stack /STK=34 /UG=Mm.220977 /LL=74395 /UG_GENE=4932441
MOE430_2_1429347_at 9.5 10.3 A A 0.09 0.21 -0.1 NC 0.5 gb:AK016670.1 /DB_XREF=gi:12855533 /FEA=mRNA /CNT=68 /TID=Mm.46135.2 /TIER=Stack /STK=20 /UG=Mm.46135 /LL=66813 /UG_GENE=9030625M0
MOE430_2_1429359_s_ 93.9 83.5 P P 0.000244 0.001953 -0.1 NC 0.83 gb:AK003434.1 /DB_XREF=gi:12834103 /FEA=mRNA /CNT=61 /TID=Mm.12436.1 /TIER=Stack /STK=31 /UG=Mm.12436 /LL=102213 /UG_GENE=2010300K
MOE430_2_1429362_a_ 683.2 762.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012643.1 /DB_XREF=gi:12849522 /FEA=mRNA /CNT=110 /TID=Mm.196532.1 /TIER=Stack /STK=30 /UG=Mm.196532 /LL=78505 /UG_GENE=281044
MOE430_2_1429363_at 59.7 57.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB815335 /DB_XREF=gi:16987964 /DB_XREF=BB815335 /CLONE=G730028H23 /FEA=mRNA /CNT=58 /TID=Mm.47914.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1429380_at 33.9 32.4 P P 0.005859 0.001221 -0.1 NC 0.34 gb:BB284267 /DB_XREF=gi:8984716 /DB_XREF=BB284267 /CLONE=A930105E15 /FEA=mRNA /CNT=35 /TID=Mm.196208.2 /TIER=Stack /STK=27 /UG=M
MOE430_2_1429385_at 146.9 141.1 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK005902.1 /DB_XREF=gi:12838725 /FEA=mRNA /CNT=64 /TID=Mm.153050.1 /TIER=Stack /STK=26 /UG=Mm.153050 /LL=71833 /UG_GENE=1700012
MOE430_2_1429396_at 43.8 36.5 P P 0.01 0.04 -0.1 NC 0.85 gb:AK010773.1 /DB_XREF=gi:12846451 /FEA=mRNA /CNT=38 /TID=Mm.133588.1 /TIER=Stack /STK=25 /UG=Mm.133588 /LL=73683 /UG_GENE=2410118
MOE430_2_1429407_at 111.6 106.1 P P 0.000732 0.001221 -0.1 NC 0.5 gb:AK007582.1 /DB_XREF=gi:12841215 /FEA=mRNA /CNT=32 /TID=Mm.45279.1 /TIER=Stack /STK=24 /UG=Mm.45279 /LL=69129 /UG_GENE=1810022F1
MOE430_2_1429425_at 421.1 419.6 P P 0.000244 0.000244 -0.1 NC 0.63 gb:AV225955 /DB_XREF=gi:16385273 /DB_XREF=AV225955 /CLONE=3830432K05 /FEA=mRNA /CNT=153 /TID=Mm.28481.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1429454_at 911.8 757.6 P P 0.000244 0.000244 -0.1 NC 0.51 gb:AK014474.1 /DB_XREF=gi:12852351 /FEA=mRNA /CNT=147 /TID=Mm.154503.1 /TIER=Stack /STK=20 /UG=Mm.154503 /LL=66691 /UG_GENE=443240
MOE430_2_1429455_at 129.5 132.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB795549 /DB_XREF=gi:16965168 /DB_XREF=BB795549 /CLONE=G431005I19 /FEA=mRNA /CNT=147 /TID=Mm.154503.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1429456_a_ 79.9 80.2 P P 0.000244 0.001221 -0.1 NC 0.5 gb:AK005034.1 /DB_XREF=gi:12836674 /GEN=Sin /FEA=mRNA /CNT=79 /TID=Mm.30605.2 /TIER=Stack /STK=20 /UG=Mm.30605 /LL=26939 /UG_TITLE=
MOE430_2_1429460_at 3.9 3.9 A A 0.42 0.6 -0.1 NC 0.5 gb:AK019508.1 /DB_XREF=gi:12859759 /FEA=mRNA /CNT=32 /TID=Mm.66217.1 /TIER=Stack /STK=20 /UG=Mm.66217 /LL=78249 /UG_GENE=4632435A0
MOE430_2_1429468_at 24.1 28.4 P P 0.005859 0.01 -0.1 NC 0.5 gb:AK003775.1 /DB_XREF=gi:12834645 /FEA=mRNA /CNT=33 /TID=Mm.40490.1 /TIER=Stack /STK=20 /UG=Mm.40490 /LL=68594 /UG_GENE=1110018F1
MOE430_2_1429473_at 96.8 82.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV292561 /DB_XREF=gi:15405830 /DB_XREF=AV292561 /CLONE=5430426E24 /FEA=mRNA /CNT=138 /TID=Mm.24056.4 /TIER=Stack /STK=19 /UG=
MOE430_2_1429476_s_ 2312.5 2085.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG063818 /DB_XREF=gi:12546304 /DB_XREF=H3011A07-3 /CLONE=H3011A07 /FEA=mRNA /CNT=27 /TID=Mm.158315.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1429492_x_ 14 9 P A 0.04 0.21 -0.1 NC 0.5 gb:AI596401 /DB_XREF=gi:4605449 /DB_XREF=vj61b11.x1 /CLONE=IMAGE:933501 /FEA=mRNA /CNT=39 /TID=Mm.3871.3 /TIER=Stack /STK=18 /UG=M
MOE430_2_1429513_at 0.5 1.4 A A 0.93 0.62 -0.1 NC 0.15 gb:AK006132.1 /DB_XREF=gi:12839068 /FEA=mRNA /CNT=18 /TID=Mm.46121.1 /TIER=Stack /STK=17 /UG=Mm.46121 /LL=69423 /UG_GENE=1700019M2
MOE430_2_1429522_at 27.6 24.3 P P 0.001953 0.000244 -0.1 NC 0.39 gb:BB796723 /DB_XREF=gi:16966342 /DB_XREF=BB796723 /CLONE=G4D0010K16 /FEA=mRNA /CNT=23 /TID=Mm.73248.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1429526_at 22 19.1 P P 0.008057 0.02 -0.1 NC 0.45 gb:AK014475.1 /DB_XREF=gi:12852353 /FEA=mRNA /CNT=20 /TID=Mm.45602.1 /TIER=Stack /STK=16 /UG=Mm.45602 /LL=70787 /UG_GENE=4432404P0
MOE430_2_1429529_at 104.9 96.9 P P 0.000244 0.001221 -0.1 NC 0.5 gb:BB787346 /DB_XREF=gi:16955842 /DB_XREF=BB787346 /CLONE=G430116G04 /FEA=mRNA /CNT=91 /TID=Mm.148616.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1429531_at 39.7 35.2 P P 0.005859 0.008057 -0.1 NC 0.5 gb:AA414859 /DB_XREF=gi:2075016 /DB_XREF=vc71b03.s1 /CLONE=IMAGE:779981 /FEA=mRNA /CNT=90 /TID=Mm.34659.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1429546_at 57.5 70.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB525750 /DB_XREF=gi:16444205 /DB_XREF=BB525750 /CLONE=D930029A21 /FEA=mRNA /CNT=32 /TID=Mm.179080.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1429591_at 15 23.6 P P 0.005859 0.005859 -0.1 NC 0.42 gb:BE862546 /DB_XREF=gi:10381616 /DB_XREF=UI-M-BG1-aih-e-04-0-UI.r1 /CLONE=UI-M-BG1-aih-e-04-0-UI /FEA=mRNA /CNT=27 /TID=Mm.15017
MOE430_2_1429596_at 86.1 85.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010254.1 /DB_XREF=gi:12845558 /FEA=mRNA /CNT=20 /TID=Mm.46445.1 /TIER=Stack /STK=13 /UG=Mm.46445 /LL=69701 /UG_GENE=2400002F0
MOE430_2_1429603_at 26.4 26.5 P P 0.000244 0.00293 -0.1 NC 0.5 gb:AK002569.1 /DB_XREF=gi:12832645 /FEA=mRNA /CNT=18 /TID=Mm.82354.3 /TIER=Stack /STK=13 /UG=Mm.82354 /LL=73242 /UG_GENE=3110080J0
MOE430_2_1429604_at 0.9 1.9 A A 0.78 0.91 -0.1 NC 0.5 gb:BB784910 /DB_XREF=gi:16953406 /DB_XREF=BB784910 /CLONE=G430099I03 /FEA=mRNA /CNT=17 /TID=Mm.127089.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429618_at 68.5 93.3 P P 0.00293 0.008057 -0.1 NC 0.5 gb:BM119209 /DB_XREF=gi:17087235 /DB_XREF=L0922D05-3 /CLONE=L0922D05 /FEA=mRNA /CNT=81 /TID=Mm.24282.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429631_at 116.7 110.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK013316.1 /DB_XREF=gi:12850605 /FEA=mRNA /CNT=27 /TID=Mm.25643.1 /TIER=Stack /STK=12 /UG=Mm.25643 /LL=50721 /UG_GENE=Sirt6 /UG_
MOE430_2_1429648_at 102.4 92 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BI558379 /DB_XREF=gi:15445693 /DB_XREF=603240440F1 /CLONE=IMAGE:5293664 /FEA=mRNA /CNT=92 /TID=Mm.29250.1 /TIER=Stack /STK=11 /
MOE430_2_1429650_at 114.9 126.4 P P 0.008057 0.008057 -0.1 NC 0.5 gb:AV091811 /DB_XREF=gi:16381588 /DB_XREF=AV091811 /CLONE=2310065M20 /FEA=mRNA /CNT=88 /TID=Mm.22193.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429656_at 35 30.7 P P 0.001953 0.000732 -0.1 NC 0.5 gb:BB041370 /DB_XREF=gi:15403845 /DB_XREF=BB041370 /CLONE=6030455H18 /FEA=mRNA /CNT=25 /TID=Mm.89878.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429667_at 8.4 11.5 A A 0.14 0.06 -0.1 NC 0.5 gb:AV227263 /DB_XREF=gi:16385427 /DB_XREF=AV227263 /CLONE=4122402L22 /FEA=mRNA /CNT=32 /TID=Mm.132990.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1429669_at 1.7 0.9 A A 0.93 0.88 -0.1 NC 0.24 gb:AK015647.1 /DB_XREF=gi:12854058 /FEA=mRNA /CNT=14 /TID=Mm.203973.1 /TIER=Stack /STK=11 /UG=Mm.203973 /LL=75809 /UG_GENE=4930488
MOE430_2_1429682_at 3.3 5.2 A A 0.27 0.21 -0.1 NC 0.5 gb:AK015259.1 /DB_XREF=gi:12853525 /FEA=mRNA /CNT=30 /TID=Mm.32239.1 /TIER=Stack /STK=10 /UG=Mm.32239 /LL=74645 /UG_GENE=4930431B0
MOE430_2_1429695_at 0.5 0.8 A A 0.99 0.93 -0.1 NC 0.16 gb:AK006830.1 /DB_XREF=gi:12840104 /FEA=mRNA /CNT=17 /TID=Mm.33863.1 /TIER=Stack /STK=10 /UG=Mm.33863 /LL=73456 /UG_GENE=1700058F1
MOE430_2_1429740_at 28.1 32.3 P A 0.04 0.06 -0.1 NC 0.5 gb:AI415173 /DB_XREF=gi:4258677 /DB_XREF=mc05a11.x1 /CLONE=IMAGE:338012 /FEA=mRNA /CNT=12 /TID=Mm.77396.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429760_at 13.9 15.7 A M 0.09 0.05 -0.1 NC 0.35 gb:BB449218 /DB_XREF=gi:16425335 /DB_XREF=BB449218 /CLONE=D030070I23 /FEA=mRNA /CNT=113 /TID=Mm.37617.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1429822_at 55.3 38.2 P P 0.02 0.04 -0.1 NC 0.76 gb:AK014609.1 /DB_XREF=gi:12852571 /FEA=mRNA /CNT=11 /TID=Mm.178280.1 /TIER=Stack /STK=8 /UG=Mm.178280 /LL=70828 /UG_GENE=4633401B
MOE430_2_1429828_at 0.5 0.5 A A 0.96 0.94 -0.1 NC 0.5 gb:AK006311.1 /DB_XREF=gi:12839344 /FEA=mRNA /CNT=9 /TID=Mm.45466.1 /TIER=Stack /STK=8 /UG=Mm.45466 /LL=69382 /UG_GENE=1700024P04R
MOE430_2_1429836_at 15.6 15 A A 0.14 0.11 -0.1 NC 0.5 gb:BM218963 /DB_XREF=gi:17778633 /DB_XREF=C0918C06-3 /CLONE=C0918C06 /FEA=mRNA /CNT=18 /TID=Mm.40497.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429846_at 19.1 15.7 A P 0.09 0.03 -0.1 NC 0.5 gb:BM250766 /DB_XREF=gi:17886036 /DB_XREF=K0854H02-3 /CLONE=K0854H02 /FEA=mRNA /CNT=10 /TID=Mm.100469.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429850_x_ 140.2 125 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK008083.1 /DB_XREF=gi:12842045 /FEA=mRNA /CNT=14 /TID=Mm.35514.2 /TIER=ConsEnd /STK=7 /UG=Mm.35514 /LL=72041 /UG_GENE=2010004
MOE430_2_1429893_at 591.7 554.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012666.1 /DB_XREF=gi:12849564 /FEA=mRNA /CNT=11 /TID=Mm.27109.1 /TIER=ConsEnd /STK=6 /UG=Mm.27109 /LL=69933 /UG_GENE=2810004A
MOE430_2_1429899_at 76.5 91.4 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB039237 /DB_XREF=gi:8445623 /DB_XREF=BB039237 /CLONE=6030441G16 /FEA=mRNA /CNT=11 /TID=Mm.112365.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1429917_at 20.4 13.3 P A 0.03 0.06 -0.1 NC 0.5 gb:AV229058 /DB_XREF=gi:16385615 /DB_XREF=AV229058 /CLONE=4631404C02 /FEA=mRNA /CNT=9 /TID=Mm.150150.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1429979_a_ 345.5 333.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007977.1 /DB_XREF=gi:12841874 /FEA=mRNA /CNT=9 /TID=Mm.221174.2 /TIER=ConsEnd /STK=5 /UG=Mm.221174 /LL=72055 /UG_GENE=181007
MOE430_2_1430016_at 0.5 0.8 A A 0.82 0.85 -0.1 NC 0.5 gb:AK016349.1 /DB_XREF=gi:12855042 /FEA=mRNA /CNT=6 /TID=Mm.50087.1 /TIER=ConsEnd /STK=5 /UG=Mm.50087 /LL=75942 /UG_GENE=4930584F
MOE430_2_1430050_at 15.5 14 A A 0.19 0.11 -0.1 NC 0.34 gb:AK014820.1 /DB_XREF=gi:12852886 /FEA=mRNA /CNT=10 /TID=Mm.33314.1 /TIER=ConsEnd /STK=4 /UG=Mm.33314 /LL=74351 /UG_GENE=4921506
MOE430_2_1430078_a_ 67.5 77.6 P P 0.02 0.03 -0.1 NC 0.53 gb:AK008192.1 /DB_XREF=gi:12842228 /GEN=Ogg1 /FEA=mRNA /CNT=9 /TID=Mm.43612.2 /TIER=ConsEnd /STK=4 /UG=Mm.43612 /LL=18294 /UG_TITL
MOE430_2_1430120_at 0.3 0.3 A A 0.97 0.9 -0.1 NC 0.89 gb:AK005973.1 /DB_XREF=gi:12838835 /FEA=mRNA /CNT=5 /TID=Mm.196065.1 /TIER=ConsEnd /STK=4 /UG=Mm.196065 /LL=72209 /UG_GENE=170001
MOE430_2_1430123_a_ 9958.5 9281.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009462.1 /DB_XREF=gi:12844273 /GEN=Akr1a4 /FEA=mRNA /CNT=82 /TID=Mm.30085.2 /TIER=ConsEnd /STK=3 /UG=Mm.30085 /LL=58810 /UG_T
MOE430_2_1430124_x_ 5013.4 4776 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009462.1 /DB_XREF=gi:12844273 /GEN=Akr1a4 /FEA=mRNA /CNT=82 /TID=Mm.30085.2 /TIER=ConsEnd /STK=3 /UG=Mm.30085 /LL=58810 /UG_T
MOE430_2_1430161_at 28.3 24.3 A A 0.08 0.06 -0.1 NC 0.5 gb:AK005477.1 /DB_XREF=gi:12838061 /FEA=mRNA /CNT=9 /TID=Mm.135216.1 /TIER=ConsEnd /STK=3 /UG=Mm.135216 /LL=74226 /UG_GENE=160001
MOE430_2_1430173_x_ 42.3 44.7 P P 0.001221 0.01 -0.1 NC 0.83 gb:AK009445.1 /DB_XREF=gi:12844244 /FEA=mRNA /CNT=10 /TID=Mm.30504.2 /TIER=ConsEnd /STK=3 /UG=Mm.30504 /LL=70101 /UG_GENE=2310021
MOE430_2_1430183_at 95.1 83.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK014695.1 /DB_XREF=gi:12852701 /FEA=mRNA /CNT=7 /TID=Mm.32944.1 /TIER=ConsEnd /STK=3 /UG=Mm.32944 /LL=71633 /UG_GENE=4833414E
MOE430_2_1430243_at 14.7 19.1 A A 0.24 0.36 -0.1 NC 0.5 gb:BB793592 /DB_XREF=gi:16963211 /DB_XREF=BB793592 /CLONE=G430146M12 /FEA=mRNA /CNT=5 /TID=Mm.214533.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430267_at 3.5 3.9 A A 0.43 0.53 -0.1 NC 0.11 gb:AK016691.1 /DB_XREF=gi:12855567 /FEA=mRNA /CNT=4 /TID=Mm.61177.1 /TIER=ConsEnd /STK=3 /UG=Mm.61177 /LL=74067 /UG_GENE=4933406G
MOE430_2_1430270_at 22.9 16.1 A A 0.08 0.27 -0.1 NC 0.5 gb:BB255077 /DB_XREF=gi:8947823 /DB_XREF=BB255077 /CLONE=A730065C08 /FEA=mRNA /CNT=4 /TID=Mm.133343.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430288_x_ 8940.7 7945.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007850.1 /DB_XREF=gi:12841667 /FEA=mRNA /CNT=4 /TID=Mm.181878.1 /TIER=ConsEnd /STK=3 /UG=Mm.181878 /LL=76519 /UG_GENE=181004
MOE430_2_1430296_at 9.5 11.6 A A 0.17 0.09 -0.1 NC 0.5 gb:AK014635.1 /DB_XREF=gi:12852613 /FEA=mRNA /CNT=15 /TID=Mm.181429.1 /TIER=ConsEnd /STK=2 /UG=Mm.181429 /LL=70831 /UG_GENE=47334
MOE430_2_1430299_at 21.5 24.1 P M 0.01 0.05 -0.1 NC 0.5 gb:BF318506 /DB_XREF=gi:11267017 /DB_XREF=ux10g03.x1 /CLONE=IMAGE:3471124 /FEA=mRNA /CNT=14 /TID=Mm.139268.1 /TIER=ConsEnd /STK=2 
MOE430_2_1430302_at 24.9 19.9 P P 0.005859 0.03 -0.1 NC 0.5 gb:AK019934.1 /DB_XREF=gi:12860342 /FEA=mRNA /CNT=13 /TID=Mm.200385.1 /TIER=ConsEnd /STK=2 /UG=Mm.200385 /LL=77064 /UG_GENE=53304
MOE430_2_1430317_at 20.2 23.6 P P 0.00415 0.02 -0.1 NC 0.5 gb:BB279437 /DB_XREF=gi:16401167 /DB_XREF=BB279437 /CLONE=A930017N04 /FEA=mRNA /CNT=17 /TID=Mm.32248.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430360_at 20.4 26.9 P P 0.01 0.01 -0.1 NC 0.5 gb:BG797253 /DB_XREF=gi:14143850 /DB_XREF=ic12g12.x1 /FEA=mRNA /CNT=7 /TID=Mm.178727.1 /TIER=ConsEnd /STK=2 /UG=Mm.178727 /LL=7461
MOE430_2_1430385_a_ 59.5 70.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB207162 /DB_XREF=gi:8872115 /DB_XREF=BB207162 /CLONE=A430080E15 /FEA=mRNA /CNT=6 /TID=Mm.196286.2 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430429_at 30.7 34.7 P P 0.000732 0.01 -0.1 NC 0.5 gb:AK011463.1 /DB_XREF=gi:12847601 /FEA=mRNA /CNT=6 /TID=Mm.158756.1 /TIER=ConsEnd /STK=2 /UG=Mm.158756 /LL=71808 /UG_GENE=261001
MOE430_2_1430526_a_ 180.4 200.9 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AK011935.1 /DB_XREF=gi:12848364 /FEA=mRNA /CNT=4 /TID=Mm.12184.3 /TIER=ConsEnd /STK=2 /UG=Mm.12184 /LL=67155 /UG_GENE=2610209L
MOE430_2_1430527_a_ 798.6 725.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017523.1 /DB_XREF=gi:12856802 /FEA=mRNA /CNT=39 /TID=Mm.29092.2 /TIER=ConsEnd /STK=1 /UG=Mm.29092 /LL=70510 /UG_GENE=5730408
MOE430_2_1430530_s_ 161.8 188.1 P P 0.001221 0.000732 -0.1 NC 0.5 gb:AK012340.1 /DB_XREF=gi:12849016 /FEA=mRNA /CNT=32 /TID=Mm.28451.1 /TIER=ConsEnd /STK=1 /UG=Mm.28451 /LL=67824 /UG_GENE=1110025
MOE430_2_1430544_at 30.1 25 P A 0.03 0.08 -0.1 NC 0.5 gb:AV312645 /DB_XREF=gi:6277897 /DB_XREF=AV312645 /CLONE=5830404H04 /FEA=mRNA /CNT=20 /TID=Mm.27641.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430547_s_ 223.3 202.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010433.1 /DB_XREF=gi:12845873 /FEA=mRNA /CNT=19 /TID=Mm.196166.1 /TIER=ConsEnd /STK=1 /UG=Mm.196166 /LL=69220 /UG_GENE=24100
MOE430_2_1430585_at 30.7 45.2 P P 0.01 0.01 -0.1 NC 0.5 gb:BG798082 /DB_XREF=gi:14162414 /DB_XREF=ic09e12.x1 /FEA=mRNA /CNT=12 /TID=Mm.132666.1 /TIER=ConsEnd /STK=1 /UG=Mm.132666 /LL=770
MOE430_2_1430597_at 1 1 A A 0.88 0.85 -0.1 NC 0.5 gb:BB206614 /DB_XREF=gi:16352156 /DB_XREF=BB206614 /CLONE=A430077C11 /FEA=mRNA /CNT=14 /TID=Mm.159667.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430598_at 5.7 4.1 A A 0.21 0.33 -0.1 NC 0.42 gb:AU258667 /DB_XREF=gi:20324448 /DB_XREF=AU258667 /CLONE=BED0013443 /FEA=mRNA /CNT=14 /TID=Mm.5244.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430601_at 49.1 62.9 P P 0.01 0.02 -0.1 NC 0.5 gb:BB199273 /DB_XREF=gi:16271287 /DB_XREF=BB199273 /CLONE=A430013M05 /FEA=mRNA /CNT=12 /TID=Mm.202347.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430609_at 7.4 8.3 A A 0.56 0.43 -0.1 NC 0.37 gb:AK015161.1 /DB_XREF=gi:12853390 /FEA=mRNA /CNT=9 /TID=Mm.200590.1 /TIER=ConsEnd /STK=1 /UG=Mm.200590 /LL=76866 /UG_GENE=493041
MOE430_2_1430616_at 15.8 10.6 A A 0.08 0.09 -0.1 NC 0.5 gb:BB185833 /DB_XREF=gi:16270439 /DB_XREF=BB185833 /CLONE=A330029F17 /FEA=mRNA /CNT=12 /TID=Mm.67143.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430619_a_ 159.4 174.4 P P 0.000732 0.001953 -0.1 NC 0.65 gb:AV324744 /DB_XREF=gi:6294661 /DB_XREF=AV324744 /CLONE=6230427F08 /FEA=mRNA /CNT=12 /TID=Mm.28088.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430653_at 12.8 10.4 A A 0.12 0.19 -0.1 NC 0.5 gb:AI481778 /DB_XREF=gi:4375004 /DB_XREF=vf97g07.x1 /CLONE=IMAGE:851772 /FEA=mRNA /CNT=9 /TID=Mm.125519.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430661_at 31.5 31.3 P A 0.03 0.06 -0.1 NC 0.37 gb:AI450945 /DB_XREF=gi:4300549 /DB_XREF=ms28c12.x1 /CLONE=IMAGE:608278 /FEA=mRNA /CNT=8 /TID=Mm.44848.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430708_a_ 13.3 14.1 A A 0.17 0.21 -0.1 NC 0.35 gb:BB817276 /DB_XREF=gi:16989905 /DB_XREF=BB817276 /CLONE=G730038O03 /FEA=mRNA /CNT=5 /TID=Mm.154306.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430710_at 5.7 4.2 A A 0.5 0.3 -0.1 NC 0.2 gb:BF463223 /DB_XREF=gi:11532406 /DB_XREF=UI-M-CG0p-bnk-h-09-0-UI.s1 /CLONE=UI-M-CG0p-bnk-h-09-0-UI /FEA=mRNA /CNT=5 /TID=Mm.156
MOE430_2_1430731_at 1.4 0.4 A A 0.8 0.91 -0.1 NC 0.9 gb:AK017442.1 /DB_XREF=gi:12856679 /FEA=mRNA /CNT=6 /TID=Mm.51510.1 /TIER=ConsEnd /STK=1 /UG=Mm.51510 /LL=71453 /UG_GENE=5530401P
MOE430_2_1430776_s_ 445 403.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017778.1 /DB_XREF=gi:12857195 /FEA=mRNA /CNT=4 /TID=Mm.64214.1 /TIER=ConsEnd /STK=1 /UG=Mm.64214 /LL=70615 /UG_GENE=5730519E
MOE430_2_1430784_a_ 38.6 31.3 P P 0.000732 0.001221 -0.1 NC 0.5 gb:AK016530.1 /DB_XREF=gi:12855311 /FEA=mRNA /CNT=6 /TID=Mm.24372.1 /TIER=ConsEnd /STK=1 /UG=Mm.24372 /LL=74370 /UG_GENE=4932417H
MOE430_2_1430854_at 0.7 2 A A 0.93 0.6 -0.1 NC 0.03 gb:AK011159.1 /DB_XREF=gi:12847102 /FEA=mRNA /CNT=4 /TID=Mm.47961.1 /TIER=ConsEnd /STK=1 /UG=Mm.47961 /LL=72115 /UG_GENE=2600005J
MOE430_2_1430869_a_ 94.3 86.1 P P 0.01 0.02 -0.1 NC 0.5 gb:BF460630 /DB_XREF=gi:11529787 /DB_XREF=UI-M-CG0p-bmg-a-11-0-UI.s1 /CLONE=UI-M-CG0p-bmg-a-11-0-UI /FEA=mRNA /CNT=3 /TID=Mm.40
MOE430_2_1430873_at 3.2 1.5 A A 0.75 0.87 -0.1 NC 0.5 gb:AV040957 /DB_XREF=gi:4860622 /DB_XREF=AV040957 /CLONE=1700014P11 /FEA=mRNA /CNT=3 /TID=Mm.160351.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430909_at 2.8 2.8 A A 0.8 0.85 -0.1 NC 0.65 gb:AV270366 /DB_XREF=gi:6258403 /DB_XREF=AV270366 /CLONE=4930548O11 /FEA=mRNA /CNT=3 /TID=Mm.159949.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430945_at 2.3 1.2 A A 0.66 0.72 -0.1 NC 0.5 gb:AK020898.1 /DB_XREF=gi:12861625 /FEA=mRNA /CNT=3 /TID=Mm.195799.1 /TIER=ConsEnd /STK=1 /UG=Mm.195799 /LL=77822 /UG_GENE=A93002
MOE430_2_1430956_at 5.9 6.7 A A 0.19 0.14 -0.1 NC 0.5 gb:AV210191 /DB_XREF=gi:6150804 /DB_XREF=AV210191 /CLONE=1700123D09 /FEA=mRNA /CNT=3 /TID=Mm.22345.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430966_at 31.9 30.3 P P 0.01 0.01 -0.1 NC 0.5 gb:BB019121 /DB_XREF=gi:8190890 /DB_XREF=BB019121 /CLONE=4930583K21 /FEA=mRNA /CNT=3 /TID=Mm.150184.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431023_at 28.1 29.7 P P 0.000244 0.00293 -0.1 NC 0.5 gb:BG297856 /DB_XREF=gi:13061926 /DB_XREF=602396025F1 /CLONE=IMAGE:4507662 /FEA=mRNA /CNT=26 /TID=Mm.31500.1 /TIER=ConsEnd /STK=
MOE430_2_1431030_a_ 195.2 196.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010162.1 /DB_XREF=gi:12845410 /GEN=Rnf14 /FEA=mRNA /CNT=14 /TID=Mm.22086.3 /TIER=ConsEnd /STK=0 /UG=Mm.22086 /LL=56736 /UG_TI
MOE430_2_1431043_at 2.3 2.4 A A 0.53 0.63 -0.1 NC 0.5 gb:W78395 /DB_XREF=gi:1389039 /DB_XREF=me78e05.r1 /CLONE=IMAGE:401696 /FEA=mRNA /CNT=23 /TID=Mm.45734.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431115_at 1.2 1.9 A A 0.43 0.87 -0.1 NC 0.97 gb:AK017884.1 /DB_XREF=gi:12857362 /FEA=mRNA /CNT=13 /TID=Mm.31137.1 /TIER=ConsEnd /STK=0 /UG=Mm.31137 /LL=68049 /UG_GENE=5730599
MOE430_2_1431121_at 64 38.2 P P 0.00293 0.008057 -0.1 NC 0.5 gb:BI692117 /DB_XREF=gi:15654746 /DB_XREF=603311784F1 /CLONE=IMAGE:5351853 /FEA=mRNA /CNT=11 /TID=Mm.159552.1 /TIER=ConsEnd /STK=
MOE430_2_1431128_at 24.1 17.6 P A 0.008057 0.11 -0.1 NC 0.5 gb:AI593513 /DB_XREF=gi:4602561 /DB_XREF=vu52g08.x1 /CLONE=IMAGE:1195070 /FEA=mRNA /CNT=17 /TID=Mm.45293.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431137_at 47.8 37.4 P P 0.04 0.04 -0.1 NC 0.5 gb:AI614077 /DB_XREF=gi:4623244 /DB_XREF=vg35f05.y1 /CLONE=IMAGE:863361 /FEA=mRNA /CNT=13 /TID=Mm.200917.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431152_at 29.6 25.5 A A 0.24 0.14 -0.1 NC 0.5 gb:AK016123.1 /DB_XREF=gi:12854738 /FEA=mRNA /CNT=9 /TID=Mm.178759.1 /TIER=ConsEnd /STK=0 /UG=Mm.178759 /LL=67666 /UG_GENE=493055
MOE430_2_1431163_at 141.3 135.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB628316 /DB_XREF=gi:16465778 /DB_XREF=BB628316 /CLONE=9530092G05 /FEA=mRNA /CNT=8 /TID=Mm.154647.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431167_at 0.5 0.9 A A 0.94 0.85 -0.1 NC 0.5 gb:AI646503 /DB_XREF=gi:4724978 /DB_XREF=vv52h02.x1 /CLONE=IMAGE:1226067 /FEA=mRNA /CNT=13 /TID=Mm.220937.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431170_at 38.4 37.3 P P 0.001221 0.00293 -0.1 NC 0.5 gb:AA388313 /DB_XREF=gi:2041279 /DB_XREF=vc24h03.r1 /CLONE=IMAGE:775541 /FEA=mRNA /CNT=12 /TID=Mm.8547.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431177_a_ 9564.1 7567.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK002613.1 /DB_XREF=gi:12832724 /GEN=Rpl10a /FEA=mRNA /CNT=10 /TID=Mm.2424.3 /TIER=ConsEnd /STK=0 /UG=Mm.2424 /LL=19896 /UG_TIT
MOE430_2_1431178_at 7.3 9.1 A A 0.24 0.27 -0.1 NC 0.4 gb:BF016392 /DB_XREF=gi:10747658 /DB_XREF=uy40e10.y1 /CLONE=IMAGE:3662058 /FEA=mRNA /CNT=10 /TID=Mm.159992.1 /TIER=ConsEnd /STK=0
MOE430_2_1431182_at 34 45.2 P P 0.000244 0.001221 -0.1 NC 0.5 gb:AK004608.1 /DB_XREF=gi:12835893 /GEN=Hspa8 /FEA=mRNA /CNT=8 /TID=Mm.197551.2 /TIER=ConsEnd /STK=0 /UG=Mm.197551 /LL=15481 /UG_T
MOE430_2_1431186_at 30.4 32.1 M A 0.05 0.06 -0.1 NC 0.5 gb:BF140264 /DB_XREF=gi:10979304 /DB_XREF=601788159F1 /CLONE=IMAGE:4015863 /FEA=mRNA /CNT=8 /TID=Mm.200232.1 /TIER=ConsEnd /STK=0
MOE430_2_1431200_a_ 126.4 103.7 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AA267016 /DB_XREF=gi:1903752 /DB_XREF=mz96c05.r1 /CLONE=IMAGE:721256 /FEA=mRNA /CNT=16 /TID=Mm.2519.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431203_at 23.5 25.7 P P 0.000244 0.001953 -0.1 NC 0.5 gb:AA690806 /DB_XREF=gi:2691742 /DB_XREF=vt25h10.r1 /CLONE=IMAGE:1164163 /FEA=mRNA /CNT=12 /TID=Mm.171399.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1431209_s_ 14.3 13.6 A A 0.06 0.09 -0.1 NC 0.5 gb:BG083186 /DB_XREF=gi:12565754 /DB_XREF=H3085E02-5 /CLONE=H3085E02 /FEA=mRNA /CNT=10 /TID=Mm.195959.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431248_at 6.8 6.9 A A 0.23 0.19 -0.1 NC 0.5 gb:BB637274 /DB_XREF=gi:16473059 /DB_XREF=BB637274 /CLONE=A530062F04 /FEA=mRNA /CNT=9 /TID=Mm.158185.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431253_s_ 20 21.8 P P 0.01 0.03 -0.1 NC 0.5 gb:BF166521 /DB_XREF=gi:11046873 /DB_XREF=601776620F1 /CLONE=IMAGE:4018229 /FEA=mRNA /CNT=9 /TID=Mm.179727.1 /TIER=ConsEnd /STK=0
MOE430_2_1431270_a_ 12.1 11.4 A A 0.09 0.11 -0.1 NC 0.5 gb:AK006153.1 /DB_XREF=gi:12839101 /FEA=mRNA /CNT=7 /TID=Mm.27574.2 /TIER=ConsEnd /STK=0 /UG=Mm.27574 /LL=66595 /UG_GENE=1100001A
MOE430_2_1431272_at 1.4 1.6 A A 0.78 0.87 -0.1 NC 0.58 gb:BI872238 /DB_XREF=gi:16045913 /DB_XREF=603396568F1 /CLONE=IMAGE:5400257 /FEA=mRNA /CNT=6 /TID=Mm.195705.1 /TIER=ConsEnd /STK=0
MOE430_2_1431293_a_ 541.9 498.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012260.1 /DB_XREF=gi:12848888 /FEA=mRNA /CNT=5 /TID=Mm.29482.3 /TIER=ConsEnd /STK=0 /UG=Mm.29482 /LL=27681 /UG_GENE=D11Moh34
MOE430_2_1431295_a_ 92.1 91 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK016910.1 /DB_XREF=gi:12855893 /FEA=mRNA /CNT=5 /TID=Mm.18959.3 /TIER=ConsEnd /STK=0 /UG=Mm.18959 /LL=71116 /UG_GENE=Stx18 /UG
MOE430_2_1431298_at 0.4 0.2 A A 0.96 0.99 -0.1 NC 0.68 gb:AK011109.1 /DB_XREF=gi:12847019 /FEA=mRNA /CNT=5 /TID=Mm.158825.1 /TIER=ConsEnd /STK=0 /UG=Mm.158825 /LL=72440 /UG_GENE=251004
MOE430_2_1431300_at 13.4 8.6 P A 0.01 0.11 -0.1 NC 0.5 gb:AK014022.1 /DB_XREF=gi:12851642 /FEA=mRNA /CNT=5 /TID=Mm.214528.1 /TIER=ConsEnd /STK=0 /UG=Mm.214528 /LL=73094 /UG_GENE=311000
MOE430_2_1431334_a_ 151.3 154.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017049.1 /DB_XREF=gi:12856107 /FEA=mRNA /CNT=5 /TID=Mm.26506.1 /TIER=ConsEnd /STK=0 /UG=Mm.26506 /LL=66787 /UG_GENE=4933433P
MOE430_2_1431345_a_ 91.5 80.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK015111.1 /DB_XREF=gi:12853327 /FEA=mRNA /CNT=4 /TID=Mm.39082.2 /TIER=ConsEnd /STK=0 /UG=Mm.39082 /LL=21340 /UG_GENE=Taf1b /UG



MOE430_2_1431399_at 14.6 9.9 A A 0.12 0.19 -0.1 NC 0.5 gb:BI319712 /DB_XREF=gi:14998128 /DB_XREF=ie14f11.y1 /FEA=mRNA /CNT=3 /TID=Mm.158235.1 /TIER=ConsEnd /STK=0 /UG=Mm.158235 /LL=69070 
MOE430_2_1431419_at 28.1 31 A A 0.09 0.08 -0.1 NC 0.28 gb:BI082843 /DB_XREF=gi:14501173 /DB_XREF=602878189F1 /CLONE=IMAGE:5009591 /FEA=mRNA /CNT=3 /TID=Mm.182471.2 /TIER=ConsEnd /STK=0
MOE430_2_1431429_a_ 150.9 136.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK006286.1 /DB_XREF=gi:12839304 /GEN=Arl4 /FEA=mRNA /CNT=3 /TID=Mm.12723.2 /TIER=ConsEnd /STK=0 /UG=Mm.12723 /LL=11861 /UG_TITLE
MOE430_2_1431431_a_ 170.8 149 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AK003786.1 /DB_XREF=gi:12834661 /GEN=Nfs1 /FEA=mRNA /CNT=3 /TID=Mm.29169.2 /TIER=ConsEnd /STK=0 /UG=Mm.29169 /LL=18041 /UG_TITL
MOE430_2_1431445_at 0.3 0.4 A A 0.98 0.98 -0.1 NC 0.46 gb:AV266586 /DB_XREF=gi:6254623 /DB_XREF=AV266586 /CLONE=4930518O05 /FEA=mRNA /CNT=7 /TID=Mm.66681.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1431500_at 1.1 0.6 A A 0.87 0.99 -0.1 NC 0.71 gb:BB282019 /DB_XREF=gi:8982468 /DB_XREF=BB282019 /CLONE=A930035A09 /FEA=mRNA /CNT=3 /TID=Mm.134359.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431552_at 0.3 0.6 A A 0.94 0.98 -0.1 NC 0.74 gb:AV048631 /DB_XREF=gi:5134403 /DB_XREF=AV048631 /CLONE=1810006J02 /FEA=mRNA /CNT=2 /TID=Mm.158232.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431570_at 0.4 1.9 A A 0.95 0.94 -0.1 NC 0.26 gb:BB019464 /DB_XREF=gi:8191318 /DB_XREF=BB019464 /CLONE=4930588G17 /FEA=mRNA /CNT=2 /TID=Mm.109487.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431588_at 7.5 6.9 A A 0.53 0.33 -0.1 NC 0.5 gb:AK013651.1 /DB_XREF=gi:12851093 /FEA=mRNA /CNT=2 /TID=Mm.76359.1 /TIER=ConsEnd /STK=1 /UG=Mm.76359 /LL=72955 /UG_GENE=2900045O
MOE430_2_1431646_a_ 173.3 131.9 P P 0.00293 0.00293 -0.1 NC 0.64 gb:AK009690.1 /DB_XREF=gi:12844639 /GEN=Stx6 /FEA=mRNA /CNT=2 /TID=Mm.41462.2 /TIER=ConsEnd /STK=1 /UG=Mm.41462 /LL=58244 /UG_TITL
MOE430_2_1431648_at 0.4 0.6 A A 0.88 0.94 -0.1 NC 0.5 gb:AK015924.1 /DB_XREF=gi:12854453 /FEA=mRNA /CNT=2 /TID=Mm.52592.1 /TIER=ConsEnd /STK=1 /UG=Mm.52592 /LL=75178 /UG_GENE=4930528F
MOE430_2_1431665_a_ 991.4 995 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004190.1 /DB_XREF=gi:12835282 /GEN=Timm8b /FEA=mRNA /CNT=2 /TID=Mm.141867.3 /TIER=ConsEnd /STK=1 /UG=Mm.141867 /LL=30057 /UG
MOE430_2_1431676_x_ 103.3 74.9 P P 0.000732 0.00415 -0.1 NC 0.5 gb:AK006796.1 /DB_XREF=gi:12840052 /GEN=Gtf2i /FEA=mRNA /CNT=2 /TID=Mm.22593.5 /TIER=ConsEnd /STK=1 /UG=Mm.22593 /LL=14886 /UG_TITL
MOE430_2_1431691_a_ 158.7 135.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007048.1 /DB_XREF=gi:12840399 /FEA=mRNA /CNT=3 /TID=Mm.29274.2 /TIER=ConsEnd /STK=0 /UG=Mm.29274 /LL=106572 /UG_GENE=AI415285
MOE430_2_1431706_at 2.9 1.1 A A 0.63 0.78 -0.1 NC 0.5 gb:AK017701.1 /DB_XREF=gi:12857075 /FEA=mRNA /CNT=2 /TID=Mm.151329.2 /TIER=ConsEnd /STK=0 /UG=Mm.151329 /LL=70572 /UG_GENE=Kpnb3 /
MOE430_2_1431723_at 0.4 1.2 A A 0.82 0.88 -0.1 NC 0.5 gb:AK005516.1 /DB_XREF=gi:12838125 /FEA=mRNA /CNT=2 /TID=Mm.158974.1 /TIER=ConsEnd /STK=0 /UG=Mm.158974 /LL=73252 /UG_GENE=160002
MOE430_2_1431727_at 1.6 1.1 A A 0.72 0.82 -0.1 NC 0.5 gb:AK017450.1 /DB_XREF=gi:12856689 /FEA=mRNA /CNT=2 /TID=Mm.138467.1 /TIER=ConsEnd /STK=0 /UG=Mm.138467 /LL=54647 /UG_GENE=DXImx4
MOE430_2_1431750_at 1.5 1.7 A A 0.53 0.66 -0.1 NC 0.5 gb:AK020845.1 /DB_XREF=gi:12861553 /GEN=Ush2a /FEA=mRNA /CNT=2 /TID=Mm.117126.2 /TIER=ConsEnd /STK=0 /UG=Mm.117126 /LL=22283 /UG_T
MOE430_2_1431765_a_ 8219.3 7211.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004568.1 /DB_XREF=gi:12835826 /GEN=Rps2 /FEA=mRNA /CNT=2 /TID=Mm.1129.4 /TIER=ConsEnd /STK=0 /UG=Mm.1129 /LL=16898 /UG_TITLE=
MOE430_2_1431766_x_ 8771.3 8056.3 P P 0.01 0.03 -0.1 NC 0.5 gb:AK004568.1 /DB_XREF=gi:12835826 /GEN=Rps2 /FEA=mRNA /CNT=2 /TID=Mm.1129.4 /TIER=ConsEnd /STK=0 /UG=Mm.1129 /LL=16898 /UG_TITLE=
MOE430_2_1431768_a_ 32.2 28.1 P P 0.00415 0.01 -0.1 NC 0.5 gb:AK008118.1 /DB_XREF=gi:12842104 /FEA=mRNA /CNT=2 /TID=Mm.33202.2 /TIER=ConsEnd /STK=0 /UG=Mm.33202 /LL=71974 /UG_GENE=2410018A
MOE430_2_1431776_at 44.6 27.7 A A 0.06 0.17 -0.1 NC 0.5 gb:AK013833.1 /DB_XREF=gi:12851344 /FEA=mRNA /CNT=2 /TID=Mm.212673.1 /TIER=ConsEnd /STK=0 /UG=Mm.212673 /LL=73089 /UG_GENE=290009
MOE430_2_1431777_a_ 500.9 434.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK002970.1 /DB_XREF=gi:12833336 /GEN=Hmgn3 /FEA=mRNA /CNT=2 /TID=Mm.33848.2 /TIER=ConsEnd /STK=0 /UG=Mm.33848 /LL=94353 /UG_TIT
MOE430_2_1431824_at 0.3 1.2 A A 0.69 0.72 -0.1 NC 0.15 gb:AK016527.1 /DB_XREF=gi:12855308 /FEA=mRNA /CNT=1 /TID=Mm.24700.2 /TIER=ConsEnd /STK=0 /UG=Mm.24700 /LL=12554 /UG_GENE=Cdh13 /U
MOE430_2_1431832_x_ 472.1 425.4 P P 0.01 0.00293 -0.1 NC 0.5 gb:AK017621.1 /DB_XREF=gi:12856956 /GEN=Pmscl2 /FEA=mRNA /CNT=1 /TID=Mm.28159.3 /TIER=ConsEnd /STK=0 /UG=Mm.28159 /LL=50912 /UG_TI
MOE430_2_1431875_a_ 243.2 228.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017841.1 /DB_XREF=gi:12857300 /GEN=E2f1 /FEA=mRNA /CNT=1 /TID=Mm.18036.2 /TIER=ConsEnd /STK=0 /UG=Mm.18036 /LL=13555 /UG_TITL
MOE430_2_1431885_a_ 188.9 202.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004647.1 /DB_XREF=gi:12835964 /FEA=mRNA /CNT=1 /TID=Mm.27697.2 /TIER=ConsEnd /STK=0 /UG=Mm.27697 /LL=71711 /UG_GENE=1200008A
MOE430_2_1431932_s_ 65.9 45.6 P P 0.01 0.00415 -0.1 NC 0.06 gb:AK015519.1 /DB_XREF=gi:12853894 /FEA=mRNA /CNT=1 /TID=Mm.218952.1 /TIER=ConsEnd /STK=0 /UG=Mm.218952 /UG_TITLE=Mus musculus adul
MOE430_2_1431938_a_ 247.3 233.5 P P 0.000732 0.001953 -0.1 NC 0.59 gb:AK002858.1 /DB_XREF=gi:12833150 /GEN=Pmm2 /FEA=mRNA /CNT=1 /TID=Mm.9699.3 /TIER=ConsEnd /STK=0 /UG=Mm.9699 /LL=54128 /UG_TITLE
MOE430_2_1431939_a_ 116.1 90.1 P P 0.00415 0.00415 -0.1 NC 0.5 gb:AK014426.1 /DB_XREF=gi:12852269 /FEA=mRNA /CNT=1 /TID=Mm.196204.3 /TIER=ConsEnd /STK=0 /UG=Mm.196204 /LL=67014 /UG_GENE=181004
MOE430_2_1431957_at 7.1 9.6 A P 0.19 0.001221 -0.1 NC 0.28 gb:AK015333.1 /DB_XREF=gi:12853630 /FEA=mRNA /CNT=1 /TID=Mm.195711.2 /TIER=ConsEnd /STK=0 /UG=Mm.195711 /LL=74435 /UG_GENE=493340
MOE430_2_1431959_x_ 8.1 6.2 A A 0.21 0.19 -0.1 NC 0.24 gb:AK005545.1 /DB_XREF=gi:12838176 /FEA=mRNA /CNT=1 /TID=Mm.195564.2 /TIER=ConsEnd /STK=0 /UG=Mm.195564 /LL=72242 /UG_GENE=160001
MOE430_2_1431962_a_ 347.1 340.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK019907.1 /DB_XREF=gi:12860300 /FEA=mRNA /CNT=1 /TID=Mm.32801.2 /TIER=ConsEnd /STK=0 /UG=Mm.32801 /LL=70527 /UG_GENE=Amsh-pen
MOE430_2_1431965_at 9 10.8 A A 0.14 0.19 -0.1 NC 0.4 gb:AK016769.1 /DB_XREF=gi:12855679 /FEA=mRNA /CNT=1 /TID=Mm.158551.1 /TIER=ConsEnd /STK=0 /UG=Mm.158551 /LL=71067 /UG_GENE=493341
MOE430_2_1431989_at 0.7 0.6 A A 0.88 0.93 -0.1 NC 0.35 gb:AK015300.1 /DB_XREF=gi:12853583 /FEA=mRNA /CNT=1 /TID=Mm.159294.1 /TIER=ConsEnd /STK=0 /UG=Mm.159294 /LL=74679 /UG_GENE=493043
MOE430_2_1431990_at 7.5 9.3 A A 0.63 0.3 -0.1 NC 0.5 gb:AK015233.1 /DB_XREF=gi:12853490 /FEA=mRNA /CNT=1 /TID=Mm.159262.1 /TIER=ConsEnd /STK=0 /UG=Mm.159262 /LL=74624 /UG_GENE=493042
MOE430_2_1431993_a_ 38.6 36.4 P P 0.001221 0.000244 -0.1 NC 0.07 gb:AK006888.1 /DB_XREF=gi:12840180 /FEA=mRNA /CNT=1 /TID=Mm.45362.1 /TIER=ConsEnd /STK=0 /UG=Mm.45362 /LL=73469 /UG_GENE=1700065B
MOE430_2_1432014_at 12.5 16.2 A A 0.19 0.43 -0.1 NC 0.51 gb:AK018330.1 /DB_XREF=gi:12857983 /FEA=mRNA /CNT=1 /TID=Mm.159719.1 /TIER=ConsEnd /STK=0 /UG=Mm.159719 /LL=76224 /UG_GENE=653040
MOE430_2_1432029_a_ 171.3 184.9 P P 0.000732 0.000732 -0.1 NC 0.54 gb:AK006817.1 /DB_XREF=gi:12840085 /FEA=mRNA /CNT=1 /TID=Mm.196452.3 /TIER=ConsEnd /STK=0 /UG=Mm.196452 /LL=98366 /UG_GENE=AI46217
MOE430_2_1432034_at 2.9 2.1 A A 0.63 0.75 -0.1 NC 0.5 gb:AK008017.1 /DB_XREF=gi:12841941 /GEN=Atoh5 /FEA=mRNA /CNT=1 /TID=Mm.57236.2 /TIER=ConsEnd /STK=0 /UG=Mm.57236 /LL=11925 /UG_TIT
MOE430_2_1432057_a_ 212.7 197.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AK018310.1 /DB_XREF=gi:12857954 /FEA=mRNA /CNT=1 /TID=Mm.196230.2 /TIER=ConsEnd /STK=0 /UG=Mm.196230 /LL=70779 /UG_GENE=443241
MOE430_2_1432064_at 13.2 12.9 P A 0.04 0.21 -0.1 NC 0.57 gb:AK005195.1 /DB_XREF=gi:12837589 /FEA=mRNA /CNT=1 /TID=Mm.214960.1 /TIER=ConsEnd /STK=0 /UG=Mm.214960 /LL=76750 /UG_GENE=150001
MOE430_2_1432073_at 98.3 124.4 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AK007198.1 /DB_XREF=gi:12840607 /FEA=mRNA /CNT=1 /TID=Mm.90024.1 /TIER=ConsEnd /STK=0 /UG=Mm.90024 /LL=73635 /UG_GENE=1700113I2
MOE430_2_1432080_s_ 199.5 185.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AK008418.1 /DB_XREF=gi:12842588 /FEA=mRNA /CNT=1 /TID=Mm.195770.1 /TIER=ConsEnd /STK=0 /UG=Mm.195770 /LL=76692 /UG_GENE=201020
MOE430_2_1432121_a_ 7 6.3 A P 0.07 0.01 -0.1 NC 0.19 gb:AK015758.1 /DB_XREF=gi:12854215 /FEA=mRNA /CNT=1 /TID=Mm.195711.3 /TIER=ConsEnd /STK=0 /UG=Mm.195711 /LL=74435 /UG_GENE=493340
MOE430_2_1432128_at 11.7 13.4 A A 0.06 0.27 -0.1 NC 0.5 gb:AK015457.1 /DB_XREF=gi:12853809 /FEA=mRNA /CNT=1 /TID=Mm.159281.1 /TIER=ConsEnd /STK=0 /UG=Mm.159281 /LL=74655 /UG_GENE=493045
MOE430_2_1432147_at 25.6 17.9 A A 0.17 0.36 -0.1 NC 0.14 gb:AK015404.1 /DB_XREF=gi:12853736 /FEA=mRNA /CNT=1 /TID=Mm.171522.1 /TIER=ConsEnd /STK=0 /UG=Mm.171522 /LL=76873 /UG_GENE=493044
MOE430_2_1432164_a_ 1751.8 1666.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK003189.1 /DB_XREF=gi:12833700 /FEA=mRNA /CNT=1 /TID=Mm.141945.3 /TIER=ConsEnd /STK=0 /UG=Mm.141945 /LL=68133 /UG_GENE=573059
MOE430_2_1432184_a_ 113 112.4 P P 0.001953 0.001221 -0.1 NC 0.5 gb:AK011884.1 /DB_XREF=gi:12848286 /FEA=mRNA /CNT=1 /TID=Mm.22788.1 /TIER=ConsEnd /STK=0 /UG=Mm.22788 /LL=70435 /UG_GENE=2610204M
MOE430_2_1432227_at 9.8 9.9 A A 0.11 0.43 -0.1 NC 0.5 gb:AK010638.1 /DB_XREF=gi:12846225 /FEA=mRNA /CNT=1 /TID=Mm.9244.3 /TIER=ConsEnd /STK=0 /UG=Mm.9244 /LL=20937 /UG_GENE=Suv39h1 /U
MOE430_2_1432270_a_ 3042 2735.6 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK003313.1 /DB_XREF=gi:12833903 /GEN=Rnaseh1 /FEA=mRNA /CNT=1 /TID=Mm.17087.2 /TIER=ConsEnd /STK=0 /UG=Mm.17087 /LL=76959 /UG_T
MOE430_2_1432277_at 10.7 8.5 A A 0.24 0.21 -0.1 NC 0.31 gb:AK016226.1 /DB_XREF=gi:12854877 /FEA=mRNA /CNT=1 /TID=Mm.159497.1 /TIER=ConsEnd /STK=0 /UG=Mm.159497 /LL=75309 /UG_GENE=493056
MOE430_2_1432309_at 1.1 1.4 A A 0.87 0.91 -0.1 NC 0.25 gb:AK018667.1 /DB_XREF=gi:12858489 /FEA=mRNA /CNT=1 /TID=Mm.158739.1 /TIER=ConsEnd /STK=0 /UG=Mm.158739 /LL=71612 /UG_GENE=913041
MOE430_2_1432311_at 10.5 7.9 A A 0.3 0.36 -0.1 NC 0.45 gb:AK017790.1 /DB_XREF=gi:12857216 /FEA=mRNA /CNT=1 /TID=Mm.158428.1 /TIER=ConsEnd /STK=0 /UG=Mm.158428 /LL=70671 /UG_GENE=573052
MOE430_2_1432359_at 2.1 1.4 A A 0.8 0.85 -0.1 NC 0.5 gb:AK019598.1 /DB_XREF=gi:12859892 /FEA=mRNA /CNT=1 /TID=Mm.160050.1 /TIER=ConsEnd /STK=0 /UG=Mm.160050 /LL=78116 /UG_GENE=493043
MOE430_2_1432360_a_ 93.1 93.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AK015064.1 /DB_XREF=gi:12853261 /FEA=mRNA /CNT=1 /TID=Mm.29310.2 /TIER=ConsEnd /STK=0 /UG=Mm.29310 /LL=70551 /UG_GENE=5730419O
MOE430_2_1432366_at 5.6 5.2 M A 0.05 0.24 -0.1 NC 0.72 gb:AK015408.1 /DB_XREF=gi:12853740 /FEA=mRNA /CNT=1 /TID=Mm.159104.1 /TIER=ConsEnd /STK=0 /UG=Mm.159104 /LL=73981 /UG_GENE=493044
MOE430_2_1432371_a_ 0.6 0.5 A A 0.99 0.94 -0.1 NC 0.44 gb:AK016913.1 /DB_XREF=gi:12855897 /FEA=mRNA /CNT=1 /TID=Mm.159163.2 /TIER=ConsEnd /STK=0 /UG=Mm.159163 /LL=74303 /UG_GENE=170010
MOE430_2_1432377_x_ 5.3 3.5 A A 0.6 0.63 -0.1 NC 0.5 gb:AK003320.1 /DB_XREF=gi:12833913 /FEA=mRNA /CNT=1 /TID=Mm.46014.4 /TIER=ConsEnd /STK=0 /UG=Mm.46014 /LL=27428 /UG_GENE=shrm /UG
MOE430_2_1432400_at 4.7 4.3 A A 0.66 0.36 -0.1 NC 0.31 gb:AK017662.1 /DB_XREF=gi:12857013 /FEA=mRNA /CNT=1 /TID=Mm.133330.2 /TIER=ConsEnd /STK=0 /UG=Mm.133330 /LL=13835 /UG_GENE=Epha1 /
MOE430_2_1432412_at 0.4 1.1 A A 0.6 0.56 -0.1 NC 0.5 gb:AK020544.1 /DB_XREF=gi:12861156 /FEA=mRNA /CNT=1 /TID=Mm.159904.1 /TIER=ConsEnd /STK=0 /UG=Mm.159904 /LL=77363 /UG_GENE=953000
MOE430_2_1432439_at 1.9 1 A A 0.82 0.9 -0.1 NC 0.91 gb:AK011730.1 /DB_XREF=gi:12848039 /FEA=mRNA /CNT=1 /TID=Mm.45367.1 /TIER=ConsEnd /STK=0 /UG=Mm.45367 /LL=69930 /UG_GENE=2610041B
MOE430_2_1432440_at 0.9 0.5 A A 0.66 0.88 -0.1 NC 0.55 gb:AK007169.1 /DB_XREF=gi:12840564 /FEA=mRNA /CNT=1 /TID=Mm.159031.1 /TIER=ConsEnd /STK=0 /UG=Mm.159031 /LL=73585 /UG_GENE=170011
MOE430_2_1432472_a_ 243.6 277.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK019760.1 /DB_XREF=gi:12860091 /FEA=mRNA /CNT=1 /TID=Mm.137327.1 /TIER=ConsEnd /STK=0 /UG=Mm.137327 /LL=78038 /UG_GENE=493055
MOE430_2_1432480_a_ 9.8 6.9 A A 0.21 0.3 -0.1 NC 0.5 gb:AK006754.1 /DB_XREF=gi:12839995 /FEA=mRNA /CNT=1 /TID=Mm.196641.2 /TIER=ConsEnd /STK=0 /UG=Mm.196641 /LL=68107 /UG_GENE=543041
MOE430_2_1432482_at 3.4 4.4 A A 0.46 0.36 -0.1 NC 0.5 gb:AK006279.1 /DB_XREF=gi:12839291 /FEA=mRNA /CNT=1 /TID=Mm.20070.1 /TIER=ConsEnd /STK=0 /UG=Mm.20070 /LL=69444 /UG_GENE=1700023H
MOE430_2_1432504_at 12.7 14.8 A A 0.08 0.14 -0.1 NC 0.85 gb:AK007130.1 /DB_XREF=gi:12840510 /FEA=mRNA /CNT=1 /TID=Mm.46729.1 /TIER=ConsEnd /STK=0 /UG=Mm.46729 /LL=73582 /UG_GENE=1700106N
MOE430_2_1432505_at 0.5 0.9 A A 0.98 0.93 -0.1 NC 0.66 gb:AK015973.1 /DB_XREF=gi:12854528 /FEA=mRNA /CNT=1 /TID=Mm.159455.1 /TIER=ConsEnd /STK=0 /UG=Mm.159455 /LL=75188 /UG_GENE=493053
MOE430_2_1432512_at 0.1 0.4 A A 0.93 0.91 -0.1 NC 0.39 gb:AK019817.1 /DB_XREF=gi:12860164 /FEA=mRNA /CNT=1 /TID=Mm.195817.1 /TIER=ConsEnd /STK=0 /UG=Mm.195817 /LL=78933 /UG_GENE=493057
MOE430_2_1432535_at 2 1.8 A A 0.69 0.87 -0.1 NC 0.71 gb:AK017421.1 /DB_XREF=gi:12856649 /FEA=mRNA /CNT=1 /TID=Mm.158689.1 /TIER=ConsEnd /STK=0 /UG=Mm.158689 /LL=71400 /UG_GENE=553040
MOE430_2_1432576_at 9.3 7.3 A A 0.39 0.39 -0.1 NC 0.5 gb:BB634367 /DB_XREF=gi:15400540 /DB_XREF=BB634367 /CLONE=A430015N21 /FEA=mRNA /CNT=5 /TID=Mm.195767.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432582_at 6.3 9.1 A A 0.43 0.39 -0.1 NC 0.24 gb:AV167415 /DB_XREF=gi:5373852 /DB_XREF=AV167415 /CLONE=3110054G05 /FEA=mRNA /CNT=5 /TID=Mm.158971.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432585_at 2.6 1.1 A A 0.63 0.8 -0.1 NC 0.58 gb:AV272897 /DB_XREF=gi:6260934 /DB_XREF=AV272897 /CLONE=4931438E15 /FEA=mRNA /CNT=4 /TID=Mm.158158.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432590_at 7.7 6.8 A A 0.11 0.12 -0.1 NC 0.5 gb:BB018393 /DB_XREF=gi:8189982 /DB_XREF=BB018393 /CLONE=4930573O21 /FEA=mRNA /CNT=4 /TID=Mm.173163.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432624_at 5.3 6.5 A A 0.5 0.43 -0.1 NC 0.5 gb:BB033963 /DB_XREF=gi:8440349 /DB_XREF=BB033963 /CLONE=5830487K18 /FEA=mRNA /CNT=3 /TID=Mm.159686.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432651_at 26.1 33.9 A P 0.06 0.03 -0.1 NC 0.5 gb:AK010986.1 /DB_XREF=gi:12846798 /FEA=mRNA /CNT=3 /TID=Mm.158141.1 /TIER=ConsEnd /STK=0 /UG=Mm.158141 /LL=67142 /UG_GENE=251001
MOE430_2_1432663_at 1.5 1.5 A A 0.82 0.91 -0.1 NC 0.71 gb:AK005156.1 /DB_XREF=gi:12836883 /FEA=mRNA /CNT=2 /TID=Mm.69208.1 /TIER=ConsEnd /STK=0 /UG=Mm.69208 /LL=72019 /UG_GENE=1500005C
MOE430_2_1432731_at 19.6 21.9 P P 0.03 0.01 -0.1 NC 0.5 gb:AV316603 /DB_XREF=gi:6282021 /DB_XREF=AV316603 /CLONE=5830437K03 /FEA=mRNA /CNT=2 /TID=Mm.51123.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432744_at 0.5 3.5 A A 0.9 0.94 -0.1 NC 0.62 gb:AK015370.1 /DB_XREF=gi:12853683 /FEA=mRNA /CNT=2 /TID=Mm.84387.1 /TIER=ConsEnd /STK=0 /UG=Mm.84387 /LL=74873 /UG_GENE=4930443G
MOE430_2_1432755_at 3.4 1.7 A A 0.3 0.53 -0.1 NC 0.51 gb:AV079550 /DB_XREF=gi:5210998 /DB_XREF=AV079550 /CLONE=2210409O19 /FEA=mRNA /CNT=2 /TID=Mm.75577.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432811_at 2 1 A A 0.69 0.72 -0.1 NC 0.73 gb:AK020572.1 /DB_XREF=gi:12861191 /FEA=mRNA /CNT=2 /TID=Mm.159921.1 /TIER=ConsEnd /STK=0 /UG=Mm.159921 /LL=77439 /UG_GENE=953002
MOE430_2_1432821_at 0.8 1.1 A A 0.96 0.96 -0.1 NC 0.46 gb:AK014164.1 /DB_XREF=gi:12851849 /GEN=Nfatc4 /FEA=mRNA /CNT=2 /TID=Mm.27908.2 /TIER=ConsEnd /STK=0 /UG=Mm.27908 /LL=73181 /UG_TIT
MOE430_2_1432826_a_ 35.9 33 P P 0.001953 0.000732 -0.1 NC 0.36 gb:AA596883 /DB_XREF=gi:2412318 /DB_XREF=vo21c06.r1 /CLONE=IMAGE:1050538 /FEA=mRNA /CNT=2 /TID=Mm.89474.8 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432848_a_ 198.4 172.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF607492 /DB_XREF=gi:13503984 /DB_XREF=MY1_000434 /CLONE=ICRFp522I2196 /FEA=mRNA /CNT=2 /TID=Mm.21230.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1432859_at 1.9 1.1 A A 0.94 0.99 -0.1 NC 0.51 gb:AK021354.1 /DB_XREF=gi:12862221 /FEA=mRNA /CNT=2 /TID=Mm.160037.1 /TIER=ConsEnd /STK=0 /UG=Mm.160037 /LL=77991 /UG_GENE=D73004
MOE430_2_1432876_at 20.5 14.1 P A 0.005859 0.11 -0.1 NC 0.7 gb:AK019501.1 /DB_XREF=gi:12859749 /FEA=mRNA /CNT=1 /TID=Mm.160068.1 /TIER=ConsEnd /STK=0 /UG=Mm.160068 /LL=78265 /UG_GENE=463241
MOE430_2_1432939_at 18.7 11.4 A A 0.24 0.33 -0.1 NC 0.51 gb:AK017498.1 /DB_XREF=gi:12856765 /FEA=mRNA /CNT=1 /TID=Mm.158392.1 /TIER=ConsEnd /STK=0 /UG=Mm.158392 /LL=70509 /UG_GENE=573040
MOE430_2_1432940_at 19.1 25.6 P P 0.01 0.008057 -0.1 NC 0.28 gb:AK017498.1 /DB_XREF=gi:12856765 /FEA=mRNA /CNT=1 /TID=Mm.158392.1 /TIER=ConsEnd /STK=0 /UG=Mm.158392 /LL=70509 /UG_GENE=573040
MOE430_2_1432965_at 8.1 8.4 A A 0.27 0.3 -0.1 NC 0.5 gb:AK014833.1 /DB_XREF=gi:12852904 /FEA=mRNA /CNT=1 /TID=Mm.158459.1 /TIER=ConsEnd /STK=0 /UG=Mm.158459 /LL=70838 /UG_GENE=492150
MOE430_2_1433011_at 4.5 4.9 A A 0.39 0.08 -0.1 NC 0.16 gb:AK014826.1 /DB_XREF=gi:12852894 /FEA=mRNA /CNT=1 /TID=Mm.158451.1 /TIER=ConsEnd /STK=0 /UG=Mm.158451 /LL=70814 /UG_GENE=492150
MOE430_2_1433025_x_ 4.8 3.9 A A 0.6 0.75 -0.1 NC 0.59 gb:AK017785.1 /DB_XREF=gi:12857208 /FEA=mRNA /CNT=1 /TID=Mm.159777.1 /TIER=ConsEnd /STK=0 /UG=Mm.159777 /LL=76739 /UG_GENE=573052
MOE430_2_1433039_at 8.5 8.1 A A 0.36 0.46 -0.1 NC 0.34 gb:AK016127.1 /DB_XREF=gi:12854743 /FEA=mRNA /CNT=1 /TID=Mm.159486.1 /TIER=ConsEnd /STK=0 /UG=Mm.159486 /LL=75279 /UG_GENE=493055
MOE430_2_1433043_at 13.2 17.2 P P 0.04 0.005615 -0.1 NC 0.2 gb:AK017328.1 /DB_XREF=gi:12856512 /FEA=mRNA /CNT=1 /TID=Mm.158700.1 /TIER=ConsEnd /STK=0 /UG=Mm.158700 /LL=71433 /UG_GENE=543042
MOE430_2_1433099_at 8.6 6.5 A A 0.43 0.27 -0.1 NC 0.5 gb:AK016971.1 /DB_XREF=gi:12855992 /FEA=mRNA /CNT=1 /TID=Mm.158665.1 /TIER=ConsEnd /STK=0 /UG=Mm.158665 /LL=71311 /UG_GENE=493342
MOE430_2_1433101_at 98.5 84.2 P P 0.00415 0.001953 -0.1 NC 0.5 gb:AK018519.1 /DB_XREF=gi:12858259 /FEA=mRNA /CNT=1 /TID=Mm.158712.1 /TIER=ConsEnd /STK=0 /UG=Mm.158712 /LL=71512 /UG_GENE=903041
MOE430_2_1433104_at 6.4 12.3 A P 0.09 0.01 -0.1 NC 0.42 gb:AK017552.1 /DB_XREF=gi:12856845 /FEA=mRNA /CNT=1 /TID=Mm.158384.1 /TIER=ConsEnd /STK=0 /UG=Mm.158384 /LL=70483 /UG_GENE=573041
MOE430_2_1433115_at 1.1 0.5 A A 0.93 0.93 -0.1 NC 0.48 gb:AK017837.1 /DB_XREF=gi:12857295 /FEA=mRNA /CNT=1 /TID=Mm.158424.1 /TIER=ConsEnd /STK=0 /UG=Mm.158424 /LL=70644 /UG_GENE=573055
MOE430_2_1433133_at 5.7 2.7 A A 0.53 0.66 -0.1 NC 0.05 gb:AK018047.1 /DB_XREF=gi:12857588 /FEA=mRNA /CNT=1 /TID=Mm.219779.1 /TIER=ConsEnd /STK=0 /UG=Mm.219779 /LL=76079 /UG_GENE=583046
MOE430_2_1433186_at 2.2 1.9 A A 0.82 0.82 -0.1 NC 0.63 gb:AK021381.1 /DB_XREF=gi:12862255 /FEA=mRNA /CNT=1 /TID=Mm.160038.1 /TIER=ConsEnd /STK=0 /UG=Mm.160038 /LL=77993 /UG_GENE=E13011
MOE430_2_1433204_at 11.4 24.3 P A 0.01 0.19 -0.1 NC 0.5 gb:AK013250.1 /DB_XREF=gi:12850499 /FEA=mRNA /CNT=1 /TID=Mm.195647.1 /TIER=ConsEnd /STK=0 /UG=Mm.195647 /LL=72762 /UG_GENE=281043
MOE430_2_1433208_at 1.1 1.4 A A 0.8 0.88 -0.1 NC 0.58 gb:AK008743.1 /DB_XREF=gi:12843127 /FEA=mRNA /CNT=1 /TID=Mm.158366.1 /TIER=ConsEnd /STK=0 /UG=Mm.158366 /LL=70386 /UG_GENE=221001
MOE430_2_1433227_at 7 6.1 A A 0.3 0.39 -0.1 NC 0.2 gb:AK020499.1 /DB_XREF=gi:12861103 /FEA=mRNA /CNT=1 /TID=Mm.159916.1 /TIER=ConsEnd /STK=0 /UG=Mm.159916 /LL=77425 /UG_GENE=943008
MOE430_2_1433235_at 1 0.9 A A 0.95 0.91 -0.1 NC 0.31 gb:AK021065.1 /DB_XREF=gi:12861838 /FEA=mRNA /CNT=1 /TID=Mm.159894.1 /TIER=ConsEnd /STK=0 /UG=Mm.159894 /LL=77311 /UG_GENE=C03001
MOE430_2_1433263_at 1.1 2.4 A A 0.6 0.78 -0.1 NC 0.5 gb:AK016327.1 /DB_XREF=gi:12855016 /FEA=mRNA /CNT=1 /TID=Mm.220137.1 /TIER=ConsEnd /STK=0 /UG=Mm.220137 /UG_TITLE=Mus musculus adul
MOE430_2_1433264_at 20.6 11.5 A A 0.21 0.24 -0.1 NC 0.63 gb:AK016327.1 /DB_XREF=gi:12855016 /FEA=mRNA /CNT=1 /TID=Mm.220137.1 /TIER=ConsEnd /STK=0 /UG=Mm.220137 /UG_TITLE=Mus musculus adul
MOE430_2_1433274_at 7.7 8.7 A A 0.24 0.27 -0.1 NC 0.46 gb:AK013162.1 /DB_XREF=gi:12850351 /FEA=mRNA /CNT=1 /TID=Mm.195646.1 /TIER=ConsEnd /STK=0 /UG=Mm.195646 /LL=72746 /UG_GENE=281042
MOE430_2_1433312_at 1.6 1.1 A A 0.66 0.6 -0.1 NC 0.49 gb:AK012449.1 /DB_XREF=gi:12849199 /FEA=mRNA /CNT=1 /TID=Mm.159827.1 /TIER=ConsEnd /STK=0 /UG=Mm.159827 /LL=77024 /UG_GENE=270005
MOE430_2_1433328_at 2 1.1 A A 0.66 0.59 -0.1 NC 0.24 gb:AK007074.1 /DB_XREF=gi:12840438 /FEA=mRNA /CNT=1 /TID=Mm.158157.1 /TIER=ConsEnd /STK=0 /UG=Mm.158157 /LL=67524 /UG_GENE=170009
MOE430_2_1433339_at 2.2 2.1 A A 0.53 0.63 -0.1 NC 0.5 gb:AK020077.1 /DB_XREF=gi:12860546 /FEA=mRNA /CNT=1 /TID=Mm.159979.1 /TIER=ConsEnd /STK=0 /UG=Mm.159979 /LL=77724 /UG_GENE=603046
MOE430_2_1433343_at 1.3 0.8 A A 0.72 0.88 -0.1 NC 0.55 gb:AK005798.1 /DB_XREF=gi:12838558 /FEA=mRNA /CNT=1 /TID=Mm.195665.1 /TIER=ConsEnd /STK=0 /UG=Mm.195665 /LL=73328 /UG_GENE=170000
MOE430_2_1433344_at 1 1.9 A A 0.72 0.66 -0.1 NC 0.5 gb:AK005798.1 /DB_XREF=gi:12838558 /FEA=mRNA /CNT=1 /TID=Mm.195665.1 /TIER=ConsEnd /STK=0 /UG=Mm.195665 /LL=73328 /UG_GENE=170000
MOE430_2_1433347_at 1.9 2.3 A A 0.56 0.6 -0.1 NC 0.5 gb:AK020933.1 /DB_XREF=gi:12861676 /FEA=mRNA /CNT=1 /TID=Mm.160001.1 /TIER=ConsEnd /STK=0 /UG=Mm.160001 /LL=77839 /UG_GENE=A93003
MOE430_2_1433348_at 4.2 3.2 A A 0.43 0.6 -0.1 NC 0.22 gb:AK013093.1 /DB_XREF=gi:12850239 /FEA=mRNA /CNT=1 /TID=Mm.158757.1 /TIER=ConsEnd /STK=0 /UG=Mm.158757 /LL=71815 /UG_GENE=281041
MOE430_2_1433429_at 952.5 770.8 P P 0.000244 0.000244 -0.1 NC 0.75 gb:BB309245 /DB_XREF=gi:16402490 /DB_XREF=BB309245 /CLONE=B230309M15 /FEA=EST /CNT=341 /TID=Mm.205476.1 /TIER=Stack /STK=288 /UG
MOE430_2_1433439_at 824.1 739.1 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BG071103 /DB_XREF=gi:12553672 /DB_XREF=H3094G02-3 /CLONE=H3094G02 /FEA=EST /CNT=271 /TID=Mm.27660.2 /TIER=Stack /STK=211 /UG=
MOE430_2_1433461_at 1570.5 1307 P P 0.000244 0.000244 -0.1 NC 0.78 gb:AV240527 /DB_XREF=gi:15405173 /DB_XREF=AV240527 /CLONE=4732441G07 /FEA=EST /CNT=212 /TID=Mm.1668.3 /TIER=Stack /STK=173 /UG=M
MOE430_2_1433463_at 673 599 P P 0.000244 0.000244 -0.1 NC 0.62 gb:BG072846 /DB_XREF=gi:12555415 /DB_XREF=H3115F05-3 /CLONE=H3115F05 /FEA=EST /CNT=262 /TID=Mm.135498.2 /TIER=Stack /STK=170 /UG=
MOE430_2_1433466_at 0.8 0.4 A A 0.96 0.99 -0.1 NC 0.76 gb:BB234337 /DB_XREF=gi:15410356 /DB_XREF=BB234337 /CLONE=A630048L02 /FEA=EST /CNT=179 /TID=Mm.33718.1 /TIER=Stack /STK=166 /UG=M
MOE430_2_1433472_x_ 10648.4 9634.1 P P 0.000244 0.000244 -0.1 NC 0.79 gb:AA050777 /DB_XREF=gi:1530594 /DB_XREF=mg72a01.r1 /CLONE=IMAGE:438504 /FEA=EST /CNT=215 /TID=Mm.43330.3 /TIER=Stack /STK=151 /UG
MOE430_2_1433473_x_ 678.2 696.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB815513 /DB_XREF=gi:16988142 /DB_XREF=BB815513 /CLONE=G730029G08 /FEA=EST /CNT=158 /TID=Mm.28626.2 /TIER=Stack /STK=151 /UG=
MOE430_2_1433495_at 700.3 714.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM200144 /DB_XREF=gi:17753322 /DB_XREF=C0206D09-3 /CLONE=C0206D09 /FEA=EST /CNT=250 /TID=Mm.184314.1 /TIER=Stack /STK=125 /UG
MOE430_2_1433499_at 126.6 106.6 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BF585125 /DB_XREF=gi:11658843 /DB_XREF=602101856F2 /CLONE=IMAGE:4225380 /FEA=EST /CNT=168 /TID=Mm.27718.1 /TIER=Stack /STK=8 /U
MOE430_2_1433507_a_ 3566 2994.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE553881 /DB_XREF=gi:9818368 /DB_XREF=ur43g01.x1 /CLONE=IMAGE:3153072 /FEA=EST /CNT=119 /TID=Mm.911.2 /TIER=Stack /STK=114 /UG=M
MOE430_2_1433534_a_ 1656.7 1598.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV172084 /DB_XREF=gi:5378522 /DB_XREF=AV172084 /CLONE=3300003J04 /FEA=EST /CNT=106 /TID=Mm.3670.3 /TIER=Stack /STK=104 /UG=Mm
MOE430_2_1433535_x_ 5120.7 4641.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV172084 /DB_XREF=gi:5378522 /DB_XREF=AV172084 /CLONE=3300003J04 /FEA=EST /CNT=106 /TID=Mm.3670.3 /TIER=Stack /STK=104 /UG=Mm
MOE430_2_1433540_x_ 736.7 804.5 P P 0.000244 0.000244 -0.1 NC 0.64 gb:AW823525 /DB_XREF=gi:7916602 /DB_XREF=uf65c08.x1 /CLONE=IMAGE:1516238 /FEA=EST /CNT=108 /TID=Mm.4572.3 /TIER=Stack /STK=103 /UG
MOE430_2_1433544_at 194.7 183.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB277912 /DB_XREF=gi:15410966 /DB_XREF=BB277912 /CLONE=A930008D17 /FEA=EST /CNT=115 /TID=Mm.28241.1 /TIER=Stack /STK=101 /UG=M
MOE430_2_1433549_x_ 3417.9 3342.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV123618 /DB_XREF=gi:5309852 /DB_XREF=AV123618 /CLONE=2700008C07 /FEA=EST /CNT=108 /TID=Mm.196612.2 /TIER=Stack /STK=95 /UG=M
MOE430_2_1433562_s_ 2901.6 2765.1 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AA097406 /DB_XREF=gi:1643089 /DB_XREF=mk09e10.r1 /CLONE=IMAGE:492426 /FEA=EST /CNT=107 /TID=Mm.148721.2 /TIER=Stack /STK=91 /UG
MOE430_2_1433593_at 72.1 69.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB316456 /DB_XREF=gi:16403106 /DB_XREF=BB316456 /CLONE=B230364H15 /FEA=EST /CNT=90 /TID=Mm.22145.2 /TIER=Stack /STK=86 /UG=Mm
MOE430_2_1433602_at 0.5 0.5 A A 0.85 0.84 -0.1 NC 0.48 gb:BQ175863 /DB_XREF=gi:20351355 /DB_XREF=UI-M-DJ2-bwf-m-01-0-UI.s1 /CLONE=UI-M-DJ2-bwf-m-01-0-UI /FEA=EST /CNT=90 /TID=Mm.56346
MOE430_2_1433607_at 2.7 3.5 A A 0.56 0.19 -0.1 NC 0.36 gb:AV343573 /DB_XREF=gi:15406585 /DB_XREF=AV343573 /CLONE=6430538G21 /FEA=EST /CNT=90 /TID=Mm.40555.1 /TIER=Stack /STK=83 /UG=Mm
MOE430_2_1433614_at 92.5 66.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM207673 /DB_XREF=gi:17763603 /DB_XREF=C0616C03-3 /CLONE=C0616C03 /FEA=EST /CNT=150 /TID=Mm.28160.2 /TIER=Stack /STK=82 /UG=M
MOE430_2_1433619_at 61.9 44.8 P P 0.008057 0.000732 -0.1 NC 0.5 gb:BB211528 /DB_XREF=gi:16352683 /DB_XREF=BB211528 /CLONE=A430105N09 /FEA=EST /CNT=95 /TID=Mm.44377.1 /TIER=Stack /STK=81 /UG=Mm
MOE430_2_1433637_at 262.8 233.4 P P 0.000244 0.000244 -0.1 NC 0.78 gb:BB361025 /DB_XREF=gi:16405891 /DB_XREF=BB361025 /CLONE=C130002A18 /FEA=EST /CNT=91 /TID=Mm.72194.1 /TIER=Stack /STK=79 /UG=Mm
MOE430_2_1433642_at 174.7 176.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB384173 /DB_XREF=gi:16408243 /DB_XREF=BB384173 /CLONE=C230032K13 /FEA=EST /CNT=82 /TID=Mm.79837.1 /TIER=Stack /STK=78 /UG=Mm
MOE430_2_1433676_at 1370.4 1253.9 P P 0.000244 0.000244 -0.1 NC 0.7 gb:BM232571 /DB_XREF=gi:17867841 /DB_XREF=K0325B09-3 /CLONE=K0325B09 /FEA=EST /CNT=193 /TID=Mm.21773.1 /TIER=Stack /STK=73 /UG=M
MOE430_2_1433710_at 262.1 269 P P 0.000244 0.000244 -0.1 NC 0.51 gb:BM208114 /DB_XREF=gi:17764203 /DB_XREF=C0622F06-3 /CLONE=C0622F06 /FEA=EST /CNT=111 /TID=Mm.25720.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1433721_x_ 8580.9 8041.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV123577 /DB_XREF=gi:5309811 /DB_XREF=AV123577 /CLONE=2700007P03 /FEA=EST /CNT=88 /TID=Mm.196612.3 /TIER=Stack /STK=66 /UG=Mm
MOE430_2_1433723_s_ 2631.1 2900.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB119541 /DB_XREF=gi:15408137 /DB_XREF=BB119541 /CLONE=9530071M17 /FEA=EST /CNT=166 /TID=Mm.200975.4 /TIER=Stack /STK=66 /UG=M
MOE430_2_1433736_at 598.6 464.4 P P 0.000244 0.000244 -0.1 NC 0.84 gb:BG864583 /DB_XREF=gi:14215121 /DB_XREF=602798430F1 /CLONE=IMAGE:4919551 /FEA=EST /CNT=99 /TID=Mm.203516.1 /TIER=Stack /STK=65 /
MOE430_2_1433755_at 188.8 190.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM236206 /DB_XREF=gi:17871476 /DB_XREF=K0431G09-3 /CLONE=K0431G09 /FEA=EST /CNT=89 /TID=Mm.100190.2 /TIER=Stack /STK=63 /UG=M
MOE430_2_1433756_at 236.5 217.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI452674 /DB_XREF=gi:15243330 /DB_XREF=603169884F1 /CLONE=IMAGE:5249349 /FEA=EST /CNT=78 /TID=Mm.2677.1 /TIER=Stack /STK=63 /UG
MOE430_2_1433760_a_ 146.8 114 P P 0.008057 0.00415 -0.1 NC 0.5 gb:BG075392 /DB_XREF=gi:12557961 /DB_XREF=H3146F09-3 /CLONE=H3146F09 /FEA=EST /CNT=67 /TID=Mm.142822.2 /TIER=Stack /STK=63 /UG=M
MOE430_2_1433763_at 81.8 74.3 P P 0.008057 0.01 -0.1 NC 0.5 gb:BB309883 /DB_XREF=gi:16402572 /DB_XREF=BB309883 /CLONE=B230312N07 /FEA=EST /CNT=64 /TID=Mm.17490.1 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1433765_at 132.7 103.4 P P 0.000732 0.000732 -0.1 NC 0.55 gb:BB304622 /DB_XREF=gi:15411257 /DB_XREF=BB304622 /CLONE=B230113M03 /FEA=EST /CNT=142 /TID=Mm.27568.2 /TIER=Stack /STK=62 /UG=M
MOE430_2_1433766_at 89.6 76.3 P P 0.01 0.01 -0.1 NC 0.5 gb:BG065438 /DB_XREF=gi:12548001 /DB_XREF=H3031B08-3 /CLONE=H3031B08 /FEA=EST /CNT=104 /TID=Mm.26878.1 /TIER=Stack /STK=62 /UG=M
MOE430_2_1433773_at 66.4 57.9 P P 0.000244 0.001221 -0.1 NC 0.5 gb:AA543385 /DB_XREF=gi:2291862 /DB_XREF=vj85a11.s1 /CLONE=IMAGE:943868 /FEA=EST /CNT=65 /TID=Mm.24738.1 /TIER=Stack /STK=62 /UG=M
MOE430_2_1433774_x_ 23.4 17.8 P P 0.001953 0.00415 -0.1 NC 0.68 gb:AA238341 /DB_XREF=gi:1862554 /DB_XREF=mx95c11.r1 /CLONE=IMAGE:694100 /FEA=EST /CNT=63 /TID=Mm.182445.2 /TIER=Stack /STK=62 /UG=
MOE430_2_1433786_x_ 5214.9 5295.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI596986 /DB_XREF=gi:4606034 /DB_XREF=vj64h09.x1 /CLONE=IMAGE:933857 /FEA=EST /CNT=65 /TID=Mm.200975.5 /TIER=Stack /STK=61 /UG=M
MOE430_2_1433801_at 222.7 189.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV223039 /DB_XREF=gi:16385043 /DB_XREF=AV223039 /CLONE=3830406K03 /FEA=EST /CNT=67 /TID=Mm.12148.1 /TIER=Stack /STK=60 /UG=Mm
MOE430_2_1433806_x_ 3461.7 3083.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW324084 /DB_XREF=gi:6758109 /DB_XREF=uo21h03.x1 /CLONE=IMAGE:2609813 /FEA=EST /CNT=75 /TID=Mm.1971.2 /TIER=Stack /STK=59 /UG=M
MOE430_2_1433832_at 784.7 655.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB355934 /DB_XREF=gi:15411620 /DB_XREF=BB355934 /CLONE=C030011B15 /FEA=EST /CNT=69 /TID=Mm.202715.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1433834_at 702.1 596.3 P P 0.000732 0.000244 -0.1 NC 0.55 gb:BQ176049 /DB_XREF=gi:20351541 /DB_XREF=UI-M-DJ2-bwf-o-02-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-02-0-UI /FEA=EST /CNT=131 /TID=Mm.24236
MOE430_2_1433841_at 102.9 98.2 P P 0.01 0.03 -0.1 NC 0.5 gb:BB499868 /DB_XREF=gi:16442229 /DB_XREF=BB499868 /CLONE=D630023H24 /FEA=EST /CNT=69 /TID=Mm.78250.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433846_s_ 214.6 180.6 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BB769290 /DB_XREF=gi:16211832 /DB_XREF=BB769290 /CLONE=G370094H14 /FEA=EST /CNT=105 /TID=Mm.23974.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1433852_at 462 472.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG075834 /DB_XREF=gi:12558403 /DB_XREF=H3152D03-3 /CLONE=H3152D03 /FEA=EST /CNT=129 /TID=Mm.203892.1 /TIER=Stack /STK=56 /UG=
MOE430_2_1433878_at 671.7 778.6 P P 0.000244 0.000244 -0.1 NC 0.58 gb:AI648866 /DB_XREF=gi:4729700 /DB_XREF=uk31b06.x1 /CLONE=IMAGE:1970579 /FEA=EST /CNT=102 /TID=Mm.30057.1 /TIER=Stack /STK=54 /UG=
MOE430_2_1433883_at 1870.5 1726.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV122663 /DB_XREF=gi:16382470 /DB_XREF=AV122663 /CLONE=2610528G24 /FEA=EST /CNT=170 /TID=Mm.27685.1 /TIER=Stack /STK=54 /UG=M
MOE430_2_1433901_at 442.3 407.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV301998 /DB_XREF=gi:16393436 /DB_XREF=AV301998 /CLONE=5730497H21 /FEA=EST /CNT=61 /TID=Mm.1098.2 /TIER=Stack /STK=53 /UG=Mm.
MOE430_2_1433916_at 1162.8 1000.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB453895 /DB_XREF=gi:16425810 /DB_XREF=BB453895 /CLONE=D130027G05 /FEA=EST /CNT=86 /TID=Mm.168744.3 /TIER=Stack /STK=52 /UG=M
MOE430_2_1433921_s_ 323.3 263.4 P P 0.000244 0.000244 -0.1 NC 0.88 gb:BG869825 /DB_XREF=gi:14220365 /DB_XREF=602789347F1 /CLONE=IMAGE:4920779 /FEA=EST /CNT=80 /TID=Mm.2519.2 /TIER=Stack /STK=51 /UG
MOE430_2_1433941_at 151.3 145.1 A A 0.19 0.19 -0.1 NC 0.5 gb:BF582164 /DB_XREF=gi:11655876 /DB_XREF=602099755F1 /CLONE=IMAGE:4219596 /FEA=EST /CNT=57 /TID=Mm.24313.1 /TIER=Stack /STK=50 /U
MOE430_2_1433959_at 10.5 11.1 A A 0.27 0.36 -0.1 NC 0.35 gb:AV337374 /DB_XREF=gi:16396455 /DB_XREF=AV337374 /CLONE=6430400E18 /FEA=EST /CNT=88 /TID=Mm.125242.1 /TIER=Stack /STK=49 /UG=Mm



MOE430_2_1433974_at 316.6 312.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW763323 /DB_XREF=gi:7695261 /DB_XREF=ur60a04.x1 /CLONE=IMAGE:3154638 /FEA=EST /CNT=154 /TID=Mm.34329.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1433975_at 296.1 287 P P 0.001221 0.001221 -0.1 NC 0.5 gb:BI524986 /DB_XREF=gi:15349778 /DB_XREF=602923953F1 /CLONE=IMAGE:5056596 /FEA=EST /CNT=78 /TID=Mm.31090.1 /TIER=Stack /STK=48 /UG
MOE430_2_1433976_at 379.4 378.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI249740 /DB_XREF=gi:14797412 /DB_XREF=602996020F1 /CLONE=IMAGE:5151773 /FEA=EST /CNT=68 /TID=Mm.29531.1 /TIER=Stack /STK=48 /UG
MOE430_2_1434027_at 104.7 107.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG075865 /DB_XREF=gi:12558434 /DB_XREF=H3152G06-3 /CLONE=H3152G06 /FEA=EST /CNT=78 /TID=Mm.11946.2 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1434034_at 190.2 157.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI905090 /DB_XREF=gi:16167557 /DB_XREF=603169438F1 /CLONE=IMAGE:5257497 /FEA=EST /CNT=112 /TID=Mm.752.1 /TIER=Stack /STK=45 /UG
MOE430_2_1434044_at 185.3 165.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV286809 /DB_XREF=gi:16392025 /DB_XREF=AV286809 /CLONE=5031427K15 /FEA=EST /CNT=53 /TID=Mm.27001.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434048_at 163.9 183.4 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BB408093 /DB_XREF=gi:16415656 /DB_XREF=BB408093 /CLONE=C430004I07 /FEA=EST /CNT=55 /TID=Mm.41029.2 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434059_at 287.5 258 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB769694 /DB_XREF=gi:16212236 /DB_XREF=BB769694 /CLONE=G370099C15 /FEA=EST /CNT=85 /TID=Mm.29895.3 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434107_at 212.5 212.8 P P 0.000244 0.000244 -0.1 NC 0.8 gb:BM204396 /DB_XREF=gi:17759262 /DB_XREF=C0268G07-3 /CLONE=C0268G07 /FEA=EST /CNT=87 /TID=Mm.34342.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1434117_at 274.2 226.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV264059 /DB_XREF=gi:16389175 /DB_XREF=AV264059 /CLONE=4930443F19 /FEA=EST /CNT=72 /TID=Mm.157042.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1434128_a_ 511.4 497.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB131266 /DB_XREF=gi:8785656 /DB_XREF=BB131266 /CLONE=9630050J21 /FEA=EST /CNT=42 /TID=Mm.41568.1 /TIER=Stack /STK=42 /UG=Mm.4
MOE430_2_1434165_at 14.6 20.6 A A 0.11 0.24 -0.1 NC 0.5 gb:BQ176424 /DB_XREF=gi:20351916 /DB_XREF=UI-M-DJ2-bwf-f-03-0-UI.s1 /CLONE=UI-M-DJ2-bwf-f-03-0-UI /FEA=EST /CNT=47 /TID=Mm.44747.1
MOE430_2_1434168_at 113.7 168.9 P P 0.01 0.00293 -0.1 NC 0.5 gb:BB550758 /DB_XREF=gi:16447966 /DB_XREF=BB550758 /CLONE=E230024E16 /FEA=EST /CNT=44 /TID=Mm.17261.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434169_at 2.9 1.2 A A 0.43 0.82 -0.1 NC 0.5 gb:BQ175107 /DB_XREF=gi:20350599 /DB_XREF=UI-M-DJ2-bwd-e-20-0-UI.s1 /CLONE=UI-M-DJ2-bwd-e-20-0-UI /FEA=EST /CNT=43 /TID=Mm.32810
MOE430_2_1434172_at 23.7 27.5 P P 0.02 0.02 -0.1 NC 0.36 gb:BQ177934 /DB_XREF=gi:20353426 /DB_XREF=UI-M-ER0-bwq-o-13-0-UI.r1 /CLONE=IMAGE: 5700708 /FEA=EST /CNT=43 /TID=Mm.39940.1 /TIER=S
MOE430_2_1434175_s_ 158.1 107.7 P P 0.008057 0.008057 -0.1 NC 0.5 gb:BB759101 /DB_XREF=gi:16205892 /DB_XREF=BB759101 /CLONE=G270107I23 /FEA=EST /CNT=41 /TID=Mm.87293.2 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434201_at 18.5 12.3 P P 0.00415 0.02 -0.1 NC 0.69 gb:AV144145 /DB_XREF=gi:16382992 /DB_XREF=AV144145 /CLONE=2810433P22 /FEA=EST /CNT=42 /TID=Mm.83243.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434212_at 61 50.9 A A 0.12 0.09 -0.1 NC 0.5 gb:BG244243 /DB_XREF=gi:12754058 /DB_XREF=602356434F1 /CLONE=IMAGE:4485056 /FEA=EST /CNT=39 /TID=Mm.44227.2 /TIER=Stack /STK=39 /U
MOE430_2_1434213_x_ 980 1141.2 P P 0.00415 0.008057 -0.1 NC 0.5 gb:BG244243 /DB_XREF=gi:12754058 /DB_XREF=602356434F1 /CLONE=IMAGE:4485056 /FEA=EST /CNT=39 /TID=Mm.44227.2 /TIER=Stack /STK=39 /U
MOE430_2_1434214_at 963.3 889.1 P P 0.000244 0.000244 -0.1 NC 0.75 gb:BI525016 /DB_XREF=gi:15349808 /DB_XREF=602924266F1 /CLONE=IMAGE:5056480 /FEA=EST /CNT=79 /TID=Mm.28287.3 /TIER=Stack /STK=38 /UG
MOE430_2_1434216_a_ 272.8 282 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG070689 /DB_XREF=gi:12553258 /DB_XREF=H3090A09-3 /CLONE=H3090A09 /FEA=EST /CNT=56 /TID=Mm.27194.3 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434231_x_ 10405.2 9569 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV124680 /DB_XREF=gi:5310914 /DB_XREF=AV124680 /CLONE=2700022C23 /FEA=EST /CNT=43 /TID=Mm.16423.4 /TIER=Stack /STK=38 /UG=Mm.
MOE430_2_1434254_at 1131.4 1086.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM235739 /DB_XREF=gi:17871009 /DB_XREF=K0424A11-3 /CLONE=K0424A11 /FEA=EST /CNT=85 /TID=Mm.18824.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434261_at 62.1 68.3 P P 0.005859 0.008057 -0.1 NC 0.5 gb:AV228782 /DB_XREF=gi:16385591 /DB_XREF=AV228782 /CLONE=4631402B16 /FEA=EST /CNT=55 /TID=Mm.21884.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434265_s_ 13.2 17.4 P P 0.03 0.01 -0.1 NC 0.6 gb:BQ174638 /DB_XREF=gi:20350129 /DB_XREF=UI-M-DJ2-bwb-c-17-0-UI.s1 /CLONE=UI-M-DJ2-bwb-c-17-0-UI /FEA=EST /CNT=59 /TID=Mm.41182
MOE430_2_1434289_at 121.1 97.9 P P 0.001953 0.005859 -0.1 NC 0.5 gb:BB133866 /DB_XREF=gi:15408441 /DB_XREF=BB133866 /CLONE=9830109N13 /FEA=EST /CNT=53 /TID=Mm.119616.1 /TIER=Stack /STK=36 /UG=M
MOE430_2_1434329_s_ 455.9 392 P P 0.000244 0.000244 -0.1 NC 0.6 gb:BG074607 /DB_XREF=gi:12557176 /DB_XREF=H3137B07-3 /CLONE=H3137B07 /FEA=EST /CNT=137 /TID=Mm.24126.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1434331_at 661.2 609.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG072783 /DB_XREF=gi:12555352 /DB_XREF=H3114H07-3 /CLONE=H3114H07 /FEA=EST /CNT=87 /TID=Mm.30800.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434338_at 409.8 395.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ085677 /DB_XREF=gi:20044881 /DB_XREF=ih79f05.x1 /CLONE=IMAGE:5682585 /FEA=EST /CNT=66 /TID=Mm.200610.1 /TIER=Stack /STK=34 /UG
MOE430_2_1434342_at 686.1 634.7 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB316114 /DB_XREF=gi:9023149 /DB_XREF=BB316114 /CLONE=B230362N19 /FEA=EST /CNT=43 /TID=Mm.199903.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434360_s_ 303.4 330.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI596632 /DB_XREF=gi:4605680 /DB_XREF=ml66e01.y1 /CLONE=IMAGE:516984 /FEA=EST /CNT=37 /TID=Mm.202333.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1434367_s_ 4212.2 3729.2 P P 0.000244 0.000244 -0.1 NC 0.7 gb:AV217767 /DB_XREF=gi:6158608 /DB_XREF=AV217767 /CLONE=2410188E14 /FEA=EST /CNT=35 /TID=Mm.196148.2 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434374_at 61.6 53.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV134097 /DB_XREF=gi:16382716 /DB_XREF=AV134097 /CLONE=2810004D07 /FEA=EST /CNT=279 /TID=Mm.148313.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434377_x_ 9705.4 8739.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE134127 /DB_XREF=gi:8596627 /DB_XREF=ug16d05.x1 /CLONE=IMAGE:1531785 /FEA=EST /CNT=57 /TID=Mm.1139.5 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434378_a_ 1747.4 1631.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG868949 /DB_XREF=gi:14219489 /DB_XREF=602784555F1 /CLONE=IMAGE:4910797 /FEA=EST /CNT=97 /TID=Mm.148395.2 /TIER=Stack /STK=33 /
MOE430_2_1434383_at 676.1 614 P P 0.000244 0.000244 -0.1 NC 0.8 gb:BM114949 /DB_XREF=gi:17077967 /DB_XREF=L0813E02-3 /CLONE=L0813E02 /FEA=EST /CNT=55 /TID=Mm.202728.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434388_at 308.5 289.3 P P 0.000244 0.000244 -0.1 NC 0.64 gb:BB023868 /DB_XREF=gi:15403424 /DB_XREF=BB023868 /CLONE=5330417K06 /FEA=EST /CNT=76 /TID=Mm.49309.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434396_a_ 6378.2 5633.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU017189 /DB_XREF=gi:3372293 /DB_XREF=AU017189 /CLONE=J0735F03 /FEA=EST /CNT=40 /TID=Mm.3328.3 /TIER=Stack /STK=33 /UG=Mm.3328
MOE430_2_1434405_at 138.2 121.9 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB360713 /DB_XREF=gi:16405874 /DB_XREF=BB360713 /CLONE=C030049E06 /FEA=EST /CNT=77 /TID=Mm.34087.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1434409_at 307.7 314.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB045845 /DB_XREF=gi:16259382 /DB_XREF=BB045845 /CLONE=6030496P06 /FEA=EST /CNT=44 /TID=Mm.113272.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434415_at 290.5 302.3 P P 0.00415 0.005859 -0.1 NC 0.88 gb:BB797871 /DB_XREF=gi:16967494 /DB_XREF=BB797871 /CLONE=G630008J17 /FEA=EST /CNT=38 /TID=Mm.44232.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434430_s_ 16 15.9 P P 0.00415 0.02 -0.1 NC 0.5 gb:BB709140 /DB_XREF=gi:16062309 /DB_XREF=BB709140 /CLONE=A930102P14 /FEA=EST /CNT=33 /TID=Mm.218593.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434435_s_ 1017.5 756.8 P P 0.000244 0.000244 -0.1 NC 0.79 gb:BM941165 /DB_XREF=gi:19400317 /DB_XREF=UI-M-BZ1-bjg-b-09-0-UI.r1 /CLONE=UI-M-BZ1-bjg-b-09-0-UI /FEA=EST /CNT=64 /TID=Mm.27396.1 
MOE430_2_1434436_at 108 109.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AV036158 /DB_XREF=gi:16356612 /DB_XREF=AV036158 /CLONE=1600017G11 /FEA=EST /CNT=61 /TID=Mm.2917.1 /TIER=Stack /STK=32 /UG=Mm.
MOE430_2_1434441_at 123.7 123.8 P P 0.005859 0.00415 -0.1 NC 0.5 gb:BB525584 /DB_XREF=gi:16444173 /DB_XREF=BB525584 /CLONE=D930027K11 /FEA=EST /CNT=58 /TID=Mm.62580.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434451_at 181.2 125.6 P P 0.000732 0.000732 -0.1 NC 0.93 gb:AA216953 /DB_XREF=gi:1825953 /DB_XREF=mt71e11.r1 /CLONE=IMAGE:635372 /FEA=EST /CNT=58 /TID=Mm.30692.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434470_at 20.1 20 P P 0.03 0.04 -0.1 NC 0.64 gb:BB244585 /DB_XREF=gi:16355322 /DB_XREF=BB244585 /CLONE=A730002O15 /FEA=EST /CNT=86 /TID=Mm.33490.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434491_a_ 2664.1 2040.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV111078 /DB_XREF=gi:5265158 /DB_XREF=AV111078 /CLONE=2600016K08 /FEA=EST /CNT=36 /TID=Mm.548.2 /TIER=Stack /STK=31 /UG=Mm.548
MOE430_2_1434514_at 103.1 103.9 P P 0.008057 0.001953 -0.1 NC 0.5 gb:AV277021 /DB_XREF=gi:16390908 /DB_XREF=AV277021 /CLONE=4932438K18 /FEA=EST /CNT=47 /TID=Mm.27966.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434526_at 3.3 4.3 A A 0.35 0.36 -0.1 NC 0.5 gb:BB175669 /DB_XREF=gi:16269696 /DB_XREF=BB175669 /CLONE=A230057N18 /FEA=EST /CNT=34 /TID=Mm.40368.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434569_at 191.6 189.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB428484 /DB_XREF=gi:16423916 /DB_XREF=BB428484 /CLONE=C630018C06 /FEA=EST /CNT=53 /TID=Mm.21535.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434579_x_ 3785.8 3779 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB272517 /DB_XREF=gi:8969536 /DB_XREF=BB272517 /CLONE=A830076K05 /FEA=EST /CNT=31 /TID=Mm.44227.3 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1434580_at 43.3 41 P P 0.000244 0.00415 -0.1 NC 0.62 gb:AV280361 /DB_XREF=gi:15405715 /DB_XREF=AV280361 /CLONE=4933413N07 /FEA=EST /CNT=62 /TID=Mm.28283.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434583_at 0.7 0.4 A A 0.91 0.96 -0.1 NC 0.5 gb:BB469903 /DB_XREF=gi:16427694 /DB_XREF=BB469903 /CLONE=D230029M09 /FEA=EST /CNT=31 /TID=Mm.72096.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434587_x_ 404.2 380.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB770830 /DB_XREF=gi:16197207 /DB_XREF=BB770830 /CLONE=G370117N05 /FEA=EST /CNT=30 /TID=Mm.3871.4 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1434602_at 241.7 222.2 P P 0.001221 0.001221 -0.1 NC 0.73 gb:BB446011 /DB_XREF=gi:16425055 /DB_XREF=BB446011 /CLONE=D030054F01 /FEA=EST /CNT=146 /TID=Mm.206238.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1434619_at 271.2 275.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB794793 /DB_XREF=gi:16964412 /DB_XREF=BB794793 /CLONE=G431001O08 /FEA=EST /CNT=73 /TID=Mm.24372.2 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434621_at 15.6 12.2 P P 0.03 0.03 -0.1 NC 0.5 gb:AV298104 /DB_XREF=gi:16393005 /DB_XREF=AV298104 /CLONE=5730454I07 /FEA=EST /CNT=56 /TID=Mm.34379.1 /TIER=Stack /STK=28 /UG=Mm.
MOE430_2_1434633_at 174.4 172.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG076163 /DB_XREF=gi:12558732 /DB_XREF=H3156D03-3 /CLONE=H3156D03 /FEA=EST /CNT=36 /TID=Mm.23990.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434643_at 104.9 118.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB025726 /DB_XREF=gi:15403466 /DB_XREF=BB025726 /CLONE=5330429M20 /FEA=EST /CNT=198 /TID=Mm.21158.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1434655_at 209 181.9 P P 0.001221 0.001221 -0.1 NC 0.6 gb:BB794583 /DB_XREF=gi:16964202 /DB_XREF=BB794583 /CLONE=G431001A03 /FEA=EST /CNT=44 /TID=Mm.26785.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434676_at 422.9 461.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE991958 /DB_XREF=gi:10672318 /DB_XREF=UI-M-BZ1-beb-d-07-0-UI.s1 /CLONE=UI-M-BZ1-beb-d-07-0-UI /FEA=EST /CNT=71 /TID=Mm.6128.1 
MOE430_2_1434694_at 576 485.9 P P 0.000244 0.000244 -0.1 NC 0.73 gb:BM942047 /DB_XREF=gi:19401703 /DB_XREF=UI-M-CG0p-bqz-c-10-0-UI.r1 /CLONE=UI-M-CG0p-bqz-c-10-0-UI /FEA=EST /CNT=36 /TID=Mm.283
MOE430_2_1434696_at 362.7 339.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BM198969 /DB_XREF=gi:17751642 /DB_XREF=C0408D10-3 /CLONE=C0408D10 /FEA=EST /CNT=90 /TID=Mm.34034.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434704_at 405.4 341.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB529352 /DB_XREF=gi:16445589 /DB_XREF=BB529352 /CLONE=E030001I07 /FEA=EST /CNT=56 /TID=Mm.25715.1 /TIER=Stack /STK=26 /UG=Mm.
MOE430_2_1434705_at 552.6 509.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG072903 /DB_XREF=gi:12555472 /DB_XREF=H3116D02-3 /CLONE=H3116D02 /FEA=EST /CNT=43 /TID=Mm.5388.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434750_at 554.4 539.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE200383 /DB_XREF=gi:8712480 /DB_XREF=ug61f01.x1 /CLONE=IMAGE:1546873 /FEA=EST /CNT=74 /TID=Mm.41553.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434751_at 284.9 337.8 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB493523 /DB_XREF=gi:16441767 /DB_XREF=BB493523 /CLONE=D530033I21 /FEA=EST /CNT=46 /TID=Mm.7973.3 /TIER=Stack /STK=25 /UG=Mm.7
MOE430_2_1434771_at 69.8 98.8 P P 0.001221 0.001953 -0.1 NC 0.5 gb:BG070867 /DB_XREF=gi:12553524 /DB_XREF=H3093B02-3 /CLONE=H3093B02 /FEA=EST /CNT=33 /TID=Mm.35098.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434785_at 4.9 1.7 A A 0.75 0.56 -0.1 NC 0.07 gb:BQ174680 /DB_XREF=gi:20350172 /DB_XREF=UI-M-DJ2-bwb-m-03-0-UI.s1 /CLONE=UI-M-DJ2-bwb-m-03-0-UI /FEA=EST /CNT=42 /TID=Mm.8766
MOE430_2_1434809_at 823.2 820.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB458819 /DB_XREF=gi:16426321 /DB_XREF=BB458819 /CLONE=D130058N03 /FEA=EST /CNT=31 /TID=Mm.9935.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1434811_at 0.7 0.6 A A 0.93 0.94 -0.1 NC 0.83 gb:AI449799 /DB_XREF=gi:4292531 /DB_XREF=mr72d12.x1 /CLONE=IMAGE:602999 /FEA=EST /CNT=26 /TID=Mm.23506.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434813_x_ 355.3 317 P P 0.001953 0.001953 -0.1 NC 0.5 gb:AI528863 /DB_XREF=gi:4442998 /DB_XREF=ms68c11.x1 /CLONE=IMAGE:616724 /FEA=EST /CNT=26 /TID=Mm.38433.3 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434827_at 189.8 177.5 P P 0.01 0.02 -0.1 NC 0.89 gb:AW554543 /DB_XREF=gi:7199966 /DB_XREF=L0242B11-3 /CLONE=L0242B11 /FEA=EST /CNT=57 /TID=Mm.28518.3 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434832_at 192.7 179.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB364488 /DB_XREF=gi:16406245 /DB_XREF=BB364488 /CLONE=C130021N16 /FEA=EST /CNT=64 /TID=Mm.4948.2 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434838_at 3.3 3.1 A A 0.72 0.85 -0.1 NC 0.88 gb:BB478302 /DB_XREF=gi:9395911 /DB_XREF=BB478302 /CLONE=D330029K17 /FEA=EST /CNT=32 /TID=Mm.38424.1 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434854_a_ 8636.9 8036.7 P P 0.000244 0.000244 -0.1 NC 0.58 gb:BB000887 /DB_XREF=gi:7840815 /DB_XREF=BB000887 /CLONE=2700052M12 /FEA=EST /CNT=27 /TID=Mm.39130.3 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434872_x_ 6880.9 5919.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV170241 /DB_XREF=gi:5376678 /DB_XREF=AV170241 /CLONE=3110094P05 /FEA=EST /CNT=25 /TID=Mm.10474.4 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434886_at 158.9 153.8 P P 0.001221 0.001221 -0.1 NC 0.5 gb:AV285295 /DB_XREF=gi:16391923 /DB_XREF=AV285295 /CLONE=5031409E14 /FEA=EST /CNT=137 /TID=Mm.1017.2 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434907_at 115.1 134.3 P P 0.001953 0.001221 -0.1 NC 0.5 gb:BB667265 /DB_XREF=gi:16398714 /DB_XREF=BB667265 /CLONE=6820446N06 /FEA=EST /CNT=35 /TID=Mm.38285.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434908_at 160.8 142.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB212188 /DB_XREF=gi:16352760 /DB_XREF=BB212188 /CLONE=A430109E17 /FEA=EST /CNT=63 /TID=Mm.28298.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434923_at 922.8 859.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV354536 /DB_XREF=gi:16397309 /DB_XREF=AV354536 /CLONE=7120439L08 /FEA=EST /CNT=88 /TID=Mm.45146.3 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434924_at 353.3 320.3 P P 0.000244 0.000244 -0.1 NC 0.53 gb:BF468039 /DB_XREF=gi:20338319 /DB_XREF=UI-M-CC0-ayc-h-05-0-UI.r1 /CLONE=UI-M-CC0-ayc-h-05-0-UI /FEA=EST /CNT=71 /TID=Mm.212554
MOE430_2_1434934_at 276.8 209.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB771055 /DB_XREF=gi:16213044 /DB_XREF=BB771055 /CLONE=G370120H01 /FEA=EST /CNT=49 /TID=Mm.29512.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434938_at 132.6 141.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG063048 /DB_XREF=gi:12545534 /DB_XREF=H3001E02-3 /CLONE=H3001E02 /FEA=EST /CNT=37 /TID=Mm.202774.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434939_at 107.7 89.7 P P 0.000244 0.000244 -0.1 NC 0.94 gb:BB437522 /DB_XREF=gi:16424452 /DB_XREF=BB437522 /CLONE=D030004G14 /FEA=EST /CNT=27 /TID=Mm.33897.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434989_at 6.6 8.2 A A 0.56 0.62 -0.1 NC 0.5 gb:BQ176485 /DB_XREF=gi:20351977 /DB_XREF=UI-M-DJ2-bvw-d-14-0-UI.s1 /CLONE=UI-M-DJ2-bvw-d-14-0-UI /FEA=EST /CNT=27 /TID=Mm.40059
MOE430_2_1435008_at 288.2 355.8 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BG071793 /DB_XREF=gi:12554351 /DB_XREF=H3103B06-3 /CLONE=H3103B06 /FEA=EST /CNT=60 /TID=Mm.17815.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435011_x_ 7464.9 6942.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI627032 /DB_XREF=gi:4663832 /DB_XREF=vw56g11.x1 /CLONE=IMAGE:1247876 /FEA=EST /CNT=28 /TID=Mm.30085.3 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435013_at 206.3 198.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM231491 /DB_XREF=gi:17866761 /DB_XREF=K0310F02-3 /CLONE=K0310F02 /FEA=EST /CNT=35 /TID=Mm.5547.1 /TIER=Stack /STK=21 /UG=Mm.5
MOE430_2_1435016_at 262 248.6 P P 0.000732 0.000732 -0.1 NC 0.74 gb:BB795263 /DB_XREF=gi:16964882 /DB_XREF=BB795263 /CLONE=G431004C13 /FEA=EST /CNT=56 /TID=Mm.34007.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435020_at 307.2 292.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE980167 /DB_XREF=gi:10647852 /DB_XREF=UI-M-BG2-bcq-e-02-0-UI.s1 /CLONE=UI-M-BG2-bcq-e-02-0-UI /FEA=EST /CNT=32 /TID=Mm.28959
MOE430_2_1435031_at 393.5 375.6 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AV069499 /DB_XREF=gi:16380935 /DB_XREF=AV069499 /CLONE=2010310D06 /FEA=EST /CNT=51 /TID=Mm.11688.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435041_at 342.3 342 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI108818 /DB_XREF=gi:14559719 /DB_XREF=602896517F1 /CLONE=IMAGE:5026444 /FEA=EST /CNT=33 /TID=Mm.3328.4 /TIER=Stack /STK=21 /UG
MOE430_2_1435058_x_ 10.4 7.5 P A 0.03 0.24 -0.1 NC 0.82 gb:AI528529 /DB_XREF=gi:4442664 /DB_XREF=mq61a03.x1 /CLONE=IMAGE:583180 /FEA=EST /CNT=22 /TID=Mm.12155.3 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435060_at 12.2 24.2 P P 0.03 0.001221 -0.1 NC 0.006503 gb:BB667124 /DB_XREF=gi:16398573 /DB_XREF=BB667124 /CLONE=4022442L22 /FEA=EST /CNT=25 /TID=Mm.40489.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435084_at 131.4 91.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB200607 /DB_XREF=gi:16271463 /DB_XREF=BB200607 /CLONE=A430025O05 /FEA=EST /CNT=45 /TID=Mm.80570.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435087_at 605.3 573.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI409907 /DB_XREF=gi:15170830 /DB_XREF=602962275F1 /CLONE=IMAGE:5117586 /FEA=EST /CNT=71 /TID=Mm.22616.1 /TIER=Stack /STK=20 /UG
MOE430_2_1435089_at 105.7 93.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI157086 /DB_XREF=gi:14617087 /DB_XREF=602921371F1 /CLONE=IMAGE:5061713 /FEA=EST /CNT=37 /TID=Mm.30248.3 /TIER=Stack /STK=20 /UG
MOE430_2_1435105_at 1.5 1.7 A A 0.88 0.78 -0.1 NC 0.08 gb:BG066986 /DB_XREF=gi:12549555 /DB_XREF=H3049C08-3 /CLONE=H3049C08 /FEA=EST /CNT=29 /TID=Mm.24777.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435129_at 1635.5 1612.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW495875 /DB_XREF=gi:7066156 /DB_XREF=up47g06.x1 /CLONE=IMAGE:2749306 /FEA=EST /CNT=20 /TID=Mm.6355.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435133_at 84 89.5 P P 0.001221 0.001953 -0.1 NC 0.5 gb:BF682223 /DB_XREF=gi:11956118 /DB_XREF=602117650T1 /CLONE=IMAGE:3468636 /FEA=EST /CNT=217 /TID=Mm.27173.1 /TIER=Stack /STK=19 /
MOE430_2_1435143_at 197.7 188.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB825801 /DB_XREF=gi:17004044 /DB_XREF=BB825801 /CLONE=G830039L12 /FEA=EST /CNT=34 /TID=Mm.220962.2 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435151_a_ 7976.7 7240.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW108231 /DB_XREF=gi:6079031 /DB_XREF=um27f10.x1 /CLONE=IMAGE:2225803 /FEA=EST /CNT=28 /TID=Mm.147693.2 /TIER=Stack /STK=19 /UG
MOE430_2_1435152_at 51 60.8 P P 0.02 0.03 -0.1 NC 0.75 gb:AV024387 /DB_XREF=gi:16356404 /DB_XREF=AV024387 /CLONE=1200002P19 /FEA=EST /CNT=51 /TID=Mm.22831.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435163_at 14.7 15.4 P A 0.008057 0.11 -0.1 NC 0.39 gb:BB008634 /DB_XREF=gi:15403209 /DB_XREF=BB008634 /CLONE=4732483N19 /FEA=EST /CNT=29 /TID=Mm.27433.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435178_x_ 3015.3 2706.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF019960 /DB_XREF=gi:10751292 /DB_XREF=ux05e02.x1 /CLONE=IMAGE:3470618 /FEA=EST /CNT=25 /TID=Mm.45312.4 /TIER=Stack /STK=19 /UG=
MOE430_2_1435183_at 86.9 77.4 P P 0.01 0.02 -0.1 NC 0.76 gb:AW050349 /DB_XREF=gi:5910878 /DB_XREF=UI-M-BH1-ang-d-08-0-UI.s1 /CLONE=UI-M-BH1-ang-d-08-0-UI /FEA=EST /CNT=36 /TID=Mm.27882.1
MOE430_2_1435186_s_ 26.3 28.8 P P 0.03 0.000244 -0.1 NC 0.07 gb:BF466265 /DB_XREF=gi:11535448 /DB_XREF=UI-M-CG0p-bqv-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bqv-d-09-0-UI /FEA=EST /CNT=32 /TID=Mm.4285
MOE430_2_1435209_at 281 226.9 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV270935 /DB_XREF=gi:15405444 /DB_XREF=AV270935 /CLONE=4931403E02 /FEA=EST /CNT=29 /TID=Mm.23873.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435217_at 2.7 2.9 A A 0.46 0.5 -0.1 NC 0.58 gb:BG066901 /DB_XREF=gi:12549470 /DB_XREF=H3048D01-3 /CLONE=H3048D01 /FEA=EST /CNT=22 /TID=Mm.27910.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435223_at 305.3 268.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF133660 /DB_XREF=gi:10972700 /DB_XREF=601778560F1 /CLONE=IMAGE:4006695 /FEA=EST /CNT=144 /TID=Mm.28602.1 /TIER=Stack /STK=18 /
MOE430_2_1435290_x_ 8 7.7 A A 0.21 0.43 -0.1 NC 0.5 gb:BE688749 /DB_XREF=gi:10076373 /DB_XREF=uw49d04.x1 /CLONE=IMAGE:3465319 /FEA=EST /CNT=20 /TID=Mm.175310.2 /TIER=Stack /STK=18 /U
MOE430_2_1435327_at 280.1 290.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG071867 /DB_XREF=gi:12554436 /DB_XREF=H3104A09-3 /CLONE=H3104A09 /FEA=EST /CNT=104 /TID=Mm.22242.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435328_at 465.3 534 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW542554 /DB_XREF=gi:7184971 /DB_XREF=C0159A03-3 /CLONE=C0159A03 /FEA=EST /CNT=38 /TID=Mm.202694.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435334_at 77.9 70.4 P P 0.01 0.02 -0.1 NC 0.5 gb:BG866904 /DB_XREF=gi:14217444 /DB_XREF=602786146F1 /CLONE=IMAGE:4912283 /FEA=EST /CNT=68 /TID=Mm.77396.2 /TIER=Stack /STK=17 /U
MOE430_2_1435349_at 200 208.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB752129 /DB_XREF=gi:16200601 /DB_XREF=BB752129 /CLONE=G270010L13 /FEA=EST /CNT=32 /TID=Mm.37629.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435395_s_ 5336.8 5046.6 P P 0.000244 0.000244 -0.1 NC 0.54 gb:BG794445 /DB_XREF=gi:14130015 /DB_XREF=UTSW_SM22D11 /CLONE=UTSW_SM22D11 /FEA=EST /CNT=19 /TID=Mm.353.2 /TIER=Stack /STK=17 /
MOE430_2_1435427_x_ 27.6 18.8 P P 0.03 0.04 -0.1 NC 0.5 gb:BB473660 /DB_XREF=gi:16439743 /DB_XREF=BB473660 /CLONE=D330002B20 /FEA=EST /CNT=186 /TID=Mm.132778.1 /TIER=Stack /STK=105 /UG=
MOE430_2_1435439_at 293.3 256 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB015475 /DB_XREF=gi:16257410 /DB_XREF=BB015475 /CLONE=4930554G06 /FEA=EST /CNT=68 /TID=Mm.22817.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435469_at 114.2 138.3 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BM237031 /DB_XREF=gi:17872301 /DB_XREF=K0445B11-3 /CLONE=K0445B11 /FEA=EST /CNT=22 /TID=Mm.116769.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435471_at 16.2 13.9 P P 0.00415 0.01 -0.1 NC 0.28 gb:BE994129 /DB_XREF=gi:10677059 /DB_XREF=UI-M-CG0p-bih-c-01-0-UI.s1 /CLONE=UI-M-CG0p-bih-c-01-0-UI /FEA=EST /CNT=21 /TID=Mm.36300
MOE430_2_1435481_at 60.6 58.5 P P 0.000244 0.001221 -0.1 NC 0.64 gb:BM194940 /DB_XREF=gi:17746198 /DB_XREF=L0703E05-3 /CLONE=L0703E05 /FEA=EST /CNT=20 /TID=Mm.32.1 /TIER=Stack /STK=16 /UG=Mm.32 
MOE430_2_1435502_a_ 0.3 0.3 A A 0.96 0.98 -0.1 NC 0.46 gb:BG070923 /DB_XREF=gi:12553415 /DB_XREF=H3091G07-3 /CLONE=H3091G07 /FEA=EST /CNT=18 /TID=Mm.24536.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435527_at 1744 1689.3 P P 0.000244 0.000244 -0.1 NC 0.82 gb:BB533448 /DB_XREF=gi:16446252 /DB_XREF=BB533448 /CLONE=E030030D14 /FEA=EST /CNT=57 /TID=Mm.200862.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435550_at 418.2 405.3 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB702910 /DB_XREF=gi:16051734 /DB_XREF=BB702910 /CLONE=7420446E21 /FEA=EST /CNT=27 /TID=Mm.45018.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435566_s_ 231.9 232.1 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BG228947 /DB_XREF=gi:12716451 /DB_XREF=ux64a11.x1 /CLONE=IMAGE:3515036 /FEA=EST /CNT=19 /TID=Mm.220946.2 /TIER=Stack /STK=15 /UG
MOE430_2_1435567_at 57.3 57.1 P P 0.001221 0.000244 -0.1 NC 0.29 gb:AI504378 /DB_XREF=gi:4402229 /DB_XREF=vl09b03.x1 /CLONE=IMAGE:963629 /FEA=EST /CNT=19 /TID=Mm.42254.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435576_at 44.2 43.1 A A 0.14 0.19 -0.1 NC 0.66 gb:BQ176195 /DB_XREF=gi:20351687 /DB_XREF=UI-M-DJ2-bwg-i-16-0-UI.s1 /CLONE=UI-M-DJ2-bwg-i-16-0-UI /FEA=EST /CNT=22 /TID=Mm.87105.1
MOE430_2_1435584_at 8.2 14.3 A A 0.12 0.18 -0.1 NC 0.94 gb:BB034567 /DB_XREF=gi:15403646 /DB_XREF=BB034567 /CLONE=5830499F16 /FEA=EST /CNT=18 /TID=Mm.37986.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435593_x_ 9502.3 8053.2 P P 0.001221 0.000244 -0.1 NC 0.69 gb:AI414989 /DB_XREF=gi:4258493 /DB_XREF=mb47c08.x1 /CLONE=IMAGE:332558 /FEA=EST /CNT=19 /TID=Mm.5281.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435620_at 118.9 99.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB758150 /DB_XREF=gi:16189723 /DB_XREF=BB758150 /CLONE=G270093K19 /FEA=EST /CNT=16 /TID=Mm.38585.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435633_at 31.8 34.1 P P 0.000732 0.008057 -0.1 NC 0.64 gb:AV338080 /DB_XREF=gi:16396628 /DB_XREF=AV338080 /CLONE=6430407I07 /FEA=EST /CNT=92 /TID=Mm.200815.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435636_at 231.8 206.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI415636 /DB_XREF=gi:4259140 /DB_XREF=mc62a11.x1 /CLONE=IMAGE:353084 /FEA=EST /CNT=60 /TID=Mm.202360.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435641_at 17.4 14.8 A A 0.14 0.19 -0.1 NC 0.37 gb:BB109391 /DB_XREF=gi:16261617 /DB_XREF=BB109391 /CLONE=9530018I07 /FEA=EST /CNT=65 /TID=Mm.25861.1 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1435643_x_ 8517.8 7642.2 P P 0.000244 0.000244 -0.1 NC 0.65 gb:BQ042894 /DB_XREF=gi:19792266 /DB_XREF=UI-M-EM0-bvm-d-15-0-UI.r1 /CLONE=IMAGE:5693918 /FEA=EST /CNT=30 /TID=Mm.235.3 /TIER=Stac
MOE430_2_1435660_at 13.5 8.2 A A 0.27 0.21 -0.1 NC 0.21 gb:BB548008 /DB_XREF=gi:16447630 /DB_XREF=BB548008 /CLONE=E230002F20 /FEA=EST /CNT=28 /TID=Mm.197519.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435681_s_ 115.6 107.4 P P 0.001953 0.001953 -0.1 NC 0.5 gb:AI647511 /DB_XREF=gi:4726189 /DB_XREF=uk40e12.x1 /CLONE=IMAGE:1971502 /FEA=EST /CNT=17 /TID=Mm.10022.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435712_a_ 7787.3 7381.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW907444 /DB_XREF=gi:8072741 /DB_XREF=uq46f11.x1 /CLONE=IMAGE:2812461 /FEA=EST /CNT=15 /TID=Mm.42790.5 /TIER=Stack /STK=14 /UG=
MOE430_2_1435718_at 99.3 105.7 P P 0.008057 0.00415 -0.1 NC 0.5 gb:BQ176274 /DB_XREF=gi:20351766 /DB_XREF=UI-M-DJ2-bwg-j-01-0-UI.s1 /CLONE=UI-M-DJ2-bwg-j-01-0-UI /FEA=EST /CNT=25 /TID=Mm.32602.1
MOE430_2_1435723_at 93.6 106.4 P P 0.000244 0.001953 -0.1 NC 0.74 gb:BB039336 /DB_XREF=gi:16258543 /DB_XREF=BB039336 /CLONE=6030442A17 /FEA=EST /CNT=15 /TID=Mm.174191.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435725_x_ 10636.9 9741 P P 0.000244 0.000244 -0.1 NC 0.5 gb:C77643 /DB_XREF=gi:2517973 /DB_XREF=C77643 /CLONE=J0035C08 /FEA=EST /CNT=14 /TID=Mm.70127.4 /TIER=Stack /STK=14 /UG=Mm.70127 /
MOE430_2_1435731_x_ 312.4 320.3 P P 0.01 0.01 -0.1 NC 0.5 gb:AV139803 /DB_XREF=gi:5343798 /DB_XREF=AV139803 /CLONE=2810054H04 /FEA=EST /CNT=14 /TID=Mm.19127.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1435738_x_ 6232.5 5662.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AA271358 /DB_XREF=gi:1909869 /DB_XREF=vb72c05.r1 /CLONE=IMAGE:762536 /FEA=EST /CNT=66 /TID=Mm.200975.7 /TIER=Stack /STK=13 /UG=
MOE430_2_1435755_at 305.5 309.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB609468 /DB_XREF=gi:15390291 /DB_XREF=BB609468 /CLONE=0610010J22 /FEA=EST /CNT=25 /TID=Mm.181765.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435791_x_ 7900 7012.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF228007 /DB_XREF=gi:11136078 /DB_XREF=uz38e06.x1 /CLONE=IMAGE:3671362 /FEA=EST /CNT=17 /TID=Mm.5290.3 /TIER=Stack /STK=13 /UG=
MOE430_2_1435795_at 47.6 47.6 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BE956926 /DB_XREF=gi:10601960 /DB_XREF=UI-M-BG2-bbp-h-03-0-UI.s1 /CLONE=UI-M-BG2-bbp-h-03-0-UI /FEA=EST /CNT=19 /TID=Mm.76797.
MOE430_2_1435801_at 57 47.1 P P 0.001221 0.000244 -0.1 NC 0.13 gb:AV365405 /DB_XREF=gi:16397640 /DB_XREF=AV365405 /CLONE=8430407M02 /FEA=EST /CNT=35 /TID=Mm.41168.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435802_at 112.7 107.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE134048 /DB_XREF=gi:8596548 /DB_XREF=ug15e11.x1 /CLONE=IMAGE:1531724 /FEA=EST /CNT=26 /TID=Mm.27577.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1435804_at 95.2 77.5 P P 0.008057 0.02 -0.1 NC 0.72 gb:BM120823 /DB_XREF=gi:17088849 /DB_XREF=L0944E09-3 /CLONE=L0944E09 /FEA=EST /CNT=25 /TID=Mm.21569.5 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435817_x_ 1736.4 1548 P P 0.001953 0.001953 -0.1 NC 0.59 gb:C81225 /DB_XREF=gi:2521555 /DB_XREF=C81225 /CLONE=J0096A09 /FEA=EST /CNT=15 /TID=Mm.1139.7 /TIER=Stack /STK=13 /UG=Mm.1139 /LL
MOE430_2_1435821_s_ 506.6 454.3 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BB397392 /DB_XREF=gi:9216788 /DB_XREF=BB397392 /CLONE=C330003J23 /FEA=EST /CNT=15 /TID=Mm.18838.2 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1435898_x_ 4429.2 4090.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM219381 /DB_XREF=gi:17779172 /DB_XREF=C0924C07-3 /CLONE=C0924C07 /FEA=EST /CNT=18 /TID=Mm.24443.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435922_at 65.4 74.2 P P 0.001953 0.00293 -0.1 NC 0.65 gb:BM022665 /DB_XREF=gi:16537021 /DB_XREF=id63h04.x1 /CLONE=IMAGE:5668063 /FEA=EST /CNT=36 /TID=Mm.27246.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1435924_at 40.5 29.3 P P 0.000732 0.008057 -0.1 NC 0.5 gb:AW551319 /DB_XREF=gi:7196747 /DB_XREF=L0076G12-3 /CLONE=L0076G12 /FEA=EST /CNT=30 /TID=Mm.29014.2 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1435941_at 19.5 17.5 A A 0.08 0.3 -0.1 NC 0.75 gb:BM118307 /DB_XREF=gi:17081325 /DB_XREF=L0864A12-3 /CLONE=L0864A12 /FEA=EST /CNT=15 /TID=Mm.25145.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435986_x_ 389.9 343.2 P P 0.000244 0.000732 -0.1 NC 0.83 gb:AW107712 /DB_XREF=gi:6078512 /DB_XREF=um33c01.x1 /CLONE=IMAGE:2236320 /FEA=EST /CNT=13 /TID=Mm.22227.4 /TIER=Stack /STK=12 /UG=
MOE430_2_1435993_at 23.6 24.8 P P 0.000732 0.005859 -0.1 NC 0.5 gb:BB027219 /DB_XREF=gi:15403501 /DB_XREF=BB027219 /CLONE=5330436N06 /FEA=EST /CNT=15 /TID=Mm.32599.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436001_at 88.7 71.6 P M 0.01 0.05 -0.1 NC 0.64 gb:AV290535 /DB_XREF=gi:15405811 /DB_XREF=AV290535 /CLONE=5230400C04 /FEA=EST /CNT=12 /TID=Mm.32618.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436008_at 11.2 11.1 P A 0.01 0.12 -0.1 NC 0.5 gb:AV336744 /DB_XREF=gi:15406449 /DB_XREF=AV336744 /CLONE=6330593L23 /FEA=EST /CNT=12 /TID=Mm.10920.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436009_at 214.5 202.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG067690 /DB_XREF=gi:12550259 /DB_XREF=H3057B04-3 /CLONE=H3057B04 /FEA=EST /CNT=12 /TID=Mm.7817.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1436012_s_ 65.2 66.3 P P 0.00293 0.001953 -0.1 NC 0.5 gb:BB735480 /DB_XREF=gi:16134630 /DB_XREF=BB735480 /CLONE=F430003D20 /FEA=EST /CNT=12 /TID=Mm.46189.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436026_at 1055.2 831.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI558298 /DB_XREF=gi:15445612 /DB_XREF=603240141F1 /CLONE=IMAGE:5292947 /FEA=EST /CNT=46 /TID=Mm.204893.1 /TIER=Stack /STK=11 /U
MOE430_2_1436038_a_ 1538.6 1408.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF318238 /DB_XREF=gi:11266816 /DB_XREF=ux08c09.x1 /CLONE=IMAGE:3470896 /FEA=EST /CNT=22 /TID=Mm.39490.4 /TIER=Stack /STK=11 /UG=



MOE430_2_1436040_at 1241.6 1176.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI180630 /DB_XREF=gi:14646441 /DB_XREF=LRH18F3 /FEA=EST /CNT=24 /TID=Mm.41686.1 /TIER=Stack /STK=11 /UG=Mm.41686 /UG_TITLE=ESTs
MOE430_2_1436048_at 229.1 224.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG074367 /DB_XREF=gi:12556936 /DB_XREF=H3134C06-3 /CLONE=H3134C06 /FEA=EST /CNT=29 /TID=Mm.21655.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436064_x_ 7437.9 7453.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV004977 /DB_XREF=gi:4781827 /DB_XREF=AV004977 /CLONE=0710008A18 /FEA=EST /CNT=15 /TID=Mm.16775.7 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436069_at 175.4 147.8 P P 0.000244 0.000244 -0.1 NC 0.51 gb:AW545952 /DB_XREF=gi:7191419 /DB_XREF=L0002C06-3 /CLONE=L0002C06 /FEA=EST /CNT=26 /TID=Mm.64065.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436070_at 107.1 101.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM933153 /DB_XREF=gi:19392305 /DB_XREF=UI-M-BH3-bsq-b-01-0-UI.r1 /CLONE=UI-M-BH3-bsq-b-01-0-UI /FEA=EST /CNT=20 /TID=Mm.31734.
MOE430_2_1436075_at 20.6 15.1 A A 0.14 0.14 -0.1 NC 0.5 gb:BQ175837 /DB_XREF=gi:20351329 /DB_XREF=UI-M-DJ2-bwf-g-17-0-UI.s1 /CLONE=UI-M-DJ2-bwf-g-17-0-UI /FEA=EST /CNT=16 /TID=Mm.37996.1
MOE430_2_1436076_at 5.9 4.1 A A 0.12 0.24 -0.1 NC 0.41 gb:BQ174338 /DB_XREF=gi:20349829 /DB_XREF=UI-M-DJ2-bvx-f-08-0-UI.s1 /CLONE=UI-M-DJ2-bvx-f-08-0-UI /FEA=EST /CNT=15 /TID=Mm.184031.
MOE430_2_1436087_at 0.8 0.3 A A 0.8 0.96 -0.1 NC 0.5 gb:BQ176414 /DB_XREF=gi:20351906 /DB_XREF=UI-M-DJ2-bwf-b-11-0-UI.s1 /CLONE=UI-M-DJ2-bwf-b-11-0-UI /FEA=EST /CNT=17 /TID=Mm.40947.
MOE430_2_1436102_at 49.3 42.7 P P 0.00415 0.00415 -0.1 NC 0.28 gb:BB425408 /DB_XREF=gi:16423594 /DB_XREF=BB425408 /CLONE=C530046H07 /FEA=EST /CNT=15 /TID=Mm.31421.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436110_at 1.5 2.2 A A 0.75 0.94 -0.1 NC 0.63 gb:BB333485 /DB_XREF=gi:16404002 /DB_XREF=BB333485 /CLONE=B830012K24 /FEA=EST /CNT=12 /TID=Mm.91327.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436118_at 80.7 127.7 P P 0.000244 0.001953 -0.1 NC 0.5 gb:BB417279 /DB_XREF=gi:16423366 /DB_XREF=BB417279 /CLONE=C530001F03 /FEA=EST /CNT=21 /TID=Mm.36148.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436166_at 0.9 0.6 A A 0.91 0.99 -0.1 NC 0.66 gb:AV231210 /DB_XREF=gi:15404976 /DB_XREF=AV231210 /CLONE=4632404K17 /FEA=EST /CNT=35 /TID=Mm.23973.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436167_at 132.7 122.9 P P 0.000732 0.000732 -0.1 NC 0.65 gb:BB798279 /DB_XREF=gi:16967902 /DB_XREF=BB798279 /CLONE=G630012M16 /FEA=EST /CNT=39 /TID=Mm.18929.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436173_at 151.8 150.1 P P 0.01 0.01 -0.1 NC 0.5 gb:BQ175628 /DB_XREF=gi:20351120 /DB_XREF=UI-M-DJ2-bvx-o-22-0-UI.s1 /CLONE=UI-M-DJ2-bvx-o-22-0-UI /FEA=EST /CNT=46 /TID=Mm.89698.
MOE430_2_1436179_a_ 677.6 610.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB108239 /DB_XREF=gi:16261583 /DB_XREF=BB108239 /CLONE=9530010F14 /FEA=EST /CNT=25 /TID=Mm.140761.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436180_at 713.4 774 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB108239 /DB_XREF=gi:16261583 /DB_XREF=BB108239 /CLONE=9530010F14 /FEA=EST /CNT=25 /TID=Mm.140761.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436183_at 564.8 501.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB757349 /DB_XREF=gi:16203448 /DB_XREF=BB757349 /CLONE=G270084M12 /FEA=EST /CNT=27 /TID=Mm.86615.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436202_at 64.1 50.2 P P 0.000244 0.000244 -0.1 NC 0.75 gb:AI853644 /DB_XREF=gi:5497550 /DB_XREF=UI-M-BH0-ajq-a-06-0-UI.s1 /CLONE=UI-M-BH0-ajq-a-06-0-UI /FEA=EST /CNT=44 /TID=Mm.202735.1 /
MOE430_2_1436214_at 105.5 98 P P 0.000732 0.00415 -0.1 NC 0.71 gb:AV023018 /DB_XREF=gi:16356394 /DB_XREF=AV023018 /CLONE=1190030G24 /FEA=EST /CNT=14 /TID=Mm.43671.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436216_s_ 440.9 401.1 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BM234799 /DB_XREF=gi:17870057 /DB_XREF=K0406D04-3 /CLONE=K0406D04 /FEA=EST /CNT=28 /TID=Mm.22788.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436230_at 15.6 12.6 A A 0.63 0.36 -0.1 NC 0.34 gb:BB005315 /DB_XREF=gi:16214898 /DB_XREF=BB005315 /CLONE=4732465N11 /FEA=EST /CNT=14 /TID=Mm.30498.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436240_at 4.7 4.7 A A 0.21 0.36 -0.1 NC 0.5 gb:BM211445 /DB_XREF=gi:17768649 /DB_XREF=C0806F10-3 /CLONE=C0806F10 /FEA=EST /CNT=13 /TID=Mm.216255.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436292_a_ 6588.3 6229.2 P P 0.000244 0.000244 -0.1 NC 0.83 gb:BI438046 /DB_XREF=gi:15262736 /DB_XREF=ic84b04.x1 /CLONE=IMAGE:5660119 /FEA=EST /CNT=10 /TID=Mm.683.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436317_at 25.1 28.3 P P 0.001221 0.001221 -0.1 NC 0.5 gb:BM115569 /DB_XREF=gi:17078587 /DB_XREF=L0822A10-3 /CLONE=L0822A10 /FEA=EST /CNT=32 /TID=Mm.103539.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436334_at 41 48.6 P P 0.03 0.04 -0.1 NC 0.5 gb:BM232846 /DB_XREF=gi:17868116 /DB_XREF=K0329A05-3 /CLONE=K0329A05 /FEA=EST /CNT=36 /TID=Mm.28151.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436338_at 737.1 698.3 P P 0.000244 0.000244 -0.1 NC 0.59 gb:BF730541 /DB_XREF=gi:12048405 /DB_XREF=mab64g07.x1 /CLONE=IMAGE:3975348 /FEA=EST /CNT=23 /TID=Mm.35625.1 /TIER=Stack /STK=9 /UG
MOE430_2_1436366_at 42.1 25.2 P A 0.04 0.08 -0.1 NC 0.93 gb:BE865230 /DB_XREF=gi:10387065 /DB_XREF=UI-M-BH2.1-aoz-c-12-0-UI.r1 /CLONE=UI-M-BH2.1-aoz-c-12-0-UI /FEA=EST /CNT=25 /TID=Mm.279
MOE430_2_1436404_at 29 26.1 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BM119088 /DB_XREF=gi:17087114 /DB_XREF=L0920E03-3 /CLONE=L0920E03 /FEA=EST /CNT=14 /TID=Mm.22723.3 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436405_at 132.5 133.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG068753 /DB_XREF=gi:12551322 /DB_XREF=H3068H12-3 /CLONE=H3068H12 /FEA=EST /CNT=14 /TID=Mm.26388.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436406_at 14 7.5 P P 0.005859 0.03 -0.1 NC 0.53 gb:BB327942 /DB_XREF=gi:16403798 /DB_XREF=BB327942 /CLONE=B430304M13 /FEA=EST /CNT=13 /TID=Mm.52322.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436412_at 10.1 8.1 P P 0.00415 0.001953 -0.1 NC 0.33 gb:BB457668 /DB_XREF=gi:16426184 /DB_XREF=BB457668 /CLONE=D130053B15 /FEA=EST /CNT=12 /TID=Mm.118767.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436420_a_ 1567.5 1398.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB390936 /DB_XREF=gi:9113881 /DB_XREF=BB390936 /CLONE=C230071O04 /FEA=EST /CNT=11 /TID=Mm.27546.5 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436450_at 7.3 8.1 A A 0.14 0.24 -0.1 NC 0.5 gb:BE945919 /DB_XREF=gi:10523678 /DB_XREF=UI-M-BZ0-axr-g-12-0-UI.s1 /CLONE=UI-M-BZ0-axr-g-12-0-UI /FEA=EST /CNT=10 /TID=Mm.131561.
MOE430_2_1436488_at 7.9 7.2 A A 0.29 0.46 -0.1 NC 0.42 gb:BE988514 /DB_XREF=gi:10664931 /DB_XREF=UI-M-CG0p-bhw-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bhw-g-04-0-UI /FEA=EST /CNT=9 /TID=Mm.1511
MOE430_2_1436494_x_ 288 275.3 P P 0.000244 0.001953 -0.1 NC 0.57 gb:BF319098 /DB_XREF=gi:11267801 /DB_XREF=uy52c06.x1 /CLONE=IMAGE:3663178 /FEA=EST /CNT=9 /TID=Mm.195313.2 /TIER=Stack /STK=9 /UG=
MOE430_2_1436510_a_ 155.2 132 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE456782 /DB_XREF=gi:9478216 /DB_XREF=up94f07.x1 /CLONE=IMAGE:2797573 /FEA=EST /CNT=28 /TID=Mm.29797.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436514_at 228.6 234.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB530689 /DB_XREF=gi:16445806 /DB_XREF=BB530689 /CLONE=E030011F10 /FEA=EST /CNT=41 /TID=Mm.37840.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436523_s_ 1791.1 1643.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV111033 /DB_XREF=gi:5265113 /DB_XREF=AV111033 /CLONE=2600016F04 /FEA=EST /CNT=18 /TID=Mm.31228.2 /TIER=Stack /STK=8 /UG=Mm.31
MOE430_2_1436553_at 164.1 144.9 P P 0.01 0.03 -0.1 NC 0.96 gb:BQ180632 /DB_XREF=gi:20356124 /DB_XREF=UI-M-EX0-bxb-h-22-0-UI.r1 /CLONE=IMAGE:5705925 /FEA=EST /CNT=13 /TID=Mm.37943.1 /TIER=St
MOE430_2_1436555_at 206.1 173.3 P P 0.000732 0.000732 -0.1 NC 0.9 gb:AV244175 /DB_XREF=gi:16386903 /DB_XREF=AV244175 /CLONE=4831428I20 /FEA=EST /CNT=22 /TID=Mm.16796.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1436556_at 11.2 12.7 A P 0.11 0.02 -0.1 NC 0.5 gb:BB534983 /DB_XREF=gi:16446477 /DB_XREF=BB534983 /CLONE=E030041A20 /FEA=EST /CNT=16 /TID=Mm.28174.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436571_at 182.9 151.6 P P 0.001221 0.001221 -0.1 NC 0.5 gb:AV267369 /DB_XREF=gi:16389560 /DB_XREF=AV267369 /CLONE=4930525M22 /FEA=EST /CNT=16 /TID=Mm.37785.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436573_at 60.1 58.3 P P 0.000244 0.001953 -0.1 NC 0.5 gb:BB434447 /DB_XREF=gi:16424341 /DB_XREF=BB434447 /CLONE=C820007E08 /FEA=EST /CNT=15 /TID=Mm.220950.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436597_at 47.6 47.8 P P 0.000244 0.001221 -0.1 NC 0.5 gb:BM243710 /DB_XREF=gi:17878980 /DB_XREF=K0700F07-3 /CLONE=K0700F07 /FEA=EST /CNT=12 /TID=Mm.28671.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436606_at 245.4 225 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG063983 /DB_XREF=gi:12546546 /DB_XREF=H3014B05-3 /CLONE=H3014B05 /FEA=EST /CNT=10 /TID=Mm.26068.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436693_x_ 121.8 60.1 P P 0.02 0.01 -0.1 NC 0.93 gb:BB106270 /DB_XREF=gi:8758838 /DB_XREF=BB106270 /CLONE=9430099L02 /FEA=EST /CNT=8 /TID=Mm.171514.2 /TIER=Stack /STK=8 /UG=Mm.17
MOE430_2_1436694_s_ 3.1 3.4 A A 0.36 0.21 -0.1 NC 0.5 gb:BB250949 /DB_XREF=gi:8943695 /DB_XREF=BB250949 /CLONE=A730043N03 /FEA=EST /CNT=8 /TID=Mm.200302.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436719_at 0.3 0.7 A A 0.87 0.93 -0.1 NC 0.84 gb:BB758319 /DB_XREF=gi:16205740 /DB_XREF=BB758319 /CLONE=G270095H17 /FEA=EST /CNT=113 /TID=Mm.87661.1 /TIER=Stack /STK=101 /UG=
MOE430_2_1436724_a_ 775.8 774.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB238390 /DB_XREF=gi:8925160 /DB_XREF=BB238390 /CLONE=A630071G23 /FEA=EST /CNT=92 /TID=Mm.7330.2 /TIER=Stack /STK=91 /UG=Mm.7
MOE430_2_1436726_s_ 178.6 186.2 P P 0.008057 0.00293 -0.1 NC 0.5 gb:BB470898 /DB_XREF=gi:16427849 /DB_XREF=BB470898 /CLONE=D230035O14 /FEA=EST /CNT=93 /TID=Mm.200841.1 /TIER=Stack /STK=86 /UG=M
MOE430_2_1436731_at 1.7 1.5 A A 0.79 0.91 -0.1 NC 0.83 gb:BB333374 /DB_XREF=gi:15411546 /DB_XREF=BB333374 /CLONE=B830010L13 /FEA=EST /CNT=151 /TID=Mm.87653.1 /TIER=Stack /STK=82 /UG=M
MOE430_2_1436732_s_ 1131.8 1017.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB750997 /DB_XREF=gi:16155233 /DB_XREF=BB750997 /CLONE=G130203H03 /FEA=EST /CNT=88 /TID=Mm.197530.2 /TIER=Stack /STK=82 /UG=M
MOE430_2_1436744_x_ 5.6 4.8 A A 0.08 0.43 -0.1 NC 0.49 gb:BB553906 /DB_XREF=gi:16448354 /DB_XREF=BB553906 /CLONE=E330009N23 /FEA=EST /CNT=75 /TID=Mm.9890.1 /TIER=Stack /STK=72 /UG=Mm.
MOE430_2_1436756_x_ 43.4 51.8 P P 0.00415 0.01 -0.1 NC 0.93 gb:BB114220 /DB_XREF=gi:8766788 /DB_XREF=BB114220 /CLONE=9530045C07 /FEA=EST /CNT=68 /TID=Mm.2491.2 /TIER=Stack /STK=61 /UG=Mm.2
MOE430_2_1436759_x_ 3091.8 2823.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV172168 /DB_XREF=gi:5378606 /DB_XREF=AV172168 /CLONE=3300004C24 /FEA=EST /CNT=60 /TID=Mm.22171.3 /TIER=Stack /STK=60 /UG=Mm.
MOE430_2_1436760_a_ 7356.9 7179 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ127746 /DB_XREF=gi:20201657 /DB_XREF=ii27f11.y1 /CLONE=IMAGE:5942948 /FEA=EST /CNT=147 /TID=Mm.3381.3 /TIER=Stack /STK=59 /UG=M
MOE430_2_1436768_x_ 261.9 236.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI412259 /DB_XREF=gi:15173182 /DB_XREF=602987716F1 /CLONE=IMAGE:5143923 /FEA=EST /CNT=70 /TID=Mm.21652.2 /TIER=Stack /STK=57 /UG
MOE430_2_1436774_at 660 630.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI661339 /DB_XREF=gi:15575575 /DB_XREF=603304615F1 /CLONE=IMAGE:5350467 /FEA=EST /CNT=126 /TID=Mm.202664.1 /TIER=Stack /STK=56 /
MOE430_2_1436783_x_ 2099.5 1905.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV021552 /DB_XREF=gi:4798544 /DB_XREF=AV021552 /CLONE=1190023H04 /FEA=EST /CNT=81 /TID=Mm.34319.3 /TIER=Stack /STK=54 /UG=Mm.3
MOE430_2_1436798_at 24 17 P P 0.001953 0.00293 -0.1 NC 0.5 gb:AV110787 /DB_XREF=gi:5264867 /DB_XREF=AV110787 /CLONE=2600014G14 /FEA=EST /CNT=58 /TID=Mm.14244.3 /TIER=Stack /STK=51 /UG=Mm.
MOE430_2_1436803_a_ 3172.2 2992.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV161987 /DB_XREF=gi:5427963 /DB_XREF=AV161987 /CLONE=3100003P05 /FEA=EST /CNT=52 /TID=Mm.4537.2 /TIER=Stack /STK=50 /UG=Mm.45
MOE430_2_1436804_s_ 229.4 233.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU016501 /DB_XREF=gi:3371505 /DB_XREF=AU016501 /CLONE=J0726A09 /FEA=EST /CNT=51 /TID=Mm.21370.2 /TIER=Stack /STK=50 /UG=Mm.21
MOE430_2_1436811_at 185.2 159.4 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AV232970 /DB_XREF=gi:16386015 /DB_XREF=AV232970 /CLONE=4632419C04 /FEA=EST /CNT=149 /TID=Mm.41495.2 /TIER=Stack /STK=48 /UG=M
MOE430_2_1436836_x_ 5616.5 4940.2 P P 0.000244 0.000244 -0.1 NC 0.54 gb:BB724741 /DB_XREF=gi:16108016 /DB_XREF=BB724741 /CLONE=C920028B01 /FEA=EST /CNT=68 /TID=Mm.22171.4 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1436860_at 160.9 151.9 P P 0.008057 0.008057 -0.1 NC 0.5 gb:BM238538 /DB_XREF=gi:17873808 /DB_XREF=K0519B08-3 /CLONE=K0519B08 /FEA=EST /CNT=59 /TID=Mm.87495.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1436896_at 287.8 280.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV304373 /DB_XREF=gi:16393597 /DB_XREF=AV304373 /CLONE=5730520K01 /FEA=EST /CNT=148 /TID=Mm.7261.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1436924_x_ 8970.2 8308.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV110835 /DB_XREF=gi:5264915 /DB_XREF=AV110835 /CLONE=2600014K18 /FEA=EST /CNT=37 /TID=Mm.29982.6 /TIER=Stack /STK=35 /UG=Mm.2
MOE430_2_1436934_s_ 1857 1705.1 P P 0.000244 0.000244 -0.1 NC 0.8 gb:AU019938 /DB_XREF=gi:3375522 /DB_XREF=AU019938 /CLONE=J0524G11 /FEA=EST /CNT=35 /TID=Mm.215115.2 /TIER=Stack /STK=35 /UG=Mm.2
MOE430_2_1436938_at 586.9 577.8 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB053506 /DB_XREF=gi:16259679 /DB_XREF=BB053506 /CLONE=6720463O22 /FEA=EST /CNT=116 /TID=Mm.133242.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1436947_a_ 2312.1 2297.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV300942 /DB_XREF=gi:6333456 /DB_XREF=AV300942 /CLONE=5730489M08 /FEA=EST /CNT=34 /TID=Mm.19169.3 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1436949_a_ 3499.6 3301.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV068352 /DB_XREF=gi:5188180 /DB_XREF=AV068352 /CLONE=2010303D07 /FEA=EST /CNT=102 /TID=Mm.153758.3 /TIER=Stack /STK=33 /UG=M
MOE430_2_1436960_at 256.6 223.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB753423 /DB_XREF=gi:16201057 /DB_XREF=BB753423 /CLONE=G270030J15 /FEA=EST /CNT=87 /TID=Mm.28967.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1436995_a_ 10557.8 9808.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV124660 /DB_XREF=gi:5310894 /DB_XREF=AV124660 /CLONE=2700022B07 /FEA=EST /CNT=31 /TID=Mm.3229.2 /TIER=Stack /STK=31 /UG=Mm.32
MOE430_2_1437008_x_ 1360.2 1197.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB477208 /DB_XREF=gi:9394817 /DB_XREF=BB477208 /CLONE=D330023I23 /FEA=EST /CNT=32 /TID=Mm.30020.2 /TIER=Stack /STK=30 /UG=Mm.3
MOE430_2_1437009_a_ 437.4 391.2 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BB252481 /DB_XREF=gi:8945227 /DB_XREF=BB252481 /CLONE=A730051L02 /FEA=EST /CNT=33 /TID=Mm.26194.2 /TIER=Stack /STK=30 /UG=Mm.
MOE430_2_1437028_at 29.4 29.1 M M 0.05 0.05 -0.1 NC 0.5 gb:AV025094 /DB_XREF=gi:4802086 /DB_XREF=AV025094 /CLONE=1200010B18 /FEA=EST /CNT=33 /TID=Mm.46033.1 /TIER=Stack /STK=29 /UG=Mm.4
MOE430_2_1437035_x_ 165.7 146.7 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB504639 /DB_XREF=gi:9493433 /DB_XREF=BB504639 /CLONE=D630049H07 /FEA=EST /CNT=29 /TID=Mm.22086.5 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1437099_x_ 628 583.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV303037 /DB_XREF=gi:6335551 /DB_XREF=AV303037 /CLONE=5730508L07 /FEA=EST /CNT=26 /TID=Mm.196608.3 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437101_at 63 54.4 P P 0.000244 0.001221 -0.1 NC 0.5 gb:AV271979 /DB_XREF=gi:15405499 /DB_XREF=AV271979 /CLONE=4931418E17 /FEA=EST /CNT=231 /TID=Mm.28021.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437141_x_ 102.7 92 P P 0.000732 0.00293 -0.1 NC 0.74 gb:BB549381 /DB_XREF=gi:9620809 /DB_XREF=BB549381 /CLONE=E230015H19 /FEA=EST /CNT=25 /TID=Mm.4471.3 /TIER=Stack /STK=25 /UG=Mm.4
MOE430_2_1437154_at 172 180.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB667247 /DB_XREF=gi:16398696 /DB_XREF=BB667247 /CLONE=6820440P20 /FEA=EST /CNT=33 /TID=Mm.12067.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1437164_x_ 1422.5 1263.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV066932 /DB_XREF=gi:5186760 /DB_XREF=AV066932 /CLONE=2010200E04 /FEA=EST /CNT=25 /TID=Mm.41.3 /TIER=Stack /STK=24 /UG=Mm.41 /
MOE430_2_1437171_x_ 7184.9 6473.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV025667 /DB_XREF=gi:4802659 /DB_XREF=AV025667 /CLONE=1200014O16 /FEA=EST /CNT=24 /TID=Mm.21109.3 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1437192_x_ 4599 4130.9 P P 0.000244 0.000244 -0.1 NC 0.51 gb:AV020390 /DB_XREF=gi:4797382 /DB_XREF=AV020390 /CLONE=1190017F02 /FEA=EST /CNT=23 /TID=Mm.3555.3 /TIER=Stack /STK=23 /UG=Mm.35
MOE430_2_1437193_s_ 2632.9 2443 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU018828 /DB_XREF=gi:3374318 /DB_XREF=AU018828 /CLONE=J0508G05 /FEA=EST /CNT=23 /TID=Mm.200782.1 /TIER=Stack /STK=23 /UG=Mm.2
MOE430_2_1437196_x_ 9297.3 8251.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV216415 /DB_XREF=gi:6157260 /DB_XREF=AV216415 /CLONE=2410160M17 /FEA=EST /CNT=23 /TID=Mm.212512.2 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437211_x_ 1740.2 1547.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB254141 /DB_XREF=gi:8946887 /DB_XREF=BB254141 /CLONE=A730060K17 /FEA=EST /CNT=26 /TID=Mm.19130.3 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1437219_at 81.4 70.1 P P 0.00415 0.008057 -0.1 NC 0.76 gb:AW553541 /DB_XREF=gi:7198964 /DB_XREF=L0228E09-3 /CLONE=L0228E09 /FEA=EST /CNT=25 /TID=Mm.87267.1 /TIER=Stack /STK=22 /UG=Mm.8
MOE430_2_1437239_x_ 1494.3 1318.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB334118 /DB_XREF=gi:9042881 /DB_XREF=BB334118 /CLONE=B830018L21 /FEA=EST /CNT=22 /TID=Mm.14198.2 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1437246_x_ 622.6 563.4 P P 0.001221 0.000244 -0.1 NC 0.5 gb:C76675 /DB_XREF=gi:2517005 /DB_XREF=C76675 /CLONE=J0016E01 /FEA=EST /CNT=33 /TID=Mm.1139.12 /TIER=Stack /STK=21 /UG=Mm.1139 /L
MOE430_2_1437247_at 453.1 377.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM245170 /DB_XREF=gi:17880440 /DB_XREF=K0720H10-3 /CLONE=K0720H10 /FEA=EST /CNT=71 /TID=Mm.24684.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437248_at 2.3 1.5 A A 0.88 0.8 -0.1 NC 0.75 gb:BM230224 /DB_XREF=gi:17793397 /DB_XREF=K0292B02-3 /CLONE=K0292B02 /FEA=EST /CNT=37 /TID=Mm.87290.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437273_at 6.9 9.6 A A 0.27 0.27 -0.1 NC 0.34 gb:AV315397 /DB_XREF=gi:16394494 /DB_XREF=AV315397 /CLONE=5830430C08 /FEA=EST /CNT=21 /TID=Mm.25572.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437282_at 5.4 6.3 A A 0.27 0.3 -0.1 NC 0.37 gb:BM239048 /DB_XREF=gi:17874318 /DB_XREF=K0527H09-3 /CLONE=K0527H09 /FEA=EST /CNT=21 /TID=Mm.217288.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437284_at 2469.2 2282.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB259670 /DB_XREF=gi:8952503 /DB_XREF=BB259670 /CLONE=A730090P11 /FEA=EST /CNT=105 /TID=Mm.200772.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437291_at 547.7 548.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV131166 /DB_XREF=gi:16382621 /DB_XREF=AV131166 /CLONE=2700081O15 /FEA=EST /CNT=122 /TID=Mm.29565.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437314_a_ 182.9 160 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BG069220 /DB_XREF=gi:12551789 /DB_XREF=H3074A09-3 /CLONE=H3074A09 /FEA=EST /CNT=23 /TID=Mm.195313.3 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437327_x_ 338.2 312.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB251327 /DB_XREF=gi:8944073 /DB_XREF=BB251327 /CLONE=A730045P13 /FEA=EST /CNT=21 /TID=Mm.11311.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437336_x_ 3782 3298.5 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AV051733 /DB_XREF=gi:5137505 /DB_XREF=AV051733 /CLONE=1810019K18 /FEA=EST /CNT=20 /TID=Mm.177734.5 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437352_at 3.6 2.1 A A 0.87 0.88 -0.1 NC 0.5 gb:BE692338 /DB_XREF=gi:10079962 /DB_XREF=uw10d02.x1 /CLONE=IMAGE:3416259 /FEA=EST /CNT=30 /TID=Mm.220292.1 /TIER=Stack /STK=19 /U
MOE430_2_1437359_at 66.9 56.1 P P 0.01 0.005859 -0.1 NC 0.5 gb:BI793607 /DB_XREF=gi:15821332 /DB_XREF=ie35e12.x1 /FEA=EST /CNT=27 /TID=Mm.45627.1 /TIER=Stack /STK=19 /UG=Mm.45627 /UG_TITLE=EST
MOE430_2_1437364_at 45.8 39.2 P P 0.008057 0.00293 -0.1 NC 0.5 gb:BB108855 /DB_XREF=gi:16261608 /DB_XREF=BB108855 /CLONE=9530014K10 /FEA=EST /CNT=25 /TID=Mm.5662.2 /TIER=Stack /STK=19 /UG=Mm.5
MOE430_2_1437378_x_ 58.3 43 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB224405 /DB_XREF=gi:8893017 /DB_XREF=BB224405 /CLONE=A530086H16 /FEA=EST /CNT=20 /TID=Mm.4603.4 /TIER=Stack /STK=19 /UG=Mm.4
MOE430_2_1437399_at 21.3 11.2 P P 0.01 0.04 -0.1 NC 0.5 gb:BE627927 /DB_XREF=gi:9908369 /DB_XREF=uu25c09.x1 /CLONE=IMAGE:3372976 /FEA=EST /CNT=46 /TID=Mm.29482.5 /TIER=Stack /STK=18 /UG=
MOE430_2_1437402_x_ 345.3 387.8 P P 0.008057 0.01 -0.1 NC 0.5 gb:BB311030 /DB_XREF=gi:9011735 /DB_XREF=BB311030 /CLONE=B230321A22 /FEA=EST /CNT=24 /TID=Mm.43212.3 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437413_x_ 9835.3 8666.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV216244 /DB_XREF=gi:6157089 /DB_XREF=AV216244 /CLONE=2410158J15 /FEA=EST /CNT=21 /TID=Mm.154915.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437465_a_ 5457.9 5187 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM232513 /DB_XREF=gi:17867783 /DB_XREF=K0324C08-3 /CLONE=K0324C08 /FEA=EST /CNT=53 /TID=Mm.16660.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437500_at 41.5 38.8 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV306749 /DB_XREF=gi:16393863 /DB_XREF=AV306749 /CLONE=5730544K22 /FEA=EST /CNT=20 /TID=Mm.64515.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437508_at 14.6 11.7 P P 0.00293 0.01 -0.1 NC 0.8 gb:AI324972 /DB_XREF=gi:4059401 /DB_XREF=mm78d11.x1 /CLONE=IMAGE:534549 /FEA=EST /CNT=18 /TID=Mm.5073.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437526_x_ 457 448.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB044174 /DB_XREF=gi:8450560 /DB_XREF=BB044174 /CLONE=6030482H12 /FEA=EST /CNT=17 /TID=Mm.31051.3 /TIER=Stack /STK=17 /UG=Mm.3
MOE430_2_1437535_at 1.3 0.8 A A 0.88 0.96 -0.1 NC 0.58 gb:BF319679 /DB_XREF=gi:11268465 /DB_XREF=uy62e03.x1 /CLONE=IMAGE:3664156 /FEA=EST /CNT=79 /TID=Mm.46125.1 /TIER=Stack /STK=16 /UG
MOE430_2_1437556_at 151 130.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BF147593 /DB_XREF=gi:11028915 /DB_XREF=us36b10.x1 /CLONE=IMAGE:3169147 /FEA=EST /CNT=30 /TID=Mm.133521.1 /TIER=Stack /STK=16 /UG
MOE430_2_1437564_at 23.8 25.2 A P 0.06 0.01 -0.1 NC 0.35 gb:AV351762 /DB_XREF=gi:16397191 /DB_XREF=AV351762 /CLONE=6820401J03 /FEA=EST /CNT=19 /TID=Mm.3616.2 /TIER=Stack /STK=16 /UG=Mm.3
MOE430_2_1437591_a_ 863.9 761.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW542545 /DB_XREF=gi:7184962 /DB_XREF=C0158H06-3 /CLONE=C0158H06 /FEA=EST /CNT=17 /TID=Mm.2654.2 /TIER=Stack /STK=16 /UG=Mm.2
MOE430_2_1437600_at 6.5 6.6 A A 0.21 0.36 -0.1 NC 0.5 gb:BB282370 /DB_XREF=gi:15411149 /DB_XREF=BB282370 /CLONE=A930037G20 /FEA=EST /CNT=16 /TID=Mm.129295.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437607_at 8.7 8.1 M A 0.05 0.09 -0.1 NC 0.5 gb:BB357165 /DB_XREF=gi:9068993 /DB_XREF=BB357165 /CLONE=C030019D14 /FEA=EST /CNT=16 /TID=Mm.23803.3 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437610_x_ 9434.6 8787.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AA419672 /DB_XREF=gi:2080970 /DB_XREF=vc51h01.r1 /CLONE=IMAGE:778129 /FEA=EST /CNT=16 /TID=Mm.3381.5 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437613_s_ 278.6 275.1 P P 0.000244 0.000244 -0.1 NC 0.66 gb:BB275142 /DB_XREF=gi:8972163 /DB_XREF=BB275142 /CLONE=A830091H02 /FEA=EST /CNT=16 /TID=Mm.204669.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437617_x_ 83.2 71.3 P P 0.001953 0.00415 -0.1 NC 0.5 gb:BB387677 /DB_XREF=gi:9110503 /DB_XREF=BB387677 /CLONE=C230052L09 /FEA=EST /CNT=16 /TID=Mm.7705.2 /TIER=Stack /STK=16 /UG=Mm.7
MOE430_2_1437619_x_ 39.8 38 P P 0.01 0.03 -0.1 NC 0.63 gb:BB469663 /DB_XREF=gi:9386852 /DB_XREF=BB469663 /CLONE=D230028B14 /FEA=EST /CNT=16 /TID=Mm.5021.3 /TIER=Stack /STK=16 /UG=Mm.5
MOE430_2_1437622_x_ 808.5 756.9 P P 0.005859 0.00415 -0.1 NC 0.88 gb:BB530031 /DB_XREF=gi:9581489 /DB_XREF=BB530031 /CLONE=E030006K18 /FEA=EST /CNT=16 /TID=Mm.27332.2 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437626_at 1346.5 1283 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB031791 /DB_XREF=gi:15403585 /DB_XREF=BB031791 /CLONE=5830467I20 /FEA=EST /CNT=235 /TID=Mm.28161.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437646_at 1.1 1.6 A A 0.94 0.95 -0.1 NC 0.24 gb:BB399428 /DB_XREF=gi:16412884 /DB_XREF=BB399428 /CLONE=C330013N19 /FEA=EST /CNT=22 /TID=Mm.103480.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437676_at 23.3 12.7 P P 0.01 0.000244 -0.1 NC 0.6 gb:AV279478 /DB_XREF=gi:15405703 /DB_XREF=AV279478 /CLONE=4933407L23 /FEA=EST /CNT=16 /TID=Mm.87633.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437681_at 16.5 11.8 P A 0.03 0.21 -0.1 NC 0.5 gb:BB261770 /DB_XREF=gi:16400009 /DB_XREF=BB261770 /CLONE=A730099P12 /FEA=EST /CNT=16 /TID=Mm.145175.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437683_x_ 4688 3511.1 P P 0.000244 0.000244 -0.1 NC 0.74 gb:AV047585 /DB_XREF=gi:4867250 /DB_XREF=AV047585 /CLONE=1700069E17 /FEA=EST /CNT=16 /TID=Mm.200975.8 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437693_at 4.5 4.1 A A 0.13 0.33 -0.1 NC 0.59 gb:BG070553 /DB_XREF=gi:12553122 /DB_XREF=H3088F02-3 /CLONE=H3088F02 /FEA=EST /CNT=21 /TID=Mm.80671.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437708_x_ 1701.5 1657.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB552111 /DB_XREF=gi:9638477 /DB_XREF=BB552111 /CLONE=E230034N08 /FEA=EST /CNT=15 /TID=Mm.168744.4 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437712_x_ 117.3 149.8 P P 0.01 0.04 -0.1 NC 0.5 gb:AV212315 /DB_XREF=gi:6152266 /DB_XREF=AV212315 /CLONE=2410103F17 /FEA=EST /CNT=15 /TID=Mm.3199.2 /TIER=Stack /STK=15 /UG=Mm.31
MOE430_2_1437720_at 27.9 28.5 P P 0.001953 0.03 -0.1 NC 0.35 gb:BB342437 /DB_XREF=gi:9052149 /DB_XREF=BB342437 /CLONE=B930037D06 /FEA=EST /CNT=15 /TID=Mm.71493.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437725_x_ 142.3 93.9 P P 0.00293 0.00415 -0.1 NC 0.5 gb:BB549567 /DB_XREF=gi:9620995 /DB_XREF=BB549567 /CLONE=E230016G20 /FEA=EST /CNT=15 /TID=Mm.28626.4 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437730_at 671.2 633 P P 0.000244 0.000244 -0.1 NC 0.5 gb:C78402 /DB_XREF=gi:2518732 /DB_XREF=C78402 /CLONE=J0047H09 /FEA=EST /CNT=106 /TID=Mm.28618.2 /TIER=Stack /STK=14 /UG=Mm.28618 
MOE430_2_1437747_at 96.3 107.7 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AV174768 /DB_XREF=gi:15404741 /DB_XREF=AV174768 /CLONE=5730412B10 /FEA=EST /CNT=63 /TID=Mm.152490.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437764_at 85.9 93.9 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BB751680 /DB_XREF=gi:16155916 /DB_XREF=BB751680 /CLONE=G270003F16 /FEA=EST /CNT=20 /TID=Mm.65874.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437773_x_ 2440.2 2313.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB476615 /DB_XREF=gi:9394224 /DB_XREF=BB476615 /CLONE=D330020F06 /FEA=EST /CNT=17 /TID=Mm.181538.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437777_at 16.2 14.2 P P 0.01 0.03 -0.1 NC 0.5 gb:BM242942 /DB_XREF=gi:17878212 /DB_XREF=K0639F10-3 /CLONE=K0639F10 /FEA=EST /CNT=16 /TID=Mm.209903.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437783_x_ 4792 4043.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM570679 /DB_XREF=gi:18852656 /DB_XREF=ii01c10.x1 /CLONE=IMAGE:5940474 /FEA=EST /CNT=16 /TID=Mm.44220.2 /TIER=Stack /STK=14 /UG=
MOE430_2_1437798_at 34.6 27.8 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB051012 /DB_XREF=gi:16259563 /DB_XREF=BB051012 /CLONE=6720422M22 /FEA=EST /CNT=15 /TID=Mm.23277.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437804_at 1.5 1.7 A A 0.69 0.75 -0.1 NC 0.5 gb:BE446893 /DB_XREF=gi:9446501 /DB_XREF=ut41b07.x1 /CLONE=IMAGE:3330421 /FEA=EST /CNT=15 /TID=Mm.534.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437823_at 1.2 1.2 A A 0.99 0.99 -0.1 NC 0.5 gb:BB282428 /DB_XREF=gi:16401361 /DB_XREF=BB282428 /CLONE=A930037M01 /FEA=EST /CNT=14 /TID=Mm.186038.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437834_s_ 286.1 237.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB828106 /DB_XREF=gi:17006349 /DB_XREF=BB828106 /CLONE=G830050L13 /FEA=EST /CNT=14 /TID=Mm.195693.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437844_x_ 394.6 296.7 P P 0.001221 0.001953 -0.1 NC 0.95 gb:BB236453 /DB_XREF=gi:8916017 /DB_XREF=BB236453 /CLONE=A630059F21 /FEA=EST /CNT=14 /TID=Mm.99677.5 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437845_x_ 4396.5 4465.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB027731 /DB_XREF=gi:8205516 /DB_XREF=BB027731 /CLONE=5330438M11 /FEA=EST /CNT=14 /TID=Mm.203556.3 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437871_at 1942.2 1845.3 P P 0.00293 0.001953 -0.1 NC 0.5 gb:BG967597 /DB_XREF=gi:14355234 /DB_XREF=602833381F1 /CLONE=IMAGE:4987701 /FEA=EST /CNT=36 /TID=Mm.86380.1 /TIER=Stack /STK=13 /U
MOE430_2_1437874_s_ 2129.1 1969.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV225808 /DB_XREF=gi:6177123 /DB_XREF=AV225808 /CLONE=3830432A03 /FEA=EST /CNT=20 /TID=Mm.219675.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437875_at 542.9 515.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV328403 /DB_XREF=gi:16395867 /DB_XREF=AV328403 /CLONE=6330441K01 /FEA=EST /CNT=40 /TID=Mm.28879.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437903_at 13.1 14.7 P P 0.02 0.02 -0.1 NC 0.5 gb:BB820958 /DB_XREF=gi:16993587 /DB_XREF=BB820958 /CLONE=G830009K21 /FEA=EST /CNT=16 /TID=Mm.172.4 /TIER=Stack /STK=13 /UG=Mm.1
MOE430_2_1437917_at 24.2 36.1 P P 0.01 0.008057 -0.1 NC 0.5 gb:BG066910 /DB_XREF=gi:12549479 /DB_XREF=H3048D10-3 /CLONE=H3048D10 /FEA=EST /CNT=15 /TID=Mm.44063.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437921_x_ 200.2 199.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AW744723 /DB_XREF=gi:7656560 /DB_XREF=ur32g03.x1 /CLONE=IMAGE:3026068 /FEA=EST /CNT=15 /TID=Mm.139779.1 /TIER=Stack /STK=13 /UG
MOE430_2_1437941_at 9 8.1 A A 0.27 0.27 -0.1 NC 0.57 gb:BB307726 /DB_XREF=gi:15411367 /DB_XREF=BB307726 /CLONE=B230216B06 /FEA=EST /CNT=14 /TID=Mm.132135.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437951_at 23.2 28.9 P P 0.01 0.00415 -0.1 NC 0.5 gb:BB212190 /DB_XREF=gi:15410047 /DB_XREF=BB212190 /CLONE=A430109E24 /FEA=EST /CNT=16 /TID=Mm.132689.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437973_at 0.5 0.9 A A 0.96 0.99 -0.1 NC 0.79 gb:BB703905 /DB_XREF=gi:16052740 /DB_XREF=BB703905 /CLONE=7420457M15 /FEA=EST /CNT=13 /TID=Mm.133626.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437975_a_ 8820.8 9029 P P 0.000244 0.000244 -0.1 NC 0.5 gb:C87154 /DB_XREF=gi:2919111 /DB_XREF=C87154 /CLONE=J0240F06 /FEA=EST /CNT=13 /TID=Mm.22723.4 /TIER=Stack /STK=13 /UG=Mm.22723 /
MOE430_2_1437976_x_ 9102.5 8648.5 P P 0.01 0.01 -0.1 NC 0.5 gb:C87154 /DB_XREF=gi:2919111 /DB_XREF=C87154 /CLONE=J0240F06 /FEA=EST /CNT=13 /TID=Mm.22723.4 /TIER=Stack /STK=13 /UG=Mm.22723 /
MOE430_2_1437978_at 0.3 0.6 A A 0.6 0.69 -0.1 NC 0.91 gb:BI788698 /DB_XREF=gi:15816423 /DB_XREF=ie42f09.x1 /FEA=EST /CNT=13 /TID=Mm.194361.1 /TIER=Stack /STK=13 /UG=Mm.194361 /UG_TITLE=ES
MOE430_2_1437982_x_ 111.9 92.9 P P 0.001953 0.001221 -0.1 NC 0.5 gb:BB736240 /DB_XREF=gi:16135390 /DB_XREF=BB736240 /CLONE=F430007J16 /FEA=EST /CNT=13 /TID=Mm.213007.6 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437984_x_ 2435.8 2418.5 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB461609 /DB_XREF=gi:9357102 /DB_XREF=BB461609 /CLONE=D130072O10 /FEA=EST /CNT=13 /TID=Mm.30076.4 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437995_x_ 441.2 403.3 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AV219419 /DB_XREF=gi:6168596 /DB_XREF=AV219419 /CLONE=3010090D12 /FEA=EST /CNT=13 /TID=Mm.141945.7 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438010_at 63.2 75.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB713558 /DB_XREF=gi:16066727 /DB_XREF=BB713558 /CLONE=B020047N18 /FEA=EST /CNT=83 /TID=Mm.196394.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438031_at 2.7 2.8 A A 0.85 0.96 -0.1 NC 0.83 gb:BB042252 /DB_XREF=gi:16258720 /DB_XREF=BB042252 /CLONE=6030461I02 /FEA=EST /CNT=39 /TID=Mm.38170.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438047_at 405 374.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB739357 /DB_XREF=gi:16142362 /DB_XREF=BB739357 /CLONE=F430113C11 /FEA=EST /CNT=34 /TID=Mm.156845.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438067_at 46.2 45.9 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BB526552 /DB_XREF=gi:16444334 /DB_XREF=BB526552 /CLONE=D930033M14 /FEA=EST /CNT=47 /TID=Mm.23693.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438082_at 28 26.6 P P 0.003906 0.000244 -0.1 NC 0.5 gb:BB279158 /DB_XREF=gi:16401140 /DB_XREF=BB279158 /CLONE=A930015I01 /FEA=EST /CNT=15 /TID=Mm.205569.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438088_at 8.2 7.5 M A 0.05 0.23 -0.1 NC 0.5 gb:BE948255 /DB_XREF=gi:10526014 /DB_XREF=UI-M-BH3-awo-f-04-0-UI.s1 /CLONE=UI-M-BH3-awo-f-04-0-UI /FEA=EST /CNT=14 /TID=Mm.98643.



MOE430_2_1438099_at 8 9.9 A A 0.39 0.36 -0.1 NC 0.37 gb:BB322971 /DB_XREF=gi:16403437 /DB_XREF=BB322971 /CLONE=B330021E22 /FEA=EST /CNT=15 /TID=Mm.138088.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438106_at 11 14.7 P M 0.02 0.05 -0.1 NC 0.73 gb:AV336932 /DB_XREF=gi:15406455 /DB_XREF=AV336932 /CLONE=6332404P04 /FEA=EST /CNT=13 /TID=Mm.105342.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438117_x_ 359.7 280.5 P P 0.005859 0.005859 -0.1 NC 0.68 gb:BB508081 /DB_XREF=gi:9517044 /DB_XREF=BB508081 /CLONE=D730016C06 /FEA=EST /CNT=13 /TID=Mm.43212.4 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438127_at 28.7 20.2 P P 0.001953 0.001221 -0.1 NC 0.5 gb:BG073384 /DB_XREF=gi:12555953 /DB_XREF=H3122A03-3 /CLONE=H3122A03 /FEA=EST /CNT=12 /TID=Mm.132449.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438141_at 2.1 1.9 A A 0.96 0.94 -0.1 NC 0.4 gb:BE981171 /DB_XREF=gi:10650001 /DB_XREF=UI-M-CG0p-bcz-b-10-0-UI.s1 /CLONE=UI-M-CG0p-bcz-b-10-0-UI /FEA=EST /CNT=12 /TID=Mm.1524
MOE430_2_1438147_at 136.1 118.7 P P 0.00415 0.001953 -0.1 NC 0.5 gb:BB399898 /DB_XREF=gi:16413388 /DB_XREF=BB399898 /CLONE=C330016E03 /FEA=EST /CNT=12 /TID=Mm.188571.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438166_x_ 70.7 99.2 P P 0.001221 0.000732 -0.1 NC 0.5 gb:AV219958 /DB_XREF=gi:6169135 /DB_XREF=AV219958 /CLONE=3010096J05 /FEA=EST /CNT=12 /TID=Mm.14442.3 /TIER=Stack /STK=12 /UG=Mm.1
MOE430_2_1438170_x_ 433.8 375.2 P P 0.000732 0.001953 -0.1 NC 0.5 gb:AV166873 /DB_XREF=gi:5373310 /DB_XREF=AV166873 /CLONE=3110048N17 /FEA=EST /CNT=12 /TID=Mm.181562.8 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438174_x_ 1099.9 971.1 P P 0.03 0.03 -0.1 NC 0.5 gb:BB192717 /DB_XREF=gi:8853336 /DB_XREF=BB192717 /CLONE=A330073L09 /FEA=EST /CNT=12 /TID=Mm.1034.6 /TIER=Stack /STK=12 /UG=Mm.1
MOE430_2_1438180_x_ 3009 2760.4 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AV308954 /DB_XREF=gi:6361912 /DB_XREF=AV308954 /CLONE=5730575A04 /FEA=EST /CNT=12 /TID=Mm.7401.6 /TIER=Stack /STK=12 /UG=Mm.74
MOE430_2_1438184_a_ 0.9 0.5 A A 0.66 0.95 -0.1 NC 0.85 gb:BB017776 /DB_XREF=gi:15403342 /DB_XREF=BB017776 /CLONE=4930570K13 /FEA=EST /CNT=12 /TID=Mm.117096.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438207_at 36.3 33.7 P P 0.00293 0.03 -0.1 NC 0.5 gb:BB744704 /DB_XREF=gi:16147643 /DB_XREF=BB744704 /CLONE=F530004J11 /FEA=EST /CNT=39 /TID=Mm.44823.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438212_at 13.7 8.7 A A 0.19 0.19 -0.1 NC 0.06 gb:BB398605 /DB_XREF=gi:16412391 /DB_XREF=BB398605 /CLONE=C330008N13 /FEA=EST /CNT=25 /TID=Mm.37597.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438226_at 193.9 165.2 P P 0.000244 0.000244 -0.1 NC 0.6 gb:AV349089 /DB_XREF=gi:16397133 /DB_XREF=AV349089 /CLONE=6530401K06 /FEA=EST /CNT=30 /TID=Mm.35433.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438239_at 62.9 42.2 P P 0.01 0.04 -0.1 NC 0.62 gb:BG073178 /DB_XREF=gi:12555747 /DB_XREF=H3119F05-3 /CLONE=H3119F05 /FEA=EST /CNT=17 /TID=Mm.24820.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438267_x_ 1824.6 1795.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB809469 /DB_XREF=gi:16982098 /DB_XREF=BB809469 /CLONE=G630096O09 /FEA=EST /CNT=14 /TID=Mm.1951.5 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438270_at 88.4 100.3 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BB323892 /DB_XREF=gi:16403479 /DB_XREF=BB323892 /CLONE=B430101A11 /FEA=EST /CNT=18 /TID=Mm.34766.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438315_x_ 1313.4 1189.7 P P 0.000244 0.000244 -0.1 NC 0.71 gb:BB206121 /DB_XREF=gi:8871074 /DB_XREF=BB206121 /CLONE=A430072K05 /FEA=EST /CNT=12 /TID=Mm.26463.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438368_a_ 1250.2 1151.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB390675 /DB_XREF=gi:9113617 /DB_XREF=BB390675 /CLONE=C230070L04 /FEA=EST /CNT=11 /TID=Mm.25575.3 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438383_x_ 5959.2 5650.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB531646 /DB_XREF=gi:9583575 /DB_XREF=BB531646 /CLONE=E030018F24 /FEA=EST /CNT=11 /TID=Mm.1034.7 /TIER=Stack /STK=11 /UG=Mm.10
MOE430_2_1438395_at 7.3 7.5 A A 0.24 0.43 -0.1 NC 0.62 gb:AV023306 /DB_XREF=gi:4800298 /DB_XREF=AV023306 /CLONE=1190032A10 /FEA=EST /CNT=11 /TID=Mm.46054.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438400_at 283.1 253.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG067263 /DB_XREF=gi:12549832 /DB_XREF=H3052D05-3 /CLONE=H3052D05 /FEA=EST /CNT=77 /TID=Mm.24734.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438407_at 228.9 217.5 P P 0.000244 0.000244 -0.1 NC 0.51 gb:AV336691 /DB_XREF=gi:16396405 /DB_XREF=AV336691 /CLONE=6330592M07 /FEA=EST /CNT=30 /TID=Mm.103468.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438426_at 407 533.1 P P 0.000244 0.000732 -0.1 NC 0.51 gb:BF468228 /DB_XREF=gi:11537411 /DB_XREF=UI-M-CC0-ayf-b-02-0-UI.r1 /CLONE=UI-M-CC0-ayf-b-02-0-UI /FEA=EST /CNT=31 /TID=Mm.41407.1
MOE430_2_1438495_at 38.1 21.2 P P 0.001221 0.00293 -0.1 NC 0.54 gb:BB127876 /DB_XREF=gi:15408268 /DB_XREF=BB127876 /CLONE=9630026G09 /FEA=EST /CNT=12 /TID=Mm.35350.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438534_x_ 130.1 131 P P 0.00415 0.00415 -0.1 NC 0.57 gb:BB027102 /DB_XREF=gi:15403497 /DB_XREF=BB027102 /CLONE=5330436F08 /FEA=EST /CNT=11 /TID=Mm.25308.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438536_at 17.4 12.6 A A 0.12 0.09 -0.1 NC 0.5 gb:BB159247 /DB_XREF=gi:8815177 /DB_XREF=BB159247 /CLONE=A130044K11 /FEA=EST /CNT=11 /TID=Mm.85125.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438544_at 24.7 22.9 P P 0.00293 0.005859 -0.1 NC 0.5 gb:AV209724 /DB_XREF=gi:6150423 /DB_XREF=AV209724 /CLONE=1700121A15 /FEA=EST /CNT=11 /TID=Mm.67652.1 /TIER=Stack /STK=10 /UG=Mm.6
MOE430_2_1438554_x_ 4455.1 4137.4 P P 0.000244 0.000244 -0.1 NC 0.6 gb:AU044391 /DB_XREF=gi:3980574 /DB_XREF=AU044391 /CLONE=J0919B03 /FEA=EST /CNT=11 /TID=Mm.27955.6 /TIER=Stack /STK=10 /UG=Mm.27
MOE430_2_1438577_at 13 8.1 A A 0.19 0.27 -0.1 NC 0.53 gb:BB376947 /DB_XREF=gi:16407560 /DB_XREF=BB376947 /CLONE=C130087G06 /FEA=EST /CNT=11 /TID=Mm.130040.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438578_a_ 141.8 132.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG064119 /DB_XREF=gi:12546682 /DB_XREF=H3015F12-3 /CLONE=H3015F12 /FEA=EST /CNT=10 /TID=Mm.41690.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438579_at 44.9 42.3 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BM213836 /DB_XREF=gi:17771844 /DB_XREF=C0842C09-3 /CLONE=C0842C09 /FEA=EST /CNT=10 /TID=Mm.147142.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438598_at 13.7 24.3 A A 0.24 0.3 -0.1 NC 0.75 gb:BE985684 /DB_XREF=gi:10659243 /DB_XREF=UI-M-CG0p-bga-c-01-0-UI.s1 /CLONE=UI-M-CG0p-bga-c-01-0-UI /FEA=EST /CNT=10 /TID=Mm.4410
MOE430_2_1438603_x_ 131.9 115.9 P P 0.02 0.01 -0.1 NC 0.63 gb:BB732340 /DB_XREF=gi:16115615 /DB_XREF=BB732340 /CLONE=E970023M17 /FEA=EST /CNT=10 /TID=Mm.1213.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438635_x_ 171 158.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB258476 /DB_XREF=gi:8951309 /DB_XREF=BB258476 /CLONE=A730084N02 /FEA=EST /CNT=10 /TID=Mm.132095.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438644_x_ 802.1 686.1 P P 0.000732 0.000732 -0.1 NC 0.76 gb:BB264843 /DB_XREF=gi:8961303 /DB_XREF=BB264843 /CLONE=A830016N02 /FEA=EST /CNT=10 /TID=Mm.22353.4 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438649_x_ 7380.3 6904.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV207950 /DB_XREF=gi:6148803 /DB_XREF=AV207950 /CLONE=1700101G13 /FEA=EST /CNT=10 /TID=Mm.195898.6 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438652_x_ 1138.9 1046.9 P P 0.000244 0.000732 -0.1 NC 0.66 gb:BB546727 /DB_XREF=gi:9618155 /DB_XREF=BB546727 /CLONE=E130314A08 /FEA=EST /CNT=10 /TID=Mm.6354.6 /TIER=Stack /STK=10 /UG=Mm.6
MOE430_2_1438655_a_ 7116.7 6556.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV057789 /DB_XREF=gi:5157536 /DB_XREF=AV057789 /CLONE=1810047K07 /FEA=EST /CNT=10 /TID=Mm.140568.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438661_a_ 111.6 104.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV023312 /DB_XREF=gi:4800304 /DB_XREF=AV023312 /CLONE=1190032A18 /FEA=EST /CNT=10 /TID=Mm.5061.2 /TIER=Stack /STK=10 /UG=Mm.50
MOE430_2_1438672_at 117 107.7 P P 0.000244 0.00293 -0.1 NC 0.94 gb:BI134721 /DB_XREF=gi:14584969 /DB_XREF=UI-M-BH3-bsw-a-06-0-UI.s1 /CLONE=UI-M-BH3-bsw-a-06-0-UI /FEA=EST /CNT=54 /TID=Mm.41928.
MOE430_2_1438688_at 646.7 598.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG915272 /DB_XREF=gi:14295748 /DB_XREF=602814585F1 /CLONE=IMAGE:4936821 /FEA=EST /CNT=27 /TID=Mm.29370.1 /TIER=Stack /STK=9 /UG
MOE430_2_1438693_at 179.5 145.9 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BG074723 /DB_XREF=gi:12557292 /DB_XREF=H3138E07-3 /CLONE=H3138E07 /FEA=EST /CNT=31 /TID=Mm.24428.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438708_x_ 147.2 137.7 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BI465579 /DB_XREF=gi:15278457 /DB_XREF=ie16c05.x1 /FEA=EST /CNT=20 /TID=Mm.34319.5 /TIER=Stack /STK=9 /UG=Mm.34319 /LL=54401 /UG_G
MOE430_2_1438720_at 5.3 6.2 A A 0.06 0.12 -0.1 NC 0.58 gb:AV328072 /DB_XREF=gi:16395788 /DB_XREF=AV328072 /CLONE=6330438N04 /FEA=EST /CNT=15 /TID=Mm.190114.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438753_at 12.9 23.4 P M 0.001221 0.05 -0.1 NC 0.58 gb:BB280815 /DB_XREF=gi:16401284 /DB_XREF=BB280815 /CLONE=A930028E09 /FEA=EST /CNT=12 /TID=Mm.153107.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438788_at 65.8 58.1 P P 0.000244 0.001953 -0.1 NC 0.65 gb:BG063186 /DB_XREF=gi:12545749 /DB_XREF=H3004A12-3 /CLONE=H3004A12 /FEA=EST /CNT=11 /TID=Mm.31046.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438790_x_ 189.4 194.6 P P 0.000244 0.001221 -0.1 NC 0.65 gb:AA589282 /DB_XREF=gi:2402662 /DB_XREF=vm35h01.r1 /CLONE=IMAGE:992209 /FEA=EST /CNT=11 /TID=Mm.43212.5 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438795_x_ 3.4 18.7 A A 0.06 0.08 -0.1 NC 0.62 gb:AV164068 /DB_XREF=gi:5430044 /DB_XREF=AV164068 /CLONE=3110018M20 /FEA=EST /CNT=11 /TID=Mm.27941.3 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438799_at 9.5 9.3 P A 0.03 0.06 -0.1 NC 0.3 gb:AV338180 /DB_XREF=gi:16396646 /DB_XREF=AV338180 /CLONE=6430407N19 /FEA=EST /CNT=14 /TID=Mm.94021.1 /TIER=Stack /STK=9 /UG=Mm.9
MOE430_2_1438805_at 2.2 2 A A 0.8 0.88 -0.1 NC 0.5 gb:BE691816 /DB_XREF=gi:10079440 /DB_XREF=ut20b08.x1 /CLONE=IMAGE:3328407 /FEA=EST /CNT=12 /TID=Mm.169998.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1438810_at 1.8 2.3 A A 0.6 0.56 -0.1 NC 0.53 gb:BG069546 /DB_XREF=gi:12552115 /DB_XREF=H3077E07-3 /CLONE=H3077E07 /FEA=EST /CNT=11 /TID=Mm.26179.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438812_x_ 2.8 9 A A 0.46 0.46 -0.1 NC 0.5 gb:BB771589 /DB_XREF=gi:16213296 /DB_XREF=BB771589 /CLONE=G370131L21 /FEA=EST /CNT=11 /TID=Mm.21114.4 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438828_at 2.1 1.6 A A 0.53 0.75 -0.1 NC 0.64 gb:BM243959 /DB_XREF=gi:17879229 /DB_XREF=K0704E03-3 /CLONE=K0704E03 /FEA=EST /CNT=10 /TID=Mm.24843.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438839_a_ 3725.2 3331.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB106523 /DB_XREF=gi:8759091 /DB_XREF=BB106523 /CLONE=9530001M08 /FEA=EST /CNT=10 /TID=Mm.42972.5 /TIER=Stack /STK=9 /UG=Mm.4
MOE430_2_1438875_at 6.1 5.3 A A 0.39 0.39 -0.1 NC 0.5 gb:BG068685 /DB_XREF=gi:12551254 /DB_XREF=H3068C03-3 /CLONE=H3068C03 /FEA=EST /CNT=9 /TID=Mm.188481.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438897_at 71.5 65 P P 0.000244 0.000732 -0.1 NC 0.7 gb:BM248709 /DB_XREF=gi:17883979 /DB_XREF=K0821B08-3 /CLONE=K0821B08 /FEA=EST /CNT=9 /TID=Mm.99416.1 /TIER=Stack /STK=9 /UG=Mm.9
MOE430_2_1438904_at 1.5 2.2 A A 0.94 0.96 -0.1 NC 0.94 gb:BG069690 /DB_XREF=gi:12552259 /DB_XREF=H3079A11-3 /CLONE=H3079A11 /FEA=EST /CNT=9 /TID=Mm.208961.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438913_x_ 44.6 31.7 P P 0.04 0.03 -0.1 NC 0.5 gb:AW322533 /DB_XREF=gi:6756558 /DB_XREF=uo77a11.x1 /CLONE=IMAGE:2648540 /FEA=EST /CNT=9 /TID=Mm.38268.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438934_x_ 12.6 7 M A 0.05 0.12 -0.1 NC 0.5 gb:BB114323 /DB_XREF=gi:8766891 /DB_XREF=BB114323 /CLONE=9530045J03 /FEA=EST /CNT=9 /TID=Mm.22061.3 /TIER=Stack /STK=9 /UG=Mm.220
MOE430_2_1438935_at 15 12.2 A M 0.06 0.05 -0.1 NC 0.5 gb:BB317406 /DB_XREF=gi:9024441 /DB_XREF=BB317406 /CLONE=B230369E18 /FEA=EST /CNT=9 /TID=Mm.58836.1 /TIER=Stack /STK=9 /UG=Mm.58
MOE430_2_1438940_x_ 6093.2 5732.1 P P 0.008057 0.01 -0.1 NC 0.5 gb:AV170171 /DB_XREF=gi:5376608 /DB_XREF=AV170171 /CLONE=3110093O09 /FEA=EST /CNT=9 /TID=Mm.2756.6 /TIER=Stack /STK=9 /UG=Mm.275
MOE430_2_1438952_x_ 62.2 105.6 P P 0.01 0.03 -0.1 NC 0.5 gb:AV258359 /DB_XREF=gi:6245818 /DB_XREF=AV258359 /CLONE=4923101H17 /FEA=EST /CNT=9 /TID=Mm.176.2 /TIER=Stack /STK=9 /UG=Mm.176 /
MOE430_2_1438961_s_ 1074.2 1003.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV149605 /DB_XREF=gi:5354811 /DB_XREF=AV149605 /CLONE=2810489H02 /FEA=EST /CNT=9 /TID=Mm.22876.2 /TIER=Stack /STK=9 /UG=Mm.228
MOE430_2_1438985_x_ 20.3 20.4 P M 0.04 0.05 -0.1 NC 0.5 gb:BB158937 /DB_XREF=gi:8814867 /DB_XREF=BB158937 /CLONE=A130042O07 /FEA=EST /CNT=9 /TID=Mm.117248.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438986_x_ 7883.5 7394.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV064451 /DB_XREF=gi:5184279 /DB_XREF=AV064451 /CLONE=2010010N18 /FEA=EST /CNT=9 /TID=Mm.42767.10 /TIER=Stack /STK=9 /UG=Mm.42
MOE430_2_1438987_at 16.3 18.3 A P 0.06 0.04 -0.1 NC 0.5 gb:AV044525 /DB_XREF=gi:4864190 /DB_XREF=AV044525 /CLONE=1700036H12 /FEA=EST /CNT=9 /TID=Mm.56514.1 /TIER=Stack /STK=9 /UG=Mm.565
MOE430_2_1438988_x_ 724.8 493.8 P P 0.00415 0.00293 -0.1 NC 0.5 gb:AV067695 /DB_XREF=gi:5187523 /DB_XREF=AV067695 /CLONE=2010208E11 /FEA=EST /CNT=9 /TID=Mm.1775.4 /TIER=Stack /STK=9 /UG=Mm.1775
MOE430_2_1438993_a_ 988.5 1001.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV105788 /DB_XREF=gi:5253336 /DB_XREF=AV105788 /CLONE=2510017M23 /FEA=EST /CNT=9 /TID=Mm.30206.3 /TIER=Stack /STK=9 /UG=Mm.30
MOE430_2_1438996_at 5.7 7.2 A A 0.27 0.56 -0.1 NC 0.65 gb:AV253537 /DB_XREF=gi:16387928 /DB_XREF=AV253537 /CLONE=4921501G24 /FEA=EST /CNT=9 /TID=Mm.67595.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1438998_at 3.6 3.1 A A 0.21 0.5 -0.1 NC 0.5 gb:BB542781 /DB_XREF=gi:16447284 /DB_XREF=BB542781 /CLONE=E130203H10 /FEA=EST /CNT=9 /TID=Mm.138333.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439008_at 165.9 123.1 P P 0.000244 0.000244 -0.1 NC 0.58 gb:BB476317 /DB_XREF=gi:16440152 /DB_XREF=BB476317 /CLONE=D330017L20 /FEA=EST /CNT=110 /TID=Mm.86682.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439016_x_ 33.5 26.4 A A 0.21 0.3 -0.1 NC 0.5 gb:AV371678 /DB_XREF=gi:6419325 /DB_XREF=AV371678 /CLONE=9030418F15 /FEA=EST /CNT=50 /TID=Mm.6853.4 /TIER=Stack /STK=8 /UG=Mm.685
MOE430_2_1439017_x_ 1194.9 1106.4 P P 0.000244 0.000244 -0.1 NC 0.93 gb:AV301634 /DB_XREF=gi:16393411 /DB_XREF=AV301634 /CLONE=5730494O07 /FEA=EST /CNT=45 /TID=Mm.205010.4 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439020_at 54.1 40.6 P P 0.03 0.03 -0.1 NC 0.5 gb:AW146020 /DB_XREF=gi:6167756 /DB_XREF=um36a10.x1 /CLONE=IMAGE:2236602 /FEA=EST /CNT=59 /TID=Mm.27876.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439037_at 48.4 47.4 P P 0.01 0.01 -0.1 NC 0.5 gb:BB818398 /DB_XREF=gi:16991027 /DB_XREF=BB818398 /CLONE=G730044N07 /FEA=EST /CNT=37 /TID=Mm.181538.5 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439077_at 20 19.8 P P 0.005859 0.00415 -0.1 NC 0.5 gb:BB782958 /DB_XREF=gi:16951454 /DB_XREF=BB782958 /CLONE=G430084F14 /FEA=EST /CNT=21 /TID=Mm.130733.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439101_at 20.6 18.8 P M 0.04 0.05 -0.1 NC 0.5 gb:BM123917 /DB_XREF=gi:17107685 /DB_XREF=L0532F08-3 /CLONE=L0532F08 /FEA=EST /CNT=25 /TID=Mm.112556.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439119_a_ 99.9 67.4 P P 0.008057 0.008057 -0.1 NC 0.5 gb:BB324206 /DB_XREF=gi:16403496 /DB_XREF=BB324206 /CLONE=B430105H17 /FEA=EST /CNT=12 /TID=Mm.25018.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439125_at 50.2 42.3 P P 0.001953 0.000732 -0.1 NC 0.5 gb:AV330236 /DB_XREF=gi:16396120 /DB_XREF=AV330236 /CLONE=6330512I01 /FEA=EST /CNT=11 /TID=Mm.92621.1 /TIER=Stack /STK=8 /UG=Mm.9
MOE430_2_1439131_at 24.4 23.2 A A 0.08 0.08 -0.1 NC 0.63 gb:BB022577 /DB_XREF=gi:16257767 /DB_XREF=BB022577 /CLONE=5330411L10 /FEA=EST /CNT=11 /TID=Mm.143538.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439143_at 28.4 16.7 P A 0.01 0.06 -0.1 NC 0.69 gb:BB312992 /DB_XREF=gi:9013697 /DB_XREF=BB312992 /CLONE=B230339H07 /FEA=EST /CNT=11 /TID=Mm.140056.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439156_at 95.3 76.3 P P 0.000244 0.001953 -0.1 NC 0.98 gb:BG971631 /DB_XREF=gi:14359268 /DB_XREF=602840714F1 /CLONE=IMAGE:4975226 /FEA=EST /CNT=15 /TID=Mm.205549.1 /TIER=Stack /STK=8 /U
MOE430_2_1439207_at 12.6 10.7 A A 0.11 0.18 -0.1 NC 0.13 gb:BB698563 /DB_XREF=gi:16047387 /DB_XREF=BB698563 /CLONE=7420403D18 /FEA=EST /CNT=10 /TID=Mm.116756.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439212_at 23 29.4 M A 0.05 0.09 -0.1 NC 0.5 gb:BB217214 /DB_XREF=gi:8882167 /DB_XREF=BB217214 /CLONE=A530041F23 /FEA=EST /CNT=9 /TID=Mm.209375.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439220_at 16.1 12.1 A A 0.21 0.33 -0.1 NC 0.18 gb:BB306426 /DB_XREF=gi:16402214 /DB_XREF=BB306426 /CLONE=B230208A20 /FEA=EST /CNT=9 /TID=Mm.132769.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439223_at 3.7 3.5 A A 0.53 0.36 -0.1 NC 0.25 gb:BB183849 /DB_XREF=gi:16270285 /DB_XREF=BB183849 /CLONE=A330001J02 /FEA=EST /CNT=9 /TID=Mm.184975.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439234_a_ 553 557 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE200117 /DB_XREF=gi:8712286 /DB_XREF=ug59d10.x1 /CLONE=IMAGE:1546675 /FEA=EST /CNT=9 /TID=Mm.28626.7 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439241_x_ 440.6 479 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB825787 /DB_XREF=gi:17004030 /DB_XREF=BB825787 /CLONE=G830039K08 /FEA=EST /CNT=9 /TID=Mm.86611.2 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1439243_x_ 11 11 P P 0.008057 0.03 -0.1 NC 0.68 gb:AI662452 /DB_XREF=gi:4766035 /DB_XREF=mt26e11.x1 /CLONE=IMAGE:622220 /FEA=EST /CNT=9 /TID=Mm.2472.3 /TIER=Stack /STK=8 /UG=Mm.24
MOE430_2_1439272_at 11.9 12.3 A A 0.08 0.19 -0.1 NC 0.33 gb:BB183240 /DB_XREF=gi:16270218 /DB_XREF=BB183240 /CLONE=A230105F24 /FEA=EST /CNT=20 /TID=Mm.32012.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439296_at 16.4 11.6 A A 0.17 0.09 -0.1 NC 0.66 gb:BM229980 /DB_XREF=gi:17793066 /DB_XREF=K0288B03-3 /CLONE=K0288B03 /FEA=EST /CNT=9 /TID=Mm.18565.4 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439321_at 31.3 16.8 A A 0.08 0.09 -0.1 NC 0.5 gb:BM239772 /DB_XREF=gi:17875042 /DB_XREF=K0540A04-3 /CLONE=K0540A04 /FEA=EST /CNT=8 /TID=Mm.133401.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439322_at 1.6 2.8 A A 0.87 0.78 -0.1 NC 0.33 gb:BB080017 /DB_XREF=gi:16260558 /DB_XREF=BB080017 /CLONE=9330160L24 /FEA=EST /CNT=8 /TID=Mm.124565.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439344_at 9 7.3 A A 0.21 0.53 -0.1 NC 0.69 gb:AV227264 /DB_XREF=gi:16385429 /DB_XREF=AV227264 /CLONE=4122402L23 /FEA=EST /CNT=8 /TID=Mm.133221.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439349_at 80.7 93.5 P P 0.00415 0.005859 -0.1 NC 0.5 gb:BM239721 /DB_XREF=gi:17874991 /DB_XREF=K0539B05-3 /CLONE=K0539B05 /FEA=EST /CNT=8 /TID=Mm.164749.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439358_a_ 2.9 0.4 A A 0.8 0.93 -0.1 NC 0.84 gb:BF465348 /DB_XREF=gi:11534531 /DB_XREF=UI-M-CG0p-bqi-e-06-0-UI.s1 /CLONE=UI-M-CG0p-bqi-e-06-0-UI /FEA=EST /CNT=8 /TID=Mm.39843.
MOE430_2_1439371_x_ 383.6 251 P P 0.01 0.01 -0.1 NC 0.5 gb:AV102008 /DB_XREF=gi:5249556 /DB_XREF=AV102008 /CLONE=2410085E15 /FEA=EST /CNT=8 /TID=Mm.195249.2 /TIER=Stack /STK=8 /UG=Mm.19
MOE430_2_1439378_at 0.4 0.5 A A 0.96 0.98 -0.1 NC 0.53 gb:AV047904 /DB_XREF=gi:4867569 /DB_XREF=AV047904 /CLONE=1700071M05 /FEA=EST /CNT=8 /TID=Mm.141204.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439397_at 93.8 71.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB164513 /DB_XREF=gi:8820454 /DB_XREF=BB164513 /CLONE=A130078F14 /FEA=EST /CNT=8 /TID=Mm.128312.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439413_x_ 3194.2 2761.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV094989 /DB_XREF=gi:5242537 /DB_XREF=AV094989 /CLONE=2410003L12 /FEA=EST /CNT=8 /TID=Mm.27218.2 /TIER=Stack /STK=8 /UG=Mm.272
MOE430_2_1439414_x_ 20.3 17 P A 0.03 0.11 -0.1 NC 0.93 gb:BB164458 /DB_XREF=gi:8820399 /DB_XREF=BB164458 /CLONE=A130077P03 /FEA=EST /CNT=8 /TID=Mm.133383.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439422_a_ 16.3 11.1 P P 0.001953 0.04 -0.1 NC 0.81 gb:AV048291 /DB_XREF=gi:5134063 /DB_XREF=AV048291 /CLONE=1810004D23 /FEA=EST /CNT=8 /TID=Mm.29140.3 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1439425_x_ 17.6 13.1 P P 0.02 0.01 -0.1 NC 0.97 gb:AV100801 /DB_XREF=gi:5248349 /DB_XREF=AV100801 /CLONE=2410065I10 /FEA=EST /CNT=8 /TID=Mm.179253.1 /TIER=Stack /STK=8 /UG=Mm.17
MOE430_2_1439432_x_ 3554.2 2995.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV122231 /DB_XREF=gi:5307955 /DB_XREF=AV122231 /CLONE=2610511M23 /FEA=EST /CNT=8 /TID=Mm.27218.4 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1439444_x_ 523.3 513.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV213456 /DB_XREF=gi:6152927 /DB_XREF=AV213456 /CLONE=2410127P20 /FEA=EST /CNT=8 /TID=Mm.18688.4 /TIER=Stack /STK=8 /UG=Mm.186
MOE430_2_1439456_x_ 2114.5 1843.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB560955 /DB_XREF=gi:9647321 /DB_XREF=BB560955 /CLONE=E530118M14 /FEA=EST /CNT=8 /TID=Mm.25148.4 /TIER=Stack /STK=8 /UG=Mm.25
MOE430_2_1439459_x_ 1215.7 1082.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB276877 /DB_XREF=gi:8973898 /DB_XREF=BB276877 /CLONE=A830099I22 /FEA=EST /CNT=8 /TID=Mm.25316.4 /TIER=Stack /STK=8 /UG=Mm.253
MOE430_2_1439470_at 48.5 35.5 P P 0.00293 0.00293 -0.1 NC 0.5 gb:BM214222 /DB_XREF=gi:17772317 /DB_XREF=C0847F02-3 /CLONE=C0847F02 /FEA=EST /CNT=8 /TID=Mm.217762.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439499_at 21.7 30.8 A P 0.07 0.01 -0.1 NC 0.39 gb:BB335028 /DB_XREF=gi:16404088 /DB_XREF=BB335028 /CLONE=B830030E24 /FEA=EST /CNT=14 /TID=Mm.116717.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439507_at 2.1 1.5 A A 0.78 0.9 -0.1 NC 0.68 gb:BE985117 /DB_XREF=gi:10658096 /DB_XREF=UI-M-CG0p-bdh-f-04-0-UI.s1 /CLONE=UI-M-CG0p-bdh-f-04-0-UI /FEA=EST /CNT=18 /TID=Mm.1050
MOE430_2_1439530_a_ 117.5 107.1 P P 0.01 0.03 -0.1 NC 0.5 gb:BB826954 /DB_XREF=gi:17005197 /DB_XREF=BB826954 /CLONE=G830045G14 /FEA=EST /CNT=12 /TID=Mm.36658.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439536_at 16 14.7 A A 0.46 0.36 -0.1 NC 0.5 gb:AV344723 /DB_XREF=gi:15406598 /DB_XREF=AV344723 /CLONE=6430547C23 /FEA=EST /CNT=10 /TID=Mm.39601.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439558_at 30.3 27.1 P P 0.005859 0.005859 -0.1 NC 0.5 gb:BM729399 /DB_XREF=gi:19050732 /DB_XREF=ih80d09.x1 /CLONE=IMAGE:5682856 /FEA=EST /CNT=9 /TID=Mm.119514.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1439637_at 160.2 137.7 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BG064841 /DB_XREF=gi:12547404 /DB_XREF=H3024D11-3 /CLONE=H3024D11 /FEA=EST /CNT=10 /TID=Mm.101633.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439704_at 9.5 15.5 A P 0.14 0.04 -0.1 NC 0.17 gb:BB461532 /DB_XREF=gi:16426675 /DB_XREF=BB461532 /CLONE=D130072G11 /FEA=EST /CNT=7 /TID=Mm.170167.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439722_at 26.7 23.1 P P 0.005859 0.01 -0.1 NC 0.5 gb:BB165972 /DB_XREF=gi:16268944 /DB_XREF=BB165972 /CLONE=A130085K22 /FEA=EST /CNT=7 /TID=Mm.133511.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439723_at 0.9 2 A A 0.39 0.53 -0.1 NC 0.55 gb:BB200112 /DB_XREF=gi:16271387 /DB_XREF=BB200112 /CLONE=A430020F23 /FEA=EST /CNT=7 /TID=Mm.122462.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439728_at 3.7 2.4 A A 0.69 0.87 -0.1 NC 0.64 gb:BB477913 /DB_XREF=gi:16440369 /DB_XREF=BB477913 /CLONE=D330027H18 /FEA=EST /CNT=7 /TID=Mm.22818.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439739_at 1 2.7 A A 0.93 0.69 -0.1 NC 0.31 gb:BB295899 /DB_XREF=gi:16401857 /DB_XREF=BB295899 /CLONE=B130042J10 /FEA=EST /CNT=7 /TID=Mm.102265.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439747_at 32.3 27.3 P A 0.03 0.17 -0.1 NC 0.5 gb:BB730139 /DB_XREF=gi:16113414 /DB_XREF=BB730139 /CLONE=E860116N08 /FEA=EST /CNT=7 /TID=Mm.100499.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439784_at 72.4 64.6 P P 0.000244 0.001953 -0.1 NC 0.9 gb:BI112384 /DB_XREF=gi:14563285 /DB_XREF=602900078F1 /CLONE=IMAGE:5029794 /FEA=EST /CNT=14 /TID=Mm.25814.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1439789_at 666 549 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BQ177189 /DB_XREF=gi:20352681 /DB_XREF=UI-M-DJ2-bwa-j-16-0-UI.s1 /CLONE=UI-M-DJ2-bwa-j-16-0-UI /FEA=EST /CNT=16 /TID=Mm.34073.1
MOE430_2_1439796_at 5.1 4.3 A A 0.14 0.24 -0.1 NC 0.2 gb:AI747448 /DB_XREF=gi:5125712 /DB_XREF=ul15g01.x1 /CLONE=IMAGE:2076912 /FEA=EST /CNT=19 /TID=Mm.35543.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439838_a_ 3.8 1.9 A A 0.63 0.85 -0.1 NC 0.5 gb:BE957021 /DB_XREF=gi:10602151 /DB_XREF=UI-M-BG2-bcb-a-03-0-UI.s1 /CLONE=UI-M-BG2-bcb-a-03-0-UI /FEA=EST /CNT=14 /TID=Mm.87012.
MOE430_2_1439839_at 15.4 15 A A 0.08 0.21 -0.1 NC 0.98 gb:BB815394 /DB_XREF=gi:16988023 /DB_XREF=BB815394 /CLONE=G730028M09 /FEA=EST /CNT=13 /TID=Mm.130033.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439841_at 45.2 32.5 P P 0.00415 0.001953 -0.1 NC 0.5 gb:BB780581 /DB_XREF=gi:16941281 /DB_XREF=BB780581 /CLONE=G430067F01 /FEA=EST /CNT=12 /TID=Mm.220245.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439847_s_ 256.9 318.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM249597 /DB_XREF=gi:17884867 /DB_XREF=K0836A05-3 /CLONE=K0836A05 /FEA=EST /CNT=10 /TID=Mm.19293.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439857_at 48.2 31 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB206180 /DB_XREF=gi:16352084 /DB_XREF=BB206180 /CLONE=A430073D18 /FEA=EST /CNT=9 /TID=Mm.30528.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439860_at 37.3 36.4 P P 0.00415 0.001221 -0.1 NC 0.5 gb:BB766828 /DB_XREF=gi:16194236 /DB_XREF=BB766828 /CLONE=G370067O11 /FEA=EST /CNT=9 /TID=Mm.28889.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439864_at 0.6 3.9 A A 0.91 0.82 -0.1 NC 0.5 gb:AV280756 /DB_XREF=gi:16391471 /DB_XREF=AV280756 /CLONE=4933417E04 /FEA=EST /CNT=8 /TID=Mm.189885.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439875_at 64.3 72.7 P M 0.03 0.05 -0.1 NC 0.5 gb:BB760945 /DB_XREF=gi:16206856 /DB_XREF=BB760945 /CLONE=G270135O14 /FEA=EST /CNT=8 /TID=Mm.121416.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439936_at 2 1.8 A A 0.8 0.94 -0.1 NC 0.5 gb:BE949265 /DB_XREF=gi:10527024 /DB_XREF=UI-M-BH3-avf-a-04-0-UI.s1 /CLONE=UI-M-BH3-avf-a-04-0-UI /FEA=EST /CNT=7 /TID=Mm.150542.1
MOE430_2_1439948_at 51.9 50.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI647811 /DB_XREF=gi:4726489 /DB_XREF=uk43d11.x1 /CLONE=IMAGE:1971765 /FEA=EST /CNT=7 /TID=Mm.86935.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439966_x_ 31.9 26.6 P P 0.008057 0.00293 -0.1 NC 0.5 gb:AV213621 /DB_XREF=gi:6153033 /DB_XREF=AV213621 /CLONE=2410128M17 /FEA=EST /CNT=7 /TID=Mm.157748.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439969_at 103.3 75.3 P P 0.005859 0.005859 -0.1 NC 0.5 gb:BB667299 /DB_XREF=gi:16398748 /DB_XREF=BB667299 /CLONE=7120454L20 /FEA=EST /CNT=11 /TID=Mm.171489.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439974_at 105.7 90.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AV310201 /DB_XREF=gi:16394213 /DB_XREF=AV310201 /CLONE=5730589A08 /FEA=EST /CNT=9 /TID=Mm.133547.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440000_at 1.6 1.6 A A 0.66 0.8 -0.1 NC 0.42 gb:BG069958 /DB_XREF=gi:12552615 /DB_XREF=H3083A06-3 /CLONE=H3083A06 /FEA=EST /CNT=7 /TID=Mm.25865.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440011_at 69.6 100.3 P P 0.001953 0.000732 -0.1 NC 0.51 gb:AV228877 /DB_XREF=gi:15404926 /DB_XREF=AV228877 /CLONE=4631402K01 /FEA=EST /CNT=6 /TID=Mm.208578.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440014_at 9.8 14.7 A A 0.3 0.08 -0.1 NC 0.22 gb:AW553510 /DB_XREF=gi:7198933 /DB_XREF=L0228B09-3 /CLONE=L0228B09 /FEA=EST /CNT=6 /TID=Mm.100866.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440016_at 0.3 0.5 A A 0.95 0.94 -0.1 NC 0.83 gb:AW553188 /DB_XREF=gi:7198611 /DB_XREF=L0223C07-3 /CLONE=L0223C07 /FEA=EST /CNT=6 /TID=Mm.103039.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440045_at 98 74.4 P P 0.00293 0.005859 -0.1 NC 0.5 gb:BB211471 /DB_XREF=gi:15410015 /DB_XREF=BB211471 /CLONE=A430105I02 /FEA=EST /CNT=6 /TID=Mm.132712.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440064_at 2.4 2 A A 0.53 0.85 -0.1 NC 0.5 gb:BB502547 /DB_XREF=gi:16442537 /DB_XREF=BB502547 /CLONE=D630039M01 /FEA=EST /CNT=6 /TID=Mm.169632.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440076_at 89.5 84.6 P P 0.01 0.01 -0.1 NC 0.75 gb:BM237736 /DB_XREF=gi:17873006 /DB_XREF=K0506C03-3 /CLONE=K0506C03 /FEA=EST /CNT=6 /TID=Mm.218224.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440078_at 13.8 13.7 A A 0.46 0.39 -0.1 NC 0.07 gb:BM122196 /DB_XREF=gi:17105964 /DB_XREF=L0506G10-3 /CLONE=L0506G10 /FEA=EST /CNT=6 /TID=Mm.153091.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440080_at 1.7 1.3 A A 0.8 0.85 -0.1 NC 0.39 gb:BB363851 /DB_XREF=gi:16406169 /DB_XREF=BB363851 /CLONE=C130018O22 /FEA=EST /CNT=6 /TID=Mm.207599.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440086_at 8.9 13.1 A A 0.46 0.39 -0.1 NC 0.63 gb:BB428822 /DB_XREF=gi:16423948 /DB_XREF=BB428822 /CLONE=C630023L15 /FEA=EST /CNT=6 /TID=Mm.40588.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440111_at 15.7 16.3 P A 0.01 0.24 -0.1 NC 0.5 gb:BM123108 /DB_XREF=gi:17106876 /DB_XREF=L0519G01-3 /CLONE=L0519G01 /FEA=EST /CNT=6 /TID=Mm.131822.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440153_at 208.1 174.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI854555 /DB_XREF=gi:5498461 /DB_XREF=UI-M-BH0-ajj-g-02-0-UI.s1 /CLONE=UI-M-BH0-ajj-g-02-0-UI /FEA=EST /CNT=6 /TID=Mm.39949.1 /TIE
MOE430_2_1440161_at 101.3 85.1 P M 0.03 0.05 -0.1 NC 0.74 gb:BB378819 /DB_XREF=gi:9091698 /DB_XREF=BB378819 /CLONE=C130095O16 /FEA=EST /CNT=6 /TID=Mm.132463.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440185_x_ 45.6 57 P P 0.01 0.02 -0.1 NC 0.5 gb:BB293365 /DB_XREF=gi:8993857 /DB_XREF=BB293365 /CLONE=B130018E11 /FEA=EST /CNT=6 /TID=Mm.148274.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440187_at 55 78.7 P P 0.005859 0.005859 -0.1 NC 0.5 gb:AV316700 /DB_XREF=gi:15406086 /DB_XREF=AV316700 /CLONE=5830438I15 /FEA=EST /CNT=79 /TID=Mm.86343.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440206_at 23.2 13.3 P P 0.02 0.02 -0.1 NC 0.78 gb:BB250208 /DB_XREF=gi:16355770 /DB_XREF=BB250208 /CLONE=A730039H10 /FEA=EST /CNT=18 /TID=Mm.30769.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440219_at 88.1 69.9 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BG075356 /DB_XREF=gi:12557925 /DB_XREF=H3146C07-3 /CLONE=H3146C07 /FEA=EST /CNT=12 /TID=Mm.100597.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440253_at 1873.2 1635.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV136581 /DB_XREF=gi:5322311 /DB_XREF=AV136581 /CLONE=2810027E07 /FEA=EST /CNT=8 /TID=Mm.1800.1 /TIER=ConsEnd /STK=5 /UG=Mm.1
MOE430_2_1440258_at 6.9 6 A A 0.3 0.53 -0.1 NC 0.54 gb:BE951512 /DB_XREF=gi:10590939 /DB_XREF=UI-M-CC0-ayb-d-08-0-UI.s1 /CLONE=UI-M-CC0-ayb-d-08-0-UI /FEA=EST /CNT=12 /TID=Mm.40010.
MOE430_2_1440262_at 21.1 21 A A 0.06 0.17 -0.1 NC 0.48 gb:AI854107 /DB_XREF=gi:5498013 /DB_XREF=UI-M-BH0-ajw-c-11-0-UI.s1 /CLONE=UI-M-BH0-ajw-c-11-0-UI /FEA=EST /CNT=10 /TID=Mm.33784.1 /
MOE430_2_1440266_at 6.8 12.9 A A 0.27 0.19 -0.1 NC 0.33 gb:BB199157 /DB_XREF=gi:16271273 /DB_XREF=BB199157 /CLONE=A430012L17 /FEA=EST /CNT=10 /TID=Mm.131139.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440333_at 29.2 34 P A 0.04 0.14 -0.1 NC 0.76 gb:BB797816 /DB_XREF=gi:16967439 /DB_XREF=BB797816 /CLONE=G630008F09 /FEA=EST /CNT=7 /TID=Mm.213617.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440336_at 9.4 7.2 A M 0.12 0.05 -0.1 NC 0.5 gb:BB233495 /DB_XREF=gi:8913350 /DB_XREF=BB233495 /CLONE=A630043O08 /FEA=EST /CNT=7 /TID=Mm.115888.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440375_at 21.9 27.7 A A 0.21 0.14 -0.1 NC 0.5 gb:BM205987 /DB_XREF=gi:17761289 /DB_XREF=C0291F03-3 /CLONE=C0291F03 /FEA=EST /CNT=7 /TID=Mm.157424.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440387_at 50.5 57.7 A P 0.11 0.03 -0.1 NC 0.5 gb:AV216984 /DB_XREF=gi:16384593 /DB_XREF=AV216984 /CLONE=2410170E05 /FEA=EST /CNT=6 /TID=Mm.189068.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440446_at 20.7 25.2 A A 0.06 0.09 -0.1 NC 0.5 gb:BM021767 /DB_XREF=gi:16536123 /DB_XREF=id45c02.x1 /CLONE=IMAGE:5665923 /FEA=EST /CNT=6 /TID=Mm.129561.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440451_at 2.1 2.4 A A 0.69 0.69 -0.1 NC 0.63 gb:BG085035 /DB_XREF=gi:12567599 /DB_XREF=H3107H07-5 /CLONE=H3107H07 /FEA=EST /CNT=6 /TID=Mm.17626.1 /TIER=ConsEnd /STK=5 /UG=M



MOE430_2_1440510_at 3.4 2.8 A A 0.63 0.66 -0.1 NC 0.66 gb:BB407702 /DB_XREF=gi:16415630 /DB_XREF=BB407702 /CLONE=C430002N11 /FEA=EST /CNT=6 /TID=Mm.140067.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440544_at 0.9 1.4 A A 0.94 0.98 -0.1 NC 0.39 gb:BG072396 /DB_XREF=gi:12554965 /DB_XREF=H3110A10-3 /CLONE=H3110A10 /FEA=EST /CNT=5 /TID=Mm.25970.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440558_at 54.6 58.4 P P 0.001953 0.001221 -0.1 NC 0.5 gb:BB023955 /DB_XREF=gi:16257855 /DB_XREF=BB023955 /CLONE=5330418G02 /FEA=EST /CNT=5 /TID=Mm.59137.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440594_at 24.3 18.6 P A 0.01 0.11 -0.1 NC 0.62 gb:BG069643 /DB_XREF=gi:12552212 /DB_XREF=H3078E10-3 /CLONE=H3078E10 /FEA=EST /CNT=5 /TID=Mm.103999.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440600_at 5.9 5.1 A A 0.43 0.39 -0.1 NC 0.5 gb:BB012122 /DB_XREF=gi:15403301 /DB_XREF=BB012122 /CLONE=4930407I10 /FEA=EST /CNT=5 /TID=Mm.72707.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440613_at 2.8 2.8 A A 0.75 0.72 -0.1 NC 0.55 gb:BB277614 /DB_XREF=gi:15410948 /DB_XREF=BB277614 /CLONE=A930006E20 /FEA=EST /CNT=5 /TID=Mm.165867.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440620_at 21.5 14.1 P P 0.02 0.008057 -0.1 NC 0.1 gb:BB124896 /DB_XREF=gi:16262143 /DB_XREF=BB124896 /CLONE=9630001I24 /FEA=EST /CNT=5 /TID=Mm.148045.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440647_at 21.2 34.2 M P 0.05 0.03 -0.1 NC 0.5 gb:BB466827 /DB_XREF=gi:16427285 /DB_XREF=BB466827 /CLONE=D230010O12 /FEA=EST /CNT=5 /TID=Mm.103065.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440675_at 7.7 8 A A 0.33 0.33 -0.1 NC 0.5 gb:AW556148 /DB_XREF=gi:7201577 /DB_XREF=L0264E01-3 /CLONE=L0264E01 /FEA=EST /CNT=5 /TID=Mm.103167.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440676_at 15 13.4 A A 0.09 0.06 -0.1 NC 0.37 gb:BB269760 /DB_XREF=gi:15410834 /DB_XREF=BB269760 /CLONE=A830043J08 /FEA=EST /CNT=5 /TID=Mm.145511.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440715_s_ 318.1 275.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU021842 /DB_XREF=gi:3386801 /DB_XREF=AU021842 /CLONE=J0402H10 /FEA=EST /CNT=5 /TID=Mm.212528.1 /TIER=ConsEnd /STK=5 /UG=Mm.2
MOE430_2_1440726_at 0.2 0.1 A A 0.8 0.98 -0.1 NC 0.31 gb:BB667326 /DB_XREF=gi:16398775 /DB_XREF=BB667326 /CLONE=C730001K07 /FEA=EST /CNT=5 /TID=Mm.204557.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440791_x_ 35.2 37.3 A A 0.12 0.12 -0.1 NC 0.33 gb:AV337405 /DB_XREF=gi:6377457 /DB_XREF=AV337405 /CLONE=6430400K12 /FEA=EST /CNT=5 /TID=Mm.56008.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440825_s_ 80 79.4 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AV100366 /DB_XREF=gi:5247914 /DB_XREF=AV100366 /CLONE=2410060D10 /FEA=EST /CNT=5 /TID=Mm.64568.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440836_at 191.1 199.1 P P 0.00415 0.00415 -0.1 NC 0.57 gb:BB090304 /DB_XREF=gi:16261036 /DB_XREF=BB090304 /CLONE=9430025N12 /FEA=EST /CNT=21 /TID=Mm.133158.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440853_at 22.5 24.1 P P 0.03 0.008057 -0.1 NC 0.5 gb:BB432528 /DB_XREF=gi:15412085 /DB_XREF=BB432528 /CLONE=C630046D23 /FEA=EST /CNT=11 /TID=Mm.39508.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440858_at 50.4 39.3 P P 0.001953 0.00415 -0.1 NC 0.5 gb:BB830220 /DB_XREF=gi:17008463 /DB_XREF=BB830220 /CLONE=G930010N19 /FEA=EST /CNT=17 /TID=Mm.36720.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440890_a_ 91.9 57.6 P P 0.000244 0.000244 -0.1 NC 0.64 gb:BQ176399 /DB_XREF=gi:20351891 /DB_XREF=UI-M-DJ2-bwg-p-02-0-UI.s1 /CLONE=UI-M-DJ2-bwg-p-02-0-UI /FEA=EST /CNT=10 /TID=Mm.28880
MOE430_2_1440892_at 30.2 28.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG064530 /DB_XREF=gi:12547093 /DB_XREF=H3020G11-3 /CLONE=H3020G11 /FEA=EST /CNT=9 /TID=Mm.102772.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440943_at 24 22.5 P P 0.01 0.01 -0.1 NC 0.48 gb:BB362902 /DB_XREF=gi:16406073 /DB_XREF=BB362902 /CLONE=C130013O20 /FEA=EST /CNT=7 /TID=Mm.215981.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440959_s_ 12.5 13 A A 0.14 0.11 -0.1 NC 0.24 gb:BB759556 /DB_XREF=gi:16190777 /DB_XREF=BB759556 /CLONE=G270118K08 /FEA=EST /CNT=14 /TID=Mm.200378.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440985_at 29.7 26.1 P A 0.03 0.06 -0.1 NC 0.5 gb:BB453509 /DB_XREF=gi:16425762 /DB_XREF=BB453509 /CLONE=D130023J23 /FEA=EST /CNT=8 /TID=Mm.32993.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440987_at 1.5 1.7 A A 0.97 0.98 -0.1 NC 0.83 gb:BE988096 /DB_XREF=gi:10664124 /DB_XREF=UI-M-CG0p-bho-e-08-0-UI.s1 /CLONE=UI-M-CG0p-bho-e-08-0-UI /FEA=EST /CNT=7 /TID=Mm.1539
MOE430_2_1441012_at 4.7 1.7 A A 0.63 0.66 -0.1 NC 0.5 gb:BG064467 /DB_XREF=gi:12547030 /DB_XREF=H3020A08-3 /CLONE=H3020A08 /FEA=EST /CNT=6 /TID=Mm.102762.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441023_at 14.7 16.9 P P 0.01 0.03 -0.1 NC 0.5 gb:BG066754 /DB_XREF=gi:12549323 /DB_XREF=H3046E08-3 /CLONE=H3046E08 /FEA=EST /CNT=6 /TID=Mm.195204.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441030_at 56.5 41 P P 0.000732 0.001221 -0.1 NC 0.69 gb:BB308974 /DB_XREF=gi:16402460 /DB_XREF=BB308974 /CLONE=B230308H11 /FEA=EST /CNT=6 /TID=Mm.166793.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441041_at 8.4 9.1 P A 0.03 0.08 -0.1 NC 0.5 gb:BB529246 /DB_XREF=gi:16445569 /DB_XREF=BB529246 /CLONE=D930050N14 /FEA=EST /CNT=6 /TID=Mm.137973.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441047_at 50.4 60.6 P P 0.000244 0.00415 -0.1 NC 0.58 gb:BB082429 /DB_XREF=gi:16260703 /DB_XREF=BB082429 /CLONE=9330175B01 /FEA=EST /CNT=6 /TID=Mm.44719.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441063_at 23.3 25.3 P P 0.005859 0.005859 -0.1 NC 0.5 gb:BB229155 /DB_XREF=gi:16354277 /DB_XREF=BB229155 /CLONE=A630020B03 /FEA=EST /CNT=6 /TID=Mm.139138.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441064_at 3 3.9 A A 0.63 0.72 -0.1 NC 0.49 gb:BF467171 /DB_XREF=gi:11536354 /DB_XREF=UI-M-CG0p-brp-e-04-0-UI.s1 /CLONE=UI-M-CG0p-brp-e-04-0-UI /FEA=EST /CNT=6 /TID=Mm.15235
MOE430_2_1441093_at 2 2 A A 0.9 0.69 -0.1 NC 0.5 gb:AI644190 /DB_XREF=gi:4722665 /DB_XREF=vw55h06.x1 /CLONE=IMAGE:1247771 /FEA=EST /CNT=9 /TID=Mm.10347.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441097_at 107.5 87.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI593475 /DB_XREF=gi:4602523 /DB_XREF=vu41d12.x1 /CLONE=IMAGE:1193975 /FEA=EST /CNT=8 /TID=Mm.118004.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441149_at 3.5 5.6 A A 0.45 0.39 -0.1 NC 0.5 gb:BG071610 /DB_XREF=gi:12554179 /DB_XREF=H3101B04-3 /CLONE=H3101B04 /FEA=EST /CNT=5 /TID=Mm.17762.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441190_at 22.4 25.2 P A 0.03 0.09 -0.1 NC 0.25 gb:AV381444 /DB_XREF=gi:16398320 /DB_XREF=AV381444 /CLONE=9230115K15 /FEA=EST /CNT=5 /TID=Mm.138618.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441191_at 11.6 11.5 A A 0.12 0.27 -0.1 NC 0.5 gb:AV237372 /DB_XREF=gi:16386353 /DB_XREF=AV237372 /CLONE=4732420K15 /FEA=EST /CNT=5 /TID=Mm.154206.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441287_at 15.7 8.5 P A 0.04 0.27 -0.1 NC 0.5 gb:BB369299 /DB_XREF=gi:16406744 /DB_XREF=BB369299 /CLONE=C130047K06 /FEA=EST /CNT=5 /TID=Mm.173145.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441309_at 39.2 27.9 P P 0.001953 0.000244 -0.1 NC 0.5 gb:AW045948 /DB_XREF=gi:5906477 /DB_XREF=UI-M-BH1-aku-f-11-0-UI.s1 /CLONE=UI-M-BH1-aku-f-11-0-UI /FEA=EST /CNT=5 /TID=Mm.45178.1 /
MOE430_2_1441378_at 18.2 14.1 P P 0.008057 0.02 -0.1 NC 0.5 gb:AV239122 /DB_XREF=gi:16386475 /DB_XREF=AV239122 /CLONE=4732431O13 /FEA=EST /CNT=5 /TID=Mm.210451.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441400_at 6.5 8.5 A A 0.27 0.63 -0.1 NC 0.69 gb:AV328009 /DB_XREF=gi:16395765 /DB_XREF=AV328009 /CLONE=6330437O14 /FEA=EST /CNT=4 /TID=Mm.194166.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441412_s_ 172.3 167.9 P P 0.000732 0.00293 -0.1 NC 0.5 gb:BG965876 /DB_XREF=gi:14353500 /DB_XREF=602829642F1 /CLONE=IMAGE:4984259 /FEA=EST /CNT=4 /TID=Mm.204909.1 /TIER=ConsEnd /STK=4 
MOE430_2_1441441_at 13.6 15.5 A A 0.14 0.19 -0.1 NC 0.5 gb:BB039188 /DB_XREF=gi:16258535 /DB_XREF=BB039188 /CLONE=6030441C06 /FEA=EST /CNT=4 /TID=Mm.207169.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441480_at 4.4 8.4 A A 0.66 0.56 -0.1 NC 0.06 gb:BB541643 /DB_XREF=gi:16447216 /DB_XREF=BB541643 /CLONE=E130115F21 /FEA=EST /CNT=4 /TID=Mm.212394.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441481_at 53.3 26.7 P P 0.00415 0.001953 -0.1 NC 0.5 gb:AV262974 /DB_XREF=gi:16389101 /DB_XREF=AV262974 /CLONE=4930433C03 /FEA=EST /CNT=4 /TID=Mm.60617.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441527_at 15.7 11.6 A A 0.3 0.14 -0.1 NC 0.27 gb:AV280476 /DB_XREF=gi:16391428 /DB_XREF=AV280476 /CLONE=4933415B02 /FEA=EST /CNT=4 /TID=Mm.212783.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441553_at 11 13.5 A A 0.39 0.36 -0.1 NC 0.26 gb:BB230897 /DB_XREF=gi:15410292 /DB_XREF=BB230897 /CLONE=A630029M15 /FEA=EST /CNT=4 /TID=Mm.32959.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441582_at 5.1 4.7 A A 0.39 0.69 -0.1 NC 0.5 gb:BB265898 /DB_XREF=gi:16400312 /DB_XREF=BB265898 /CLONE=A830022K22 /FEA=EST /CNT=4 /TID=Mm.65358.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441584_at 9.6 8.5 A A 0.19 0.21 -0.1 NC 0.46 gb:BB555654 /DB_XREF=gi:16448590 /DB_XREF=BB555654 /CLONE=E330020G21 /FEA=EST /CNT=4 /TID=Mm.170425.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441590_at 1 1.2 A A 0.93 0.96 -0.1 NC 0.44 gb:BB139291 /DB_XREF=gi:16267369 /DB_XREF=BB139291 /CLONE=9830164E09 /FEA=EST /CNT=4 /TID=Mm.69472.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441592_at 14.4 13.2 P A 0.02 0.06 -0.1 NC 0.41 gb:BB667902 /DB_XREF=gi:16399351 /DB_XREF=BB667902 /CLONE=C920001P18 /FEA=EST /CNT=4 /TID=Mm.174442.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441604_at 10.8 6.8 A P 0.12 0.03 -0.1 NC 0.12 gb:BM248597 /DB_XREF=gi:17883867 /DB_XREF=K0819C04-3 /CLONE=K0819C04 /FEA=EST /CNT=4 /TID=Mm.214966.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441629_at 2 3.1 A A 0.69 0.9 -0.1 NC 0.5 gb:BB451601 /DB_XREF=gi:16425572 /DB_XREF=BB451601 /CLONE=D130011O07 /FEA=EST /CNT=4 /TID=Mm.209227.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441694_at 12.3 11.7 A A 0.43 0.27 -0.1 NC 0.41 gb:BB349325 /DB_XREF=gi:16405209 /DB_XREF=BB349325 /CLONE=B930074L06 /FEA=EST /CNT=4 /TID=Mm.126248.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441737_s_ 328.7 300.3 P P 0.001953 0.00415 -0.1 NC 0.6 gb:BB757103 /DB_XREF=gi:16185586 /DB_XREF=BB757103 /CLONE=G270081J01 /FEA=EST /CNT=4 /TID=Mm.198691.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441763_at 4.6 7.6 A A 0.24 0.11 -0.1 NC 0.4 gb:BE854127 /DB_XREF=gi:10312739 /DB_XREF=ux24a06.x1 /CLONE=IMAGE:3511186 /FEA=EST /CNT=4 /TID=Mm.140028.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441814_s_ 168.3 156.5 P P 0.001953 0.00415 -0.1 NC 0.5 gb:AI448238 /DB_XREF=gi:4309588 /DB_XREF=mp56h02.x1 /CLONE=IMAGE:573267 /FEA=EST /CNT=4 /TID=Mm.176025.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441835_x_ 44.6 37.7 P P 0.005859 0.000244 -0.1 NC 0.5 gb:BB541632 /DB_XREF=gi:9612855 /DB_XREF=BB541632 /CLONE=E130115F04 /FEA=EST /CNT=4 /TID=Mm.137618.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441847_at 0.6 0.4 A A 0.8 0.82 -0.1 NC 0.5 gb:BB233292 /DB_XREF=gi:8913147 /DB_XREF=BB233292 /CLONE=A630042N15 /FEA=EST /CNT=4 /TID=Mm.213478.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441886_at 0.2 0.7 A A 0.94 0.8 -0.1 NC 0.5 gb:BB085179 /DB_XREF=gi:8650959 /DB_XREF=BB085179 /CLONE=9330198D04 /FEA=EST /CNT=4 /TID=Mm.56138.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441889_x_ 0.3 0.6 A A 0.94 0.84 -0.1 NC 0.51 gb:BB202117 /DB_XREF=gi:8867070 /DB_XREF=BB202117 /CLONE=A430043J23 /FEA=EST /CNT=4 /TID=Mm.131152.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441901_x_ 104.3 93.9 P A 0.04 0.11 -0.1 NC 0.5 gb:AV066322 /DB_XREF=gi:5186150 /DB_XREF=AV066322 /CLONE=2010107M22 /FEA=EST /CNT=4 /TID=Mm.93703.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441918_x_ 79.7 63 P M 0.04 0.05 -0.1 NC 0.5 gb:BB141228 /DB_XREF=gi:8796165 /DB_XREF=BB141228 /CLONE=9930007D21 /FEA=EST /CNT=4 /TID=Mm.107302.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441965_at 7.4 8 P A 0.03 0.27 -0.1 NC 0.7 gb:AV280828 /DB_XREF=gi:15405720 /DB_XREF=AV280828 /CLONE=4933417K05 /FEA=EST /CNT=19 /TID=Mm.50898.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1441967_at 232.4 210.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB467791 /DB_XREF=gi:16427420 /DB_XREF=BB467791 /CLONE=D230016J19 /FEA=EST /CNT=29 /TID=Mm.139810.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442012_at 8.1 7.4 A A 0.27 0.46 -0.1 NC 0.36 gb:AV381755 /DB_XREF=gi:16398357 /DB_XREF=AV381755 /CLONE=9230118I21 /FEA=EST /CNT=9 /TID=Mm.35029.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442027_at 93.5 98.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB223743 /DB_XREF=gi:16353817 /DB_XREF=BB223743 /CLONE=A530083I02 /FEA=EST /CNT=10 /TID=Mm.77731.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442042_at 22.7 29.3 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BG092211 /DB_XREF=gi:12574763 /DB_XREF=mac06d11.x1 /CLONE=IMAGE:3999021 /FEA=EST /CNT=8 /TID=Mm.32121.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442048_at 44.8 39.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB078696 /DB_XREF=gi:16260483 /DB_XREF=BB078696 /CLONE=9330154L22 /FEA=EST /CNT=7 /TID=Mm.27079.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442068_at 12.7 15.3 A A 0.09 0.09 -0.1 NC 0.5 gb:BQ174424 /DB_XREF=gi:20349915 /DB_XREF=UI-M-DJ2-bvy-e-13-0-UI.s1 /CLONE=UI-M-DJ2-bvy-e-13-0-UI /FEA=EST /CNT=8 /TID=Mm.163016.
MOE430_2_1442072_at 27.7 20.5 P P 0.001221 0.000244 -0.1 NC 0.5 gb:BM227237 /DB_XREF=gi:17789465 /DB_XREF=K0240F08-3 /CLONE=K0240F08 /FEA=EST /CNT=8 /TID=Mm.71897.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442093_at 38.2 30.1 P P 0.008057 0.03 -0.1 NC 0.53 gb:AU040368 /DB_XREF=gi:3954188 /DB_XREF=AU040368 /CLONE=J0805A11 /FEA=EST /CNT=6 /TID=Mm.173863.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1442101_at 1.4 1.9 A A 0.85 0.9 -0.1 NC 0.25 gb:BB279531 /DB_XREF=gi:8976553 /DB_XREF=BB279531 /CLONE=A930018F24 /FEA=EST /CNT=6 /TID=Mm.131607.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442119_at 32 31.5 M A 0.05 0.09 -0.1 NC 0.5 gb:AA175822 /DB_XREF=gi:1756952 /DB_XREF=ms98f05.r1 /CLONE=IMAGE:619617 /FEA=EST /CNT=6 /TID=Mm.32128.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442127_at 13.7 13.6 A A 0.11 0.21 -0.1 NC 0.5 gb:BB022053 /DB_XREF=gi:16257730 /DB_XREF=BB022053 /CLONE=5330408N18 /FEA=EST /CNT=6 /TID=Mm.82604.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442153_at 1.2 1.7 A A 0.82 0.63 -0.1 NC 0.69 gb:BB206087 /DB_XREF=gi:16352064 /DB_XREF=BB206087 /CLONE=A430072F05 /FEA=EST /CNT=8 /TID=Mm.22872.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442319_at 26.9 42.7 P P 0.01 0.01 -0.1 NC 0.5 gb:AA792870 /DB_XREF=gi:2855825 /DB_XREF=vp54a01.r1 /CLONE=IMAGE:1080456 /FEA=EST /CNT=5 /TID=Mm.126186.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442325_at 39.7 30 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AA270038 /DB_XREF=gi:1908547 /DB_XREF=va58e02.r1 /CLONE=IMAGE:735578 /FEA=EST /CNT=5 /TID=Mm.152257.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442347_at 12.1 12.9 A A 0.21 0.12 -0.1 NC 0.02 gb:AI848122 /DB_XREF=gi:5492028 /DB_XREF=UI-M-AP1-agk-g-03-0-UI.s1 /CLONE=UI-M-AP1-agk-g-03-0-UI /FEA=EST /CNT=9 /TID=Mm.39864.1 /T
MOE430_2_1442359_at 36.3 28.1 A A 0.12 0.21 -0.1 NC 0.88 gb:BE995447 /DB_XREF=gi:10679705 /DB_XREF=UI-M-CG0p-bin-b-10-0-UI.s1 /CLONE=UI-M-CG0p-bin-b-10-0-UI /FEA=EST /CNT=7 /TID=Mm.44641.
MOE430_2_1442360_at 10.8 9.7 A P 0.08 0.04 -0.1 NC 0.21 gb:BG074584 /DB_XREF=gi:12557153 /DB_XREF=H3136H06-3 /CLONE=H3136H06 /FEA=EST /CNT=6 /TID=Mm.103062.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442384_at 0.8 1.5 A A 0.9 0.8 -0.1 NC 0.45 gb:BG065559 /DB_XREF=gi:12548122 /DB_XREF=H3032F05-3 /CLONE=H3032F05 /FEA=EST /CNT=5 /TID=Mm.39486.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442441_at 28.7 22.6 A A 0.08 0.12 -0.1 NC 0.5 gb:AV008016 /DB_XREF=gi:4785003 /DB_XREF=AV008016 /CLONE=1110007J04 /FEA=EST /CNT=5 /TID=Mm.215188.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442443_at 9.5 9.6 A A 0.3 0.27 -0.1 NC 0.46 gb:AI503030 /DB_XREF=gi:4400881 /DB_XREF=vm76e11.x1 /CLONE=IMAGE:1004204 /FEA=EST /CNT=5 /TID=Mm.33238.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442502_at 12.4 15.5 P P 0.00293 0.005859 -0.1 NC 0.89 gb:BB011593 /DB_XREF=gi:15403290 /DB_XREF=BB011593 /CLONE=4832412D13 /FEA=EST /CNT=4 /TID=Mm.204661.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442510_at 1.3 1.5 A A 0.46 0.69 -0.1 NC 0.68 gb:BB032759 /DB_XREF=gi:16258228 /DB_XREF=BB032759 /CLONE=5830473C10 /FEA=EST /CNT=4 /TID=Mm.111498.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442513_at 25.6 22 P P 0.03 0.01 -0.1 NC 0.5 gb:AU041573 /DB_XREF=gi:3955808 /DB_XREF=AU041573 /CLONE=J1006C03 /FEA=EST /CNT=4 /TID=Mm.123943.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1442514_a_ 5.6 4.9 A A 0.3 0.33 -0.1 NC 0.5 gb:BI660702 /DB_XREF=gi:15574938 /DB_XREF=603303524F1 /CLONE=IMAGE:5349364 /FEA=EST /CNT=4 /TID=Mm.29175.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442534_at 5.9 4.3 A A 0.21 0.43 -0.1 NC 0.83 gb:BG071850 /DB_XREF=gi:12554419 /DB_XREF=H3103H04-3 /CLONE=H3103H04 /FEA=EST /CNT=4 /TID=Mm.17829.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442540_at 8 6.6 A A 0.08 0.3 -0.1 NC 0.72 gb:C77609 /DB_XREF=gi:2517939 /DB_XREF=C77609 /CLONE=J0034E03 /FEA=EST /CNT=4 /TID=Mm.24959.1 /TIER=ConsEnd /STK=3 /UG=Mm.24959 /
MOE430_2_1442550_at 3.9 4.3 A A 0.11 0.09 -0.1 NC 0.68 gb:BM237873 /DB_XREF=gi:17873143 /DB_XREF=K0508E02-3 /CLONE=K0508E02 /FEA=EST /CNT=4 /TID=Mm.90402.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442576_at 9.4 11 A A 0.17 0.27 -0.1 NC 0.18 gb:AI118522 /DB_XREF=gi:3518846 /DB_XREF=ue94b06.x1 /CLONE=IMAGE:1498739 /FEA=EST /CNT=4 /TID=Mm.35056.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442581_at 12.7 11.5 A A 0.24 0.46 -0.1 NC 0.2 gb:BB522422 /DB_XREF=gi:16443662 /DB_XREF=BB522422 /CLONE=D930007K17 /FEA=EST /CNT=4 /TID=Mm.187729.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442587_at 0.9 2 A A 0.9 0.53 -0.1 NC 0.41 gb:BB451946 /DB_XREF=gi:16425607 /DB_XREF=BB451946 /CLONE=D130013J01 /FEA=EST /CNT=4 /TID=Mm.220270.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442591_at 5.4 2.9 A A 0.6 0.75 -0.1 NC 0.42 gb:BB151903 /DB_XREF=gi:16267973 /DB_XREF=BB151903 /CLONE=A130002L13 /FEA=EST /CNT=4 /TID=Mm.212299.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442606_at 17.4 11.5 P A 0.04 0.09 -0.1 NC 0.5 gb:BB017018 /DB_XREF=gi:16257495 /DB_XREF=BB017018 /CLONE=4930565I18 /FEA=EST /CNT=4 /TID=Mm.179227.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442608_at 52.9 50.6 A M 0.06 0.05 -0.1 NC 0.5 gb:AV071586 /DB_XREF=gi:5191414 /DB_XREF=AV071586 /CLONE=2124002E01 /FEA=EST /CNT=4 /TID=Mm.186597.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442650_at 2.4 0.9 A A 0.43 0.75 -0.1 NC 0.5 gb:BB345768 /DB_XREF=gi:16404984 /DB_XREF=BB345768 /CLONE=B930058H16 /FEA=EST /CNT=4 /TID=Mm.156698.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442671_at 30.4 35.7 P P 0.001953 0.005859 -0.1 NC 0.74 gb:BB210666 /DB_XREF=gi:16352577 /DB_XREF=BB210666 /CLONE=A430098P19 /FEA=EST /CNT=4 /TID=Mm.210015.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442689_at 0.6 0.7 A A 0.93 0.98 -0.1 NC 0.75 gb:BG079752 /DB_XREF=gi:12562320 /DB_XREF=H3044F09-5 /CLONE=H3044F09 /FEA=EST /CNT=4 /TID=Mm.37807.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442731_at 22.4 11.1 P P 0.00415 0.03 -0.1 NC 0.5 gb:AI594675 /DB_XREF=gi:4603723 /DB_XREF=vt55b08.x1 /CLONE=IMAGE:1166967 /FEA=EST /CNT=4 /TID=Mm.182150.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442780_at 15.4 8.4 A A 0.21 0.33 -0.1 NC 0.36 gb:AW047760 /DB_XREF=gi:5908289 /DB_XREF=UI-M-BH1-alk-d-02-0-UI.s1 /CLONE=UI-M-BH1-alk-d-02-0-UI /FEA=EST /CNT=4 /TID=Mm.82681.1 /T
MOE430_2_1442809_at 0.2 0.1 A A 0.96 0.8 -0.1 NC 0.5 gb:BB452274 /DB_XREF=gi:16425644 /DB_XREF=BB452274 /CLONE=D130016G11 /FEA=EST /CNT=5 /TID=Mm.153332.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442857_at 3.7 4.6 A A 0.53 0.75 -0.1 NC 0.5 gb:BG068842 /DB_XREF=gi:12551411 /DB_XREF=H3069H08-3 /CLONE=H3069H08 /FEA=EST /CNT=4 /TID=Mm.12035.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442862_at 1.1 0.8 A A 0.87 0.75 -0.1 NC 0.22 gb:BG069698 /DB_XREF=gi:12552267 /DB_XREF=H3079B07-3 /CLONE=H3079B07 /FEA=EST /CNT=4 /TID=Mm.26211.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442883_s_ 1609.2 1503.7 P P 0.000244 0.000244 -0.1 NC 0.74 gb:BI413749 /DB_XREF=gi:15174672 /DB_XREF=602987640F1 /CLONE=IMAGE:5143905 /FEA=EST /CNT=4 /TID=Mm.195873.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442909_at 9 7 A A 0.39 0.53 -0.1 NC 0.5 gb:BB558291 /DB_XREF=gi:16448885 /DB_XREF=BB558291 /CLONE=E330033D19 /FEA=EST /CNT=4 /TID=Mm.207791.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442991_at 1.3 0.4 A A 0.66 0.96 -0.1 NC 0.64 gb:BB367339 /DB_XREF=gi:16406528 /DB_XREF=BB367339 /CLONE=C130037I06 /FEA=EST /CNT=3 /TID=Mm.126804.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443000_at 11.3 10.3 A A 0.36 0.3 -0.1 NC 0.35 gb:BB295054 /DB_XREF=gi:16401793 /DB_XREF=BB295054 /CLONE=B130033J21 /FEA=EST /CNT=3 /TID=Mm.166360.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443004_at 0.5 0.4 A A 0.96 0.96 -0.1 NC 0.55 gb:BB667834 /DB_XREF=gi:16399283 /DB_XREF=BB667834 /CLONE=C730045N16 /FEA=EST /CNT=3 /TID=Mm.211710.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443034_at 17.8 12.2 A A 0.36 0.17 -0.1 NC 0.5 gb:AV320415 /DB_XREF=gi:15406169 /DB_XREF=AV320415 /CLONE=6030422N11 /FEA=EST /CNT=3 /TID=Mm.209046.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443041_at 23.9 12.7 A A 0.14 0.17 -0.1 NC 0.35 gb:BB431247 /DB_XREF=gi:16424151 /DB_XREF=BB431247 /CLONE=C630037G18 /FEA=EST /CNT=3 /TID=Mm.187349.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443069_at 13.2 10.7 A P 0.09 0.04 -0.1 NC 0.49 gb:BB389420 /DB_XREF=gi:16408722 /DB_XREF=BB389420 /CLONE=C230062N18 /FEA=EST /CNT=3 /TID=Mm.156268.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443083_at 28.9 22.8 A A 0.3 0.36 -0.1 NC 0.5 gb:BM200036 /DB_XREF=gi:17753158 /DB_XREF=C0204H05-3 /CLONE=C0204H05 /FEA=EST /CNT=3 /TID=Mm.145147.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443088_at 35.6 36.3 P P 0.04 0.04 -0.1 NC 0.5 gb:BB420529 /DB_XREF=gi:16423475 /DB_XREF=BB420529 /CLONE=C530023A06 /FEA=EST /CNT=3 /TID=Mm.32762.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443100_at 3.8 3 A A 0.36 0.36 -0.1 NC 0.5 gb:BB523900 /DB_XREF=gi:16443891 /DB_XREF=BB523900 /CLONE=D930017A14 /FEA=EST /CNT=3 /TID=Mm.208001.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443108_at 4.3 1 A A 0.63 0.82 -0.1 NC 0.69 gb:BB079339 /DB_XREF=gi:16260513 /DB_XREF=BB079339 /CLONE=9330157K13 /FEA=EST /CNT=3 /TID=Mm.118027.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443116_at 3.3 1.9 A A 0.66 0.46 -0.1 NC 0.09 gb:BB200981 /DB_XREF=gi:16271511 /DB_XREF=BB200981 /CLONE=A430032M03 /FEA=EST /CNT=3 /TID=Mm.213271.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443126_at 0.8 0.4 A A 0.82 0.8 -0.1 NC 0.5 gb:BB499603 /DB_XREF=gi:16442197 /DB_XREF=BB499603 /CLONE=D630022D15 /FEA=EST /CNT=3 /TID=Mm.209555.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443128_at 35.5 30.8 P P 0.00415 0.001221 -0.1 NC 0.5 gb:BB522781 /DB_XREF=gi:16443726 /DB_XREF=BB522781 /CLONE=D930009O15 /FEA=EST /CNT=3 /TID=Mm.214728.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443135_at 0.8 0.4 A A 0.9 0.98 -0.1 NC 0.5 gb:BB372889 /DB_XREF=gi:16407115 /DB_XREF=BB372889 /CLONE=C130067I23 /FEA=EST /CNT=3 /TID=Mm.132221.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443143_at 3.8 4.3 A A 0.39 0.36 -0.1 NC 0.64 gb:BB039519 /DB_XREF=gi:16258551 /DB_XREF=BB039519 /CLONE=6030443C03 /FEA=EST /CNT=3 /TID=Mm.207172.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443171_at 7.2 14.1 A P 0.08 0.008057 -0.1 NC 0.27 gb:BB444561 /DB_XREF=gi:16424958 /DB_XREF=BB444561 /CLONE=D030046J24 /FEA=EST /CNT=3 /TID=Mm.129518.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443196_at 9.7 11.8 P P 0.03 0.01 -0.1 NC 0.5 gb:BB473548 /DB_XREF=gi:16439725 /DB_XREF=BB473548 /CLONE=D330001J12 /FEA=EST /CNT=3 /TID=Mm.209415.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443217_at 3.1 3.8 A A 0.5 0.56 -0.1 NC 0.5 gb:AV381805 /DB_XREF=gi:16398359 /DB_XREF=AV381805 /CLONE=9230118O19 /FEA=EST /CNT=3 /TID=Mm.182366.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443255_s_ 10.8 9.2 A A 0.24 0.39 -0.1 NC 0.5 gb:BB204799 /DB_XREF=gi:16351896 /DB_XREF=BB204799 /CLONE=A430059P10 /FEA=EST /CNT=3 /TID=Mm.122650.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443261_at 1.1 1 A A 0.8 0.66 -0.1 NC 0.4 gb:BB426176 /DB_XREF=gi:16423655 /DB_XREF=BB426176 /CLONE=C530050L09 /FEA=EST /CNT=3 /TID=Mm.140047.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443353_at 37.4 41.9 P P 0.02 0.03 -0.1 NC 0.5 gb:BB201882 /DB_XREF=gi:16271639 /DB_XREF=BB201882 /CLONE=A430042E08 /FEA=EST /CNT=3 /TID=Mm.207472.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443362_at 22.1 22.3 P P 0.03 0.04 -0.1 NC 0.5 gb:BM247458 /DB_XREF=gi:17882728 /DB_XREF=K0802C05-3 /CLONE=K0802C05 /FEA=EST /CNT=3 /TID=Mm.215334.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443416_at 13.5 15.3 P P 0.03 0.001221 -0.1 NC 0.37 gb:C79741 /DB_XREF=gi:2520071 /DB_XREF=C79741 /CLONE=J0071C05 /FEA=EST /CNT=3 /TID=Mm.25056.1 /TIER=ConsEnd /STK=3 /UG=Mm.25056 /
MOE430_2_1443427_at 11.5 9.7 A A 0.43 0.11 -0.1 NC 0.31 gb:C76966 /DB_XREF=gi:2517296 /DB_XREF=C76966 /CLONE=J0023E11 /FEA=EST /CNT=3 /TID=Mm.24939.1 /TIER=ConsEnd /STK=3 /UG=Mm.24939 /
MOE430_2_1443458_at 16.3 15.6 A A 0.14 0.3 -0.1 NC 0.45 gb:BF233964 /DB_XREF=gi:11144936 /DB_XREF=602024448F1 /CLONE=IMAGE:4160098 /FEA=EST /CNT=3 /TID=Mm.135745.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1443498_at 49.3 30 P P 0.01 0.01 -0.1 NC 0.5 gb:BB082226 /DB_XREF=gi:15407605 /DB_XREF=BB082226 /CLONE=9330174B04 /FEA=EST /CNT=3 /TID=Mm.212329.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443499_at 1.3 1.1 A A 0.75 0.82 -0.1 NC 0.68 gb:BB206430 /DB_XREF=gi:16352118 /DB_XREF=BB206430 /CLONE=A430075N02 /FEA=EST /CNT=3 /TID=Mm.207928.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443513_at 29 27.6 P P 0.01 0.001221 -0.1 NC 0.5 gb:BM243733 /DB_XREF=gi:17879003 /DB_XREF=K0701A01-3 /CLONE=K0701A01 /FEA=EST /CNT=3 /TID=Mm.79667.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443526_at 49.4 54.3 P P 0.000244 0.00293 -0.1 NC 0.8 gb:BM204661 /DB_XREF=gi:17759565 /DB_XREF=C0272F11-3 /CLONE=C0272F11 /FEA=EST /CNT=3 /TID=Mm.120090.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443535_at 30.7 35.5 P P 0.00293 0.008057 -0.1 NC 0.73 gb:BM223600 /DB_XREF=gi:17784589 /DB_XREF=K0139A09-3 /CLONE=K0139A09 /FEA=EST /CNT=3 /TID=Mm.218493.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443594_at 38.4 32.9 A A 0.09 0.09 -0.1 NC 0.5 gb:AI043046 /DB_XREF=gi:3286306 /DB_XREF=uc87d08.x1 /CLONE=IMAGE:1432623 /FEA=EST /CNT=3 /TID=Mm.25844.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443609_s_ 434.5 459.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:C85322 /DB_XREF=gi:2917279 /DB_XREF=C85322 /CLONE=J0206C02 /FEA=EST /CNT=3 /TID=Mm.200310.1 /TIER=ConsEnd /STK=3 /UG=Mm.20031
MOE430_2_1443636_at 59.1 57.1 A P 0.06 0.04 -0.1 NC 0.57 gb:BB283740 /DB_XREF=gi:8984189 /DB_XREF=BB283740 /CLONE=A930103D13 /FEA=EST /CNT=3 /TID=Mm.131716.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443669_at 9.8 8 P P 0.01 0.01 -0.1 NC 0.19 gb:BE955157 /DB_XREF=gi:10598412 /DB_XREF=UI-M-BH4-bbf-b-04-0-UI.s1 /CLONE=UI-M-BH4-bbf-b-04-0-UI /FEA=EST /CNT=3 /TID=Mm.86612.1 
MOE430_2_1443677_at 15.3 20.1 A A 0.09 0.17 -0.1 NC 0.53 gb:BB759744 /DB_XREF=gi:16190920 /DB_XREF=BB759744 /CLONE=G270120O09 /FEA=EST /CNT=3 /TID=Mm.194718.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443700_at 1.1 3.8 A A 0.78 0.69 -0.1 NC 0.5 gb:AW324345 /DB_XREF=gi:6758370 /DB_XREF=uo27f02.x1 /CLONE=IMAGE:2616123 /FEA=EST /CNT=3 /TID=Mm.151774.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443720_s_ 0.2 0.5 A A 0.93 0.93 -0.1 NC 0.5 gb:AI385617 /DB_XREF=gi:4199080 /DB_XREF=mc33h08.x1 /CLONE=IMAGE:350367 /FEA=EST /CNT=3 /TID=Mm.200156.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443781_at 2.7 1 A A 0.85 0.96 -0.1 NC 0.9 gb:AW050030 /DB_XREF=gi:5910559 /DB_XREF=UI-M-BH1-amm-b-06-0-UI.s1 /CLONE=UI-M-BH1-amm-b-06-0-UI /FEA=EST /CNT=3 /TID=Mm.156498
MOE430_2_1443793_x_ 100.2 90 P P 0.001953 0.001221 -0.1 NC 0.5 gb:BB444598 /DB_XREF=gi:9287210 /DB_XREF=BB444598 /CLONE=D030046M03 /FEA=EST /CNT=3 /TID=Mm.138153.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443829_x_ 80.7 69.1 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AV260982 /DB_XREF=gi:6248441 /DB_XREF=AV260982 /CLONE=4930417B03 /FEA=EST /CNT=3 /TID=Mm.68552.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443842_at 20.9 21.1 A P 0.06 0.03 -0.1 NC 0.81 gb:BB242531 /DB_XREF=gi:8935277 /DB_XREF=BB242531 /CLONE=A630092F06 /FEA=EST /CNT=3 /TID=Mm.131357.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443869_at 59.2 47.7 P P 0.001221 0.000244 -0.1 NC 0.5 gb:BM114886 /DB_XREF=gi:17077904 /DB_XREF=L0811H07-3 /CLONE=L0811H07 /FEA=EST /CNT=11 /TID=Mm.178305.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443877_a_ 9.3 4.7 A A 0.06 0.17 -0.1 NC 0.5 gb:BB306768 /DB_XREF=gi:15411329 /DB_XREF=BB306768 /CLONE=B230209H17 /FEA=EST /CNT=10 /TID=Mm.166568.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443891_at 19.7 18.6 A P 0.09 0.04 -0.1 NC 0.5 gb:BB131341 /DB_XREF=gi:16266366 /DB_XREF=BB131341 /CLONE=9630050O21 /FEA=EST /CNT=9 /TID=Mm.100661.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443933_at 5.5 2.3 A A 0.56 0.5 -0.1 NC 0.04 gb:BB548141 /DB_XREF=gi:16447647 /DB_XREF=BB548141 /CLONE=E230003N02 /FEA=EST /CNT=12 /TID=Mm.139182.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443935_at 98.8 104.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BI683943 /DB_XREF=gi:15646571 /DB_XREF=603306779F1 /CLONE=IMAGE:5342802 /FEA=EST /CNT=11 /TID=Mm.117154.1 /TIER=ConsEnd /STK=2 
MOE430_2_1444026_at 10 6.3 A A 0.08 0.21 -0.1 NC 0.5 gb:BF658761 /DB_XREF=gi:11923895 /DB_XREF=maa41f07.x1 /CLONE=IMAGE:3813660 /FEA=EST /CNT=6 /TID=Mm.127730.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444028_s_ 273.5 315.5 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AA410148 /DB_XREF=gi:2066808 /DB_XREF=EST01893 /CLONE=C0015C12 /FEA=EST /CNT=6 /TID=Mm.197512.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1444055_at 1.6 1.4 A A 0.56 0.85 -0.1 NC 0.88 gb:AI503928 /DB_XREF=gi:4401779 /DB_XREF=vm33f09.x1 /CLONE=IMAGE:992009 /FEA=EST /CNT=6 /TID=Mm.34250.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444075_at 1.9 1.5 A A 0.69 0.8 -0.1 NC 0.51 gb:BM114762 /DB_XREF=gi:17077780 /DB_XREF=L0809H10-3 /CLONE=L0809H10 /FEA=EST /CNT=7 /TID=Mm.194322.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444089_at 2313.1 2183.5 P P 0.000244 0.000244 -0.1 NC 0.73 gb:AV016275 /DB_XREF=gi:16356302 /DB_XREF=AV016275 /CLONE=1110064I02 /FEA=EST /CNT=6 /TID=Mm.31326.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444126_at 15.5 15.8 P P 0.00415 0.01 -0.1 NC 0.5 gb:BM122235 /DB_XREF=gi:17106003 /DB_XREF=L0507C11-3 /CLONE=L0507C11 /FEA=EST /CNT=5 /TID=Mm.218315.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444130_at 20.9 21.4 P P 0.001953 0.03 -0.1 NC 0.5 gb:BM199557 /DB_XREF=gi:17752446 /DB_XREF=C0452G01-3 /CLONE=C0452G01 /FEA=EST /CNT=5 /TID=Mm.216353.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444135_at 22.2 34.8 A A 0.27 0.19 -0.1 NC 0.41 gb:BI135222 /DB_XREF=gi:14585470 /DB_XREF=UI-M-BH3-bsu-a-03-0-UI.s1 /CLONE=UI-M-BH3-bsu-a-03-0-UI /FEA=EST /CNT=5 /TID=Mm.102170.1
MOE430_2_1444154_at 36.5 36.5 P P 0.03 0.02 -0.1 NC 0.5 gb:AI854698 /DB_XREF=gi:5498604 /DB_XREF=UI-M-BH0-akc-d-10-0-UI.s1 /CLONE=UI-M-BH0-akc-d-10-0-UI /FEA=EST /CNT=5 /TID=Mm.35198.1 /T
MOE430_2_1444196_at 11.9 5.9 A A 0.14 0.17 -0.1 NC 0.36 gb:AI662501 /DB_XREF=gi:4766084 /DB_XREF=mt32h11.x1 /CLONE=IMAGE:622821 /FEA=EST /CNT=5 /TID=Mm.39979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444207_at 19.9 21.5 P P 0.000244 0.00293 -0.1 NC 0.5 gb:BM070003 /DB_XREF=gi:16910555 /DB_XREF=id79f01.x1 /CLONE=IMAGE:5669497 /FEA=EST /CNT=5 /TID=Mm.186929.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444233_at 1.4 0.4 A A 0.66 0.82 -0.1 NC 0.86 gb:BB208670 /DB_XREF=gi:8873623 /DB_XREF=BB208670 /CLONE=A430089B20 /FEA=EST /CNT=8 /TID=Mm.124260.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444238_at 17.3 27.6 P P 0.03 0.03 -0.1 NC 0.5 gb:BE623396 /DB_XREF=gi:9903810 /DB_XREF=ut91d11.x1 /CLONE=IMAGE:3369813 /FEA=EST /CNT=7 /TID=Mm.32655.1 /TIER=ConsEnd /STK=2 /UG=



MOE430_2_1444240_at 22.4 23.3 M P 0.05 0.02 -0.1 NC 0.5 gb:BF462817 /DB_XREF=gi:11532000 /DB_XREF=UI-M-CG0p-bni-a-02-0-UI.s1 /CLONE=UI-M-CG0p-bni-a-02-0-UI /FEA=EST /CNT=7 /TID=Mm.156145
MOE430_2_1444242_at 11.5 15.5 P A 0.01 0.08 -0.1 NC 0.5 gb:AI606070 /DB_XREF=gi:4615237 /DB_XREF=ve82c04.x1 /CLONE=IMAGE:832710 /FEA=EST /CNT=7 /TID=Mm.37993.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444294_at 17.3 15 A A 0.21 0.08 -0.1 NC 0.14 gb:BB615725 /DB_XREF=gi:16455961 /DB_XREF=BB615725 /CLONE=4930551A22 /FEA=EST /CNT=5 /TID=Mm.56032.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444311_at 1.4 2.2 A A 0.87 0.78 -0.1 NC 0.5 gb:BB138395 /DB_XREF=gi:8793332 /DB_XREF=BB138395 /CLONE=9830147K06 /FEA=EST /CNT=5 /TID=Mm.130865.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444353_at 7.4 6.1 A A 0.17 0.33 -0.1 NC 0.5 gb:BB359573 /DB_XREF=gi:16405843 /DB_XREF=BB359573 /CLONE=C030040A22 /FEA=EST /CNT=4 /TID=Mm.126530.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444376_at 15.3 13.7 P P 0.000244 0.04 -0.1 NC 0.97 gb:BM237933 /DB_XREF=gi:17873203 /DB_XREF=K0509F03-3 /CLONE=K0509F03 /FEA=EST /CNT=4 /TID=Mm.215983.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444384_at 10.9 8.5 A A 0.3 0.39 -0.1 NC 0.55 gb:BB364291 /DB_XREF=gi:16406230 /DB_XREF=BB364291 /CLONE=C130021A05 /FEA=EST /CNT=4 /TID=Mm.208813.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444396_at 29.7 28.8 P P 0.001953 0.00293 -0.1 NC 0.73 gb:BB546845 /DB_XREF=gi:16447499 /DB_XREF=BB546845 /CLONE=E130314H20 /FEA=EST /CNT=4 /TID=Mm.215813.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444428_at 12.9 6.9 A P 0.12 0.03 -0.1 NC 0.35 gb:AW541149 /DB_XREF=gi:7183566 /DB_XREF=C0141E12-3 /CLONE=C0141E12 /FEA=EST /CNT=4 /TID=Mm.102555.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444438_at 5.3 4.7 A A 0.69 0.82 -0.1 NC 0.71 gb:BB667454 /DB_XREF=gi:16398903 /DB_XREF=BB667454 /CLONE=C730014M21 /FEA=EST /CNT=4 /TID=Mm.211247.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444460_at 93.3 94.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM231451 /DB_XREF=gi:17866721 /DB_XREF=K0310A08-3 /CLONE=K0310A08 /FEA=EST /CNT=4 /TID=Mm.218226.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444464_at 10.8 12.7 A A 0.08 0.14 -0.1 NC 0.5 gb:BB524012 /DB_XREF=gi:16443913 /DB_XREF=BB524012 /CLONE=D930017K02 /FEA=EST /CNT=4 /TID=Mm.153326.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444465_at 8.9 5.2 A A 0.06 0.27 -0.1 NC 0.5 gb:BB160318 /DB_XREF=gi:16268546 /DB_XREF=BB160318 /CLONE=A130052I11 /FEA=EST /CNT=4 /TID=Mm.163122.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444527_at 17.2 15.7 P A 0.01 0.09 -0.1 NC 0.5 gb:BB818354 /DB_XREF=gi:16990983 /DB_XREF=BB818354 /CLONE=G730044L02 /FEA=EST /CNT=4 /TID=Mm.213280.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444549_at 0.6 0.5 A A 0.98 0.98 -0.1 NC 0.5 gb:BM935191 /DB_XREF=gi:19394343 /DB_XREF=UI-M-BH3-aqz-h-04-0-UI.r1 /CLONE=UI-M-BH3-aqz-h-04-0-UI /FEA=EST /CNT=4 /TID=Mm.101103.
MOE430_2_1444560_at 36.7 42.1 P P 0.000732 0.005859 -0.1 NC 0.5 gb:AI834981 /DB_XREF=gi:5469194 /DB_XREF=UI-M-AM1-afw-e-05-0-UI.s1 /CLONE=UI-M-AM1-afw-e-05-0-UI /FEA=EST /CNT=4 /TID=Mm.39479.1 /
MOE430_2_1444567_at 0.7 0.9 A A 0.82 0.85 -0.1 NC 0.5 gb:BB633562 /DB_XREF=gi:16469986 /DB_XREF=BB633562 /CLONE=A330061J11 /FEA=EST /CNT=4 /TID=Mm.121929.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444577_x_ 2.9 2.9 A A 0.56 0.6 -0.1 NC 0.62 gb:AI504044 /DB_XREF=gi:4401895 /DB_XREF=vm48g09.x1 /CLONE=IMAGE:1001536 /FEA=EST /CNT=4 /TID=Mm.119495.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444581_at 28.3 26.3 P A 0.008057 0.11 -0.1 NC 0.63 gb:BF460623 /DB_XREF=gi:11529780 /DB_XREF=UI-M-CG0p-bmg-a-03-0-UI.s1 /CLONE=UI-M-CG0p-bmg-a-03-0-UI /FEA=EST /CNT=4 /TID=Mm.1557
MOE430_2_1444585_at 49.4 64.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE946956 /DB_XREF=gi:10524715 /DB_XREF=UI-M-BH3-axg-b-12-0-UI.s1 /CLONE=UI-M-BH3-axg-b-12-0-UI /FEA=EST /CNT=4 /TID=Mm.35283.1 
MOE430_2_1444606_at 248.4 236.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB790825 /DB_XREF=gi:16959321 /DB_XREF=BB790825 /CLONE=G430133K06 /FEA=EST /CNT=4 /TID=Mm.146506.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444626_at 6.4 10.2 A P 0.33 0.04 -0.1 NC 0.5 gb:BB521448 /DB_XREF=gi:16443503 /DB_XREF=BB521448 /CLONE=D930001B02 /FEA=EST /CNT=5 /TID=Mm.153762.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444639_at 1.3 1.5 A A 0.9 0.9 -0.1 NC 0.5 gb:AW124917 /DB_XREF=gi:6100447 /DB_XREF=UI-M-BH2.1-apu-f-06-0-UI.s1 /CLONE=UI-M-BH2.1-apu-f-06-0-UI /FEA=EST /CNT=5 /TID=Mm.15116
MOE430_2_1444689_at 1 6 A A 0.77 0.6 -0.1 NC 0.5 gb:BM240057 /DB_XREF=gi:17875327 /DB_XREF=K0545E05-3 /CLONE=K0545E05 /FEA=EST /CNT=4 /TID=Mm.213335.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444695_at 13.4 13.8 M P 0.05 0.03 -0.1 NC 0.5 gb:BB210964 /DB_XREF=gi:16352608 /DB_XREF=BB210964 /CLONE=A430101O21 /FEA=EST /CNT=4 /TID=Mm.122964.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444701_at 11.1 13.9 P P 0.02 0.01 -0.1 NC 0.26 gb:BB369687 /DB_XREF=gi:16406795 /DB_XREF=BB369687 /CLONE=C130049H14 /FEA=EST /CNT=4 /TID=Mm.86255.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444719_at 10.8 7 A A 0.35 0.27 -0.1 NC 0.39 gb:BG066545 /DB_XREF=gi:12549202 /DB_XREF=H3045B10-3 /CLONE=H3045B10 /FEA=EST /CNT=4 /TID=Mm.178381.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444725_at 19.3 16.9 P P 0.03 0.01 -0.1 NC 0.22 gb:BG072383 /DB_XREF=gi:12554952 /DB_XREF=H3109H08-3 /CLONE=H3109H08 /FEA=EST /CNT=4 /TID=Mm.173946.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444727_at 12.2 9.3 A A 0.12 0.24 -0.1 NC 0.5 gb:BB385713 /DB_XREF=gi:16408366 /DB_XREF=BB385713 /CLONE=C230040H16 /FEA=EST /CNT=4 /TID=Mm.207325.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444734_at 48.2 37.4 P P 0.005859 0.005859 -0.1 NC 0.5 gb:BB183877 /DB_XREF=gi:16270288 /DB_XREF=BB183877 /CLONE=A330001L22 /FEA=EST /CNT=4 /TID=Mm.207734.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444764_at 30.2 24 P P 0.00415 0.005859 -0.1 NC 0.5 gb:BB154851 /DB_XREF=gi:16268208 /DB_XREF=BB154851 /CLONE=A130022J21 /FEA=EST /CNT=4 /TID=Mm.132861.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444765_at 11.9 11.5 A A 0.17 0.21 -0.1 NC 0.5 gb:BM235590 /DB_XREF=gi:17870860 /DB_XREF=K0421C06-3 /CLONE=K0421C06 /FEA=EST /CNT=4 /TID=Mm.218199.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444781_at 21.8 18.3 P M 0.01 0.05 -0.1 NC 0.5 gb:BB811221 /DB_XREF=gi:16983850 /DB_XREF=BB811221 /CLONE=G730009D10 /FEA=EST /CNT=4 /TID=Mm.161023.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444786_at 0.8 1.2 A A 0.87 0.72 -0.1 NC 0.5 gb:BB546891 /DB_XREF=gi:16447503 /DB_XREF=BB546891 /CLONE=E130314L04 /FEA=EST /CNT=4 /TID=Mm.162140.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444793_at 9.3 10.3 A A 0.27 0.27 -0.1 NC 0.57 gb:BG070034 /DB_XREF=gi:12552526 /DB_XREF=H3082A04-3 /CLONE=H3082A04 /FEA=EST /CNT=3 /TID=Mm.173461.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444796_at 4.7 6.2 A A 0.53 0.39 -0.1 NC 0.31 gb:BG065774 /DB_XREF=gi:12548337 /DB_XREF=H3035B05-3 /CLONE=H3035B05 /FEA=EST /CNT=3 /TID=Mm.172605.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444816_at 11.9 12.4 A A 0.17 0.11 -0.1 NC 0.5 gb:BG068751 /DB_XREF=gi:12551320 /DB_XREF=H3068H10-3 /CLONE=H3068H10 /FEA=EST /CNT=3 /TID=Mm.173657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444848_at 10.6 11.3 A P 0.14 0.03 -0.1 NC 0.11 gb:BG064052 /DB_XREF=gi:12546615 /DB_XREF=H3015A02-3 /CLONE=H3015A02 /FEA=EST /CNT=3 /TID=Mm.182568.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444859_at 0.2 0.3 A A 0.99 0.92 -0.1 NC 0.1 gb:BG071063 /DB_XREF=gi:12553632 /DB_XREF=H3094C09-3 /CLONE=H3094C09 /FEA=EST /CNT=3 /TID=Mm.26085.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444861_at 2.1 0.9 A A 0.59 0.94 -0.1 NC 0.83 gb:BG066693 /DB_XREF=gi:12549262 /DB_XREF=H3045H06-3 /CLONE=H3045H06 /FEA=EST /CNT=3 /TID=Mm.155208.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444904_at 17.6 10 A A 0.39 0.21 -0.1 NC 0.03 gb:BG068236 /DB_XREF=gi:12550805 /DB_XREF=H3063C01-3 /CLONE=H3063C01 /FEA=EST /CNT=3 /TID=Mm.173524.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444969_at 20.4 19.2 P M 0.01 0.05 -0.1 NC 0.75 gb:BG068806 /DB_XREF=gi:12551375 /DB_XREF=H3069E05-3 /CLONE=H3069E05 /FEA=EST /CNT=3 /TID=Mm.26394.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445025_at 26.5 27 P P 0.008057 0.001953 -0.1 NC 0.5 gb:BG070304 /DB_XREF=gi:12552873 /DB_XREF=H3085H06-3 /CLONE=H3085H06 /FEA=EST /CNT=3 /TID=Mm.173224.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445131_at 0.8 2.1 A A 0.56 0.69 -0.1 NC 0.5 gb:BG071043 /DB_XREF=gi:12553612 /DB_XREF=H3094A12-3 /CLONE=H3094A12 /FEA=EST /CNT=3 /TID=Mm.173353.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445152_at 19 19 P P 0.01 0.000244 -0.1 NC 0.25 gb:BG071771 /DB_XREF=gi:12554340 /DB_XREF=H3103A07-3 /CLONE=H3103A07 /FEA=EST /CNT=3 /TID=Mm.174013.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445216_at 2.7 2.3 A A 0.72 0.71 -0.1 NC 0.15 gb:BE957394 /DB_XREF=gi:10602899 /DB_XREF=UI-M-BG2-bcf-g-08-0-UI.s1 /CLONE=UI-M-BG2-bcf-g-08-0-UI /FEA=EST /CNT=3 /TID=Mm.151049.1
MOE430_2_1445222_at 2.2 3.1 A A 0.72 0.6 -0.1 NC 0.5 gb:BE943966 /DB_XREF=gi:10521725 /DB_XREF=UI-M-BH3-avq-d-05-0-UI.s1 /CLONE=UI-M-BH3-avq-d-05-0-UI /FEA=EST /CNT=3 /TID=Mm.101223.
MOE430_2_1445232_at 6.4 10.2 A A 0.27 0.12 -0.1 NC 0.5 gb:BG071939 /DB_XREF=gi:12554508 /DB_XREF=H3104H07-3 /CLONE=H3104H07 /FEA=EST /CNT=3 /TID=Mm.174042.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445274_at 19 18.1 P P 0.01 0.000244 -0.1 NC 0.36 gb:BB165030 /DB_XREF=gi:16268863 /DB_XREF=BB165030 /CLONE=A130081B01 /FEA=EST /CNT=3 /TID=Mm.39257.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445291_at 6 4.1 A A 0.16 0.5 -0.1 NC 0.48 gb:BB385094 /DB_XREF=gi:16408315 /DB_XREF=BB385094 /CLONE=C230037L18 /FEA=EST /CNT=3 /TID=Mm.220223.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445297_at 0.8 1.5 A A 0.63 0.63 -0.1 NC 0.49 gb:AW121945 /DB_XREF=gi:6097391 /DB_XREF=UI-M-BH2.3-aoj-f-03-0-UI.s1 /CLONE=UI-M-BH2.3-aoj-f-03-0-UI /FEA=EST /CNT=3 /TID=Mm.71012.1
MOE430_2_1445331_at 0.6 0.6 A A 0.96 0.96 -0.1 NC 0.59 gb:BG071823 /DB_XREF=gi:12554392 /DB_XREF=H3103E11-3 /CLONE=H3103E11 /FEA=EST /CNT=3 /TID=Mm.17825.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445335_at 0.7 0.8 A A 0.66 0.72 -0.1 NC 0.5 gb:BG066341 /DB_XREF=gi:12548910 /DB_XREF=H3041H01-3 /CLONE=H3041H01 /FEA=EST /CNT=3 /TID=Mm.139337.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445361_at 27.8 25.5 P P 0.01 0.005859 -0.1 NC 0.5 gb:BB388544 /DB_XREF=gi:16408618 /DB_XREF=BB388544 /CLONE=C230057M01 /FEA=EST /CNT=3 /TID=Mm.208969.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445362_at 46.1 55.8 P P 0.000244 0.00415 -0.1 NC 0.53 gb:BB539837 /DB_XREF=gi:16447076 /DB_XREF=BB539837 /CLONE=E130020P12 /FEA=EST /CNT=3 /TID=Mm.209904.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445462_at 1.5 3.1 A A 0.82 0.75 -0.1 NC 0.5 gb:BG068609 /DB_XREF=gi:12551178 /DB_XREF=H3067D06-3 /CLONE=H3067D06 /FEA=EST /CNT=3 /TID=Mm.173616.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445505_at 14 12 P A 0.01 0.19 -0.1 NC 0.5 gb:BB121118 /DB_XREF=gi:16262012 /DB_XREF=BB121118 /CLONE=9530080J05 /FEA=EST /CNT=3 /TID=Mm.90443.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445513_at 1.6 2.6 A A 0.56 0.6 -0.1 NC 0.83 gb:BB117967 /DB_XREF=gi:16261909 /DB_XREF=BB117967 /CLONE=9530063P13 /FEA=EST /CNT=3 /TID=Mm.207348.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445551_at 9.5 8 A A 0.46 0.66 -0.1 NC 0.46 gb:BB640946 /DB_XREF=gi:16476101 /DB_XREF=BB640946 /CLONE=A730095A04 /FEA=EST /CNT=3 /TID=Mm.191372.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445554_at 1 1.6 A A 0.69 0.66 -0.1 NC 0.5 gb:BG081329 /DB_XREF=gi:12563897 /DB_XREF=H3063H05-5 /CLONE=H3063H05 /FEA=EST /CNT=3 /TID=Mm.173538.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445590_at 4.5 7.7 A A 0.19 0.39 -0.1 NC 0.64 gb:C88236 /DB_XREF=gi:2920193 /DB_XREF=C88236 /CLONE=J0258H09 /FEA=EST /CNT=3 /TID=Mm.9820.1 /TIER=ConsEnd /STK=2 /UG=Mm.9820 /U
MOE430_2_1445642_at 0.9 0.2 A A 0.82 0.94 -0.1 NC 0.57 gb:AV156411 /DB_XREF=gi:5400046 /DB_XREF=AV156411 /CLONE=3000002F19 /FEA=EST /CNT=3 /TID=Mm.44619.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1445653_at 17.1 11.2 P P 0.02 0.00293 -0.1 NC 0.45 gb:BB825492 /DB_XREF=gi:17003735 /DB_XREF=BB825492 /CLONE=G830038D20 /FEA=EST /CNT=3 /TID=Mm.156088.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445664_at 1.2 0.3 A A 0.56 0.79 -0.1 NC 0.68 gb:BM123510 /DB_XREF=gi:17107278 /DB_XREF=L0526C10-3 /CLONE=L0526C10 /FEA=EST /CNT=3 /TID=Mm.216304.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445691_at 10.2 11.7 A A 0.27 0.3 -0.1 NC 0.31 gb:AW121426 /DB_XREF=gi:6096759 /DB_XREF=UI-M-BH2.2-aon-b-09-0-UI.s1 /CLONE=UI-M-BH2.2-aon-b-09-0-UI /FEA=EST /CNT=3 /TID=Mm.76707
MOE430_2_1445693_at 64.5 58.7 P P 0.001221 0.001953 -0.1 NC 0.5 gb:BB319063 /DB_XREF=gi:9026098 /DB_XREF=BB319063 /CLONE=B230378I04 /FEA=EST /CNT=3 /TID=Mm.166812.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445696_x_ 1 0.4 A A 0.9 0.96 -0.1 NC 0.73 gb:AV290586 /DB_XREF=gi:6304617 /DB_XREF=AV290586 /CLONE=5230400H05 /FEA=EST /CNT=3 /TID=Mm.46765.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445732_at 0.9 0.4 A A 0.9 0.91 -0.1 NC 0.53 gb:BG073371 /DB_XREF=gi:12555940 /DB_XREF=H3121G12-3 /CLONE=H3121G12 /FEA=EST /CNT=3 /TID=Mm.172203.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445756_at 1.8 0.9 A A 0.87 0.94 -0.1 NC 0.3 gb:BG069076 /DB_XREF=gi:12551645 /DB_XREF=H3072E02-3 /CLONE=H3072E02 /FEA=EST /CNT=3 /TID=Mm.26437.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445821_at 2.4 1.3 A A 0.6 0.75 -0.1 NC 0.5 gb:BG069020 /DB_XREF=gi:12551589 /DB_XREF=H3071H02-3 /CLONE=H3071H02 /FEA=EST /CNT=3 /TID=Mm.173738.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445831_at 40.4 38 P P 0.01 0.01 -0.1 NC 0.65 gb:BG069906 /DB_XREF=gi:12552475 /DB_XREF=H3081D07-3 /CLONE=H3081D07 /FEA=EST /CNT=3 /TID=Mm.173456.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445844_at 18.3 12.9 A A 0.36 0.36 -0.1 NC 0.5 gb:AV270128 /DB_XREF=gi:16389840 /DB_XREF=AV270128 /CLONE=4930547H19 /FEA=EST /CNT=3 /TID=Mm.212747.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445863_at 9 6 A A 0.21 0.53 -0.1 NC 0.18 gb:AV274723 /DB_XREF=gi:16390589 /DB_XREF=AV274723 /CLONE=4932422C12 /FEA=EST /CNT=3 /TID=Mm.210466.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445884_at 42.9 44.5 P P 0.01 0.00293 -0.1 NC 0.5 gb:AW321863 /DB_XREF=gi:6751407 /DB_XREF=uo20c08.x1 /CLONE=IMAGE:2609678 /FEA=EST /CNT=3 /TID=Mm.188889.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445895_at 14.8 10.4 P A 0.02 0.11 -0.1 NC 0.5 gb:AI450773 /DB_XREF=gi:4299345 /DB_XREF=ms73g02.x1 /CLONE=IMAGE:617234 /FEA=EST /CNT=3 /TID=Mm.45837.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445928_at 37.7 29.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG069610 /DB_XREF=gi:12552179 /DB_XREF=H3078C01-3 /CLONE=H3078C01 /FEA=EST /CNT=2 /TID=Mm.173425.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445937_at 7.2 7.8 A A 0.3 0.09 -0.1 NC 0.44 gb:BG070772 /DB_XREF=gi:12553341 /DB_XREF=H3091A03-3 /CLONE=H3091A03 /FEA=EST /CNT=2 /TID=Mm.173305.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445959_at 0.8 0.6 A A 0.91 0.97 -0.1 NC 0.6 gb:BG070525 /DB_XREF=gi:12553094 /DB_XREF=H3088C08-3 /CLONE=H3088C08 /FEA=EST /CNT=2 /TID=Mm.173262.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446003_at 4.1 3.6 A A 0.27 0.52 -0.1 NC 0.5 gb:BG068247 /DB_XREF=gi:12550816 /DB_XREF=H3063D01-3 /CLONE=H3063D01 /FEA=EST /CNT=2 /TID=Mm.173527.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446004_at 13.4 11.2 A A 0.06 0.33 -0.1 NC 0.27 gb:BG064993 /DB_XREF=gi:12547556 /DB_XREF=H3026B11-3 /CLONE=H3026B11 /FEA=EST /CNT=2 /TID=Mm.102506.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446010_at 0.4 0.8 A A 0.85 0.72 -0.1 NC 0.73 gb:BG067080 /DB_XREF=gi:12549649 /DB_XREF=H3050D02-3 /CLONE=H3050D02 /FEA=EST /CNT=2 /TID=Mm.172957.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446065_at 0.6 0.5 A A 0.85 0.9 -0.1 NC 0.5 gb:AW557538 /DB_XREF=gi:7202967 /DB_XREF=L0283B06-3 /CLONE=L0283B06 /FEA=EST /CNT=2 /TID=Mm.182838.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446095_at 4.9 4.6 A A 0.46 0.63 -0.1 NC 0.5 gb:BB365661 /DB_XREF=gi:16406356 /DB_XREF=BB365661 /CLONE=C130030E20 /FEA=EST /CNT=2 /TID=Mm.213443.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446122_at 11.7 9.3 P A 0.001221 0.11 -0.1 NC 0.5 gb:AV236932 /DB_XREF=gi:16386313 /DB_XREF=AV236932 /CLONE=4732416N19 /FEA=EST /CNT=2 /TID=Mm.59812.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446137_at 1.5 1.9 A A 0.72 0.8 -0.1 NC 0.58 gb:BG075133 /DB_XREF=gi:12557702 /DB_XREF=H3143F09-3 /CLONE=H3143F09 /FEA=EST /CNT=2 /TID=Mm.182771.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446140_at 29.7 30.6 P P 0.04 0.008057 -0.1 NC 0.49 gb:BB233975 /DB_XREF=gi:16354639 /DB_XREF=BB233975 /CLONE=A630047A13 /FEA=EST /CNT=2 /TID=Mm.123938.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446151_at 1.4 1.9 A A 0.85 0.79 -0.1 NC 0.3 gb:BB465586 /DB_XREF=gi:16427109 /DB_XREF=BB465586 /CLONE=D230003P07 /FEA=EST /CNT=2 /TID=Mm.209342.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446207_at 1.1 1.1 A A 0.72 0.85 -0.1 NC 0.96 gb:BB381263 /DB_XREF=gi:16407979 /DB_XREF=BB381263 /CLONE=C230011O19 /FEA=EST /CNT=2 /TID=Mm.44776.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446210_at 0.8 2.6 A A 0.82 0.69 -0.1 NC 0.57 gb:BG072832 /DB_XREF=gi:12555401 /DB_XREF=H3115E02-3 /CLONE=H3115E02 /FEA=EST /CNT=2 /TID=Mm.182608.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446305_at 9.5 7.4 A A 0.19 0.27 -0.1 NC 0.5 gb:BB307798 /DB_XREF=gi:16402335 /DB_XREF=BB307798 /CLONE=B230216H12 /FEA=EST /CNT=2 /TID=Mm.134461.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446320_at 13 10 P A 0.03 0.09 -0.1 NC 0.5 gb:BB028318 /DB_XREF=gi:16258073 /DB_XREF=BB028318 /CLONE=5430403G19 /FEA=EST /CNT=2 /TID=Mm.137891.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446338_at 0.8 0.7 A A 0.97 0.93 -0.1 NC 0.5 gb:BB454746 /DB_XREF=gi:16425891 /DB_XREF=BB454746 /CLONE=D130033L10 /FEA=EST /CNT=2 /TID=Mm.209256.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446351_at 0.8 0.7 A A 0.6 0.88 -0.1 NC 0.7 gb:BB486075 /DB_XREF=gi:16441338 /DB_XREF=BB486075 /CLONE=D430034N21 /FEA=EST /CNT=2 /TID=Mm.216036.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446357_at 70.6 79.6 P P 0.001221 0.00415 -0.1 NC 0.5 gb:BB029175 /DB_XREF=gi:16258116 /DB_XREF=BB029175 /CLONE=5730556F03 /FEA=EST /CNT=2 /TID=Mm.110936.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446420_at 0.7 0.7 A A 0.87 0.98 -0.1 NC 0.76 gb:BB182878 /DB_XREF=gi:16270170 /DB_XREF=BB182878 /CLONE=A230102C22 /FEA=EST /CNT=2 /TID=Mm.208525.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446448_at 24.5 28.5 P P 0.005859 0.00415 -0.1 NC 0.5 gb:AW547576 /DB_XREF=gi:7192991 /DB_XREF=L0024A12-3 /CLONE=L0024A12 /FEA=EST /CNT=2 /TID=Mm.105040.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446466_at 1.3 1.1 A A 0.33 0.53 -0.1 NC 0.98 gb:AW555385 /DB_XREF=gi:7200904 /DB_XREF=L0255B08-3 /CLONE=L0255B08 /FEA=EST /CNT=2 /TID=Mm.117677.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446470_at 11.1 10.5 A A 0.24 0.19 -0.1 NC 0.4 gb:BB239704 /DB_XREF=gi:16355037 /DB_XREF=BB239704 /CLONE=A630078I01 /FEA=EST /CNT=2 /TID=Mm.208196.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446472_at 23.2 22 P P 0.008057 0.008057 -0.1 NC 0.5 gb:BB500876 /DB_XREF=gi:16442349 /DB_XREF=BB500876 /CLONE=D630032B10 /FEA=EST /CNT=2 /TID=Mm.213354.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446482_at 5.6 4.5 A A 0.43 0.53 -0.1 NC 0.5 gb:BB553935 /DB_XREF=gi:16448360 /DB_XREF=BB553935 /CLONE=E330010B05 /FEA=EST /CNT=2 /TID=Mm.210014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446510_at 13.9 16.2 P P 0.01 0.000244 -0.1 NC 0.15 gb:BM245261 /DB_XREF=gi:17880531 /DB_XREF=K0722B10-3 /CLONE=K0722B10 /FEA=EST /CNT=2 /TID=Mm.214920.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446530_at 6.6 7.4 A A 0.21 0.09 -0.1 NC 0.5 gb:BG069648 /DB_XREF=gi:12552217 /DB_XREF=H3078F03-3 /CLONE=H3078F03 /FEA=EST /CNT=2 /TID=Mm.172165.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446570_at 1 0.6 A A 0.69 0.98 -0.1 NC 0.98 gb:BB469236 /DB_XREF=gi:16427609 /DB_XREF=BB469236 /CLONE=D230023K22 /FEA=EST /CNT=2 /TID=Mm.216003.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446593_at 28.7 21.3 P P 0.000732 0.01 -0.1 NC 0.76 gb:BB557374 /DB_XREF=gi:16448795 /DB_XREF=BB557374 /CLONE=E330027P06 /FEA=EST /CNT=2 /TID=Mm.216158.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446633_at 10.7 9.5 A A 0.09 0.19 -0.1 NC 0.85 gb:AV239988 /DB_XREF=gi:16386543 /DB_XREF=AV239988 /CLONE=4732437I21 /FEA=EST /CNT=2 /TID=Mm.212642.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446648_at 6.8 6.9 A A 0.27 0.06 -0.1 NC 0.07 gb:AW555680 /DB_XREF=gi:7201103 /DB_XREF=L0257G10-3 /CLONE=L0257G10 /FEA=EST /CNT=2 /TID=Mm.182784.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446709_at 7.9 5.6 A A 0.27 0.43 -0.1 NC 0.5 gb:BB257274 /DB_XREF=gi:16399694 /DB_XREF=BB257274 /CLONE=A730078G22 /FEA=EST /CNT=2 /TID=Mm.208358.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446723_at 0.3 0.5 A A 0.99 0.96 -0.1 NC 0.6 gb:BB207644 /DB_XREF=gi:16352263 /DB_XREF=BB207644 /CLONE=A430083I03 /FEA=EST /CNT=2 /TID=Mm.207946.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446736_at 8.6 11.6 A P 0.12 0.01 -0.1 NC 0.33 gb:BM198618 /DB_XREF=gi:17751172 /DB_XREF=C0403D05-3 /CLONE=C0403D05 /FEA=EST /CNT=2 /TID=Mm.217583.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446775_at 3 2.9 A A 0.8 0.85 -0.1 NC 0.88 gb:C76272 /DB_XREF=gi:2516602 /DB_XREF=C76272 /CLONE=J0007G03 /FEA=EST /CNT=2 /TID=Mm.172579.1 /TIER=ConsEnd /STK=2 /UG=Mm.17257
MOE430_2_1446784_at 8.5 11 A A 0.14 0.27 -0.1 NC 0.5 gb:BI076611 /DB_XREF=gi:14515268 /DB_XREF=L0023D07-3 /CLONE=L0023D07 /FEA=EST /CNT=2 /TID=Mm.197242.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446801_at 0.7 0.9 A A 0.98 0.97 -0.1 NC 0.64 gb:BG069024 /DB_XREF=gi:12551593 /DB_XREF=H3071H07-3 /CLONE=H3071H07 /FEA=EST /CNT=2 /TID=Mm.173741.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446806_at 1.2 1.4 A A 0.98 0.94 -0.1 NC 0.19 gb:BB276826 /DB_XREF=gi:16400909 /DB_XREF=BB276826 /CLONE=A830099C19 /FEA=EST /CNT=2 /TID=Mm.210297.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446827_at 19.1 13.7 P A 0.03 0.24 -0.1 NC 0.96 gb:BB472900 /DB_XREF=gi:16428107 /DB_XREF=BB472900 /CLONE=D230047M20 /FEA=EST /CNT=2 /TID=Mm.209743.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446834_at 5.6 2.9 A A 0.46 0.63 -0.1 NC 0.4 gb:AV367948 /DB_XREF=gi:15406757 /DB_XREF=AV367948 /CLONE=8430439E21 /FEA=EST /CNT=2 /TID=Mm.206767.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446837_at 0.4 0.7 A A 0.71 0.75 -0.1 NC 0.58 gb:BG074335 /DB_XREF=gi:12556904 /DB_XREF=H3133H04-3 /CLONE=H3133H04 /FEA=EST /CNT=2 /TID=Mm.182712.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446843_at 0.8 1.7 A A 0.72 0.72 -0.1 NC 0.44 gb:C85491 /DB_XREF=gi:2917448 /DB_XREF=C85491 /CLONE=J0209B04 /FEA=EST /CNT=2 /TID=Mm.172974.1 /TIER=ConsEnd /STK=2 /UG=Mm.17297
MOE430_2_1446888_at 2.4 0.8 A A 0.5 0.63 -0.1 NC 0.66 gb:BG065868 /DB_XREF=gi:12548431 /DB_XREF=H3036B10-3 /CLONE=H3036B10 /FEA=EST /CNT=2 /TID=Mm.151120.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446895_at 1.8 1 A A 0.78 0.9 -0.1 NC 0.8 gb:BG067536 /DB_XREF=gi:12550105 /DB_XREF=H3055E03-3 /CLONE=H3055E03 /FEA=EST /CNT=2 /TID=Mm.173042.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446902_at 1.2 0.3 A A 0.82 0.87 -0.1 NC 0.45 gb:BG068307 /DB_XREF=gi:12550876 /DB_XREF=H3064A06-3 /CLONE=H3064A06 /FEA=EST /CNT=2 /TID=Mm.173542.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446911_at 5.5 6.2 A A 0.3 0.33 -0.1 NC 0.5 gb:BM198816 /DB_XREF=gi:17751435 /DB_XREF=C0408A08-3 /CLONE=C0408A08 /FEA=EST /CNT=2 /TID=Mm.218031.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446918_at 8 7.2 A A 0.06 0.11 -0.1 NC 0.37 gb:AW553120 /DB_XREF=gi:7198543 /DB_XREF=L0222B11-3 /CLONE=L0222B11 /FEA=EST /CNT=2 /TID=Mm.103032.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446931_at 8.9 6.8 A A 0.21 0.24 -0.1 NC 0.49 gb:BG068937 /DB_XREF=gi:12551506 /DB_XREF=H3070H08-3 /CLONE=H3070H08 /FEA=EST /CNT=2 /TID=Mm.173709.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446933_at 7.9 6.7 P A 0.03 0.33 -0.1 NC 0.5 gb:BB295081 /DB_XREF=gi:16401795 /DB_XREF=BB295081 /CLONE=B130033O15 /FEA=EST /CNT=2 /TID=Mm.208594.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446938_at 11.3 7.1 A A 0.12 0.43 -0.1 NC 0.5 gb:BG063210 /DB_XREF=gi:12545762 /DB_XREF=H3004C03-3 /CLONE=H3004C03 /FEA=EST /CNT=2 /TID=Mm.171798.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446939_at 8.5 5.9 P P 0.01 0.01 -0.1 NC 0.35 gb:AU040162 /DB_XREF=gi:3953982 /DB_XREF=AU040162 /CLONE=J0801A08 /FEA=EST /CNT=2 /TID=Mm.20021.1 /TIER=ConsEnd /STK=2 /UG=Mm.20
MOE430_2_1446965_at 40.5 40.4 P P 0.00293 0.00415 -0.1 NC 0.5 gb:BG067578 /DB_XREF=gi:12550147 /DB_XREF=H3055H10-3 /CLONE=H3055H10 /FEA=EST /CNT=2 /TID=Mm.173045.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446967_at 113.1 145.3 P P 0.001221 0.000244 -0.1 NC 0.5 gb:BI788665 /DB_XREF=gi:15816390 /DB_XREF=ie42b08.x1 /FEA=EST /CNT=2 /TID=Mm.205702.1 /TIER=ConsEnd /STK=2 /UG=Mm.205702 /UG_TITLE=E
MOE430_2_1446997_at 6 5.4 A A 0.39 0.66 -0.1 NC 0.86 gb:BE955655 /DB_XREF=gi:10599416 /DB_XREF=UI-M-BH4-bbd-b-12-0-UI.s1 /CLONE=UI-M-BH4-bbd-b-12-0-UI /FEA=EST /CNT=2 /TID=Mm.150944.
MOE430_2_1447028_at 61.4 62.7 P P 0.00293 0.001953 -0.1 NC 0.5 gb:BB256689 /DB_XREF=gi:16399652 /DB_XREF=BB256689 /CLONE=A730075A08 /FEA=EST /CNT=2 /TID=Mm.125221.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447034_at 22.3 19.4 P P 0.00293 0.01 -0.1 NC 0.3 gb:BM204579 /DB_XREF=gi:17759467 /DB_XREF=C0271D02-3 /CLONE=C0271D02 /FEA=EST /CNT=2 /TID=Mm.217701.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447048_at 2.7 3.5 A A 0.69 0.53 -0.1 NC 0.5 gb:BE952599 /DB_XREF=gi:10593221 /DB_XREF=UI-M-BH4-azh-g-01-0-UI.s1 /CLONE=UI-M-BH4-azh-g-01-0-UI /FEA=EST /CNT=2 /TID=Mm.153638.1
MOE430_2_1447052_at 19 21.7 P M 0.001221 0.05 -0.1 NC 0.7 gb:AU042851 /DB_XREF=gi:3957086 /DB_XREF=AU042851 /CLONE=J1031G10 /FEA=EST /CNT=2 /TID=Mm.173961.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447087_at 20.5 14.3 P A 0.02 0.11 -0.1 NC 0.5 gb:BB751763 /DB_XREF=gi:16155999 /DB_XREF=BB751763 /CLONE=G270005C11 /FEA=EST /CNT=2 /TID=Mm.211435.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447128_at 10.3 7.4 A A 0.09 0.08 -0.1 NC 0.19 gb:BB283455 /DB_XREF=gi:8983904 /DB_XREF=BB283455 /CLONE=A930102E19 /FEA=EST /CNT=2 /TID=Mm.215901.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447143_at 21.9 15.5 P P 0.01 0.01 -0.1 NC 0.58 gb:BM115076 /DB_XREF=gi:17078094 /DB_XREF=L0815C08-3 /CLONE=L0815C08 /FEA=EST /CNT=2 /TID=Mm.216864.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447145_at 1.1 1 A A 0.88 0.9 -0.1 NC 0.28 gb:BG068559 /DB_XREF=gi:12551128 /DB_XREF=H3066H04-3 /CLONE=H3066H04 /FEA=EST /CNT=2 /TID=Mm.171418.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447157_at 10 9.9 A A 0.14 0.33 -0.1 NC 0.65 gb:BB751612 /DB_XREF=gi:16155848 /DB_XREF=BB751612 /CLONE=G270001M20 /FEA=EST /CNT=2 /TID=Mm.141422.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447160_at 107.7 79.2 P P 0.03 0.02 -0.1 NC 0.63 gb:BM235749 /DB_XREF=gi:17871019 /DB_XREF=K0424B11-3 /CLONE=K0424B11 /FEA=EST /CNT=2 /TID=Mm.217943.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447172_at 0.4 0.9 A A 0.87 0.93 -0.1 NC 0.7 gb:AI647619 /DB_XREF=gi:4726297 /DB_XREF=uk41h11.x1 /CLONE=IMAGE:1971621 /FEA=EST /CNT=2 /TID=Mm.212669.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447190_at 4.1 2.4 A A 0.8 0.9 -0.1 NC 0.69 gb:AI853455 /DB_XREF=gi:5497361 /DB_XREF=UI-M-BH0-ajy-e-12-0-UI.s1 /CLONE=UI-M-BH0-ajy-e-12-0-UI /FEA=EST /CNT=2 /TID=Mm.44146.1 /T
MOE430_2_1447214_at 4.5 6.4 A A 0.35 0.45 -0.1 NC 0.63 gb:BG094486 /DB_XREF=gi:12576976 /DB_XREF=uu76h03.x1 /CLONE=IMAGE:3382517 /FEA=EST /CNT=2 /TID=Mm.140015.2 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447217_at 13.7 10.7 P A 0.01 0.08 -0.1 NC 0.33 gb:BB292098 /DB_XREF=gi:16401532 /DB_XREF=BB292098 /CLONE=B130009E11 /FEA=EST /CNT=2 /TID=Mm.215741.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447219_at 16.6 18.2 A P 0.09 0.02 -0.1 NC 0.4 gb:BQ031470 /DB_XREF=gi:19766749 /DB_XREF=UI-1-CF0-ann-a-04-0-UI.s1 /CLONE=UI-1-CF0-ann-a-04-0-UI /FEA=EST /CNT=2 /TID=Mm.219399.1
MOE430_2_1447278_at 164.5 210.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB822306 /DB_XREF=gi:16994935 /DB_XREF=BB822306 /CLONE=G830018C12 /FEA=EST /CNT=2 /TID=Mm.213896.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447314_at 50.8 45.8 P P 0.008057 0.008057 -0.1 NC 0.5 gb:AI480643 /DB_XREF=gi:4373869 /DB_XREF=vh54b12.x1 /CLONE=IMAGE:890783 /FEA=EST /CNT=2 /TID=Mm.33043.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447320_x_ 2651.1 2326.6 P P 0.001953 0.000732 -0.1 NC 0.5 gb:AU018636 /DB_XREF=gi:3374126 /DB_XREF=AU018636 /CLONE=J0506A01 /FEA=EST /CNT=2 /TID=Mm.200445.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447404_at 5.8 3.8 A A 0.56 0.5 -0.1 NC 0.25 gb:AW228769 /DB_XREF=gi:6558065 /DB_XREF=up21f08.x1 /CLONE=IMAGE:2655015 /FEA=EST /CNT=2 /TID=Mm.89549.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447409_at 24.9 23 A A 0.08 0.06 -0.1 NC 0.5 gb:AW209124 /DB_XREF=gi:6515064 /DB_XREF=uo02c02.x1 /CLONE=IMAGE:2582210 /FEA=EST /CNT=2 /TID=Mm.89523.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447424_at 4.1 4.3 A A 0.33 0.53 -0.1 NC 0.81 gb:AW763562 /DB_XREF=gi:7695502 /DB_XREF=ur62h06.x1 /CLONE=IMAGE:3154907 /FEA=EST /CNT=2 /TID=Mm.105073.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447431_at 8.9 7 A A 0.3 0.39 -0.1 NC 0.13 gb:AI844310 /DB_XREF=gi:5488216 /DB_XREF=UI-M-AL1-ahm-e-07-0-UI.s1 /CLONE=UI-M-AL1-ahm-e-07-0-UI /FEA=EST /CNT=2 /TID=Mm.192592.1 
MOE430_2_1447464_at 2 0.6 A A 0.88 0.97 -0.1 NC 0.48 gb:AI836144 /DB_XREF=gi:5470357 /DB_XREF=UI-M-AQ0-aai-c-07-0-UI.s2 /CLONE=UI-M-AQ0-aai-c-07-0-UI /FEA=EST /CNT=2 /TID=Mm.44689.1 /T
MOE430_2_1447471_at 92.2 81.7 P P 0.000244 0.001953 -0.1 NC 0.5 gb:AW112074 /DB_XREF=gi:6824787 /DB_XREF=MC1548 /CLONE=MC1548 /FEA=EST /CNT=2 /TID=Mm.100023.1 /TIER=ConsEnd /STK=2 /UG=Mm.1000
MOE430_2_1447476_at 53.8 43.2 P P 0.00293 0.000732 -0.1 NC 0.5 gb:BB079952 /DB_XREF=gi:8645012 /DB_XREF=BB079952 /CLONE=9330160G13 /FEA=EST /CNT=2 /TID=Mm.218960.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447483_s_ 39.9 24.5 P P 0.001953 0.03 -0.1 NC 0.71 gb:AV011566 /DB_XREF=gi:4788553 /DB_XREF=AV011566 /CLONE=1110032L03 /FEA=EST /CNT=2 /TID=Mm.177200.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447510_at 85.6 61.9 P P 0.02 0.03 -0.1 NC 0.5 gb:AI467086 /DB_XREF=gi:4320423 /DB_XREF=vd63c06.x1 /CLONE=IMAGE:805258 /FEA=EST /CNT=2 /TID=Mm.156143.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447519_x_ 18.3 17.6 A A 0.27 0.09 -0.1 NC 0.5 gb:BG073047 /DB_XREF=gi:12555616 /DB_XREF=H3118A08-3 /CLONE=H3118A08 /FEA=EST /CNT=2 /TID=Mm.214888.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447521_x_ 59 45.5 P P 0.000732 0.02 -0.1 NC 0.5 gb:AI843066 /DB_XREF=gi:5477279 /DB_XREF=UI-M-AK1-aes-a-03-0-UI.s1 /CLONE=UI-M-AK1-aes-a-03-0-UI /FEA=EST /CNT=2 /TID=Mm.202695.1 /
MOE430_2_1447533_at 8.3 7.5 A A 0.08 0.3 -0.1 NC 0.5 gb:BE956260 /DB_XREF=gi:10600626 /DB_XREF=UI-M-BH4-baw-h-10-0-UI.s1 /CLONE=UI-M-BH4-baw-h-10-0-UI /FEA=EST /CNT=2 /TID=Mm.154172
MOE430_2_1447545_at 9.4 5.5 A A 0.08 0.27 -0.1 NC 0.71 gb:C78641 /DB_XREF=gi:2518971 /DB_XREF=C78641 /CLONE=J0052E04 /FEA=EST /CNT=2 /TID=Mm.154730.1 /TIER=ConsEnd /STK=2 /UG=Mm.15473
MOE430_2_1447550_at 29.3 33.3 P P 0.02 0.03 -0.1 NC 0.5 gb:BB545511 /DB_XREF=gi:16447357 /DB_XREF=BB545511 /CLONE=E130304P04 /FEA=EST /CNT=2 /TID=Mm.187971.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447623_s_ 403.9 348.5 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AV297026 /DB_XREF=gi:6329045 /DB_XREF=AV297026 /CLONE=5730446C07 /FEA=EST /CNT=2 /TID=Mm.141983.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447634_x_ 13.2 10.5 P A 0.01 0.11 -0.1 NC 0.66 gb:BB091862 /DB_XREF=gi:8675109 /DB_XREF=BB091862 /CLONE=9430031O15 /FEA=EST /CNT=2 /TID=Mm.149016.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447666_x_ 22.7 11.1 P P 0.03 0.01 -0.1 NC 0.5 gb:BB380350 /DB_XREF=gi:9100065 /DB_XREF=BB380350 /CLONE=C230006H12 /FEA=EST /CNT=2 /TID=Mm.180236.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1447672_x_ 77 127.8 P P 0.01 0.01 -0.1 NC 0.5 gb:BB102342 /DB_XREF=gi:8754910 /DB_XREF=BB102342 /CLONE=9430081P04 /FEA=EST /CNT=2 /TID=Mm.170730.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447707_s_ 165.1 159.2 P P 0.00415 0.00293 -0.1 NC 0.5 gb:BB367174 /DB_XREF=gi:9079003 /DB_XREF=BB367174 /CLONE=C130036M13 /FEA=EST /CNT=2 /TID=Mm.167414.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447768_at 0.8 0.5 A A 0.82 0.88 -0.1 NC 0.5 gb:AV331592 /DB_XREF=gi:6371644 /DB_XREF=AV331592 /CLONE=6330524O06 /FEA=EST /CNT=2 /TID=Mm.181340.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447771_at 0.8 0.5 A A 0.87 0.99 -0.1 NC 0.92 gb:AW050081 /DB_XREF=gi:5910610 /DB_XREF=UI-M-BH1-amm-g-04-0-UI.s1 /CLONE=UI-M-BH1-amm-g-04-0-UI /FEA=EST /CNT=2 /TID=Mm.44703.
MOE430_2_1447839_x_ 202.7 190.4 P P 0.01 0.01 -0.1 NC 0.69 gb:AV378441 /DB_XREF=gi:6427450 /DB_XREF=AV378441 /CLONE=9130415G24 /FEA=EST /CNT=2 /TID=Mm.162696.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447858_x_ 4 3.2 A A 0.39 0.63 -0.1 NC 0.3 gb:AV252273 /DB_XREF=gi:6239732 /DB_XREF=AV252273 /CLONE=4833439C04 /FEA=EST /CNT=2 /TID=Mm.55398.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447919_x_ 803.1 748.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV092283 /DB_XREF=gi:5239831 /DB_XREF=AV092283 /CLONE=2310068G01 /FEA=EST /CNT=2 /TID=Mm.176233.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447922_at 16 12.9 A A 0.06 0.11 -0.1 NC 0.5 gb:BB362499 /DB_XREF=gi:9074327 /DB_XREF=BB362499 /CLONE=C130011K05 /FEA=EST /CNT=2 /TID=Mm.151449.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447942_x_ 8.9 8.3 A A 0.36 0.39 -0.1 NC 0.22 gb:BB772921 /DB_XREF=gi:16214638 /DB_XREF=BB772921 /CLONE=G370150L13 /FEA=EST /CNT=14 /TID=Mm.204421.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1447949_at 2.1 2.5 A A 0.69 0.72 -0.1 NC 0.8 gb:AV204710 /DB_XREF=gi:6145563 /DB_XREF=AV204710 /CLONE=1700056E03 /FEA=EST /CNT=10 /TID=Mm.78563.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1447976_at 10.9 10.6 P P 0.00415 0.01 -0.1 NC 0.5 gb:AA939659 /DB_XREF=gi:3100436 /DB_XREF=vz99g02.r1 /CLONE=IMAGE:1345394 /FEA=EST /CNT=4 /TID=Mm.339.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1447987_at 92.6 84.5 P P 0.000732 0.001953 -0.1 NC 0.78 gb:BB443603 /DB_XREF=gi:16424895 /DB_XREF=BB443603 /CLONE=D030041N04 /FEA=EST /CNT=4 /TID=Mm.39637.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447997_s_ 0.4 0.5 A A 0.82 0.9 -0.1 NC 0.62 gb:BG066908 /DB_XREF=gi:12549477 /DB_XREF=H3048D08-3 /CLONE=H3048D08 /FEA=EST /CNT=2 /TID=Mm.38540.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448001_x_ 13.6 20 A A 0.09 0.12 -0.1 NC 0.25 gb:AV352659 /DB_XREF=gi:6393716 /DB_XREF=AV352659 /CLONE=7030413D12 /FEA=EST /CNT=2 /TID=Mm.180845.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448002_x_ 8 4.8 A A 0.08 0.11 -0.1 NC 0.5 gb:AV327032 /DB_XREF=gi:6367084 /DB_XREF=AV327032 /CLONE=6330416L03 /FEA=EST /CNT=2 /TID=Mm.157063.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448029_at 44.5 40.4 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AA543734 /DB_XREF=gi:2292211 /DB_XREF=vk26d06.r1 /CLONE=IMAGE:947723 /FEA=EST /CNT=17 /TID=Mm.23467.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448056_at 18.5 13.9 P A 0.04 0.09 -0.1 NC 0.53 gb:AI607291 /DB_XREF=gi:4616458 /DB_XREF=vo04a01.y1 /CLONE=IMAGE:1040424 /FEA=EST /CNT=6 /TID=Mm.24840.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448057_at 102.5 70 P P 0.008057 0.00293 -0.1 NC 0.96 gb:BI320076 /DB_XREF=gi:14998853 /DB_XREF=ic45f11.y1 /CLONE=IMAGE:5656844 /FEA=EST /CNT=6 /TID=Mm.61417.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448067_at 1.2 1.5 A A 0.95 0.93 -0.1 NC 0.3 gb:BF146656 /DB_XREF=gi:11028051 /DB_XREF=uw69b05.y1 /CLONE=IMAGE:3467217 /FEA=EST /CNT=7 /TID=Mm.202316.3 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448071_at 0.3 2.4 A A 0.84 0.72 -0.1 NC 0.5 gb:BG079914 /DB_XREF=gi:12562570 /DB_XREF=H3047F07-5 /CLONE=H3047F07 /FEA=EST /CNT=4 /TID=Mm.25083.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448103_s_ 4680.9 4532 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023144.1 /DB_XREF=gi:12963530 /GEN=Nono /FEA=FLmRNA /CNT=379 /TID=Mm.21559.1 /TIER=FL+Stack /STK=229 /UG=Mm.21559 /LL=53610 
MOE430_2_1448108_at 850.9 873.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019760.1 /DB_XREF=gi:9790268 /GEN=Tde1l /FEA=FLmRNA /CNT=458 /TID=Mm.29344.1 /TIER=FL+Stack /STK=220 /UG=Mm.29344 /LL=56442 /
MOE430_2_1448109_a_ 8388.9 7868.7 P P 0.000244 0.000244 -0.1 NC 0.88 gb:NM_009080.1 /DB_XREF=gi:6677776 /GEN=Rpl26 /FEA=FLmRNA /CNT=313 /TID=Mm.3229.1 /TIER=FL+Stack /STK=215 /UG=Mm.3229 /LL=19941 /DE
MOE430_2_1448116_at 2460.5 2210.1 P P 0.000244 0.000244 -0.1 NC 0.75 gb:NM_009457.1 /DB_XREF=gi:6678482 /GEN=Ube1x /FEA=FLmRNA /CNT=370 /TID=Mm.1104.1 /TIER=FL+Stack /STK=200 /UG=Mm.1104 /LL=22201 /D
MOE430_2_1448119_at 87.4 96.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007563.1 /DB_XREF=gi:6680805 /GEN=Bpgm /FEA=FLmRNA /CNT=295 /TID=Mm.22706.1 /TIER=FL+Stack /STK=15 /UG=Mm.22706 /LL=12183 /D
MOE430_2_1448134_at 98.4 79.1 P P 0.03 0.03 -0.1 NC 0.5 gb:NM_013753.1 /DB_XREF=gi:7305364 /GEN=Pald /FEA=FLmRNA /CNT=221 /TID=Mm.3437.1 /TIER=FL+Stack /STK=183 /UG=Mm.3437 /LL=27355 /DE
MOE430_2_1448157_s_ 8486.7 7885.3 P P 0.000244 0.000244 -0.1 NC 0.92 gb:NM_052835.1 /DB_XREF=gi:16418338 /GEN=Rpl10 /FEA=FLmRNA /CNT=356 /TID=Mm.100113.1 /TIER=FL+Stack /STK=163 /UG=Mm.100113 /LL=110
MOE430_2_1448169_at 1.5 1.2 A A 0.72 0.88 -0.1 NC 0.5 gb:NM_010664.1 /DB_XREF=gi:6754481 /GEN=Krt1-18 /FEA=FLmRNA /CNT=380 /TID=Mm.22479.1 /TIER=FL+Stack /STK=149 /UG=Mm.22479 /LL=16668
MOE430_2_1448179_at 3949.6 3884.1 P P 0.01 0.007813 -0.1 NC 0.5 gb:BC024355.1 /DB_XREF=gi:19353380 /FEA=FLmRNA /CNT=186 /TID=Mm.29722.1 /TIER=FL+Stack /STK=141 /UG=Mm.29722 /LL=66477 /UG_GENE=U
MOE430_2_1448195_at 95.2 80.6 P P 0.001221 0.008057 -0.1 NC 0.91 gb:NM_133966.1 /DB_XREF=gi:19527183 /GEN=1110005N04Rik /FEA=FLmRNA /CNT=187 /TID=Mm.34401.1 /TIER=FL+Stack /STK=137 /UG=Mm.34401 /
MOE430_2_1448196_at 341.3 337.2 P P 0.000244 0.000244 -0.1 NC 0.51 gb:NM_134017.1 /DB_XREF=gi:19527233 /GEN=AI182287 /FEA=FLmRNA /CNT=236 /TID=Mm.28848.1 /TIER=FL+Stack /STK=137 /UG=Mm.28848 /LL=10
MOE430_2_1448202_x_ 3484.9 3328.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025596.1 /DB_XREF=gi:13385051 /GEN=2610524G07Rik /FEA=FLmRNA /CNT=187 /TID=Mm.182471.1 /TIER=FL+Stack /STK=134 /UG=Mm.182471
MOE430_2_1448206_at 3031.6 2769.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008944.1 /DB_XREF=gi:6679496 /GEN=Psma2 /FEA=FLmRNA /CNT=290 /TID=Mm.182951.1 /TIER=FL+Stack /STK=131 /UG=Mm.182951 /LL=1916
MOE430_2_1448221_at 3506.4 3404.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC011067.1 /DB_XREF=gi:15029703 /FEA=FLmRNA /CNT=250 /TID=Mm.30076.1 /TIER=FL+Stack /STK=125 /UG=Mm.30076 /LL=53817 /UG_GENE=B
MOE430_2_1448223_at 649.4 678.8 P P 0.000244 0.000244 -0.1 NC 0.68 gb:NM_011936.1 /DB_XREF=gi:6753915 /GEN=Fto /FEA=FLmRNA /CNT=218 /TID=Mm.34778.1 /TIER=FL+Stack /STK=125 /UG=Mm.34778 /LL=26383 /D
MOE430_2_1448243_at 1467 1220.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC004804.1 /DB_XREF=gi:13435929 /FEA=FLmRNA /CNT=277 /TID=Mm.104540.1 /TIER=FL+Stack /STK=115 /UG=Mm.104540 /LL=108124 /UG_GENE
MOE430_2_1448245_at 10012.2 9576.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011029.1 /DB_XREF=gi:6754967 /GEN=Lamr1 /FEA=FLmRNA /CNT=295 /TID=Mm.4071.1 /TIER=FL+Stack /STK=114 /UG=Mm.4071 /LL=16785 /D
MOE430_2_1448246_at 1818.4 1656.1 P P 0.000244 0.000244 -0.1 NC 0.57 gb:NM_008228.1 /DB_XREF=gi:6680192 /GEN=Hdac1 /FEA=FLmRNA /CNT=237 /TID=Mm.2602.1 /TIER=FL+Stack /STK=114 /UG=Mm.2602 /LL=15181 /D
MOE430_2_1448249_at 19.9 18.6 A A 0.24 0.19 -0.1 NC 0.5 gb:BC019391.1 /DB_XREF=gi:18043605 /FEA=FLmRNA /CNT=232 /TID=Mm.10669.1 /TIER=FL+Stack /STK=113 /UG=Mm.10669 /LL=14555 /UG_GENE=G
MOE430_2_1448252_a_ 5156.9 4811.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018796.1 /DB_XREF=gi:9055209 /GEN=Eef1b2 /FEA=FLmRNA /CNT=164 /TID=Mm.2718.1 /TIER=FL+Stack /STK=112 /UG=Mm.2718 /LL=55949 /D
MOE430_2_1448253_at 1404.9 1230.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008133.1 /DB_XREF=gi:6680026 /GEN=Glud /FEA=FLmRNA /CNT=323 /TID=Mm.10600.1 /TIER=FL+Stack /STK=112 /UG=Mm.10600 /LL=14661 /D
MOE430_2_1448267_at 201.6 191.1 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BC004849.1 /DB_XREF=gi:13436040 /FEA=FLmRNA /CNT=175 /TID=Mm.155712.1 /TIER=FL+Stack /STK=108 /UG=Mm.155712 /LL=56389 /UG_GENE=
MOE430_2_1448278_at 318.8 314.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026156.1 /DB_XREF=gi:13385659 /GEN=0610041O14Rik /FEA=FLmRNA /CNT=158 /TID=Mm.23739.1 /TIER=FL+Stack /STK=105 /UG=Mm.23739 /
MOE430_2_1448292_at 4181.8 3895.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025650.1 /DB_XREF=gi:13385111 /GEN=0710008D09Rik /FEA=FLmRNA /CNT=200 /TID=Mm.43162.1 /TIER=FL+Stack /STK=100 /UG=Mm.43162 /
MOE430_2_1448293_at 818.9 810.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB125261 /DB_XREF=gi:15408199 /DB_XREF=BB125261 /CLONE=9630004C21 /FEA=FLmRNA /CNT=236 /TID=Mm.4366.1 /TIER=Stack /STK=49 /UG
MOE430_2_1448310_at 153.3 152.2 P P 0.00293 0.001221 -0.1 NC 0.5 gb:NM_019987.1 /DB_XREF=gi:9910287 /GEN=Ick /FEA=FLmRNA /CNT=119 /TID=Mm.44616.1 /TIER=FL+Stack /STK=94 /UG=Mm.44616 /LL=56542 /DEF
MOE430_2_1448311_at 770.2 711.6 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_013700.1 /DB_XREF=gi:7305618 /GEN=Usp5 /FEA=FLmRNA /CNT=182 /TID=Mm.3571.1 /TIER=FL+Stack /STK=94 /UG=Mm.3571 /LL=22225 /DEF
MOE430_2_1448318_at 2426.4 2335.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007408.1 /DB_XREF=gi:6680649 /GEN=Adfp /FEA=FLmRNA /CNT=309 /TID=Mm.381.1 /TIER=FL+Stack /STK=92 /UG=Mm.381 /LL=11520 /DEF=M
MOE430_2_1448324_at 1079 1096.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009070.1 /DB_XREF=gi:6677756 /GEN=Rnps1 /FEA=FLmRNA /CNT=180 /TID=Mm.1951.1 /TIER=FL+Stack /STK=91 /UG=Mm.1951 /LL=19826 /DE
MOE430_2_1448331_at 1638.8 1550.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025843.1 /DB_XREF=gi:13385321 /GEN=1110002H15Rik /FEA=FLmRNA /CNT=177 /TID=Mm.29683.1 /TIER=FL+Stack /STK=90 /UG=Mm.29683 /L
MOE430_2_1448336_at 1086.8 1064.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_007879.1 /DB_XREF=gi:6681224 /GEN=Drg1 /FEA=FLmRNA /CNT=160 /TID=Mm.3250.1 /TIER=FL+Stack /STK=90 /UG=Mm.3250 /LL=13494 /DEF
MOE430_2_1448344_at 9206.7 8740.4 P P 0.008057 0.008057 -0.1 NC 0.5 gb:NM_011295.1 /DB_XREF=gi:6755365 /GEN=Rps12 /FEA=FLmRNA /CNT=156 /TID=Mm.21289.1 /TIER=FL+Stack /STK=88 /UG=Mm.21289 /LL=20042 /
MOE430_2_1448347_a_ 3080.6 2268 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_016739.1 /DB_XREF=gi:7949102 /GEN=Gpiap1 /FEA=FLmRNA /CNT=427 /TID=Mm.1098.1 /TIER=FL+Stack /STK=87 /UG=Mm.1098 /LL=53872 /DE
MOE430_2_1448367_at 20.3 23.9 P P 0.03 0.001953 -0.1 NC 0.12 gb:U45977.1 /DB_XREF=gi:1294818 /FEA=FLmRNA /CNT=223 /TID=Mm.30149.1 /TIER=FL /STK=1 /UG=Mm.30149 /LL=20318 /UG_GENE=Sdf4 /DEF=Mu
MOE430_2_1448374_at 51.3 56 P P 0.001953 0.001221 -0.1 NC 0.5 gb:AK005130.1 /DB_XREF=gi:12836840 /FEA=FLmRNA /CNT=169 /TID=Mm.30624.1 /TIER=Stack /STK=12 /UG=Mm.30624 /LL=66999 /UG_GENE=Eg1-pe
MOE430_2_1448376_at 254.6 248.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_030215.1 /DB_XREF=gi:19920339 /GEN=Wrnip /FEA=FLmRNA /CNT=141 /TID=Mm.18847.1 /TIER=FL+Stack /STK=84 /UG=Mm.18847 /LL=78903 /
MOE430_2_1448410_at 359.2 316.4 P P 0.000244 0.000244 -0.1 NC 0.64 gb:NM_022022.1 /DB_XREF=gi:11968157 /GEN=Ube4b /FEA=FLmRNA /CNT=219 /TID=Mm.21634.1 /TIER=FL+Stack /STK=77 /UG=Mm.21634 /LL=63958 
MOE430_2_1448419_at 162.1 219.1 P P 0.000732 0.001221 -0.1 NC 0.5 gb:NM_025390.1 /DB_XREF=gi:13384771 /GEN=1110023P21Rik /FEA=FLmRNA /CNT=120 /TID=Mm.22284.1 /TIER=FL+Stack /STK=76 /UG=Mm.22284 /L
MOE430_2_1448420_a_ 155 141.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_013911.1 /DB_XREF=gi:7305042 /GEN=Fbxl12 /FEA=FLmRNA /CNT=97 /TID=Mm.24608.1 /TIER=FL+Stack /STK=76 /UG=Mm.24608 /LL=30843 /D
MOE430_2_1448427_at 1639.4 1606.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025987.1 /DB_XREF=gi:13385491 /GEN=Ndufa6 /FEA=FLmRNA /CNT=97 /TID=Mm.27570.1 /TIER=FL+Stack /STK=75 /UG=Mm.27570 /LL=67130 /
MOE430_2_1448434_at 222.2 178.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009543.1 /DB_XREF=gi:6678630 /GEN=Zfp103 /FEA=FLmRNA /CNT=113 /TID=Mm.310.1 /TIER=FL+Stack /STK=74 /UG=Mm.310 /LL=22644 /DEF
MOE430_2_1448437_a_ 225 265.6 P P 0.000732 0.000244 -0.1 NC 0.5 gb:NM_019581.1 /DB_XREF=gi:9624993 /GEN=Gtpbp2 /FEA=FLmRNA /CNT=138 /TID=Mm.22147.1 /TIER=FL+Stack /STK=74 /UG=Mm.22147 /LL=56055 /
MOE430_2_1448446_at 97.9 94.6 P P 0.000244 0.000732 -0.1 NC 0.5 gb:NM_016874.1 /DB_XREF=gi:8393247 /GEN=Deaf1 /FEA=FLmRNA /CNT=109 /TID=Mm.28392.1 /TIER=FL+Stack /STK=73 /UG=Mm.28392 /LL=54006 /D
MOE430_2_1448479_at 1177.2 1127.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009439.1 /DB_XREF=gi:19705423 /GEN=Psmd3 /FEA=FLmRNA /CNT=195 /TID=Mm.12194.1 /TIER=FL+Stack /STK=67 /UG=Mm.12194 /LL=22123 
MOE430_2_1448524_s_ 3666.2 3481.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009279.1 /DB_XREF=gi:6678144 /GEN=Ssr4 /FEA=FLmRNA /CNT=148 /TID=Mm.831.1 /TIER=FL+Stack /STK=63 /UG=Mm.831 /LL=20832 /DEF=M
MOE430_2_1448537_at 378.8 382.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133795.1 /DB_XREF=gi:20452461 /GEN=4833412C19Rik /FEA=FLmRNA /CNT=115 /TID=Mm.60219.1 /TIER=FL+Stack /STK=61 /UG=Mm.60219 /L
MOE430_2_1448538_a_ 233.5 209.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE447520 /DB_XREF=gi:9447097 /DB_XREF=ut01f10.x1 /CLONE=IMAGE:3326635 /FEA=FLmRNA /CNT=549 /TID=Mm.10009.1 /TIER=Stack /STK=102
MOE430_2_1448562_at 27.4 15.5 P P 0.01 0.01 -0.1 NC 0.5 gb:NM_009477.1 /DB_XREF=gi:6678514 /GEN=Upp /FEA=FLmRNA /CNT=72 /TID=Mm.4610.1 /TIER=FL+Stack /STK=59 /UG=Mm.4610 /LL=22271 /DEF=M
MOE430_2_1448563_at 344.5 374.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010619.1 /DB_XREF=gi:12846191 /GEN=Phb /FEA=FLmRNA /CNT=260 /TID=Mm.2355.1 /TIER=Stack /STK=55 /UG=Mm.2355 /LL=18673 /UG_TITL
MOE430_2_1448564_at 759.4 721 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003714.1 /DB_XREF=gi:13277607 /FEA=FLmRNA /CNT=136 /TID=Mm.30217.1 /TIER=FL+Stack /STK=58 /UG=Mm.30217 /LL=23991 /UG_GENE=Cib
MOE430_2_1448565_at 1235 1134.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_029632.1 /DB_XREF=gi:18390326 /GEN=Ppp1r11 /FEA=FLmRNA /CNT=146 /TID=Mm.46176.1 /TIER=FL+Stack /STK=58 /UG=Mm.46176 /LL=7649
MOE430_2_1448567_at 429.9 372.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019704.1 /DB_XREF=gi:9790164 /GEN=Pp6-pending /FEA=FLmRNA /CNT=129 /TID=Mm.27312.1 /TIER=FL+Stack /STK=58 /UG=Mm.27312 /LL=56
MOE430_2_1448574_at 93.6 74.6 P P 0.01 0.01 -0.1 NC 0.54 gb:NM_018757.1 /DB_XREF=gi:9055289 /GEN=Nme6 /FEA=FLmRNA /CNT=83 /TID=Mm.12951.1 /TIER=FL+Stack /STK=58 /UG=Mm.12951 /LL=54369 /D
MOE430_2_1448582_at 597.3 576.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025680.1 /DB_XREF=gi:18644719 /GEN=5730471K09Rik /FEA=FLmRNA /CNT=116 /TID=Mm.45193.1 /TIER=FL+Stack /STK=57 /UG=Mm.45193 /L
MOE430_2_1448587_at 259.3 227.1 P P 0.000732 0.000732 -0.1 NC 0.64 gb:NM_134023.1 /DB_XREF=gi:19527239 /GEN=AI447804 /FEA=FLmRNA /CNT=94 /TID=Mm.28140.1 /TIER=FL+Stack /STK=57 /UG=Mm.28140 /LL=1037
MOE430_2_1448598_at 16.6 10.1 P A 0.01 0.17 -0.1 NC 0.5 gb:NM_011846.1 /DB_XREF=gi:6754707 /GEN=Mmp17 /FEA=FLmRNA /CNT=73 /TID=Mm.42047.1 /TIER=FL+Stack /STK=56 /UG=Mm.42047 /LL=23948 /D
MOE430_2_1448601_s_ 119 133.7 P P 0.001953 0.001221 -0.1 NC 0.5 gb:BC016426.1 /DB_XREF=gi:16741154 /FEA=FLmRNA /CNT=112 /TID=Mm.870.1 /TIER=FL+Stack /STK=55 /UG=Mm.870 /LL=17701 /UG_GENE=Msx1 /D
MOE430_2_1448616_at 82.6 77.8 P P 0.000244 0.000732 -0.1 NC 0.55 gb:BF466091 /DB_XREF=gi:11535274 /DB_XREF=UI-M-CG0p-bqt-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bqt-d-09-0-UI /FEA=FLmRNA /CNT=131 /TID=Mm
MOE430_2_1448619_at 142.7 154.2 P P 0.000244 0.000732 -0.1 NC 0.5 gb:NM_007856.1 /DB_XREF=gi:6681178 /GEN=Dhcr7 /FEA=FLmRNA /CNT=100 /TID=Mm.182149.1 /TIER=FL+Stack /STK=53 /UG=Mm.182149 /LL=13360
MOE430_2_1448622_at 999.8 946.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_015816.1 /DB_XREF=gi:7657316 /GEN=Lsm4-pending /FEA=FLmRNA /CNT=133 /TID=Mm.14585.1 /TIER=FL+Stack /STK=52 /UG=Mm.14585 /LL=
MOE430_2_1448624_at 212.2 221.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_027353.1 /DB_XREF=gi:17505207 /GEN=Cd2bp2 /FEA=FLmRNA /CNT=134 /TID=Mm.28050.1 /TIER=FL+Stack /STK=18 /UG=Mm.28050 /LL=70233
MOE430_2_1448643_at 1299.6 1329 P P 0.000732 0.001221 -0.1 NC 0.5 gb:NM_023464.1 /DB_XREF=gi:12963686 /GEN=1110003H09Rik /FEA=FLmRNA /CNT=95 /TID=Mm.21444.1 /TIER=FL+Stack /STK=50 /UG=Mm.21444 /LL
MOE430_2_1448659_at 61.8 44.7 M A 0.05 0.09 -0.1 NC 0.5 gb:NM_007611.1 /DB_XREF=gi:6680849 /GEN=Casp7 /FEA=FLmRNA /CNT=78 /TID=Mm.35687.1 /TIER=FL+Stack /STK=49 /UG=Mm.35687 /LL=12369 /D
MOE430_2_1448680_at 14.6 12.1 A A 0.06 0.21 -0.1 NC 0.39 gb:NM_009245.1 /DB_XREF=gi:6678082 /GEN=Spi1-3 /FEA=FLmRNA /CNT=66 /TID=Mm.196591.1 /TIER=FL+Stack /STK=48 /UG=Mm.196591 /LL=20702 
MOE430_2_1448682_at 4033 3777.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_019682.1 /DB_XREF=gi:9790156 /GEN=Dnclc1 /FEA=FLmRNA /CNT=271 /TID=Mm.29908.1 /TIER=FL+Stack /STK=47 /UG=Mm.29908 /LL=56455 /
MOE430_2_1448684_at 2050.2 1764.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025800.1 /DB_XREF=gi:18859586 /GEN=Ppp1r2 /FEA=FLmRNA /CNT=252 /TID=Mm.55843.1 /TIER=FL+Stack /STK=47 /UG=Mm.55843 /LL=66849
MOE430_2_1448702_at 602.8 548.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE287896 /DB_XREF=gi:9167219 /DB_XREF=601096658F1 /CLONE=IMAGE:3490910 /FEA=FLmRNA /CNT=140 /TID=Mm.28593.1 /TIER=Stack /STK=1
MOE430_2_1448709_at 506.6 459.9 P P 0.000732 0.001221 -0.1 NC 0.5 gb:NM_033566.1 /DB_XREF=gi:15808995 /GEN=Smarcf1 /FEA=FLmRNA /CNT=157 /TID=Mm.22478.1 /TIER=FL+Stack /STK=45 /UG=Mm.22478 /LL=9376
MOE430_2_1448715_x_ 4161.9 3745.5 P P 0.000244 0.000244 -0.1 NC 0.64 gb:NM_010490.1 /DB_XREF=gi:6754269 /GEN=Iap /FEA=FLmRNA /CNT=261 /TID=Mm.212712.1 /TIER=FL+Stack /STK=44 /UG=Mm.212712 /LL=15598 /D
MOE430_2_1448739_x_ 7970.3 7950.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011296.1 /DB_XREF=gi:6755367 /GEN=Rps18 /FEA=FLmRNA /CNT=56 /TID=Mm.42790.1 /TIER=FL+Stack /STK=43 /UG=Mm.42790 /LL=20084 /D
MOE430_2_1448756_at 0.8 1.1 A A 0.69 0.78 -0.1 NC 0.82 gb:NM_009114.1 /DB_XREF=gi:6677836 /GEN=S100a9 /FEA=FLmRNA /CNT=56 /TID=Mm.2128.1 /TIER=FL+Stack /STK=42 /UG=Mm.2128 /LL=20202 /DE
MOE430_2_1448758_at 750.6 664.7 P P 0.000244 0.000244 -0.1 NC 0.7 gb:NM_025307.1 /DB_XREF=gi:13384665 /GEN=Nrbf2 /FEA=FLmRNA /CNT=73 /TID=Mm.21209.1 /TIER=FL+Stack /STK=42 /UG=Mm.21209 /LL=50777 /D
MOE430_2_1448779_at 367.5 334.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_028412.1 /DB_XREF=gi:19882246 /GEN=0610038H21Rik /FEA=FLmRNA /CNT=70 /TID=Mm.170508.1 /TIER=FL+Stack /STK=40 /UG=Mm.170508 /
MOE430_2_1448785_at 48 40.4 P P 0.000732 0.001221 -0.1 NC 0.5 gb:NM_009822.1 /DB_XREF=gi:6753299 /GEN=Cbfa2t1h /FEA=FLmRNA /CNT=111 /TID=Mm.4909.1 /TIER=FL+Stack /STK=40 /UG=Mm.4909 /LL=12395 /
MOE430_2_1448797_at 895 826.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC005686.1 /DB_XREF=gi:13543010 /FEA=FLmRNA /CNT=84 /TID=Mm.4454.1 /TIER=FL+Stack /STK=39 /UG=Mm.4454 /LL=13713 /UG_GENE=Elk3 /
MOE430_2_1448801_a_ 437.4 410.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011592.1 /DB_XREF=gi:19705562 /GEN=Timm44 /FEA=FLmRNA /CNT=81 /TID=Mm.195249.1 /TIER=FL+Stack /STK=39 /UG=Mm.195249 /LL=2185
MOE430_2_1448805_at 173.7 193.1 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_009480.1 /DB_XREF=gi:6678520 /GEN=Usf1 /FEA=FLmRNA /CNT=52 /TID=Mm.8.1 /TIER=FL+Stack /STK=39 /UG=Mm.8 /LL=22278 /DEF=Mus mu
MOE430_2_1448822_at 2314.7 2282.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC013897.1 /DB_XREF=gi:15530231 /FEA=FLmRNA /CNT=78 /TID=Mm.98.1 /TIER=FL+Stack /STK=37 /UG=Mm.98 /LL=19175 /UG_GENE=Psmb6 /DE
MOE430_2_1448835_at 401.8 358.3 P P 0.000732 0.000244 -0.1 NC 0.82 gb:NM_033270.1 /DB_XREF=gi:15149490 /GEN=E2f6 /FEA=FLmRNA /CNT=65 /TID=Mm.197442.1 /TIER=FL+Stack /STK=37 /UG=Mm.197442 /LL=50496 /
MOE430_2_1448846_a_ 6437.4 5999.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009082.1 /DB_XREF=gi:6677780 /GEN=Rpl29 /FEA=FLmRNA /CNT=143 /TID=Mm.2235.1 /TIER=FL+Stack /STK=35 /UG=Mm.2235 /LL=19944 /DE
MOE430_2_1448849_at 632.2 602.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010922.1 /DB_XREF=gi:6754861 /GEN=Nlvcf /FEA=FLmRNA /CNT=78 /TID=Mm.20918.1 /TIER=FL+Stack /STK=35 /UG=Mm.20918 /LL=18100 /DE
MOE430_2_1448850_a_ 285.6 317.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC012268.1 /DB_XREF=gi:15126682 /FEA=FLmRNA /CNT=130 /TID=Mm.140761.1 /TIER=FL+Stack /STK=35 /UG=Mm.140761 /LL=13002 /UG_GENE=D
MOE430_2_1448851_a_ 189.2 165 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012029.1 /DB_XREF=gi:12848517 /FEA=FLmRNA /CNT=130 /TID=Mm.140761.1 /TIER=Stack /STK=10 /UG=Mm.140761 /LL=13002 /UG_GENE=Dnaj
MOE430_2_1448853_at 429.4 363.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025292.1 /DB_XREF=gi:13384641 /GEN=Synj2bp /FEA=FLmRNA /CNT=159 /TID=Mm.141066.1 /TIER=FL+Stack /STK=35 /UG=Mm.141066 /LL=240
MOE430_2_1448855_at 311.2 346.2 P P 0.01 0.008057 -0.1 NC 0.5 gb:NM_019713.1 /DB_XREF=gi:9790186 /GEN=Rassf1 /FEA=FLmRNA /CNT=85 /TID=Mm.12091.1 /TIER=FL+Stack /STK=35 /UG=Mm.12091 /LL=56289 /D
MOE430_2_1448869_a_ 1829.8 1708.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025440.1 /DB_XREF=gi:13384843 /GEN=Mprs16 /FEA=FLmRNA /CNT=59 /TID=Mm.23747.1 /TIER=FL+Stack /STK=34 /UG=Mm.23747 /LL=66242 /
MOE430_2_1448874_a_ 333.3 286.2 P P 0.00293 0.00415 -0.1 NC 0.5 gb:NM_011363.1 /DB_XREF=gi:6755491 /GEN=Sh2bpsm1 /FEA=FLmRNA /CNT=51 /TID=Mm.8538.1 /TIER=FL+Stack /STK=34 /UG=Mm.8538 /LL=20399 /
MOE430_2_1448877_at 113.2 102.7 P P 0.000244 0.000244 -0.1 NC 0.73 gb:NM_010054.1 /DB_XREF=gi:6753645 /GEN=Dlx2 /FEA=FLmRNA /CNT=41 /TID=Mm.3896.1 /TIER=FL+Stack /STK=34 /UG=Mm.3896 /LL=13392 /DEF=
MOE430_2_1448880_at 1300.8 1169 P P 0.000244 0.000732 -0.1 NC 0.62 gb:BG066549 /DB_XREF=gi:12549206 /DB_XREF=H3045C02-3 /CLONE=H3045C02 /FEA=FLmRNA /CNT=403 /TID=Mm.3074.1 /TIER=Stack /STK=15 /UG
MOE430_2_1448882_at 520.6 506.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025318.1 /DB_XREF=gi:13384683 /GEN=0610009E20Rik /FEA=FLmRNA /CNT=155 /TID=Mm.28092.1 /TIER=FL+Stack /STK=33 /UG=Mm.28092 /L
MOE430_2_1448897_at 167.9 154.1 P P 0.000244 0.000244 -0.1 NC 0.51 gb:BI134671 /DB_XREF=gi:14584919 /DB_XREF=UI-M-BH3-bsv-b-10-0-UI.s1 /CLONE=UI-M-BH3-bsv-b-10-0-UI /FEA=FLmRNA /CNT=90 /TID=Mm.177
MOE430_2_1448913_at 104.8 106.2 P P 0.001953 0.000244 -0.1 NC 0.5 gb:NM_031842.1 /DB_XREF=gi:13937376 /GEN=Smarcd1 /FEA=FLmRNA /CNT=89 /TID=Mm.7308.1 /TIER=FL+Stack /STK=32 /UG=Mm.7308 /LL=83797 /
MOE430_2_1448916_at 149 139.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC002092.1 /DB_XREF=gi:12805258 /FEA=FLmRNA /CNT=72 /TID=Mm.220949.1 /TIER=FL+Stack /STK=31 /UG=Mm.220949 /LL=17134 /UG_GENE=M
MOE430_2_1448917_at 725.4 687.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_027212.1 /DB_XREF=gi:19882230 /GEN=1810038N03Rik /FEA=FLmRNA /CNT=76 /TID=Mm.195562.1 /TIER=FL+Stack /STK=31 /UG=Mm.195562 /
MOE430_2_1448934_at 2332.3 2351 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_024197.1 /DB_XREF=gi:13195623 /GEN=2900053E13Rik /FEA=FLmRNA /CNT=191 /TID=Mm.28293.1 /TIER=FL+Stack /STK=30 /UG=Mm.28293 /L
MOE430_2_1448937_at 239.3 223.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_134060.1 /DB_XREF=gi:19527275 /GEN=AI428480 /FEA=FLmRNA /CNT=83 /TID=Mm.27111.1 /TIER=FL+Stack /STK=30 /UG=Mm.27111 /LL=1051
MOE430_2_1448956_at 42.3 33.8 P P 0.000244 0.001953 -0.1 NC 0.91 gb:NM_019990.1 /DB_XREF=gi:9910481 /GEN=Sdccag28 /FEA=FLmRNA /CNT=125 /TID=Mm.28896.1 /TIER=FL+Stack /STK=29 /UG=Mm.28896 /LL=5601
MOE430_2_1448958_at 274.6 327.5 P P 0.000244 0.001221 -0.1 NC 0.5 gb:NM_022329.1 /DB_XREF=gi:11612512 /GEN=Ifrg15-pending /FEA=FLmRNA /CNT=171 /TID=Mm.21761.1 /TIER=FL+Stack /STK=29 /UG=Mm.21761 /LL
MOE430_2_1448959_at 680.8 668.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_010887.1 /DB_XREF=gi:6754813 /GEN=Ndufs4 /FEA=FLmRNA /CNT=98 /TID=Mm.14442.1 /TIER=FL+Stack /STK=29 /UG=Mm.14442 /LL=17993 /D
MOE430_2_1448976_at 298.9 295 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_018783.3 /DB_XREF=gi:13236502 /GEN=Tip39-pending /FEA=FLmRNA /CNT=86 /TID=Mm.172947.1 /TIER=FL+Stack /STK=29 /UG=Mm.172947 /L
MOE430_2_1448979_at 365.4 338.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_139063.1 /DB_XREF=gi:20532341 /GEN=Muted /FEA=FLmRNA /CNT=67 /TID=Mm.31574.1 /TIER=FL+Stack /STK=29 /UG=Mm.31574 /LL=17828 /
MOE430_2_1449018_at 6352.2 5867.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011072.1 /DB_XREF=gi:6755039 /GEN=Pfn1 /FEA=FLmRNA /CNT=168 /TID=Mm.2647.1 /TIER=FL+Stack /STK=26 /UG=Mm.2647 /LL=18643 /DEF
MOE430_2_1449027_at 320.8 317.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133955.1 /DB_XREF=gi:19923059 /GEN=Arhu /FEA=FLmRNA /CNT=85 /TID=Mm.28954.1 /TIER=FL+Stack /STK=26 /UG=Mm.28954 /LL=69581 /D
MOE430_2_1449043_at 811.3 763.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021631.1 /DB_XREF=gi:18203749 /FEA=FLmRNA /CNT=88 /TID=Mm.20325.1 /TIER=FL+Stack /STK=25 /UG=Mm.20325 /LL=17939 /UG_GENE=Nag
MOE430_2_1449075_at 84.5 72.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133798.1 /DB_XREF=gi:19527013 /GEN=C85658 /FEA=FLmRNA /CNT=65 /TID=Mm.206631.1 /TIER=FL+Stack /STK=24 /UG=Mm.206631 /LL=9782
MOE430_2_1449083_at 436.3 388 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025911.1 /DB_XREF=gi:13385403 /GEN=1810060J02Rik /FEA=FLmRNA /CNT=81 /TID=Mm.9864.1 /TIER=FL+Stack /STK=23 /UG=Mm.9864 /LL=6
MOE430_2_1449126_at 213.6 245 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011764.1 /DB_XREF=gi:6756066 /GEN=Zfp90 /FEA=FLmRNA /CNT=39 /TID=Mm.4906.1 /TIER=FL+Stack /STK=22 /UG=Mm.4906 /LL=22751 /DEF
MOE430_2_1449131_s_ 204.3 169.1 P P 0.000244 0.000244 -0.1 NC 0.63 gb:NM_007639.1 /DB_XREF=gi:6671705 /GEN=Cd1d1 /FEA=FLmRNA /CNT=52 /TID=Mm.1894.1 /TIER=FL+Stack /STK=22 /UG=Mm.1894 /LL=12479 /DEF
MOE430_2_1449150_at 36.1 35.9 P P 0.04 0.01 -0.1 NC 0.5 gb:NM_133922.1 /DB_XREF=gi:19527135 /GEN=AI448780 /FEA=FLmRNA /CNT=48 /TID=Mm.31367.1 /TIER=FL+Stack /STK=21 /UG=Mm.31367 /LL=1010
MOE430_2_1449178_at 1.7 0.6 A A 0.9 0.99 -0.1 NC 0.65 gb:NM_016798.1 /DB_XREF=gi:7948996 /GEN=Pdlim3 /FEA=FLmRNA /CNT=139 /TID=Mm.7342.1 /TIER=FL+Stack /STK=19 /UG=Mm.7342 /LL=53318 /DE
MOE430_2_1449188_at 1062 952.8 P P 0.000244 0.000244 -0.1 NC 0.9 gb:NM_021565.1 /DB_XREF=gi:10947007 /GEN=Midn /FEA=FLmRNA /CNT=62 /TID=Mm.143813.1 /TIER=FL+Stack /STK=19 /UG=Mm.143813 /LL=59090 /
MOE430_2_1449193_at 7.3 10.1 A A 0.27 0.24 -0.1 NC 0.26 gb:NM_009690.1 /DB_XREF=gi:6753091 /GEN=Api6 /FEA=FLmRNA /CNT=40 /TID=Mm.6676.1 /TIER=FL+Stack /STK=19 /UG=Mm.6676 /LL=11801 /DEF=
MOE430_2_1449194_at 361.3 318 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004037.1 /DB_XREF=gi:12835054 /GEN=Mrps25 /FEA=FLmRNA /CNT=61 /TID=Mm.87062.1 /TIER=Stack /STK=17 /UG=Mm.87062 /LL=64658 /UG_
MOE430_2_1449197_at 132.1 130.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_027149.1 /DB_XREF=gi:13386203 /GEN=2310040A13Rik /FEA=FLmRNA /CNT=35 /TID=Mm.140948.1 /TIER=FL+Stack /STK=19 /UG=Mm.140948 /
MOE430_2_1449236_at 2.7 2.9 A A 0.36 0.6 -0.1 NC 0.5 gb:AB013440.1 /DB_XREF=gi:3721841 /GEN=Dll3 /FEA=FLmRNA /CNT=26 /TID=Mm.12896.1 /TIER=FL+Stack /STK=18 /UG=Mm.12896 /LL=13389 /DEF=
MOE430_2_1449294_at 696.1 630.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025544.1 /DB_XREF=gi:13384967 /GEN=Mprs15 /FEA=FLmRNA /CNT=57 /TID=Mm.25143.1 /TIER=FL+Stack /STK=15 /UG=Mm.25143 /LL=66407 /
MOE430_2_1449295_at 333.6 314.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_020483.1 /DB_XREF=gi:11464990 /GEN=Hcngp-pending /FEA=FLmRNA /CNT=102 /TID=Mm.3899.1 /TIER=FL+Stack /STK=15 /UG=Mm.3899 /LL=5
MOE430_2_1449323_a_ 9304.6 8337.3 P P 0.000244 0.000244 -0.1 NC 0.94 gb:NM_013762.1 /DB_XREF=gi:7305440 /GEN=Rpl3 /FEA=FLmRNA /CNT=126 /TID=Mm.3486.1 /TIER=FL+Stack /STK=14 /UG=Mm.3486 /LL=27367 /DEF
MOE430_2_1449327_at 3.1 1 A A 0.66 0.88 -0.1 NC 0.5 gb:NM_027205.1 /DB_XREF=gi:13386209 /GEN=1600015I10Rik /FEA=FLmRNA /CNT=18 /TID=Mm.23700.1 /TIER=FL+Stack /STK=14 /UG=Mm.23700 /LL=
MOE430_2_1449338_at 1437.3 1459.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC025117.1 /DB_XREF=gi:19264026 /FEA=FLmRNA /CNT=85 /TID=Mm.21793.1 /TIER=FL+Stack /STK=13 /UG=Mm.21793 /LL=66363 /UG_GENE=2310
MOE430_2_1449376_at 359.5 340.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025449.1 /DB_XREF=gi:13384851 /GEN=Nicn1 /FEA=FLmRNA /CNT=76 /TID=Mm.10407.1 /TIER=FL+Stack /STK=12 /UG=Mm.10407 /LL=66257 /D
MOE430_2_1449377_at 344.3 330.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV031928 /DB_XREF=gi:16356573 /DB_XREF=AV031928 /CLONE=1500032A17 /FEA=FLmRNA /CNT=76 /TID=Mm.10407.1 /TIER=Stack /STK=20 /UG
MOE430_2_1449404_at 151 148.7 P P 0.00293 0.00415 -0.1 NC 0.5 gb:AK012196.1 /DB_XREF=gi:12848793 /GEN=Pip5k2a /FEA=FLmRNA /CNT=88 /TID=Mm.8771.1 /TIER=Stack /STK=24 /UG=Mm.8771 /LL=18718 /UG_TI
MOE430_2_1449415_at 52.8 63.8 P P 0.000732 0.000244 -0.1 NC 0.42 gb:NM_026539.1 /DB_XREF=gi:13386043 /GEN=4432404A22Rik /FEA=FLmRNA /CNT=58 /TID=Mm.41447.1 /TIER=FL+Stack /STK=11 /UG=Mm.41447 /LL
MOE430_2_1449436_s_ 9296.2 8879.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011664.1 /DB_XREF=gi:6755918 /GEN=Ubb /FEA=FLmRNA /CNT=108 /TID=Mm.235.1 /TIER=FL+Stack /STK=10 /UG=Mm.235 /LL=22187 /DEF=M
MOE430_2_1449442_at 51.2 46.4 P P 0.001221 0.000732 -0.1 NC 0.5 gb:NM_011068.1 /DB_XREF=gi:6755033 /GEN=Pex11a /FEA=FLmRNA /CNT=79 /TID=Mm.20615.1 /TIER=FL+Stack /STK=10 /UG=Mm.20615 /LL=18631 /
MOE430_2_1449443_at 122.8 110.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026172.1 /DB_XREF=gi:13385679 /GEN=Decr1 /FEA=FLmRNA /CNT=92 /TID=Mm.24395.1 /TIER=FL+Stack /STK=10 /UG=Mm.24395 /LL=67460 /D
MOE430_2_1449455_at 11.8 8.1 A A 0.06 0.11 -0.1 NC 0.19 gb:NM_010407.1 /DB_XREF=gi:6754165 /GEN=Hck /FEA=FLmRNA /CNT=26 /TID=Mm.715.1 /TIER=FL+Stack /STK=10 /UG=Mm.715 /LL=15162 /DEF=Mu
MOE430_2_1449470_at 31.4 27.3 P P 0.00415 0.000244 -0.1 NC 0.5 gb:NM_010053.1 /DB_XREF=gi:6753643 /GEN=Dlx1 /FEA=FLmRNA /CNT=16 /TID=Mm.4543.1 /TIER=FL+Stack /STK=10 /UG=Mm.4543 /LL=13390 /DEF=
MOE430_2_1449477_s_ 51.7 53.9 P P 0.00415 0.01 -0.1 NC 0.81 gb:NM_130451.1 /DB_XREF=gi:18485497 /GEN=Slc2a10 /FEA=FLmRNA /CNT=17 /TID=Mm.34147.1 /TIER=FL+Stack /STK=10 /UG=Mm.34147 /LL=17044
MOE430_2_1449506_a_ 3807.5 3635.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023240.1 /DB_XREF=gi:12963596 /GEN=Eef1d /FEA=FLmRNA /CNT=55 /TID=Mm.21086.1 /TIER=FL+Stack /STK=8 /UG=Mm.21086 /LL=66656 /D
MOE430_2_1449510_at 32 28.3 P P 0.01 0.008057 -0.1 NC 0.5 gb:NM_020589.1 /DB_XREF=gi:10181127 /GEN=AB041616 /FEA=FLmRNA /CNT=60 /TID=Mm.2464.1 /TIER=FL+Stack /STK=8 /UG=Mm.2464 /LL=57318 /
MOE430_2_1449520_at 274.4 256.5 P P 0.000244 0.000244 -0.1 NC 0.9 gb:AW492543 /DB_XREF=gi:7062824 /DB_XREF=UI-M-BH3-atg-f-11-0-UI.s1 /CLONE=UI-M-BH3-atg-f-11-0-UI /FEA=FLmRNA /CNT=39 /TID=Mm.1020
MOE430_2_1449579_at 73.2 59.6 P P 0.000244 0.000244 -0.1 NC 0.91 gb:NM_013709.1 /DB_XREF=gi:7305486 /GEN=Sh3yl1 /FEA=FLmRNA /CNT=37 /TID=Mm.218624.1 /TIER=FL /STK=6 /UG=Mm.218624 /LL=24057 /DEF=M
MOE430_2_1449588_at 22.1 22.2 A A 0.3 0.21 -0.1 NC 0.5 gb:NM_007378.1 /DB_XREF=gi:6671494 /GEN=Abca4 /FEA=FLmRNA /CNT=23 /TID=Mm.3918.1 /TIER=FL /STK=6 /UG=Mm.3918 /LL=11304 /DEF=Mus m
MOE430_2_1449619_s_ 3.3 2 A A 0.85 0.9 -0.1 NC 0.5 gb:AU043488 /DB_XREF=gi:3978963 /DB_XREF=AU043488 /CLONE=J0905G06 /FEA=EST /CNT=1 /TID=Mm.219502.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449624_at 1.5 0.8 A A 0.96 0.99 -0.1 NC 0.95 gb:AA420381 /DB_XREF=gi:2080867 /DB_XREF=vc51a05.r1 /CLONE=IMAGE:778064 /FEA=EST /CNT=1 /TID=Mm.24544.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449633_s_ 201.5 205.7 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AI841843 /DB_XREF=gi:5476056 /DB_XREF=UI-M-AO0-acb-f-11-0-UI.s2 /CLONE=UI-M-AO0-acb-f-11-0-UI /FEA=EST /CNT=1 /TID=Mm.200104.1 /
MOE430_2_1449648_s_ 1073.1 926.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AL024089 /DB_XREF=gi:6645756 /DB_XREF=r8224b34 /CLONE=528-5A11 /FEA=EST /CNT=1 /TID=Mm.204474.1 /TIER=ConsEnd /STK=0 /UG=Mm.20
MOE430_2_1449676_at 100.7 78.5 P P 0.001953 0.005859 -0.1 NC 0.88 gb:C80220 /DB_XREF=gi:2520550 /DB_XREF=C80220 /CLONE=J0078C04 /FEA=EST /CNT=1 /TID=Mm.206835.1 /TIER=ConsEnd /STK=0 /UG=Mm.20683
MOE430_2_1449720_at 3.5 3.7 A A 0.5 0.3 -0.1 NC 0.5 gb:AI552528 /DB_XREF=gi:4484891 /DB_XREF=vx23a11.x1 /CLONE=IMAGE:1265276 /FEA=EST /CNT=1 /TID=Mm.218186.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449732_at 387.7 364.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI326272 /DB_XREF=gi:4060701 /DB_XREF=ml33f06.x1 /CLONE=IMAGE:513827 /FEA=EST /CNT=1 /TID=Mm.206897.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449733_s_ 178.3 197.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AA982064 /DB_XREF=gi:3160833 /DB_XREF=vw61a04.s1 /CLONE=IMAGE:1248270 /FEA=EST /CNT=1 /TID=Mm.199593.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1449752_at 13.6 13 P A 0.03 0.06 -0.1 NC 0.51 gb:AI596360 /DB_XREF=gi:4605408 /DB_XREF=me60c05.x1 /CLONE=IMAGE:391880 /FEA=EST /CNT=1 /TID=Mm.219560.1 /TIER=ConsEnd /STK=0 /UG=



MOE430_2_1449778_at 0.8 0.8 A A 0.69 0.85 -0.1 NC 0.64 gb:AV264531 /DB_XREF=gi:6252465 /DB_XREF=AV264531 /CLONE=4930500F18 /FEA=EST /CNT=1 /TID=Mm.67016.3 /TIER=ConsEnd /STK=0 /UG=Mm.
MOE430_2_1449797_x_ 2.4 1.2 A A 0.72 0.9 -0.1 NC 0.65 gb:AV354142 /DB_XREF=gi:6395199 /DB_XREF=AV354142 /CLONE=7120423I05 /FEA=EST /CNT=1 /TID=Mm.80448.2 /TIER=ConsEnd /STK=0 /UG=Mm.8
MOE430_2_1449815_a_ 851.9 788.3 P P 0.000732 0.000732 -0.1 NC 0.69 gb:NM_024186.1 /DB_XREF=gi:18859588 /GEN=Ssbp2 /FEA=FLmRNA /CNT=18 /TID=Mm.22438.1 /TIER=FL /STK=6 /UG=Mm.22438 /LL=66970 /DEF=Mu
MOE430_2_1449840_at 99.9 84.5 P P 0.001221 0.000732 -0.1 NC 0.5 gb:BI646094 /DB_XREF=gi:15560330 /DB_XREF=603274893F1 /CLONE=IMAGE:5315422 /FEA=FLmRNA /CNT=65 /TID=Mm.30228.1 /TIER=ConsEnd /STK
MOE430_2_1449841_at 154 166.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008443.1 /DB_XREF=gi:6680561 /GEN=Kif3a /FEA=FLmRNA /CNT=48 /TID=Mm.4635.1 /TIER=FL /STK=5 /UG=Mm.4635 /LL=16568 /DEF=Mus mu
MOE430_2_1449843_at 39.8 45.3 A A 0.14 0.19 -0.1 NC 0.64 gb:BG071333 /DB_XREF=gi:12553902 /DB_XREF=H3097F02-3 /CLONE=H3097F02 /FEA=FLmRNA /CNT=49 /TID=Mm.4954.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1449878_a_ 67 47.6 P P 0.000244 0.000732 -0.1 NC 0.97 gb:NM_133648.1 /DB_XREF=gi:19526768 /GEN=Slc12a6 /FEA=FLmRNA /CNT=7 /TID=Mm.21915.1 /TIER=FL /STK=5 /UG=Mm.21915 /LL=107723 /DEF=M
MOE430_2_1449882_a_ 3 1.1 A A 0.56 0.6 -0.1 NC 0.29 gb:AF128842.1 /DB_XREF=gi:5163339 /GEN=Casr /FEA=FLmRNA /CNT=7 /TID=Mm.103619.1 /TIER=FL /STK=1 /UG=Mm.103619 /LL=12374 /DEF=Mus m
MOE430_2_1449889_a_ 1995 1793.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_023429.1 /DB_XREF=gi:12963674 /GEN=6030432N09Rik /FEA=FLmRNA /CNT=15 /TID=Mm.24272.1 /TIER=FL /STK=4 /UG=Mm.24272 /LL=68095 /
MOE430_2_1449890_at 0.4 0.3 A A 0.98 0.96 -0.1 NC 0.3 gb:NM_053215.1 /DB_XREF=gi:16716518 /GEN=0610033E06Rik /FEA=FLmRNA /CNT=19 /TID=Mm.160362.1 /TIER=FL /STK=4 /UG=Mm.160362 /LL=1124
MOE430_2_1449899_at 6.7 5 A A 0.17 0.3 -0.1 NC 0.5 gb:NM_130455.1 /DB_XREF=gi:20127396 /GEN=Grin3b /FEA=FLmRNA /CNT=12 /TID=Mm.29442.1 /TIER=FL /STK=4 /UG=Mm.29442 /LL=170483 /DEF=M
MOE430_2_1449910_at 13.1 7.9 M P 0.05 0.01 -0.1 NC 0.28 gb:NM_029813.1 /DB_XREF=gi:13386439 /GEN=2210418O10Rik /FEA=FLmRNA /CNT=10 /TID=Mm.219622.1 /TIER=FL /STK=4 /UG=Mm.219622 /LL=7695
MOE430_2_1449913_at 5.9 10.5 A P 0.21 0.000732 -0.1 NC 0.28 gb:NM_009550.1 /DB_XREF=gi:6677608 /GEN=Zfp2 /FEA=FLmRNA /CNT=9 /TID=Mm.4958.1 /TIER=FL /STK=4 /UG=Mm.4958 /LL=22678 /DEF=Mus musc
MOE430_2_1449930_a_ 1517.9 1473.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025448.1 /DB_XREF=gi:13384849 /GEN=1500032E05Rik /FEA=FLmRNA /CNT=101 /TID=Mm.7091.1 /TIER=FL /STK=3 /UG=Mm.7091 /LL=66256 /D
MOE430_2_1449932_at 628.5 615.7 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB767146 /DB_XREF=gi:16210030 /DB_XREF=BB767146 /CLONE=G370070C07 /FEA=FLmRNA /CNT=142 /TID=Mm.182913.2 /TIER=Stack /STK=9 /U
MOE430_2_1449943_at 12.2 9.5 A A 0.24 0.46 -0.1 NC 0.29 gb:NM_008494.1 /DB_XREF=gi:6678679 /GEN=Lfng /FEA=FLmRNA /CNT=55 /TID=Mm.12834.1 /TIER=FL /STK=3 /UG=Mm.12834 /LL=16848 /DEF=Mus m
MOE430_2_1450013_at 313.9 318.6 P P 0.000732 0.000244 -0.1 NC 0.5 gb:NM_026064.1 /DB_XREF=gi:13385561 /GEN=2900073G15Rik /FEA=FLmRNA /CNT=279 /TID=Mm.29057.1 /TIER=FL /STK=2 /UG=Mm.29057 /LL=67268
MOE430_2_1450021_at 1949.2 1807.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV171029 /DB_XREF=gi:16383572 /DB_XREF=AV171029 /CLONE=3200002H06 /FEA=FLmRNA /CNT=163 /TID=Mm.92529.1 /TIER=Stack /STK=89 /U
MOE430_2_1450027_at 363 326.3 P P 0.000244 0.000244 -0.1 NC 0.68 gb:BB528350 /DB_XREF=gi:16444639 /DB_XREF=BB528350 /CLONE=D930046E07 /FEA=FLmRNA /CNT=160 /TID=Mm.206536.1 /TIER=Stack /STK=86 /
MOE430_2_1450048_a_ 1677.3 1808.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_008322.1 /DB_XREF=gi:6680342 /GEN=Idh2 /FEA=FLmRNA /CNT=70 /TID=Mm.2966.1 /TIER=FL /STK=2 /UG=Mm.2966 /LL=15927 /DEF=Mus mus
MOE430_2_1450067_a_ 295.6 277.1 P P 0.000244 0.000732 -0.1 NC 0.5 gb:NM_023397.1 /DB_XREF=gi:12963662 /GEN=1810034K20Rik /FEA=FLmRNA /CNT=40 /TID=Mm.24601.1 /TIER=FL /STK=2 /UG=Mm.24601 /LL=67881 /
MOE430_2_1450083_at 29.2 29.3 P P 0.02 0.005859 -0.1 NC 0.34 gb:AI448404 /DB_XREF=gi:4282366 /DB_XREF=mo98g10.x1 /CLONE=IMAGE:567810 /FEA=FLmRNA /CNT=55 /TID=Mm.42183.1 /TIER=Stack /STK=10 /U
MOE430_2_1450093_s_ 38.5 30.6 P P 0.03 0.01 -0.1 NC 0.5 gb:NM_010731.1 /DB_XREF=gi:6754571 /GEN=Lrf /FEA=FLmRNA /CNT=37 /TID=Mm.20920.1 /TIER=FL /STK=2 /UG=Mm.20920 /LL=16969 /DEF=Mus mu
MOE430_2_1450095_a_ 258.6 262 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_025421.1 /DB_XREF=gi:13384809 /GEN=1110039O14Rik /FEA=FLmRNA /CNT=21 /TID=Mm.20309.1 /TIER=FL /STK=2 /UG=Mm.20309 /LL=66204 
MOE430_2_1450115_at 34.6 37 P P 0.04 0.008057 -0.1 NC 0.24 gb:NM_008139.1 /DB_XREF=gi:6680038 /GEN=Gnaq /FEA=FLmRNA /CNT=36 /TID=Mm.4446.1 /TIER=FL /STK=2 /UG=Mm.4446 /LL=14682 /DEF=Mus mu
MOE430_2_1450123_at 1.1 1.1 A A 0.66 0.78 -0.1 NC 0.5 gb:X83933.1 /DB_XREF=gi:639814 /GEN=RYR2 /FEA=FLmRNA /CNT=24 /TID=Mm.195900.1 /TIER=ConsEnd /STK=5 /UG=Mm.195900 /LL=20191 /DEF=M
MOE430_2_1450151_at 106.9 90.8 P P 0.000244 0.000732 -0.1 NC 0.59 gb:NM_017467.1 /DB_XREF=gi:8567347 /GEN=Zfp316 /FEA=FLmRNA /CNT=28 /TID=Mm.6666.1 /TIER=FL /STK=2 /UG=Mm.6666 /LL=54201 /DEF=Mus m
MOE430_2_1450152_at 13.4 10.2 A A 0.12 0.5 -0.1 NC 0.5 gb:AF082568.1 /DB_XREF=gi:5052080 /FEA=FLmRNA /CNT=28 /TID=Mm.6666.1 /TIER=FL /STK=1 /UG=Mm.6666 /LL=54201 /UG_GENE=Zfp316 /DEF=M
MOE430_2_1450162_at 5.9 5.9 A A 0.36 0.46 -0.1 NC 0.24 gb:NM_058212.1 /DB_XREF=gi:17158030 /GEN=Cerd4-pending /FEA=FLmRNA /CNT=18 /TID=Mm.45029.1 /TIER=FL /STK=2 /UG=Mm.45029 /LL=70127 /
MOE430_2_1450180_a_ 97.2 98 P P 0.04 0.03 -0.1 NC 0.5 gb:NM_009024.1 /DB_XREF=gi:6677670 /GEN=Rara /FEA=FLmRNA /CNT=15 /TID=Mm.103336.1 /TIER=FL /STK=2 /UG=Mm.103336 /LL=19401 /DEF=Mu
MOE430_2_1450208_a_ 12.7 15.1 P A 0.01 0.12 -0.1 NC 0.5 gb:NM_080288.1 /DB_XREF=gi:17933765 /GEN=Elmo1 /FEA=FLmRNA /CNT=11 /TID=Mm.214934.1 /TIER=FL /STK=2 /UG=Mm.214934 /LL=140580 /DEF=
MOE430_2_1450255_at 26.4 23.8 P A 0.005859 0.12 -0.1 NC 0.82 gb:NM_020260.1 /DB_XREF=gi:9938021 /GEN=Cdgap /FEA=FLmRNA /CNT=7 /TID=Mm.103742.1 /TIER=FL /STK=2 /UG=Mm.103742 /LL=12549 /DEF=Mu
MOE430_2_1450286_at 18.7 25.7 P M 0.001221 0.05 -0.1 NC 0.98 gb:NM_008728.1 /DB_XREF=gi:6679115 /GEN=Npr3 /FEA=FLmRNA /CNT=5 /TID=Mm.57219.1 /TIER=FL /STK=2 /UG=Mm.57219 /LL=18162 /DEF=Mus m
MOE430_2_1450332_s_ 10.4 7.1 P A 0.008057 0.39 -0.1 NC 0.96 gb:NM_010232.1 /DB_XREF=gi:6753891 /GEN=Fmo5 /FEA=FLmRNA /CNT=2 /TID=Mm.1668.1 /TIER=FL /STK=2 /UG=Mm.1668 /LL=14263 /DEF=Mus mus
MOE430_2_1450341_at 18.8 17.3 P A 0.001953 0.14 -0.1 NC 0.75 gb:NM_053133.1 /DB_XREF=gi:16716432 /GEN=Pcdhb8 /FEA=FLmRNA /CNT=2 /TID=Mm.196696.1 /TIER=FL /STK=2 /UG=Mm.196696 /LL=93879 /DEF=M
MOE430_2_1450342_at 1.5 1.9 A A 0.9 0.88 -0.1 NC 0.5 gb:NM_007559.1 /DB_XREF=gi:6671645 /GEN=Bmp8b /FEA=FLmRNA /CNT=2 /TID=Mm.30413.1 /TIER=FL /STK=2 /UG=Mm.30413 /LL=12164 /DEF=Mus 
MOE430_2_1450344_a_ 8.5 6.3 P P 0.01 0.04 -0.1 NC 0.4 gb:NM_011196.1 /DB_XREF=gi:6755217 /GEN=Ptger3 /FEA=FLmRNA /CNT=2 /TID=Mm.30424.1 /TIER=FL /STK=2 /UG=Mm.30424 /LL=19218 /DEF=Mus 
MOE430_2_1450357_a_ 13.3 14.3 A A 0.17 0.12 -0.1 NC 0.3 gb:NM_009835.1 /DB_XREF=gi:6753317 /GEN=Cmkbr6 /FEA=FLmRNA /CNT=2 /TID=Mm.8007.1 /TIER=FL /STK=2 /UG=Mm.8007 /LL=12458 /DEF=Mus m
MOE430_2_1450360_at 1 1.2 A A 0.98 0.97 -0.1 NC 0.55 gb:NM_021280.1 /DB_XREF=gi:10946579 /GEN=Cded /FEA=FLmRNA /CNT=2 /TID=Mm.42090.1 /TIER=FL /STK=2 /UG=Mm.42090 /LL=12547 /DEF=Mus 
MOE430_2_1450367_at 0.5 1.4 A A 0.69 0.8 -0.1 NC 0.5 gb:NM_019633.1 /DB_XREF=gi:9790002 /GEN=LOC56304 /FEA=FLmRNA /CNT=2 /TID=Mm.19353.1 /TIER=FL /STK=2 /UG=Mm.19353 /LL=56304 /DEF=M
MOE430_2_1450372_a_ 6054.2 6210.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009077.1 /DB_XREF=gi:6677770 /GEN=Rpl18 /FEA=FLmRNA /CNT=2 /TID=Mm.41923.1 /TIER=FL /STK=2 /UG=Mm.41923 /LL=19899 /DEF=Mus m
MOE430_2_1450382_at 145.4 149.2 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BB728419 /DB_XREF=gi:16111694 /DB_XREF=BB728419 /CLONE=E860036J23 /FEA=FLmRNA /CNT=196 /TID=Mm.1190.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450404_at 0.5 0.5 A A 0.8 0.95 -0.1 NC 0.63 gb:AA276202 /DB_XREF=gi:1918888 /DB_XREF=vc40e02.r1 /CLONE=IMAGE:777050 /FEA=FLmRNA /CNT=58 /TID=Mm.22702.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1450408_at 168.3 187.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011930.1 /DB_XREF=gi:6753435 /GEN=Clcn7 /FEA=FLmRNA /CNT=46 /TID=Mm.196854.1 /TIER=FL /STK=1 /UG=Mm.196854 /LL=26373 /DEF=Mu
MOE430_2_1450433_at 2.7 2.3 A A 0.91 0.91 -0.1 NC 0.4 gb:NM_009036.1 /DB_XREF=gi:6677688 /GEN=Rbpsuhl /FEA=FLmRNA /CNT=21 /TID=Mm.42177.1 /TIER=FL /STK=1 /UG=Mm.42177 /LL=19668 /DEF=Mu
MOE430_2_1450470_at 21.5 18.8 P P 0.03 0.02 -0.1 NC 0.5 gb:BE864022 /DB_XREF=gi:10384646 /DB_XREF=UI-M-BH1-amv-g-09-0-UI.r1 /CLONE=UI-M-BH1-amv-g-09-0-UI /FEA=FLmRNA /CNT=21 /TID=Mm.8
MOE430_2_1450474_at 0.9 0.7 A A 0.85 0.87 -0.1 NC 0.42 gb:AK014448.1 /DB_XREF=gi:12852306 /GEN=Spi11 /FEA=FLmRNA /CNT=16 /TID=Mm.219429.1 /TIER=ConsEnd /STK=2 /UG=Mm.219429 /LL=20707 /U
MOE430_2_1450500_at 32.5 23 M A 0.05 0.14 -0.1 NC 0.5 gb:AW012751 /DB_XREF=gi:5861529 /DB_XREF=ul87c09.y1 /CLONE=IMAGE:2159056 /FEA=FLmRNA /CNT=8 /TID=Mm.57007.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1450515_at 10 11 A A 0.21 0.21 -0.1 NC 0.5 gb:U73626.1 /DB_XREF=gi:1622948 /GEN=Kir6.2 /FEA=FLmRNA /CNT=5 /TID=Mm.4722.1 /TIER=FL /STK=1 /UG=Mm.4722 /LL=16514 /DEF=Mus muscul
MOE430_2_1450527_at 0.6 1 A A 0.99 0.97 -0.1 NC 0.68 gb:NM_009216.1 /DB_XREF=gi:6678036 /GEN=Smstr1 /FEA=FLmRNA /CNT=3 /TID=Mm.56967.1 /TIER=FL /STK=1 /UG=Mm.56967 /LL=20605 /DEF=Mus 
MOE430_2_1450532_at 4.3 3.5 A A 0.69 0.75 -0.1 NC 0.48 gb:NM_026415.1 /DB_XREF=gi:13385909 /GEN=2310002J15Rik /FEA=FLmRNA /CNT=8 /TID=Mm.46431.1 /TIER=FL /STK=1 /UG=Mm.46431 /LL=67859 /D
MOE430_2_1450549_s_ 7.2 6.6 A A 0.53 0.5 -0.1 NC 0.44 gb:NM_007923.1 /DB_XREF=gi:6679632 /GEN=Elk4 /FEA=FLmRNA /CNT=3 /TID=Mm.195050.1 /TIER=FL /STK=1 /UG=Mm.195050 /LL=13714 /DEF=Mus 
MOE430_2_1450559_at 18.3 16.6 P A 0.04 0.12 -0.1 NC 0.31 gb:NM_028872.1 /DB_XREF=gi:19920331 /GEN=5730559C18Rik /FEA=FLmRNA /CNT=2 /TID=Mm.159166.1 /TIER=FL /STK=1 /UG=Mm.159166 /LL=74329
MOE430_2_1450605_at 2.3 1.4 A A 0.75 0.66 -0.1 NC 0.11 gb:NM_020502.1 /DB_XREF=gi:10048427 /GEN=T2r8 /FEA=FLmRNA /CNT=1 /TID=Mm.103802.1 /TIER=FL /STK=1 /UG=Mm.103802 /LL=57253 /DEF=Mu
MOE430_2_1450637_a_ 2045.8 1875.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009636.1 /DB_XREF=gi:6752997 /GEN=Aebp1 /FEA=FLmRNA /CNT=120 /TID=Mm.4665.1 /TIER=FL+Stack /STK=57 /UG=Mm.4665 /LL=11568 /DE
MOE430_2_1450641_at 10456.5 9351.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:M24849.1 /DB_XREF=gi:202367 /FEA=FLmRNA /CNT=634 /TID=Mm.7.1 /TIER=FL+Stack /STK=48 /UG=Mm.7 /LL=22352 /UG_GENE=Vim /UG_TITLE=v
MOE430_2_1450654_a_ 343 334.3 P P 0.001221 0.000732 -0.1 NC 0.76 gb:BM233084 /DB_XREF=gi:17868354 /DB_XREF=K0332A11-3 /CLONE=K0332A11 /FEA=FLmRNA /CNT=90 /TID=Mm.100290.1 /TIER=Stack /STK=11 /U
MOE430_2_1450657_at 184.6 199.8 P P 0.000732 0.000244 -0.1 NC 0.5 gb:NM_019489.1 /DB_XREF=gi:14196339 /GEN=Ppie /FEA=FLmRNA /CNT=66 /TID=Mm.126873.1 /TIER=FL+Stack /STK=36 /UG=Mm.126873 /LL=56031 /
MOE430_2_1450662_at 270 246.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011571.1 /DB_XREF=gi:6755770 /GEN=Tesk1 /FEA=FLmRNA /CNT=172 /TID=Mm.10154.1 /TIER=FL+Stack /STK=33 /UG=Mm.10154 /LL=21754 /D
MOE430_2_1450666_s_ 180.2 175.3 P P 0.000244 0.000732 -0.1 NC 0.6 gb:BB783173 /DB_XREF=gi:16951669 /DB_XREF=BB783173 /CLONE=G430086B11 /FEA=FLmRNA /CNT=440 /TID=Mm.4098.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450667_a_ 3092.3 2878.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK012104.1 /DB_XREF=gi:12848643 /GEN=Cs /FEA=FLmRNA /CNT=427 /TID=Mm.43822.1 /TIER=Stack /STK=209 /UG=Mm.43822 /LL=12974 /UG_TIT
MOE430_2_1450706_a_ 1400.3 1401.3 P P 0.000732 0.000732 -0.1 NC 0.5 gb:NM_019718.1 /DB_XREF=gi:9789880 /GEN=Arl3 /FEA=FLmRNA /CNT=56 /TID=Mm.22085.1 /TIER=FL+Stack /STK=21 /UG=Mm.22085 /LL=56350 /DEF
MOE430_2_1450708_at 178.4 168 P P 0.000244 0.000244 -0.1 NC 0.87 gb:NM_009129.1 /DB_XREF=gi:6677864 /GEN=Scg2 /FEA=FLmRNA /CNT=45 /TID=Mm.5038.1 /TIER=FL+Stack /STK=21 /UG=Mm.5038 /LL=20254 /DEF=
MOE430_2_1450741_at 254.5 202.8 P P 0.000244 0.000244 -0.1 NC 0.73 gb:AW537709 /DB_XREF=gi:7180222 /DB_XREF=G0120F09-3 /CLONE=G0120F09 /FEA=FLmRNA /CNT=138 /TID=Mm.41650.1 /TIER=Stack /STK=20 /UG
MOE430_2_1450746_at 543 368 P P 0.000244 0.000244 -0.1 NC 0.59 gb:NM_016679.1 /DB_XREF=gi:7710043 /GEN=Keap1 /FEA=FLmRNA /CNT=195 /TID=Mm.151790.1 /TIER=FL+Stack /STK=12 /UG=Mm.151790 /LL=50868
MOE430_2_1450751_at 18.1 36 P M 0.00415 0.05 -0.1 NC 0.5 gb:NM_015785.1 /DB_XREF=gi:7657604 /GEN=Zpbp /FEA=FLmRNA /CNT=24 /TID=Mm.9500.1 /TIER=FL+Stack /STK=12 /UG=Mm.9500 /LL=53604 /DEF=
MOE430_2_1450757_at 3884.5 3530.3 P P 0.000244 0.000244 -0.1 NC 0.55 gb:NM_009866.1 /DB_XREF=gi:6753371 /GEN=Cdh11 /FEA=FLmRNA /CNT=135 /TID=Mm.4525.1 /TIER=FL+Stack /STK=11 /UG=Mm.4525 /LL=12552 /DE
MOE430_2_1450762_s_ 29.1 25.8 P P 0.01 0.00293 -0.1 NC 0.18 gb:BF780333 /DB_XREF=gi:12085456 /DB_XREF=602103246F1 /CLONE=IMAGE:4221467 /FEA=FLmRNA /CNT=40 /TID=Mm.116637.1 /TIER=ConsEnd /ST
MOE430_2_1450818_a_ 5107 4323.9 P P 0.000244 0.000244 -0.1 NC 0.79 gb:NM_023202.1 /DB_XREF=gi:12963570 /GEN=Ndufa7 /FEA=FLmRNA /CNT=13 /TID=Mm.29513.1 /TIER=FL /STK=0 /UG=Mm.29513 /LL=66416 /DEF=M
MOE430_2_1450837_at 1.3 0.9 A A 0.98 0.98 -0.1 NC 0.69 gb:NM_031499.1 /DB_XREF=gi:13928675 /GEN=Prp2 /FEA=FLmRNA /CNT=2 /TID=Mm.190613.1 /TIER=FL /STK=0 /UG=Mm.190613 /LL=83380 /DEF=Mu
MOE430_2_1450838_x_ 62 59.9 P P 0.005859 0.005859 -0.1 NC 0.5 gb:AV110626 /DB_XREF=gi:5264706 /DB_XREF=AV110626 /CLONE=2600013F04 /FEA=FLmRNA /CNT=241 /TID=Mm.10474.1 /TIER=Stack /STK=231 /U
MOE430_2_1450844_at 363 302 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ174465 /DB_XREF=gi:20349956 /DB_XREF=UI-M-DJ2-bvy-m-17-0-UI.s1 /CLONE=UI-M-DJ2-bvy-m-17-0-UI /FEA=FLmRNA /CNT=236 /TID=Mm
MOE430_2_1450851_at 1577 1428.8 P P 0.000244 0.000244 -0.1 NC 0.83 gb:AK004644.1 /DB_XREF=gi:12835958 /GEN=Wdr1 /FEA=FLmRNA /CNT=368 /TID=Mm.2654.1 /TIER=Stack /STK=88 /UG=Mm.2654 /LL=22388 /UG_TIT
MOE430_2_1450858_a_ 1060.1 1004.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW540168 /DB_XREF=gi:7182585 /DB_XREF=C0129D04-3 /CLONE=C0129D04 /FEA=FLmRNA /CNT=308 /TID=Mm.24529.1 /TIER=Stack /STK=50 /UG
MOE430_2_1450860_at 613.7 551.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010384.1 /DB_XREF=gi:12845790 /FEA=FLmRNA /CNT=280 /TID=Mm.34832.1 /TIER=Stack /STK=49 /UG=Mm.34832 /LL=66988 /UG_GENE=Lap3 /
MOE430_2_1450866_a_ 1759.4 1589.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI412586 /DB_XREF=gi:15173509 /DB_XREF=602990457F1 /CLONE=IMAGE:5146263 /FEA=FLmRNA /CNT=134 /TID=Mm.44225.1 /TIER=Stack /STK=4
MOE430_2_1450898_at 96.9 83.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM208582 /DB_XREF=gi:17764808 /DB_XREF=C0630H04-3 /CLONE=C0630H04 /FEA=FLmRNA /CNT=234 /TID=Mm.3792.1 /TIER=Stack /STK=29 /UG
MOE430_2_1450903_at 748.5 724.3 P P 0.000244 0.000244 -0.1 NC 0.64 gb:BF138887 /DB_XREF=gi:10977927 /DB_XREF=601782702F1 /CLONE=IMAGE:4010448 /FEA=FLmRNA /CNT=137 /TID=Mm.196846.1 /TIER=Stack /STK
MOE430_2_1450921_at 195.4 171.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK005286.1 /DB_XREF=gi:12837736 /FEA=FLmRNA /CNT=73 /TID=Mm.44221.1 /TIER=Stack /STK=23 /UG=Mm.44221 /LL=66408 /UG_GENE=Aptx /U
MOE430_2_1450928_at 31.2 26.8 P P 0.000732 0.000244 -0.1 NC 0.35 gb:BB121406 /DB_XREF=gi:15408160 /DB_XREF=BB121406 /CLONE=9530081P03 /FEA=FLmRNA /CNT=120 /TID=Mm.28223.1 /TIER=Stack /STK=35 /U
MOE430_2_1450934_at 1880.3 1854.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM240314 /DB_XREF=gi:17875584 /DB_XREF=K0600E04-3 /CLONE=K0600E04 /FEA=FLmRNA /CNT=412 /TID=Mm.16323.1 /TIER=Stack /STK=16 /U
MOE430_2_1450968_at 1477.6 1371.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK003966.1 /DB_XREF=gi:12834944 /FEA=FLmRNA /CNT=375 /TID=Mm.181933.1 /TIER=Stack /STK=8 /UG=Mm.181933 /LL=66694 /UG_GENE=44304
MOE430_2_1451013_at 55.5 51.9 P M 0.03 0.05 -0.1 NC 0.5 gb:BB541271 /DB_XREF=gi:16447193 /DB_XREF=BB541271 /CLONE=E130113C06 /FEA=FLmRNA /CNT=29 /TID=Mm.82642.1 /TIER=Stack /STK=12 /UG
MOE430_2_1451018_at 213.1 196.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF658789 /DB_XREF=gi:11923923 /DB_XREF=maa96c03.x1 /CLONE=IMAGE:3824621 /FEA=FLmRNA /CNT=161 /TID=Mm.34212.1 /TIER=Stack /STK=
MOE430_2_1451031_at 43.1 33 A A 0.06 0.12 -0.1 NC 0.65 gb:BB221995 /DB_XREF=gi:8890607 /DB_XREF=BB221995 /CLONE=A530072N11 /FEA=FLmRNA /CNT=51 /TID=Mm.42095.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1451034_at 21.7 25.9 P P 0.005859 0.000732 -0.1 NC 0.5 gb:BG094962 /DB_XREF=gi:12577536 /DB_XREF=uu82f07.x1 /CLONE=IMAGE:3383173 /FEA=FLmRNA /CNT=33 /TID=Mm.28161.1 /TIER=Stack /STK=10 
MOE430_2_1451061_at 10 9.8 A A 0.36 0.33 -0.1 NC 0.34 gb:AK006080.1 /DB_XREF=gi:12838991 /FEA=FLmRNA /CNT=19 /TID=Mm.46124.1 /TIER=Stack /STK=8 /UG=Mm.46124 /LL=66332 /UG_GENE=1700018B
MOE430_2_1451067_at 1572.8 1394.7 P P 0.000244 0.000244 -0.1 NC 0.59 gb:BC003836.1 /DB_XREF=gi:13277935 /FEA=FLmRNA /CNT=312 /TID=Mm.30068.1 /TIER=FL+Stack /STK=225 /UG=Mm.30068 /LL=68091 /UG_GENE=53
MOE430_2_1451088_a_ 593.6 423.7 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BC027191.1 /DB_XREF=gi:20073180 /FEA=FLmRNA /CNT=186 /TID=Mm.182340.1 /TIER=FL+Stack /STK=132 /UG=Mm.182340 /LL=69089 /UG_GENE=
MOE430_2_1451096_at 2491.2 2095.6 P P 0.000244 0.000244 -0.1 NC 0.85 gb:BC016097.1 /DB_XREF=gi:16359269 /FEA=FLmRNA /CNT=246 /TID=Mm.21669.1 /TIER=FL+Stack /STK=126 /UG=Mm.21669 /DEF=Mus musculus, Sim
MOE430_2_1451098_at 1106.1 926.9 P P 0.000244 0.000244 -0.1 NC 0.65 gb:BC010524.1 /DB_XREF=gi:14714756 /FEA=FLmRNA /CNT=209 /TID=Mm.41596.1 /TIER=FL+Stack /STK=125 /UG=Mm.41596 /DEF=Mus musculus, clon
MOE430_2_1451107_at 129.3 123.8 P P 0.001953 0.00415 -0.1 NC 0.69 gb:BC023106.1 /DB_XREF=gi:18606343 /FEA=FLmRNA /CNT=164 /TID=Mm.28904.1 /TIER=FL+Stack /STK=116 /UG=Mm.28904 /DEF=Mus musculus, Sim
MOE430_2_1451112_s_ 4473.5 4210.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024876.1 /DB_XREF=gi:19352974 /FEA=FLmRNA /CNT=259 /TID=Mm.21622.1 /TIER=FL+Stack /STK=110 /UG=Mm.21622 /LL=70940 /UG_GENE=49
MOE430_2_1451145_s_ 1833.7 1798.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC004641.1 /DB_XREF=gi:13435529 /FEA=FLmRNA /CNT=166 /TID=Mm.28312.1 /TIER=FL+Stack /STK=92 /UG=Mm.28312 /LL=66087 /UG_GENE=06
MOE430_2_1451150_at 189.3 165.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021528.1 /DB_XREF=gi:18204846 /FEA=FLmRNA /CNT=117 /TID=Mm.22359.1 /TIER=FL+Stack /STK=84 /UG=Mm.22359 /DEF=Mus musculus, Simil
MOE430_2_1451154_a_ 341.1 297.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF090696.1 /DB_XREF=gi:4249671 /GEN=Napor-1 /FEA=FLmRNA /CNT=420 /TID=Mm.27880.2 /TIER=FL+Stack /STK=82 /UG=Mm.27880 /LL=14007 /
MOE430_2_1451167_at 95.6 81 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BC026784.1 /DB_XREF=gi:20072405 /FEA=FLmRNA /CNT=99 /TID=Mm.24002.1 /TIER=FL+Stack /STK=80 /UG=Mm.24002 /LL=75565 /UG_GENE=1700
MOE430_2_1451168_a_ 2581.3 2462.7 P P 0.000244 0.000244 -0.1 NC 0.73 gb:BC004732.1 /DB_XREF=gi:13435746 /FEA=FLmRNA /CNT=285 /TID=Mm.30016.2 /TIER=FL+Stack /STK=79 /UG=Mm.30016 /LL=97755 /UG_GENE=C8
MOE430_2_1451178_at 709.6 674.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC022162.1 /DB_XREF=gi:18381092 /FEA=FLmRNA /CNT=122 /TID=Mm.41574.1 /TIER=FL+Stack /STK=76 /UG=Mm.41574 /LL=68499 /UG_GENE=Mr
MOE430_2_1451179_a_ 1719.5 1738.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF090403.1 /DB_XREF=gi:4092672 /FEA=FLmRNA /CNT=132 /TID=Mm.2655.2 /TIER=FL+Stack /STK=76 /UG=Mm.2655 /LL=19317 /UG_GENE=qk /DE
MOE430_2_1451180_a_ 207.4 201.7 P P 0.000244 0.001221 -0.1 NC 0.5 gb:BC015307.1 /DB_XREF=gi:15929771 /FEA=FLmRNA /CNT=117 /TID=Mm.28738.1 /TIER=FL+Stack /STK=76 /UG=Mm.28738 /LL=68106 /UG_GENE=C3
MOE430_2_1451188_at 850.1 777.8 P P 0.000244 0.000244 -0.1 NC 0.64 gb:BC020044.1 /DB_XREF=gi:18044846 /FEA=FLmRNA /CNT=273 /TID=Mm.21126.1 /TIER=FL+Stack /STK=71 /UG=Mm.21126 /DEF=Mus musculus, hypo
MOE430_2_1451191_at 241.2 236.4 P P 0.01 0.01 -0.1 NC 0.55 gb:BC018397.1 /DB_XREF=gi:17390936 /FEA=FLmRNA /CNT=113 /TID=Mm.4757.1 /TIER=FL+Stack /STK=70 /UG=Mm.4757 /LL=12904 /UG_GENE=Crabp
MOE430_2_1451200_at 58.6 60.5 P P 0.001953 0.000244 -0.1 NC 0.42 gb:BI109632 /DB_XREF=gi:14560533 /DB_XREF=602897602F1 /CLONE=IMAGE:5027280 /FEA=FLmRNA /CNT=232 /TID=Mm.42027.1 /TIER=Stack /STK=9
MOE430_2_1451225_at 1545.8 1440.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003980.1 /DB_XREF=gi:13278312 /FEA=FLmRNA /CNT=129 /TID=Mm.8681.1 /TIER=FL+Stack /STK=56 /UG=Mm.8681 /LL=100974 /UG_GENE=AW5
MOE430_2_1451237_s_ 563.7 502.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF458961.1 /DB_XREF=gi:18141294 /GEN=Rbm7 /FEA=FLmRNA /CNT=99 /TID=Mm.138508.1 /TIER=FL+Stack /STK=53 /UG=Mm.138508 /LL=67010 /
MOE430_2_1451247_at 489.3 494.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC024891.1 /DB_XREF=gi:19354297 /FEA=FLmRNA /CNT=202 /TID=Mm.142105.1 /TIER=FL+Stack /STK=51 /UG=Mm.142105 /LL=66868 /UG_GENE=
MOE430_2_1451259_at 1878 1872.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003445.1 /DB_XREF=gi:13097410 /FEA=FLmRNA /CNT=114 /TID=Mm.21911.1 /TIER=FL+Stack /STK=49 /UG=Mm.21911 /LL=69180 /UG_GENE=18
MOE430_2_1451267_at 600.4 536 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC016203.1 /DB_XREF=gi:16740645 /FEA=FLmRNA /CNT=92 /TID=Mm.41463.1 /TIER=FL+Stack /STK=48 /UG=Mm.41463 /LL=106025 /UG_GENE=06
MOE430_2_1451274_at 613.5 529.1 P P 0.000244 0.000244 -0.1 NC 0.65 gb:BC013670.1 /DB_XREF=gi:15489119 /FEA=FLmRNA /CNT=368 /TID=Mm.30074.1 /TIER=FL+Stack /STK=43 /UG=Mm.30074 /DEF=Mus musculus, clone
MOE430_2_1451280_at 1.3 0.9 A A 0.85 0.82 -0.1 NC 0.39 gb:BB159263 /DB_XREF=gi:8815193 /DB_XREF=BB159263 /CLONE=A130044L16 /FEA=FLmRNA /CNT=91 /TID=Mm.32794.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1451291_at 463.4 416.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026942.1 /DB_XREF=gi:20071255 /FEA=FLmRNA /CNT=58 /TID=Mm.46614.1 /TIER=FL+Stack /STK=41 /UG=Mm.46614 /LL=69917 /UG_GENE=2610
MOE430_2_1451295_a_ 332.7 395.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC005710.1 /DB_XREF=gi:13543065 /FEA=FLmRNA /CNT=113 /TID=Mm.183257.1 /TIER=FL+Stack /STK=40 /UG=Mm.183257 /DEF=Mus musculus, clo
MOE430_2_1451304_at 68.9 57.7 P P 0.005859 0.03 -0.1 NC 0.5 gb:BC017618.1 /DB_XREF=gi:17160900 /FEA=FLmRNA /CNT=58 /TID=Mm.34754.1 /TIER=FL+Stack /STK=40 /UG=Mm.34754 /DEF=Mus musculus, Simila
MOE430_2_1451309_at 741.5 636.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC006592.1 /DB_XREF=gi:13879249 /FEA=FLmRNA /CNT=138 /TID=Mm.22413.1 /TIER=FL+Stack /STK=38 /UG=Mm.22413 /DEF=Mus musculus, Simil
MOE430_2_1451327_a_ 474.9 502.1 P P 0.001221 0.001221 -0.1 NC 0.5 gb:BC016568.1 /DB_XREF=gi:16741509 /FEA=FLmRNA /CNT=62 /TID=Mm.196618.1 /TIER=FL+Stack /STK=36 /UG=Mm.196618 /LL=17083 /UG_GENE=Il1
MOE430_2_1451336_at 15 18.8 A A 0.17 0.06 -0.1 NC 0.28 gb:BC021632.1 /DB_XREF=gi:18203751 /FEA=FLmRNA /CNT=130 /TID=Mm.17911.1 /TIER=FL+Stack /STK=35 /UG=Mm.17911 /LL=16855 /UG_GENE=Lga
MOE430_2_1451338_at 100.9 101.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003270.1 /DB_XREF=gi:13096945 /FEA=FLmRNA /CNT=84 /TID=Mm.22330.2 /TIER=FL+Stack /STK=34 /UG=Mm.22330 /LL=64652 /UG_GENE=Nisc
MOE430_2_1451359_at 219.6 184.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG068664 /DB_XREF=gi:12551233 /DB_XREF=H3068A06-3 /CLONE=H3068A06 /FEA=FLmRNA /CNT=210 /TID=Mm.50.1 /TIER=Stack /STK=91 /UG=M
MOE430_2_1451365_at 128 157.2 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BC025619.1 /DB_XREF=gi:19343653 /FEA=FLmRNA /CNT=60 /TID=Mm.41022.1 /TIER=FL+Stack /STK=30 /UG=Mm.41022 /LL=74111 /UG_GENE=1200
MOE430_2_1451371_at 1.3 1.4 A A 0.98 0.97 -0.1 NC 0.31 gb:AY079153.1 /DB_XREF=gi:19071803 /GEN=Falpalpha /FEA=FLmRNA /CNT=54 /TID=Mm.22455.1 /TIER=FL+Stack /STK=29 /UG=Mm.22455 /LL=77037
MOE430_2_1451380_at 357 309.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC018420.1 /DB_XREF=gi:17390991 /FEA=FLmRNA /CNT=53 /TID=Mm.28335.1 /TIER=FL+Stack /STK=28 /UG=Mm.28335 /LL=72008 /UG_GENE=1500
MOE430_2_1451381_at 323.2 321.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026557.1 /DB_XREF=gi:20072344 /FEA=FLmRNA /CNT=41 /TID=Mm.41583.1 /TIER=FL+Stack /STK=28 /UG=Mm.41583 /DEF=Mus musculus, Simila
MOE430_2_1451387_s_ 1315.9 1244.2 P P 0.000244 0.000244 -0.1 NC 0.68 gb:BC021463.1 /DB_XREF=gi:18204796 /FEA=FLmRNA /CNT=46 /TID=Mm.29372.1 /TIER=FL+Stack /STK=27 /UG=Mm.29372 /LL=67675 /UG_GENE=0610
MOE430_2_1451401_a_ 117.2 109.8 P P 0.000244 0.000732 -0.1 NC 0.54 gb:BC019516.1 /DB_XREF=gi:18043559 /FEA=FLmRNA /CNT=45 /TID=Mm.103413.1 /TIER=FL+Stack /STK=24 /UG=Mm.103413 /LL=68350 /UG_GENE=06
MOE430_2_1451433_at 169.8 175 P P 0.01 0.01 -0.1 NC 0.5 gb:BC019171.1 /DB_XREF=gi:17512421 /FEA=FLmRNA /CNT=45 /TID=Mm.34920.1 /TIER=FL+Stack /STK=20 /UG=Mm.34920 /LL=69572 /UG_GENE=2310
MOE430_2_1451448_a_ 297 237.7 P P 0.000244 0.000244 -0.1 NC 0.69 gb:BC026936.1 /DB_XREF=gi:20073225 /FEA=FLmRNA /CNT=35 /TID=Mm.7686.1 /TIER=FL+Stack /STK=19 /UG=Mm.7686 /LL=74319 /UG_GENE=111000
MOE430_2_1451462_a_ 618.5 608.7 P P 0.000244 0.000244 -0.1 NC 0.7 gb:AF013486.1 /DB_XREF=gi:2408228 /GEN=IFNAR2 /FEA=FLmRNA /CNT=57 /TID=Mm.6834.2 /TIER=FL+Stack /STK=18 /UG=Mm.6834 /LL=15976 /DEF
MOE430_2_1451473_a_ 393.2 380.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC010479.1 /DB_XREF=gi:14714676 /FEA=FLmRNA /CNT=56 /TID=Mm.109823.1 /TIER=FL+Stack /STK=16 /UG=Mm.109823 /LL=66609 /UG_GENE=22
MOE430_2_1451488_at 8.6 8.1 A A 0.63 0.6 -0.1 NC 0.5 gb:AB054000.1 /DB_XREF=gi:14017772 /GEN=Cg10671-like /FEA=FLmRNA /CNT=35 /TID=Mm.36758.1 /TIER=FL+Stack /STK=15 /UG=Mm.36758 /LL=68
MOE430_2_1451504_at 556.4 609.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021941.1 /DB_XREF=gi:18314670 /FEA=FLmRNA /CNT=191 /TID=Mm.21501.1 /TIER=FL+Stack /STK=13 /UG=Mm.21501 /LL=66075 /UG_GENE=06
MOE430_2_1451521_x_ 2381.1 2351.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC014796.1 /DB_XREF=gi:15928651 /FEA=FLmRNA /CNT=186 /TID=Mm.27955.2 /TIER=FL+Stack /STK=12 /UG=Mm.27955 /LL=22384 /UG_GENE=Wb
MOE430_2_1451536_at 247.7 224.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009195.1 /DB_XREF=gi:12843838 /FEA=FLmRNA /CNT=232 /TID=Mm.45125.1 /TIER=Stack /STK=51 /UG=Mm.45125 /LL=67472 /UG_GENE=130000
MOE430_2_1451539_at 15.3 17.9 A A 0.24 0.14 -0.1 NC 0.31 gb:BC015459.1 /DB_XREF=gi:15930030 /FEA=FLmRNA /CNT=83 /TID=Mm.18814.1 /TIER=FL+Stack /STK=10 /UG=Mm.18814 /LL=66898 /UG_GENE=1300
MOE430_2_1451541_at 292.4 270.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019781.1 /DB_XREF=gi:18043155 /FEA=FLmRNA /CNT=41 /TID=Mm.98228.1 /TIER=FL+Stack /STK=10 /UG=Mm.98228 /LL=66821 /UG_GENE=Bcs
MOE430_2_1451571_s_ 132.9 115.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC010442.1 /DB_XREF=gi:14714608 /FEA=FLmRNA /CNT=41 /TID=Mm.219628.1 /TIER=FL+Stack /STK=8 /UG=Mm.219628 /DEF=Mus musculus, Simil
MOE430_2_1451600_s_ 0.5 0.8 A A 0.88 0.94 -0.1 NC 0.29 gb:BC019147.1 /DB_XREF=gi:17512360 /FEA=FLmRNA /CNT=31 /TID=Mm.207084.1 /TIER=FL /STK=5 /UG=Mm.207084 /DEF=Mus musculus, clone MGC:
MOE430_2_1451625_a_ 167.2 170.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC019967.1 /DB_XREF=gi:18043379 /FEA=FLmRNA /CNT=26 /TID=Mm.24596.1 /TIER=FL /STK=4 /UG=Mm.24596 /LL=69379 /UG_GENE=1700013L23
MOE430_2_1451629_at 30.5 26.2 A A 0.17 0.14 -0.1 NC 0.27 gb:BC026827.1 /DB_XREF=gi:20072421 /FEA=FLmRNA /CNT=21 /TID=Mm.180813.1 /TIER=FL /STK=4 /UG=Mm.180813 /LL=77889 /UG_GENE=Lbh-pend
MOE430_2_1451634_at 84.3 93.1 P P 0.000732 0.001953 -0.1 NC 0.5 gb:BC009123.1 /DB_XREF=gi:14318649 /FEA=FLmRNA /CNT=9 /TID=Mm.45400.1 /TIER=FL /STK=4 /UG=Mm.45400 /LL=72704 /UG_GENE=2810051F02R
MOE430_2_1451679_at 45.3 37.4 P P 0.005859 0.01 -0.1 NC 0.86 gb:BC016270.1 /DB_XREF=gi:16740808 /FEA=FLmRNA /CNT=36 /TID=Mm.40004.1 /TIER=FL /STK=2 /UG=Mm.40004 /LL=76219 /UG_GENE=6530401D17
MOE430_2_1451714_a_ 1030.3 992.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI481780 /DB_XREF=gi:4375006 /DB_XREF=vf97g12.x1 /CLONE=IMAGE:851782 /FEA=FLmRNA /CNT=295 /TID=Mm.18494.1 /TIER=Stack /STK=15 /U
MOE430_2_1451727_at 174.8 167.4 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BM241500 /DB_XREF=gi:17876770 /DB_XREF=K0617G03-3 /CLONE=K0617G03 /FEA=FLmRNA /CNT=179 /TID=Mm.28200.1 /TIER=Stack /STK=44 /U
MOE430_2_1451735_at 170.9 187.1 P P 0.001953 0.001953 -0.1 NC 0.78 gb:BG695431 /DB_XREF=gi:13955340 /DB_XREF=NISC_iv17c12.w2 /CLONE=IMAGE:4318078 /FEA=FLmRNA /CNT=50 /TID=Mm.87720.1 /TIER=ConsEnd /
MOE430_2_1451761_at 1.3 1.4 A A 0.87 0.88 -0.1 NC 0.5 gb:M36654.1 /DB_XREF=gi:193943 /FEA=FLmRNA /CNT=22 /TID=Mm.3546.1 /TIER=FL /STK=1 /UG=Mm.3546 /LL=15412 /UG_GENE=Hoxb4 /UG_TITLE=
MOE430_2_1451765_a_ 49.2 57.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF136571.1 /DB_XREF=gi:15076824 /FEA=FLmRNA /CNT=14 /TID=Mm.10211.2 /TIER=FL /STK=1 /UG=Mm.10211 /LL=12499 /UG_GENE=Entpd5 /DEF
MOE430_2_1451803_a_ 477.3 450.1 P P 0.000732 0.001221 -0.1 NC 0.91 gb:U48800.1 /DB_XREF=gi:1234824 /GEN=VEGF-B /FEA=FLmRNA /CNT=7 /TID=Mm.15607.2 /TIER=FL /STK=1 /UG=Mm.15607 /LL=22340 /DEF=Mus m
MOE430_2_1451804_a_ 138 143.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC012229.1 /DB_XREF=gi:15636663 /FEA=FLmRNA /CNT=19 /TID=Mm.29364.1 /TIER=FL /STK=1 /UG=Mm.29364 /LL=68732 /UG_GENE=1110037D04
MOE430_2_1451836_at 3.1 2.4 A A 0.56 0.43 -0.1 NC 0.28 gb:BC022651.1 /DB_XREF=gi:18490577 /FEA=FLmRNA /CNT=6 /TID=Mm.215166.1 /TIER=FL /STK=1 /UG=Mm.215166 /DEF=Mus musculus, clone MGC:3
MOE430_2_1451876_a_ 22 20 P A 0.04 0.12 -0.1 NC 0.5 gb:AF075436.1 /DB_XREF=gi:3695093 /FEA=FLmRNA /CNT=2 /TID=Mm.20894.2 /TIER=FL /STK=1 /UG=Mm.20894 /LL=22061 /UG_GENE=Trp63 /DEF=M
MOE430_2_1451877_at 1.2 1.6 A A 0.8 0.78 -0.1 NC 0.3 gb:AF016630.1 /DB_XREF=gi:2739474 /GEN=Ta /FEA=FLmRNA /CNT=2 /TID=Mm.6258.2 /TIER=FL /STK=1 /UG=Mm.6258 /LL=13607 /DEF=Mus musculu
MOE430_2_1451878_a_ 0.8 0.5 A A 0.69 0.95 -0.1 NC 0.53 gb:BC020052.1 /DB_XREF=gi:18044854 /FEA=FLmRNA /CNT=2 /TID=Mm.86772.2 /TIER=FL /STK=1 /UG=Mm.86772 /LL=57748 /UG_GENE=Jmy-pending 
MOE430_2_1451899_a_ 446.4 396.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF343349.1 /DB_XREF=gi:19908485 /FEA=FLmRNA /CNT=1 /TID=Mm.32950.5 /TIER=FL /STK=1 /UG=Mm.32950 /LL=57080 /UG_GENE=Gtf2ird1 /DEF
MOE430_2_1451918_a_ 258.7 245.7 P P 0.00293 0.00415 -0.1 NC 0.5 gb:BC023059.1 /DB_XREF=gi:18605814 /FEA=FLmRNA /CNT=1 /TID=Mm.41892.2 /TIER=FL /STK=1 /UG=Mm.41892 /LL=67774 /UG_GENE=5830457J20R
MOE430_2_1451948_at 1.5 1 A A 0.75 0.82 -0.1 NC 0.24 gb:U48716.1 /DB_XREF=gi:2289025 /FEA=FLmRNA /CNT=1 /TID=Mm.220154.1 /TIER=FL /STK=1 /UG=Mm.220154 /DEF=Mus musculus anti-HIV-1 revers
MOE430_2_1451984_at 666.8 631 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021506.1 /DB_XREF=gi:18204831 /FEA=FLmRNA /CNT=136 /TID=Mm.218240.1 /TIER=FL+Stack /STK=33 /UG=Mm.218240 /DEF=Mus musculus, Sim
MOE430_2_1451993_at 191 202.1 P P 0.000244 0.000732 -0.1 NC 0.82 gb:BI730405 /DB_XREF=gi:15707418 /DB_XREF=603350717F1 /CLONE=IMAGE:5358220 /FEA=FLmRNA /CNT=58 /TID=Mm.103542.1 /TIER=ConsEnd /ST
MOE430_2_1451996_at 66.5 47.8 P P 0.00415 0.008057 -0.1 NC 0.5 gb:AF353993.1 /DB_XREF=gi:13625464 /GEN=Bbp /FEA=FLmRNA /CNT=71 /TID=Mm.24143.1 /TIER=ConsEnd /STK=0 /UG=Mm.24143 /LL=94043 /DEF=
MOE430_2_1452016_at 51.5 46.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC026209.1 /DB_XREF=gi:20073038 /FEA=FLmRNA /CNT=26 /TID=Mm.19844.1 /TIER=FL+Stack /STK=8 /UG=Mm.19844 /LL=11690 /UG_GENE=Alox5
MOE430_2_1452031_at 426.6 367.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM220359 /DB_XREF=gi:17780417 /DB_XREF=C0939E10-3 /CLONE=C0939E10 /FEA=FLmRNA /CNT=474 /TID=Mm.33356.1 /TIER=Stack /STK=145 /
MOE430_2_1452038_at 901.1 933.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI463215 /DB_XREF=gi:4317245 /DB_XREF=vw60h11.x1 /CLONE=IMAGE:1248261 /FEA=FLmRNA /CNT=379 /TID=Mm.19142.1 /TIER=Stack /STK=76 /
MOE430_2_1452043_at 679.1 641.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK020401.1 /DB_XREF=gi:12860976 /FEA=FLmRNA /CNT=133 /TID=Mm.19031.1 /TIER=Stack /STK=55 /UG=Mm.19031 /LL=66374 /UG_GENE=231001
MOE430_2_1452044_at 879.4 768.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG796960 /DB_XREF=gi:14132530 /DB_XREF=UTSW_SM7C2 /CLONE=UTSW_SM7C2 /FEA=FLmRNA /CNT=102 /TID=Mm.27665.1 /TIER=Stack /STK=
MOE430_2_1452046_a_ 1001.8 960.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG071790 /DB_XREF=gi:12554370 /DB_XREF=H3103D01-3 /CLONE=H3103D01 /FEA=FLmRNA /CNT=349 /TID=Mm.7793.4 /TIER=Stack /STK=39 /UG



MOE430_2_1452049_at 738.5 697.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003907.1 /DB_XREF=gi:13278120 /FEA=FLmRNA /CNT=143 /TID=Mm.218533.1 /TIER=ConsEnd /STK=0 /UG=Mm.218533 /LL=66229 /UG_GENE=15
MOE430_2_1452050_at 49.6 62 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG071931 /DB_XREF=gi:12554500 /DB_XREF=H3104G10-3 /CLONE=H3104G10 /FEA=FLmRNA /CNT=101 /TID=Mm.26888.1 /TIER=Stack /STK=37 /U
MOE430_2_1452057_at 291.1 253.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG801851 /DB_XREF=gi:17948732 /DB_XREF=0121-76 /FEA=FLmRNA /CNT=203 /TID=Mm.28521.1 /TIER=Stack /STK=10 /UG=Mm.28521 /UG_TITLE
MOE430_2_1452063_at 200.8 174.6 P P 0.000244 0.000244 -0.1 NC 0.55 gb:AK010736.1 /DB_XREF=gi:12846392 /FEA=FLmRNA /CNT=40 /TID=Mm.88427.1 /TIER=Stack /STK=25 /UG=Mm.88427 /LL=73680 /UG_GENE=2410081
MOE430_2_1452066_a_ 468.5 405.8 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BE200196 /DB_XREF=gi:8712365 /DB_XREF=ug60d02.x1 /CLONE=IMAGE:1546755 /FEA=FLmRNA /CNT=187 /TID=Mm.28029.1 /TIER=Stack /STK=22 
MOE430_2_1452074_at 15.4 11.9 P P 0.01 0.00293 -0.1 NC 0.5 gb:AV225967 /DB_XREF=gi:16385278 /DB_XREF=AV225967 /CLONE=3830432L05 /FEA=FLmRNA /CNT=139 /TID=Mm.34049.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1452085_at 310.1 292.2 P P 0.001221 0.00415 -0.1 NC 0.57 gb:BE134386 /DB_XREF=gi:8596886 /DB_XREF=ug10b04.x1 /CLONE=IMAGE:1531183 /FEA=FLmRNA /CNT=77 /TID=Mm.178424.2 /TIER=Stack /STK=14 
MOE430_2_1452087_at 7.1 5.6 A A 0.24 0.42 -0.1 NC 0.7 gb:BF020640 /DB_XREF=gi:10751972 /DB_XREF=ux22e04.x1 /CLONE=IMAGE:3472254 /FEA=FLmRNA /CNT=69 /TID=Mm.68134.1 /TIER=Stack /STK=13 
MOE430_2_1452101_at 359.6 346.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB215260 /DB_XREF=gi:16353030 /DB_XREF=BB215260 /CLONE=A530025O09 /FEA=FLmRNA /CNT=170 /TID=Mm.22876.1 /TIER=Stack /STK=25 /U
MOE430_2_1452112_a_ 112 97.7 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV047974 /DB_XREF=gi:4867639 /DB_XREF=AV047974 /CLONE=1700072D01 /FEA=FLmRNA /CNT=111 /TID=Mm.45465.1 /TIER=Stack /STK=14 /UG
MOE430_2_1452120_at 216.7 194 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV277760 /DB_XREF=gi:15405681 /DB_XREF=AV277760 /CLONE=4932700F11 /FEA=FLmRNA /CNT=269 /TID=Mm.202745.1 /TIER=Stack /STK=11 /U
MOE430_2_1452134_at 217.8 206 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB398778 /DB_XREF=gi:16412402 /DB_XREF=BB398778 /CLONE=C330011D11 /FEA=FLmRNA /CNT=158 /TID=Mm.32126.1 /TIER=Stack /STK=8 /UG
MOE430_2_1452146_a_ 101.9 102.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC021498.1 /DB_XREF=gi:18204495 /FEA=mRNA /CNT=137 /TID=Mm.213007.2 /TIER=Stack /STK=111 /UG=Mm.213007 /DEF=Mus musculus, Similar 
MOE430_2_1452147_at 1029.1 946.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM118985 /DB_XREF=gi:17087011 /DB_XREF=L0919A04-3 /CLONE=L0919A04 /FEA=mRNA /CNT=215 /TID=Mm.173119.1 /TIER=Stack /STK=110 /U
MOE430_2_1452159_at 309.2 326.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AJ310638.1 /DB_XREF=gi:18073662 /GEN=APMAP /FEA=mRNA /CNT=146 /TID=Mm.26599.1 /TIER=Stack /STK=93 /UG=Mm.26599 /LL=71881 /DEF=
MOE430_2_1452173_at 871.3 728.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW107842 /DB_XREF=gi:6078642 /DB_XREF=um23g01.x1 /CLONE=IMAGE:2225424 /FEA=mRNA /CNT=208 /TID=Mm.200497.1 /TIER=Stack /STK=79 /
MOE430_2_1452174_at 480.3 419.5 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BM123132 /DB_XREF=gi:17106900 /DB_XREF=L0520A06-3 /CLONE=L0520A06 /FEA=mRNA /CNT=241 /TID=Mm.38016.1 /TIER=Stack /STK=79 /UG=
MOE430_2_1452175_at 182.1 176.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB027373 /DB_XREF=gi:16258016 /DB_XREF=BB027373 /CLONE=5330437G14 /FEA=mRNA /CNT=173 /TID=Mm.39704.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1452186_at 1022.9 1012.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI647565 /DB_XREF=gi:4726243 /DB_XREF=uk41c05.x1 /CLONE=IMAGE:1971560 /FEA=mRNA /CNT=151 /TID=Mm.46706.1 /TIER=Stack /STK=72 /UG
MOE430_2_1452192_at 656.2 613.8 P P 0.000244 0.000244 -0.1 NC 0.65 gb:BM502329 /DB_XREF=gi:18663221 /DB_XREF=ii36g06.x1 /CLONE=IMAGE:5943755 /FEA=mRNA /CNT=86 /TID=Mm.22496.1 /TIER=Stack /STK=70 /UG
MOE430_2_1452209_at 899.4 812.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV286396 /DB_XREF=gi:16392008 /DB_XREF=AV286396 /CLONE=5031422I09 /FEA=mRNA /CNT=87 /TID=Mm.153748.1 /TIER=Stack /STK=55 /UG=M
MOE430_2_1452218_at 52.3 44.9 P P 0.01 0.00415 -0.1 NC 0.5 gb:BB834097 /DB_XREF=gi:17012340 /DB_XREF=BB834097 /CLONE=G930029B18 /FEA=mRNA /CNT=127 /TID=Mm.27785.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1452225_at 276.6 215.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC016267.1 /DB_XREF=gi:16740800 /FEA=mRNA /CNT=78 /TID=Mm.28810.1 /TIER=Stack /STK=42 /UG=Mm.28810 /UG_TITLE=Mus musculus, clone I
MOE430_2_1452237_at 262.2 204.3 P P 0.000732 0.000244 -0.1 NC 0.69 gb:BG071632 /DB_XREF=gi:12554201 /DB_XREF=H3101D04-3 /CLONE=H3101D04 /FEA=mRNA /CNT=170 /TID=Mm.6461.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1452245_at 0.6 0.2 A A 0.9 0.96 -0.1 NC 0.86 gb:BB627486 /DB_XREF=gi:16465145 /DB_XREF=BB627486 /CLONE=9430099M15 /FEA=mRNA /CNT=53 /TID=Mm.103793.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452254_at 277.7 230.5 P P 0.000244 0.000244 -0.1 NC 0.65 gb:BB292990 /DB_XREF=gi:16401630 /DB_XREF=BB292990 /CLONE=B130015P11 /FEA=mRNA /CNT=64 /TID=Mm.20844.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1452316_at 117.5 134.1 P P 0.000244 0.001953 -0.1 NC 0.5 gb:AK003874.1 /DB_XREF=gi:12834807 /FEA=mRNA /CNT=45 /TID=Mm.21284.1 /TIER=Stack /STK=15 /UG=Mm.21284 /LL=71793 /UG_GENE=1110020M
MOE430_2_1452341_at 1009.5 907.4 P P 0.000244 0.000244 -0.1 NC 0.68 gb:BI111416 /DB_XREF=gi:14562317 /DB_XREF=602899121F1 /CLONE=IMAGE:5028965 /FEA=mRNA /CNT=275 /TID=Mm.24452.1 /TIER=Stack /STK=11 
MOE430_2_1452386_at 2.3 2.4 A A 0.78 0.85 -0.1 NC 0.5 gb:X97581.1 /DB_XREF=gi:1296844 /GEN=msa1 /FEA=mRNA /CNT=13 /TID=Mm.5089.1 /TIER=Stack /STK=11 /UG=Mm.5089 /LL=20689 /DEF=M.muscul
MOE430_2_1452396_at 46 68.5 P P 0.001221 0.00415 -0.1 NC 0.5 gb:BF226494 /DB_XREF=gi:11134251 /DB_XREF=uz51g06.x1 /CLONE=IMAGE:3672634 /FEA=mRNA /CNT=51 /TID=Mm.29397.1 /TIER=Stack /STK=8 /UG
MOE430_2_1452438_s_ 101.1 90.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE632382 /DB_XREF=gi:9915070 /DB_XREF=uv55d11.y1 /CLONE=IMAGE:3411093 /FEA=mRNA /CNT=32 /TID=Mm.153480.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1452447_at 12.4 10 P A 0.04 0.24 -0.1 NC 0.5 gb:BI151889 /DB_XREF=gi:14611890 /DB_XREF=602916390F1 /CLONE=IMAGE:5066830 /FEA=mRNA /CNT=19 /TID=Mm.101095.1 /TIER=ConsEnd /STK=
MOE430_2_1452493_s_ 5.5 7 A A 0.33 0.72 -0.1 NC 0.63 gb:X13721.1 /DB_XREF=gi:51391 /FEA=mRNA /CNT=3 /TID=Mm.196037.1 /TIER=ConsEnd /STK=0 /UG=Mm.196037 /LL=15416 /UG_GENE=Hoxb8 /UG_T
MOE430_2_1452508_x_ 57.6 44.3 P P 0.001953 0.03 -0.1 NC 0.96 gb:BC021465.1 /DB_XREF=gi:18204144 /FEA=mRNA /CNT=2 /TID=Mm.216438.1 /TIER=ConsEnd /STK=0 /UG=Mm.216438 /DEF=Mus musculus, clone IMA
MOE430_2_1452521_a_ 38.9 38.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:X62701.1 /DB_XREF=gi:53277 /FEA=mRNA /CNT=1 /TID=Mm.1359.3 /TIER=ConsEnd /STK=0 /UG=Mm.1359 /LL=18793 /UG_GENE=Plaur /DEF=M.mus
MOE430_2_1452540_a_ 2986.3 2619.1 P P 0.000244 0.000244 -0.1 NC 0.6 gb:M25487.1 /DB_XREF=gi:556309 /GEN=His2b /FEA=mRNA /CNT=1 /TID=Mm.21579.3 /TIER=ConsEnd /STK=0 /UG=Mm.21579 /LL=68024 /UG_TITLE=H
MOE430_2_1452583_s_ 148.8 148.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV307219 /DB_XREF=gi:16393906 /DB_XREF=AV307219 /CLONE=5730551E17 /FEA=mRNA /CNT=116 /TID=Mm.29098.1 /TIER=Stack /STK=55 /UG=
MOE430_2_1452600_at 170.8 145.9 P P 0.000244 0.000244 -0.1 NC 0.58 gb:AV280284 /DB_XREF=gi:16391396 /DB_XREF=AV280284 /CLONE=4933413G21 /FEA=mRNA /CNT=40 /TID=Mm.220886.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1452603_at 480.7 424.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BQ031101 /DB_XREF=gi:19766380 /DB_XREF=UI-1-CF0-alz-d-01-0-UI.s1 /CLONE=UI-1-CF0-alz-d-01-0-UI /FEA=mRNA /CNT=51 /TID=Mm.21978.1
MOE430_2_1452610_at 23.4 17.9 P P 0.01 0.01 -0.1 NC 0.5 gb:AK009842.1 /DB_XREF=gi:12844886 /FEA=mRNA /CNT=18 /TID=Mm.26782.2 /TIER=Stack /STK=14 /UG=Mm.26782 /LL=67235 /UG_GENE=Zfp99 /UG
MOE430_2_1452628_at 419 397 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK005534.1 /DB_XREF=gi:12838156 /FEA=mRNA /CNT=74 /TID=Mm.44239.1 /TIER=Stack /STK=23 /UG=Mm.44239 /LL=70369 /UG_GENE=Bag5 /UG_
MOE430_2_1452648_at 1851.6 1608.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK010925.1 /DB_XREF=gi:12846701 /FEA=mRNA /CNT=300 /TID=Mm.28689.1 /TIER=Stack /STK=177 /UG=Mm.28689 /LL=21376 /UG_GENE=Tbrg1 /U
MOE430_2_1452649_at 3924.3 3518.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK003859.1 /DB_XREF=gi:12834782 /FEA=mRNA /CNT=305 /TID=Mm.220966.2 /TIER=Stack /STK=161 /UG=Mm.220966 /LL=68585 /UG_GENE=Rtn4 /
MOE430_2_1452674_a_ 2177 2222 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI904160 /DB_XREF=gi:16166350 /DB_XREF=603166778F1 /CLONE=IMAGE:5254818 /FEA=mRNA /CNT=188 /TID=Mm.29714.2 /TIER=Stack /STK=99 
MOE430_2_1452675_at 631.5 613 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB758922 /DB_XREF=gi:16190299 /DB_XREF=BB758922 /CLONE=G270104J11 /FEA=mRNA /CNT=189 /TID=Mm.182246.1 /TIER=Stack /STK=97 /UG
MOE430_2_1452686_s_ 722.3 708.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017503.1 /DB_XREF=gi:12856770 /FEA=mRNA /CNT=140 /TID=Mm.25581.1 /TIER=Stack /STK=85 /UG=Mm.25581 /LL=66623 /UG_GENE=5730406H
MOE430_2_1452697_at 223.9 209.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK016213.1 /DB_XREF=gi:12854856 /FEA=mRNA /CNT=102 /TID=Mm.10223.1 /TIER=Stack /STK=76 /UG=Mm.10223 /LL=67655 /UG_GENE=4930563P
MOE430_2_1452700_s_ 233.7 218.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK003597.1 /DB_XREF=gi:12834362 /FEA=mRNA /CNT=94 /TID=Mm.17872.1 /TIER=Stack /STK=75 /UG=Mm.17872 /LL=74773 /UG_GENE=1110008P0
MOE430_2_1452701_x_ 7625.4 7381.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF237074 /DB_XREF=gi:11150991 /DB_XREF=602027417F1 /CLONE=IMAGE:4162469 /FEA=mRNA /CNT=176 /TID=Mm.43005.2 /TIER=Stack /STK=74
MOE430_2_1452711_at 34.3 30.6 A A 0.09 0.12 -0.1 NC 0.86 gb:BE948928 /DB_XREF=gi:10526682 /DB_XREF=UI-M-BH3-avz-b-07-0-UI.s1 /CLONE=UI-M-BH3-avz-b-07-0-UI /FEA=mRNA /CNT=102 /TID=Mm.263
MOE430_2_1452745_at 383.8 378 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK007766.1 /DB_XREF=gi:12841521 /FEA=mRNA /CNT=81 /TID=Mm.31995.1 /TIER=Stack /STK=51 /UG=Mm.31995 /LL=76510 /UG_GENE=1810044A2
MOE430_2_1452746_at 190.9 207.6 P P 0.000244 0.000244 -0.1 NC 0.53 gb:AK003623.1 /DB_XREF=gi:12834400 /FEA=mRNA /CNT=156 /TID=Mm.41331.1 /TIER=Stack /STK=51 /UG=Mm.41331 /LL=74772 /UG_GENE=1110012E
MOE430_2_1452748_at 48.6 45.3 P P 0.00415 0.00415 -0.1 NC 0.5 gb:AW537713 /DB_XREF=gi:7180226 /DB_XREF=G0120G02-3 /CLONE=G0120G02 /FEA=mRNA /CNT=59 /TID=Mm.19082.1 /TIER=Stack /STK=51 /UG=M
MOE430_2_1452756_at 219.8 286.6 P P 0.000732 0.001221 -0.1 NC 0.68 gb:C77903 /DB_XREF=gi:2518233 /DB_XREF=C77903 /CLONE=J0039E02 /FEA=mRNA /CNT=120 /TID=Mm.27388.1 /TIER=Stack /STK=48 /UG=Mm.2738
MOE430_2_1452758_s_ 3777.3 3608.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU015377 /DB_XREF=gi:3370168 /DB_XREF=AU015377 /CLONE=J0711C01 /FEA=mRNA /CNT=157 /TID=Mm.183021.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1452767_at 1388.1 1333.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK019964.1 /DB_XREF=gi:12860387 /FEA=mRNA /CNT=143 /TID=Mm.13705.11 /TIER=Stack /STK=46 /UG=Mm.13705 /LL=81910 /UG_GENE=Rrbp1 /
MOE430_2_1452773_at 1008.6 1009.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017729.1 /DB_XREF=gi:12857120 /FEA=mRNA /CNT=87 /TID=Mm.30116.1 /TIER=Stack /STK=45 /UG=Mm.30116 /LL=70612 /UG_GENE=5730494N0
MOE430_2_1452784_at 1700.9 1689.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK003416.1 /DB_XREF=gi:12834075 /FEA=mRNA /CNT=97 /TID=Mm.227.1 /TIER=Stack /STK=41 /UG=Mm.227 /LL=76298 /UG_GENE=1110004F14Rik
MOE430_2_1452788_at 122.5 112.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB535888 /DB_XREF=gi:16446599 /DB_XREF=BB535888 /CLONE=E030046H04 /FEA=mRNA /CNT=272 /TID=Mm.46613.1 /TIER=Stack /STK=127 /UG
MOE430_2_1452812_at 193.1 187.7 P P 0.001953 0.00293 -0.1 NC 0.88 gb:AA987131 /DB_XREF=gi:3167894 /DB_XREF=uc80f07.x1 /CLONE=IMAGE:1431973 /FEA=mRNA /CNT=95 /TID=Mm.29638.1 /TIER=Stack /STK=14 /UG
MOE430_2_1452844_at 254.3 197.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009674.1 /DB_XREF=gi:12844613 /FEA=mRNA /CNT=57 /TID=Mm.28825.1 /TIER=Stack /STK=31 /UG=Mm.28825 /LL=66955 /UG_GENE=2310038G1
MOE430_2_1452860_at 613.9 529.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK004419.1 /DB_XREF=gi:12835596 /FEA=mRNA /CNT=59 /TID=Mm.30104.1 /TIER=Stack /STK=27 /UG=Mm.30104 /LL=50758 /UG_GENE=Fbxo13 /U
MOE430_2_1452910_at 19.9 22.3 P P 0.01 0.01 -0.1 NC 0.5 gb:AK018370.1 /DB_XREF=gi:12858040 /FEA=mRNA /CNT=37 /TID=Mm.41160.1 /TIER=Stack /STK=22 /UG=Mm.41160 /LL=71458 /UG_GENE=8430401K0
MOE430_2_1452916_at 220.6 224.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK011392.1 /DB_XREF=gi:12847485 /FEA=mRNA /CNT=49 /TID=Mm.142612.1 /TIER=Stack /STK=21 /UG=Mm.142612 /LL=75410 /UG_GENE=2610014
MOE430_2_1452921_at 156.1 134.9 P P 0.000244 0.000244 -0.1 NC 0.54 gb:AK006992.1 /DB_XREF=gi:12840328 /FEA=mRNA /CNT=39 /TID=Mm.210436.1 /TIER=Stack /STK=20 /UG=Mm.210436 /LL=73535 /UG_GENE=1700084
MOE430_2_1452927_x_ 3470.4 3147.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW537828 /DB_XREF=gi:7180200 /DB_XREF=G0120D07-3 /CLONE=G0120D07 /FEA=mRNA /CNT=76 /TID=Mm.4222.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1452928_at 18.5 19.5 A A 0.24 0.3 -0.1 NC 0.5 gb:AK008928.1 /DB_XREF=gi:12843411 /FEA=mRNA /CNT=51 /TID=Mm.58065.1 /TIER=Stack /STK=19 /UG=Mm.58065 /LL=66610 /UG_GENE=2210414K0
MOE430_2_1452936_at 0.4 0.5 A A 0.66 0.72 -0.1 NC 0.54 gb:AV341285 /DB_XREF=gi:15406554 /DB_XREF=AV341285 /CLONE=6430520G02 /FEA=mRNA /CNT=21 /TID=Mm.41615.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1452940_x_ 19.5 21 P P 0.001953 0.01 -0.1 NC 0.96 gb:AI595920 /DB_XREF=gi:4604968 /DB_XREF=uk20b09.x1 /CLONE=IMAGE:1969529 /FEA=mRNA /CNT=63 /TID=Mm.38610.2 /TIER=Stack /STK=9 /UG=
MOE430_2_1452971_at 326.4 298.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK011127.1 /DB_XREF=gi:12847052 /FEA=mRNA /CNT=43 /TID=Mm.44858.1 /TIER=Stack /STK=16 /UG=Mm.44858 /LL=67031 /UG_GENE=2600001C0
MOE430_2_1452981_at 7.2 4.5 A A 0.33 0.46 -0.1 NC 0.49 gb:AK004399.1 /DB_XREF=gi:12835567 /GEN=Cntn1 /FEA=mRNA /CNT=104 /TID=Mm.4911.2 /TIER=Stack /STK=15 /UG=Mm.4911 /LL=12805 /UG_TITLE
MOE430_2_1452982_at 412.7 400.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB446952 /DB_XREF=gi:9289564 /DB_XREF=BB446952 /CLONE=D030058C01 /FEA=mRNA /CNT=150 /TID=Mm.12130.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1453077_a_ 90.9 74 P P 0.001953 0.001221 -0.1 NC 0.5 gb:AK016168.1 /DB_XREF=gi:12854797 /FEA=mRNA /CNT=12 /TID=Mm.89110.2 /TIER=Stack /STK=8 /UG=Mm.89110 /LL=77634 /UG_GENE=5031401C21
MOE430_2_1453081_at 207.4 205.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AA204410 /DB_XREF=gi:1800541 /DB_XREF=mu28d12.r1 /CLONE=IMAGE:640727 /FEA=mRNA /CNT=13 /TID=Mm.218553.1 /TIER=Stack /STK=8 /UG
MOE430_2_1453095_at 1059.4 1041.3 P P 0.000244 0.000244 -0.1 NC 0.54 gb:BF465974 /DB_XREF=gi:11535157 /DB_XREF=UI-M-CG0p-bqs-a-11-0-UI.s1 /CLONE=UI-M-CG0p-bqs-a-11-0-UI /FEA=mRNA /CNT=253 /TID=Mm.2
MOE430_2_1453096_x_ 4336.8 4310.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV111459 /DB_XREF=gi:5265539 /DB_XREF=AV111459 /CLONE=2610002B15 /FEA=mRNA /CNT=68 /TID=Mm.28985.2 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1453139_at 27 15.9 P P 0.005859 0.01 -0.1 NC 0.45 gb:AK018117.1 /DB_XREF=gi:12857687 /FEA=mRNA /CNT=44 /TID=Mm.36507.1 /TIER=Stack /STK=22 /UG=Mm.36507 /LL=67993 /UG_GENE=0610016O1
MOE430_2_1453172_at 126.7 114 P P 0.001953 0.00415 -0.1 NC 0.5 gb:BE533039 /DB_XREF=gi:9761684 /DB_XREF=601235078F1 /CLONE=IMAGE:3598986 /FEA=mRNA /CNT=45 /TID=Mm.46007.1 /TIER=Stack /STK=17 /
MOE430_2_1453175_at 151.2 117.8 P P 0.000732 0.000732 -0.1 NC 0.79 gb:AK013374.1 /DB_XREF=gi:12850692 /FEA=mRNA /CNT=29 /TID=Mm.41880.1 /TIER=Stack /STK=17 /UG=Mm.41880 /LL=72788 /UG_GENE=2810462M0
MOE430_2_1453179_at 18.8 16.6 P P 0.01 0.005859 -0.1 NC 0.57 gb:BE573407 /DB_XREF=gi:9817127 /DB_XREF=601333073F2 /CLONE=IMAGE:3710490 /FEA=mRNA /CNT=32 /TID=Mm.195617.1 /TIER=ConsEnd /STK=0
MOE430_2_1453200_at 174 180.8 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AK013909.1 /DB_XREF=gi:12851461 /FEA=mRNA /CNT=30 /TID=Mm.4736.2 /TIER=Stack /STK=14 /UG=Mm.4736 /LL=19377 /UG_GENE=Rai1 /UG_TIT
MOE430_2_1453207_at 1186.8 1115 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE865033 /DB_XREF=gi:10386672 /DB_XREF=UI-M-BH1-amu-c-09-0-UI.r1 /CLONE=UI-M-BH1-amu-c-09-0-UI /FEA=mRNA /CNT=45 /TID=Mm.414
MOE430_2_1453212_at 167.4 149.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB705379 /DB_XREF=gi:16054214 /DB_XREF=BB705379 /CLONE=7420476N06 /FEA=mRNA /CNT=17 /TID=Mm.181344.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1453220_at 0.2 0.6 A A 0.9 0.8 -0.1 NC 0.08 gb:BB138760 /DB_XREF=gi:8793697 /DB_XREF=BB138760 /CLONE=9830162B01 /FEA=mRNA /CNT=70 /TID=Mm.31626.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1453225_at 0.6 0.8 A A 0.78 0.66 -0.1 NC 0.5 gb:AV243621 /DB_XREF=gi:15405227 /DB_XREF=AV243621 /CLONE=4831422J22 /FEA=mRNA /CNT=23 /TID=Mm.52392.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453238_s_ 45 29.8 P P 0.01 0.000732 -0.1 NC 0.5 gb:AU018141 /DB_XREF=gi:3373631 /DB_XREF=AU018141 /CLONE=J0749C09 /FEA=mRNA /CNT=55 /TID=Mm.196616.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1453272_at 0.9 1.5 A A 0.96 0.85 -0.1 NC 0.31 gb:AK006190.1 /DB_XREF=gi:12839153 /FEA=mRNA /CNT=12 /TID=Mm.67211.1 /TIER=Stack /STK=9 /UG=Mm.67211 /LL=67741 /UG_GENE=4930579F01
MOE430_2_1453277_at 12.4 10 A A 0.14 0.12 -0.1 NC 0.49 gb:BB258239 /DB_XREF=gi:8951072 /DB_XREF=BB258239 /CLONE=A730083J12 /FEA=mRNA /CNT=14 /TID=Mm.149413.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1453283_at 328.3 315.3 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AI549850 /DB_XREF=gi:4482213 /DB_XREF=vw93f12.x1 /CLONE=IMAGE:1262543 /FEA=mRNA /CNT=90 /TID=Mm.2325.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1453285_at 24.5 23.1 P P 0.01 0.02 -0.1 NC 0.5 gb:AV014361 /DB_XREF=gi:4791353 /DB_XREF=AV014361 /CLONE=1110054F23 /FEA=mRNA /CNT=32 /TID=Mm.41476.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1453326_at 18.2 13.5 A A 0.36 0.33 -0.1 NC 0.33 gb:AK014341.1 /DB_XREF=gi:12852125 /FEA=mRNA /CNT=12 /TID=Mm.105353.1 /TIER=ConsEnd /STK=6 /UG=Mm.105353 /LL=75697 /UG_GENE=33000
MOE430_2_1453343_s_ 87.5 103 P P 0.001953 0.001953 -0.1 NC 0.7 gb:AK012664.1 /DB_XREF=gi:12849560 /FEA=mRNA /CNT=31 /TID=Mm.196329.2 /TIER=ConsEnd /STK=5 /UG=Mm.196329 /LL=69922 /UG_GENE=28100
MOE430_2_1453369_a_ 294.4 302.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AK007686.1 /DB_XREF=gi:12841389 /FEA=mRNA /CNT=13 /TID=Mm.41558.2 /TIER=ConsEnd /STK=4 /UG=Mm.41558 /LL=72018 /UG_GENE=1500005
MOE430_2_1453371_at 15.4 17.6 P P 0.01 0.01 -0.1 NC 0.5 gb:AK012860.1 /DB_XREF=gi:12849881 /FEA=mRNA /CNT=12 /TID=Mm.196275.1 /TIER=ConsEnd /STK=4 /UG=Mm.196275 /LL=75137 /UG_GENE=49305
MOE430_2_1453405_at 10.2 13.6 A M 0.12 0.05 -0.1 NC 0.39 gb:AK019180.1 /DB_XREF=gi:12859254 /FEA=mRNA /CNT=5 /TID=Mm.78985.1 /TIER=ConsEnd /STK=4 /UG=Mm.78985 /LL=78390 /UG_GENE=2610311B
MOE430_2_1453480_at 6.8 10.9 A A 0.19 0.24 -0.1 NC 0.6 gb:AI315206 /DB_XREF=gi:4030473 /DB_XREF=uj32g05.x1 /CLONE=IMAGE:1921688 /FEA=mRNA /CNT=9 /TID=Mm.35077.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453485_s_ 167.9 170.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK016897.1 /DB_XREF=gi:12855875 /FEA=mRNA /CNT=9 /TID=Mm.200744.1 /TIER=ConsEnd /STK=2 /UG=Mm.200744 /LL=71115 /UG_GENE=493342
MOE430_2_1453513_at 7 6 A A 0.09 0.17 -0.1 NC 0.04 gb:AK017534.1 /DB_XREF=gi:12856821 /FEA=mRNA /CNT=7 /TID=Mm.214516.1 /TIER=ConsEnd /STK=2 /UG=Mm.214516 /LL=67225 /UG_GENE=281044
MOE430_2_1453524_at 15.7 17.2 A A 0.08 0.14 -0.1 NC 0.4 gb:BB548904 /DB_XREF=gi:9620332 /DB_XREF=BB548904 /CLONE=E230012N23 /FEA=mRNA /CNT=5 /TID=Mm.158678.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1453559_a_ 82.4 59.2 P P 0.001953 0.001953 -0.1 NC 0.5 gb:AK005544.1 /DB_XREF=gi:12838174 /GEN=Sel1h /FEA=mRNA /CNT=3 /TID=Mm.14352.2 /TIER=ConsEnd /STK=2 /UG=Mm.14352 /LL=20338 /UG_TIT
MOE430_2_1453583_at 73.5 69.5 P P 0.000244 0.000244 -0.1 NC 0.63 gb:AI466222 /DB_XREF=gi:4320252 /DB_XREF=vv83f04.y1 /CLONE=IMAGE:1229023 /FEA=mRNA /CNT=12 /TID=Mm.99978.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1453618_at 2 1.8 A A 0.85 0.78 -0.1 NC 0.19 gb:AV281496 /DB_XREF=gi:6269533 /DB_XREF=AV281496 /CLONE=4933424N20 /FEA=mRNA /CNT=6 /TID=Mm.61241.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453623_a_ 225.4 213.1 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AK009733.1 /DB_XREF=gi:12844708 /FEA=mRNA /CNT=6 /TID=Mm.41064.2 /TIER=ConsEnd /STK=1 /UG=Mm.41064 /LL=19358 /UG_GENE=Rad23a /U
MOE430_2_1453633_a_ 17.2 14.8 A A 0.27 0.12 -0.1 NC 0.19 gb:AK015745.1 /DB_XREF=gi:12854193 /FEA=mRNA /CNT=6 /TID=Mm.179682.2 /TIER=ConsEnd /STK=1 /UG=Mm.179682 /LL=67588 /UG_GENE=Rnf41 /
MOE430_2_1453637_at 0.6 0.6 A A 0.9 0.94 -0.1 NC 0.62 gb:AK017289.1 /DB_XREF=gi:12856455 /FEA=mRNA /CNT=5 /TID=Mm.195949.1 /TIER=ConsEnd /STK=1 /UG=Mm.195949 /LL=71413 /UG_GENE=543041
MOE430_2_1453645_at 7.3 5.3 A A 0.16 0.39 -0.1 NC 0.36 gb:BB556191 /DB_XREF=gi:9642557 /DB_XREF=BB556191 /CLONE=E330022O19 /FEA=mRNA /CNT=4 /TID=Mm.127698.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453651_a_ 1135.4 1085.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV223468 /DB_XREF=gi:6172846 /DB_XREF=AV223468 /CLONE=3830411I18 /FEA=mRNA /CNT=4 /TID=Mm.2576.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1453656_a_ 14.2 8 P A 0.02 0.14 -0.1 NC 0.58 gb:AK017004.1 /DB_XREF=gi:12856042 /FEA=mRNA /CNT=6 /TID=Mm.108882.1 /TIER=ConsEnd /STK=1 /UG=Mm.108882 /LL=71265 /UG_GENE=493343
MOE430_2_1453667_at 0.6 0.6 A A 0.86 0.91 -0.1 NC 0.5 gb:AK006889.1 /DB_XREF=gi:12840181 /FEA=mRNA /CNT=4 /TID=Mm.212462.1 /TIER=ConsEnd /STK=1 /UG=Mm.212462 /LL=73410 /UG_GENE=170006
MOE430_2_1453679_at 0.3 0.8 A A 0.63 0.85 -0.1 NC 0.57 gb:AV268330 /DB_XREF=gi:6256367 /DB_XREF=AV268330 /CLONE=4930534J05 /FEA=mRNA /CNT=4 /TID=Mm.54267.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453689_at 78.2 72.3 P P 0.001953 0.000732 -0.1 NC 0.5 gb:AK013325.1 /DB_XREF=gi:12850618 /FEA=mRNA /CNT=4 /TID=Mm.27802.1 /TIER=ConsEnd /STK=1 /UG=Mm.27802 /LL=72775 /UG_GENE=2810451D
MOE430_2_1453704_at 22.6 16.5 A A 0.11 0.06 -0.1 NC 0.5 gb:AV151026 /DB_XREF=gi:5356232 /DB_XREF=AV151026 /CLONE=2900011P12 /FEA=mRNA /CNT=3 /TID=Mm.65021.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453723_x_ 7137.8 6654.7 P P 0.000244 0.000244 -0.1 NC 0.91 gb:AK003190.1 /DB_XREF=gi:12833701 /GEN=Ubb /FEA=mRNA /CNT=34 /TID=Mm.235.2 /TIER=ConsEnd /STK=0 /UG=Mm.235 /LL=22187 /UG_TITLE=ub
MOE430_2_1453729_a_ 7232.2 6698.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF578245 /DB_XREF=gi:11651957 /DB_XREF=602093072F1 /CLONE=IMAGE:4207720 /FEA=mRNA /CNT=25 /TID=Mm.10474.2 /TIER=ConsEnd /STK=0
MOE430_2_1453767_a_ 235.7 292.7 P P 0.000244 0.001953 -0.1 NC 0.5 gb:AK008226.1 /DB_XREF=gi:12842282 /FEA=mRNA /CNT=10 /TID=Mm.41761.2 /TIER=ConsEnd /STK=0 /UG=Mm.41761 /LL=103850 /UG_GENE=AI84693
MOE430_2_1453784_at 54.8 45.7 P P 0.000732 0.001221 -0.1 NC 0.5 gb:BC027439.1 /DB_XREF=gi:20072096 /FEA=mRNA /CNT=15 /TID=Mm.28965.4 /TIER=ConsEnd /STK=0 /UG=Mm.28965 /LL=67444 /UG_GENE=0710007
MOE430_2_1453787_at 30.6 29.9 P A 0.01 0.11 -0.1 NC 0.83 gb:AK015667.1 /DB_XREF=gi:12854084 /FEA=mRNA /CNT=12 /TID=Mm.156901.1 /TIER=ConsEnd /STK=0 /UG=Mm.156901 /LL=75035 /UG_GENE=49305
MOE430_2_1453794_at 11.9 8.8 A A 0.33 0.46 -0.1 NC 0.5 gb:BQ265161 /DB_XREF=gi:20490226 /DB_XREF=NISC_ff03h08.x1 /CLONE=IMAGE:2864894 /FEA=mRNA /CNT=7 /TID=Mm.159241.1 /TIER=ConsEnd /ST
MOE430_2_1453815_at 16 14.6 P M 0.008057 0.05 -0.1 NC 0.5 gb:AK011893.1 /DB_XREF=gi:12848297 /FEA=mRNA /CNT=5 /TID=Mm.26062.2 /TIER=ConsEnd /STK=0 /UG=Mm.26062 /LL=66442 /UG_GENE=2600017H
MOE430_2_1453847_at 16.8 16 A A 0.09 0.19 -0.1 NC 0.49 gb:BB311547 /DB_XREF=gi:16402714 /DB_XREF=BB311547 /CLONE=B230325O03 /FEA=mRNA /CNT=4 /TID=Mm.166668.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453862_at 2 1.8 A A 0.66 0.72 -0.1 NC 0.5 gb:AK015507.1 /DB_XREF=gi:12853879 /FEA=mRNA /CNT=4 /TID=Mm.158164.1 /TIER=ConsEnd /STK=0 /UG=Mm.158164 /LL=67640 /UG_GENE=493046
MOE430_2_1453865_a_ 329.3 296.5 P P 0.001953 0.001953 -0.1 NC 0.5 gb:AK010750.1 /DB_XREF=gi:12846413 /FEA=mRNA /CNT=3 /TID=Mm.142827.2 /TIER=ConsEnd /STK=0 /UG=Mm.142827 /LL=54644 /UG_GENE=DXImx4
MOE430_2_1453882_at 5.3 8 A A 0.39 0.43 -0.1 NC 0.5 gb:AK006591.1 /DB_XREF=gi:12839767 /FEA=mRNA /CNT=3 /TID=Mm.109666.1 /TIER=ConsEnd /STK=2 /UG=Mm.109666 /LL=73324 /UG_GENE=170003
MOE430_2_1453891_at 151.6 155 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK009381.1 /DB_XREF=gi:12844146 /GEN=Ptrf /FEA=mRNA /CNT=3 /TID=Mm.8009.2 /TIER=ConsEnd /STK=2 /UG=Mm.8009 /LL=19285 /UG_TITLE=p
MOE430_2_1453908_at 0.4 0.8 A A 0.87 0.53 -0.1 NC 0.09 gb:AK019450.1 /DB_XREF=gi:12859660 /FEA=mRNA /CNT=3 /TID=Mm.159944.1 /TIER=ConsEnd /STK=1 /UG=Mm.159944 /LL=77572 /UG_GENE=323040
MOE430_2_1453914_at 10.4 9 P A 0.01 0.12 -0.1 NC 0.58 gb:AK019498.1 /DB_XREF=gi:12859744 /GEN=Hsp25 /FEA=mRNA /CNT=2 /TID=Mm.13849.7 /TIER=ConsEnd /STK=1 /UG=Mm.13849 /LL=15507 /UG_TIT
MOE430_2_1453961_a_ 99.7 111.9 P P 0.000244 0.000732 -0.1 NC 0.5 gb:AV290465 /DB_XREF=gi:6304496 /DB_XREF=AV290465 /CLONE=5133401H10 /FEA=mRNA /CNT=2 /TID=Mm.41355.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453962_at 16 16.3 P A 0.01 0.09 -0.1 NC 0.77 gb:AK005930.1 /DB_XREF=gi:12838766 /FEA=mRNA /CNT=2 /TID=Mm.177646.2 /TIER=ConsEnd /STK=1 /UG=Mm.177646 /LL=75477 /UG_GENE=Pfn3 /U
MOE430_2_1453972_x_ 9.6 11.3 A A 0.19 0.11 -0.1 NC 0.5 gb:AK005207.1 /DB_XREF=gi:12837609 /FEA=mRNA /CNT=3 /TID=Mm.12926.3 /TIER=ConsEnd /STK=0 /UG=Mm.12926 /LL=19014 /UG_GENE=Pparbp /U
MOE430_2_1454015_a_ 50.9 47.6 P P 0.000732 0.001953 -0.1 NC 0.5 gb:AK016527.1 /DB_XREF=gi:12855308 /FEA=mRNA /CNT=1 /TID=Mm.24700.2 /TIER=ConsEnd /STK=0 /UG=Mm.24700 /LL=12554 /UG_GENE=Cdh13 /U
MOE430_2_1454021_a_ 523.5 498.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017621.1 /DB_XREF=gi:12856956 /GEN=Pmscl2 /FEA=mRNA /CNT=1 /TID=Mm.28159.3 /TIER=ConsEnd /STK=0 /UG=Mm.28159 /LL=50912 /UG_TI
MOE430_2_1454025_at 0.8 0.9 A A 0.94 0.98 -0.1 NC 0.8 gb:AK017475.1 /DB_XREF=gi:12856727 /FEA=mRNA /CNT=1 /TID=Mm.200146.2 /TIER=ConsEnd /STK=0 /UG=Mm.200146 /LL=70503 /UG_GENE=573040
MOE430_2_1454033_at 0.5 0.9 A A 0.94 0.66 -0.1 NC 0.16 gb:AK005692.1 /DB_XREF=gi:12838399 /FEA=mRNA /CNT=1 /TID=Mm.84631.1 /TIER=ConsEnd /STK=0 /UG=Mm.84631 /LL=71830 /UG_GENE=1700007B
MOE430_2_1454034_a_ 433 405.7 P P 0.000732 0.000732 -0.1 NC 0.8 gb:AK013252.1 /DB_XREF=gi:12850502 /FEA=mRNA /CNT=1 /TID=Mm.27510.2 /TIER=ConsEnd /STK=0 /UG=Mm.27510 /LL=30941 /UG_GENE=Usp21 /U
MOE430_2_1454045_a_ 207.7 184.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK016901.1 /DB_XREF=gi:12855881 /FEA=mRNA /CNT=1 /TID=Mm.28864.3 /TIER=ConsEnd /STK=0 /UG=Mm.28864 /LL=74451 /UG_GENE=4933424M
MOE430_2_1454046_x_ 246.2 220 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK016901.1 /DB_XREF=gi:12855881 /FEA=mRNA /CNT=1 /TID=Mm.28864.3 /TIER=ConsEnd /STK=0 /UG=Mm.28864 /LL=74451 /UG_GENE=4933424M
MOE430_2_1454059_at 1.6 1.6 A A 0.75 0.85 -0.1 NC 0.68 gb:AK016439.1 /DB_XREF=gi:12855169 /FEA=mRNA /CNT=1 /TID=Mm.158513.1 /TIER=ConsEnd /STK=0 /UG=Mm.158513 /LL=70969 /UG_GENE=493140
MOE430_2_1454080_at 2.9 3.8 A A 0.3 0.46 -0.1 NC 0.64 gb:AK014702.1 /DB_XREF=gi:12852714 /FEA=mRNA /CNT=1 /TID=Mm.196226.2 /TIER=ConsEnd /STK=0 /UG=Mm.196226 /LL=74589 /UG_GENE=483341
MOE430_2_1454109_a_ 191.6 166 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AK017622.1 /DB_XREF=gi:12856958 /FEA=mRNA /CNT=1 /TID=Mm.24997.2 /TIER=ConsEnd /STK=0 /UG=Mm.24997 /LL=107817 /UG_GENE=Ptdsr /U
MOE430_2_1454119_at 28.3 26.7 A A 0.06 0.21 -0.1 NC 0.5 gb:AK010697.1 /DB_XREF=gi:12846331 /GEN=Mknk1 /FEA=mRNA /CNT=1 /TID=Mm.206467.2 /TIER=ConsEnd /STK=0 /UG=Mm.206467 /LL=17346 /UG_T
MOE430_2_1454145_at 6 3.8 A A 0.5 0.69 -0.1 NC 0.68 gb:AK011427.1 /DB_XREF=gi:12847544 /GEN=Pla2g1br /FEA=mRNA /CNT=1 /TID=Mm.5092.2 /TIER=ConsEnd /STK=0 /UG=Mm.5092 /LL=18779 /UG_TIT
MOE430_2_1454151_at 1.3 2.8 A A 0.88 0.46 -0.1 NC 0.46 gb:AK019962.1 /DB_XREF=gi:12860384 /FEA=mRNA /CNT=1 /TID=Mm.159857.1 /TIER=ConsEnd /STK=0 /UG=Mm.159857 /LL=77129 /UG_GENE=573042
MOE430_2_1454162_at 1 0.5 A A 0.75 0.96 -0.1 NC 0.96 gb:AK015835.1 /DB_XREF=gi:12854325 /FEA=mRNA /CNT=1 /TID=Mm.158745.1 /TIER=ConsEnd /STK=0 /UG=Mm.158745 /LL=71654 /UG_GENE=493051
MOE430_2_1454166_at 1.3 1.7 A A 0.85 0.82 -0.1 NC 0.86 gb:AK006663.1 /DB_XREF=gi:12839871 /FEA=mRNA /CNT=1 /TID=Mm.158985.1 /TIER=ConsEnd /STK=0 /UG=Mm.158985 /LL=73303 /UG_GENE=170004
MOE430_2_1454200_at 2.7 3.4 A A 0.72 0.75 -0.1 NC 0.5 gb:AK012377.1 /DB_XREF=gi:12849079 /GEN=Zfhx1b /FEA=mRNA /CNT=1 /TID=Mm.220143.1 /TIER=ConsEnd /STK=0 /UG=Mm.220143 /UG_TITLE=Mus 
MOE430_2_1454242_at 1.4 1.7 A A 0.6 0.56 -0.1 NC 0.79 gb:AK010217.1 /DB_XREF=gi:12845496 /FEA=mRNA /CNT=1 /TID=Mm.158296.1 /TIER=ConsEnd /STK=0 /UG=Mm.158296 /LL=69699 /UG_GENE=231007
MOE430_2_1454268_a_ 1.4 1.2 A A 0.87 0.97 -0.1 NC 0.44 gb:AK018713.1 /DB_XREF=gi:12858561 /GEN=Cyba /FEA=mRNA /CNT=1 /TID=Mm.448.2 /TIER=ConsEnd /STK=0 /UG=Mm.448 /LL=13057 /UG_TITLE=cy
MOE430_2_1454305_at 5.4 4.6 A A 0.27 0.21 -0.1 NC 0.5 gb:AV315574 /DB_XREF=gi:6280992 /DB_XREF=AV315574 /CLONE=5830431E23 /FEA=mRNA /CNT=3 /TID=Mm.28148.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454346_at 25.7 19 P P 0.00293 0.04 -0.1 NC 0.51 gb:AV269171 /DB_XREF=gi:6257208 /DB_XREF=AV269171 /CLONE=4930540E01 /FEA=mRNA /CNT=2 /TID=Mm.55980.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454354_at 14.5 11.6 P P 0.01 0.001953 -0.1 NC 0.5 gb:BB068813 /DB_XREF=gi:8526227 /DB_XREF=BB068813 /CLONE=8030476L19 /FEA=mRNA /CNT=2 /TID=Mm.159860.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454364_at 7.2 8.3 A A 0.43 0.27 -0.1 NC 0.33 gb:BB110590 /DB_XREF=gi:8763158 /DB_XREF=BB110590 /CLONE=9530025L08 /FEA=mRNA /CNT=2 /TID=Mm.159921.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454386_at 4.4 3.9 A A 0.24 0.33 -0.1 NC 0.22 gb:AV338762 /DB_XREF=gi:6378814 /DB_XREF=AV338762 /CLONE=6430500D05 /FEA=mRNA /CNT=2 /TID=Mm.94129.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1454390_at 30.3 32.3 P A 0.01 0.08 -0.1 NC 0.5 gb:W98583 /DB_XREF=gi:1428573 /DB_XREF=mg09b02.r1 /CLONE=IMAGE:423243 /FEA=mRNA /CNT=2 /TID=Mm.221000.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454407_at 0.7 1.4 A A 0.69 0.5 -0.1 NC 0.08 gb:AK015328.1 /DB_XREF=gi:12853624 /FEA=mRNA /CNT=1 /TID=Mm.159576.1 /TIER=ConsEnd /STK=0 /UG=Mm.159576 /LL=75797 /UG_GENE=493043
MOE430_2_1454469_at 0.5 0.3 A A 0.78 0.93 -0.1 NC 0.49 gb:AK017393.1 /DB_XREF=gi:12856611 /FEA=mRNA /CNT=1 /TID=Mm.158673.1 /TIER=ConsEnd /STK=0 /UG=Mm.158673 /LL=71341 /UG_GENE=543043
MOE430_2_1454474_at 1.6 2.7 A A 0.66 0.66 -0.1 NC 0.5 gb:AK017046.1 /DB_XREF=gi:12856104 /FEA=mRNA /CNT=1 /TID=Mm.158642.1 /TIER=ConsEnd /STK=0 /UG=Mm.158642 /LL=71259 /UG_GENE=493343
MOE430_2_1454508_at 0.5 0.2 A A 0.56 0.97 -0.1 NC 0.94 gb:AK015625.1 /DB_XREF=gi:12854030 /FEA=mRNA /CNT=1 /TID=Mm.159365.1 /TIER=ConsEnd /STK=0 /UG=Mm.159365 /LL=74911 /UG_GENE=493048
MOE430_2_1454532_at 23.2 27.4 P P 0.01 0.01 -0.1 NC 0.29 gb:AK021141.1 /DB_XREF=gi:12861926 /FEA=mRNA /CNT=1 /TID=Mm.159965.1 /TIER=ConsEnd /STK=0 /UG=Mm.159965 /LL=77646 /UG_GENE=C03004
MOE430_2_1454539_at 16.2 10 A A 0.14 0.12 -0.1 NC 0.5 gb:AK016844.1 /DB_XREF=gi:12855794 /FEA=mRNA /CNT=1 /TID=Mm.195603.1 /TIER=ConsEnd /STK=0 /UG=Mm.195603 /LL=71182 /UG_GENE=493341
MOE430_2_1454566_at 9.9 6.8 A A 0.5 0.5 -0.1 NC 0.81 gb:AK006313.1 /DB_XREF=gi:12839347 /FEA=mRNA /CNT=1 /TID=Mm.195545.1 /TIER=ConsEnd /STK=0 /UG=Mm.195545 /LL=69392 /UG_GENE=170002
MOE430_2_1454599_at 16.2 19.4 A A 0.14 0.17 -0.1 NC 0.5 gb:AK019583.1 /DB_XREF=gi:12859870 /FEA=mRNA /CNT=1 /TID=Mm.202159.1 /TIER=ConsEnd /STK=0 /UG=Mm.202159 /LL=78107 /UG_GENE=493042
MOE430_2_1454611_a_ 2984.1 3237.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB058862 /DB_XREF=gi:8466010 /DB_XREF=BB058862 /CLONE=7120483M17 /FEA=EST /CNT=167 /TID=Mm.34246.2 /TIER=Stack /STK=152 /UG=M
MOE430_2_1454615_x_ 3391.2 3164.3 P P 0.000244 0.000244 -0.1 NC 0.53 gb:BG228598 /DB_XREF=gi:12716102 /DB_XREF=ux46c04.x1 /CLONE=IMAGE:3513222 /FEA=EST /CNT=153 /TID=Mm.850.2 /TIER=Stack /STK=143 /UG
MOE430_2_1454620_x_ 8070.8 7286.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV213405 /DB_XREF=gi:6154639 /DB_XREF=AV213405 /CLONE=2410127I16 /FEA=EST /CNT=136 /TID=Mm.1139.3 /TIER=Stack /STK=132 /UG=Mm.



MOE430_2_1454627_a_ 9504.8 9261.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV110871 /DB_XREF=gi:5264951 /DB_XREF=AV110871 /CLONE=2600014O05 /FEA=EST /CNT=124 /TID=Mm.2235.3 /TIER=Stack /STK=118 /UG=Mm
MOE430_2_1454644_at 373.6 325.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB352467 /DB_XREF=gi:16405458 /DB_XREF=BB352467 /CLONE=B930089D04 /FEA=EST /CNT=128 /TID=Mm.41713.1 /TIER=Stack /STK=102 /UG=M
MOE430_2_1454661_at 6046.9 5462.9 P P 0.000244 0.000244 -0.1 NC 0.63 gb:AU080319 /DB_XREF=gi:6085073 /DB_XREF=AU080319 /CLONE=MNCb-5512 /FEA=EST /CNT=208 /TID=Mm.2966.4 /TIER=Stack /STK=87 /UG=Mm.2
MOE430_2_1454668_at 576.4 556.7 P P 0.000732 0.000732 -0.1 NC 0.81 gb:BE986806 /DB_XREF=gi:10661508 /DB_XREF=UI-M-CG0p-bez-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bez-a-04-0-UI /FEA=EST /CNT=164 /TID=Mm.214
MOE430_2_1454669_at 390 446.5 P P 0.000244 0.000732 -0.1 NC 0.59 gb:BG075225 /DB_XREF=gi:12557794 /DB_XREF=H3144G09-3 /CLONE=H3144G09 /FEA=EST /CNT=134 /TID=Mm.28063.1 /TIER=Stack /STK=78 /UG=M
MOE430_2_1454677_at 8071.8 7526.4 P P 0.000244 0.000244 -0.1 NC 0.57 gb:BF168458 /DB_XREF=gi:11048810 /DB_XREF=601776050F1 /CLONE=IMAGE:4017732 /FEA=EST /CNT=172 /TID=Mm.206505.1 /TIER=Stack /STK=75 
MOE430_2_1454682_at 352.6 374.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE994111 /DB_XREF=gi:10677023 /DB_XREF=UI-M-CG0p-bih-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bih-a-04-0-UI /FEA=EST /CNT=164 /TID=Mm.7066
MOE430_2_1454696_at 1217.5 1052.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG071068 /DB_XREF=gi:12553637 /DB_XREF=H3094D02-3 /CLONE=H3094D02 /FEA=EST /CNT=147 /TID=Mm.200776.1 /TIER=Stack /STK=69 /UG=
MOE430_2_1454700_at 156.9 136.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB093349 /DB_XREF=gi:16261135 /DB_XREF=BB093349 /CLONE=9430042D05 /FEA=EST /CNT=95 /TID=Mm.149068.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1454712_at 383.3 329.1 P P 0.000244 0.000244 -0.1 NC 0.54 gb:AW212577 /DB_XREF=gi:6518680 /DB_XREF=uo08h07.x1 /CLONE=IMAGE:2598973 /FEA=EST /CNT=128 /TID=Mm.200415.2 /TIER=Stack /STK=64 /U
MOE430_2_1454729_at 11.8 8.4 A A 0.11 0.27 -0.1 NC 0.5 gb:BB293313 /DB_XREF=gi:16401667 /DB_XREF=BB293313 /CLONE=B130017P16 /FEA=EST /CNT=73 /TID=Mm.29920.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1454738_x_ 791.3 811.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG971031 /DB_XREF=gi:14358668 /DB_XREF=602840095F1 /CLONE=IMAGE:4974527 /FEA=EST /CNT=58 /TID=Mm.41268.2 /TIER=Stack /STK=57 /U
MOE430_2_1454765_at 130.7 142.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW549348 /DB_XREF=gi:7194774 /DB_XREF=L0049E05-3 /CLONE=L0049E05 /FEA=EST /CNT=67 /TID=Mm.25856.1 /TIER=Stack /STK=52 /UG=Mm.2
MOE430_2_1454767_at 67.7 52 P P 0.000244 0.000732 -0.1 NC 0.62 gb:BB359828 /DB_XREF=gi:16405849 /DB_XREF=BB359828 /CLONE=C030043G16 /FEA=EST /CNT=56 /TID=Mm.36529.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1454769_at 200.4 192.7 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB314680 /DB_XREF=gi:9015385 /DB_XREF=BB314680 /CLONE=B230348L01 /FEA=EST /CNT=54 /TID=Mm.73402.1 /TIER=Stack /STK=52 /UG=Mm.
MOE430_2_1454771_at 115.9 137 P P 0.01 0.03 -0.1 NC 0.5 gb:AW060701 /DB_XREF=gi:6008452 /DB_XREF=UI-M-BH1-anl-f-07-0-UI.s1 /CLONE=UI-M-BH1-anl-f-07-0-UI /FEA=EST /CNT=73 /TID=Mm.716.2 /TIE
MOE430_2_1454772_at 27.2 24 P P 0.008057 0.005859 -0.1 NC 0.5 gb:BM202766 /DB_XREF=gi:17757094 /DB_XREF=C0244D12-3 /CLONE=C0244D12 /FEA=EST /CNT=140 /TID=Mm.25140.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1454778_x_ 7715.4 7585.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV206017 /DB_XREF=gi:6146870 /DB_XREF=AV206017 /CLONE=1700084A09 /FEA=EST /CNT=59 /TID=Mm.200920.3 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1454786_at 224.2 199.2 P P 0.00415 0.00293 -0.1 NC 0.5 gb:AV327520 /DB_XREF=gi:15406303 /DB_XREF=AV327520 /CLONE=6330419H16 /FEA=EST /CNT=60 /TID=Mm.121973.1 /TIER=Stack /STK=49 /UG=M
MOE430_2_1454797_at 585.8 630.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AW556098 /DB_XREF=gi:7201527 /DB_XREF=L0263G04-3 /CLONE=L0263G04 /FEA=EST /CNT=80 /TID=Mm.27340.1 /TIER=Stack /STK=46 /UG=Mm.
MOE430_2_1454810_s_ 204 213.2 P P 0.001221 0.001953 -0.1 NC 0.5 gb:BI453502 /DB_XREF=gi:15244158 /DB_XREF=603170901F1 /CLONE=IMAGE:5250313 /FEA=EST /CNT=68 /TID=Mm.27686.1 /TIER=Stack /STK=45 /UG
MOE430_2_1454813_at 5242.8 5200 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG295413 /DB_XREF=gi:13057023 /DB_XREF=602392724F1 /CLONE=IMAGE:4504564 /FEA=EST /CNT=179 /TID=Mm.2395.2 /TIER=Stack /STK=44 /U
MOE430_2_1454815_at 605.9 568.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI219769 /DB_XREF=gi:14673213 /DB_XREF=602936195F1 /CLONE=IMAGE:5099710 /FEA=EST /CNT=94 /TID=Mm.181009.2 /TIER=Stack /STK=44 /U
MOE430_2_1454826_at 148.7 144.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM195115 /DB_XREF=gi:17746442 /DB_XREF=C0302H08-3 /CLONE=C0302H08 /FEA=EST /CNT=63 /TID=Mm.36693.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1454829_at 195.2 168.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB796494 /DB_XREF=gi:16966113 /DB_XREF=BB796494 /CLONE=G4D0009D11 /FEA=EST /CNT=67 /TID=Mm.33007.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1454840_at 277.4 323.1 P P 0.00293 0.001953 -0.1 NC 0.55 gb:BB548059 /DB_XREF=gi:16447636 /DB_XREF=BB548059 /CLONE=E230003A21 /FEA=EST /CNT=64 /TID=Mm.137327.2 /TIER=Stack /STK=42 /UG=M
MOE430_2_1454856_x_ 6797.7 6523.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV066335 /DB_XREF=gi:5186163 /DB_XREF=AV066335 /CLONE=2010107O07 /FEA=EST /CNT=45 /TID=Mm.16423.3 /TIER=Stack /STK=41 /UG=Mm.
MOE430_2_1454863_at 60.8 58.3 P P 0.00415 0.00293 -0.1 NC 0.5 gb:AV335903 /DB_XREF=gi:16396365 /DB_XREF=AV335903 /CLONE=6330578C09 /FEA=EST /CNT=51 /TID=Mm.41929.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1454915_at 240.9 244.5 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB032142 /DB_XREF=gi:15403592 /DB_XREF=BB032142 /CLONE=5830469C09 /FEA=EST /CNT=69 /TID=Mm.28344.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1454919_at 154.1 148.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF682870 /DB_XREF=gi:11956869 /DB_XREF=602117646F1 /CLONE=IMAGE:3468826 /FEA=EST /CNT=56 /TID=Mm.18998.1 /TIER=Stack /STK=35 /U
MOE430_2_1454925_x_ 1269.8 1388.2 P P 0.00415 0.001953 -0.1 NC 0.5 gb:AI608477 /DB_XREF=gi:4617644 /DB_XREF=mb20c04.x1 /CLONE=IMAGE:329958 /FEA=EST /CNT=38 /TID=Mm.3156.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1455001_x_ 4477.1 3959.9 P P 0.000244 0.000244 -0.1 NC 0.86 gb:BF659630 /DB_XREF=gi:11924764 /DB_XREF=uz88h02.x1 /CLONE=IMAGE:3676179 /FEA=EST /CNT=32 /TID=Mm.13020.5 /TIER=Stack /STK=30 /UG=
MOE430_2_1455006_at 1801.3 1578.1 P P 0.000244 0.000244 -0.1 NC 0.64 gb:W42220 /DB_XREF=gi:1326713 /DB_XREF=mb16a11.r1 /CLONE=IMAGE:329564 /FEA=EST /CNT=64 /TID=Mm.5265.1 /TIER=Stack /STK=29 /UG=Mm.5
MOE430_2_1455036_s_ 3185.6 2860.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV124743 /DB_XREF=gi:5310977 /DB_XREF=AV124743 /CLONE=2700022H13 /FEA=EST /CNT=30 /TID=Mm.1893.2 /TIER=Stack /STK=28 /UG=Mm.18
MOE430_2_1455045_at 243.4 218.1 P P 0.000244 0.000732 -0.1 NC 0.55 gb:BQ173986 /DB_XREF=gi:20349477 /DB_XREF=UI-M-DJ2-bvv-d-11-0-UI.s1 /CLONE=UI-M-DJ2-bvv-d-11-0-UI /FEA=EST /CNT=55 /TID=Mm.19015.3
MOE430_2_1455069_x_ 4288.1 4855 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF225398 /DB_XREF=gi:11132920 /DB_XREF=uy39c02.x1 /CLONE=IMAGE:3661922 /FEA=EST /CNT=41 /TID=Mm.16228.3 /TIER=Stack /STK=26 /UG
MOE430_2_1455077_a_ 6282.4 5547.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU042749 /DB_XREF=gi:3956984 /DB_XREF=AU042749 /CLONE=J1029B02 /FEA=EST /CNT=31 /TID=Mm.196508.4 /TIER=Stack /STK=26 /UG=Mm.1
MOE430_2_1455081_at 126 115.3 P P 0.000244 0.000732 -0.1 NC 0.93 gb:BB492199 /DB_XREF=gi:15412131 /DB_XREF=BB492199 /CLONE=D530025J19 /FEA=EST /CNT=32 /TID=Mm.37667.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455121_at 20 16.4 P P 0.001221 0.000244 -0.1 NC 0.5 gb:BB553784 /DB_XREF=gi:16448328 /DB_XREF=BB553784 /CLONE=E330009D23 /FEA=EST /CNT=30 /TID=Mm.137562.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455126_x_ 1675.3 1581.2 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AV209841 /DB_XREF=gi:6150513 /DB_XREF=AV209841 /CLONE=1700121K23 /FEA=EST /CNT=25 /TID=Mm.29828.3 /TIER=Stack /STK=24 /UG=Mm.2
MOE430_2_1455138_x_ 7204.7 6587.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV148266 /DB_XREF=gi:5352399 /DB_XREF=AV148266 /CLONE=2810474L04 /FEA=EST /CNT=29 /TID=Mm.4024.2 /TIER=Stack /STK=23 /UG=Mm.40
MOE430_2_1455153_at 145.7 145.6 P P 0.000732 0.001953 -0.1 NC 0.88 gb:BQ177220 /DB_XREF=gi:20352712 /DB_XREF=UI-M-DJ2-bwa-p-12-0-UI.s1 /CLONE=UI-M-DJ2-bwa-p-12-0-UI /FEA=EST /CNT=52 /TID=Mm.34438
MOE430_2_1455155_at 514.2 506.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB174540 /DB_XREF=gi:16269602 /DB_XREF=BB174540 /CLONE=A230052C23 /FEA=EST /CNT=35 /TID=Mm.21577.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455156_at 86.8 91.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG519214 /DB_XREF=gi:13514743 /DB_XREF=602577459F1 /CLONE=IMAGE:3497846 /FEA=EST /CNT=57 /TID=Mm.24516.1 /TIER=Stack /STK=22 /U
MOE430_2_1455168_a_ 8153.3 7743.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM210111 /DB_XREF=gi:17766832 /DB_XREF=C0659C02-3 /CLONE=C0659C02 /FEA=EST /CNT=26 /TID=Mm.5305.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455203_at 1.5 1.3 A A 0.63 0.63 -0.1 NC 0.5 gb:BB522820 /DB_XREF=gi:16443733 /DB_XREF=BB522820 /CLONE=D930010E11 /FEA=EST /CNT=50 /TID=Mm.35159.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455216_at 2.3 1.4 A A 0.68 0.96 -0.1 NC 0.93 gb:BI408433 /DB_XREF=gi:15169356 /DB_XREF=602963640F1 /CLONE=IMAGE:5119329 /FEA=EST /CNT=24 /TID=Mm.24651.1 /TIER=Stack /STK=20 /UG
MOE430_2_1455247_at 691.2 638.7 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB767281 /DB_XREF=gi:16194544 /DB_XREF=BB767281 /CLONE=G370071C21 /FEA=EST /CNT=48 /TID=Mm.28180.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455252_at 188.2 152.4 P P 0.00293 0.00293 -0.1 NC 0.5 gb:BG073522 /DB_XREF=gi:12556091 /DB_XREF=H3123F02-3 /CLONE=H3123F02 /FEA=EST /CNT=35 /TID=Mm.24309.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455259_a_ 41.6 31 P P 0.01 0.01 -0.1 NC 0.5 gb:BB239337 /DB_XREF=gi:8921826 /DB_XREF=BB239337 /CLONE=A630076L15 /FEA=EST /CNT=22 /TID=Mm.176347.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455282_x_ 59.9 90 P P 0.008057 0.01 -0.1 NC 0.5 gb:AI255644 /DB_XREF=gi:3863169 /DB_XREF=ui69a03.x1 /CLONE=IMAGE:1887628 /FEA=EST /CNT=18 /TID=Mm.19143.2 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455283_x_ 3916.4 3730.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB453395 /DB_XREF=gi:9348834 /DB_XREF=BB453395 /CLONE=D130023B13 /FEA=EST /CNT=18 /TID=Mm.44227.4 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1455284_x_ 12.2 9.8 P P 0.03 0.02 -0.1 NC 0.44 gb:AV134325 /DB_XREF=gi:5320055 /DB_XREF=AV134325 /CLONE=2810005K13 /FEA=EST /CNT=18 /TID=Mm.37613.3 /TIER=Stack /STK=18 /UG=Mm.3
MOE430_2_1455295_at 248.6 219.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB488461 /DB_XREF=gi:16441644 /DB_XREF=BB488461 /CLONE=D430050E18 /FEA=EST /CNT=20 /TID=Mm.29267.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455297_at 143.5 117.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG070258 /DB_XREF=gi:12552827 /DB_XREF=H3085D06-3 /CLONE=H3085D06 /FEA=EST /CNT=23 /TID=Mm.12367.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455309_at 1008.2 957.6 P P 0.000244 0.000244 -0.1 NC 0.72 gb:BG074632 /DB_XREF=gi:12557201 /DB_XREF=H3137D10-3 /CLONE=H3137D10 /FEA=EST /CNT=122 /TID=Mm.38087.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1455316_x_ 4962.3 4322.4 P P 0.000244 0.000244 -0.1 NC 0.58 gb:AI987693 /DB_XREF=gi:5819487 /DB_XREF=um05e10.x1 /CLONE=IMAGE:2182218 /FEA=EST /CNT=24 /TID=Mm.212712.2 /TIER=Stack /STK=16 /UG=
MOE430_2_1455317_at 253.4 228.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB034610 /DB_XREF=gi:16258282 /DB_XREF=BB034610 /CLONE=5830499L14 /FEA=EST /CNT=66 /TID=Mm.29167.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455319_x_ 7613.6 7384.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU016948 /DB_XREF=gi:3371952 /DB_XREF=AU016948 /CLONE=J0732C01 /FEA=EST /CNT=25 /TID=Mm.3381.2 /TIER=Stack /STK=16 /UG=Mm.338
MOE430_2_1455333_at 1858.7 1621.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI315031 /DB_XREF=gi:4030298 /DB_XREF=uj28e11.x1 /CLONE=IMAGE:1921292 /FEA=EST /CNT=20 /TID=Mm.25609.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1455349_at 462 447.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM246972 /DB_XREF=gi:17882242 /DB_XREF=K0745D10-3 /CLONE=K0745D10 /FEA=EST /CNT=287 /TID=Mm.27560.3 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455357_x_ 3406.1 3041 P P 0.000244 0.000244 -0.1 NC 0.51 gb:BF228097 /DB_XREF=gi:11136192 /DB_XREF=uz39g01.x1 /CLONE=IMAGE:3671472 /FEA=EST /CNT=31 /TID=Mm.6932.2 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455364_a_ 8391.1 7745.8 P P 0.000244 0.000244 -0.1 NC 0.59 gb:AI414989 /DB_XREF=gi:4258493 /DB_XREF=mb47c08.x1 /CLONE=IMAGE:332558 /FEA=EST /CNT=19 /TID=Mm.5281.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455384_x_ 117.7 117.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB256746 /DB_XREF=gi:8949579 /DB_XREF=BB256746 /CLONE=A730075E08 /FEA=EST /CNT=15 /TID=Mm.28101.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1455417_at 102.2 86.1 P P 0.03 0.03 -0.1 NC 0.65 gb:AV350759 /DB_XREF=gi:16397157 /DB_XREF=AV350759 /CLONE=6530441K23 /FEA=EST /CNT=19 /TID=Mm.39171.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455443_at 1.9 1.4 A A 0.75 0.91 -0.1 NC 0.5 gb:BB733286 /DB_XREF=gi:16132436 /DB_XREF=BB733286 /CLONE=E970037C16 /FEA=EST /CNT=16 /TID=Mm.87230.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455447_at 3.2 2.5 A A 0.75 0.66 -0.1 NC 0.5 gb:BM116882 /DB_XREF=gi:17079900 /DB_XREF=L0842E07-3 /CLONE=L0842E07 /FEA=EST /CNT=35 /TID=Mm.2388.1 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1455467_at 111 112.2 P P 0.000244 0.000732 -0.1 NC 0.6 gb:BB667136 /DB_XREF=gi:16398585 /DB_XREF=BB667136 /CLONE=4022446P04 /FEA=EST /CNT=14 /TID=Mm.139285.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455476_a_ 124 122.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE686504 /DB_XREF=gi:10074128 /DB_XREF=uu68h03.x1 /CLONE=IMAGE:3377141 /FEA=EST /CNT=13 /TID=Mm.28675.3 /TIER=Stack /STK=13 /UG
MOE430_2_1455479_a_ 2404 1833.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG070759 /DB_XREF=gi:12553328 /DB_XREF=H3090H02-3 /CLONE=H3090H02 /FEA=EST /CNT=52 /TID=Mm.24529.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455502_at 91 71.2 P P 0.001221 0.001221 -0.1 NC 0.54 gb:BM225074 /DB_XREF=gi:17786555 /DB_XREF=K0205H10-3 /CLONE=K0205H10 /FEA=EST /CNT=27 /TID=Mm.36410.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455507_s_ 495 449.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BM223036 /DB_XREF=gi:17783868 /DB_XREF=K0130E01-3 /CLONE=K0130E01 /FEA=EST /CNT=49 /TID=Mm.17096.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455533_at 207 205.9 P P 0.000732 0.001953 -0.1 NC 0.5 gb:AV341920 /DB_XREF=gi:15406567 /DB_XREF=AV341920 /CLONE=6430525G08 /FEA=EST /CNT=74 /TID=Mm.34306.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455546_s_ 2320.3 2232.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI900579 /DB_XREF=gi:16188455 /DB_XREF=ib82a07.x4 /CLONE=IMAGE:5653140 /FEA=EST /CNT=19 /TID=Mm.34039.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1455550_x_ 1643.3 1251.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE691746 /DB_XREF=gi:10079370 /DB_XREF=uv66b01.x1 /CLONE=IMAGE:3412105 /FEA=EST /CNT=16 /TID=Mm.4962.4 /TIER=Stack /STK=11 /UG=
MOE430_2_1455571_x_ 3185.7 2933.2 P P 0.000244 0.000244 -0.1 NC 0.63 gb:AV015462 /DB_XREF=gi:4792454 /DB_XREF=AV015462 /CLONE=1110059K06 /FEA=EST /CNT=11 /TID=Mm.34246.3 /TIER=Stack /STK=11 /UG=Mm.3
MOE430_2_1455572_x_ 9654.7 8710.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI415136 /DB_XREF=gi:4258640 /DB_XREF=mb40e10.x1 /CLONE=IMAGE:331914 /FEA=EST /CNT=11 /TID=Mm.42790.7 /TIER=Stack /STK=11 /UG=M
MOE430_2_1455591_at 389.2 407.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV236080 /DB_XREF=gi:15405105 /DB_XREF=AV236080 /CLONE=4732409A12 /FEA=EST /CNT=38 /TID=Mm.26479.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455595_at 7.5 6.7 A A 0.12 0.12 -0.1 NC 0.5 gb:AW111403 /DB_XREF=gi:6824116 /DB_XREF=MT5501 /CLONE=MT5501 /FEA=EST /CNT=20 /TID=Mm.27329.1 /TIER=Stack /STK=10 /UG=Mm.27329 
MOE430_2_1455608_at 15.2 15.2 A A 0.08 0.06 -0.1 NC 0.11 gb:BB700774 /DB_XREF=gi:16049598 /DB_XREF=BB700774 /CLONE=7420423K23 /FEA=EST /CNT=16 /TID=Mm.30462.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455616_at 62.9 75.5 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB667191 /DB_XREF=gi:16398640 /DB_XREF=BB667191 /CLONE=6820426K14 /FEA=EST /CNT=12 /TID=Mm.36721.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455617_at 124.6 96.1 P P 0.000732 0.005859 -0.1 NC 0.74 gb:AV370003 /DB_XREF=gi:16397784 /DB_XREF=AV370003 /CLONE=9030204M21 /FEA=EST /CNT=12 /TID=Mm.219563.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455639_at 45.9 43.7 P A 0.04 0.06 -0.1 NC 0.5 gb:AV224593 /DB_XREF=gi:15404876 /DB_XREF=AV224593 /CLONE=3830421J23 /FEA=EST /CNT=10 /TID=Mm.2560.2 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1455653_at 38.5 47 P P 0.001953 0.01 -0.1 NC 0.44 gb:BB051001 /DB_XREF=gi:16259561 /DB_XREF=BB051001 /CLONE=6720422K19 /FEA=EST /CNT=24 /TID=Mm.309.1 /TIER=Stack /STK=9 /UG=Mm.309
MOE430_2_1455662_x_ 8619.8 8088.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV117525 /DB_XREF=gi:5299676 /DB_XREF=AV117525 /CLONE=2610203J23 /FEA=EST /CNT=14 /TID=Mm.42767.3 /TIER=Stack /STK=9 /UG=Mm.42
MOE430_2_1455671_at 117.9 100.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV365904 /DB_XREF=gi:16397656 /DB_XREF=AV365904 /CLONE=8430414B16 /FEA=EST /CNT=14 /TID=Mm.77693.1 /TIER=Stack /STK=9 /UG=Mm.7
MOE430_2_1455672_s_ 87.9 90.4 P P 0.01 0.02 -0.1 NC 0.97 gb:BE946238 /DB_XREF=gi:10523997 /DB_XREF=UI-M-BH3-awj-e-09-0-UI.s1 /CLONE=UI-M-BH3-awj-e-09-0-UI /FEA=EST /CNT=14 /TID=Mm.40684.1
MOE430_2_1455675_a_ 142.8 130.1 P P 0.001221 0.000244 -0.1 NC 0.34 gb:BM122619 /DB_XREF=gi:17106387 /DB_XREF=L0512F12-3 /CLONE=L0512F12 /FEA=EST /CNT=12 /TID=Mm.4363.3 /TIER=Stack /STK=9 /UG=Mm.43
MOE430_2_1455693_x_ 8644.8 7634.4 P P 0.000244 0.000244 -0.1 NC 0.69 gb:AI450929 /DB_XREF=gi:4300437 /DB_XREF=ms27f07.x1 /CLONE=IMAGE:608197 /FEA=EST /CNT=11 /TID=Mm.1139.9 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1455704_at 117 104.4 P P 0.000244 0.001221 -0.1 NC 0.71 gb:AW492302 /DB_XREF=gi:7062583 /DB_XREF=UI-M-BH3-atl-h-03-0-UI.s1 /CLONE=UI-M-BH3-atl-h-03-0-UI /FEA=EST /CNT=10 /TID=Mm.77718.1 /
MOE430_2_1455716_at 3.2 3.4 A A 0.66 0.8 -0.1 NC 0.5 gb:BB313560 /DB_XREF=gi:16402902 /DB_XREF=BB313560 /CLONE=B230342J21 /FEA=EST /CNT=11 /TID=Mm.65350.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455724_at 307.3 210.4 P P 0.001953 0.000732 -0.1 NC 0.5 gb:BM230193 /DB_XREF=gi:17793358 /DB_XREF=K0291F01-3 /CLONE=K0291F01 /FEA=EST /CNT=33 /TID=Mm.46993.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1455726_at 327.7 306 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB756522 /DB_XREF=gi:16202904 /DB_XREF=BB756522 /CLONE=G270074O07 /FEA=EST /CNT=31 /TID=Mm.102487.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455746_at 163.5 166.7 P P 0.000244 0.000244 -0.1 NC 0.66 gb:BF166390 /DB_XREF=gi:11046742 /DB_XREF=601773273F1 /CLONE=IMAGE:3993882 /FEA=EST /CNT=14 /TID=Mm.116937.1 /TIER=Stack /STK=8 /U
MOE430_2_1455762_at 17.4 24.4 M A 0.05 0.06 -0.1 NC 0.57 gb:BB430142 /DB_XREF=gi:16424053 /DB_XREF=BB430142 /CLONE=C630031M24 /FEA=EST /CNT=10 /TID=Mm.203892.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455763_at 36.7 29.3 P A 0.00293 0.06 -0.1 NC 0.51 gb:BB753958 /DB_XREF=gi:16201254 /DB_XREF=BB753958 /CLONE=G270038E02 /FEA=EST /CNT=10 /TID=Mm.45322.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1455767_x_ 7098.2 6193.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV005827 /DB_XREF=gi:4782677 /DB_XREF=AV005827 /CLONE=1020002G19 /FEA=EST /CNT=10 /TID=Mm.29896.4 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1455781_at 105.7 87.2 P P 0.02 0.01 -0.1 NC 0.5 gb:AU067804 /DB_XREF=gi:4968541 /DB_XREF=AU067804 /CLONE=MNCb-2114 /FEA=EST /CNT=11 /TID=Mm.34520.2 /TIER=Stack /STK=8 /UG=Mm.34
MOE430_2_1455793_at 208.9 223.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB766438 /DB_XREF=gi:16209758 /DB_XREF=BB766438 /CLONE=G370063P03 /FEA=EST /CNT=140 /TID=Mm.51259.1 /TIER=Stack /STK=87 /UG=M
MOE430_2_1455810_a_ 116.6 93.6 P P 0.000732 0.00293 -0.1 NC 0.5 gb:BI412259 /DB_XREF=gi:15173182 /DB_XREF=602987716F1 /CLONE=IMAGE:5143923 /FEA=EST /CNT=70 /TID=Mm.21652.2 /TIER=Stack /STK=57 /UG
MOE430_2_1455814_x_ 874.1 782 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV111502 /DB_XREF=gi:5265582 /DB_XREF=AV111502 /CLONE=2610002F14 /FEA=EST /CNT=55 /TID=Mm.28222.2 /TIER=Stack /STK=55 /UG=Mm.2
MOE430_2_1455815_a_ 3230.9 3169.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV021552 /DB_XREF=gi:4798544 /DB_XREF=AV021552 /CLONE=1190023H04 /FEA=EST /CNT=81 /TID=Mm.34319.3 /TIER=Stack /STK=54 /UG=Mm.3
MOE430_2_1455816_a_ 626.2 551.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB321232 /DB_XREF=gi:9029546 /DB_XREF=BB321232 /CLONE=B230397K19 /FEA=EST /CNT=58 /TID=Mm.41495.1 /TIER=Stack /STK=54 /UG=Mm.
MOE430_2_1455826_a_ 1319.2 1157.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB114336 /DB_XREF=gi:8766904 /DB_XREF=BB114336 /CLONE=9530045K05 /FEA=EST /CNT=43 /TID=Mm.24044.2 /TIER=Stack /STK=43 /UG=Mm.2
MOE430_2_1455828_at 2.9 5.2 A A 0.56 0.66 -0.1 NC 0.5 gb:BE981435 /DB_XREF=gi:10650539 /DB_XREF=UI-M-CG0p-bdc-b-06-0-UI.s1 /CLONE=UI-M-CG0p-bdc-b-06-0-UI /FEA=EST /CNT=45 /TID=Mm.418
MOE430_2_1455832_a_ 156.3 121.2 P P 0.00415 0.008057 -0.1 NC 0.5 gb:BE951337 /DB_XREF=gi:10590584 /DB_XREF=UI-M-CC0-axz-a-11-0-UI.s1 /CLONE=UI-M-CC0-axz-a-11-0-UI /FEA=EST /CNT=51 /TID=Mm.13145.2
MOE430_2_1455875_x_ 2794.5 2713.9 P P 0.000488 0.000488 -0.1 NC 0.5 gb:BB131843 /DB_XREF=gi:8786233 /DB_XREF=BB131843 /CLONE=9630055K20 /FEA=EST /CNT=31 /TID=Mm.5885.3 /TIER=Stack /STK=31 /UG=Mm.58
MOE430_2_1455884_at 377.4 357.7 P P 0.001221 0.001953 -0.1 NC 0.5 gb:BB667346 /DB_XREF=gi:16398795 /DB_XREF=BB667346 /CLONE=C730003H19 /FEA=EST /CNT=48 /TID=Mm.205535.2 /TIER=Stack /STK=29 /UG=M
MOE430_2_1455902_x_ 26.6 26.9 P P 0.02 0.01 -0.1 NC 0.5 gb:BB387838 /DB_XREF=gi:9110666 /DB_XREF=BB387838 /CLONE=C230053F18 /FEA=EST /CNT=35 /TID=Mm.218643.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455905_at 33.6 32.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI437883 /DB_XREF=gi:15262573 /DB_XREF=ic81a08.x1 /CLONE=IMAGE:5660054 /FEA=EST /CNT=42 /TID=Mm.35854.3 /TIER=Stack /STK=27 /UG=M
MOE430_2_1455916_at 234.7 232.8 P P 0.001221 0.001953 -0.1 NC 0.5 gb:AV173145 /DB_XREF=gi:15404658 /DB_XREF=AV173145 /CLONE=4432404P14 /FEA=EST /CNT=34 /TID=Mm.41968.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455927_x_ 590.8 503.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV216677 /DB_XREF=gi:6157522 /DB_XREF=AV216677 /CLONE=2410165N16 /FEA=EST /CNT=25 /TID=Mm.4467.3 /TIER=Stack /STK=25 /UG=Mm.44
MOE430_2_1455944_at 94.1 80.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB467812 /DB_XREF=gi:16427423 /DB_XREF=BB467812 /CLONE=D230016L03 /FEA=EST /CNT=30 /TID=Mm.133333.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1455950_x_ 9378.9 8309.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV172221 /DB_XREF=gi:5378659 /DB_XREF=AV172221 /CLONE=3300004N12 /FEA=EST /CNT=24 /TID=Mm.16423.6 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1455953_x_ 6.5 7.1 P A 0.03 0.09 -0.1 NC 0.5 gb:BF320427 /DB_XREF=gi:11269373 /DB_XREF=uz53d04.x1 /CLONE=IMAGE:3672775 /FEA=EST /CNT=23 /TID=Mm.41902.2 /TIER=Stack /STK=23 /UG=
MOE430_2_1456011_x_ 121.3 98 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB210491 /DB_XREF=gi:8875444 /DB_XREF=BB210491 /CLONE=A430097M04 /FEA=EST /CNT=20 /TID=Mm.205266.3 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456038_at 181.9 169.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB003709 /DB_XREF=gi:15389568 /DB_XREF=BB003709 /CLONE=4732456I21 /FEA=EST /CNT=124 /TID=Mm.40708.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456041_at 57.9 56.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB815008 /DB_XREF=gi:16987637 /DB_XREF=BB815008 /CLONE=G730027A07 /FEA=EST /CNT=36 /TID=Mm.200852.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1456043_at 430.6 409.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BE951601 /DB_XREF=gi:10591119 /DB_XREF=UI-M-CC0-ayc-e-08-0-UI.s1 /CLONE=UI-M-CC0-ayc-e-08-0-UI /FEA=EST /CNT=78 /TID=Mm.30602.
MOE430_2_1456050_at 13.4 17.7 P A 0.008057 0.06 -0.1 NC 0.5 gb:BG066927 /DB_XREF=gi:12549496 /DB_XREF=H3048F03-3 /CLONE=H3048F03 /FEA=EST /CNT=18 /TID=Mm.172875.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1456056_a_ 1159.6 1155.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV338866 /DB_XREF=gi:6378918 /DB_XREF=AV338866 /CLONE=6430500L06 /FEA=EST /CNT=18 /TID=Mm.28524.3 /TIER=Stack /STK=18 /UG=Mm.2
MOE430_2_1456057_x_ 1210.3 1116.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB117756 /DB_XREF=gi:8770324 /DB_XREF=BB117756 /CLONE=9530063B09 /FEA=EST /CNT=18 /TID=Mm.30020.3 /TIER=Stack /STK=18 /UG=Mm.3
MOE430_2_1456066_a_ 40.2 56 P P 0.00293 0.001221 -0.1 NC 0.5 gb:BB044828 /DB_XREF=gi:15403936 /DB_XREF=BB044828 /CLONE=6030490M24 /FEA=EST /CNT=21 /TID=Mm.7387.2 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1456072_at 6 3.3 A A 0.3 0.5 -0.1 NC 0.5 gb:AU067663 /DB_XREF=gi:4968400 /DB_XREF=AU067663 /CLONE=MNCb-0274 /FEA=EST /CNT=19 /TID=Mm.10557.1 /TIER=Stack /STK=17 /UG=Mm.1
MOE430_2_1456076_at 1.6 0.3 A A 0.8 0.95 -0.1 NC 0.7 gb:AV209128 /DB_XREF=gi:6149959 /DB_XREF=AV209128 /CLONE=1700112O16 /FEA=EST /CNT=18 /TID=Mm.82820.1 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1456105_at 13.9 12.1 P P 0.00415 0.01 -0.1 NC 0.33 gb:BM210927 /DB_XREF=gi:17767945 /DB_XREF=C0672G03-3 /CLONE=C0672G03 /FEA=EST /CNT=16 /TID=Mm.133064.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1456106_x_ 34.9 43.2 P P 0.005859 0.03 -0.1 NC 0.5 gb:BB343189 /DB_XREF=gi:9052905 /DB_XREF=BB343189 /CLONE=B930042O12 /FEA=EST /CNT=16 /TID=Mm.21406.3 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456113_at 106.5 97 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB217983 /DB_XREF=gi:16353252 /DB_XREF=BB217983 /CLONE=A530047E07 /FEA=EST /CNT=29 /TID=Mm.86688.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456118_at 364 326.5 P P 0.000244 0.000244 -0.1 NC 0.88 gb:BG065001 /DB_XREF=gi:12547564 /DB_XREF=H3026C07-3 /CLONE=H3026C07 /FEA=EST /CNT=41 /TID=Mm.27583.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456142_x_ 5255.9 4712.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB767552 /DB_XREF=gi:16210185 /DB_XREF=BB767552 /CLONE=G370074M15 /FEA=EST /CNT=28 /TID=Mm.196508.7 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456167_at 9.2 10.4 A A 0.6 0.33 -0.1 NC 0.27 gb:BM225037 /DB_XREF=gi:17786505 /DB_XREF=K0205D01-3 /CLONE=K0205D01 /FEA=EST /CNT=15 /TID=Mm.94937.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456170_x_ 4580.4 3565.7 P P 0.000732 0.000732 -0.1 NC 0.72 gb:AW544960 /DB_XREF=gi:7187377 /DB_XREF=C0188A05-3 /CLONE=C0188A05 /FEA=EST /CNT=15 /TID=Mm.1971.3 /TIER=Stack /STK=14 /UG=Mm.1
MOE430_2_1456190_a_ 8.5 4.8 A A 0.06 0.21 -0.1 NC 0.53 gb:BB745805 /DB_XREF=gi:16148742 /DB_XREF=BB745805 /CLONE=F530010J01 /FEA=EST /CNT=14 /TID=Mm.30140.3 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456194_a_ 2139.1 1734.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB255468 /DB_XREF=gi:8948214 /DB_XREF=BB255468 /CLONE=A730068I07 /FEA=EST /CNT=14 /TID=Mm.2507.3 /TIER=Stack /STK=14 /UG=Mm.25
MOE430_2_1456205_x_ 2552.1 2341.4 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB559082 /DB_XREF=gi:9645448 /DB_XREF=BB559082 /CLONE=E330037E05 /FEA=EST /CNT=16 /TID=Mm.1863.3 /TIER=Stack /STK=13 /UG=Mm.18
MOE430_2_1456208_at 13.5 12.1 A A 0.12 0.43 -0.1 NC 0.75 gb:BI407212 /DB_XREF=gi:15168135 /DB_XREF=602918973F1 /CLONE=IMAGE:5055667 /FEA=EST /CNT=18 /TID=Mm.72993.1 /TIER=Stack /STK=13 /UG
MOE430_2_1456227_x_ 3065.2 2573 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV310432 /DB_XREF=gi:6363467 /DB_XREF=AV310432 /CLONE=5730590E05 /FEA=EST /CNT=14 /TID=Mm.1603.4 /TIER=Stack /STK=13 /UG=Mm.16
MOE430_2_1456229_at 7.6 7.6 A A 0.12 0.19 -0.1 NC 0.5 gb:BG073383 /DB_XREF=gi:12555952 /DB_XREF=H3122A02-3 /CLONE=H3122A02 /FEA=EST /CNT=15 /TID=Mm.102895.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456230_at 0.9 1 A A 0.8 0.85 -0.1 NC 0.81 gb:AV281168 /DB_XREF=gi:16391503 /DB_XREF=AV281168 /CLONE=4933422H20 /FEA=EST /CNT=15 /TID=Mm.50902.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456301_at 2.6 0.7 A A 0.75 0.91 -0.1 NC 0.74 gb:BB667223 /DB_XREF=gi:16398672 /DB_XREF=BB667223 /CLONE=6820434E03 /FEA=EST /CNT=12 /TID=Mm.70705.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456323_at 70.1 64.3 P P 0.00415 0.008057 -0.1 NC 0.5 gb:BB280835 /DB_XREF=gi:15411099 /DB_XREF=BB280835 /CLONE=A930028F21 /FEA=EST /CNT=41 /TID=Mm.132555.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456332_at 61.5 36.1 P P 0.000244 0.001221 -0.1 NC 0.5 gb:AV290482 /DB_XREF=gi:16392267 /DB_XREF=AV290482 /CLONE=5133401J18 /FEA=EST /CNT=20 /TID=Mm.18111.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456338_at 63.9 53.7 P P 0.00415 0.00293 -0.1 NC 0.5 gb:BE647302 /DB_XREF=gi:9973088 /DB_XREF=UI-M-BH1-aly-d-09-0-UI.r1 /CLONE=UI-M-BH1-aly-d-09-0-UI /FEA=EST /CNT=18 /TID=Mm.44157.1 /
MOE430_2_1456352_a_ 781.3 798.7 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB704352 /DB_XREF=gi:16053187 /DB_XREF=BB704352 /CLONE=7420462P14 /FEA=EST /CNT=15 /TID=Mm.1668.5 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1456354_at 5.1 5.2 A A 0.19 0.19 -0.1 NC 0.5 gb:BB557207 /DB_XREF=gi:9643573 /DB_XREF=BB557207 /CLONE=E330027E01 /FEA=EST /CNT=13 /TID=Mm.41869.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1456363_at 40.5 38.7 P P 0.00293 0.008057 -0.1 NC 0.5 gb:AV284384 /DB_XREF=gi:16391833 /DB_XREF=AV284384 /CLONE=4933440L10 /FEA=EST /CNT=13 /TID=Mm.120712.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456381_x_ 616.4 569.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV274748 /DB_XREF=gi:6262785 /DB_XREF=AV274748 /CLONE=4932422E09 /FEA=EST /CNT=11 /TID=Mm.1639.4 /TIER=Stack /STK=11 /UG=Mm.16
MOE430_2_1456388_at 406 354.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV378604 /DB_XREF=gi:16398189 /DB_XREF=AV378604 /CLONE=9130422H11 /FEA=EST /CNT=103 /TID=Mm.203947.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456391_at 3.1 2.6 A A 0.63 0.69 -0.1 NC 0.42 gb:AV255459 /DB_XREF=gi:15405324 /DB_XREF=AV255459 /CLONE=4921520G03 /FEA=EST /CNT=31 /TID=Mm.133648.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456402_at 6.6 5.3 A A 0.12 0.39 -0.1 NC 0.46 gb:BB130348 /DB_XREF=gi:16266275 /DB_XREF=BB130348 /CLONE=9630044N18 /FEA=EST /CNT=18 /TID=Mm.65419.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456416_at 39.1 40.9 A A 0.11 0.11 -0.1 NC 0.5 gb:BB399251 /DB_XREF=gi:15411735 /DB_XREF=BB399251 /CLONE=C330013D05 /FEA=EST /CNT=15 /TID=Mm.44555.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456436_x_ 8774.8 7802.7 P P 0.000732 0.000244 -0.1 NC 0.7 gb:AV002845 /DB_XREF=gi:4779695 /DB_XREF=AV002845 /CLONE=0610020M01 /FEA=EST /CNT=11 /TID=Mm.21938.8 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456479_at 55.5 57.6 P P 0.01 0.01 -0.1 NC 0.5 gb:BB359719 /DB_XREF=gi:15411666 /DB_XREF=BB359719 /CLONE=C030041J06 /FEA=EST /CNT=41 /TID=Mm.60122.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456484_at 8.1 3.4 A A 0.19 0.56 -0.1 NC 0.91 gb:BI794271 /DB_XREF=gi:15821996 /DB_XREF=ic91b09.x1 /CLONE=IMAGE:5660896 /FEA=EST /CNT=42 /TID=Mm.200161.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1456497_x_ 9493.5 8724 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BI900577 /DB_XREF=gi:16188454 /DB_XREF=ib82a03.x4 /CLONE=IMAGE:5653132 /FEA=EST /CNT=15 /TID=Mm.39130.5 /TIER=Stack /STK=9 /UG=M
MOE430_2_1456506_at 8.9 10.4 A A 0.17 0.24 -0.1 NC 0.5 gb:BB479992 /DB_XREF=gi:16440636 /DB_XREF=BB479992 /CLONE=D330042G18 /FEA=EST /CNT=17 /TID=Mm.139225.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456524_at 53.5 40.6 A A 0.09 0.12 -0.1 NC 0.5 gb:AV318914 /DB_XREF=gi:16394779 /DB_XREF=AV318914 /CLONE=6030402G23 /FEA=EST /CNT=12 /TID=Mm.87482.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456547_at 196 189 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BM119402 /DB_XREF=gi:17087428 /DB_XREF=L0924H05-3 /CLONE=L0924H05 /FEA=EST /CNT=11 /TID=Mm.178349.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456553_at 11.9 14.8 P P 0.03 0.03 -0.1 NC 0.73 gb:BB198687 /DB_XREF=gi:16271203 /DB_XREF=BB198687 /CLONE=A430005J22 /FEA=EST /CNT=9 /TID=Mm.132282.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456555_at 3 1.4 A A 0.69 0.9 -0.1 NC 0.5 gb:AV280234 /DB_XREF=gi:16391384 /DB_XREF=AV280234 /CLONE=4933413C15 /FEA=EST /CNT=9 /TID=Mm.32237.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1456568_at 0.5 0.4 A A 0.96 0.97 -0.1 NC 0.65 gb:AV025588 /DB_XREF=gi:4802580 /DB_XREF=AV025588 /CLONE=1200014H17 /FEA=EST /CNT=9 /TID=Mm.21109.5 /TIER=Stack /STK=9 /UG=Mm.21
MOE430_2_1456569_x_ 79.3 81.6 P A 0.02 0.06 -0.1 NC 0.69 gb:AV025588 /DB_XREF=gi:4802580 /DB_XREF=AV025588 /CLONE=1200014H17 /FEA=EST /CNT=9 /TID=Mm.21109.5 /TIER=Stack /STK=9 /UG=Mm.21
MOE430_2_1456578_x_ 14.5 11.4 A A 0.3 0.17 -0.1 NC 0.5 gb:BB260833 /DB_XREF=gi:8957283 /DB_XREF=BB260833 /CLONE=A730096C13 /FEA=EST /CNT=9 /TID=Mm.200673.11 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456580_s_ 5213.2 4713.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV019894 /DB_XREF=gi:4796886 /DB_XREF=AV019894 /CLONE=1190012E06 /FEA=EST /CNT=9 /TID=Mm.22514.3 /TIER=Stack /STK=9 /UG=Mm.225



MOE430_2_1456581_x_ 4865.6 4457 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB041157 /DB_XREF=gi:8447543 /DB_XREF=BB041157 /CLONE=6030454C23 /FEA=EST /CNT=9 /TID=Mm.24443.6 /TIER=Stack /STK=9 /UG=Mm.24
MOE430_2_1456597_at 166.5 173.6 P P 0.001221 0.00293 -0.1 NC 0.73 gb:AV324623 /DB_XREF=gi:16395353 /DB_XREF=AV324623 /CLONE=6230425N07 /FEA=EST /CNT=123 /TID=Mm.36291.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456600_a_ 728.5 566.3 P P 0.000732 0.000244 -0.1 NC 0.5 gb:AV047821 /DB_XREF=gi:4867486 /DB_XREF=AV047821 /CLONE=1700071E21 /FEA=EST /CNT=51 /TID=Mm.28235.3 /TIER=Stack /STK=8 /UG=Mm.28
MOE430_2_1456615_a_ 670.9 612.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AA867746 /DB_XREF=gi:2963191 /DB_XREF=vx16a10.r1 /CLONE=IMAGE:1264602 /FEA=EST /CNT=36 /TID=Mm.218530.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1456616_a_ 6678.6 5679.3 P P 0.000244 0.000244 -0.1 NC 0.96 gb:AV035166 /DB_XREF=gi:4854831 /DB_XREF=AV035166 /CLONE=1600013O06 /FEA=EST /CNT=20 /TID=Mm.726.3 /TIER=Stack /STK=8 /UG=Mm.726 
MOE430_2_1456628_x_ 5304 4860.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV111319 /DB_XREF=gi:5265399 /DB_XREF=AV111319 /CLONE=2610001A09 /FEA=EST /CNT=14 /TID=Mm.16775.10 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456631_at 57.6 47.1 P M 0.04 0.05 -0.1 NC 0.5 gb:AV272901 /DB_XREF=gi:6260938 /DB_XREF=AV272901 /CLONE=4931438E23 /FEA=EST /CNT=13 /TID=Mm.61390.2 /TIER=Stack /STK=8 /UG=Mm.61
MOE430_2_1456648_at 27 29.7 P P 0.001953 0.001953 -0.1 NC 0.44 gb:BB032580 /DB_XREF=gi:16258219 /DB_XREF=BB032580 /CLONE=5830472A07 /FEA=EST /CNT=12 /TID=Mm.80543.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1456654_at 15.4 15.3 A A 0.21 0.14 -0.1 NC 0.42 gb:AV002411 /DB_XREF=gi:4779261 /DB_XREF=AV002411 /CLONE=0610016L11 /FEA=EST /CNT=10 /TID=Mm.42173.1 /TIER=Stack /STK=8 /UG=Mm.42
MOE430_2_1456663_x_ 407.2 372.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB718785 /DB_XREF=gi:16100358 /DB_XREF=BB718785 /CLONE=C730019F01 /FEA=EST /CNT=10 /TID=Mm.28626.6 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456664_x_ 2215.4 2207.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV217426 /DB_XREF=gi:6158267 /DB_XREF=AV217426 /CLONE=2410178E23 /FEA=EST /CNT=10 /TID=Mm.196608.4 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456688_at 16.7 17 P P 0.02 0.001953 -0.1 NC 0.5 gb:BB465155 /DB_XREF=gi:9382344 /DB_XREF=BB465155 /CLONE=D130097C05 /FEA=EST /CNT=9 /TID=Mm.114511.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456702_x_ 300.5 279.5 P P 0.000244 0.000244 -0.1 NC 0.9 gb:BB488978 /DB_XREF=gi:9406587 /DB_XREF=BB488978 /CLONE=D530004O06 /FEA=EST /CNT=9 /TID=Mm.29815.8 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1456711_at 7.4 8.2 A A 0.11 0.12 -0.1 NC 0.44 gb:AV275122 /DB_XREF=gi:16390624 /DB_XREF=AV275122 /CLONE=4932425I24 /FEA=EST /CNT=8 /TID=Mm.188541.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456725_x_ 100.5 54.3 A A 0.24 0.3 -0.1 NC 0.36 gb:BB114808 /DB_XREF=gi:8767376 /DB_XREF=BB114808 /CLONE=9530047J10 /FEA=EST /CNT=8 /TID=Mm.4551.2 /TIER=Stack /STK=8 /UG=Mm.4551
MOE430_2_1456726_x_ 1458.6 1403.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB270586 /DB_XREF=gi:8967601 /DB_XREF=BB270586 /CLONE=A830049B20 /FEA=EST /CNT=8 /TID=Mm.182232.7 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456732_at 8.2 4.6 A A 0.26 0.11 -0.1 NC 0.36 gb:BB503189 /DB_XREF=gi:9491983 /DB_XREF=BB503189 /CLONE=D630042E22 /FEA=EST /CNT=8 /TID=Mm.10669.3 /TIER=Stack /STK=8 /UG=Mm.10
MOE430_2_1456747_x_ 12.4 13.6 A P 0.12 0.01 -0.1 NC 0.5 gb:BB334959 /DB_XREF=gi:9043722 /DB_XREF=BB334959 /CLONE=B830029F17 /FEA=EST /CNT=8 /TID=Mm.20838.2 /TIER=Stack /STK=8 /UG=Mm.20
MOE430_2_1456797_at 3.7 1.7 A A 0.39 0.88 -0.1 NC 0.94 gb:BB312119 /DB_XREF=gi:16402762 /DB_XREF=BB312119 /CLONE=B230331K14 /FEA=EST /CNT=9 /TID=Mm.192894.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456805_a_ 54 35.9 P P 0.01 0.005859 -0.1 NC 0.5 gb:BE945978 /DB_XREF=gi:10523737 /DB_XREF=UI-M-BH3-awv-e-07-0-UI.s1 /CLONE=UI-M-BH3-awv-e-07-0-UI /FEA=EST /CNT=8 /TID=Mm.47051.1
MOE430_2_1456807_at 13.7 15.9 A A 0.12 0.14 -0.1 NC 0.66 gb:BQ174953 /DB_XREF=gi:20350445 /DB_XREF=UI-M-DJ2-bwb-d-22-0-UI.s1 /CLONE=UI-M-DJ2-bwb-d-22-0-UI /FEA=EST /CNT=8 /TID=Mm.151361
MOE430_2_1456813_at 10.6 10.9 A A 0.21 0.19 -0.1 NC 0.78 gb:AI854058 /DB_XREF=gi:5497964 /DB_XREF=UI-M-BH0-ajm-f-05-0-UI.s1 /CLONE=UI-M-BH0-ajm-f-05-0-UI /FEA=EST /CNT=8 /TID=Mm.39944.1 /T
MOE430_2_1456828_at 0.3 0.3 A A 0.96 0.66 -0.1 NC 0.14 gb:BB357650 /DB_XREF=gi:16405790 /DB_XREF=BB357650 /CLONE=C030023E24 /FEA=EST /CNT=7 /TID=Mm.39935.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456831_at 10.2 9.6 A A 0.27 0.39 -0.1 NC 0.5 gb:BB037375 /DB_XREF=gi:16258424 /DB_XREF=BB037375 /CLONE=5930426L19 /FEA=EST /CNT=7 /TID=Mm.215300.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456833_at 0.7 0.7 A A 0.87 0.87 -0.1 NC 0.58 gb:BB353220 /DB_XREF=gi:16405527 /DB_XREF=BB353220 /CLONE=B930092P05 /FEA=EST /CNT=7 /TID=Mm.21402.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456874_at 176.7 161.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB817332 /DB_XREF=gi:16989961 /DB_XREF=BB817332 /CLONE=G730039C12 /FEA=EST /CNT=15 /TID=Mm.71702.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456886_at 53 51.1 P P 0.001953 0.001953 -0.1 NC 0.5 gb:BF454116 /DB_XREF=gi:11520212 /DB_XREF=maa58d03.x1 /CLONE=IMAGE:3820853 /FEA=EST /CNT=10 /TID=Mm.133618.1 /TIER=ConsEnd /STK=6 
MOE430_2_1456894_at 23.8 22.2 A A 0.3 0.3 -0.1 NC 0.5 gb:BE981214 /DB_XREF=gi:10650088 /DB_XREF=UI-M-CG0p-bcz-f-06-0-UI.s1 /CLONE=UI-M-CG0p-bcz-f-06-0-UI /FEA=EST /CNT=10 /TID=Mm.4000
MOE430_2_1456897_at 9.2 8.9 A A 0.19 0.09 -0.1 NC 0.5 gb:BB200164 /DB_XREF=gi:16271392 /DB_XREF=BB200164 /CLONE=A430021A20 /FEA=EST /CNT=8 /TID=Mm.137946.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456900_at 18.9 18.1 P P 0.02 0.01 -0.1 NC 0.39 gb:BE993418 /DB_XREF=gi:10675578 /DB_XREF=UI-M-BZ1-bjs-c-01-0-UI.s1 /CLONE=UI-M-BZ1-bjs-c-01-0-UI /FEA=EST /CNT=8 /TID=Mm.82606.1 /
MOE430_2_1456912_at 104.3 102.9 P P 0.04 0.03 -0.1 NC 0.5 gb:AV344364 /DB_XREF=gi:16397023 /DB_XREF=AV344364 /CLONE=6430544H17 /FEA=EST /CNT=8 /TID=Mm.169620.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456923_at 2.6 2.2 A A 0.36 0.56 -0.1 NC 0.5 gb:BB377721 /DB_XREF=gi:16407643 /DB_XREF=BB377721 /CLONE=C130090H05 /FEA=EST /CNT=7 /TID=Mm.127343.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456933_at 15.8 13.7 P P 0.000732 0.00415 -0.1 NC 0.5 gb:BB713556 /DB_XREF=gi:16066725 /DB_XREF=BB713556 /CLONE=B020047N16 /FEA=EST /CNT=7 /TID=Mm.4386.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456935_at 0.8 0.7 A A 0.91 0.96 -0.1 NC 0.82 gb:AI606473 /DB_XREF=gi:4615640 /DB_XREF=ub77h04.x1 /CLONE=IMAGE:1383799 /FEA=EST /CNT=7 /TID=Mm.38082.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1456985_at 24.9 25.3 P A 0.00293 0.09 -0.1 NC 0.87 gb:BM210487 /DB_XREF=gi:17767354 /DB_XREF=C0665E09-3 /CLONE=C0665E09 /FEA=EST /CNT=6 /TID=Mm.36194.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456987_at 20.1 16.2 A A 0.24 0.43 -0.1 NC 0.5 gb:AV274327 /DB_XREF=gi:16390507 /DB_XREF=AV274327 /CLONE=4932418E24 /FEA=EST /CNT=6 /TID=Mm.77712.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456992_at 11.2 10.4 A A 0.3 0.46 -0.1 NC 0.5 gb:BB296513 /DB_XREF=gi:16401907 /DB_XREF=BB296513 /CLONE=B130047N10 /FEA=EST /CNT=6 /TID=Mm.127336.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457020_at 7.6 8.2 M A 0.05 0.19 -0.1 NC 0.5 gb:BB534501 /DB_XREF=gi:9586430 /DB_XREF=BB534501 /CLONE=E030037F01 /FEA=EST /CNT=6 /TID=Mm.131196.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457060_at 2.3 2.1 A A 0.69 0.82 -0.1 NC 0.5 gb:BI202405 /DB_XREF=gi:14668377 /DB_XREF=UI-M-CG0p-bro-c-02-0-UI.s1 /CLONE=UI-M-CG0p-bro-c-02-0-UI /FEA=EST /CNT=11 /TID=Mm.15652
MOE430_2_1457093_at 41.1 27.4 P P 0.000244 0.001953 -0.1 NC 0.5 gb:AV370079 /DB_XREF=gi:15406782 /DB_XREF=AV370079 /CLONE=9030207G08 /FEA=EST /CNT=7 /TID=Mm.177252.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457116_at 39.8 29.4 P P 0.005859 0.02 -0.1 NC 0.5 gb:BI555624 /DB_XREF=gi:15442938 /DB_XREF=603239670F1 /CLONE=IMAGE:5292808 /FEA=EST /CNT=6 /TID=Mm.188570.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1457141_at 7.7 6.5 A A 0.08 0.12 -0.1 NC 0.5 gb:BB229969 /DB_XREF=gi:8900614 /DB_XREF=BB229969 /CLONE=A630024G20 /FEA=EST /CNT=6 /TID=Mm.180664.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457149_at 1.8 1.9 A A 0.88 0.93 -0.1 NC 0.8 gb:BB005679 /DB_XREF=gi:15389942 /DB_XREF=BB005679 /CLONE=4732467L16 /FEA=EST /CNT=7 /TID=Mm.41945.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457158_at 0.8 1.8 A A 0.82 0.82 -0.1 NC 0.57 gb:BE951235 /DB_XREF=gi:10590374 /DB_XREF=UI-M-BH4-azl-e-10-0-UI.s1 /CLONE=UI-M-BH4-azl-e-10-0-UI /FEA=EST /CNT=6 /TID=Mm.153441.1 
MOE430_2_1457188_at 8.6 10.1 M A 0.05 0.11 -0.1 NC 0.5 gb:BB267568 /DB_XREF=gi:16400433 /DB_XREF=BB267568 /CLONE=A830030M19 /FEA=EST /CNT=5 /TID=Mm.131586.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457254_x_ 46.4 32.2 P A 0.03 0.06 -0.1 NC 0.5 gb:BB302103 /DB_XREF=gi:9002808 /DB_XREF=BB302103 /CLONE=B230034N21 /FEA=EST /CNT=5 /TID=Mm.119806.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457297_at 8.7 10 A A 0.14 0.43 -0.1 NC 0.5 gb:BG067469 /DB_XREF=gi:12550038 /DB_XREF=H3054G06-3 /CLONE=H3054G06 /FEA=EST /CNT=13 /TID=Mm.152850.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457303_at 31.4 23.9 P P 0.001221 0.000244 -0.1 NC 0.5 gb:BB217353 /DB_XREF=gi:16353185 /DB_XREF=BB217353 /CLONE=A530041P20 /FEA=EST /CNT=10 /TID=Mm.200566.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457324_at 2.6 2.9 A A 0.63 0.53 -0.1 NC 0.28 gb:BM115786 /DB_XREF=gi:17078804 /DB_XREF=L0825E08-3 /CLONE=L0825E08 /FEA=EST /CNT=6 /TID=Mm.150755.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457325_at 5.2 4.1 A A 0.27 0.43 -0.1 NC 0.1 gb:BB442995 /DB_XREF=gi:16424847 /DB_XREF=BB442995 /CLONE=D030038B12 /FEA=EST /CNT=6 /TID=Mm.71045.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457402_at 0.3 0.9 A A 0.96 0.87 -0.1 NC 0.3 gb:BB533647 /DB_XREF=gi:16446284 /DB_XREF=BB533647 /CLONE=E030031B17 /FEA=EST /CNT=5 /TID=Mm.202791.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457412_at 10.1 8.4 A A 0.21 0.14 -0.1 NC 0.49 gb:AV221826 /DB_XREF=gi:16384773 /DB_XREF=AV221826 /CLONE=3526402O03 /FEA=EST /CNT=5 /TID=Mm.39332.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457413_at 0.6 0.5 A A 0.72 0.91 -0.1 NC 0.85 gb:BB525735 /DB_XREF=gi:16444203 /DB_XREF=BB525735 /CLONE=D930028O21 /FEA=EST /CNT=5 /TID=Mm.129572.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457451_at 7.1 4 A A 0.17 0.36 -0.1 NC 0.36 gb:BB199213 /DB_XREF=gi:16271280 /DB_XREF=BB199213 /CLONE=A430013D21 /FEA=EST /CNT=5 /TID=Mm.207908.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457489_at 15.5 14.7 A A 0.06 0.14 -0.1 NC 0.4 gb:BB303825 /DB_XREF=gi:15411243 /DB_XREF=BB303825 /CLONE=B230107A03 /FEA=EST /CNT=4 /TID=Mm.214696.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457502_at 2 1.1 A A 0.72 0.91 -0.1 NC 0.53 gb:BB336605 /DB_XREF=gi:16404171 /DB_XREF=BB336605 /CLONE=B930001I23 /FEA=EST /CNT=4 /TID=Mm.131500.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457576_at 0.9 2.1 A A 0.93 0.75 -0.1 NC 0.15 gb:AU024082 /DB_XREF=gi:3394429 /DB_XREF=AU024082 /CLONE=J0446C09 /FEA=EST /CNT=4 /TID=Mm.28762.1 /TIER=ConsEnd /STK=4 /UG=Mm.28
MOE430_2_1457644_s_ 96.9 86.3 P P 0.00415 0.001953 -0.1 NC 0.5 gb:BB554288 /DB_XREF=gi:9640654 /DB_XREF=BB554288 /CLONE=E330012K12 /FEA=EST /CNT=4 /TID=Mm.149204.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457663_at 0.8 0.4 A A 0.87 0.93 -0.1 NC 0.54 gb:AV044095 /DB_XREF=gi:4863760 /DB_XREF=AV044095 /CLONE=1700031J07 /FEA=EST /CNT=4 /TID=Mm.52575.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1457666_s_ 429 430.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV229143 /DB_XREF=gi:6181659 /DB_XREF=AV229143 /CLONE=4631405A07 /FEA=EST /CNT=4 /TID=Mm.83146.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457693_a_ 4.4 6.4 A A 0.39 0.46 -0.1 NC 0.22 gb:AV343405 /DB_XREF=gi:16396996 /DB_XREF=AV343405 /CLONE=6430537H07 /FEA=EST /CNT=13 /TID=Mm.103154.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457703_at 6.6 5 A A 0.39 0.36 -0.1 NC 0.33 gb:BE952838 /DB_XREF=gi:10593721 /DB_XREF=UI-M-BH4-azk-f-08-0-UI.s1 /CLONE=UI-M-BH4-azk-f-08-0-UI /FEA=EST /CNT=14 /TID=Mm.82602.1 
MOE430_2_1457759_at 2.4 1.6 A A 0.94 0.98 -0.1 NC 0.58 gb:BM244095 /DB_XREF=gi:17879365 /DB_XREF=K0706D12-3 /CLONE=K0706D12 /FEA=EST /CNT=5 /TID=Mm.131388.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457762_at 28.6 28.1 A A 0.19 0.12 -0.1 NC 0.06 gb:BG074612 /DB_XREF=gi:12557181 /DB_XREF=H3137B12-3 /CLONE=H3137B12 /FEA=EST /CNT=5 /TID=Mm.103067.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457767_at 12.8 9.1 P M 0.01 0.05 -0.1 NC 0.5 gb:BE989136 /DB_XREF=gi:10666204 /DB_XREF=UI-M-CG0p-bhk-c-11-0-UI.s1 /CLONE=UI-M-CG0p-bhk-c-11-0-UI /FEA=EST /CNT=5 /TID=Mm.15199
MOE430_2_1457807_at 9.6 9.6 P A 0.02 0.14 -0.1 NC 0.66 gb:BQ127013 /DB_XREF=gi:20200924 /DB_XREF=ii58b08.x1 /CLONE=IMAGE:5945799 /FEA=EST /CNT=5 /TID=Mm.99957.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457826_a_ 1012 872.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV056885 /DB_XREF=gi:5156632 /DB_XREF=AV056885 /CLONE=1810043H04 /FEA=EST /CNT=5 /TID=Mm.46699.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457860_at 1.4 1.1 A A 0.69 0.9 -0.1 NC 0.55 gb:BG066479 /DB_XREF=gi:12549048 /DB_XREF=H3043E01-3 /CLONE=H3043E01 /FEA=EST /CNT=4 /TID=Mm.25024.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457875_at 3 2.3 A A 0.6 0.8 -0.1 NC 0.5 gb:BG070172 /DB_XREF=gi:12552741 /DB_XREF=H3084E03-3 /CLONE=H3084E03 /FEA=EST /CNT=4 /TID=Mm.35026.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457881_at 44.7 32.9 P P 0.000244 0.00415 -0.1 NC 0.83 gb:BB197141 /DB_XREF=gi:16271042 /DB_XREF=BB197141 /CLONE=A330097J15 /FEA=EST /CNT=4 /TID=Mm.122201.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457920_at 8.3 7 A A 0.63 0.56 -0.1 NC 0.35 gb:BE980170 /DB_XREF=gi:10647858 /DB_XREF=UI-M-BG2-bcq-e-05-0-UI.s1 /CLONE=UI-M-BG2-bcq-e-05-0-UI /FEA=EST /CNT=4 /TID=Mm.151149
MOE430_2_1457933_at 1 1.8 A A 0.82 0.88 -0.1 NC 0.5 gb:BB410759 /DB_XREF=gi:16423263 /DB_XREF=BB410759 /CLONE=C430019L13 /FEA=EST /CNT=4 /TID=Mm.186997.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458015_at 13.1 9.7 P A 0.02 0.14 -0.1 NC 0.44 gb:BB360213 /DB_XREF=gi:16405859 /DB_XREF=BB360213 /CLONE=C030045M04 /FEA=EST /CNT=4 /TID=Mm.40510.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458080_at 0.8 0.4 A A 0.78 0.98 -0.1 NC 0.79 gb:BB282404 /DB_XREF=gi:15411151 /DB_XREF=BB282404 /CLONE=A930037J23 /FEA=EST /CNT=3 /TID=Mm.204795.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458119_at 7.9 13.5 A P 0.09 0.03 -0.1 NC 0.5 gb:BB479245 /DB_XREF=gi:16440535 /DB_XREF=BB479245 /CLONE=D330037G19 /FEA=EST /CNT=3 /TID=Mm.130015.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458185_at 19 27 P P 0.01 0.005859 -0.1 NC 0.5 gb:BB526140 /DB_XREF=gi:16444270 /DB_XREF=BB526140 /CLONE=D930031I08 /FEA=EST /CNT=3 /TID=Mm.214657.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458203_at 6.1 5.9 A A 0.3 0.56 -0.1 NC 0.34 gb:BB454126 /DB_XREF=gi:16425836 /DB_XREF=BB454126 /CLONE=D130028O20 /FEA=EST /CNT=3 /TID=Mm.208723.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458209_at 1.1 1.1 A A 0.87 0.85 -0.1 NC 0.76 gb:BB348448 /DB_XREF=gi:16405154 /DB_XREF=BB348448 /CLONE=B930070E23 /FEA=EST /CNT=3 /TID=Mm.149936.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458216_at 6.4 5.9 A A 0.19 0.3 -0.1 NC 0.15 gb:BB499648 /DB_XREF=gi:16442200 /DB_XREF=BB499648 /CLONE=D630022G09 /FEA=EST /CNT=3 /TID=Mm.138000.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458306_at 3.3 1.6 A A 0.69 0.87 -0.1 NC 0.5 gb:BB631970 /DB_XREF=gi:16468638 /DB_XREF=BB631970 /CLONE=A230056A17 /FEA=EST /CNT=3 /TID=Mm.121296.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458313_at 37.4 36 A A 0.17 0.27 -0.1 NC 0.5 gb:AI854193 /DB_XREF=gi:5498099 /DB_XREF=UI-M-BH0-ajz-c-11-0-UI.s1 /CLONE=UI-M-BH0-ajz-c-11-0-UI /FEA=EST /CNT=3 /TID=Mm.102479.2 /T
MOE430_2_1458330_x_ 137.6 85.4 P P 0.04 0.01 -0.1 NC 0.9 gb:BB236001 /DB_XREF=gi:8917882 /DB_XREF=BB236001 /CLONE=A630056N05 /FEA=EST /CNT=3 /TID=Mm.215632.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458341_x_ 285.6 273.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB397841 /DB_XREF=gi:9217237 /DB_XREF=BB397841 /CLONE=C330005L03 /FEA=EST /CNT=3 /TID=Mm.139800.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458375_at 132.5 110 P P 0.00293 0.001953 -0.1 NC 0.5 gb:BB015113 /DB_XREF=gi:8138307 /DB_XREF=BB015113 /CLONE=4930488K07 /FEA=EST /CNT=10 /TID=Mm.63812.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458393_at 20 20.2 P P 0.03 0.01 -0.1 NC 0.5 gb:BB164190 /DB_XREF=gi:16268811 /DB_XREF=BB164190 /CLONE=A130076D16 /FEA=EST /CNT=7 /TID=Mm.131443.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458398_at 4.2 9.1 A A 0.19 0.27 -0.1 NC 0.77 gb:AV259070 /DB_XREF=gi:6246529 /DB_XREF=AV259070 /CLONE=4930403D18 /FEA=EST /CNT=7 /TID=Mm.87299.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458443_at 62.5 49.8 P P 0.001953 0.01 -0.1 NC 0.5 gb:BE986758 /DB_XREF=gi:10661412 /DB_XREF=UI-M-CG0p-bey-d-08-0-UI.s1 /CLONE=UI-M-CG0p-bey-d-08-0-UI /FEA=EST /CNT=8 /TID=Mm.39265
MOE430_2_1458469_at 50.3 47.4 P P 0.001221 0.00293 -0.1 NC 0.75 gb:BB205662 /DB_XREF=gi:16352010 /DB_XREF=BB205662 /CLONE=A430068F03 /FEA=EST /CNT=5 /TID=Mm.215577.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458498_at 4.2 1.6 A A 0.56 0.52 -0.1 NC 0.46 gb:BE135658 /DB_XREF=gi:8598158 /DB_XREF=ug53h02.y1 /CLONE=IMAGE:1546131 /FEA=EST /CNT=5 /TID=Mm.38038.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458513_at 2.8 2.6 A A 0.5 0.63 -0.1 NC 0.79 gb:BE947490 /DB_XREF=gi:10525249 /DB_XREF=UI-M-BH3-axc-b-03-0-UI.s1 /CLONE=UI-M-BH3-axc-b-03-0-UI /FEA=EST /CNT=6 /TID=Mm.146049.
MOE430_2_1458526_at 3.2 1.1 A A 0.72 0.6 -0.1 NC 0.24 gb:BB048656 /DB_XREF=gi:16259495 /DB_XREF=BB048656 /CLONE=6430592E24 /FEA=EST /CNT=5 /TID=Mm.161174.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458535_at 12.8 11.7 A A 0.39 0.43 -0.1 NC 0.31 gb:AW123117 /DB_XREF=gi:6098647 /DB_XREF=UI-M-BH2.1-apc-g-03-0-UI.s1 /CLONE=UI-M-BH2.1-apc-g-03-0-UI /FEA=EST /CNT=5 /TID=Mm.54198
MOE430_2_1458621_at 0.9 0.7 A A 0.96 0.99 -0.1 NC 0.86 gb:AI452215 /DB_XREF=gi:4300363 /DB_XREF=mp85f02.x1 /CLONE=IMAGE:576027 /FEA=EST /CNT=4 /TID=Mm.33771.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458627_at 31.3 39.4 A A 0.11 0.19 -0.1 NC 0.55 gb:AW701164 /DB_XREF=gi:7585290 /DB_XREF=un75g06.x1 /CLONE=IMAGE:2536762 /FEA=EST /CNT=4 /TID=Mm.187234.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458664_at 27.2 35 P P 0.000732 0.01 -0.1 NC 0.5 gb:BB750424 /DB_XREF=gi:16154660 /DB_XREF=BB750424 /CLONE=G130003J03 /FEA=EST /CNT=4 /TID=Mm.207986.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458703_at 16.9 16.5 P P 0.005859 0.01 -0.1 NC 0.5 gb:BM212835 /DB_XREF=gi:17770511 /DB_XREF=C0827H06-3 /CLONE=C0827H06 /FEA=EST /CNT=4 /TID=Mm.218214.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458767_at 2.4 2.1 A A 0.78 0.78 -0.1 NC 0.5 gb:BG071715 /DB_XREF=gi:12554284 /DB_XREF=H3102D03-3 /CLONE=H3102D03 /FEA=EST /CNT=3 /TID=Mm.174008.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458776_at 1 1.7 A A 0.8 0.82 -0.1 NC 0.5 gb:BG070162 /DB_XREF=gi:12552731 /DB_XREF=H3084D04-3 /CLONE=H3084D04 /FEA=EST /CNT=3 /TID=Mm.173201.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458869_at 3.9 4.2 A A 0.19 0.27 -0.1 NC 0.5 gb:AW556218 /DB_XREF=gi:7201647 /DB_XREF=L0265D06-3 /CLONE=L0265D06 /FEA=EST /CNT=3 /TID=Mm.178526.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458875_at 2.2 0.5 A A 0.87 0.93 -0.1 NC 0.63 gb:BG070917 /DB_XREF=gi:12553409 /DB_XREF=H3091G01-3 /CLONE=H3091G01 /FEA=EST /CNT=3 /TID=Mm.173316.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458885_at 9.6 9.6 A A 0.17 0.24 -0.1 NC 0.5 gb:AU023306 /DB_XREF=gi:3393653 /DB_XREF=AU023306 /CLONE=J0429E04 /FEA=EST /CNT=3 /TID=Mm.173609.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1458907_at 8 5.8 A A 0.26 0.5 -0.1 NC 0.54 gb:BG069094 /DB_XREF=gi:12551663 /DB_XREF=H3072F08-3 /CLONE=H3072F08 /FEA=EST /CNT=3 /TID=Mm.173764.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458914_at 10.1 5.2 A A 0.11 0.3 -0.1 NC 0.78 gb:BM220233 /DB_XREF=gi:17780261 /DB_XREF=C0937D11-3 /CLONE=C0937D11 /FEA=EST /CNT=3 /TID=Mm.216301.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458929_at 12.8 9.3 A A 0.5 0.33 -0.1 NC 0.28 gb:BB497208 /DB_XREF=gi:16441939 /DB_XREF=BB497208 /CLONE=D630007H13 /FEA=EST /CNT=3 /TID=Mm.31889.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458930_at 11.6 10.6 A M 0.14 0.05 -0.1 NC 0.5 gb:AW319988 /DB_XREF=gi:6749609 /DB_XREF=un16f02.x1 /CLONE=IMAGE:2395515 /FEA=EST /CNT=3 /TID=Mm.96978.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458956_at 1.2 0.5 A A 0.93 0.99 -0.1 NC 0.96 gb:AW045889 /DB_XREF=gi:5906418 /DB_XREF=UI-M-BH1-aku-a-02-0-UI.s1 /CLONE=UI-M-BH1-aku-a-02-0-UI /FEA=EST /CNT=3 /TID=Mm.44760.1 /
MOE430_2_1458973_at 0.3 0.5 A A 0.8 0.66 -0.1 NC 0.5 gb:BG071190 /DB_XREF=gi:12553759 /DB_XREF=H3095G02-3 /CLONE=H3095G02 /FEA=EST /CNT=3 /TID=Mm.157388.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458979_at 10.8 10 M A 0.05 0.14 -0.1 NC 0.5 gb:BB332816 /DB_XREF=gi:16403960 /DB_XREF=BB332816 /CLONE=B830002N15 /FEA=EST /CNT=3 /TID=Mm.127554.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458984_at 32.7 34.1 P P 0.00415 0.008057 -0.1 NC 0.5 gb:BI794701 /DB_XREF=gi:15822426 /DB_XREF=ic63e06.x2 /CLONE=IMAGE:5658346 /FEA=EST /CNT=3 /TID=Mm.197664.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458992_at 1.1 1.4 A A 0.53 0.5 -0.1 NC 0.06 gb:BF318220 /DB_XREF=gi:11266793 /DB_XREF=ux08a12.x1 /CLONE=IMAGE:3470878 /FEA=EST /CNT=3 /TID=Mm.167584.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459029_at 0.5 0.7 A A 0.98 0.99 -0.1 NC 0.71 gb:AW123140 /DB_XREF=gi:6098670 /DB_XREF=UI-M-BH2.1-apd-b-03-0-UI.s1 /CLONE=UI-M-BH2.1-apd-b-03-0-UI /FEA=EST /CNT=3 /TID=Mm.70958
MOE430_2_1459064_at 0.1 0.3 A A 0.95 0.74 -0.1 NC 0.15 gb:AW488784 /DB_XREF=gi:7059054 /DB_XREF=UI-M-BH3-arx-f-01-0-UI.s1 /CLONE=UI-M-BH3-arx-f-01-0-UI /FEA=EST /CNT=3 /TID=Mm.101508.1 /
MOE430_2_1459072_at 0.4 0.3 A A 0.99 0.91 -0.1 NC 0.43 gb:BE648105 /DB_XREF=gi:9973890 /DB_XREF=UI-M-BH2.1-apa-d-08-0-UI.r1 /CLONE=UI-M-BH2.1-apa-d-08-0-UI /FEA=EST /CNT=3 /TID=Mm.65375
MOE430_2_1459090_at 9.2 9 A A 0.43 0.53 -0.1 NC 0.5 gb:BG072093 /DB_XREF=gi:12554662 /DB_XREF=H3106F08-3 /CLONE=H3106F08 /FEA=EST /CNT=3 /TID=Mm.172193.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459118_at 16.9 13.7 P A 0.00415 0.09 -0.1 NC 0.5 gb:BB471224 /DB_XREF=gi:16427889 /DB_XREF=BB471224 /CLONE=D230038C21 /FEA=EST /CNT=3 /TID=Mm.210455.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459136_at 0.8 0.7 A A 0.87 0.82 -0.1 NC 0.54 gb:BE630431 /DB_XREF=gi:9913119 /DB_XREF=uu20h01.x1 /CLONE=IMAGE:3372529 /FEA=EST /CNT=3 /TID=Mm.138722.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459154_at 33.2 32.3 P P 0.00415 0.001221 -0.1 NC 0.5 gb:BG075612 /DB_XREF=gi:12558181 /DB_XREF=H3149D02-3 /CLONE=H3149D02 /FEA=EST /CNT=2 /TID=Mm.103190.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459199_at 14.3 11.9 P A 0.03 0.06 -0.1 NC 0.55 gb:BB667751 /DB_XREF=gi:16399200 /DB_XREF=BB667751 /CLONE=C730037I09 /FEA=EST /CNT=2 /TID=Mm.134473.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459210_at 1.9 2.6 A A 0.75 0.78 -0.1 NC 0.77 gb:BB431028 /DB_XREF=gi:16424131 /DB_XREF=BB431028 /CLONE=C630036E16 /FEA=EST /CNT=2 /TID=Mm.44519.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459268_at 0.9 4.5 A A 0.93 0.75 -0.1 NC 0.18 gb:BB027806 /DB_XREF=gi:16258045 /DB_XREF=BB027806 /CLONE=5330439C02 /FEA=EST /CNT=2 /TID=Mm.207696.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459319_at 1.1 1 A A 0.84 0.91 -0.1 NC 0.5 gb:BB168469 /DB_XREF=gi:16269183 /DB_XREF=BB168469 /CLONE=A130098P10 /FEA=EST /CNT=2 /TID=Mm.215520.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459341_at 13.2 9.8 P P 0.01 0.000244 -0.1 NC 0.5 gb:AV321471 /DB_XREF=gi:16395066 /DB_XREF=AV321471 /CLONE=6030434D24 /FEA=EST /CNT=2 /TID=Mm.207226.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459348_at 133.6 131.3 P P 0.005859 0.00293 -0.1 NC 0.5 gb:BB454472 /DB_XREF=gi:16425867 /DB_XREF=BB454472 /CLONE=D130032J17 /FEA=EST /CNT=2 /TID=Mm.215971.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459363_at 82.5 71 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV318787 /DB_XREF=gi:16394754 /DB_XREF=AV318787 /CLONE=6030401H04 /FEA=EST /CNT=2 /TID=Mm.208763.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459364_at 0.7 1 A A 0.95 0.98 -0.1 NC 0.46 gb:BB430850 /DB_XREF=gi:15412035 /DB_XREF=BB430850 /CLONE=C630035D16 /FEA=EST /CNT=2 /TID=Mm.209135.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459387_at 13.9 9.3 P A 0.02 0.14 -0.1 NC 0.48 gb:BB476572 /DB_XREF=gi:16440183 /DB_XREF=BB476572 /CLONE=D330020B21 /FEA=EST /CNT=2 /TID=Mm.126233.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459397_at 4.3 1.5 A A 0.39 0.56 -0.1 NC 0.22 gb:BB440892 /DB_XREF=gi:16424694 /DB_XREF=BB440892 /CLONE=D030024E12 /FEA=EST /CNT=2 /TID=Mm.127460.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459405_at 20.2 18.6 P A 0.03 0.06 -0.1 NC 0.5 gb:BB442539 /DB_XREF=gi:16424818 /DB_XREF=BB442539 /CLONE=D030034H08 /FEA=EST /CNT=2 /TID=Mm.217123.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459415_at 5 8.6 A P 0.19 0.00415 -0.1 NC 0.05 gb:BB204258 /DB_XREF=gi:16351806 /DB_XREF=BB204258 /CLONE=A430057C01 /FEA=EST /CNT=2 /TID=Mm.122619.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459428_at 1.2 2.2 A A 0.5 0.72 -0.1 NC 0.59 gb:BG065717 /DB_XREF=gi:12548280 /DB_XREF=H3034D09-3 /CLONE=H3034D09 /FEA=EST /CNT=2 /TID=Mm.172595.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459433_at 20.8 20.4 P A 0.03 0.17 -0.1 NC 0.5 gb:AV327581 /DB_XREF=gi:16395672 /DB_XREF=AV327581 /CLONE=6330419O17 /FEA=EST /CNT=2 /TID=Mm.207526.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459444_at 0.4 0.8 A A 0.96 0.6 -0.1 NC 0.16 gb:BM239227 /DB_XREF=gi:17874497 /DB_XREF=K0531B01-3 /CLONE=K0531B01 /FEA=EST /CNT=2 /TID=Mm.128465.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459461_at 11.8 12 A A 0.27 0.36 -0.1 NC 0.5 gb:AW549069 /DB_XREF=gi:7194409 /DB_XREF=L0044E08-3 /CLONE=L0044E08 /FEA=EST /CNT=2 /TID=Mm.182644.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459476_s_ 240.4 244.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:C86984 /DB_XREF=gi:2918941 /DB_XREF=C86984 /CLONE=J0238A01 /FEA=EST /CNT=2 /TID=Mm.195915.1 /TIER=ConsEnd /STK=2 /UG=Mm.19591
MOE430_2_1459497_at 49 28.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AU019852 /DB_XREF=gi:3375436 /DB_XREF=AU019852 /CLONE=J0523D03 /FEA=EST /CNT=2 /TID=Mm.23234.1 /TIER=ConsEnd /STK=2 /UG=Mm.23
MOE430_2_1459507_at 4.3 3.9 A A 0.36 0.46 -0.1 NC 0.41 gb:BB291603 /DB_XREF=gi:16401479 /DB_XREF=BB291603 /CLONE=B130006M07 /FEA=EST /CNT=2 /TID=Mm.209516.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459527_at 1.8 0.6 A A 0.75 0.9 -0.1 NC 0.5 gb:C77525 /DB_XREF=gi:2517855 /DB_XREF=C77525 /CLONE=J0032H09 /FEA=EST /CNT=2 /TID=Mm.172639.1 /TIER=ConsEnd /STK=2 /UG=Mm.17263
MOE430_2_1459539_at 1.8 3.9 A A 0.63 0.36 -0.1 NC 0.5 gb:BB228712 /DB_XREF=gi:16354243 /DB_XREF=BB228712 /CLONE=A630017L07 /FEA=EST /CNT=2 /TID=Mm.208112.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459561_at 1.8 1.6 A A 0.78 0.8 -0.1 NC 0.57 gb:BI076524 /DB_XREF=gi:14515181 /DB_XREF=C0117B12-3 /CLONE=C0117B12 /FEA=EST /CNT=2 /TID=Mm.197219.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459572_at 0.2 0.2 A A 0.93 0.99 -0.1 NC 0.58 gb:BG067443 /DB_XREF=gi:12550012 /DB_XREF=H3054E04-3 /CLONE=H3054E04 /FEA=EST /CNT=2 /TID=Mm.25420.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459590_at 20.9 15.5 A A 0.09 0.14 -0.1 NC 0.5 gb:BE980204 /DB_XREF=gi:10647923 /DB_XREF=UI-M-BG2-bcq-h-06-0-UI.s1 /CLONE=UI-M-BG2-bcq-h-06-0-UI /FEA=EST /CNT=2 /TID=Mm.152991
MOE430_2_1459593_x_ 110.9 105.1 P P 0.001953 0.008057 -0.1 NC 0.71 gb:BB752796 /DB_XREF=gi:16183110 /DB_XREF=BB752796 /CLONE=G270021N11 /FEA=EST /CNT=2 /TID=Mm.36658.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459612_at 11.6 10.9 P A 0.01 0.11 -0.1 NC 0.5 gb:BB223611 /DB_XREF=gi:16353806 /DB_XREF=BB223611 /CLONE=A530082N23 /FEA=EST /CNT=2 /TID=Mm.208696.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459622_at 49.2 44 P P 0.01 0.03 -0.1 NC 0.96 gb:AW493252 /DB_XREF=gi:7063533 /DB_XREF=UI-M-BH3-aua-b-03-0-UI.s1 /CLONE=UI-M-BH3-aua-b-03-0-UI /FEA=EST /CNT=2 /TID=Mm.102191.1
MOE430_2_1459643_at 3 3.5 A A 0.36 0.43 -0.1 NC 0.5 gb:BE634571 /DB_XREF=gi:9917259 /DB_XREF=uv83d03.x1 /CLONE=IMAGE:3413765 /FEA=EST /CNT=2 /TID=Mm.138858.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459715_at 44.7 42.2 P A 0.01 0.11 -0.1 NC 0.75 gb:BM246911 /DB_XREF=gi:17882181 /DB_XREF=K0744F02-3 /CLONE=K0744F02 /FEA=EST /CNT=2 /TID=Mm.216357.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459732_at 2.2 2 A A 0.91 0.88 -0.1 NC 0.26 gb:AW121350 /DB_XREF=gi:6096683 /DB_XREF=UI-M-BH2.2-aom-c-09-0-UI.s1 /CLONE=UI-M-BH2.2-aom-c-09-0-UI /FEA=EST /CNT=2 /TID=Mm.8260
MOE430_2_1459740_s_ 5 2.3 A A 0.53 0.75 -0.1 NC 0.5 gb:AW108044 /DB_XREF=gi:6078844 /DB_XREF=um25g11.x1 /CLONE=IMAGE:2225636 /FEA=EST /CNT=2 /TID=Mm.199181.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459751_s_ 296.7 270.4 P P 0.000244 0.001953 -0.1 NC 0.88 gb:R75527 /DB_XREF=gi:849771 /DB_XREF=MDB0723 /FEA=EST /CNT=2 /TID=Mm.200171.1 /TIER=ConsEnd /STK=2 /UG=Mm.200171 /LL=98002 /UG_G
MOE430_2_1459757_x_ 67.3 72.1 P P 0.000244 0.001953 -0.1 NC 0.49 gb:AV301999 /DB_XREF=gi:6334513 /DB_XREF=AV301999 /CLONE=5730497I02 /FEA=EST /CNT=2 /TID=Mm.91993.1 /TIER=ConsEnd /STK=2 /UG=Mm.9
MOE430_2_1459765_s_ 5108.8 4462 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB055869 /DB_XREF=gi:8463017 /DB_XREF=BB055869 /CLONE=6720484M18 /FEA=EST /CNT=2 /TID=Mm.125450.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459773_x_ 337.5 619.7 P P 0.001953 0.005859 -0.1 NC 0.5 gb:BB097174 /DB_XREF=gi:8742208 /DB_XREF=BB097174 /CLONE=9430058H24 /FEA=EST /CNT=2 /TID=Mm.208505.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459782_x_ 21.2 27.7 A A 0.11 0.09 -0.1 NC 0.5 gb:BB138279 /DB_XREF=gi:8793216 /DB_XREF=BB138279 /CLONE=9830147C24 /FEA=EST /CNT=2 /TID=Mm.162618.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459805_x_ 478.7 383.6 P P 0.00415 0.00415 -0.1 NC 0.6 gb:BB482412 /DB_XREF=gi:9400021 /DB_XREF=BB482412 /CLONE=D430012I09 /FEA=EST /CNT=2 /TID=Mm.134581.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459836_x_ 26.6 25.2 P P 0.000244 0.01 -0.1 NC 0.74 gb:AV240083 /DB_XREF=gi:6192586 /DB_XREF=AV240083 /CLONE=4732438B19 /FEA=EST /CNT=2 /TID=Mm.104765.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459886_at 31.5 28.4 P P 0.01 0.03 -0.1 NC 0.58 gb:BF472132 /DB_XREF=gi:11541315 /DB_XREF=UI-M-BH3-awt-g-02-0-UI.r1 /CLONE=UI-M-BH3-awt-g-02-0-UI /FEA=EST /CNT=5 /TID=Mm.44857.2 
MOE430_2_1459910_at 24.8 27.4 P P 0.00293 0.00415 -0.1 NC 0.5 gb:AW011961 /DB_XREF=gi:5860739 /DB_XREF=um05a02.y1 /CLONE=IMAGE:2182154 /FEA=EST /CNT=7 /TID=Mm.88364.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1459955_at 3.3 3.1 A A 0.78 0.8 -0.1 NC 0.58 gb:C85511 /DB_XREF=gi:2917468 /DB_XREF=C85511 /CLONE=J0209D08 /FEA=EST /CNT=2 /TID=Mm.172977.1 /TIER=ConsEnd /STK=2 /UG=Mm.17297
MOE430_2_1459964_at 24.3 18.1 A A 0.12 0.24 -0.1 NC 0.51 gb:BM122502 /DB_XREF=gi:17106270 /DB_XREF=L0510G06-3 /CLONE=L0510G06 /FEA=EST /CNT=2 /TID=Mm.54231.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459986_a_ 8648.2 8292.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_009092.1 /DB_XREF=gi:6677800 /GEN=Rps17 /FEA=FLmRNA /CNT=329 /TID=Mm.42767.1 /TIER=FL+Stack /STK=174 /UG=Mm.42767 /LL=20068 
MOE430_2_1460008_x_ 9096.6 8550.2 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AV109882 /DB_XREF=gi:5263960 /DB_XREF=AV109882 /CLONE=2600005J01 /FEA=EST /CNT=10 /TID=Mm.29982.8 /TIER=Stack /STK=9 /UG=Mm.29
MOE430_2_1460026_s_ 129.8 152.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB780581 /DB_XREF=gi:16941281 /DB_XREF=BB780581 /CLONE=G430067F01 /FEA=EST /CNT=12 /TID=Mm.220245.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1460039_at 0.4 0.8 A A 0.99 0.93 -0.1 NC 0.16 gb:BB035924 /DB_XREF=gi:16258343 /DB_XREF=BB035924 /CLONE=5930406N14 /FEA=EST /CNT=7 /TID=Mm.136901.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1460049_s_ 5519.3 4613.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB392676 /DB_XREF=gi:9115639 /DB_XREF=BB392676 /CLONE=C230080B21 /FEA=EST /CNT=5 /TID=Mm.213028.1 /TIER=ConsEnd /STK=5 /UG=M



MOE430_2_1460055_at 11.4 5.7 A A 0.08 0.27 -0.1 NC 0.5 gb:BB202321 /DB_XREF=gi:16271696 /DB_XREF=BB202321 /CLONE=A430045K21 /FEA=EST /CNT=6 /TID=Mm.35015.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1460122_at 36.3 41.9 P P 0.000732 0.000732 -0.1 NC 0.5 gb:BB734748 /DB_XREF=gi:16133898 /DB_XREF=BB734748 /CLONE=F420011M24 /FEA=EST /CNT=9 /TID=Mm.11400.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460146_at 0.4 0.5 A A 0.97 0.82 -0.1 NC 0.37 gb:BG070486 /DB_XREF=gi:12553055 /DB_XREF=H3087H04-3 /CLONE=H3087H04 /FEA=EST /CNT=3 /TID=Mm.103959.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460150_at 6.3 5.2 P A 0.03 0.12 -0.1 NC 0.24 gb:BE979371 /DB_XREF=gi:10646195 /DB_XREF=UI-M-BG2-bbx-c-08-0-UI.s1 /CLONE=UI-M-BG2-bbx-c-08-0-UI /FEA=EST /CNT=3 /TID=Mm.59154.1
MOE430_2_1460151_at 28.6 28.7 P M 0.03 0.05 -0.1 NC 0.5 gb:BG070910 /DB_XREF=gi:12553402 /DB_XREF=H3091F06-3 /CLONE=H3091F06 /FEA=EST /CNT=3 /TID=Mm.173314.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460175_at 9049.1 8753.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_024175.1 /DB_XREF=gi:13195603 /GEN=Rps23 /FEA=FLmRNA /CNT=197 /TID=Mm.30011.1 /TIER=FL+Stack /STK=120 /UG=Mm.30011 /LL=66475
MOE430_2_1460182_at 742.7 785.7 P P 0.000244 0.000244 -0.1 NC 0.57 gb:NM_080557.1 /DB_XREF=gi:18017595 /GEN=Snx4 /FEA=FLmRNA /CNT=184 /TID=Mm.28196.1 /TIER=FL+Stack /STK=92 /UG=Mm.28196 /LL=69150 /
MOE430_2_1460183_at 12 17 A P 0.06 0.02 -0.1 NC 0.5 gb:AF244347.1 /DB_XREF=gi:9246957 /FEA=FLmRNA /CNT=183 /TID=Mm.20047.1 /TIER=FL /STK=1 /UG=Mm.20047 /LL=11544 /UG_GENE=Adprh /DEF=
MOE430_2_1460185_at 15.8 20 A A 0.24 0.19 -0.1 NC 0.5 gb:NM_016879.1 /DB_XREF=gi:8393686 /GEN=Krt2-18 /FEA=FLmRNA /CNT=148 /TID=Mm.42251.1 /TIER=FL+Stack /STK=86 /UG=Mm.42251 /LL=53622 
MOE430_2_1460193_at 972.2 954.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133726.1 /DB_XREF=gi:19526911 /GEN=3110002K08Rik /FEA=FLmRNA /CNT=172 /TID=Mm.180337.1 /TIER=FL+Stack /STK=66 /UG=Mm.180337 /
MOE430_2_1460201_a_ 9200.8 8575.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC002110.1 /DB_XREF=gi:12805288 /FEA=FLmRNA /CNT=76 /TID=Mm.3428.1 /TIER=FL+Stack /STK=52 /UG=Mm.3428 /LL=68193 /UG_GENE=Rpl24 
MOE430_2_1460205_at 481.2 457 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_026551.1 /DB_XREF=gi:13386051 /GEN=6720485C15Rik /FEA=FLmRNA /CNT=82 /TID=Mm.181633.1 /TIER=FL+Stack /STK=47 /UG=Mm.181633 /
MOE430_2_1460211_a_ 2597.5 2233.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_133950.1 /DB_XREF=gi:19527169 /GEN=8030486F04Rik /FEA=FLmRNA /CNT=142 /TID=Mm.25045.1 /TIER=FL+Stack /STK=40 /UG=Mm.25045 /L
MOE430_2_1460243_at 274.4 282.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC003227.1 /DB_XREF=gi:13096855 /FEA=FLmRNA /CNT=111 /TID=Mm.565.1 /TIER=FL+Stack /STK=17 /UG=Mm.565 /LL=20773 /UG_GENE=Sptlc2 /
MOE430_2_1460246_at 87.9 127.3 P P 0.000244 0.001953 -0.1 NC 0.58 gb:NM_010788.1 /DB_XREF=gi:14149644 /GEN=Mecp2 /FEA=FLmRNA /CNT=100 /TID=Mm.40984.1 /TIER=FL+Stack /STK=16 /UG=Mm.40984 /LL=17257 
MOE430_2_1460253_at 590.8 515.5 P P 0.000244 0.000244 -0.1 NC 0.7 gb:NM_133978.1 /DB_XREF=gi:19527197 /GEN=AI481279 /FEA=FLmRNA /CNT=32 /TID=Mm.35600.1 /TIER=FL+Stack /STK=12 /UG=Mm.35600 /LL=1025
MOE430_2_1460276_a_ 210 190.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:NM_011906.1 /DB_XREF=gi:6755858 /GEN=Tpra40-pending /FEA=FLmRNA /CNT=8 /TID=Mm.22067.1 /TIER=FL /STK=4 /UG=Mm.22067 /LL=24100 /D
MOE430_2_1460311_at 3.4 3.8 A A 0.3 0.6 -0.1 NC 0.74 gb:NM_009276.1 /DB_XREF=gi:6678138 /GEN=Srst /FEA=FLmRNA /CNT=2 /TID=Mm.35868.1 /TIER=FL /STK=1 /UG=Mm.35868 /LL=20819 /DEF=Mus mu
MOE430_2_1460316_at 29.5 30.9 P P 0.00415 0.01 -0.1 NC 0.5 gb:BI413218 /DB_XREF=gi:15174141 /DB_XREF=602986338F1 /CLONE=IMAGE:5142656 /FEA=FLmRNA /CNT=147 /TID=Mm.28962.1 /TIER=ConsEnd /ST
MOE430_2_1460338_a_ 236.6 226.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB161253 /DB_XREF=gi:15409113 /DB_XREF=BB161253 /CLONE=A130058O20 /FEA=FLmRNA /CNT=74 /TID=Mm.33962.1 /TIER=Stack /STK=10 /UG
MOE430_2_1460339_at 2361.8 2198.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BG066125 /DB_XREF=gi:12548688 /DB_XREF=H3039C02-3 /CLONE=H3039C02 /FEA=FLmRNA /CNT=196 /TID=Mm.30270.1 /TIER=Stack /STK=8 /UG
MOE430_2_1460340_at 0.9 0.5 A A 0.95 0.95 -0.1 NC 0.64 gb:AV253931 /DB_XREF=gi:16387973 /DB_XREF=AV253931 /CLONE=4921506H11 /FEA=FLmRNA /CNT=15 /TID=Mm.87282.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1460362_at 586.3 534.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC004803.1 /DB_XREF=gi:13435926 /FEA=FLmRNA /CNT=179 /TID=Mm.25157.1 /TIER=FL+Stack /STK=24 /UG=Mm.25157 /LL=66404 /UG_GENE=24
MOE430_2_1460372_at 5.7 4.5 A A 0.39 0.63 -0.1 NC 0.5 gb:BC019755.1 /DB_XREF=gi:18043594 /FEA=FLmRNA /CNT=26 /TID=Mm.89016.1 /TIER=FL /STK=4 /UG=Mm.89016 /DEF=Mus musculus, clone MGC:25
MOE430_2_1460399_at 64.2 60.7 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV108872 /DB_XREF=gi:16381923 /DB_XREF=AV108872 /CLONE=2510049A15 /FEA=mRNA /CNT=127 /TID=Mm.27785.1 /TIER=Stack /STK=45 /UG=
MOE430_2_1460408_at 1.1 1.4 A A 0.78 0.8 -0.1 NC 0.2 gb:AF156490.1 /DB_XREF=gi:5453384 /GEN=Gabrg1 /FEA=mRNA /CNT=119 /TID=Mm.147354.1 /TIER=Stack /STK=77 /UG=Mm.147354 /LL=14405 /DEF=
MOE430_2_1460424_at 752.4 749.4 P P 0.000244 0.000244 -0.1 NC 0.73 gb:BI411309 /DB_XREF=gi:15172245 /DB_XREF=602964441F1 /CLONE=IMAGE:5119763 /FEA=mRNA /CNT=57 /TID=Mm.29633.1 /TIER=Stack /STK=34 /
MOE430_2_1460435_at 112.3 113.3 P P 0.01 0.005859 -0.1 NC 0.5 gb:AK005126.1 /DB_XREF=gi:12836834 /FEA=mRNA /CNT=91 /TID=Mm.29930.1 /TIER=Stack /STK=51 /UG=Mm.29930 /LL=71997 /UG_GENE=1500002O2
MOE430_2_1460476_s_ 28.9 28 P M 0.02 0.05 -0.1 NC 0.5 gb:BB709285 /DB_XREF=gi:16062454 /DB_XREF=BB709285 /CLONE=A930104P17 /FEA=mRNA /CNT=13 /TID=Mm.195796.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1460481_at 14 23.9 A A 0.17 0.27 -0.1 NC 0.48 gb:AK015109.1 /DB_XREF=gi:12853323 /GEN=Pcnt /FEA=mRNA /CNT=10 /TID=Mm.4379.3 /TIER=ConsEnd /STK=2 /UG=Mm.4379 /LL=18541 /UG_TITLE
MOE430_2_1460484_at 3 3 A A 0.63 0.88 -0.1 NC 0.5 gb:AK010374.1 /DB_XREF=gi:12845771 /FEA=mRNA /CNT=4 /TID=Mm.116819.1 /TIER=ConsEnd /STK=2 /UG=Mm.116819 /LL=69737 /UG_GENE=241000
MOE430_2_1460543_x_ 9899.2 9226.9 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV066985 /DB_XREF=gi:5186813 /DB_XREF=AV066985 /CLONE=2010200H23 /FEA=EST /CNT=110 /TID=Mm.21529.3 /TIER=Stack /STK=101 /UG=M
MOE430_2_1460548_a_ 518.6 516.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI505281 /DB_XREF=gi:4403132 /DB_XREF=vp98g05.x1 /CLONE=IMAGE:1092824 /FEA=EST /CNT=65 /TID=Mm.21096.6 /TIER=Stack /STK=64 /UG=M
MOE430_2_1460565_at 192 180.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BF134253 /DB_XREF=gi:10973293 /DB_XREF=601784227F1 /CLONE=IMAGE:4012039 /FEA=EST /CNT=77 /TID=Mm.23723.1 /TIER=Stack /STK=32 /U
MOE430_2_1460580_at 92.5 88.8 P P 0.000732 0.000244 -0.1 NC 0.5 gb:BB772192 /DB_XREF=gi:16213883 /DB_XREF=BB772192 /CLONE=G370140M24 /FEA=EST /CNT=48 /TID=Mm.22991.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1460581_a_ 8046.3 7902.1 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AI506565 /DB_XREF=gi:4404416 /DB_XREF=vn44d04.x1 /CLONE=IMAGE:1024039 /FEA=EST /CNT=30 /TID=Mm.42578.5 /TIER=Stack /STK=18 /UG=M
MOE430_2_1460588_at 35.9 45.9 P P 0.000244 0.001953 -0.1 NC 0.5 gb:BE457506 /DB_XREF=gi:9479705 /DB_XREF=us91g06.x1 /CLONE=IMAGE:3325786 /FEA=EST /CNT=16 /TID=Mm.111887.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1460590_s_ 3140 2659.3 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB422130 /DB_XREF=gi:9243485 /DB_XREF=BB422130 /CLONE=C530029M22 /FEA=EST /CNT=15 /TID=Mm.14722.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1460594_a_ 578.7 595.1 P P 0.000732 0.000732 -0.1 NC 0.5 gb:AU044197 /DB_XREF=gi:3979732 /DB_XREF=AU044197 /CLONE=J0916D03 /FEA=EST /CNT=15 /TID=Mm.23951.2 /TIER=Stack /STK=13 /UG=Mm.23
MOE430_2_1460602_at 262.7 227.9 P P 0.000732 0.001953 -0.1 NC 0.74 gb:BB768194 /DB_XREF=gi:16210747 /DB_XREF=BB768194 /CLONE=G370082L13 /FEA=EST /CNT=46 /TID=Mm.89698.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1460620_at 77.4 79.8 P P 0.000244 0.000732 -0.1 NC 0.5 gb:BB668116 /DB_XREF=gi:16399565 /DB_XREF=BB668116 /CLONE=C920026F23 /FEA=EST /CNT=33 /TID=Mm.31818.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1460626_at 353.1 324.4 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AV229846 /DB_XREF=gi:16385674 /DB_XREF=AV229846 /CLONE=4631422A03 /FEA=EST /CNT=26 /TID=Mm.4681.1 /TIER=Stack /STK=16 /UG=Mm.4
MOE430_2_1460641_a_ 257.2 262.6 P P 0.001953 0.001953 -0.1 NC 0.57 gb:NM_133693.1 /DB_XREF=gi:19526863 /GEN=3100004P22Rik /FEA=FLmRNA /CNT=207 /TID=Mm.21819.1 /TIER=FL+Stack /STK=92 /UG=Mm.21819 /L
MOE430_2_1460649_at 237.5 261 P P 0.000732 0.000732 -0.1 NC 0.53 gb:BE949425 /DB_XREF=gi:10527184 /DB_XREF=UI-M-BH3-avi-g-05-0-UI.s1 /CLONE=UI-M-BH3-avi-g-05-0-UI /FEA=FLmRNA /CNT=224 /TID=Mm.38
MOE430_2_1460651_at 3.8 3.7 A A 0.5 0.53 -0.1 NC 0.5 gb:AF036907.1 /DB_XREF=gi:2828027 /GEN=LAT /FEA=FLmRNA /CNT=41 /TID=Mm.10280.1 /TIER=FL+Stack /STK=34 /UG=Mm.10280 /LL=16797 /DEF=
MOE430_2_1460654_at 37.1 46.1 A A 0.12 0.33 -0.1 NC 0.5 gb:U76007.1 /DB_XREF=gi:1763373 /GEN=ZnT-3 /FEA=FLmRNA /CNT=29 /TID=Mm.1396.1 /TIER=FL+Stack /STK=24 /UG=Mm.1396 /LL=22784 /DEF=M
MOE430_2_1460680_a_ 7591.5 7140.5 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC025918.1 /DB_XREF=gi:19484154 /FEA=FLmRNA /CNT=56 /TID=Mm.140380.2 /TIER=FL+Stack /STK=17 /UG=Mm.140380 /LL=65019 /UG_GENE=R
MOE430_2_1460685_at 870.5 791.6 P P 0.000244 0.000244 -0.1 NC 0.5 gb:AF106621.1 /DB_XREF=gi:4378525 /FEA=FLmRNA /CNT=105 /TID=Mm.27393.1 /TIER=FL+Stack /STK=48 /UG=Mm.27393 /LL=21855 /UG_GENE=Timm
MOE430_2_1460697_s_ 3060.3 2541.8 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BC027564.1 /DB_XREF=gi:20380644 /FEA=mRNA /CNT=22 /TID=Mm.182650.1 /TIER=ConsEnd /STK=0 /UG=Mm.182650 /LL=66618 /UG_GENE=26102
MOE430_2_1460706_s_ 234.4 197.6 P P 0.000244 0.001953 -0.1 NC 0.5 gb:AV013771 /DB_XREF=gi:4790763 /DB_XREF=AV013771 /CLONE=1110050A14 /FEA=mRNA /CNT=4 /TID=Mm.195755.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460711_at 43.3 59.8 P P 0.00415 0.001953 -0.1 NC 0.5 gb:BG071611 /DB_XREF=gi:12554180 /DB_XREF=H3101B05-3 /CLONE=H3101B05 /FEA=EST /CNT=51 /TID=Mm.28035.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1460712_s_ 174.9 193.3 P P 0.000244 0.000732 -0.1 NC 0.5 gb:C86561 /DB_XREF=gi:2918518 /DB_XREF=C86561 /CLONE=J0229A04 /FEA=EST /CNT=43 /TID=Mm.199424.1 /TIER=Stack /STK=17 /UG=Mm.199424
MOE430_2_1460743_at 50 40.2 P P 0.000244 0.000244 -0.1 NC 0.5 gb:BB553398 /DB_XREF=gi:16448278 /DB_XREF=BB553398 /CLONE=E330005P08 /FEA=EST /CNT=15 /TID=Mm.27521.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_AFFX-18S 130 123.9 P P 0.000044 0.000052 -0.1 NC 0.5 Mus musculus /REF=X00686 /DEF=Mouse gene for 18S rRNA /LEN=1869 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prime respectively)
MOE430_2_AFFX-b-A 9301 8961 P P 0.000044 0.000044 -0.1 NC 0.5 Mus musculus /REF=M12481 /DEF=Mouse cytoplasmic beta-actin mRNA /LEN=1109 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prime re
MOE430_2_AFFX-b-A 6928.9 6284.5 P P 0.000044 0.000044 -0.1 NC 0.5 Mus musculus /REF=M12481 /DEF=Mouse cytoplasmic beta-actin mRNA /LEN=1109 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prime re
MOE430_2_AFFX-b-A 6680 6391.2 P P 0.000044 0.000044 -0.1 NC 0.5 Mus musculus /REF=M12481 /DEF=Mouse cytoplasmic beta-actin mRNA /LEN=1109 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prime re
MOE430_2_AFFX-Gap 5462.7 5255.5 P P 0.000044 0.000044 -0.1 NC 0.5 Mus musculus /REF=M32599 /DEF=Mouse glyceraldehyde-3-phosphate dehydrogenase mRNA, complete cds /LEN=1228 (_5, _M, _3 represent transcript reg
MOE430_2_AFFX-Gap 7139 6634.4 P P 0.000044 0.000044 -0.1 NC 0.5 Mus musculus /REF=M32599 /DEF=Mouse glyceraldehyde-3-phosphate dehydrogenase mRNA, complete cds /LEN=1228 (_5, _M, _3 represent transcript reg
MOE430_2_AFFX-Gap 6206 5653.8 P P 0.000044 0.000044 -0.1 NC 0.5 Mus musculus /REF=M32599 /DEF=Mouse glyceraldehyde-3-phosphate dehydrogenase mRNA, complete cds /LEN=1228 (_5, _M, _3 represent transcript reg
MOE430_2_AFFX-MUR 8284.4 7754 P P 0.00003 0.00003 -0.1 NC 0.5 Mus musculus /REF=K00131 /DEF=mouse b2 repeat sequence from clone mm61 /LEN=166
MOE430_2_AFFX-Pyru 88.6 74.1 P P 0.000095 0.00039 -0.1 NC 0.5 Mus musculus /REF=L09192 /DEF=pyruvate carboxylase mRNA, complete cds /LEN=4067 (_5, _MA, MB, _3 represent transcript regions 5 prime, MiddleA, M
MOE430_2_AFFX-Tran 1.3 1 A A 0.77 0.95 -0.1 NC 0.47 Mus musculus /REF=X57349 /DEF=M.musculus mRNA for transferrin receptor /LEN=2292 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prim
MOE430_2_1415677_at 551.5 462.8 P P 0.000244 0.000244 -0.2 NC 0.81 gb:NM_026819.1 /DB_XREF=gi:13386167 /GEN=1110029G07Rik /FEA=FLmRNA /CNT=131 /TID=Mm.21623.1 /TIER=FL+Stack /STK=64 /UG=Mm.21623 /L
MOE430_2_1415688_at 641.8 574.9 P P 0.000244 0.000244 -0.2 NC 0.63 gb:NM_025985.1 /DB_XREF=gi:13385487 /GEN=2700059C12Rik /FEA=FLmRNA /CNT=161 /TID=Mm.18485.1 /TIER=FL+Stack /STK=79 /UG=Mm.18485 /L
MOE430_2_1415712_at 126.8 96.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AJ250693.1 /DB_XREF=gi:10178989 /GEN=sr528 /FEA=mRNA /CNT=76 /TID=Mm.29208.1 /TIER=Stack /STK=9 /UG=Mm.29208 /LL=77556 /DEF=Mus
MOE430_2_1415729_at 264.6 237.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BQ174223 /DB_XREF=gi:20349714 /DB_XREF=UI-M-DJ2-bvw-m-21-0-UI.s1 /CLONE=UI-M-DJ2-bvw-m-21-0-UI /FEA=EST /CNT=95 /TID=Mm.1034
MOE430_2_1415735_at 2973.3 2954.8 P P 0.000244 0.000244 -0.2 NC 0.8 gb:NM_015735.1 /DB_XREF=gi:7657010 /GEN=Ddb1 /FEA=FLmRNA /CNT=351 /TID=Mm.29623.1 /TIER=FL+Stack /STK=128 /UG=Mm.29623 /LL=13194 /
MOE430_2_1415737_at 442.4 389.4 P P 0.000244 0.000244 -0.2 NC 0.81 gb:NM_019437.1 /DB_XREF=gi:14149725 /GEN=0610038L10Rik /FEA=FLmRNA /CNT=253 /TID=Mm.7013.1 /TIER=FL+Stack /STK=110 /UG=Mm.7013 /LL=
MOE430_2_1415739_at 992.5 944.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_133693.1 /DB_XREF=gi:19526863 /GEN=3100004P22Rik /FEA=FLmRNA /CNT=207 /TID=Mm.21819.1 /TIER=FL+Stack /STK=92 /UG=Mm.21819 /L
MOE430_2_1415752_at 1658.7 1536.4 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BC016084.1 /DB_XREF=gi:16359235 /FEA=FLmRNA /CNT=165 /TID=Mm.29866.1 /TIER=FL+Stack /STK=90 /UG=Mm.29866 /DEF=Mus musculus, clone
MOE430_2_1415753_at 2284.8 2031.4 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC005632.1 /DB_XREF=gi:13542873 /FEA=FLmRNA /CNT=155 /TID=Mm.29802.1 /TIER=FL+Stack /STK=69 /UG=Mm.29802 /DEF=Mus musculus, Simil
MOE430_2_1415760_s_ 2865.2 2474.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BC027632.1 /DB_XREF=gi:20380326 /FEA=mRNA /CNT=25 /TID=Mm.9703.2 /TIER=ConsEnd /STK=0 /UG=Mm.9703 /LL=11927 /UG_GENE=Atox1 /DE
MOE430_2_1415779_s_ 9070.7 8243.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_013798.1 /DB_XREF=gi:8850208 /GEN=Actl /FEA=FLmRNA /CNT=433 /TID=Mm.116989.1 /TIER=FL+Stack /STK=370 /UG=Mm.116989 /LL=11469 
MOE430_2_1415782_at 4043.7 3679.2 P P 0.000244 0.000244 -0.2 NC 0.82 gb:NM_133354.1 /DB_XREF=gi:19111163 /GEN=Smt3h2 /FEA=FLmRNA /CNT=481 /TID=Mm.29923.1 /TIER=FL+Stack /STK=320 /UG=Mm.29923 /LL=1709
MOE430_2_1415812_at 6505.2 5683.8 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_010354.1 /DB_XREF=gi:6754077 /GEN=Gsn /FEA=FLmRNA /CNT=415 /TID=Mm.21109.1 /TIER=FL+Stack /STK=239 /UG=Mm.21109 /LL=14851 /D
MOE430_2_1415820_x_ 1737.3 1419.3 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_023144.1 /DB_XREF=gi:12963530 /GEN=Nono /FEA=FLmRNA /CNT=379 /TID=Mm.21559.1 /TIER=FL+Stack /STK=229 /UG=Mm.21559 /LL=53610 
MOE430_2_1415825_s_ 663.1 606.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_024249.1 /DB_XREF=gi:13195663 /GEN=1810073N04Rik /FEA=FLmRNA /CNT=284 /TID=Mm.221174.1 /TIER=FL+Stack /STK=227 /UG=Mm.221174
MOE430_2_1415826_at 400.1 316.1 P P 0.000244 0.000732 -0.2 NC 0.93 gb:NM_133826.1 /DB_XREF=gi:19527043 /GEN=AU022349 /FEA=FLmRNA /CNT=303 /TID=Mm.27082.1 /TIER=FL+Stack /STK=226 /UG=Mm.27082 /LL=98
MOE430_2_1415842_at 186.2 157.8 P P 0.000244 0.000732 -0.2 NC 0.96 gb:BC015279.1 /DB_XREF=gi:15929711 /FEA=FLmRNA /CNT=264 /TID=Mm.41326.1 /TIER=FL+Stack /STK=217 /UG=Mm.41326 /LL=56716 /UG_GENE=G
MOE430_2_1415879_a_ 9618.3 8472.8 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BC012413.1 /DB_XREF=gi:15214575 /FEA=FLmRNA /CNT=278 /TID=Mm.14245.1 /TIER=FL+Stack /STK=187 /UG=Mm.14245 /LL=67186 /UG_GENE=R
MOE430_2_1415880_a_ 5631.8 4971.8 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_010684.1 /DB_XREF=gi:7106338 /GEN=Lamp1 /FEA=FLmRNA /CNT=492 /TID=Mm.16716.1 /TIER=FL+Stack /STK=186 /UG=Mm.16716 /LL=16783 
MOE430_2_1415881_at 831.3 637.4 P P 0.000244 0.000244 -0.2 NC 0.92 gb:NM_078478.1 /DB_XREF=gi:17505217 /GEN=Ghitm /FEA=FLmRNA /CNT=534 /TID=Mm.182912.1 /TIER=FL+Stack /STK=185 /UG=Mm.182912 /LL=660
MOE430_2_1415886_at 28.6 28.3 A A 0.09 0.17 -0.2 NC 0.65 gb:AB043953.1 /DB_XREF=gi:8131581 /GEN=chat /FEA=FLmRNA /CNT=223 /TID=Mm.9593.1 /TIER=FL+Stack /STK=184 /UG=Mm.9593 /LL=27387 /DEF
MOE430_2_1415893_at 380.7 337.8 P P 0.000244 0.000244 -0.2 NC 0.8 gb:NM_009163.1 /DB_XREF=gi:6677926 /GEN=Sgpl1 /FEA=FLmRNA /CNT=263 /TID=Mm.200373.1 /TIER=FL /STK=2 /UG=Mm.200373 /LL=20397 /DEF=M
MOE430_2_1415898_at 0.7 1.1 A A 0.87 0.85 -0.2 NC 0.5 gb:BI150149 /DB_XREF=gi:14610150 /DB_XREF=602849383F1 /CLONE=IMAGE:5012757 /FEA=FLmRNA /CNT=448 /TID=Mm.14796.1 /TIER=ConsEnd /ST
MOE430_2_1415901_at 965.6 928.9 P P 0.000244 0.000244 -0.2 NC 0.96 gb:NM_011962.1 /DB_XREF=gi:6755109 /GEN=Plod3 /FEA=FLmRNA /CNT=258 /TID=Mm.137885.1 /TIER=FL+Stack /STK=175 /UG=Mm.137885 /LL=26433
MOE430_2_1415946_at 413.1 367 P P 0.000244 0.000244 -0.2 NC 0.65 gb:NM_011822.1 /DB_XREF=gi:6754049 /GEN=Pigq /FEA=FLmRNA /CNT=233 /TID=Mm.6354.1 /TIER=FL+Stack /STK=163 /UG=Mm.6354 /LL=14755 /DEF
MOE430_2_1415949_at 2451.4 3676.4 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BC010197.1 /DB_XREF=gi:16307317 /FEA=FLmRNA /CNT=333 /TID=Mm.31395.1 /TIER=FL+Stack /STK=161 /UG=Mm.31395 /LL=12876 /UG_GENE=C
MOE430_2_1415956_a_ 769 759.5 P P 0.00415 0.00415 -0.2 D 0.99 gb:AI327059 /DB_XREF=gi:4061488 /DB_XREF=mf79f03.x1 /CLONE=IMAGE:420509 /FEA=FLmRNA /CNT=249 /TID=Mm.4597.1 /TIER=Stack /STK=32 /UG
MOE430_2_1415972_at 3105.5 2497.7 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AW546141 /DB_XREF=gi:7191548 /DB_XREF=L0004B12-3 /CLONE=L0004B12 /FEA=FLmRNA /CNT=608 /TID=Mm.30059.1 /TIER=Stack /STK=82 /UG
MOE430_2_1415976_a_ 494.8 422.8 P P 0.000244 0.000244 -0.2 NC 0.91 gb:AU080787 /DB_XREF=gi:6085541 /DB_XREF=AU080787 /CLONE=MNCb-6072 /FEA=FLmRNA /CNT=385 /TID=Mm.142095.1 /TIER=Stack /STK=14 /U
MOE430_2_1415991_a_ 2322.6 2017.2 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_027910.1 /DB_XREF=gi:17017964 /GEN=1300011D16Rik /FEA=FLmRNA /CNT=285 /TID=Mm.181483.1 /TIER=FL+Stack /STK=152 /UG=Mm.181483
MOE430_2_1415998_at 2002.3 1729 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_011694.1 /DB_XREF=gi:6755962 /GEN=Vdac1 /FEA=FLmRNA /CNT=381 /TID=Mm.3555.1 /TIER=FL+Stack /STK=149 /UG=Mm.3555 /LL=22333 /D
MOE430_2_1416000_a_ 6625.5 5518.3 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_011034.1 /DB_XREF=gi:6754975 /GEN=Prdx1 /FEA=FLmRNA /CNT=293 /TID=Mm.30929.1 /TIER=FL+Stack /STK=148 /UG=Mm.30929 /LL=18477 /
MOE430_2_1416006_at 20.1 16.2 A A 0.21 0.17 -0.2 NC 0.5 gb:M34328.1 /DB_XREF=gi:199710 /GEN=MK3 /FEA=FLmRNA /CNT=196 /TID=Mm.906.1 /TIER=FL+Stack /STK=146 /UG=Mm.906 /LL=17242 /DEF=Mous
MOE430_2_1416008_at 8.6 2.1 A A 0.24 0.39 -0.2 NC 0.5 gb:AV172776 /DB_XREF=gi:16383642 /DB_XREF=AV172776 /CLONE=3632410K08 /FEA=FLmRNA /CNT=265 /TID=Mm.4381.1 /TIER=Stack /STK=38 /UG
MOE430_2_1416033_at 31.6 28.6 P P 0.00415 0.01 -0.2 NC 0.5 gb:AW494906 /DB_XREF=gi:7065187 /DB_XREF=UI-M-BH3-auq-a-03-0-UI.s1 /CLONE=UI-M-BH3-auq-a-03-0-UI /FEA=FLmRNA /CNT=236 /TID=Mm.30
MOE430_2_1416053_at 0.6 0.4 A A 0.87 0.99 -0.2 NC 0.74 gb:NM_008516.1 /DB_XREF=gi:6678723 /GEN=Lrrn1 /FEA=FLmRNA /CNT=157 /TID=Mm.4640.1 /TIER=FL+Stack /STK=138 /UG=Mm.4640 /LL=16979 /DE
MOE430_2_1416101_a_ 2258.3 1866 P P 0.000244 0.000244 -0.2 NC 0.96 gb:NM_015786.1 /DB_XREF=gi:9845256 /GEN=H1f2 /FEA=FLmRNA /CNT=188 /TID=Mm.193539.1 /TIER=FL+Stack /STK=127 /UG=Mm.193539 /LL=50708
MOE430_2_1416111_at 0.8 0.4 A A 0.88 0.85 -0.2 NC 0.5 gb:NM_009856.1 /DB_XREF=gi:6753355 /GEN=Cd83 /FEA=FLmRNA /CNT=159 /TID=Mm.57175.1 /TIER=FL+Stack /STK=126 /UG=Mm.57175 /LL=12522 /
MOE430_2_1416128_at 163.1 131.6 P P 0.000244 0.000732 -0.2 NC 0.81 gb:NM_009448.1 /DB_XREF=gi:6678468 /GEN=Tuba6 /FEA=FLmRNA /CNT=287 /TID=Mm.88212.1 /TIER=FL+Stack /STK=123 /UG=Mm.88212 /LL=22146 
MOE430_2_1416129_at 750.5 652.8 P P 0.000244 0.000244 -0.2 NC 0.53 gb:NM_133753.1 /DB_XREF=gi:19526961 /GEN=1300002F13Rik /FEA=FLmRNA /CNT=270 /TID=Mm.21679.1 /TIER=FL+Stack /STK=123 /UG=Mm.21679 /L
MOE430_2_1416136_at 3573.2 2965.2 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_008610.1 /DB_XREF=gi:6678901 /GEN=Mmp2 /FEA=FLmRNA /CNT=233 /TID=Mm.29564.1 /TIER=FL+Stack /STK=122 /UG=Mm.29564 /LL=17390 /
MOE430_2_1416166_a_ 2212.2 1894.6 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_016764.1 /DB_XREF=gi:7948998 /GEN=Prdx4 /FEA=FLmRNA /CNT=199 /TID=Mm.19127.1 /TIER=FL+Stack /STK=119 /UG=Mm.19127 /LL=53381 /
MOE430_2_1416168_at 7017.1 6083.2 P P 0.000244 0.000244 -0.2 MD 0.99 gb:NM_011340.1 /DB_XREF=gi:6755443 /GEN=Serpinf1 /FEA=FLmRNA /CNT=296 /TID=Mm.2044.1 /TIER=FL+Stack /STK=119 /UG=Mm.2044 /LL=20317 /
MOE430_2_1416179_a_ 922.6 989.4 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_009041.1 /DB_XREF=gi:6677698 /GEN=Rdx /FEA=FLmRNA /CNT=284 /TID=Mm.7051.1 /TIER=FL+Stack /STK=118 /UG=Mm.7051 /LL=19684 /DEF
MOE430_2_1416192_at 253.1 244.3 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_025898.1 /DB_XREF=gi:13385391 /GEN=Napa /FEA=FLmRNA /CNT=277 /TID=Mm.104540.1 /TIER=FL+Stack /STK=21 /UG=Mm.104540 /LL=10812
MOE430_2_1416193_at 6.3 5.4 A A 0.27 0.56 -0.2 NC 0.5 gb:BC011223.1 /DB_XREF=gi:15029974 /FEA=FLmRNA /CNT=209 /TID=Mm.3471.1 /TIER=FL+Stack /STK=115 /UG=Mm.3471 /LL=12346 /UG_GENE=Car
MOE430_2_1416210_at 790 744.6 P P 0.000244 0.000244 -0.2 NC 0.71 gb:NM_133976.1 /DB_XREF=gi:19527195 /GEN=1190002L16Rik /FEA=FLmRNA /CNT=235 /TID=Mm.12864.1 /TIER=FL+Stack /STK=112 /UG=Mm.12864 /L
MOE430_2_1416211_a_ 7436.5 6869.9 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BF178348 /DB_XREF=gi:11056490 /DB_XREF=601808588F1 /CLONE=IMAGE:4039533 /FEA=FLmRNA /CNT=242 /TID=Mm.3063.1 /TIER=Stack /STK=8
MOE430_2_1416216_at 341.5 294.3 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_009048.1 /DB_XREF=gi:6677714 /GEN=Reps1 /FEA=FLmRNA /CNT=149 /TID=Mm.4479.1 /TIER=FL+Stack /STK=112 /UG=Mm.4479 /LL=19707 /D
MOE430_2_1416223_at 210.7 184 P P 0.000244 0.000244 -0.2 NC 0.65 gb:NM_024480.1 /DB_XREF=gi:13277397 /GEN=BC003251 /FEA=FLmRNA /CNT=180 /TID=Mm.29614.1 /TIER=FL+Stack /STK=111 /UG=Mm.29614 /LL=79
MOE430_2_1416224_at 124.2 105.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_009541.1 /DB_XREF=gi:6678626 /GEN=Zfp100 /FEA=FLmRNA /CNT=152 /TID=Mm.4340.1 /TIER=FL+Stack /STK=111 /UG=Mm.4340 /LL=22642 /D
MOE430_2_1416230_at 392.9 408.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB772441 /DB_XREF=gi:16214132 /DB_XREF=BB772441 /CLONE=G370142L13 /FEA=FLmRNA /CNT=253 /TID=Mm.7013.1 /TIER=Stack /STK=14 /UG
MOE430_2_1416245_at 901.8 824.3 P P 0.000244 0.000244 -0.2 NC 0.88 gb:NM_025338.1 /DB_XREF=gi:13384705 /GEN=0610033H09Rik /FEA=FLmRNA /CNT=182 /TID=Mm.28999.1 /TIER=FL+Stack /STK=107 /UG=Mm.28999 /
MOE430_2_1416253_at 397.3 367.3 P P 0.000244 0.000244 -0.2 NC 0.57 gb:BC013898.1 /DB_XREF=gi:15530233 /FEA=FLmRNA /CNT=152 /TID=Mm.29020.1 /TIER=FL+Stack /STK=107 /UG=Mm.29020 /LL=12581 /UG_GENE=C
MOE430_2_1416256_a_ 6519.5 5885 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_011655.1 /DB_XREF=gi:7106438 /GEN=Tubb5 /FEA=FLmRNA /CNT=378 /TID=Mm.1703.1 /TIER=FL+Stack /STK=106 /UG=Mm.1703 /LL=22154 /D
MOE430_2_1416281_at 1257.1 1007.5 P P 0.000244 0.000244 -0.2 NC 0.84 gb:BC004595.1 /DB_XREF=gi:13435451 /FEA=FLmRNA /CNT=190 /TID=Mm.29834.1 /TIER=FL+Stack /STK=102 /UG=Mm.29834 /LL=66840 /UG_GENE=06
MOE430_2_1416284_at 979.7 927.2 P P 0.000244 0.000244 -0.2 NC 0.66 gb:NM_024227.1 /DB_XREF=gi:13195649 /GEN=1110015G04Rik /FEA=FLmRNA /CNT=160 /TID=Mm.27332.1 /TIER=FL+Stack /STK=102 /UG=Mm.27332 /
MOE430_2_1416289_at 511.3 449.4 P P 0.000244 0.000244 -0.2 NC 0.79 gb:NM_011122.1 /DB_XREF=gi:6755105 /GEN=Plod1 /FEA=FLmRNA /CNT=198 /TID=Mm.37371.1 /TIER=FL+Stack /STK=101 /UG=Mm.37371 /LL=18822 /
MOE430_2_1416292_at 827.6 779.6 P P 0.001953 0.000732 -0.2 NC 0.96 gb:NM_007452.1 /DB_XREF=gi:6680689 /GEN=Prdx3 /FEA=FLmRNA /CNT=199 /TID=Mm.29821.1 /TIER=FL+Stack /STK=101 /UG=Mm.29821 /LL=11757 /
MOE430_2_1416295_a_ 15.3 16.6 P P 0.01 0.03 -0.2 NC 0.5 gb:L20048.1 /DB_XREF=gi:404067 /FEA=FLmRNA /CNT=137 /TID=Mm.2923.1 /TIER=FL+Stack /STK=101 /UG=Mm.2923 /LL=16186 /UG_GENE=Il2rg /DE
MOE430_2_1416300_a_ 7192.4 6008.5 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_133668.1 /DB_XREF=gi:19526817 /GEN=Slc25a3 /FEA=FLmRNA /CNT=341 /TID=Mm.298.1 /TIER=FL+Stack /STK=100 /UG=Mm.298 /LL=18674 /D
MOE430_2_1416305_at 145 134 P P 0.001221 0.001953 -0.2 NC 0.8 gb:NM_133816.1 /DB_XREF=gi:19527035 /GEN=AI594717 /FEA=FLmRNA /CNT=184 /TID=Mm.65881.1 /TIER=FL+Stack /STK=100 /UG=Mm.65881 /LL=98
MOE430_2_1416322_at 181.7 120.4 P P 0.000732 0.000244 -0.2 NC 0.5 gb:NM_054077.1 /DB_XREF=gi:16905108 /GEN=Prelp /FEA=FLmRNA /CNT=156 /TID=Mm.214514.1 /TIER=FL+Stack /STK=9 /UG=Mm.214514 /LL=116847
MOE430_2_1416323_at 323.1 276.9 P P 0.000244 0.000244 -0.2 NC 0.96 gb:NM_025888.1 /DB_XREF=gi:13385375 /GEN=2410004N11Rik /FEA=FLmRNA /CNT=238 /TID=Mm.435.1 /TIER=FL+Stack /STK=98 /UG=Mm.435 /LL=66
MOE430_2_1416329_at 1193 1017 P P 0.000244 0.000244 -0.2 NC 0.96 gb:NM_011370.1 /DB_XREF=gi:7242204 /GEN=Shyc /FEA=FLmRNA /CNT=227 /TID=Mm.12912.1 /TIER=FL+Stack /STK=97 /UG=Mm.12912 /LL=20430 /D
MOE430_2_1416330_at 4870.5 4110.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_133655.1 /DB_XREF=gi:19526793 /GEN=Cd81 /FEA=FLmRNA /CNT=200 /TID=Mm.806.1 /TIER=FL+Stack /STK=97 /UG=Mm.806 /LL=12520 /DEF=
MOE430_2_1416334_at 117.1 97.5 P P 0.000244 0.000732 -0.2 NC 0.98 gb:NM_019573.1 /DB_XREF=gi:9625011 /GEN=Wwox /FEA=FLmRNA /CNT=107 /TID=Mm.33369.1 /TIER=FL+Stack /STK=97 /UG=Mm.33369 /LL=80707 /D
MOE430_2_1416341_at 1125.7 996.4 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_009090.1 /DB_XREF=gi:6677796 /GEN=Rpo2-3 /FEA=FLmRNA /CNT=154 /TID=Mm.2186.1 /TIER=FL+Stack /STK=96 /UG=Mm.2186 /LL=20021 /D
MOE430_2_1416351_at 485 355 P P 0.001953 0.000732 -0.2 NC 0.95 gb:NM_008927.1 /DB_XREF=gi:6678793 /GEN=Map2k1 /FEA=FLmRNA /CNT=190 /TID=Mm.1059.1 /TIER=FL+Stack /STK=95 /UG=Mm.1059 /LL=26395 /D
MOE430_2_1416359_at 663.5 611.5 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_130796.1 /DB_XREF=gi:18644889 /GEN=Snag1 /FEA=FLmRNA /CNT=140 /TID=Mm.33721.1 /TIER=FL+Stack /STK=95 /UG=Mm.33721 /LL=170625
MOE430_2_1416364_at 4730.3 4187.5 P P 0.000244 0.000244 -0.2 NC 0.91 gb:NM_008302.1 /DB_XREF=gi:6680304 /GEN=Hsp84-1 /FEA=FLmRNA /CNT=391 /TID=Mm.2180.1 /TIER=FL+Stack /STK=94 /UG=Mm.2180 /LL=15516 /
MOE430_2_1416383_a_ 389.3 345.8 P P 0.000732 0.001221 -0.2 NC 0.8 gb:NM_008797.1 /DB_XREF=gi:6679236 /GEN=Pcx /FEA=FLmRNA /CNT=164 /TID=Mm.1845.1 /TIER=FL+Stack /STK=93 /UG=Mm.1845 /LL=18563 /DEF=
MOE430_2_1416387_at 613 592 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BC021383.1 /DB_XREF=gi:18204067 /FEA=FLmRNA /CNT=181 /TID=Mm.22682.1 /TIER=FL+Stack /STK=93 /UG=Mm.22682 /LL=117150 /UG_GENE=P
MOE430_2_1416394_at 1822.8 1689.4 P P 0.000244 0.000244 -0.2 NC 0.94 gb:NM_009736.1 /DB_XREF=gi:6753159 /GEN=Bag1 /FEA=FLmRNA /CNT=184 /TID=Mm.688.1 /TIER=FL+Stack /STK=92 /UG=Mm.688 /LL=12017 /DEF=M
MOE430_2_1416451_s_ 124.4 96.2 P P 0.000244 0.000732 -0.2 NC 0.89 gb:NM_022015.1 /DB_XREF=gi:11528497 /GEN=Tbn /FEA=FLmRNA /CNT=137 /TID=Mm.18513.1 /TIER=FL+Stack /STK=89 /UG=Mm.18513 /LL=63856 /D
MOE430_2_1416465_a_ 1094.5 888.1 P P 0.000244 0.000244 -0.2 NC 0.68 gb:NM_013933.1 /DB_XREF=gi:7305622 /GEN=Vapa /FEA=FLmRNA /CNT=182 /TID=Mm.23943.1 /TIER=FL+Stack /STK=87 /UG=Mm.23943 /LL=30960 /D
MOE430_2_1416491_at 73.4 101.9 P P 0.000244 0.001221 -0.2 NC 0.98 gb:NM_010950.1 /DB_XREF=gi:6754913 /GEN=Numbl /FEA=FLmRNA /CNT=106 /TID=Mm.49224.1 /TIER=FL+Stack /STK=86 /UG=Mm.49224 /LL=18223 /
MOE430_2_1416503_at 1722.3 1598 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_016753.1 /DB_XREF=gi:7949071 /GEN=Lxn /FEA=FLmRNA /CNT=140 /TID=Mm.2632.1 /TIER=FL+Stack /STK=85 /UG=Mm.2632 /LL=17035 /DEF=
MOE430_2_1416505_at 182.8 182.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_010444.1 /DB_XREF=gi:6754215 /GEN=Nr4a1 /FEA=FLmRNA /CNT=128 /TID=Mm.119.1 /TIER=FL+Stack /STK=85 /UG=Mm.119 /LL=15370 /DEF=
MOE430_2_1416516_at 93.4 89.9 P M 0.03 0.05 -0.2 NC 0.5 gb:AV123230 /DB_XREF=gi:5309464 /DB_XREF=AV123230 /CLONE=2700003K02 /FEA=FLmRNA /CNT=205 /TID=Mm.13194.1 /TIER=Stack /STK=11 /UG
MOE430_2_1416519_at 8975.4 7893.7 P P 0.000732 0.000732 -0.2 NC 0.93 gb:NM_018730.1 /DB_XREF=gi:9055321 /GEN=Rpl36 /FEA=FLmRNA /CNT=174 /TID=Mm.11376.1 /TIER=FL+Stack /STK=83 /UG=Mm.11376 /LL=54217 /D
MOE430_2_1416521_at 870.6 814.3 P P 0.000244 0.000244 -0.2 NC 0.65 gb:NM_009156.1 /DB_XREF=gi:6677916 /GEN=Sepw1 /FEA=FLmRNA /CNT=217 /TID=Mm.42829.1 /TIER=FL+Stack /STK=83 /UG=Mm.42829 /LL=20364 /
MOE430_2_1416554_at 446.1 380.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_016861.1 /DB_XREF=gi:8393149 /GEN=Pdlim1 /FEA=FLmRNA /CNT=163 /TID=Mm.5567.1 /TIER=FL+Stack /STK=82 /UG=Mm.5567 /LL=54132 /DE
MOE430_2_1416556_at 4543 4028.4 P P 0.000244 0.000244 -0.2 NC 0.71 gb:NM_025982.1 /DB_XREF=gi:13385481 /GEN=2700085A14Rik /FEA=FLmRNA /CNT=141 /TID=Mm.35650.1 /TIER=FL+Stack /STK=82 /UG=Mm.35650 /L
MOE430_2_1416589_at 9169.7 7845.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC004638.1 /DB_XREF=gi:13435523 /FEA=FLmRNA /CNT=413 /TID=Mm.35439.1 /TIER=FL+Stack /STK=79 /UG=Mm.35439 /LL=20692 /UG_GENE=Sp
MOE430_2_1416591_at 1825.1 1458.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:AF327929.1 /DB_XREF=gi:12963386 /FEA=FLmRNA /CNT=193 /TID=Mm.28941.1 /TIER=FL+Stack /STK=79 /UG=Mm.28941 /LL=19376 /UG_GENE=Rab
MOE430_2_1416593_at 1318.2 1149.1 P P 0.000732 0.000732 -0.2 NC 0.99 gb:AF276917.1 /DB_XREF=gi:9280546 /GEN=Grx1 /FEA=FLmRNA /CNT=159 /TID=Mm.29728.1 /TIER=FL /STK=1 /UG=Mm.29728 /LL=93692 /DEF=Mus m
MOE430_2_1416610_a_ 26.8 25.7 P P 0.000244 0.000732 -0.2 NC 0.65 gb:NM_007711.1 /DB_XREF=gi:6680947 /GEN=Clcn3 /FEA=FLmRNA /CNT=133 /TID=Mm.28842.1 /TIER=FL+Stack /STK=78 /UG=Mm.28842 /LL=12725 /D
MOE430_2_1416614_at 2760.4 2274.4 P P 0.000244 0.000244 -0.2 NC 0.86 gb:NM_025613.1 /DB_XREF=gi:13385067 /GEN=ORF12 /FEA=FLmRNA /CNT=173 /TID=Mm.44244.1 /TIER=FL+Stack /STK=78 /UG=Mm.44244 /LL=58521 
MOE430_2_1416620_at 410.8 407.8 P P 0.01 0.01 -0.2 NC 0.99 gb:NM_018817.1 /DB_XREF=gi:9055347 /GEN=Smarcal1 /FEA=FLmRNA /CNT=113 /TID=Mm.36676.1 /TIER=FL+Stack /STK=78 /UG=Mm.36676 /LL=54380
MOE430_2_1416631_at 81.3 80.3 P P 0.000244 0.001221 -0.2 NC 0.72 gb:NM_026193.1 /DB_XREF=gi:13385705 /GEN=1810038H16Rik /FEA=FLmRNA /CNT=114 /TID=Mm.29234.1 /TIER=FL+Stack /STK=77 /UG=Mm.29234 /L
MOE430_2_1416636_at 796 754 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_053075.1 /DB_XREF=gi:16716350 /GEN=Rheb /FEA=FLmRNA /CNT=143 /TID=Mm.154984.1 /TIER=FL+Stack /STK=77 /UG=Mm.154984 /LL=19744
MOE430_2_1416657_at 2149.4 1837.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_009652.1 /DB_XREF=gi:6753033 /GEN=Akt1 /FEA=FLmRNA /CNT=192 /TID=Mm.6645.1 /TIER=FL+Stack /STK=75 /UG=Mm.6645 /LL=11651 /DEF
MOE430_2_1416663_at 1930.5 1575.3 P P 0.000244 0.000244 -0.2 NC 0.92 gb:NM_025358.1 /DB_XREF=gi:13384719 /GEN=1010001N11Rik /FEA=FLmRNA /CNT=211 /TID=Mm.29939.1 /TIER=FL+Stack /STK=75 /UG=Mm.29939 /L
MOE430_2_1416670_at 70.7 72.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AY091600.1 /DB_XREF=gi:20259692 /FEA=FLmRNA /CNT=121 /TID=Mm.181661.1 /TIER=FL /STK=1 /UG=Mm.181661 /LL=84505 /UG_GENE=Setdb1 /
MOE430_2_1416672_s_ 458.2 363.6 P P 0.000732 0.001221 -0.2 D 0.99 gb:NM_053177.1 /DB_XREF=gi:16716462 /GEN=Mcoln1 /FEA=FLmRNA /CNT=111 /TID=Mm.8356.1 /TIER=FL+Stack /STK=75 /UG=Mm.8356 /LL=94178 /D
MOE430_2_1416675_s_ 424.2 342.4 P P 0.000244 0.000244 -0.2 NC 0.84 gb:NM_019676.1 /DB_XREF=gi:9790166 /GEN=Plcd /FEA=FLmRNA /CNT=108 /TID=Mm.23963.1 /TIER=FL+Stack /STK=75 /UG=Mm.23963 /LL=18799 /DE
MOE430_2_1416682_at 16.3 14.4 P P 0.008057 0.005859 -0.2 NC 0.4 gb:AK018443.1 /DB_XREF=gi:12858144 /GEN=Ube3a /FEA=FLmRNA /CNT=174 /TID=Mm.9002.1 /TIER=Stack /STK=10 /UG=Mm.9002 /LL=22215 /UG_TIT
MOE430_2_1416686_at 488.3 395.7 P P 0.000244 0.000244 -0.2 NC 0.93 gb:NM_011961.1 /DB_XREF=gi:6755107 /GEN=Plod2 /FEA=FLmRNA /CNT=143 /TID=Mm.79983.1 /TIER=FL+Stack /STK=74 /UG=Mm.79983 /LL=26432 /D
MOE430_2_1416691_at 178.5 168.8 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AB024573.1 /DB_XREF=gi:9971155 /GEN=Gtpbp2 /FEA=FLmRNA /CNT=138 /TID=Mm.22147.1 /TIER=FL /STK=3 /UG=Mm.22147 /LL=56055 /DEF=Mu
MOE430_2_1416708_a_ 234.7 213.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_027898.1 /DB_XREF=gi:13386265 /GEN=1300003M23Rik /FEA=FLmRNA /CNT=105 /TID=Mm.27366.1 /TIER=FL+Stack /STK=73 /UG=Mm.27366 /L



MOE430_2_1416735_at 1175 1051.9 P P 0.000244 0.000732 -0.2 NC 0.69 gb:NM_019734.1 /DB_XREF=gi:9790018 /GEN=Asah1 /FEA=FLmRNA /CNT=155 /TID=Mm.22547.1 /TIER=FL+Stack /STK=71 /UG=Mm.22547 /LL=11886 /
MOE430_2_1416769_s_ 2852.8 2492.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_033617.1 /DB_XREF=gi:15991794 /GEN=Atp6v0b /FEA=FLmRNA /CNT=145 /TID=Mm.3479.1 /TIER=FL+Stack /STK=70 /UG=Mm.3479 /LL=114143
MOE430_2_1416770_at 909.9 762.4 P P 0.000244 0.000244 -0.2 NC 0.75 gb:NM_021537.1 /DB_XREF=gi:10946969 /GEN=Stk25 /FEA=FLmRNA /CNT=129 /TID=Mm.28761.1 /TIER=FL+Stack /STK=70 /UG=Mm.28761 /LL=59041 /
MOE430_2_1416780_at 854 745.4 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_021514.1 /DB_XREF=gi:12248178 /GEN=Pfkm /FEA=FLmRNA /CNT=123 /TID=Mm.26550.1 /TIER=FL+Stack /STK=70 /UG=Mm.26550 /LL=18642 /
MOE430_2_1416785_at 14.6 14.1 A A 0.17 0.09 -0.2 NC 0.5 gb:AB075041.1 /DB_XREF=gi:17298189 /GEN=mKChIP1 /FEA=FLmRNA /CNT=80 /TID=Mm.39745.1 /TIER=FL /STK=1 /UG=Mm.39745 /LL=70357 /DEF=M
MOE430_2_1416798_a_ 428.6 375.7 P P 0.000244 0.000244 -0.2 NC 0.68 gb:NM_019731.1 /DB_XREF=gi:9790122 /GEN=Nme4 /FEA=FLmRNA /CNT=94 /TID=Mm.41787.1 /TIER=FL+Stack /STK=69 /UG=Mm.41787 /LL=56520 /D
MOE430_2_1416821_at 177.9 166.9 P P 0.001953 0.00293 -0.2 NC 0.58 gb:NM_022408.1 /DB_XREF=gi:11875214 /GEN=Es2el /FEA=FLmRNA /CNT=155 /TID=Mm.10094.1 /TIER=FL+Stack /STK=68 /UG=Mm.10094 /LL=27886 /
MOE430_2_1416842_at 2262.1 1965.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_010360.1 /DB_XREF=gi:6754085 /GEN=Gstm5 /FEA=FLmRNA /CNT=149 /TID=Mm.667.1 /TIER=FL+Stack /STK=67 /UG=Mm.667 /LL=14866 /DEF=
MOE430_2_1416854_at 26.2 13.6 P A 0.01 0.08 -0.2 NC 0.64 gb:NM_011402.1 /DB_XREF=gi:6755555 /GEN=Slc34a2 /FEA=FLmRNA /CNT=142 /TID=Mm.3786.1 /TIER=FL+Stack /STK=66 /UG=Mm.3786 /LL=20531 /D
MOE430_2_1416870_at 216.7 178.5 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_017470.1 /DB_XREF=gi:8567345 /GEN=Dnalc4 /FEA=FLmRNA /CNT=105 /TID=Mm.7756.1 /TIER=FL+Stack /STK=66 /UG=Mm.7756 /LL=54152 /DE
MOE430_2_1416888_at 158.9 134.8 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BC021400.1 /DB_XREF=gi:18204734 /FEA=FLmRNA /CNT=92 /TID=Mm.5126.1 /TIER=FL+Stack /STK=65 /UG=Mm.5126 /LL=14082 /UG_GENE=Fadd /
MOE430_2_1416901_at 7346.1 6450.6 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC007190.1 /DB_XREF=gi:13938147 /FEA=FLmRNA /CNT=318 /TID=Mm.29454.1 /TIER=FL+Stack /STK=64 /UG=Mm.29454 /LL=67963 /UG_GENE=Np
MOE430_2_1416923_a_ 595.9 541.1 P P 0.000244 0.000244 -0.2 NC 0.59 gb:AK004667.1 /DB_XREF=gi:12836002 /GEN=Bnip3l /FEA=FLmRNA /CNT=212 /TID=Mm.29820.1 /TIER=ConsEnd /STK=5 /UG=Mm.29820 /LL=12177 /UG
MOE430_2_1416937_at 6303.6 5202.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC024621.1 /DB_XREF=gi:19354257 /FEA=FLmRNA /CNT=208 /TID=Mm.30064.1 /TIER=FL+Stack /STK=62 /UG=Mm.30064 /LL=56486 /UG_GENE=Ga
MOE430_2_1416941_s_ 3074.7 2628.1 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_033561.1 /DB_XREF=gi:15808987 /GEN=Wbscr1 /FEA=FLmRNA /CNT=177 /TID=Mm.27955.1 /TIER=FL+Stack /STK=62 /UG=Mm.27955 /LL=22384
MOE430_2_1416946_a_ 573 508.5 P P 0.000244 0.000244 -0.2 NC 0.78 gb:NM_130864.1 /DB_XREF=gi:18700003 /GEN=Acaa /FEA=FLmRNA /CNT=123 /TID=Mm.205266.1 /TIER=FL+Stack /STK=62 /UG=Mm.205266 /LL=11386
MOE430_2_1416947_s_ 862.7 724.6 P P 0.000732 0.000732 -0.2 NC 0.91 gb:NM_130864.1 /DB_XREF=gi:18700003 /GEN=Acaa /FEA=FLmRNA /CNT=123 /TID=Mm.205266.1 /TIER=FL+Stack /STK=62 /UG=Mm.205266 /LL=11386
MOE430_2_1416960_at 203 160.1 P P 0.000244 0.000244 -0.2 NC 0.69 gb:NM_024256.1 /DB_XREF=gi:13195671 /GEN=B3Gat3 /FEA=FLmRNA /CNT=93 /TID=Mm.259.1 /TIER=FL+Stack /STK=62 /UG=Mm.259 /LL=72727 /DEF
MOE430_2_1416982_at 92 87 P P 0.001953 0.001221 -0.2 NC 0.5 gb:AJ252157.1 /DB_XREF=gi:7530135 /GEN=Fkhr /FEA=FLmRNA /CNT=233 /TID=Mm.29891.1 /TIER=Stack /STK=21 /UG=Mm.29891 /LL=56458 /DEF=M
MOE430_2_1416989_at 483.7 423.6 P P 0.000244 0.000244 -0.2 NC 0.82 gb:NM_026664.1 /DB_XREF=gi:13386147 /GEN=3100002B05Rik /FEA=FLmRNA /CNT=128 /TID=Mm.46397.1 /TIER=FL+Stack /STK=61 /UG=Mm.46397 /L
MOE430_2_1416995_at 159.4 144.2 P P 0.001953 0.005859 -0.2 NC 0.86 gb:NM_030880.1 /DB_XREF=gi:13559517 /GEN=Pacsin3 /FEA=FLmRNA /CNT=101 /TID=Mm.23329.1 /TIER=FL+Stack /STK=61 /UG=Mm.23329 /LL=80708
MOE430_2_1417000_at 135.6 98.8 P P 0.001221 0.000732 -0.2 NC 0.5 gb:NM_030251.1 /DB_XREF=gi:13384865 /GEN=Abtb1 /FEA=FLmRNA /CNT=91 /TID=Mm.41457.1 /TIER=FL+Stack /STK=61 /UG=Mm.41457 /LL=80283 /D
MOE430_2_1417032_at 331.4 285.9 P P 0.000244 0.000244 -0.2 NC 0.69 gb:NM_019803.2 /DB_XREF=gi:20806110 /GEN=Ube2g2 /FEA=FLmRNA /CNT=134 /TID=Mm.29352.1 /TIER=FL+Stack /STK=59 /UG=Mm.29352 /LL=22213
MOE430_2_1417048_at 2.3 1.9 A A 0.87 0.93 -0.2 NC 0.5 gb:AF269062.1 /DB_XREF=gi:20086519 /FEA=FLmRNA /CNT=91 /TID=Mm.34171.1 /TIER=FL /STK=1 /UG=Mm.34171 /LL=192212 /UG_GENE=Prom-rp /D
MOE430_2_1417080_a_ 159.6 135.8 P P 0.000732 0.001221 -0.2 NC 0.76 gb:NM_012029.1 /DB_XREF=gi:6755521 /GEN=Sitpec-pending /FEA=FLmRNA /CNT=66 /TID=Mm.29790.1 /TIER=FL+Stack /STK=58 /UG=Mm.29790 /LL=2
MOE430_2_1417107_at 170.6 140 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BC006886.1 /DB_XREF=gi:13905185 /FEA=FLmRNA /CNT=154 /TID=Mm.27872.1 /TIER=FL+Stack /STK=34 /UG=Mm.27872 /LL=66314 /UG_GENE=28
MOE430_2_1417121_at 7.3 6.9 A A 0.24 0.33 -0.2 NC 0.35 gb:NM_008068.1 /DB_XREF=gi:6679904 /GEN=Gabra6 /FEA=FLmRNA /CNT=63 /TID=Mm.4915.1 /TIER=FL+Stack /STK=56 /UG=Mm.4915 /LL=14399 /DE
MOE430_2_1417125_at 1422.8 1157 P P 0.000244 0.000244 -0.2 NC 0.8 gb:NM_016661.1 /DB_XREF=gi:7709979 /GEN=Ahcy /FEA=FLmRNA /CNT=239 /TID=Mm.2573.1 /TIER=FL+Stack /STK=55 /UG=Mm.2573 /LL=11615 /DEF
MOE430_2_1417126_a_ 5532.4 4726.9 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_026517.1 /DB_XREF=gi:13386009 /GEN=3110001N18Rik /FEA=FLmRNA /CNT=98 /TID=Mm.21724.1 /TIER=FL+Stack /STK=55 /UG=Mm.21724 /LL
MOE430_2_1417142_at 345.6 305.3 P P 0.000244 0.000244 -0.2 NC 0.81 gb:NM_024203.1 /DB_XREF=gi:13195631 /GEN=4932442K08Rik /FEA=FLmRNA /CNT=101 /TID=Mm.35039.1 /TIER=FL+Stack /STK=55 /UG=Mm.35039 /L
MOE430_2_1417154_at 74.8 73.8 P P 0.00293 0.01 -0.2 NC 0.5 gb:NM_011398.1 /DB_XREF=gi:6755543 /GEN=Slc25a14 /FEA=FLmRNA /CNT=67 /TID=Mm.34953.1 /TIER=FL+Stack /STK=55 /UG=Mm.34953 /LL=20523 
MOE430_2_1417165_at 438.4 326.5 P P 0.000244 0.000732 -0.2 NC 0.97 gb:NM_010773.1 /DB_XREF=gi:7706608 /GEN=Mbd2 /FEA=FLmRNA /CNT=106 /TID=Mm.322.1 /TIER=FL+Stack /STK=54 /UG=Mm.322 /LL=17191 /DEF=M
MOE430_2_1417172_at 51.2 33.7 P P 0.001221 0.001221 -0.2 NC 0.57 gb:BC008238.1 /DB_XREF=gi:14198348 /FEA=FLmRNA /CNT=128 /TID=Mm.38261.1 /TIER=FL+Stack /STK=54 /UG=Mm.38261 /LL=56791 /UG_GENE=Ub
MOE430_2_1417175_at 196.9 182.4 P P 0.000244 0.000732 -0.2 NC 0.99 gb:BC026127.1 /DB_XREF=gi:20070678 /FEA=FLmRNA /CNT=146 /TID=Mm.30199.1 /TIER=FL+Stack /STK=54 /UG=Mm.30199 /LL=27373 /UG_GENE=Cs
MOE430_2_1417176_at 515.7 433.2 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BE952001 /DB_XREF=gi:10591928 /DB_XREF=UI-M-CC0-ayh-e-10-0-UI.s1 /CLONE=UI-M-CC0-ayh-e-10-0-UI /FEA=FLmRNA /CNT=146 /TID=Mm.3
MOE430_2_1417189_at 1810.8 1450 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_011190.1 /DB_XREF=gi:20137003 /GEN=Psme2 /FEA=FLmRNA /CNT=101 /TID=Mm.626.1 /TIER=FL+Stack /STK=53 /UG=Mm.626 /LL=19188 /DE
MOE430_2_1417206_at 448.3 342.4 P P 0.000244 0.000732 -0.2 NC 0.92 gb:NM_009478.1 /DB_XREF=gi:6678516 /GEN=Urod /FEA=FLmRNA /CNT=137 /TID=Mm.22494.1 /TIER=FL+Stack /STK=53 /UG=Mm.22494 /LL=22275 /D
MOE430_2_1417210_at 4.8 3.9 A A 0.27 0.66 -0.2 NC 0.81 gb:NM_012011.1 /DB_XREF=gi:7242147 /GEN=Eif2s3y /FEA=FLmRNA /CNT=84 /TID=Mm.20831.1 /TIER=FL+Stack /STK=53 /UG=Mm.20831 /LL=26908 /
MOE430_2_1417221_at 10.9 13.4 P P 0.03 0.01 -0.2 NC 0.62 gb:BF136837 /DB_XREF=gi:10975877 /DB_XREF=601783719F1 /CLONE=IMAGE:4011629 /FEA=FLmRNA /CNT=154 /TID=Mm.3766.1 /TIER=ConsEnd /ST
MOE430_2_1417234_at 379.2 310.3 P P 0.000244 0.000244 -0.2 MD 0.99 gb:NM_008606.1 /DB_XREF=gi:6678893 /GEN=Mmp11 /FEA=FLmRNA /CNT=73 /TID=Mm.4561.1 /TIER=FL+Stack /STK=52 /UG=Mm.4561 /LL=17385 /DE
MOE430_2_1417253_at 663.3 610.5 P P 0.000244 0.000244 -0.2 NC 0.58 gb:NM_013522.1 /DB_XREF=gi:7305068 /GEN=Frg1 /FEA=FLmRNA /CNT=99 /TID=Mm.67.1 /TIER=FL+Stack /STK=51 /UG=Mm.67 /LL=14300 /DEF=Mus 
MOE430_2_1417294_at 600.3 531.3 P P 0.000732 0.000244 -0.2 NC 0.94 gb:NM_025337.1 /DB_XREF=gi:13384703 /GEN=0610025K21Rik /FEA=FLmRNA /CNT=110 /TID=Mm.26463.1 /TIER=FL+Stack /STK=49 /UG=Mm.26463 /L
MOE430_2_1417315_at 306.7 257 P P 0.000732 0.001221 -0.2 NC 0.99 gb:BG864756 /DB_XREF=gi:14215294 /DB_XREF=602799172F1 /CLONE=IMAGE:4935016 /FEA=FLmRNA /CNT=207 /TID=Mm.972.1 /TIER=Stack /STK=8 
MOE430_2_1417319_at 38.8 19.4 P P 0.000732 0.001953 -0.2 NC 0.7 gb:AK012834.1 /DB_XREF=gi:12849839 /FEA=FLmRNA /CNT=127 /TID=Mm.46724.1 /TIER=Stack /STK=36 /UG=Mm.46724 /LL=58998 /UG_GENE=Pvrl3 /
MOE430_2_1417325_at 25.2 24.8 P M 0.01 0.05 -0.2 NC 0.83 gb:AV339334 /DB_XREF=gi:15406505 /DB_XREF=AV339334 /CLONE=6430504E23 /FEA=FLmRNA /CNT=95 /TID=Mm.28734.1 /TIER=Stack /STK=13 /UG
MOE430_2_1417328_at 677.2 637.4 P P 0.000244 0.000244 -0.2 NC 0.88 gb:NM_007948.1 /DB_XREF=gi:6679678 /GEN=Ercc1 /FEA=FLmRNA /CNT=77 /TID=Mm.4700.1 /TIER=FL+Stack /STK=48 /UG=Mm.4700 /LL=13870 /DEF
MOE430_2_1417340_at 804.1 728.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_023140.1 /DB_XREF=gi:12963522 /GEN=Txnl2 /FEA=FLmRNA /CNT=173 /TID=Mm.29675.1 /TIER=FL+Stack /STK=47 /UG=Mm.29675 /LL=30926 /
MOE430_2_1417369_at 805 682.5 P P 0.000244 0.000244 -0.2 NC 0.88 gb:NM_008292.1 /DB_XREF=gi:6680286 /GEN=Hsd17b4 /FEA=FLmRNA /CNT=208 /TID=Mm.3195.1 /TIER=FL+Stack /STK=46 /UG=Mm.3195 /LL=15488 /
MOE430_2_1417373_a_ 468.6 398.8 P P 0.000244 0.000244 -0.2 NC 0.83 gb:NM_009447.1 /DB_XREF=gi:6678466 /GEN=Tuba4 /FEA=FLmRNA /CNT=202 /TID=Mm.1155.1 /TIER=FL+Stack /STK=46 /UG=Mm.1155 /LL=22145 /DE
MOE430_2_1417379_at 695 565 P P 0.000732 0.000732 -0.2 D 0.99 gb:NM_016721.1 /DB_XREF=gi:7710041 /GEN=Iqgap1 /FEA=FLmRNA /CNT=234 /TID=Mm.56685.1 /TIER=FL+Stack /STK=46 /UG=Mm.56685 /LL=29875 /
MOE430_2_1417382_at 146.7 132.7 P P 0.000244 0.000244 -0.2 NC 0.77 gb:NM_007647.1 /DB_XREF=gi:6680883 /GEN=Entpd5 /FEA=FLmRNA /CNT=179 /TID=Mm.10211.1 /TIER=FL+Stack /STK=46 /UG=Mm.10211 /LL=12499 /
MOE430_2_1417400_at 799.9 685.2 P P 0.000244 0.000244 -0.2 NC 0.68 gb:AF274866.1 /DB_XREF=gi:10998424 /FEA=FLmRNA /CNT=84 /TID=Mm.26786.1 /TIER=FL+Stack /STK=46 /UG=Mm.26786 /LL=75646 /UG_GENE=1700
MOE430_2_1417431_a_ 80.9 70.2 P P 0.01 0.02 -0.2 NC 0.79 gb:AF245448.1 /DB_XREF=gi:8248286 /FEA=FLmRNA /CNT=75 /TID=Mm.24222.1 /TIER=FL+Stack /STK=45 /UG=Mm.24222 /LL=56632 /UG_GENE=Sphk2
MOE430_2_1417435_at 557.7 533.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_010687.1 /DB_XREF=gi:6754505 /GEN=Large /FEA=FLmRNA /CNT=83 /TID=Mm.20872.1 /TIER=FL+Stack /STK=45 /UG=Mm.20872 /LL=16795 /DE
MOE430_2_1417438_at 482.6 387.6 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_023697.1 /DB_XREF=gi:12963790 /GEN=3110030G19Rik /FEA=FLmRNA /CNT=70 /TID=Mm.23661.1 /TIER=FL+Stack /STK=45 /UG=Mm.23661 /LL
MOE430_2_1417462_at 3891.4 3346.8 P P 0.000244 0.000732 -0.2 MD 0.99 gb:NM_007598.1 /DB_XREF=gi:6671665 /GEN=Cap1 /FEA=FLmRNA /CNT=180 /TID=Mm.8687.1 /TIER=FL /STK=2 /UG=Mm.8687 /LL=12331 /DEF=Mus m
MOE430_2_1417470_at 190.3 148.2 P P 0.000244 0.000244 -0.2 NC 0.86 gb:NM_030255.1 /DB_XREF=gi:13384969 /GEN=BC003314 /FEA=FLmRNA /CNT=122 /TID=Mm.89702.1 /TIER=FL+Stack /STK=44 /UG=Mm.89702 /LL=802
MOE430_2_1417474_at 1206.1 1067.1 P P 0.000244 0.000244 -0.2 NC 0.89 gb:NM_023831.1 /DB_XREF=gi:12963476 /GEN=1500035H01Rik /FEA=FLmRNA /CNT=91 /TID=Mm.30006.1 /TIER=FL+Stack /STK=44 /UG=Mm.30006 /LL
MOE430_2_1417480_at 436.3 344.9 P P 0.000244 0.000732 -0.2 NC 0.92 gb:NM_023605.1 /DB_XREF=gi:12963746 /GEN=9030401P18Rik /FEA=FLmRNA /CNT=84 /TID=Mm.28584.1 /TIER=FL+Stack /STK=44 /UG=Mm.28584 /LL
MOE430_2_1417562_at 643.8 554.2 P P 0.000244 0.000244 -0.2 NC 0.85 gb:NM_007918.1 /DB_XREF=gi:6681294 /GEN=Eif4ebp1 /FEA=FLmRNA /CNT=114 /TID=Mm.6700.1 /TIER=FL+Stack /STK=41 /UG=Mm.6700 /LL=13685 /
MOE430_2_1417565_at 239.1 200.5 P P 0.000244 0.000732 -0.2 D 0.99 gb:NM_026179.1 /DB_XREF=gi:13385689 /GEN=1300003D03Rik /FEA=FLmRNA /CNT=180 /TID=Mm.10297.1 /TIER=FL+Stack /STK=41 /UG=Mm.10297 /L
MOE430_2_1417572_at 114.6 79.1 P P 0.000732 0.000244 -0.2 NC 0.68 gb:BC014754.1 /DB_XREF=gi:15990381 /FEA=FLmRNA /CNT=122 /TID=Mm.181216.1 /TIER=FL+Stack /STK=30 /UG=Mm.181216 /LL=17477 /UG_GENE=M
MOE430_2_1417591_at 192.1 160.5 P P 0.000244 0.000244 -0.2 NC 0.91 gb:NM_133783.1 /DB_XREF=gi:19526841 /GEN=0610038H10Rik /FEA=FLmRNA /CNT=75 /TID=Mm.28048.1 /TIER=FL+Stack /STK=41 /UG=Mm.28048 /LL
MOE430_2_1417593_at 208.5 199.3 P P 0.000244 0.000244 -0.2 NC 0.62 gb:NM_019742.1 /DB_XREF=gi:9789954 /GEN=Fus1-pending /FEA=FLmRNA /CNT=86 /TID=Mm.21739.1 /TIER=FL+Stack /STK=41 /UG=Mm.21739 /LL=80
MOE430_2_1417596_at 448 369.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_013717.1 /DB_XREF=gi:7305038 /GEN=Eppb9 /FEA=FLmRNA /CNT=52 /TID=Mm.37756.1 /TIER=FL+Stack /STK=41 /UG=Mm.37756 /LL=27078 /D
MOE430_2_1417606_a_ 4623.5 3922.2 P P 0.000244 0.000244 -0.2 NC 0.8 gb:NM_007591.1 /DB_XREF=gi:6680835 /GEN=Calr /FEA=FLmRNA /CNT=239 /TID=Mm.1971.1 /TIER=FL+Stack /STK=40 /UG=Mm.1971 /LL=12317 /DEF=
MOE430_2_1417608_a_ 6685.4 6575.6 P P 0.000244 0.000244 -0.2 NC 0.88 gb:NM_009438.1 /DB_XREF=gi:7110730 /GEN=Rpl13a /FEA=FLmRNA /CNT=73 /TID=Mm.13020.1 /TIER=FL+Stack /STK=40 /UG=Mm.13020 /LL=22121 /D
MOE430_2_1417613_at 102.1 88.6 P A 0.03 0.08 -0.2 NC 0.95 gb:BF147705 /DB_XREF=gi:11029100 /DB_XREF=us40a02.x1 /CLONE=IMAGE:3169514 /FEA=FLmRNA /CNT=149 /TID=Mm.12246.1 /TIER=Stack /STK=15
MOE430_2_1417615_a_ 6491.3 5823.3 P P 0.000244 0.000244 -0.2 NC 0.6 gb:NM_025919.1 /DB_XREF=gi:13385407 /GEN=2010203J19Rik /FEA=FLmRNA /CNT=65 /TID=Mm.4280.1 /TIER=FL+Stack /STK=40 /UG=Mm.4280 /LL=6
MOE430_2_1417630_at 309.7 266.6 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BC021369.1 /DB_XREF=gi:18204704 /FEA=FLmRNA /CNT=65 /TID=Mm.206467.1 /TIER=FL+Stack /STK=40 /UG=Mm.206467 /LL=17346 /UG_GENE=M
MOE430_2_1417636_at 224.3 241.4 P P 0.00415 0.005859 -0.2 NC 0.93 gb:NM_008135.1 /DB_XREF=gi:6680028 /GEN=Glyt1 /FEA=FLmRNA /CNT=95 /TID=Mm.2834.1 /TIER=FL+Stack /STK=40 /UG=Mm.2834 /LL=14664 /DEF=
MOE430_2_1417669_at 970.3 850.7 P P 0.000244 0.000244 -0.2 NC 0.81 gb:NM_024465.1 /DB_XREF=gi:13277371 /GEN=6330583M11Rik /FEA=FLmRNA /CNT=84 /TID=Mm.23572.1 /TIER=FL+Stack /STK=39 /UG=Mm.23572 /LL
MOE430_2_1417671_at 53.4 49.8 P M 0.04 0.05 -0.2 NC 0.65 gb:NM_016717.1 /DB_XREF=gi:7710091 /GEN=Scly /FEA=FLmRNA /CNT=70 /TID=Mm.29595.1 /TIER=FL+Stack /STK=39 /UG=Mm.29595 /LL=50880 /DE
MOE430_2_1417693_a_ 351.2 290.6 P P 0.000732 0.001221 -0.2 NC 0.98 gb:BC007483.1 /DB_XREF=gi:13938652 /FEA=FLmRNA /CNT=94 /TID=Mm.24573.1 /TIER=FL+Stack /STK=38 /UG=Mm.24573 /LL=14388 /UG_GENE=Gab
MOE430_2_1417694_at 263.6 225.4 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BC007483.1 /DB_XREF=gi:13938652 /FEA=FLmRNA /CNT=94 /TID=Mm.24573.1 /TIER=FL+Stack /STK=38 /UG=Mm.24573 /LL=14388 /UG_GENE=Gab
MOE430_2_1417695_a_ 608.6 510.6 P P 0.000244 0.000244 -0.2 NC 0.87 gb:NM_009230.1 /DB_XREF=gi:6678060 /GEN=Soat1 /FEA=FLmRNA /CNT=110 /TID=Mm.28099.1 /TIER=FL+Stack /STK=38 /UG=Mm.28099 /LL=20652 /D
MOE430_2_1417741_at 6.1 5.4 A A 0.5 0.3 -0.2 NC 0.16 gb:NM_133198.1 /DB_XREF=gi:18875341 /GEN=Pygl /FEA=FLmRNA /CNT=76 /TID=Mm.30047.1 /TIER=FL+Stack /STK=37 /UG=Mm.30047 /LL=110095 /D
MOE430_2_1417829_a_ 30.6 48.3 A A 0.3 0.36 -0.2 NC 0.5 gb:NM_134050.1 /DB_XREF=gi:19527265 /GEN=2310012G06Rik /FEA=FLmRNA /CNT=85 /TID=Mm.41688.1 /TIER=FL+Stack /STK=35 /UG=Mm.41688 /LL
MOE430_2_1417833_at 179 178.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_134003.1 /DB_XREF=gi:19527225 /GEN=AI790326 /FEA=FLmRNA /CNT=71 /TID=Mm.27053.1 /TIER=FL+Stack /STK=35 /UG=Mm.27053 /LL=1032
MOE430_2_1417841_at 53.5 34.1 A A 0.08 0.09 -0.2 NC 0.5 gb:AF309644.1 /DB_XREF=gi:10954088 /GEN=Pxmp2 /FEA=FLmRNA /CNT=66 /TID=Mm.21853.1 /TIER=FL+Stack /STK=35 /UG=Mm.21853 /LL=19301 /D
MOE430_2_1417843_s_ 14.7 24.6 A A 0.1 0.19 -0.2 NC 0.64 gb:NM_133191.2 /DB_XREF=gi:21040232 /GEN=AI042819 /FEA=FLmRNA /CNT=83 /TID=Mm.27451.1 /TIER=FL+Stack /STK=35 /UG=Mm.27451 /LL=9884
MOE430_2_1417846_at 125.3 90.2 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AB019577.1 /DB_XREF=gi:4760560 /GEN=ULK2 /FEA=FLmRNA /CNT=127 /TID=Mm.27664.1 /TIER=FL+Stack /STK=35 /UG=Mm.27664 /LL=29869 /DE
MOE430_2_1417867_at 0.9 1.3 A A 0.69 0.87 -0.2 NC 0.76 gb:NM_013459.1 /DB_XREF=gi:7304866 /GEN=Adn /FEA=FLmRNA /CNT=166 /TID=Mm.4407.1 /TIER=FL+Stack /STK=34 /UG=Mm.4407 /LL=11537 /DEF=
MOE430_2_1417882_at 177.5 162.7 P P 0.000732 0.00293 -0.2 NC 0.98 gb:AV369681 /DB_XREF=gi:16397763 /DB_XREF=AV369681 /CLONE=9030023D07 /FEA=FLmRNA /CNT=96 /TID=Mm.5353.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1417883_at 32.1 24.2 P P 0.00415 0.02 -0.2 NC 0.74 gb:BC012707.1 /DB_XREF=gi:15215221 /FEA=FLmRNA /CNT=73 /TID=Mm.24118.1 /TIER=FL+Stack /STK=34 /UG=Mm.24118 /LL=14872 /UG_GENE=Gstt
MOE430_2_1417887_at 64.4 47.3 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BE307471 /DB_XREF=gi:9162628 /DB_XREF=601096287F1 /CLONE=IMAGE:3490772 /FEA=FLmRNA /CNT=58 /TID=Mm.28103.1 /TIER=ConsEnd /STK
MOE430_2_1417891_at 274.6 238.1 P P 0.000732 0.000732 -0.2 NC 0.97 gb:NM_027141.1 /DB_XREF=gi:18252773 /GEN=Tce1 /FEA=FLmRNA /CNT=58 /TID=Mm.41932.1 /TIER=FL+Stack /STK=34 /UG=Mm.41932 /LL=79043 /D
MOE430_2_1417931_at 214.2 191.4 P P 0.000244 0.000244 -0.2 MD 0.99 gb:NM_010811.1 /DB_XREF=gi:7106356 /GEN=Ndst2 /FEA=FLmRNA /CNT=49 /TID=Mm.4084.1 /TIER=FL+Stack /STK=33 /UG=Mm.4084 /LL=17423 /DEF
MOE430_2_1417934_at 223.5 212 P P 0.000244 0.000244 -0.2 NC 0.83 gb:NM_020566.1 /DB_XREF=gi:10181195 /GEN=Dnajc4 /FEA=FLmRNA /CNT=50 /TID=Mm.10721.1 /TIER=FL+Stack /STK=33 /UG=Mm.10721 /LL=57431 /
MOE430_2_1417964_at 1872.2 1681 P P 0.000244 0.000244 -0.2 NC 0.64 gb:NM_007460.1 /DB_XREF=gi:6671564 /GEN=Ap3d /FEA=FLmRNA /CNT=112 /TID=Mm.28463.1 /TIER=FL+Stack /STK=32 /UG=Mm.28463 /LL=11776 /D
MOE430_2_1417976_at 95.4 81.2 P P 0.000244 0.000244 -0.2 NC 0.63 gb:NM_007398.1 /DB_XREF=gi:6680635 /GEN=Ada /FEA=FLmRNA /CNT=80 /TID=Mm.388.1 /TIER=FL+Stack /STK=32 /UG=Mm.388 /LL=11486 /DEF=Mu
MOE430_2_1418010_a_ 782.1 720.5 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BC024362.1 /DB_XREF=gi:19354391 /FEA=FLmRNA /CNT=277 /TID=Mm.182692.1 /TIER=FL+Stack /STK=31 /UG=Mm.182692 /LL=54673 /UG_GENE=S
MOE430_2_1418020_s_ 178.8 130.1 P P 0.000244 0.000244 -0.2 NC 0.59 gb:BG866595 /DB_XREF=gi:14217135 /DB_XREF=602785568F1 /CLONE=IMAGE:4911784 /FEA=FLmRNA /CNT=113 /TID=Mm.20910.1 /TIER=ConsEnd /ST
MOE430_2_1418042_a_ 150.9 134.6 P P 0.000244 0.000732 -0.2 NC 0.94 gb:NM_013790.1 /DB_XREF=gi:7304850 /GEN=Abcc5a /FEA=FLmRNA /CNT=102 /TID=Mm.20845.1 /TIER=FL+Stack /STK=31 /UG=Mm.20845 /LL=27416 
MOE430_2_1418060_a_ 267.4 201.1 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_011841.1 /DB_XREF=gi:6754633 /GEN=Mapk7 /FEA=FLmRNA /CNT=58 /TID=Mm.38172.1 /TIER=FL+Stack /STK=31 /UG=Mm.38172 /LL=23939 /D
MOE430_2_1418062_at 57.1 54 A P 0.08 0.02 -0.2 NC 0.58 gb:NM_007906.1 /DB_XREF=gi:6681272 /GEN=Eef1a2 /FEA=FLmRNA /CNT=64 /TID=Mm.2645.1 /TIER=FL+Stack /STK=31 /UG=Mm.2645 /LL=13628 /DE
MOE430_2_1418081_at 837.4 740.4 P P 0.000244 0.000244 -0.2 NC 0.82 gb:NM_025362.1 /DB_XREF=gi:13384725 /GEN=1300007M11Rik /FEA=FLmRNA /CNT=62 /TID=Mm.178012.1 /TIER=FL+Stack /STK=30 /UG=Mm.178012 /
MOE430_2_1418114_at 202.3 108.4 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AA839056 /DB_XREF=gi:2915151 /DB_XREF=vw47a09.r1 /CLONE=IMAGE:1246936 /FEA=FLmRNA /CNT=139 /TID=Mm.180561.1 /TIER=ConsEnd /STK
MOE430_2_1418121_at 486.6 366.4 P P 0.000732 0.000732 -0.2 NC 0.87 gb:NM_133945.1 /DB_XREF=gi:19527165 /GEN=AI428238 /FEA=FLmRNA /CNT=105 /TID=Mm.28816.1 /TIER=FL+Stack /STK=29 /UG=Mm.28816 /LL=101
MOE430_2_1418128_at 286.9 217.8 P P 0.000244 0.000732 -0.2 NC 0.94 gb:NM_007405.1 /DB_XREF=gi:6671512 /GEN=Adcy6 /FEA=FLmRNA /CNT=77 /TID=Mm.157091.1 /TIER=FL+Stack /STK=29 /UG=Mm.157091 /LL=11512 
MOE430_2_1418129_at 88.7 75.8 P P 0.001953 0.001953 -0.2 NC 0.93 gb:BC019797.1 /DB_XREF=gi:18044183 /FEA=FLmRNA /CNT=90 /TID=Mm.133370.1 /TIER=FL+Stack /STK=29 /UG=Mm.133370 /LL=74754 /UG_GENE=D
MOE430_2_1418137_at 1056 901.1 P P 0.000244 0.000244 -0.2 NC 0.91 gb:AB049958.1 /DB_XREF=gi:13620916 /GEN=bMRP63 /FEA=FLmRNA /CNT=38 /TID=Mm.30173.1 /TIER=FL+Stack /STK=29 /UG=Mm.30173 /LL=67840 
MOE430_2_1418159_at 233 203.3 P P 0.000244 0.000244 -0.2 NC 0.77 gb:NM_033476.1 /DB_XREF=gi:15628024 /GEN=Tcfcp2 /FEA=FLmRNA /CNT=47 /TID=Mm.154071.1 /TIER=FL+Stack /STK=29 /UG=Mm.154071 /LL=2142
MOE430_2_1418166_at 10.6 10.6 A A 0.06 0.33 -0.2 NC 0.5 gb:NM_008353.1 /DB_XREF=gi:6680398 /GEN=Il12rb1 /FEA=FLmRNA /CNT=39 /TID=Mm.731.1 /TIER=FL+Stack /STK=29 /UG=Mm.731 /LL=16161 /DEF=
MOE430_2_1418180_at 992.6 887.3 P P 0.000244 0.000244 -0.2 NC 0.79 gb:AF062566.1 /DB_XREF=gi:3135322 /FEA=FLmRNA /CNT=80 /TID=Mm.4618.1 /TIER=FL+Stack /STK=28 /UG=Mm.4618 /LL=20683 /UG_GENE=Sp1 /DE
MOE430_2_1418196_at 181 166.9 P P 0.008057 0.001953 -0.2 NC 0.94 gb:NM_009351.1 /DB_XREF=gi:6678284 /GEN=Tep1 /FEA=FLmRNA /CNT=63 /TID=Mm.152812.1 /TIER=FL+Stack /STK=28 /UG=Mm.152812 /LL=21745 /
MOE430_2_1418197_at 2.3 1.1 A A 0.77 0.98 -0.2 NC 0.7 gb:BC012701.1 /DB_XREF=gi:15215203 /FEA=FLmRNA /CNT=57 /TID=Mm.4177.1 /TIER=FL+Stack /STK=28 /UG=Mm.4177 /LL=22227 /UG_GENE=Ucp1 /
MOE430_2_1418228_at 657 570 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BC018355.1 /DB_XREF=gi:17390829 /FEA=FLmRNA /CNT=80 /TID=Mm.23809.1 /TIER=FL+Stack /STK=27 /UG=Mm.23809 /LL=56748 /UG_GENE=Hirip
MOE430_2_1418236_s_ 197.6 211 P P 0.000244 0.000244 -0.2 NC 0.69 gb:NM_053069.1 /DB_XREF=gi:16716340 /GEN=Apg5l /FEA=FLmRNA /CNT=142 /TID=Mm.22264.1 /TIER=FL+Stack /STK=27 /UG=Mm.22264 /LL=11793 /
MOE430_2_1418255_s_ 339.5 274.4 P P 0.000244 0.000244 -0.2 NC 0.77 gb:NM_020493.1 /DB_XREF=gi:10048413 /GEN=Srf /FEA=FLmRNA /CNT=94 /TID=Mm.45044.1 /TIER=FL+Stack /STK=27 /UG=Mm.45044 /LL=20807 /DEF
MOE430_2_1418261_at 185 176.9 P P 0.001221 0.001953 -0.2 NC 0.96 gb:NM_011518.1 /DB_XREF=gi:6755705 /GEN=Syk /FEA=FLmRNA /CNT=70 /TID=Mm.4708.1 /TIER=FL+Stack /STK=27 /UG=Mm.4708 /LL=20963 /DEF=M
MOE430_2_1418278_at 13.3 12.1 A A 0.14 0.21 -0.2 NC 0.53 gb:BC021776.1 /DB_XREF=gi:18256822 /FEA=FLmRNA /CNT=75 /TID=Mm.178973.1 /TIER=FL+Stack /STK=26 /UG=Mm.178973 /LL=11814 /UG_GENE=A
MOE430_2_1418288_at 93.9 83.2 P P 0.000244 0.000244 -0.2 NC 0.82 gb:NM_015763.1 /DB_XREF=gi:7656874 /GEN=Lpin1 /FEA=FLmRNA /CNT=123 /TID=Mm.28548.1 /TIER=FL+Stack /STK=26 /UG=Mm.28548 /LL=14245 /D
MOE430_2_1418333_at 80.5 93.7 P P 0.000244 0.000244 -0.2 NC 0.83 gb:NM_008636.1 /DB_XREF=gi:7106364 /GEN=Mtf1 /FEA=FLmRNA /CNT=68 /TID=Mm.4563.1 /TIER=FL+Stack /STK=25 /UG=Mm.4563 /LL=17764 /DEF=
MOE430_2_1418348_a_ 67.2 47 P P 0.00415 0.00293 -0.2 NC 0.5 gb:NM_029291.1 /DB_XREF=gi:20270207 /GEN=1700011I11Rik /FEA=FLmRNA /CNT=52 /TID=Mm.33150.1 /TIER=FL+Stack /STK=25 /UG=Mm.33150 /LL=
MOE430_2_1418356_at 289 211.9 P P 0.000244 0.000244 -0.2 NC 0.93 gb:NM_138670.1 /DB_XREF=gi:20149757 /GEN=Mpst /FEA=FLmRNA /CNT=49 /TID=Mm.17498.1 /TIER=FL+Stack /STK=25 /UG=Mm.17498 /LL=192171 /
MOE430_2_1418372_at 390.2 356 P P 0.000244 0.000244 -0.2 NC 0.68 gb:NM_009634.1 /DB_XREF=gi:6752995 /GEN=Adsl /FEA=FLmRNA /CNT=89 /TID=Mm.38151.1 /TIER=FL+Stack /STK=24 /UG=Mm.38151 /LL=11564 /DE
MOE430_2_1418379_s_ 673.8 637.1 P P 0.000732 0.000732 -0.2 NC 0.76 gb:NM_054044.1 /DB_XREF=gi:16905078 /GEN=9530074E10Rik /FEA=FLmRNA /CNT=49 /TID=Mm.29671.1 /TIER=FL+Stack /STK=24 /UG=Mm.29671 /LL
MOE430_2_1418383_at 20.3 15 P A 0.00293 0.14 -0.2 NC 0.96 gb:BB770932 /DB_XREF=gi:16212978 /DB_XREF=BB770932 /CLONE=G370118K15 /FEA=FLmRNA /CNT=59 /TID=Mm.28143.1 /TIER=Stack /STK=18 /UG
MOE430_2_1418407_at 18.4 18.3 P A 0.03 0.11 -0.2 NC 0.81 gb:BB220000 /DB_XREF=gi:8884953 /DB_XREF=BB220000 /CLONE=A530058E15 /FEA=FLmRNA /CNT=53 /TID=Mm.9757.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1418416_x_ 40.5 38.4 P P 0.008057 0.01 -0.2 NC 0.5 gb:NM_020261.2 /DB_XREF=gi:19549328 /GEN=Psg23 /FEA=FLmRNA /CNT=30 /TID=Mm.195456.1 /TIER=FL+Stack /STK=24 /UG=Mm.195456 /LL=56868
MOE430_2_1418431_at 13.5 21.6 P P 0.001221 0.008057 -0.2 NC 0.75 gb:BI328541 /DB_XREF=gi:15013198 /DB_XREF=602985332F1 /CLONE=IMAGE:5138167 /FEA=FLmRNA /CNT=397 /TID=Mm.3380.1 /TIER=Stack /STK=1
MOE430_2_1418445_at 132.3 95.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_009197.1 /DB_XREF=gi:6677996 /GEN=Slc16a2 /FEA=FLmRNA /CNT=93 /TID=Mm.5045.1 /TIER=FL+Stack /STK=23 /UG=Mm.5045 /LL=20502 /DE
MOE430_2_1418453_a_ 2296.4 2121.7 P P 0.000244 0.000244 -0.2 NC 0.53 gb:NM_009721.1 /DB_XREF=gi:6753137 /GEN=Atp1b1 /FEA=FLmRNA /CNT=44 /TID=Mm.4550.1 /TIER=FL+Stack /STK=23 /UG=Mm.4550 /LL=11931 /DE
MOE430_2_1418459_at 154.1 143.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AA067702 /DB_XREF=gi:1566111 /DB_XREF=mm48b08.r1 /CLONE=IMAGE:524727 /FEA=FLmRNA /CNT=81 /TID=Mm.9864.1 /TIER=Stack /STK=21 /U
MOE430_2_1418468_at 210.3 199.1 P P 0.000244 0.000732 -0.2 NC 0.95 gb:NM_013469.1 /DB_XREF=gi:7304884 /GEN=Anxa11 /FEA=FLmRNA /CNT=81 /TID=Mm.1427.1 /TIER=FL+Stack /STK=23 /UG=Mm.1427 /LL=11744 /DE
MOE430_2_1418529_at 927.7 844 P P 0.000244 0.000244 -0.2 NC 0.91 gb:NM_133676.1 /DB_XREF=gi:19526831 /GEN=1500019L24Rik /FEA=FLmRNA /CNT=58 /TID=Mm.29642.1 /TIER=FL+Stack /STK=22 /UG=Mm.29642 /LL=
MOE430_2_1418531_at 17.5 13 A P 0.11 0.04 -0.2 NC 0.5 gb:NM_133353.1 /DB_XREF=gi:20373156 /GEN=Oosp1 /FEA=FLmRNA /CNT=37 /TID=Mm.24754.1 /TIER=FL+Stack /STK=22 /UG=Mm.24754 /LL=170834 
MOE430_2_1418568_x_ 2036.6 1799.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_009273.1 /DB_XREF=gi:6678132 /GEN=Srp14 /FEA=FLmRNA /CNT=104 /TID=Mm.850.1 /TIER=FL+Stack /STK=21 /UG=Mm.850 /LL=20813 /DEF=
MOE430_2_1418581_a_ 146.9 127 P P 0.005859 0.00415 -0.2 NC 0.9 gb:BE981766 /DB_XREF=gi:10651226 /DB_XREF=UI-M-CG0p-bdd-a-04-0-UI.s1 /CLONE=UI-M-CG0p-bdd-a-04-0-UI /FEA=FLmRNA /CNT=79 /TID=Mm
MOE430_2_1418642_at 2.9 4.8 A A 0.5 0.24 -0.2 NC 0.48 gb:BC006948.1 /DB_XREF=gi:13905299 /FEA=FLmRNA /CNT=85 /TID=Mm.1781.1 /TIER=FL /STK=6 /UG=Mm.1781 /LL=16822 /UG_GENE=Lcp2 /DEF=Mu
MOE430_2_1418644_a_ 733.3 688.8 P P 0.000244 0.000244 -0.2 NC 0.71 gb:AF145287.1 /DB_XREF=gi:4838564 /GEN=Lkb1 /FEA=FLmRNA /CNT=100 /TID=Mm.29947.1 /TIER=FL+Stack /STK=20 /UG=Mm.29947 /LL=20869 /DE
MOE430_2_1418651_at 121.6 128.8 P P 0.000244 0.000732 -0.2 NC 0.83 gb:AK005819.1 /DB_XREF=gi:12838590 /FEA=FLmRNA /CNT=98 /TID=Mm.8540.1 /TIER=Stack /STK=38 /UG=Mm.8540 /LL=67946 /UG_GENE=1700062C2
MOE430_2_1418652_at 1.8 1.1 A A 0.88 0.98 -0.2 NC 0.51 gb:NM_008599.1 /DB_XREF=gi:6678879 /GEN=Scyb9 /FEA=FLmRNA /CNT=80 /TID=Mm.766.1 /TIER=FL+Stack /STK=20 /UG=Mm.766 /LL=17329 /DEF=M
MOE430_2_1418669_at 217.5 199.1 P P 0.01 0.01 -0.2 NC 0.5 gb:NM_008305.1 /DB_XREF=gi:6680310 /GEN=Hspg2 /FEA=FLmRNA /CNT=75 /TID=Mm.7257.1 /TIER=FL+Stack /STK=20 /UG=Mm.7257 /LL=15530 /DEF
MOE430_2_1418716_at 120 89.6 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_025578.1 /DB_XREF=gi:13385023 /GEN=Mrps25 /FEA=FLmRNA /CNT=61 /TID=Mm.87062.1 /TIER=FL+Stack /STK=19 /UG=Mm.87062 /LL=64658 /
MOE430_2_1418728_at 12.1 9.2 A P 0.24 0.03 -0.2 NC 0.34 gb:BB044960 /DB_XREF=gi:15403943 /DB_XREF=BB044960 /CLONE=6030491I06 /FEA=FLmRNA /CNT=61 /TID=Mm.142364.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1418740_at 1.2 1 A A 0.88 0.96 -0.2 NC 0.73 gb:NM_026457.1 /DB_XREF=gi:13385951 /GEN=1700086N05Rik /FEA=FLmRNA /CNT=31 /TID=Mm.23361.1 /TIER=FL+Stack /STK=19 /UG=Mm.23361 /LL
MOE430_2_1418767_at 72 58.5 P P 0.000732 0.000244 -0.2 NC 0.5 gb:NM_130882.1 /DB_XREF=gi:20373154 /GEN=Cypf13 /FEA=FLmRNA /CNT=54 /TID=Mm.22045.1 /TIER=FL+Stack /STK=18 /UG=Mm.22045 /LL=170716
MOE430_2_1418779_at 245.1 219 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BC004060.1 /DB_XREF=gi:13278527 /FEA=FLmRNA /CNT=46 /TID=Mm.142263.1 /TIER=FL+Stack /STK=18 /UG=Mm.142263 /LL=19671 /UG_GENE=R
MOE430_2_1418813_at 8.1 9 A A 0.21 0.33 -0.2 NC 0.34 gb:NM_008785.1 /DB_XREF=gi:6679214 /GEN=Serpina5 /FEA=FLmRNA /CNT=21 /TID=Mm.73172.1 /TIER=FL+Stack /STK=18 /UG=Mm.73172 /LL=18533 
MOE430_2_1418822_a_ 2588.5 2310 P P 0.000244 0.000244 -0.2 NC 0.83 gb:BC003478.1 /DB_XREF=gi:13097491 /FEA=FLmRNA /CNT=84 /TID=Mm.196526.1 /TIER=FL+Stack /STK=17 /UG=Mm.196526 /LL=11845 /UG_GENE=A
MOE430_2_1418823_at 936.4 769.7 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BC003478.1 /DB_XREF=gi:13097491 /FEA=FLmRNA /CNT=84 /TID=Mm.196526.1 /TIER=FL+Stack /STK=17 /UG=Mm.196526 /LL=11845 /UG_GENE=A
MOE430_2_1418844_at 160.6 161.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_133981.1 /DB_XREF=gi:19527201 /GEN=8230402H15Rik /FEA=FLmRNA /CNT=59 /TID=Mm.38473.1 /TIER=FL+Stack /STK=17 /UG=Mm.38473 /LL
MOE430_2_1418861_at 787.6 685.4 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_021501.1 /DB_XREF=gi:10946911 /GEN=Piasg-pending /FEA=FLmRNA /CNT=48 /TID=Mm.34428.1 /TIER=FL+Stack /STK=17 /UG=Mm.34428 /LL=
MOE430_2_1418886_s_ 1777.3 1371.3 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_130884.1 /DB_XREF=gi:18700023 /GEN=Idh3b /FEA=FLmRNA /CNT=130 /TID=Mm.29590.1 /TIER=FL+Stack /STK=16 /UG=Mm.29590 /LL=170718 
MOE430_2_1418909_at 8.6 8.9 A A 0.33 0.46 -0.2 NC 0.48 gb:NM_013848.1 /DB_XREF=gi:7305040 /GEN=Ermap /FEA=FLmRNA /CNT=44 /TID=Mm.24043.1 /TIER=FL+Stack /STK=16 /UG=Mm.24043 /LL=27028 /D
MOE430_2_1418970_a_ 354.8 301.1 P P 0.000244 0.000244 -0.2 NC 0.81 gb:NM_009740.1 /DB_XREF=gi:6753165 /GEN=Bcl10 /FEA=FLmRNA /CNT=82 /TID=Mm.28782.1 /TIER=FL+Stack /STK=15 /UG=Mm.28782 /LL=12042 /DE
MOE430_2_1418971_x_ 315.1 244.7 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_009740.1 /DB_XREF=gi:6753165 /GEN=Bcl10 /FEA=FLmRNA /CNT=82 /TID=Mm.28782.1 /TIER=FL+Stack /STK=15 /UG=Mm.28782 /LL=12042 /DE
MOE430_2_1419013_at 170 138.2 P P 0.01 0.01 -0.2 NC 0.91 gb:NM_026181.1 /DB_XREF=gi:13385691 /GEN=1300003A17Rik /FEA=FLmRNA /CNT=34 /TID=Mm.33125.1 /TIER=FL+Stack /STK=15 /UG=Mm.33125 /LL
MOE430_2_1419083_at 4.7 3.8 A A 0.45 0.78 -0.2 NC 0.46 gb:NM_011613.1 /DB_XREF=gi:6755832 /GEN=Tnfsf11 /FEA=FLmRNA /CNT=22 /TID=Mm.6426.1 /TIER=FL+Stack /STK=14 /UG=Mm.6426 /LL=21943 /DE
MOE430_2_1419174_at 638.4 583.2 P P 0.000244 0.000244 -0.2 NC 0.75 gb:NM_025555.1 /DB_XREF=gi:13384983 /GEN=2410004B18Rik /FEA=FLmRNA /CNT=52 /TID=Mm.25137.1 /TIER=FL+Stack /STK=12 /UG=Mm.25137 /LL
MOE430_2_1419184_a_ 233 186.7 P P 0.000732 0.000732 -0.2 NC 0.59 gb:NM_010212.1 /DB_XREF=gi:6753865 /GEN=Fhl2 /FEA=FLmRNA /CNT=37 /TID=Mm.6799.1 /TIER=FL+Stack /STK=12 /UG=Mm.6799 /LL=14200 /DEF=
MOE430_2_1419208_at 0.8 0.7 A A 0.85 0.97 -0.2 NC 0.8 gb:NM_007746.1 /DB_XREF=gi:6678797 /GEN=Map3k8 /FEA=FLmRNA /CNT=20 /TID=Mm.3275.1 /TIER=FL+Stack /STK=12 /UG=Mm.3275 /LL=26410 /DE
MOE430_2_1419213_at 202.6 191.1 P P 0.000244 0.000244 -0.2 NC 0.81 gb:NM_019750.1 /DB_XREF=gi:9789956 /GEN=Nat6 /FEA=FLmRNA /CNT=30 /TID=Mm.29271.1 /TIER=FL+Stack /STK=12 /UG=Mm.29271 /LL=56441 /DE
MOE430_2_1419233_x_ 1.7 1.2 A A 0.93 0.91 -0.2 NC 0.5 gb:NM_009692.1 /DB_XREF=gi:6753095 /GEN=Apoa1 /FEA=FLmRNA /CNT=13 /TID=Mm.26743.1 /TIER=FL+Stack /STK=12 /UG=Mm.26743 /LL=11806 /D
MOE430_2_1419252_at 581 571.1 P P 0.000244 0.000244 -0.2 NC 0.73 gb:BG067649 /DB_XREF=gi:12550218 /DB_XREF=H3056F10-3 /CLONE=H3056F10 /FEA=FLmRNA /CNT=191 /TID=Mm.22627.1 /TIER=Stack /STK=55 /U
MOE430_2_1419282_at 0.5 1.1 A A 0.9 0.82 -0.2 NC 0.62 gb:U50712.1 /DB_XREF=gi:1477581 /GEN=MCP-5 /FEA=FLmRNA /CNT=27 /TID=Mm.867.1 /TIER=FL+Stack /STK=11 /UG=Mm.867 /LL=20293 /DEF=Mus
MOE430_2_1419310_s_ 175.4 139.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:L43164.1 /DB_XREF=gi:18654381 /FEA=FLmRNA /CNT=26 /TID=Mm.20848.1 /TIER=FL+Stack /STK=11 /UG=Mm.20848 /LL=19727 /UG_GENE=Rfxank 
MOE430_2_1419366_at 219.9 171.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_026015.1 /DB_XREF=gi:13385519 /GEN=2610510L01Rik /FEA=FLmRNA /CNT=49 /TID=Mm.154471.1 /TIER=FL+Stack /STK=10 /UG=Mm.154471 /L
MOE430_2_1419383_at 858.2 611.7 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_009115.1 /DB_XREF=gi:6677838 /GEN=S100b /FEA=FLmRNA /CNT=23 /TID=Mm.212672.1 /TIER=FL+Stack /STK=10 /UG=Mm.212672 /LL=20203 
MOE430_2_1419398_a_ 2021.5 1723.1 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_007874.1 /DB_XREF=gi:6681212 /GEN=Dp1 /FEA=FLmRNA /CNT=17 /TID=Mm.21251.1 /TIER=FL+Stack /STK=10 /UG=Mm.21251 /LL=13476 /DEF
MOE430_2_1419401_at 17.6 21.9 P P 0.001953 0.00415 -0.2 NC 0.5 gb:NM_080857.1 /DB_XREF=gi:18252801 /GEN=Asb13 /FEA=FLmRNA /CNT=29 /TID=Mm.21523.1 /TIER=FL+Stack /STK=10 /UG=Mm.21523 /LL=142688 
MOE430_2_1419441_at 8827.5 7717.1 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_007475.1 /DB_XREF=gi:6671568 /GEN=Arbp /FEA=FLmRNA /CNT=149 /TID=Mm.5286.1 /TIER=FL+Stack /STK=9 /UG=Mm.5286 /LL=11837 /DEF=



MOE430_2_1419447_s_ 91.3 62.8 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BC004675.1 /DB_XREF=gi:14919386 /FEA=FLmRNA /CNT=198 /TID=Mm.56905.1 /TIER=Stack /STK=106 /UG=Mm.56905 /LL=57915 /UG_GENE=Tbc1d
MOE430_2_1419462_s_ 860.3 719.3 P P 0.000244 0.000244 -0.2 NC 0.94 gb:NM_008187.1 /DB_XREF=gi:6680126 /GEN=Gtl3 /FEA=FLmRNA /CNT=47 /TID=Mm.2080.1 /TIER=FL+Stack /STK=9 /UG=Mm.2080 /LL=14894 /DEF=M
MOE430_2_1419475_a_ 8.2 15.2 A A 0.21 0.14 -0.2 NC 0.5 gb:BC008249.1 /DB_XREF=gi:14198374 /FEA=FLmRNA /CNT=66 /TID=Mm.10724.1 /TIER=ConsEnd /STK=3 /UG=Mm.10724 /LL=13661 /UG_GENE=Ehf /D
MOE430_2_1419497_at 17.4 17.4 P P 0.001953 0.01 -0.2 NC 0.5 gb:NM_009875.1 /DB_XREF=gi:6753385 /GEN=Cdkn1b /FEA=FLmRNA /CNT=30 /TID=Mm.8046.1 /TIER=FL+Stack /STK=9 /UG=Mm.8046 /LL=12576 /DEF
MOE430_2_1419508_at 115.6 92.2 P P 0.001221 0.000244 -0.2 NC 0.5 gb:NM_009068.1 /DB_XREF=gi:6677752 /GEN=Ripk1 /FEA=FLmRNA /CNT=31 /TID=Mm.3147.1 /TIER=FL+Stack /STK=9 /UG=Mm.3147 /LL=19766 /DEF=
MOE430_2_1419509_a_ 1293.6 1115.5 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_019542.1 /DB_XREF=gi:9506738 /GEN=Nagk /FEA=FLmRNA /CNT=28 /TID=Mm.29772.1 /TIER=FL+Stack /STK=9 /UG=Mm.29772 /LL=56174 /DEF
MOE430_2_1419563_at 15 18.1 A A 0.18 0.24 -0.2 NC 0.03 gb:BB200954 /DB_XREF=gi:16271506 /DB_XREF=BB200954 /CLONE=A430032G04 /FEA=FLmRNA /CNT=87 /TID=Mm.12921.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1419573_a_ 8004.2 7008.1 P P 0.000244 0.000244 -0.2 NC 0.88 gb:NM_008495.1 /DB_XREF=gi:6678681 /GEN=Lgals1 /FEA=FLmRNA /CNT=22 /TID=Mm.43831.1 /TIER=FL+Stack /STK=8 /UG=Mm.43831 /LL=16852 /DE
MOE430_2_1419581_at 65.7 55.7 P P 0.005859 0.00293 -0.2 NC 0.9 gb:NM_007864.1 /DB_XREF=gi:6681194 /GEN=Dlgh4 /FEA=FLmRNA /CNT=52 /TID=Mm.27256.1 /TIER=FL /STK=2 /UG=Mm.27256 /LL=13385 /DEF=Mus 
MOE430_2_1419583_at 1321.3 959.4 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_007625.1 /DB_XREF=gi:6680861 /GEN=Cbx4 /FEA=FLmRNA /CNT=22 /TID=Mm.8556.1 /TIER=FL+Stack /STK=8 /UG=Mm.8556 /LL=12418 /DEF=M
MOE430_2_1419584_at 433.3 363.8 P P 0.000244 0.000732 -0.2 NC 0.99 gb:NM_024477.1 /DB_XREF=gi:13277391 /GEN=BC002262 /FEA=FLmRNA /CNT=39 /TID=Mm.102093.1 /TIER=FL+Stack /STK=8 /UG=Mm.102093 /LL=795
MOE430_2_1419605_at 9.2 7.6 A A 0.63 0.5 -0.2 NC 0.14 gb:NM_010796.1 /DB_XREF=gi:6754687 /GEN=Mgl /FEA=FLmRNA /CNT=20 /TID=Mm.7574.1 /TIER=FL+Stack /STK=8 /UG=Mm.7574 /LL=17312 /DEF=Mu
MOE430_2_1419612_at 89.2 132.3 P P 0.005859 0.001953 -0.2 NC 0.5 gb:BC023403.1 /DB_XREF=gi:19484156 /FEA=FLmRNA /CNT=26 /TID=Mm.37735.1 /TIER=FL /STK=3 /UG=Mm.37735 /LL=70808 /UG_GENE=4632415L05
MOE430_2_1419654_at 100.4 77.8 P P 0.001221 0.000732 -0.2 NC 0.5 gb:BI990924 /DB_XREF=gi:17961942 /DB_XREF=4082-95 /FEA=FLmRNA /CNT=130 /TID=Mm.24255.1 /TIER=Stack /STK=21 /UG=Mm.24255 /LL=21887 /
MOE430_2_1419659_s_ 826.4 731.7 P P 0.000732 0.000732 -0.2 NC 0.84 gb:NM_028850.1 /DB_XREF=gi:13386357 /GEN=Chic2 /FEA=FLmRNA /CNT=50 /TID=Mm.27267.1 /TIER=FL /STK=7 /UG=Mm.27267 /LL=74277 /DEF=Mus
MOE430_2_1419687_at 181.2 139.9 P P 0.000732 0.000732 -0.2 D 0.99 gb:NM_134147.1 /DB_XREF=gi:19527383 /GEN=AI604841 /FEA=FLmRNA /CNT=26 /TID=Mm.38346.1 /TIER=FL /STK=7 /UG=Mm.38346 /LL=107227 /DEF
MOE430_2_1419689_at 18.8 17.4 P P 0.001953 0.03 -0.2 NC 0.5 gb:NM_011821.1 /DB_XREF=gi:7106324 /GEN=Gpc6 /FEA=FLmRNA /CNT=22 /TID=Mm.101421.1 /TIER=FL /STK=2 /UG=Mm.101421 /LL=23888 /DEF=Mu
MOE430_2_1419727_at 0.6 0.3 A A 0.72 0.87 -0.2 NC 0.35 gb:NM_007827.1 /DB_XREF=gi:6681130 /GEN=Daf2 /FEA=FLmRNA /CNT=8 /TID=Mm.34044.1 /TIER=FL /STK=7 /UG=Mm.34044 /LL=13137 /DEF=Mus m
MOE430_2_1419812_s_ 1530 1273 P P 0.000244 0.000244 -0.2 NC 0.94 gb:C77389 /DB_XREF=gi:2517719 /DB_XREF=C77389 /CLONE=J0030C10 /FEA=EST /CNT=1 /TID=Mm.195332.1 /TIER=ConsEnd /STK=1 /UG=Mm.19533
MOE430_2_1419866_s_ 565.9 500.5 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AW544490 /DB_XREF=gi:7186907 /DB_XREF=C0182D06-3 /CLONE=C0182D06 /FEA=EST /CNT=1 /TID=Mm.199057.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419877_x_ 6.3 2.2 A A 0.53 0.53 -0.2 NC 0.5 gb:AI644422 /DB_XREF=gi:4722897 /DB_XREF=ml63e08.x1 /CLONE=IMAGE:516710 /FEA=EST /CNT=1 /TID=Mm.198108.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419935_s_ 117.6 96.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:C77789 /DB_XREF=gi:2518119 /DB_XREF=C77789 /CLONE=J0037F03 /FEA=EST /CNT=1 /TID=Mm.197850.1 /TIER=ConsEnd /STK=1 /UG=Mm.19785
MOE430_2_1419945_s_ 1417.8 1263.2 P P 0.000244 0.000244 -0.2 NC 0.73 gb:C80220 /DB_XREF=gi:2520550 /DB_XREF=C80220 /CLONE=J0078C04 /FEA=EST /CNT=1 /TID=Mm.206835.1 /TIER=ConsEnd /STK=1 /UG=Mm.20683
MOE430_2_1419970_at 7.7 6.3 A A 0.08 0.36 -0.2 NC 0.5 gb:C86506 /DB_XREF=gi:2918463 /DB_XREF=C86506 /CLONE=J0227H04 /FEA=EST /CNT=1 /TID=Mm.195368.1 /TIER=ConsEnd /STK=1 /UG=Mm.19536
MOE430_2_1419971_s_ 147.4 123.2 P P 0.000732 0.000732 -0.2 NC 0.5 gb:C86506 /DB_XREF=gi:2918463 /DB_XREF=C86506 /CLONE=J0227H04 /FEA=EST /CNT=1 /TID=Mm.195368.1 /TIER=ConsEnd /STK=1 /UG=Mm.19536
MOE430_2_1420003_at 53.7 53.5 P P 0.02 0.00415 -0.2 NC 0.5 gb:C80273 /DB_XREF=gi:2520603 /DB_XREF=C80273 /CLONE=J0079A07 /FEA=EST /CNT=1 /TID=Mm.221002.1 /TIER=ConsEnd /STK=1 /UG=Mm.22100
MOE430_2_1420010_at 63.1 58.9 P P 0.001953 0.00415 -0.2 NC 0.53 gb:C80083 /DB_XREF=gi:2520413 /DB_XREF=C80083 /CLONE=J0076C09 /FEA=EST /CNT=1 /TID=Mm.206839.1 /TIER=ConsEnd /STK=0 /UG=Mm.20683
MOE430_2_1420016_at 1 0.9 A A 0.69 0.93 -0.2 NC 0.53 gb:C78542 /DB_XREF=gi:2518872 /DB_XREF=C78542 /CLONE=J0051A04 /FEA=EST /CNT=1 /TID=Mm.219719.1 /TIER=ConsEnd /STK=0 /UG=Mm.21971
MOE430_2_1420017_at 11.7 5.9 A A 0.6 0.6 -0.2 NC 0.33 gb:C76990 /DB_XREF=gi:2517320 /DB_XREF=C76990 /CLONE=J0023H05 /FEA=EST /CNT=1 /TID=Mm.219820.1 /TIER=ConsEnd /STK=1 /UG=Mm.21982
MOE430_2_1420053_at 41.4 43 P P 0.005859 0.005859 -0.2 NC 0.58 gb:C81484 /DB_XREF=gi:2521814 /DB_XREF=C81484 /CLONE=J0099H02 /FEA=EST /CNT=1 /TID=Mm.198002.1 /TIER=ConsEnd /STK=0 /UG=Mm.19800
MOE430_2_1420054_s_ 126.8 107.2 P P 0.000244 0.000244 -0.2 NC 0.85 gb:C85957 /DB_XREF=gi:2917914 /DB_XREF=C85957 /CLONE=J0217E04 /FEA=EST /CNT=1 /TID=Mm.197756.1 /TIER=ConsEnd /STK=1 /UG=Mm.19775
MOE430_2_1420070_a_ 20 16.5 P A 0.008057 0.14 -0.2 NC 0.94 gb:AW061092 /DB_XREF=gi:6008843 /DB_XREF=UI-M-BH1-anp-c-12-0-UI.s1 /CLONE=UI-M-BH1-anp-c-12-0-UI /FEA=EST /CNT=1 /TID=Mm.54147.3 
MOE430_2_1420130_s_ 35.6 38 P P 0.005859 0.001953 -0.2 NC 0.5 gb:AA409545 /DB_XREF=gi:2066201 /DB_XREF=EST01286 /CLONE=C0007H05 /FEA=EST /CNT=1 /TID=Mm.219697.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420214_at 4.2 2.2 A A 0.72 0.96 -0.2 NC 0.5 gb:AV041406 /DB_XREF=gi:4861071 /DB_XREF=AV041406 /CLONE=1700017N21 /FEA=EST /CNT=1 /TID=Mm.46108.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420225_at 0.6 0.6 A A 0.78 0.87 -0.2 NC 0.58 gb:AV090440 /DB_XREF=gi:5237988 /DB_XREF=AV090440 /CLONE=2310050F14 /FEA=EST /CNT=1 /TID=Mm.64458.1 /TIER=ConsEnd /STK=0 /UG=Mm.
MOE430_2_1420301_at 1.7 1.6 A A 0.82 0.75 -0.2 NC 0.5 gb:AA414903 /DB_XREF=gi:2075133 /DB_XREF=vc50b09.r1 /CLONE=IMAGE:777977 /FEA=EST /CNT=1 /TID=Mm.3808.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420340_at 16 17 P A 0.008057 0.06 -0.2 NC 0.94 gb:NM_026493.1 /DB_XREF=gi:13385979 /GEN=4930413O22Rik /FEA=FLmRNA /CNT=15 /TID=Mm.45963.1 /TIER=FL /STK=6 /UG=Mm.45963 /LL=67986 
MOE430_2_1420364_at 8.5 6.2 A A 0.5 0.56 -0.2 NC 0.5 gb:NM_032399.1 /DB_XREF=gi:14161701 /GEN=Gpr87 /FEA=FLmRNA /CNT=6 /TID=Mm.60267.1 /TIER=FL /STK=6 /UG=Mm.60267 /LL=84111 /DEF=Mus
MOE430_2_1420427_a_ 162.4 161.4 P P 0.001953 0.001953 -0.2 NC 0.65 gb:NM_133941.1 /DB_XREF=gi:19527159 /GEN=AA408140 /FEA=FLmRNA /CNT=12 /TID=Mm.199223.1 /TIER=FL /STK=5 /UG=Mm.199223 /LL=101437 /D
MOE430_2_1420436_x_ 6.4 6.5 A A 0.19 0.21 -0.2 NC 0.74 gb:AB000682.1 /DB_XREF=gi:6172284 /GEN=tsec-2 /FEA=FLmRNA /CNT=8 /TID=Mm.78551.1 /TIER=FL /STK=5 /UG=Mm.78551 /LL=80384 /DEF=Mus m
MOE430_2_1420446_at 3.5 0.8 A A 0.88 0.99 -0.2 NC 0.71 gb:NM_027019.1 /DB_XREF=gi:16756269 /GEN=1700011O04Rik /FEA=FLmRNA /CNT=9 /TID=Mm.56404.1 /TIER=FL /STK=5 /UG=Mm.56404 /LL=69287 /
MOE430_2_1420467_at 9.5 13.8 A A 0.17 0.27 -0.2 NC 0.5 gb:NM_020576.1 /DB_XREF=gi:10181175 /GEN=Pcg-pending /FEA=FLmRNA /CNT=16 /TID=Mm.34201.1 /TIER=FL /STK=5 /UG=Mm.34201 /LL=57390 /DE
MOE430_2_1420487_at 23.9 44.5 P P 0.001221 0.000244 -0.2 NC 0.5 gb:AW060738 /DB_XREF=gi:6008489 /DB_XREF=UI-M-BH1-anu-a-12-0-UI.s1 /CLONE=UI-M-BH1-anu-a-12-0-UI /FEA=FLmRNA /CNT=116 /TID=Mm.14
MOE430_2_1420494_x_ 5975.1 4891.7 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BC006680.1 /DB_XREF=gi:13879397 /FEA=FLmRNA /CNT=58 /TID=Mm.331.1 /TIER=FL /STK=4 /UG=Mm.331 /LL=22190 /UG_GENE=Ubc /DEF=Mus m
MOE430_2_1420558_at 38.1 37.9 P P 0.03 0.03 -0.2 NC 0.5 gb:NM_011347.1 /DB_XREF=gi:6755455 /GEN=Selp /FEA=FLmRNA /CNT=13 /TID=Mm.3337.1 /TIER=ConsEnd /STK=0 /UG=Mm.3337 /LL=20344 /DEF=M
MOE430_2_1420561_at 15.1 9.9 A A 0.27 0.39 -0.2 NC 0.36 gb:NM_012035.1 /DB_XREF=gi:6755888 /GEN=Trrp8 /FEA=FLmRNA /CNT=7 /TID=Mm.62409.1 /TIER=FL /STK=4 /UG=Mm.62409 /LL=26946 /DEF=Mus m
MOE430_2_1420564_at 11.1 5.9 A A 0.12 0.06 -0.2 NC 0.5 gb:NM_011832.1 /DB_XREF=gi:6754361 /GEN=Insrr /FEA=FLmRNA /CNT=9 /TID=Mm.42041.1 /TIER=FL /STK=4 /UG=Mm.42041 /LL=23920 /DEF=Mus mu
MOE430_2_1420605_at 3.3 2.9 A A 0.69 0.63 -0.2 NC 0.5 gb:NM_016664.1 /DB_XREF=gi:7710055 /GEN=Mata2-pending /FEA=FLmRNA /CNT=4 /TID=Mm.2535.1 /TIER=FL /STK=4 /UG=Mm.2535 /LL=50994 /DEF
MOE430_2_1420608_at 210.3 212.8 P P 0.000244 0.000732 -0.2 NC 0.95 gb:AV116216 /DB_XREF=gi:16382311 /DB_XREF=AV116216 /CLONE=2610103O04 /FEA=FLmRNA /CNT=278 /TID=Mm.205937.1 /TIER=Stack /STK=193 /
MOE430_2_1420617_at 70 55.9 P P 0.000244 0.000732 -0.2 NC 0.5 gb:BG070342 /DB_XREF=gi:12552911 /DB_XREF=H3086C09-3 /CLONE=H3086C09 /FEA=FLmRNA /CNT=161 /TID=Mm.23178.1 /TIER=Stack /STK=8 /UG
MOE430_2_1420621_a_ 3863.8 3339.8 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_007471.1 /DB_XREF=gi:6680707 /GEN=App /FEA=FLmRNA /CNT=97 /TID=Mm.15571.1 /TIER=FL /STK=3 /UG=Mm.15571 /LL=11820 /DEF=Mus m
MOE430_2_1420642_a_ 2532.2 2152.4 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_025946.1 /DB_XREF=gi:13385435 /GEN=2010100O12Rik /FEA=FLmRNA /CNT=18 /TID=Mm.27477.1 /TIER=FL /STK=3 /UG=Mm.27477 /LL=67067 
MOE430_2_1420644_a_ 248.5 227.1 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AF222748.1 /DB_XREF=gi:12004985 /FEA=FLmRNA /CNT=33 /TID=Mm.21435.1 /TIER=FL /STK=3 /UG=Mm.21435 /LL=57743 /UG_GENE=Sec61a2-pe
MOE430_2_1420663_at 71.7 65 P M 0.01 0.05 -0.2 NC 0.98 gb:NM_009565.1 /DB_XREF=gi:6677624 /GEN=Zfp67 /FEA=FLmRNA /CNT=22 /TID=Mm.219134.1 /TIER=FL /STK=3 /UG=Mm.219134 /LL=22724 /DEF=Mu
MOE430_2_1420671_x_ 2.9 1.8 A A 0.78 0.78 -0.2 NC 0.45 gb:NM_029499.1 /DB_XREF=gi:13386405 /GEN=5830413L19Rik /FEA=FLmRNA /CNT=15 /TID=Mm.159648.1 /TIER=FL /STK=3 /UG=Mm.159648 /LL=7601
MOE430_2_1420688_a_ 1292 1074.6 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_011360.1 /DB_XREF=gi:6755485 /GEN=Sgce /FEA=FLmRNA /CNT=13 /TID=Mm.8739.1 /TIER=FL /STK=3 /UG=Mm.8739 /LL=20392 /DEF=Mus mu
MOE430_2_1420690_at 66.2 70 P P 0.000244 0.001953 -0.2 NC 0.85 gb:NM_008002.1 /DB_XREF=gi:7106312 /GEN=Fgf10 /FEA=FLmRNA /CNT=9 /TID=Mm.25003.1 /TIER=FL /STK=3 /UG=Mm.25003 /LL=14165 /DEF=Mus m
MOE430_2_1420710_at 5.3 4.2 A A 0.21 0.21 -0.2 NC 0.5 gb:NM_009044.1 /DB_XREF=gi:6677706 /GEN=Rel /FEA=FLmRNA /CNT=9 /TID=Mm.4869.1 /TIER=FL /STK=3 /UG=Mm.4869 /LL=19696 /DEF=Mus muscu
MOE430_2_1420745_a_ 809.9 702 P P 0.000244 0.000244 -0.2 NC 0.93 gb:NM_010761.1 /DB_XREF=gi:6754617 /GEN=Maid /FEA=FLmRNA /CNT=6 /TID=Mm.7838.1 /TIER=FL /STK=3 /UG=Mm.7838 /LL=17151 /DEF=Mus musc
MOE430_2_1420759_s_ 0.2 0.3 A A 0.99 0.93 -0.2 NC 0.71 gb:NM_009571.1 /DB_XREF=gi:6677636 /GEN=Zfy2 /FEA=FLmRNA /CNT=5 /TID=Mm.4324.1 /TIER=FL /STK=3 /UG=Mm.4324 /LL=22768 /DEF=Mus musc
MOE430_2_1420796_at 6.1 5.3 A A 0.46 0.5 -0.2 NC 0.22 gb:NM_009644.1 /DB_XREF=gi:6753015 /GEN=Ahrr /FEA=FLmRNA /CNT=4 /TID=Mm.42020.1 /TIER=FL /STK=3 /UG=Mm.42020 /LL=11624 /DEF=Mus mu
MOE430_2_1420806_at 10 4.8 A A 0.14 0.43 -0.2 NC 0.5 gb:NM_030614.1 /DB_XREF=gi:13449274 /GEN=Fgf16 /FEA=FLmRNA /CNT=3 /TID=Mm.154768.1 /TIER=FL /STK=3 /UG=Mm.154768 /LL=80903 /DEF=Mu
MOE430_2_1420810_at 566 481.3 P P 0.000244 0.000244 -0.2 NC 0.92 gb:AK005067.1 /DB_XREF=gi:12836737 /FEA=FLmRNA /CNT=378 /TID=Mm.27065.1 /TIER=Stack /STK=213 /UG=Mm.27065 /LL=56398 /UG_GENE=Chp-p
MOE430_2_1420813_at 280.6 217.4 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BB277517 /DB_XREF=gi:16400995 /DB_XREF=BB277517 /CLONE=A930005K21 /FEA=FLmRNA /CNT=227 /TID=Mm.33797.1 /TIER=Stack /STK=179 /
MOE430_2_1420820_at 5129.1 4436.4 P P 0.000244 0.000244 -0.2 D 0.99 gb:BI686661 /DB_XREF=gi:15649289 /DB_XREF=603315481F1 /CLONE=IMAGE:5355189 /FEA=FLmRNA /CNT=279 /TID=Mm.29057.1 /TIER=Stack /STK=7
MOE430_2_1420821_at 113.5 106.1 P P 0.000732 0.000732 -0.2 NC 0.54 gb:BQ176371 /DB_XREF=gi:20351863 /DB_XREF=UI-M-DJ2-bwg-j-16-0-UI.s1 /CLONE=UI-M-DJ2-bwg-j-16-0-UI /FEA=FLmRNA /CNT=247 /TID=Mm.6
MOE430_2_1420861_at 437.4 365.6 P P 0.000244 0.000244 -0.2 NC 0.72 gb:BF161589 /DB_XREF=gi:11041774 /DB_XREF=601771088F1 /CLONE=IMAGE:3990405 /FEA=FLmRNA /CNT=221 /TID=Mm.78718.1 /TIER=Stack /STK=
MOE430_2_1420871_at 11.6 11.2 A P 0.11 0.00415 -0.2 NC 0.07 gb:NM_017469.1 /DB_XREF=gi:8567357 /GEN=Gucy1b3 /FEA=FLmRNA /CNT=102 /TID=Mm.9445.1 /TIER=FL /STK=2 /UG=Mm.9445 /LL=54195 /DEF=Mu
MOE430_2_1420880_a_ 4762.8 4227.8 P P 0.000244 0.000244 -0.2 NC 0.95 gb:AI060694 /DB_XREF=gi:3336117 /DB_XREF=ub41g09.r1 /CLONE=IMAGE:1380352 /FEA=FLmRNA /CNT=239 /TID=Mm.34319.1 /TIER=ConsEnd /STK=0
MOE430_2_1420886_a_ 1439.2 1235.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_013842.2 /DB_XREF=gi:13775155 /GEN=Xbp1 /FEA=FLmRNA /CNT=84 /TID=Mm.22718.1 /TIER=FL /STK=2 /UG=Mm.22718 /LL=22433 /DEF=Mus
MOE430_2_1420906_at 13.3 12 P P 0.008057 0.03 -0.2 NC 0.63 gb:NM_009847.1 /DB_XREF=gi:6753343 /GEN=Cd2ap /FEA=FLmRNA /CNT=188 /TID=Mm.218637.1 /TIER=FL /STK=2 /UG=Mm.218637 /LL=12488 /DEF=M
MOE430_2_1420924_at 3503.4 3178.7 P P 0.000244 0.000244 -0.2 NC 0.96 gb:NM_011594.1 /DB_XREF=gi:6755790 /GEN=Timp2 /FEA=FLmRNA /CNT=152 /TID=Mm.181969.1 /TIER=FL /STK=2 /UG=Mm.181969 /LL=21858 /DEF=M
MOE430_2_1420992_at 7.4 4.3 A A 0.11 0.36 -0.2 NC 0.5 gb:AK009959.1 /DB_XREF=gi:12845077 /GEN=Alrp /FEA=FLmRNA /CNT=57 /TID=Mm.10279.1 /TIER=Stack /STK=21 /UG=Mm.10279 /LL=107765 /UG_TI
MOE430_2_1421016_at 22.4 16.6 A A 0.08 0.24 -0.2 NC 0.5 gb:AW259474 /DB_XREF=gi:6632392 /DB_XREF=up27g09.x1 /CLONE=IMAGE:2655616 /FEA=FLmRNA /CNT=41 /TID=Mm.3179.1 /TIER=Stack /STK=17 /U
MOE430_2_1421017_at 0.6 0.4 A A 0.69 0.96 -0.2 NC 0.74 gb:AK014399.1 /DB_XREF=gi:12852224 /GEN=Nrg3 /FEA=FLmRNA /CNT=39 /TID=Mm.6213.1 /TIER=Stack /STK=14 /UG=Mm.6213 /LL=18183 /UG_TITLE
MOE430_2_1421026_at 211.3 182.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_010302.1 /DB_XREF=gi:6754005 /GEN=Gna12 /FEA=FLmRNA /CNT=45 /TID=Mm.140610.1 /TIER=FL /STK=2 /UG=Mm.140610 /LL=14673 /DEF=M
MOE430_2_1421042_at 187.8 135 P P 0.000244 0.000244 -0.2 NC 0.68 gb:AF177032.1 /DB_XREF=gi:9957219 /FEA=FLmRNA /CNT=63 /TID=Mm.7634.1 /TIER=FL /STK=1 /UG=Mm.7634 /LL=16800 /UG_GENE=Lbcl1 /DEF=Mu
MOE430_2_1421069_at 2.2 2.1 A A 0.72 0.69 -0.2 NC 0.5 gb:BQ031472 /DB_XREF=gi:19766751 /DB_XREF=UI-1-CF0-ann-a-08-0-UI.s1 /CLONE=UI-1-CF0-ann-a-08-0-UI /FEA=FLmRNA /CNT=37 /TID=Mm.212
MOE430_2_1421087_at 134.6 110.4 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BB757992 /DB_XREF=gi:16186191 /DB_XREF=BB757992 /CLONE=G270092F01 /FEA=FLmRNA /CNT=40 /TID=Mm.10723.1 /TIER=Stack /STK=11 /UG
MOE430_2_1421090_at 243 177.4 P P 0.00415 0.001221 -0.2 NC 0.5 gb:NM_013510.1 /DB_XREF=gi:7305028 /GEN=Epb4.1l1 /FEA=FLmRNA /CNT=25 /TID=Mm.20852.1 /TIER=FL /STK=2 /UG=Mm.20852 /LL=13821 /DEF=M
MOE430_2_1421101_a_ 54.5 44.3 P P 0.008057 0.00415 -0.2 NC 0.5 gb:NM_010698.2 /DB_XREF=gi:13443027 /GEN=Ldb2 /FEA=FLmRNA /CNT=15 /TID=Mm.25785.1 /TIER=FL /STK=2 /UG=Mm.25785 /LL=16826 /DEF=Mus
MOE430_2_1421119_at 0.5 1.9 A A 0.91 0.94 -0.2 NC 0.66 gb:NM_019962.1 /DB_XREF=gi:9910291 /GEN=Kif21b /FEA=FLmRNA /CNT=32 /TID=Mm.33956.1 /TIER=FL /STK=2 /UG=Mm.33956 /LL=16565 /DEF=Mus
MOE430_2_1421134_at 1 1 A A 0.78 0.91 -0.2 NC 0.49 gb:NM_009704.1 /DB_XREF=gi:6753107 /GEN=Areg /FEA=FLmRNA /CNT=16 /TID=Mm.8039.1 /TIER=FL /STK=2 /UG=Mm.8039 /LL=11839 /DEF=Mus mu
MOE430_2_1421137_a_ 0.3 0.3 A A 0.96 0.99 -0.2 NC 0.74 gb:NM_008863.1 /DB_XREF=gi:6679360 /GEN=Pkib /FEA=FLmRNA /CNT=13 /TID=Mm.1499.1 /TIER=FL /STK=2 /UG=Mm.1499 /LL=18768 /DEF=Mus mus
MOE430_2_1421208_at 112.9 92.3 P P 0.03 0.01 -0.2 NC 0.68 gb:BI559093 /DB_XREF=gi:15446407 /DB_XREF=603241570F1 /CLONE=IMAGE:5294368 /FEA=FLmRNA /CNT=18 /TID=Mm.12967.1 /TIER=ConsEnd /STK
MOE430_2_1421210_at 11.6 10.5 A P 0.09 0.04 -0.2 NC 0.5 gb:NM_007575.1 /DB_XREF=gi:6671653 /GEN=C2ta /FEA=FLmRNA /CNT=17 /TID=Mm.1619.1 /TIER=FL /STK=2 /UG=Mm.1619 /LL=12265 /DEF=Mus mu
MOE430_2_1421247_at 112.6 97.2 P P 0.00293 0.008057 -0.2 NC 0.88 gb:BC005794.1 /DB_XREF=gi:13543254 /FEA=FLmRNA /CNT=14 /TID=Mm.5035.1 /TIER=FL /STK=1 /UG=Mm.5035 /LL=18511 /UG_GENE=Pax9 /DEF=Mu
MOE430_2_1421254_a_ 14.5 21.1 A A 0.12 0.11 -0.2 NC 0.5 gb:NM_011892.1 /DB_XREF=gi:6755487 /GEN=Sgcg /FEA=FLmRNA /CNT=12 /TID=Mm.72173.1 /TIER=FL /STK=2 /UG=Mm.72173 /LL=24053 /DEF=Mus m
MOE430_2_1421270_at 19.9 24.9 A A 0.14 0.33 -0.2 NC 0.83 gb:NM_021506.1 /DB_XREF=gi:10946921 /GEN=Posh-pending /FEA=FLmRNA /CNT=23 /TID=Mm.27949.1 /TIER=FL /STK=2 /UG=Mm.27949 /LL=59009 /D
MOE430_2_1421301_at 30.3 29.8 P P 0.01 0.01 -0.2 NC 0.5 gb:NM_009574.1 /DB_XREF=gi:6677642 /GEN=Zic2 /FEA=FLmRNA /CNT=12 /TID=Mm.5047.1 /TIER=FL /STK=2 /UG=Mm.5047 /LL=22772 /DEF=Mus mus
MOE430_2_1421316_at 14.7 12.5 A A 0.11 0.12 -0.2 NC 0.34 gb:NM_025413.1 /DB_XREF=gi:13384801 /GEN=1110058A15Rik /FEA=FLmRNA /CNT=10 /TID=Mm.158107.1 /TIER=FL /STK=2 /UG=Mm.158107 /LL=6619
MOE430_2_1421319_at 73.7 58.1 P P 0.008057 0.03 -0.2 NC 0.85 gb:NM_011197.1 /DB_XREF=gi:14627164 /GEN=Ptgfrn /FEA=FLmRNA /CNT=9 /TID=Mm.7999.1 /TIER=FL /STK=2 /UG=Mm.7999 /LL=19221 /DEF=Mus m
MOE430_2_1421327_at 9.9 8.4 A A 0.39 0.53 -0.2 NC 0.7 gb:NM_008632.1 /DB_XREF=gi:6678943 /GEN=Mtap2 /FEA=FLmRNA /CNT=21 /TID=Mm.413.1 /TIER=FL /STK=2 /UG=Mm.413 /LL=17756 /DEF=Mus mus
MOE430_2_1421330_at 11.6 9.9 A A 0.53 0.5 -0.2 NC 0.5 gb:NM_019933.1 /DB_XREF=gi:9910517 /GEN=Ptpn4 /FEA=FLmRNA /CNT=17 /TID=Mm.86419.1 /TIER=FL /STK=2 /UG=Mm.86419 /LL=19258 /DEF=Mus 
MOE430_2_1421359_at 24.9 18.1 A A 0.09 0.21 -0.2 NC 0.98 gb:NM_009050.1 /DB_XREF=gi:6677718 /GEN=Ret /FEA=FLmRNA /CNT=8 /TID=Mm.57199.1 /TIER=FL /STK=2 /UG=Mm.57199 /LL=19713 /DEF=Mus mu
MOE430_2_1421372_at 5.6 6.1 A A 0.21 0.06 -0.2 NC 0.04 gb:NM_010915.1 /DB_XREF=gi:8659571 /GEN=Ngfa /FEA=FLmRNA /CNT=7 /TID=Mm.16730.1 /TIER=FL /STK=2 /UG=Mm.16730 /LL=18048 /DEF=Mus mu
MOE430_2_1421375_a_ 6349.5 5472.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_011313.1 /DB_XREF=gi:6755391 /GEN=S100a6 /FEA=FLmRNA /CNT=7 /TID=Mm.100144.1 /TIER=FL /STK=2 /UG=Mm.100144 /LL=20200 /DEF=M
MOE430_2_1421378_s_ 154.3 125.1 P P 0.000732 0.001953 -0.2 NC 0.5 gb:NM_008576.1 /DB_XREF=gi:6678847 /GEN=Abcc1a /FEA=FLmRNA /CNT=15 /TID=Mm.89956.1 /TIER=FL /STK=2 /UG=Mm.89956 /LL=17250 /DEF=Mu
MOE430_2_1421397_a_ 33.2 32.6 A A 0.24 0.21 -0.2 NC 0.5 gb:NM_022654.1 /DB_XREF=gi:12083586 /GEN=Lrdd /FEA=FLmRNA /CNT=9 /TID=Mm.158086.1 /TIER=FL /STK=2 /UG=Mm.158086 /LL=57913 /DEF=Mus
MOE430_2_1421398_at 0.2 0.6 A A 0.87 0.63 -0.2 NC 0.16 gb:NM_053166.1 /DB_XREF=gi:16716452 /GEN=Trim7 /FEA=FLmRNA /CNT=9 /TID=Mm.37339.1 /TIER=FL /STK=2 /UG=Mm.37339 /LL=94089 /DEF=Mus 
MOE430_2_1421407_at 25.1 17.4 P P 0.03 0.04 -0.2 NC 0.5 gb:NM_010170.1 /DB_XREF=gi:6753801 /GEN=F2rl2 /FEA=FLmRNA /CNT=8 /TID=Mm.1612.1 /TIER=FL /STK=2 /UG=Mm.1612 /LL=14064 /DEF=Mus mus
MOE430_2_1421413_a_ 53.2 59.9 P P 0.00293 0.00415 -0.2 NC 0.5 gb:NM_022554.1 /DB_XREF=gi:11990622 /GEN=Enh-pending /FEA=FLmRNA /CNT=8 /TID=Mm.24839.1 /TIER=FL /STK=2 /UG=Mm.24839 /LL=56376 /DE
MOE430_2_1421425_a_ 0.3 0.5 A A 0.96 0.93 -0.2 NC 0.77 gb:AB061524.1 /DB_XREF=gi:16904644 /GEN=ZAKI-4 /FEA=FLmRNA /CNT=6 /TID=Mm.41696.1 /TIER=FL /STK=1 /UG=Mm.41696 /LL=53901 /DEF=Mus
MOE430_2_1421439_at 0.8 1.4 A A 0.98 0.98 -0.2 NC 0.66 gb:NM_011720.1 /DB_XREF=gi:6756004 /GEN=Wnt8b /FEA=FLmRNA /CNT=11 /TID=Mm.88365.1 /TIER=FL /STK=2 /UG=Mm.88365 /LL=22423 /DEF=Mus
MOE430_2_1421454_at 9.9 9.1 P A 0.04 0.27 -0.2 NC 0.5 gb:NM_018791.1 /DB_XREF=gi:9055387 /GEN=Zfp108 /FEA=FLmRNA /CNT=8 /TID=Mm.103750.1 /TIER=FL /STK=2 /UG=Mm.103750 /LL=54678 /DEF=Mu
MOE430_2_1421483_at 1.5 0.7 A A 0.63 0.72 -0.2 NC 0.65 gb:NM_010712.1 /DB_XREF=gi:7110668 /GEN=Lhx4 /FEA=FLmRNA /CNT=5 /TID=Mm.103624.1 /TIER=FL /STK=2 /UG=Mm.103624 /LL=16872 /DEF=Mus 
MOE430_2_1421531_at 3.8 1.2 A A 0.6 0.69 -0.2 NC 0.45 gb:NM_009650.1 /DB_XREF=gi:6753025 /GEN=Akap3 /FEA=FLmRNA /CNT=5 /TID=Mm.87748.1 /TIER=FL /STK=2 /UG=Mm.87748 /LL=11642 /DEF=Mus m
MOE430_2_1421554_at 15 11.3 A A 0.39 0.46 -0.2 NC 0.5 gb:NM_033652.1 /DB_XREF=gi:17298669 /GEN=Lmx1a /FEA=FLmRNA /CNT=4 /TID=Mm.103799.1 /TIER=FL /STK=2 /UG=Mm.103799 /LL=110648 /DEF=
MOE430_2_1421572_at 0.7 0.6 A A 0.94 0.98 -0.2 NC 0.73 gb:NM_016868.1 /DB_XREF=gi:8393527 /GEN=Hif3a /FEA=FLmRNA /CNT=4 /TID=Mm.20469.1 /TIER=FL /STK=2 /UG=Mm.20469 /LL=53417 /DEF=Mus m
MOE430_2_1421588_at 1.8 0.8 A A 0.82 0.96 -0.2 NC 0.93 gb:AF227533.1 /DB_XREF=gi:7109296 /FEA=FLmRNA /CNT=6 /TID=Mm.103577.1 /TIER=FL /STK=1 /UG=Mm.103577 /LL=50930 /UG_GENE=Tnfsf14 /DE
MOE430_2_1421600_a_ 141 119.6 P P 0.000732 0.000732 -0.2 NC 0.53 gb:NM_030698.4 /DB_XREF=gi:15147231 /GEN=Trim26 /FEA=FLmRNA /CNT=4 /TID=Mm.34587.1 /TIER=FL /STK=2 /UG=Mm.34587 /LL=22670 /DEF=Mus
MOE430_2_1421618_at 1.8 0.9 A A 0.88 0.96 -0.2 NC 0.78 gb:NM_008660.1 /DB_XREF=gi:6678987 /GEN=Myo1f /FEA=FLmRNA /CNT=3 /TID=Mm.42019.1 /TIER=FL /STK=2 /UG=Mm.42019 /LL=17916 /DEF=Mus m
MOE430_2_1421691_at 1.6 2.7 A A 0.72 0.53 -0.2 NC 0.5 gb:NM_130875.1 /DB_XREF=gi:18700011 /GEN=Krtap16-7 /FEA=FLmRNA /CNT=3 /TID=Mm.215252.1 /TIER=FL /STK=2 /UG=Mm.215252 /LL=170656 /D
MOE430_2_1421711_at 18.6 21 P P 0.005859 0.001221 -0.2 NC 0.5 gb:NM_020262.1 /DB_XREF=gi:9931981 /GEN=Zfp109 /FEA=FLmRNA /CNT=2 /TID=Mm.103751.1 /TIER=FL /STK=2 /UG=Mm.103751 /LL=56869 /DEF=Mu
MOE430_2_1421729_a_ 192.9 122.2 P P 0.000732 0.000732 -0.2 NC 0.81 gb:NM_008000.1 /DB_XREF=gi:6679772 /GEN=Fert2 /FEA=FLmRNA /CNT=2 /TID=Mm.5175.1 /TIER=FL /STK=2 /UG=Mm.5175 /LL=14158 /DEF=Mus mus
MOE430_2_1421746_a_ 142.4 107.1 P P 0.001221 0.001953 -0.2 NC 0.94 gb:NM_015796.1 /DB_XREF=gi:7657080 /GEN=Fbxo17 /FEA=FLmRNA /CNT=2 /TID=Mm.88535.1 /TIER=FL /STK=2 /UG=Mm.88535 /LL=50760 /DEF=Mus
MOE430_2_1421773_at 5.7 3.4 A A 0.53 0.3 -0.2 NC 0.5 gb:NM_007959.1 /DB_XREF=gi:6679698 /GEN=Etsrp71 /FEA=FLmRNA /CNT=2 /TID=Mm.4829.1 /TIER=FL /STK=2 /UG=Mm.4829 /LL=14008 /DEF=Mus m
MOE430_2_1421786_at 58.3 59.6 P P 0.000732 0.001221 -0.2 NC 0.5 gb:NM_024459.1 /DB_XREF=gi:13277369 /GEN=Ppp3r1 /FEA=FLmRNA /CNT=2 /TID=Mm.41840.1 /TIER=FL /STK=2 /UG=Mm.41840 /LL=19058 /DEF=Mu
MOE430_2_1421877_at 289 228.3 P P 0.000244 0.000244 -0.2 NC 0.95 gb:AW108403 /DB_XREF=gi:6079203 /DB_XREF=um30b06.x1 /CLONE=IMAGE:2236019 /FEA=FLmRNA /CNT=143 /TID=Mm.68933.1 /TIER=Stack /STK=27
MOE430_2_1421880_at 103.3 91 P P 0.000732 0.000244 -0.2 NC 0.63 gb:BB381813 /DB_XREF=gi:16408029 /DB_XREF=BB381813 /CLONE=C230015P16 /FEA=FLmRNA /CNT=103 /TID=Mm.219672.1 /TIER=Stack /STK=19 /
MOE430_2_1421889_a_ 702.7 596.5 P P 0.000244 0.000244 -0.2 D 0.99 gb:M97216.1 /DB_XREF=gi:515628 /FEA=FLmRNA /CNT=109 /TID=Mm.19133.1 /TIER=FL+Stack /STK=10 /UG=Mm.19133 /LL=11804 /UG_GENE=Aplp2 /
MOE430_2_1421896_at 104.4 83.8 P P 0.008057 0.01 -0.2 NC 0.53 gb:NM_007922.1 /DB_XREF=gi:6679630 /GEN=Elk1 /FEA=FLmRNA /CNT=54 /TID=Mm.3064.1 /TIER=FL /STK=1 /UG=Mm.3064 /LL=13712 /DEF=Mus mus
MOE430_2_1421897_at 109.8 93.3 P P 0.000732 0.001221 -0.2 NC 0.71 gb:AI385733 /DB_XREF=gi:4199196 /DB_XREF=mg14e04.x1 /CLONE=IMAGE:423774 /FEA=FLmRNA /CNT=54 /TID=Mm.3064.1 /TIER=Stack /STK=35 /UG
MOE430_2_1421898_a_ 57.7 56.9 P P 0.03 0.03 -0.2 NC 0.57 gb:U94989.1 /DB_XREF=gi:2547309 /GEN=MR1 /FEA=FLmRNA /CNT=54 /TID=Mm.7580.1 /TIER=FL /STK=1 /UG=Mm.7580 /LL=15064 /DEF=Mus muscul
MOE430_2_1421909_at 25.5 22.3 A A 0.33 0.43 -0.2 NC 0.27 gb:AY007594.1 /DB_XREF=gi:11094396 /GEN=Spbp /FEA=FLmRNA /CNT=59 /TID=Mm.3146.1 /TIER=FL /STK=1 /UG=Mm.3146 /LL=21411 /DEF=Mus mu
MOE430_2_1421925_at 22.8 20.5 P A 0.04 0.17 -0.2 NC 0.5 gb:AF135185.1 /DB_XREF=gi:4809154 /FEA=FLmRNA /CNT=34 /TID=Mm.91969.1 /TIER=FL /STK=1 /UG=Mm.91969 /LL=19094 /UG_GENE=Mapk11 /DEF
MOE430_2_1421947_at 251.3 189.7 P P 0.000244 0.000244 -0.2 NC 0.96 gb:NM_025278.1 /DB_XREF=gi:13384617 /GEN=Gng12 /FEA=FLmRNA /CNT=19 /TID=Mm.41375.1 /TIER=FL /STK=1 /UG=Mm.41375 /LL=14701 /DEF=Mu
MOE430_2_1421953_at 58.4 52.2 P P 0.000244 0.000244 -0.2 NC 0.51 gb:NM_007764.1 /DB_XREF=gi:6681016 /GEN=Crkol /FEA=FLmRNA /CNT=45 /TID=Mm.202379.1 /TIER=FL /STK=1 /UG=Mm.202379 /LL=12929 /DEF=Mu
MOE430_2_1421974_at 19.3 14.6 A A 0.21 0.24 -0.2 NC 0.5 gb:NM_026648.1 /DB_XREF=gi:13386135 /GEN=4930457P18Rik /FEA=FLmRNA /CNT=31 /TID=Mm.30451.1 /TIER=FL /STK=1 /UG=Mm.30451 /LL=68270 /
MOE430_2_1421992_a_ 857.7 743.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AA119124 /DB_XREF=gi:1676811 /DB_XREF=mp59a05.r1 /CLONE=IMAGE:573488 /FEA=FLmRNA /CNT=15 /TID=Mm.22248.1 /TIER=ConsEnd /STK=0 
MOE430_2_1421996_at 294.8 266.7 P P 0.000244 0.000244 -0.2 NC 0.62 gb:AI507504 /DB_XREF=gi:4405355 /DB_XREF=vl52g03.x1 /CLONE=IMAGE:975892 /FEA=FLmRNA /CNT=44 /TID=Mm.4845.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1422036_at 26.1 25 P P 0.000732 0.01 -0.2 NC 0.5 gb:NM_011500.1 /DB_XREF=gi:6755685 /GEN=Strn /FEA=FLmRNA /CNT=15 /TID=Mm.9093.1 /TIER=FL /STK=1 /UG=Mm.9093 /LL=20903 /DEF=Mus mus
MOE430_2_1422047_at 17.9 15 P P 0.01 0.03 -0.2 NC 0.5 gb:NM_009868.1 /DB_XREF=gi:6753377 /GEN=Cdh5 /FEA=FLmRNA /CNT=15 /TID=Mm.21767.1 /TIER=FL /STK=1 /UG=Mm.21767 /LL=12562 /DEF=Mus 
MOE430_2_1422095_a_ 2.6 0.6 A A 0.66 0.91 -0.2 NC 0.94 gb:NM_020557.2 /DB_XREF=gi:15805017 /GEN=Tyki /FEA=FLmRNA /CNT=9 /TID=Mm.1676.1 /TIER=FL /STK=1 /UG=Mm.1676 /LL=22169 /DEF=Mus mus
MOE430_2_1422111_at 11.3 11.6 A A 0.14 0.19 -0.2 NC 0.64 gb:NM_021609.1 /DB_XREF=gi:13937358 /GEN=D6-pending /FEA=FLmRNA /CNT=13 /TID=Mm.153701.1 /TIER=FL /STK=1 /UG=Mm.153701 /LL=59289 /D
MOE430_2_1422127_at 1.6 2.5 A A 0.93 0.8 -0.2 NC 0.36 gb:NM_007857.1 /DB_XREF=gi:6681180 /GEN=Dhh /FEA=FLmRNA /CNT=6 /TID=Mm.70066.1 /TIER=FL /STK=1 /UG=Mm.70066 /LL=13363 /DEF=Mus mu
MOE430_2_1422147_a_ 175.8 169.4 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BC003487.1 /DB_XREF=gi:13097518 /FEA=FLmRNA /CNT=5 /TID=Mm.155620.1 /TIER=FL /STK=1 /UG=Mm.155620 /LL=53357 /UG_GENE=Pla2g6 /DE
MOE430_2_1422184_a_ 1190.8 1061.2 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_021515.1 /DB_XREF=gi:10946935 /GEN=Ak1 /FEA=FLmRNA /CNT=4 /TID=Mm.29189.1 /TIER=FL /STK=1 /UG=Mm.29189 /LL=11636 /DEF=Mus m
MOE430_2_1422214_at 9.9 8.3 A A 0.3 0.3 -0.2 NC 0.23 gb:AF236084.1 /DB_XREF=gi:14279166 /FEA=FLmRNA /CNT=5 /TID=Mm.196678.1 /TIER=FL /STK=1 /UG=Mm.196678 /LL=104443 /UG_GENE=Gpr74 /DE
MOE430_2_1422219_a_ 1.8 1.6 A A 0.69 0.93 -0.2 NC 0.5 gb:NM_020496.1 /DB_XREF=gi:10048417 /GEN=Tbx20 /FEA=FLmRNA /CNT=4 /TID=Mm.31452.1 /TIER=FL /STK=1 /UG=Mm.31452 /LL=57246 /DEF=Mus
MOE430_2_1422268_a_ 90.9 78.9 P P 0.000732 0.000244 -0.2 NC 0.5 gb:NM_021485.1 /DB_XREF=gi:10946893 /GEN=Rps6kb2 /FEA=FLmRNA /CNT=2 /TID=Mm.20917.1 /TIER=FL /STK=1 /UG=Mm.20917 /LL=58988 /DEF=M
MOE430_2_1422293_a_ 258.3 234.9 P P 0.000244 0.000244 -0.2 NC 0.75 gb:NM_134112.1 /DB_XREF=gi:19923067 /GEN=AW553000 /FEA=FLmRNA /CNT=2 /TID=Mm.37975.1 /TIER=FL /STK=1 /UG=Mm.37975 /LL=106434 /DEF
MOE430_2_1422309_a_ 35.2 32.7 P A 0.03 0.06 -0.2 NC 0.5 gb:NM_020517.1 /DB_XREF=gi:10048453 /GEN=Lenep /FEA=FLmRNA /CNT=2 /TID=Mm.26107.1 /TIER=FL /STK=1 /UG=Mm.26107 /LL=57275 /DEF=Mus
MOE430_2_1422342_at 1.4 0.8 A A 0.72 0.85 -0.2 NC 0.72 gb:NM_008703.1 /DB_XREF=gi:6679075 /GEN=Nmbr /FEA=FLmRNA /CNT=1 /TID=Mm.57042.1 /TIER=FL /STK=1 /UG=Mm.57042 /LL=18101 /DEF=Mus m
MOE430_2_1422381_at 6.3 5 A A 0.21 0.27 -0.2 NC 0.59 gb:NM_030553.1 /DB_XREF=gi:13386471 /GEN=Olfr7b-pending /FEA=FLmRNA /CNT=1 /TID=Mm.154800.1 /TIER=FL /STK=1 /UG=Mm.154800 /LL=80706 
MOE430_2_1422407_s_ 521 409.9 P P 0.000244 0.000244 -0.2 NC 0.79 gb:NM_008284.1 /DB_XREF=gi:6680270 /GEN=Hras1 /FEA=FLmRNA /CNT=1 /TID=Mm.212499.1 /TIER=FL /STK=1 /UG=Mm.212499 /LL=15461 /DEF=Mu
MOE430_2_1422421_at 3.2 2.4 A A 0.88 0.91 -0.2 NC 0.78 gb:NM_007846.1 /DB_XREF=gi:6681164 /GEN=Defcr-rs12 /FEA=FLmRNA /CNT=1 /TID=Mm.219681.1 /TIER=FL /STK=1 /UG=Mm.219681 /LL=13221 /DEF
MOE430_2_1422426_at 29.8 21.3 P A 0.03 0.24 -0.2 NC 0.5 gb:NM_020612.1 /DB_XREF=gi:10181151 /GEN=Cmar /FEA=FLmRNA /CNT=1 /TID=Mm.57063.1 /TIER=FL /STK=1 /UG=Mm.57063 /LL=57358 /DEF=Mus 
MOE430_2_1422447_at 13 14.9 A A 0.12 0.27 -0.2 NC 0.5 gb:NM_008386.1 /DB_XREF=gi:6680460 /GEN=Ins1 /FEA=FLmRNA /CNT=159 /TID=Mm.46269.1 /TIER=FL+Stack /STK=111 /UG=Mm.46269 /LL=16333 /D
MOE430_2_1422467_at 1650.1 1457.9 P P 0.000244 0.000244 -0.2 NC 0.57 gb:AF087568.1 /DB_XREF=gi:4584978 /FEA=FLmRNA /CNT=276 /TID=Mm.43660.1 /TIER=FL+Stack /STK=88 /UG=Mm.43660 /LL=19063 /UG_GENE=Ppt 
MOE430_2_1422506_a_ 4351.1 3581.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_007793.1 /DB_XREF=gi:6681070 /GEN=Cstb /FEA=FLmRNA /CNT=146 /TID=Mm.6095.1 /TIER=FL+Stack /STK=62 /UG=Mm.6095 /LL=13014 /DEF
MOE430_2_1422507_at 3291.3 2866.4 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_007793.1 /DB_XREF=gi:6681070 /GEN=Cstb /FEA=FLmRNA /CNT=146 /TID=Mm.6095.1 /TIER=FL+Stack /STK=62 /UG=Mm.6095 /LL=13014 /DEF
MOE430_2_1422530_at 2 0.7 A A 0.85 0.88 -0.2 NC 0.77 gb:NM_013639.1 /DB_XREF=gi:7305412 /GEN=Prph1 /FEA=FLmRNA /CNT=54 /TID=Mm.2477.1 /TIER=FL+Stack /STK=44 /UG=Mm.2477 /LL=19132 /DEF
MOE430_2_1422555_s_ 253.7 226.7 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_010303.1 /DB_XREF=gi:6754007 /GEN=Gna13 /FEA=FLmRNA /CNT=125 /TID=Mm.202311.1 /TIER=FL+Stack /STK=37 /UG=Mm.202311 /LL=14674
MOE430_2_1422563_at 499.6 438.3 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_013499.1 /DB_XREF=gi:7304978 /GEN=Crry /FEA=FLmRNA /CNT=74 /TID=Mm.88295.1 /TIER=FL+Stack /STK=35 /UG=Mm.88295 /LL=12946 /DE
MOE430_2_1422568_at 1376.6 1162.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:AF323918.1 /DB_XREF=gi:11992276 /FEA=FLmRNA /CNT=157 /TID=Mm.31979.1 /TIER=FL+Stack /STK=33 /UG=Mm.31979 /LL=83431 /UG_GENE=Nud
MOE430_2_1422574_at 229.6 194.5 P P 0.000244 0.000244 -0.2 NC 0.94 gb:NM_010753.1 /DB_XREF=gi:7549776 /GEN=Mad4 /FEA=FLmRNA /CNT=91 /TID=Mm.38795.1 /TIER=FL+Stack /STK=33 /UG=Mm.38795 /LL=17122 /DE
MOE430_2_1422581_at 273.9 224.2 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_019663.1 /DB_XREF=gi:9790154 /GEN=Pias1 /FEA=FLmRNA /CNT=76 /TID=Mm.38869.1 /TIER=FL+Stack /STK=32 /UG=Mm.38869 /LL=56469 /DE
MOE430_2_1422594_at 206.5 174.4 P P 0.000244 0.000244 -0.2 NC 0.82 gb:NM_025679.1 /DB_XREF=gi:13385139 /GEN=5730470L24Rik /FEA=FLmRNA /CNT=106 /TID=Mm.40037.1 /TIER=FL+Stack /STK=29 /UG=Mm.40037 /LL
MOE430_2_1422601_at 352.6 298.1 P P 0.000244 0.000244 -0.2 NC 0.87 gb:NM_009256.1 /DB_XREF=gi:6678100 /GEN=Spi6 /FEA=FLmRNA /CNT=65 /TID=Mm.3368.1 /TIER=FL+Stack /STK=29 /UG=Mm.3368 /LL=20723 /DEF=
MOE430_2_1422636_at 161.2 125.9 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_011806.1 /DB_XREF=gi:7106290 /GEN=Dmtf1 /FEA=FLmRNA /CNT=260 /TID=Mm.22480.1 /TIER=FL+Stack /STK=23 /UG=Mm.22480 /LL=23857 /
MOE430_2_1422641_at 1.6 0.8 A A 0.87 0.98 -0.2 NC 0.58 gb:NM_029761.1 /DB_XREF=gi:18250285 /GEN=Dok5 /FEA=FLmRNA /CNT=31 /TID=Mm.41633.1 /TIER=FL+Stack /STK=23 /UG=Mm.41633 /LL=76829 /D
MOE430_2_1422660_at 4188.9 3832.2 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AY052560.1 /DB_XREF=gi:15983756 /FEA=FLmRNA /CNT=289 /TID=Mm.2591.1 /TIER=FL+Stack /STK=20 /UG=Mm.2591 /LL=19652 /UG_GENE=Rbm3
MOE430_2_1422664_at 483.1 493.7 P P 0.000244 0.000244 -0.2 NC 0.71 gb:NM_016676.1 /DB_XREF=gi:7710085 /GEN=Rab10 /FEA=FLmRNA /CNT=123 /TID=Mm.181005.1 /TIER=FL+Stack /STK=20 /UG=Mm.181005 /LL=19325



MOE430_2_1422673_at 175.5 161 P P 0.000244 0.000244 -0.2 NC 0.7 gb:NM_008858.1 /DB_XREF=gi:6679350 /GEN=Prkcm /FEA=FLmRNA /CNT=36 /TID=Mm.990.1 /TIER=FL+Stack /STK=20 /UG=Mm.990 /LL=18760 /DEF=M
MOE430_2_1422700_at 0.6 1.1 A A 0.5 0.66 -0.2 NC 0.63 gb:BB554189 /DB_XREF=gi:16448398 /DB_XREF=BB554189 /CLONE=E330011M05 /FEA=FLmRNA /CNT=51 /TID=Mm.12286.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1422754_at 70.2 58.4 P P 0.001221 0.01 -0.2 NC 0.59 gb:NM_021883.1 /DB_XREF=gi:11230777 /GEN=Tmod1 /FEA=FLmRNA /CNT=45 /TID=Mm.139690.1 /TIER=FL+Stack /STK=14 /UG=Mm.139690 /LL=21916
MOE430_2_1422774_at 127.4 119.9 P P 0.00415 0.001953 -0.2 NC 0.5 gb:NM_138581.1 /DB_XREF=gi:20070385 /GEN=ESTJ0827E04 /FEA=FLmRNA /CNT=20 /TID=Mm.196480.1 /TIER=FL+Stack /STK=13 /UG=Mm.196480 /L
MOE430_2_1422781_at 6.2 9 P A 0.007813 0.11 -0.2 NC 0.79 gb:NM_126166.1 /DB_XREF=gi:18497293 /GEN=Tlr3 /FEA=FLmRNA /CNT=44 /TID=Mm.33874.1 /TIER=FL+Stack /STK=12 /UG=Mm.33874 /LL=142980 /D
MOE430_2_1422795_at 53.9 42.3 P P 0.001953 0.000732 -0.2 NC 0.5 gb:AV273804 /DB_XREF=gi:16390383 /DB_XREF=AV273804 /CLONE=4932413M14 /FEA=FLmRNA /CNT=218 /TID=Mm.12665.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1422822_at 55.8 51.2 P P 0.005859 0.000732 -0.2 NC 0.5 gb:BI076697 /DB_XREF=gi:14515354 /DB_XREF=L0210C01-3 /CLONE=L0210C01 /FEA=FLmRNA /CNT=116 /TID=Mm.25702.1 /TIER=Stack /STK=48 /UG
MOE430_2_1422824_s_ 342.4 300.4 P P 0.000244 0.000244 -0.2 NC 0.77 gb:NM_007945.1 /DB_XREF=gi:6679672 /GEN=Eps8 /FEA=FLmRNA /CNT=85 /TID=Mm.2012.1 /TIER=FL+Stack /STK=10 /UG=Mm.2012 /LL=13860 /DEF=
MOE430_2_1422844_a_ 862.6 799.3 P P 0.000244 0.000244 -0.2 NC 0.51 gb:NM_027432.1 /DB_XREF=gi:19263321 /GEN=2610312E17Rik /FEA=FLmRNA /CNT=154 /TID=Mm.28975.1 /TIER=FL+Stack /STK=9 /UG=Mm.28975 /LL
MOE430_2_1422854_at 796.3 649.3 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BB753533 /DB_XREF=gi:16184031 /DB_XREF=BB753533 /CLONE=G270031K21 /FEA=FLmRNA /CNT=98 /TID=Mm.86595.1 /TIER=Stack /STK=10 /UG
MOE430_2_1422862_at 27.9 24 P P 0.000244 0.01 -0.2 NC 0.55 gb:BI157634 /DB_XREF=gi:14617635 /DB_XREF=602920514F1 /CLONE=IMAGE:5060883 /FEA=FLmRNA /CNT=46 /TID=Mm.24839.3 /TIER=ConsEnd /STK
MOE430_2_1422887_a_ 281.1 268 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_009980.1 /DB_XREF=gi:6753547 /GEN=Ctbp2 /FEA=FLmRNA /CNT=122 /TID=Mm.10172.1 /TIER=FL+Stack /STK=8 /UG=Mm.10172 /LL=13017 /D
MOE430_2_1422964_at 149.4 120.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_009010.1 /DB_XREF=gi:6679604 /GEN=Rad23a /FEA=FLmRNA /CNT=33 /TID=Mm.41064.1 /TIER=FL /STK=0 /UG=Mm.41064 /LL=19358 /DEF=Mu
MOE430_2_1422969_s_ 165.4 140.3 P P 0.001953 0.001953 -0.2 NC 0.72 gb:NM_013785.1 /DB_XREF=gi:7305194 /GEN=Ihpk1 /FEA=FLmRNA /CNT=38 /TID=Mm.196223.1 /TIER=FL /STK=0 /UG=Mm.196223 /LL=27399 /DEF=Mu
MOE430_2_1422989_a_ 0.7 2.3 A A 0.6 0.78 -0.2 NC 0.64 gb:NM_032418.1 /DB_XREF=gi:14192944 /GEN=Dm15 /FEA=FLmRNA /CNT=18 /TID=Mm.6529.1 /TIER=FL /STK=0 /UG=Mm.6529 /LL=13400 /DEF=Mus m
MOE430_2_1422996_at 11.9 11.7 P P 0.01 0.00293 -0.2 NC 0.5 gb:NM_134188.1 /DB_XREF=gi:19527401 /GEN=Mte1-pending /FEA=FLmRNA /CNT=9 /TID=Mm.219457.1 /TIER=FL /STK=0 /UG=Mm.219457 /LL=171210 
MOE430_2_1423007_a_ 16.8 19.7 M P 0.05 0.03 -0.2 NC 0.5 gb:NM_008115.1 /DB_XREF=gi:6679992 /GEN=Gfra2 /FEA=FLmRNA /CNT=7 /TID=Mm.41886.1 /TIER=FL /STK=0 /UG=Mm.41886 /LL=14586 /DEF=Mus m
MOE430_2_1423031_at 581.4 506.5 P P 0.001221 0.000732 -0.2 NC 0.95 gb:AV011036 /DB_XREF=gi:16356147 /DB_XREF=AV011036 /CLONE=1110030D19 /FEA=FLmRNA /CNT=257 /TID=Mm.38306.1 /TIER=Stack /STK=173 /U
MOE430_2_1423032_at 125.9 99.7 P P 0.01 0.005859 -0.2 NC 0.9 gb:AV107150 /DB_XREF=gi:16381888 /DB_XREF=AV107150 /CLONE=2510029N16 /FEA=FLmRNA /CNT=212 /TID=Mm.30478.1 /TIER=Stack /STK=145 /U
MOE430_2_1423047_at 410.1 369.1 P P 0.000244 0.000244 -0.2 NC 0.7 gb:AK016482.1 /DB_XREF=gi:12855237 /FEA=FLmRNA /CNT=203 /TID=Mm.103551.1 /TIER=Stack /STK=100 /UG=Mm.103551 /LL=54473 /UG_GENE=Tol
MOE430_2_1423048_a_ 174.1 148.1 P P 0.000732 0.000732 -0.2 NC 0.71 gb:BB400304 /DB_XREF=gi:16413671 /DB_XREF=BB400304 /CLONE=C330017P21 /FEA=FLmRNA /CNT=203 /TID=Mm.103551.1 /TIER=Stack /STK=25 /
MOE430_2_1423079_a_ 4854.4 4074.7 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AK002902.1 /DB_XREF=gi:12833227 /FEA=FLmRNA /CNT=263 /TID=Mm.6932.1 /TIER=Stack /STK=59 /UG=Mm.6932 /LL=67952 /UG_GENE=1810060K
MOE430_2_1423080_at 2690.2 2309.2 P P 0.000244 0.000244 -0.2 NC 0.87 gb:AK002902.1 /DB_XREF=gi:12833227 /FEA=FLmRNA /CNT=263 /TID=Mm.6932.1 /TIER=Stack /STK=59 /UG=Mm.6932 /LL=67952 /UG_GENE=1810060K
MOE430_2_1423085_at 17.8 17.6 P A 0.03 0.12 -0.2 NC 0.5 gb:BQ175608 /DB_XREF=gi:20351100 /DB_XREF=UI-M-DJ2-bvx-m-02-0-UI.s1 /CLONE=UI-M-DJ2-bvx-m-02-0-UI /FEA=FLmRNA /CNT=99 /TID=Mm.2
MOE430_2_1423087_a_ 1875.5 1543.7 P P 0.000244 0.000244 -0.2 D 0.99 gb:BB453951 /DB_XREF=gi:16425818 /DB_XREF=BB453951 /CLONE=D130027K22 /FEA=FLmRNA /CNT=102 /TID=Mm.177734.1 /TIER=Stack /STK=58 /
MOE430_2_1423089_at 339.8 286.2 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AK017725.1 /DB_XREF=gi:12857113 /GEN=Tmod3 /FEA=FLmRNA /CNT=227 /TID=Mm.38445.1 /TIER=Stack /STK=17 /UG=Mm.38445 /LL=50875 /UG
MOE430_2_1423108_at 1013.4 875 P P 0.000244 0.000244 -0.2 NC 0.95 gb:AV008091 /DB_XREF=gi:16356102 /DB_XREF=AV008091 /CLONE=1110007P09 /FEA=FLmRNA /CNT=110 /TID=Mm.29666.1 /TIER=Stack /STK=51 /U
MOE430_2_1423126_at 1136.4 939.4 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BI080505 /DB_XREF=gi:14498835 /DB_XREF=602876981F1 /CLONE=IMAGE:5008437 /FEA=FLmRNA /CNT=337 /TID=Mm.424.1 /TIER=Stack /STK=46 
MOE430_2_1423169_at 7.3 6.7 A A 0.26 0.08 -0.2 NC 0.11 gb:BE692748 /DB_XREF=gi:12001302 /DB_XREF=SAC201 /FEA=FLmRNA /CNT=65 /TID=Mm.12001.1 /TIER=Stack /STK=35 /UG=Mm.12001 /LL=24074 /
MOE430_2_1423184_at 16.4 7.9 P A 0.04 0.11 -0.2 NC 0.5 gb:AI326108 /DB_XREF=gi:4060537 /DB_XREF=mq68d05.x1 /CLONE=IMAGE:583881 /FEA=FLmRNA /CNT=95 /TID=Mm.40285.1 /TIER=Stack /STK=15 /U
MOE430_2_1423185_a_ 400.2 315.4 P P 0.000732 0.000732 -0.2 NC 0.94 gb:AV229935 /DB_XREF=gi:16385689 /DB_XREF=AV229935 /CLONE=4631422K22 /FEA=FLmRNA /CNT=238 /TID=Mm.29877.1 /TIER=Stack /STK=31 /U
MOE430_2_1423205_at 528.4 480.8 P P 0.000244 0.000244 -0.2 NC 0.72 gb:BB367487 /DB_XREF=gi:16406544 /DB_XREF=BB367487 /CLONE=C130038B19 /FEA=FLmRNA /CNT=210 /TID=Mm.25745.1 /TIER=Stack /STK=11 /U
MOE430_2_1423224_at 167.3 150.5 P P 0.000244 0.000244 -0.2 NC 0.55 gb:AK012720.1 /DB_XREF=gi:12849656 /FEA=FLmRNA /CNT=78 /TID=Mm.25838.1 /TIER=Stack /STK=26 /UG=Mm.25838 /LL=67978 /UG_GENE=4432405
MOE430_2_1423229_at 236.3 200.6 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BM217803 /DB_XREF=gi:17777121 /DB_XREF=C0902C06-3 /CLONE=C0902C06 /FEA=FLmRNA /CNT=65 /TID=Mm.182067.1 /TIER=Stack /STK=25 /U
MOE430_2_1423234_at 761.7 686.3 P P 0.000244 0.000244 -0.2 NC 0.78 gb:AK011026.1 /DB_XREF=gi:12846874 /FEA=FLmRNA /CNT=138 /TID=Mm.27558.1 /TIER=Stack /STK=24 /UG=Mm.27558 /LL=66998 /UG_GENE=Psmd5
MOE430_2_1423255_at 1598.5 1497.9 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BI990041 /DB_XREF=gi:17961047 /DB_XREF=4054-52 /FEA=FLmRNA /CNT=315 /TID=Mm.29868.1 /TIER=Stack /STK=22 /UG=Mm.29868 /LL=66290 /
MOE430_2_1423262_a_ 4365.6 4213.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BI111967 /DB_XREF=gi:14562868 /DB_XREF=602895795F1 /CLONE=IMAGE:5025982 /FEA=FLmRNA /CNT=362 /TID=Mm.89136.1 /TIER=Stack /STK=2
MOE430_2_1423295_at 151.1 100.9 P P 0.000732 0.000244 -0.2 NC 0.9 gb:BG974366 /DB_XREF=gi:14362003 /DB_XREF=602844134F1 /CLONE=IMAGE:4979673 /FEA=FLmRNA /CNT=346 /TID=Mm.5885.1 /TIER=Stack /STK=3
MOE430_2_1423333_at 556.1 490 P P 0.000244 0.000244 -0.2 NC 0.89 gb:AK003239.1 /DB_XREF=gi:12833782 /FEA=FLmRNA /CNT=199 /TID=Mm.34244.1 /TIER=Stack /STK=14 /UG=Mm.34244 /LL=67458 /UG_GENE=120000
MOE430_2_1423370_a_ 1137.4 1020.8 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AI326320 /DB_XREF=gi:4060749 /DB_XREF=ml57c10.x1 /CLONE=IMAGE:516114 /FEA=FLmRNA /CNT=127 /TID=Mm.29873.1 /TIER=Stack /STK=10 /U
MOE430_2_1423401_at 65 46 P M 0.03 0.05 -0.2 NC 0.5 gb:BB068442 /DB_XREF=gi:16260000 /DB_XREF=BB068442 /CLONE=8030473B06 /FEA=FLmRNA /CNT=40 /TID=Mm.2017.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1423415_at 3.3 3.8 A A 0.53 0.63 -0.2 NC 0.48 gb:BB110067 /DB_XREF=gi:16261636 /DB_XREF=BB110067 /CLONE=9530022I23 /FEA=FLmRNA /CNT=77 /TID=Mm.4672.1 /TIER=Stack /STK=55 /UG=M
MOE430_2_1423443_at 24.1 22.9 A A 0.56 0.43 -0.2 NC 0.24 gb:BB183341 /DB_XREF=gi:16270227 /DB_XREF=BB183341 /CLONE=A230106E12 /FEA=FLmRNA /CNT=67 /TID=Mm.34957.1 /TIER=Stack /STK=23 /UG
MOE430_2_1423446_at 602.7 522.2 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AI642212 /DB_XREF=gi:4720687 /DB_XREF=vw53c11.x1 /CLONE=IMAGE:1247540 /FEA=FLmRNA /CNT=122 /TID=Mm.10294.1 /TIER=Stack /STK=22 /
MOE430_2_1423451_at 2391.7 2267.8 P P 0.000244 0.000244 -0.2 NC 0.59 gb:AI574180 /DB_XREF=gi:4537554 /DB_XREF=uj16h09.x1 /CLONE=IMAGE:1908257 /FEA=FLmRNA /CNT=303 /TID=Mm.9052.1 /TIER=Stack /STK=20 /U
MOE430_2_1423454_a_ 31.4 22.8 A A 0.43 0.43 -0.2 NC 0.5 gb:BE995629 /DB_XREF=gi:10680071 /DB_XREF=UI-M-CG0p-bia-f-04-0-UI.s1 /CLONE=UI-M-CG0p-bia-f-04-0-UI /FEA=FLmRNA /CNT=40 /TID=Mm.2
MOE430_2_1423460_at 230.7 226.8 P P 0.000732 0.00415 -0.2 NC 0.96 gb:BI688428 /DB_XREF=gi:15651057 /DB_XREF=603316363F1 /CLONE=IMAGE:5356238 /FEA=FLmRNA /CNT=37 /TID=Mm.190592.1 /TIER=Stack /STK=
MOE430_2_1423486_at 1330.1 1181 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BI077809 /DB_XREF=gi:14496139 /DB_XREF=602871594F1 /CLONE=IMAGE:5003662 /FEA=FLmRNA /CNT=195 /TID=Mm.21149.1 /TIER=Stack /STK=
MOE430_2_1423493_a_ 3933.1 3547.1 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BB315728 /DB_XREF=gi:9022763 /DB_XREF=BB315728 /CLONE=B230359J23 /FEA=FLmRNA /CNT=61 /TID=Mm.9394.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1423507_a_ 870.1 737.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BB807595 /DB_XREF=gi:16980224 /DB_XREF=BB807595 /CLONE=G630082J24 /FEA=FLmRNA /CNT=116 /TID=Mm.25161.1 /TIER=Stack /STK=14 /U
MOE430_2_1423508_at 126.2 92.6 P P 0.001221 0.008057 -0.2 NC 0.83 gb:BB527816 /DB_XREF=gi:16444540 /DB_XREF=BB527816 /CLONE=D930043E16 /FEA=FLmRNA /CNT=89 /TID=Mm.30998.1 /TIER=Stack /STK=14 /UG
MOE430_2_1423515_at 18 12.9 A A 0.17 0.19 -0.2 NC 0.69 gb:BB429612 /DB_XREF=gi:16424005 /DB_XREF=BB429612 /CLONE=C630029C19 /FEA=FLmRNA /CNT=38 /TID=Mm.3076.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1423516_a_ 1971.6 1715.6 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB781435 /DB_XREF=gi:16942135 /DB_XREF=BB781435 /CLONE=G430073G10 /FEA=FLmRNA /CNT=340 /TID=Mm.20348.2 /TIER=Stack /STK=13 /U
MOE430_2_1423519_at 155.3 175.4 P P 0.000732 0.001953 -0.2 NC 0.5 gb:BE457744 /DB_XREF=gi:9480207 /DB_XREF=us96f03.x1 /CLONE=IMAGE:3326237 /FEA=FLmRNA /CNT=123 /TID=Mm.23914.1 /TIER=Stack /STK=13 /
MOE430_2_1423534_at 398.7 345.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BI526195 /DB_XREF=gi:15350987 /DB_XREF=602926071F1 /CLONE=IMAGE:5058617 /FEA=FLmRNA /CNT=121 /TID=Mm.323.1 /TIER=Stack /STK=12 
MOE430_2_1423560_at 1.2 1 A A 0.99 0.99 -0.2 NC 0.25 gb:BE944434 /DB_XREF=gi:10522193 /DB_XREF=UI-M-BH3-awe-h-04-0-UI.s2 /CLONE=UI-M-BH3-awe-h-04-0-UI /FEA=FLmRNA /CNT=41 /TID=Mm.3
MOE430_2_1423567_a_ 1932.7 1837.3 P P 0.000244 0.000244 -0.2 NC 0.6 gb:BG297088 /DB_XREF=gi:13060390 /DB_XREF=602395064F1 /CLONE=IMAGE:4506879 /FEA=FLmRNA /CNT=163 /TID=Mm.21728.1 /TIER=Stack /STK=
MOE430_2_1423585_at 22.6 35.7 P P 0.000732 0.000732 -0.2 NC 0.5 gb:AI481026 /DB_XREF=gi:4374252 /DB_XREF=vf89a01.x1 /CLONE=IMAGE:850920 /FEA=FLmRNA /CNT=273 /TID=Mm.534.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1423589_at 1579.3 1352.8 P P 0.000244 0.000244 -0.2 NC 0.85 gb:BG145444 /DB_XREF=gi:12648851 /DB_XREF=uu70b04.y1 /CLONE=IMAGE:3381823 /FEA=FLmRNA /CNT=235 /TID=Mm.142814.1 /TIER=ConsEnd /ST
MOE430_2_1423609_a_ 687.2 493.5 P P 0.000732 0.000244 -0.2 NC 0.96 gb:BB205495 /DB_XREF=gi:16351988 /DB_XREF=BB205495 /CLONE=A430066B19 /FEA=FLmRNA /CNT=201 /TID=Mm.2672.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423615_at 204 153.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB818501 /DB_XREF=gi:16991130 /DB_XREF=BB818501 /CLONE=G730045D14 /FEA=FLmRNA /CNT=118 /TID=Mm.26194.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423625_a_ 372.2 301.8 P P 0.000244 0.000244 -0.2 NC 0.85 gb:AV053772 /DB_XREF=gi:16380645 /DB_XREF=AV053772 /CLONE=1810028E18 /FEA=FLmRNA /CNT=42 /TID=Mm.26644.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423647_a_ 339.2 268.7 P P 0.00293 0.00293 -0.2 NC 0.86 gb:BB815190 /DB_XREF=gi:16987819 /DB_XREF=BB815190 /CLONE=G730027M14 /FEA=FLmRNA /CNT=301 /TID=Mm.28300.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423692_at 2987 2489.7 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC012416.1 /DB_XREF=gi:15214579 /FEA=FLmRNA /CNT=250 /TID=Mm.19834.1 /TIER=FL+Stack /STK=150 /UG=Mm.19834 /LL=68375 /UG_GENE=06
MOE430_2_1423696_a_ 75.1 57 P P 0.001953 0.008057 -0.2 NC 0.5 gb:BC006869.1 /DB_XREF=gi:13905153 /FEA=FLmRNA /CNT=240 /TID=Mm.27591.1 /TIER=FL+Stack /STK=148 /UG=Mm.27591 /LL=66413 /UG_GENE=24
MOE430_2_1423707_at 503.8 413.6 P P 0.000244 0.000244 -0.2 NC 0.72 gb:BC004841.1 /DB_XREF=gi:13436022 /FEA=FLmRNA /CNT=220 /TID=Mm.29987.1 /TIER=FL+Stack /STK=142 /UG=Mm.29987 /LL=77975 /UG_GENE=B
MOE430_2_1423716_s_ 3771.3 3378.6 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BC008273.1 /DB_XREF=gi:14198433 /FEA=FLmRNA /CNT=243 /TID=Mm.22514.1 /TIER=FL+Stack /STK=139 /UG=Mm.22514 /LL=66043 /UG_GENE=06
MOE430_2_1423734_at 2601.5 2142.9 P P 0.000244 0.000244 -0.2 MD 0.99 gb:AK011072.2 /DB_XREF=gi:15919904 /GEN=Rac1 /FEA=FLmRNA /CNT=397 /TID=Mm.889.1 /TIER=Stack /STK=42 /UG=Mm.889 /LL=19353 /UG_TITLE
MOE430_2_1423739_x_ 1876.2 1607.9 P P 0.000244 0.000244 -0.2 NC 0.97 gb:U15571.1 /DB_XREF=gi:558467 /GEN=APLP2 /FEA=FLmRNA /CNT=227 /TID=Mm.19133.2 /TIER=FL+Stack /STK=131 /UG=Mm.19133 /LL=11804 /DE
MOE430_2_1423740_a_ 801.4 746.2 P P 0.000244 0.000244 -0.2 NC 0.68 gb:BC004674.1 /DB_XREF=gi:13435593 /FEA=FLmRNA /CNT=195 /TID=Mm.28028.1 /TIER=FL+Stack /STK=130 /UG=Mm.28028 /DEF=Mus musculus, Sim
MOE430_2_1423742_at 159.1 158.2 P P 0.000244 0.000732 -0.2 NC 0.51 gb:BE553944 /DB_XREF=gi:9818431 /DB_XREF=ur44g06.x1 /CLONE=IMAGE:3153178 /FEA=FLmRNA /CNT=195 /TID=Mm.28028.1 /TIER=Stack /STK=18 /
MOE430_2_1423746_at 4334 3748.3 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC024505.1 /DB_XREF=gi:19353592 /FEA=FLmRNA /CNT=296 /TID=Mm.28622.1 /TIER=FL /STK=1 /UG=Mm.28622 /DEF=Mus musculus, clone MGC:3
MOE430_2_1423757_x_ 1202.7 1041.5 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC019836.1 /DB_XREF=gi:18043722 /FEA=FLmRNA /CNT=420 /TID=Mm.22248.2 /TIER=FL+Stack /STK=125 /UG=Mm.22248 /LL=16010 /UG_GENE=Ig
MOE430_2_1423780_at 555.6 453.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC003914.1 /DB_XREF=gi:13278135 /FEA=FLmRNA /CNT=240 /TID=Mm.4290.1 /TIER=FL+Stack /STK=114 /UG=Mm.4290 /DEF=Mus musculus, Simila
MOE430_2_1423797_at 330.1 368.7 P P 0.000732 0.000244 -0.2 NC 0.54 gb:BC026817.1 /DB_XREF=gi:20073186 /FEA=FLmRNA /CNT=185 /TID=Mm.41565.1 /TIER=FL+Stack /STK=109 /UG=Mm.41565 /LL=78894 /UG_GENE=22
MOE430_2_1423798_a_ 5096.2 4631.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BC010791.1 /DB_XREF=gi:14789790 /FEA=FLmRNA /CNT=452 /TID=Mm.13886.1 /TIER=FL+Stack /STK=107 /UG=Mm.13886 /LL=20918 /UG_GENE=S
MOE430_2_1423799_at 3296.9 2926.6 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BI693609 /DB_XREF=gi:15656238 /DB_XREF=603342303F1 /CLONE=IMAGE:5370216 /FEA=FLmRNA /CNT=452 /TID=Mm.13886.1 /TIER=ConsEnd /ST
MOE430_2_1423801_a_ 2074.2 1666.7 P P 0.000244 0.000244 -0.2 NC 0.85 gb:BC005667.1 /DB_XREF=gi:13542956 /FEA=FLmRNA /CNT=167 /TID=Mm.1786.1 /TIER=FL+Stack /STK=106 /UG=Mm.1786 /LL=11821 /UG_GENE=Aprt
MOE430_2_1423810_at 235.1 195.1 P P 0.001953 0.00293 -0.2 NC 0.98 gb:BC014867.1 /DB_XREF=gi:15928813 /FEA=FLmRNA /CNT=180 /TID=Mm.177502.1 /TIER=FL+Stack /STK=103 /UG=Mm.177502 /LL=72590 /UG_GENE=
MOE430_2_1423812_s_ 398.6 308.7 P P 0.000244 0.000244 -0.2 NC 0.51 gb:BC024822.1 /DB_XREF=gi:19354543 /FEA=FLmRNA /CNT=155 /TID=Mm.24642.1 /TIER=FL+Stack /STK=103 /UG=Mm.24642 /DEF=Mus musculus, Sim
MOE430_2_1423816_at 658.5 565.9 P P 0.000244 0.000244 -0.2 NC 0.74 gb:BC003436.1 /DB_XREF=gi:13097383 /FEA=FLmRNA /CNT=210 /TID=Mm.42949.1 /TIER=FL+Stack /STK=100 /UG=Mm.42949 /LL=66158 /UG_GENE=1
MOE430_2_1423824_at 1372.7 1083.1 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BC018381.1 /DB_XREF=gi:17390893 /FEA=FLmRNA /CNT=236 /TID=Mm.6766.1 /TIER=FL+Stack /STK=98 /UG=Mm.6766 /LL=68151 /UG_GENE=50314
MOE430_2_1423839_a_ 1403 1191.2 P P 0.000244 0.000244 -0.2 NC 0.94 gb:BC008233.1 /DB_XREF=gi:14198337 /FEA=FLmRNA /CNT=221 /TID=Mm.1538.1 /TIER=FL+Stack /STK=93 /UG=Mm.1538 /DEF=Mus musculus, basic tr
MOE430_2_1423840_at 340 291.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC026206.1 /DB_XREF=gi:20073035 /FEA=FLmRNA /CNT=160 /TID=Mm.52.1 /TIER=FL+Stack /STK=93 /UG=Mm.52 /LL=68213 /UG_GENE=1810033A
MOE430_2_1423853_at 1.1 1.2 A A 0.98 0.96 -0.2 NC 0.5 gb:BC004791.1 /DB_XREF=gi:13435890 /FEA=FLmRNA /CNT=99 /TID=Mm.41638.1 /TIER=FL+Stack /STK=90 /UG=Mm.41638 /LL=76161 /UG_GENE=6330
MOE430_2_1423862_at 59.8 48 P P 0.01 0.02 -0.2 NC 0.7 gb:BE986504 /DB_XREF=gi:10660902 /DB_XREF=UI-M-CG0p-bev-c-05-0-UI.s1 /CLONE=UI-M-CG0p-bev-c-05-0-UI /FEA=FLmRNA /CNT=159 /TID=M
MOE430_2_1423886_at 50.9 65.5 A A 0.08 0.12 -0.2 NC 0.94 gb:BG066605 /DB_XREF=gi:12549097 /DB_XREF=H3044A05-3 /CLONE=H3044A05 /FEA=FLmRNA /CNT=190 /TID=Mm.1249.1 /TIER=Stack /STK=12 /UG
MOE430_2_1423895_a_ 248.9 190.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BG067936 /DB_XREF=gi:12550505 /DB_XREF=H3059H03-3 /CLONE=H3059H03 /FEA=FLmRNA /CNT=420 /TID=Mm.27880.2 /TIER=Stack /STK=127 /
MOE430_2_1423906_at 1190.9 924.1 P P 0.000244 0.000244 -0.2 NC 0.66 gb:BC002153.1 /DB_XREF=gi:12805366 /FEA=FLmRNA /CNT=299 /TID=Mm.21069.1 /TIER=FL+Stack /STK=81 /UG=Mm.21069 /LL=68196 /UG_GENE=06
MOE430_2_1423907_a_ 5712.6 3367.1 P P 0.000244 0.000244 -0.2 NC 0.76 gb:BC021616.1 /DB_XREF=gi:18204464 /FEA=FLmRNA /CNT=122 /TID=Mm.44227.1 /TIER=FL+Stack /STK=81 /UG=Mm.44227 /DEF=Mus musculus, clone
MOE430_2_1423923_a_ 172.9 142 P P 0.000732 0.000732 -0.2 NC 0.62 gb:BC016120.1 /DB_XREF=gi:16507945 /FEA=FLmRNA /CNT=102 /TID=Mm.46508.2 /TIER=FL+Stack /STK=79 /UG=Mm.46508 /LL=59002 /UG_GENE=Wd
MOE430_2_1423928_at 175.4 167.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC017635.1 /DB_XREF=gi:19173816 /FEA=FLmRNA /CNT=196 /TID=Mm.34257.1 /TIER=FL+Stack /STK=77 /UG=Mm.34257 /LL=68889 /UG_GENE=119
MOE430_2_1423941_at 738.3 641.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC025597.1 /DB_XREF=gi:19344084 /FEA=FLmRNA /CNT=175 /TID=Mm.113736.1 /TIER=FL+Stack /STK=75 /UG=Mm.113736 /DEF=Mus musculus, Sim
MOE430_2_1423942_a_ 759.5 690.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BM227770 /DB_XREF=gi:17790173 /DB_XREF=K0248G09-3 /CLONE=K0248G09 /FEA=FLmRNA /CNT=175 /TID=Mm.113736.1 /TIER=Stack /STK=47 /
MOE430_2_1423949_at 801.2 693.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC027266.1 /DB_XREF=gi:20071141 /FEA=FLmRNA /CNT=194 /TID=Mm.38802.1 /TIER=FL+Stack /STK=73 /UG=Mm.38802 /LL=27680 /UG_GENE=D1
MOE430_2_1423953_at 112.5 89.5 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BC016073.1 /DB_XREF=gi:16359211 /FEA=FLmRNA /CNT=78 /TID=Mm.141561.1 /TIER=FL+Stack /STK=73 /UG=Mm.141561 /LL=68916 /UG_GENE=1
MOE430_2_1423956_at 667.8 536.9 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BC006946.1 /DB_XREF=gi:13905294 /FEA=FLmRNA /CNT=128 /TID=Mm.196452.1 /TIER=FL+Stack /STK=72 /UG=Mm.196452 /LL=98366 /UG_GENE=A
MOE430_2_1423958_a_ 222.3 198.9 P P 0.000244 0.000244 -0.2 NC 0.79 gb:BC017533.1 /DB_XREF=gi:17028431 /FEA=FLmRNA /CNT=95 /TID=Mm.21064.1 /TIER=FL+Stack /STK=72 /UG=Mm.21064 /LL=67515 /UG_GENE=2900
MOE430_2_1423973_a_ 607.3 459.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC024935.1 /DB_XREF=gi:19354186 /FEA=FLmRNA /CNT=166 /TID=Mm.30412.1 /TIER=FL+Stack /STK=70 /UG=Mm.30412 /LL=78763 /UG_GENE=543
MOE430_2_1423974_at 345.3 293.9 P P 0.000244 0.000244 -0.2 NC 0.83 gb:BC006631.1 /DB_XREF=gi:13879311 /FEA=FLmRNA /CNT=141 /TID=Mm.27259.1 /TIER=FL+Stack /STK=70 /UG=Mm.27259 /LL=101706 /UG_GENE=A
MOE430_2_1423990_at 1015.9 902.7 P P 0.001221 0.001953 -0.2 NC 0.8 gb:BC004580.1 /DB_XREF=gi:13435427 /FEA=FLmRNA /CNT=120 /TID=Mm.41555.1 /TIER=FL+Stack /STK=69 /UG=Mm.41555 /LL=100972 /UG_GENE=A
MOE430_2_1424017_a_ 7027.6 6243 P P 0.000244 0.000244 -0.2 NC 0.98 gb:U60001.1 /DB_XREF=gi:1519045 /GEN=mPKCI /FEA=FLmRNA /CNT=127 /TID=Mm.425.1 /TIER=FL+Stack /STK=62 /UG=Mm.425 /LL=15254 /DEF=Mu
MOE430_2_1424018_at 4826.3 4449.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:U60001.1 /DB_XREF=gi:1519045 /GEN=mPKCI /FEA=FLmRNA /CNT=127 /TID=Mm.425.1 /TIER=FL+Stack /STK=62 /UG=Mm.425 /LL=15254 /DEF=Mu
MOE430_2_1424025_at 241.8 218.1 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BC013529.1 /DB_XREF=gi:15488791 /FEA=FLmRNA /CNT=119 /TID=Mm.19761.1 /TIER=FL+Stack /STK=60 /UG=Mm.19761 /DEF=Mus musculus, clone
MOE430_2_1424044_at 161.2 153.1 P P 0.000244 0.000244 -0.2 NC 0.85 gb:BC007145.1 /DB_XREF=gi:13938055 /FEA=FLmRNA /CNT=116 /TID=Mm.45047.1 /TIER=FL+Stack /STK=59 /UG=Mm.45047 /DEF=Mus musculus, Simil
MOE430_2_1424045_at 927.7 814.3 P P 0.000244 0.000244 -0.2 NC 0.64 gb:BC019420.1 /DB_XREF=gi:18043845 /FEA=FLmRNA /CNT=96 /TID=Mm.46654.1 /TIER=FL+Stack /STK=59 /UG=Mm.46654 /DEF=Mus musculus, Simila
MOE430_2_1424057_at 154.6 152.5 P P 0.02 0.01 -0.2 NC 0.59 gb:BC025070.1 /DB_XREF=gi:19264075 /FEA=FLmRNA /CNT=102 /TID=Mm.22080.1 /TIER=FL+Stack /STK=58 /UG=Mm.22080 /LL=14547 /UG_GENE=Gd
MOE430_2_1424061_at 460 324.1 P P 0.000244 0.000732 -0.2 NC 0.68 gb:BC013803.1 /DB_XREF=gi:15489426 /FEA=FLmRNA /CNT=74 /TID=Mm.33135.1 /TIER=FL+Stack /STK=58 /UG=Mm.33135 /LL=69161 /UG_GENE=1810
MOE430_2_1424066_at 293.1 256.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AY040840.1 /DB_XREF=gi:15192725 /FEA=FLmRNA /CNT=106 /TID=Mm.38168.1 /TIER=FL+Stack /STK=57 /UG=Mm.38168 /DEF=Mus musculus putat
MOE430_2_1424068_at 635.4 515.8 P P 0.000244 0.000732 -0.2 NC 0.84 gb:BC019397.1 /DB_XREF=gi:18044426 /FEA=FLmRNA /CNT=85 /TID=Mm.24670.1 /TIER=FL+Stack /STK=57 /UG=Mm.24670 /LL=102791 /UG_GENE=913
MOE430_2_1424073_at 865.3 802.5 P P 0.000244 0.000244 -0.2 NC 0.77 gb:BC005692.1 /DB_XREF=gi:13543026 /FEA=FLmRNA /CNT=136 /TID=Mm.21749.1 /TIER=FL+Stack /STK=56 /UG=Mm.21749 /LL=68251 /UG_GENE=543
MOE430_2_1424080_at 353.5 291.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC016273.1 /DB_XREF=gi:16740816 /FEA=FLmRNA /CNT=87 /TID=Mm.22087.1 /TIER=FL+Stack /STK=56 /UG=Mm.22087 /LL=69305 /UG_GENE=1700
MOE430_2_1424140_at 88.2 79 P P 0.001953 0.001953 -0.2 NC 0.7 gb:BC027438.1 /DB_XREF=gi:20073296 /FEA=FLmRNA /CNT=109 /TID=Mm.20363.1 /TIER=FL+Stack /STK=50 /UG=Mm.20363 /LL=74246 /UG_GENE=Ga
MOE430_2_1424163_at 510 429.8 P P 0.000244 0.001953 -0.2 NC 0.97 gb:BC016075.1 /DB_XREF=gi:16359215 /FEA=FLmRNA /CNT=93 /TID=Mm.28360.1 /TIER=FL+Stack /STK=48 /UG=Mm.28360 /LL=66089 /UG_GENE=0610
MOE430_2_1424177_at 49.3 29.3 P P 0.00293 0.00415 -0.2 NC 0.76 gb:BC024788.1 /DB_XREF=gi:19353743 /FEA=FLmRNA /CNT=90 /TID=Mm.212927.1 /TIER=FL+Stack /STK=47 /UG=Mm.212927 /DEF=Mus musculus, clon
MOE430_2_1424181_at 323.5 266.3 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC010489.1 /DB_XREF=gi:14714695 /FEA=FLmRNA /CNT=73 /TID=Mm.90710.2 /TIER=FL+Stack /STK=47 /UG=Mm.90710 /LL=56526 /UG_GENE=Sep
MOE430_2_1424187_at 162.2 141 P P 0.000244 0.00293 -0.2 NC 0.86 gb:BG074158 /DB_XREF=gi:12556716 /DB_XREF=H3131D09-3 /CLONE=H3131D09 /FEA=FLmRNA /CNT=132 /TID=Mm.181074.1 /TIER=Stack /STK=8 /U
MOE430_2_1424197_s_ 84.4 65.7 P P 0.01 0.01 -0.2 NC 0.73 gb:BC016538.1 /DB_XREF=gi:19116231 /FEA=FLmRNA /CNT=61 /TID=Mm.201859.1 /TIER=FL+Stack /STK=46 /UG=Mm.201859 /DEF=Mus musculus, clon
MOE430_2_1424256_at 3 3.6 A A 0.72 0.46 -0.2 NC 0.63 gb:BC016204.1 /DB_XREF=gi:16740648 /FEA=FLmRNA /CNT=56 /TID=Mm.121647.1 /TIER=FL+Stack /STK=42 /UG=Mm.121647 /LL=77974 /UG_GENE=A
MOE430_2_1424275_s_ 375.9 331.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BC020156.1 /DB_XREF=gi:18043652 /FEA=FLmRNA /CNT=98 /TID=Mm.794.1 /TIER=FL+Stack /STK=41 /UG=Mm.794 /DEF=Mus musculus, Similar to h
MOE430_2_1424284_at 115.4 94.1 P P 0.001221 0.001221 -0.2 NC 0.5 gb:BC027325.1 /DB_XREF=gi:20071215 /FEA=FLmRNA /CNT=68 /TID=Mm.31192.1 /TIER=FL+Stack /STK=40 /UG=Mm.31192 /DEF=Mus musculus, clone 
MOE430_2_1424288_at 504.9 477.5 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BC017157.1 /DB_XREF=gi:16877852 /FEA=FLmRNA /CNT=68 /TID=Mm.29604.1 /TIER=FL+Stack /STK=40 /UG=Mm.29604 /DEF=Mus musculus, Simila
MOE430_2_1424307_at 448.8 379.2 P P 0.000244 0.000244 -0.2 NC 0.8 gb:BB825698 /DB_XREF=gi:17003941 /DB_XREF=BB825698 /CLONE=G830039D06 /FEA=FLmRNA /CNT=138 /TID=Mm.22413.1 /TIER=Stack /STK=9 /UG
MOE430_2_1424319_at 117.9 137.8 P P 0.001221 0.001221 -0.2 NC 0.69 gb:BC013564.1 /DB_XREF=gi:15488866 /FEA=FLmRNA /CNT=67 /TID=Mm.32180.1 /TIER=FL+Stack /STK=38 /UG=Mm.32180 /LL=72284 /UG_GENE=2210
MOE430_2_1424320_a_ 449.3 373.4 P P 0.000244 0.000244 -0.2 NC 0.84 gb:BC008598.1 /DB_XREF=gi:14250336 /FEA=FLmRNA /CNT=85 /TID=Mm.2446.2 /TIER=FL+Stack /STK=38 /UG=Mm.2446 /LL=20983 /UG_GENE=Syt4 /
MOE430_2_1424326_at 224.8 215.6 P P 0.000244 0.000244 -0.2 NC 0.66 gb:BC026588.1 /DB_XREF=gi:20072018 /FEA=FLmRNA /CNT=83 /TID=Mm.29689.1 /TIER=FL+Stack /STK=37 /UG=Mm.29689 /DEF=Mus musculus, similar
MOE430_2_1424338_at 0.9 1.6 A A 0.66 0.75 -0.2 NC 0.72 gb:BC023117.1 /DB_XREF=gi:18605685 /FEA=FLmRNA /CNT=67 /TID=Mm.25180.1 /TIER=FL+Stack /STK=37 /UG=Mm.25180 /DEF=Mus musculus, Simila
MOE430_2_1424340_at 16.3 13 A A 0.08 0.3 -0.2 NC 0.5 gb:BC018412.1 /DB_XREF=gi:17390972 /FEA=FLmRNA /CNT=46 /TID=Mm.87413.1 /TIER=FL+Stack /STK=37 /UG=Mm.87413 /LL=74665 /UG_GENE=4930
MOE430_2_1424355_a_ 1266.3 1054.5 P P 0.001221 0.001221 -0.2 NC 0.96 gb:AF038848.1 /DB_XREF=gi:2921546 /GEN=Sin3B /FEA=FLmRNA /CNT=49 /TID=Mm.2137.1 /TIER=FL+Stack /STK=36 /UG=Mm.2137 /LL=20467 /DEF=
MOE430_2_1424365_at 1047.5 870.9 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BC002135.1 /DB_XREF=gi:12805332 /FEA=FLmRNA /CNT=100 /TID=Mm.24219.1 /TIER=FL+Stack /STK=35 /UG=Mm.24219 /LL=67704 /UG_GENE=18
MOE430_2_1424370_s_ 319.9 288.1 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BB310829 /DB_XREF=gi:16402653 /DB_XREF=BB310829 /CLONE=B230318D18 /FEA=FLmRNA /CNT=144 /TID=Mm.146984.1 /TIER=Stack /STK=42 /
MOE430_2_1424376_at 672.2 584.6 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC016250.1 /DB_XREF=gi:16740755 /FEA=FLmRNA /CNT=114 /TID=Mm.30075.1 /TIER=FL+Stack /STK=35 /UG=Mm.30075 /LL=69811 /UG_GENE=18
MOE430_2_1424388_at 204.7 159.1 P P 0.000244 0.000244 -0.2 NC 0.71 gb:BC024910.1 /DB_XREF=gi:19353141 /FEA=FLmRNA /CNT=51 /TID=Mm.123240.1 /TIER=FL+Stack /STK=35 /UG=Mm.123240 /LL=78377 /UG_GENE=17
MOE430_2_1424407_s_ 2632.2 1912.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC019942.1 /DB_XREF=gi:18043679 /FEA=FLmRNA /CNT=71 /TID=Mm.180587.1 /TIER=FL+Stack /STK=34 /UG=Mm.180587 /LL=74738 /UG_GENE=57
MOE430_2_1424414_at 78.3 64.6 P P 0.001953 0.00415 -0.2 NC 0.9 gb:BE650508 /DB_XREF=gi:9976332 /DB_XREF=UI-M-BH2.3-aqc-a-01-0-UI.r1 /CLONE=UI-M-BH2.3-aqc-a-01-0-UI /FEA=FLmRNA /CNT=222 /TID=Mm
MOE430_2_1424415_s_ 18 15.5 P P 0.03 0.03 -0.2 NC 0.51 gb:BB478851 /DB_XREF=gi:16440487 /DB_XREF=BB478851 /CLONE=D330035F22 /FEA=FLmRNA /CNT=82 /TID=Mm.37938.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1424416_at 573.3 463 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC024398.1 /DB_XREF=gi:19353453 /FEA=FLmRNA /CNT=102 /TID=Mm.10586.1 /TIER=FL+Stack /STK=33 /UG=Mm.10586 /LL=71966 /UG_GENE=24
MOE430_2_1424420_at 99.1 84.3 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BC006717.1 /DB_XREF=gi:13879476 /FEA=FLmRNA /CNT=90 /TID=Mm.197566.1 /TIER=FL+Stack /STK=33 /UG=Mm.197566 /DEF=Mus musculus, clon
MOE430_2_1424421_at 203.5 163 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BC025817.1 /DB_XREF=gi:19387991 /FEA=FLmRNA /CNT=104 /TID=Mm.26107.2 /TIER=FL+Stack /STK=33 /UG=Mm.26107 /LL=57275 /UG_GENE=Le
MOE430_2_1424441_at 428 351.3 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BC023114.1 /DB_XREF=gi:18605658 /FEA=FLmRNA /CNT=87 /TID=Mm.30487.1 /TIER=FL+Stack /STK=32 /UG=Mm.30487 /LL=26569 /UG_GENE=Slc2
MOE430_2_1424488_a_ 562.7 441 P P 0.000244 0.000732 -0.2 NC 0.98 gb:BC011417.1 /DB_XREF=gi:15030286 /FEA=FLmRNA /CNT=67 /TID=Mm.212.1 /TIER=FL+Stack /STK=29 /UG=Mm.212 /LL=74776 /UG_GENE=1110013G
MOE430_2_1424499_s_ 39.1 37.1 P P 0.001221 0.000732 -0.2 NC 0.86 gb:AV257543 /DB_XREF=gi:15405349 /DB_XREF=AV257543 /CLONE=4921538B19 /FEA=FLmRNA /CNT=74 /TID=Mm.34300.1 /TIER=Stack /STK=10 /UG
MOE430_2_1424523_at 23.1 16.6 A A 0.08 0.12 -0.2 NC 0.5 gb:BC024727.1 /DB_XREF=gi:19353702 /FEA=FLmRNA /CNT=57 /TID=Mm.214934.2 /TIER=FL+Stack /STK=27 /UG=Mm.214934 /LL=140580 /UG_GENE=E
MOE430_2_1424527_at 238.5 209.6 P P 0.000244 0.000244 -0.2 NC 0.51 gb:AF366393.1 /DB_XREF=gi:14091316 /FEA=FLmRNA /CNT=83 /TID=Mm.141563.1 /TIER=FL+Stack /STK=26 /UG=Mm.141563 /LL=67813 /UG_GENE=13
MOE430_2_1424538_at 648.8 649.4 P P 0.000244 0.000244 -0.2 NC 0.82 gb:BC010817.1 /DB_XREF=gi:14789892 /FEA=FLmRNA /CNT=138 /TID=Mm.3979.1 /TIER=FL+Stack /STK=25 /UG=Mm.3979 /DEF=Mus musculus, Similar 
MOE430_2_1424543_at 15.8 13.6 A A 0.17 0.27 -0.2 NC 0.86 gb:BB296097 /DB_XREF=gi:16401872 /DB_XREF=BB296097 /CLONE=B130044F21 /FEA=FLmRNA /CNT=58 /TID=Mm.8201.2 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1424550_at 87 80.6 P P 0.000244 0.000244 -0.2 NC 0.69 gb:BC024801.1 /DB_XREF=gi:19353672 /FEA=FLmRNA /CNT=62 /TID=Mm.30560.1 /TIER=FL+Stack /STK=25 /UG=Mm.30560 /DEF=Mus musculus, similar
MOE430_2_1424561_at 66.7 47.3 P P 0.000244 0.000732 -0.2 NC 0.58 gb:AF396699.1 /DB_XREF=gi:15081460 /FEA=FLmRNA /CNT=32 /TID=Mm.98665.1 /TIER=FL+Stack /STK=25 /UG=Mm.98665 /DEF=Mus musculus endoth
MOE430_2_1424564_at 428.3 392.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BQ175365 /DB_XREF=gi:20350857 /DB_XREF=UI-M-DJ2-bwc-l-01-0-UI.s1 /CLONE=UI-M-DJ2-bwc-l-01-0-UI /FEA=FLmRNA /CNT=179 /TID=Mm.2
MOE430_2_1424577_at 242 206.7 P P 0.000244 0.000244 -0.2 NC 0.6 gb:BC008103.1 /DB_XREF=gi:14198073 /FEA=FLmRNA /CNT=64 /TID=Mm.196749.1 /TIER=FL+Stack /STK=24 /UG=Mm.196749 /DEF=Mus musculus, Sim
MOE430_2_1424585_at 134.2 88.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC024698.1 /DB_XREF=gi:19354358 /FEA=FLmRNA /CNT=69 /TID=Mm.4206.1 /TIER=FL+Stack /STK=24 /UG=Mm.4206 /LL=74334 /UG_GENE=44324
MOE430_2_1424609_a_ 386.2 311.2 P P 0.000244 0.000244 -0.2 NC 0.54 gb:BM225255 /DB_XREF=gi:17786778 /DB_XREF=K0208G08-3 /CLONE=K0208G08 /FEA=FLmRNA /CNT=74 /TID=Mm.182434.2 /TIER=Stack /STK=12 /U
MOE430_2_1424626_at 1.9 1.1 A A 0.27 0.6 -0.2 NC 0.8 gb:BC021951.1 /DB_XREF=gi:18314550 /FEA=FLmRNA /CNT=37 /TID=Mm.22966.1 /TIER=FL+Stack /STK=22 /UG=Mm.22966 /LL=69861 /UG_GENE=2010
MOE430_2_1424660_s_ 45 60.4 P P 0.03 0.03 -0.2 NC 0.5 gb:BC023091.1 /DB_XREF=gi:18606348 /FEA=FLmRNA /CNT=34 /TID=Mm.218446.1 /TIER=FL+Stack /STK=21 /UG=Mm.218446 /DEF=Mus musculus, Sim
MOE430_2_1424663_at 135.6 113 P P 0.001221 0.001953 -0.2 NC 0.86 gb:BC017647.1 /DB_XREF=gi:17160980 /FEA=FLmRNA /CNT=96 /TID=Mm.214563.1 /TIER=FL+Stack /STK=20 /UG=Mm.214563 /DEF=Mus musculus, Sim
MOE430_2_1424668_a_ 21.9 13.7 A A 0.11 0.33 -0.2 NC 0.81 gb:U68542.1 /DB_XREF=gi:1546824 /GEN=cux /FEA=FLmRNA /CNT=96 /TID=Mm.34465.1 /TIER=FL+Stack /STK=16 /UG=Mm.34465 /LL=13047 /DEF=Mu
MOE430_2_1424679_at 145.4 123.1 P P 0.000244 0.001221 -0.2 NC 0.97 gb:AF228913.1 /DB_XREF=gi:7677373 /GEN=Mab21l1 /FEA=FLmRNA /CNT=42 /TID=Mm.89955.2 /TIER=FL+Stack /STK=20 /UG=Mm.89955 /LL=17116 /D
MOE430_2_1424688_at 13.7 15.6 A A 0.14 0.12 -0.2 NC 0.5 gb:BC010786.1 /DB_XREF=gi:14789771 /FEA=FLmRNA /CNT=69 /TID=Mm.171397.1 /TIER=FL+Stack /STK=19 /UG=Mm.171397 /DEF=Mus musculus, Sim
MOE430_2_1424718_at 4.5 0.7 A A 0.8 0.95 -0.2 NC 0.97 gb:M18776.1 /DB_XREF=gi:201116 /FEA=FLmRNA /CNT=63 /TID=Mm.1287.2 /TIER=FL+Stack /STK=18 /UG=Mm.1287 /LL=17762 /UG_GENE=Mapt /UG_T
MOE430_2_1424728_at 331.4 273.4 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BC011248.1 /DB_XREF=gi:15030014 /FEA=FLmRNA /CNT=27 /TID=Mm.45101.1 /TIER=FL+Stack /STK=18 /UG=Mm.45101 /DEF=Mus musculus, clone 
MOE430_2_1424736_at 8505.6 7212.4 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC007152.1 /DB_XREF=gi:13938071 /FEA=FLmRNA /CNT=413 /TID=Mm.27818.1 /TIER=FL+Stack /STK=17 /UG=Mm.27818 /LL=13629 /UG_GENE=Eef
MOE430_2_1424761_at 61 44.2 P P 0.00293 0.000732 -0.2 NC 0.5 gb:BC008555.1 /DB_XREF=gi:14250260 /FEA=FLmRNA /CNT=43 /TID=Mm.89648.1 /TIER=FL+Stack /STK=17 /UG=Mm.89648 /DEF=Mus musculus, clone 
MOE430_2_1424781_at 806 710.7 P P 0.000244 0.000244 -0.2 NC 0.9 gb:AK005026.1 /DB_XREF=gi:12836658 /GEN=D10Ucla1 /FEA=FLmRNA /CNT=83 /TID=Mm.41272.1 /TIER=Stack /STK=16 /UG=Mm.41272 /LL=28193 /U
MOE430_2_1424785_at 45.1 29.2 P P 0.005859 0.000732 -0.2 NC 0.42 gb:BC025904.1 /DB_XREF=gi:19484152 /FEA=FLmRNA /CNT=31 /TID=Mm.34019.1 /TIER=FL+Stack /STK=16 /UG=Mm.34019 /DEF=Mus musculus, Simila



MOE430_2_1424788_at 154.5 133.3 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC021438.1 /DB_XREF=gi:18204769 /FEA=FLmRNA /CNT=40 /TID=Mm.28400.1 /TIER=FL+Stack /STK=16 /UG=Mm.28400 /DEF=Mus musculus, Simila
MOE430_2_1424790_at 140.8 144.9 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BC025937.1 /DB_XREF=gi:19683979 /FEA=FLmRNA /CNT=37 /TID=Mm.216300.1 /TIER=FL+Stack /STK=16 /UG=Mm.216300 /DEF=Mus musculus, sim
MOE430_2_1424849_at 25.7 33.3 P P 0.02 0.01 -0.2 NC 0.27 gb:BC026444.1 /DB_XREF=gi:20072925 /FEA=FLmRNA /CNT=22 /TID=Mm.219636.1 /TIER=FL+Stack /STK=14 /UG=Mm.219636 /DEF=Mus musculus, sim
MOE430_2_1424900_at 9.4 7.1 A A 0.39 0.33 -0.2 NC 0.5 gb:BC025599.1 /DB_XREF=gi:19343702 /FEA=FLmRNA /CNT=22 /TID=Mm.86642.1 /TIER=FL+Stack /STK=12 /UG=Mm.86642 /DEF=Mus musculus, clone 
MOE430_2_1424902_at 9.3 8.3 A A 0.21 0.27 -0.2 NC 0.85 gb:AF378760.1 /DB_XREF=gi:15987500 /GEN=Tem7 /FEA=FLmRNA /CNT=31 /TID=Mm.39617.1 /TIER=FL+Stack /STK=12 /UG=Mm.39617 /LL=72324 /DE
MOE430_2_1424905_a_ 264.7 265 P P 0.000732 0.000732 -0.2 NC 0.66 gb:BC019647.1 /DB_XREF=gi:18044330 /FEA=FLmRNA /CNT=22 /TID=Mm.193089.1 /TIER=FL+Stack /STK=12 /UG=Mm.193089 /LL=69806 /UG_GENE=18
MOE430_2_1424913_at 30 28.5 P P 0.000244 0.001221 -0.2 NC 0.54 gb:BC026384.1 /DB_XREF=gi:20071350 /FEA=FLmRNA /CNT=136 /TID=Mm.22337.1 /TIER=FL+Stack /STK=11 /UG=Mm.22337 /LL=71935 /UG_GENE=23
MOE430_2_1424937_at 9.2 8.4 A A 0.08 0.43 -0.2 NC 0.69 gb:BC024138.1 /DB_XREF=gi:18848248 /FEA=FLmRNA /CNT=26 /TID=Mm.22926.1 /TIER=FL+Stack /STK=11 /UG=Mm.22926 /LL=66968 /UG_GENE=2310
MOE430_2_1424945_at 3.8 4.1 A A 0.3 0.36 -0.2 NC 0.54 gb:AF321853.1 /DB_XREF=gi:15341246 /FEA=FLmRNA /CNT=12 /TID=Mm.157697.2 /TIER=FL+Stack /STK=11 /UG=Mm.157697 /LL=83453 /UG_GENE=Nr
MOE430_2_1424952_at 27.6 24.5 P A 0.01 0.06 -0.2 NC 0.5 gb:BC006937.1 /DB_XREF=gi:13905275 /FEA=FLmRNA /CNT=63 /TID=Mm.24272.2 /TIER=FL+Stack /STK=10 /UG=Mm.24272 /LL=68095 /UG_GENE=6030
MOE430_2_1425016_at 260.6 199 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV221401 /DB_XREF=gi:15404806 /DB_XREF=AV221401 /CLONE=3322402C10 /FEA=FLmRNA /CNT=67 /TID=Mm.4652.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1425024_at 62 52.9 P P 0.000244 0.000244 -0.2 NC 0.69 gb:BC010442.1 /DB_XREF=gi:14714608 /FEA=FLmRNA /CNT=41 /TID=Mm.219628.1 /TIER=FL+Stack /STK=8 /UG=Mm.219628 /DEF=Mus musculus, Simil
MOE430_2_1425045_at 166.4 170 P P 0.001221 0.00415 -0.2 NC 0.8 gb:BC016255.1 /DB_XREF=gi:16740766 /FEA=FLmRNA /CNT=15 /TID=Mm.41467.1 /TIER=FL+Stack /STK=8 /UG=Mm.41467 /DEF=Mus musculus, clone M
MOE430_2_1425071_s_ 1.3 1.8 A A 0.66 0.56 -0.2 NC 0.7 gb:BE692701 /DB_XREF=gi:10080325 /DB_XREF=uw44d11.y1 /CLONE=IMAGE:3464853 /FEA=FLmRNA /CNT=17 /TID=Mm.20467.2 /TIER=ConsEnd /STK=
MOE430_2_1425098_at 2.2 3.2 A A 0.56 0.5 -0.2 NC 0.28 gb:BC025424.1 /DB_XREF=gi:19343546 /FEA=FLmRNA /CNT=16 /TID=Mm.27653.1 /TIER=FL /STK=7 /UG=Mm.27653 /LL=22647 /UG_GENE=Zfp106 /DEF
MOE430_2_1425104_at 110.1 110 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BC022615.1 /DB_XREF=gi:18490452 /FEA=FLmRNA /CNT=43 /TID=Mm.37975.2 /TIER=FL /STK=6 /UG=Mm.37975 /LL=106434 /UG_GENE=AW553000 
MOE430_2_1425106_a_ 135.4 132.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC003450.1 /DB_XREF=gi:13097425 /FEA=FLmRNA /CNT=30 /TID=Mm.38433.2 /TIER=FL /STK=6 /UG=Mm.38433 /LL=22375 /UG_GENE=Wars /DEF=
MOE430_2_1425133_s_ 156 140.6 P P 0.001953 0.00293 -0.2 NC 0.68 gb:BC020147.1 /DB_XREF=gi:18043232 /FEA=FLmRNA /CNT=11 /TID=Mm.200929.1 /TIER=FL /STK=6 /UG=Mm.200929 /DEF=Mus musculus, clone MGC:
MOE430_2_1425135_a_ 83 90.2 A A 0.14 0.24 -0.2 NC 0.97 gb:BC010233.1 /DB_XREF=gi:16307380 /FEA=FLmRNA /CNT=6 /TID=Mm.39292.2 /TIER=FL /STK=6 /UG=Mm.39292 /LL=13430 /UG_GENE=Dnm2 /DEF=
MOE430_2_1425145_at 29.7 29.4 A A 0.06 0.08 -0.2 NC 0.98 gb:D13695.1 /DB_XREF=gi:286100 /GEN=ST2L /FEA=FLmRNA /CNT=38 /TID=Mm.35692.2 /TIER=FL /STK=5 /UG=Mm.35692 /LL=17082 /DEF=Mus musc
MOE430_2_1425161_a_ 141.9 136.3 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BC005574.1 /DB_XREF=gi:13542737 /FEA=FLmRNA /CNT=12 /TID=Mm.26214.1 /TIER=FL /STK=5 /UG=Mm.26214 /LL=67976 /UG_GENE=5730502D15
MOE430_2_1425210_s_ 70.8 60.7 P P 0.00415 0.001953 -0.2 NC 0.5 gb:AI465811 /DB_XREF=gi:4319841 /DB_XREF=vw42h12.y1 /CLONE=IMAGE:1246535 /FEA=FLmRNA /CNT=28 /TID=Mm.77445.1 /TIER=ConsEnd /STK=2 
MOE430_2_1425228_a_ 553.5 441.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AY037862.1 /DB_XREF=gi:15020259 /GEN=Dgk3 /FEA=FLmRNA /CNT=7 /TID=Mm.42234.2 /TIER=FL /STK=4 /UG=Mm.42234 /LL=27369 /DEF=Mus m
MOE430_2_1425237_at 11.1 7.4 A A 0.36 0.23 -0.2 NC 0.48 gb:AF345298.1 /DB_XREF=gi:14030414 /GEN=Krtap16.8 /FEA=FLmRNA /CNT=7 /TID=Mm.46209.1 /TIER=FL /STK=4 /UG=Mm.46209 /LL=68484 /DEF=M
MOE430_2_1425265_a_ 1957.1 1572.7 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BC021405.1 /DB_XREF=gi:18204743 /FEA=FLmRNA /CNT=55 /TID=Mm.197542.2 /TIER=FL /STK=3 /UG=Mm.197542 /DEF=Mus musculus, prion protei
MOE430_2_1425320_at 8.7 10.6 A A 0.19 0.12 -0.2 NC 0.5 gb:BC007165.1 /DB_XREF=gi:13938099 /FEA=FLmRNA /CNT=4 /TID=Mm.193122.1 /TIER=FL /STK=3 /UG=Mm.193122 /DEF=Mus musculus, Similar to hy
MOE430_2_1425327_at 281.5 254.4 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BC008163.1 /DB_XREF=gi:14198206 /FEA=FLmRNA /CNT=130 /TID=Mm.11473.1 /TIER=FL /STK=2 /UG=Mm.11473 /DEF=Mus musculus, Similar to CG
MOE430_2_1425328_at 726.5 604.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AU067643 /DB_XREF=gi:4968380 /DB_XREF=AU067643 /CLONE=MNCb-0123 /FEA=FLmRNA /CNT=130 /TID=Mm.11473.1 /TIER=Stack /STK=68 /UG
MOE430_2_1425378_at 9.8 5.1 A A 0.24 0.21 -0.2 NC 0.48 gb:BC004027.1 /DB_XREF=gi:13278443 /FEA=FLmRNA /CNT=9 /TID=Mm.156247.1 /TIER=FL /STK=2 /UG=Mm.156247 /DEF=Mus musculus, Similar to he
MOE430_2_1425397_at 21.3 16.5 A A 0.17 0.19 -0.2 NC 0.5 gb:BC006942.1 /DB_XREF=gi:13905284 /FEA=FLmRNA /CNT=6 /TID=Mm.150534.1 /TIER=FL /STK=2 /UG=Mm.150534 /DEF=Mus musculus, clone MGC:6
MOE430_2_1425438_at 3 3.3 A A 0.8 0.85 -0.2 NC 0.59 gb:BC027143.1 /DB_XREF=gi:20071758 /FEA=FLmRNA /CNT=4 /TID=Mm.219532.1 /TIER=FL /STK=2 /UG=Mm.219532 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425455_a_ 980.2 825.1 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BC019472.1 /DB_XREF=gi:18044481 /FEA=FLmRNA /CNT=2 /TID=Mm.218361.1 /TIER=FL /STK=2 /UG=Mm.218361 /DEF=Mus musculus, clone MGC:2
MOE430_2_1425458_a_ 4119.3 3597.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AK017862.1 /DB_XREF=gi:12857332 /FEA=FLmRNA /CNT=280 /TID=Mm.24640.2 /TIER=Stack /STK=170 /UG=Mm.24640 /LL=14783 /UG_GENE=Grb10
MOE430_2_1425488_at 99.5 91.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB354091 /DB_XREF=gi:16405597 /DB_XREF=BB354091 /CLONE=B930096L20 /FEA=FLmRNA /CNT=179 /TID=Mm.28200.1 /TIER=Stack /STK=33 /U
MOE430_2_1425553_s_ 147.5 145.6 P P 0.001221 0.000244 -0.2 NC 0.5 gb:AA590970 /DB_XREF=gi:2404283 /DB_XREF=vn61a03.r1 /CLONE=IMAGE:1025644 /FEA=FLmRNA /CNT=64 /TID=Mm.149954.1 /TIER=ConsEnd /STK=
MOE430_2_1425567_a_ 4847 4117.4 P P 0.000244 0.000244 -0.2 NC 0.91 gb:D63423.1 /DB_XREF=gi:939830 /FEA=FLmRNA /CNT=19 /TID=Mm.1620.2 /TIER=FL /STK=1 /UG=Mm.1620 /LL=11747 /UG_GENE=Anxa5 /DEF=Mouse
MOE430_2_1425577_at 119.6 86.6 P P 0.000244 0.000244 -0.2 NC 0.77 gb:BC023007.1 /DB_XREF=gi:18605933 /FEA=FLmRNA /CNT=30 /TID=Mm.100407.1 /TIER=FL /STK=1 /UG=Mm.100407 /DEF=Mus musculus, clone MGC:
MOE430_2_1425580_a_ 158.1 153.7 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BC024675.1 /DB_XREF=gi:19353277 /FEA=FLmRNA /CNT=29 /TID=Mm.153420.1 /TIER=FL /STK=1 /UG=Mm.153420 /DEF=Mus musculus, Similar to p
MOE430_2_1425581_s_ 17.8 18.6 P P 0.00415 0.03 -0.2 NC 0.5 gb:AF349573.1 /DB_XREF=gi:13650040 /FEA=FLmRNA /CNT=24 /TID=Mm.221162.1 /TIER=FL /STK=1 /UG=Mm.221162 /LL=108150 /UG_GENE=Galnt7 /
MOE430_2_1425585_at 303.8 286.1 P P 0.000244 0.000244 -0.2 NC 0.94 gb:AF071310.1 /DB_XREF=gi:3426321 /FEA=FLmRNA /CNT=41 /TID=Mm.20873.1 /TIER=FL /STK=1 /UG=Mm.20873 /LL=59024 /UG_GENE=Tnrc11 /DEF=
MOE430_2_1425588_at 0.6 0.9 A A 0.53 0.63 -0.2 NC 0.86 gb:BI155210 /DB_XREF=gi:14615211 /DB_XREF=602903194F1 /CLONE=IMAGE:5032871 /FEA=FLmRNA /CNT=20 /TID=Mm.5046.2 /TIER=ConsEnd /STK=
MOE430_2_1425591_a_ 1263.9 1105.5 P P 0.000244 0.000244 -0.2 NC 0.85 gb:BC012230.1 /DB_XREF=gi:15126588 /FEA=FLmRNA /CNT=14 /TID=Mm.28258.1 /TIER=FL /STK=1 /UG=Mm.28258 /LL=68953 /UG_GENE=1500016L11
MOE430_2_1425592_at 135.1 139.3 P P 0.000244 0.000244 -0.2 NC 0.74 gb:BC003275.1 /DB_XREF=gi:13096960 /FEA=FLmRNA /CNT=39 /TID=Mm.220357.1 /TIER=FL /STK=1 /UG=Mm.220357 /DEF=Mus musculus, Similar to ka
MOE430_2_1425593_at 182.3 104.4 P P 0.01 0.00293 -0.2 NC 0.88 gb:BI658203 /DB_XREF=gi:15572439 /DB_XREF=603285338F1 /CLONE=IMAGE:5329665 /FEA=FLmRNA /CNT=39 /TID=Mm.220357.1 /TIER=ConsEnd /ST
MOE430_2_1425628_a_ 2351.8 1966.3 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AY030292.1 /DB_XREF=gi:17223645 /GEN=Gtf2i /FEA=FLmRNA /CNT=21 /TID=Mm.22593.3 /TIER=FL /STK=1 /UG=Mm.22593 /LL=14886 /DEF=Mus m
MOE430_2_1425632_a_ 79.6 94 P P 0.00293 0.005859 -0.2 NC 0.77 gb:BC019216.1 /DB_XREF=gi:17512535 /FEA=FLmRNA /CNT=12 /TID=Mm.45131.1 /TIER=FL /STK=1 /UG=Mm.45131 /DEF=Mus musculus, Similar to hypo
MOE430_2_1425678_a_ 141.9 131.6 P P 0.000244 0.000244 -0.2 NC 0.53 gb:BC020189.1 /DB_XREF=gi:18043575 /FEA=FLmRNA /CNT=8 /TID=Mm.200461.2 /TIER=FL /STK=1 /UG=Mm.200461 /LL=20623 /UG_GENE=Snrk /DEF
MOE430_2_1425711_a_ 1422.5 1238.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:M94335.1 /DB_XREF=gi:200641 /GEN=rac /FEA=FLmRNA /CNT=8 /TID=Mm.6645.2 /TIER=FL /STK=1 /UG=Mm.6645 /LL=11651 /DEF=Mus musculus p
MOE430_2_1425716_s_ 39.4 33.3 P A 0.03 0.12 -0.2 NC 0.9 gb:AF402617.1 /DB_XREF=gi:15553444 /GEN=Bak1 /FEA=FLmRNA /CNT=8 /TID=Mm.210307.1 /TIER=FL /STK=1 /UG=Mm.210307 /DEF=Mus musculus N
MOE430_2_1425726_x_ 64 37.8 P P 0.005859 0.02 -0.2 NC 0.5 gb:BF136532 /DB_XREF=gi:10975572 /DB_XREF=601783871F1 /CLONE=IMAGE:4011857 /FEA=FLmRNA /CNT=11 /TID=Mm.3785.2 /TIER=ConsEnd /STK
MOE430_2_1425776_a_ 88.5 67.7 P P 0.000244 0.000244 -0.2 NC 0.78 gb:BC025632.1 /DB_XREF=gi:19343906 /FEA=FLmRNA /CNT=6 /TID=Mm.28757.2 /TIER=FL /STK=1 /UG=Mm.28757 /DEF=Mus musculus, Similar to hypot
MOE430_2_1425824_a_ 31 25.8 P M 0.03 0.05 -0.2 NC 0.5 gb:D01093.1 /DB_XREF=gi:220563 /FEA=FLmRNA /CNT=4 /TID=Mm.3251.1 /TIER=FL /STK=1 /UG=Mm.3251 /LL=18551 /UG_GENE=Pcsk4 /DEF=Mus mu
MOE430_2_1425829_a_ 2.9 2.3 A A 0.75 0.82 -0.2 NC 0.5 gb:AY029778.1 /DB_XREF=gi:15418781 /FEA=FLmRNA /CNT=4 /TID=Mm.31403.3 /TIER=FL /STK=1 /UG=Mm.31403 /LL=117167 /UG_GENE=Tiarp-pendin
MOE430_2_1425830_a_ 297.5 243.3 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC021867.1 /DB_XREF=gi:18256893 /FEA=FLmRNA /CNT=4 /TID=Mm.20693.2 /TIER=FL /STK=1 /UG=Mm.20693 /LL=67236 /UG_GENE=2810452K22R
MOE430_2_1425857_at 52.2 44 A A 0.09 0.09 -0.2 NC 0.5 gb:BC002276.1 /DB_XREF=gi:12805592 /FEA=FLmRNA /CNT=3 /TID=Mm.160365.1 /TIER=FL /STK=1 /UG=Mm.160365 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425896_a_ 1650.7 1348.8 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AF007248.1 /DB_XREF=gi:3688647 /GEN=Fbn1 /FEA=FLmRNA /CNT=2 /TID=Mm.735.2 /TIER=FL /STK=1 /UG=Mm.735 /LL=14118 /DEF=Mus musculu
MOE430_2_1425929_a_ 363.9 322.7 P P 0.000244 0.000244 -0.2 NC 0.94 gb:AF249668.1 /DB_XREF=gi:8272587 /GEN=Triad2 /FEA=FLmRNA /CNT=2 /TID=Mm.22086.2 /TIER=FL /STK=1 /UG=Mm.22086 /LL=56736 /DEF=Mus m
MOE430_2_1425966_x_ 4112.2 2870.2 P P 0.000732 0.001221 -0.2 NC 0.96 gb:D50527.1 /DB_XREF=gi:1167509 /FEA=FLmRNA /CNT=2 /TID=Mm.331.4 /TIER=FL /STK=1 /UG=Mm.331 /LL=22190 /UG_GENE=Ubc /DEF=Mouse mR
MOE430_2_1426009_a_ 143.7 170.4 P P 0.000244 0.01 -0.2 NC 0.96 gb:BC003763.1 /DB_XREF=gi:13277731 /FEA=FLmRNA /CNT=1 /TID=Mm.87521.2 /TIER=FL /STK=1 /UG=Mm.87521 /LL=18720 /UG_GENE=Pip5k1b /DEF
MOE430_2_1426035_at 14.9 7.4 A A 0.08 0.27 -0.2 NC 0.7 gb:BC026459.1 /DB_XREF=gi:20071427 /FEA=FLmRNA /CNT=1 /TID=Mm.200975.2 /TIER=FL /STK=1 /UG=Mm.200975 /LL=20366 /UG_GENE=Serf2 /DEF
MOE430_2_1426055_a_ 114.1 110.6 P P 0.03 0.03 -0.2 NC 0.5 gb:AF030178.1 /DB_XREF=gi:2623159 /GEN=GPI1 /FEA=FLmRNA /CNT=1 /TID=Mm.6354.2 /TIER=FL /STK=1 /UG=Mm.6354 /LL=14755 /DEF=Mus musc
MOE430_2_1426068_at 61 64 P P 0.02 0.01 -0.2 NC 0.51 gb:BC016100.1 /DB_XREF=gi:16359274 /FEA=FLmRNA /CNT=1 /TID=Mm.99143.1 /TIER=FL /STK=1 /UG=Mm.99143 /DEF=Mus musculus, clone MGC:276
MOE430_2_1426100_a_ 175 140.7 P P 0.000244 0.000244 -0.2 NC 0.85 gb:AF105217.1 /DB_XREF=gi:6424682 /GEN=Tk2 /FEA=FLmRNA /CNT=1 /TID=Mm.183110.2 /TIER=FL /STK=1 /UG=Mm.183110 /LL=57813 /DEF=Mus m
MOE430_2_1426129_at 46.5 38.9 P P 0.005859 0.03 -0.2 NC 0.64 gb:BC003485.1 /DB_XREF=gi:13097512 /FEA=FLmRNA /CNT=1 /TID=Mm.36585.2 /TIER=FL /STK=1 /UG=Mm.36585 /LL=107392 /UG_GENE=AW554636 /
MOE430_2_1426132_at 0.4 0.4 A A 0.98 0.99 -0.2 NC 0.69 gb:U59490.1 /DB_XREF=gi:1546920 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.20 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musculus
MOE430_2_1426187_a_ 776.3 668.2 P P 0.000244 0.000244 -0.2 NC 0.92 gb:AF465243.1 /DB_XREF=gi:18652169 /FEA=FLmRNA /CNT=1 /TID=Mm.7401.2 /TIER=FL /STK=1 /UG=Mm.7401 /LL=23897 /UG_GENE=Hax1-pending /
MOE430_2_1426189_at 15.6 12.9 A A 0.17 0.27 -0.2 NC 0.46 gb:AF357887.1 /DB_XREF=gi:19880024 /FEA=FLmRNA /CNT=1 /TID=Mm.219646.1 /TIER=FL /STK=1 /UG=Mm.219646 /DEF=Mus musculus dual specificit
MOE430_2_1426212_s_ 430.5 388.4 P P 0.000732 0.000732 -0.2 NC 0.99 gb:BC021367.1 /DB_XREF=gi:18203977 /FEA=FLmRNA /CNT=108 /TID=Mm.23488.1 /TIER=FL+Stack /STK=64 /UG=Mm.23488 /DEF=Mus musculus, Simil
MOE430_2_1426228_at 0.3 0.3 A A 0.98 0.99 -0.2 NC 0.5 gb:BI665753 /DB_XREF=gi:15579986 /DB_XREF=603287760F1 /CLONE=IMAGE:5321895 /FEA=FLmRNA /CNT=174 /TID=Mm.31530.1 /TIER=ConsEnd /ST
MOE430_2_1426239_s_ 193.7 163.1 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BC016642.1 /DB_XREF=gi:16741690 /FEA=FLmRNA /CNT=62 /TID=Mm.24369.1 /TIER=FL+Stack /STK=29 /UG=Mm.24369 /DEF=Mus musculus, Arrest
MOE430_2_1426247_at 399.2 379.2 P P 0.000732 0.000244 -0.2 NC 0.89 gb:BC004650.1 /DB_XREF=gi:13435545 /FEA=FLmRNA /CNT=151 /TID=Mm.30212.1 /TIER=FL+Stack /STK=25 /UG=Mm.30212 /DEF=Mus musculus, Simil
MOE430_2_1426254_at 380.8 297.5 P P 0.000244 0.000244 -0.2 NC 0.89 gb:AF353993.1 /DB_XREF=gi:13625464 /GEN=Bbp /FEA=FLmRNA /CNT=71 /TID=Mm.24143.1 /TIER=FL+Stack /STK=23 /UG=Mm.24143 /LL=94043 /DEF
MOE430_2_1426280_at 70 67.1 P P 0.00415 0.005859 -0.2 NC 0.94 gb:AF424701.1 /DB_XREF=gi:16518397 /FEA=FLmRNA /CNT=26 /TID=Mm.35331.1 /TIER=FL+Stack /STK=13 /UG=Mm.35331 /DEF=Mus musculus homolo
MOE430_2_1426306_a_ 3093.5 2768.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AF319976.1 /DB_XREF=gi:12659135 /FEA=FLmRNA /CNT=13 /TID=Mm.22575.2 /TIER=FL+Stack /STK=10 /UG=Mm.22575 /LL=80884 /UG_GENE=Mag
MOE430_2_1426313_at 660.9 586.2 P P 0.000732 0.000732 -0.2 NC 0.95 gb:BE984258 /DB_XREF=gi:10656305 /DB_XREF=UI-M-CG0p-bgd-c-01-0-UI.s1 /CLONE=UI-M-CG0p-bgd-c-01-0-UI /FEA=FLmRNA /CNT=156 /TID=M
MOE430_2_1426315_a_ 89.2 80.9 P P 0.000244 0.000244 -0.2 NC 0.66 gb:BC022599.1 /DB_XREF=gi:18490723 /FEA=FLmRNA /CNT=80 /TID=Mm.41523.1 /TIER=FL+Stack /STK=8 /UG=Mm.41523 /DEF=Mus musculus, clone M
MOE430_2_1426325_at 80.8 63.3 P P 0.005859 0.008057 -0.2 NC 0.5 gb:AB074017.1 /DB_XREF=gi:18181920 /GEN=kif1C /FEA=FLmRNA /CNT=38 /TID=Mm.90223.1 /TIER=FL /STK=0 /UG=Mm.90223 /DEF=Mus musculus kif
MOE430_2_1426335_at 1.9 1.9 A A 0.69 0.95 -0.2 NC 0.69 gb:AF490773.1 /DB_XREF=gi:20069140 /FEA=FLmRNA /CNT=3 /TID=Mm.40615.11 /TIER=FL /STK=0 /UG=Mm.40615 /LL=16536 /UG_GENE=Kcnq2 /DEF
MOE430_2_1426350_at 233.2 191.4 P P 0.000244 0.000244 -0.2 NC 0.53 gb:BE628819 /DB_XREF=gi:9911507 /DB_XREF=uu08e06.x1 /CLONE=IMAGE:3371362 /FEA=FLmRNA /CNT=178 /TID=Mm.206642.1 /TIER=Stack /STK=79
MOE430_2_1426382_at 522.5 447.6 P P 0.000732 0.000732 -0.2 D 0.99 gb:AJ271833.1 /DB_XREF=gi:12666518 /GEN=ppm1b2 /FEA=FLmRNA /CNT=72 /TID=Mm.849.5 /TIER=Stack /STK=40 /UG=Mm.849 /LL=19043 /DEF=Mu
MOE430_2_1426400_a_ 2907.1 2474.1 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BI159030 /DB_XREF=gi:14619031 /DB_XREF=602922969F1 /CLONE=IMAGE:5063153 /FEA=FLmRNA /CNT=173 /TID=Mm.6534.2 /TIER=Stack /STK=30
MOE430_2_1426403_at 265.5 259.8 P P 0.000244 0.000244 -0.2 NC 0.74 gb:BG228102 /DB_XREF=gi:12715606 /DB_XREF=ux47f11.x1 /CLONE=IMAGE:3513381 /FEA=FLmRNA /CNT=203 /TID=Mm.28521.1 /TIER=Stack /STK=28
MOE430_2_1426406_at 164.8 132.2 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BG069700 /DB_XREF=gi:12552269 /DB_XREF=H3079B09-3 /CLONE=H3079B09 /FEA=FLmRNA /CNT=204 /TID=Mm.27424.1 /TIER=Stack /STK=28 /U
MOE430_2_1426409_at 544 453.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BG866479 /DB_XREF=gi:14217019 /DB_XREF=602785427F1 /CLONE=IMAGE:4911366 /FEA=FLmRNA /CNT=85 /TID=Mm.28204.1 /TIER=Stack /STK=2
MOE430_2_1426427_at 177.7 139.4 P P 0.000244 0.000732 -0.2 NC 0.93 gb:BB764137 /DB_XREF=gi:16208531 /DB_XREF=BB764137 /CLONE=G370033B05 /FEA=FLmRNA /CNT=59 /TID=Mm.74226.1 /TIER=Stack /STK=22 /UG
MOE430_2_1426428_at 363.3 319.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BM210680 /DB_XREF=gi:17767616 /DB_XREF=C0668F10-3 /CLONE=C0668F10 /FEA=FLmRNA /CNT=45 /TID=Mm.10174.1 /TIER=Stack /STK=22 /UG
MOE430_2_1426465_at 355.3 314.3 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BG066219 /DB_XREF=gi:12548786 /DB_XREF=H3040D03-3 /CLONE=H3040D03 /FEA=FLmRNA /CNT=86 /TID=Mm.22094.1 /TIER=Stack /STK=13 /UG
MOE430_2_1426485_at 278.4 246.1 P P 0.000244 0.000244 -0.2 NC 0.62 gb:BC012271.1 /DB_XREF=gi:15126691 /FEA=FLmRNA /CNT=177 /TID=Mm.22397.1 /TIER=Stack /STK=9 /UG=Mm.22397 /LL=67812 /UG_GENE=1300013
MOE430_2_1426486_at 390.4 350 P P 0.000244 0.000244 -0.2 NC 0.77 gb:AI788596 /DB_XREF=gi:5336312 /DB_XREF=uk47a09.x1 /CLONE=IMAGE:1972120 /FEA=FLmRNA /CNT=177 /TID=Mm.22397.1 /TIER=Stack /STK=8 /U
MOE430_2_1426506_at 0.4 0.4 A A 0.95 0.99 -0.2 NC 0.9 gb:AI122415 /DB_XREF=gi:3522739 /DB_XREF=uc58a07.r1 /CLONE=IMAGE:1429812 /FEA=FLmRNA /CNT=33 /TID=Mm.214572.1 /TIER=ConsEnd /STK=0
MOE430_2_1426516_a_ 109.8 93.8 P P 0.001953 0.001953 -0.2 NC 0.71 gb:AK014526.1 /DB_XREF=gi:12852438 /GEN=Lpin1 /FEA=FLmRNA /CNT=89 /TID=Mm.28548.2 /TIER=Stack /STK=47 /UG=Mm.28548 /LL=14245 /UG_TI
MOE430_2_1426522_at 915.9 791.1 P P 0.000244 0.000244 -0.2 NC 0.8 gb:BG866501 /DB_XREF=gi:14217041 /DB_XREF=602785454F1 /CLONE=IMAGE:4911516 /FEA=FLmRNA /CNT=275 /TID=Mm.30147.1 /TIER=Stack /STK=
MOE430_2_1426527_at 266.3 205.1 P P 0.02 0.02 -0.2 NC 0.95 gb:AK019829.1 /DB_XREF=gi:12860184 /FEA=FLmRNA /CNT=73 /TID=Mm.30534.1 /TIER=Stack /STK=36 /UG=Mm.30534 /LL=68276 /UG_GENE=4930584
MOE430_2_1426565_at 271 230.8 P P 0.001221 0.000244 -0.2 NC 0.5 gb:BM233254 /DB_XREF=gi:17868524 /DB_XREF=K0334D02-3 /CLONE=K0334D02 /FEA=FLmRNA /CNT=60 /TID=Mm.10226.1 /TIER=Stack /STK=17 /UG
MOE430_2_1426576_at 82.5 69.5 P P 0.001221 0.00293 -0.2 NC 0.97 gb:BE629162 /DB_XREF=gi:9911850 /DB_XREF=uu32h08.y1 /CLONE=IMAGE:3373695 /FEA=FLmRNA /CNT=54 /TID=Mm.220936.1 /TIER=ConsEnd /STK=
MOE430_2_1426599_a_ 384.4 344.6 P P 0.000244 0.000244 -0.2 NC 0.81 gb:BM209618 /DB_XREF=gi:17766162 /DB_XREF=C0650E08-3 /CLONE=C0650E08 /FEA=FLmRNA /CNT=156 /TID=Mm.21002.1 /TIER=Stack /STK=10 /U
MOE430_2_1426602_at 333.4 284.1 P P 0.000244 0.000244 -0.2 NC 0.97 gb:D00024.1 /DB_XREF=gi:220338 /FEA=FLmRNA /CNT=125 /TID=Mm.21868.1 /TIER=Stack /STK=10 /UG=Mm.21868 /LL=11836 /UG_GENE=Araf /DEF=
MOE430_2_1426608_at 8.5 9.5 A A 0.3 0.24 -0.2 NC 0.5 gb:BG068672 /DB_XREF=gi:12551241 /DB_XREF=H3068B02-3 /CLONE=H3068B02 /FEA=FLmRNA /CNT=35 /TID=Mm.157533.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1426617_a_ 2 1 A A 0.82 0.8 -0.2 NC 0.55 gb:BB560071 /DB_XREF=gi:9646437 /DB_XREF=BB560071 /CLONE=E530005K14 /FEA=FLmRNA /CNT=28 /TID=Mm.29729.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1426618_a_ 782 630.4 P P 0.001953 0.001221 -0.2 NC 0.91 gb:AW212741 /DB_XREF=gi:6518860 /DB_XREF=uo66b09.x1 /CLONE=IMAGE:2647481 /FEA=FLmRNA /CNT=66 /TID=Mm.196045.1 /TIER=Stack /STK=9 /
MOE430_2_1426640_s_ 796.3 702.7 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BC027159.1 /DB_XREF=gi:20072087 /FEA=mRNA /CNT=375 /TID=Mm.41466.1 /TIER=Stack /STK=269 /UG=Mm.41466 /DEF=Mus musculus, clone IMA
MOE430_2_1426641_at 145.4 123 P P 0.000244 0.000244 -0.2 NC 0.7 gb:BB354684 /DB_XREF=gi:16405636 /DB_XREF=BB354684 /CLONE=C030001C13 /FEA=mRNA /CNT=375 /TID=Mm.41466.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1426691_at 279.9 239.4 P P 0.000732 0.000732 -0.2 NC 0.9 gb:AK002882.1 /DB_XREF=gi:12833192 /FEA=mRNA /CNT=149 /TID=Mm.25337.1 /TIER=Stack /STK=112 /UG=Mm.25337 /LL=74094 /UG_GENE=0610041
MOE430_2_1426692_at 95.2 106.4 P P 0.000244 0.000732 -0.2 NC 0.5 gb:AK004762.1 /DB_XREF=gi:12836184 /FEA=mRNA /CNT=162 /TID=Mm.8686.1 /TIER=Stack /STK=112 /UG=Mm.8686 /LL=74128 /UG_GENE=1200014H1
MOE430_2_1426694_at 629.7 538.2 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BM120690 /DB_XREF=gi:17088716 /DB_XREF=L0943A04-3 /CLONE=L0943A04 /FEA=mRNA /CNT=147 /TID=Mm.196583.1 /TIER=Stack /STK=110 /U
MOE430_2_1426695_at 68.5 73.1 P P 0.001221 0.000244 -0.2 NC 0.5 gb:BC007154.1 /DB_XREF=gi:13938076 /FEA=mRNA /CNT=147 /TID=Mm.196583.1 /TIER=ConsEnd /STK=5 /UG=Mm.196583 /DEF=Mus musculus, clone I
MOE430_2_1426711_at 161.6 141.2 P P 0.000244 0.000244 -0.2 NC 0.77 gb:BM114609 /DB_XREF=gi:17077627 /DB_XREF=L0807E10-3 /CLONE=L0807E10 /FEA=mRNA /CNT=114 /TID=Mm.27708.1 /TIER=Stack /STK=96 /UG=
MOE430_2_1426733_at 114.2 99.5 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AW552407 /DB_XREF=gi:7197746 /DB_XREF=L0211C03-3 /CLONE=L0211C03 /FEA=mRNA /CNT=117 /TID=Mm.39038.1 /TIER=Stack /STK=83 /UG=M
MOE430_2_1426747_at 344.3 302.1 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BM211449 /DB_XREF=gi:17768655 /DB_XREF=C0806G03-3 /CLONE=C0806G03 /FEA=mRNA /CNT=167 /TID=Mm.27135.1 /TIER=Stack /STK=77 /UG
MOE430_2_1426770_at 274.2 214.5 P P 0.000244 0.000244 -0.2 NC 0.95 gb:AJ416473.1 /DB_XREF=gi:16197739 /GEN=Pex5 /FEA=mRNA /CNT=137 /TID=Mm.22418.2 /TIER=Stack /STK=71 /UG=Mm.22418 /LL=19305 /DEF=Mu
MOE430_2_1426780_at 126.8 129.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV247381 /DB_XREF=gi:16387222 /DB_XREF=AV247381 /CLONE=4832427M01 /FEA=mRNA /CNT=120 /TID=Mm.66489.1 /TIER=Stack /STK=68 /UG=
MOE430_2_1426799_at 212.5 184.4 P P 0.000732 0.000732 -0.2 NC 0.58 gb:BM214169 /DB_XREF=gi:17772253 /DB_XREF=C0846H03-3 /CLONE=C0846H03 /FEA=mRNA /CNT=102 /TID=Mm.2018.3 /TIER=Stack /STK=63 /UG=
MOE430_2_1426802_at 358.4 268.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:BB756379 /DB_XREF=gi:16202787 /DB_XREF=BB756379 /CLONE=G270073O03 /FEA=mRNA /CNT=132 /TID=Mm.44604.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1426843_at 161 131.2 P P 0.00415 0.00293 -0.2 NC 0.59 gb:BG065569 /DB_XREF=gi:12548132 /DB_XREF=H3032G04-3 /CLONE=H3032G04 /FEA=mRNA /CNT=74 /TID=Mm.26002.1 /TIER=Stack /STK=50 /UG=M
MOE430_2_1426856_at 102.9 84.1 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AJ293845.1 /DB_XREF=gi:13397922 /FEA=mRNA /CNT=124 /TID=Mm.26772.2 /TIER=Stack /STK=48 /UG=Mm.26772 /LL=72479 /UG_GENE=2610207I1
MOE430_2_1426857_a_ 192.2 162.8 P P 0.000244 0.000244 -0.2 NC 0.83 gb:BM200015 /DB_XREF=gi:17753127 /DB_XREF=C0204E02-3 /CLONE=C0204E02 /FEA=mRNA /CNT=124 /TID=Mm.26772.2 /TIER=Stack /STK=22 /UG=
MOE430_2_1426867_at 0.9 1.2 A A 0.8 0.82 -0.2 NC 0.59 gb:BC027669.1 /DB_XREF=gi:20380538 /FEA=mRNA /CNT=59 /TID=Mm.141535.1 /TIER=Stack /STK=48 /UG=Mm.141535 /DEF=Mus musculus, clone MGC
MOE430_2_1426888_at 496 425.2 P P 0.000732 0.000732 -0.2 NC 0.88 gb:BE951487 /DB_XREF=gi:10590889 /DB_XREF=UI-M-CC0-ayb-b-03-0-UI.s1 /CLONE=UI-M-CC0-ayb-b-03-0-UI /FEA=mRNA /CNT=159 /TID=Mm.353
MOE430_2_1426894_s_ 346.1 329.1 P P 0.000732 0.000732 -0.2 NC 0.59 gb:BC023470.1 /DB_XREF=gi:19484095 /FEA=mRNA /CNT=111 /TID=Mm.4065.1 /TIER=Stack /STK=42 /UG=Mm.4065 /DEF=Mus musculus, clone IMAGE:
MOE430_2_1426901_s_ 233.1 176.6 P P 0.000244 0.000244 -0.2 NC 0.94 gb:BM115959 /DB_XREF=gi:17078977 /DB_XREF=L0828C09-3 /CLONE=L0828C09 /FEA=mRNA /CNT=50 /TID=Mm.10650.1 /TIER=Stack /STK=41 /UG=M
MOE430_2_1426903_at 846.2 700.4 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC022140.1 /DB_XREF=gi:18381081 /FEA=mRNA /CNT=81 /TID=Mm.205421.1 /TIER=Stack /STK=41 /UG=Mm.205421 /DEF=Mus musculus, clone IMA
MOE430_2_1426944_at 686.7 612.6 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BE311335 /DB_XREF=gi:9175172 /DB_XREF=601058047T1 /CLONE=IMAGE:3158218 /FEA=mRNA /CNT=101 /TID=Mm.25748.1 /TIER=Stack /STK=35 
MOE430_2_1426952_at 22.5 15.3 A A 0.09 0.08 -0.2 NC 0.51 gb:BB667215 /DB_XREF=gi:16398664 /DB_XREF=BB667215 /CLONE=6820430N10 /FEA=mRNA /CNT=76 /TID=Mm.178750.1 /TIER=Stack /STK=33 /UG=
MOE430_2_1426956_a_ 473.4 286.5 P P 0.000244 0.000244 -0.2 NC 0.73 gb:AJ414734.1 /DB_XREF=gi:16754835 /GEN=53BP1 /FEA=mRNA /CNT=76 /TID=Mm.25231.1 /TIER=Stack /STK=33 /UG=Mm.25231 /LL=27223 /DEF=M
MOE430_2_1426957_at 241.1 205.3 P P 0.00293 0.00293 -0.2 NC 0.98 gb:AJ414734.1 /DB_XREF=gi:16754835 /GEN=53BP1 /FEA=mRNA /CNT=76 /TID=Mm.25231.1 /TIER=Stack /STK=33 /UG=Mm.25231 /LL=27223 /DEF=M
MOE430_2_1426963_at 580 502.2 P P 0.000244 0.000244 -0.2 NC 0.78 gb:BI412345 /DB_XREF=gi:15173268 /DB_XREF=602991848F1 /CLONE=IMAGE:5147770 /FEA=mRNA /CNT=69 /TID=Mm.35754.1 /TIER=Stack /STK=32 /
MOE430_2_1426966_at 272 277.8 P P 0.000244 0.000244 -0.2 NC 0.54 gb:BG072066 /DB_XREF=gi:12554635 /DB_XREF=H3106D02-3 /CLONE=H3106D02 /FEA=mRNA /CNT=99 /TID=Mm.23684.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1426974_at 978.3 823.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC006844.1 /DB_XREF=gi:13905113 /FEA=mRNA /CNT=134 /TID=Mm.13774.1 /TIER=Stack /STK=30 /UG=Mm.13774 /DEF=Mus musculus, clone IMAG
MOE430_2_1426975_at 289.9 234.6 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BG067859 /DB_XREF=gi:12550428 /DB_XREF=H3059A04-3 /CLONE=H3059A04 /FEA=mRNA /CNT=134 /TID=Mm.13774.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1426981_at 38.5 24.5 P P 0.03 0.02 -0.2 NC 0.5 gb:BI157485 /DB_XREF=gi:14617486 /DB_XREF=602923505F1 /CLONE=IMAGE:5063880 /FEA=mRNA /CNT=63 /TID=Mm.32906.1 /TIER=Stack /STK=30 /
MOE430_2_1426993_at 30.4 27.3 P P 0.001221 0.000732 -0.2 NC 0.5 gb:AV369396 /DB_XREF=gi:15406767 /DB_XREF=AV369396 /CLONE=9030020I01 /FEA=mRNA /CNT=136 /TID=Mm.220954.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1427002_s_ 40.2 49.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV059397 /DB_XREF=gi:15404329 /DB_XREF=AV059397 /CLONE=1810058H18 /FEA=mRNA /CNT=55 /TID=Mm.41370.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1427004_at 26.3 25.3 P P 0.005859 0.01 -0.2 NC 0.3 gb:BB311718 /DB_XREF=gi:16402730 /DB_XREF=BB311718 /CLONE=B230327J22 /FEA=mRNA /CNT=37 /TID=Mm.23290.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1427012_at 35.2 23.7 P P 0.01 0.02 -0.2 NC 0.5 gb:AJ294535.1 /DB_XREF=gi:15528442 /GEN=Lancl1 /FEA=mRNA /CNT=68 /TID=Mm.20522.1 /TIER=ConsEnd /STK=3 /UG=Mm.20522 /LL=14768 /DEF=
MOE430_2_1427039_at 233.6 256.3 P P 0.000244 0.000732 -0.2 D 0.99 gb:AF057285.1 /DB_XREF=gi:3063646 /FEA=mRNA /CNT=77 /TID=Mm.3091.1 /TIER=Stack /STK=22 /UG=Mm.3091 /LL=13854 /UG_GENE=Epn1 /DEF=M
MOE430_2_1427049_s_ 1029.1 898.7 P P 0.000244 0.000244 -0.2 NC 0.76 gb:AW555326 /DB_XREF=gi:7200737 /DB_XREF=L0252H03-3 /CLONE=L0252H03 /FEA=mRNA /CNT=61 /TID=Mm.29279.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1427050_at 160.4 135.1 P P 0.000244 0.000732 -0.2 NC 0.66 gb:BC027108.1 /DB_XREF=gi:20071983 /FEA=mRNA /CNT=44 /TID=Mm.28129.1 /TIER=Stack /STK=21 /UG=Mm.28129 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427074_at 287.8 258.4 P P 0.000244 0.000244 -0.2 NC 0.66 gb:BE981298 /DB_XREF=gi:10650259 /DB_XREF=UI-M-CG0p-bda-e-11-0-UI.s1 /CLONE=UI-M-CG0p-bda-e-11-0-UI /FEA=mRNA /CNT=252 /TID=Mm.2
MOE430_2_1427093_at 64.8 96.9 P P 0.001221 0.005859 -0.2 NC 0.5 gb:BC026404.1 /DB_XREF=gi:20071371 /FEA=mRNA /CNT=36 /TID=Mm.41391.1 /TIER=Stack /STK=18 /UG=Mm.41391 /LL=69020 /UG_GENE=1500031N2
MOE430_2_1427095_at 9.8 7.3 A A 0.43 0.36 -0.2 NC 0.5 gb:BM205949 /DB_XREF=gi:17761239 /DB_XREF=C0291B04-3 /CLONE=C0291B04 /FEA=mRNA /CNT=53 /TID=Mm.27519.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1427106_at 81.7 67.4 P P 0.001221 0.001953 -0.2 NC 0.83 gb:BB477196 /DB_XREF=gi:15412108 /DB_XREF=BB477196 /CLONE=D330023H22 /FEA=mRNA /CNT=26 /TID=Mm.23423.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1427109_at 1057.6 935.4 P P 0.000732 0.000732 -0.2 NC 0.9 gb:BB325206 /DB_XREF=gi:16403550 /DB_XREF=BB325206 /CLONE=B430114N17 /FEA=mRNA /CNT=85 /TID=Mm.29442.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1427112_at 123.8 112.1 P P 0.001221 0.00415 -0.2 NC 0.99 gb:AV127581 /DB_XREF=gi:16382557 /DB_XREF=AV127581 /CLONE=2700049H19 /FEA=mRNA /CNT=37 /TID=Mm.41497.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1427116_at 164.8 142.6 P P 0.000244 0.001953 -0.2 NC 0.74 gb:C87155 /DB_XREF=gi:2919112 /DB_XREF=C87155 /CLONE=J0240F09 /FEA=mRNA /CNT=35 /TID=Mm.11346.1 /TIER=Stack /STK=16 /UG=Mm.11346
MOE430_2_1427128_at 246.4 207.8 P P 0.001221 0.000732 -0.2 NC 0.7 gb:BM195862 /DB_XREF=gi:17747496 /DB_XREF=C0318B09-3 /CLONE=C0318B09 /FEA=mRNA /CNT=35 /TID=Mm.86323.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1427139_at 237.6 199.5 P P 0.000244 0.000732 -0.2 NC 0.91 gb:BG064835 /DB_XREF=gi:12547398 /DB_XREF=H3024D05-3 /CLONE=H3024D05 /FEA=mRNA /CNT=37 /TID=Mm.29304.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1427143_at 467.1 438.3 P P 0.000244 0.000244 -0.2 NC 0.54 gb:BC019446.1 /DB_XREF=gi:18044058 /FEA=mRNA /CNT=131 /TID=Mm.28995.1 /TIER=Stack /STK=11 /UG=Mm.28995 /LL=75605 /UG_GENE=2010009J
MOE430_2_1427146_at 47.8 42.8 P A 0.02 0.12 -0.2 NC 0.59 gb:BB356222 /DB_XREF=gi:16405738 /DB_XREF=BB356222 /CLONE=C030012O03 /FEA=mRNA /CNT=25 /TID=Mm.74677.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1427210_at 27.4 19 P A 0.04 0.23 -0.2 NC 0.65 gb:AJ309544.1 /DB_XREF=gi:15706267 /GEN=TIP5 /FEA=mRNA /CNT=56 /TID=Mm.200834.1 /TIER=ConsEnd /STK=0 /UG=Mm.200834 /LL=116848 /DEF
MOE430_2_1427234_at 218.4 210.9 P P 0.000244 0.000732 -0.2 NC 0.97 gb:BC024687.1 /DB_XREF=gi:19354361 /FEA=mRNA /CNT=65 /TID=Mm.130722.1 /TIER=Stack /STK=48 /UG=Mm.130722 /DEF=Mus musculus, similar to 
MOE430_2_1427329_a_ 4.7 0.9 A A 0.33 0.53 -0.2 NC 0.12 gb:AI326478 /DB_XREF=gi:4060907 /DB_XREF=mn86h06.x1 /CLONE=IMAGE:551003 /FEA=mRNA /CNT=194 /TID=Mm.28362.2 /TIER=Stack /STK=8 /UG=
MOE430_2_1427333_s_ 110.2 99.5 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BF226494 /DB_XREF=gi:11134251 /DB_XREF=uz51g06.x1 /CLONE=IMAGE:3672634 /FEA=mRNA /CNT=51 /TID=Mm.29397.1 /TIER=Stack /STK=8 /UG
MOE430_2_1427379_at 8.1 5.5 A A 0.19 0.6 -0.2 NC 0.5 gb:BC020092.1 /DB_XREF=gi:18043272 /FEA=mRNA /CNT=11 /TID=Mm.35495.1 /TIER=ConsEnd /STK=3 /UG=Mm.35495 /DEF=Mus musculus, clone IMAG
MOE430_2_1427411_s_ 104.6 92 P P 0.000244 0.000732 -0.2 NC 0.5 gb:BB812902 /DB_XREF=gi:16985531 /DB_XREF=BB812902 /CLONE=G730016M10 /FEA=mRNA /CNT=21 /TID=Mm.25679.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427415_at 0.5 0.6 A A 0.8 0.95 -0.2 NC 0.78 gb:BC026503.1 /DB_XREF=gi:20071487 /FEA=mRNA /CNT=14 /TID=Mm.26393.1 /TIER=ConsEnd /STK=1 /UG=Mm.26393 /LL=78803 /UG_GENE=4930533
MOE430_2_1427442_a_ 6116.8 5123.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC005490.1 /DB_XREF=gi:13529547 /FEA=mRNA /CNT=30 /TID=Mm.15571.3 /TIER=ConsEnd /STK=0 /UG=Mm.15571 /LL=11820 /UG_GENE=App /DE
MOE430_2_1427444_at 15.1 24.1 P A 0.04 0.08 -0.2 NC 0.5 gb:BF236176 /DB_XREF=gi:11149736 /DB_XREF=602025902F1 /CLONE=IMAGE:4160976 /FEA=mRNA /CNT=28 /TID=Mm.103356.1 /TIER=ConsEnd /STK=
MOE430_2_1427475_a_ 273.3 234.4 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BC002020.1 /DB_XREF=gi:13937615 /FEA=mRNA /CNT=24 /TID=Mm.6384.2 /TIER=ConsEnd /STK=0 /UG=Mm.6384 /LL=18175 /UG_GENE=Nrap /UG_T
MOE430_2_1427523_at 19.6 12.3 A A 0.11 0.12 -0.2 NC 0.5 gb:AI509029 /DB_XREF=gi:4407934 /DB_XREF=vb59e12.y1 /CLONE=IMAGE:761326 /FEA=mRNA /CNT=9 /TID=Mm.15630.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427526_at 10.7 10.9 P P 0.000244 0.03 -0.2 NC 0.96 gb:AB041650.1 /DB_XREF=gi:7670501 /FEA=mRNA /CNT=8 /TID=Mm.160193.1 /TIER=ConsEnd /STK=0 /UG=Mm.160193 /UG_TITLE=Mus musculus, Simil
MOE430_2_1427562_a_ 68.2 83.7 P P 0.00293 0.02 -0.2 NC 0.91 gb:X52685.1 /DB_XREF=gi:49938 /GEN=alpha-PKC /FEA=mRNA /CNT=5 /TID=Mm.1266.2 /TIER=ConsEnd /STK=0 /UG=Mm.1266 /LL=18750 /DEF=M.mus
MOE430_2_1427564_at 13.8 8.8 P P 0.03 0.008057 -0.2 NC 0.74 gb:Y15910.1 /DB_XREF=gi:3171941 /GEN=diaphanous /FEA=mRNA /CNT=5 /TID=Mm.10763.1 /TIER=ConsEnd /STK=0 /UG=Mm.10763 /LL=54004 /DEF=M
MOE430_2_1427608_a_ 1.1 0.5 A A 0.85 0.98 -0.2 NC 0.53 gb:X03802.1 /DB_XREF=gi:54701 /FEA=mRNA /CNT=3 /TID=Mm.14145.2 /TIER=ConsEnd /STK=0 /UG=Mm.14145 /DEF=M.musculus mRNA for Tcell recep
MOE430_2_1427627_at 10 10.1 A A 0.17 0.46 -0.2 NC 0.46 gb:BC019455.1 /DB_XREF=gi:18043500 /FEA=mRNA /CNT=5 /TID=Mm.177646.1 /TIER=ConsEnd /STK=0 /UG=Mm.177646 /LL=75477 /UG_GENE=Pfn3 /D



MOE430_2_1427662_at 6.9 8.6 A A 0.3 0.5 -0.2 NC 0.76 gb:BC025933.1 /DB_XREF=gi:19683973 /FEA=mRNA /CNT=2 /TID=Mm.218881.1 /TIER=ConsEnd /STK=0 /UG=Mm.218881 /DEF=Mus musculus, clone IMA
MOE430_2_1427665_a_ 29.4 35.7 P P 0.008057 0.000244 -0.2 NC 0.21 gb:AF358459.1 /DB_XREF=gi:13384252 /FEA=mRNA /CNT=2 /TID=Mm.5104.2 /TIER=ConsEnd /STK=0 /UG=Mm.5104 /LL=18029 /UG_GENE=Nfic /DEF=M
MOE430_2_1427670_a_ 535.3 487.8 P P 0.000244 0.000244 -0.2 NC 0.58 gb:M97636.1 /DB_XREF=gi:194043 /FEA=mRNA /CNT=1 /TID=Mm.36894.2 /TIER=ConsEnd /STK=0 /UG=Mm.36894 /LL=21406 /UG_GENE=Tcf12 /UG_TIT
MOE430_2_1427691_a_ 139.6 130.8 P P 0.00293 0.00293 -0.2 NC 0.5 gb:Y09864.1 /DB_XREF=gi:2467245 /GEN=IFNaR2b /FEA=mRNA /CNT=1 /TID=Mm.6834.3 /TIER=ConsEnd /STK=0 /UG=Mm.6834 /LL=15976 /DEF=M.mus
MOE430_2_1427705_a_ 389.6 306.1 P P 0.000244 0.000244 -0.2 NC 0.75 gb:L28118.1 /DB_XREF=gi:468361 /FEA=mRNA /CNT=1 /TID=Mm.3420.3 /TIER=ConsEnd /STK=0 /UG=Mm.3420 /LL=18033 /UG_GENE=Nfkb1 /UG_TITLE
MOE430_2_1427723_at 39.3 27 A A 0.08 0.19 -0.2 NC 0.79 gb:AF092734.1 /DB_XREF=gi:4160596 /FEA=mRNA /CNT=1 /TID=Mm.57170.1 /TIER=ConsEnd /STK=0 /UG=Mm.57170 /LL=14561 /UG_GENE=Gdf11 /DE
MOE430_2_1427732_s_ 23.3 24.1 P P 0.01 0.02 -0.2 NC 0.5 gb:BC026477.1 /DB_XREF=gi:20071451 /FEA=mRNA /CNT=1 /TID=Mm.101876.2 /TIER=ConsEnd /STK=0 /UG=Mm.101876 /LL=76887 /UG_GENE=643051
MOE430_2_1427782_a_ 22.5 17.9 A A 0.33 0.27 -0.2 NC 0.18 gb:AF369656.1 /DB_XREF=gi:17834105 /GEN=Crhr1 /FEA=mRNA /CNT=1 /TID=Mm.1892.2 /TIER=ConsEnd /STK=0 /UG=Mm.1892 /LL=12921 /DEF=Mus 
MOE430_2_1427810_at 0.9 0.4 A A 0.88 0.72 -0.2 NC 0.4 gb:X14489.1 /DB_XREF=gi:54931 /FEA=mRNA /CNT=1 /TID=Mm.5879.2 /TIER=ConsEnd /STK=0 /UG=Mm.5879 /LL=22171 /UG_GENE=Tyms /DEF=M.mus
MOE430_2_1427855_at 2.7 3.8 A A 0.69 0.63 -0.2 NC 0.5 gb:M18237.1 /DB_XREF=gi:197007 /FEA=mRNA /CNT=1 /TID=Mm.104747.24 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /U
MOE430_2_1427875_a_ 7809.4 6900.5 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BG794429 /DB_XREF=gi:14129999 /DB_XREF=UTSW_SM22B8 /CLONE=UTSW_SM22B8 /FEA=mRNA /CNT=227 /TID=Mm.140568.1 /TIER=Stack /STK=
MOE430_2_1427897_s_ 557.9 483.3 P P 0.000244 0.000244 -0.2 NC 0.86 gb:AK010274.1 /DB_XREF=gi:12845592 /FEA=mRNA /CNT=152 /TID=Mm.34456.1 /TIER=Stack /STK=14 /UG=Mm.34456 /LL=71954 /UG_GENE=2400003N
MOE430_2_1427925_at 86.6 91.3 P P 0.005859 0.00293 -0.2 NC 0.6 gb:BE943517 /DB_XREF=gi:10521276 /DB_XREF=UI-M-BH1-amc-c-05-0-UI.s2 /CLONE=UI-M-BH1-amc-c-05-0-UI /FEA=mRNA /CNT=59 /TID=Mm.448
MOE430_2_1427933_at 46 39.7 A A 0.09 0.14 -0.2 NC 0.75 gb:AV335714 /DB_XREF=gi:15406430 /DB_XREF=AV335714 /CLONE=6330575L03 /FEA=mRNA /CNT=23 /TID=Mm.37879.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1427938_at 161.9 131.8 P P 0.00293 0.001953 -0.2 NC 0.5 gb:BB702602 /DB_XREF=gi:16051426 /DB_XREF=BB702602 /CLONE=7420442K05 /FEA=mRNA /CNT=74 /TID=Mm.220922.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1427943_at 260.8 258.8 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BI730288 /DB_XREF=gi:15707301 /DB_XREF=603350266F1 /CLONE=IMAGE:5357536 /FEA=mRNA /CNT=33 /TID=Mm.28407.1 /TIER=Stack /STK=14 /
MOE430_2_1427957_at 3.3 3.6 A A 0.42 0.36 -0.2 NC 0.39 gb:AI256077 /DB_XREF=gi:3863602 /DB_XREF=ui94g09.x1 /CLONE=IMAGE:1890112 /FEA=mRNA /CNT=41 /TID=Mm.25195.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1427959_at 200.3 150 P P 0.000732 0.000244 -0.2 NC 0.64 gb:BB478745 /DB_XREF=gi:16440475 /DB_XREF=BB478745 /CLONE=D330034M21 /FEA=mRNA /CNT=43 /TID=Mm.22955.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427966_at 411.1 361.4 P P 0.000244 0.000244 -0.2 NC 0.79 gb:AW551849 /DB_XREF=gi:7197272 /DB_XREF=L0204F01-3 /CLONE=L0204F01 /FEA=mRNA /CNT=29 /TID=Mm.100380.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427981_a_ 833.6 671.8 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AY033912.1 /DB_XREF=gi:20429721 /FEA=mRNA /CNT=103 /TID=Mm.41853.1 /TIER=Stack /STK=35 /UG=Mm.41853 /DEF=Mus musculus cysteine sul
MOE430_2_1428031_at 1.2 1.6 A A 0.93 0.97 -0.2 NC 0.7 gb:BE647763 /DB_XREF=gi:9973583 /DB_XREF=UI-M-BH1-ant-c-04-0-UI.r1 /CLONE=UI-M-BH1-ant-c-04-0-UI /FEA=mRNA /CNT=4 /TID=Mm.221060.
MOE430_2_1428049_a_ 441.2 367.7 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC028494.1 /DB_XREF=gi:20306967 /FEA=mRNA /CNT=2 /TID=Mm.34388.3 /TIER=ConsEnd /STK=0 /UG=Mm.34388 /LL=66911 /UG_GENE=1110001K
MOE430_2_1428050_a_ 1097 955.8 P P 0.000244 0.000244 -0.2 NC 0.53 gb:BC027637.1 /DB_XREF=gi:20380352 /FEA=mRNA /CNT=2 /TID=Mm.29528.1 /TIER=ConsEnd /STK=0 /UG=Mm.29528 /LL=68212 /UG_GENE=0610007H
MOE430_2_1428068_at 957.8 857.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AK003990.1 /DB_XREF=gi:12834981 /FEA=mRNA /CNT=310 /TID=Mm.29651.1 /TIER=Stack /STK=175 /UG=Mm.29651 /LL=68653 /UG_GENE=1110030
MOE430_2_1428072_a_ 96.6 72.7 P P 0.01 0.03 -0.2 NC 0.71 gb:AK002544.1 /DB_XREF=gi:12832602 /FEA=mRNA /CNT=178 /TID=Mm.25412.2 /TIER=Stack /STK=155 /UG=Mm.25412 /LL=57170 /UG_GENE=0610011
MOE430_2_1428075_at 3496 3581.7 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BG968046 /DB_XREF=gi:14355683 /DB_XREF=602832427F1 /CLONE=IMAGE:4986991 /FEA=mRNA /CNT=246 /TID=Mm.29065.1 /TIER=Stack /STK=15
MOE430_2_1428076_s_ 2791.7 2513.3 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BG968046 /DB_XREF=gi:14355683 /DB_XREF=602832427F1 /CLONE=IMAGE:4986991 /FEA=mRNA /CNT=246 /TID=Mm.29065.1 /TIER=Stack /STK=15
MOE430_2_1428083_at 261.3 223.4 P P 0.000244 0.000244 -0.2 NC 0.57 gb:AK018202.1 /DB_XREF=gi:12857810 /FEA=mRNA /CNT=302 /TID=Mm.183116.1 /TIER=Stack /STK=135 /UG=Mm.183116 /LL=66961 /UG_GENE=23100
MOE430_2_1428094_at 3064.1 2821.5 P P 0.000244 0.000244 -0.2 NC 0.83 gb:BB390704 /DB_XREF=gi:16408848 /DB_XREF=BB390704 /CLONE=C230070N08 /FEA=mRNA /CNT=320 /TID=Mm.486.2 /TIER=Stack /STK=119 /UG=M
MOE430_2_1428108_x_ 229.3 166.1 P P 0.00293 0.00293 -0.2 NC 0.99 gb:AK004359.1 /DB_XREF=gi:12835512 /FEA=mRNA /CNT=145 /TID=Mm.41918.1 /TIER=Stack /STK=112 /UG=Mm.41918 /LL=68875 /UG_GENE=1110063
MOE430_2_1428109_at 284.9 238.9 P P 0.000244 0.000244 -0.2 NC 0.91 gb:AK004695.1 /DB_XREF=gi:12836055 /FEA=mRNA /CNT=184 /TID=Mm.34763.1 /TIER=Stack /STK=111 /UG=Mm.34763 /LL=71732 /UG_GENE=1200011
MOE430_2_1428144_at 319.2 285.4 P P 0.000244 0.000244 -0.2 NC 0.86 gb:AK004717.1 /DB_XREF=gi:12836096 /FEA=mRNA /CNT=119 /TID=Mm.3094.1 /TIER=Stack /STK=95 /UG=Mm.3094 /LL=71735 /UG_GENE=1200011O22
MOE430_2_1428147_at 85.5 82.3 P P 0.001953 0.02 -0.2 NC 0.62 gb:AK018739.1 /DB_XREF=gi:12858606 /FEA=mRNA /CNT=171 /TID=Mm.41792.1 /TIER=Stack /STK=93 /UG=Mm.41792 /LL=78885 /UG_GENE=0610011B
MOE430_2_1428148_s_ 98.2 80.8 P P 0.000244 0.000732 -0.2 NC 0.91 gb:AK018739.1 /DB_XREF=gi:12858606 /FEA=mRNA /CNT=171 /TID=Mm.41792.1 /TIER=Stack /STK=93 /UG=Mm.41792 /LL=78885 /UG_GENE=0610011B
MOE430_2_1428154_s_ 345.8 298.7 P P 0.000244 0.000244 -0.2 NC 0.57 gb:AK007542.1 /DB_XREF=gi:12841154 /FEA=mRNA /CNT=101 /TID=Mm.31845.1 /TIER=Stack /STK=90 /UG=Mm.31845 /LL=98644 /UG_GENE=1810019D
MOE430_2_1428161_a_ 6058.9 5203.8 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BI694986 /DB_XREF=gi:15657615 /DB_XREF=603346380F1 /CLONE=IMAGE:5374314 /FEA=mRNA /CNT=257 /TID=Mm.30133.2 /TIER=Stack /STK=86 
MOE430_2_1428180_at 484.6 481.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AK013135.1 /DB_XREF=gi:12850309 /FEA=mRNA /CNT=121 /TID=Mm.141864.1 /TIER=Stack /STK=79 /UG=Mm.141864 /LL=75620 /UG_GENE=281042
MOE430_2_1428186_at 385.1 283.3 P P 0.000732 0.000244 -0.2 NC 0.63 gb:AK017384.1 /DB_XREF=gi:12856597 /FEA=mRNA /CNT=95 /TID=Mm.17796.1 /TIER=Stack /STK=77 /UG=Mm.17796 /LL=71393 /UG_GENE=5430433B0
MOE430_2_1428217_at 312 274.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV029582 /DB_XREF=gi:16356538 /DB_XREF=AV029582 /CLONE=1500005J06 /FEA=mRNA /CNT=140 /TID=Mm.28544.1 /TIER=Stack /STK=70 /UG=
MOE430_2_1428241_at 254 267.2 P P 0.005859 0.00415 -0.2 NC 0.73 gb:AK002807.1 /DB_XREF=gi:12833061 /FEA=mRNA /CNT=89 /TID=Mm.2937.1 /TIER=Stack /STK=68 /UG=Mm.2937 /LL=69596 /UG_GENE=2310035K24R
MOE430_2_1428243_at 180.3 162.1 P P 0.000732 0.000732 -0.2 NC 0.83 gb:AK006217.1 /DB_XREF=gi:12839195 /FEA=mRNA /CNT=103 /TID=Mm.27672.1 /TIER=Stack /STK=68 /UG=Mm.27672 /LL=67910 /UG_GENE=1700021K
MOE430_2_1428246_at 528.1 402.2 P P 0.000244 0.000244 -0.2 NC 0.91 gb:AK007456.1 /DB_XREF=gi:12841018 /FEA=mRNA /CNT=112 /TID=Mm.218717.1 /TIER=Stack /STK=67 /UG=Mm.218717 /LL=69091 /UG_GENE=181001
MOE430_2_1428247_at 357.7 322.9 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BI081895 /DB_XREF=gi:14500225 /DB_XREF=602877118F1 /CLONE=IMAGE:5008828 /FEA=mRNA /CNT=112 /TID=Mm.218717.1 /TIER=Stack /STK=17
MOE430_2_1428249_at 374.5 298.6 P P 0.001953 0.00415 -0.2 NC 0.94 gb:AK004486.1 /DB_XREF=gi:12835692 /FEA=mRNA /CNT=129 /TID=Mm.22521.1 /TIER=Stack /STK=67 /UG=Mm.22521 /LL=68911 /UG_GENE=1190004M
MOE430_2_1428259_at 1443.1 1340.8 P P 0.000732 0.000732 -0.2 NC 0.82 gb:AK010185.1 /DB_XREF=gi:12845446 /FEA=mRNA /CNT=137 /TID=Mm.27386.1 /TIER=Stack /STK=65 /UG=Mm.27386 /LL=69675 /UG_GENE=2310075M
MOE430_2_1428288_at 372.5 352.4 P P 0.000244 0.000244 -0.2 MD 0.99 gb:AK009928.1 /DB_XREF=gi:12845025 /FEA=mRNA /CNT=144 /TID=Mm.183017.1 /TIER=Stack /STK=60 /UG=Mm.183017 /LL=70273 /UG_GENE=231005
MOE430_2_1428302_at 476 363.7 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BG064141 /DB_XREF=gi:12546704 /DB_XREF=H3015H12-3 /CLONE=H3015H12 /FEA=mRNA /CNT=81 /TID=Mm.196479.1 /TIER=Stack /STK=57 /UG=
MOE430_2_1428333_at 100 82.9 P P 0.000244 0.000244 -0.2 NC 0.75 gb:AK013740.1 /DB_XREF=gi:12851221 /FEA=mRNA /CNT=71 /TID=Mm.27579.1 /TIER=Stack /STK=52 /UG=Mm.27579 /LL=76976 /UG_GENE=2900062L1
MOE430_2_1428334_at 193.3 154.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK004546.1 /DB_XREF=gi:12835787 /FEA=mRNA /CNT=99 /TID=Mm.46636.1 /TIER=Stack /STK=52 /UG=Mm.46636 /LL=74109 /UG_GENE=1200002H1
MOE430_2_1428352_at 50.6 41.1 P P 0.000244 0.001953 -0.2 NC 0.82 gb:AW542672 /DB_XREF=gi:7185089 /DB_XREF=C0160D05-3 /CLONE=C0160D05 /FEA=mRNA /CNT=74 /TID=Mm.24215.1 /TIER=Stack /STK=49 /UG=M
MOE430_2_1428360_x_ 4370.2 3834.9 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BI558499 /DB_XREF=gi:15445813 /DB_XREF=603240383F1 /CLONE=IMAGE:5293076 /FEA=mRNA /CNT=123 /TID=Mm.29513.2 /TIER=Stack /STK=48 
MOE430_2_1428370_at 117.7 113.7 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AK018264.1 /DB_XREF=gi:12857891 /FEA=mRNA /CNT=64 /TID=Mm.22922.1 /TIER=Stack /STK=48 /UG=Mm.22922 /LL=66236 /UG_GENE=1500011B0
MOE430_2_1428372_at 137.9 105 P P 0.00415 0.00415 -0.2 NC 0.5 gb:AK008100.1 /DB_XREF=gi:12842073 /FEA=mRNA /CNT=83 /TID=Mm.1075.1 /TIER=Stack /STK=47 /UG=Mm.1075 /LL=76954 /UG_GENE=2010004M01R
MOE430_2_1428380_at 2795.5 2258.6 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AK002276.1 /DB_XREF=gi:12832140 /FEA=mRNA /CNT=118 /TID=Mm.28144.1 /TIER=Stack /STK=46 /UG=Mm.28144 /LL=71668 /UG_GENE=0610007C
MOE430_2_1428382_at 586.9 525.9 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AK013190.1 /DB_XREF=gi:12850395 /FEA=mRNA /CNT=151 /TID=Mm.24449.1 /TIER=Stack /STK=46 /UG=Mm.24449 /LL=68094 /UG_GENE=5930405J
MOE430_2_1428384_at 575.6 527.6 P P 0.000244 0.000244 -0.2 NC 0.9 gb:AK003950.1 /DB_XREF=gi:12834919 /FEA=mRNA /CNT=62 /TID=Mm.36072.1 /TIER=Stack /STK=46 /UG=Mm.36072 /LL=68717 /UG_GENE=1110029A0
MOE430_2_1428402_at 75.8 70.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV140894 /DB_XREF=gi:16382886 /DB_XREF=AV140894 /CLONE=2810406K24 /FEA=mRNA /CNT=208 /TID=Mm.18589.1 /TIER=Stack /STK=110 /UG
MOE430_2_1428458_at 55.9 50.9 P P 0.01 0.00415 -0.2 NC 0.34 gb:BG073302 /DB_XREF=gi:12555871 /DB_XREF=H3121A07-3 /CLONE=H3121A07 /FEA=mRNA /CNT=75 /TID=Mm.18456.1 /TIER=Stack /STK=41 /UG=M
MOE430_2_1428470_at 205.5 171.2 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AK010620.1 /DB_XREF=gi:12846193 /FEA=mRNA /CNT=72 /TID=Mm.31853.1 /TIER=Stack /STK=40 /UG=Mm.31853 /LL=66482 /UG_GENE=2410030I24
MOE430_2_1428485_at 17.3 11 P A 0.02 0.14 -0.2 NC 0.66 gb:AK009873.1 /DB_XREF=gi:12844936 /FEA=mRNA /CNT=54 /TID=Mm.21397.1 /TIER=Stack /STK=39 /UG=Mm.21397 /LL=76459 /UG_GENE=2310047E0
MOE430_2_1428486_at 0.8 1.5 A A 0.82 0.82 -0.2 NC 0.56 gb:AV045649 /DB_XREF=gi:16380490 /DB_XREF=AV045649 /CLONE=1700047N01 /FEA=mRNA /CNT=41 /TID=Mm.84977.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1428493_at 151.3 144.1 P P 0.01 0.01 -0.2 NC 0.95 gb:AK012129.1 /DB_XREF=gi:12848683 /FEA=mRNA /CNT=56 /TID=Mm.23479.1 /TIER=Stack /STK=38 /UG=Mm.23479 /LL=74206 /UG_GENE=2610511M
MOE430_2_1428495_at 641.2 552.6 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BF300229 /DB_XREF=gi:11246752 /DB_XREF=602032134F1 /CLONE=IMAGE:4167105 /FEA=mRNA /CNT=53 /TID=Mm.41894.1 /TIER=Stack /STK=37 /
MOE430_2_1428513_at 230.9 205.7 P P 0.000732 0.000732 -0.2 NC 0.91 gb:AK007393.1 /DB_XREF=gi:12840915 /FEA=mRNA /CNT=102 /TID=Mm.27786.1 /TIER=Stack /STK=36 /UG=Mm.27786 /LL=67488 /UG_GENE=1810009B
MOE430_2_1428526_at 1900.8 1633.6 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AK018782.1 /DB_XREF=gi:12858675 /FEA=mRNA /CNT=90 /TID=Mm.45683.1 /TIER=Stack /STK=34 /UG=Mm.45683 /LL=78304 /UG_GENE=1500034E0
MOE430_2_1428536_at 9.7 11 A A 0.14 0.06 -0.2 NC 0.21 gb:AK015001.1 /DB_XREF=gi:12853164 /FEA=mRNA /CNT=44 /TID=Mm.44644.1 /TIER=Stack /STK=34 /UG=Mm.44644 /LL=66733 /UG_GENE=4921535I0
MOE430_2_1428543_at 55.6 58.6 P P 0.000732 0.000244 -0.2 NC 0.36 gb:BG064988 /DB_XREF=gi:12547551 /DB_XREF=H3026B04-3 /CLONE=H3026B04 /FEA=mRNA /CNT=96 /TID=Mm.27743.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1428562_at 270.5 213.8 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AK008813.1 /DB_XREF=gi:12843233 /FEA=mRNA /CNT=62 /TID=Mm.41393.1 /TIER=Stack /STK=32 /UG=Mm.41393 /LL=67098 /UG_GENE=2210403K0
MOE430_2_1428576_at 154.3 152.4 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AK009856.1 /DB_XREF=gi:12844910 /FEA=mRNA /CNT=82 /TID=Mm.84648.1 /TIER=Stack /STK=31 /UG=Mm.84648 /LL=77039 /UG_GENE=2310046M2
MOE430_2_1428597_at 159.6 145.9 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV332241 /DB_XREF=gi:16396213 /DB_XREF=AV332241 /CLONE=6330532B21 /FEA=mRNA /CNT=97 /TID=Mm.27438.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1428598_at 417.5 363.1 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AK011356.1 /DB_XREF=gi:12847424 /FEA=mRNA /CNT=70 /TID=Mm.41533.1 /TIER=Stack /STK=30 /UG=Mm.41533 /LL=67046 /UG_GENE=2610009C0
MOE430_2_1428612_at 120.9 111.7 P P 0.000732 0.001221 -0.2 NC 0.79 gb:AW549826 /DB_XREF=gi:7195253 /DB_XREF=L0055G10-3 /CLONE=L0055G10 /FEA=mRNA /CNT=229 /TID=Mm.34548.1 /TIER=Stack /STK=61 /UG=M
MOE430_2_1428618_at 253.6 200.8 P P 0.000244 0.000732 -0.2 NC 0.96 gb:AK018461.1 /DB_XREF=gi:12858173 /FEA=mRNA /CNT=94 /TID=Mm.127405.1 /TIER=ConsEnd /STK=5 /UG=Mm.127405 /LL=67933 /UG_GENE=17001
MOE430_2_1428642_at 3.5 0.7 A A 0.5 0.72 -0.2 NC 0.5 gb:AK018094.1 /DB_XREF=gi:12857652 /FEA=mRNA /CNT=31 /TID=Mm.74324.1 /TIER=Stack /STK=28 /UG=Mm.74324 /LL=76157 /UG_GENE=6230421J1
MOE430_2_1428667_at 1192.7 1053.7 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AW986246 /DB_XREF=gi:8180841 /DB_XREF=uf75f12.x1 /CLONE=IMAGE:1527983 /FEA=mRNA /CNT=108 /TID=Mm.21108.1 /TIER=Stack /STK=26 /U
MOE430_2_1428673_at 298.1 297.9 P P 0.00415 0.00415 -0.2 NC 0.73 gb:AK019497.1 /DB_XREF=gi:12859743 /FEA=mRNA /CNT=94 /TID=Mm.33799.1 /TIER=Stack /STK=26 /UG=Mm.33799 /LL=68188 /UG_GENE=4632415H1
MOE430_2_1428707_at 2601.9 2258.3 P P 0.000244 0.000244 -0.2 NC 0.64 gb:AK011360.1 /DB_XREF=gi:12847432 /FEA=mRNA /CNT=64 /TID=Mm.142187.1 /TIER=Stack /STK=24 /UG=Mm.142187 /LL=69202 /UG_GENE=2610009
MOE430_2_1428708_x_ 3116.4 2754.5 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AK011360.1 /DB_XREF=gi:12847432 /FEA=mRNA /CNT=64 /TID=Mm.142187.1 /TIER=Stack /STK=24 /UG=Mm.142187 /LL=69202 /UG_GENE=2610009
MOE430_2_1428731_at 78.4 78.9 P P 0.008057 0.03 -0.2 NC 0.99 gb:AK019588.1 /DB_XREF=gi:12859877 /FEA=mRNA /CNT=41 /TID=Mm.28779.1 /TIER=Stack /STK=24 /UG=Mm.28779 /LL=78787 /UG_GENE=4930429G1
MOE430_2_1428753_a_ 513.8 430.7 P P 0.001953 0.00293 -0.2 NC 0.9 gb:AK019346.1 /DB_XREF=gi:12859501 /GEN=Dgcr6 /FEA=mRNA /CNT=45 /TID=Mm.27155.2 /TIER=Stack /STK=23 /UG=Mm.27155 /LL=13353 /UG_TITL
MOE430_2_1428758_at 315 251.3 P P 0.000244 0.000244 -0.2 NC 0.85 gb:AK007864.1 /DB_XREF=gi:12841693 /FEA=mRNA /CNT=72 /TID=Mm.27338.1 /TIER=Stack /STK=22 /UG=Mm.27338 /LL=67893 /UG_GENE=1810054O1
MOE430_2_1428764_at 29.9 18.1 A P 0.06 0.01 -0.2 NC 0.5 gb:AK018121.1 /DB_XREF=gi:12857693 /FEA=mRNA /CNT=133 /TID=Mm.41602.1 /TIER=Stack /STK=22 /UG=Mm.41602 /LL=67301 /UG_GENE=3110050O
MOE430_2_1428773_s_ 125.6 85.7 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AK018370.1 /DB_XREF=gi:12858040 /FEA=mRNA /CNT=37 /TID=Mm.41160.1 /TIER=Stack /STK=22 /UG=Mm.41160 /LL=71458 /UG_GENE=8430401K0
MOE430_2_1428785_at 1061.2 933.2 P P 0.000244 0.000244 -0.2 NC 0.76 gb:BG917015 /DB_XREF=gi:14297491 /DB_XREF=602816317F1 /CLONE=IMAGE:4945420 /FEA=mRNA /CNT=74 /TID=Mm.28180.1 /TIER=Stack /STK=21 
MOE430_2_1428787_at 1.7 1.4 A A 0.88 0.93 -0.2 NC 0.63 gb:BM238906 /DB_XREF=gi:17874176 /DB_XREF=K0525E03-3 /CLONE=K0525E03 /FEA=mRNA /CNT=76 /TID=Mm.30805.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1428840_s_ 141.4 141.1 P P 0.008057 0.01 -0.2 NC 0.5 gb:AK005105.1 /DB_XREF=gi:12836805 /FEA=mRNA /CNT=35 /TID=Mm.41672.1 /TIER=Stack /STK=20 /UG=Mm.41672 /LL=68980 /UG_GENE=1500002B0
MOE430_2_1428859_at 239.9 183.4 P P 0.000244 0.000244 -0.2 NC 0.75 gb:AK010469.1 /DB_XREF=gi:12845937 /FEA=mRNA /CNT=49 /TID=Mm.44197.1 /TIER=Stack /STK=19 /UG=Mm.44197 /LL=69733 /UG_GENE=2410012F0
MOE430_2_1428871_at 408.3 340.1 P P 0.000244 0.000244 -0.2 NC 0.84 gb:BG076210 /DB_XREF=gi:12558779 /DB_XREF=H3156H08-3 /CLONE=H3156H08 /FEA=mRNA /CNT=191 /TID=Mm.30252.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1428872_at 251.6 233.7 P P 0.000244 0.000244 -0.2 NC 0.53 gb:AK014463.1 /DB_XREF=gi:12852332 /FEA=mRNA /CNT=191 /TID=Mm.30252.1 /TIER=Stack /STK=62 /UG=Mm.30252 /LL=74026 /UG_GENE=4121402D
MOE430_2_1428874_at 944.8 804.6 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BF535957 /DB_XREF=gi:11623325 /DB_XREF=602051578F1 /CLONE=IMAGE:4190754 /FEA=mRNA /CNT=52 /TID=Mm.279.1 /TIER=Stack /STK=18 /U
MOE430_2_1428882_at 139.5 122.7 P P 0.00415 0.001221 -0.2 NC 0.5 gb:AK010881.1 /DB_XREF=gi:12846630 /FEA=mRNA /CNT=61 /TID=Mm.140548.1 /TIER=Stack /STK=18 /UG=Mm.140548 /LL=76581 /UG_GENE=2510001
MOE430_2_1428898_at 188.1 177.9 P P 0.00293 0.01 -0.2 NC 0.65 gb:AK013387.1 /DB_XREF=gi:12850712 /FEA=mRNA /CNT=36 /TID=Mm.38037.1 /TIER=Stack /STK=18 /UG=Mm.38037 /LL=72825 /UG_GENE=2810468K1
MOE430_2_1428913_at 405.1 335.2 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AK004089.1 /DB_XREF=gi:12835132 /FEA=mRNA /CNT=42 /TID=Mm.29458.1 /TIER=Stack /STK=17 /UG=Mm.29458 /LL=68746 /UG_GENE=1110034G1
MOE430_2_1428926_at 183.8 177.1 P P 0.001221 0.000732 -0.2 NC 0.88 gb:AK003388.1 /DB_XREF=gi:12834026 /FEA=mRNA /CNT=32 /TID=Mm.41330.1 /TIER=Stack /STK=17 /UG=Mm.41330 /LL=76291 /UG_GENE=1110003O0
MOE430_2_1428957_at 58.6 59.6 P P 0.008057 0.01 -0.2 NC 0.5 gb:BI133227 /DB_XREF=gi:14583475 /DB_XREF=UI-M-BH3-bsa-g-05-0-UI.s1 /CLONE=UI-M-BH3-bsa-g-05-0-UI /FEA=mRNA /CNT=45 /TID=Mm.49942
MOE430_2_1428979_at 102.9 73.8 P P 0.00415 0.00415 -0.2 NC 0.5 gb:AV316320 /DB_XREF=gi:15406078 /DB_XREF=AV316320 /CLONE=5830435K05 /FEA=mRNA /CNT=23 /TID=Mm.24388.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1429001_at 265.1 194.8 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AK009757.1 /DB_XREF=gi:12844745 /FEA=mRNA /CNT=40 /TID=Mm.45163.1 /TIER=Stack /STK=14 /UG=Mm.45163 /LL=69656 /UG_GENE=2310042L1
MOE430_2_1429002_at 940.8 812.4 P P 0.000244 0.000244 -0.2 NC 0.58 gb:AK009218.1 /DB_XREF=gi:12843872 /FEA=mRNA /CNT=61 /TID=Mm.27094.1 /TIER=Stack /STK=14 /UG=Mm.27094 /LL=66354 /UG_GENE=2310008B0
MOE430_2_1429003_at 346 282.8 P P 0.000244 0.000244 -0.2 NC 0.72 gb:C79000 /DB_XREF=gi:2519330 /DB_XREF=C79000 /CLONE=J0058H02 /FEA=mRNA /CNT=61 /TID=Mm.27094.1 /TIER=Stack /STK=12 /UG=Mm.27094
MOE430_2_1429039_s_ 672 597.5 P P 0.000732 0.001221 -0.2 NC 0.98 gb:BI904336 /DB_XREF=gi:16166600 /DB_XREF=603167126F1 /CLONE=IMAGE:5254998 /FEA=mRNA /CNT=93 /TID=Mm.29901.1 /TIER=ConsEnd /STK=0
MOE430_2_1429064_at 313.8 259.3 P P 0.000244 0.000244 -0.2 D 0.99 gb:AK013596.1 /DB_XREF=gi:12851018 /FEA=mRNA /CNT=24 /TID=Mm.45569.1 /TIER=Stack /STK=13 /UG=Mm.45569 /LL=72929 /UG_GENE=2900024P2
MOE430_2_1429124_s_ 409.9 377.7 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BQ178367 /DB_XREF=gi:20353859 /DB_XREF=UI-M-ER0-bwq-n-02-0-UI.r1 /CLONE=IMAGE:5700673 /FEA=mRNA /CNT=38 /TID=Mm.1116.1 /TIER=S
MOE430_2_1429148_at 280.8 236.1 P P 0.000244 0.000244 -0.2 NC 0.86 gb:AK003826.1 /DB_XREF=gi:12834729 /FEA=mRNA /CNT=56 /TID=Mm.34042.1 /TIER=Stack /STK=10 /UG=Mm.34042 /LL=68530 /UG_GENE=1110019L2
MOE430_2_1429173_at 163.1 159.5 P P 0.001953 0.00293 -0.2 NC 0.5 gb:AK009174.1 /DB_XREF=gi:12843806 /FEA=mRNA /CNT=23 /TID=Mm.20169.1 /TIER=Stack /STK=10 /UG=Mm.20169 /LL=69537 /UG_GENE=2310005K0
MOE430_2_1429189_at 1715.8 1469.6 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AK003524.1 /DB_XREF=gi:12834241 /FEA=mRNA /CNT=50 /TID=Mm.31525.1 /TIER=Stack /STK=9 /UG=Mm.31525 /LL=71784 /UG_GENE=1110007C02
MOE430_2_1429190_at 90.6 92.2 P P 0.00293 0.001953 -0.2 NC 0.59 gb:BI440651 /DB_XREF=gi:15265341 /DB_XREF=ic80g03.x1 /CLONE=IMAGE:5659973 /FEA=mRNA /CNT=50 /TID=Mm.31525.1 /TIER=Stack /STK=23 /UG
MOE430_2_1429192_at 462.1 363.2 P P 0.000244 0.000244 -0.2 NC 0.94 gb:AV381512 /DB_XREF=gi:16398325 /DB_XREF=AV381512 /CLONE=9230116E16 /FEA=mRNA /CNT=39 /TID=Mm.28520.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1429233_at 658.2 555.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:BM120495 /DB_XREF=gi:17088521 /DB_XREF=L0940E05-3 /CLONE=L0940E05 /FEA=mRNA /CNT=230 /TID=Mm.27384.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429238_a_ 111.9 93 P P 0.03 0.04 -0.2 NC 0.82 gb:AK004916.1 /DB_XREF=gi:12836462 /FEA=mRNA /CNT=62 /TID=Mm.7050.2 /TIER=Stack /STK=8 /UG=Mm.7050 /LL=66627 /UG_GENE=5730405M13R
MOE430_2_1429246_a_ 1605.7 1371.2 P P 0.000244 0.000244 -0.2 NC 0.6 gb:AK013026.1 /DB_XREF=gi:12850134 /GEN=Anxa6 /FEA=mRNA /CNT=36 /TID=Mm.22619.2 /TIER=Stack /STK=8 /UG=Mm.22619 /LL=11749 /UG_TITL
MOE430_2_1429255_at 175.5 150 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK008148.1 /DB_XREF=gi:12842156 /FEA=mRNA /CNT=29 /TID=Mm.89178.1 /TIER=Stack /STK=8 /UG=Mm.89178 /LL=69871 /UG_GENE=2010011D20
MOE430_2_1429257_at 24 17.3 A A 0.12 0.06 -0.2 NC 0.42 gb:AU067739 /DB_XREF=gi:4968476 /DB_XREF=AU067739 /CLONE=MNCb-1176 /FEA=mRNA /CNT=40 /TID=Mm.139239.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429277_at 16.4 8.1 A P 0.06 0.04 -0.2 NC 0.5 gb:AV063773 /DB_XREF=gi:5183601 /DB_XREF=AV063773 /CLONE=2010008A24 /FEA=mRNA /CNT=11 /TID=Mm.37729.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429290_at 1648.1 1261.4 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BE951971 /DB_XREF=gi:10591868 /DB_XREF=UI-M-CC0-ayh-c-02-0-UI.s1 /CLONE=UI-M-CC0-ayh-c-02-0-UI /FEA=mRNA /CNT=243 /TID=Mm.384
MOE430_2_1429308_at 7 4.4 A A 0.12 0.39 -0.2 NC 0.5 gb:AK017846.1 /DB_XREF=gi:12857308 /FEA=mRNA /CNT=60 /TID=Mm.62101.1 /TIER=Stack /STK=51 /UG=Mm.62101 /LL=70673 /UG_GENE=5730557K0
MOE430_2_1429329_at 81.4 67.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK010385.1 /DB_XREF=gi:12845791 /FEA=mRNA /CNT=57 /TID=Mm.44196.1 /TIER=Stack /STK=39 /UG=Mm.44196 /LL=70383 /UG_GENE=2410004F0
MOE430_2_1429335_at 41 38 P P 0.001953 0.01 -0.2 NC 0.24 gb:AK012317.1 /DB_XREF=gi:12848981 /FEA=mRNA /CNT=56 /TID=Mm.25937.1 /TIER=Stack /STK=36 /UG=Mm.25937 /LL=75627 /UG_GENE=2700033G1
MOE430_2_1429375_at 620.8 534.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BF322051 /DB_XREF=gi:11271342 /DB_XREF=uz86c06.x1 /CLONE=IMAGE:3675946 /FEA=mRNA /CNT=40 /TID=Mm.18790.1 /TIER=Stack /STK=28 /U
MOE430_2_1429390_at 93.2 86.7 P P 0.000244 0.00293 -0.2 NC 0.98 gb:BB183525 /DB_XREF=gi:15409435 /DB_XREF=BB183525 /CLONE=A230106O21 /FEA=mRNA /CNT=206 /TID=Mm.9693.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1429392_at 250.4 229.2 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AK005099.1 /DB_XREF=gi:12836795 /FEA=mRNA /CNT=128 /TID=Mm.28891.1 /TIER=Stack /STK=25 /UG=Mm.28891 /LL=68970 /UG_GENE=1500001L
MOE430_2_1429421_at 83.3 68.6 P P 0.00293 0.00293 -0.2 NC 0.5 gb:AK011867.1 /DB_XREF=gi:12848259 /FEA=mRNA /CNT=29 /TID=Mm.86901.1 /TIER=Stack /STK=23 /UG=Mm.86901 /LL=72467 /UG_GENE=2610203E1
MOE430_2_1429447_at 160.4 132.2 P P 0.00293 0.008057 -0.2 NC 0.96 gb:AK003753.1 /DB_XREF=gi:12834614 /FEA=mRNA /CNT=31 /TID=Mm.25506.1 /TIER=Stack /STK=21 /UG=Mm.25506 /LL=68525 /UG_GENE=1110017L0
MOE430_2_1429449_at 28.9 23.7 P P 0.001953 0.00293 -0.2 NC 0.5 gb:BF319665 /DB_XREF=gi:11268446 /DB_XREF=uy62c05.x1 /CLONE=IMAGE:3664136 /FEA=mRNA /CNT=44 /TID=Mm.118995.1 /TIER=Stack /STK=21 /
MOE430_2_1429463_at 11.8 10.9 A M 0.14 0.05 -0.2 NC 0.62 gb:AI891575 /DB_XREF=gi:5597477 /DB_XREF=ul31h01.x1 /CLONE=IMAGE:2099953 /FEA=mRNA /CNT=37 /TID=Mm.48638.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1429475_at 12.6 12 M A 0.05 0.19 -0.2 NC 0.5 gb:AK013361.1 /DB_XREF=gi:12850673 /FEA=mRNA /CNT=32 /TID=Mm.133615.1 /TIER=Stack /STK=19 /UG=Mm.133615 /LL=72828 /UG_GENE=2810457
MOE430_2_1429484_at 37 38.1 P P 0.03 0.02 -0.2 NC 0.5 gb:BB752416 /DB_XREF=gi:16200857 /DB_XREF=BB752416 /CLONE=G270015C14 /FEA=mRNA /CNT=45 /TID=Mm.36793.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1429497_s_ 645.2 520.6 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BQ176329 /DB_XREF=gi:20351821 /DB_XREF=UI-M-DJ2-bwg-d-02-0-UI.s1 /CLONE=UI-M-DJ2-bwg-d-02-0-UI /FEA=mRNA /CNT=49 /TID=Mm.1979
MOE430_2_1429501_s_ 109.3 83.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK013543.1 /DB_XREF=gi:12850946 /FEA=mRNA /CNT=43 /TID=Mm.24256.1 /TIER=ConsEnd /STK=5 /UG=Mm.24256 /LL=72917 /UG_GENE=2900017
MOE430_2_1429520_a_ 126.1 112.6 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AK004287.1 /DB_XREF=gi:12835416 /FEA=mRNA /CNT=32 /TID=Mm.195617.1 /TIER=Stack /STK=16 /UG=Mm.195617 /LL=66190 /UG_GENE=1110057
MOE430_2_1429537_at 70.1 51.9 P P 0.005859 0.008057 -0.2 NC 0.5 gb:AI648242 /DB_XREF=gi:4726920 /DB_XREF=uk37b04.x1 /CLONE=IMAGE:1971151 /FEA=mRNA /CNT=93 /TID=Mm.100117.1 /TIER=Stack /STK=10 /UG
MOE430_2_1429561_at 156.9 154 P P 0.000244 0.000244 -0.2 NC 0.87 gb:AK012680.1 /DB_XREF=gi:12849589 /FEA=mRNA /CNT=57 /TID=Mm.87046.1 /TIER=Stack /STK=14 /UG=Mm.87046 /LL=66653 /UG_GENE=Brf2 /UG_T
MOE430_2_1429593_at 331.1 356.4 P P 0.001953 0.001953 -0.2 NC 0.97 gb:BE854973 /DB_XREF=gi:10313585 /DB_XREF=ux34e04.x1 /CLONE=IMAGE:3512190 /FEA=mRNA /CNT=37 /TID=Mm.218855.1 /TIER=Stack /STK=13 /
MOE430_2_1429617_at 46.6 49.1 P P 0.005859 0.005859 -0.2 NC 0.51 gb:BB829795 /DB_XREF=gi:17008038 /DB_XREF=BB829795 /CLONE=G930008L06 /FEA=mRNA /CNT=81 /TID=Mm.24282.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1429681_a_ 3196.3 3087.2 P P 0.000244 0.000244 -0.2 NC 0.87 gb:AK020708.1 /DB_XREF=gi:12861376 /FEA=mRNA /CNT=32 /TID=Mm.142511.2 /TIER=Stack /STK=10 /UG=Mm.142511 /LL=106529 /UG_GENE=AI1733
MOE430_2_1429697_at 6.6 4.8 A A 0.32 0.36 -0.2 NC 0.5 gb:AK006268.1 /DB_XREF=gi:12839273 /FEA=mRNA /CNT=12 /TID=Mm.76852.1 /TIER=Stack /STK=10 /UG=Mm.76852 /LL=75510 /UG_GENE=1700023D1
MOE430_2_1429731_at 8.3 8.2 A A 0.16 0.17 -0.2 NC 0.5 gb:AK018318.1 /DB_XREF=gi:12857967 /FEA=mRNA /CNT=20 /TID=Mm.33716.1 /TIER=Stack /STK=9 /UG=Mm.33716 /LL=76227 /UG_GENE=6530403G13
MOE430_2_1429741_at 0.2 1.1 A A 0.93 0.8 -0.2 NC 0.45 gb:BB358505 /DB_XREF=gi:9070333 /DB_XREF=BB358505 /CLONE=C030029L24 /FEA=mRNA /CNT=23 /TID=Mm.76079.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1429743_at 1.5 1.3 A A 0.69 0.92 -0.2 NC 0.5 gb:BG068031 /DB_XREF=gi:12550600 /DB_XREF=H3061A04-3 /CLONE=H3061A04 /FEA=mRNA /CNT=15 /TID=Mm.12411.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429783_at 41.8 44.2 P P 0.000244 0.000732 -0.2 NC 0.5 gb:AK009464.1 /DB_XREF=gi:12844276 /FEA=mRNA /CNT=20 /TID=Mm.24839.4 /TIER=Stack /STK=8 /UG=Mm.24839 /LL=56376 /UG_GENE=Enh-pending
MOE430_2_1429792_at 112.8 91.9 P P 0.000244 0.000732 -0.2 NC 0.88 gb:BB398793 /DB_XREF=gi:16412404 /DB_XREF=BB398793 /CLONE=C330011E08 /FEA=mRNA /CNT=13 /TID=Mm.153987.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429795_at 7.6 10.5 A A 0.19 0.33 -0.2 NC 0.5 gb:AK005608.1 /DB_XREF=gi:12838273 /FEA=mRNA /CNT=12 /TID=Mm.66794.1 /TIER=Stack /STK=8 /UG=Mm.66794 /LL=69291 /UG_GENE=1700001L05
MOE430_2_1429806_at 66.9 42.7 P P 0.000732 0.001221 -0.2 NC 0.5 gb:BF460671 /DB_XREF=gi:11529828 /DB_XREF=UI-M-CG0p-bmg-e-09-0-UI.s1 /CLONE=UI-M-CG0p-bmg-e-09-0-UI /FEA=mRNA /CNT=10 /TID=Mm.2
MOE430_2_1429840_at 0.3 0.5 A A 0.9 0.87 -0.2 NC 0.58 gb:AW491495 /DB_XREF=gi:7061776 /DB_XREF=UI-M-BH3-atp-a-02-0-UI.s1 /CLONE=UI-M-BH3-atp-a-02-0-UI /FEA=mRNA /CNT=18 /TID=Mm.87075
MOE430_2_1429955_at 22 16.6 A A 0.17 0.11 -0.2 NC 0.5 gb:BB385113 /DB_XREF=gi:16408318 /DB_XREF=BB385113 /CLONE=C230037M16 /FEA=mRNA /CNT=11 /TID=Mm.34571.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1429965_at 15.2 11.6 A A 0.11 0.1 -0.2 NC 0.5 gb:AK013739.1 /DB_XREF=gi:12851219 /FEA=mRNA /CNT=9 /TID=Mm.39707.1 /TIER=ConsEnd /STK=5 /UG=Mm.39707 /LL=72959 /UG_GENE=2900060P
MOE430_2_1429983_at 20.8 21.4 A A 0.06 0.17 -0.2 NC 0.5 gb:AK008051.1 /DB_XREF=gi:12841995 /FEA=mRNA /CNT=9 /TID=Mm.57938.1 /TIER=ConsEnd /STK=5 /UG=Mm.57938 /LL=69841 /UG_GENE=2010002M
MOE430_2_1430014_at 2.7 1.5 A A 0.72 0.93 -0.2 NC 0.5 gb:AK017319.1 /DB_XREF=gi:12856501 /FEA=mRNA /CNT=6 /TID=Mm.118845.1 /TIER=ConsEnd /STK=5 /UG=Mm.118845 /LL=71395 /UG_GENE=543041
MOE430_2_1430029_a_ 2616.4 2598.4 P P 0.000244 0.000244 -0.2 NC 0.86 gb:AK012853.1 /DB_XREF=gi:12849870 /FEA=mRNA /CNT=25 /TID=Mm.35650.2 /TIER=ConsEnd /STK=4 /UG=Mm.35650 /LL=67125 /UG_GENE=2700085A
MOE430_2_1430110_at 0.4 0.2 A A 0.96 0.98 -0.2 NC 0.5 gb:AK018698.1 /DB_XREF=gi:12858535 /FEA=mRNA /CNT=5 /TID=Mm.136985.1 /TIER=ConsEnd /STK=4 /UG=Mm.136985 /LL=76743 /UG_GENE=D23004
MOE430_2_1430126_at 9.3 10.8 A A 0.12 0.24 -0.2 NC 0.83 gb:AK009628.1 /DB_XREF=gi:12844536 /FEA=mRNA /CNT=27 /TID=Mm.28205.1 /TIER=ConsEnd /STK=3 /UG=Mm.28205 /LL=75582 /UG_GENE=2310035
MOE430_2_1430158_at 19.6 9.5 P A 0.01 0.12 -0.2 NC 0.5 gb:AV019837 /DB_XREF=gi:4796829 /DB_XREF=AV019837 /CLONE=1190012A08 /FEA=mRNA /CNT=7 /TID=Mm.45801.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430162_at 11.7 11.1 P A 0.04 0.17 -0.2 NC 0.5 gb:AK014439.1 /DB_XREF=gi:12852290 /FEA=mRNA /CNT=9 /TID=Mm.54544.1 /TIER=ConsEnd /STK=3 /UG=Mm.54544 /LL=70696 /UG_GENE=3830417A
MOE430_2_1430163_at 28.9 31.8 P P 0.001953 0.001221 -0.2 NC 0.5 gb:AK010874.1 /DB_XREF=gi:12846617 /FEA=mRNA /CNT=9 /TID=Mm.158326.1 /TIER=ConsEnd /STK=3 /UG=Mm.158326 /LL=70089 /UG_GENE=250000
MOE430_2_1430168_at 29.2 20.7 M A 0.05 0.08 -0.2 NC 0.68 gb:AK020589.1 /DB_XREF=gi:12861211 /FEA=mRNA /CNT=6 /TID=Mm.40413.1 /TIER=ConsEnd /STK=3 /UG=Mm.40413 /LL=78617 /UG_GENE=9530039B
MOE430_2_1430172_a_ 222.8 188.1 P P 0.000244 0.000244 -0.2 NC 0.78 gb:AK009445.1 /DB_XREF=gi:12844244 /FEA=mRNA /CNT=10 /TID=Mm.30504.2 /TIER=ConsEnd /STK=3 /UG=Mm.30504 /LL=70101 /UG_GENE=2310021
MOE430_2_1430176_at 0.8 1 A A 0.91 0.91 -0.2 NC 0.39 gb:AK017385.1 /DB_XREF=gi:12856599 /FEA=mRNA /CNT=8 /TID=Mm.159223.1 /TIER=ConsEnd /STK=3 /UG=Mm.159223 /LL=74492 /UG_GENE=543043
MOE430_2_1430203_at 25.7 20 P P 0.00293 0.000244 -0.2 NC 0.5 gb:BG067256 /DB_XREF=gi:12549825 /DB_XREF=H3052C10-3 /CLONE=H3052C10 /FEA=mRNA /CNT=5 /TID=Mm.7747.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430218_at 0.6 0.3 A A 0.69 0.96 -0.2 NC 0.84 gb:AK016899.1 /DB_XREF=gi:12855878 /FEA=mRNA /CNT=7 /TID=Mm.148731.1 /TIER=ConsEnd /STK=3 /UG=Mm.148731 /LL=67548 /UG_GENE=493342
MOE430_2_1430221_at 56.8 43.2 P P 0.001221 0.000732 -0.2 NC 0.5 gb:BB763680 /DB_XREF=gi:16192529 /DB_XREF=BB763680 /CLONE=G370029F20 /FEA=mRNA /CNT=7 /TID=Mm.158733.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430293_a_ 402.6 339.2 P P 0.000244 0.000244 -0.2 NC 0.66 gb:AK020979.1 /DB_XREF=gi:12861728 /FEA=mRNA /CNT=18 /TID=Mm.196137.2 /TIER=ConsEnd /STK=2 /UG=Mm.196137 /LL=71766 /UG_GENE=13000
MOE430_2_1430295_at 197.8 175.4 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BG094302 /DB_XREF=gi:12576865 /DB_XREF=uu75e02.x1 /CLONE=IMAGE:3382370 /FEA=mRNA /CNT=19 /TID=Mm.202311.2 /TIER=ConsEnd /STK=2
MOE430_2_1430298_at 13 13.8 P A 0.00415 0.14 -0.2 NC 0.91 gb:AK015166.1 /DB_XREF=gi:12853399 /FEA=mRNA /CNT=14 /TID=Mm.180032.1 /TIER=ConsEnd /STK=2 /UG=Mm.180032 /LL=76870 /UG_GENE=49304
MOE430_2_1430315_at 0.3 0.5 A A 0.46 0.72 -0.2 NC 0.78 gb:AV260173 /DB_XREF=gi:16388713 /DB_XREF=AV260173 /CLONE=4930412B11 /FEA=mRNA /CNT=10 /TID=Mm.85022.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430338_at 7.9 8.3 A A 0.24 0.36 -0.2 NC 0.5 gb:AV243710 /DB_XREF=gi:16386869 /DB_XREF=AV243710 /CLONE=4831423H10 /FEA=mRNA /CNT=14 /TID=Mm.71471.1 /TIER=ConsEnd /STK=2 /UG=



MOE430_2_1430354_x_ 139.1 130.6 P P 0.005859 0.01 -0.2 NC 0.93 gb:AK019240.1 /DB_XREF=gi:12859344 /GEN=Ntkl /FEA=mRNA /CNT=10 /TID=Mm.182396.2 /TIER=ConsEnd /STK=2 /UG=Mm.182396 /LL=78891 /UG_T
MOE430_2_1430446_at 14 12.8 A A 0.36 0.21 -0.2 NC 0.09 gb:AI462873 /DB_XREF=gi:4316903 /DB_XREF=vb53c03.x1 /CLONE=IMAGE:760708 /FEA=mRNA /CNT=5 /TID=Mm.32643.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430470_at 5.8 7.9 A A 0.19 0.24 -0.2 NC 0.5 gb:BE197771 /DB_XREF=gi:8710017 /DB_XREF=ug75d04.x1 /CLONE=IMAGE:1548199 /FEA=mRNA /CNT=4 /TID=Mm.177382.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1430478_at 9.8 5.7 A A 0.06 0.08 -0.2 NC 0.5 gb:AV166268 /DB_XREF=gi:5372705 /DB_XREF=AV166268 /CLONE=3110043A19 /FEA=mRNA /CNT=4 /TID=Mm.53877.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430550_at 0.4 0.6 A A 0.99 0.97 -0.2 NC 0.5 gb:BB151055 /DB_XREF=gi:16267913 /DB_XREF=BB151055 /CLONE=A030010N08 /FEA=mRNA /CNT=27 /TID=Mm.195937.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430560_at 66.7 72.1 P P 0.00415 0.001953 -0.2 NC 0.5 gb:BM942729 /DB_XREF=gi:19402592 /DB_XREF=UI-M-CG0p-bde-g-09-0-UI.r1 /CLONE=UI-M-CG0p-bde-g-09-0-UI /FEA=mRNA /CNT=31 /TID=Mm.75
MOE430_2_1430569_at 47.8 45.8 P P 0.000732 0.001221 -0.2 NC 0.53 gb:AK008753.1 /DB_XREF=gi:12843141 /FEA=mRNA /CNT=23 /TID=Mm.31854.1 /TIER=ConsEnd /STK=1 /UG=Mm.31854 /LL=70387 /UG_GENE=2210019
MOE430_2_1430599_at 3.1 1.3 A A 0.75 0.88 -0.2 NC 0.8 gb:BB130512 /DB_XREF=gi:16266289 /DB_XREF=BB130512 /CLONE=9630045J16 /FEA=mRNA /CNT=13 /TID=Mm.178527.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430602_at 5.1 6.7 A A 0.56 0.53 -0.2 NC 0.74 gb:AV266799 /DB_XREF=gi:6254836 /DB_XREF=AV266799 /CLONE=4930520K10 /FEA=mRNA /CNT=11 /TID=Mm.153141.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430614_at 195.9 178.4 P P 0.001953 0.001953 -0.2 NC 0.68 gb:BG962576 /DB_XREF=gi:14350213 /DB_XREF=602829958F1 /CLONE=IMAGE:4984646 /FEA=mRNA /CNT=13 /TID=Mm.171380.1 /TIER=ConsEnd /STK
MOE430_2_1430626_at 9.6 6.2 A A 0.07 0.19 -0.2 NC 0.65 gb:BE951633 /DB_XREF=gi:10591183 /DB_XREF=UI-M-CC0-ayd-a-04-0-UI.s1 /CLONE=UI-M-CC0-ayd-a-04-0-UI /FEA=mRNA /CNT=9 /TID=Mm.16905
MOE430_2_1430632_at 35.7 29.6 A A 0.39 0.5 -0.2 NC 0.69 gb:AI597257 /DB_XREF=gi:4606305 /DB_XREF=vi52h07.x1 /CLONE=IMAGE:907453 /FEA=mRNA /CNT=8 /TID=Mm.87302.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430639_at 10 10.5 A A 0.19 0.33 -0.2 NC 0.41 gb:AK019695.1 /DB_XREF=gi:12860017 /FEA=mRNA /CNT=7 /TID=Mm.160055.1 /TIER=ConsEnd /STK=1 /UG=Mm.160055 /LL=78185 /UG_GENE=493052
MOE430_2_1430672_at 13.2 11.4 A A 0.14 0.33 -0.2 NC 0.5 gb:AI553303 /DB_XREF=gi:4485666 /DB_XREF=vi31a01.y1 /CLONE=IMAGE:905352 /FEA=mRNA /CNT=6 /TID=Mm.159635.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430696_at 6.1 2.1 A A 0.66 0.82 -0.2 NC 0.5 gb:AK014775.1 /DB_XREF=gi:12852819 /GEN=Eif2ak1 /FEA=mRNA /CNT=6 /TID=Mm.160309.1 /TIER=ConsEnd /STK=1 /UG=Mm.160309 /UG_TITLE=Mus
MOE430_2_1430723_at 0.9 1 A A 0.96 0.88 -0.2 NC 0.5 gb:AK017329.1 /DB_XREF=gi:12856513 /FEA=mRNA /CNT=6 /TID=Mm.87577.1 /TIER=ConsEnd /STK=1 /UG=Mm.87577 /LL=71365 /UG_GENE=5430420P
MOE430_2_1430726_at 15.1 12.6 P A 0.04 0.17 -0.2 NC 0.5 gb:AV331288 /DB_XREF=gi:15406379 /DB_XREF=AV331288 /CLONE=6330521L19 /FEA=mRNA /CNT=6 /TID=Mm.158669.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430746_at 14.8 9.9 P P 0.01 0.03 -0.2 NC 0.5 gb:AI644298 /DB_XREF=gi:4722773 /DB_XREF=vw05h11.x1 /CLONE=IMAGE:1242981 /FEA=mRNA /CNT=5 /TID=Mm.75208.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430813_at 15.1 19 A A 0.24 0.24 -0.2 NC 0.17 gb:AK007887.1 /DB_XREF=gi:12841731 /FEA=mRNA /CNT=4 /TID=Mm.206824.1 /TIER=ConsEnd /STK=1 /UG=Mm.206824 /LL=72037 /UG_GENE=181005
MOE430_2_1430829_s_ 75.4 61.1 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AK016860.1 /DB_XREF=gi:12855821 /GEN=Fto /FEA=mRNA /CNT=4 /TID=Mm.34778.2 /TIER=ConsEnd /STK=1 /UG=Mm.34778 /LL=26383 /UG_TITLE
MOE430_2_1430842_at 9.7 11.9 P A 0.01 0.06 -0.2 NC 0.5 gb:AK005115.1 /DB_XREF=gi:12836821 /FEA=mRNA /CNT=4 /TID=Mm.159764.1 /TIER=ConsEnd /STK=1 /UG=Mm.159764 /LL=76683 /UG_GENE=150000
MOE430_2_1430850_x_ 47 32.3 A M 0.08 0.05 -0.2 NC 0.5 gb:AK007402.1 /DB_XREF=gi:12840930 /FEA=mRNA /CNT=4 /TID=Mm.31514.1 /TIER=ConsEnd /STK=1 /UG=Mm.31514 /LL=69118 /UG_GENE=1810009H
MOE430_2_1430946_at 2.8 6.9 A A 0.24 0.33 -0.2 NC 0.55 gb:AV110775 /DB_XREF=gi:5264855 /DB_XREF=AV110775 /CLONE=2600014E21 /FEA=mRNA /CNT=3 /TID=Mm.158788.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430988_at 0.4 0.2 A A 0.88 0.99 -0.2 NC 0.66 gb:AK013022.1 /DB_XREF=gi:12850128 /FEA=mRNA /CNT=61 /TID=Mm.218294.1 /TIER=ConsEnd /STK=0 /UG=Mm.218294 /LL=69227 /UG_GENE=28104
MOE430_2_1431015_at 147.1 136.2 P P 0.008057 0.01 -0.2 NC 0.5 gb:AI595513 /DB_XREF=gi:4604561 /DB_XREF=ml53d10.y1 /CLONE=IMAGE:515731 /FEA=mRNA /CNT=27 /TID=Mm.173165.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431027_at 10.2 12.4 A P 0.17 0.04 -0.2 NC 0.06 gb:AK013357.1 /DB_XREF=gi:12850667 /FEA=mRNA /CNT=19 /TID=Mm.33143.1 /TIER=ConsEnd /STK=0 /UG=Mm.33143 /LL=72822 /UG_GENE=2810455
MOE430_2_1431032_at 85.1 75.1 P P 0.001953 0.00293 -0.2 NC 0.5 gb:AA681807 /DB_XREF=gi:2663947 /DB_XREF=vu65f09.r1 /CLONE=IMAGE:1196297 /FEA=mRNA /CNT=23 /TID=Mm.17221.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431035_at 27.9 21.2 P P 0.000732 0.00293 -0.2 NC 0.5 gb:AW988556 /DB_XREF=gi:8183734 /DB_XREF=ug08h09.y1 /CLONE=IMAGE:1531073 /FEA=mRNA /CNT=18 /TID=Mm.87417.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431044_at 16.6 9.8 P A 0.01 0.12 -0.2 NC 0.82 gb:BB647938 /DB_XREF=gi:16482194 /DB_XREF=BB647938 /CLONE=C130028D08 /FEA=mRNA /CNT=21 /TID=Mm.25754.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431072_a_ 90 86.6 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BB865814 /DB_XREF=gi:17112024 /DB_XREF=BB865814 /CLONE=G431002N24 /FEA=mRNA /CNT=20 /TID=Mm.40961.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431074_a_ 32 22.9 P P 0.00293 0.000244 -0.2 NC 0.5 gb:BI654600 /DB_XREF=gi:15568836 /DB_XREF=603285507F1 /CLONE=IMAGE:5329728 /FEA=mRNA /CNT=18 /TID=Mm.38610.3 /TIER=ConsEnd /STK=0
MOE430_2_1431086_s_ 340.4 274.7 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AA389937 /DB_XREF=gi:2042887 /DB_XREF=vb41c10.r1 /CLONE=IMAGE:751506 /FEA=mRNA /CNT=11 /TID=Mm.25293.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431098_at 8.9 10.2 A A 0.09 0.08 -0.2 NC 0.5 gb:AK014540.1 /DB_XREF=gi:12852460 /FEA=mRNA /CNT=13 /TID=Mm.180710.1 /TIER=ConsEnd /STK=0 /UG=Mm.180710 /LL=74346 /UG_GENE=46314
MOE430_2_1431110_at 59.4 50 P P 0.008057 0.008057 -0.2 NC 0.5 gb:AK017369.1 /DB_XREF=gi:12856571 /FEA=mRNA /CNT=16 /TID=Mm.66317.1 /TIER=ConsEnd /STK=0 /UG=Mm.66317 /LL=74506 /UG_GENE=5430431
MOE430_2_1431119_at 10.7 10.3 A A 0.27 0.19 -0.2 NC 0.5 gb:BE644537 /DB_XREF=gi:9968846 /DB_XREF=EST00005 /CLONE=MTA05 /FEA=mRNA /CNT=12 /TID=Mm.79067.1 /TIER=ConsEnd /STK=0 /UG=Mm.79
MOE430_2_1431147_at 13.4 15.4 M A 0.05 0.08 -0.2 NC 0.5 gb:BG807740 /DB_XREF=gi:17954709 /DB_XREF=2071-48 /FEA=mRNA /CNT=10 /TID=Mm.133300.1 /TIER=ConsEnd /STK=0 /UG=Mm.133300 /LL=72772
MOE430_2_1431164_at 14.4 10.3 A A 0.09 0.14 -0.2 NC 0.5 gb:AK017818.1 /DB_XREF=gi:12857263 /FEA=mRNA /CNT=16 /TID=Mm.158423.1 /TIER=ConsEnd /STK=0 /UG=Mm.158423 /LL=70641 /UG_GENE=57305
MOE430_2_1431176_at 11.8 10 A A 0.12 0.14 -0.2 NC 0.5 gb:AK008733.1 /DB_XREF=gi:12843109 /FEA=mRNA /CNT=10 /TID=Mm.24595.1 /TIER=ConsEnd /STK=0 /UG=Mm.24595 /LL=74324 /UG_GENE=2210015
MOE430_2_1431189_a_ 27.2 22.8 P P 0.00293 0.001953 -0.2 NC 0.5 gb:BI872590 /DB_XREF=gi:16046265 /DB_XREF=603397993F1 /CLONE=IMAGE:5401822 /FEA=mRNA /CNT=7 /TID=Mm.180782.2 /TIER=ConsEnd /STK=0
MOE430_2_1431226_a_ 78.4 66.1 P P 0.000732 0.001221 -0.2 NC 0.5 gb:AK013203.1 /DB_XREF=gi:12850416 /FEA=mRNA /CNT=7 /TID=Mm.40009.2 /TIER=ConsEnd /STK=0 /UG=Mm.40009 /LL=64339 /UG_GENE=2810430J
MOE430_2_1431243_at 10.5 9.9 A A 0.08 0.33 -0.2 NC 0.5 gb:AW215254 /DB_XREF=gi:6525930 /DB_XREF=up05g05.y1 /CLONE=IMAGE:2651192 /FEA=mRNA /CNT=6 /TID=Mm.177876.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431244_s_ 20 17.2 A A 0.24 0.21 -0.2 NC 0.5 gb:AK010367.1 /DB_XREF=gi:12845759 /FEA=mRNA /CNT=6 /TID=Mm.171339.1 /TIER=ConsEnd /STK=0 /UG=Mm.171339 /LL=70102 /UG_GENE=241000
MOE430_2_1431280_at 20.2 19 P P 0.001953 0.02 -0.2 NC 0.51 gb:AK005698.1 /DB_XREF=gi:12838410 /FEA=mRNA /CNT=6 /TID=Mm.174751.1 /TIER=ConsEnd /STK=0 /UG=Mm.174751 /LL=74238 /UG_GENE=170000
MOE430_2_1431290_at 3.2 1 A A 0.69 0.5 -0.2 NC 0.13 gb:AK016367.1 /DB_XREF=gi:12855067 /FEA=mRNA /CNT=5 /TID=Mm.45823.1 /TIER=ConsEnd /STK=0 /UG=Mm.45823 /LL=67740 /UG_GENE=4930588J
MOE430_2_1431297_a_ 41.1 35.9 A P 0.08 0.03 -0.2 NC 0.42 gb:AK017076.1 /DB_XREF=gi:12856150 /FEA=mRNA /CNT=5 /TID=Mm.86664.1 /TIER=ConsEnd /STK=0 /UG=Mm.86664 /LL=71296 /UG_GENE=4933436C
MOE430_2_1431302_a_ 62.9 49.8 P P 0.000244 0.000732 -0.2 NC 0.93 gb:AK011172.1 /DB_XREF=gi:12847123 /GEN=Nudt7 /FEA=mRNA /CNT=5 /TID=Mm.27889.3 /TIER=ConsEnd /STK=0 /UG=Mm.27889 /LL=67528 /UG_TIT
MOE430_2_1431303_at 13.6 10 A A 0.36 0.43 -0.2 NC 0.6 gb:BB748611 /DB_XREF=gi:16152847 /DB_XREF=BB748611 /CLONE=G030001D15 /FEA=mRNA /CNT=5 /TID=Mm.202158.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431315_at 14.4 8.6 A P 0.09 0.00293 -0.2 NC 0.16 gb:BM570636 /DB_XREF=gi:18852613 /DB_XREF=ii04f01.y1 /CLONE=IMAGE:5940625 /FEA=mRNA /CNT=6 /TID=Mm.138804.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431339_a_ 309.9 266.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK007560.1 /DB_XREF=gi:12841181 /FEA=mRNA /CNT=4 /TID=Mm.17917.2 /TIER=ConsEnd /STK=0 /UG=Mm.17917 /LL=67140 /UG_GENE=2600015J
MOE430_2_1431353_at 4.3 3.3 A A 0.53 0.39 -0.2 NC 0.21 gb:AA276770 /DB_XREF=gi:1919413 /DB_XREF=vc42a08.r1 /CLONE=IMAGE:777206 /FEA=mRNA /CNT=4 /TID=Mm.32735.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431355_s_ 25.8 22.5 P P 0.000732 0.001953 -0.2 NC 0.48 gb:BF783360 /DB_XREF=gi:12088396 /DB_XREF=602109893F1 /CLONE=IMAGE:4238302 /FEA=mRNA /CNT=4 /TID=Mm.133084.1 /TIER=ConsEnd /STK=0
MOE430_2_1431380_at 4.2 4.4 A A 0.56 0.39 -0.2 NC 0.5 gb:BB662587 /DB_XREF=gi:16496341 /DB_XREF=BB662587 /CLONE=D930009B14 /FEA=mRNA /CNT=4 /TID=Mm.54003.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431405_a_ 33.2 35.2 P M 0.03 0.05 -0.2 NC 0.76 gb:AK013065.1 /DB_XREF=gi:12850198 /FEA=mRNA /CNT=3 /TID=Mm.45963.3 /TIER=ConsEnd /STK=0 /UG=Mm.45963 /LL=67986 /UG_GENE=4930413O
MOE430_2_1431421_x_ 201 143.3 P P 0.01 0.01 -0.2 NC 0.5 gb:BI082843 /DB_XREF=gi:14501173 /DB_XREF=602878189F1 /CLONE=IMAGE:5009591 /FEA=mRNA /CNT=3 /TID=Mm.182471.2 /TIER=ConsEnd /STK=0
MOE430_2_1431427_at 5 4.7 A A 0.06 0.43 -0.2 NC 0.5 gb:AK017349.1 /DB_XREF=gi:12856542 /FEA=mRNA /CNT=3 /TID=Mm.158675.1 /TIER=ConsEnd /STK=0 /UG=Mm.158675 /LL=71349 /UG_GENE=543042
MOE430_2_1431436_a_ 12.5 17.1 P P 0.04 0.001953 -0.2 NC 0.5 gb:AK017114.1 /DB_XREF=gi:12856209 /FEA=mRNA /CNT=3 /TID=Mm.35803.2 /TIER=ConsEnd /STK=0 /UG=Mm.35803 /LL=71206 /UG_GENE=4933439B
MOE430_2_1431460_at 0.7 1.1 A A 0.88 0.9 -0.2 NC 0.5 gb:AV266623 /DB_XREF=gi:6254660 /DB_XREF=AV266623 /CLONE=4930519D14 /FEA=mRNA /CNT=4 /TID=Mm.84519.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1431523_at 9.1 8.6 A A 0.17 0.43 -0.2 NC 0.5 gb:AV271192 /DB_XREF=gi:16389993 /DB_XREF=AV271192 /CLONE=4931406K06 /FEA=mRNA /CNT=3 /TID=Mm.84389.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431535_at 9.1 8.2 A A 0.12 0.43 -0.2 NC 0.5 gb:AK019494.1 /DB_XREF=gi:12859737 /FEA=mRNA /CNT=2 /TID=Mm.160067.1 /TIER=ConsEnd /STK=1 /UG=Mm.160067 /LL=78261 /UG_GENE=463241
MOE430_2_1431566_at 21.4 8.9 P A 0.04 0.3 -0.2 NC 0.5 gb:AW319512 /DB_XREF=gi:6749056 /DB_XREF=um96d09.x1 /CLONE=IMAGE:2352593 /FEA=mRNA /CNT=2 /TID=Mm.158729.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1431590_at 6.7 7.3 A A 0.16 0.19 -0.2 NC 0.59 gb:AK015859.1 /DB_XREF=gi:12854358 /FEA=mRNA /CNT=2 /TID=Mm.84495.1 /TIER=ConsEnd /STK=1 /UG=Mm.84495 /LL=71657 /UG_GENE=4930521C
MOE430_2_1431592_a_ 391 248.7 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AK007283.1 /DB_XREF=gi:12840732 /FEA=mRNA /CNT=2 /TID=Mm.38525.2 /TIER=ConsEnd /STK=1 /UG=Mm.38525 /LL=58194 /UG_GENE=Sh3kbp1 /
MOE430_2_1431593_a_ 1630.5 1588.1 P P 0.000244 0.000244 -0.2 NC 0.92 gb:AK003757.1 /DB_XREF=gi:12834619 /FEA=mRNA /CNT=2 /TID=Mm.28454.3 /TIER=ConsEnd /STK=1 /UG=Mm.28454 /LL=66078 /UG_GENE=0610027F
MOE430_2_1431697_at 18 20.1 P P 0.001221 0.005859 -0.2 NC 0.65 gb:AK014584.1 /DB_XREF=gi:12852528 /GEN=Synj2 /FEA=mRNA /CNT=2 /TID=Mm.30717.8 /TIER=ConsEnd /STK=0 /UG=Mm.30717 /LL=20975 /UG_TIT
MOE430_2_1431722_a_ 16.3 14.3 A M 0.14 0.05 -0.2 NC 0.35 gb:AK018563.1 /DB_XREF=gi:12858329 /FEA=mRNA /CNT=2 /TID=Mm.169672.2 /TIER=ConsEnd /STK=0 /UG=Mm.169672 /LL=71562 /UG_GENE=903062
MOE430_2_1431726_a_ 133.2 99.7 P P 0.001221 0.00293 -0.2 NC 0.84 gb:AK017460.1 /DB_XREF=gi:12856704 /FEA=mRNA /CNT=2 /TID=Mm.87738.2 /TIER=ConsEnd /STK=0 /UG=Mm.87738 /LL=71448 /UG_GENE=5530601I1
MOE430_2_1431735_at 10.1 8.5 P A 0.04 0.09 -0.2 NC 0.75 gb:AK015528.1 /DB_XREF=gi:12853908 /FEA=mRNA /CNT=2 /TID=Mm.159372.1 /TIER=ConsEnd /STK=0 /UG=Mm.159372 /LL=74933 /UG_GENE=493046
MOE430_2_1431751_a_ 10.2 5.5 A A 0.11 0.12 -0.2 NC 0.5 gb:AK012553.1 /DB_XREF=gi:12849369 /FEA=mRNA /CNT=2 /TID=Mm.45628.2 /TIER=ConsEnd /STK=0 /UG=Mm.45628 /LL=77015 /UG_GENE=2700082O
MOE430_2_1431753_x_ 157.2 144.2 P P 0.02 0.03 -0.2 NC 0.96 gb:AK012124.1 /DB_XREF=gi:12848675 /FEA=mRNA /CNT=2 /TID=Mm.20273.2 /TIER=ConsEnd /STK=0 /UG=Mm.20273 /LL=68205 /UG_GENE=2900073H
MOE430_2_1431791_a_ 27.7 16.6 P P 0.03 0.02 -0.2 NC 0.53 gb:AK014577.1 /DB_XREF=gi:12852517 /FEA=mRNA /CNT=1 /TID=Mm.3414.3 /TIER=ConsEnd /STK=0 /UG=Mm.3414 /LL=19249 /UG_GENE=Ptpn13 /UG
MOE430_2_1431817_at 2 1.1 A A 0.75 0.69 -0.2 NC 0.78 gb:AK004863.1 /DB_XREF=gi:12836366 /FEA=mRNA /CNT=1 /TID=Mm.158750.1 /TIER=ConsEnd /STK=0 /UG=Mm.158750 /LL=71749 /UG_GENE=130000
MOE430_2_1431818_at 128.8 122.4 P P 0.000244 0.000244 -0.2 NC 0.62 gb:AK005891.1 /DB_XREF=gi:12838711 /FEA=mRNA /CNT=1 /TID=Mm.24639.1 /TIER=ConsEnd /STK=0 /UG=Mm.24639 /LL=74173 /UG_GENE=1700012B
MOE430_2_1431843_a_ 46.2 37.4 P P 0.000732 0.005615 -0.2 NC 0.72 gb:AK011965.1 /DB_XREF=gi:12848412 /GEN=Nfkbie /FEA=mRNA /CNT=1 /TID=Mm.57043.2 /TIER=ConsEnd /STK=0 /UG=Mm.57043 /LL=18037 /UG_TIT
MOE430_2_1431851_at 11.2 6.1 A A 0.36 0.43 -0.2 NC 0.34 gb:AK015971.1 /DB_XREF=gi:12854524 /FEA=mRNA /CNT=1 /TID=Mm.159593.1 /TIER=ConsEnd /STK=0 /UG=Mm.159593 /LL=75829 /UG_GENE=493053
MOE430_2_1431853_at 14.3 10.6 P A 0.01 0.21 -0.2 NC 0.5 gb:AK016799.1 /DB_XREF=gi:12855729 /FEA=mRNA /CNT=1 /TID=Mm.159205.1 /TIER=ConsEnd /STK=0 /UG=Mm.159205 /LL=74452 /UG_GENE=493341
MOE430_2_1431870_at 8.4 8.2 A A 0.14 0.21 -0.2 NC 0.5 gb:AK015500.1 /DB_XREF=gi:12853868 /FEA=mRNA /CNT=1 /TID=Mm.159580.1 /TIER=ConsEnd /STK=0 /UG=Mm.159580 /LL=75804 /UG_GENE=493046
MOE430_2_1431879_at 12.8 7.6 A A 0.3 0.17 -0.2 NC 0.16 gb:AK018513.1 /DB_XREF=gi:12858250 /FEA=mRNA /CNT=1 /TID=Mm.159234.1 /TIER=ConsEnd /STK=0 /UG=Mm.159234 /LL=74545 /UG_GENE=903041
MOE430_2_1431917_at 7.9 10.6 A A 0.46 0.39 -0.2 NC 0.27 gb:AK016852.1 /DB_XREF=gi:12855807 /GEN=Pigq /FEA=mRNA /CNT=1 /TID=Mm.6354.3 /TIER=ConsEnd /STK=0 /UG=Mm.6354 /LL=14755 /UG_TITLE=
MOE430_2_1431943_at 10.7 5.7 P A 0.01 0.12 -0.2 NC 0.5 gb:AK008708.1 /DB_XREF=gi:12843068 /FEA=mRNA /CNT=1 /TID=Mm.158811.1 /TIER=ConsEnd /STK=0 /UG=Mm.158811 /LL=72365 /UG_GENE=221001
MOE430_2_1431973_at 109.7 83 P P 0.001953 0.02 -0.2 NC 0.86 gb:AK012858.1 /DB_XREF=gi:12849877 /GEN=35678 /FEA=mRNA /CNT=1 /TID=Mm.90710.3 /TIER=ConsEnd /STK=0 /UG=Mm.90710 /LL=56526 /UG_TIT
MOE430_2_1431979_at 2.8 1.8 A A 0.68 0.75 -0.2 NC 0.5 gb:AK015383.1 /DB_XREF=gi:12853702 /FEA=mRNA /CNT=1 /TID=Mm.159571.1 /TIER=ConsEnd /STK=0 /UG=Mm.159571 /LL=75789 /UG_GENE=493044
MOE430_2_1431997_at 288.6 256.7 P P 0.000732 0.001953 -0.2 NC 0.81 gb:AK013857.1 /DB_XREF=gi:12851380 /FEA=mRNA /CNT=1 /TID=Mm.160318.1 /TIER=ConsEnd /STK=0 /UG=Mm.160318 /UG_TITLE=Mus musculus 12 d
MOE430_2_1432008_at 3.3 2.8 A A 0.39 0.56 -0.2 NC 0.41 gb:AK012462.1 /DB_XREF=gi:12849222 /FEA=mRNA /CNT=1 /TID=Mm.158192.2 /TIER=ConsEnd /STK=0 /UG=Mm.158192 /LL=68255 /UG_GENE=C33001
MOE430_2_1432011_at 27.4 25.7 P P 0.00293 0.04 -0.2 NC 0.85 gb:AK013668.1 /DB_XREF=gi:12851119 /FEA=mRNA /CNT=1 /TID=Mm.177186.1 /TIER=ConsEnd /STK=0 /UG=Mm.177186 /LL=76835 /UG_GENE=290005
MOE430_2_1432052_at 33.1 25 P P 0.008057 0.00415 -0.2 NC 0.5 gb:AK002930.1 /DB_XREF=gi:12833276 /FEA=mRNA /CNT=1 /TID=Mm.196131.2 /TIER=ConsEnd /STK=0 /UG=Mm.196131 /LL=66583 /UG_GENE=261010
MOE430_2_1432075_a_ 9.1 10.7 A A 0.3 0.39 -0.2 NC 0.5 gb:AK005801.1 /DB_XREF=gi:12838561 /GEN=Tekt1 /FEA=mRNA /CNT=1 /TID=Mm.42257.2 /TIER=ConsEnd /STK=0 /UG=Mm.42257 /LL=21689 /UG_TIT
MOE430_2_1432210_at 16.7 17.3 A A 0.14 0.17 -0.2 NC 0.34 gb:AK016602.1 /DB_XREF=gi:12855430 /FEA=mRNA /CNT=1 /TID=Mm.158541.1 /TIER=ConsEnd /STK=0 /UG=Mm.158541 /LL=71038 /UG_GENE=493340
MOE430_2_1432211_a_ 101 85.1 P P 0.005859 0.008057 -0.2 NC 0.62 gb:AK018482.1 /DB_XREF=gi:12858201 /FEA=mRNA /CNT=1 /TID=Mm.28584.2 /TIER=ConsEnd /STK=0 /UG=Mm.28584 /LL=71538 /UG_GENE=9030401P
MOE430_2_1432251_at 3.2 5.3 A A 0.6 0.49 -0.2 NC 0.48 gb:AK015069.1 /DB_XREF=gi:12853269 /FEA=mRNA /CNT=1 /TID=Mm.159070.1 /TIER=ConsEnd /STK=0 /UG=Mm.159070 /LL=73814 /UG_GENE=493040
MOE430_2_1432260_at 67.6 55.1 P P 0.001953 0.005859 -0.2 NC 0.5 gb:AK016817.1 /DB_XREF=gi:12855754 /FEA=mRNA /CNT=1 /TID=Mm.218887.1 /TIER=ConsEnd /STK=0 /UG=Mm.218887 /LL=71111 /UG_GENE=493341
MOE430_2_1432358_at 1.3 0.9 A A 0.45 0.93 -0.2 NC 0.55 gb:AK003577.1 /DB_XREF=gi:12834327 /FEA=mRNA /CNT=1 /TID=Mm.159052.1 /TIER=ConsEnd /STK=0 /UG=Mm.159052 /LL=73732 /UG_GENE=111000
MOE430_2_1432376_at 0.9 2.1 A A 0.69 0.74 -0.2 NC 0.44 gb:AK014417.1 /DB_XREF=gi:12852255 /GEN=Xlr /FEA=mRNA /CNT=1 /TID=Mm.220141.1 /TIER=ConsEnd /STK=0 /UG=Mm.220141 /UG_TITLE=Mus mus
MOE430_2_1432447_a_ 267.9 220.2 P P 0.000244 0.000732 -0.2 D 0.99 gb:AK009177.1 /DB_XREF=gi:12843810 /FEA=mRNA /CNT=1 /TID=Mm.36000.2 /TIER=ConsEnd /STK=0 /UG=Mm.36000 /LL=70088 /UG_GENE=2310005N
MOE430_2_1432475_at 26.4 18.5 A A 0.3 0.27 -0.2 NC 0.5 gb:AK005972.1 /DB_XREF=gi:12838833 /FEA=mRNA /CNT=1 /TID=Mm.206825.1 /TIER=ConsEnd /STK=0 /UG=Mm.206825 /LL=72248 /UG_GENE=170001
MOE430_2_1432649_at 1.6 0.6 A A 0.85 0.97 -0.2 NC 0.94 gb:AK012244.1 /DB_XREF=gi:12848863 /FEA=mRNA /CNT=3 /TID=Mm.158846.1 /TIER=ConsEnd /STK=0 /UG=Mm.158846 /LL=72601 /UG_GENE=270001
MOE430_2_1432677_at 1.1 1 A A 0.75 0.8 -0.2 NC 0.48 gb:AK019933.1 /DB_XREF=gi:12860341 /FEA=mRNA /CNT=2 /TID=Mm.220349.1 /TIER=ConsEnd /STK=0 /UG=Mm.220349 /UG_TITLE=Mus musculus adul
MOE430_2_1432686_at 2.2 1.5 A A 0.6 0.69 -0.2 NC 0.73 gb:AV248476 /DB_XREF=gi:6235935 /DB_XREF=AV248476 /CLONE=4833406M21 /FEA=mRNA /CNT=2 /TID=Mm.159245.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432727_at 2.4 3 A A 0.82 0.9 -0.2 NC 0.5 gb:AK007029.1 /DB_XREF=gi:12840376 /FEA=mRNA /CNT=2 /TID=Mm.65469.1 /TIER=ConsEnd /STK=0 /UG=Mm.65469 /LL=73519 /UG_GENE=1700089D
MOE430_2_1432742_at 6.9 8.1 A A 0.14 0.75 -0.2 NC 0.83 gb:AK020637.1 /DB_XREF=gi:12861279 /FEA=mRNA /CNT=2 /TID=Mm.160096.1 /TIER=ConsEnd /STK=0 /UG=Mm.160096 /LL=78557 /UG_GENE=953007
MOE430_2_1432817_x_ 2 1.7 A A 0.91 0.98 -0.2 NC 0.5 gb:AK015130.1 /DB_XREF=gi:12853350 /FEA=mRNA /CNT=2 /TID=Mm.78346.1 /TIER=ConsEnd /STK=0 /UG=Mm.78346 /LL=73951 /UG_GENE=4930413G
MOE430_2_1432827_x_ 9382 8048.7 P P 0.000732 0.000732 -0.2 NC 0.99 gb:BI653033 /DB_XREF=gi:15567269 /DB_XREF=603300728F1 /CLONE=IMAGE:5341110 /FEA=mRNA /CNT=2 /TID=Mm.331.5 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432857_at 4 3.9 A A 0.36 0.53 -0.2 NC 0.42 gb:AK018278.1 /DB_XREF=gi:12857911 /FEA=mRNA /CNT=2 /TID=Mm.94129.1 /TIER=ConsEnd /STK=0 /UG=Mm.94129 /LL=76882 /UG_GENE=6430500D
MOE430_2_1432921_at 2.4 2.1 A A 0.82 0.8 -0.2 NC 0.5 gb:AK016831.1 /DB_XREF=gi:12855776 /FEA=mRNA /CNT=1 /TID=Mm.158605.1 /TIER=ConsEnd /STK=0 /UG=Mm.158605 /LL=71180 /UG_GENE=493341
MOE430_2_1433004_at 11 12 A A 0.08 0.3 -0.2 NC 0.5 gb:AK014796.1 /DB_XREF=gi:12852853 /FEA=mRNA /CNT=1 /TID=Mm.159334.1 /TIER=ConsEnd /STK=0 /UG=Mm.159334 /LL=74848 /UG_GENE=483344
MOE430_2_1433009_at 10.5 2.6 A A 0.5 0.66 -0.2 NC 0.25 gb:AK018539.1 /DB_XREF=gi:12858290 /FEA=mRNA /CNT=1 /TID=Mm.158716.1 /TIER=ConsEnd /STK=0 /UG=Mm.158716 /LL=71526 /UG_GENE=903060
MOE430_2_1433026_at 14.6 13.9 A A 0.14 0.3 -0.2 NC 0.71 gb:AK018061.1 /DB_XREF=gi:12857610 /FEA=mRNA /CNT=1 /TID=Mm.159684.1 /TIER=ConsEnd /STK=0 /UG=Mm.159684 /LL=76121 /UG_GENE=583048
MOE430_2_1433029_at 1.9 1.2 A A 0.91 0.99 -0.2 NC 0.86 gb:AK015907.1 /DB_XREF=gi:12854428 /FEA=mRNA /CNT=1 /TID=Mm.4278.3 /TIER=ConsEnd /STK=0 /UG=Mm.4278 /LL=16524 /UG_GENE=Kcnj9 /UG_T
MOE430_2_1433035_at 12.2 13.4 A A 0.11 0.21 -0.2 NC 0.5 gb:AK017366.1 /DB_XREF=gi:12856568 /FEA=mRNA /CNT=1 /TID=Mm.158671.1 /TIER=ConsEnd /STK=0 /UG=Mm.158671 /LL=71335 /UG_GENE=543043
MOE430_2_1433055_at 1.4 1.8 A A 0.75 0.72 -0.2 NC 0.45 gb:AK016442.1 /DB_XREF=gi:12855173 /FEA=mRNA /CNT=1 /TID=Mm.158512.1 /TIER=ConsEnd /STK=0 /UG=Mm.158512 /LL=70968 /UG_GENE=493140
MOE430_2_1433087_at 1.7 2.3 A A 0.82 0.85 -0.2 NC 0.27 gb:AK019921.1 /DB_XREF=gi:12860320 /FEA=mRNA /CNT=1 /TID=Mm.160073.1 /TIER=ConsEnd /STK=0 /UG=Mm.160073 /LL=78274 /UG_GENE=533043
MOE430_2_1433125_at 19 6.5 A A 0.17 0.09 -0.2 NC 0.25 gb:AK019903.1 /DB_XREF=gi:12860296 /FEA=mRNA /CNT=1 /TID=Mm.38572.1 /TIER=ConsEnd /STK=0 /UG=Mm.38572 /LL=77062 /UG_GENE=5330422M
MOE430_2_1433154_at 1.8 1.1 A A 0.72 0.87 -0.2 NC 0.73 gb:AK020986.1 /DB_XREF=gi:12861738 /FEA=mRNA /CNT=1 /TID=Mm.159902.1 /TIER=ConsEnd /STK=0 /UG=Mm.159902 /LL=77347 /UG_GENE=B23020
MOE430_2_1433169_at 10.4 12.2 A A 0.17 0.12 -0.2 NC 0.5 gb:AK018017.1 /DB_XREF=gi:12857547 /FEA=mRNA /CNT=1 /TID=Mm.159679.1 /TIER=ConsEnd /STK=0 /UG=Mm.159679 /LL=76105 /UG_GENE=583045
MOE430_2_1433195_at 10.4 3.9 A A 0.46 0.46 -0.2 NC 0.25 gb:AK020548.1 /DB_XREF=gi:12861162 /FEA=mRNA /CNT=1 /TID=Mm.159911.1 /TIER=ConsEnd /STK=0 /UG=Mm.159911 /LL=77400 /UG_GENE=953000
MOE430_2_1433233_at 6.4 3.8 A A 0.56 0.53 -0.2 NC 0.5 gb:AK017335.1 /DB_XREF=gi:12856520 /FEA=mRNA /CNT=1 /TID=Mm.158692.1 /TIER=ConsEnd /STK=0 /UG=Mm.158692 /LL=71410 /UG_GENE=543042
MOE430_2_1433275_at 0.7 0.7 A A 0.69 0.78 -0.2 NC 0.79 gb:AK016747.1 /DB_XREF=gi:12855648 /FEA=mRNA /CNT=1 /TID=Mm.158563.1 /TIER=ConsEnd /STK=0 /UG=Mm.158563 /LL=71104 /UG_GENE=493340
MOE430_2_1433284_at 6.5 3.8 A A 0.33 0.24 -0.2 NC 0.64 gb:AK014943.1 /DB_XREF=gi:12853074 /FEA=mRNA /CNT=1 /TID=Mm.158486.1 /TIER=ConsEnd /STK=0 /UG=Mm.158486 /LL=70906 /UG_GENE=492152
MOE430_2_1433315_at 0.7 0.6 A A 0.69 0.88 -0.2 NC 0.92 gb:AK015629.1 /DB_XREF=gi:12854034 /FEA=mRNA /CNT=1 /TID=Mm.159396.1 /TIER=ConsEnd /STK=0 /UG=Mm.159396 /LL=75006 /UG_GENE=493048
MOE430_2_1433324_at 5.4 10.5 M M 0.05 0.05 -0.2 NC 0.5 gb:AK020373.1 /DB_XREF=gi:12860942 /FEA=mRNA /CNT=1 /TID=Mm.159940.1 /TIER=ConsEnd /STK=0 /UG=Mm.159940 /LL=77554 /UG_GENE=933015
MOE430_2_1433326_at 1.6 2 A A 0.82 0.82 -0.2 NC 0.53 gb:AK015649.1 /DB_XREF=gi:12854061 /FEA=mRNA /CNT=1 /TID=Mm.159398.1 /TIER=ConsEnd /STK=0 /UG=Mm.159398 /LL=75011 /UG_GENE=493048
MOE430_2_1433345_s_ 11.3 9.2 A A 0.21 0.24 -0.2 NC 0.5 gb:AK005798.1 /DB_XREF=gi:12838558 /FEA=mRNA /CNT=1 /TID=Mm.195665.1 /TIER=ConsEnd /STK=0 /UG=Mm.195665 /LL=73328 /UG_GENE=170000
MOE430_2_1433367_at 13.2 9.7 P A 0.01 0.11 -0.2 NC 0.5 gb:AK018374.1 /DB_XREF=gi:12858046 /FEA=mRNA /CNT=1 /TID=Mm.158702.1 /TIER=ConsEnd /STK=0 /UG=Mm.158702 /LL=71456 /UG_GENE=843040
MOE430_2_1433380_at 12.6 10.1 A A 0.21 0.46 -0.2 NC 0.51 gb:AK014847.1 /DB_XREF=gi:12852927 /FEA=mRNA /CNT=1 /TID=Mm.158478.1 /TIER=ConsEnd /STK=0 /UG=Mm.158478 /LL=70883 /UG_GENE=492150
MOE430_2_1433385_at 2.5 1.9 A A 0.5 0.46 -0.2 NC 0.5 gb:AK016962.1 /DB_XREF=gi:12855977 /FEA=mRNA /CNT=1 /TID=Mm.158636.1 /TIER=ConsEnd /STK=0 /UG=Mm.158636 /LL=71250 /UG_GENE=493342
MOE430_2_1433388_at 0.9 0.9 A A 0.87 0.94 -0.2 NC 0.51 gb:AK013576.1 /DB_XREF=gi:12850992 /FEA=mRNA /CNT=1 /TID=Mm.158912.1 /TIER=ConsEnd /STK=0 /UG=Mm.158912 /LL=72951 /UG_GENE=290002
MOE430_2_1433421_at 22.8 15.9 A A 0.08 0.1 -0.2 NC 0.5 gb:AK015919.1 /DB_XREF=gi:12854445 /FEA=mRNA /CNT=1 /TID=Mm.159445.1 /TIER=ConsEnd /STK=0 /UG=Mm.159445 /LL=75164 /UG_GENE=493052
MOE430_2_1433432_x_ 8950.2 7761.6 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AI413680 /DB_XREF=gi:4257184 /DB_XREF=md88c12.x1 /CLONE=IMAGE:385078 /FEA=EST /CNT=265 /TID=Mm.21289.2 /TIER=Stack /STK=242 /UG=
MOE430_2_1433451_at 50.8 29.4 P A 0.02 0.09 -0.2 NC 0.74 gb:BB177836 /DB_XREF=gi:16269846 /DB_XREF=BB177836 /CLONE=A230069H19 /FEA=EST /CNT=382 /TID=Mm.142275.2 /TIER=Stack /STK=149 /UG=
MOE430_2_1433455_at 197.4 185.1 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AW536901 /DB_XREF=gi:7179318 /DB_XREF=G0110B07-3 /CLONE=G0110B07 /FEA=EST /CNT=202 /TID=Mm.24625.1 /TIER=Stack /STK=182 /UG=M
MOE430_2_1433483_s_ 4.6 4.4 A A 0.46 0.56 -0.2 NC 0.5 gb:AU016322 /DB_XREF=gi:3371326 /DB_XREF=AU016322 /CLONE=J0723E08 /FEA=EST /CNT=201 /TID=Mm.22314.1 /TIER=Stack /STK=137 /UG=Mm.2
MOE430_2_1433487_at 18.8 17 A A 0.09 0.33 -0.2 NC 0.5 gb:BI739053 /DB_XREF=gi:15716066 /DB_XREF=603359891F1 /CLONE=IMAGE:5366806 /FEA=EST /CNT=236 /TID=Mm.28842.3 /TIER=Stack /STK=14 /U
MOE430_2_1433510_x_ 3780 3392.6 P P 0.000244 0.000244 -0.2 NC 0.85 gb:AV216370 /DB_XREF=gi:6157215 /DB_XREF=AV216370 /CLONE=2410160E13 /FEA=EST /CNT=117 /TID=Mm.11376.2 /TIER=Stack /STK=113 /UG=Mm
MOE430_2_1433520_at 1021.4 1025.4 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BI412871 /DB_XREF=gi:15173794 /DB_XREF=602988220F1 /CLONE=IMAGE:5144116 /FEA=EST /CNT=203 /TID=Mm.29174.2 /TIER=Stack /STK=110 /
MOE430_2_1433522_at 227.7 211 P P 0.001221 0.00293 -0.2 NC 0.5 gb:BG073986 /DB_XREF=gi:12556555 /DB_XREF=H3129E09-3 /CLONE=H3129E09 /FEA=EST /CNT=134 /TID=Mm.27627.1 /TIER=Stack /STK=108 /UG=M
MOE430_2_1433528_at 941.3 846.4 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BG075741 /DB_XREF=gi:12558310 /DB_XREF=H3151B04-3 /CLONE=H3151B04 /FEA=EST /CNT=136 /TID=Mm.34772.1 /TIER=Stack /STK=106 /UG=
MOE430_2_1433563_s_ 277.5 264 P P 0.000732 0.001953 -0.2 NC 0.85 gb:AV310010 /DB_XREF=gi:16394200 /DB_XREF=AV310010 /CLONE=5730587J01 /FEA=EST /CNT=106 /TID=Mm.203950.1 /TIER=Stack /STK=91 /UG=M
MOE430_2_1433588_at 268.7 244.3 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BE951923 /DB_XREF=gi:10591772 /DB_XREF=UI-M-CC0-ayg-f-03-0-UI.s1 /CLONE=UI-M-CC0-ayg-f-03-0-UI /FEA=EST /CNT=182 /TID=Mm.28524.
MOE430_2_1433589_at 95.9 80.1 P P 0.00293 0.001953 -0.2 NC 0.5 gb:BM238232 /DB_XREF=gi:17873502 /DB_XREF=K0514B12-3 /CLONE=K0514B12 /FEA=EST /CNT=182 /TID=Mm.28524.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1433591_at 669.1 557.8 P P 0.000244 0.000244 -0.2 NC 0.76 gb:BF148071 /DB_XREF=gi:11029466 /DB_XREF=uw93h05.x1 /CLONE=IMAGE:3469593 /FEA=EST /CNT=149 /TID=Mm.41840.2 /TIER=Stack /STK=86 /U
MOE430_2_1433592_at 364.8 301.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AW543361 /DB_XREF=gi:7185778 /DB_XREF=C0168H12-3 /CLONE=C0168H12 /FEA=EST /CNT=143 /TID=Mm.203939.1 /TIER=Stack /STK=86 /UG=M
MOE430_2_1433612_at 2066.2 1828.1 P P 0.000244 0.000244 -0.2 NC 0.64 gb:BI692833 /DB_XREF=gi:15655462 /DB_XREF=603343134F1 /CLONE=IMAGE:5370944 /FEA=EST /CNT=153 /TID=Mm.27272.1 /TIER=Stack /STK=82 /U
MOE430_2_1433618_at 277.3 234 P P 0.001221 0.001221 -0.2 NC 0.53 gb:BB397899 /DB_XREF=gi:16412358 /DB_XREF=BB397899 /CLONE=C330006A16 /FEA=EST /CNT=122 /TID=Mm.27954.1 /TIER=Stack /STK=81 /UG=M
MOE430_2_1433662_s_ 5441.9 4893.1 P P 0.000244 0.000244 -0.2 NC 0.97 gb:C81601 /DB_XREF=gi:2521931 /DB_XREF=C81601 /CLONE=J0102A12 /FEA=EST /CNT=172 /TID=Mm.206505.1 /TIER=Stack /STK=29 /UG=Mm.20650
MOE430_2_1433668_at 2487.2 2256.6 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BI410130 /DB_XREF=gi:15171053 /DB_XREF=602964069F1 /CLONE=IMAGE:5119577 /FEA=EST /CNT=139 /TID=Mm.27769.1 /TIER=Stack /STK=74 /U
MOE430_2_1433679_at 495.5 375.8 P P 0.000244 0.000244 -0.2 NC 0.73 gb:BB399719 /DB_XREF=gi:16413125 /DB_XREF=BB399719 /CLONE=C330015G13 /FEA=EST /CNT=82 /TID=Mm.45384.1 /TIER=Stack /STK=73 /UG=Mm
MOE430_2_1433689_s_ 6745.3 5853.7 P P 0.000244 0.000244 -0.2 NC 0.89 gb:BI456571 /DB_XREF=gi:15247227 /DB_XREF=603172225F1 /CLONE=IMAGE:5251495 /FEA=EST /CNT=137 /TID=Mm.13944.2 /TIER=Stack /STK=71 /U
MOE430_2_1433698_a_ 1171.2 1065.7 P P 0.001221 0.001221 -0.2 NC 0.84 gb:AW552577 /DB_XREF=gi:7198000 /DB_XREF=L0214E06-3 /CLONE=L0214E06 /FEA=EST /CNT=78 /TID=Mm.90410.3 /TIER=Stack /STK=70 /UG=Mm.9
MOE430_2_1433709_at 540.6 473.1 P P 0.000244 0.000244 -0.2 NC 0.84 gb:AW552821 /DB_XREF=gi:7198244 /DB_XREF=L0218A03-3 /CLONE=L0218A03 /FEA=EST /CNT=92 /TID=Mm.22669.1 /TIER=Stack /STK=69 /UG=Mm.
MOE430_2_1433749_at 254.6 224.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BG073165 /DB_XREF=gi:12555734 /DB_XREF=H3119E03-3 /CLONE=H3119E03 /FEA=EST /CNT=102 /TID=Mm.5238.1 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1433757_a_ 529.2 466 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BB025231 /DB_XREF=gi:15403453 /DB_XREF=BB025231 /CLONE=5330427C19 /FEA=EST /CNT=76 /TID=Mm.22330.4 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1433795_at 1236.4 1090.2 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BM122301 /DB_XREF=gi:17106069 /DB_XREF=L0508B07-3 /CLONE=L0508B07 /FEA=EST /CNT=89 /TID=Mm.45644.1 /TIER=Stack /STK=60 /UG=Mm
MOE430_2_1433811_at 310.4 267.8 P P 0.000244 0.000244 -0.2 NC 0.94 gb:BG245272 /DB_XREF=gi:12755087 /DB_XREF=602357389F1 /CLONE=IMAGE:4485791 /FEA=EST /CNT=95 /TID=Mm.23685.1 /TIER=Stack /STK=59 /U
MOE430_2_1433819_s_ 301 271.6 P P 0.001221 0.001221 -0.2 NC 0.91 gb:AV296997 /DB_XREF=gi:15405860 /DB_XREF=AV296997 /CLONE=5730446A02 /FEA=EST /CNT=117 /TID=Mm.86311.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1433821_at 325.4 248.6 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB489180 /DB_XREF=gi:16441675 /DB_XREF=BB489180 /CLONE=D530005L23 /FEA=EST /CNT=64 /TID=Mm.24630.1 /TIER=Stack /STK=58 /UG=Mm
MOE430_2_1433835_at 736.8 674.6 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BE825122 /DB_XREF=gi:10257356 /DB_XREF=C0509H02-3 /CLONE=C0509H02 /FEA=EST /CNT=75 /TID=Mm.24381.2 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433843_at 582.3 512.5 P P 0.000244 0.000244 -0.2 NC 0.8 gb:AW541327 /DB_XREF=gi:7183744 /DB_XREF=C0143H03-3 /CLONE=C0143H03 /FEA=EST /CNT=82 /TID=Mm.41098.2 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433866_x_ 3865.7 2709.1 P P 0.000732 0.000732 -0.2 MD 0.99 gb:AI120393 /DB_XREF=gi:3520717 /DB_XREF=ub68h11.r1 /CLONE=IMAGE:1382949 /FEA=EST /CNT=70 /TID=Mm.30929.2 /TIER=Stack /STK=55 /UG=M
MOE430_2_1433869_at 162.8 131.5 P P 0.000244 0.000244 -0.2 NC 0.82 gb:BB278670 /DB_XREF=gi:16401094 /DB_XREF=BB278670 /CLONE=A930012H20 /FEA=EST /CNT=82 /TID=Mm.100116.2 /TIER=Stack /STK=55 /UG=M
MOE430_2_1433890_a_ 968.7 841.8 P P 0.000732 0.000732 -0.2 NC 0.91 gb:AW545877 /DB_XREF=gi:7188294 /DB_XREF=C0199E02-3 /CLONE=C0199E02 /FEA=EST /CNT=58 /TID=Mm.203962.2 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1433896_at 97.1 69.3 P P 0.01 0.00293 -0.2 NC 0.5 gb:AW495410 /DB_XREF=gi:7065691 /DB_XREF=UI-M-BH3-auy-a-08-0-UI.s1 /CLONE=UI-M-BH3-auy-a-08-0-UI /FEA=EST /CNT=165 /TID=Mm.200889
MOE430_2_1433908_a_ 4200.6 3637 P P 0.000244 0.000244 -0.2 NC 0.8 gb:AV009769 /DB_XREF=gi:4786756 /DB_XREF=AV009769 /CLONE=1110020L01 /FEA=EST /CNT=55 /TID=Mm.205601.2 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1433918_at 152.7 114 P P 0.03 0.02 -0.2 NC 0.86 gb:BB175634 /DB_XREF=gi:16269692 /DB_XREF=BB175634 /CLONE=A230057K24 /FEA=EST /CNT=54 /TID=Mm.28400.2 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1433926_at 713.9 609.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BM212035 /DB_XREF=gi:17769424 /DB_XREF=C0816C01-3 /CLONE=C0816C01 /FEA=EST /CNT=157 /TID=Mm.154650.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1433940_at 364.3 304.2 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BB239907 /DB_XREF=gi:16355048 /DB_XREF=BB239907 /CLONE=A630079G01 /FEA=EST /CNT=67 /TID=Mm.21569.4 /TIER=Stack /STK=50 /UG=Mm



MOE430_2_1433944_at 21 16.1 P P 0.001221 0.000244 -0.2 NC 0.36 gb:AV256030 /DB_XREF=gi:15405334 /DB_XREF=AV256030 /CLONE=4921524L07 /FEA=EST /CNT=58 /TID=Mm.61107.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1433953_at 571.1 499 P P 0.000244 0.000244 -0.2 NC 0.87 gb:BQ176535 /DB_XREF=gi:20352027 /DB_XREF=UI-M-DJ2-bvw-n-22-0-UI.s1 /CLONE=UI-M-DJ2-bvw-n-22-0-UI /FEA=EST /CNT=92 /TID=Mm.26852
MOE430_2_1433973_at 315.4 260.9 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BB394142 /DB_XREF=gi:16409215 /DB_XREF=BB394142 /CLONE=C230086M04 /FEA=EST /CNT=154 /TID=Mm.34329.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1434005_at 523.4 500.3 P P 0.000244 0.000244 -0.2 NC 0.87 gb:AW541585 /DB_XREF=gi:7184002 /DB_XREF=C0146H05-3 /CLONE=C0146H05 /FEA=EST /CNT=115 /TID=Mm.202804.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434045_at 1111.4 942.8 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BB354528 /DB_XREF=gi:16405625 /DB_XREF=BB354528 /CLONE=B930099A10 /FEA=EST /CNT=63 /TID=Mm.2958.1 /TIER=Stack /STK=45 /UG=Mm.
MOE430_2_1434055_at 0.9 0.6 A A 0.8 0.94 -0.2 NC 0.55 gb:BB048942 /DB_XREF=gi:16259502 /DB_XREF=BB048942 /CLONE=6430598F23 /FEA=EST /CNT=48 /TID=Mm.40805.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434056_a_ 2798.1 2310 P P 0.000244 0.000732 -0.2 NC 0.81 gb:C78790 /DB_XREF=gi:2519120 /DB_XREF=C78790 /CLONE=J0055A12 /FEA=EST /CNT=102 /TID=Mm.1103.2 /TIER=Stack /STK=44 /UG=Mm.1103 /L
MOE430_2_1434077_at 34.9 40.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV222037 /DB_XREF=gi:16384858 /DB_XREF=AV222037 /CLONE=3632448M21 /FEA=EST /CNT=97 /TID=Mm.30489.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1434124_x_ 2625.2 2339.2 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AV100071 /DB_XREF=gi:5247619 /DB_XREF=AV100071 /CLONE=2410054G20 /FEA=EST /CNT=44 /TID=Mm.30003.2 /TIER=Stack /STK=42 /UG=Mm.
MOE430_2_1434127_a_ 5032.1 4380.2 P P 0.000977 0.000977 -0.2 NC 0.99 gb:BB252350 /DB_XREF=gi:8945096 /DB_XREF=BB252350 /CLONE=A730050P11 /FEA=EST /CNT=43 /TID=Mm.89136.3 /TIER=Stack /STK=42 /UG=Mm.
MOE430_2_1434139_at 166.7 134.4 P P 0.001221 0.001221 -0.2 NC 0.54 gb:BB026163 /DB_XREF=gi:15403474 /DB_XREF=BB026163 /CLONE=5330431N24 /FEA=EST /CNT=52 /TID=Mm.40912.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1434143_at 74.1 73 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BQ266886 /DB_XREF=gi:20491951 /DB_XREF=NISC_ff15f04.x1 /CLONE=IMAGE:2865942 /FEA=EST /CNT=63 /TID=Mm.30039.3 /TIER=Stack /STK=41 
MOE430_2_1434148_at 447.5 381.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB474461 /DB_XREF=gi:16439862 /DB_XREF=BB474461 /CLONE=D330006K22 /FEA=EST /CNT=211 /TID=Mm.13020.4 /TIER=Stack /STK=40 /UG=M
MOE430_2_1434158_at 656.8 592.9 P P 0.000244 0.000244 -0.2 NC 0.79 gb:AI747296 /DB_XREF=gi:5125560 /DB_XREF=ul14f09.x1 /CLONE=IMAGE:2076809 /FEA=EST /CNT=64 /TID=Mm.24834.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1434161_at 78.7 66.3 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BQ173965 /DB_XREF=gi:20349456 /DB_XREF=UI-M-DJ2-bvv-o-12-0-UI.s1 /CLONE=UI-M-DJ2-bvv-o-12-0-UI /FEA=EST /CNT=75 /TID=Mm.38924.
MOE430_2_1434176_x_ 707.2 544.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BI963573 /DB_XREF=gi:16337978 /DB_XREF=id31g03.x1 /CLONE=IMAGE:5664941 /FEA=EST /CNT=40 /TID=Mm.23758.2 /TIER=Stack /STK=40 /UG=M
MOE430_2_1434210_s_ 58.4 45.7 P P 0.000732 0.00415 -0.2 NC 0.5 gb:AV174595 /DB_XREF=gi:16384123 /DB_XREF=AV174595 /CLONE=5730411E05 /FEA=EST /CNT=40 /TID=Mm.80542.5 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434228_at 163.3 138.3 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AV255921 /DB_XREF=gi:16388253 /DB_XREF=AV255921 /CLONE=4921523P21 /FEA=EST /CNT=47 /TID=Mm.32334.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434245_a_ 644.4 542.9 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BB218627 /DB_XREF=gi:8883580 /DB_XREF=BB218627 /CLONE=A530050J23 /FEA=EST /CNT=40 /TID=Mm.123322.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434260_at 103 83 P P 0.000244 0.000244 -0.2 NC 0.55 gb:BB461848 /DB_XREF=gi:16426705 /DB_XREF=BB461848 /CLONE=D130073P18 /FEA=EST /CNT=73 /TID=Mm.29833.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434275_at 1.7 1.1 A A 0.78 0.85 -0.2 NC 0.24 gb:BB767757 /DB_XREF=gi:16210335 /DB_XREF=BB767757 /CLONE=G370077N06 /FEA=EST /CNT=42 /TID=Mm.28417.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434281_at 1052.6 833.9 P P 0.000244 0.000244 -0.2 NC 0.57 gb:AV032244 /DB_XREF=gi:16356581 /DB_XREF=AV032244 /CLONE=1500034J01 /FEA=EST /CNT=84 /TID=Mm.200540.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1434292_at 0.8 0.2 A A 0.63 0.93 -0.2 NC 0.83 gb:BI731047 /DB_XREF=gi:15708060 /DB_XREF=603351664F1 /CLONE=IMAGE:5359335 /FEA=EST /CNT=55 /TID=Mm.200806.1 /TIER=Stack /STK=36 /U
MOE430_2_1434309_at 148.5 91.1 P P 0.000244 0.001953 -0.2 NC 0.84 gb:BG063077 /DB_XREF=gi:12545563 /DB_XREF=H3001H04-3 /CLONE=H3001H04 /FEA=EST /CNT=90 /TID=Mm.28696.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1434344_at 558.3 532.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BG073356 /DB_XREF=gi:12555925 /DB_XREF=H3121F08-3 /CLONE=H3121F08 /FEA=EST /CNT=52 /TID=Mm.148753.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1434350_at 34.1 23.3 A A 0.19 0.27 -0.2 NC 0.5 gb:BG070296 /DB_XREF=gi:12552865 /DB_XREF=H3085G10-3 /CLONE=H3085G10 /FEA=EST /CNT=50 /TID=Mm.29537.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434358_x_ 5729.9 5810.9 P P 0.000244 0.000244 -0.2 NC 0.9 gb:AV124427 /DB_XREF=gi:5310661 /DB_XREF=AV124427 /CLONE=2700018H10 /FEA=EST /CNT=38 /TID=Mm.196612.4 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434385_at 363 265.5 P P 0.000244 0.000244 -0.2 NC 0.76 gb:BG072270 /DB_XREF=gi:12554839 /DB_XREF=H3108F09-3 /CLONE=H3108F09 /FEA=EST /CNT=75 /TID=Mm.28698.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434402_at 126.2 137.9 P P 0.000244 0.000732 -0.2 NC 0.74 gb:BQ176258 /DB_XREF=gi:20351750 /DB_XREF=UI-M-DJ2-bwg-f-17-0-UI.s1 /CLONE=UI-M-DJ2-bwg-f-17-0-UI /FEA=EST /CNT=50 /TID=Mm.29923.2
MOE430_2_1434406_at 174.8 174.2 P P 0.000732 0.001221 -0.2 NC 0.91 gb:BQ174400 /DB_XREF=gi:20349891 /DB_XREF=UI-M-DJ2-bvy-a-09-0-UI.s1 /CLONE=UI-M-DJ2-bvy-a-09-0-UI /FEA=EST /CNT=69 /TID=Mm.34134.
MOE430_2_1434412_x_ 981.3 673.9 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AW490135 /DB_XREF=gi:7060405 /DB_XREF=UI-M-BH3-asy-d-07-0-UI.s1 /CLONE=UI-M-BH3-asy-d-07-0-UI /FEA=EST /CNT=37 /TID=Mm.181881.
MOE430_2_1434462_at 161.4 128.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB765964 /DB_XREF=gi:16196841 /DB_XREF=BB765964 /CLONE=G370058K15 /FEA=EST /CNT=35 /TID=Mm.38046.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434507_at 321.2 276.8 P P 0.001221 0.000732 -0.2 NC 0.97 gb:BG076209 /DB_XREF=gi:12558778 /DB_XREF=H3156H07-3 /CLONE=H3156H07 /FEA=EST /CNT=49 /TID=Mm.27070.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434540_a_ 3157.1 2877.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BF140275 /DB_XREF=gi:10979315 /DB_XREF=601788171F1 /CLONE=IMAGE:4016057 /FEA=EST /CNT=71 /TID=Mm.6072.2 /TIER=Stack /STK=29 /UG
MOE430_2_1434565_at 356.3 318.4 P P 0.000732 0.000732 -0.2 NC 0.78 gb:AV305616 /DB_XREF=gi:16393714 /DB_XREF=AV305616 /CLONE=5730530A19 /FEA=EST /CNT=48 /TID=Mm.31514.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434566_a_ 305.2 233.3 P P 0.000244 0.000244 -0.2 NC 0.72 gb:BE952228 /DB_XREF=gi:10592470 /DB_XREF=UI-M-CD0-ayk-c-05-0-UI.s1 /CLONE=UI-M-CD0-ayk-c-05-0-UI /FEA=EST /CNT=43 /TID=Mm.77553.
MOE430_2_1434567_at 274.4 222.5 P P 0.000244 0.000244 -0.2 NC 0.6 gb:BE952228 /DB_XREF=gi:10592470 /DB_XREF=UI-M-CD0-ayk-c-05-0-UI.s1 /CLONE=UI-M-CD0-ayk-c-05-0-UI /FEA=EST /CNT=43 /TID=Mm.77553.
MOE430_2_1434575_at 117.9 108.3 P P 0.000244 0.000732 -0.2 NC 0.5 gb:BB794965 /DB_XREF=gi:16964584 /DB_XREF=BB794965 /CLONE=G431002L12 /FEA=EST /CNT=36 /TID=Mm.20852.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434603_at 1078.8 939.9 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BG074645 /DB_XREF=gi:12557214 /DB_XREF=H3137F02-3 /CLONE=H3137F02 /FEA=EST /CNT=146 /TID=Mm.206238.1 /TIER=Stack /STK=42 /UG=M
MOE430_2_1434624_x_ 197.4 129.6 P P 0.005859 0.03 -0.2 NC 0.96 gb:AA762498 /DB_XREF=gi:2812245 /DB_XREF=vv84a10.r1 /CLONE=IMAGE:1229082 /FEA=EST /CNT=33 /TID=Mm.13944.4 /TIER=Stack /STK=28 /UG=M
MOE430_2_1434631_at 19.9 18 A A 0.19 0.14 -0.2 NC 0.26 gb:AU040849 /DB_XREF=gi:3954673 /DB_XREF=AU040849 /CLONE=J0819C10 /FEA=EST /CNT=36 /TID=Mm.29006.2 /TIER=Stack /STK=28 /UG=Mm.29
MOE430_2_1434634_at 83.4 66.1 P P 0.000244 0.000244 -0.2 NC 0.6 gb:BG866322 /DB_XREF=gi:14216862 /DB_XREF=602785124F1 /CLONE=IMAGE:4911580 /FEA=EST /CNT=38 /TID=Mm.25220.1 /TIER=Stack /STK=28 /U
MOE430_2_1434637_x_ 1379 1186.5 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BF017589 /DB_XREF=gi:10748921 /DB_XREF=ux78c07.x1 /CLONE=IMAGE:3654636 /FEA=EST /CNT=30 /TID=Mm.2137.4 /TIER=Stack /STK=28 /UG=
MOE430_2_1434640_at 3.5 1.4 A A 0.63 0.8 -0.2 NC 0.49 gb:BF463917 /DB_XREF=gi:11533100 /DB_XREF=UI-M-CG0p-bnr-c-04-0-UI.s1 /CLONE=UI-M-CG0p-bnr-c-04-0-UI /FEA=EST /CNT=30 /TID=Mm.4283
MOE430_2_1434647_at 1.7 2.1 A A 0.56 0.6 -0.2 NC 0.27 gb:AV024806 /DB_XREF=gi:15431421 /DB_XREF=AV024806 /CLONE=1200007G06 /FEA=EST /CNT=89 /TID=Mm.17903.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434649_at 278 226.9 P P 0.000244 0.000244 -0.2 NC 0.53 gb:BI903794 /DB_XREF=gi:16165851 /DB_XREF=603166157F1 /CLONE=IMAGE:5254167 /FEA=EST /CNT=86 /TID=Mm.741.2 /TIER=Stack /STK=27 /UG=
MOE430_2_1434665_at 1408.1 1195.8 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AV052058 /DB_XREF=gi:16380636 /DB_XREF=AV052058 /CLONE=1810020L16 /FEA=EST /CNT=55 /TID=Mm.41591.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434680_at 114.7 103.4 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BM208085 /DB_XREF=gi:17764166 /DB_XREF=C0622C02-3 /CLONE=C0622C02 /FEA=EST /CNT=45 /TID=Mm.123628.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1434684_at 106.8 68.5 P P 0.02 0.02 -0.2 NC 0.89 gb:AV338855 /DB_XREF=gi:16396694 /DB_XREF=AV338855 /CLONE=6430500K07 /FEA=EST /CNT=32 /TID=Mm.24145.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434708_at 451.5 392.2 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BG073142 /DB_XREF=gi:12555711 /DB_XREF=H3119C01-3 /CLONE=H3119C01 /FEA=EST /CNT=48 /TID=Mm.29407.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434719_at 1.6 1.4 A A 0.46 0.5 -0.2 NC 0.5 gb:BB185854 /DB_XREF=gi:15409465 /DB_XREF=BB185854 /CLONE=A330029I17 /FEA=EST /CNT=32 /TID=Mm.30151.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434729_at 157.3 111.6 P P 0.000244 0.001221 -0.2 NC 0.99 gb:BM120178 /DB_XREF=gi:17088204 /DB_XREF=L0936A05-3 /CLONE=L0936A05 /FEA=EST /CNT=28 /TID=Mm.32086.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434731_x_ 5705.1 4771.3 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AV124700 /DB_XREF=gi:5310934 /DB_XREF=AV124700 /CLONE=2700022E04 /FEA=EST /CNT=28 /TID=Mm.30929.3 /TIER=Stack /STK=26 /UG=Mm.3
MOE430_2_1434732_x_ 281.1 241.2 P P 0.000732 0.000244 -0.2 NC 0.98 gb:AV044898 /DB_XREF=gi:4864563 /DB_XREF=AV044898 /CLONE=1700040D12 /FEA=EST /CNT=28 /TID=Mm.27901.2 /TIER=Stack /STK=26 /UG=Mm.2
MOE430_2_1434753_at 193.1 171.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BM120578 /DB_XREF=gi:17088604 /DB_XREF=L0941E04-3 /CLONE=L0941E04 /FEA=EST /CNT=57 /TID=Mm.34792.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434757_at 282.5 225.1 P P 0.000244 0.000244 -0.2 NC 0.68 gb:BG070774 /DB_XREF=gi:12553343 /DB_XREF=H3091A05-3 /CLONE=H3091A05 /FEA=EST /CNT=45 /TID=Mm.29914.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434765_at 186.4 185.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AI844868 /DB_XREF=gi:5488739 /DB_XREF=UI-M-AH1-agx-d-10-0-UI.s1 /CLONE=UI-M-AH1-agx-d-10-0-UI /FEA=EST /CNT=52 /TID=Mm.34908.1 /
MOE430_2_1434773_a_ 828.6 728.5 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BM207588 /DB_XREF=gi:17763488 /DB_XREF=C0614H08-3 /CLONE=C0614H08 /FEA=EST /CNT=30 /TID=Mm.21002.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434804_at 147.4 143.9 P P 0.000732 0.00293 -0.2 NC 0.78 gb:BQ175388 /DB_XREF=gi:20350880 /DB_XREF=UI-M-DJ2-bwc-n-23-0-UI.s1 /CLONE=UI-M-DJ2-bwc-n-23-0-UI /FEA=EST /CNT=50 /TID=Mm.32552
MOE430_2_1434814_x_ 1948.8 1636.6 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BE992059 /DB_XREF=gi:10672549 /DB_XREF=UI-M-BZ1-bec-e-10-0-UI.s1 /CLONE=UI-M-BZ1-bec-e-10-0-UI /FEA=EST /CNT=26 /TID=Mm.589.3 /
MOE430_2_1434820_s_ 957.2 1002 P P 0.000244 0.000244 -0.2 NC 0.87 gb:AV209892 /DB_XREF=gi:6150557 /DB_XREF=AV209892 /CLONE=1700121O21 /FEA=EST /CNT=25 /TID=Mm.10091.3 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1434839_s_ 135.2 176.1 P P 0.008057 0.01 -0.2 NC 0.66 gb:BG075967 /DB_XREF=gi:12558536 /DB_XREF=H3153H10-3 /CLONE=H3153H10 /FEA=EST /CNT=85 /TID=Mm.200511.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434846_at 127.7 109.2 P P 0.001221 0.000244 -0.2 NC 0.62 gb:AW557010 /DB_XREF=gi:7202439 /DB_XREF=L0276B10-3 /CLONE=L0276B10 /FEA=EST /CNT=53 /TID=Mm.32357.1 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1434848_at 100.2 78.3 P P 0.000244 0.000244 -0.2 NC 0.77 gb:BB259283 /DB_XREF=gi:16399830 /DB_XREF=BB259283 /CLONE=A730089B02 /FEA=EST /CNT=32 /TID=Mm.125382.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1434862_at 1.2 0.9 A A 0.82 0.97 -0.2 NC 0.93 gb:AV371838 /DB_XREF=gi:15406822 /DB_XREF=AV371838 /CLONE=9030420L11 /FEA=EST /CNT=28 /TID=Mm.209977.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434875_a_ 1113.6 888 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AV018952 /DB_XREF=gi:4795944 /DB_XREF=AV018952 /CLONE=1190007J06 /FEA=EST /CNT=25 /TID=Mm.33848.3 /TIER=Stack /STK=24 /UG=Mm.3
MOE430_2_1434891_at 1816.2 1468.6 P P 0.000244 0.000244 -0.2 D 0.99 gb:AV253087 /DB_XREF=gi:16387874 /DB_XREF=AV253087 /CLONE=4833445A08 /FEA=EST /CNT=57 /TID=Mm.24807.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434892_x_ 4663.6 4066.5 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BB462744 /DB_XREF=gi:9379933 /DB_XREF=BB462744 /CLONE=D130077J07 /FEA=EST /CNT=32 /TID=Mm.12145.4 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1434903_s_ 14.5 15.1 A P 0.09 0.02 -0.2 NC 0.5 gb:BG073776 /DB_XREF=gi:12556345 /DB_XREF=H3127A01-3 /CLONE=H3127A01 /FEA=EST /CNT=27 /TID=Mm.200848.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1434931_at 490.2 432.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB667778 /DB_XREF=gi:16399227 /DB_XREF=BB667778 /CLONE=C730040J06 /FEA=EST /CNT=51 /TID=Mm.45976.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434947_at 54.9 45.1 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BM898710 /DB_XREF=gi:19381498 /DB_XREF=UI-M-DJ0-bta-c-08-0-UI.s1 /CLONE=UI-M-DJ0-bta-c-08-0-UI /FEA=EST /CNT=28 /TID=Mm.36793.2
MOE430_2_1434963_at 241.9 229 P P 0.000732 0.000732 -0.2 NC 0.86 gb:BM114601 /DB_XREF=gi:17077619 /DB_XREF=L0807E01-3 /CLONE=L0807E01 /FEA=EST /CNT=40 /TID=Mm.29943.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434967_at 277.6 259.1 P P 0.000244 0.000244 -0.2 NC 0.62 gb:BM938007 /DB_XREF=gi:19397159 /DB_XREF=UI-M-CD1-baq-f-04-0-UI.r1 /CLONE=UI-M-CD1-baq-f-04-0-UI /FEA=EST /CNT=32 /TID=Mm.86651.1
MOE430_2_1434987_at 35.6 23.5 P P 0.000244 0.01 -0.2 NC 0.58 gb:AI462635 /DB_XREF=gi:4316665 /DB_XREF=vb37d09.x1 /CLONE=IMAGE:751121 /FEA=EST /CNT=23 /TID=Mm.2621.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434992_at 95.6 91 P P 0.005859 0.005859 -0.2 NC 0.95 gb:AV376233 /DB_XREF=gi:15412294 /DB_XREF=AV376233 /CLONE=9130206N08 /FEA=EST /CNT=22 /TID=Mm.5275.1 /TIER=Stack /STK=22 /UG=Mm.5
MOE430_2_1434999_at 94.3 83 P P 0.000244 0.000244 -0.2 NC 0.62 gb:BQ176091 /DB_XREF=gi:20351583 /DB_XREF=UI-M-DJ2-bwg-e-21-0-UI.s1 /CLONE=UI-M-DJ2-bwg-e-21-0-UI /FEA=EST /CNT=106 /TID=Mm.3641
MOE430_2_1435014_at 23.2 23.3 P P 0.000244 0.000732 -0.2 NC 0.5 gb:AV162168 /DB_XREF=gi:16383378 /DB_XREF=AV162168 /CLONE=3110001C22 /FEA=EST /CNT=35 /TID=Mm.45148.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435015_at 59.3 53.9 P P 0.000244 0.000732 -0.2 NC 0.91 gb:AV174739 /DB_XREF=gi:16384160 /DB_XREF=AV174739 /CLONE=5730411P13 /FEA=EST /CNT=27 /TID=Mm.3254.1 /TIER=Stack /STK=21 /UG=Mm.3
MOE430_2_1435037_at 34.3 32.2 P P 0.001953 0.001221 -0.2 NC 0.76 gb:AV378754 /DB_XREF=gi:16398193 /DB_XREF=AV378754 /CLONE=9130429K19 /FEA=EST /CNT=25 /TID=Mm.86519.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435042_at 20.8 23 P P 0.00415 0.000732 -0.2 NC 0.5 gb:BG296454 /DB_XREF=gi:13059106 /DB_XREF=602394346F1 /CLONE=IMAGE:4506010 /FEA=EST /CNT=27 /TID=Mm.141945.5 /TIER=Stack /STK=21 /
MOE430_2_1435066_at 42.1 34.1 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AV316494 /DB_XREF=gi:16394538 /DB_XREF=AV316494 /CLONE=5830436L09 /FEA=EST /CNT=67 /TID=Mm.44497.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435067_at 452.9 405.2 P P 0.000244 0.000244 -0.2 NC 0.62 gb:BG075288 /DB_XREF=gi:12557857 /DB_XREF=H3145E04-3 /CLONE=H3145E04 /FEA=EST /CNT=44 /TID=Mm.29600.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435107_at 73.4 66 P P 0.000244 0.001221 -0.2 NC 0.98 gb:BB194539 /DB_XREF=gi:16270908 /DB_XREF=BB194539 /CLONE=A330083L04 /FEA=EST /CNT=24 /TID=Mm.100437.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435110_at 174.2 157.1 P P 0.000732 0.001221 -0.2 NC 0.5 gb:BG065285 /DB_XREF=gi:12547848 /DB_XREF=H3029D01-3 /CLONE=H3029D01 /FEA=EST /CNT=22 /TID=Mm.4580.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435112_a_ 4675.2 4033 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AV154755 /DB_XREF=gi:5370856 /DB_XREF=AV154755 /CLONE=2900068O18 /FEA=EST /CNT=22 /TID=Mm.182042.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435141_at 181.9 179.3 P P 0.00415 0.005859 -0.2 NC 0.5 gb:BF787467 /DB_XREF=gi:12092503 /DB_XREF=602113880F1 /CLONE=IMAGE:4242282 /FEA=EST /CNT=81 /TID=Mm.33535.1 /TIER=Stack /STK=19 /U
MOE430_2_1435153_at 163.6 137.8 P P 0.000244 0.000732 -0.2 NC 0.87 gb:AV026558 /DB_XREF=gi:4803550 /DB_XREF=AV026558 /CLONE=1210002C06 /FEA=EST /CNT=45 /TID=Mm.18396.1 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1435154_at 1.3 1.6 A A 0.6 0.66 -0.2 NC 0.51 gb:AV099404 /DB_XREF=gi:15404405 /DB_XREF=AV099404 /CLONE=2410048G03 /FEA=EST /CNT=31 /TID=Mm.200467.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435173_at 100.9 78.3 P P 0.000732 0.001221 -0.2 NC 0.98 gb:AV175293 /DB_XREF=gi:16384264 /DB_XREF=AV175293 /CLONE=5730417L14 /FEA=EST /CNT=45 /TID=Mm.37720.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435197_at 12.1 4.2 A A 0.26 0.14 -0.2 NC 0.27 gb:BE993443 /DB_XREF=gi:10675628 /DB_XREF=UI-M-BZ1-bjs-f-01-0-UI.s1 /CLONE=UI-M-BZ1-bjs-f-01-0-UI /FEA=EST /CNT=26 /TID=Mm.40572.1 /
MOE430_2_1435226_at 129.6 119.4 P P 0.001221 0.001953 -0.2 NC 0.96 gb:BG064140 /DB_XREF=gi:12546703 /DB_XREF=H3015H11-3 /CLONE=H3015H11 /FEA=EST /CNT=75 /TID=Mm.19126.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435231_at 190.1 144.8 P P 0.000244 0.001953 -0.2 NC 0.92 gb:BB667890 /DB_XREF=gi:16399339 /DB_XREF=BB667890 /CLONE=C730049L01 /FEA=EST /CNT=42 /TID=Mm.35664.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435252_at 5.6 3.5 P A 0.04 0.3 -0.2 NC 0.5 gb:AV328064 /DB_XREF=gi:16395784 /DB_XREF=AV328064 /CLONE=6330438L20 /FEA=EST /CNT=29 /TID=Mm.87681.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435262_at 182.9 178.6 P P 0.000244 0.001953 -0.2 NC 0.5 gb:BB794719 /DB_XREF=gi:16964338 /DB_XREF=BB794719 /CLONE=G431001J18 /FEA=EST /CNT=29 /TID=Mm.31546.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435272_at 526.1 524.1 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BE196957 /DB_XREF=gi:8709126 /DB_XREF=ug65b01.x1 /CLONE=IMAGE:1547209 /FEA=EST /CNT=30 /TID=Mm.28604.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1435289_at 38 32.4 P P 0.01 0.03 -0.2 NC 0.5 gb:BB379430 /DB_XREF=gi:16407820 /DB_XREF=BB379430 /CLONE=C130099A03 /FEA=EST /CNT=21 /TID=Mm.59180.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435350_at 50.3 32.9 P P 0.03 0.01 -0.2 NC 0.5 gb:AV377471 /DB_XREF=gi:16398133 /DB_XREF=AV377471 /CLONE=9130230N19 /FEA=EST /CNT=47 /TID=Mm.27463.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435356_at 241.4 154.7 P P 0.01 0.01 -0.2 NC 0.5 gb:BQ175637 /DB_XREF=gi:20351129 /DB_XREF=UI-M-DJ2-bwe-a-16-0-UI.s1 /CLONE=UI-M-DJ2-bwe-a-16-0-UI /FEA=EST /CNT=45 /TID=Mm.28865
MOE430_2_1435358_at 142.8 145 P P 0.000732 0.001221 -0.2 NC 0.96 gb:BB400076 /DB_XREF=gi:15411764 /DB_XREF=BB400076 /CLONE=C330016O16 /FEA=EST /CNT=34 /TID=Mm.14189.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435374_at 13.2 9.9 A A 0.21 0.46 -0.2 NC 0.48 gb:BG071670 /DB_XREF=gi:12554239 /DB_XREF=H3101H01-3 /CLONE=H3101H01 /FEA=EST /CNT=32 /TID=Mm.19184.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435375_at 51.4 54 P P 0.001221 0.001953 -0.2 NC 0.78 gb:BM224662 /DB_XREF=gi:17786009 /DB_XREF=K0154D08-3 /CLONE=K0154D08 /FEA=EST /CNT=30 /TID=Mm.24851.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435382_at 3149.8 2480.5 P P 0.000244 0.000244 -0.2 D 0.99 gb:AW743020 /DB_XREF=gi:7654827 /DB_XREF=up55e10.x1 /CLONE=IMAGE:2780010 /FEA=EST /CNT=20 /TID=Mm.7089.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435383_x_ 3545.6 3069.7 P P 0.000244 0.000244 -0.2 NC 0.95 gb:AW743020 /DB_XREF=gi:7654827 /DB_XREF=up55e10.x1 /CLONE=IMAGE:2780010 /FEA=EST /CNT=20 /TID=Mm.7089.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435389_at 23.5 18.1 P P 0.00293 0.01 -0.2 NC 0.95 gb:BM899236 /DB_XREF=gi:19382024 /DB_XREF=UI-M-DJ1-btx-f-05-0-UI.s1 /CLONE=UI-M-DJ1-btx-f-05-0-UI /FEA=EST /CNT=21 /TID=Mm.41162.1 
MOE430_2_1435396_at 26 22.5 P P 0.01 0.001953 -0.2 NC 0.5 gb:BM218509 /DB_XREF=gi:17778051 /DB_XREF=C0912A01-3 /CLONE=C0912A01 /FEA=EST /CNT=42 /TID=Mm.25378.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435414_s_ 2259.9 1877.7 P P 0.001221 0.000732 -0.2 NC 0.9 gb:BF322032 /DB_XREF=gi:11266751 /DB_XREF=ux07e02.x1 /CLONE=IMAGE:3470810 /FEA=EST /CNT=18 /TID=Mm.6919.2 /TIER=Stack /STK=17 /UG=
MOE430_2_1435432_at 84.6 67.7 P P 0.000244 0.000244 -0.2 NC 0.69 gb:BE855175 /DB_XREF=gi:10313787 /DB_XREF=ux35g07.x1 /CLONE=IMAGE:3512316 /FEA=EST /CNT=74 /TID=Mm.89393.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1435438_at 1.9 0.5 A A 0.55 0.85 -0.2 NC 0.5 gb:AV345303 /DB_XREF=gi:15406607 /DB_XREF=AV345303 /CLONE=6430553B08 /FEA=EST /CNT=30 /TID=Mm.131065.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435457_at 143.1 120.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BE947500 /DB_XREF=gi:10525259 /DB_XREF=UI-M-BH3-axc-c-04-0-UI.s1 /CLONE=UI-M-BH3-axc-c-04-0-UI /FEA=EST /CNT=23 /TID=Mm.103782
MOE430_2_1435490_at 1.6 2.6 A A 0.56 0.6 -0.2 NC 0.79 gb:BB334625 /DB_XREF=gi:16404070 /DB_XREF=BB334625 /CLONE=B830024O20 /FEA=EST /CNT=18 /TID=Mm.44741.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435503_at 38.3 31.6 P P 0.01 0.005859 -0.2 NC 0.5 gb:AV263612 /DB_XREF=gi:15405395 /DB_XREF=AV263612 /CLONE=4930439J02 /FEA=EST /CNT=17 /TID=Mm.78250.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435517_x_ 1078.7 1082.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB465250 /DB_XREF=gi:9382439 /DB_XREF=BB465250 /CLONE=D130097N13 /FEA=EST /CNT=16 /TID=Mm.27832.3 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1435518_at 1465 1238.7 P P 0.000244 0.000244 -0.2 NC 0.94 gb:BM242378 /DB_XREF=gi:17877648 /DB_XREF=K0631C03-3 /CLONE=K0631C03 /FEA=EST /CNT=287 /TID=Mm.27560.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1435520_at 27.1 25.2 P P 0.000244 0.00415 -0.2 NC 0.5 gb:BB418489 /DB_XREF=gi:16423415 /DB_XREF=BB418489 /CLONE=C530010I15 /FEA=EST /CNT=101 /TID=Mm.35930.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435521_at 7.3 9.2 A A 0.17 0.09 -0.2 NC 0.84 gb:BQ174527 /DB_XREF=gi:20350018 /DB_XREF=UI-M-DJ2-bvy-k-08-0-UI.s1 /CLONE=UI-M-DJ2-bvy-k-08-0-UI /FEA=EST /CNT=101 /TID=Mm.35930
MOE430_2_1435539_at 47.3 51 P P 0.005859 0.001221 -0.2 NC 0.5 gb:BE947966 /DB_XREF=gi:10525725 /DB_XREF=UI-M-BH3-axf-d-03-0-UI.s1 /CLONE=UI-M-BH3-axf-d-03-0-UI /FEA=EST /CNT=23 /TID=Mm.39748.1
MOE430_2_1435546_a_ 286.7 253.1 P P 0.000732 0.000732 -0.2 NC 0.87 gb:BM227762 /DB_XREF=gi:17790162 /DB_XREF=K0248F09-3 /CLONE=K0248F09 /FEA=EST /CNT=39 /TID=Mm.32827.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435549_at 141.8 114.6 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BI685685 /DB_XREF=gi:15648313 /DB_XREF=603309526F1 /CLONE=IMAGE:5345238 /FEA=EST /CNT=28 /TID=Mm.44614.1 /TIER=Stack /STK=15 /UG
MOE430_2_1435565_at 62.4 62.1 P P 0.000244 0.000732 -0.2 NC 0.65 gb:BM219187 /DB_XREF=gi:17778923 /DB_XREF=C0921D05-3 /CLONE=C0921D05 /FEA=EST /CNT=19 /TID=Mm.27662.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435573_at 161.7 133 P P 0.000244 0.000244 -0.2 NC 0.62 gb:BI151435 /DB_XREF=gi:14611436 /DB_XREF=602917434F1 /CLONE=IMAGE:5067608 /FEA=EST /CNT=24 /TID=Mm.1648.1 /TIER=Stack /STK=15 /UG
MOE430_2_1435589_at 192.9 179.2 P P 0.000244 0.000244 -0.2 NC 0.86 gb:AV308222 /DB_XREF=gi:16394039 /DB_XREF=AV308222 /CLONE=5730563G05 /FEA=EST /CNT=24 /TID=Mm.29875.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435601_at 177.2 157.3 P P 0.000244 0.000244 -0.2 NC 0.6 gb:AW542144 /DB_XREF=gi:7184561 /DB_XREF=C0154B04-3 /CLONE=C0154B04 /FEA=EST /CNT=17 /TID=Mm.23494.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435619_at 103.7 85.7 P P 0.005859 0.005859 -0.2 NC 0.5 gb:BM119444 /DB_XREF=gi:17087470 /DB_XREF=L0925D05-3 /CLONE=L0925D05 /FEA=EST /CNT=16 /TID=Mm.133911.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435640_x_ 3.9 6.3 A A 0.11 0.27 -0.2 NC 0.56 gb:BE634869 /DB_XREF=gi:9917484 /DB_XREF=uv85h11.x1 /CLONE=IMAGE:3414021 /FEA=EST /CNT=34 /TID=Mm.22482.3 /TIER=Stack /STK=14 /UG=
MOE430_2_1435653_at 273.4 217.2 P P 0.000244 0.000244 -0.2 NC 0.66 gb:BG070904 /DB_XREF=gi:12553396 /DB_XREF=H3091E12-3 /CLONE=H3091E12 /FEA=EST /CNT=39 /TID=Mm.161353.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435658_at 50.7 38.6 P P 0.001221 0.001953 -0.2 NC 0.54 gb:AI156620 /DB_XREF=gi:3685089 /DB_XREF=ue44f04.r1 /CLONE=IMAGE:1493983 /FEA=EST /CNT=23 /TID=Mm.38165.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435661_at 436.2 343.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB018660 /DB_XREF=gi:16257581 /DB_XREF=BB018660 /CLONE=4930579E14 /FEA=EST /CNT=28 /TID=Mm.24435.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435663_at 6.6 5.6 M A 0.05 0.36 -0.2 NC 0.58 gb:BB551764 /DB_XREF=gi:16448081 /DB_XREF=BB551764 /CLONE=E230030D02 /FEA=EST /CNT=54 /TID=Mm.18981.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435675_at 176.4 157.9 P P 0.000244 0.000244 -0.2 NC 0.69 gb:BF228251 /DB_XREF=gi:11136346 /DB_XREF=uz41g09.x1 /CLONE=IMAGE:3671680 /FEA=EST /CNT=27 /TID=Mm.41119.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1435707_at 6.7 9.5 A A 0.14 0.43 -0.2 NC 0.5 gb:BB333383 /DB_XREF=gi:16403994 /DB_XREF=BB333383 /CLONE=B830010N21 /FEA=EST /CNT=17 /TID=Mm.40274.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435728_at 28.3 29.3 P P 0.001221 0.001221 -0.2 NC 0.5 gb:AW457809 /DB_XREF=gi:7028026 /DB_XREF=UI-M-BH3-aro-e-12-0-UI.s1 /CLONE=UI-M-BH3-aro-e-12-0-UI /FEA=EST /CNT=14 /TID=Mm.26657.1 
MOE430_2_1435740_at 1358.9 1146.3 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV286259 /DB_XREF=gi:16391997 /DB_XREF=AV286259 /CLONE=5031420N18 /FEA=EST /CNT=106 /TID=Mm.29219.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435760_at 1.4 3.2 A A 0.63 0.46 -0.2 NC 0.59 gb:C89521 /DB_XREF=gi:3165283 /DB_XREF=C89521 /CLONE=01B00071KA10 /FEA=EST /CNT=23 /TID=Mm.133872.1 /TIER=Stack /STK=13 /UG=Mm.1
MOE430_2_1435770_at 20.2 21.7 P P 0.000244 0.001953 -0.2 NC 0.81 gb:BB215068 /DB_XREF=gi:15410117 /DB_XREF=BB215068 /CLONE=A530024L06 /FEA=EST /CNT=25 /TID=Mm.44400.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435782_at 54.3 50.8 P P 0.005859 0.01 -0.2 NC 0.88 gb:AU043470 /DB_XREF=gi:3978945 /DB_XREF=AU043470 /CLONE=J0905E05 /FEA=EST /CNT=21 /TID=Mm.14707.1 /TIER=Stack /STK=13 /UG=Mm.147
MOE430_2_1435806_at 100.2 86.6 P P 0.001953 0.001953 -0.2 NC 0.54 gb:BB045538 /DB_XREF=gi:16259357 /DB_XREF=BB045538 /CLONE=6030495K17 /FEA=EST /CNT=22 /TID=Mm.38180.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435816_at 552 534.1 P P 0.001221 0.00293 -0.2 NC 0.98 gb:C81225 /DB_XREF=gi:2521555 /DB_XREF=C81225 /CLONE=J0096A09 /FEA=EST /CNT=15 /TID=Mm.1139.7 /TIER=Stack /STK=13 /UG=Mm.1139 /LL
MOE430_2_1435823_x_ 56.1 44.6 P P 0.00415 0.03 -0.2 NC 0.89 gb:AW491662 /DB_XREF=gi:7061943 /DB_XREF=UI-M-BH3-atq-h-02-0-UI.s1 /CLONE=UI-M-BH3-atq-h-02-0-UI /FEA=EST /CNT=28 /TID=Mm.46628.5 
MOE430_2_1435856_x_ 259.9 319 P P 0.01 0.01 -0.2 NC 0.88 gb:AV310148 /DB_XREF=gi:6363183 /DB_XREF=AV310148 /CLONE=5730588L04 /FEA=EST /CNT=13 /TID=Mm.26116.3 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1435864_a_ 659.4 559.5 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BG975168 /DB_XREF=gi:14362805 /DB_XREF=602843258F1 /CLONE=IMAGE:4978887 /FEA=EST /CNT=47 /TID=Mm.31946.2 /TIER=Stack /STK=12 /U
MOE430_2_1435925_at 65.8 56.3 P P 0.001221 0.000732 -0.2 NC 0.5 gb:BB377392 /DB_XREF=gi:16407609 /DB_XREF=BB377392 /CLONE=C130089C17 /FEA=EST /CNT=29 /TID=Mm.22844.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435935_at 78.8 66 P P 0.000732 0.000732 -0.2 NC 0.5 gb:AA960248 /DB_XREF=gi:3126148 /DB_XREF=ub55f11.s1 /CLONE=IMAGE:1381677 /FEA=EST /CNT=18 /TID=Mm.10139.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435975_at 26.5 20.9 P P 0.005859 0.005859 -0.2 NC 0.5 gb:BQ175496 /DB_XREF=gi:20350988 /DB_XREF=UI-M-DJ2-bvw-c-20-0-UI.s1 /CLONE=UI-M-DJ2-bvw-c-20-0-UI /FEA=EST /CNT=17 /TID=Mm.10012
MOE430_2_1435984_at 25.2 25.8 P P 0.008057 0.03 -0.2 NC 0.51 gb:AI450803 /DB_XREF=gi:4299555 /DB_XREF=ms82b03.x1 /CLONE=IMAGE:618029 /FEA=EST /CNT=13 /TID=Mm.32360.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1436016_x_ 4677.1 4212.8 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BF660710 /DB_XREF=gi:11925844 /DB_XREF=maa83g01.y1 /CLONE=IMAGE:3823656 /FEA=EST /CNT=12 /TID=Mm.24443.4 /TIER=Stack /STK=12 /U
MOE430_2_1436029_at 1309.8 1178.8 P P 0.000244 0.000244 -0.2 NC 0.85 gb:AW551930 /DB_XREF=gi:7197353 /DB_XREF=L0205G09-3 /CLONE=L0205G09 /FEA=EST /CNT=42 /TID=Mm.25695.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436032_at 14.3 13.5 A A 0.14 0.12 -0.2 NC 0.5 gb:BB201888 /DB_XREF=gi:15409732 /DB_XREF=BB201888 /CLONE=A430042E15 /FEA=EST /CNT=24 /TID=Mm.19355.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436042_at 43.7 50.7 P P 0.01 0.00415 -0.2 NC 0.5 gb:BI648366 /DB_XREF=gi:15562602 /DB_XREF=603278324F1 /CLONE=IMAGE:5318644 /FEA=EST /CNT=22 /TID=Mm.4053.2 /TIER=Stack /STK=11 /UG
MOE430_2_1436053_at 88.4 70.2 P P 0.000732 0.000244 -0.2 NC 0.53 gb:BB272520 /DB_XREF=gi:8969539 /DB_XREF=BB272520 /CLONE=A830076K10 /FEA=EST /CNT=29 /TID=Mm.86347.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436060_at 44.2 37.7 P P 0.001221 0.02 -0.2 NC 0.93 gb:BB480659 /DB_XREF=gi:16440708 /DB_XREF=BB480659 /CLONE=D330049B05 /FEA=EST /CNT=20 /TID=Mm.74746.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436081_a_ 409.7 353.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BE632205 /DB_XREF=gi:9914823 /DB_XREF=uu11e02.x1 /CLONE=IMAGE:3371642 /FEA=EST /CNT=14 /TID=Mm.181488.2 /TIER=Stack /STK=11 /UG
MOE430_2_1436098_at 4.5 7.7 A A 0.43 0.35 -0.2 NC 0.28 gb:BB667452 /DB_XREF=gi:16398901 /DB_XREF=BB667452 /CLONE=C730014L11 /FEA=EST /CNT=17 /TID=Mm.27370.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436113_a_ 1330.6 1183 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB770696 /DB_XREF=gi:16197145 /DB_XREF=BB770696 /CLONE=G370116M02 /FEA=EST /CNT=12 /TID=Mm.196525.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436126_at 1.1 0.9 A A 0.78 0.75 -0.2 NC 0.71 gb:BE980690 /DB_XREF=gi:10648988 /DB_XREF=UI-M-BG2-bcl-h-12-0-UI.s1 /CLONE=UI-M-BG2-bcl-h-12-0-UI /FEA=EST /CNT=13 /TID=Mm.50304.1
MOE430_2_1436158_at 551 439.7 P P 0.000732 0.000244 -0.2 NC 0.66 gb:BB547478 /DB_XREF=gi:16447571 /DB_XREF=BB547478 /CLONE=E130318K04 /FEA=EST /CNT=101 /TID=Mm.140186.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436184_at 253.7 222 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BM117370 /DB_XREF=gi:17080388 /DB_XREF=L0849H09-3 /CLONE=L0849H09 /FEA=EST /CNT=24 /TID=Mm.112236.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436269_s_ 241.5 211.7 P P 0.000732 0.00293 -0.2 NC 0.75 gb:AW323050 /DB_XREF=gi:6757075 /DB_XREF=uo54g12.x1 /CLONE=IMAGE:2646406 /FEA=EST /CNT=11 /TID=Mm.21880.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1436296_x_ 7.1 9.2 P P 0.01 0.04 -0.2 NC 0.5 gb:BE946605 /DB_XREF=gi:10524364 /DB_XREF=UI-M-BZ0-axv-b-06-0-UI.s1 /CLONE=UI-M-BZ0-axv-b-06-0-UI /FEA=EST /CNT=10 /TID=Mm.212764
MOE430_2_1436300_at 267.1 252.6 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BB409552 /DB_XREF=gi:16423187 /DB_XREF=BB409552 /CLONE=C430014H23 /FEA=EST /CNT=130 /TID=Mm.533.5 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1436303_at 245.9 188.5 P P 0.000732 0.000732 -0.2 NC 0.96 gb:BQ267038 /DB_XREF=gi:20492103 /DB_XREF=NISC_ff16e10.x1 /CLONE=IMAGE:2865907 /FEA=EST /CNT=89 /TID=Mm.35797.1 /TIER=Stack /STK=9 /
MOE430_2_1436312_at 1.2 0.8 A A 0.91 0.98 -0.2 NC 0.5 gb:AV317621 /DB_XREF=gi:16394602 /DB_XREF=AV317621 /CLONE=5832432G11 /FEA=EST /CNT=63 /TID=Mm.39709.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436323_at 144.3 138.1 P P 0.000244 0.000732 -0.2 NC 0.5 gb:BE952576 /DB_XREF=gi:10593170 /DB_XREF=UI-M-BH4-azh-e-02-0-UI.s1 /CLONE=UI-M-BH4-azh-e-02-0-UI /FEA=EST /CNT=23 /TID=Mm.29723.
MOE430_2_1436329_at 97.5 93 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV346607 /DB_XREF=gi:16397073 /DB_XREF=AV346607 /CLONE=6430581J15 /FEA=EST /CNT=23 /TID=Mm.86774.1 /TIER=Stack /STK=9 /UG=Mm.8
MOE430_2_1436331_at 17.1 28.4 A A 0.11 0.24 -0.2 NC 0.94 gb:AV322581 /DB_XREF=gi:16395199 /DB_XREF=AV322581 /CLONE=6230400M22 /FEA=EST /CNT=26 /TID=Mm.31798.1 /TIER=Stack /STK=9 /UG=Mm.



MOE430_2_1436343_at 46.8 44.8 P P 0.01 0.01 -0.2 NC 0.55 gb:BM502696 /DB_XREF=gi:18663912 /DB_XREF=ii41d11.x1 /CLONE=IMAGE:5944364 /FEA=EST /CNT=36 /TID=Mm.183257.3 /TIER=Stack /STK=9 /UG=
MOE430_2_1436348_at 454.3 408.7 P P 0.000732 0.001953 -0.2 NC 0.93 gb:BB447409 /DB_XREF=gi:16425180 /DB_XREF=BB447409 /CLONE=D030060G22 /FEA=EST /CNT=16 /TID=Mm.6358.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1436362_x_ 68.9 52.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AA798895 /DB_XREF=gi:2861850 /DB_XREF=vv94e07.r1 /CLONE=IMAGE:1230084 /FEA=EST /CNT=14 /TID=Mm.220953.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436363_a_ 6458.6 5387.4 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AW049660 /DB_XREF=gi:5910189 /DB_XREF=UI-M-BH1-and-h-09-0-UI.s1 /CLONE=UI-M-BH1-and-h-09-0-UI /FEA=EST /CNT=14 /TID=Mm.9394.3 
MOE430_2_1436364_x_ 4998.7 4610.4 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AW049660 /DB_XREF=gi:5910189 /DB_XREF=UI-M-BH1-and-h-09-0-UI.s1 /CLONE=UI-M-BH1-and-h-09-0-UI /FEA=EST /CNT=14 /TID=Mm.9394.3 
MOE430_2_1436377_at 221.5 187.4 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BI410102 /DB_XREF=gi:15171025 /DB_XREF=602964021F1 /CLONE=IMAGE:5119565 /FEA=EST /CNT=21 /TID=Mm.24330.1 /TIER=Stack /STK=9 /UG
MOE430_2_1436396_at 69.4 35.2 P P 0.008057 0.04 -0.2 NC 0.51 gb:AV291191 /DB_XREF=gi:16392374 /DB_XREF=AV291191 /CLONE=5430401H03 /FEA=EST /CNT=18 /TID=Mm.31382.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436400_at 23.3 22.4 P P 0.01 0.03 -0.2 NC 0.41 gb:AV328429 /DB_XREF=gi:16395869 /DB_XREF=AV328429 /CLONE=6330441M09 /FEA=EST /CNT=17 /TID=Mm.181229.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436415_at 46.4 36.5 P P 0.02 0.005859 -0.2 NC 0.5 gb:AA855988 /DB_XREF=gi:2943526 /DB_XREF=vw81d05.r1 /CLONE=IMAGE:1261353 /FEA=EST /CNT=12 /TID=Mm.41647.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436446_at 77.9 81.1 P P 0.000244 0.000244 -0.2 NC 0.51 gb:BQ176469 /DB_XREF=gi:20351961 /DB_XREF=UI-M-DJ2-bwf-p-17-0-UI.s1 /CLONE=UI-M-DJ2-bwf-p-17-0-UI /FEA=EST /CNT=10 /TID=Mm.37929.
MOE430_2_1436449_at 0.3 0.5 A A 0.52 0.98 -0.2 NC 0.78 gb:BB284627 /DB_XREF=gi:8985076 /DB_XREF=BB284627 /CLONE=A930106H09 /FEA=EST /CNT=10 /TID=Mm.39691.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436522_at 454.6 410 P P 0.000244 0.000244 -0.2 NC 0.7 gb:BE948629 /DB_XREF=gi:10526388 /DB_XREF=UI-M-BH3-awa-h-06-0-UI.s4 /CLONE=UI-M-BH3-awa-h-06-0-UI /FEA=EST /CNT=19 /TID=Mm.21687
MOE430_2_1436546_at 1124.1 979.3 P P 0.000244 0.000244 -0.2 NC 0.88 gb:BM502719 /DB_XREF=gi:18663951 /DB_XREF=ii41g05.x1 /CLONE=IMAGE:5944496 /FEA=EST /CNT=18 /TID=Mm.88628.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436548_at 22.9 17.5 P A 0.000244 0.11 -0.2 NC 0.94 gb:AW108427 /DB_XREF=gi:6079227 /DB_XREF=um30e07.x1 /CLONE=IMAGE:2236068 /FEA=EST /CNT=14 /TID=Mm.83624.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436558_at 21.7 26.8 P P 0.00415 0.000732 -0.2 NC 0.5 gb:BG065617 /DB_XREF=gi:12548180 /DB_XREF=H3033C10-3 /CLONE=H3033C10 /FEA=EST /CNT=15 /TID=Mm.218317.5 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436567_a_ 3922.3 3728.4 P P 0.000244 0.000244 -0.2 D 0.99 gb:C88880 /DB_XREF=gi:3164642 /DB_XREF=C88880 /CLONE=01B00051IG09 /FEA=EST /CNT=12 /TID=Mm.29513.4 /TIER=Stack /STK=8 /UG=Mm.2951
MOE430_2_1436586_x_ 8339.5 7493.2 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BE368859 /DB_XREF=gi:9314222 /DB_XREF=601221489F1 /CLONE=IMAGE:3590302 /FEA=EST /CNT=11 /TID=Mm.43778.3 /TIER=Stack /STK=8 /UG=
MOE430_2_1436592_at 5.5 5.5 A A 0.21 0.24 -0.2 NC 0.5 gb:BB453760 /DB_XREF=gi:16425788 /DB_XREF=BB453760 /CLONE=D130026M09 /FEA=EST /CNT=18 /TID=Mm.29602.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436653_at 3.5 3.6 A A 0.39 0.56 -0.2 NC 0.57 gb:BQ174414 /DB_XREF=gi:20349905 /DB_XREF=UI-M-DJ2-bvy-c-15-0-UI.s1 /CLONE=UI-M-DJ2-bvy-c-15-0-UI /FEA=EST /CNT=11 /TID=Mm.69521.
MOE430_2_1436666_at 20.6 11.1 P A 0.005859 0.06 -0.2 NC 0.6 gb:BM119198 /DB_XREF=gi:17087224 /DB_XREF=L0922C01-3 /CLONE=L0922C01 /FEA=EST /CNT=8 /TID=Mm.96522.1 /TIER=Stack /STK=8 /UG=Mm.9
MOE430_2_1436691_x_ 6344.1 5431.4 P P 0.01 0.02 -0.2 D 0.99 gb:BB166616 /DB_XREF=gi:8822557 /DB_XREF=BB166616 /CLONE=A130089E24 /FEA=EST /CNT=8 /TID=Mm.30929.5 /TIER=Stack /STK=8 /UG=Mm.30
MOE430_2_1436697_at 92.4 60.8 P P 0.005859 0.01 -0.2 NC 0.87 gb:AV303202 /DB_XREF=gi:6335716 /DB_XREF=AV303202 /CLONE=5730511I01 /FEA=EST /CNT=8 /TID=Mm.88335.1 /TIER=Stack /STK=8 /UG=Mm.883
MOE430_2_1436699_x_ 5874.5 5139.1 P P 0.000244 0.000244 -0.2 NC 0.69 gb:BB422726 /DB_XREF=gi:9244081 /DB_XREF=BB422726 /CLONE=C530033J22 /FEA=EST /CNT=8 /TID=Mm.41923.5 /TIER=Stack /STK=8 /UG=Mm.41
MOE430_2_1436703_x_ 1227.9 1092.2 P P 0.000244 0.000244 -0.2 NC 0.85 gb:BB461550 /DB_XREF=gi:9357043 /DB_XREF=BB461550 /CLONE=D130072H23 /FEA=EST /CNT=179 /TID=Mm.28452.2 /TIER=Stack /STK=176 /UG=M
MOE430_2_1436716_at 23.2 23.9 P P 0.000244 0.03 -0.2 NC 0.9 gb:BM941586 /DB_XREF=gi:19400738 /DB_XREF=UI-M-CG0p-bgi-e-09-0-UI.r1 /CLONE=UI-M-CG0p-bgi-e-09-0-UI /FEA=EST /CNT=363 /TID=Mm.140.
MOE430_2_1436722_a_ 7750.8 6457.3 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AW537707 /DB_XREF=gi:7180220 /DB_XREF=G0120F07-3 /CLONE=G0120F07 /FEA=EST /CNT=97 /TID=Mm.297.2 /TIER=Stack /STK=95 /UG=Mm.29
MOE430_2_1436729_at 1825.2 1599.1 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV328634 /DB_XREF=gi:16395926 /DB_XREF=AV328634 /CLONE=6330443C18 /FEA=EST /CNT=112 /TID=Mm.39482.1 /TIER=Stack /STK=85 /UG=M
MOE430_2_1436752_at 157.1 116.8 P P 0.000244 0.000244 -0.2 NC 0.84 gb:BM229530 /DB_XREF=gi:17792477 /DB_XREF=K0280B10-3 /CLONE=K0280B10 /FEA=EST /CNT=112 /TID=Mm.23783.1 /TIER=Stack /STK=63 /UG=M
MOE430_2_1436764_at 135.2 115.6 P P 0.000244 0.000244 -0.2 NC 0.66 gb:BG075883 /DB_XREF=gi:12558452 /DB_XREF=H3152H12-3 /CLONE=H3152H12 /FEA=EST /CNT=115 /TID=Mm.196376.1 /TIER=Stack /STK=58 /UG=
MOE430_2_1436767_at 75.3 69 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BB475271 /DB_XREF=gi:16439992 /DB_XREF=BB475271 /CLONE=D330012G03 /FEA=EST /CNT=103 /TID=Mm.24304.2 /TIER=Stack /STK=22 /UG=M
MOE430_2_1436812_at 153.5 137.3 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BB763578 /DB_XREF=gi:16208199 /DB_XREF=BB763578 /CLONE=G370028H14 /FEA=EST /CNT=83 /TID=Mm.102056.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1436813_x_ 589.1 356.1 P P 0.000732 0.00293 -0.2 NC 0.74 gb:BB332580 /DB_XREF=gi:9041343 /DB_XREF=BB332580 /CLONE=B730049N03 /FEA=EST /CNT=51 /TID=Mm.34296.4 /TIER=Stack /STK=48 /UG=Mm.
MOE430_2_1436818_a_ 63.4 48.9 P P 0.001221 0.00415 -0.2 NC 0.5 gb:BB479807 /DB_XREF=gi:16440607 /DB_XREF=BB479807 /CLONE=D330041B03 /FEA=EST /CNT=95 /TID=Mm.27164.2 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1436822_x_ 7183.4 6399.5 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AW558862 /DB_XREF=gi:7204291 /DB_XREF=L0301A06-3 /CLONE=L0301A06 /FEA=EST /CNT=50 /TID=Mm.196605.3 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1436827_at 51.4 51 P P 0.000244 0.000244 -0.2 NC 0.74 gb:BB053232 /DB_XREF=gi:15404093 /DB_XREF=BB053232 /CLONE=6720460P13 /FEA=EST /CNT=58 /TID=Mm.29837.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1436833_x_ 422.4 355.1 P P 0.000244 0.000244 -0.2 NC 0.82 gb:BB251824 /DB_XREF=gi:8944570 /DB_XREF=BB251824 /CLONE=A730048E02 /FEA=EST /CNT=46 /TID=Mm.74226.2 /TIER=Stack /STK=46 /UG=Mm.
MOE430_2_1436834_x_ 2407.8 2005.6 P P 0.000732 0.000244 -0.2 NC 0.98 gb:AV011848 /DB_XREF=gi:4788835 /DB_XREF=AV011848 /CLONE=1110033K12 /FEA=EST /CNT=49 /TID=Mm.3156.3 /TIER=Stack /STK=45 /UG=Mm.31
MOE430_2_1436840_x_ 8367 7678.1 P P 0.000244 0.000244 -0.2 NC 0.71 gb:AV124739 /DB_XREF=gi:5310973 /DB_XREF=AV124739 /CLONE=2700022H08 /FEA=EST /CNT=45 /TID=Mm.16423.5 /TIER=Stack /STK=45 /UG=Mm.
MOE430_2_1436865_at 48.3 40.6 P P 0.001221 0.001221 -0.2 NC 0.5 gb:BB667260 /DB_XREF=gi:16398709 /DB_XREF=BB667260 /CLONE=6820446C02 /FEA=EST /CNT=61 /TID=Mm.31869.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1436879_x_ 0.2 0.4 A A 0.78 0.96 -0.2 NC 0.81 gb:AV124668 /DB_XREF=gi:5310902 /DB_XREF=AV124668 /CLONE=2700022B21 /FEA=EST /CNT=40 /TID=Mm.80.5 /TIER=Stack /STK=40 /UG=Mm.80 /
MOE430_2_1436886_x_ 201.6 182.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV339266 /DB_XREF=gi:6379318 /DB_XREF=AV339266 /CLONE=6430503E07 /FEA=EST /CNT=39 /TID=Mm.23739.2 /TIER=Stack /STK=39 /UG=Mm.2
MOE430_2_1436892_at 27.7 21.3 P P 0.000244 0.001221 -0.2 NC 0.5 gb:BB133520 /DB_XREF=gi:16266546 /DB_XREF=BB133520 /CLONE=9830106O05 /FEA=EST /CNT=46 /TID=Mm.205563.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1436929_x_ 9.5 16.4 A A 0.09 0.19 -0.2 NC 0.76 gb:BB763890 /DB_XREF=gi:16208317 /DB_XREF=BB763890 /CLONE=G370031F15 /FEA=EST /CNT=36 /TID=Mm.70546.5 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1436954_at 179.2 161 P P 0.000244 0.000244 -0.2 NC 0.91 gb:C76969 /DB_XREF=gi:2517299 /DB_XREF=C76969 /CLONE=J0023F02 /FEA=EST /CNT=142 /TID=Mm.24110.1 /TIER=Stack /STK=10 /UG=Mm.24110 
MOE430_2_1436963_x_ 62.2 64.4 P P 0.000732 0.001953 -0.2 NC 0.76 gb:AA940303 /DB_XREF=gi:3099847 /DB_XREF=vz43d11.r1 /CLONE=IMAGE:1329237 /FEA=EST /CNT=39 /TID=Mm.45155.2 /TIER=Stack /STK=32 /UG=M
MOE430_2_1436971_x_ 2508.2 1934.9 P P 0.000244 0.000244 -0.2 NC 0.85 gb:BB100384 /DB_XREF=gi:8752952 /DB_XREF=BB100384 /CLONE=9430072J22 /FEA=EST /CNT=34 /TID=Mm.3360.3 /TIER=Stack /STK=32 /UG=Mm.33
MOE430_2_1436986_at 57.2 59.9 P P 0.005859 0.01 -0.2 NC 0.9 gb:BB219478 /DB_XREF=gi:16353410 /DB_XREF=BB219478 /CLONE=A530055B14 /FEA=EST /CNT=36 /TID=Mm.30228.2 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1436991_x_ 4814.7 4151.2 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AV025559 /DB_XREF=gi:4802551 /DB_XREF=AV025559 /CLONE=1200014F04 /FEA=EST /CNT=33 /TID=Mm.21109.2 /TIER=Stack /STK=31 /UG=Mm.2
MOE430_2_1436992_x_ 4547.6 4036 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BB160479 /DB_XREF=gi:8816419 /DB_XREF=BB160479 /CLONE=A130053H12 /FEA=EST /CNT=33 /TID=Mm.3555.2 /TIER=Stack /STK=31 /UG=Mm.3
MOE430_2_1436999_at 1053.9 835.4 P P 0.000244 0.000244 -0.2 D 0.99 gb:AI504908 /DB_XREF=gi:4402759 /DB_XREF=vl84c05.x1 /CLONE=IMAGE:987368 /FEA=EST /CNT=106 /TID=Mm.187470.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1437005_a_ 8585.1 7723.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AU019414 /DB_XREF=gi:3374998 /DB_XREF=AU019414 /CLONE=J0517C05 /FEA=EST /CNT=33 /TID=Mm.41923.6 /TIER=Stack /STK=30 /UG=Mm.41
MOE430_2_1437013_x_ 2656.1 2160.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:AV339131 /DB_XREF=gi:6379183 /DB_XREF=AV339131 /CLONE=6430502C13 /FEA=EST /CNT=31 /TID=Mm.3479.2 /TIER=Stack /STK=30 /UG=Mm.34
MOE430_2_1437014_x_ 792.2 661.2 P P 0.00293 0.00415 -0.2 D 0.99 gb:AV123870 /DB_XREF=gi:5310104 /DB_XREF=AV123870 /CLONE=2700010C04 /FEA=EST /CNT=30 /TID=Mm.30929.6 /TIER=Stack /STK=30 /UG=Mm.
MOE430_2_1437019_at 24.1 23.5 A A 0.11 0.08 -0.2 NC 0.5 gb:AA162958 /DB_XREF=gi:1738921 /DB_XREF=ms16a07.r1 /CLONE=IMAGE:607092 /FEA=EST /CNT=37 /TID=Mm.27156.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1437023_at 95.6 88.2 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BQ176333 /DB_XREF=gi:20351825 /DB_XREF=UI-M-DJ2-bwg-d-10-0-UI.s1 /CLONE=UI-M-DJ2-bwg-d-10-0-UI /FEA=EST /CNT=41 /TID=Mm.55211
MOE430_2_1437027_x_ 2046.2 1825.8 P P 0.000732 0.000244 -0.2 NC 0.66 gb:AV307521 /DB_XREF=gi:6340035 /DB_XREF=AV307521 /CLONE=5730553C13 /FEA=EST /CNT=30 /TID=Mm.1951.3 /TIER=Stack /STK=29 /UG=Mm.1
MOE430_2_1437059_at 23.4 17.6 A A 0.14 0.09 -0.2 NC 0.4 gb:BB046776 /DB_XREF=gi:16259434 /DB_XREF=BB046776 /CLONE=6230417M22 /FEA=EST /CNT=66 /TID=Mm.87135.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437077_at 189.6 170.7 P P 0.000732 0.001221 -0.2 NC 0.95 gb:AV300673 /DB_XREF=gi:16393330 /DB_XREF=AV300673 /CLONE=5730485O09 /FEA=EST /CNT=233 /TID=Mm.24609.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1437078_at 95.3 91.1 P P 0.000244 0.000244 -0.2 NC 0.75 gb:BF468377 /DB_XREF=gi:11537560 /DB_XREF=UI-M-CD0-ayi-a-01-0-UI.r1 /CLONE=UI-M-CD0-ayi-a-01-0-UI /FEA=EST /CNT=182 /TID=Mm.42790.1
MOE430_2_1437079_at 2.7 2 A A 0.53 0.53 -0.2 NC 0.3 gb:AV334638 /DB_XREF=gi:15406411 /DB_XREF=AV334638 /CLONE=6330562L03 /FEA=EST /CNT=125 /TID=Mm.91919.3 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437108_at 100.2 85.4 P P 0.008057 0.02 -0.2 NC 0.5 gb:AV306422 /DB_XREF=gi:16393809 /DB_XREF=AV306422 /CLONE=5730540C09 /FEA=EST /CNT=76 /TID=Mm.28694.2 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437155_a_ 150.1 134.4 P P 0.000732 0.001221 -0.2 NC 0.96 gb:BG066193 /DB_XREF=gi:12548756 /DB_XREF=H3040A05-3 /CLONE=H3040A05 /FEA=EST /CNT=27 /TID=Mm.28060.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1437159_at 78.1 63.7 P M 0.04 0.05 -0.2 NC 0.83 gb:AW553762 /DB_XREF=gi:7199185 /DB_XREF=L0231D02-3 /CLONE=L0231D02 /FEA=EST /CNT=28 /TID=Mm.2040.4 /TIER=Stack /STK=24 /UG=Mm.2
MOE430_2_1437163_x_ 441.4 390.2 P P 0.000244 0.000244 -0.2 NC 0.82 gb:BB168668 /DB_XREF=gi:8824609 /DB_XREF=BB168668 /CLONE=A130099N09 /FEA=EST /CNT=25 /TID=Mm.10182.3 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1437167_at 16.2 7.7 A A 0.09 0.08 -0.2 NC 0.5 gb:BB334744 /DB_XREF=gi:16404073 /DB_XREF=BB334744 /CLONE=B830027E03 /FEA=EST /CNT=24 /TID=Mm.74512.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1437180_at 78.9 77.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BE824567 /DB_XREF=gi:10256801 /DB_XREF=C0501D08-3 /CLONE=C0501D08 /FEA=EST /CNT=33 /TID=Mm.46620.2 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437185_s_ 9133.8 8048.3 P P 0.000244 0.000244 -0.2 D 0.99 gb:AV148480 /DB_XREF=gi:5352613 /DB_XREF=AV148480 /CLONE=2810478L23 /FEA=EST /CNT=26 /TID=Mm.3532.6 /TIER=Stack /STK=23 /UG=Mm.35
MOE430_2_1437188_at 131.8 108 P P 0.00293 0.00293 -0.2 NC 0.5 gb:BM114422 /DB_XREF=gi:17077440 /DB_XREF=L0804E08-3 /CLONE=L0804E08 /FEA=EST /CNT=27 /TID=Mm.32191.5 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437194_x_ 677.3 655.6 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BB252479 /DB_XREF=gi:8945225 /DB_XREF=BB252479 /CLONE=A730051K16 /FEA=EST /CNT=23 /TID=Mm.3094.2 /TIER=Stack /STK=23 /UG=Mm.3
MOE430_2_1437223_s_ 2234.8 1904.8 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AV051768 /DB_XREF=gi:5137540 /DB_XREF=AV051768 /CLONE=1810019M16 /FEA=EST /CNT=24 /TID=Mm.22718.5 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1437243_at 153.8 124.7 P P 0.000244 0.000244 -0.2 D 0.99 gb:AV349520 /DB_XREF=gi:16397147 /DB_XREF=AV349520 /CLONE=6530413I15 /FEA=EST /CNT=79 /TID=Mm.44184.1 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1437257_at 15 9.3 P A 0.04 0.17 -0.2 NC 0.57 gb:BB344753 /DB_XREF=gi:16404888 /DB_XREF=BB344753 /CLONE=B930053A14 /FEA=EST /CNT=30 /TID=Mm.125895.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437283_at 324.1 246.9 P P 0.000244 0.000732 -0.2 NC 0.94 gb:AV270020 /DB_XREF=gi:15405430 /DB_XREF=AV270020 /CLONE=4930546L23 /FEA=EST /CNT=189 /TID=Mm.206119.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437297_at 250.5 215.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB409788 /DB_XREF=gi:15411954 /DB_XREF=BB409788 /CLONE=C430015G24 /FEA=EST /CNT=68 /TID=Mm.21553.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437321_at 2.3 2.1 A A 0.46 0.63 -0.2 NC 0.72 gb:AI480619 /DB_XREF=gi:4373845 /DB_XREF=vh52b04.x1 /CLONE=IMAGE:890575 /FEA=EST /CNT=21 /TID=Mm.87400.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437348_at 239.8 231.7 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AV173466 /DB_XREF=gi:15404670 /DB_XREF=AV173466 /CLONE=5730405C17 /FEA=EST /CNT=76 /TID=Mm.22283.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437386_at 17.6 10.7 A A 0.19 0.39 -0.2 NC 0.21 gb:BQ176787 /DB_XREF=gi:20352279 /DB_XREF=UI-M-DJ2-bvz-p-11-0-UI.s1 /CLONE=UI-M-DJ2-bvz-p-11-0-UI /FEA=EST /CNT=19 /TID=Mm.45177.
MOE430_2_1437406_x_ 2880.2 2345.8 P P 0.001953 0.008057 -0.2 D 0.99 gb:BB787243 /DB_XREF=gi:16955739 /DB_XREF=BB787243 /CLONE=G430115L10 /FEA=EST /CNT=23 /TID=Mm.22248.4 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437416_at 0.4 0 A A 0.78 0.9 -0.2 NC 0.88 gb:BE199876 /DB_XREF=gi:8712045 /DB_XREF=ug71g02.x1 /CLONE=IMAGE:1547858 /FEA=EST /CNT=21 /TID=Mm.123411.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1437447_s_ 577.4 481.9 P P 0.00293 0.001953 -0.2 NC 0.98 gb:BB815240 /DB_XREF=gi:16987869 /DB_XREF=BB815240 /CLONE=G730028A10 /FEA=EST /CNT=18 /TID=Mm.171370.2 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437451_at 6.4 6.3 A A 0.27 0.36 -0.2 NC 0.49 gb:BB736636 /DB_XREF=gi:16135786 /DB_XREF=BB736636 /CLONE=F430009H04 /FEA=EST /CNT=18 /TID=Mm.46243.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437478_s_ 150.1 126 P P 0.000244 0.000244 -0.2 NC 0.92 gb:AA409309 /DB_XREF=gi:2068660 /DB_XREF=EST03745 /CLONE=C0039E01 /FEA=EST /CNT=28 /TID=Mm.200660.1 /TIER=Stack /STK=17 /UG=Mm.2
MOE430_2_1437479_x_ 29.3 30.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB728182 /DB_XREF=gi:16111457 /DB_XREF=BB728182 /CLONE=E860034A21 /FEA=EST /CNT=25 /TID=Mm.114474.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437483_at 213 171.8 P P 0.000244 0.000244 -0.2 NC 0.9 gb:AW990386 /DB_XREF=gi:8186118 /DB_XREF=uf06c03.x1 /CLONE=IMAGE:1510564 /FEA=EST /CNT=29 /TID=Mm.45033.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1437503_a_ 4578.1 3612.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:BB533076 /DB_XREF=gi:9585005 /DB_XREF=BB533076 /CLONE=E030028E01 /FEA=EST /CNT=19 /TID=Mm.196533.3 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437524_x_ 470.4 428.9 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB534801 /DB_XREF=gi:9586730 /DB_XREF=BB534801 /CLONE=E030040A01 /FEA=EST /CNT=17 /TID=Mm.41792.3 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1437542_at 21.3 20 P P 0.02 0.03 -0.2 NC 0.82 gb:BB319935 /DB_XREF=gi:16403282 /DB_XREF=BB319935 /CLONE=B230383G03 /FEA=EST /CNT=27 /TID=Mm.106343.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437547_s_ 347.6 305.7 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BB044517 /DB_XREF=gi:16259298 /DB_XREF=BB044517 /CLONE=6030488G21 /FEA=EST /CNT=25 /TID=Mm.24731.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437551_at 20.3 18.3 A M 0.08 0.05 -0.2 NC 0.5 gb:BB495352 /DB_XREF=gi:9467071 /DB_XREF=BB495352 /CLONE=D530047N18 /FEA=EST /CNT=23 /TID=Mm.100460.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437552_at 85.8 73.1 P P 0.000732 0.000732 -0.2 NC 0.5 gb:AV302436 /DB_XREF=gi:16393476 /DB_XREF=AV302436 /CLONE=5730502M19 /FEA=EST /CNT=21 /TID=Mm.46525.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437559_at 4.6 4.4 A A 0.43 0.33 -0.2 NC 0.28 gb:BB130891 /DB_XREF=gi:15408374 /DB_XREF=BB130891 /CLONE=9630047M24 /FEA=EST /CNT=21 /TID=Mm.100348.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437568_at 1423.7 1302.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB041237 /DB_XREF=gi:16258651 /DB_XREF=BB041237 /CLONE=6030454J05 /FEA=EST /CNT=25 /TID=Mm.42042.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437577_at 39.1 33.5 P P 0.01 0.04 -0.2 NC 0.97 gb:BM211666 /DB_XREF=gi:17768932 /DB_XREF=C0810D09-3 /CLONE=C0810D09 /FEA=EST /CNT=18 /TID=Mm.132483.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437588_at 1 0.6 A A 0.72 0.93 -0.2 NC 0.5 gb:BB547375 /DB_XREF=gi:16447560 /DB_XREF=BB547375 /CLONE=E130318E11 /FEA=EST /CNT=19 /TID=Mm.168942.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437592_x_ 180.4 115.5 P P 0.001953 0.00415 -0.2 NC 0.84 gb:AA290200 /DB_XREF=gi:1936564 /DB_XREF=vb34g02.r1 /CLONE=IMAGE:750866 /FEA=EST /CNT=17 /TID=Mm.24002.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437598_at 94.1 87.9 P P 0.001953 0.001953 -0.2 NC 0.5 gb:BB308952 /DB_XREF=gi:16402457 /DB_XREF=BB308952 /CLONE=B230308F23 /FEA=EST /CNT=17 /TID=Mm.63382.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437604_x_ 49.3 40.5 A A 0.08 0.06 -0.2 NC 0.5 gb:AU041258 /DB_XREF=gi:3955493 /DB_XREF=AU041258 /CLONE=J0828E02 /FEA=EST /CNT=16 /TID=Mm.202327.1 /TIER=Stack /STK=16 /UG=Mm.20
MOE430_2_1437618_x_ 62.9 25.8 P P 0.000244 0.000732 -0.2 NC 0.93 gb:BB273882 /DB_XREF=gi:8970902 /DB_XREF=BB273882 /CLONE=A830085K19 /FEA=EST /CNT=16 /TID=Mm.44103.4 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437623_x_ 35.6 32.5 P P 0.008057 0.01 -0.2 NC 0.51 gb:BB251723 /DB_XREF=gi:8944469 /DB_XREF=BB251723 /CLONE=A730047L12 /FEA=EST /CNT=16 /TID=Mm.19082.2 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437663_at 61.9 62.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB322160 /DB_XREF=gi:15411414 /DB_XREF=BB322160 /CLONE=B330013B03 /FEA=EST /CNT=18 /TID=Mm.38252.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437666_x_ 7041.9 6566.8 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AW551908 /DB_XREF=gi:7197331 /DB_XREF=L0205E01-3 /CLONE=L0205E01 /FEA=EST /CNT=17 /TID=Mm.331.6 /TIER=Stack /STK=15 /UG=Mm.331
MOE430_2_1437679_a_ 683.8 598.3 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BB172698 /DB_XREF=gi:8831781 /DB_XREF=BB172698 /CLONE=A230040G05 /FEA=EST /CNT=16 /TID=Mm.82751.4 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437687_x_ 5481.1 4653.2 P P 0.000244 0.000244 -0.2 D 0.99 gb:BB026630 /DB_XREF=gi:8202989 /DB_XREF=BB026630 /CLONE=5330434F12 /FEA=EST /CNT=16 /TID=Mm.20943.3 /TIER=Stack /STK=15 /UG=Mm.2
MOE430_2_1437690_x_ 1820.6 1620.3 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BB529152 /DB_XREF=gi:9580610 /DB_XREF=BB529152 /CLONE=D930050D14 /FEA=EST /CNT=16 /TID=Mm.221174.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437704_at 13.3 9.7 P P 0.008057 0.03 -0.2 NC 0.5 gb:AW494626 /DB_XREF=gi:7064907 /DB_XREF=UI-M-BH3-aun-e-02-0-UI.s1 /CLONE=UI-M-BH3-aun-e-02-0-UI /FEA=EST /CNT=15 /TID=Mm.133708
MOE430_2_1437706_x_ 7948.6 7089.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:AW548239 /DB_XREF=gi:7193660 /DB_XREF=L0033D09-3 /CLONE=L0033D09 /FEA=EST /CNT=15 /TID=Mm.43778.4 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437713_x_ 49.3 27.6 P P 0.005859 0.04 -0.2 NC 0.21 gb:BB502060 /DB_XREF=gi:9490854 /DB_XREF=BB502060 /CLONE=D630037K02 /FEA=EST /CNT=15 /TID=Mm.28647.3 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437728_at 121.4 105.9 P P 0.02 0.03 -0.2 NC 0.53 gb:BB397845 /DB_XREF=gi:16412142 /DB_XREF=BB397845 /CLONE=C330005L13 /FEA=EST /CNT=201 /TID=Mm.137177.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437737_at 126.5 102.9 P P 0.001953 0.001953 -0.2 NC 0.5 gb:AV273541 /DB_XREF=gi:15405535 /DB_XREF=AV273541 /CLONE=4932411M14 /FEA=EST /CNT=49 /TID=Mm.157114.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437742_at 114.6 93.9 P P 0.000244 0.000244 -0.2 NC 0.78 gb:BB767504 /DB_XREF=gi:16210159 /DB_XREF=BB767504 /CLONE=G370074G15 /FEA=EST /CNT=144 /TID=Mm.21936.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437763_at 79.4 68.7 P P 0.001221 0.00293 -0.2 NC 0.88 gb:BB008667 /DB_XREF=gi:15403210 /DB_XREF=BB008667 /CLONE=4732484A18 /FEA=EST /CNT=21 /TID=Mm.31539.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437769_at 18.4 11.6 P P 0.03 0.03 -0.2 NC 0.5 gb:BB543054 /DB_XREF=gi:16447291 /DB_XREF=BB543054 /CLONE=E130207D12 /FEA=EST /CNT=18 /TID=Mm.138345.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437808_x_ 1.4 0.8 A A 0.66 0.94 -0.2 NC 0.59 gb:BB225239 /DB_XREF=gi:8893850 /DB_XREF=BB225239 /CLONE=A530090G04 /FEA=EST /CNT=15 /TID=Mm.26658.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437816_at 8.3 5.6 A A 0.27 0.36 -0.2 NC 0.5 gb:BF456245 /DB_XREF=gi:11522414 /DB_XREF=UI-M-CG0p-bih-d-01-0-UI.s2 /CLONE=UI-M-CG0p-bih-d-01-0-UI /FEA=EST /CNT=15 /TID=Mm.3608.
MOE430_2_1437818_at 9.3 7.1 A A 0.14 0.33 -0.2 NC 0.44 gb:AV228487 /DB_XREF=gi:16385548 /DB_XREF=AV228487 /CLONE=4432416H09 /FEA=EST /CNT=14 /TID=Mm.71505.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437848_x_ 48.2 25.9 P P 0.005859 0.008057 -0.2 NC 0.91 gb:BB490673 /DB_XREF=gi:9449300 /DB_XREF=BB490673 /CLONE=D530017A09 /FEA=EST /CNT=14 /TID=Mm.22456.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437849_x_ 658.2 403.3 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BB443695 /DB_XREF=gi:9286307 /DB_XREF=BB443695 /CLONE=D030042D23 /FEA=EST /CNT=14 /TID=Mm.27714.5 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437850_a_ 481.7 534.2 P P 0.000244 0.000244 -0.2 NC 0.74 gb:AV299745 /DB_XREF=gi:6332236 /DB_XREF=AV299745 /CLONE=5730471A17 /FEA=EST /CNT=14 /TID=Mm.7335.3 /TIER=Stack /STK=14 /UG=Mm.73
MOE430_2_1437853_x_ 3903.3 3346.4 P P 0.000244 0.001953 -0.2 D 0.99 gb:BB074430 /DB_XREF=gi:8584428 /DB_XREF=BB074430 /CLONE=9330015G11 /FEA=EST /CNT=14 /TID=Mm.7089.5 /TIER=Stack /STK=14 /UG=Mm.7
MOE430_2_1437858_at 72 76.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV367203 /DB_XREF=gi:16397697 /DB_XREF=AV367203 /CLONE=8430428O16 /FEA=EST /CNT=78 /TID=Mm.22781.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1437895_at 64 60.4 P A 0.01 0.06 -0.2 D 0.99 gb:BE986756 /DB_XREF=gi:10661408 /DB_XREF=UI-M-CG0p-bey-d-06-0-UI.s1 /CLONE=UI-M-CG0p-bey-d-06-0-UI /FEA=EST /CNT=38 /TID=Mm.418
MOE430_2_1437947_x_ 1663.5 1438.4 P P 0.000732 0.000244 -0.2 NC 0.86 gb:AV036172 /DB_XREF=gi:4855837 /DB_XREF=AV036172 /CLONE=1600017H06 /FEA=EST /CNT=14 /TID=Mm.3555.5 /TIER=Stack /STK=13 /UG=Mm.35
MOE430_2_1437991_x_ 225.5 231.2 P P 0.03 0.04 -0.2 NC 0.5 gb:BB145073 /DB_XREF=gi:8800010 /DB_XREF=BB145073 /CLONE=9930028E13 /FEA=EST /CNT=13 /TID=Mm.27687.3 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1437993_x_ 2317.5 2070.5 P P 0.000732 0.000732 -0.2 NC 0.99 gb:BB221333 /DB_XREF=gi:8889945 /DB_XREF=BB221333 /CLONE=A530065K20 /FEA=EST /CNT=13 /TID=Mm.30204.3 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1437997_x_ 185.9 161.6 P P 0.001953 0.001953 -0.2 NC 0.99 gb:BB540526 /DB_XREF=gi:9611749 /DB_XREF=BB540526 /CLONE=E130106J01 /FEA=EST /CNT=13 /TID=Mm.196479.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437999_x_ 493.7 508.2 P P 0.000244 0.000732 -0.2 NC 0.73 gb:BB248089 /DB_XREF=gi:8940835 /DB_XREF=BB248089 /CLONE=A730023G23 /FEA=EST /CNT=13 /TID=Mm.6354.5 /TIER=Stack /STK=13 /UG=Mm.6
MOE430_2_1438001_x_ 2091.9 1798.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:AV054377 /DB_XREF=gi:5154124 /DB_XREF=AV054377 /CLONE=1810030H06 /FEA=EST /CNT=13 /TID=Mm.21251.3 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1438008_at 87.2 103.3 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB501734 /DB_XREF=gi:16442448 /DB_XREF=BB501734 /CLONE=D630036A05 /FEA=EST /CNT=109 /TID=Mm.27088.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438011_at 253.9 257.6 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BB280291 /DB_XREF=gi:15411078 /DB_XREF=BB280291 /CLONE=A930025A20 /FEA=EST /CNT=78 /TID=Mm.6161.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438073_at 13.9 12.6 A A 0.11 0.12 -0.2 NC 0.5 gb:AW047633 /DB_XREF=gi:5908162 /DB_XREF=UI-M-BH1-akm-g-09-0-UI.s1 /CLONE=UI-M-BH1-akm-g-09-0-UI /FEA=EST /CNT=15 /TID=Mm.44953.
MOE430_2_1438081_at 158.7 157.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB794635 /DB_XREF=gi:16964254 /DB_XREF=BB794635 /CLONE=G431001D24 /FEA=EST /CNT=15 /TID=Mm.210479.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438090_x_ 145.9 131.7 P P 0.000732 0.00293 -0.2 NC 0.81 gb:BF460764 /DB_XREF=gi:11529921 /DB_XREF=UI-M-CG0p-bmf-f-06-0-UI.s1 /CLONE=UI-M-CG0p-bmf-f-06-0-UI /FEA=EST /CNT=14 /TID=Mm.2426
MOE430_2_1438109_at 2.6 2.1 A A 0.19 0.56 -0.2 NC 0.5 gb:AV240255 /DB_XREF=gi:15405169 /DB_XREF=AV240255 /CLONE=4732440A06 /FEA=EST /CNT=13 /TID=Mm.36067.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438118_x_ 8396.6 7507.9 P P 0.000244 0.000244 -0.2 NC 0.9 gb:AV147875 /DB_XREF=gi:5352008 /DB_XREF=AV147875 /CLONE=2810468P17 /FEA=EST /CNT=13 /TID=Mm.7.4 /TIER=Stack /STK=12 /UG=Mm.7 /LL
MOE430_2_1438139_at 190.8 162.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB546574 /DB_XREF=gi:16447471 /DB_XREF=BB546574 /CLONE=E130310N06 /FEA=EST /CNT=12 /TID=Mm.210028.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438177_x_ 264.1 255.6 P P 0.000244 0.000244 -0.2 NC 0.94 gb:AV255351 /DB_XREF=gi:6242810 /DB_XREF=AV255351 /CLONE=4921519B12 /FEA=EST /CNT=12 /TID=Mm.20806.3 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438205_at 182.2 145.2 P P 0.001221 0.00415 -0.2 NC 0.95 gb:BE692418 /DB_XREF=gi:10080042 /DB_XREF=uw11g01.x1 /CLONE=IMAGE:3416400 /FEA=EST /CNT=43 /TID=Mm.29451.2 /TIER=Stack /STK=11 /UG
MOE430_2_1438235_at 26.3 24.7 P P 0.01 0.01 -0.2 NC 0.5 gb:BG094104 /DB_XREF=gi:12576667 /DB_XREF=uu70h08.x1 /CLONE=IMAGE:3382119 /FEA=EST /CNT=24 /TID=Mm.99998.1 /TIER=Stack /STK=11 /UG
MOE430_2_1438255_at 251.8 239.8 P P 0.000244 0.000244 -0.2 NC 0.76 gb:BM196962 /DB_XREF=gi:17748994 /DB_XREF=C0340G04-3 /CLONE=C0340G04 /FEA=EST /CNT=16 /TID=Mm.206973.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438257_at 58.3 47.9 P P 0.001953 0.005859 -0.2 NC 0.57 gb:AW045878 /DB_XREF=gi:5906407 /DB_XREF=UI-M-BH1-aky-g-09-0-UI.s1 /CLONE=UI-M-BH1-aky-g-09-0-UI /FEA=EST /CNT=16 /TID=Mm.40278.1
MOE430_2_1438265_at 42.1 41.1 P P 0.000244 0.001221 -0.2 NC 0.58 gb:BM119182 /DB_XREF=gi:17087208 /DB_XREF=L0922A02-3 /CLONE=L0922A02 /FEA=EST /CNT=14 /TID=Mm.133196.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438345_at 20 22.8 A A 0.14 0.12 -0.2 NC 0.5 gb:BM293643 /DB_XREF=gi:18021730 /DB_XREF=C0407E10-3 /CLONE=C0407E10 /FEA=EST /CNT=11 /TID=Mm.130661.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438362_x_ 21.7 20.2 P P 0.000732 0.01 -0.2 NC 0.5 gb:BB543289 /DB_XREF=gi:9614512 /DB_XREF=BB543289 /CLONE=E130209C13 /FEA=EST /CNT=11 /TID=Mm.170242.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438375_at 52.2 42.6 P P 0.00415 0.01 -0.2 NC 0.39 gb:AV022444 /DB_XREF=gi:4799436 /DB_XREF=AV022444 /CLONE=1190028B08 /FEA=EST /CNT=11 /TID=Mm.45596.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438404_at 68.4 57.6 P P 0.008057 0.01 -0.2 NC 0.89 gb:BB125272 /DB_XREF=gi:16262171 /DB_XREF=BB125272 /CLONE=9630004D18 /FEA=EST /CNT=69 /TID=Mm.45777.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438406_at 275.9 254.5 P P 0.000244 0.000732 -0.2 NC 0.86 gb:AW913815 /DB_XREF=gi:8079480 /DB_XREF=up62g05.x1 /CLONE=IMAGE:2780696 /FEA=EST /CNT=41 /TID=Mm.41870.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1438412_at 10.5 6.2 P A 0.008057 0.12 -0.2 NC 0.68 gb:BM119726 /DB_XREF=gi:17087752 /DB_XREF=L0929H04-3 /CLONE=L0929H04 /FEA=EST /CNT=23 /TID=Mm.146421.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438413_at 105.2 88.1 P P 0.000732 0.001221 -0.2 NC 0.78 gb:AV231698 /DB_XREF=gi:15404992 /DB_XREF=AV231698 /CLONE=4632408N19 /FEA=EST /CNT=23 /TID=Mm.181945.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438420_at 255.9 214 P P 0.000244 0.000244 -0.2 NC 0.62 gb:AV019076 /DB_XREF=gi:4796068 /DB_XREF=AV019076 /CLONE=1190008B02 /FEA=EST /CNT=19 /TID=Mm.220947.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438443_at 158.4 181.3 P P 0.000244 0.00415 -0.2 NC 0.92 gb:BB751546 /DB_XREF=gi:16155782 /DB_XREF=BB751546 /CLONE=G270001E19 /FEA=EST /CNT=20 /TID=Mm.16802.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438489_at 42.5 33.5 P P 0.008057 0.00293 -0.2 NC 0.5 gb:BM068889 /DB_XREF=gi:16908349 /DB_XREF=id70b03.x1 /CLONE=IMAGE:5668540 /FEA=EST /CNT=14 /TID=Mm.131505.1 /TIER=Stack /STK=10 /UG
MOE430_2_1438523_x_ 3.3 1.4 A A 0.88 0.96 -0.2 NC 0.71 gb:BB251429 /DB_XREF=gi:8944175 /DB_XREF=BB251429 /CLONE=A730046H03 /FEA=EST /CNT=12 /TID=Mm.212578.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438541_at 16.8 9.6 A A 0.06 0.12 -0.2 NC 0.77 gb:AI481868 /DB_XREF=gi:4375094 /DB_XREF=vj75g11.x1 /CLONE=IMAGE:934916 /FEA=EST /CNT=11 /TID=Mm.87483.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438550_x_ 56.6 36.3 P P 0.001953 0.000244 -0.2 NC 0.5 gb:BB020681 /DB_XREF=gi:8192801 /DB_XREF=BB020681 /CLONE=5330403C17 /FEA=EST /CNT=11 /TID=Mm.19015.4 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438568_at 32.7 16.9 P P 0.008057 0.02 -0.2 NC 0.8 gb:BB373312 /DB_XREF=gi:16407164 /DB_XREF=BB373312 /CLONE=C130069N09 /FEA=EST /CNT=13 /TID=Mm.183561.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438570_at 1.4 1.5 A A 0.45 0.56 -0.2 NC 0.5 gb:BE631083 /DB_XREF=gi:9913771 /DB_XREF=uu54a10.x1 /CLONE=IMAGE:3375738 /FEA=EST /CNT=12 /TID=Mm.139167.1 /TIER=Stack /STK=10 /UG
MOE430_2_1438612_a_ 3.1 2.6 A A 0.77 0.53 -0.2 NC 0.19 gb:AV076302 /DB_XREF=gi:5196130 /DB_XREF=AV076302 /CLONE=2210017J11 /FEA=EST /CNT=10 /TID=Mm.21160.2 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438624_x_ 1.3 1 A A 0.69 0.6 -0.2 NC 0.5 gb:BB494451 /DB_XREF=gi:9453078 /DB_XREF=BB494451 /CLONE=D530040F07 /FEA=EST /CNT=10 /TID=Mm.131817.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438630_x_ 937.9 750.5 P P 0.000244 0.000244 -0.2 NC 0.92 gb:AV260654 /DB_XREF=gi:6248113 /DB_XREF=AV260654 /CLONE=4930414L18 /FEA=EST /CNT=10 /TID=Mm.29815.5 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438637_x_ 1379.1 1179.6 P P 0.000244 0.000244 -0.2 NC 0.84 gb:AV305279 /DB_XREF=gi:6337793 /DB_XREF=AV305279 /CLONE=5730526P08 /FEA=EST /CNT=10 /TID=Mm.1668.7 /TIER=Stack /STK=10 /UG=Mm.16
MOE430_2_1438646_x_ 298.1 264.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB326325 /DB_XREF=gi:9035088 /DB_XREF=BB326325 /CLONE=B430207K07 /FEA=EST /CNT=10 /TID=Mm.183076.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438653_x_ 4546.3 3701.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AV309164 /DB_XREF=gi:6362171 /DB_XREF=AV309164 /CLONE=5730577G23 /FEA=EST /CNT=10 /TID=Mm.4098.3 /TIER=Stack /STK=10 /UG=Mm.4
MOE430_2_1438656_x_ 1366.9 1224.9 P P 0.000244 0.000244 -0.2 NC 0.78 gb:AV157500 /DB_XREF=gi:5401135 /DB_XREF=AV157500 /CLONE=3010003E09 /FEA=EST /CNT=10 /TID=Mm.27393.2 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438669_at 199.5 182.6 P P 0.000244 0.000244 -0.2 NC 0.89 gb:BB735632 /DB_XREF=gi:16134782 /DB_XREF=BB735632 /CLONE=F430004G08 /FEA=EST /CNT=61 /TID=Mm.200874.1 /TIER=Stack /STK=9 /UG=Mm



MOE430_2_1438670_at 186 194.3 P P 0.000244 0.000244 -0.2 NC 0.79 gb:BB509334 /DB_XREF=gi:16442858 /DB_XREF=BB509334 /CLONE=D730024A01 /FEA=EST /CNT=60 /TID=Mm.21840.8 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438677_at 137.3 112.1 P P 0.00415 0.005859 -0.2 NC 0.6 gb:AW764208 /DB_XREF=gi:7696158 /DB_XREF=ur72f02.x1 /CLONE=IMAGE:3155835 /FEA=EST /CNT=74 /TID=Mm.153748.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438679_at 41.8 33.9 P M 0.04 0.05 -0.2 NC 0.88 gb:AI843272 /DB_XREF=gi:5477485 /DB_XREF=UI-M-AO1-aei-c-12-0-UI.s1 /CLONE=UI-M-AO1-aei-c-12-0-UI /FEA=EST /CNT=50 /TID=Mm.219613.3 
MOE430_2_1438683_at 461 394.9 P P 0.000244 0.000244 -0.2 NC 0.6 gb:BB500616 /DB_XREF=gi:16442322 /DB_XREF=BB500616 /CLONE=D630029M03 /FEA=EST /CNT=60 /TID=Mm.203897.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438723_a_ 10163.8 8796 P P 0.000244 0.000244 -0.2 NC 0.83 gb:BI900577 /DB_XREF=gi:16188454 /DB_XREF=ib82a03.x4 /CLONE=IMAGE:5653132 /FEA=EST /CNT=15 /TID=Mm.39130.5 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438725_at 28.7 21.4 P P 0.001953 0.001221 -0.2 NC 0.29 gb:BB212816 /DB_XREF=gi:16352820 /DB_XREF=BB212816 /CLONE=A530004G17 /FEA=EST /CNT=21 /TID=Mm.32813.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438727_at 272.6 247.4 P P 0.000244 0.000244 -0.2 NC 0.59 gb:BB317629 /DB_XREF=gi:9024664 /DB_XREF=BB317629 /CLONE=B230370I06 /FEA=EST /CNT=18 /TID=Mm.87535.1 /TIER=Stack /STK=9 /UG=Mm.87
MOE430_2_1438730_at 28.2 26.1 P P 0.01 0.02 -0.2 NC 0.46 gb:BB431371 /DB_XREF=gi:16424156 /DB_XREF=BB431371 /CLONE=C630038B03 /FEA=EST /CNT=15 /TID=Mm.101215.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438741_at 20.4 12.8 A A 0.19 0.21 -0.2 NC 0.5 gb:BB251141 /DB_XREF=gi:8943887 /DB_XREF=BB251141 /CLONE=A730044N19 /FEA=EST /CNT=13 /TID=Mm.21693.2 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438755_at 33.7 26.3 P P 0.008057 0.005859 -0.2 NC 0.53 gb:BB327213 /DB_XREF=gi:16403734 /DB_XREF=BB327213 /CLONE=B430215J24 /FEA=EST /CNT=12 /TID=Mm.188194.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438781_at 43.6 37.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AU067701 /DB_XREF=gi:4968438 /DB_XREF=AU067701 /CLONE=MNCb-0594 /FEA=EST /CNT=11 /TID=Mm.38577.1 /TIER=Stack /STK=9 /UG=Mm.38
MOE430_2_1438794_x_ 4389.5 3744.5 P P 0.00293 0.001953 -0.2 NC 0.5 gb:AI642440 /DB_XREF=gi:4720915 /DB_XREF=vt04f11.x1 /CLONE=IMAGE:1162125 /FEA=EST /CNT=11 /TID=Mm.14798.11 /TIER=Stack /STK=9 /UG=M
MOE430_2_1438797_at 19.5 20.2 P P 0.000244 0.008057 -0.2 NC 0.5 gb:BB078988 /DB_XREF=gi:15406980 /DB_XREF=BB078988 /CLONE=9330156B14 /FEA=EST /CNT=18 /TID=Mm.200919.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438854_x_ 29.9 37.4 A A 0.11 0.12 -0.2 NC 0.98 gb:BB095454 /DB_XREF=gi:8740488 /DB_XREF=BB095454 /CLONE=9430051C11 /FEA=EST /CNT=10 /TID=Mm.1860.4 /TIER=Stack /STK=9 /UG=Mm.18
MOE430_2_1438857_x_ 285.9 231.6 P P 0.005859 0.01 -0.2 NC 0.99 gb:BB058253 /DB_XREF=gi:8465401 /DB_XREF=BB058253 /CLONE=7120478B17 /FEA=EST /CNT=10 /TID=Mm.38241.4 /TIER=Stack /STK=9 /UG=Mm.38
MOE430_2_1438859_x_ 10565.6 9117 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AV037157 /DB_XREF=gi:4856822 /DB_XREF=AV037157 /CLONE=1600022O04 /FEA=EST /CNT=10 /TID=Mm.154915.5 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438861_at 253.3 231.6 P P 0.000244 0.000244 -0.2 NC 0.66 gb:BB482899 /DB_XREF=gi:16440973 /DB_XREF=BB482899 /CLONE=D430017I21 /FEA=EST /CNT=14 /TID=Mm.190774.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438864_at 33.2 33 P A 0.01 0.06 -0.2 NC 0.5 gb:BM213777 /DB_XREF=gi:17771768 /DB_XREF=C0841E07-3 /CLONE=C0841E07 /FEA=EST /CNT=11 /TID=Mm.127873.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438924_x_ 9.8 14.2 A A 0.27 0.21 -0.2 NC 0.76 gb:AV208097 /DB_XREF=gi:6148949 /DB_XREF=AV208097 /CLONE=1700104H13 /FEA=EST /CNT=9 /TID=Mm.41785.3 /TIER=Stack /STK=9 /UG=Mm.417
MOE430_2_1438925_x_ 2582.6 2082.2 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AV212820 /DB_XREF=gi:6154394 /DB_XREF=AV212820 /CLONE=2410118O14 /FEA=EST /CNT=9 /TID=Mm.30155.5 /TIER=Stack /STK=9 /UG=Mm.30
MOE430_2_1438928_x_ 779.3 688.2 P P 0.000244 0.000244 -0.2 NC 0.63 gb:BB252065 /DB_XREF=gi:8944811 /DB_XREF=BB252065 /CLONE=A730049I20 /FEA=EST /CNT=9 /TID=Mm.18503.2 /TIER=Stack /STK=9 /UG=Mm.185
MOE430_2_1438945_x_ 283.7 244.1 P P 0.000244 0.000732 -0.2 NC 0.92 gb:BB142324 /DB_XREF=gi:8797261 /DB_XREF=BB142324 /CLONE=9930014N10 /FEA=EST /CNT=9 /TID=Mm.4504.5 /TIER=Stack /STK=9 /UG=Mm.4504
MOE430_2_1438955_x_ 30.5 33.7 P P 0.01 0.01 -0.2 NC 0.5 gb:AV209130 /DB_XREF=gi:6149961 /DB_XREF=AV209130 /CLONE=1700112O21 /FEA=EST /CNT=9 /TID=Mm.41656.2 /TIER=Stack /STK=9 /UG=Mm.41
MOE430_2_1438958_x_ 2409.3 2061.4 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BB058341 /DB_XREF=gi:8465489 /DB_XREF=BB058341 /CLONE=7120478O14 /FEA=EST /CNT=9 /TID=Mm.27941.4 /TIER=Stack /STK=9 /UG=Mm.27
MOE430_2_1438963_s_ 156.2 141.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV096788 /DB_XREF=gi:5244336 /DB_XREF=AV096788 /CLONE=2410021O03 /FEA=EST /CNT=9 /TID=Mm.760.2 /TIER=Stack /STK=9 /UG=Mm.760 /
MOE430_2_1438969_x_ 765.7 672.4 P P 0.000244 0.000244 -0.2 NC 0.69 gb:BB105391 /DB_XREF=gi:8757959 /DB_XREF=BB105391 /CLONE=9430095G16 /FEA=EST /CNT=9 /TID=Mm.30243.7 /TIER=Stack /STK=9 /UG=Mm.30
MOE430_2_1438984_x_ 2601.6 2030.7 P P 0.000244 0.000244 -0.2 NC 0.77 gb:AV212146 /DB_XREF=gi:6154117 /DB_XREF=AV212146 /CLONE=2410091A05 /FEA=EST /CNT=9 /TID=Mm.368.3 /TIER=Stack /STK=9 /UG=Mm.368 /
MOE430_2_1438995_at 1.3 1.3 A A 0.85 0.8 -0.2 NC 0.5 gb:BM239067 /DB_XREF=gi:17874337 /DB_XREF=K0528C02-3 /CLONE=K0528C02 /FEA=EST /CNT=9 /TID=Mm.217319.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439005_x_ 150.5 120.9 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BG968903 /DB_XREF=gi:14356540 /DB_XREF=602836072F1 /CLONE=IMAGE:4990697 /FEA=EST /CNT=48 /TID=Mm.3360.7 /TIER=ConsEnd /STK=0 /
MOE430_2_1439009_at 205.8 178.8 P P 0.000244 0.000244 -0.2 NC 0.65 gb:BE981350 /DB_XREF=gi:10650369 /DB_XREF=UI-M-CG0p-bdb-b-11-0-UI.s1 /CLONE=UI-M-CG0p-bdb-b-11-0-UI /FEA=EST /CNT=108 /TID=Mm.45
MOE430_2_1439034_at 9.7 9.8 P P 0.03 0.02 -0.2 NC 0.5 gb:BB160586 /DB_XREF=gi:8816526 /DB_XREF=BB160586 /CLONE=A130054A12 /FEA=EST /CNT=21 /TID=Mm.87180.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1439036_a_ 4490.8 3975.9 P P 0.000244 0.000244 -0.2 NC 0.95 gb:AV152334 /DB_XREF=gi:5357540 /DB_XREF=AV152334 /CLONE=2900036A18 /FEA=EST /CNT=21 /TID=Mm.4550.6 /TIER=Stack /STK=8 /UG=Mm.455
MOE430_2_1439116_at 13.7 13 A A 0.06 0.11 -0.2 NC 0.06 gb:BB667417 /DB_XREF=gi:16398866 /DB_XREF=BB667417 /CLONE=C730010D21 /FEA=EST /CNT=13 /TID=Mm.24762.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439117_at 11.8 10.5 A A 0.14 0.46 -0.2 NC 0.5 gb:AU067755 /DB_XREF=gi:4968492 /DB_XREF=AU067755 /CLONE=MNCb-1486 /FEA=EST /CNT=13 /TID=Mm.82595.1 /TIER=Stack /STK=8 /UG=Mm.82
MOE430_2_1439136_at 81.9 79.3 P P 0.001953 0.000732 -0.2 NC 0.5 gb:BM119756 /DB_XREF=gi:17087782 /DB_XREF=L0930C01-3 /CLONE=L0930C01 /FEA=EST /CNT=11 /TID=Mm.24297.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439160_at 151.4 127 P P 0.001221 0.001221 -0.2 NC 0.5 gb:BB820940 /DB_XREF=gi:16993569 /DB_XREF=BB820940 /CLONE=G830009J10 /FEA=EST /CNT=13 /TID=Mm.101787.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439163_at 10 9.7 P A 0.02 0.06 -0.2 NC 0.5 gb:BQ174973 /DB_XREF=gi:20350465 /DB_XREF=UI-M-DJ2-bwb-h-24-0-UI.s1 /CLONE=UI-M-DJ2-bwb-h-24-0-UI /FEA=EST /CNT=11 /TID=Mm.34852
MOE430_2_1439171_at 2.8 2.4 A A 0.6 0.8 -0.2 NC 0.83 gb:BI964419 /DB_XREF=gi:16338824 /DB_XREF=id41b04.x1 /CLONE=IMAGE:5665495 /FEA=EST /CNT=10 /TID=Mm.101504.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439172_at 5.7 1.8 A A 0.39 0.53 -0.2 NC 0.46 gb:BF470853 /DB_XREF=gi:11540036 /DB_XREF=UI-M-BH3-avn-b-09-0-UI.r1 /CLONE=UI-M-BH3-avn-b-09-0-UI /FEA=EST /CNT=10 /TID=Mm.150533
MOE430_2_1439174_at 18.3 18.1 P P 0.000244 0.01 -0.2 NC 0.5 gb:AI644595 /DB_XREF=gi:4723070 /DB_XREF=vv21a09.x1 /CLONE=IMAGE:1223032 /FEA=EST /CNT=10 /TID=Mm.138569.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439182_at 9.3 5.8 A A 0.36 0.5 -0.2 NC 0.5 gb:AW824413 /DB_XREF=gi:7917490 /DB_XREF=us10b03.x1 /CLONE=IMAGE:3166637 /FEA=EST /CNT=10 /TID=Mm.153758.4 /TIER=Stack /STK=8 /UG=
MOE430_2_1439184_s_ 807.5 702.5 P P 0.000244 0.000244 -0.2 NC 0.86 gb:AV339214 /DB_XREF=gi:6379266 /DB_XREF=AV339214 /CLONE=6430502L19 /FEA=EST /CNT=10 /TID=Mm.27670.2 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1439185_x_ 372.9 246.2 P P 0.001953 0.001953 -0.2 NC 0.99 gb:BB433489 /DB_XREF=gi:9273216 /DB_XREF=BB433489 /CLONE=C820001M03 /FEA=EST /CNT=10 /TID=Mm.217102.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439187_at 113.4 132.9 P P 0.005859 0.00293 -0.2 NC 0.5 gb:AI790396 /DB_XREF=gi:5338112 /DB_XREF=uk99f09.x1 /CLONE=IMAGE:2064713 /FEA=EST /CNT=15 /TID=Mm.44089.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439188_at 19.6 15 P P 0.00293 0.008057 -0.2 NC 0.51 gb:BB377034 /DB_XREF=gi:16407575 /DB_XREF=BB377034 /CLONE=C130087M08 /FEA=EST /CNT=14 /TID=Mm.137415.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439209_at 39.9 30.5 P P 0.005859 0.01 -0.2 NC 0.5 gb:BB540782 /DB_XREF=gi:16447154 /DB_XREF=BB540782 /CLONE=E130109D23 /FEA=EST /CNT=9 /TID=Mm.61499.1 /TIER=Stack /STK=8 /UG=Mm.6
MOE430_2_1439217_at 3.5 1.8 A A 0.53 0.5 -0.2 NC 0.24 gb:BB704774 /DB_XREF=gi:16053609 /DB_XREF=BB704774 /CLONE=7420469E02 /FEA=EST /CNT=9 /TID=Mm.212174.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439226_at 3.2 1.1 A A 0.33 0.72 -0.2 NC 0.5 gb:BM240288 /DB_XREF=gi:17875558 /DB_XREF=K0549H10-3 /CLONE=K0549H10 /FEA=EST /CNT=9 /TID=Mm.102485.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439230_at 8.6 11.6 A A 0.43 0.5 -0.2 NC 0.71 gb:AV047952 /DB_XREF=gi:4867617 /DB_XREF=AV047952 /CLONE=1700072A21 /FEA=EST /CNT=9 /TID=Mm.87418.1 /TIER=Stack /STK=8 /UG=Mm.874
MOE430_2_1439237_a_ 24.9 20 A A 0.33 0.24 -0.2 NC 0.5 gb:BG064390 /DB_XREF=gi:12546953 /DB_XREF=H3019A09-3 /CLONE=H3019A09 /FEA=EST /CNT=9 /TID=Mm.87500.3 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1439239_at 1 2.9 A A 0.78 0.63 -0.2 NC 0.6 gb:BB806633 /DB_XREF=gi:16979262 /DB_XREF=BB806633 /CLONE=G630076G12 /FEA=EST /CNT=9 /TID=Mm.20472.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439253_x_ 4475.3 3770.1 P P 0.000244 0.000244 -0.2 NC 0.75 gb:AV111335 /DB_XREF=gi:5265415 /DB_XREF=AV111335 /CLONE=2610001C16 /FEA=EST /CNT=9 /TID=Mm.182471.5 /TIER=Stack /STK=8 /UG=Mm.18
MOE430_2_1439274_at 17.2 16.7 P P 0.02 0.000244 -0.2 NC 0.19 gb:AW455902 /DB_XREF=gi:7026119 /DB_XREF=UI-M-BH3-aqp-b-12-0-UI.s1 /CLONE=UI-M-BH3-aqp-b-12-0-UI /FEA=EST /CNT=15 /TID=Mm.100908
MOE430_2_1439278_at 81.2 84.4 P P 0.008057 0.03 -0.2 NC 0.5 gb:BB175650 /DB_XREF=gi:16269694 /DB_XREF=BB175650 /CLONE=A230057M07 /FEA=EST /CNT=11 /TID=Mm.184777.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439283_at 27 32.3 M P 0.05 0.00415 -0.2 NC 0.5 gb:BG066184 /DB_XREF=gi:12548747 /DB_XREF=H3039H06-3 /CLONE=H3039H06 /FEA=EST /CNT=9 /TID=Mm.5706.1 /TIER=Stack /STK=8 /UG=Mm.57
MOE430_2_1439293_at 44.9 52.8 P P 0.001953 0.00293 -0.2 NC 0.5 gb:BB369212 /DB_XREF=gi:16406737 /DB_XREF=BB369212 /CLONE=C130047D21 /FEA=EST /CNT=9 /TID=Mm.208955.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439348_at 63.4 70.3 P P 0.000732 0.000732 -0.2 NC 0.81 gb:BB450829 /DB_XREF=gi:16425485 /DB_XREF=BB450829 /CLONE=D130006G06 /FEA=EST /CNT=8 /TID=Mm.69081.1 /TIER=Stack /STK=8 /UG=Mm.6
MOE430_2_1439364_a_ 3429.3 3076.3 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BF147716 /DB_XREF=gi:11029111 /DB_XREF=us40b09.x1 /CLONE=IMAGE:3169529 /FEA=EST /CNT=8 /TID=Mm.29564.4 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439388_s_ 502.5 462.8 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BB251739 /DB_XREF=gi:8944485 /DB_XREF=BB251739 /CLONE=A730047M15 /FEA=EST /CNT=8 /TID=Mm.3758.2 /TIER=Stack /STK=8 /UG=Mm.375
MOE430_2_1439393_x_ 926.4 865.8 P P 0.008057 0.008057 -0.2 NC 0.93 gb:BB369168 /DB_XREF=gi:9080997 /DB_XREF=BB369168 /CLONE=C130047B03 /FEA=EST /CNT=8 /TID=Mm.21156.7 /TIER=Stack /STK=8 /UG=Mm.21
MOE430_2_1439410_x_ 5776.7 4698.7 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BI966363 /DB_XREF=gi:16340768 /DB_XREF=id51g08.x1 /CLONE=IMAGE:5666871 /FEA=EST /CNT=8 /TID=Mm.44226.5 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439419_at 9.8 12.5 P P 0.008057 0.01 -0.2 NC 0.55 gb:BB189366 /DB_XREF=gi:8849937 /DB_XREF=BB189366 /CLONE=A330054A02 /FEA=EST /CNT=8 /TID=Mm.133393.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439437_x_ 11.8 10.3 A A 0.3 0.36 -0.2 NC 0.5 gb:BB435432 /DB_XREF=gi:9275159 /DB_XREF=BB435432 /CLONE=C820013M16 /FEA=EST /CNT=8 /TID=Mm.31395.5 /TIER=Stack /STK=8 /UG=Mm.31
MOE430_2_1439439_x_ 2314.8 2062.7 P P 0.000244 0.000244 -0.2 D 0.99 gb:AV104363 /DB_XREF=gi:5251911 /DB_XREF=AV104363 /CLONE=2510004E04 /FEA=EST /CNT=8 /TID=Mm.21086.4 /TIER=Stack /STK=8 /UG=Mm.210
MOE430_2_1439455_x_ 1207.6 993.1 P P 0.000244 0.000244 -0.2 NC 0.9 gb:AV267494 /DB_XREF=gi:6255531 /DB_XREF=AV267494 /CLONE=4930526K13 /FEA=EST /CNT=8 /TID=Mm.19142.4 /TIER=Stack /STK=8 /UG=Mm.191
MOE430_2_1439458_x_ 0.4 0.8 A A 0.95 0.9 -0.2 NC 0.5 gb:AV035510 /DB_XREF=gi:4855175 /DB_XREF=AV035510 /CLONE=1600015B13 /FEA=EST /CNT=8 /TID=Mm.36666.5 /TIER=Stack /STK=8 /UG=Mm.366
MOE430_2_1439460_a_ 1008.4 972.5 P P 0.000244 0.000244 -0.2 NC 0.94 gb:BB317953 /DB_XREF=gi:9024988 /DB_XREF=BB317953 /CLONE=B230372I12 /FEA=EST /CNT=8 /TID=Mm.43636.3 /TIER=Stack /STK=8 /UG=Mm.436
MOE430_2_1439462_x_ 735.4 625.3 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AV060550 /DB_XREF=gi:5160297 /DB_XREF=AV060550 /CLONE=1810063I09 /FEA=EST /CNT=8 /TID=Mm.18688.5 /TIER=Stack /STK=8 /UG=Mm.186
MOE430_2_1439475_at 20.3 19 P P 0.01 0.03 -0.2 NC 0.5 gb:BB667905 /DB_XREF=gi:16399354 /DB_XREF=BB667905 /CLONE=C920003O10 /FEA=EST /CNT=28 /TID=Mm.4075.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439476_at 4.1 3.5 A A 0.33 0.5 -0.2 NC 0.35 gb:BG092030 /DB_XREF=gi:12574593 /DB_XREF=mac03c02.x1 /CLONE=IMAGE:3998594 /FEA=EST /CNT=33 /TID=Mm.219448.1 /TIER=ConsEnd /STK=7
MOE430_2_1439480_at 5.4 3.8 A A 0.46 0.46 -0.2 NC 0.19 gb:BG069973 /DB_XREF=gi:12552630 /DB_XREF=H3083B12-3 /CLONE=H3083B12 /FEA=EST /CNT=16 /TID=Mm.21786.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439544_at 1 0.8 A A 0.72 0.63 -0.2 NC 0.26 gb:BM119828 /DB_XREF=gi:17087854 /DB_XREF=L0931B02-3 /CLONE=L0931B02 /FEA=EST /CNT=9 /TID=Mm.213464.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439550_at 60.1 45.6 A A 0.12 0.11 -0.2 NC 0.5 gb:AV321031 /DB_XREF=gi:16395020 /DB_XREF=AV321031 /CLONE=6030430H14 /FEA=EST /CNT=9 /TID=Mm.17583.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439571_at 18.2 13.1 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BB820889 /DB_XREF=gi:16993518 /DB_XREF=BB820889 /CLONE=G830009F20 /FEA=EST /CNT=10 /TID=Mm.120516.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439591_at 17.8 10 P P 0.04 0.04 -0.2 NC 0.64 gb:BB534581 /DB_XREF=gi:16446412 /DB_XREF=BB534581 /CLONE=E030037L18 /FEA=EST /CNT=8 /TID=Mm.162025.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439608_at 1.9 0.9 A A 0.36 0.93 -0.2 NC 0.81 gb:BE952882 /DB_XREF=gi:10593809 /DB_XREF=UI-M-BH4-azm-b-07-0-UI.s1 /CLONE=UI-M-BH4-azm-b-07-0-UI /FEA=EST /CNT=8 /TID=Mm.71056.
MOE430_2_1439632_at 7.3 4.9 A A 0.24 0.39 -0.2 NC 0.5 gb:BQ174397 /DB_XREF=gi:20349888 /DB_XREF=UI-M-DJ2-bvy-a-03-0-UI.s1 /CLONE=UI-M-DJ2-bvy-a-03-0-UI /FEA=EST /CNT=14 /TID=Mm.152635
MOE430_2_1439669_at 1.5 0.8 A A 0.85 0.98 -0.2 NC 0.54 gb:AV342060 /DB_XREF=gi:16396965 /DB_XREF=AV342060 /CLONE=6430526F17 /FEA=EST /CNT=8 /TID=Mm.82916.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439710_at 13.2 9.4 A A 0.17 0.12 -0.2 NC 0.5 gb:BB212031 /DB_XREF=gi:16352737 /DB_XREF=BB212031 /CLONE=A430108A10 /FEA=EST /CNT=7 /TID=Mm.171323.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439719_at 0.6 0.5 A A 0.66 0.85 -0.2 NC 0.72 gb:BB201286 /DB_XREF=gi:15409710 /DB_XREF=BB201286 /CLONE=A430036A01 /FEA=EST /CNT=7 /TID=Mm.124483.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439800_at 21.7 21.3 P P 0.03 0.04 -0.2 NC 0.78 gb:AI503514 /DB_XREF=gi:4401365 /DB_XREF=vq88f04.x1 /CLONE=IMAGE:1109407 /FEA=EST /CNT=10 /TID=Mm.132090.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1439817_at 23.7 24.1 P P 0.03 0.04 -0.2 NC 0.41 gb:AI451465 /DB_XREF=gi:4304188 /DB_XREF=mu41d07.x1 /CLONE=IMAGE:641965 /FEA=EST /CNT=9 /TID=Mm.30848.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439851_at 69.1 70.8 P P 0.000244 0.001221 -0.2 NC 0.76 gb:BQ177158 /DB_XREF=gi:20352650 /DB_XREF=UI-M-DJ2-bwa-d-22-0-UI.s1 /CLONE=UI-M-DJ2-bwa-d-22-0-UI /FEA=EST /CNT=10 /TID=Mm.41141
MOE430_2_1439880_at 14.6 16 P A 0.02 0.08 -0.2 NC 0.5 gb:AI314969 /DB_XREF=gi:4030236 /DB_XREF=uj34g09.x1 /CLONE=IMAGE:1921888 /FEA=EST /CNT=8 /TID=Mm.26904.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439890_at 45.2 31.5 A A 0.09 0.09 -0.2 NC 0.5 gb:BE955419 /DB_XREF=gi:10598943 /DB_XREF=UI-M-BH4-bbi-e-10-0-UI.s1 /CLONE=UI-M-BH4-bbi-e-10-0-UI /FEA=EST /CNT=12 /TID=Mm.74655.1 
MOE430_2_1439900_at 6.2 7.2 A A 0.27 0.12 -0.2 NC 0.15 gb:BB308405 /DB_XREF=gi:16402392 /DB_XREF=BB308405 /CLONE=B230302A12 /FEA=EST /CNT=9 /TID=Mm.33278.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439905_at 2.7 2.1 A A 0.82 0.91 -0.2 NC 0.74 gb:BE948639 /DB_XREF=gi:10526398 /DB_XREF=UI-M-BH3-awb-a-04-0-UI.s4 /CLONE=UI-M-BH3-awb-a-04-0-UI /FEA=EST /CNT=8 /TID=Mm.122222
MOE430_2_1439958_at 24.4 24 P A 0.01 0.08 -0.2 NC 0.6 gb:BB711967 /DB_XREF=gi:16065136 /DB_XREF=BB711967 /CLONE=B020031I19 /FEA=EST /CNT=7 /TID=Mm.212423.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439960_at 24.1 20.5 P P 0.000244 0.000732 -0.2 NC 0.5 gb:AI746468 /DB_XREF=gi:5124732 /DB_XREF=ul07d05.x1 /CLONE=IMAGE:2065353 /FEA=EST /CNT=7 /TID=Mm.33617.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439963_x_ 30.4 23.1 A A 0.43 0.36 -0.2 NC 0.68 gb:BB660640 /DB_XREF=gi:16494428 /DB_XREF=BB660640 /CLONE=D530019P21 /FEA=EST /CNT=7 /TID=Mm.187483.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440029_at 8.2 6.4 A A 0.11 0.12 -0.2 NC 0.6 gb:BB379120 /DB_XREF=gi:16407786 /DB_XREF=BB379120 /CLONE=C130097J11 /FEA=EST /CNT=6 /TID=Mm.194711.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440035_at 28.3 27.9 P P 0.03 0.03 -0.2 NC 0.48 gb:BB150259 /DB_XREF=gi:16267873 /DB_XREF=BB150259 /CLONE=A030005C05 /FEA=EST /CNT=6 /TID=Mm.132764.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440039_at 11.8 14.7 P A 0.03 0.06 -0.2 NC 0.5 gb:BB547222 /DB_XREF=gi:16447545 /DB_XREF=BB547222 /CLONE=E130317E12 /FEA=EST /CNT=6 /TID=Mm.209945.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440083_at 30 20.1 P P 0.00415 0.005859 -0.2 NC 0.5 gb:BM214225 /DB_XREF=gi:17772320 /DB_XREF=C0847F07-3 /CLONE=C0847F07 /FEA=EST /CNT=6 /TID=Mm.215575.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440106_at 1.4 0.5 A A 0.43 0.69 -0.2 NC 0.58 gb:BB469805 /DB_XREF=gi:16427688 /DB_XREF=BB469805 /CLONE=D230028N08 /FEA=EST /CNT=6 /TID=Mm.138139.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440150_at 11.3 11.3 A A 0.3 0.24 -0.2 NC 0.5 gb:AI893889 /DB_XREF=gi:5599791 /DB_XREF=ma88e06.x1 /CLONE=IMAGE:317794 /FEA=EST /CNT=6 /TID=Mm.39047.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440151_s_ 2308 1859.1 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV003223 /DB_XREF=gi:4780073 /DB_XREF=AV003223 /CLONE=0610025I17 /FEA=EST /CNT=6 /TID=Mm.200470.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440152_x_ 990.8 909.6 P P 0.008057 0.01 -0.2 NC 0.91 gb:AV003223 /DB_XREF=gi:4780073 /DB_XREF=AV003223 /CLONE=0610025I17 /FEA=EST /CNT=6 /TID=Mm.200470.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440159_at 11.3 10.2 M A 0.05 0.09 -0.2 NC 0.5 gb:AV046850 /DB_XREF=gi:4866515 /DB_XREF=AV046850 /CLONE=1700064C01 /FEA=EST /CNT=6 /TID=Mm.23524.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440192_at 19.9 16.4 P P 0.01 0.01 -0.2 NC 0.5 gb:BB259628 /DB_XREF=gi:15410768 /DB_XREF=BB259628 /CLONE=A730090L15 /FEA=EST /CNT=18 /TID=Mm.68992.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440195_at 17.7 16 P P 0.01 0.02 -0.2 NC 0.5 gb:BB077926 /DB_XREF=gi:16260442 /DB_XREF=BB077926 /CLONE=9330147J08 /FEA=EST /CNT=17 /TID=Mm.117943.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440207_at 31.8 30.3 A A 0.39 0.43 -0.2 NC 0.5 gb:BI155142 /DB_XREF=gi:14615143 /DB_XREF=602903113F1 /CLONE=IMAGE:5032803 /FEA=EST /CNT=17 /TID=Mm.33438.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1440218_at 0.5 0.5 A A 0.78 0.9 -0.2 NC 0.73 gb:BB745015 /DB_XREF=gi:16147954 /DB_XREF=BB745015 /CLONE=F530006B09 /FEA=EST /CNT=12 /TID=Mm.197409.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440223_at 53.5 49 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BB031290 /DB_XREF=gi:16258175 /DB_XREF=BB031290 /CLONE=5830463F21 /FEA=EST /CNT=9 /TID=Mm.37241.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440230_at 122.5 181.2 P P 0.001221 0.001953 -0.2 NC 0.5 gb:BB548458 /DB_XREF=gi:16447688 /DB_XREF=BB548458 /CLONE=E230008G13 /FEA=EST /CNT=10 /TID=Mm.25317.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440275_at 56.8 58.2 P P 0.000244 0.000244 -0.2 NC 0.76 gb:AV233043 /DB_XREF=gi:16386019 /DB_XREF=AV233043 /CLONE=4632419K05 /FEA=EST /CNT=9 /TID=Mm.178248.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440280_at 40.8 46 A P 0.06 0.04 -0.2 NC 0.5 gb:BB500999 /DB_XREF=gi:16442366 /DB_XREF=BB500999 /CLONE=D630032N03 /FEA=EST /CNT=8 /TID=Mm.216558.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440314_at 7.3 7.2 A A 0.19 0.36 -0.2 NC 0.5 gb:BM238331 /DB_XREF=gi:17873601 /DB_XREF=K0515H10-3 /CLONE=K0515H10 /FEA=EST /CNT=7 /TID=Mm.218212.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440346_at 411.2 360.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BG228765 /DB_XREF=gi:12716269 /DB_XREF=ux61b02.x1 /CLONE=IMAGE:3514683 /FEA=EST /CNT=11 /TID=Mm.37678.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440359_at 47.5 44.2 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BB427277 /DB_XREF=gi:16423784 /DB_XREF=BB427277 /CLONE=C630010C08 /FEA=EST /CNT=8 /TID=Mm.33181.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440372_at 18.1 28.1 P P 0.000244 0.001953 -0.2 NC 0.5 gb:AI785253 /DB_XREF=gi:5332969 /DB_XREF=uj39b12.x1 /CLONE=IMAGE:1922303 /FEA=EST /CNT=7 /TID=Mm.101938.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440376_at 2.9 2.5 A A 0.88 0.93 -0.2 NC 0.59 gb:AI747062 /DB_XREF=gi:5125326 /DB_XREF=ul09a11.x1 /CLONE=IMAGE:2076284 /FEA=EST /CNT=7 /TID=Mm.38777.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440459_at 13.3 12.7 P P 0.008057 0.01 -0.2 NC 0.31 gb:BB767941 /DB_XREF=gi:16210519 /DB_XREF=BB767941 /CLONE=G370079N22 /FEA=EST /CNT=6 /TID=Mm.210317.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440460_at 15.4 14.8 A A 0.06 0.14 -0.2 NC 0.5 gb:AV265078 /DB_XREF=gi:16389296 /DB_XREF=AV265078 /CLONE=4930504O13 /FEA=EST /CNT=6 /TID=Mm.60809.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440474_at 10.1 7.9 A A 0.3 0.5 -0.2 NC 0.53 gb:AW123970 /DB_XREF=gi:6099500 /DB_XREF=UI-M-BH2.3-aqc-f-02-0-UI.s1 /CLONE=UI-M-BH2.3-aqc-f-02-0-UI /FEA=EST /CNT=6 /TID=Mm.15364
MOE430_2_1440479_at 26.2 28.3 P A 0.03 0.11 -0.2 NC 0.5 gb:BB821623 /DB_XREF=gi:16994252 /DB_XREF=BB821623 /CLONE=G830012M16 /FEA=EST /CNT=9 /TID=Mm.44522.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440483_at 43.4 40.2 P P 0.005859 0.02 -0.2 NC 0.6 gb:BM209867 /DB_XREF=gi:17766483 /DB_XREF=C0654H08-3 /CLONE=C0654H08 /FEA=EST /CNT=8 /TID=Mm.127875.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440516_at 0.5 1 A A 0.66 0.5 -0.2 NC 0.5 gb:BB476297 /DB_XREF=gi:16440149 /DB_XREF=BB476297 /CLONE=D330017K01 /FEA=EST /CNT=6 /TID=Mm.32701.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440524_at 2.6 2 A A 0.6 0.93 -0.2 NC 0.75 gb:BB239851 /DB_XREF=gi:16355044 /DB_XREF=BB239851 /CLONE=A630079C23 /FEA=EST /CNT=6 /TID=Mm.207620.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440622_at 9.1 3.4 A A 0.09 0.18 -0.2 NC 0.5 gb:BB043509 /DB_XREF=gi:16258782 /DB_XREF=BB043509 /CLONE=6030474K06 /FEA=EST /CNT=5 /TID=Mm.186290.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440626_at 9 8.5 A A 0.17 0.27 -0.2 NC 0.27 gb:BB037416 /DB_XREF=gi:16258426 /DB_XREF=BB037416 /CLONE=5930427E13 /FEA=EST /CNT=5 /TID=Mm.53773.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440669_at 1.9 1.6 A A 0.82 0.98 -0.2 NC 0.84 gb:BB438788 /DB_XREF=gi:16424536 /DB_XREF=BB438788 /CLONE=D030014C21 /FEA=EST /CNT=5 /TID=Mm.83610.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440672_at 2.8 2 A A 0.66 0.8 -0.2 NC 0.5 gb:BF018747 /DB_XREF=gi:10750079 /DB_XREF=ux97g03.x1 /CLONE=IMAGE:3656500 /FEA=EST /CNT=5 /TID=Mm.72870.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440690_at 18.1 20.9 P P 0.005859 0.001221 -0.2 NC 0.5 gb:BB473987 /DB_XREF=gi:16439794 /DB_XREF=BB473987 /CLONE=D330004B22 /FEA=EST /CNT=5 /TID=Mm.208145.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440725_at 7.2 6.8 A A 0.36 0.36 -0.2 NC 0.5 gb:BB131092 /DB_XREF=gi:16266341 /DB_XREF=BB131092 /CLONE=9630048O08 /FEA=EST /CNT=5 /TID=Mm.184366.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440756_at 1.1 2.1 A A 0.78 0.78 -0.2 NC 0.5 gb:BB712642 /DB_XREF=gi:16065811 /DB_XREF=BB712642 /CLONE=B020036F04 /FEA=EST /CNT=5 /TID=Mm.96247.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440764_at 14.7 13.3 P A 0.005859 0.06 -0.2 NC 0.5 gb:AI552435 /DB_XREF=gi:4484798 /DB_XREF=vp08a08.x1 /CLONE=IMAGE:1067990 /FEA=EST /CNT=5 /TID=Mm.216042.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440799_s_ 127.4 102.7 P P 0.000244 0.000244 -0.2 NC 0.9 gb:AI465173 /DB_XREF=gi:4319192 /DB_XREF=mv85h04.x1 /CLONE=IMAGE:661879 /FEA=EST /CNT=5 /TID=Mm.200915.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440821_x_ 0.6 1.2 A A 0.87 0.68 -0.2 NC 0.42 gb:AV041077 /DB_XREF=gi:4860742 /DB_XREF=AV041077 /CLONE=1700016A14 /FEA=EST /CNT=5 /TID=Mm.72475.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440912_at 2.1 0.9 A A 0.6 0.82 -0.2 NC 0.85 gb:AW909470 /DB_XREF=gi:8074641 /DB_XREF=uf48f07.x1 /CLONE=IMAGE:1514629 /FEA=EST /CNT=12 /TID=Mm.105324.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1440920_at 803.3 702.3 P P 0.000244 0.000244 -0.2 NC 0.94 gb:BB535404 /DB_XREF=gi:16446544 /DB_XREF=BB535404 /CLONE=E030043F24 /FEA=EST /CNT=10 /TID=Mm.209850.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440932_at 19.4 10.3 A A 0.06 0.09 -0.2 NC 0.5 gb:BB428585 /DB_XREF=gi:16423924 /DB_XREF=BB428585 /CLONE=C630019H19 /FEA=EST /CNT=8 /TID=Mm.128907.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440956_at 19.9 14.9 A M 0.11 0.05 -0.2 NC 0.5 gb:AI120550 /DB_XREF=gi:3520874 /DB_XREF=ue89e05.x1 /CLONE=IMAGE:1498304 /FEA=EST /CNT=7 /TID=Mm.83875.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440976_at 48.6 56.1 P P 0.01 0.01 -0.2 NC 0.81 gb:BB609668 /DB_XREF=gi:16451383 /DB_XREF=BB609668 /CLONE=1110035M17 /FEA=EST /CNT=9 /TID=Mm.154188.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440978_at 29.4 23.9 P P 0.01 0.03 -0.2 NC 0.36 gb:BE992189 /DB_XREF=gi:10672839 /DB_XREF=UI-M-BZ1-bee-b-04-0-UI.s1 /CLONE=UI-M-BZ1-bee-b-04-0-UI /FEA=EST /CNT=8 /TID=Mm.152199.
MOE430_2_1441001_at 1.5 1.7 A A 0.6 0.85 -0.2 NC 0.57 gb:BB045561 /DB_XREF=gi:16259359 /DB_XREF=BB045561 /CLONE=6030495M12 /FEA=EST /CNT=7 /TID=Mm.161126.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441003_at 36.7 46.7 P P 0.01 0.02 -0.2 NC 0.5 gb:BG069525 /DB_XREF=gi:12552094 /DB_XREF=H3077C10-3 /CLONE=H3077C10 /FEA=EST /CNT=7 /TID=Mm.31157.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441054_at 2 0.5 A A 0.75 0.99 -0.2 NC 0.68 gb:BB312717 /DB_XREF=gi:16402823 /DB_XREF=BB312717 /CLONE=B230337H21 /FEA=EST /CNT=6 /TID=Mm.125650.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441060_at 21.4 13.2 A A 0.14 0.24 -0.2 NC 0.5 gb:BG072416 /DB_XREF=gi:12554985 /DB_XREF=H3110C06-3 /CLONE=H3110C06 /FEA=EST /CNT=6 /TID=Mm.17673.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441090_at 7.4 8.7 A A 0.21 0.29 -0.2 NC 0.53 gb:BG074758 /DB_XREF=gi:12557327 /DB_XREF=H3138H08-3 /CLONE=H3138H08 /FEA=EST /CNT=9 /TID=Mm.30639.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441106_at 8 3.2 A A 0.39 0.5 -0.2 NC 0.36 gb:BB320444 /DB_XREF=gi:16403310 /DB_XREF=BB320444 /CLONE=B230385N05 /FEA=EST /CNT=7 /TID=Mm.39587.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441114_at 38.7 26.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB079184 /DB_XREF=gi:16260505 /DB_XREF=BB079184 /CLONE=9330156P08 /FEA=EST /CNT=6 /TID=Mm.211000.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441130_at 0.7 0.3 A A 0.85 0.82 -0.2 NC 0.1 gb:BB837112 /DB_XREF=gi:17015355 /DB_XREF=BB837112 /CLONE=G930045C17 /FEA=EST /CNT=6 /TID=Mm.214154.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441141_at 16.5 19.5 P A 0.04 0.06 -0.2 NC 0.25 gb:BB008886 /DB_XREF=gi:16257114 /DB_XREF=BB008886 /CLONE=4732485H10 /FEA=EST /CNT=6 /TID=Mm.100257.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441152_at 22.5 22.8 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BQ031998 /DB_XREF=gi:19767277 /DB_XREF=UI-1-CF0-aow-a-09-0-UI.s1 /CLONE=UI-1-CF0-aow-a-09-0-UI /FEA=EST /CNT=5 /TID=Mm.196732.1
MOE430_2_1441157_at 21.6 37 A A 0.08 0.14 -0.2 NC 0.5 gb:BB380266 /DB_XREF=gi:16407901 /DB_XREF=BB380266 /CLONE=C230006B20 /FEA=EST /CNT=5 /TID=Mm.131524.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441173_at 8.9 7.1 A A 0.14 0.21 -0.2 NC 0.5 gb:AV352442 /DB_XREF=gi:16397249 /DB_XREF=AV352442 /CLONE=7030408F03 /FEA=EST /CNT=5 /TID=Mm.124342.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441196_at 11.7 12 P P 0.03 0.01 -0.2 NC 0.3 gb:BB185017 /DB_XREF=gi:16270374 /DB_XREF=BB185017 /CLONE=A330018O09 /FEA=EST /CNT=5 /TID=Mm.73623.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441230_at 22.8 18.8 A A 0.24 0.27 -0.2 NC 0.5 gb:BB470469 /DB_XREF=gi:16427774 /DB_XREF=BB470469 /CLONE=D230033M13 /FEA=EST /CNT=5 /TID=Mm.187354.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441324_at 28.6 24.7 P P 0.005859 0.00415 -0.2 NC 0.5 gb:BB362177 /DB_XREF=gi:16406004 /DB_XREF=BB362177 /CLONE=C130009H21 /FEA=EST /CNT=7 /TID=Mm.167325.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441332_at 1.5 2.3 A A 0.82 0.82 -0.2 NC 0.5 gb:BG067957 /DB_XREF=gi:12550526 /DB_XREF=H3060B05-3 /CLONE=H3060B05 /FEA=EST /CNT=6 /TID=Mm.173108.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441345_at 12.6 14.2 A A 0.27 0.24 -0.2 NC 0.5 gb:BG066726 /DB_XREF=gi:12549295 /DB_XREF=H3046C04-3 /CLONE=H3046C04 /FEA=EST /CNT=5 /TID=Mm.172817.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441392_at 3.3 1.9 A A 0.85 0.87 -0.2 NC 0.39 gb:BB307362 /DB_XREF=gi:16402293 /DB_XREF=BB307362 /CLONE=B230214C21 /FEA=EST /CNT=5 /TID=Mm.146562.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441415_at 30.7 23.5 P P 0.008057 0.005859 -0.2 NC 0.5 gb:BB053442 /DB_XREF=gi:16259675 /DB_XREF=BB053442 /CLONE=6720463F07 /FEA=EST /CNT=4 /TID=Mm.114382.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441458_at 30 32.6 P P 0.00415 0.03 -0.2 NC 0.68 gb:AV243180 /DB_XREF=gi:16386826 /DB_XREF=AV243180 /CLONE=4831417J11 /FEA=EST /CNT=4 /TID=Mm.133285.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441498_at 0.3 0.6 A A 0.78 0.9 -0.2 NC 0.88 gb:AW546318 /DB_XREF=gi:7191726 /DB_XREF=L0006F02-3 /CLONE=L0006F02 /FEA=EST /CNT=4 /TID=Mm.102808.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441504_at 0.7 1.4 A A 0.75 0.46 -0.2 NC 0.46 gb:AV277307 /DB_XREF=gi:16390960 /DB_XREF=AV277307 /CLONE=4932441K12 /FEA=EST /CNT=4 /TID=Mm.73042.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441513_at 8.4 8.1 A A 0.3 0.33 -0.2 NC 0.13 gb:BB040938 /DB_XREF=gi:15403830 /DB_XREF=BB040938 /CLONE=6030452J09 /FEA=EST /CNT=4 /TID=Mm.137894.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441528_at 35.2 29.4 A A 0.39 0.36 -0.2 NC 0.5 gb:BB307742 /DB_XREF=gi:16402327 /DB_XREF=BB307742 /CLONE=B230216C15 /FEA=EST /CNT=4 /TID=Mm.214936.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441549_at 23.9 22.6 P P 0.01 0.03 -0.2 NC 0.27 gb:BB473454 /DB_XREF=gi:16439713 /DB_XREF=BB473454 /CLONE=D330001D04 /FEA=EST /CNT=4 /TID=Mm.214724.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441583_at 0.8 1.7 A A 0.82 0.8 -0.2 NC 0.5 gb:C80925 /DB_XREF=gi:2521255 /DB_XREF=C80925 /CLONE=J0090G05 /FEA=EST /CNT=4 /TID=Mm.103861.1 /TIER=ConsEnd /STK=4 /UG=Mm.10386
MOE430_2_1441642_at 8.3 7.7 P M 0.04 0.06 -0.2 NC 0.5 gb:BB425178 /DB_XREF=gi:16423568 /DB_XREF=BB425178 /CLONE=C530045I04 /FEA=EST /CNT=4 /TID=Mm.132487.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441649_at 4.9 2.4 A A 0.6 0.8 -0.2 NC 0.8 gb:BB529317 /DB_XREF=gi:16445580 /DB_XREF=BB529317 /CLONE=E030001E08 /FEA=EST /CNT=4 /TID=Mm.190794.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441658_at 7.9 10.4 A P 0.14 0.04 -0.2 NC 0.21 gb:AV306186 /DB_XREF=gi:15405962 /DB_XREF=AV306186 /CLONE=5730536I17 /FEA=EST /CNT=4 /TID=Mm.153366.1 /TIER=ConsEnd /STK=4 /UG=Mm



MOE430_2_1441662_at 1.4 0.9 A A 0.6 0.6 -0.2 NC 0.5 gb:BB171122 /DB_XREF=gi:16269337 /DB_XREF=BB171122 /CLONE=A230025G20 /FEA=EST /CNT=4 /TID=Mm.215544.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441664_at 18.9 23.1 A A 0.11 0.09 -0.2 NC 0.5 gb:BB375185 /DB_XREF=gi:16407369 /DB_XREF=BB375185 /CLONE=C130078M06 /FEA=EST /CNT=4 /TID=Mm.44379.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441680_at 64.5 71.7 P A 0.008057 0.09 -0.2 NC 0.83 gb:BM117447 /DB_XREF=gi:17080465 /DB_XREF=L0851G11-3 /CLONE=L0851G11 /FEA=EST /CNT=4 /TID=Mm.218169.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441708_at 6.8 6.6 A A 0.36 0.08 -0.2 NC 0.45 gb:AI644545 /DB_XREF=gi:4723020 /DB_XREF=mo25h01.x1 /CLONE=IMAGE:554641 /FEA=EST /CNT=4 /TID=Mm.66306.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441748_at 9.6 8 A A 0.21 0.06 -0.2 NC 0.16 gb:BB829405 /DB_XREF=gi:17007648 /DB_XREF=BB829405 /CLONE=G930007A04 /FEA=EST /CNT=4 /TID=Mm.214007.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441760_at 8.5 10.5 P A 0.03 0.16 -0.2 NC 0.5 gb:BQ126463 /DB_XREF=gi:20200374 /DB_XREF=ii18e04.x1 /CLONE=IMAGE:5942095 /FEA=EST /CNT=4 /TID=Mm.220827.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441762_at 1.3 2.5 A A 0.75 0.98 -0.2 NC 0.62 gb:BM877183 /DB_XREF=gi:19244849 /DB_XREF=if94d05.x1 /CLONE=IMAGE: /FEA=EST /CNT=4 /TID=Mm.194379.1 /TIER=ConsEnd /STK=4 /UG=Mm.19
MOE430_2_1441768_at 48.9 44.1 A P 0.09 0.04 -0.2 NC 0.5 gb:BB122864 /DB_XREF=gi:16262063 /DB_XREF=BB122864 /CLONE=9530090F02 /FEA=EST /CNT=4 /TID=Mm.192327.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441778_at 0.2 0.2 A A 0.94 0.86 -0.2 NC 0.5 gb:BB171354 /DB_XREF=gi:16269345 /DB_XREF=BB171354 /CLONE=A230027G02 /FEA=EST /CNT=4 /TID=Mm.152825.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441829_s_ 60.8 42.1 P P 0.001221 0.001953 -0.2 NC 0.93 gb:BB314595 /DB_XREF=gi:9015300 /DB_XREF=BB314595 /CLONE=B230348D20 /FEA=EST /CNT=4 /TID=Mm.132021.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441832_at 0.8 1.3 A A 0.75 0.78 -0.2 NC 0.87 gb:BB559212 /DB_XREF=gi:9645578 /DB_XREF=BB559212 /CLONE=E330037M19 /FEA=EST /CNT=4 /TID=Mm.161352.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441842_s_ 92.6 76.2 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AV031885 /DB_XREF=gi:4831433 /DB_XREF=AV031885 /CLONE=1500031N24 /FEA=EST /CNT=4 /TID=Mm.141644.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441865_at 3.7 2.2 A A 0.39 0.5 -0.2 NC 0.15 gb:BB276924 /DB_XREF=gi:8973945 /DB_XREF=BB276924 /CLONE=A830099P12 /FEA=EST /CNT=4 /TID=Mm.131552.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441917_s_ 24.3 17 A A 0.24 0.3 -0.2 NC 0.09 gb:BB468188 /DB_XREF=gi:9385377 /DB_XREF=BB468188 /CLONE=D230018G04 /FEA=EST /CNT=4 /TID=Mm.200575.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441920_x_ 13.8 12.7 M P 0.05 0.01 -0.2 NC 0.5 gb:BB345915 /DB_XREF=gi:9057698 /DB_XREF=BB345915 /CLONE=B930059C15 /FEA=EST /CNT=4 /TID=Mm.124878.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441936_x_ 4.8 3.3 A A 0.21 0.06 -0.2 NC 0.5 gb:BB310408 /DB_XREF=gi:9011113 /DB_XREF=BB310408 /CLONE=B230315H13 /FEA=EST /CNT=4 /TID=Mm.63109.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441971_at 6.5 6.5 A A 0.19 0.12 -0.2 NC 0.5 gb:AW543723 /DB_XREF=gi:7186140 /DB_XREF=C0173D05-3 /CLONE=C0173D05 /FEA=EST /CNT=14 /TID=Mm.25647.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442008_at 10.9 16.3 P P 0.008057 0.00415 -0.2 NC 0.16 gb:BB181330 /DB_XREF=gi:16270062 /DB_XREF=BB181330 /CLONE=A230090L04 /FEA=EST /CNT=11 /TID=Mm.100991.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442029_at 6.8 5.7 P A 0.01 0.09 -0.2 NC 0.93 gb:BM250850 /DB_XREF=gi:17886120 /DB_XREF=K0856B10-3 /CLONE=K0856B10 /FEA=EST /CNT=9 /TID=Mm.26073.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442103_at 30.5 32.4 P P 0.005859 0.01 -0.2 NC 0.5 gb:AW554925 /DB_XREF=gi:7200348 /DB_XREF=L0247D03-3 /CLONE=L0247D03 /FEA=EST /CNT=6 /TID=Mm.103120.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442112_at 27.4 22.8 P P 0.01 0.001953 -0.2 NC 0.5 gb:BB069506 /DB_XREF=gi:16260034 /DB_XREF=BB069506 /CLONE=8030483O21 /FEA=EST /CNT=6 /TID=Mm.86773.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442118_at 16.6 17.3 A A 0.09 0.11 -0.2 NC 0.3 gb:AW215795 /DB_XREF=gi:6526490 /DB_XREF=uo99b12.x1 /CLONE=IMAGE:2650655 /FEA=EST /CNT=6 /TID=Mm.89848.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442122_at 23.8 20.6 P A 0.03 0.09 -0.2 NC 0.41 gb:BG793156 /DB_XREF=gi:14128726 /DB_XREF=UTSW_H9A5 /CLONE=UTSW_H9A5 /FEA=EST /CNT=6 /TID=Mm.32470.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442129_at 174.6 172.7 P P 0.001953 0.00293 -0.2 NC 0.5 gb:AI848234 /DB_XREF=gi:5492140 /DB_XREF=UI-M-AH1-agu-a-09-0-UI.s1 /CLONE=UI-M-AH1-agu-a-09-0-UI /FEA=EST /CNT=6 /TID=Mm.39866.1 /T
MOE430_2_1442130_at 1.8 1.3 A A 0.72 0.94 -0.2 NC 0.5 gb:BG091940 /DB_XREF=gi:12574503 /DB_XREF=mac02c09.x1 /CLONE=IMAGE:3998585 /FEA=EST /CNT=6 /TID=Mm.157431.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442139_at 8.2 10.1 P A 0.00293 0.08 -0.2 NC 0.27 gb:BB077449 /DB_XREF=gi:16260416 /DB_XREF=BB077449 /CLONE=9330140C08 /FEA=EST /CNT=14 /TID=Mm.67029.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442190_at 0.5 0.3 A A 0.93 0.99 -0.2 NC 0.5 gb:BI736087 /DB_XREF=gi:15713100 /DB_XREF=603359238F1 /CLONE=IMAGE:5366529 /FEA=EST /CNT=6 /TID=Mm.35149.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442203_at 117.5 100.6 P P 0.001953 0.001953 -0.2 NC 0.5 gb:BB028429 /DB_XREF=gi:15403532 /DB_XREF=BB028429 /CLONE=5430403O20 /FEA=EST /CNT=6 /TID=Mm.32742.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442221_at 5.5 4.2 A A 0.5 0.24 -0.2 NC 0.04 gb:BE956787 /DB_XREF=gi:10601682 /DB_XREF=UI-M-BG2-bbo-c-10-0-UI.s1 /CLONE=UI-M-BG2-bbo-c-10-0-UI /FEA=EST /CNT=5 /TID=Mm.90405.1
MOE430_2_1442229_at 140.1 124.9 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AV227998 /DB_XREF=gi:15404914 /DB_XREF=AV227998 /CLONE=4432412B16 /FEA=EST /CNT=5 /TID=Mm.77245.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442243_at 25.7 22.3 P P 0.00293 0.04 -0.2 NC 0.88 gb:BB476794 /DB_XREF=gi:16440218 /DB_XREF=BB476794 /CLONE=D330021G15 /FEA=EST /CNT=5 /TID=Mm.63567.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442271_at 28.6 17.7 A A 0.06 0.27 -0.2 NC 0.21 gb:BB437636 /DB_XREF=gi:16424458 /DB_XREF=BB437636 /CLONE=D030005A19 /FEA=EST /CNT=5 /TID=Mm.168478.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442299_at 80.9 46.8 P P 0.00293 0.00415 -0.2 NC 0.94 gb:AU015144 /DB_XREF=gi:3369935 /DB_XREF=AU015144 /CLONE=J0708C07 /FEA=EST /CNT=5 /TID=Mm.196094.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1442309_at 17.6 14.2 P A 0.001953 0.09 -0.2 NC 0.71 gb:BG082689 /DB_XREF=gi:12565257 /DB_XREF=H3079B02-5 /CLONE=H3079B02 /FEA=EST /CNT=5 /TID=Mm.41148.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442327_at 0.9 1.4 A A 0.72 0.8 -0.2 NC 0.73 gb:AI048080 /DB_XREF=gi:3296367 /DB_XREF=vn23a03.r1 /CLONE=IMAGE:1021996 /FEA=EST /CNT=5 /TID=Mm.31100.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442336_at 57.7 59.6 P P 0.00415 0.008057 -0.2 NC 0.5 gb:BE334274 /DB_XREF=gi:9208050 /DB_XREF=us49b07.x1 /CLONE=IMAGE:3215701 /FEA=EST /CNT=5 /TID=Mm.218032.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442371_at 46.4 44.8 P P 0.000732 0.001953 -0.2 NC 0.6 gb:BM898643 /DB_XREF=gi:19381431 /DB_XREF=UI-M-DJ0-bsz-c-03-0-UI.s1 /CLONE=UI-M-DJ0-bsz-c-03-0-UI /FEA=EST /CNT=6 /TID=Mm.63995.1 
MOE430_2_1442477_at 15.3 10.4 A A 0.06 0.11 -0.2 NC 0.26 gb:BG072427 /DB_XREF=gi:12554996 /DB_XREF=H3110D06-3 /CLONE=H3110D06 /FEA=EST /CNT=4 /TID=Mm.17686.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442487_at 9.2 5.2 A A 0.08 0.08 -0.2 NC 0.5 gb:BG065704 /DB_XREF=gi:12548267 /DB_XREF=H3034C07-3 /CLONE=H3034C07 /FEA=EST /CNT=4 /TID=Mm.155599.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442496_at 19 18.1 A A 0.21 0.14 -0.2 NC 0.4 gb:AV320429 /DB_XREF=gi:15406171 /DB_XREF=AV320429 /CLONE=6030423A09 /FEA=EST /CNT=4 /TID=Mm.30915.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442547_at 7.5 3.7 A A 0.11 0.43 -0.2 NC 0.54 gb:BB524105 /DB_XREF=gi:16443928 /DB_XREF=BB524105 /CLONE=D930018B17 /FEA=EST /CNT=4 /TID=Mm.151669.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442548_at 23.1 18.4 P P 0.01 0.03 -0.2 NC 0.5 gb:BM234411 /DB_XREF=gi:17869681 /DB_XREF=K0349F10-3 /CLONE=K0349F10 /FEA=EST /CNT=4 /TID=Mm.32413.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442573_at 11.1 14.5 P A 0.03 0.21 -0.2 NC 0.5 gb:BB230377 /DB_XREF=gi:16354373 /DB_XREF=BB230377 /CLONE=A630026F18 /FEA=EST /CNT=4 /TID=Mm.209865.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442577_at 23 19.2 A A 0.19 0.39 -0.2 NC 0.28 gb:BE949769 /DB_XREF=gi:10588435 /DB_XREF=UI-M-CD0-ayn-d-04-0-UI.s1 /CLONE=UI-M-CD0-ayn-d-04-0-UI /FEA=EST /CNT=4 /TID=Mm.151082.
MOE430_2_1442595_at 36.4 21.3 P P 0.01 0.03 -0.2 NC 0.76 gb:BE943953 /DB_XREF=gi:10521712 /DB_XREF=UI-M-BH3-avq-c-03-0-UI.s1 /CLONE=UI-M-BH3-avq-c-03-0-UI /FEA=EST /CNT=4 /TID=Mm.32327.1 
MOE430_2_1442603_at 23.6 14.8 P P 0.00415 0.005859 -0.2 NC 0.5 gb:AW553622 /DB_XREF=gi:7199045 /DB_XREF=L0229F01-3 /CLONE=L0229F01 /FEA=EST /CNT=4 /TID=Mm.103058.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442638_at 0.7 0.4 A A 0.85 0.75 -0.2 NC 0.35 gb:BB502636 /DB_XREF=gi:16442540 /DB_XREF=BB502636 /CLONE=D630040C03 /FEA=EST /CNT=4 /TID=Mm.120456.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442648_at 34.7 45.9 P P 0.001221 0.000244 -0.2 NC 0.5 gb:BB457951 /DB_XREF=gi:16426214 /DB_XREF=BB457951 /CLONE=D130054H01 /FEA=EST /CNT=4 /TID=Mm.101104.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442660_at 53.6 48 P P 0.000244 0.005859 -0.2 NC 0.5 gb:BM201942 /DB_XREF=gi:17755863 /DB_XREF=C0232F01-3 /CLONE=C0232F01 /FEA=EST /CNT=4 /TID=Mm.139158.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442679_at 19.6 16.9 P A 0.03 0.11 -0.2 NC 0.5 gb:BM241898 /DB_XREF=gi:17877168 /DB_XREF=K0624B08-3 /CLONE=K0624B08 /FEA=EST /CNT=4 /TID=Mm.220910.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442736_at 2.1 1.3 A A 0.8 0.87 -0.2 NC 0.48 gb:AW455370 /DB_XREF=gi:7009105 /DB_XREF=UI-M-BH2.3-aqe-c-02-0-UI.s1 /CLONE=UI-M-BH2.3-aqe-c-02-0-UI /FEA=EST /CNT=4 /TID=Mm.10008
MOE430_2_1442749_at 13.9 11 P M 0.01 0.05 -0.2 NC 0.89 gb:BB141769 /DB_XREF=gi:16267471 /DB_XREF=BB141769 /CLONE=9930012E13 /FEA=EST /CNT=4 /TID=Mm.220202.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442774_x_ 17.6 20.7 A P 0.08 0.005859 -0.2 NC 0.45 gb:BE687029 /DB_XREF=gi:10074653 /DB_XREF=uw09d10.x1 /CLONE=IMAGE:3416179 /FEA=EST /CNT=4 /TID=Mm.139218.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442776_at 7.7 6.4 A A 0.63 0.66 -0.2 NC 0.5 gb:AU024501 /DB_XREF=gi:3394848 /DB_XREF=AU024501 /CLONE=J0454G06 /FEA=EST /CNT=4 /TID=Mm.35046.1 /TIER=ConsEnd /STK=3 /UG=Mm.35
MOE430_2_1442783_x_ 1.7 1.7 A A 0.78 0.6 -0.2 NC 0.25 gb:BB249544 /DB_XREF=gi:8942290 /DB_XREF=BB249544 /CLONE=A730033L03 /FEA=EST /CNT=4 /TID=Mm.147967.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442799_x_ 37.3 46.5 P A 0.01 0.08 -0.2 NC 0.58 gb:BB048987 /DB_XREF=gi:8456135 /DB_XREF=BB048987 /CLONE=6430598L01 /FEA=EST /CNT=4 /TID=Mm.113557.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442849_at 123.1 108.3 P P 0.000244 0.000244 -0.2 NC 0.78 gb:AV345706 /DB_XREF=gi:16397052 /DB_XREF=AV345706 /CLONE=6430558M03 /FEA=EST /CNT=4 /TID=Mm.172109.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442853_at 17.7 13 P M 0.02 0.05 -0.2 NC 0.07 gb:BB449554 /DB_XREF=gi:16425364 /DB_XREF=BB449554 /CLONE=D030072I11 /FEA=EST /CNT=4 /TID=Mm.214667.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442858_at 37.5 38.7 P A 0.03 0.11 -0.2 NC 0.5 gb:BG069288 /DB_XREF=gi:12551857 /DB_XREF=H3074G05-3 /CLONE=H3074G05 /FEA=EST /CNT=4 /TID=Mm.24523.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442953_at 18.2 16.6 A A 0.19 0.19 -0.2 NC 0.5 gb:BG069609 /DB_XREF=gi:12552178 /DB_XREF=H3078B11-3 /CLONE=H3078B11 /FEA=EST /CNT=3 /TID=Mm.11587.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442959_at 17 13.9 P P 0.03 0.01 -0.2 NC 0.5 gb:BM228823 /DB_XREF=gi:17791592 /DB_XREF=K0268F05-3 /CLONE=K0268F05 /FEA=EST /CNT=3 /TID=Mm.218035.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442977_at 39.4 38.7 P P 0.001953 0.001953 -0.2 NC 0.39 gb:BG075843 /DB_XREF=gi:12558412 /DB_XREF=H3152D12-3 /CLONE=H3152D12 /FEA=EST /CNT=3 /TID=Mm.126680.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442978_at 18.8 15.7 P P 0.00293 0.000732 -0.2 NC 0.65 gb:AV351627 /DB_XREF=gi:15406699 /DB_XREF=AV351627 /CLONE=6720417J05 /FEA=EST /CNT=3 /TID=Mm.207201.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443033_at 15.1 14.3 A P 0.21 0.001953 -0.2 NC 0.13 gb:BB292231 /DB_XREF=gi:16401545 /DB_XREF=BB292231 /CLONE=B130009O03 /FEA=EST /CNT=3 /TID=Mm.138023.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443037_at 53.7 51.1 P P 0.008057 0.005859 -0.2 NC 0.68 gb:BB183534 /DB_XREF=gi:16270250 /DB_XREF=BB183534 /CLONE=A230106P21 /FEA=EST /CNT=3 /TID=Mm.121623.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443152_at 6.3 7.8 A P 0.43 0.01 -0.2 NC 0.07 gb:BB053109 /DB_XREF=gi:15404086 /DB_XREF=BB053109 /CLONE=6720460B08 /FEA=EST /CNT=3 /TID=Mm.207327.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443195_at 8.9 8.8 A A 0.3 0.14 -0.2 NC 0.5 gb:BB449984 /DB_XREF=gi:16425412 /DB_XREF=BB449984 /CLONE=D030074F17 /FEA=EST /CNT=3 /TID=Mm.209219.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443199_at 28.8 18.8 P P 0.01 0.02 -0.2 NC 0.5 gb:AV343004 /DB_XREF=gi:16396992 /DB_XREF=AV343004 /CLONE=6430532L23 /FEA=EST /CNT=3 /TID=Mm.155297.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443227_at 5.9 4.9 A A 0.33 0.53 -0.2 NC 0.5 gb:BB437937 /DB_XREF=gi:16424485 /DB_XREF=BB437937 /CLONE=D030007F09 /FEA=EST /CNT=3 /TID=Mm.211008.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443251_at 15.2 15.3 M A 0.05 0.12 -0.2 NC 0.5 gb:BB469193 /DB_XREF=gi:16427602 /DB_XREF=BB469193 /CLONE=D230023E14 /FEA=EST /CNT=3 /TID=Mm.209372.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443270_at 9.9 14.9 A A 0.11 0.53 -0.2 NC 0.51 gb:BB170718 /DB_XREF=gi:16269313 /DB_XREF=BB170718 /CLONE=A230020K01 /FEA=EST /CNT=3 /TID=Mm.208929.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443330_at 14.4 11.9 M A 0.05 0.09 -0.2 NC 0.57 gb:BG070219 /DB_XREF=gi:12552788 /DB_XREF=H3085A02-3 /CLONE=H3085A02 /FEA=EST /CNT=3 /TID=Mm.103952.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443523_at 7.7 8.2 A A 0.33 0.43 -0.2 NC 0.63 gb:BE986005 /DB_XREF=gi:10659889 /DB_XREF=UI-M-CG0p-bet-h-05-0-UI.s1 /CLONE=UI-M-CG0p-bet-h-05-0-UI /FEA=EST /CNT=3 /TID=Mm.15317
MOE430_2_1443524_x_ 256.2 192.4 P P 0.01 0.008057 -0.2 NC 0.95 gb:C81403 /DB_XREF=gi:2521733 /DB_XREF=C81403 /CLONE=J0098G04 /FEA=EST /CNT=3 /TID=Mm.200244.1 /TIER=ConsEnd /STK=3 /UG=Mm.20024
MOE430_2_1443534_at 32.2 16.3 P P 0.01 0.03 -0.2 NC 0.5 gb:BM201095 /DB_XREF=gi:17754698 /DB_XREF=C0220C02-3 /CLONE=C0220C02 /FEA=EST /CNT=3 /TID=Mm.178453.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443536_at 6.1 4.9 P A 0.04 0.36 -0.2 NC 0.63 gb:BB453858 /DB_XREF=gi:16425807 /DB_XREF=BB453858 /CLONE=D130027D17 /FEA=EST /CNT=3 /TID=Mm.94921.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443561_at 7.5 8 P A 0.02 0.06 -0.2 NC 0.5 gb:BM205065 /DB_XREF=gi:17760105 /DB_XREF=C0278D12-3 /CLONE=C0278D12 /FEA=EST /CNT=3 /TID=Mm.214713.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443590_at 15.2 14.7 A A 0.24 0.5 -0.2 NC 0.5 gb:AU040845 /DB_XREF=gi:3954669 /DB_XREF=AU040845 /CLONE=J0819C03 /FEA=EST /CNT=3 /TID=Mm.173877.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443604_at 0.9 0.8 A A 0.82 0.82 -0.2 NC 0.5 gb:AV318383 /DB_XREF=gi:16394682 /DB_XREF=AV318383 /CLONE=5930401K05 /FEA=EST /CNT=3 /TID=Mm.209970.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443654_at 2.1 3.4 A A 0.33 0.6 -0.2 NC 0.5 gb:BB732567 /DB_XREF=gi:16115842 /DB_XREF=BB732567 /CLONE=E970027P10 /FEA=EST /CNT=3 /TID=Mm.212632.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443692_at 9.2 7.3 A A 0.24 0.46 -0.2 NC 0.5 gb:BF461727 /DB_XREF=gi:11530910 /DB_XREF=UI-M-CG0p-bmp-e-11-0-UI.s1 /CLONE=UI-M-CG0p-bmp-e-11-0-UI /FEA=EST /CNT=3 /TID=Mm.449
MOE430_2_1443724_at 1.4 0.9 A A 0.82 0.85 -0.2 NC 0.5 gb:AI849712 /DB_XREF=gi:5493618 /DB_XREF=UI-M-AL1-ahn-a-10-0-UI.s1 /CLONE=UI-M-AL1-ahn-a-10-0-UI /FEA=EST /CNT=3 /TID=Mm.40193.1 /T
MOE430_2_1443767_at 0.2 0.1 A A 0.94 0.97 -0.2 NC 0.72 gb:BB383200 /DB_XREF=gi:9102949 /DB_XREF=BB383200 /CLONE=C230026H20 /FEA=EST /CNT=3 /TID=Mm.168060.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443771_x_ 59.9 26.4 P P 0.03 0.00293 -0.2 NC 0.97 gb:BB241324 /DB_XREF=gi:8934070 /DB_XREF=BB241324 /CLONE=A630086D01 /FEA=EST /CNT=3 /TID=Mm.131308.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443782_x_ 48.4 36.7 P P 0.005859 0.01 -0.2 NC 0.88 gb:AV214523 /DB_XREF=gi:6155369 /DB_XREF=AV214523 /CLONE=2410137B11 /FEA=EST /CNT=3 /TID=Mm.69841.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443785_x_ 74.9 59.8 P P 0.005859 0.00293 -0.2 NC 0.51 gb:AV307764 /DB_XREF=gi:6340278 /DB_XREF=AV307764 /CLONE=5730555G13 /FEA=EST /CNT=3 /TID=Mm.117223.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443790_x_ 72.7 75.5 P P 0.001953 0.000732 -0.2 NC 0.5 gb:AV208084 /DB_XREF=gi:6148936 /DB_XREF=AV208084 /CLONE=1700104F15 /FEA=EST /CNT=3 /TID=Mm.68737.1 /TIER=ConsEnd /STK=3 /UG=Mm.
MOE430_2_1443810_at 3.4 1 A A 0.72 0.93 -0.2 NC 0.57 gb:AV209080 /DB_XREF=gi:6149920 /DB_XREF=AV209080 /CLONE=1700112L11 /FEA=EST /CNT=3 /TID=Mm.179678.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443813_x_ 27.5 28.6 A A 0.17 0.27 -0.2 NC 0.5 gb:AV373435 /DB_XREF=gi:6421082 /DB_XREF=AV373435 /CLONE=9030623K15 /FEA=EST /CNT=3 /TID=Mm.141912.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443827_x_ 96.8 125.1 P P 0.000732 0.001953 -0.2 NC 0.5 gb:BB375974 /DB_XREF=gi:9088788 /DB_XREF=BB375974 /CLONE=C130083D14 /FEA=EST /CNT=3 /TID=Mm.127111.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443840_x_ 0.6 1 A A 0.85 0.85 -0.2 NC 0.68 gb:AV209320 /DB_XREF=gi:6150118 /DB_XREF=AV209320 /CLONE=1700113M05 /FEA=EST /CNT=3 /TID=Mm.79012.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443843_x_ 10871.6 9749 P P 0.000244 0.000244 -0.2 NC 0.55 gb:AV169685 /DB_XREF=gi:5376122 /DB_XREF=AV169685 /CLONE=3110087N10 /FEA=EST /CNT=3 /TID=Mm.180158.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443849_x_ 1352.5 1108.2 P P 0.000488 0.000488 -0.2 NC 0.99 gb:AV292769 /DB_XREF=gi:6306800 /DB_XREF=AV292769 /CLONE=5430428M13 /FEA=EST /CNT=3 /TID=Mm.46484.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443899_at 34.7 34 P P 0.01 0.02 -0.2 NC 0.5 gb:BM230782 /DB_XREF=gi:17866052 /DB_XREF=K0301A06-3 /CLONE=K0301A06 /FEA=EST /CNT=12 /TID=Mm.102740.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443909_at 6.7 9 A A 0.17 0.09 -0.2 NC 0.17 gb:BM218423 /DB_XREF=gi:17777928 /DB_XREF=C0910G10-3 /CLONE=C0910G10 /FEA=EST /CNT=9 /TID=Mm.216531.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443962_at 64.4 68.2 P P 0.000732 0.000732 -0.2 NC 0.55 gb:BM207954 /DB_XREF=gi:17763990 /DB_XREF=C0620D04-3 /CLONE=C0620D04 /FEA=EST /CNT=7 /TID=Mm.55109.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443966_at 143.9 140.2 P P 0.000732 0.000732 -0.2 NC 0.54 gb:BF466594 /DB_XREF=gi:11535777 /DB_XREF=UI-M-CG0p-bra-d-03-0-UI.s1 /CLONE=UI-M-CG0p-bra-d-03-0-UI /FEA=EST /CNT=7 /TID=Mm.15668
MOE430_2_1444014_at 13.2 19.5 A A 0.43 0.46 -0.2 NC 0.77 gb:BB551133 /DB_XREF=gi:16448021 /DB_XREF=BB551133 /CLONE=E230026C02 /FEA=EST /CNT=6 /TID=Mm.39637.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444068_at 1.7 0.5 A A 0.53 0.87 -0.2 NC 0.74 gb:BB203194 /DB_XREF=gi:16351675 /DB_XREF=BB203194 /CLONE=A430050J01 /FEA=EST /CNT=7 /TID=Mm.162928.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444107_at 177.9 150.9 P P 0.000244 0.000732 -0.2 NC 0.99 gb:BB091357 /DB_XREF=gi:16261070 /DB_XREF=BB091357 /CLONE=9430029N19 /FEA=EST /CNT=6 /TID=Mm.73838.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444133_at 11.3 4.4 A A 0.6 0.43 -0.2 NC 0.1 gb:BB263113 /DB_XREF=gi:16400107 /DB_XREF=BB263113 /CLONE=A830009M02 /FEA=EST /CNT=5 /TID=Mm.185797.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444141_at 13.9 14.9 P P 0.01 0.008057 -0.2 NC 0.33 gb:BB828008 /DB_XREF=gi:17006251 /DB_XREF=BB828008 /CLONE=G830050E21 /FEA=EST /CNT=5 /TID=Mm.213991.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444157_a_ 389 310.6 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BB376389 /DB_XREF=gi:16407506 /DB_XREF=BB376389 /CLONE=C130084O20 /FEA=EST /CNT=5 /TID=Mm.38398.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444158_at 541.2 458.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB376389 /DB_XREF=gi:16407506 /DB_XREF=BB376389 /CLONE=C130084O20 /FEA=EST /CNT=5 /TID=Mm.38398.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444187_at 1.6 1.9 A A 0.87 0.72 -0.2 NC 0.09 gb:BG067710 /DB_XREF=gi:12550279 /DB_XREF=H3057C12-3 /CLONE=H3057C12 /FEA=EST /CNT=5 /TID=Mm.173064.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444216_at 0.7 1.1 A A 0.98 0.96 -0.2 NC 0.65 gb:AW457677 /DB_XREF=gi:7027859 /DB_XREF=UI-M-BH3-arb-e-01-0-UI.s1 /CLONE=UI-M-BH3-arb-e-01-0-UI /FEA=EST /CNT=5 /TID=Mm.101239.1 
MOE430_2_1444236_at 18.7 21.6 P P 0.03 0.03 -0.2 NC 0.3 gb:BE307636 /DB_XREF=gi:9163048 /DB_XREF=601096735F1 /CLONE=IMAGE:3491312 /FEA=EST /CNT=7 /TID=Mm.40140.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444246_at 21.4 18.1 P A 0.04 0.17 -0.2 NC 0.66 gb:BE630807 /DB_XREF=gi:9913495 /DB_XREF=uu49a10.x1 /CLONE=IMAGE:3375258 /FEA=EST /CNT=6 /TID=Mm.217515.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444323_at 58.6 56.7 P P 0.01 0.01 -0.2 NC 0.78 gb:BG143624 /DB_XREF=gi:12647023 /DB_XREF=ut58b09.x1 /CLONE=IMAGE:3331936 /FEA=EST /CNT=5 /TID=Mm.45073.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444356_at 15.1 11.7 P A 0.008057 0.06 -0.2 NC 0.5 gb:BE992440 /DB_XREF=gi:10673471 /DB_XREF=UI-M-BZ1-beh-c-02-0-UI.s1 /CLONE=UI-M-BZ1-beh-c-02-0-UI /FEA=EST /CNT=4 /TID=Mm.152214.
MOE430_2_1444358_at 16.2 6.3 A A 0.09 0.19 -0.2 NC 0.5 gb:BB318809 /DB_XREF=gi:9025844 /DB_XREF=BB318809 /CLONE=B230377E14 /FEA=EST /CNT=4 /TID=Mm.214698.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444401_at 38.4 31.9 P P 0.005859 0.01 -0.2 NC 0.69 gb:BM195608 /DB_XREF=gi:17747138 /DB_XREF=C0313E11-3 /CLONE=C0313E11 /FEA=EST /CNT=4 /TID=Mm.218108.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444544_at 14.5 13.1 A A 0.06 0.17 -0.2 NC 0.5 gb:AI561539 /DB_XREF=gi:4512884 /DB_XREF=vx78f08.x1 /CLONE=IMAGE:1281351 /FEA=EST /CNT=4 /TID=Mm.150808.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444548_at 1.6 0.8 A A 0.78 0.9 -0.2 NC 0.68 gb:BB012102 /DB_XREF=gi:8135241 /DB_XREF=BB012102 /CLONE=4930407E18 /FEA=EST /CNT=4 /TID=Mm.86494.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444552_at 34.8 21.7 P P 0.00293 0.04 -0.2 NC 0.96 gb:BB730792 /DB_XREF=gi:16114067 /DB_XREF=BB730792 /CLONE=E860130C01 /FEA=EST /CNT=4 /TID=Mm.218148.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444565_at 28.5 39.8 P P 0.00415 0.01 -0.2 NC 0.5 gb:BB136975 /DB_XREF=gi:16266704 /DB_XREF=BB136975 /CLONE=9830139G03 /FEA=EST /CNT=4 /TID=Mm.214670.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444662_at 18 20.8 P P 0.03 0.02 -0.2 NC 0.5 gb:BG067976 /DB_XREF=gi:12550545 /DB_XREF=H3060D03-3 /CLONE=H3060D03 /FEA=EST /CNT=4 /TID=Mm.171377.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444687_at 6.4 1.7 A A 0.82 0.85 -0.2 NC 0.02 gb:BB804635 /DB_XREF=gi:16977264 /DB_XREF=BB804635 /CLONE=G630065E13 /FEA=EST /CNT=4 /TID=Mm.186060.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444779_s_ 42.9 31.5 P P 0.000732 0.001953 -0.2 NC 0.5 gb:BE985246 /DB_XREF=gi:10658359 /DB_XREF=UI-M-CG0p-bdj-c-03-0-UI.s1 /CLONE=UI-M-CG0p-bdj-c-03-0-UI /FEA=EST /CNT=4 /TID=Mm.121889
MOE430_2_1444810_at 7 8.2 A A 0.36 0.21 -0.2 NC 0.5 gb:BG065305 /DB_XREF=gi:12547868 /DB_XREF=H3029E12-3 /CLONE=H3029E12 /FEA=EST /CNT=3 /TID=Mm.182531.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444814_at 1.9 2.9 A A 0.43 0.5 -0.2 NC 0.5 gb:BG066215 /DB_XREF=gi:12548779 /DB_XREF=H3040C08-3 /CLONE=H3040C08 /FEA=EST /CNT=3 /TID=Mm.155187.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444880_at 0.5 1.3 A A 0.96 0.93 -0.2 NC 0.34 gb:AW457376 /DB_XREF=gi:7027593 /DB_XREF=UI-M-BH3-arg-h-01-0-UI.s1 /CLONE=UI-M-BH3-arg-h-01-0-UI /FEA=EST /CNT=3 /TID=Mm.101181.1 
MOE430_2_1444895_at 14.6 14.6 A A 0.12 0.26 -0.2 NC 0.5 gb:BG070615 /DB_XREF=gi:12553184 /DB_XREF=H3089C04-3 /CLONE=H3089C04 /FEA=EST /CNT=3 /TID=Mm.172174.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444907_at 0.9 0.7 A A 0.87 0.75 -0.2 NC 0.4 gb:AU022138 /DB_XREF=gi:3387097 /DB_XREF=AU022138 /CLONE=J0409B04 /FEA=EST /CNT=3 /TID=Mm.173503.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444927_at 0.8 0.4 A A 0.68 0.96 -0.2 NC 0.66 gb:BG069414 /DB_XREF=gi:12551906 /DB_XREF=H3075C09-3 /CLONE=H3075C09 /FEA=EST /CNT=3 /TID=Mm.36111.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444933_at 0.7 0.6 A A 0.82 0.95 -0.2 NC 0.59 gb:BG068943 /DB_XREF=gi:12551512 /DB_XREF=H3071A04-3 /CLONE=H3071A04 /FEA=EST /CNT=3 /TID=Mm.12070.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444934_at 43.7 24.5 A A 0.11 0.14 -0.2 NC 0.5 gb:BG067063 /DB_XREF=gi:12549632 /DB_XREF=H3050B06-3 /CLONE=H3050B06 /FEA=EST /CNT=3 /TID=Mm.155525.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444947_at 21.8 16.9 P P 0.01 0.008057 -0.2 NC 0.5 gb:AW547496 /DB_XREF=gi:7192911 /DB_XREF=L0023A06-3 /CLONE=L0023A06 /FEA=EST /CNT=3 /TID=Mm.182620.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444957_at 6.8 4.4 P A 0.04 0.36 -0.2 NC 0.51 gb:BG069110 /DB_XREF=gi:12551679 /DB_XREF=H3072H01-3 /CLONE=H3072H01 /FEA=EST /CNT=3 /TID=Mm.173771.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444963_at 7.4 5.1 A A 0.09 0.12 -0.2 NC 0.49 gb:AW548231 /DB_XREF=gi:7193652 /DB_XREF=L0033C11-3 /CLONE=L0033C11 /FEA=EST /CNT=3 /TID=Mm.182630.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445001_at 4.1 3.5 A A 0.43 0.43 -0.2 NC 0.31 gb:BG069451 /DB_XREF=gi:12551954 /DB_XREF=H3075G09-3 /CLONE=H3075G09 /FEA=EST /CNT=3 /TID=Mm.172162.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445010_at 16.5 12.9 A A 0.11 0.19 -0.2 NC 0.4 gb:BF466865 /DB_XREF=gi:11536048 /DB_XREF=UI-M-CG0p-brc-h-07-0-UI.s1 /CLONE=UI-M-CG0p-brc-h-07-0-UI /FEA=EST /CNT=3 /TID=Mm.10196
MOE430_2_1445037_at 12.9 19.8 P P 0.02 0.00415 -0.2 NC 0.5 gb:AV339661 /DB_XREF=gi:16396784 /DB_XREF=AV339661 /CLONE=6430510B20 /FEA=EST /CNT=3 /TID=Mm.212942.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445072_at 0.7 1 A A 0.97 0.95 -0.2 NC 0.36 gb:AU041696 /DB_XREF=gi:3955931 /DB_XREF=AU041696 /CLONE=J1007H04 /FEA=EST /CNT=3 /TID=Mm.173911.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445113_at 3.4 3.4 A A 0.53 0.59 -0.2 NC 0.44 gb:BG068343 /DB_XREF=gi:12550912 /DB_XREF=H3064D12-3 /CLONE=H3064D12 /FEA=EST /CNT=3 /TID=Mm.173557.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445258_at 1.4 0.7 A A 0.72 0.9 -0.2 NC 0.86 gb:BB051628 /DB_XREF=gi:16259594 /DB_XREF=BB051628 /CLONE=6720431K12 /FEA=EST /CNT=3 /TID=Mm.193898.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445303_at 12.6 9.8 P P 0.03 0.03 -0.2 NC 0.5 gb:BG066334 /DB_XREF=gi:12548903 /DB_XREF=H3041G06-3 /CLONE=H3041G06 /FEA=EST /CNT=3 /TID=Mm.172731.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445309_at 8.6 7.1 A A 0.21 0.33 -0.2 NC 0.5 gb:BM938213 /DB_XREF=gi:19397365 /DB_XREF=UI-M-BH4-bbg-b-04-0-UI.r1 /CLONE=UI-M-BH4-bbg-b-04-0-UI /FEA=EST /CNT=3 /TID=Mm.196810.
MOE430_2_1445339_at 2.6 0.5 A A 0.66 0.5 -0.2 NC 0.27 gb:AV380874 /DB_XREF=gi:16398241 /DB_XREF=AV380874 /CLONE=9230103C20 /FEA=EST /CNT=3 /TID=Mm.99556.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445350_at 11.7 8.4 A A 0.12 0.27 -0.2 NC 0.5 gb:BM942607 /DB_XREF=gi:19402470 /DB_XREF=UI-M-CG0p-bda-b-01-0-UI.r1 /CLONE=UI-M-CG0p-bda-b-01-0-UI /FEA=EST /CNT=3 /TID=Mm.1512
MOE430_2_1445358_at 13.4 6.6 A A 0.21 0.3 -0.2 NC 0.5 gb:BB448782 /DB_XREF=gi:9309817 /DB_XREF=BB448782 /CLONE=D030068F08 /FEA=EST /CNT=3 /TID=Mm.88364.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445397_at 13.6 14.4 P P 0.03 0.04 -0.2 NC 0.37 gb:BB120943 /DB_XREF=gi:16262006 /DB_XREF=BB120943 /CLONE=9530079L20 /FEA=EST /CNT=3 /TID=Mm.209020.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445406_at 16.4 19.4 P A 0.02 0.09 -0.2 NC 0.62 gb:C77494 /DB_XREF=gi:2517824 /DB_XREF=C77494 /CLONE=J0032E05 /FEA=EST /CNT=3 /TID=Mm.172636.1 /TIER=ConsEnd /STK=2 /UG=Mm.17263
MOE430_2_1445459_at 17.2 14.6 A A 0.08 0.27 -0.2 NC 0.5 gb:BB023293 /DB_XREF=gi:16257811 /DB_XREF=BB023293 /CLONE=5330415B05 /FEA=EST /CNT=3 /TID=Mm.110129.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445460_at 26.3 25.2 P M 0.02 0.05 -0.2 NC 0.5 gb:BE457827 /DB_XREF=gi:9480372 /DB_XREF=us97g12.x1 /CLONE=IMAGE:3326374 /FEA=EST /CNT=3 /TID=Mm.130149.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445600_at 27.9 30.8 P A 0.03 0.11 -0.2 NC 0.5 gb:BM219178 /DB_XREF=gi:17778912 /DB_XREF=C0921C04-3 /CLONE=C0921C04 /FEA=EST /CNT=3 /TID=Mm.202445.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445672_at 2.7 1.3 A A 0.72 0.88 -0.2 NC 0.63 gb:BM934851 /DB_XREF=gi:19393998 /DB_XREF=UI-M-BH3-aqo-b-06-0-UI.r1 /CLONE=UI-M-BH3-aqo-b-06-0-UI /FEA=EST /CNT=3 /TID=Mm.100894.
MOE430_2_1445674_at 4.9 1.4 A A 0.56 0.8 -0.2 NC 0.5 gb:AI323976 /DB_XREF=gi:4058405 /DB_XREF=mb19a08.x1 /CLONE=IMAGE:329846 /FEA=EST /CNT=3 /TID=Mm.36607.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445712_at 5.5 2.9 A A 0.43 0.56 -0.2 NC 0.34 gb:AI842596 /DB_XREF=gi:5476809 /DB_XREF=UI-M-AQ1-aed-b-04-0-UI.s1 /CLONE=UI-M-AQ1-aed-b-04-0-UI /FEA=EST /CNT=3 /TID=Mm.102192.1 
MOE430_2_1445730_at 9 9.5 A A 0.19 0.33 -0.2 NC 0.5 gb:BG066850 /DB_XREF=gi:12549419 /DB_XREF=H3047F10-3 /CLONE=H3047F10 /FEA=EST /CNT=3 /TID=Mm.172859.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445757_at 25.8 20.5 A P 0.06 0.01 -0.2 NC 0.5 gb:BB045423 /DB_XREF=gi:15403958 /DB_XREF=BB045423 /CLONE=6030495B01 /FEA=EST /CNT=3 /TID=Mm.209504.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445768_at 1.4 0.5 A A 0.69 0.66 -0.2 NC 0.5 gb:BG070650 /DB_XREF=gi:12553219 /DB_XREF=H3089F06-3 /CLONE=H3089F06 /FEA=EST /CNT=3 /TID=Mm.173286.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445773_at 30.4 28.8 P P 0.02 0.01 -0.2 NC 0.76 gb:BG070088 /DB_XREF=gi:12552580 /DB_XREF=H3082F05-3 /CLONE=H3082F05 /FEA=EST /CNT=3 /TID=Mm.173472.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445777_at 7.3 4.9 A A 0.24 0.33 -0.2 NC 0.6 gb:BB311521 /DB_XREF=gi:16402709 /DB_XREF=BB311521 /CLONE=B230325K09 /FEA=EST /CNT=3 /TID=Mm.125644.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445949_at 2.5 1.4 A A 0.43 0.5 -0.2 NC 0.23 gb:BG069486 /DB_XREF=gi:12551978 /DB_XREF=H3076A10-3 /CLONE=H3076A10 /FEA=EST /CNT=2 /TID=Mm.26156.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445987_at 1.5 1.8 A A 0.9 0.9 -0.2 NC 0.66 gb:BG075860 /DB_XREF=gi:12558429 /DB_XREF=H3152F11-3 /CLONE=H3152F11 /FEA=EST /CNT=2 /TID=Mm.103237.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446000_at 9.1 7.4 A A 0.36 0.46 -0.2 NC 0.16 gb:BG074703 /DB_XREF=gi:12557272 /DB_XREF=H3138C08-3 /CLONE=H3138C08 /FEA=EST /CNT=2 /TID=Mm.172210.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446058_at 11.1 10.4 A P 0.17 0.03 -0.2 NC 0.5 gb:BB199376 /DB_XREF=gi:15409662 /DB_XREF=BB199376 /CLONE=A430014K01 /FEA=EST /CNT=2 /TID=Mm.122321.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446067_at 12.8 7.8 A A 0.08 0.43 -0.2 NC 0.72 gb:BG075609 /DB_XREF=gi:12558178 /DB_XREF=H3149C11-3 /CLONE=H3149C11 /FEA=EST /CNT=2 /TID=Mm.218334.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446084_at 11.5 8.6 A A 0.46 0.27 -0.2 NC 0.07 gb:BG072510 /DB_XREF=gi:12555079 /DB_XREF=H3111E12-3 /CLONE=H3111E12 /FEA=EST /CNT=2 /TID=Mm.173967.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446106_at 9.6 7.5 P A 0.01 0.24 -0.2 NC 0.55 gb:BG064873 /DB_XREF=gi:12547436 /DB_XREF=H3024G09-3 /CLONE=H3024G09 /FEA=EST /CNT=2 /TID=Mm.102499.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446130_at 0.3 0.4 A A 0.85 0.91 -0.2 NC 0.58 gb:AW557530 /DB_XREF=gi:7202959 /DB_XREF=L0283A09-3 /CLONE=L0283A09 /FEA=EST /CNT=2 /TID=Mm.218691.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446139_at 2.4 1.9 A A 0.69 0.85 -0.2 NC 0.44 gb:AV245300 /DB_XREF=gi:16386996 /DB_XREF=AV245300 /CLONE=4831438C21 /FEA=EST /CNT=2 /TID=Mm.218444.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446145_at 23.3 18.7 A A 0.17 0.24 -0.2 NC 0.79 gb:BB327170 /DB_XREF=gi:16403730 /DB_XREF=BB327170 /CLONE=B430215E05 /FEA=EST /CNT=2 /TID=Mm.118557.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1446158_at 4.1 3.3 A A 0.3 0.6 -0.2 NC 0.27 gb:BB335821 /DB_XREF=gi:16404132 /DB_XREF=BB335821 /CLONE=B830042O09 /FEA=EST /CNT=2 /TID=Mm.210374.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446232_at 0.4 0.6 A A 0.75 0.88 -0.2 NC 0.51 gb:BG075408 /DB_XREF=gi:12557977 /DB_XREF=H3146H01-3 /CLONE=H3146H01 /FEA=EST /CNT=2 /TID=Mm.182798.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446255_at 8.3 4.6 M A 0.05 0.11 -0.2 NC 0.41 gb:BB233597 /DB_XREF=gi:16354611 /DB_XREF=BB233597 /CLONE=A630044M15 /FEA=EST /CNT=2 /TID=Mm.155359.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446270_at 2.9 4.6 A A 0.35 0.63 -0.2 NC 0.59 gb:BB535337 /DB_XREF=gi:16446532 /DB_XREF=BB535337 /CLONE=E030042O20 /FEA=EST /CNT=2 /TID=Mm.136840.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446280_at 31.5 27.3 P P 0.008057 0.02 -0.2 NC 0.5 gb:BB472891 /DB_XREF=gi:16428106 /DB_XREF=BB472891 /CLONE=D230047F17 /FEA=EST /CNT=2 /TID=Mm.216012.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446282_at 0.7 0.5 A A 0.87 0.95 -0.2 NC 0.5 gb:BB278646 /DB_XREF=gi:15411010 /DB_XREF=BB278646 /CLONE=A930012C24 /FEA=EST /CNT=2 /TID=Mm.145674.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446299_at 33.8 24.3 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB462772 /DB_XREF=gi:16426812 /DB_XREF=BB462772 /CLONE=D130077K21 /FEA=EST /CNT=2 /TID=Mm.209317.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446366_at 1.6 2 A A 0.8 0.78 -0.2 NC 0.57 gb:BB426020 /DB_XREF=gi:16423641 /DB_XREF=BB426020 /CLONE=C530049P21 /FEA=EST /CNT=2 /TID=Mm.209107.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446395_at 7.9 9 P P 0.00293 0.04 -0.2 NC 0.5 gb:BB426190 /DB_XREF=gi:16423656 /DB_XREF=BB426190 /CLONE=C530050M13 /FEA=EST /CNT=2 /TID=Mm.209109.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446416_at 2.3 1.8 A A 0.72 0.87 -0.2 NC 0.82 gb:BB377062 /DB_XREF=gi:16407576 /DB_XREF=BB377062 /CLONE=C130087O04 /FEA=EST /CNT=2 /TID=Mm.127144.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446438_at 12.2 14 A A 0.43 0.17 -0.2 NC 0.36 gb:BB530453 /DB_XREF=gi:16445774 /DB_XREF=BB530453 /CLONE=E030010C03 /FEA=EST /CNT=2 /TID=Mm.206411.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446497_at 21.6 17.2 P A 0.04 0.06 -0.2 NC 0.5 gb:BB499356 /DB_XREF=gi:16442174 /DB_XREF=BB499356 /CLONE=D630020I22 /FEA=EST /CNT=2 /TID=Mm.213351.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446499_at 26.9 20.8 A A 0.06 0.09 -0.2 NC 0.5 gb:BB480367 /DB_XREF=gi:16440676 /DB_XREF=BB480367 /CLONE=D330046B01 /FEA=EST /CNT=2 /TID=Mm.130342.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446504_at 18 17.5 P P 0.005859 0.03 -0.2 NC 0.5 gb:BB207830 /DB_XREF=gi:15409912 /DB_XREF=BB207830 /CLONE=A430084M10 /FEA=EST /CNT=2 /TID=Mm.207949.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446516_at 74 49.1 P P 0.000244 0.001221 -0.2 NC 0.96 gb:BB176719 /DB_XREF=gi:16269763 /DB_XREF=BB176719 /CLONE=A230063C04 /FEA=EST /CNT=2 /TID=Mm.138903.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446542_at 1.2 1.5 A A 0.39 0.5 -0.2 NC 0.5 gb:AW553564 /DB_XREF=gi:7198987 /DB_XREF=L0228G09-3 /CLONE=L0228G09 /FEA=EST /CNT=2 /TID=Mm.170530.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446548_at 18.8 15.9 A A 0.06 0.17 -0.2 NC 0.51 gb:AV242959 /DB_XREF=gi:16386807 /DB_XREF=AV242959 /CLONE=4831415D20 /FEA=EST /CNT=2 /TID=Mm.212680.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446577_at 0.6 0.3 A A 0.91 0.93 -0.2 NC 0.22 gb:AV331125 /DB_XREF=gi:16396168 /DB_XREF=AV331125 /CLONE=6330520K10 /FEA=EST /CNT=2 /TID=Mm.209407.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446657_at 2.4 3.9 A A 0.75 0.78 -0.2 NC 0.5 gb:BQ175003 /DB_XREF=gi:20350495 /DB_XREF=UI-M-DJ2-bwb-n-24-0-UI.s1 /CLONE=UI-M-DJ2-bwb-n-24-0-UI /FEA=EST /CNT=2 /TID=Mm.31947.1
MOE430_2_1446726_at 8.9 9.3 P A 0.01 0.08 -0.2 NC 0.72 gb:BE980072 /DB_XREF=gi:10647668 /DB_XREF=UI-M-CG0-bcs-a-11-0-UI.s1 /CLONE=UI-M-CG0-bcs-a-11-0-UI /FEA=EST /CNT=2 /TID=Mm.151690.
MOE430_2_1446750_at 92.3 60.5 P P 0.005859 0.00293 -0.2 NC 0.91 gb:BB524087 /DB_XREF=gi:16443925 /DB_XREF=BB524087 /CLONE=D930017P22 /FEA=EST /CNT=2 /TID=Mm.213423.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446765_at 1.3 1.3 A A 0.63 0.79 -0.2 NC 0.54 gb:C77973 /DB_XREF=gi:2518303 /DB_XREF=C77973 /CLONE=J0040F11 /FEA=EST /CNT=2 /TID=Mm.172675.1 /TIER=ConsEnd /STK=2 /UG=Mm.17267
MOE430_2_1446798_at 0.9 0.7 A A 0.97 0.94 -0.2 NC 0.41 gb:BB129632 /DB_XREF=gi:16266218 /DB_XREF=BB129632 /CLONE=9630040J06 /FEA=EST /CNT=2 /TID=Mm.210311.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446860_at 3.2 3.4 A A 0.21 0.36 -0.2 NC 0.8 gb:BG074662 /DB_XREF=gi:12557231 /DB_XREF=H3137G08-3 /CLONE=H3137G08 /FEA=EST /CNT=2 /TID=Mm.197274.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446861_at 52.5 54.5 P P 0.000244 0.00415 -0.2 NC 0.57 gb:BB534930 /DB_XREF=gi:16446466 /DB_XREF=BB534930 /CLONE=E030040L08 /FEA=EST /CNT=2 /TID=Mm.209847.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446879_at 0.5 0.5 A A 0.97 0.94 -0.2 NC 0.5 gb:AW551705 /DB_XREF=gi:7197044 /DB_XREF=L0201E08-3 /CLONE=L0201E08 /FEA=EST /CNT=2 /TID=Mm.182670.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446907_at 0.9 0.9 A A 0.72 0.87 -0.2 NC 0.45 gb:C87679 /DB_XREF=gi:2919636 /DB_XREF=C87679 /CLONE=J0249C02 /FEA=EST /CNT=2 /TID=Mm.25505.1 /TIER=ConsEnd /STK=2 /UG=Mm.25505 /
MOE430_2_1446917_at 5.8 4.5 A A 0.3 0.5 -0.2 NC 0.5 gb:AU043192 /DB_XREF=gi:3978667 /DB_XREF=AU043192 /CLONE=J0901C07 /FEA=EST /CNT=2 /TID=Mm.173976.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446928_at 524.9 534.8 P P 0.005859 0.008057 -0.2 NC 0.64 gb:C87112 /DB_XREF=gi:2919069 /DB_XREF=C87112 /CLONE=J0239G03 /FEA=EST /CNT=2 /TID=Mm.197879.1 /TIER=ConsEnd /STK=2 /UG=Mm.19787
MOE430_2_1446972_at 56 51.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BG063165 /DB_XREF=gi:12545728 /DB_XREF=H3003G11-3 /CLONE=H3003G11 /FEA=EST /CNT=2 /TID=Mm.100550.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446980_at 17.6 15.6 A A 0.21 0.21 -0.2 NC 0.5 gb:BE949141 /DB_XREF=gi:10526900 /DB_XREF=UI-M-BH3-avh-f-03-0-UI.s1 /CLONE=UI-M-BH3-avh-f-03-0-UI /FEA=EST /CNT=2 /TID=Mm.40044.1 /
MOE430_2_1447049_at 4.1 4 A A 0.11 0.39 -0.2 NC 0.5 gb:BB767194 /DB_XREF=gi:16194484 /DB_XREF=BB767194 /CLONE=G370070G18 /FEA=EST /CNT=2 /TID=Mm.171661.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447070_at 110.8 104.7 P A 0.01 0.08 -0.2 NC 0.81 gb:AU018978 /DB_XREF=gi:3374468 /DB_XREF=AU018978 /CLONE=J0510H01 /FEA=EST /CNT=2 /TID=Mm.200222.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447080_at 30.9 31.6 P P 0.001221 0.000732 -0.2 NC 0.5 gb:BB758846 /DB_XREF=gi:16195889 /DB_XREF=BB758846 /CLONE=G270103J12 /FEA=EST /CNT=2 /TID=Mm.215798.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447162_at 1.4 0.7 A A 0.91 0.96 -0.2 NC 0.73 gb:BE949011 /DB_XREF=gi:10526770 /DB_XREF=UI-M-BH3-avg-b-09-0-UI.s1 /CLONE=UI-M-BH3-avg-b-09-0-UI /FEA=EST /CNT=2 /TID=Mm.150525.
MOE430_2_1447181_s_ 20.8 18 P P 0.00293 0.005859 -0.2 NC 0.44 gb:AI790233 /DB_XREF=gi:5337949 /DB_XREF=uk57e10.x1 /CLONE=IMAGE:1973130 /FEA=EST /CNT=2 /TID=Mm.202272.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447192_at 8.9 8.9 P A 0.00415 0.11 -0.2 NC 0.5 gb:AU023142 /DB_XREF=gi:3393489 /DB_XREF=AU023142 /CLONE=J0426E04 /FEA=EST /CNT=2 /TID=Mm.173597.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447206_at 14.2 11 A A 0.14 0.17 -0.2 NC 0.5 gb:AW552490 /DB_XREF=gi:7197913 /DB_XREF=L0213C10-3 /CLONE=L0213C10 /FEA=EST /CNT=2 /TID=Mm.218681.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447208_at 11.2 10.8 P A 0.01 0.14 -0.2 NC 0.79 gb:BB775136 /DB_XREF=gi:16935816 /DB_XREF=BB775136 /CLONE=G430023K12 /FEA=EST /CNT=2 /TID=Mm.214401.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447238_at 4.1 5.7 A A 0.39 0.46 -0.2 NC 0.33 gb:AU022994 /DB_XREF=gi:3393341 /DB_XREF=AU022994 /CLONE=J0423G07 /FEA=EST /CNT=2 /TID=Mm.173585.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447260_at 7.2 4.9 A A 0.27 0.39 -0.2 NC 0.5 gb:AI481991 /DB_XREF=gi:4375217 /DB_XREF=vi22c10.x1 /CLONE=IMAGE:904530 /FEA=EST /CNT=2 /TID=Mm.87893.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447310_at 22.3 19.4 P P 0.00293 0.01 -0.2 NC 0.5 gb:AI426506 /DB_XREF=gi:4272432 /DB_XREF=ml97h10.x1 /CLONE=IMAGE:520003 /FEA=EST /CNT=2 /TID=Mm.23202.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447326_s_ 111.7 89 A A 0.06 0.09 -0.2 NC 0.77 gb:AW122925 /DB_XREF=gi:6098455 /DB_XREF=UI-M-BH2.1-apa-g-12-0-UI.s1 /CLONE=UI-M-BH2.1-apa-g-12-0-UI /FEA=EST /CNT=2 /TID=Mm.20030
MOE430_2_1447329_at 1.5 1.7 A A 0.46 0.69 -0.2 NC 0.5 gb:AI506532 /DB_XREF=gi:4404383 /DB_XREF=vn38f09.x1 /CLONE=IMAGE:1023497 /FEA=EST /CNT=2 /TID=Mm.139387.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447338_at 12.7 10.8 P A 0.01 0.17 -0.2 NC 0.5 gb:BE979655 /DB_XREF=gi:10646790 /DB_XREF=UI-M-BG2-bbu-g-05-0-UI.s1 /CLONE=UI-M-BG2-bbu-g-05-0-UI /FEA=EST /CNT=2 /TID=Mm.76747.1
MOE430_2_1447347_at 1 1 A A 0.78 0.96 -0.2 NC 0.73 gb:AW125872 /DB_XREF=gi:6101402 /DB_XREF=UI-M-BH2.2-aqk-f-07-0-UI.s1 /CLONE=UI-M-BH2.2-aqk-f-07-0-UI /FEA=EST /CNT=2 /TID=Mm.151173
MOE430_2_1447350_at 0.5 0.4 A A 0.9 0.91 -0.2 NC 0.83 gb:BM250340 /DB_XREF=gi:17885610 /DB_XREF=K0848A08-3 /CLONE=K0848A08 /FEA=EST /CNT=2 /TID=Mm.217474.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447376_at 19.5 15.2 A A 0.11 0.14 -0.2 NC 0.5 gb:BB751158 /DB_XREF=gi:16155394 /DB_XREF=BB751158 /CLONE=G130204D10 /FEA=EST /CNT=2 /TID=Mm.208873.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447392_s_ 15.5 16.9 M A 0.05 0.09 -0.2 NC 0.7 gb:BB710395 /DB_XREF=gi:16063564 /DB_XREF=BB710395 /CLONE=B020012E22 /FEA=EST /CNT=2 /TID=Mm.52325.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447396_at 2.2 2.4 A A 0.43 0.82 -0.2 NC 0.5 gb:BG072185 /DB_XREF=gi:12554754 /DB_XREF=H3107G03-3 /CLONE=H3107G03 /FEA=EST /CNT=2 /TID=Mm.17624.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447400_at 28.5 31.3 P P 0.000732 0.03 -0.2 NC 0.5 gb:BB704205 /DB_XREF=gi:16053040 /DB_XREF=BB704205 /CLONE=7420460N12 /FEA=EST /CNT=2 /TID=Mm.213621.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447408_at 11.7 10.3 M P 0.05 0.01 -0.2 NC 0.5 gb:BM201377 /DB_XREF=gi:17755095 /DB_XREF=C0224H08-3 /CLONE=C0224H08 /FEA=EST /CNT=2 /TID=Mm.216126.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447414_at 1.8 2.5 A A 0.78 0.75 -0.2 NC 0.5 gb:BG066473 /DB_XREF=gi:12549042 /DB_XREF=H3043D07-3 /CLONE=H3043D07 /FEA=EST /CNT=2 /TID=Mm.172764.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447421_at 56.8 24.9 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BI499978 /DB_XREF=gi:15339322 /DB_XREF=ie13b04.x1 /FEA=EST /CNT=2 /TID=Mm.49558.1 /TIER=ConsEnd /STK=2 /UG=Mm.49558 /UG_TITLE=ES
MOE430_2_1447435_at 0.9 0.4 A A 0.72 0.98 -0.2 NC 0.85 gb:BG075634 /DB_XREF=gi:12558203 /DB_XREF=H3149F02-3 /CLONE=H3149F02 /FEA=EST /CNT=2 /TID=Mm.182820.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447436_at 0.7 1.2 A A 0.79 0.69 -0.2 NC 0.35 gb:AI451250 /DB_XREF=gi:4302682 /DB_XREF=mt74b03.x1 /CLONE=IMAGE:635597 /FEA=EST /CNT=2 /TID=Mm.32439.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447444_at 4.8 3 A A 0.39 0.46 -0.2 NC 0.41 gb:AW495835 /DB_XREF=gi:7066116 /DB_XREF=up47b09.x1 /CLONE=IMAGE:2749241 /FEA=EST /CNT=2 /TID=Mm.214584.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447587_at 0.8 0.3 A A 0.87 0.96 -0.2 NC 0.73 gb:BB557370 /DB_XREF=gi:9643736 /DB_XREF=BB557370 /CLONE=E330027O20 /FEA=EST /CNT=2 /TID=Mm.180068.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447620_at 5.6 5.2 A A 0.39 0.21 -0.2 NC 0.39 gb:AV215761 /DB_XREF=gi:6156606 /DB_XREF=AV215761 /CLONE=2410152J20 /FEA=EST /CNT=2 /TID=Mm.82872.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447653_x_ 138.2 115 P M 0.03 0.05 -0.2 NC 0.5 gb:AV153119 /DB_XREF=gi:5358325 /DB_XREF=AV153119 /CLONE=2900052O04 /FEA=EST /CNT=2 /TID=Mm.180267.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447668_x_ 134 184.9 P P 0.01 0.01 -0.2 NC 0.5 gb:BB472459 /DB_XREF=gi:9389648 /DB_XREF=BB472459 /CLONE=D230045F13 /FEA=EST /CNT=2 /TID=Mm.148079.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447674_at 4.9 4.4 A A 0.33 0.39 -0.2 NC 0.34 gb:BG075036 /DB_XREF=gi:12557605 /DB_XREF=H3142E05-3 /CLONE=H3142E05 /FEA=EST /CNT=2 /TID=Mm.172087.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447693_s_ 966.7 870 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BB350308 /DB_XREF=gi:9062136 /DB_XREF=BB350308 /CLONE=B930079E19 /FEA=EST /CNT=2 /TID=Mm.132212.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447704_s_ 128.1 107.5 P P 0.000244 0.001221 -0.2 NC 0.72 gb:BB238373 /DB_XREF=gi:8920848 /DB_XREF=BB238373 /CLONE=A630071F17 /FEA=EST /CNT=2 /TID=Mm.201695.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447712_x_ 1.9 2.1 A A 0.63 0.93 -0.2 NC 0.71 gb:BB345411 /DB_XREF=gi:9055135 /DB_XREF=BB345411 /CLONE=B930056M03 /FEA=EST /CNT=2 /TID=Mm.131958.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447734_x_ 391 367.8 P P 0.005859 0.00415 -0.2 NC 0.92 gb:AV373186 /DB_XREF=gi:6420833 /DB_XREF=AV373186 /CLONE=9030621N04 /FEA=EST /CNT=2 /TID=Mm.182080.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447757_x_ 20.8 20.7 P A 0.00293 0.06 -0.2 NC 0.83 gb:AV033355 /DB_XREF=gi:4832903 /DB_XREF=AV033355 /CLONE=1500040F03 /FEA=EST /CNT=2 /TID=Mm.78080.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447779_x_ 55.4 45.7 M P 0.05 0.04 -0.2 NC 0.97 gb:BB145254 /DB_XREF=gi:8800191 /DB_XREF=BB145254 /CLONE=9930029C09 /FEA=EST /CNT=2 /TID=Mm.126043.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447784_x_ 18.1 17.9 P A 0.01 0.08 -0.2 NC 0.95 gb:AV352950 /DB_XREF=gi:6394007 /DB_XREF=AV352950 /CLONE=7030417O16 /FEA=EST /CNT=2 /TID=Mm.80416.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447818_x_ 58.5 53.4 P P 0.001221 0.00415 -0.2 NC 0.5 gb:AV271831 /DB_XREF=gi:6259868 /DB_XREF=AV271831 /CLONE=4931415I06 /FEA=EST /CNT=2 /TID=Mm.68190.1 /TIER=ConsEnd /STK=2 /UG=Mm.6
MOE430_2_1447851_x_ 24.1 19.5 P P 0.000244 0.01 -0.2 NC 0.53 gb:BB487289 /DB_XREF=gi:9404898 /DB_XREF=BB487289 /CLONE=D430041B16 /FEA=EST /CNT=2 /TID=Mm.135129.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447874_x_ 51.3 51.9 P P 0.00415 0.008057 -0.2 NC 0.99 gb:BB049112 /DB_XREF=gi:8456260 /DB_XREF=BB049112 /CLONE=6530403B10 /FEA=EST /CNT=2 /TID=Mm.113835.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447880_x_ 149.5 107.6 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AV310929 /DB_XREF=gi:6363964 /DB_XREF=AV310929 /CLONE=5730593D08 /FEA=EST /CNT=2 /TID=Mm.166900.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447897_x_ 219.9 250.9 P P 0.00293 0.001953 -0.2 NC 0.91 gb:AV019615 /DB_XREF=gi:4796607 /DB_XREF=AV019615 /CLONE=1190010L24 /FEA=EST /CNT=2 /TID=Mm.175062.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447901_x_ 56.2 43.7 P P 0.000732 0.001953 -0.2 NC 0.5 gb:BB169770 /DB_XREF=gi:8828853 /DB_XREF=BB169770 /CLONE=A230012N01 /FEA=EST /CNT=2 /TID=Mm.120996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447917_x_ 1570.9 1216.8 P P 0.000732 0.001221 -0.2 NC 0.73 gb:BB303908 /DB_XREF=gi:9004613 /DB_XREF=BB303908 /CLONE=B230107G20 /FEA=EST /CNT=2 /TID=Mm.125612.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447930_at 37.2 44.6 A A 0.08 0.08 -0.2 NC 0.4 gb:AV357135 /DB_XREF=gi:6404137 /DB_XREF=AV357135 /CLONE=7420402C19 /FEA=EST /CNT=26 /TID=Mm.23864.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1447955_at 1.9 0.5 A A 0.8 0.98 -0.2 NC 0.81 gb:AI505326 /DB_XREF=gi:4403177 /DB_XREF=vq80a07.x1 /CLONE=IMAGE:1108596 /FEA=EST /CNT=6 /TID=Mm.64430.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1447972_at 5.6 5.3 A A 0.12 0.3 -0.2 NC 0.42 gb:AI504336 /DB_XREF=gi:4402187 /DB_XREF=vl06f01.x1 /CLONE=IMAGE:963385 /FEA=EST /CNT=4 /TID=Mm.31191.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1447975_a_ 188.9 161.5 P P 0.001953 0.001953 -0.2 NC 0.62 gb:AI429562 /DB_XREF=gi:4275488 /DB_XREF=mf52a12.x1 /CLONE=IMAGE:408670 /FEA=EST /CNT=4 /TID=Mm.29324.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447982_at 78.2 50.3 P P 0.001953 0.00415 -0.2 NC 0.85 gb:C79326 /DB_XREF=gi:2519656 /DB_XREF=C79326 /CLONE=J0064E12 /FEA=EST /CNT=3 /TID=Mm.219617.1 /TIER=ConsEnd /STK=1 /UG=Mm.21961
MOE430_2_1447985_s_ 23.2 23.8 P P 0.00293 0.001953 -0.2 NC 0.5 gb:C80642 /DB_XREF=gi:2520972 /DB_XREF=C80642 /CLONE=J0085E11 /FEA=EST /CNT=3 /TID=Mm.197802.1 /TIER=ConsEnd /STK=1 /UG=Mm.19780
MOE430_2_1447991_at 5.7 3.6 A A 0.53 0.21 -0.2 NC 0.11 gb:AI839700 /DB_XREF=gi:5473913 /DB_XREF=UI-M-AN0-acp-f-04-0-UI.s1 /CLONE=UI-M-AN0-acp-f-04-0-UI /FEA=EST /CNT=2 /TID=Mm.198327.1 /
MOE430_2_1448018_at 40.5 37.9 P P 0.005859 0.01 -0.2 NC 0.86 gb:BG084182 /DB_XREF=gi:12566746 /DB_XREF=H3097D04-5 /CLONE=H3097D04 /FEA=EST /CNT=12 /TID=Mm.104085.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448065_at 14.5 14.8 A A 0.43 0.36 -0.2 NC 0.25 gb:AI464657 /DB_XREF=gi:4318687 /DB_XREF=mz70b01.y1 /CLONE=IMAGE:718729 /FEA=EST /CNT=5 /TID=Mm.200650.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448080_at 12.6 12.1 A P 0.1 0.001953 -0.2 NC 0.04 gb:AI256288 /DB_XREF=gi:3863813 /DB_XREF=ui84d03.x1 /CLONE=IMAGE:1889093 /FEA=EST /CNT=4 /TID=Mm.176935.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448131_at 315.9 288.9 P P 0.000244 0.000244 -0.2 MD 0.99 gb:NM_133201.1 /DB_XREF=gi:18875345 /GEN=LOC170731 /FEA=FLmRNA /CNT=243 /TID=Mm.154312.1 /TIER=FL+Stack /STK=184 /UG=Mm.154312 /L
MOE430_2_1448138_at 492.5 435.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_138748.1 /DB_XREF=gi:20270278 /GEN=Ppp2r4 /FEA=FLmRNA /CNT=345 /TID=Mm.21156.1 /TIER=FL+Stack /STK=173 /UG=Mm.21156 /LL=1108
MOE430_2_1448159_at 989.6 820.7 P P 0.000244 0.000244 -0.2 D 0.99 gb:BG245344 /DB_XREF=gi:12755159 /DB_XREF=602354878F1 /CLONE=IMAGE:4483338 /FEA=FLmRNA /CNT=511 /TID=Mm.4268.1 /TIER=Stack /STK=3
MOE430_2_1448164_at 893.8 782.2 P P 0.000732 0.000732 -0.2 NC 0.99 gb:NM_027910.1 /DB_XREF=gi:17017964 /GEN=1300011D16Rik /FEA=FLmRNA /CNT=285 /TID=Mm.181483.1 /TIER=FL+Stack /STK=152 /UG=Mm.181483
MOE430_2_1448166_a_ 3949.4 3560.2 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_011185.1 /DB_XREF=gi:7242196 /GEN=Psmb1 /FEA=FLmRNA /CNT=306 /TID=Mm.42197.1 /TIER=FL+Stack /STK=150 /UG=Mm.42197 /LL=19170 
MOE430_2_1448198_a_ 2239 2077.3 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_026061.1 /DB_XREF=gi:13385557 /GEN=2900010I05Rik /FEA=FLmRNA /CNT=247 /TID=Mm.2060.1 /TIER=FL+Stack /STK=136 /UG=Mm.2060 /LL=
MOE430_2_1448203_at 3795.8 3406.6 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_013795.1 /DB_XREF=gi:7304906 /GEN=Atp5l /FEA=FLmRNA /CNT=245 /TID=Mm.14663.1 /TIER=FL+Stack /STK=132 /UG=Mm.14663 /LL=27425 /
MOE430_2_1448213_at 3009.7 2891.2 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_010730.1 /DB_XREF=gi:6754569 /GEN=Anxa1 /FEA=FLmRNA /CNT=354 /TID=Mm.14860.1 /TIER=FL+Stack /STK=129 /UG=Mm.14860 /LL=16952 
MOE430_2_1448215_a_ 645.1 566.8 P P 0.000244 0.000244 -0.2 NC 0.83 gb:NM_133803.1 /DB_XREF=gi:19527017 /GEN=C86324 /FEA=FLmRNA /CNT=240 /TID=Mm.22369.1 /TIER=FL+Stack /STK=128 /UG=Mm.22369 /LL=7522
MOE430_2_1448232_x_ 682.1 637.5 P P 0.000244 0.000732 -0.2 D 0.99 gb:NM_009448.1 /DB_XREF=gi:6678468 /GEN=Tuba6 /FEA=FLmRNA /CNT=287 /TID=Mm.88212.1 /TIER=FL+Stack /STK=123 /UG=Mm.88212 /LL=22146 
MOE430_2_1448233_at 4621 4068.6 P P 0.000244 0.000244 -0.2 NC 0.76 gb:NM_011170.1 /DB_XREF=gi:13173472 /GEN=Prnp /FEA=FLmRNA /CNT=297 /TID=Mm.648.1 /TIER=FL+Stack /STK=123 /UG=Mm.648 /LL=19122 /DEF
MOE430_2_1448250_at 418.3 317 P P 0.000244 0.000244 -0.2 NC 0.77 gb:NM_133733.1 /DB_XREF=gi:19526927 /GEN=9030425E11Rik /FEA=FLmRNA /CNT=196 /TID=Mm.41765.1 /TIER=FL+Stack /STK=113 /UG=Mm.41765 /L
MOE430_2_1448259_at 6556.4 5730 P P 0.000244 0.000244 -0.2 D 0.99 gb:BI452727 /DB_XREF=gi:15243383 /DB_XREF=603169945F1 /CLONE=IMAGE:5249386 /FEA=FLmRNA /CNT=393 /TID=Mm.22763.1 /TIER=Stack /STK=6
MOE430_2_1448269_a_ 42.7 36.3 P P 0.000732 0.00415 -0.2 NC 0.5 gb:NM_026167.1 /DB_XREF=gi:13385673 /GEN=1200009K10Rik /FEA=FLmRNA /CNT=144 /TID=Mm.26546.1 /TIER=FL+Stack /STK=108 /UG=Mm.26546 /
MOE430_2_1448304_a_ 549.3 500.8 P P 0.000244 0.000244 -0.2 NC 0.87 gb:NM_024287.1 /DB_XREF=gi:13195673 /GEN=Rab6 /FEA=FLmRNA /CNT=396 /TID=Mm.28650.1 /TIER=FL+Stack /STK=97 /UG=Mm.28650 /LL=19346 /
MOE430_2_1448305_at 975.4 804.2 P P 0.000244 0.000244 -0.2 NC 0.8 gb:BB699846 /DB_XREF=gi:16048670 /DB_XREF=BB699846 /CLONE=7420415P20 /FEA=FLmRNA /CNT=396 /TID=Mm.28650.1 /TIER=Stack /STK=12 /U
MOE430_2_1448313_at 2402.3 2159.1 P P 0.000244 0.000244 -0.2 NC 0.75 gb:NM_009906.1 /DB_XREF=gi:6753447 /GEN=Cln2 /FEA=FLmRNA /CNT=240 /TID=Mm.20837.1 /TIER=FL+Stack /STK=93 /UG=Mm.20837 /LL=12751 /D
MOE430_2_1448322_a_ 7199.2 5933 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_009941.1 /DB_XREF=gi:6753497 /GEN=Cox4a /FEA=FLmRNA /CNT=221 /TID=Mm.2136.1 /TIER=FL+Stack /STK=91 /UG=Mm.2136 /LL=12857 /DE
MOE430_2_1448337_at 147.6 106.8 P P 0.001953 0.001953 -0.2 NC 0.5 gb:NM_018888.1 /DB_XREF=gi:9256563 /GEN=Bfzb-pending /FEA=FLmRNA /CNT=202 /TID=Mm.17392.1 /TIER=FL+Stack /STK=90 /UG=Mm.17392 /LL=5
MOE430_2_1448382_at 9.5 8.4 A A 0.14 0.06 -0.2 NC 0.53 gb:NM_023737.1 /DB_XREF=gi:12963804 /GEN=1300002P22Rik /FEA=FLmRNA /CNT=159 /TID=Mm.28100.1 /TIER=FL+Stack /STK=81 /UG=Mm.28100 /L
MOE430_2_1448387_at 3317.7 2702.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_019712.1 /DB_XREF=gi:9790190 /GEN=Rbx1 /FEA=FLmRNA /CNT=242 /TID=Mm.29405.1 /TIER=FL+Stack /STK=80 /UG=Mm.29405 /LL=56438 /D
MOE430_2_1448391_at 1702.2 1599 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_019773.1 /DB_XREF=gi:9790226 /GEN=Rab9 /FEA=FLmRNA /CNT=119 /TID=Mm.25306.1 /TIER=FL+Stack /STK=80 /UG=Mm.25306 /LL=56382 /D
MOE430_2_1448392_at 7543.1 6811.8 P P 0.000244 0.000244 -0.2 MD 0.99 gb:NM_009242.1 /DB_XREF=gi:6678076 /GEN=Sparc /FEA=FLmRNA /CNT=413 /TID=Mm.35439.1 /TIER=FL+Stack /STK=62 /UG=Mm.35439 /LL=20692 /D
MOE430_2_1448398_s_ 1301.7 1104.9 P P 0.000244 0.000244 -0.2 NC 0.83 gb:BC021344.1 /DB_XREF=gi:18204689 /FEA=FLmRNA /CNT=217 /TID=Mm.13917.1 /TIER=FL+Stack /STK=78 /UG=Mm.13917 /LL=19934 /UG_GENE=Rp
MOE430_2_1448401_at 503.3 437.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_031878.1 /DB_XREF=gi:13994210 /GEN=Smarcd2 /FEA=FLmRNA /CNT=202 /TID=Mm.21772.1 /TIER=FL+Stack /STK=78 /UG=Mm.21772 /LL=8379
MOE430_2_1448402_at 1908 1800.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_011602.1 /DB_XREF=gi:6755808 /GEN=Tln /FEA=FLmRNA /CNT=180 /TID=Mm.4053.1 /TIER=FL+Stack /STK=78 /UG=Mm.4053 /LL=21894 /DEF=
MOE430_2_1448404_at 216.1 183.2 P P 0.000244 0.000244 -0.2 NC 0.8 gb:BG965399 /DB_XREF=gi:14353036 /DB_XREF=602830435F1 /CLONE=IMAGE:4985073 /FEA=FLmRNA /CNT=231 /TID=Mm.28537.1 /TIER=Stack /STK=
MOE430_2_1448431_at 130.4 141.1 P P 0.000244 0.000732 -0.2 NC 0.63 gb:NM_133346.1 /DB_XREF=gi:19111153 /GEN=Asb6 /FEA=FLmRNA /CNT=106 /TID=Mm.27656.1 /TIER=FL+Stack /STK=75 /UG=Mm.27656 /LL=72323 /
MOE430_2_1448432_at 252.1 227.9 P P 0.000244 0.000244 -0.2 NC 0.87 gb:NM_019676.1 /DB_XREF=gi:9790166 /GEN=Plcd /FEA=FLmRNA /CNT=108 /TID=Mm.23963.1 /TIER=FL+Stack /STK=75 /UG=Mm.23963 /LL=18799 /DE
MOE430_2_1448435_at 346.8 287.4 P P 0.000244 0.000732 -0.2 NC 0.92 gb:NM_033609.1 /DB_XREF=gi:15809027 /GEN=Pcqap /FEA=FLmRNA /CNT=99 /TID=Mm.9984.1 /TIER=FL+Stack /STK=74 /UG=Mm.9984 /LL=94112 /DE
MOE430_2_1448438_at 1210 1194.7 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_033562.1 /DB_XREF=gi:15808989 /GEN=Flana-pending /FEA=FLmRNA /CNT=115 /TID=Mm.28131.1 /TIER=FL+Stack /STK=74 /UG=Mm.28131 /LL
MOE430_2_1448447_at 2158.4 1710.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_025842.1 /DB_XREF=gi:13385319 /GEN=Vps28 /FEA=FLmRNA /CNT=104 /TID=Mm.30028.1 /TIER=FL+Stack /STK=73 /UG=Mm.30028 /LL=66914 
MOE430_2_1448494_at 4573.1 3983.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:BB550400 /DB_XREF=gi:9636766 /DB_XREF=BB550400 /CLONE=E230022A16 /FEA=FLmRNA /CNT=147 /TID=Mm.22701.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1448498_at 894.8 721.7 P P 0.000244 0.000244 -0.2 NC 0.79 gb:NM_019924.1 /DB_XREF=gi:9910453 /GEN=Rps6ka4 /FEA=FLmRNA /CNT=106 /TID=Mm.20914.1 /TIER=FL+Stack /STK=66 /UG=Mm.20914 /LL=56613
MOE430_2_1448503_at 1522.6 1149.3 P P 0.000244 0.000244 -0.2 NC 0.72 gb:BC005427.1 /DB_XREF=gi:13529364 /FEA=FLmRNA /CNT=288 /TID=Mm.1639.1 /TIER=FL+Stack /STK=65 /UG=Mm.1639 /LL=17210 /UG_GENE=Mcl1 
MOE430_2_1448513_a_ 6102.1 5208.6 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC007190.1 /DB_XREF=gi:13938147 /FEA=FLmRNA /CNT=318 /TID=Mm.29454.1 /TIER=FL+Stack /STK=64 /UG=Mm.29454 /LL=67963 /UG_GENE=Np
MOE430_2_1448521_at 467.9 436 P P 0.000732 0.000732 -0.2 NC 0.94 gb:NM_012047.1 /DB_XREF=gi:6755233 /GEN=Brd7 /FEA=FLmRNA /CNT=127 /TID=Mm.5400.1 /TIER=FL+Stack /STK=64 /UG=Mm.5400 /LL=26992 /DEF
MOE430_2_1448522_at 56.8 51.6 P P 0.000244 0.001953 -0.2 NC 0.92 gb:NM_023637.1 /DB_XREF=gi:12963764 /GEN=Sars2-pending /FEA=FLmRNA /CNT=95 /TID=Mm.154890.1 /TIER=FL+Stack /STK=64 /UG=Mm.154890 /L
MOE430_2_1448527_at 973.4 833.8 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_019745.1 /DB_XREF=gi:9790256 /GEN=Pdcd10 /FEA=FLmRNA /CNT=117 /TID=Mm.28441.1 /TIER=FL+Stack /STK=63 /UG=Mm.28441 /LL=56426 
MOE430_2_1448533_at 1757.7 1577.6 P P 0.000244 0.000244 -0.2 NC 0.64 gb:NM_025548.1 /DB_XREF=gi:13384975 /GEN=2410007D12Rik /FEA=FLmRNA /CNT=160 /TID=Mm.27947.1 /TIER=FL+Stack /STK=62 /UG=Mm.27947 /L
MOE430_2_1448540_a_ 875.8 802 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BC021536.1 /DB_XREF=gi:18204854 /FEA=FLmRNA /CNT=112 /TID=Mm.41683.1 /TIER=FL+Stack /STK=60 /UG=Mm.41683 /LL=106264 /UG_GENE=06
MOE430_2_1448546_at 110.1 81.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC011511.1 /DB_XREF=gi:15079336 /FEA=FLmRNA /CNT=145 /TID=Mm.41265.1 /TIER=FL+Stack /STK=60 /UG=Mm.41265 /LL=192678 /UG_GENE=R
MOE430_2_1448557_at 211.2 200.3 P P 0.000244 0.000244 -0.2 NC 0.53 gb:NM_024244.1 /DB_XREF=gi:13195661 /GEN=1200015N20Rik /FEA=FLmRNA /CNT=90 /TID=Mm.19825.1 /TIER=FL+Stack /STK=59 /UG=Mm.19825 /LL
MOE430_2_1448571_a_ 104.1 91 P P 0.001953 0.001221 -0.2 NC 0.5 gb:BG228815 /DB_XREF=gi:12716319 /DB_XREF=ux61h06.x1 /CLONE=IMAGE:3514979 /FEA=FLmRNA /CNT=164 /TID=Mm.87312.1 /TIER=Stack /STK=12
MOE430_2_1448592_at 3617.5 3165 P P 0.000244 0.000244 -0.2 NC 0.92 gb:NM_019922.1 /DB_XREF=gi:9910169 /GEN=Crtap /FEA=FLmRNA /CNT=102 /TID=Mm.20904.1 /TIER=FL+Stack /STK=56 /UG=Mm.20904 /LL=56693 /D
MOE430_2_1448610_a_ 975.4 898.2 P P 0.000244 0.000244 -0.2 NC 0.51 gb:NM_013671.1 /DB_XREF=gi:7305510 /GEN=Sod2 /FEA=FLmRNA /CNT=106 /TID=Mm.2597.1 /TIER=FL+Stack /STK=53 /UG=Mm.2597 /LL=20656 /DEF
MOE430_2_1448625_at 629.7 586.9 P P 0.000244 0.000244 -0.2 NC 0.68 gb:NM_133852.1 /DB_XREF=gi:19527071 /GEN=AW555139 /FEA=FLmRNA /CNT=94 /TID=Mm.106376.1 /TIER=FL+Stack /STK=52 /UG=Mm.106376 /LL=9
MOE430_2_1448630_a_ 2288.6 1857.7 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_025321.1 /DB_XREF=gi:13384689 /GEN=0610010E03Rik /FEA=FLmRNA /CNT=179 /TID=Mm.22227.1 /TIER=FL+Stack /STK=51 /UG=Mm.22227 /L
MOE430_2_1448634_at 359.5 294.8 P P 0.000732 0.000732 -0.2 NC 0.93 gb:NM_009067.1 /DB_XREF=gi:6677750 /GEN=Rip1 /FEA=FLmRNA /CNT=157 /TID=Mm.17009.1 /TIER=FL+Stack /STK=51 /UG=Mm.17009 /LL=19765 /DE
MOE430_2_1448642_at 4488.3 4143.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_011865.1 /DB_XREF=gi:6754993 /GEN=Pcbp1 /FEA=FLmRNA /CNT=195 /TID=Mm.29089.1 /TIER=FL+Stack /STK=50 /UG=Mm.29089 /LL=23983 /
MOE430_2_1448657_a_ 362.9 294.4 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_020266.1 /DB_XREF=gi:9937995 /GEN=Dnajb10 /FEA=FLmRNA /CNT=71 /TID=Mm.103605.1 /TIER=FL+Stack /STK=49 /UG=Mm.103605 /LL=5681
MOE430_2_1448667_x_ 572.9 562.9 P P 0.001221 0.001221 -0.2 NC 0.59 gb:AV174616 /DB_XREF=gi:15404733 /DB_XREF=AV174616 /CLONE=5730411G05 /FEA=FLmRNA /CNT=285 /TID=Mm.31533.1 /TIER=Stack /STK=150 /
MOE430_2_1448673_at 267.9 245.3 P P 0.000244 0.000244 -0.2 NC 0.75 gb:NM_021495.1 /DB_XREF=gi:12957491 /GEN=Pvrl3 /FEA=FLmRNA /CNT=127 /TID=Mm.46724.1 /TIER=FL+Stack /STK=48 /UG=Mm.46724 /LL=58998 /
MOE430_2_1448677_at 747.9 624.3 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_010926.1 /DB_XREF=gi:6754869 /GEN=Noc4 /FEA=FLmRNA /CNT=94 /TID=Mm.22072.1 /TIER=FL+Stack /STK=48 /UG=Mm.22072 /LL=18117 /DE
MOE430_2_1448678_at 307.2 253.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_133750.1 /DB_XREF=gi:19526957 /GEN=3110048E14Rik /FEA=FLmRNA /CNT=74 /TID=Mm.154444.1 /TIER=FL+Stack /STK=48 /UG=Mm.154444 /L
MOE430_2_1448693_at 121.1 112.1 P P 0.000732 0.000732 -0.2 NC 0.5 gb:NM_024472.1 /DB_XREF=gi:13277381 /GEN=BC002216 /FEA=FLmRNA /CNT=89 /TID=Mm.25556.1 /TIER=FL+Stack /STK=46 /UG=Mm.25556 /LL=7955
MOE430_2_1448719_at 0.9 1.3 A A 0.85 0.95 -0.2 NC 0.62 gb:AK003405.1 /DB_XREF=gi:12834055 /FEA=FLmRNA /CNT=80 /TID=Mm.45116.1 /TIER=ConsEnd /STK=2 /UG=Mm.45116 /LL=101206 /UG_GENE=AI98
MOE430_2_1448726_at 278.8 262.2 P P 0.00293 0.00415 -0.2 NC 0.76 gb:NM_133968.1 /DB_XREF=gi:19527187 /GEN=0610007H10Rik /FEA=FLmRNA /CNT=83 /TID=Mm.28452.1 /TIER=FL+Stack /STK=44 /UG=Mm.28452 /LL
MOE430_2_1448738_at 1 0.8 A A 0.39 0.66 -0.2 NC 0.73 gb:BB246032 /DB_XREF=gi:16355442 /DB_XREF=BB246032 /CLONE=A730012N04 /FEA=FLmRNA /CNT=121 /TID=Mm.354.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1448757_at 140.1 116.2 P P 0.000244 0.000732 -0.2 NC 0.5 gb:NM_008884.2 /DB_XREF=gi:9506978 /GEN=Pml /FEA=FLmRNA /CNT=129 /TID=Mm.38497.1 /TIER=FL+Stack /STK=42 /UG=Mm.38497 /LL=18854 /DE
MOE430_2_1448807_at 14.5 21.2 A A 0.14 0.09 -0.2 NC 0.5 gb:NM_133849.1 /DB_XREF=gi:19527065 /GEN=AW049250 /FEA=FLmRNA /CNT=44 /TID=Mm.31751.1 /TIER=FL+Stack /STK=39 /UG=Mm.31751 /LL=992
MOE430_2_1448823_at 4087.8 3939.6 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BC006640.1 /DB_XREF=gi:13879329 /FEA=FLmRNA /CNT=130 /TID=Mm.465.2 /TIER=FL+Stack /STK=37 /UG=Mm.465 /LL=20315 /UG_GENE=Sdf1 /D
MOE430_2_1448840_at 109.7 86.4 P P 0.01 0.01 -0.2 NC 0.5 gb:NM_022418.1 /DB_XREF=gi:11967944 /GEN=2010004O20Rik /FEA=FLmRNA /CNT=53 /TID=Mm.45198.1 /TIER=FL+Stack /STK=37 /UG=Mm.45198 /LL
MOE430_2_1448868_at 2200.3 1958.1 P P 0.000244 0.000244 -0.2 MD 0.99 gb:NM_020255.1 /DB_XREF=gi:9937979 /GEN=Scand1 /FEA=FLmRNA /CNT=74 /TID=Mm.29477.1 /TIER=FL+Stack /STK=34 /UG=Mm.29477 /LL=19018 /
MOE430_2_1448876_at 540.3 486.8 P P 0.000244 0.000244 -0.2 NC 0.69 gb:NM_021292.1 /DB_XREF=gi:10947019 /GEN=Evc /FEA=FLmRNA /CNT=67 /TID=Mm.23592.1 /TIER=FL+Stack /STK=34 /UG=Mm.23592 /LL=59056 /DE
MOE430_2_1448893_at 637 538.7 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_011424.1 /DB_XREF=gi:6754803 /GEN=Ncor2 /FEA=FLmRNA /CNT=72 /TID=Mm.29412.1 /TIER=FL+Stack /STK=33 /UG=Mm.29412 /LL=20602 /D
MOE430_2_1448903_at 3305.3 3008.2 P P 0.000244 0.000244 -0.2 NC 0.89 gb:NM_053102.1 /DB_XREF=gi:16716394 /GEN=Sep15-pending /FEA=FLmRNA /CNT=210 /TID=Mm.29812.1 /TIER=FL+Stack /STK=32 /UG=Mm.29812 /LL
MOE430_2_1448905_at 109.4 89.7 P P 0.01 0.02 -0.2 NC 0.5 gb:NM_019730.1 /DB_XREF=gi:9790120 /GEN=Nme3 /FEA=FLmRNA /CNT=69 /TID=Mm.27278.1 /TIER=FL+Stack /STK=32 /UG=Mm.27278 /LL=79059 /D
MOE430_2_1448936_at 1031.7 910.9 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC010669.1 /DB_XREF=gi:14715018 /FEA=FLmRNA /CNT=184 /TID=Mm.28237.1 /TIER=FL+Stack /STK=30 /UG=Mm.28237 /LL=100321 /UG_GENE=A
MOE430_2_1448948_at 449.9 411.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_009057.1 /DB_XREF=gi:6677732 /GEN=Rga /FEA=FLmRNA /CNT=51 /TID=Mm.17958.1 /TIER=FL+Stack /STK=30 /UG=Mm.17958 /LL=19729 /DEF
MOE430_2_1448957_at 544.3 527.4 P P 0.000732 0.000732 -0.2 NC 0.88 gb:NM_009035.1 /DB_XREF=gi:8394164 /GEN=Rbpsuh /FEA=FLmRNA /CNT=139 /TID=Mm.180561.1 /TIER=FL+Stack /STK=29 /UG=Mm.180561 /LL=1966
MOE430_2_1448971_at 215 194.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_025556.1 /DB_XREF=gi:13384985 /GEN=2410022L05Rik /FEA=FLmRNA /CNT=48 /TID=Mm.29063.1 /TIER=FL+Stack /STK=29 /UG=Mm.29063 /LL=
MOE430_2_1448987_at 1322.9 1122.6 P P 0.000244 0.000244 -0.2 D 0.99 gb:NM_007381.1 /DB_XREF=gi:6680615 /GEN=Acadl /FEA=FLmRNA /CNT=325 /TID=Mm.2445.1 /TIER=FL+Stack /STK=28 /UG=Mm.2445 /LL=11363 /DE
MOE430_2_1449014_at 115.4 100.8 P P 0.001953 0.001221 -0.2 NC 0.5 gb:NM_030717.1 /DB_XREF=gi:13507665 /GEN=Lactb /FEA=FLmRNA /CNT=42 /TID=Mm.157882.1 /TIER=FL+Stack /STK=27 /UG=Mm.157882 /LL=80907 
MOE430_2_1449026_at 390.5 358.7 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_010508.1 /DB_XREF=gi:6754301 /GEN=Ifnar /FEA=FLmRNA /CNT=68 /TID=Mm.502.1 /TIER=FL+Stack /STK=26 /UG=Mm.502 /LL=15975 /DEF=Mu
MOE430_2_1449028_at 96 65.4 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AF378088.1 /DB_XREF=gi:15077781 /FEA=FLmRNA /CNT=85 /TID=Mm.28954.1 /TIER=FL /STK=3 /UG=Mm.28954 /LL=69581 /UG_GENE=Arhu /DEF=
MOE430_2_1449034_at 5.6 2.9 A A 0.63 0.66 -0.2 NC 0.03 gb:BC026555.1 /DB_XREF=gi:20072341 /FEA=FLmRNA /CNT=44 /TID=Mm.2253.1 /TIER=FL+Stack /STK=26 /UG=Mm.2253 /LL=16621 /UG_GENE=Klkb1 
MOE430_2_1449064_at 5.5 2.8 A A 0.39 0.82 -0.2 NC 0.98 gb:NM_021480.2 /DB_XREF=gi:15011865 /GEN=Tdh /FEA=FLmRNA /CNT=55 /TID=Mm.46461.1 /TIER=FL+Stack /STK=24 /UG=Mm.46461 /LL=58865 /DE



MOE430_2_1449099_at 80.4 62.3 P P 0.000244 0.00293 -0.2 NC 0.86 gb:NM_030695.1 /DB_XREF=gi:13507627 /GEN=Lrba /FEA=FLmRNA /CNT=51 /TID=Mm.28458.1 /TIER=FL+Stack /STK=23 /UG=Mm.28458 /LL=80877 /DE
MOE430_2_1449107_at 194.5 147.1 P P 0.000244 0.000244 -0.2 NC 0.83 gb:NM_027722.1 /DB_XREF=gi:13386255 /GEN=4933436C10Rik /FEA=FLmRNA /CNT=320 /TID=Mm.24397.1 /TIER=FL+Stack /STK=22 /UG=Mm.24397 /L
MOE430_2_1449118_at 44.4 32.2 P P 0.01 0.008057 -0.2 NC 0.5 gb:NM_010022.1 /DB_XREF=gi:6753609 /GEN=Dbt /FEA=FLmRNA /CNT=101 /TID=Mm.3636.1 /TIER=FL+Stack /STK=22 /UG=Mm.3636 /LL=13171 /DEF=
MOE430_2_1449119_at 109.1 100.9 P P 0.02 0.02 -0.2 NC 0.58 gb:NM_011790.1 /DB_XREF=gi:6753117 /GEN=Arih2 /FEA=FLmRNA /CNT=64 /TID=Mm.27934.1 /TIER=FL+Stack /STK=22 /UG=Mm.27934 /LL=23807 /DE
MOE430_2_1449129_a_ 41.6 32.5 A A 0.06 0.14 -0.2 NC 0.87 gb:AF300870.1 /DB_XREF=gi:10442722 /FEA=FLmRNA /CNT=39 /TID=Mm.29653.1 /TIER=FL /STK=2 /UG=Mm.29653 /LL=56461 /UG_GENE=Csen /DEF=
MOE430_2_1449144_at 3156.8 3081.9 P P 0.000244 0.000244 -0.2 NC 0.57 gb:NM_010301.1 /DB_XREF=gi:6754003 /GEN=Gna11 /FEA=FLmRNA /CNT=55 /TID=Mm.989.1 /TIER=FL+Stack /STK=21 /UG=Mm.989 /LL=14672 /DEF=M
MOE430_2_1449151_at 32.8 35.1 P P 0.00293 0.001953 -0.2 NC 0.5 gb:NM_008795.1 /DB_XREF=gi:6679232 /GEN=Pctk3 /FEA=FLmRNA /CNT=41 /TID=Mm.28130.1 /TIER=FL+Stack /STK=21 /UG=Mm.28130 /LL=18557 /D
MOE430_2_1449152_at 579.4 453.5 P P 0.000244 0.000244 -0.2 NC 0.8 gb:AF059567.1 /DB_XREF=gi:3075496 /GEN=Cdkn2b /FEA=FLmRNA /CNT=38 /TID=Mm.8924.1 /TIER=FL+Stack /STK=21 /UG=Mm.8924 /LL=12579 /DEF
MOE430_2_1449162_at 364.6 312.1 P P 0.000244 0.000244 -0.2 NC 0.58 gb:NM_028753.1 /DB_XREF=gi:13899214 /GEN=0610037N12Rik /FEA=FLmRNA /CNT=41 /TID=Mm.41494.1 /TIER=FL+Stack /STK=20 /UG=Mm.41494 /LL
MOE430_2_1449164_at 21.8 13.5 P P 0.04 0.00415 -0.2 NC 0.42 gb:BC021637.1 /DB_XREF=gi:18204915 /FEA=FLmRNA /CNT=41 /TID=Mm.15819.1 /TIER=FL+Stack /STK=20 /UG=Mm.15819 /LL=12514 /UG_GENE=Cd6
MOE430_2_1449196_a_ 9013.1 7945.4 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_024277.1 /DB_XREF=gi:13195689 /GEN=Rps27a /FEA=FLmRNA /CNT=29 /TID=Mm.180003.1 /TIER=FL+Stack /STK=19 /UG=Mm.180003 /LL=7829
MOE430_2_1449248_at 31.4 35.7 P P 0.000244 0.001953 -0.2 NC 0.59 gb:NM_009900.1 /DB_XREF=gi:6753431 /GEN=Clcn2 /FEA=FLmRNA /CNT=40 /TID=Mm.177761.1 /TIER=FL+Stack /STK=17 /UG=Mm.177761 /LL=12724 /
MOE430_2_1449255_a_ 8195.5 7062.7 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_025586.1 /DB_XREF=gi:13385035 /GEN=2510008H07Rik /FEA=FLmRNA /CNT=122 /TID=Mm.2050.1 /TIER=FL+Stack /STK=16 /UG=Mm.2050 /LL=
MOE430_2_1449256_a_ 1126.5 1001.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BC010722.1 /DB_XREF=gi:14715108 /FEA=FLmRNA /CNT=155 /TID=Mm.1387.1 /TIER=FL+Stack /STK=16 /UG=Mm.1387 /LL=53869 /UG_GENE=Rab1
MOE430_2_1449266_at 51.6 55.2 P A 0.01 0.06 -0.2 NC 0.53 gb:BC027153.1 /DB_XREF=gi:20072599 /FEA=FLmRNA /CNT=100 /TID=Mm.40984.1 /TIER=FL /STK=1 /UG=Mm.40984 /LL=17257 /UG_GENE=Mecp2 /DE
MOE430_2_1449281_at 53.4 38.2 M A 0.05 0.19 -0.2 NC 0.5 gb:NM_008738.1 /DB_XREF=gi:6679135 /GEN=Nrtn /FEA=FLmRNA /CNT=31 /TID=Mm.8074.1 /TIER=FL+Stack /STK=16 /UG=Mm.8074 /LL=18188 /DEF=
MOE430_2_1449289_a_ 5851.7 4612.6 P P 0.000244 0.000244 -0.2 NC 0.9 gb:NM_009735.1 /DB_XREF=gi:6753155 /GEN=B2m /FEA=FLmRNA /CNT=238 /TID=Mm.163.1 /TIER=FL+Stack /STK=15 /UG=Mm.163 /LL=12010 /DEF=M
MOE430_2_1449317_at 7.3 6.8 A A 0.39 0.39 -0.2 NC 0.5 gb:NM_009805.1 /DB_XREF=gi:6753273 /GEN=Cflar /FEA=FLmRNA /CNT=21 /TID=Mm.1993.1 /TIER=FL+Stack /STK=15 /UG=Mm.1993 /LL=12633 /DEF=
MOE430_2_1449332_at 1.6 1.2 A A 0.82 0.8 -0.2 NC 0.33 gb:NM_021318.1 /DB_XREF=gi:10946621 /GEN=Act-pending /FEA=FLmRNA /CNT=15 /TID=Mm.87325.1 /TIER=FL+Stack /STK=14 /UG=Mm.87325 /LL=57
MOE430_2_1449362_a_ 152.1 108 P P 0.000244 0.000244 -0.2 NC 0.82 gb:NM_016713.1 /DB_XREF=gi:7710057 /GEN=Map4k6-pending /FEA=FLmRNA /CNT=35 /TID=Mm.42967.1 /TIER=FL+Stack /STK=13 /UG=Mm.42967 /LL=
MOE430_2_1449367_at 3.8 1.6 A A 0.43 0.69 -0.2 NC 0.5 gb:AF151108.1 /DB_XREF=gi:5731110 /FEA=FLmRNA /CNT=17 /TID=Mm.23312.1 /TIER=FL+Stack /STK=13 /UG=Mm.23312 /LL=24102 /UG_GENE=Trex2
MOE430_2_1449391_at 21.4 16.1 P P 0.01 0.04 -0.2 NC 0.5 gb:NM_009554.1 /DB_XREF=gi:6677610 /GEN=Zfp37 /FEA=FLmRNA /CNT=32 /TID=Mm.5011.1 /TIER=FL+Stack /STK=12 /UG=Mm.5011 /LL=22696 /DEF
MOE430_2_1449406_at 358.7 346.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:NM_019396.1 /DB_XREF=gi:9506490 /GEN=Cyhr1 /FEA=FLmRNA /CNT=45 /TID=Mm.18561.1 /TIER=FL+Stack /STK=11 /UG=Mm.18561 /LL=54151 /D
MOE430_2_1449448_at 408.2 331.8 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BC019367.1 /DB_XREF=gi:18044405 /FEA=FLmRNA /CNT=62 /TID=Mm.125288.1 /TIER=FL+Stack /STK=10 /UG=Mm.125288 /LL=192191 /UG_GENE=F
MOE430_2_1449459_s_ 68.8 50.7 P P 0.000244 0.000244 -0.2 NC 0.57 gb:NM_080857.1 /DB_XREF=gi:18252801 /GEN=Asb13 /FEA=FLmRNA /CNT=29 /TID=Mm.21523.1 /TIER=FL+Stack /STK=10 /UG=Mm.21523 /LL=142688 
MOE430_2_1449496_at 16.2 13.4 A A 0.3 0.3 -0.2 NC 0.5 gb:NM_025929.1 /DB_XREF=gi:13385421 /GEN=2010109I03Rik /FEA=FLmRNA /CNT=18 /TID=Mm.154566.1 /TIER=FL+Stack /STK=9 /UG=Mm.154566 /LL
MOE430_2_1449532_at 11.5 8.7 A A 0.39 0.6 -0.2 NC 0.5 gb:NM_009604.1 /DB_XREF=gi:7106237 /GEN=Chrng /FEA=FLmRNA /CNT=22 /TID=Mm.2810.1 /TIER=FL+Stack /STK=8 /UG=Mm.2810 /LL=11449 /DEF=
MOE430_2_1449570_at 1.9 2.2 A A 0.85 0.82 -0.2 NC 0.88 gb:NM_008527.1 /DB_XREF=gi:6678745 /GEN=Klrb1c /FEA=FLmRNA /CNT=13 /TID=Mm.6180.1 /TIER=FL /STK=7 /UG=Mm.6180 /LL=17059 /DEF=Mus m
MOE430_2_1449575_a_ 5287.5 4499.3 P P 0.000244 0.000244 -0.2 NC 0.92 gb:NM_013541.1 /DB_XREF=gi:10092607 /GEN=Gstp2 /FEA=FLmRNA /CNT=90 /TID=Mm.426.1 /TIER=FL /STK=6 /UG=Mm.426 /LL=14870 /DEF=Mus mu
MOE430_2_1449583_at 100.9 105.7 P P 0.000732 0.000732 -0.2 NC 0.64 gb:NM_053145.1 /DB_XREF=gi:18087800 /GEN=Pcdhb20 /FEA=FLmRNA /CNT=27 /TID=Mm.154621.1 /TIER=FL /STK=6 /UG=Mm.154621 /LL=93891 /DEF
MOE430_2_1449584_at 7.6 8.2 A A 0.39 0.5 -0.2 NC 0.26 gb:NM_138650.1 /DB_XREF=gi:20149723 /GEN=Dagk3 /FEA=FLmRNA /CNT=23 /TID=Mm.119786.1 /TIER=FL /STK=6 /UG=Mm.119786 /LL=110197 /DEF=
MOE430_2_1449603_at 16.1 17.7 P P 0.005859 0.001953 -0.2 NC 0.39 gb:AA711038 /DB_XREF=gi:2720956 /DB_XREF=vt54g10.r1 /CLONE=IMAGE:1166946 /FEA=EST /CNT=2 /TID=Mm.25249.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1449622_s_ 3002.1 2364.6 P P 0.000244 0.000244 -0.2 D 0.99 gb:AI316502 /DB_XREF=gi:4031769 /DB_XREF=uj14f01.x1 /CLONE=IMAGE:1908025 /FEA=EST /CNT=1 /TID=Mm.199761.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449632_s_ 2727.1 2440.2 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AI325255 /DB_XREF=gi:4059684 /DB_XREF=ms40a11.x1 /CLONE=IMAGE:614012 /FEA=EST /CNT=1 /TID=Mm.200045.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449654_s_ 4.3 3.9 A A 0.78 0.72 -0.2 NC 0.5 gb:BG065957 /DB_XREF=gi:12548520 /DB_XREF=H3037C10-3 /CLONE=H3037C10 /FEA=EST /CNT=3 /TID=Mm.24957.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449655_a_ 139.1 115 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BB604994 /DB_XREF=gi:16450838 /DB_XREF=BB604994 /CLONE=E030007N05 /FEA=EST /CNT=3 /TID=Mm.45003.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449670_x_ 84.9 83.9 P P 0.001221 0.001221 -0.2 NC 0.8 gb:AW546472 /DB_XREF=gi:7191881 /DB_XREF=L0008F12-3 /CLONE=L0008F12 /FEA=EST /CNT=1 /TID=Mm.201472.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449701_at 17.3 7.7 A A 0.24 0.33 -0.2 NC 0.5 gb:C77379 /DB_XREF=gi:2517709 /DB_XREF=C77379 /CLONE=J0030B02 /FEA=EST /CNT=1 /TID=Mm.219714.1 /TIER=ConsEnd /STK=0 /UG=Mm.21971
MOE430_2_1449706_s_ 6.8 8.5 M A 0.05 0.43 -0.2 NC 0.5 gb:C80272 /DB_XREF=gi:2520602 /DB_XREF=C80272 /CLONE=J0079A06 /FEA=EST /CNT=1 /TID=Mm.196653.1 /TIER=ConsEnd /STK=1 /UG=Mm.19665
MOE430_2_1449710_s_ 2961.9 2604.8 P P 0.000244 0.000244 -0.2 NC 0.99 gb:C78762 /DB_XREF=gi:2519092 /DB_XREF=C78762 /CLONE=J0054E05 /FEA=EST /CNT=1 /TID=Mm.215183.1 /TIER=ConsEnd /STK=1 /UG=Mm.21518
MOE430_2_1449737_at 0.4 0.7 A A 0.78 0.69 -0.2 NC 0.5 gb:AI503516 /DB_XREF=gi:4401367 /DB_XREF=vq88h02.x1 /CLONE=IMAGE:1109427 /FEA=EST /CNT=1 /TID=Mm.216136.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449743_a_ 5.2 3.8 A A 0.53 0.69 -0.2 NC 0.5 gb:AI174045 /DB_XREF=gi:3720187 /DB_XREF=ud67a11.x1 /CLONE=IMAGE:1450940 /FEA=EST /CNT=1 /TID=Mm.48708.3 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449744_at 6.3 4.1 A A 0.56 0.78 -0.2 NC 0.5 gb:AI323572 /DB_XREF=gi:4058001 /DB_XREF=mp53c03.x1 /CLONE=IMAGE:572932 /FEA=EST /CNT=1 /TID=Mm.199864.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449759_at 3.7 1.9 A A 0.33 0.66 -0.2 NC 0.54 gb:C80900 /DB_XREF=gi:2521230 /DB_XREF=C80900 /CLONE=J0090C12 /FEA=EST /CNT=1 /TID=Mm.5978.1 /TIER=ConsEnd /STK=0 /UG=Mm.5978 /L
MOE430_2_1449771_at 33.4 21 M A 0.05 0.08 -0.2 NC 0.5 gb:AV312182 /DB_XREF=gi:6277427 /DB_XREF=AV312182 /CLONE=5830400M14 /FEA=EST /CNT=1 /TID=Mm.73273.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449779_at 11.9 9.3 A A 0.24 0.3 -0.2 NC 0.26 gb:BB182666 /DB_XREF=gi:8841749 /DB_XREF=BB182666 /CLONE=A230099J04 /FEA=EST /CNT=1 /TID=Mm.121583.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449814_at 31 27.8 P A 0.02 0.12 -0.2 NC 0.76 gb:NM_008043.1 /DB_XREF=gi:6679860 /GEN=Frat1 /FEA=FLmRNA /CNT=21 /TID=Mm.4573.1 /TIER=FL /STK=6 /UG=Mm.4573 /LL=14296 /DEF=Mus mu
MOE430_2_1449816_at 34.2 25.6 P A 0.007568 0.06 -0.2 NC 0.79 gb:NM_020564.1 /DB_XREF=gi:10181191 /GEN=Sult-x1 /FEA=FLmRNA /CNT=16 /TID=Mm.6562.1 /TIER=FL /STK=6 /UG=Mm.6562 /LL=57429 /DEF=Mus
MOE430_2_1449821_a_ 510.2 481.1 P P 0.000244 0.000244 -0.2 NC 0.8 gb:NM_133771.1 /DB_XREF=gi:19526993 /GEN=0610016J10Rik /FEA=FLmRNA /CNT=15 /TID=Mm.28773.1 /TIER=FL /STK=6 /UG=Mm.28773 /LL=76890 /
MOE430_2_1449852_a_ 241.5 176.7 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_133838.1 /DB_XREF=gi:19923053 /GEN=AI197390 /FEA=FLmRNA /CNT=28 /TID=Mm.132226.1 /TIER=FL /STK=5 /UG=Mm.132226 /LL=98878 /DE
MOE430_2_1449856_at 6.3 4.6 A A 0.11 0.14 -0.2 NC 0.5 gb:BB139986 /DB_XREF=gi:8794923 /DB_XREF=BB139986 /CLONE=9830167D22 /FEA=FLmRNA /CNT=21 /TID=Mm.130892.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1449875_s_ 957.9 844.4 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_010395.1 /DB_XREF=gi:6754141 /GEN=H2-T10 /FEA=FLmRNA /CNT=11 /TID=Mm.220201.1 /TIER=FL /STK=5 /UG=Mm.220201 /LL=15024 /DEF=
MOE430_2_1449907_at 10.3 7.1 A A 0.12 0.36 -0.2 NC 0.5 gb:NM_021486.2 /DB_XREF=gi:11993945 /GEN=Bcdo1 /FEA=FLmRNA /CNT=9 /TID=Mm.117119.1 /TIER=FL /STK=4 /UG=Mm.117119 /LL=63857 /DEF=M
MOE430_2_1449918_at 1.5 0.4 A A 0.72 0.88 -0.2 NC 0.5 gb:NM_027343.1 /DB_XREF=gi:13386221 /GEN=2310066I10Rik /FEA=FLmRNA /CNT=5 /TID=Mm.219472.1 /TIER=FL /STK=4 /UG=Mm.219472 /LL=70192 
MOE430_2_1449925_at 17.1 9.1 P P 0.02 0.04 -0.2 NC 0.5 gb:NM_009910.1 /DB_XREF=gi:6753457 /GEN=Cmkar3 /FEA=FLmRNA /CNT=5 /TID=Mm.12876.1 /TIER=FL /STK=4 /UG=Mm.12876 /LL=12766 /DEF=Mus
MOE430_2_1449942_a_ 1819.6 1604.7 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_010562.1 /DB_XREF=gi:6754341 /GEN=Ilk /FEA=FLmRNA /CNT=19 /TID=Mm.8131.1 /TIER=FL /STK=3 /UG=Mm.8131 /LL=16202 /DEF=Mus muscu
MOE430_2_1449951_at 186.8 162.9 P P 0.000732 0.000244 -0.2 NC 0.79 gb:NM_010909.1 /DB_XREF=gi:6754843 /GEN=Nfkbil1 /FEA=FLmRNA /CNT=19 /TID=Mm.100226.1 /TIER=FL /STK=3 /UG=Mm.100226 /LL=18038 /DEF=M
MOE430_2_1449958_a_ 2 2.2 A A 0.43 0.75 -0.2 NC 0.84 gb:NM_010201.1 /DB_XREF=gi:6753847 /GEN=Fgf14 /FEA=FLmRNA /CNT=8 /TID=Mm.32472.1 /TIER=FL /STK=3 /UG=Mm.32472 /LL=14169 /DEF=Mus m
MOE430_2_1449976_a_ 9.6 9.2 A A 0.24 0.36 -0.2 NC 0.5 gb:NM_022320.1 /DB_XREF=gi:11612498 /GEN=Gpr35 /FEA=FLmRNA /CNT=6 /TID=Mm.152780.1 /TIER=FL /STK=3 /UG=Mm.152780 /LL=64095 /DEF=M
MOE430_2_1449997_at 19.2 19.1 A A 0.19 0.21 -0.2 NC 0.5 gb:NM_022314.1 /DB_XREF=gi:13928665 /GEN=Tpm3 /FEA=FLmRNA /CNT=4 /TID=Mm.17306.1 /TIER=FL /STK=3 /UG=Mm.17306 /LL=59069 /DEF=Mus 
MOE430_2_1450006_at 584.8 514 P P 0.000244 0.000732 -0.2 NC 0.71 gb:NM_019744.1 /DB_XREF=gi:9790194 /GEN=Ncoa4 /FEA=FLmRNA /CNT=530 /TID=Mm.28261.1 /TIER=FL /STK=2 /UG=Mm.28261 /LL=27057 /DEF=Mu
MOE430_2_1450044_at 376.7 381.2 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AK010239.1 /DB_XREF=gi:12845535 /GEN=Fzd7 /FEA=FLmRNA /CNT=86 /TID=Mm.4770.1 /TIER=Stack /STK=44 /UG=Mm.4770 /LL=14369 /UG_TITL
MOE430_2_1450102_a_ 1305.2 1009.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_011787.1 /DB_XREF=gi:6753045 /GEN=Amfr /FEA=FLmRNA /CNT=21 /TID=Mm.34641.1 /TIER=FL /STK=2 /UG=Mm.34641 /LL=23802 /DEF=Mus m
MOE430_2_1450106_a_ 342.5 311.7 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_007965.1 /DB_XREF=gi:6679708 /GEN=Evl /FEA=FLmRNA /CNT=33 /TID=Mm.2144.1 /TIER=FL /STK=2 /UG=Mm.2144 /LL=14026 /DEF=Mus musc
MOE430_2_1450114_at 24.7 26.4 A A 0.36 0.3 -0.2 NC 0.44 gb:NM_013571.1 /DB_XREF=gi:7305214 /GEN=Ksr /FEA=FLmRNA /CNT=37 /TID=Mm.4745.1 /TIER=FL /STK=2 /UG=Mm.4745 /LL=16706 /DEF=Mus musc
MOE430_2_1450124_a_ 17.7 13.9 A A 0.33 0.43 -0.2 NC 0.2 gb:NM_016745.1 /DB_XREF=gi:7949130 /GEN=Atp2a3 /FEA=FLmRNA /CNT=20 /TID=Mm.6306.1 /TIER=FL /STK=2 /UG=Mm.6306 /LL=53313 /DEF=Mus m
MOE430_2_1450148_at 2.5 2 A A 0.56 0.66 -0.2 NC 0.5 gb:NM_134160.1 /DB_XREF=gi:19527069 /GEN=Mcoln3 /FEA=FLmRNA /CNT=13 /TID=Mm.114683.1 /TIER=FL /STK=2 /UG=Mm.114683 /LL=171166 /DEF
MOE430_2_1450149_a_ 3782.1 3351.5 P P 0.000244 0.000244 -0.2 NC 0.96 gb:NM_013636.1 /DB_XREF=gi:7305404 /GEN=Ppp1cc /FEA=FLmRNA /CNT=12 /TID=Mm.7793.1 /TIER=FL /STK=2 /UG=Mm.7793 /LL=19047 /DEF=Mus m
MOE430_2_1450172_at 152.1 127.9 P P 0.000244 0.000244 -0.2 NC 0.74 gb:AA409923 /DB_XREF=gi:2066718 /DB_XREF=EST01803 /CLONE=C0014C02 /FEA=FLmRNA /CNT=28 /TID=Mm.196548.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1450186_s_ 6050.6 5510.6 P P 0.000244 0.000244 -0.2 NC 0.83 gb:NM_138658.1 /DB_XREF=gi:20149739 /GEN=Sang /FEA=FLmRNA /CNT=11 /TID=Mm.219522.1 /TIER=FL /STK=2 /UG=Mm.219522 /LL=192158 /DEF=M
MOE430_2_1450199_a_ 10.5 9.1 A A 0.21 0.27 -0.2 NC 0.5 gb:NM_138672.1 /DB_XREF=gi:20149761 /GEN=Stab1-pending /FEA=FLmRNA /CNT=26 /TID=Mm.220821.1 /TIER=FL /STK=2 /UG=Mm.220821 /LL=19218
MOE430_2_1450207_at 6.8 5.2 A A 0.33 0.49 -0.2 NC 0.75 gb:NM_013584.1 /DB_XREF=gi:7305234 /GEN=Lifr /FEA=FLmRNA /CNT=12 /TID=Mm.3174.1 /TIER=FL /STK=2 /UG=Mm.3174 /LL=16880 /DEF=Mus musc
MOE430_2_1450221_at 0.5 0.5 A A 0.93 0.72 -0.2 NC 0.08 gb:NM_025750.1 /DB_XREF=gi:13385215 /GEN=4933417A18Rik /FEA=FLmRNA /CNT=7 /TID=Mm.157047.1 /TIER=FL /STK=2 /UG=Mm.157047 /LL=66761
MOE430_2_1450241_a_ 13.8 11.2 P A 0.02 0.08 -0.2 NC 0.5 gb:NM_010161.1 /DB_XREF=gi:6753785 /GEN=Evi2 /FEA=FLmRNA /CNT=7 /TID=Mm.3266.1 /TIER=FL /STK=2 /UG=Mm.3266 /LL=14017 /DEF=Mus musc
MOE430_2_1450247_a_ 50.6 36.3 P P 0.03 0.02 -0.2 NC 0.8 gb:NM_020270.1 /DB_XREF=gi:9937987 /GEN=Scamp5 /FEA=FLmRNA /CNT=6 /TID=Mm.102278.1 /TIER=FL /STK=2 /UG=Mm.102278 /LL=56807 /DEF=M
MOE430_2_1450248_at 32.8 24.4 A A 0.17 0.36 -0.2 NC 0.53 gb:NM_009613.1 /DB_XREF=gi:6752959 /GEN=Adam11 /FEA=FLmRNA /CNT=11 /TID=Mm.89854.1 /TIER=FL /STK=2 /UG=Mm.89854 /LL=11488 /DEF=Mu
MOE430_2_1450270_at 32.9 33.2 P P 0.01 0.01 -0.2 NC 0.5 gb:NM_053136.1 /DB_XREF=gi:18087784 /GEN=Pcdhb11 /FEA=FLmRNA /CNT=5 /TID=Mm.196702.1 /TIER=FL /STK=2 /UG=Mm.196702 /LL=93882 /DEF=
MOE430_2_1450288_at 12 9.7 A A 0.14 0.56 -0.2 NC 0.83 gb:NM_007666.1 /DB_XREF=gi:6680903 /GEN=Cdh6 /FEA=FLmRNA /CNT=4 /TID=Mm.57048.1 /TIER=FL /STK=2 /UG=Mm.57048 /LL=12563 /DEF=Mus m
MOE430_2_1450320_at 1.9 5.7 A A 0.46 0.3 -0.2 NC 0.5 gb:NM_027639.1 /DB_XREF=gi:13386243 /GEN=4931432E15Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158524.1 /TIER=FL /STK=2 /UG=Mm.158524 /LL=70991
MOE430_2_1450338_x_ 0.2 0.7 A A 0.99 0.9 -0.2 NC 0.24 gb:NM_009495.1 /DB_XREF=gi:6678546 /GEN=V2r9 /FEA=FLmRNA /CNT=2 /TID=Mm.14118.1 /TIER=FL /STK=2 /UG=Mm.14118 /LL=22315 /DEF=Mus m
MOE430_2_1450358_at 0.9 0.5 A A 0.72 0.98 -0.2 NC 0.98 gb:NM_031160.1 /DB_XREF=gi:13624322 /GEN=Arf4l /FEA=FLmRNA /CNT=2 /TID=Mm.160371.1 /TIER=FL /STK=2 /UG=Mm.160371 /LL=80981 /DEF=Mu
MOE430_2_1450383_at 75.9 74.6 P P 0.01 0.03 -0.2 NC 0.5 gb:AF425607.1 /DB_XREF=gi:16506798 /FEA=FLmRNA /CNT=167 /TID=Mm.3213.1 /TIER=FL /STK=1 /UG=Mm.3213 /LL=16835 /UG_GENE=Ldlr /DEF=Mu
MOE430_2_1450399_at 564.8 468.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:L42177.1 /DB_XREF=gi:904129 /FEA=FLmRNA /CNT=104 /TID=Mm.998.1 /TIER=FL /STK=1 /UG=Mm.998 /LL=19164 /UG_GENE=Psen1 /DEF=Mus mu
MOE430_2_1450432_s_ 212.4 199.9 P P 0.000244 0.000244 -0.2 NC 0.59 gb:AF425647.1 /DB_XREF=gi:16755673 /GEN=Mus81 /FEA=FLmRNA /CNT=25 /TID=Mm.27697.1 /TIER=FL /STK=1 /UG=Mm.27697 /LL=71711 /DEF=Mus
MOE430_2_1450434_s_ 76.3 67.6 P P 0.00415 0.01 -0.2 NC 0.5 gb:NM_009981.1 /DB_XREF=gi:6753551 /GEN=Pcyt1a /FEA=FLmRNA /CNT=16 /TID=Mm.6161.1 /TIER=FL /STK=1 /UG=Mm.6161 /LL=13026 /DEF=Mus m
MOE430_2_1450452_a_ 236.4 230.8 P P 0.000244 0.000244 -0.2 NC 0.58 gb:NM_026238.1 /DB_XREF=gi:13385741 /GEN=9030612I22Rik /FEA=FLmRNA /CNT=15 /TID=Mm.24201.1 /TIER=FL /STK=1 /UG=Mm.24201 /LL=67563 /
MOE430_2_1450459_at 164.1 127 P P 0.000244 0.000244 -0.2 NC 0.73 gb:NM_023220.1 /DB_XREF=gi:12963584 /GEN=2010106G01Rik /FEA=FLmRNA /CNT=22 /TID=Mm.218254.1 /TIER=FL /STK=1 /UG=Mm.218254 /LL=6655
MOE430_2_1450464_at 137.7 97.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_007893.1 /DB_XREF=gi:6681246 /GEN=E4f1 /FEA=FLmRNA /CNT=26 /TID=Mm.3318.1 /TIER=FL /STK=1 /UG=Mm.3318 /LL=13560 /DEF=Mus mus
MOE430_2_1450482_a_ 53.7 36 P P 0.000244 0.000732 -0.2 NC 0.87 gb:AB006320.1 /DB_XREF=gi:4512219 /GEN=Brx1 /FEA=FLmRNA /CNT=10 /TID=Mm.1385.1 /TIER=FL /STK=1 /UG=Mm.1385 /LL=18741 /DEF=Mus mus
MOE430_2_1450492_at 7.9 11.2 A A 0.19 0.14 -0.2 NC 0.39 gb:NM_013927.1 /DB_XREF=gi:8393163 /GEN=Cngb3 /FEA=FLmRNA /CNT=7 /TID=Mm.103575.1 /TIER=FL /STK=1 /UG=Mm.103575 /LL=30952 /DEF=Mu
MOE430_2_1450579_x_ 4 3.7 A A 0.78 0.85 -0.2 NC 0.4 gb:NM_011564.1 /DB_XREF=gi:6755760 /GEN=Sry /FEA=FLmRNA /CNT=1 /TID=Mm.4288.1 /TIER=FL /STK=1 /UG=Mm.4288 /LL=21674 /DEF=Mus muscu
MOE430_2_1450612_a_ 62.7 54.3 P P 0.01 0.01 -0.2 NC 0.81 gb:NM_008819.1 /DB_XREF=gi:7110684 /GEN=Pemt /FEA=FLmRNA /CNT=1 /TID=Mm.2731.1 /TIER=FL /STK=1 /UG=Mm.2731 /LL=18618 /DEF=Mus mus
MOE430_2_1450622_at 177.2 165.1 P P 0.001953 0.001221 -0.2 NC 0.5 gb:NM_009954.1 /DB_XREF=gi:6753523 /GEN=Crkas /FEA=FLmRNA /CNT=268 /TID=Mm.3758.1 /TIER=FL+Stack /STK=214 /UG=Mm.3758 /LL=12927 /D
MOE430_2_1450626_at 55.4 47.5 P P 0.000244 0.001953 -0.2 NC 0.93 gb:NM_027288.1 /DB_XREF=gi:13386217 /GEN=2410030O07Rik /FEA=FLmRNA /CNT=183 /TID=Mm.181593.1 /TIER=FL+Stack /STK=121 /UG=Mm.181593
MOE430_2_1450628_at 242.5 242.5 P P 0.008057 0.001953 -0.2 NC 0.5 gb:NM_019488.1 /DB_XREF=gi:9506734 /GEN=Slc2a8 /FEA=FLmRNA /CNT=134 /TID=Mm.7241.1 /TIER=FL+Stack /STK=106 /UG=Mm.7241 /LL=56017 /D
MOE430_2_1450649_at 2688.7 1899.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:NM_025277.1 /DB_XREF=gi:13384615 /GEN=Gng10 /FEA=FLmRNA /CNT=82 /TID=Mm.41780.1 /TIER=FL+Stack /STK=41 /UG=Mm.41780 /LL=14700 /
MOE430_2_1450656_at 121.5 112.6 P P 0.000244 0.000244 -0.2 NC 0.7 gb:NM_010303.1 /DB_XREF=gi:6754007 /GEN=Gna13 /FEA=FLmRNA /CNT=125 /TID=Mm.202311.1 /TIER=FL+Stack /STK=37 /UG=Mm.202311 /LL=14674
MOE430_2_1450679_at 153.9 146.5 P P 0.000244 0.001221 -0.2 NC 0.82 gb:BC004090.1 /DB_XREF=gi:13278608 /FEA=FLmRNA /CNT=106 /TID=Mm.40037.1 /TIER=FL+Stack /STK=13 /UG=Mm.40037 /LL=66641 /UG_GENE=573
MOE430_2_1450702_at 0.6 0.7 A A 0.65 0.78 -0.2 NC 0.9 gb:AJ306425.1 /DB_XREF=gi:18873691 /GEN=HFE /FEA=FLmRNA /CNT=44 /TID=Mm.2681.1 /TIER=ConsEnd /STK=2 /UG=Mm.2681 /LL=15216 /DEF=Mu
MOE430_2_1450710_at 43.8 29.7 P P 0.01 0.001953 -0.2 NC 0.5 gb:NM_021878.1 /DB_XREF=gi:11230773 /GEN=jmj /FEA=FLmRNA /CNT=211 /TID=Mm.25059.1 /TIER=FL+Stack /STK=18 /UG=Mm.25059 /LL=16468 /DE
MOE430_2_1450797_a_ 34.4 30 P P 0.03 0.03 -0.2 NC 0.5 gb:NM_007622.1 /DB_XREF=gi:6671695 /GEN=Cbx1 /FEA=FLmRNA /CNT=33 /TID=Mm.29055.1 /TIER=FL /STK=2 /UG=Mm.29055 /LL=12412 /DEF=Mus m
MOE430_2_1450835_a_ 50.9 31.3 P P 0.02 0.03 -0.2 NC 0.7 gb:NM_020014.1 /DB_XREF=gi:9910239 /GEN=Gfra4 /FEA=FLmRNA /CNT=7 /TID=Mm.35572.1 /TIER=FL /STK=0 /UG=Mm.35572 /LL=14588 /DEF=Mus m
MOE430_2_1450848_at 1029.2 992.4 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AK014889.1 /DB_XREF=gi:12852993 /GEN=Dap3 /FEA=FLmRNA /CNT=197 /TID=Mm.29028.1 /TIER=Stack /STK=94 /UG=Mm.29028 /LL=65111 /UG_T
MOE430_2_1450857_a_ 9389.1 8576.2 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BF227507 /DB_XREF=gi:11135486 /DB_XREF=uz25g02.x1 /CLONE=IMAGE:3670130 /FEA=FLmRNA /CNT=461 /TID=Mm.4482.1 /TIER=Stack /STK=15 
MOE430_2_1450865_s_ 913.9 794 P P 0.000244 0.000244 -0.2 NC 0.78 gb:BF167852 /DB_XREF=gi:11048204 /DB_XREF=601774677F1 /CLONE=IMAGE:3995251 /FEA=FLmRNA /CNT=79 /TID=Mm.7328.1 /TIER=Stack /STK=44
MOE430_2_1450868_at 545.3 476.9 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BF468249 /DB_XREF=gi:11537432 /DB_XREF=UI-M-CC0-ayf-e-04-0-UI.r1 /CLONE=UI-M-CC0-ayf-e-04-0-UI /FEA=FLmRNA /CNT=133 /TID=Mm.28
MOE430_2_1450881_s_ 439.9 376.9 P P 0.000244 0.000732 -0.2 NC 0.97 gb:BB325447 /DB_XREF=gi:16403566 /DB_XREF=BB325447 /CLONE=B430117A11 /FEA=FLmRNA /CNT=115 /TID=Mm.1585.1 /TIER=Stack /STK=36 /UG
MOE430_2_1450892_a_ 659.4 549.3 P P 0.000244 0.000244 -0.2 NC 0.68 gb:BF321773 /DB_XREF=gi:11270995 /DB_XREF=uz64f06.x1 /CLONE=IMAGE:3673859 /FEA=FLmRNA /CNT=111 /TID=Mm.3974.1 /TIER=Stack /STK=33 /
MOE430_2_1450894_a_ 1681.3 1437.4 P P 0.000244 0.000244 -0.2 NC 0.98 gb:C76671 /DB_XREF=gi:2517001 /DB_XREF=C76671 /CLONE=J0016D07 /FEA=FLmRNA /CNT=231 /TID=Mm.18946.1 /TIER=Stack /STK=30 /UG=Mm.18
MOE430_2_1450895_a_ 456.8 410.2 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BF166756 /DB_XREF=gi:11047108 /DB_XREF=601776273F1 /CLONE=IMAGE:4017715 /FEA=FLmRNA /CNT=55 /TID=Mm.88572.1 /TIER=Stack /STK=3
MOE430_2_1450914_at 2399.6 2031.8 P P 0.000244 0.000244 -0.2 NC 0.69 gb:BE986849 /DB_XREF=gi:10661594 /DB_XREF=UI-M-CG0p-bez-e-05-0-UI.s1 /CLONE=UI-M-CG0p-bez-e-05-0-UI /FEA=FLmRNA /CNT=125 /TID=M
MOE430_2_1450932_s_ 189 219.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB795072 /DB_XREF=gi:16964691 /DB_XREF=BB795072 /CLONE=G431003D15 /FEA=FLmRNA /CNT=82 /TID=Mm.24477.1 /TIER=Stack /STK=20 /UG
MOE430_2_1450943_at 202.5 178.5 P P 0.000244 0.001221 -0.2 NC 0.91 gb:AK006303.1 /DB_XREF=gi:12839332 /FEA=FLmRNA /CNT=29 /TID=Mm.46623.1 /TIER=Stack /STK=14 /UG=Mm.46623 /LL=66441 /UG_GENE=2010012
MOE430_2_1450964_a_ 426.5 366.9 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BB826372 /DB_XREF=gi:17004615 /DB_XREF=BB826372 /CLONE=G830042L06 /FEA=FLmRNA /CNT=190 /TID=Mm.27357.1 /TIER=Stack /STK=9 /UG
MOE430_2_1450969_at 458 379.5 P P 0.000732 0.000732 -0.2 NC 0.98 gb:BB787147 /DB_XREF=gi:16955643 /DB_XREF=BB787147 /CLONE=G430115D17 /FEA=FLmRNA /CNT=187 /TID=Mm.21079.1 /TIER=Stack /STK=8 /UG
MOE430_2_1450981_at 3987.9 3415.2 P P 0.000244 0.000244 -0.2 NC 0.78 gb:BI663014 /DB_XREF=gi:15577247 /DB_XREF=603286405F1 /CLONE=IMAGE:5320776 /FEA=FLmRNA /CNT=230 /TID=Mm.21776.1 /TIER=Stack /STK=4
MOE430_2_1450982_at 141.9 114.3 P P 0.005859 0.01 -0.2 NC 0.5 gb:BG066200 /DB_XREF=gi:12548763 /DB_XREF=H3040B03-3 /CLONE=H3040B03 /FEA=FLmRNA /CNT=130 /TID=Mm.27842.1 /TIER=Stack /STK=38 /U
MOE430_2_1451015_at 1587.4 1368.6 P P 0.000244 0.000244 -0.2 MD 0.99 gb:AI314476 /DB_XREF=gi:4029743 /DB_XREF=uj11h07.x1 /CLONE=IMAGE:1907773 /FEA=FLmRNA /CNT=400 /TID=Mm.154387.1 /TIER=Stack /STK=11 
MOE430_2_1451035_a_ 7432.4 6306.1 P P 0.000244 0.000244 -0.2 NC 0.83 gb:BG296124 /DB_XREF=gi:13058445 /DB_XREF=602393912F1 /CLONE=IMAGE:4505522 /FEA=FLmRNA /CNT=413 /TID=Mm.30085.1 /TIER=Stack /STK=
MOE430_2_1451037_at 333.6 305.9 P P 0.000244 0.000244 -0.2 NC 0.94 gb:BB224063 /DB_XREF=gi:8892675 /DB_XREF=BB224063 /CLONE=A530084O22 /FEA=FLmRNA /CNT=201 /TID=Mm.6678.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1451068_s_ 5875.1 5419.3 P P 0.000244 0.000244 -0.2 NC 0.64 gb:BC027208.1 /DB_XREF=gi:20072626 /FEA=FLmRNA /CNT=372 /TID=Mm.265.1 /TIER=FL+Stack /STK=221 /UG=Mm.265 /LL=75617 /UG_GENE=Rps25
MOE430_2_1451079_at 41.3 31.6 P P 0.00415 0.000244 -0.2 NC 0.5 gb:BC021526.1 /DB_XREF=gi:18204519 /FEA=FLmRNA /CNT=213 /TID=Mm.22456.1 /TIER=FL+Stack /STK=172 /UG=Mm.22456 /LL=72141 /UG_GENE=26
MOE430_2_1451086_s_ 4361.4 3859.8 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BC003828.1 /DB_XREF=gi:13277917 /FEA=FLmRNA /CNT=397 /TID=Mm.889.1 /TIER=FL+Stack /STK=133 /UG=Mm.889 /LL=19353 /UG_GENE=Rac1 /
MOE430_2_1451091_at 5071.7 4486.2 P P 0.000244 0.000244 -0.2 MD 0.99 gb:BC016252.1 /DB_XREF=gi:16740760 /FEA=FLmRNA /CNT=296 /TID=Mm.28622.1 /TIER=FL+Stack /STK=128 /UG=Mm.28622 /DEF=Mus musculus, Sim
MOE430_2_1451101_a_ 9193 7684.5 P P 0.000244 0.000244 -0.2 NC 0.92 gb:BC010987.1 /DB_XREF=gi:15012157 /FEA=FLmRNA /CNT=187 /TID=Mm.200920.1 /TIER=FL+Stack /STK=122 /UG=Mm.200920 /LL=54127 /UG_GENE=
MOE430_2_1451108_at 321.3 313.3 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BC014812.1 /DB_XREF=gi:15928690 /FEA=FLmRNA /CNT=176 /TID=Mm.136973.1 /TIER=FL+Stack /STK=115 /UG=Mm.136973 /DEF=Mus musculus, c
MOE430_2_1451127_at 182.8 155.2 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BC024822.1 /DB_XREF=gi:19354543 /FEA=FLmRNA /CNT=155 /TID=Mm.24642.1 /TIER=FL+Stack /STK=103 /UG=Mm.24642 /DEF=Mus musculus, Sim
MOE430_2_1451133_s_ 176.7 142.6 P P 0.00293 0.001953 -0.2 NC 0.93 gb:BC007160.1 /DB_XREF=gi:13938090 /FEA=FLmRNA /CNT=180 /TID=Mm.4511.1 /TIER=FL+Stack /STK=99 /UG=Mm.4511 /LL=101118 /UG_GENE=AI50
MOE430_2_1451152_a_ 2325.3 1711.8 P P 0.000244 0.000244 -0.2 NC 0.89 gb:BC027319.1 /DB_XREF=gi:20072704 /FEA=FLmRNA /CNT=284 /TID=Mm.4550.2 /TIER=FL+Stack /STK=83 /UG=Mm.4550 /LL=11931 /UG_GENE=Atp1b
MOE430_2_1451165_at 42.9 42.7 P P 0.01 0.01 -0.2 NC 0.65 gb:BC023397.1 /DB_XREF=gi:19484032 /FEA=FLmRNA /CNT=108 /TID=Mm.24542.1 /TIER=FL+Stack /STK=80 /UG=Mm.24542 /LL=74775 /UG_GENE=11
MOE430_2_1451166_a_ 221.7 187.7 P P 0.000244 0.000244 -0.2 NC 0.84 gb:BC026784.1 /DB_XREF=gi:20072405 /FEA=FLmRNA /CNT=99 /TID=Mm.24002.1 /TIER=FL+Stack /STK=80 /UG=Mm.24002 /LL=75565 /UG_GENE=1700
MOE430_2_1451197_s_ 608 541.8 P P 0.000244 0.000244 -0.2 NC 0.53 gb:BC019178.1 /DB_XREF=gi:17512438 /FEA=FLmRNA /CNT=193 /TID=Mm.21919.1 /TIER=FL+Stack /STK=68 /UG=Mm.21919 /DEF=Mus musculus, Simil
MOE430_2_1451240_a_ 1751.6 1226.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BC024663.1 /DB_XREF=gi:19354349 /FEA=FLmRNA /CNT=231 /TID=Mm.196149.1 /TIER=FL+Stack /STK=52 /UG=Mm.196149 /LL=66133 /UG_GENE=
MOE430_2_1451249_at 251.9 249.7 P P 0.000244 0.000244 -0.2 NC 0.59 gb:BC027404.1 /DB_XREF=gi:20071786 /FEA=FLmRNA /CNT=93 /TID=Mm.195313.1 /TIER=FL+Stack /STK=51 /UG=Mm.195313 /DEF=Mus musculus, Sim
MOE430_2_1451253_at 127.8 90.9 P P 0.000732 0.001953 -0.2 NC 0.85 gb:BC016131.1 /DB_XREF=gi:16359348 /FEA=FLmRNA /CNT=90 /TID=Mm.29515.1 /TIER=FL+Stack /STK=50 /UG=Mm.29515 /DEF=Mus musculus, Simila
MOE430_2_1451265_at 132.4 112.5 P P 0.000732 0.001221 -0.2 NC 0.5 gb:BC019430.1 /DB_XREF=gi:18043177 /FEA=FLmRNA /CNT=86 /TID=Mm.7280.1 /TIER=FL+Stack /STK=48 /UG=Mm.7280 /LL=69668 /UG_GENE=231006
MOE430_2_1451270_at 39.3 35.1 P P 0.001221 0.000732 -0.2 NC 0.18 gb:BC020036.1 /DB_XREF=gi:18043292 /FEA=FLmRNA /CNT=73 /TID=Mm.32588.1 /TIER=FL+Stack /STK=47 /UG=Mm.32588 /LL=75219 /UG_GENE=4930
MOE430_2_1451299_at 69.7 73.8 P P 0.001221 0.000732 -0.2 NC 0.5 gb:BC006875.1 /DB_XREF=gi:13905165 /FEA=FLmRNA /CNT=124 /TID=Mm.106185.1 /TIER=FL+Stack /STK=40 /UG=Mm.106185 /LL=19108 /UG_GENE=P
MOE430_2_1451302_at 580.5 486.8 P P 0.000244 0.000244 -0.2 MD 0.99 gb:BC024574.1 /DB_XREF=gi:19353833 /FEA=FLmRNA /CNT=70 /TID=Mm.41567.1 /TIER=FL+Stack /STK=40 /UG=Mm.41567 /LL=68618 /UG_GENE=1110
MOE430_2_1451307_at 876.8 815.6 P P 0.000244 0.000732 -0.2 NC 0.69 gb:BC027021.1 /DB_XREF=gi:20071695 /FEA=FLmRNA /CNT=111 /TID=Mm.28577.1 /TIER=FL+Stack /STK=38 /UG=Mm.28577 /LL=68463 /UG_GENE=11
MOE430_2_1451329_at 167.6 121.4 P P 0.000244 0.000244 -0.2 NC 0.55 gb:BC019768.1 /DB_XREF=gi:18043849 /FEA=FLmRNA /CNT=58 /TID=Mm.41611.1 /TIER=FL+Stack /STK=36 /UG=Mm.41611 /LL=68323 /UG_GENE=0610
MOE430_2_1451357_at 1352.2 1443 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC017625.1 /DB_XREF=gi:17160919 /FEA=FLmRNA /CNT=107 /TID=Mm.34488.1 /TIER=FL+Stack /STK=31 /UG=Mm.34488 /LL=68047 /UG_GENE=E1
MOE430_2_1451369_at 400.6 314.9 P P 0.000244 0.000244 -0.2 NC 0.73 gb:BC025891.1 /DB_XREF=gi:19484144 /FEA=FLmRNA /CNT=53 /TID=Mm.27033.1 /TIER=FL+Stack /STK=29 /UG=Mm.27033 /LL=66398 /UG_GENE=Hca
MOE430_2_1451379_at 368 340 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BC006596.1 /DB_XREF=gi:13879257 /FEA=FLmRNA /CNT=125 /TID=Mm.87650.1 /TIER=FL+Stack /STK=28 /UG=Mm.87650 /LL=67423 /UG_GENE=373
MOE430_2_1451384_at 44.5 47.1 P A 0.03 0.11 -0.2 NC 0.69 gb:BC024807.1 /DB_XREF=gi:19354523 /FEA=FLmRNA /CNT=39 /TID=Mm.33069.1 /TIER=FL+Stack /STK=28 /UG=Mm.33069 /LL=77035 /UG_GENE=3110
MOE430_2_1451403_at 245.4 186 P P 0.000244 0.000732 -0.2 NC 0.83 gb:BC024868.1 /DB_XREF=gi:19353512 /FEA=FLmRNA /CNT=57 /TID=Mm.219662.1 /TIER=FL+Stack /STK=23 /UG=Mm.219662 /DEF=Mus musculus, Sim
MOE430_2_1451470_s_ 5883.6 4911.7 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BC024899.1 /DB_XREF=gi:19353115 /FEA=FLmRNA /CNT=102 /TID=Mm.196607.1 /TIER=FL+Stack /STK=16 /UG=Mm.196607 /LL=28059 /UG_GENE=E
MOE430_2_1451472_at 11.4 10.6 A A 0.36 0.33 -0.2 NC 0.18 gb:AK014324.1 /DB_XREF=gi:12852097 /FEA=FLmRNA /CNT=50 /TID=Mm.45171.1 /TIER=ConsEnd /STK=1 /UG=Mm.45171 /LL=67417 /UG_GENE=32304
MOE430_2_1451514_at 1.3 2.7 A A 0.82 0.63 -0.2 NC 0.57 gb:BC021474.1 /DB_XREF=gi:18204470 /FEA=FLmRNA /CNT=43 /TID=Mm.140060.1 /TIER=FL+Stack /STK=13 /UG=Mm.140060 /DEF=Mus musculus, clon
MOE430_2_1451520_at 590.2 602 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB040507 /DB_XREF=gi:16258613 /DB_XREF=BB040507 /CLONE=6030449K10 /FEA=FLmRNA /CNT=144 /TID=Mm.129025.1 /TIER=Stack /STK=84 /U
MOE430_2_1451533_at 289.1 260.5 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BC022687.1 /DB_XREF=gi:18490504 /FEA=FLmRNA /CNT=26 /TID=Mm.45057.1 /TIER=FL+Stack /STK=11 /UG=Mm.45057 /DEF=Mus musculus, clone 
MOE430_2_1451551_at 7.4 5.3 A A 0.69 0.69 -0.2 NC 0.5 gb:AY028607.1 /DB_XREF=gi:13488602 /GEN=Krt2-16 /FEA=FLmRNA /CNT=11 /TID=Mm.25292.1 /TIER=FL+Stack /STK=10 /UG=Mm.25292 /LL=16680 /
MOE430_2_1451572_a_ 340.6 313 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC016597.1 /DB_XREF=gi:16741586 /FEA=FLmRNA /CNT=39 /TID=Mm.181892.1 /TIER=FL+Stack /STK=8 /UG=Mm.181892 /LL=75734 /UG_GENE=523
MOE430_2_1451575_a_ 776.5 703.4 P P 0.000732 0.000732 -0.2 NC 0.98 gb:BC016534.1 /DB_XREF=gi:16741429 /FEA=FLmRNA /CNT=23 /TID=Mm.144699.2 /TIER=FL+Stack /STK=8 /UG=Mm.144699 /LL=56409 /UG_GENE=Nu
MOE430_2_1451614_a_ 7.5 7.9 A A 0.24 0.43 -0.2 NC 0.5 gb:D31769.1 /DB_XREF=gi:1321652 /GEN=MAME /FEA=FLmRNA /CNT=8 /TID=Mm.172556.1 /TIER=FL /STK=5 /UG=Mm.172556 /LL=11704 /DEF=Mouse
MOE430_2_1451636_at 7.4 8.9 A A 0.24 0.39 -0.2 NC 0.71 gb:BC022726.1 /DB_XREF=gi:18490519 /FEA=FLmRNA /CNT=11 /TID=Mm.152952.1 /TIER=FL /STK=4 /UG=Mm.152952 /DEF=Mus musculus, clone MGC:
MOE430_2_1451657_a_ 35.9 58.4 P P 0.001953 0.00415 -0.2 NC 0.5 gb:BC025915.1 /DB_XREF=gi:19484218 /FEA=FLmRNA /CNT=9 /TID=Mm.24550.1 /TIER=FL /STK=3 /UG=Mm.24550 /DEF=Mus musculus, Similar to cytos
MOE430_2_1451668_at 567.8 478.1 P P 0.000244 0.000244 -0.2 NC 0.84 gb:BG060641 /DB_XREF=gi:12529335 /DB_XREF=L0906B01-3 /CLONE=L0906B01 /FEA=FLmRNA /CNT=156 /TID=Mm.31097.1 /TIER=Stack /STK=52 /U
MOE430_2_1451678_at 303.2 249.8 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BI452475 /DB_XREF=gi:15243131 /DB_XREF=603169649F1 /CLONE=IMAGE:5249172 /FEA=FLmRNA /CNT=89 /TID=Mm.37392.1 /TIER=Stack /STK=17
MOE430_2_1451687_a_ 1.7 2 A A 0.91 0.93 -0.2 NC 0.4 gb:AI987804 /DB_XREF=gi:5819598 /DB_XREF=um07c05.x1 /CLONE=IMAGE:2182376 /FEA=FLmRNA /CNT=18 /TID=Mm.7226.3 /TIER=Stack /STK=8 /UG
MOE430_2_1451688_s_ 257.2 237.6 A A 0.06 0.08 -0.2 NC 0.71 gb:BC020003.1 /DB_XREF=gi:18043607 /FEA=FLmRNA /CNT=14 /TID=Mm.177551.2 /TIER=FL /STK=2 /UG=Mm.177551 /LL=76025 /UG_GENE=5830420C
MOE430_2_1451703_s_ 2102.4 1949.5 P P 0.000244 0.000244 -0.2 NC 0.69 gb:M11310.1 /DB_XREF=gi:192009 /FEA=FLmRNA /CNT=3 /TID=Mm.1786.2 /TIER=FL /STK=2 /UG=Mm.1786 /LL=11821 /UG_GENE=Aprt /UG_TITLE=ade
MOE430_2_1451720_at 215.1 190.2 P P 0.000732 0.000244 -0.2 NC 0.98 gb:BC007479.1 /DB_XREF=gi:13938644 /FEA=FLmRNA /CNT=117 /TID=Mm.29634.1 /TIER=FL+Stack /STK=63 /UG=Mm.29634 /LL=192293 /UG_GENE=V
MOE430_2_1451723_at 30.8 19.7 P P 0.000244 0.00293 -0.2 NC 0.5 gb:BC018506.1 /DB_XREF=gi:17391191 /FEA=FLmRNA /CNT=159 /TID=Mm.28374.1 /TIER=FL /STK=1 /UG=Mm.28374 /DEF=Mus musculus, clone MGC:2



MOE430_2_1451746_a_ 107.5 82.8 P P 0.001221 0.000244 -0.2 NC 0.5 gb:AB066216.1 /DB_XREF=gi:14861093 /GEN=mAPG12 /FEA=FLmRNA /CNT=36 /TID=Mm.9852.2 /TIER=FL /STK=1 /UG=Mm.9852 /LL=67526 /DEF=Mus
MOE430_2_1451747_a_ 263 267 P P 0.000244 0.000732 -0.2 NC 0.91 gb:AK016474.1 /DB_XREF=gi:12855223 /FEA=FLmRNA /CNT=36 /TID=Mm.9852.2 /TIER=Stack /STK=11 /UG=Mm.9852 /LL=67526 /UG_GENE=Apg12l /U
MOE430_2_1451749_at 17.2 20.5 P A 0.03 0.08 -0.2 NC 0.5 gb:AF445803.1 /DB_XREF=gi:20219011 /GEN=Irak4 /FEA=FLmRNA /CNT=31 /TID=Mm.159942.2 /TIER=FL /STK=1 /UG=Mm.159942 /LL=77562 /DEF=Mu
MOE430_2_1451777_at 9 9.6 A P 0.21 0.01 -0.2 NC 0.07 gb:BC013672.1 /DB_XREF=gi:15559222 /FEA=FLmRNA /CNT=22 /TID=Mm.33332.1 /TIER=FL /STK=1 /UG=Mm.33332 /DEF=Mus musculus, Similar to hypo
MOE430_2_1451795_at 40.5 47.4 A A 0.08 0.09 -0.2 NC 0.5 gb:BM226574 /DB_XREF=gi:17788544 /DB_XREF=K0230A11-3 /CLONE=K0230A11 /FEA=FLmRNA /CNT=19 /TID=Mm.218875.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1451816_at 69.4 61.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC019546.1 /DB_XREF=gi:18044542 /FEA=FLmRNA /CNT=14 /TID=Mm.76755.1 /TIER=FL /STK=1 /UG=Mm.76755 /LL=74701 /UG_GENE=4930515K21
MOE430_2_1451850_at 1.3 1.7 A A 0.88 0.85 -0.2 NC 0.5 gb:M22958.1 /DB_XREF=gi:200479 /FEA=FLmRNA /CNT=3 /TID=Mm.2752.3 /TIER=FL /STK=1 /UG=Mm.2752 /LL=19116 /UG_GENE=Prlr /UG_TITLE=prol
MOE430_2_1451956_a_ 391.5 315.9 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AF226605.1 /DB_XREF=gi:7582321 /FEA=FLmRNA /CNT=1 /TID=Mm.22745.2 /TIER=FL /STK=1 /UG=Mm.22745 /LL=18391 /UG_GENE=Oprs1 /DEF=M
MOE430_2_1451965_at 8 6 A A 0.14 0.36 -0.2 NC 0.5 gb:AY058908.1 /DB_XREF=gi:16902041 /FEA=FLmRNA /CNT=1 /TID=Mm.220161.1 /TIER=FL /STK=1 /UG=Mm.220161 /DEF=Mus musculus anti-human C
MOE430_2_1451974_at 783.9 716.2 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BC026804.1 /DB_XREF=gi:20071295 /FEA=FLmRNA /CNT=98 /TID=Mm.11582.1 /TIER=FL+Stack /STK=47 /UG=Mm.11582 /DEF=Mus musculus, clone 
MOE430_2_1451981_at 1047.1 926 P P 0.000244 0.000244 -0.2 NC 0.85 gb:AF303106.1 /DB_XREF=gi:13183567 /GEN=Gtrgeo22 /FEA=FLmRNA /CNT=61 /TID=Mm.22623.1 /TIER=FL+Stack /STK=39 /UG=Mm.22623 /DEF=Mus 
MOE430_2_1451998_at 21 30.1 P P 0.01 0.00293 -0.2 NC 0.5 gb:BC024597.1 /DB_XREF=gi:19354265 /FEA=FLmRNA /CNT=44 /TID=Mm.72041.1 /TIER=FL+Stack /STK=22 /UG=Mm.72041 /LL=75812 /UG_GENE=4930
MOE430_2_1452000_s_ 1161.6 963.6 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BC008612.1 /DB_XREF=gi:14250360 /FEA=FLmRNA /CNT=109 /TID=Mm.28688.1 /TIER=FL+Stack /STK=19 /UG=Mm.28688 /LL=20226 /UG_GENE=Sa
MOE430_2_1452006_x_ 64.7 49.4 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BB417508 /DB_XREF=gi:16423378 /DB_XREF=BB417508 /CLONE=C530003O14 /FEA=FLmRNA /CNT=37 /TID=Mm.36575.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1452015_at 14.8 10.5 A A 0.21 0.14 -0.2 NC 0.22 gb:AV326978 /DB_XREF=gi:16395597 /DB_XREF=AV326978 /CLONE=6330416G13 /FEA=FLmRNA /CNT=80 /TID=Mm.41523.1 /TIER=Stack /STK=19 /UG
MOE430_2_1452024_a_ 803.8 619.5 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AF030333.1 /DB_XREF=gi:2736283 /FEA=FLmRNA /CNT=6 /TID=Mm.4524.2 /TIER=FL /STK=0 /UG=Mm.4524 /LL=16825 /UG_GENE=Ldb1 /DEF=Mus 
MOE430_2_1452032_at 2613.3 2143.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:BI687658 /DB_XREF=gi:15650286 /DB_XREF=603312653F1 /CLONE=IMAGE:5352685 /FEA=FLmRNA /CNT=551 /TID=Mm.30039.2 /TIER=Stack /STK=3
MOE430_2_1452054_at 125.4 99.6 P P 0.001953 0.00415 -0.2 NC 0.98 gb:BB796558 /DB_XREF=gi:16966177 /DB_XREF=BB796558 /CLONE=G4D0009K09 /FEA=FLmRNA /CNT=190 /TID=Mm.19799.1 /TIER=Stack /STK=22 /U
MOE430_2_1452062_at 404.2 339.6 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BB246540 /DB_XREF=gi:16355488 /DB_XREF=BB246540 /CLONE=A730014O14 /FEA=FLmRNA /CNT=92 /TID=Mm.27703.1 /TIER=Stack /STK=25 /UG
MOE430_2_1452069_a_ 848 767.3 P P 0.000244 0.000732 -0.2 NC 0.87 gb:BM210680 /DB_XREF=gi:17767616 /DB_XREF=C0668F10-3 /CLONE=C0668F10 /FEA=FLmRNA /CNT=45 /TID=Mm.10174.1 /TIER=Stack /STK=22 /UG
MOE430_2_1452083_a_ 250 195.8 P P 0.000244 0.000244 -0.2 NC 0.55 gb:BM199789 /DB_XREF=gi:17752788 /DB_XREF=C0200G07-3 /CLONE=C0200G07 /FEA=FLmRNA /CNT=137 /TID=Mm.8211.4 /TIER=Stack /STK=17 /UG
MOE430_2_1452088_at 98.2 93.7 P P 0.001953 0.001953 -0.2 NC 0.93 gb:BB703419 /DB_XREF=gi:16052254 /DB_XREF=BB703419 /CLONE=7420452A21 /FEA=FLmRNA /CNT=388 /TID=Mm.3774.1 /TIER=Stack /STK=104 /U
MOE430_2_1452097_a_ 65.6 62.6 P P 0.03 0.01 -0.2 NC 0.5 gb:BB324811 /DB_XREF=gi:16403532 /DB_XREF=BB324811 /CLONE=B430111N18 /FEA=FLmRNA /CNT=101 /TID=Mm.28030.1 /TIER=Stack /STK=38 /U
MOE430_2_1452100_at 842.7 723 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AV162210 /DB_XREF=gi:16383382 /DB_XREF=AV162210 /CLONE=3110001F03 /FEA=FLmRNA /CNT=132 /TID=Mm.41678.1 /TIER=Stack /STK=27 /U
MOE430_2_1452124_at 705.6 370.1 P P 0.00415 0.000244 -0.2 NC 0.82 gb:BB628935 /DB_XREF=gi:16466236 /DB_XREF=BB628935 /CLONE=9630043K16 /FEA=FLmRNA /CNT=63 /TID=Mm.3526.5 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1452132_at 114.7 97.6 P P 0.000732 0.001221 -0.2 NC 0.93 gb:BE951033 /DB_XREF=gi:10589963 /DB_XREF=UI-M-BH4-azp-h-02-0-UI.s1 /CLONE=UI-M-BH4-azp-h-02-0-UI /FEA=FLmRNA /CNT=54 /TID=Mm.28
MOE430_2_1452153_at 592.8 563.4 P P 0.000244 0.000244 -0.2 NC 0.76 gb:AF184275.1 /DB_XREF=gi:6063136 /FEA=mRNA /CNT=153 /TID=Mm.24088.1 /TIER=Stack /STK=103 /UG=Mm.24088 /LL=50755 /UG_GENE=Fbxo18 /
MOE430_2_1452156_a_ 3818.4 3330.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:AY032852.1 /DB_XREF=gi:14031054 /FEA=mRNA /CNT=140 /TID=Mm.22330.3 /TIER=Stack /STK=96 /UG=Mm.22330 /LL=64652 /UG_GENE=Nisch /DE
MOE430_2_1452180_at 8.9 9.8 A A 0.19 0.19 -0.2 NC 0.5 gb:BG065238 /DB_XREF=gi:12547801 /DB_XREF=H3028G11-3 /CLONE=H3028G11 /FEA=mRNA /CNT=207 /TID=Mm.28483.1 /TIER=Stack /STK=37 /UG=
MOE430_2_1452187_at 194.1 197.3 P P 0.000732 0.001221 -0.2 NC 0.5 gb:BB541007 /DB_XREF=gi:9612230 /DB_XREF=BB541007 /CLONE=E130111K11 /FEA=mRNA /CNT=151 /TID=Mm.46706.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1452198_at 555 464.1 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AF176524.1 /DB_XREF=gi:6456099 /FEA=mRNA /CNT=125 /TID=Mm.86406.1 /TIER=Stack /STK=65 /UG=Mm.86406 /LL=30841 /UG_GENE=Fbxl10 /DE
MOE430_2_1452200_at 153.4 197.9 P P 0.000244 0.000244 -0.2 NC 0.68 gb:BF100837 /DB_XREF=gi:10883363 /DB_XREF=601753772F1 /CLONE=IMAGE:3981545 /FEA=mRNA /CNT=154 /TID=Mm.20491.1 /TIER=Stack /STK=64
MOE430_2_1452217_at 2653.7 2362.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BE570050 /DB_XREF=gi:9813770 /DB_XREF=601332076F1 /CLONE=IMAGE:3709507 /FEA=mRNA /CNT=127 /TID=Mm.203866.1 /TIER=Stack /STK=45
MOE430_2_1452233_at 627.2 516.4 P P 0.000244 0.000244 -0.2 NC 0.86 gb:BG071908 /DB_XREF=gi:12554477 /DB_XREF=H3104E06-3 /CLONE=H3104E06 /FEA=mRNA /CNT=65 /TID=Mm.196634.1 /TIER=Stack /STK=40 /UG=
MOE430_2_1452253_at 11.5 32.6 P P 0.000244 0.00293 -0.2 NC 0.5 gb:AK018666.1 /DB_XREF=gi:12858488 /FEA=mRNA /CNT=125 /TID=Mm.19271.1 /TIER=Stack /STK=34 /UG=Mm.19271 /LL=50766 /UG_GENE=Crim1 /U
MOE430_2_1452258_at 76.2 63.3 P P 0.001953 0.01 -0.2 NC 0.73 gb:BB053757 /DB_XREF=gi:15404112 /DB_XREF=BB053757 /CLONE=6720465M13 /FEA=mRNA /CNT=192 /TID=Mm.18898.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452259_at 111.3 95 P P 0.001221 0.00415 -0.2 NC 0.94 gb:BB308157 /DB_XREF=gi:15411380 /DB_XREF=BB308157 /CLONE=B230218M23 /FEA=mRNA /CNT=192 /TID=Mm.18898.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452271_at 87.5 86.9 P P 0.001953 0.001953 -0.2 NC 0.55 gb:AV337591 /DB_XREF=gi:16396503 /DB_XREF=AV337591 /CLONE=6430402B12 /FEA=mRNA /CNT=136 /TID=Mm.220954.1 /TIER=Stack /STK=18 /UG
MOE430_2_1452281_at 138 102.7 P P 0.000244 0.000244 -0.2 NC 0.71 gb:Z11664.1 /DB_XREF=gi:54136 /FEA=mRNA /CNT=54 /TID=Mm.3770.1 /TIER=Stack /STK=25 /UG=Mm.3770 /LL=20663 /UG_GENE=Sos2 /DEF=M.musc
MOE430_2_1452285_a_ 5425.1 4843.8 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AK002778.1 /DB_XREF=gi:12833011 /FEA=mRNA /CNT=202 /TID=Mm.182962.1 /TIER=Stack /STK=24 /UG=Mm.182962 /LL=66085 /UG_GENE=Eif3s5 
MOE430_2_1452292_at 934.5 885.6 P P 0.000244 0.000244 -0.2 NC 0.73 gb:AV271093 /DB_XREF=gi:15405449 /DB_XREF=AV271093 /CLONE=4931405M20 /FEA=mRNA /CNT=124 /TID=Mm.39053.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1452342_at 364.4 368.9 P P 0.000244 0.000244 -0.2 NC 0.57 gb:AW542721 /DB_XREF=gi:7185138 /DB_XREF=C0161A05-3 /CLONE=C0161A05 /FEA=mRNA /CNT=39 /TID=Mm.18542.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1452375_at 114 106.4 P P 0.005859 0.005859 -0.2 NC 0.89 gb:BB282093 /DB_XREF=gi:15411139 /DB_XREF=BB282093 /CLONE=A930035F14 /FEA=mRNA /CNT=172 /TID=Mm.218879.1 /TIER=Stack /STK=14 /UG
MOE430_2_1452383_at 16 11.5 P P 0.02 0.03 -0.2 NC 0.36 gb:BE376079 /DB_XREF=gi:9321444 /DB_XREF=601228423F1 /CLONE=IMAGE:3592517 /FEA=mRNA /CNT=39 /TID=Mm.79728.1 /TIER=ConsEnd /STK=0 
MOE430_2_1452402_at 17.8 18.9 P P 0.000244 0.00293 -0.2 NC 0.5 gb:BC024836.1 /DB_XREF=gi:19354150 /FEA=mRNA /CNT=10 /TID=Mm.209111.1 /TIER=ConsEnd /STK=6 /UG=Mm.209111 /UG_TITLE=Mus musculus, clo
MOE430_2_1452428_a_ 3980.6 3747.3 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AI099111 /DB_XREF=gi:3448636 /DB_XREF=ue39f04.y1 /CLONE=IMAGE:1482751 /FEA=mRNA /CNT=26 /TID=Mm.163.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1452435_at 101.7 72.8 P P 0.01 0.01 -0.2 NC 0.93 gb:BQ180383 /DB_XREF=gi:20355862 /DB_XREF=UI-M-EX0-bxb-i-02-0-UI.r1 /CLONE=IMAGE:5705929 /FEA=mRNA /CNT=28 /TID=Mm.220310.1 /TIER=
MOE430_2_1452446_a_ 901.1 736.1 P P 0.000244 0.000244 -0.2 D 0.99 gb:BC016187.1 /DB_XREF=gi:16740605 /FEA=mRNA /CNT=11 /TID=Mm.101274.1 /TIER=ConsEnd /STK=0 /UG=Mm.101274 /LL=72053 /UG_GENE=20100
MOE430_2_1452481_at 18 18.1 A A 0.08 0.21 -0.2 NC 0.5 gb:BC019788.1 /DB_XREF=gi:18044050 /FEA=mRNA /CNT=4 /TID=Mm.215156.1 /TIER=ConsEnd /STK=0 /UG=Mm.215156 /UG_TITLE=Mus musculus, clon
MOE430_2_1452483_a_ 206.6 187.1 P P 0.001221 0.001221 -0.2 NC 0.78 gb:X66083.1 /DB_XREF=gi:53677 /GEN=Pgp-1 /FEA=mRNA /CNT=3 /TID=Mm.24138.2 /TIER=ConsEnd /STK=0 /UG=Mm.24138 /LL=12505 /DEF=M.muscu
MOE430_2_1452523_a_ 40.4 38.1 P P 0.02 0.00293 -0.2 NC 0.2 gb:BC008614.1 /DB_XREF=gi:14250364 /FEA=mRNA /CNT=1 /TID=Mm.30095.2 /TIER=ConsEnd /STK=0 /UG=Mm.30095 /LL=67736 /UG_GENE=4930527D
MOE430_2_1452541_at 5.5 7.3 A A 0.3 0.66 -0.2 NC 0.5 gb:AJ245854.1 /DB_XREF=gi:11691623 /GEN=Epb4.1l2 /FEA=mRNA /CNT=1 /TID=Mm.215895.1 /TIER=ConsEnd /STK=0 /UG=Mm.215895 /LL=13822 /DE
MOE430_2_1452543_a_ 8.4 6.7 A A 0.5 0.39 -0.2 NC 0.5 gb:X67702.1 /DB_XREF=gi:49690 /FEA=mRNA /CNT=1 /TID=Mm.2258.2 /TIER=ConsEnd /STK=0 /UG=Mm.2258 /LL=22287 /UG_GENE=Scgb1a1 /DEF=M.m
MOE430_2_1452548_x_ 8.1 6.2 A A 0.33 0.33 -0.2 NC 0.5 gb:M16810.1 /DB_XREF=gi:202080 /FEA=mRNA /CNT=1 /TID=Mm.33263.11 /TIER=ConsEnd /STK=0 /UG=Mm.33263 /LL=14964 /UG_GENE=H2-D1 /DEF=
MOE430_2_1452585_at 599.4 510.1 P P 0.000244 0.000244 -0.2 NC 0.8 gb:AK011036.1 /DB_XREF=gi:12846890 /FEA=mRNA /CNT=95 /TID=Mm.38460.1 /TIER=Stack /STK=52 /UG=Mm.38460 /LL=66230 /UG_GENE=1500012D0
MOE430_2_1452601_a_ 332.2 318.8 P P 0.000244 0.000244 -0.2 NC 0.55 gb:AK002470.1 /DB_XREF=gi:12832476 /FEA=mRNA /CNT=27 /TID=Mm.22537.1 /TIER=Stack /STK=19 /UG=Mm.22537 /LL=72482 /UG_GENE=2610100E1
MOE430_2_1452620_at 60 51.4 P P 0.001953 0.01 -0.2 NC 0.79 gb:BB024477 /DB_XREF=gi:15403433 /DB_XREF=BB024477 /CLONE=5330422A11 /FEA=mRNA /CNT=20 /TID=Mm.29856.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1452644_at 2 1.9 A A 0.75 0.72 -0.2 NC 0.5 gb:BG083854 /DB_XREF=gi:12566422 /DB_XREF=H3092H06-5 /CLONE=H3092H06 /FEA=mRNA /CNT=6 /TID=Mm.17563.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1452669_at 534.7 474 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AK012724.1 /DB_XREF=gi:12849662 /FEA=mRNA /CNT=179 /TID=Mm.29424.1 /TIER=Stack /STK=105 /UG=Mm.29424 /LL=66306 /UG_GENE=2810012
MOE430_2_1452673_at 404 315 P P 0.000244 0.000244 -0.2 NC 0.78 gb:BF467250 /DB_XREF=gi:11536433 /DB_XREF=UI-M-CG0p-brq-e-01-0-UI.s1 /CLONE=UI-M-CG0p-brq-e-01-0-UI /FEA=mRNA /CNT=182 /TID=Mm.2
MOE430_2_1452685_at 183.4 142.2 P P 0.000244 0.000244 -0.2 NC 0.54 gb:AK002437.1 /DB_XREF=gi:12832420 /FEA=mRNA /CNT=122 /TID=Mm.36876.2 /TIER=Stack /STK=87 /UG=Mm.36876 /LL=66839 /UG_GENE=0610009O
MOE430_2_1452694_at 639.6 533.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:AK004808.1 /DB_XREF=gi:12836267 /FEA=mRNA /CNT=181 /TID=Mm.22360.1 /TIER=Stack /STK=78 /UG=Mm.22360 /LL=67601 /UG_GENE=1200016D
MOE430_2_1452702_at 315 276.2 P P 0.000244 0.000244 -0.2 NC 0.58 gb:AK009435.1 /DB_XREF=gi:12844229 /FEA=mRNA /CNT=93 /TID=Mm.22727.1 /TIER=Stack /STK=74 /UG=Mm.22727 /LL=28069 /UG_GENE=D17Wsu51
MOE430_2_1452704_at 132.4 117.2 P P 0.001953 0.001221 -0.2 NC 0.83 gb:AK004786.1 /DB_XREF=gi:12836229 /FEA=mRNA /CNT=127 /TID=Mm.29213.1 /TIER=Stack /STK=73 /UG=Mm.29213 /LL=67809 /UG_GENE=1200015F
MOE430_2_1452713_a_ 331.9 253.4 P P 0.000732 0.000244 -0.2 NC 0.75 gb:AK002371.1 /DB_XREF=gi:12832303 /FEA=mRNA /CNT=120 /TID=Mm.29606.1 /TIER=Stack /STK=64 /UG=Mm.29606 /LL=66585 /UG_GENE=0610009C
MOE430_2_1452716_at 25.7 18.9 P P 0.000244 0.001221 -0.2 NC 0.5 gb:AK017688.1 /DB_XREF=gi:12857054 /FEA=mRNA /CNT=112 /TID=Mm.27227.1 /TIER=Stack /STK=63 /UG=Mm.27227 /LL=70564 /UG_GENE=5730469M
MOE430_2_1452724_at 140.2 111.7 P P 0.001953 0.00415 -0.2 NC 0.72 gb:AK013817.1 /DB_XREF=gi:12851322 /FEA=mRNA /CNT=68 /TID=Mm.87649.1 /TIER=Stack /STK=60 /UG=Mm.87649 /LL=73062 /UG_GENE=Ppp1r16a /
MOE430_2_1452732_at 2.2 2.7 A A 0.6 0.56 -0.2 NC 0.5 gb:AK004007.1 /DB_XREF=gi:12835009 /FEA=mRNA /CNT=110 /TID=Mm.183043.1 /TIER=Stack /STK=57 /UG=Mm.183043 /LL=67855 /UG_GENE=230000
MOE430_2_1452744_at 35.9 33.2 P P 0.01 0.03 -0.2 NC 0.96 gb:BB547211 /DB_XREF=gi:16447543 /DB_XREF=BB547211 /CLONE=E130317D05 /FEA=mRNA /CNT=113 /TID=Mm.46790.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1452777_a_ 250.1 234.4 P P 0.000732 0.001221 -0.2 NC 0.93 gb:BG066220 /DB_XREF=gi:12548789 /DB_XREF=H3040D04-3 /CLONE=H3040D04 /FEA=mRNA /CNT=171 /TID=Mm.5856.2 /TIER=Stack /STK=39 /UG=M
MOE430_2_1452787_a_ 2222.8 2019.7 P P 0.000244 0.000244 -0.2 NC 0.91 gb:AK020120.1 /DB_XREF=gi:12860606 /GEN=Hrmt1l2 /FEA=mRNA /CNT=44 /TID=Mm.27545.3 /TIER=Stack /STK=41 /UG=Mm.27545 /LL=15469 /UG_TI
MOE430_2_1452805_at 166.2 126.1 P P 0.001221 0.001221 -0.2 NC 0.8 gb:AK017508.1 /DB_XREF=gi:12856779 /GEN=D11Wsu47e /FEA=mRNA /CNT=49 /TID=Mm.34092.1 /TIER=Stack /STK=38 /UG=Mm.34092 /UG_TITLE=Mu
MOE430_2_1452817_at 110.3 87.6 P P 0.000732 0.000244 -0.2 NC 0.6 gb:AK010447.1 /DB_XREF=gi:12845899 /FEA=mRNA /CNT=56 /TID=Mm.44902.1 /TIER=Stack /STK=35 /UG=Mm.44902 /LL=69726 /UG_GENE=2410008A1
MOE430_2_1452856_at 252.9 227.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK004085.1 /DB_XREF=gi:12835128 /FEA=mRNA /CNT=85 /TID=Mm.29496.1 /TIER=Stack /STK=27 /UG=Mm.29496 /LL=68658 /UG_GENE=1110034C1
MOE430_2_1452873_at 109.9 96.7 P P 0.00415 0.00415 -0.2 NC 0.5 gb:AK017931.1 /DB_XREF=gi:12857431 /FEA=mRNA /CNT=54 /TID=Mm.45973.1 /TIER=Stack /STK=25 /UG=Mm.45973 /LL=74753 /UG_GENE=5830415F0
MOE430_2_1452888_at 87.2 80.9 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AK004090.1 /DB_XREF=gi:12835134 /FEA=mRNA /CNT=38 /TID=Mm.7705.1 /TIER=Stack /STK=24 /UG=Mm.7705 /LL=73747 /UG_GENE=1110034G24R
MOE430_2_1452896_at 824 744.5 P P 0.000244 0.000244 -0.2 NC 0.76 gb:AK011217.1 /DB_XREF=gi:12847196 /FEA=mRNA /CNT=33 /TID=Mm.196468.1 /TIER=Stack /STK=23 /UG=Mm.196468 /LL=70051 /UG_GENE=2600014
MOE430_2_1452902_at 190.9 201.4 P P 0.000244 0.000244 -0.2 NC 0.93 gb:AK011939.1 /DB_XREF=gi:12848371 /FEA=mRNA /CNT=47 /TID=Mm.27121.1 /TIER=Stack /STK=22 /UG=Mm.27121 /LL=70451 /UG_GENE=2610209N1
MOE430_2_1452905_at 1406 1237.3 P P 0.000244 0.000244 -0.2 NC 0.87 gb:AV015833 /DB_XREF=gi:4792825 /DB_XREF=AV015833 /CLONE=1110061M07 /FEA=mRNA /CNT=133 /TID=Mm.41602.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1452920_a_ 794.6 702.1 P P 0.000244 0.000244 -0.2 NC 0.58 gb:AK009460.1 /DB_XREF=gi:12844269 /FEA=mRNA /CNT=27 /TID=Mm.218627.2 /TIER=Stack /STK=20 /UG=Mm.218627 /LL=66053 /UG_GENE=Ppil2 /U
MOE430_2_1452930_at 2.3 2.1 A A 0.63 0.78 -0.2 NC 0.55 gb:AK018140.1 /DB_XREF=gi:12857721 /FEA=mRNA /CNT=41 /TID=Mm.40107.1 /TIER=ConsEnd /STK=0 /UG=Mm.40107 /LL=68264 /UG_GENE=4930524
MOE430_2_1452972_at 117.4 111.5 P P 0.001953 0.001953 -0.2 NC 0.5 gb:AK005950.1 /DB_XREF=gi:12838798 /FEA=mRNA /CNT=38 /TID=Mm.37581.1 /TIER=Stack /STK=16 /UG=Mm.37581 /LL=75516 /UG_GENE=1700013G2
MOE430_2_1452976_a_ 50.4 41.7 P P 0.005859 0.02 -0.2 NC 0.78 gb:AK004710.1 /DB_XREF=gi:12836083 /GEN=Slc9a3r2 /FEA=mRNA /CNT=23 /TID=Mm.21587.2 /TIER=Stack /STK=16 /UG=Mm.21587 /LL=65962 /UG_T
MOE430_2_1453019_at 69.2 54.9 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AI413460 /DB_XREF=gi:4256964 /DB_XREF=me77c01.x1 /CLONE=IMAGE:401568 /FEA=mRNA /CNT=67 /TID=Mm.141773.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1453071_s_ 215.7 245.4 P P 0.001953 0.001953 -0.2 NC 0.78 gb:BG073351 /DB_XREF=gi:12555920 /DB_XREF=H3121F03-3 /CLONE=H3121F03 /FEA=mRNA /CNT=27 /TID=Mm.37681.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1453074_at 20.6 27.2 P P 0.02 0.03 -0.2 NC 0.5 gb:AK004912.1 /DB_XREF=gi:12836454 /FEA=mRNA /CNT=29 /TID=Mm.33024.1 /TIER=Stack /STK=8 /UG=Mm.33024 /LL=68440 /UG_GENE=1300005N15
MOE430_2_1453098_at 15.5 12.2 A A 0.14 0.27 -0.2 NC 0.5 gb:AK014389.1 /DB_XREF=gi:12852205 /GEN=Gria2 /FEA=mRNA /CNT=95 /TID=Mm.4921.2 /TIER=Stack /STK=59 /UG=Mm.4921 /LL=14800 /UG_TITLE=
MOE430_2_1453117_at 25.4 15.8 P A 0.03 0.17 -0.2 NC 0.5 gb:AK004931.1 /DB_XREF=gi:12836489 /GEN=Surf4 /FEA=mRNA /CNT=39 /TID=Mm.2795.2 /TIER=Stack /STK=35 /UG=Mm.2795 /LL=20932 /UG_TITLE=
MOE430_2_1453118_s_ 7825.3 6913.7 P P 0.000244 0.000244 -0.2 NC 0.72 gb:BB859781 /DB_XREF=gi:17101235 /DB_XREF=BB859781 /CLONE=G430009O12 /FEA=mRNA /CNT=89 /TID=Mm.220968.1 /TIER=Stack /STK=33 /UG=
MOE430_2_1453120_at 578.3 449.5 P P 0.000244 0.000244 -0.2 NC 0.94 gb:AK013100.1 /DB_XREF=gi:12850250 /FEA=mRNA /CNT=66 /TID=Mm.34189.1 /TIER=Stack /STK=32 /UG=Mm.34189 /LL=72165 /UG_GENE=2810417D0
MOE430_2_1453159_at 56.4 52.1 P P 0.000732 0.000732 -0.2 NC 0.53 gb:AK006489.1 /DB_XREF=gi:12839616 /FEA=mRNA /CNT=29 /TID=Mm.29178.1 /TIER=Stack /STK=19 /UG=Mm.29178 /LL=71877 /UG_GENE=1700029F2
MOE430_2_1453199_at 389.5 291.7 P P 0.001953 0.001953 -0.2 NC 0.51 gb:AK011781.1 /DB_XREF=gi:12848121 /FEA=mRNA /CNT=43 /TID=Mm.22537.2 /TIER=Stack /STK=14 /UG=Mm.22537 /LL=72482 /UG_GENE=2610100E1
MOE430_2_1453205_at 8 6.5 A A 0.14 0.11 -0.2 NC 0.27 gb:AK006511.1 /DB_XREF=gi:12839650 /FEA=mRNA /CNT=15 /TID=Mm.55734.1 /TIER=Stack /STK=14 /UG=Mm.55734 /LL=69496 /UG_GENE=1700029M2
MOE430_2_1453247_at 206.7 181.2 P P 0.000732 0.001221 -0.2 NC 0.6 gb:BE949501 /DB_XREF=gi:10527260 /DB_XREF=UI-M-CC0-axx-g-10-0-UI.s1 /CLONE=UI-M-CC0-axx-g-10-0-UI /FEA=mRNA /CNT=14 /TID=Mm.3278
MOE430_2_1453278_a_ 47.3 43.7 P A 0.005859 0.08 -0.2 NC 0.66 gb:AV273445 /DB_XREF=gi:16390319 /DB_XREF=AV273445 /CLONE=4932411E05 /FEA=mRNA /CNT=11 /TID=Mm.196382.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1453364_x_ 8.1 10.7 A P 0.06 0.02 -0.2 NC 0.5 gb:AK020267.1 /DB_XREF=gi:12860801 /FEA=mRNA /CNT=20 /TID=Mm.200950.1 /TIER=ConsEnd /STK=4 /UG=Mm.200950 /LL=78921 /UG_GENE=91300
MOE430_2_1453367_a_ 575.6 510.6 P P 0.000244 0.000244 -0.2 NC 0.68 gb:BB178770 /DB_XREF=gi:8837853 /DB_XREF=BB178770 /CLONE=A230075M17 /FEA=mRNA /CNT=14 /TID=Mm.23572.2 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1453388_at 1.5 1.7 A A 0.93 0.94 -0.2 NC 0.6 gb:AK016835.1 /DB_XREF=gi:12855782 /FEA=mRNA /CNT=7 /TID=Mm.61287.1 /TIER=ConsEnd /STK=4 /UG=Mm.61287 /LL=71082 /UG_GENE=4933416M
MOE430_2_1453406_a_ 290.7 249.1 P P 0.000244 0.000244 -0.2 NC 0.72 gb:AK012286.1 /DB_XREF=gi:12848934 /FEA=mRNA /CNT=5 /TID=Mm.41555.2 /TIER=ConsEnd /STK=4 /UG=Mm.41555 /LL=100972 /UG_GENE=AW49649
MOE430_2_1453435_a_ 11.1 7.2 P A 0.008057 0.3 -0.2 NC 0.5 gb:AK009753.1 /DB_XREF=gi:12844739 /FEA=mRNA /CNT=8 /TID=Mm.34838.1 /TIER=ConsEnd /STK=3 /UG=Mm.34838 /LL=76463 /UG_GENE=2310042I2
MOE430_2_1453436_at 14.9 15.4 A P 0.19 0.01 -0.2 NC 0.5 gb:BE956832 /DB_XREF=gi:10601771 /DB_XREF=UI-M-BG2-bbo-g-11-0-UI.s1 /CLONE=UI-M-BG2-bbo-g-11-0-UI /FEA=mRNA /CNT=7 /TID=Mm.15101
MOE430_2_1453467_s_ 7411.6 6792.1 P P 0.000244 0.000244 -0.2 NC 0.79 gb:BM207059 /DB_XREF=gi:17762776 /DB_XREF=C0607C05-3 /CLONE=C0607C05 /FEA=mRNA /CNT=22 /TID=Mm.643.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453475_at 258.5 174 P P 0.000244 0.000732 -0.2 NC 0.71 gb:BM123601 /DB_XREF=gi:17107369 /DB_XREF=L0527F12-3 /CLONE=L0527F12 /FEA=mRNA /CNT=13 /TID=Mm.218473.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453500_at 17.6 12.2 A A 0.19 0.36 -0.2 NC 0.36 gb:AK018458.1 /DB_XREF=gi:12858169 /FEA=mRNA /CNT=7 /TID=Mm.158714.1 /TIER=ConsEnd /STK=2 /UG=Mm.158714 /LL=71519 /UG_GENE=843043
MOE430_2_1453562_a_ 121.9 79.9 P P 0.00293 0.00415 -0.2 NC 0.5 gb:AK012340.1 /DB_XREF=gi:12849016 /FEA=mRNA /CNT=32 /TID=Mm.28451.1 /TIER=ConsEnd /STK=1 /UG=Mm.28451 /LL=67824 /UG_GENE=1110025
MOE430_2_1453582_at 23 18 P A 0.03 0.06 -0.2 NC 0.69 gb:BB129366 /DB_XREF=gi:16266198 /DB_XREF=BB129366 /CLONE=9630038H17 /FEA=mRNA /CNT=17 /TID=Mm.220354.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453584_at 3.6 2 A A 0.43 0.63 -0.2 NC 0.95 gb:AK007188.1 /DB_XREF=gi:12840591 /FEA=mRNA /CNT=11 /TID=Mm.31304.1 /TIER=ConsEnd /STK=1 /UG=Mm.31304 /LL=73581 /UG_GENE=1700112
MOE430_2_1453595_at 11.3 8.9 P A 0.01 0.19 -0.2 NC 0.55 gb:AV154597 /DB_XREF=gi:5370698 /DB_XREF=AV154597 /CLONE=2900064B18 /FEA=mRNA /CNT=10 /TID=Mm.132384.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453601_at 37.2 36.4 P P 0.008057 0.001953 -0.2 NC 0.5 gb:AK017247.1 /DB_XREF=gi:12856389 /FEA=mRNA /CNT=12 /TID=Mm.68066.1 /TIER=ConsEnd /STK=1 /UG=Mm.68066 /LL=74497 /UG_GENE=5430400
MOE430_2_1453609_s_ 47.6 40.1 P P 0.008057 0.03 -0.2 NC 0.6 gb:AK011186.1 /DB_XREF=gi:12847144 /FEA=mRNA /CNT=7 /TID=Mm.86436.1 /TIER=ConsEnd /STK=1 /UG=Mm.86436 /LL=74193 /UG_GENE=2600011L
MOE430_2_1453612_at 12.1 12.8 P P 0.02 0.000244 -0.2 NC 0.15 gb:AV254337 /DB_XREF=gi:16388040 /DB_XREF=AV254337 /CLONE=4921509E01 /FEA=mRNA /CNT=7 /TID=Mm.46422.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453620_at 19.4 20.4 A A 0.14 0.17 -0.2 NC 0.49 gb:AW488544 /DB_XREF=gi:7058814 /DB_XREF=UI-M-BH3-arq-h-03-0-UI.s1 /CLONE=UI-M-BH3-arq-h-03-0-UI /FEA=mRNA /CNT=6 /TID=Mm.133159
MOE430_2_1453640_at 16.8 20.9 A A 0.11 0.24 -0.2 NC 0.59 gb:AK008754.1 /DB_XREF=gi:12843143 /FEA=mRNA /CNT=5 /TID=Mm.175713.1 /TIER=ConsEnd /STK=1 /UG=Mm.175713 /LL=76957 /UG_GENE=221001
MOE430_2_1453642_at 5.3 3 A A 0.78 0.46 -0.2 NC 0.5 gb:AK020377.1 /DB_XREF=gi:12860947 /FEA=mRNA /CNT=5 /TID=Mm.158175.1 /TIER=ConsEnd /STK=1 /UG=Mm.158175 /LL=67791 /UG_GENE=653041
MOE430_2_1453702_at 1.3 0.3 A A 0.63 0.98 -0.2 NC 0.95 gb:AK016452.1 /DB_XREF=gi:12855190 /FEA=mRNA /CNT=3 /TID=Mm.158516.1 /TIER=ConsEnd /STK=1 /UG=Mm.158516 /LL=70976 /UG_GENE=493141
MOE430_2_1453708_a_ 62 67 P P 0.000732 0.001953 -0.2 NC 0.72 gb:AK019582.1 /DB_XREF=gi:12859868 /FEA=mRNA /CNT=3 /TID=Mm.63791.2 /TIER=ConsEnd /STK=1 /UG=Mm.63791 /LL=68214 /UG_GENE=1700020F
MOE430_2_1453724_a_ 5024.2 4108.5 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AK012411.1 /DB_XREF=gi:12849137 /GEN=Serpinf1 /FEA=mRNA /CNT=30 /TID=Mm.2044.2 /TIER=ConsEnd /STK=0 /UG=Mm.2044 /LL=20317 /UG_TI
MOE430_2_1453762_at 195.8 167.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK010160.1 /DB_XREF=gi:12845407 /FEA=mRNA /CNT=24 /TID=Mm.155664.1 /TIER=ConsEnd /STK=0 /UG=Mm.155664 /LL=70406 /UG_GENE=23100
MOE430_2_1453782_at 13.8 10.4 A P 0.12 0.00415 -0.2 NC 0.5 gb:BI737125 /DB_XREF=gi:15714138 /DB_XREF=603360732F1 /CLONE=IMAGE:5368158 /FEA=mRNA /CNT=17 /TID=Mm.102470.1 /TIER=ConsEnd /STK=
MOE430_2_1453830_at 11.3 11.9 A A 0.09 0.14 -0.2 NC 0.5 gb:BB642740 /DB_XREF=gi:16477544 /DB_XREF=BB642740 /CLONE=A930034D11 /FEA=mRNA /CNT=6 /TID=Mm.18203.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453832_at 12.7 11.3 A P 0.14 0.03 -0.2 NC 0.3 gb:BG277179 /DB_XREF=gi:13072223 /DB_XREF=ux40e05.y1 /CLONE=IMAGE:3512912 /FEA=mRNA /CNT=5 /TID=Mm.110515.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1453837_at 7.1 9.6 A A 0.33 0.3 -0.2 NC 0.5 gb:BB867666 /DB_XREF=gi:17113876 /DB_XREF=BB867666 /CLONE=G4D0009I12 /FEA=mRNA /CNT=5 /TID=Mm.86945.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1453893_at 0.8 0.5 A A 0.96 0.98 -0.2 NC 0.81 gb:AK016796.1 /DB_XREF=gi:12855724 /FEA=mRNA /CNT=3 /TID=Mm.158553.1 /TIER=ConsEnd /STK=2 /UG=Mm.158553 /LL=71071 /UG_GENE=493341
MOE430_2_1453915_a_ 532.3 446.4 P P 0.000732 0.000732 -0.2 NC 0.97 gb:AK012071.1 /DB_XREF=gi:12848583 /FEA=mRNA /CNT=2 /TID=Mm.17823.2 /TIER=ConsEnd /STK=1 /UG=Mm.17823 /LL=72144 /UG_GENE=2610507O
MOE430_2_1453931_at 0.7 0.5 A A 0.98 0.97 -0.2 NC 0.7 gb:AK017553.1 /DB_XREF=gi:12856846 /FEA=mRNA /CNT=2 /TID=Mm.158385.1 /TIER=ConsEnd /STK=1 /UG=Mm.158385 /LL=70486 /UG_GENE=573041
MOE430_2_1453938_at 3.7 4 A A 0.63 0.63 -0.2 NC 0.5 gb:AK020395.1 /DB_XREF=gi:12860968 /FEA=mRNA /CNT=2 /TID=Mm.159933.1 /TIER=ConsEnd /STK=1 /UG=Mm.159933 /LL=77516 /UG_GENE=933019
MOE430_2_1453953_at 7.2 9.1 A A 0.17 0.14 -0.2 NC 0.5 gb:AK018624.1 /DB_XREF=gi:12858426 /FEA=mRNA /CNT=2 /TID=Mm.100110.1 /TIER=ConsEnd /STK=1 /UG=Mm.100110 /LL=71581 /UG_GENE=913001
MOE430_2_1454002_at 27.5 16.8 A A 0.17 0.24 -0.2 NC 0.45 gb:AK012512.1 /DB_XREF=gi:12849304 /FEA=mRNA /CNT=2 /TID=Mm.171389.1 /TIER=ConsEnd /STK=0 /UG=Mm.171389 /LL=77009 /UG_GENE=270007
MOE430_2_1454009_at 2 1.1 A A 0.72 0.9 -0.2 NC 0.5 gb:AK005784.1 /DB_XREF=gi:12838536 /FEA=mRNA /CNT=2 /TID=Mm.156899.1 /TIER=ConsEnd /STK=0 /UG=Mm.156899 /LL=69349 /UG_GENE=170000
MOE430_2_1454026_a_ 4.5 1.8 A A 0.63 0.87 -0.2 NC 0.5 gb:AK015722.1 /DB_XREF=gi:12854166 /FEA=mRNA /CNT=1 /TID=Mm.17554.6 /TIER=ConsEnd /STK=0 /UG=Mm.17554 /LL=50780 /UG_GENE=Rgs3 /UG
MOE430_2_1454028_at 2.6 1.4 A A 0.82 0.72 -0.2 NC 0.5 gb:AK016424.1 /DB_XREF=gi:12855143 /FEA=mRNA /CNT=1 /TID=Mm.158511.1 /TIER=ConsEnd /STK=0 /UG=Mm.158511 /LL=70963 /UG_GENE=493140
MOE430_2_1454075_s_ 76.5 65.2 P P 0.00415 0.008057 -0.2 NC 0.94 gb:BC021366.1 /DB_XREF=gi:18204051 /FEA=mRNA /CNT=1 /TID=Mm.219558.1 /TIER=ConsEnd /STK=0 /UG=Mm.219558 /UG_TITLE=Mus musculus, Sim
MOE430_2_1454079_at 0.9 2.4 A A 0.39 0.53 -0.2 NC 0.5 gb:AK016591.1 /DB_XREF=gi:12855413 /FEA=mRNA /CNT=1 /TID=Mm.195952.1 /TIER=ConsEnd /STK=0 /UG=Mm.195952 /LL=71013 /UG_GENE=493340
MOE430_2_1454135_at 8.5 6.5 A A 0.06 0.36 -0.2 NC 0.66 gb:AK015485.1 /DB_XREF=gi:12853847 /FEA=mRNA /CNT=1 /TID=Mm.159348.1 /TIER=ConsEnd /STK=0 /UG=Mm.159348 /LL=74877 /UG_GENE=493045
MOE430_2_1454161_s_ 774.5 652.8 P P 0.000244 0.000244 -0.2 NC 0.68 gb:AK002308.1 /DB_XREF=gi:12832194 /FEA=mRNA /CNT=1 /TID=Mm.195519.1 /TIER=ConsEnd /STK=0 /UG=Mm.195519 /LL=68321 /UG_GENE=061000
MOE430_2_1454167_at 23.7 15 P A 0.03 0.09 -0.2 NC 0.6 gb:AK007114.1 /DB_XREF=gi:12840490 /GEN=Nr2c2 /FEA=mRNA /CNT=1 /TID=Mm.87062.2 /TIER=ConsEnd /STK=0 /UG=Mm.87062 /LL=64658 /UG_TIT
MOE430_2_1454211_a_ 24.5 21.3 P M 0.03 0.05 -0.2 NC 0.5 gb:AK003320.1 /DB_XREF=gi:12833913 /FEA=mRNA /CNT=1 /TID=Mm.46014.4 /TIER=ConsEnd /STK=0 /UG=Mm.46014 /LL=27428 /UG_GENE=shrm /UG
MOE430_2_1454246_at 0.6 0.4 A A 0.99 0.99 -0.2 NC 0.64 gb:AK006263.1 /DB_XREF=gi:12839266 /FEA=mRNA /CNT=1 /TID=Mm.171528.1 /TIER=ConsEnd /STK=0 /UG=Mm.171528 /LL=75513 /UG_GENE=170002
MOE430_2_1454270_at 12.8 13.2 A A 0.06 0.36 -0.2 NC 0.5 gb:AK021365.1 /DB_XREF=gi:12862235 /GEN=Grifin /FEA=mRNA /CNT=1 /TID=Mm.160040.1 /TIER=ConsEnd /STK=0 /UG=Mm.160040 /LL=77998 /UG_T
MOE430_2_1454289_at 19.4 8.1 A A 0.36 0.33 -0.2 NC 0.5 gb:BF166706 /DB_XREF=gi:11047058 /DB_XREF=601776220F1 /CLONE=IMAGE:4017845 /FEA=mRNA /CNT=4 /TID=Mm.170689.1 /TIER=ConsEnd /STK=0
MOE430_2_1454300_at 0.8 1.3 A A 0.8 0.87 -0.2 NC 0.55 gb:AK016885.1 /DB_XREF=gi:12855856 /FEA=mRNA /CNT=3 /TID=Mm.158591.1 /TIER=ConsEnd /STK=0 /UG=Mm.158591 /LL=71155 /UG_GENE=493342
MOE430_2_1454336_at 12.5 10.1 A A 0.19 0.24 -0.2 NC 0.76 gb:AK013273.1 /DB_XREF=gi:12850538 /FEA=mRNA /CNT=2 /TID=Mm.82176.1 /TIER=ConsEnd /STK=0 /UG=Mm.82176 /UG_TITLE=Mus musculus 10, 11 
MOE430_2_1454365_at 1 0.8 A A 0.91 0.96 -0.2 NC 0.46 gb:AK016124.1 /DB_XREF=gi:12854739 /FEA=mRNA /CNT=2 /TID=Mm.108514.1 /TIER=ConsEnd /STK=0 /UG=Mm.108514 /LL=75249 /UG_GENE=493055
MOE430_2_1454450_at 1.4 0.9 A A 0.85 0.88 -0.2 NC 0.36 gb:AK016277.1 /DB_XREF=gi:12854946 /FEA=mRNA /CNT=1 /TID=Mm.159622.1 /TIER=ConsEnd /STK=0 /UG=Mm.159622 /LL=75917 /UG_GENE=493057
MOE430_2_1454517_at 4.3 3.4 A A 0.19 0.6 -0.2 NC 0.5 gb:AK021065.1 /DB_XREF=gi:12861838 /FEA=mRNA /CNT=1 /TID=Mm.159894.1 /TIER=ConsEnd /STK=0 /UG=Mm.159894 /LL=77311 /UG_GENE=C03001
MOE430_2_1454527_at 0.1 0.5 A A 0.74 0.56 -0.2 NC 0.46 gb:AK018468.1 /DB_XREF=gi:12858181 /FEA=mRNA /CNT=1 /TID=Mm.158710.1 /TIER=ConsEnd /STK=0 /UG=Mm.158710 /LL=71507 /UG_GENE=843043
MOE430_2_1454563_at 3.3 0.5 A A 0.3 0.78 -0.2 NC 0.64 gb:AK016287.1 /DB_XREF=gi:12854959 /FEA=mRNA /CNT=1 /TID=Mm.159607.1 /TIER=ConsEnd /STK=0 /UG=Mm.159607 /LL=75866 /UG_GENE=493057
MOE430_2_1454581_at 23.1 18.3 P P 0.005859 0.01 -0.2 NC 0.48 gb:AK019908.1 /DB_XREF=gi:12860302 /FEA=mRNA /CNT=1 /TID=Mm.159839.1 /TIER=ConsEnd /STK=0 /UG=Mm.159839 /LL=77063 /UG_GENE=533042
MOE430_2_1454589_at 7.9 7 A A 0.06 0.27 -0.2 NC 0.5 gb:AK020405.1 /DB_XREF=gi:12860981 /FEA=mRNA /CNT=1 /TID=Mm.159874.1 /TIER=ConsEnd /STK=0 /UG=Mm.159874 /LL=77247 /UG_GENE=943000
MOE430_2_1454614_at 2 1.5 A A 0.69 0.9 -0.2 NC 0.5 gb:C87702 /DB_XREF=gi:2919659 /DB_XREF=C87702 /CLONE=J0249G12 /FEA=EST /CNT=157 /TID=Mm.27900.1 /TIER=Stack /STK=146 /UG=Mm.27900
MOE430_2_1454624_at 118.5 107.5 P P 0.01 0.01 -0.2 NC 0.88 gb:AV260555 /DB_XREF=gi:16388785 /DB_XREF=AV260555 /CLONE=4930414D16 /FEA=EST /CNT=165 /TID=Mm.37753.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1454628_at 190.1 150.8 P P 0.000244 0.000732 -0.2 NC 0.82 gb:BB540933 /DB_XREF=gi:15412219 /DB_XREF=BB540933 /CLONE=E130111C11 /FEA=EST /CNT=143 /TID=Mm.31395.2 /TIER=Stack /STK=115 /UG=M
MOE430_2_1454650_at 2358.3 2006.7 P P 0.000244 0.000244 -0.2 D 0.99 gb:BQ175280 /DB_XREF=gi:20350772 /DB_XREF=UI-M-DJ2-bwc-k-08-0-UI.s1 /CLONE=UI-M-DJ2-bwc-k-08-0-UI /FEA=EST /CNT=168 /TID=Mm.4387
MOE430_2_1454666_at 883.2 702.5 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV230488 /DB_XREF=gi:15404964 /DB_XREF=AV230488 /CLONE=4631432G23 /FEA=EST /CNT=120 /TID=Mm.30693.1 /TIER=Stack /STK=79 /UG=M
MOE430_2_1454709_at 884.9 757.1 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BG075363 /DB_XREF=gi:12557932 /DB_XREF=H3146D02-3 /CLONE=H3146D02 /FEA=EST /CNT=132 /TID=Mm.38877.1 /TIER=Stack /STK=65 /UG=M
MOE430_2_1454719_at 55 61.1 P P 0.000732 0.000732 -0.2 NC 0.5 gb:BG075392 /DB_XREF=gi:12557961 /DB_XREF=H3146F09-3 /CLONE=H3146F09 /FEA=EST /CNT=67 /TID=Mm.142822.2 /TIER=Stack /STK=63 /UG=M
MOE430_2_1454723_at 174.9 156.3 P P 0.000244 0.000244 -0.2 NC 0.59 gb:AV141095 /DB_XREF=gi:15404546 /DB_XREF=AV141095 /CLONE=2810407N17 /FEA=EST /CNT=97 /TID=Mm.33975.1 /TIER=Stack /STK=62 /UG=Mm
MOE430_2_1454732_at 252.4 233.4 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AV340862 /DB_XREF=gi:16396893 /DB_XREF=AV340862 /CLONE=6430517J16 /FEA=EST /CNT=68 /TID=Mm.20332.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1454733_at 112.3 95.1 P P 0.000732 0.005859 -0.2 D 0.99 gb:BB138330 /DB_XREF=gi:15408489 /DB_XREF=BB138330 /CLONE=9830147G04 /FEA=EST /CNT=83 /TID=Mm.28498.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1454753_at 473.2 414.8 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BB540667 /DB_XREF=gi:16447146 /DB_XREF=BB540667 /CLONE=E130107H18 /FEA=EST /CNT=103 /TID=Mm.200971.1 /TIER=Stack /STK=54 /UG=M
MOE430_2_1454754_a_ 1390.1 1158.2 P P 0.000244 0.000244 -0.2 NC 0.79 gb:BF468097 /DB_XREF=gi:11537280 /DB_XREF=UI-M-CD0-ayl-g-01-0-UI.r1 /CLONE=UI-M-CD0-ayl-g-01-0-UI /FEA=EST /CNT=143 /TID=Mm.196604
MOE430_2_1454755_at 105.4 104.4 P P 0.000732 0.001953 -0.2 NC 0.63 gb:AV375361 /DB_XREF=gi:16397987 /DB_XREF=AV375361 /CLONE=9130023N17 /FEA=EST /CNT=70 /TID=Mm.30963.1 /TIER=Stack /STK=54 /UG=Mm
MOE430_2_1454773_at 311.4 261.4 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BQ175050 /DB_XREF=gi:20350547 /DB_XREF=UI-M-DJ2-bwd-i-21-0-UI.s1 /CLONE=UI-M-DJ2-bwd-i-21-0-UI /FEA=EST /CNT=108 /TID=Mm.24624
MOE430_2_1454816_at 24.8 20.5 P P 0.001221 0.01 -0.2 NC 0.5 gb:BB431808 /DB_XREF=gi:16424183 /DB_XREF=BB431808 /CLONE=C630041D24 /FEA=EST /CNT=85 /TID=Mm.32300.1 /TIER=Stack /STK=17 /UG=Mm



MOE430_2_1454818_at 248.3 174 P P 0.001953 0.001221 -0.2 NC 0.66 gb:BM021702 /DB_XREF=gi:16536058 /DB_XREF=id44c05.x1 /CLONE=IMAGE:5665928 /FEA=EST /CNT=80 /TID=Mm.27233.1 /TIER=Stack /STK=44 /UG=
MOE430_2_1454864_at 58 72.5 P P 0.000732 0.008057 -0.2 NC 0.78 gb:BB478535 /DB_XREF=gi:16440446 /DB_XREF=BB478535 /CLONE=D330032G06 /FEA=EST /CNT=85 /TID=Mm.29525.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1454866_s_ 7.1 6.4 A A 0.33 0.63 -0.2 NC 0.5 gb:BQ176424 /DB_XREF=gi:20351916 /DB_XREF=UI-M-DJ2-bwf-f-03-0-UI.s1 /CLONE=UI-M-DJ2-bwf-f-03-0-UI /FEA=EST /CNT=47 /TID=Mm.44747.1
MOE430_2_1454873_at 36 24.1 P P 0.001953 0.04 -0.2 NC 0.86 gb:BB667577 /DB_XREF=gi:16399026 /DB_XREF=BB667577 /CLONE=C730025N04 /FEA=EST /CNT=52 /TID=Mm.117042.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1454880_s_ 328.1 309.8 P P 0.001953 0.001953 -0.2 NC 0.73 gb:BB212341 /DB_XREF=gi:15410054 /DB_XREF=BB212341 /CLONE=A430110F10 /FEA=EST /CNT=64 /TID=Mm.35368.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1454888_at 791.6 730.2 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BF531162 /DB_XREF=gi:11618525 /DB_XREF=602091144F1 /CLONE=IMAGE:4205603 /FEA=EST /CNT=83 /TID=Mm.28808.1 /TIER=Stack /STK=37 /U
MOE430_2_1454895_at 300.9 295.6 P P 0.000244 0.000244 -0.2 NC 0.54 gb:BM225040 /DB_XREF=gi:17786509 /DB_XREF=K0205D05-3 /CLONE=K0205D05 /FEA=EST /CNT=54 /TID=Mm.123322.2 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454931_at 559.7 435.8 P P 0.000732 0.000732 -0.2 NC 0.99 gb:BE225694 /DB_XREF=gi:8930930 /DB_XREF=ia15h12.x1 /CLONE=IMAGE:5638439 /FEA=EST /CNT=48 /TID=Mm.89701.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1454936_at 85.7 98.3 A A 0.21 0.27 -0.2 NC 0.5 gb:AV258022 /DB_XREF=gi:16388466 /DB_XREF=AV258022 /CLONE=4922501G01 /FEA=EST /CNT=64 /TID=Mm.32002.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1454950_at 35.5 30.5 P P 0.008057 0.001953 -0.2 NC 0.5 gb:BB699417 /DB_XREF=gi:16048241 /DB_XREF=BB699417 /CLONE=7420411K10 /FEA=EST /CNT=279 /TID=Mm.148313.1 /TIER=Stack /STK=50 /UG=M
MOE430_2_1454961_at 218.4 252.1 P P 0.000732 0.000732 -0.2 NC 0.7 gb:BM244400 /DB_XREF=gi:17879670 /DB_XREF=K0710G12-3 /CLONE=K0710G12 /FEA=EST /CNT=50 /TID=Mm.28151.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1454985_at 252.6 285 P P 0.000244 0.000244 -0.2 NC 0.79 gb:BI872009 /DB_XREF=gi:16045684 /DB_XREF=603396302F1 /CLONE=IMAGE:5400120 /FEA=EST /CNT=47 /TID=Mm.4631.1 /TIER=Stack /STK=31 /UG
MOE430_2_1454996_at 336.9 313.1 P P 0.000244 0.000244 -0.2 NC 0.82 gb:BE985436 /DB_XREF=gi:10658742 /DB_XREF=UI-M-CG0p-bem-e-09-0-UI.s1 /CLONE=UI-M-CG0p-bem-e-09-0-UI /FEA=EST /CNT=75 /TID=Mm.36
MOE430_2_1455023_at 1.1 1.5 A A 0.93 0.91 -0.2 NC 0.5 gb:BB171181 /DB_XREF=gi:16269340 /DB_XREF=BB171181 /CLONE=A230025O18 /FEA=EST /CNT=36 /TID=Mm.39808.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455043_at 254.5 206.4 P P 0.000244 0.000244 -0.2 NC 0.81 gb:BM236809 /DB_XREF=gi:17872079 /DB_XREF=K0441E05-3 /CLONE=K0441E05 /FEA=EST /CNT=85 /TID=Mm.23829.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455089_at 290.5 248.7 P P 0.000244 0.000732 -0.2 NC 0.71 gb:AW228775 /DB_XREF=gi:6558071 /DB_XREF=up21g05.x1 /CLONE=IMAGE:2655032 /FEA=EST /CNT=142 /TID=Mm.13080.1 /TIER=Stack /STK=25 /UG
MOE430_2_1455124_at 51.8 33.7 P P 0.00415 0.00415 -0.2 NC 0.5 gb:AW493298 /DB_XREF=gi:7063579 /DB_XREF=UI-M-BH3-aua-f-06-0-UI.s1 /CLONE=UI-M-BH3-aua-f-06-0-UI /FEA=EST /CNT=25 /TID=Mm.39043.1 
MOE430_2_1455131_at 208.2 182.4 P P 0.001953 0.00293 -0.2 NC 0.87 gb:BB475273 /DB_XREF=gi:16439993 /DB_XREF=BB475273 /CLONE=D330012G05 /FEA=EST /CNT=137 /TID=Mm.1017.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1455144_s_ 162.2 131.3 P P 0.000244 0.000244 -0.2 NC 0.82 gb:BB079908 /DB_XREF=gi:16260554 /DB_XREF=BB079908 /CLONE=9330160D12 /FEA=EST /CNT=30 /TID=Mm.18455.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455167_at 45.5 36.4 M A 0.05 0.06 -0.2 NC 0.5 gb:AA144594 /DB_XREF=gi:1713982 /DB_XREF=mr67c01.r1 /CLONE=IMAGE:602496 /FEA=EST /CNT=27 /TID=Mm.660.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455175_at 236.5 189.1 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AV277084 /DB_XREF=gi:16390921 /DB_XREF=AV277084 /CLONE=4932439F05 /FEA=EST /CNT=35 /TID=Mm.25582.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455185_s_ 22.4 12.2 P P 0.01 0.04 -0.2 NC 0.45 gb:BG064477 /DB_XREF=gi:12547040 /DB_XREF=H3020B11-3 /CLONE=H3020B11 /FEA=EST /CNT=30 /TID=Mm.25159.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455202_at 10.2 12.3 A A 0.24 0.3 -0.2 NC 0.37 gb:BQ176021 /DB_XREF=gi:20351513 /DB_XREF=UI-M-DJ2-bwf-i-10-0-UI.s1 /CLONE=UI-M-DJ2-bwf-i-10-0-UI /FEA=EST /CNT=333 /TID=Mm.149115
MOE430_2_1455217_at 42.8 31.8 P P 0.005859 0.005859 -0.2 NC 0.5 gb:AV376982 /DB_XREF=gi:16398099 /DB_XREF=AV376982 /CLONE=9130219J06 /FEA=EST /CNT=24 /TID=Mm.34855.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455243_at 53.8 42.6 P P 0.000244 0.001221 -0.2 NC 0.5 gb:BB728354 /DB_XREF=gi:16111629 /DB_XREF=BB728354 /CLONE=E860036B13 /FEA=EST /CNT=56 /TID=Mm.41581.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455245_x_ 8678.8 8368.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AI506565 /DB_XREF=gi:4404416 /DB_XREF=vn44d04.x1 /CLONE=IMAGE:1024039 /FEA=EST /CNT=30 /TID=Mm.42578.5 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455255_at 187.5 158.9 P P 0.000732 0.000732 -0.2 NC 0.87 gb:AV250006 /DB_XREF=gi:16387507 /DB_XREF=AV250006 /CLONE=4833420G11 /FEA=EST /CNT=50 /TID=Mm.29561.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455277_at 1.8 0.9 A A 0.69 0.98 -0.2 NC 0.75 gb:BB088162 /DB_XREF=gi:16260966 /DB_XREF=BB088162 /CLONE=9430014J21 /FEA=EST /CNT=22 /TID=Mm.119232.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455303_at 56.5 57.6 P P 0.001221 0.000244 -0.2 NC 0.16 gb:BB735651 /DB_XREF=gi:16134801 /DB_XREF=BB735651 /CLONE=F430004H24 /FEA=EST /CNT=25 /TID=Mm.138051.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1455308_at 902.9 894.1 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AV154014 /DB_XREF=gi:16383230 /DB_XREF=AV154014 /CLONE=2900059G15 /FEA=EST /CNT=122 /TID=Mm.38087.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1455326_at 82.5 78.7 A A 0.14 0.14 -0.2 NC 0.5 gb:BB315720 /DB_XREF=gi:16403056 /DB_XREF=BB315720 /CLONE=B230359J07 /FEA=EST /CNT=27 /TID=Mm.2658.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1455353_at 152.2 138.6 P P 0.001953 0.00293 -0.2 NC 0.73 gb:AV221889 /DB_XREF=gi:16384808 /DB_XREF=AV221889 /CLONE=3632431M01 /FEA=EST /CNT=39 /TID=Mm.25887.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455361_at 8.2 8.3 A A 0.14 0.39 -0.2 NC 0.5 gb:AW493391 /DB_XREF=gi:7063672 /DB_XREF=UI-M-BH3-aub-g-02-0-UI.s1 /CLONE=UI-M-BH3-aub-g-02-0-UI /FEA=EST /CNT=25 /TID=Mm.102207.
MOE430_2_1455389_s_ 532.5 476.4 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AI415636 /DB_XREF=gi:4259140 /DB_XREF=mc62a11.x1 /CLONE=IMAGE:353084 /FEA=EST /CNT=60 /TID=Mm.202360.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455390_at 373.7 342.8 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BF021286 /DB_XREF=gi:10752618 /DB_XREF=ux55e02.x1 /CLONE=IMAGE:3514202 /FEA=EST /CNT=67 /TID=Mm.40726.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1455397_at 15.5 13.2 A A 0.19 0.14 -0.2 NC 0.5 gb:BB371845 /DB_XREF=gi:16407013 /DB_XREF=BB371845 /CLONE=C130061I24 /FEA=EST /CNT=33 /TID=Mm.70989.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455402_at 364 305.6 P P 0.000244 0.000244 -0.2 NC 0.68 gb:AV150372 /DB_XREF=gi:15404590 /DB_XREF=AV150372 /CLONE=2900005G03 /FEA=EST /CNT=20 /TID=Mm.164294.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455429_at 302 281.4 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AV271312 /DB_XREF=gi:15405467 /DB_XREF=AV271312 /CLONE=4931407O09 /FEA=EST /CNT=39 /TID=Mm.33859.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455439_a_ 11927.1 10683.9 P P 0.000244 0.000244 -0.2 D 0.99 gb:AI642438 /DB_XREF=gi:4720913 /DB_XREF=vt04e09.x1 /CLONE=IMAGE:1162120 /FEA=EST /CNT=17 /TID=Mm.43831.3 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455453_at 57.6 48.5 P P 0.01 0.01 -0.2 NC 0.5 gb:BM249374 /DB_XREF=gi:17884644 /DB_XREF=K0832D05-3 /CLONE=K0832D05 /FEA=EST /CNT=16 /TID=Mm.32644.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455477_s_ 43 36.8 A A 0.14 0.14 -0.2 NC 0.5 gb:AA396586 /DB_XREF=gi:2049619 /DB_XREF=mp23b09.r1 /CLONE=IMAGE:570041 /FEA=EST /CNT=13 /TID=Mm.30181.3 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455481_at 2304.9 1864.7 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BM241722 /DB_XREF=gi:17876992 /DB_XREF=K0621B11-3 /CLONE=K0621B11 /FEA=EST /CNT=39 /TID=Mm.124592.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455485_x_ 9447.7 7812.5 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AI324936 /DB_XREF=gi:4059365 /DB_XREF=mb49d08.x1 /CLONE=IMAGE:332751 /FEA=EST /CNT=24 /TID=Mm.13020.6 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455489_at 13.4 10.5 A A 0.14 0.09 -0.2 NC 0.5 gb:BB281991 /DB_XREF=gi:15411135 /DB_XREF=BB281991 /CLONE=A930034M22 /FEA=EST /CNT=31 /TID=Mm.125470.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455492_at 17.8 12.7 P P 0.001953 0.04 -0.2 NC 0.83 gb:BB313577 /DB_XREF=gi:16402903 /DB_XREF=BB313577 /CLONE=B230342K24 /FEA=EST /CNT=26 /TID=Mm.33752.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455493_at 55.2 44.7 P M 0.03 0.05 -0.2 NC 0.81 gb:BI734306 /DB_XREF=gi:15711319 /DB_XREF=603351228F1 /CLONE=IMAGE:5358751 /FEA=EST /CNT=19 /TID=Mm.29815.3 /TIER=Stack /STK=12 /UG
MOE430_2_1455545_at 998.2 856.6 P P 0.000244 0.000244 -0.2 D 0.99 gb:BI415815 /DB_XREF=gi:15176738 /DB_XREF=602989362F1 /CLONE=IMAGE:5145375 /FEA=EST /CNT=23 /TID=Mm.24388.2 /TIER=Stack /STK=11 /UG
MOE430_2_1455557_at 0.3 0.7 A A 0.82 0.78 -0.2 NC 0.5 gb:BB751199 /DB_XREF=gi:16155435 /DB_XREF=BB751199 /CLONE=G130204G22 /FEA=EST /CNT=16 /TID=Mm.39702.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455580_at 100.1 91.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BE851876 /DB_XREF=gi:10310215 /DB_XREF=uw17h04.x1 /CLONE=IMAGE:3416983 /FEA=EST /CNT=36 /TID=Mm.40673.1 /TIER=Stack /STK=10 /UG
MOE430_2_1455589_at 98.5 97.4 P P 0.00293 0.00415 -0.2 NC 0.89 gb:BF018849 /DB_XREF=gi:10750117 /DB_XREF=ux98c01.x1 /CLONE=IMAGE:3656544 /FEA=EST /CNT=20 /TID=Mm.33855.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1455592_at 104 94.7 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BM211048 /DB_XREF=gi:17768102 /DB_XREF=C0800A04-3 /CLONE=C0800A04 /FEA=EST /CNT=27 /TID=Mm.132610.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455598_at 162.4 157.4 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB706612 /DB_XREF=gi:16055447 /DB_XREF=BB706612 /CLONE=7420491L10 /FEA=EST /CNT=39 /TID=Mm.157569.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455611_at 76.5 63.8 P P 0.000244 0.000244 -0.2 NC 0.65 gb:AV025627 /DB_XREF=gi:15431455 /DB_XREF=AV025627 /CLONE=1200014K14 /FEA=EST /CNT=27 /TID=Mm.38869.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455622_at 367.2 308.2 P P 0.000244 0.000732 -0.2 D 0.99 gb:BB461988 /DB_XREF=gi:16426718 /DB_XREF=BB461988 /CLONE=D130074J02 /FEA=EST /CNT=14 /TID=Mm.32790.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455630_at 197.3 125.9 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AW121714 /DB_XREF=gi:6097047 /DB_XREF=UI-M-BH2.3-aoc-h-03-0-UI.s1 /CLONE=UI-M-BH2.3-aoc-h-03-0-UI /FEA=EST /CNT=24 /TID=Mm.1036
MOE430_2_1455641_at 2.6 1.2 A A 0.88 0.87 -0.2 NC 0.33 gb:BI246839 /DB_XREF=gi:14791191 /DB_XREF=602959540F1 /CLONE=IMAGE:5125472 /FEA=EST /CNT=10 /TID=Mm.57075.3 /TIER=Stack /STK=10 /UG
MOE430_2_1455644_at 66.6 75.6 P P 0.008057 0.01 -0.2 NC 0.5 gb:BM934830 /DB_XREF=gi:19393982 /DB_XREF=UI-M-BH3-aqn-f-01-0-UI.r1 /CLONE=UI-M-BH3-aqn-f-01-0-UI /FEA=EST /CNT=22 /TID=Mm.46397.2
MOE430_2_1455646_at 21.3 20.6 P P 0.01 0.03 -0.2 NC 0.44 gb:BI904583 /DB_XREF=gi:16166956 /DB_XREF=603168372F1 /CLONE=IMAGE:5256448 /FEA=EST /CNT=19 /TID=Mm.35291.1 /TIER=Stack /STK=9 /UG
MOE430_2_1455678_at 64.4 57.5 P P 0.001953 0.000732 -0.2 NC 0.74 gb:AW542299 /DB_XREF=gi:7184716 /DB_XREF=C0155H12-3 /CLONE=C0155H12 /FEA=EST /CNT=12 /TID=Mm.23470.1 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1455682_at 32 23.7 P P 0.000244 0.00293 -0.2 NC 0.5 gb:BG076081 /DB_XREF=gi:12558650 /DB_XREF=H3155D09-3 /CLONE=H3155D09 /FEA=EST /CNT=15 /TID=Mm.82640.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455697_at 56.7 38.3 P P 0.000244 0.001221 -0.2 NC 0.98 gb:BQ175938 /DB_XREF=gi:20351430 /DB_XREF=UI-M-DJ2-bwf-j-24-0-UI.s1 /CLONE=UI-M-DJ2-bwf-j-24-0-UI /FEA=EST /CNT=14 /TID=Mm.23064.1 
MOE430_2_1455698_at 92.3 68.6 P P 0.000244 0.000732 -0.2 NC 0.5 gb:BQ175470 /DB_XREF=gi:20350962 /DB_XREF=UI-M-DJ2-bwc-n-22-0-UI.s1 /CLONE=UI-M-DJ2-bwc-n-22-0-UI /FEA=EST /CNT=14 /TID=Mm.43345
MOE430_2_1455712_at 119.7 81.6 P P 0.000732 0.000732 -0.2 NC 0.92 gb:AI848909 /DB_XREF=gi:5492815 /DB_XREF=UI-M-AJ1-ahh-c-07-0-UI.s1 /CLONE=UI-M-AJ1-ahh-c-07-0-UI /FEA=EST /CNT=10 /TID=Mm.45425.1 /
MOE430_2_1455742_x_ 4346.4 3638.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BE197350 /DB_XREF=gi:8709519 /DB_XREF=ug69a06.x1 /CLONE=IMAGE:1547602 /FEA=EST /CNT=13 /TID=Mm.196508.6 /TIER=Stack /STK=8 /UG=
MOE430_2_1455749_x_ 541.3 586.2 P P 0.000244 0.000244 -0.2 NC 0.91 gb:C88880 /DB_XREF=gi:3164642 /DB_XREF=C88880 /CLONE=01B00051IG09 /FEA=EST /CNT=12 /TID=Mm.29513.4 /TIER=Stack /STK=8 /UG=Mm.2951
MOE430_2_1455752_a_ 1050.7 876.9 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BF681820 /DB_XREF=gi:11955715 /DB_XREF=602117631F1 /CLONE=IMAGE:3468870 /FEA=EST /CNT=11 /TID=Mm.29269.6 /TIER=Stack /STK=8 /UG
MOE430_2_1455777_x_ 972 735.2 P P 0.000732 0.000732 -0.2 D 0.99 gb:BB032410 /DB_XREF=gi:8387161 /DB_XREF=BB032410 /CLONE=5830470M24 /FEA=EST /CNT=9 /TID=Mm.3195.2 /TIER=Stack /STK=8 /UG=Mm.319
MOE430_2_1455792_x_ 3764.6 3293.7 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV124445 /DB_XREF=gi:5310679 /DB_XREF=AV124445 /CLONE=2700018J21 /FEA=EST /CNT=104 /TID=Mm.7089.3 /TIER=Stack /STK=102 /UG=Mm
MOE430_2_1455795_at 151.4 115.4 P P 0.000244 0.000732 -0.2 NC 0.99 gb:BM207218 /DB_XREF=gi:17762954 /DB_XREF=C0609F11-3 /CLONE=C0609F11 /FEA=EST /CNT=117 /TID=Mm.34557.1 /TIER=Stack /STK=83 /UG=M
MOE430_2_1455797_x_ 83.9 52.6 P P 0.01 0.02 -0.2 NC 0.9 gb:BB810987 /DB_XREF=gi:16983616 /DB_XREF=BB810987 /CLONE=G730007O20 /FEA=EST /CNT=85 /TID=Mm.7330.3 /TIER=Stack /STK=82 /UG=Mm
MOE430_2_1455804_x_ 133.5 135.6 P P 0.005859 0.005859 -0.2 NC 0.94 gb:AV213379 /DB_XREF=gi:6152883 /DB_XREF=AV213379 /CLONE=2410127F14 /FEA=EST /CNT=70 /TID=Mm.13445.3 /TIER=Stack /STK=65 /UG=Mm.1
MOE430_2_1455850_at 116.4 96.4 P P 0.001221 0.01 -0.2 NC 0.94 gb:BG073353 /DB_XREF=gi:12555922 /DB_XREF=H3121F05-3 /CLONE=H3121F05 /FEA=EST /CNT=51 /TID=Mm.41646.2 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1455866_x_ 11.1 8.2 A A 0.11 0.08 -0.2 NC 0.5 gb:AV300942 /DB_XREF=gi:6333456 /DB_XREF=AV300942 /CLONE=5730489M08 /FEA=EST /CNT=34 /TID=Mm.19169.3 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1455873_a_ 219 197.8 P P 0.001953 0.001953 -0.2 NC 0.5 gb:BB313038 /DB_XREF=gi:9013743 /DB_XREF=BB313038 /CLONE=B230339L01 /FEA=EST /CNT=35 /TID=Mm.219640.2 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1455891_at 5.5 5.7 A A 0.21 0.33 -0.2 NC 0.5 gb:AV254783 /DB_XREF=gi:15405310 /DB_XREF=AV254783 /CLONE=4921513J18 /FEA=EST /CNT=30 /TID=Mm.74149.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455893_at 4227.7 3740.4 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BG067392 /DB_XREF=gi:12549961 /DB_XREF=H3053H10-3 /CLONE=H3053H10 /FEA=EST /CNT=34 /TID=Mm.6149.1 /TIER=Stack /STK=28 /UG=Mm.
MOE430_2_1455914_at 18 15.3 P P 0.00293 0.008057 -0.2 NC 0.5 gb:AW554430 /DB_XREF=gi:7199853 /DB_XREF=L0240F09-3 /CLONE=L0240F09 /FEA=EST /CNT=49 /TID=Mm.200624.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455922_at 183.2 161.1 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BG063904 /DB_XREF=gi:12546467 /DB_XREF=H3013B07-3 /CLONE=H3013B07 /FEA=EST /CNT=109 /TID=Mm.28629.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1455928_x_ 1503.1 781.1 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BB114402 /DB_XREF=gi:8766970 /DB_XREF=BB114402 /CLONE=9530045P03 /FEA=EST /CNT=25 /TID=Mm.35508.3 /TIER=Stack /STK=25 /UG=Mm.3
MOE430_2_1455940_x_ 3463.8 3348.1 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BB453609 /DB_XREF=gi:9349102 /DB_XREF=BB453609 /CLONE=D130026B11 /FEA=EST /CNT=24 /TID=Mm.29493.3 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1455955_s_ 3772.8 3424 P P 0.000244 0.000244 -0.2 NC 0.98 gb:BB041005 /DB_XREF=gi:8447391 /DB_XREF=BB041005 /CLONE=6030453B17 /FEA=EST /CNT=23 /TID=Mm.6118.2 /TIER=Stack /STK=23 /UG=Mm.6
MOE430_2_1455972_x_ 3864 3497.1 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV018774 /DB_XREF=gi:4795766 /DB_XREF=AV018774 /CLONE=1190006N06 /FEA=EST /CNT=24 /TID=Mm.2491.3 /TIER=Stack /STK=22 /UG=Mm.24
MOE430_2_1455981_at 422.8 363.8 P P 0.00293 0.005859 -0.2 NC 0.92 gb:C76675 /DB_XREF=gi:2517005 /DB_XREF=C76675 /CLONE=J0016E01 /FEA=EST /CNT=33 /TID=Mm.1139.12 /TIER=Stack /STK=21 /UG=Mm.1139 /L
MOE430_2_1455998_at 15.1 13.8 A A 0.33 0.29 -0.2 NC 0.42 gb:BM232738 /DB_XREF=gi:17868008 /DB_XREF=K0327E12-3 /CLONE=K0327E12 /FEA=EST /CNT=27 /TID=Mm.23806.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456004_x_ 0.9 0.7 A A 0.87 0.99 -0.2 NC 0.5 gb:BB434117 /DB_XREF=gi:9273844 /DB_XREF=BB434117 /CLONE=C820005F24 /FEA=EST /CNT=21 /TID=Mm.415.2 /TIER=Stack /STK=20 /UG=Mm.41
MOE430_2_1456006_at 31.2 33.3 P P 0.02 0.03 -0.2 NC 0.5 gb:BB667581 /DB_XREF=gi:16399030 /DB_XREF=BB667581 /CLONE=C730026B05 /FEA=EST /CNT=24 /TID=Mm.141083.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1456008_at 24.1 21.9 P P 0.01 0.01 -0.2 NC 0.5 gb:C87354 /DB_XREF=gi:2919311 /DB_XREF=C87354 /CLONE=J0244F02 /FEA=EST /CNT=20 /TID=Mm.25479.1 /TIER=Stack /STK=20 /UG=Mm.25479 /
MOE430_2_1456021_at 32.4 32.6 P A 0.04 0.09 -0.2 NC 0.72 gb:BB129063 /DB_XREF=gi:15408301 /DB_XREF=BB129063 /CLONE=9630036G24 /FEA=EST /CNT=30 /TID=Mm.153315.2 /TIER=Stack /STK=19 /UG=M
MOE430_2_1456024_at 70.2 64.6 P P 0.000732 0.000244 -0.2 NC 0.6 gb:BB821611 /DB_XREF=gi:16994240 /DB_XREF=BB821611 /CLONE=G830012L12 /FEA=EST /CNT=23 /TID=Mm.170802.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1456028_x_ 4530.9 3537.3 P P 0.00293 0.005859 -0.2 D 0.99 gb:BB454540 /DB_XREF=gi:9350033 /DB_XREF=BB454540 /CLONE=D130032N18 /FEA=EST /CNT=21 /TID=Mm.30059.3 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1456037_x_ 688.6 582.1 P P 0.000244 0.000244 -0.2 NC 0.82 gb:BB225012 /DB_XREF=gi:8893624 /DB_XREF=BB225012 /CLONE=A530089D06 /FEA=EST /CNT=19 /TID=Mm.15928.4 /TIER=Stack /STK=19 /UG=Mm.
MOE430_2_1456039_at 123.3 105.7 P P 0.000244 0.000244 -0.2 NC 0.59 gb:BB404318 /DB_XREF=gi:16415563 /DB_XREF=BB404318 /CLONE=C330035N22 /FEA=EST /CNT=116 /TID=Mm.3154.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456094_at 13 21.4 P P 0.01 0.04 -0.2 NC 0.5 gb:BG063007 /DB_XREF=gi:12545658 /DB_XREF=H3003A06-3 /CLONE=H3003A06 /FEA=EST /CNT=37 /TID=Mm.4859.3 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1456109_a_ 892 823 P P 0.000244 0.000244 -0.2 NC 0.68 gb:BB314055 /DB_XREF=gi:9014760 /DB_XREF=BB314055 /CLONE=B230345C06 /FEA=EST /CNT=57 /TID=Mm.25143.2 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1456159_at 53.4 41.1 P P 0.00415 0.001953 -0.2 NC 0.65 gb:BE951483 /DB_XREF=gi:10590881 /DB_XREF=UI-M-CC0-ayb-a-11-0-UI.s1 /CLONE=UI-M-CC0-ayb-a-11-0-UI /FEA=EST /CNT=16 /TID=Mm.133702
MOE430_2_1456176_x_ 1500.8 1232.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:AV209793 /DB_XREF=gi:6150474 /DB_XREF=AV209793 /CLONE=1700121G19 /FEA=EST /CNT=15 /TID=Mm.44226.4 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1456196_x_ 3638.3 3147.8 P P 0.000244 0.000244 -0.2 NC 0.96 gb:AV038603 /DB_XREF=gi:4858268 /DB_XREF=AV038603 /CLONE=1600030J05 /FEA=EST /CNT=14 /TID=Mm.27941.2 /TIER=Stack /STK=14 /UG=Mm.2
MOE430_2_1456213_x_ 198.4 169.9 P P 0.005859 0.008057 -0.2 NC 0.5 gb:BB314594 /DB_XREF=gi:9015299 /DB_XREF=BB314594 /CLONE=B230348D19 /FEA=EST /CNT=15 /TID=Mm.182232.4 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456220_at 849.2 748.4 P P 0.000244 0.000244 -0.2 NC 0.96 gb:BB446014 /DB_XREF=gi:16425057 /DB_XREF=BB446014 /CLONE=D030054F06 /FEA=EST /CNT=14 /TID=Mm.129593.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456232_at 25.2 21.5 P P 0.03 0.03 -0.2 NC 0.42 gb:BB039426 /DB_XREF=gi:16258545 /DB_XREF=BB039426 /CLONE=6030442I05 /FEA=EST /CNT=13 /TID=Mm.211469.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456290_x_ 101.1 150.1 P P 0.00415 0.01 -0.2 NC 0.9 gb:BB813044 /DB_XREF=gi:16985673 /DB_XREF=BB813044 /CLONE=G730017H05 /FEA=EST /CNT=13 /TID=Mm.741.3 /TIER=Stack /STK=12 /UG=Mm.7
MOE430_2_1456292_a_ 7479 6055 P P 0.000244 0.000244 -0.2 NC 0.88 gb:AV147875 /DB_XREF=gi:5352008 /DB_XREF=AV147875 /CLONE=2810468P17 /FEA=EST /CNT=13 /TID=Mm.7.4 /TIER=Stack /STK=12 /UG=Mm.7 /LL
MOE430_2_1456297_at 3.4 1.4 A A 0.72 0.87 -0.2 NC 0.97 gb:BB203897 /DB_XREF=gi:16351753 /DB_XREF=BB203897 /CLONE=A430055C05 /FEA=EST /CNT=12 /TID=Mm.133780.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456298_at 9 12.7 A A 0.5 0.63 -0.2 NC 0.54 gb:BB667156 /DB_XREF=gi:16398605 /DB_XREF=BB667156 /CLONE=4922501K12 /FEA=EST /CNT=12 /TID=Mm.32231.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456312_x_ 8884.7 7989.6 P P 0.000244 0.000244 -0.2 NC 0.51 gb:AV224521 /DB_XREF=gi:6173899 /DB_XREF=AV224521 /CLONE=3830421D13 /FEA=EST /CNT=12 /TID=Mm.21109.4 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1456313_x_ 259.2 215.4 P P 0.01 0.02 -0.2 NC 0.93 gb:BB257397 /DB_XREF=gi:8950230 /DB_XREF=BB257397 /CLONE=A730079J23 /FEA=EST /CNT=12 /TID=Mm.27332.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1456330_at 54.1 42.4 P P 0.01 0.01 -0.2 NC 0.94 gb:BB775836 /DB_XREF=gi:16936516 /DB_XREF=BB775836 /CLONE=G430028A10 /FEA=EST /CNT=16 /TID=Mm.2418.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1456373_x_ 9064.3 7892.8 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AV046829 /DB_XREF=gi:4866494 /DB_XREF=AV046829 /CLONE=1700063O13 /FEA=EST /CNT=11 /TID=Mm.21938.7 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1456385_x_ 0.9 0.9 A A 0.97 0.93 -0.2 NC 0.5 gb:AV260090 /DB_XREF=gi:6247549 /DB_XREF=AV260090 /CLONE=4930408L09 /FEA=EST /CNT=58 /TID=Mm.61234.2 /TIER=Stack /STK=10 /UG=Mm.6
MOE430_2_1456390_at 494.1 442.6 P P 0.000732 0.000244 -0.2 NC 0.86 gb:BB053843 /DB_XREF=gi:16259694 /DB_XREF=BB053843 /CLONE=6720466I21 /FEA=EST /CNT=38 /TID=Mm.200565.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456403_at 5.4 7.4 A A 0.24 0.32 -0.2 NC 0.26 gb:AV251959 /DB_XREF=gi:16387703 /DB_XREF=AV251959 /CLONE=4833436A14 /FEA=EST /CNT=17 /TID=Mm.133520.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456505_at 26.1 21.5 P P 0.005859 0.01 -0.2 NC 0.5 gb:BB332976 /DB_XREF=gi:16403977 /DB_XREF=BB332976 /CLONE=B830005K06 /FEA=EST /CNT=14 /TID=Mm.138056.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456518_at 25.5 19.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BG068263 /DB_XREF=gi:12550832 /DB_XREF=H3063E06-3 /CLONE=H3063E06 /FEA=EST /CNT=17 /TID=Mm.37671.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456526_at 24.5 19.8 M M 0.05 0.05 -0.2 NC 0.5 gb:BB366663 /DB_XREF=gi:16406458 /DB_XREF=BB366663 /CLONE=C130034I24 /FEA=EST /CNT=11 /TID=Mm.133558.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456531_x_ 3303.3 2814.8 P P 0.000244 0.000244 -0.2 NC 0.93 gb:BB458578 /DB_XREF=gi:9354071 /DB_XREF=BB458578 /CLONE=D130057N08 /FEA=EST /CNT=11 /TID=Mm.202207.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456565_s_ 44 33.5 P P 0.008057 0.008057 -0.2 NC 0.5 gb:BB370469 /DB_XREF=gi:16406877 /DB_XREF=BB370469 /CLONE=C130053H06 /FEA=EST /CNT=9 /TID=Mm.111.4 /TIER=Stack /STK=9 /UG=Mm.111
MOE430_2_1456573_x_ 978.4 815.5 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BB205930 /DB_XREF=gi:8870883 /DB_XREF=BB205930 /CLONE=A430070F22 /FEA=EST /CNT=9 /TID=Mm.3842.4 /TIER=Stack /STK=9 /UG=Mm.384
MOE430_2_1456574_at 30.8 17 P P 0.008057 0.01 -0.2 NC 0.94 gb:BB224546 /DB_XREF=gi:8893158 /DB_XREF=BB224546 /CLONE=A530087B15 /FEA=EST /CNT=9 /TID=Mm.84441.1 /TIER=Stack /STK=9 /UG=Mm.84
MOE430_2_1456587_x_ 425.7 389.3 P P 0.000244 0.000244 -0.2 NC 0.7 gb:BB407063 /DB_XREF=gi:9226459 /DB_XREF=BB407063 /CLONE=C330049D13 /FEA=EST /CNT=9 /TID=Mm.27718.3 /TIER=Stack /STK=9 /UG=Mm.27
MOE430_2_1456599_at 34.2 30.3 P P 0.008057 0.000244 -0.2 NC 0.5 gb:BB745947 /DB_XREF=gi:16148884 /DB_XREF=BB745947 /CLONE=F530012I18 /FEA=EST /CNT=67 /TID=Mm.41899.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1456622_at 16.8 13.5 A A 0.53 0.46 -0.2 NC 0.5 gb:BE985916 /DB_XREF=gi:10659713 /DB_XREF=UI-M-CG0p-beq-g-10-0-UI.s1 /CLONE=UI-M-CG0p-beq-g-10-0-UI /FEA=EST /CNT=28 /TID=Mm.3683
MOE430_2_1456640_at 34 23.1 P P 0.01 0.000244 -0.2 NC 0.5 gb:AW910872 /DB_XREF=gi:8076116 /DB_XREF=ur94c07.x1 /CLONE=IMAGE:3157932 /FEA=EST /CNT=12 /TID=Mm.116963.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1456644_at 8.2 6.7 A A 0.11 0.33 -0.2 NC 0.5 gb:BE979970 /DB_XREF=gi:10647460 /DB_XREF=UI-M-BG2-bcp-e-11-0-UI.s1 /CLONE=UI-M-BG2-bcp-e-11-0-UI /FEA=EST /CNT=16 /TID=Mm.14074
MOE430_2_1456650_at 3.8 2.8 A A 0.5 0.53 -0.2 NC 0.5 gb:BB150912 /DB_XREF=gi:16267908 /DB_XREF=BB150912 /CLONE=A030010B11 /FEA=EST /CNT=11 /TID=Mm.157588.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456700_x_ 4290.5 3167.4 P P 0.000244 0.000244 -0.2 NC 0.97 gb:BB100920 /DB_XREF=gi:8753488 /DB_XREF=BB100920 /CLONE=9430074M04 /FEA=EST /CNT=9 /TID=Mm.30059.7 /TIER=Stack /STK=8 /UG=Mm.30
MOE430_2_1456733_x_ 4429.2 3889.8 P P 0.000244 0.000244 -0.2 D 0.99 gb:BB329489 /DB_XREF=gi:9038252 /DB_XREF=BB329489 /CLONE=B630008L19 /FEA=EST /CNT=8 /TID=Mm.22708.4 /TIER=Stack /STK=8 /UG=Mm.22
MOE430_2_1456737_x_ 212.3 151.8 P P 0.005859 0.008057 -0.2 NC 0.73 gb:BB314154 /DB_XREF=gi:9014859 /DB_XREF=BB314154 /CLONE=B230345K12 /FEA=EST /CNT=8 /TID=Mm.205266.4 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456779_a_ 61.8 43.9 P P 0.000244 0.000732 -0.2 NC 0.64 gb:BQ176011 /DB_XREF=gi:20351503 /DB_XREF=UI-M-DJ2-bwf-g-10-0-UI.s1 /CLONE=UI-M-DJ2-bwf-g-10-0-UI /FEA=EST /CNT=10 /TID=Mm.34436.1
MOE430_2_1456798_at 38.8 28 P P 0.005859 0.000244 -0.2 NC 0.39 gb:BB317517 /DB_XREF=gi:16403154 /DB_XREF=BB317517 /CLONE=B230369O13 /FEA=EST /CNT=9 /TID=Mm.48652.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456799_at 12.5 9.4 A P 0.06 0.001953 -0.2 NC 0.5 gb:BB540910 /DB_XREF=gi:16447163 /DB_XREF=BB540910 /CLONE=E130110O22 /FEA=EST /CNT=9 /TID=Mm.101835.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456825_at 18.8 17.4 A A 0.17 0.43 -0.2 NC 0.36 gb:BB482118 /DB_XREF=gi:16440889 /DB_XREF=BB482118 /CLONE=D430008B02 /FEA=EST /CNT=7 /TID=Mm.26524.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456857_at 202.6 140.5 P P 0.00415 0.001953 -0.2 NC 0.59 gb:BB782615 /DB_XREF=gi:16943315 /DB_XREF=BB782615 /CLONE=G430082E04 /FEA=EST /CNT=7 /TID=Mm.48282.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456869_at 52 52.5 P P 0.005859 0.03 -0.2 NC 0.94 gb:AI462089 /DB_XREF=gi:4316119 /DB_XREF=ub61d07.x1 /CLONE=IMAGE:1382221 /FEA=EST /CNT=21 /TID=Mm.21975.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1456884_at 19.5 19.5 P P 0.01 0.03 -0.2 NC 0.5 gb:AI854003 /DB_XREF=gi:5497909 /DB_XREF=UI-M-BH0-aiv-h-07-0-UI.s1 /CLONE=UI-M-BH0-aiv-h-07-0-UI /FEA=EST /CNT=15 /TID=Mm.41833.1 /T
MOE430_2_1456904_at 50.4 42.1 P P 0.000244 0.00415 -0.2 NC 0.55 gb:BQ101405 /DB_XREF=gi:20134389 /DB_XREF=ih94e09.x1 /CLONE=IMAGE:5939824 /FEA=EST /CNT=13 /TID=Mm.126717.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1456906_at 19.9 13.9 P A 0.02 0.14 -0.2 NC 0.5 gb:BB534600 /DB_XREF=gi:16446416 /DB_XREF=BB534600 /CLONE=E030037M23 /FEA=EST /CNT=11 /TID=Mm.66601.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456913_at 26.9 22.1 P P 0.01 0.008057 -0.2 NC 0.69 gb:BB476471 /DB_XREF=gi:16440170 /DB_XREF=BB476471 /CLONE=D330018J23 /FEA=EST /CNT=8 /TID=Mm.157642.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456981_at 26 20.3 P P 0.01 0.03 -0.2 NC 0.69 gb:BB428982 /DB_XREF=gi:16423964 /DB_XREF=BB428982 /CLONE=C630024K23 /FEA=EST /CNT=6 /TID=Mm.33000.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457059_at 48 52.6 P P 0.000732 0.005859 -0.2 NC 0.62 gb:BB333562 /DB_XREF=gi:16404009 /DB_XREF=BB333562 /CLONE=B830013J05 /FEA=EST /CNT=13 /TID=Mm.56048.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457063_at 5.5 4 A A 0.24 0.36 -0.2 NC 0.29 gb:AI447357 /DB_XREF=gi:4303423 /DB_XREF=mq60d07.x1 /CLONE=IMAGE:583117 /FEA=EST /CNT=10 /TID=Mm.133075.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457075_at 23.5 32.8 A A 0.09 0.08 -0.2 NC 0.82 gb:BB267756 /DB_XREF=gi:16400446 /DB_XREF=BB267756 /CLONE=A830031M15 /FEA=EST /CNT=10 /TID=Mm.44976.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457082_at 7.4 6.7 A A 0.46 0.56 -0.2 NC 0.77 gb:BM508445 /DB_XREF=gi:18679588 /DB_XREF=ii39e04.x1 /CLONE=IMAGE:5944038 /FEA=EST /CNT=7 /TID=Mm.48697.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457097_at 117.6 101.4 P P 0.001221 0.00293 -0.2 NC 0.88 gb:BB212597 /DB_XREF=gi:15410066 /DB_XREF=BB212597 /CLONE=A530002C05 /FEA=EST /CNT=6 /TID=Mm.208068.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457099_at 11.3 6.7 A A 0.09 0.27 -0.2 NC 0.5 gb:BB767526 /DB_XREF=gi:16210174 /DB_XREF=BB767526 /CLONE=G370074I23 /FEA=EST /CNT=6 /TID=Mm.129602.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457162_at 19.2 14.1 P P 0.008057 0.008057 -0.2 NC 0.5 gb:BB008111 /DB_XREF=gi:16257085 /DB_XREF=BB008111 /CLONE=4732481A14 /FEA=EST /CNT=5 /TID=Mm.212646.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457190_at 5.2 4.5 A A 0.36 0.56 -0.2 NC 0.5 gb:BQ176442 /DB_XREF=gi:20351934 /DB_XREF=UI-M-DJ2-bwf-j-09-0-UI.s1 /CLONE=UI-M-DJ2-bwf-j-09-0-UI /FEA=EST /CNT=5 /TID=Mm.184284.1 
MOE430_2_1457257_x_ 11.1 12 P A 0.02 0.08 -0.2 NC 0.5 gb:BB380053 /DB_XREF=gi:9099766 /DB_XREF=BB380053 /CLONE=C230003J04 /FEA=EST /CNT=5 /TID=Mm.40477.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457265_at 71.8 59.8 P P 0.000244 0.000732 -0.2 NC 0.53 gb:BG063043 /DB_XREF=gi:12545529 /DB_XREF=H3001D07-3 /CLONE=H3001D07 /FEA=EST /CNT=15 /TID=Mm.24462.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457288_at 10.9 11 A A 0.21 0.08 -0.2 NC 0.4 gb:BM933244 /DB_XREF=gi:19392396 /DB_XREF=UI-M-BG2-bbl-b-08-0-UI.r2 /CLONE=UI-M-BG2-bbl-b-08-0-UI /FEA=EST /CNT=9 /TID=Mm.152979.1
MOE430_2_1457301_at 59.2 65.4 P P 0.000244 0.000244 -0.2 NC 0.65 gb:BB829477 /DB_XREF=gi:17007720 /DB_XREF=BB829477 /CLONE=G930007F15 /FEA=EST /CNT=11 /TID=Mm.214506.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457312_at 7.8 10.8 A A 0.27 0.3 -0.2 NC 0.5 gb:BG071293 /DB_XREF=gi:12553862 /DB_XREF=H3097B06-3 /CLONE=H3097B06 /FEA=EST /CNT=7 /TID=Mm.74735.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457337_at 2.3 2.4 A A 0.39 0.46 -0.2 NC 0.86 gb:AV028487 /DB_XREF=gi:4828035 /DB_XREF=AV028487 /CLONE=1500000E13 /FEA=EST /CNT=6 /TID=Mm.44983.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457339_at 21.8 16.9 P A 0.01 0.17 -0.2 NC 0.5 gb:BG093955 /DB_XREF=gi:12576518 /DB_XREF=ut79f08.x1 /CLONE=IMAGE:3334047 /FEA=EST /CNT=6 /TID=Mm.163196.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1457355_at 22.8 21.5 A A 0.06 0.17 -0.2 NC 0.69 gb:BB076314 /DB_XREF=gi:15406892 /DB_XREF=BB076314 /CLONE=9330120D02 /FEA=EST /CNT=9 /TID=Mm.117182.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457360_at 21.8 20.4 P P 0.01 0.03 -0.2 NC 0.5 gb:BG073418 /DB_XREF=gi:12555987 /DB_XREF=H3122D04-3 /CLONE=H3122D04 /FEA=EST /CNT=7 /TID=Mm.157396.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457366_at 33.9 35.9 P P 0.01 0.008057 -0.2 NC 0.5 gb:BG072424 /DB_XREF=gi:12554993 /DB_XREF=H3110D02-3 /CLONE=H3110D02 /FEA=EST /CNT=6 /TID=Mm.164615.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457379_at 11.7 6.2 M A 0.05 0.19 -0.2 NC 0.3 gb:BG066238 /DB_XREF=gi:12548807 /DB_XREF=H3040E12-3 /CLONE=H3040E12 /FEA=EST /CNT=5 /TID=Mm.5718.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457380_at 9 4.9 A A 0.09 0.3 -0.2 NC 0.5 gb:C85504 /DB_XREF=gi:2917461 /DB_XREF=C85504 /CLONE=J0209C10 /FEA=EST /CNT=5 /TID=Mm.172128.1 /TIER=ConsEnd /STK=4 /UG=Mm.17212
MOE430_2_1457383_at 36.5 31.9 P P 0.00415 0.005859 -0.2 NC 0.5 gb:BM222431 /DB_XREF=gi:17783036 /DB_XREF=K0120G04-3 /CLONE=K0120G04 /FEA=EST /CNT=5 /TID=Mm.217941.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457384_at 16.3 9.9 P A 0.01 0.11 -0.2 NC 0.5 gb:AV252220 /DB_XREF=gi:16387751 /DB_XREF=AV252220 /CLONE=4833438M18 /FEA=EST /CNT=5 /TID=Mm.189318.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457399_at 17.5 18.8 A P 0.17 0.03 -0.2 NC 0.28 gb:BB211758 /DB_XREF=gi:16352716 /DB_XREF=BB211758 /CLONE=A430106O20 /FEA=EST /CNT=5 /TID=Mm.168815.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457423_at 1.4 2.2 A A 0.39 0.33 -0.2 NC 0.46 gb:AI849508 /DB_XREF=gi:5493414 /DB_XREF=UI-M-AH1-agt-e-06-0-UI.s1 /CLONE=UI-M-AH1-agt-e-06-0-UI /FEA=EST /CNT=5 /TID=Mm.39876.1 /T
MOE430_2_1457438_at 10.3 5.7 A A 0.12 0.17 -0.2 NC 0.8 gb:BE630363 /DB_XREF=gi:9913051 /DB_XREF=uu19g05.x1 /CLONE=IMAGE:3372440 /FEA=EST /CNT=8 /TID=Mm.102270.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1457461_at 1 1.3 A A 0.86 0.91 -0.2 NC 0.71 gb:BB232606 /DB_XREF=gi:16354537 /DB_XREF=BB232606 /CLONE=A630039O03 /FEA=EST /CNT=5 /TID=Mm.131332.1 /TIER=ConsEnd /STK=4 /UG=M



MOE430_2_1457487_at 15.7 10.5 A A 0.09 0.11 -0.2 NC 0.14 gb:BB667450 /DB_XREF=gi:16398899 /DB_XREF=BB667450 /CLONE=C730014I02 /FEA=EST /CNT=4 /TID=Mm.125059.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457495_at 1.6 0.5 A A 0.69 0.49 -0.2 NC 0.48 gb:BB426699 /DB_XREF=gi:16423715 /DB_XREF=BB426699 /CLONE=C630003E24 /FEA=EST /CNT=4 /TID=Mm.120987.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457505_at 3.1 2.8 A A 0.8 0.75 -0.2 NC 0.03 gb:BG074667 /DB_XREF=gi:12557236 /DB_XREF=H3137H02-3 /CLONE=H3137H02 /FEA=EST /CNT=4 /TID=Mm.103077.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457600_x_ 3.3 6.5 A A 0.36 0.24 -0.2 NC 0.41 gb:BB767775 /DB_XREF=gi:16210353 /DB_XREF=BB767775 /CLONE=G370077P14 /FEA=EST /CNT=4 /TID=Mm.204183.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457610_at 16.7 15.9 M P 0.05 0.01 -0.2 NC 0.5 gb:BB281404 /DB_XREF=gi:16401316 /DB_XREF=BB281404 /CLONE=A930031F20 /FEA=EST /CNT=4 /TID=Mm.155518.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457623_x_ 35 42.1 P P 0.001953 0.005859 -0.2 NC 0.5 gb:AV102512 /DB_XREF=gi:5250060 /DB_XREF=AV102512 /CLONE=2410098K11 /FEA=EST /CNT=4 /TID=Mm.53464.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457659_x_ 2.6 6.7 A A 0.9 0.69 -0.2 NC 0.55 gb:AV209966 /DB_XREF=gi:6150619 /DB_XREF=AV209966 /CLONE=1700122D20 /FEA=EST /CNT=4 /TID=Mm.87367.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457661_at 5.5 3.2 A A 0.24 0.23 -0.2 NC 0.5 gb:BB405928 /DB_XREF=gi:9225324 /DB_XREF=BB405928 /CLONE=C330043O21 /FEA=EST /CNT=4 /TID=Mm.149716.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457685_at 0.5 0.3 A A 0.65 0.97 -0.2 NC 0.97 gb:BB478680 /DB_XREF=gi:16440468 /DB_XREF=BB478680 /CLONE=D330034E10 /FEA=EST /CNT=10 /TID=Mm.170029.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457739_at 13.2 12.7 A A 0.39 0.5 -0.2 NC 0.35 gb:BG083661 /DB_XREF=gi:12566229 /DB_XREF=H3090F12-5 /CLONE=H3090F12 /FEA=EST /CNT=6 /TID=Mm.152533.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457756_at 6.5 13.3 A A 0.36 0.11 -0.2 NC 0.37 gb:BB483373 /DB_XREF=gi:16441032 /DB_XREF=BB483373 /CLONE=D430019P06 /FEA=EST /CNT=6 /TID=Mm.151515.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457788_at 35.1 26.3 P P 0.03 0.00415 -0.2 NC 0.5 gb:BB385028 /DB_XREF=gi:16408308 /DB_XREF=BB385028 /CLONE=C230037H14 /FEA=EST /CNT=5 /TID=Mm.133705.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457823_at 156.8 122.6 P P 0.000732 0.000732 -0.2 NC 0.8 gb:BB533736 /DB_XREF=gi:9585665 /DB_XREF=BB533736 /CLONE=E030031K24 /FEA=EST /CNT=5 /TID=Mm.116967.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457824_at 22.1 19.5 P P 0.00415 0.000244 -0.2 NC 0.5 gb:AI504076 /DB_XREF=gi:4401927 /DB_XREF=vm50h11.x1 /CLONE=IMAGE:1001733 /FEA=EST /CNT=5 /TID=Mm.31187.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457836_at 41.2 33.4 P P 0.01 0.03 -0.2 NC 0.63 gb:BB217745 /DB_XREF=gi:16353226 /DB_XREF=BB217745 /CLONE=A530046C19 /FEA=EST /CNT=6 /TID=Mm.131251.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457844_a_ 1.6 0.7 A A 0.72 0.98 -0.2 NC 0.98 gb:BB012629 /DB_XREF=gi:16257296 /DB_XREF=BB012629 /CLONE=4930451M03 /FEA=EST /CNT=5 /TID=Mm.23523.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457889_at 31.6 22.7 P P 0.00293 0.01 -0.2 NC 0.5 gb:BG070143 /DB_XREF=gi:12552712 /DB_XREF=H3084B08-3 /CLONE=H3084B08 /FEA=EST /CNT=4 /TID=Mm.204607.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457911_at 9.9 9.4 P A 0.02 0.06 -0.2 NC 0.49 gb:BB277142 /DB_XREF=gi:16400944 /DB_XREF=BB277142 /CLONE=A930002I21 /FEA=EST /CNT=4 /TID=Mm.133826.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457912_at 39.2 29.4 A A 0.09 0.06 -0.2 NC 0.5 gb:BB311406 /DB_XREF=gi:16402699 /DB_XREF=BB311406 /CLONE=B230324K12 /FEA=EST /CNT=4 /TID=Mm.125642.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457936_at 10 7.2 A A 0.12 0.19 -0.2 NC 0.11 gb:BB184171 /DB_XREF=gi:16270317 /DB_XREF=BB184171 /CLONE=A330008G01 /FEA=EST /CNT=4 /TID=Mm.210096.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457941_at 13.2 11 A A 0.21 0.17 -0.2 NC 0.5 gb:BE981144 /DB_XREF=gi:10649949 /DB_XREF=UI-M-CG0-bcu-h-03-0-UI.s1 /CLONE=UI-M-CG0-bcu-h-03-0-UI /FEA=EST /CNT=4 /TID=Mm.153661
MOE430_2_1457968_at 9.9 15.2 A A 0.11 0.3 -0.2 NC 0.6 gb:BI499880 /DB_XREF=gi:15339224 /DB_XREF=ie11f06.x1 /FEA=EST /CNT=4 /TID=Mm.202341.1 /TIER=ConsEnd /STK=3 /UG=Mm.202341 /UG_TITLE=E
MOE430_2_1458009_at 0.3 0.3 A A 0.82 0.84 -0.2 NC 0.5 gb:BG069462 /DB_XREF=gi:12551943 /DB_XREF=H3075F10-3 /CLONE=H3075F10 /FEA=EST /CNT=4 /TID=Mm.26174.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458128_at 69.2 63.2 P P 0.01 0.01 -0.2 NC 0.77 gb:BB363084 /DB_XREF=gi:16406095 /DB_XREF=BB363084 /CLONE=C130015E15 /FEA=EST /CNT=3 /TID=Mm.208807.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458182_at 31.5 34.1 P P 0.03 0.03 -0.2 NC 0.5 gb:BB130668 /DB_XREF=gi:16266305 /DB_XREF=BB130668 /CLONE=9630046J20 /FEA=EST /CNT=3 /TID=Mm.211415.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458208_s_ 21.5 19.3 P P 0.01 0.00415 -0.2 NC 0.5 gb:BB770903 /DB_XREF=gi:16212968 /DB_XREF=BB770903 /CLONE=G370118G20 /FEA=EST /CNT=3 /TID=Mm.211374.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458213_at 17.3 17.7 P P 0.008057 0.00415 -0.2 NC 0.58 gb:BB432268 /DB_XREF=gi:15412081 /DB_XREF=BB432268 /CLONE=C630044K07 /FEA=EST /CNT=3 /TID=Mm.210065.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458220_at 15.6 25.6 P P 0.008057 0.01 -0.2 NC 0.5 gb:BM195556 /DB_XREF=gi:17747054 /DB_XREF=C0312E10-3 /CLONE=C0312E10 /FEA=EST /CNT=3 /TID=Mm.218362.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458239_at 3.7 6.5 A A 0.53 0.39 -0.2 NC 0.33 gb:AV260100 /DB_XREF=gi:16388686 /DB_XREF=AV260100 /CLONE=4930408L20 /FEA=EST /CNT=3 /TID=Mm.210067.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458243_at 0.4 0.5 A A 0.55 0.82 -0.2 NC 0.33 gb:AW553423 /DB_XREF=gi:7198846 /DB_XREF=L0226H12-3 /CLONE=L0226H12 /FEA=EST /CNT=3 /TID=Mm.182723.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458247_s_ 373.1 352.5 P P 0.000244 0.000244 -0.2 NC 0.5 gb:C78178 /DB_XREF=gi:2518508 /DB_XREF=C78178 /CLONE=J0043H09 /FEA=EST /CNT=3 /TID=Mm.200787.1 /TIER=ConsEnd /STK=3 /UG=Mm.20078
MOE430_2_1458281_at 48.5 40.5 P P 0.00415 0.00293 -0.2 NC 0.5 gb:BF018283 /DB_XREF=gi:10749615 /DB_XREF=uw97b02.x1 /CLONE=IMAGE:3469899 /FEA=EST /CNT=3 /TID=Mm.120257.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1458285_at 13.1 11.9 A A 0.11 0.21 -0.2 NC 0.65 gb:BM114840 /DB_XREF=gi:17077858 /DB_XREF=L0811C03-3 /CLONE=L0811C03 /FEA=EST /CNT=3 /TID=Mm.213309.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458335_x_ 28.6 23.9 A P 0.12 0.03 -0.2 NC 0.11 gb:BB192266 /DB_XREF=gi:8852885 /DB_XREF=BB192266 /CLONE=A330071K09 /FEA=EST /CNT=3 /TID=Mm.131777.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458345_s_ 10.4 11.6 P P 0.03 0.01 -0.2 NC 0.21 gb:BB239199 /DB_XREF=gi:8921680 /DB_XREF=BB239199 /CLONE=A630076B06 /FEA=EST /CNT=3 /TID=Mm.113259.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458357_x_ 18.5 17.9 A A 0.21 0.24 -0.2 NC 0.55 gb:BB034394 /DB_XREF=gi:8440780 /DB_XREF=BB034394 /CLONE=5830496H12 /FEA=EST /CNT=3 /TID=Mm.180341.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458380_at 17.8 13 A A 0.19 0.17 -0.2 NC 0.23 gb:BB211406 /DB_XREF=gi:15410014 /DB_XREF=BB211406 /CLONE=A430105C23 /FEA=EST /CNT=10 /TID=Mm.39463.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458405_at 9.8 15.4 A A 0.12 0.17 -0.2 NC 0.5 gb:AI891566 /DB_XREF=gi:5597468 /DB_XREF=ul31g02.x1 /CLONE=IMAGE:2099954 /FEA=EST /CNT=8 /TID=Mm.153104.2 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458413_at 20.2 16.9 A A 0.24 0.11 -0.2 NC 0.5 gb:BB357976 /DB_XREF=gi:15411653 /DB_XREF=BB357976 /CLONE=C030025K24 /FEA=EST /CNT=7 /TID=Mm.131256.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458417_at 40.1 41.8 P P 0.000244 0.001953 -0.2 NC 0.59 gb:BB712040 /DB_XREF=gi:16065209 /DB_XREF=BB712040 /CLONE=B020032H17 /FEA=EST /CNT=7 /TID=Mm.25768.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458454_at 22.6 21.4 A A 0.12 0.17 -0.2 NC 0.5 gb:AI452122 /DB_XREF=gi:4299711 /DB_XREF=mp62e01.x1 /CLONE=IMAGE:573816 /FEA=EST /CNT=6 /TID=Mm.31758.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458456_x_ 2.8 2.8 A A 0.6 0.53 -0.2 NC 0.42 gb:BB048100 /DB_XREF=gi:16259467 /DB_XREF=BB048100 /CLONE=6430571L13 /FEA=EST /CNT=6 /TID=Mm.71039.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458466_at 60.1 55.1 A A 0.08 0.17 -0.2 NC 0.83 gb:AV338634 /DB_XREF=gi:15406498 /DB_XREF=AV338634 /CLONE=6430411I23 /FEA=EST /CNT=6 /TID=Mm.118164.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458467_at 1.9 1.2 A A 0.6 0.8 -0.2 NC 0.5 gb:AA763224 /DB_XREF=gi:2812971 /DB_XREF=vv88g04.r1 /CLONE=IMAGE:1229526 /FEA=EST /CNT=6 /TID=Mm.69020.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458499_at 9.5 12.7 P A 0.01 0.27 -0.2 NC 0.5 gb:AW123977 /DB_XREF=gi:6099507 /DB_XREF=UI-M-BH2.3-aqc-f-09-0-UI.s1 /CLONE=UI-M-BH2.3-aqc-f-09-0-UI /FEA=EST /CNT=8 /TID=Mm.87161
MOE430_2_1458522_at 0.5 0.7 A A 0.59 0.8 -0.2 NC 0.53 gb:BB541181 /DB_XREF=gi:16447185 /DB_XREF=BB541181 /CLONE=E130112J24 /FEA=EST /CNT=5 /TID=Mm.208932.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458561_at 7 5.4 A A 0.19 0.36 -0.2 NC 0.3 gb:AW049749 /DB_XREF=gi:5910278 /DB_XREF=UI-M-BH1-anm-a-01-0-UI.s1 /CLONE=UI-M-BH1-anm-a-01-0-UI /FEA=EST /CNT=4 /TID=Mm.150941.
MOE430_2_1458566_at 41.2 33.8 P P 0.000732 0.001953 -0.2 NC 0.5 gb:BG808857 /DB_XREF=gi:17955842 /DB_XREF=2123-20 /FEA=EST /CNT=4 /TID=Mm.152652.1 /TIER=ConsEnd /STK=2 /UG=Mm.152652 /UG_TITLE=E
MOE430_2_1458590_at 0.5 1.1 A A 0.9 0.82 -0.2 NC 0.44 gb:BE457649 /DB_XREF=gi:9479997 /DB_XREF=us94f07.x1 /CLONE=IMAGE:3326053 /FEA=EST /CNT=4 /TID=Mm.157810.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458615_at 18.2 17.7 P A 0.02 0.08 -0.2 NC 0.63 gb:BB772373 /DB_XREF=gi:16214064 /DB_XREF=BB772373 /CLONE=G370141N16 /FEA=EST /CNT=4 /TID=Mm.212351.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458651_at 7.1 6.6 A A 0.72 0.63 -0.2 NC 0.21 gb:AI849810 /DB_XREF=gi:5493716 /DB_XREF=UI-M-AL1-aho-b-10-0-UI.s1 /CLONE=UI-M-AL1-aho-b-10-0-UI /FEA=EST /CNT=4 /TID=Mm.82662.1 /T
MOE430_2_1458678_at 11.7 11.9 A A 0.19 0.18 -0.2 NC 0.5 gb:AW145973 /DB_XREF=gi:6167709 /DB_XREF=um35d03.x1 /CLONE=IMAGE:2236517 /FEA=EST /CNT=5 /TID=Mm.38349.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458849_at 16.4 14.8 P P 0.02 0.03 -0.2 NC 0.5 gb:BB234186 /DB_XREF=gi:16354657 /DB_XREF=BB234186 /CLONE=A630048A04 /FEA=EST /CNT=3 /TID=Mm.207258.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458856_at 25.2 28.6 P P 0.02 0.02 -0.2 NC 0.76 gb:BB216476 /DB_XREF=gi:16353110 /DB_XREF=BB216476 /CLONE=A530032H15 /FEA=EST /CNT=3 /TID=Mm.208404.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458864_at 1.6 0.8 A A 0.88 0.99 -0.2 NC 0.5 gb:BG067746 /DB_XREF=gi:12550315 /DB_XREF=H3057G02-3 /CLONE=H3057G02 /FEA=EST /CNT=3 /TID=Mm.174370.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458865_at 0.9 0.8 A A 0.88 0.95 -0.2 NC 0.5 gb:BG066637 /DB_XREF=gi:12549129 /DB_XREF=H3044D05-3 /CLONE=H3044D05 /FEA=EST /CNT=3 /TID=Mm.172780.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458876_at 15.1 11.2 A A 0.21 0.24 -0.2 NC 0.5 gb:BM198389 /DB_XREF=gi:17750891 /DB_XREF=C0359A10-3 /CLONE=C0359A10 /FEA=EST /CNT=3 /TID=Mm.218312.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458887_at 11.3 19.7 A A 0.12 0.33 -0.2 NC 0.5 gb:AV320456 /DB_XREF=gi:6290289 /DB_XREF=AV320456 /CLONE=6030423E01 /FEA=EST /CNT=3 /TID=Mm.67911.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458931_at 21.7 14.1 A A 0.14 0.39 -0.2 NC 0.5 gb:BG067687 /DB_XREF=gi:12550256 /DB_XREF=H3057B01-3 /CLONE=H3057B01 /FEA=EST /CNT=3 /TID=Mm.180006.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458933_at 8.9 6.5 P A 0.03 0.17 -0.2 NC 0.5 gb:BM239855 /DB_XREF=gi:17875125 /DB_XREF=K0541E05-3 /CLONE=K0541E05 /FEA=EST /CNT=3 /TID=Mm.217285.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458953_at 1.8 1.6 A A 0.66 0.72 -0.2 NC 0.46 gb:BG066333 /DB_XREF=gi:12548902 /DB_XREF=H3041G05-3 /CLONE=H3041G05 /FEA=EST /CNT=3 /TID=Mm.154746.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458996_at 14.2 14.7 P A 0.00293 0.09 -0.2 NC 0.66 gb:AI481717 /DB_XREF=gi:4374943 /DB_XREF=vh31f12.x1 /CLONE=IMAGE:888623 /FEA=EST /CNT=3 /TID=Mm.170377.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459008_at 28.4 22.8 A A 0.17 0.21 -0.2 NC 0.25 gb:BM942252 /DB_XREF=gi:19402115 /DB_XREF=UI-M-CG0p-bfq-f-07-0-UI.r1 /CLONE=UI-M-CG0p-bfq-f-07-0-UI /FEA=EST /CNT=3 /TID=Mm.151397
MOE430_2_1459010_at 52.7 56.3 A A 0.11 0.19 -0.2 NC 0.78 gb:BG062993 /DB_XREF=gi:12545644 /DB_XREF=H3002H03-3 /CLONE=H3002H03 /FEA=EST /CNT=3 /TID=Mm.167604.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459028_at 0.9 0.8 A A 0.88 0.98 -0.2 NC 0.62 gb:BE993841 /DB_XREF=gi:10676466 /DB_XREF=UI-M-BZ1-bjh-f-09-0-UI.s1 /CLONE=UI-M-BZ1-bjh-f-09-0-UI /FEA=EST /CNT=3 /TID=Mm.152323.1 /
MOE430_2_1459038_at 1 0.4 A A 0.82 0.95 -0.2 NC 0.63 gb:BE648367 /DB_XREF=gi:9974188 /DB_XREF=UI-M-BH2.1-apn-f-08-0-UI.r1 /CLONE=UI-M-BH2.1-apn-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.84821.
MOE430_2_1459060_at 7.3 7.2 A A 0.09 0.14 -0.2 NC 0.5 gb:BB735036 /DB_XREF=gi:16134186 /DB_XREF=BB735036 /CLONE=F420013L22 /FEA=EST /CNT=3 /TID=Mm.168905.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459075_at 0.7 0.9 A A 0.53 0.63 -0.2 NC 0.5 gb:BG068277 /DB_XREF=gi:12550846 /DB_XREF=H3063F11-3 /CLONE=H3063F11 /FEA=EST /CNT=3 /TID=Mm.173532.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459133_at 16.5 33 P P 0.01 0.00293 -0.2 NC 0.5 gb:BB549831 /DB_XREF=gi:16447855 /DB_XREF=BB549831 /CLONE=E230017M11 /FEA=EST /CNT=3 /TID=Mm.209975.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459145_at 15.8 14.4 P A 0.01 0.17 -0.2 NC 0.57 gb:BB483368 /DB_XREF=gi:16441031 /DB_XREF=BB483368 /CLONE=D430019O20 /FEA=EST /CNT=3 /TID=Mm.153271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459151_x_ 431.2 337.2 P P 0.000244 0.000244 -0.2 NC 0.98 gb:AW986054 /DB_XREF=gi:8180599 /DB_XREF=uf92d01.x1 /CLONE=IMAGE:1529569 /FEA=EST /CNT=3 /TID=Mm.202671.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459163_at 1.4 0.5 A A 0.66 0.69 -0.2 NC 0.16 gb:BG068110 /DB_XREF=gi:12550679 /DB_XREF=H3061H03-3 /CLONE=H3061H03 /FEA=EST /CNT=2 /TID=Mm.173491.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459173_at 4.4 3.5 A A 0.3 0.24 -0.2 NC 0.37 gb:AU067753 /DB_XREF=gi:4968490 /DB_XREF=AU067753 /CLONE=MNCb-1477 /FEA=EST /CNT=2 /TID=Mm.149478.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459185_at 11.5 8.8 A A 0.19 0.39 -0.2 NC 0.75 gb:BG072840 /DB_XREF=gi:12555409 /DB_XREF=H3115E10-3 /CLONE=H3115E10 /FEA=EST /CNT=2 /TID=Mm.197239.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459203_at 7.3 5.1 A A 0.14 0.21 -0.2 NC 0.5 gb:BB228135 /DB_XREF=gi:16354181 /DB_XREF=BB228135 /CLONE=A630009F08 /FEA=EST /CNT=2 /TID=Mm.210089.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459220_at 18.7 12.5 A A 0.08 0.21 -0.2 NC 0.15 gb:BG066263 /DB_XREF=gi:12548832 /DB_XREF=H3040H08-3 /CLONE=H3040H08 /FEA=EST /CNT=2 /TID=Mm.24996.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459239_at 0.6 1.5 A A 0.75 0.72 -0.2 NC 0.7 gb:AW555071 /DB_XREF=gi:7200494 /DB_XREF=L0249F03-3 /CLONE=L0249F03 /FEA=EST /CNT=2 /TID=Mm.182759.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459270_at 17.6 17.5 A A 0.29 0.3 -0.2 NC 0.7 gb:AV232649 /DB_XREF=gi:16385979 /DB_XREF=AV232649 /CLONE=4632416G03 /FEA=EST /CNT=2 /TID=Mm.218376.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459346_at 17.5 11.9 M A 0.05 0.06 -0.2 NC 0.42 gb:BB276676 /DB_XREF=gi:16400903 /DB_XREF=BB276676 /CLONE=A830098H17 /FEA=EST /CNT=2 /TID=Mm.210454.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459350_at 8 8.8 P A 0.00293 0.14 -0.2 NC 0.5 gb:BB204648 /DB_XREF=gi:16351872 /DB_XREF=BB204648 /CLONE=A430059A22 /FEA=EST /CNT=2 /TID=Mm.207891.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459359_at 18.6 26.4 P M 0.03 0.05 -0.2 NC 0.5 gb:BB395376 /DB_XREF=gi:16409304 /DB_XREF=BB395376 /CLONE=C230091N23 /FEA=EST /CNT=2 /TID=Mm.126187.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459383_at 8.7 10.1 A A 0.21 0.3 -0.2 NC 0.5 gb:BB557350 /DB_XREF=gi:16448789 /DB_XREF=BB557350 /CLONE=E330027N13 /FEA=EST /CNT=2 /TID=Mm.137463.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459410_at 4 1.4 A A 0.78 0.91 -0.2 NC 0.5 gb:C79036 /DB_XREF=gi:2519366 /DB_XREF=C79036 /CLONE=J0059D09 /FEA=EST /CNT=2 /TID=Mm.25007.1 /TIER=ConsEnd /STK=2 /UG=Mm.25007 /
MOE430_2_1459454_at 15.1 9.4 A A 0.19 0.36 -0.2 NC 0.5 gb:BB174818 /DB_XREF=gi:16269626 /DB_XREF=BB174818 /CLONE=A230053I05 /FEA=EST /CNT=2 /TID=Mm.39909.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459513_at 4.8 3.6 A A 0.63 0.53 -0.2 NC 0.26 gb:AU040911 /DB_XREF=gi:3954735 /DB_XREF=AU040911 /CLONE=J0820F02 /FEA=EST /CNT=2 /TID=Mm.173880.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459528_at 0.7 0.6 A A 0.91 0.93 -0.2 NC 0.72 gb:AU043222 /DB_XREF=gi:3978697 /DB_XREF=AU043222 /CLONE=J0901G05 /FEA=EST /CNT=2 /TID=Mm.173978.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459533_at 1.2 0.3 A A 0.9 0.97 -0.2 NC 0.26 gb:C77158 /DB_XREF=gi:2517488 /DB_XREF=C77158 /CLONE=J0026G06 /FEA=EST /CNT=2 /TID=Mm.154697.1 /TIER=ConsEnd /STK=2 /UG=Mm.15469
MOE430_2_1459602_at 30.4 31.4 A P 0.08 0.01 -0.2 NC 0.5 gb:AW488931 /DB_XREF=gi:7059201 /DB_XREF=UI-M-BH3-ash-c-05-0-UI.s1 /CLONE=UI-M-BH3-ash-c-05-0-UI /FEA=EST /CNT=2 /TID=Mm.66276.1 /
MOE430_2_1459605_at 5.7 4.2 A A 0.63 0.8 -0.2 NC 0.73 gb:BE988376 /DB_XREF=gi:10664656 /DB_XREF=UI-M-CG0p-bhv-a-08-0-UI.s1 /CLONE=UI-M-CG0p-bhv-a-08-0-UI /FEA=EST /CNT=2 /TID=Mm.15193
MOE430_2_1459642_at 9.1 8.3 A A 0.19 0.11 -0.2 NC 0.45 gb:BE979291 /DB_XREF=gi:10646035 /DB_XREF=UI-M-BG2-bbs-c-11-0-UI.s1 /CLONE=UI-M-BG2-bbs-c-11-0-UI /FEA=EST /CNT=2 /TID=Mm.44609.1
MOE430_2_1459648_at 22.4 20.6 A A 0.09 0.17 -0.2 NC 0.93 gb:BE627992 /DB_XREF=gi:9908437 /DB_XREF=uu26e06.x1 /CLONE=IMAGE:3373090 /FEA=EST /CNT=2 /TID=Mm.202302.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459710_at 9.8 5.6 A A 0.3 0.39 -0.2 NC 0.5 gb:AW456291 /DB_XREF=gi:7026508 /DB_XREF=UI-M-BH3-aqy-c-03-0-UI.s1 /CLONE=UI-M-BH3-aqy-c-03-0-UI /FEA=EST /CNT=2 /TID=Mm.156117.1
MOE430_2_1459722_at 49.3 30.6 P P 0.005859 0.02 -0.2 NC 0.55 gb:AI427602 /DB_XREF=gi:4273528 /DB_XREF=mm23e06.x1 /CLONE=IMAGE:522370 /FEA=EST /CNT=2 /TID=Mm.80676.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459760_at 6.5 7.2 A A 0.24 0.12 -0.2 NC 0.19 gb:BE852624 /DB_XREF=gi:10310963 /DB_XREF=uw26a10.x1 /CLONE=IMAGE:3417786 /FEA=EST /CNT=2 /TID=Mm.139927.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459779_s_ 0.8 0.3 A A 0.87 0.96 -0.2 NC 0.36 gb:BB471743 /DB_XREF=gi:9388932 /DB_XREF=BB471743 /CLONE=D230040H04 /FEA=EST /CNT=2 /TID=Mm.209500.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459806_x_ 40.9 39.2 P P 0.005859 0.005859 -0.2 NC 0.5 gb:BB110309 /DB_XREF=gi:8762877 /DB_XREF=BB110309 /CLONE=9530024D01 /FEA=EST /CNT=2 /TID=Mm.168680.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459808_at 13.1 11.1 A A 0.14 0.27 -0.2 NC 0.46 gb:BB087569 /DB_XREF=gi:8653356 /DB_XREF=BB087569 /CLONE=9430010N10 /FEA=EST /CNT=2 /TID=Mm.174622.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459842_x_ 182.9 148.4 P P 0.000732 0.000732 -0.2 NC 0.5 gb:AV035368 /DB_XREF=gi:4855033 /DB_XREF=AV035368 /CLONE=1600014J06 /FEA=EST /CNT=2 /TID=Mm.109197.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459843_s_ 730.5 593.3 P P 0.000244 0.000244 -0.2 NC 0.72 gb:BB257769 /DB_XREF=gi:8950602 /DB_XREF=BB257769 /CLONE=A730081H15 /FEA=EST /CNT=2 /TID=Mm.125306.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459859_x_ 724.5 585.9 P P 0.001953 0.001221 -0.2 NC 0.97 gb:BB297047 /DB_XREF=gi:8997752 /DB_XREF=BB297047 /CLONE=B130052A21 /FEA=EST /CNT=2 /TID=Mm.117171.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459868_x_ 86.8 63.6 P P 0.01 0.008057 -0.2 NC 0.99 gb:AV313111 /DB_XREF=gi:6278363 /DB_XREF=AV313111 /CLONE=5830408C01 /FEA=EST /CNT=2 /TID=Mm.56551.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459871_x_ 240.5 240.6 P P 0.001953 0.000244 -0.2 NC 0.5 gb:AV349132 /DB_XREF=gi:6390191 /DB_XREF=AV349132 /CLONE=6530401M10 /FEA=EST /CNT=2 /TID=Mm.74362.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459888_at 221.5 191.9 P P 0.000732 0.000244 -0.2 NC 0.5 gb:AI429562 /DB_XREF=gi:4275488 /DB_XREF=mf52a12.x1 /CLONE=IMAGE:408670 /FEA=EST /CNT=4 /TID=Mm.29324.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1459948_at 9 11 P P 0.00415 0.00293 -0.2 NC 0.88 gb:BB552070 /DB_XREF=gi:16448120 /DB_XREF=BB552070 /CLONE=E230034H01 /FEA=EST /CNT=2 /TID=Mm.209999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459970_at 1.3 0.7 A A 0.82 0.93 -0.2 NC 0.5 gb:BB549595 /DB_XREF=gi:9621023 /DB_XREF=BB549595 /CLONE=E230016J01 /FEA=EST /CNT=2 /TID=Mm.137388.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459982_a_ 9 6.4 A A 0.56 0.5 -0.2 NC 0.5 gb:BB394986 /DB_XREF=gi:16409274 /DB_XREF=BB394986 /CLONE=C230090D02 /FEA=EST /CNT=4 /TID=Mm.202309.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1460025_at 43.8 37.8 P P 0.001953 0.01 -0.2 NC 0.5 gb:BB129159 /DB_XREF=gi:15408302 /DB_XREF=BB129159 /CLONE=9630037B04 /FEA=EST /CNT=20 /TID=Mm.122660.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1460041_at 38.3 27.2 P P 0.03 0.01 -0.2 NC 0.5 gb:BQ173985 /DB_XREF=gi:20349476 /DB_XREF=UI-M-DJ2-bvv-d-09-0-UI.s1 /CLONE=UI-M-DJ2-bvv-d-09-0-UI /FEA=EST /CNT=8 /TID=Mm.135815.
MOE430_2_1460063_at 9.4 6.3 A A 0.09 0.21 -0.2 NC 0.5 gb:BB230617 /DB_XREF=gi:16354394 /DB_XREF=BB230617 /CLONE=A630028H08 /FEA=EST /CNT=10 /TID=Mm.31430.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460077_at 35.8 39 P P 0.008057 0.02 -0.2 NC 0.51 gb:BB466388 /DB_XREF=gi:16427232 /DB_XREF=BB466388 /CLONE=D230008L23 /FEA=EST /CNT=11 /TID=Mm.196615.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1460116_s_ 33.6 25.1 P P 0.001953 0.00415 -0.2 NC 0.5 gb:AI450584 /DB_XREF=gi:4298024 /DB_XREF=mq86c11.x1 /CLONE=IMAGE:585620 /FEA=EST /CNT=3 /TID=Mm.200247.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1460155_at 21.7 14.3 P P 0.00293 0.04 -0.2 NC 0.5 gb:AV252141 /DB_XREF=gi:16387742 /DB_XREF=AV252141 /CLONE=4833438F16 /FEA=EST /CNT=3 /TID=Mm.134661.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460170_at 1293.8 1096.6 P P 0.001953 0.001953 -0.2 NC 0.83 gb:NM_010163.1 /DB_XREF=gi:6753789 /GEN=Ext2 /FEA=FLmRNA /CNT=225 /TID=Mm.4336.1 /TIER=FL+Stack /STK=150 /UG=Mm.4336 /LL=14043 /DE
MOE430_2_1460174_at 240.9 230.7 P P 0.000244 0.000244 -0.2 NC 0.95 gb:NM_021428.2 /DB_XREF=gi:19920320 /GEN=Dexi /FEA=FLmRNA /CNT=146 /TID=Mm.41091.1 /TIER=FL+Stack /STK=127 /UG=Mm.41091 /LL=58239 /
MOE430_2_1460178_at 556.9 468.7 P P 0.000244 0.000244 -0.2 NC 0.93 gb:NM_025827.1 /DB_XREF=gi:13385297 /GEN=1300002A08Rik /FEA=FLmRNA /CNT=179 /TID=Mm.30092.1 /TIER=FL+Stack /STK=106 /UG=Mm.30092 /
MOE430_2_1460196_at 681 620.5 P P 0.000244 0.000244 -0.2 NC 0.88 gb:NM_007620.1 /DB_XREF=gi:6671689 /GEN=Cbr1 /FEA=FLmRNA /CNT=120 /TID=Mm.26940.1 /TIER=FL+Stack /STK=62 /UG=Mm.26940 /LL=12408 /D
MOE430_2_1460199_a_ 347 332 P P 0.000244 0.000244 -0.2 NC 0.95 gb:BE688382 /DB_XREF=gi:10075939 /DB_XREF=uw44e02.x1 /CLONE=IMAGE:3464858 /FEA=FLmRNA /CNT=262 /TID=Mm.56337.1 /TIER=Stack /STK=3
MOE430_2_1460207_s_ 92.4 95 P P 0.000732 0.001221 -0.2 NC 0.5 gb:BC003220.1 /DB_XREF=gi:13096847 /FEA=FLmRNA /CNT=68 /TID=Mm.379.1 /TIER=FL+Stack /STK=45 /UG=Mm.379 /LL=13559 /UG_GENE=E2f5 /DE
MOE430_2_1460208_at 3122.4 2299 P P 0.000244 0.000244 -0.2 NC 0.99 gb:NM_007993.1 /DB_XREF=gi:6679758 /GEN=Fbn1 /FEA=FLmRNA /CNT=122 /TID=Mm.735.1 /TIER=FL+Stack /STK=43 /UG=Mm.735 /LL=14118 /DEF=M
MOE430_2_1460222_at 122 62.5 P P 0.001953 0.000732 -0.2 NC 0.55 gb:NM_009164.1 /DB_XREF=gi:6677930 /GEN=Sh3bp1 /FEA=FLmRNA /CNT=50 /TID=Mm.4462.1 /TIER=FL+Stack /STK=31 /UG=Mm.4462 /LL=20401 /DE
MOE430_2_1460237_at 47.7 38.3 P P 0.00293 0.001953 -0.2 NC 0.76 gb:BG063064 /DB_XREF=gi:12545550 /DB_XREF=H3001F10-3 /CLONE=H3001F10 /FEA=FLmRNA /CNT=94 /TID=Mm.219613.1 /TIER=Stack /STK=8 /UG
MOE430_2_1460262_a_ 199.7 211.6 P P 0.000244 0.000244 -0.2 NC 0.93 gb:NM_026091.1 /DB_XREF=gi:13385589 /GEN=1700037H04Rik /FEA=FLmRNA /CNT=47 /TID=Mm.27711.1 /TIER=FL /STK=6 /UG=Mm.27711 /LL=67326 /
MOE430_2_1460271_at 14.3 9.7 A A 0.07 0.12 -0.2 NC 0.59 gb:NM_021407.1 /DB_XREF=gi:10946761 /GEN=Trem3-pending /FEA=FLmRNA /CNT=8 /TID=Mm.117124.1 /TIER=FL /STK=6 /UG=Mm.117124 /LL=58218
MOE430_2_1460279_a_ 793.4 736.3 P P 0.000244 0.000244 -0.2 NC 0.82 gb:AF043219.1 /DB_XREF=gi:2895587 /FEA=FLmRNA /CNT=16 /TID=Mm.22593.1 /TIER=FL /STK=1 /UG=Mm.22593 /LL=14886 /UG_GENE=Gtf2i /DEF=M
MOE430_2_1460298_at 14.5 11.5 A A 0.06 0.35 -0.2 NC 0.69 gb:NM_026288.1 /DB_XREF=gi:13385783 /GEN=4930483J18Rik /FEA=FLmRNA /CNT=6 /TID=Mm.73551.1 /TIER=FL /STK=2 /UG=Mm.73551 /LL=67638 /D
MOE430_2_1460308_a_ 1252.8 1118.9 P P 0.000244 0.000244 -0.2 NC 0.78 gb:NM_026729.1 /DB_XREF=gi:19387847 /GEN=Ict1 /FEA=FLmRNA /CNT=7 /TID=Mm.41541.1 /TIER=FL /STK=1 /UG=Mm.41541 /LL=68572 /DEF=Mus m
MOE430_2_1460324_at 139.8 90.7 P P 0.000732 0.001221 -0.2 NC 0.87 gb:BB795491 /DB_XREF=gi:16965110 /DB_XREF=BB795491 /CLONE=G431005F03 /FEA=FLmRNA /CNT=313 /TID=Mm.5001.1 /TIER=Stack /STK=33 /UG
MOE430_2_1460337_at 710 620.6 P P 0.000244 0.000732 -0.2 NC 0.96 gb:BB326929 /DB_XREF=gi:16403707 /DB_XREF=BB326929 /CLONE=B430213G06 /FEA=FLmRNA /CNT=116 /TID=Mm.38525.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1460344_at 271.3 233.3 P P 0.000244 0.000244 -0.2 NC 0.83 gb:AV220340 /DB_XREF=gi:16384645 /DB_XREF=AV220340 /CLONE=3022402N05 /FEA=FLmRNA /CNT=236 /TID=Mm.219678.1 /TIER=Stack /STK=32 /U
MOE430_2_1460348_at 262.8 233.4 P P 0.000244 0.000244 -0.2 NC 0.68 gb:BC011282.1 /DB_XREF=gi:15030070 /FEA=FLmRNA /CNT=79 /TID=Mm.9648.1 /TIER=FL+Stack /STK=63 /UG=Mm.9648 /LL=71890 /UG_GENE=231003
MOE430_2_1460367_at 1341.4 1329.3 P P 0.000244 0.000244 -0.2 NC 0.9 gb:BC026853.1 /DB_XREF=gi:20072441 /FEA=FLmRNA /CNT=83 /TID=Mm.87639.1 /TIER=FL+Stack /STK=15 /UG=Mm.87639 /LL=73389 /UG_GENE=1700
MOE430_2_1460371_at 43.3 45.1 P P 0.01 0.04 -0.2 NC 0.98 gb:BC011103.1 /DB_XREF=gi:15029766 /FEA=FLmRNA /CNT=24 /TID=Mm.158850.1 /TIER=FL /STK=5 /UG=Mm.158850 /LL=72630 /UG_GENE=2700081N
MOE430_2_1460394_a_ 162.8 137.3 P P 0.001221 0.001953 -0.2 NC 0.98 gb:BB769433 /DB_XREF=gi:16211975 /DB_XREF=BB769433 /CLONE=G370096A18 /FEA=FLmRNA /CNT=126 /TID=Mm.153865.1 /TIER=Stack /STK=12 /
MOE430_2_1460414_at 134.1 123.6 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BC025848.1 /DB_XREF=gi:19483999 /FEA=mRNA /CNT=8 /TID=Mm.197693.1 /TIER=ConsEnd /STK=0 /UG=Mm.197693 /DEF=Mus musculus, clone IMA
MOE430_2_1460436_at 1708 1439.9 P P 0.000244 0.000244 -0.2 NC 0.99 gb:BI652065 /DB_XREF=gi:15566301 /DB_XREF=603298847F1 /CLONE=IMAGE:5339698 /FEA=mRNA /CNT=191 /TID=Mm.181862.1 /TIER=Stack /STK=31
MOE430_2_1460492_at 0.4 0.9 A A 0.9 0.6 -0.2 NC 0.26 gb:AK020226.1 /DB_XREF=gi:12860742 /FEA=mRNA /CNT=3 /TID=Mm.159939.1 /TIER=ConsEnd /STK=1 /UG=Mm.159939 /LL=77547 /UG_GENE=803049
MOE430_2_1460495_s_ 237 245 P P 0.000244 0.000244 -0.2 NC 0.5 gb:AK011536.1 /DB_XREF=gi:12847723 /FEA=mRNA /CNT=8 /TID=Mm.2146.2 /TIER=ConsEnd /STK=0 /UG=Mm.2146 /LL=11993 /UG_GENE=Aup1 /UG_T
MOE430_2_1460506_s_ 1674.5 1501.3 P P 0.000244 0.000244 -0.2 NC 0.97 gb:AK008502.1 /DB_XREF=gi:12842718 /FEA=mRNA /CNT=2 /TID=Mm.195627.1 /TIER=ConsEnd /STK=1 /UG=Mm.195627 /LL=72187 /UG_GENE=201030
MOE430_2_1460517_at 12.4 7.7 A A 0.11 0.19 -0.2 NC 0.5 gb:AK018665.1 /DB_XREF=gi:12858487 /FEA=mRNA /CNT=1 /TID=Mm.158732.1 /TIER=ConsEnd /STK=0 /UG=Mm.158732 /LL=71576 /UG_GENE=913040
MOE430_2_1460556_at 118.3 118.4 P P 0.005859 0.005859 -0.2 NC 0.55 gb:AF096898 /DB_XREF=gi:5607209 /DB_XREF=AF096898 /CLONE=260-associated /FEA=EST /CNT=67 /TID=Mm.41368.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1460558_at 448.5 344.1 P P 0.000732 0.000732 -0.2 NC 0.95 gb:AV295080 /DB_XREF=gi:16392661 /DB_XREF=AV295080 /CLONE=5730428M05 /FEA=EST /CNT=86 /TID=Mm.9893.1 /TIER=Stack /STK=42 /UG=Mm.
MOE430_2_1460572_a_ 148 80.7 P P 0.000732 0.000244 -0.2 NC 0.5 gb:BQ178976 /DB_XREF=gi:20354468 /DB_XREF=UI-M-EV0-bwt-l-21-0-UI.r1 /CLONE=IMAGE:5701796 /FEA=EST /CNT=33 /TID=Mm.200818.2 /TIER=St
MOE430_2_1460576_at 12.4 4.1 P A 0.02 0.39 -0.2 NC 0.5 gb:AV248277 /DB_XREF=gi:16387365 /DB_XREF=AV248277 /CLONE=4833405E05 /FEA=EST /CNT=24 /TID=Mm.220987.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1460584_at 79.1 68 P P 0.000244 0.000244 -0.2 NC 0.6 gb:AV272180 /DB_XREF=gi:16390139 /DB_XREF=AV272180 /CLONE=4931421I03 /FEA=EST /CNT=31 /TID=Mm.23195.1 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1460587_at 0.5 0.8 A A 0.75 0.69 -0.2 NC 0.58 gb:BB307661 /DB_XREF=gi:16402318 /DB_XREF=BB307661 /CLONE=B230215L15 /FEA=EST /CNT=18 /TID=Mm.51994.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1460599_at 39.8 39.9 P P 0.000732 0.02 -0.2 D 0.99 gb:BB372567 /DB_XREF=gi:16407083 /DB_XREF=BB372567 /CLONE=C130065M15 /FEA=EST /CNT=40 /TID=Mm.83618.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1460637_s_ 3958.2 3318.9 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_020031.1 /DB_XREF=gi:9910215 /GEN=Pfdn5 /FEA=FLmRNA /CNT=254 /TID=Mm.181847.1 /TIER=FL+Stack /STK=127 /UG=Mm.181847 /LL=5661
MOE430_2_1460643_at 143.3 124.1 P P 0.01 0.01 -0.2 NC 0.91 gb:BC024894.1 /DB_XREF=gi:19353177 /FEA=FLmRNA /CNT=114 /TID=Mm.1552.1 /TIER=FL+Stack /STK=74 /UG=Mm.1552 /LL=13716 /UG_GENE=Ell /D
MOE430_2_1460648_at 505.4 395.8 P P 0.000244 0.000244 -0.2 NC 0.97 gb:NM_010150.1 /DB_XREF=gi:6753767 /GEN=Nr2f6 /FEA=FLmRNA /CNT=108 /TID=Mm.2376.1 /TIER=FL+Stack /STK=57 /UG=Mm.2376 /LL=13864 /DE
MOE430_2_1460667_at 1.5 1.5 A A 0.53 0.78 -0.2 NC 0.86 gb:NM_020562.1 /DB_XREF=gi:10181185 /GEN=U90926 /FEA=FLmRNA /CNT=2 /TID=Mm.2548.1 /TIER=FL /STK=2 /UG=Mm.2548 /LL=57425 /DEF=Mus 
MOE430_2_1460670_at 420.5 365 P P 0.000244 0.000244 -0.2 NC 0.89 gb:AK004748.1 /DB_XREF=gi:12836156 /FEA=FLmRNA /CNT=157 /TID=Mm.28551.1 /TIER=Stack /STK=53 /UG=Mm.28551 /LL=66878 /UG_GENE=Sudd /
MOE430_2_1460676_at 816.9 757.1 P P 0.000244 0.000244 -0.2 NC 0.91 gb:BC006928.1 /DB_XREF=gi:13905259 /FEA=FLmRNA /CNT=146 /TID=Mm.29878.1 /TIER=FL+Stack /STK=74 /UG=Mm.29878 /LL=74158 /UG_GENE=130
MOE430_2_1460692_at 2190.1 1959 P P 0.000244 0.000732 -0.2 NC 0.89 gb:BI412952 /DB_XREF=gi:15173875 /DB_XREF=602988681F1 /CLONE=IMAGE:5144372 /FEA=mRNA /CNT=159 /TID=Mm.35345.1 /TIER=Stack /STK=43 
MOE430_2_1460702_at 220.1 179.2 P P 0.000244 0.000244 -0.2 NC 0.92 gb:AK007514.1 /DB_XREF=gi:12841109 /FEA=mRNA /CNT=97 /TID=Mm.27951.1 /TIER=Stack /STK=48 /UG=Mm.27951 /LL=69076 /UG_GENE=1810015M0
MOE430_2_1460708_s_ 2052.7 1690.5 P P 0.000244 0.000732 -0.2 MD 0.99 gb:AV000235 /DB_XREF=gi:16355983 /DB_XREF=AV000235 /CLONE=0610007B10 /FEA=EST /CNT=95 /TID=Mm.1022.2 /TIER=Stack /STK=75 /UG=Mm.
MOE430_2_1460720_at 1137.6 839.2 P P 0.000244 0.000732 -0.2 D 0.99 gb:NM_019828.1 /DB_XREF=gi:9790044 /GEN=Trrp4ap-pending /FEA=FLmRNA /CNT=172 /TID=Mm.27942.1 /TIER=FL+Stack /STK=9 /UG=Mm.27942 /LL
MOE430_2_1460739_at 60.6 59.5 P P 0.04 0.02 -0.2 NC 0.85 gb:BQ174371 /DB_XREF=gi:20349862 /DB_XREF=UI-M-DJ2-bvx-l-16-0-UI.s1 /CLONE=UI-M-DJ2-bvx-l-16-0-UI /FEA=mRNA /CNT=43 /TID=Mm.1144.1
MOE430_2_1460741_x_ 248.5 234.8 P P 0.000244 0.000244 -0.2 NC 0.5 gb:BG069802 /DB_XREF=gi:12552371 /DB_XREF=H3080C09-3 /CLONE=H3080C09 /FEA=EST /CNT=104 /TID=Mm.196577.1 /TIER=Stack /STK=49 /UG=
MOE430_2_1415671_at 3900.4 2989.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_013477.1 /DB_XREF=gi:7304908 /GEN=Atp6v0d1 /FEA=FLmRNA /CNT=197 /TID=Mm.1081.1 /TIER=FL+Stack /STK=114 /UG=Mm.1081 /LL=11972
MOE430_2_1415673_at 282.2 234.5 P P 0.000732 0.000732 -0.3 NC 0.58 gb:NM_133900.1 /DB_XREF=gi:19527115 /GEN=AI480570 /FEA=FLmRNA /CNT=139 /TID=Mm.10623.1 /TIER=FL+Stack /STK=96 /UG=Mm.10623 /LL=100
MOE430_2_1415674_a_ 989 760.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_021789.1 /DB_XREF=gi:11140824 /GEN=Sbdn /FEA=FLmRNA /CNT=163 /TID=Mm.29814.1 /TIER=FL+Stack /STK=95 /UG=Mm.29814 /LL=60409 /
MOE430_2_1415678_at 877.9 736.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC008595.1 /DB_XREF=gi:14250330 /FEA=FLmRNA /CNT=154 /TID=Mm.3766.1 /TIER=FL+Stack /STK=52 /UG=Mm.3766 /LL=19042 /UG_GENE=Ppm1
MOE430_2_1415687_a_ 7086.1 5381.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM212050 /DB_XREF=gi:17769443 /DB_XREF=C0816D10-3 /CLONE=C0816D10 /FEA=FLmRNA /CNT=332 /TID=Mm.3363.1 /TIER=Stack /STK=32 /UG
MOE430_2_1415690_at 1093.7 742.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_053161.1 /DB_XREF=gi:16716446 /GEN=Mrpl27 /FEA=FLmRNA /CNT=64 /TID=Mm.34951.1 /TIER=FL+Stack /STK=18 /UG=Mm.34951 /LL=94064 /



MOE430_2_1415691_at 407.6 328.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BQ176806 /DB_XREF=gi:20352298 /DB_XREF=UI-M-DJ2-bvz-d-10-0-UI.s1 /CLONE=UI-M-DJ2-bvz-d-10-0-UI /FEA=FLmRNA /CNT=162 /TID=Mm.3
MOE430_2_1415702_a_ 2451 1916.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC013702.1 /DB_XREF=gi:15489186 /FEA=FLmRNA /CNT=43 /TID=Mm.7286.2 /TIER=FL+Stack /STK=13 /UG=Mm.7286 /LL=13016 /UG_GENE=Ctbp1 
MOE430_2_1415716_a_ 8581.4 7360.8 P P 0.000244 0.000244 -0.3 NC 0.94 gb:AA208652 /DB_XREF=gi:1805201 /DB_XREF=mv86e12.r1 /CLONE=IMAGE:661966 /FEA=mRNA /CNT=200 /TID=Mm.29911.1 /TIER=Stack /STK=120 /U
MOE430_2_1415718_at 651.9 543.1 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BI152383 /DB_XREF=gi:14612384 /DB_XREF=602917566F1 /CLONE=IMAGE:5067976 /FEA=mRNA /CNT=38 /TID=Mm.2947.1 /TIER=Stack /STK=21 /U
MOE430_2_1415720_s_ 262.7 231.2 P P 0.000244 0.000732 -0.3 MD 0.99 gb:AK011037.1 /DB_XREF=gi:12846892 /FEA=mRNA /CNT=33 /TID=Mm.200760.1 /TIER=Stack /STK=23 /UG=Mm.200760 /LL=76588 /UG_GENE=2510031
MOE430_2_1415724_a_ 1768.6 1564.6 P P 0.000244 0.000244 -0.3 NC 0.93 gb:AV000235 /DB_XREF=gi:16355983 /DB_XREF=AV000235 /CLONE=0610007B10 /FEA=EST /CNT=95 /TID=Mm.1022.2 /TIER=Stack /STK=75 /UG=Mm.
MOE430_2_1415727_at 2068 1669 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AV017766 /DB_XREF=gi:16356334 /DB_XREF=AV017766 /CLONE=1190001P21 /FEA=EST /CNT=61 /TID=Mm.205996.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1415736_at 3032.4 2322.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_020031.1 /DB_XREF=gi:9910215 /GEN=Pfdn5 /FEA=FLmRNA /CNT=254 /TID=Mm.181847.1 /TIER=FL+Stack /STK=127 /UG=Mm.181847 /LL=5661
MOE430_2_1415745_a_ 1303.2 1035.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_007834.1 /DB_XREF=gi:6681144 /GEN=Dcra /FEA=FLmRNA /CNT=120 /TID=Mm.7472.1 /TIER=FL+Stack /STK=50 /UG=Mm.7472 /LL=13185 /DEF
MOE430_2_1415749_a_ 1947 1642.9 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_017475.1 /DB_XREF=gi:8567355 /GEN=Gtr2 /FEA=FLmRNA /CNT=2 /TID=Mm.28746.1 /TIER=FL /STK=2 /UG=Mm.28746 /LL=54170 /DEF=Mus mu
MOE430_2_1415755_a_ 1481.8 1169.7 P P 0.000732 0.001221 -0.3 D 0.99 gb:BC019372.1 /DB_XREF=gi:18043158 /FEA=FLmRNA /CNT=2 /TID=Mm.22651.2 /TIER=FL /STK=1 /UG=Mm.22651 /LL=66589 /UG_GENE=Ube2v1 /DEF
MOE430_2_1415759_a_ 1482.6 1218 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC028547.1 /DB_XREF=gi:20306636 /FEA=mRNA /CNT=64 /TID=Mm.33907.1 /TIER=Stack /STK=25 /UG=Mm.33907 /LL=68576 /UG_GENE=1110003H1
MOE430_2_1415768_a_ 1313.7 994.2 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AV054417 /DB_XREF=gi:5154164 /DB_XREF=AV054417 /CLONE=1810030J15 /FEA=EST /CNT=11 /TID=Mm.30272.3 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1415777_at 0.4 0.8 A A 0.56 0.96 -0.3 NC 0.62 gb:NM_018874.1 /DB_XREF=gi:9256627 /GEN=Pnliprp1 /FEA=FLmRNA /CNT=815 /TID=Mm.10753.1 /TIER=FL+Stack /STK=383 /UG=Mm.10753 /LL=1894
MOE430_2_1415781_a_ 6422.3 5091.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_133354.1 /DB_XREF=gi:19111163 /GEN=Smt3h2 /FEA=FLmRNA /CNT=481 /TID=Mm.29923.1 /TIER=FL+Stack /STK=320 /UG=Mm.29923 /LL=1709
MOE430_2_1415847_at 11.6 19.8 A M 0.14 0.05 -0.3 NC 0.39 gb:NM_013580.1 /DB_XREF=gi:7305228 /GEN=Ldh3 /FEA=FLmRNA /CNT=227 /TID=Mm.16563.1 /TIER=FL+Stack /STK=208 /UG=Mm.16563 /LL=16833 /
MOE430_2_1415888_at 782.4 685.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008231.1 /DB_XREF=gi:6680196 /GEN=Hdgf /FEA=FLmRNA /CNT=500 /TID=Mm.1141.1 /TIER=FL+Stack /STK=182 /UG=Mm.1141 /LL=15191 /DE
MOE430_2_1415892_at 614.7 518.4 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BC026135.1 /DB_XREF=gi:20072150 /FEA=FLmRNA /CNT=263 /TID=Mm.200373.1 /TIER=FL+Stack /STK=179 /UG=Mm.200373 /LL=20397 /UG_GENE=
MOE430_2_1415952_at 228.3 191.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_007928.1 /DB_XREF=gi:6679642 /GEN=Emk /FEA=FLmRNA /CNT=213 /TID=Mm.4082.1 /TIER=FL+Stack /STK=160 /UG=Mm.4082 /LL=13728 /DEF
MOE430_2_1415961_at 4604.8 3834.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_022417.1 /DB_XREF=gi:11967942 /GEN=Itm3-pending /FEA=FLmRNA /CNT=369 /TID=Mm.29870.1 /TIER=FL+Stack /STK=157 /UG=Mm.29870 /LL
MOE430_2_1415971_at 6381.7 5276.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008538.1 /DB_XREF=gi:6678767 /GEN=Macs /FEA=FLmRNA /CNT=608 /TID=Mm.30059.1 /TIER=FL+Stack /STK=155 /UG=Mm.30059 /LL=17118 /
MOE430_2_1415974_at 1255.5 1033.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_023138.1 /DB_XREF=gi:12963520 /GEN=Map2k2 /FEA=FLmRNA /CNT=324 /TID=Mm.196584.1 /TIER=FL+Stack /STK=155 /UG=Mm.196584 /LL=26
MOE430_2_1415977_at 16.8 13 A A 0.08 0.24 -0.3 NC 0.5 gb:NM_023627.1 /DB_XREF=gi:12963756 /GEN=1300017C10Rik /FEA=FLmRNA /CNT=243 /TID=Mm.29357.1 /TIER=FL+Stack /STK=155 /UG=Mm.29357 /
MOE430_2_1415986_at 176.3 163.5 P P 0.000244 0.000244 -0.3 NC 0.9 gb:BM244990 /DB_XREF=gi:17880260 /DB_XREF=K0718D09-3 /CLONE=K0718D09 /FEA=FLmRNA /CNT=290 /TID=Mm.193088.1 /TIER=Stack /STK=44 /
MOE430_2_1416046_a_ 196 161.1 P P 0.000244 0.000244 -0.3 NC 0.8 gb:NM_025799.1 /DB_XREF=gi:13385271 /GEN=0610025O11Rik /FEA=FLmRNA /CNT=219 /TID=Mm.26625.1 /TIER=FL+Stack /STK=138 /UG=Mm.26625 /
MOE430_2_1416050_a_ 81.4 79.1 P P 0.000244 0.000732 -0.3 NC 0.64 gb:NM_016741.1 /DB_XREF=gi:14389422 /GEN=Srb1 /FEA=FLmRNA /CNT=246 /TID=Mm.4603.1 /TIER=FL+Stack /STK=138 /UG=Mm.4603 /LL=20778 /D
MOE430_2_1416056_a_ 4065.3 3205.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC027265.1 /DB_XREF=gi:20073150 /FEA=FLmRNA /CNT=232 /TID=Mm.30084.1 /TIER=FL+Stack /STK=137 /UG=Mm.30084 /LL=104130 /UG_GENE=N
MOE430_2_1416057_at 3472.4 2829.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC027265.1 /DB_XREF=gi:20073150 /FEA=FLmRNA /CNT=232 /TID=Mm.30084.1 /TIER=FL+Stack /STK=137 /UG=Mm.30084 /LL=104130 /UG_GENE=N
MOE430_2_1416087_at 606.6 584.3 P P 0.000244 0.000244 -0.3 NC 0.95 gb:NM_007457.1 /DB_XREF=gi:6671558 /GEN=Ap1s1 /FEA=FLmRNA /CNT=205 /TID=Mm.833.1 /TIER=FL+Stack /STK=130 /UG=Mm.833 /LL=11769 /DEF
MOE430_2_1416104_at 363.7 297.2 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_011900.1 /DB_XREF=gi:6755693 /GEN=Mpdu1 /FEA=FLmRNA /CNT=197 /TID=Mm.89579.1 /TIER=FL+Stack /STK=127 /UG=Mm.89579 /LL=24070 
MOE430_2_1416200_at 14.1 8.9 P P 0.04 0.03 -0.3 NC 0.72 gb:NM_133775.1 /DB_XREF=gi:19526999 /GEN=9230117N10Rik /FEA=FLmRNA /CNT=149 /TID=Mm.182359.1 /TIER=FL+Stack /STK=114 /UG=Mm.182359
MOE430_2_1416221_at 7971.2 6526.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008047.1 /DB_XREF=gi:6679870 /GEN=Fstl /FEA=FLmRNA /CNT=393 /TID=Mm.22763.1 /TIER=FL+Stack /STK=111 /UG=Mm.22763 /LL=14314 /D
MOE430_2_1416225_at 304 260.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC013477.1 /DB_XREF=gi:15488661 /FEA=FLmRNA /CNT=321 /TID=Mm.2409.1 /TIER=FL+Stack /STK=110 /UG=Mm.2409 /LL=11522 /UG_GENE=Adh
MOE430_2_1416228_at 1547.5 1189 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_023371.1 /DB_XREF=gi:12963652 /GEN=Pin1 /FEA=FLmRNA /CNT=173 /TID=Mm.7906.1 /TIER=FL+Stack /STK=110 /UG=Mm.7906 /LL=23988 /DE
MOE430_2_1416272_at 689.8 529.6 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_019920.1 /DB_XREF=gi:9910451 /GEN=Map2k1ip1 /FEA=FLmRNA /CNT=172 /TID=Mm.20922.1 /TIER=FL+Stack /STK=103 /UG=Mm.20922 /LL=56
MOE430_2_1416298_at 24 11.4 P A 0.01 0.21 -0.3 NC 0.85 gb:D12712.1 /DB_XREF=gi:286079 /GEN=gelatinase /FEA=FLmRNA /CNT=152 /TID=Mm.4406.1 /TIER=FL+Stack /STK=101 /UG=Mm.4406 /LL=17395 /DE
MOE430_2_1416301_a_ 858.1 644.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_007897.1 /DB_XREF=gi:6681252 /GEN=Ebf /FEA=FLmRNA /CNT=236 /TID=Mm.4366.1 /TIER=FL+Stack /STK=100 /UG=Mm.4366 /LL=13591 /DEF
MOE430_2_1416331_a_ 361.1 305.5 P P 0.000732 0.000244 -0.3 NC 0.97 gb:NM_008686.1 /DB_XREF=gi:6679037 /GEN=Nfe2l1 /FEA=FLmRNA /CNT=207 /TID=Mm.6743.1 /TIER=FL+Stack /STK=97 /UG=Mm.6743 /LL=18023 /DE
MOE430_2_1416392_a_ 3932 3264 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009729.1 /DB_XREF=gi:6753143 /GEN=Atp6v0c /FEA=FLmRNA /CNT=320 /TID=Mm.30155.1 /TIER=FL+Stack /STK=92 /UG=Mm.30155 /LL=11984
MOE430_2_1416400_at 399.5 367.9 P P 0.000244 0.02 -0.3 NC 0.99 gb:NM_025412.1 /DB_XREF=gi:13384799 /GEN=1110058B13Rik /FEA=FLmRNA /CNT=148 /TID=Mm.24883.1 /TIER=FL+Stack /STK=92 /UG=Mm.24883 /L
MOE430_2_1416408_at 516.9 453.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_015729.1 /DB_XREF=gi:7656854 /GEN=Acox1 /FEA=FLmRNA /CNT=263 /TID=Mm.8403.1 /TIER=FL+Stack /STK=91 /UG=Mm.8403 /LL=11430 /DE
MOE430_2_1416427_at 4739.7 3826.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_017367.1 /DB_XREF=gi:8393062 /GEN=Ccni /FEA=FLmRNA /CNT=309 /TID=Mm.22711.1 /TIER=FL+Stack /STK=9 /UG=Mm.22711 /LL=12453 /DE
MOE430_2_1416438_at 2180.8 1704.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_133691.1 /DB_XREF=gi:19526861 /GEN=2410104I19Rik /FEA=FLmRNA /CNT=197 /TID=Mm.29965.1 /TIER=FL+Stack /STK=89 /UG=Mm.29965 /LL
MOE430_2_1416473_a_ 329.6 260.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_020043.1 /DB_XREF=gi:9910463 /GEN=Nope /FEA=FLmRNA /CNT=107 /TID=Mm.143741.1 /TIER=FL+Stack /STK=87 /UG=Mm.143741 /LL=56741 
MOE430_2_1416499_a_ 585.2 486.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_011722.1 /DB_XREF=gi:6756008 /GEN=Dctn6 /FEA=FLmRNA /CNT=129 /TID=Mm.90496.1 /TIER=FL+Stack /STK=85 /UG=Mm.90496 /LL=22428 /D
MOE430_2_1416508_at 1719.9 1381.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_025895.1 /DB_XREF=gi:13385387 /GEN=Eg1-pending /FEA=FLmRNA /CNT=169 /TID=Mm.30624.1 /TIER=FL+Stack /STK=84 /UG=Mm.30624 /LL=6
MOE430_2_1416529_at 1800.9 1382.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:U25633.1 /DB_XREF=gi:1628496 /GEN=TMP /FEA=FLmRNA /CNT=216 /TID=Mm.30024.1 /TIER=FL+Stack /STK=83 /UG=Mm.30024 /LL=13730 /DEF=
MOE430_2_1416534_at 908.8 735.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_011262.1 /DB_XREF=gi:6755313 /GEN=Req /FEA=FLmRNA /CNT=158 /TID=Mm.2651.1 /TIER=FL+Stack /STK=83 /UG=Mm.2651 /LL=19708 /DEF=
MOE430_2_1416553_at 207.6 176.8 P P 0.000244 0.000244 -0.3 NC 0.96 gb:NM_016665.1 /DB_XREF=gi:12025529 /GEN=Stra13 /FEA=FLmRNA /CNT=118 /TID=Mm.73550.1 /TIER=FL+Stack /STK=82 /UG=Mm.73550 /LL=20892 
MOE430_2_1416572_at 2581.2 1990.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:AI325305 /DB_XREF=gi:4059734 /DB_XREF=ms52h12.x1 /CLONE=IMAGE:615239 /FEA=FLmRNA /CNT=233 /TID=Mm.19945.1 /TIER=Stack /STK=30 /
MOE430_2_1416592_at 1392.5 1142.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC012642.1 /DB_XREF=gi:15215038 /FEA=FLmRNA /CNT=159 /TID=Mm.29728.1 /TIER=FL+Stack /STK=79 /UG=Mm.29728 /LL=93692 /UG_GENE=Glr
MOE430_2_1416633_a_ 939.9 723.2 P P 0.000732 0.000244 -0.3 NC 0.96 gb:NM_026635.1 /DB_XREF=gi:13386127 /GEN=5730536A07Rik /FEA=FLmRNA /CNT=142 /TID=Mm.27107.1 /TIER=FL+Stack /STK=77 /UG=Mm.27107 /L
MOE430_2_1416648_at 1766.8 1382.4 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_030238.1 /DB_XREF=gi:13384735 /GEN=Dnchc1 /FEA=FLmRNA /CNT=214 /TID=Mm.181430.1 /TIER=FL+Stack /STK=76 /UG=Mm.181430 /LL=134
MOE430_2_1416655_at 377.2 345 P P 0.000244 0.000244 -0.3 NC 0.96 gb:NM_021550.1 /DB_XREF=gi:10946989 /GEN=1500002I11Rik /FEA=FLmRNA /CNT=105 /TID=Mm.25677.1 /TIER=FL+Stack /STK=76 /UG=Mm.25677 /LL
MOE430_2_1416656_at 3945.5 3352.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_033444.1 /DB_XREF=gi:15617202 /GEN=Clic1 /FEA=FLmRNA /CNT=227 /TID=Mm.29524.1 /TIER=FL+Stack /STK=75 /UG=Mm.29524 /LL=114584 
MOE430_2_1416683_at 1643.2 1371.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_138749.1 /DB_XREF=gi:20270280 /GEN=Plxnb2 /FEA=FLmRNA /CNT=197 /TID=Mm.28780.1 /TIER=FL+Stack /STK=74 /UG=Mm.28780 /LL=140570
MOE430_2_1416692_at 216.6 158.3 P P 0.00415 0.00293 -0.3 D 0.99 gb:NM_016706.1 /DB_XREF=gi:7710007 /GEN=Coil /FEA=FLmRNA /CNT=105 /TID=Mm.29736.1 /TIER=FL+Stack /STK=74 /UG=Mm.29736 /LL=12812 /DE
MOE430_2_1416734_at 7.3 5.9 A A 0.33 0.69 -0.3 NC 0.96 gb:NM_013791.1 /DB_XREF=gi:7305270 /GEN=Mkln1 /FEA=FLmRNA /CNT=152 /TID=Mm.20930.1 /TIER=FL /STK=3 /UG=Mm.20930 /LL=27418 /DEF=Mus
MOE430_2_1416744_at 24.7 16.6 P P 0.03 0.02 -0.3 NC 0.5 gb:AI467637 /DB_XREF=gi:4320974 /DB_XREF=ve43c02.x1 /CLONE=IMAGE:820898 /FEA=FLmRNA /CNT=116 /TID=Mm.27969.1 /TIER=ConsEnd /STK=1 
MOE430_2_1416759_at 159.3 113.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_138315.1 /DB_XREF=gi:19923870 /GEN=MGC38321 /FEA=FLmRNA /CNT=114 /TID=Mm.122883.1 /TIER=FL+Stack /STK=71 /UG=Mm.122883 /LL=
MOE430_2_1416762_at 6238.6 5039.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009112.1 /DB_XREF=gi:6677832 /GEN=S100a10 /FEA=FLmRNA /CNT=159 /TID=Mm.1.1 /TIER=FL+Stack /STK=70 /UG=Mm.1 /LL=20194 /DEF=M
MOE430_2_1416765_s_ 1114.8 950.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_025571.1 /DB_XREF=gi:13385011 /GEN=2010110I09Rik /FEA=FLmRNA /CNT=108 /TID=Mm.27964.1 /TIER=FL+Stack /STK=70 /UG=Mm.27964 /LL
MOE430_2_1416772_at 781.6 584.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009949.1 /DB_XREF=gi:6753513 /GEN=Cpt2 /FEA=FLmRNA /CNT=145 /TID=Mm.29499.1 /TIER=FL+Stack /STK=70 /UG=Mm.29499 /LL=12896 /D
MOE430_2_1416779_at 241.2 151.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BE197945 /DB_XREF=gi:8710114 /DB_XREF=ug76h12.x1 /CLONE=IMAGE:1548359 /FEA=FLmRNA /CNT=150 /TID=Mm.220962.1 /TIER=Stack /STK=10
MOE430_2_1416830_at 1665.3 1311.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_020003.1 /DB_XREF=gi:9910457 /GEN=0610031J06Rik /FEA=FLmRNA /CNT=225 /TID=Mm.21976.1 /TIER=FL+Stack /STK=67 /UG=Mm.21976 /LL=
MOE430_2_1416863_at 430 303.7 P P 0.000244 0.000732 -0.3 D 0.99 gb:NM_022419.1 /DB_XREF=gi:11967946 /GEN=0910001L24Rik /FEA=FLmRNA /CNT=109 /TID=Mm.22637.1 /TIER=FL+Stack /STK=66 /UG=Mm.22637 /LL
MOE430_2_1416876_at 10.1 8.1 A A 0.17 0.33 -0.3 NC 0.5 gb:NM_022321.1 /DB_XREF=gi:11612500 /GEN=Parvg /FEA=FLmRNA /CNT=86 /TID=Mm.202348.1 /TIER=FL /STK=2 /UG=Mm.202348 /LL=64099 /DEF=M
MOE430_2_1416891_at 362.4 303.1 P P 0.000244 0.000244 -0.3 NC 0.88 gb:U70674.1 /DB_XREF=gi:1575755 /GEN=m-nb /FEA=FLmRNA /CNT=101 /TID=Mm.4390.1 /TIER=FL+Stack /STK=65 /UG=Mm.4390 /LL=18222 /DEF=M
MOE430_2_1416909_at 487.8 355.9 P P 0.000732 0.000732 -0.3 NC 0.92 gb:NM_025457.1 /DB_XREF=gi:13384861 /GEN=1810008A14Rik /FEA=FLmRNA /CNT=106 /TID=Mm.28924.1 /TIER=FL+Stack /STK=64 /UG=Mm.28924 /L
MOE430_2_1416918_at 118.9 90.8 P P 0.000732 0.001953 -0.3 MD 0.99 gb:NM_016747.1 /DB_XREF=gi:7949128 /GEN=Dlgh3 /FEA=FLmRNA /CNT=98 /TID=Mm.4615.1 /TIER=FL+Stack /STK=64 /UG=Mm.4615 /LL=53310 /DEF
MOE430_2_1416921_x_ 3160 2585.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_007438.1 /DB_XREF=gi:6671538 /GEN=Aldo1 /FEA=FLmRNA /CNT=265 /TID=Mm.16763.1 /TIER=FL+Stack /STK=63 /UG=Mm.16763 /LL=11674 /D
MOE430_2_1416967_at 0.4 0.5 A A 0.97 0.95 -0.3 NC 0.54 gb:U31967.1 /DB_XREF=gi:3419872 /GEN=Sox2 /FEA=FLmRNA /CNT=86 /TID=Mm.4541.1 /TIER=FL+Stack /STK=62 /UG=Mm.4541 /LL=20674 /DEF=Mus
MOE430_2_1416976_at 119.1 90.1 P P 0.00415 0.00415 -0.3 NC 0.72 gb:AV275493 /DB_XREF=gi:15405627 /DB_XREF=AV275493 /CLONE=4932428H24 /FEA=FLmRNA /CNT=296 /TID=Mm.45048.1 /TIER=Stack /STK=9 /UG
MOE430_2_1416983_s_ 220.4 137.7 P P 0.000732 0.000244 -0.3 NC 0.76 gb:AI462296 /DB_XREF=gi:4316326 /DB_XREF=ub62a08.x1 /CLONE=IMAGE:1382294 /FEA=FLmRNA /CNT=233 /TID=Mm.29891.1 /TIER=ConsEnd /STK=0
MOE430_2_1416984_at 800.9 601.9 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_026768.1 /DB_XREF=gi:17505205 /GEN=Mrps18a /FEA=FLmRNA /CNT=104 /TID=Mm.24875.1 /TIER=FL+Stack /STK=61 /UG=Mm.24875 /LL=6856
MOE430_2_1416990_at 627.3 548.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC019432.1 /DB_XREF=gi:18044455 /FEA=FLmRNA /CNT=105 /TID=Mm.1243.1 /TIER=FL+Stack /STK=61 /UG=Mm.1243 /LL=20182 /UG_GENE=Rxrb 
MOE430_2_1417001_a_ 569.6 432.8 P P 0.001221 0.001221 -0.3 D 0.99 gb:NM_023665.1 /DB_XREF=gi:12963774 /GEN=D4Wsu53e /FEA=FLmRNA /CNT=549 /TID=Mm.10009.1 /TIER=FL+Stack /STK=60 /UG=Mm.10009 /LL=27
MOE430_2_1417003_at 35.2 21.8 P P 0.001953 0.005859 -0.3 NC 0.5 gb:NM_025320.1 /DB_XREF=gi:13384687 /GEN=0610012G03Rik /FEA=FLmRNA /CNT=112 /TID=Mm.41683.1 /TIER=FL /STK=1 /UG=Mm.41683 /LL=10626
MOE430_2_1417026_at 568 458.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC024693.1 /DB_XREF=gi:19354232 /FEA=FLmRNA /CNT=100 /TID=Mm.30184.1 /TIER=FL+Stack /STK=59 /UG=Mm.30184 /LL=67199 /UG_GENE=270
MOE430_2_1417031_at 35.7 32.7 P P 0.000732 0.00293 -0.3 NC 0.55 gb:BC027151.1 /DB_XREF=gi:20073249 /FEA=FLmRNA /CNT=166 /TID=Mm.24123.1 /TIER=FL+Stack /STK=17 /UG=Mm.24123 /LL=66950 /UG_GENE=23
MOE430_2_1417038_at 1331.6 1119 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_017380.1 /DB_XREF=gi:8393783 /GEN=Sept9 /FEA=FLmRNA /CNT=148 /TID=Mm.38450.1 /TIER=FL+Stack /STK=59 /UG=Mm.38450 /LL=53860 /D
MOE430_2_1417072_at 3.7 1.7 A A 0.6 0.9 -0.3 NC 0.78 gb:NM_008766.1 /DB_XREF=gi:6679177 /GEN=Slc22a6 /FEA=FLmRNA /CNT=123 /TID=Mm.30090.1 /TIER=FL+Stack /STK=58 /UG=Mm.30090 /LL=18399 
MOE430_2_1417079_s_ 31.6 28 P P 0.000732 0.01 -0.3 NC 0.98 gb:NM_025622.1 /DB_XREF=gi:13385081 /GEN=2200008F12Rik /FEA=FLmRNA /CNT=69 /TID=Mm.26934.1 /TIER=FL+Stack /STK=58 /UG=Mm.26934 /LL=
MOE430_2_1417090_at 1652.8 1468.8 P P 0.000244 0.000244 -0.3 NC 0.97 gb:NM_009037.1 /DB_XREF=gi:6677690 /GEN=Rcn /FEA=FLmRNA /CNT=95 /TID=Mm.4876.1 /TIER=FL+Stack /STK=57 /UG=Mm.4876 /LL=19672 /DEF=M
MOE430_2_1417101_at 161.1 149 P P 0.001221 0.001953 -0.3 NC 0.98 gb:BC004714.1 /DB_XREF=gi:13435695 /FEA=FLmRNA /CNT=72 /TID=Mm.57245.1 /TIER=FL+Stack /STK=57 /UG=Mm.57245 /LL=15512 /UG_GENE=Hsp
MOE430_2_1417133_at 2424 1903.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008885.1 /DB_XREF=gi:6679394 /GEN=Pmp22 /FEA=FLmRNA /CNT=95 /TID=Mm.1237.1 /TIER=FL+Stack /STK=55 /UG=Mm.1237 /LL=18858 /DE
MOE430_2_1417146_at 335.4 260.8 P P 0.000732 0.000732 -0.3 NC 0.92 gb:NM_026423.1 /DB_XREF=gi:13385919 /GEN=2410018C20Rik /FEA=FLmRNA /CNT=70 /TID=Mm.46689.1 /TIER=FL+Stack /STK=55 /UG=Mm.46689 /LL
MOE430_2_1417157_at 1787.5 1381.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC002227.1 /DB_XREF=gi:12805502 /FEA=FLmRNA /CNT=173 /TID=Mm.29317.1 /TIER=FL+Stack /STK=54 /UG=Mm.29317 /LL=56444 /UG_GENE=Ac
MOE430_2_1417193_at 593.8 503.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_013671.1 /DB_XREF=gi:7305510 /GEN=Sod2 /FEA=FLmRNA /CNT=106 /TID=Mm.2597.1 /TIER=FL+Stack /STK=53 /UG=Mm.2597 /LL=20656 /DEF
MOE430_2_1417219_s_ 3961 3145.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_025284.1 /DB_XREF=gi:13384627 /GEN=Tmsb10 /FEA=FLmRNA /CNT=183 /TID=Mm.3532.1 /TIER=FL+Stack /STK=52 /UG=Mm.3532 /LL=19240 /
MOE430_2_1417226_at 378.5 290.8 P P 0.000244 0.000732 -0.3 D 0.99 gb:NM_013907.1 /DB_XREF=gi:14780879 /GEN=Fbxw4 /FEA=FLmRNA /CNT=96 /TID=Mm.29012.1 /TIER=FL+Stack /STK=52 /UG=Mm.29012 /LL=30838 /
MOE430_2_1417236_at 45.8 35.3 P P 0.00415 0.01 -0.3 NC 0.99 gb:BM234719 /DB_XREF=gi:17869989 /DB_XREF=K0405B11-3 /CLONE=K0405B11 /FEA=FLmRNA /CNT=99 /TID=Mm.18526.1 /TIER=Stack /STK=11 /UG
MOE430_2_1417259_a_ 1999.1 1604.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009798.1 /DB_XREF=gi:6753261 /GEN=Cappb1 /FEA=FLmRNA /CNT=212 /TID=Mm.2945.1 /TIER=FL+Stack /STK=50 /UG=Mm.2945 /LL=12345 /D
MOE430_2_1417267_s_ 697.9 627.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_024169.2 /DB_XREF=gi:15277330 /GEN=1110002O23Rik /FEA=FLmRNA /CNT=80 /TID=Mm.30729.1 /TIER=FL+Stack /STK=50 /UG=Mm.30729 /LL
MOE430_2_1417277_at 172 190.2 P P 0.000244 0.000244 -0.3 NC 0.92 gb:NM_024442.1 /DB_XREF=gi:13277361 /GEN=2310021J05Rik /FEA=FLmRNA /CNT=88 /TID=Mm.30504.1 /TIER=FL+Stack /STK=50 /UG=Mm.30504 /LL=
MOE430_2_1417295_at 421.4 337.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_054081.1 /DB_XREF=gi:16905112 /GEN=Mta1 /FEA=FLmRNA /CNT=105 /TID=Mm.212577.1 /TIER=FL+Stack /STK=49 /UG=Mm.212577 /LL=11687
MOE430_2_1417298_at 864.7 708.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC027422.1 /DB_XREF=gi:20073245 /FEA=FLmRNA /CNT=72 /TID=Mm.22758.1 /TIER=FL+Stack /STK=49 /UG=Mm.22758 /LL=68177 /UG_GENE=5730
MOE430_2_1417322_at 521.1 444.9 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_133964.1 /DB_XREF=gi:19527181 /GEN=1110033C18Rik /FEA=FLmRNA /CNT=109 /TID=Mm.4022.1 /TIER=FL+Stack /STK=48 /UG=Mm.4022 /LL=
MOE430_2_1417339_a_ 6808.9 6052.5 P P 0.000244 0.000244 -0.3 NC 0.97 gb:NM_019682.1 /DB_XREF=gi:9790156 /GEN=Dnclc1 /FEA=FLmRNA /CNT=271 /TID=Mm.29908.1 /TIER=FL+Stack /STK=47 /UG=Mm.29908 /LL=56455 /
MOE430_2_1417374_at 149.4 115.8 P P 0.000732 0.000732 -0.3 NC 0.8 gb:NM_009447.1 /DB_XREF=gi:6678466 /GEN=Tuba4 /FEA=FLmRNA /CNT=202 /TID=Mm.1155.1 /TIER=FL+Stack /STK=46 /UG=Mm.1155 /LL=22145 /DE
MOE430_2_1417377_at 13.2 5.5 A A 0.19 0.72 -0.3 NC 0.55 gb:BF148825 /DB_XREF=gi:11030220 /DB_XREF=uy35d07.x1 /CLONE=IMAGE:3661549 /FEA=FLmRNA /CNT=246 /TID=Mm.20921.1 /TIER=Stack /STK=30
MOE430_2_1417385_at 248.1 178.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_008942.1 /DB_XREF=gi:6679490 /GEN=Psa /FEA=FLmRNA /CNT=163 /TID=Mm.29824.1 /TIER=FL+Stack /STK=46 /UG=Mm.29824 /LL=19155 /DE
MOE430_2_1417389_at 1599.8 1255.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_016696.1 /DB_XREF=gi:7710027 /GEN=Gpc1 /FEA=FLmRNA /CNT=155 /TID=Mm.24193.1 /TIER=FL+Stack /STK=46 /UG=Mm.24193 /LL=14733 /D
MOE430_2_1417397_at 263.7 193.2 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_016981.1 /DB_XREF=gi:8567403 /GEN=Slc9a1 /FEA=FLmRNA /CNT=107 /TID=Mm.4312.1 /TIER=FL+Stack /STK=46 /UG=Mm.4312 /LL=20544 /DE
MOE430_2_1417398_at 203.5 160.5 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BE200500 /DB_XREF=gi:8712669 /DB_XREF=ug63h08.x1 /CLONE=IMAGE:1547103 /FEA=FLmRNA /CNT=99 /TID=Mm.23219.1 /TIER=Stack /STK=11 /
MOE430_2_1417420_at 1605.5 1228.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB538325 /DB_XREF=gi:16446874 /DB_XREF=BB538325 /CLONE=E130011D02 /FEA=FLmRNA /CNT=364 /TID=Mm.22288.1 /TIER=Stack /STK=65 /U
MOE430_2_1417432_a_ 1171.3 1019.6 P P 0.000244 0.000244 -0.3 NC 0.97 gb:NM_008142.1 /DB_XREF=gi:6680044 /GEN=Gnb1 /FEA=FLmRNA /CNT=64 /TID=Mm.2344.1 /TIER=FL+Stack /STK=45 /UG=Mm.2344 /LL=14688 /DEF=
MOE430_2_1417446_at 465.5 421.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009195.1 /DB_XREF=gi:6677992 /GEN=Slc12a4 /FEA=FLmRNA /CNT=67 /TID=Mm.4190.1 /TIER=FL+Stack /STK=45 /UG=Mm.4190 /LL=20498 /DE
MOE430_2_1417490_at 4747.8 3912.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC006656.1 /DB_XREF=gi:13879359 /FEA=FLmRNA /CNT=723 /TID=Mm.22753.1 /TIER=FL+Stack /STK=43 /UG=Mm.22753 /LL=13030 /UG_GENE=Cts
MOE430_2_1417492_at 442.2 375.1 P P 0.000732 0.001953 -0.3 D 0.99 gb:AI596110 /DB_XREF=gi:4605158 /DB_XREF=uk24e07.x1 /CLONE=IMAGE:1969956 /FEA=FLmRNA /CNT=723 /TID=Mm.22753.1 /TIER=Stack /STK=15 /
MOE430_2_1417497_at 7.5 6.3 A A 0.39 0.19 -0.3 NC 0.37 gb:BB278923 /DB_XREF=gi:15411020 /DB_XREF=BB278923 /CLONE=A930014E19 /FEA=FLmRNA /CNT=332 /TID=Mm.13787.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1417599_at 286.4 231.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_133983.1 /DB_XREF=gi:19527205 /GEN=AU016588 /FEA=FLmRNA /CNT=75 /TID=Mm.5356.1 /TIER=FL+Stack /STK=41 /UG=Mm.5356 /LL=102657
MOE430_2_1417611_at 51.7 34.1 P A 0.008057 0.17 -0.3 NC 0.98 gb:BC024613.1 /DB_XREF=gi:19353126 /FEA=FLmRNA /CNT=109 /TID=Mm.24750.1 /TIER=FL+Stack /STK=40 /UG=Mm.24750 /LL=170706 /UG_GENE=P
MOE430_2_1417619_at 419 313.1 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_026320.1 /DB_XREF=gi:13385817 /GEN=2310040G17Rik /FEA=FLmRNA /CNT=69 /TID=Mm.70462.1 /TIER=FL+Stack /STK=40 /UG=Mm.70462 /LL
MOE430_2_1417620_at 12.1 11.9 M A 0.05 0.11 -0.3 NC 0.5 gb:NM_009008.1 /DB_XREF=gi:6679600 /GEN=Rac2 /FEA=FLmRNA /CNT=98 /TID=Mm.1972.1 /TIER=FL+Stack /STK=40 /UG=Mm.1972 /LL=19354 /DEF=
MOE430_2_1417659_at 1470.8 996.9 P P 0.000732 0.001953 -0.3 NC 0.97 gb:NM_019780.1 /DB_XREF=gi:9790284 /GEN=Vps29 /FEA=FLmRNA /CNT=95 /TID=Mm.28356.1 /TIER=FL+Stack /STK=39 /UG=Mm.28356 /LL=56433 /D
MOE430_2_1417660_s_ 2260.3 1783.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_019780.1 /DB_XREF=gi:9790284 /GEN=Vps29 /FEA=FLmRNA /CNT=95 /TID=Mm.28356.1 /TIER=FL+Stack /STK=39 /UG=Mm.28356 /LL=56433 /D
MOE430_2_1417682_a_ 17.2 14.1 A A 0.08 0.27 -0.3 NC 0.93 gb:NM_009430.1 /DB_XREF=gi:6678438 /GEN=Try2 /FEA=FLmRNA /CNT=77 /TID=Mm.14410.1 /TIER=FL+Stack /STK=38 /UG=Mm.14410 /LL=22072 /DE
MOE430_2_1417734_at 178.2 127.4 P P 0.000732 0.001953 -0.3 MD 0.99 gb:NM_017476.1 /DB_XREF=gi:8567377 /GEN=Nakap95-pending /FEA=FLmRNA /CNT=87 /TID=Mm.9590.1 /TIER=FL+Stack /STK=37 /UG=Mm.9590 /LL=5
MOE430_2_1417739_at 344.4 252.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_025397.1 /DB_XREF=gi:13384779 /GEN=1110030J09Rik /FEA=FLmRNA /CNT=56 /TID=Mm.12258.1 /TIER=FL+Stack /STK=37 /UG=Mm.12258 /LL=
MOE430_2_1417759_at 1.3 1.3 A A 0.8 0.63 -0.3 NC 0.5 gb:NM_019540.1 /DB_XREF=gi:9506576 /GEN=Pfpl /FEA=FLmRNA /CNT=42 /TID=Mm.143727.1 /TIER=FL+Stack /STK=37 /UG=Mm.143727 /LL=56093 /D
MOE430_2_1417765_a_ 19.1 16.8 P P 0.000732 0.01 -0.3 NC 0.91 gb:NM_007446.1 /DB_XREF=gi:6996908 /GEN=Amy1 /FEA=FLmRNA /CNT=179 /TID=Mm.33941.1 /TIER=FL+Stack /STK=36 /UG=Mm.33941 /LL=11722 /D
MOE430_2_1417775_at 114.5 87 P P 0.000732 0.000244 -0.3 NC 0.5 gb:NM_009088.1 /DB_XREF=gi:6677792 /GEN=Rpo1-4 /FEA=FLmRNA /CNT=139 /TID=Mm.7387.1 /TIER=FL+Stack /STK=36 /UG=Mm.7387 /LL=20019 /D
MOE430_2_1417777_at 949.2 775.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC014865.1 /DB_XREF=gi:15928810 /FEA=FLmRNA /CNT=66 /TID=Mm.34497.1 /TIER=FL+Stack /STK=36 /UG=Mm.34497 /LL=67103 /UG_GENE=2510
MOE430_2_1417785_at 27.2 16.6 A A 0.17 0.19 -0.3 NC 0.88 gb:NM_134102.1 /DB_XREF=gi:19527331 /GEN=AA986889 /FEA=FLmRNA /CNT=77 /TID=Mm.24223.1 /TIER=FL+Stack /STK=36 /UG=Mm.24223 /LL=1061
MOE430_2_1417789_at 0.8 1 A A 0.96 0.88 -0.3 NC 0.2 gb:NM_011330.1 /DB_XREF=gi:6755417 /GEN=Scya11 /FEA=FLmRNA /CNT=59 /TID=Mm.4686.1 /TIER=FL+Stack /STK=36 /UG=Mm.4686 /LL=20292 /DE
MOE430_2_1417790_at 142.7 129.3 P P 0.000732 0.001221 -0.3 NC 0.98 gb:BC013066.1 /DB_XREF=gi:15341796 /FEA=FLmRNA /CNT=52 /TID=Mm.156.1 /TIER=FL+Stack /STK=36 /UG=Mm.156 /LL=13448 /UG_GENE=Dok1 /D
MOE430_2_1417793_at 111.3 79.8 P P 0.000244 0.000244 -0.3 NC 0.92 gb:NM_019440.1 /DB_XREF=gi:9506764 /GEN=Gtpi-pending /FEA=FLmRNA /CNT=84 /TID=Mm.33902.1 /TIER=FL+Stack /STK=36 /UG=Mm.33902 /LL=54
MOE430_2_1417796_at 254.7 219.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_019726.1 /DB_XREF=gi:9789968 /GEN=Gps2 /FEA=FLmRNA /CNT=69 /TID=Mm.18026.1 /TIER=FL+Stack /STK=36 /UG=Mm.18026 /LL=56310 /DE
MOE430_2_1417810_a_ 975.8 845.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_011862.1 /DB_XREF=gi:7106380 /GEN=Pacsin2 /FEA=FLmRNA /CNT=67 /TID=Mm.23978.1 /TIER=FL+Stack /STK=36 /UG=Mm.23978 /LL=23970 /
MOE430_2_1417857_at 108.6 109.1 P P 0.000244 0.000244 -0.3 NC 0.85 gb:NM_133823.1 /DB_XREF=gi:19527039 /GEN=AI840684 /FEA=FLmRNA /CNT=55 /TID=Mm.26510.1 /TIER=FL+Stack /STK=35 /UG=Mm.26510 /LL=9843
MOE430_2_1417865_at 1192.5 903.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC003906.1 /DB_XREF=gi:13278117 /FEA=FLmRNA /CNT=308 /TID=Mm.10331.1 /TIER=FL+Stack /STK=34 /UG=Mm.10331 /LL=21927 /UG_GENE=Tn
MOE430_2_1417866_at 303.9 253.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK004593.1 /DB_XREF=gi:12835867 /GEN=Tnfaip1 /FEA=FLmRNA /CNT=308 /TID=Mm.10331.1 /TIER=Stack /STK=130 /UG=Mm.10331 /LL=21927 /U
MOE430_2_1417879_at 2042 1449.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_025424.1 /DB_XREF=gi:13384817 /GEN=1110060M21Rik /FEA=FLmRNA /CNT=49 /TID=Mm.46444.1 /TIER=FL+Stack /STK=34 /UG=Mm.46444 /LL
MOE430_2_1417889_at 2.6 2.4 A A 0.82 0.78 -0.3 NC 0.86 gb:NM_009694.1 /DB_XREF=gi:6753097 /GEN=Apobec2 /FEA=FLmRNA /CNT=73 /TID=Mm.27822.1 /TIER=FL+Stack /STK=34 /UG=Mm.27822 /LL=11811 
MOE430_2_1417897_at 168 135.4 P P 0.000244 0.000244 -0.3 NC 0.91 gb:NM_134155.1 /DB_XREF=gi:19527391 /GEN=AW554636 /FEA=FLmRNA /CNT=51 /TID=Mm.36585.1 /TIER=FL+Stack /STK=34 /UG=Mm.36585 /LL=107
MOE430_2_1417898_a_ 4.7 4.6 A A 0.43 0.5 -0.3 NC 0.5 gb:NM_010370.1 /DB_XREF=gi:6754101 /GEN=Gzma /FEA=FLmRNA /CNT=43 /TID=Mm.15510.1 /TIER=FL+Stack /STK=34 /UG=Mm.15510 /LL=14938 /DE
MOE430_2_1417899_at 11 9.9 A A 0.46 0.27 -0.3 NC 0.3 gb:NM_009581.1 /DB_XREF=gi:6677654 /GEN=Zp3r /FEA=FLmRNA /CNT=42 /TID=Mm.4644.1 /TIER=FL+Stack /STK=34 /UG=Mm.4644 /LL=22789 /DEF=
MOE430_2_1417977_at 152.1 129.2 P P 0.001953 0.005859 -0.3 NC 0.98 gb:NM_025829.1 /DB_XREF=gi:13385301 /GEN=1300018P11Rik /FEA=FLmRNA /CNT=70 /TID=Mm.32889.1 /TIER=FL+Stack /STK=32 /UG=Mm.32889 /LL
MOE430_2_1417994_a_ 1.4 2.4 A A 0.88 0.71 -0.3 NC 0.5 gb:NM_007384.1 /DB_XREF=gi:6680621 /GEN=Accn1 /FEA=FLmRNA /CNT=34 /TID=Mm.8028.1 /TIER=FL+Stack /STK=32 /UG=Mm.8028 /LL=11418 /DEF
MOE430_2_1418002_at 2391.6 2010.1 P P 0.000244 0.000244 -0.3 NC 0.96 gb:NM_025933.1 /DB_XREF=gi:13385425 /GEN=2010110M21Rik /FEA=FLmRNA /CNT=99 /TID=Mm.29353.1 /TIER=FL+Stack /STK=31 /UG=Mm.29353 /LL
MOE430_2_1418029_at 219.3 161.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_011810.1 /DB_XREF=gi:6753815 /GEN=Faim /FEA=FLmRNA /CNT=60 /TID=Mm.74605.1 /TIER=FL+Stack /STK=31 /UG=Mm.74605 /LL=23873 /DE
MOE430_2_1418045_at 131.6 105.8 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_008384.1 /DB_XREF=gi:6680456 /GEN=Inpp1 /FEA=FLmRNA /CNT=48 /TID=Mm.917.1 /TIER=FL+Stack /STK=31 /UG=Mm.917 /LL=16329 /DEF=M
MOE430_2_1418050_at 29.1 29.2 P P 0.01 0.03 -0.3 NC 0.71 gb:NM_008156.1 /DB_XREF=gi:6680068 /GEN=Gpld1 /FEA=FLmRNA /CNT=63 /TID=Mm.2779.1 /TIER=FL+Stack /STK=31 /UG=Mm.2779 /LL=14756 /DEF
MOE430_2_1418061_at 1398.6 1217.9 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_013589.1 /DB_XREF=gi:7305242 /GEN=Ltbp2 /FEA=FLmRNA /CNT=55 /TID=Mm.3900.1 /TIER=FL+Stack /STK=31 /UG=Mm.3900 /LL=16997 /DEF
MOE430_2_1418072_at 2732.9 2203.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_023422.1 /DB_XREF=gi:17505203 /GEN=H2bfs /FEA=FLmRNA /CNT=82 /TID=Mm.21579.1 /TIER=FL+Stack /STK=30 /UG=Mm.21579 /LL=68024 /D
MOE430_2_1418096_at 26.6 22.7 A A 0.17 0.27 -0.3 NC 0.99 gb:NM_013739.1 /DB_XREF=gi:7305002 /GEN=Dokl-pending /FEA=FLmRNA /CNT=45 /TID=Mm.33910.1 /TIER=FL+Stack /STK=30 /UG=Mm.33910 /LL=27
MOE430_2_1418101_a_ 1046.3 762.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_053076.1 /DB_XREF=gi:16716352 /GEN=Rtn3 /FEA=FLmRNA /CNT=59 /TID=Mm.21606.1 /TIER=FL+Stack /STK=30 /UG=Mm.21606 /LL=20168 /D
MOE430_2_1418144_a_ 225.8 182 P P 0.000732 0.001221 -0.3 D 0.99 gb:NM_008847.1 /DB_XREF=gi:6679330 /GEN=Pip5k1b /FEA=FLmRNA /CNT=99 /TID=Mm.87521.1 /TIER=FL+Stack /STK=29 /UG=Mm.87521 /LL=18720 /
MOE430_2_1418164_at 387 318.6 P P 0.000244 0.000732 -0.3 D 0.99 gb:NM_007941.1 /DB_XREF=gi:6679666 /GEN=Epim /FEA=FLmRNA /CNT=45 /TID=Mm.3003.1 /TIER=FL+Stack /STK=29 /UG=Mm.3003 /LL=13852 /DEF=
MOE430_2_1418167_at 42.2 41.2 P P 0.01 0.01 -0.3 NC 0.6 gb:NM_031182.1 /DB_XREF=gi:13626033 /GEN=Tfap4 /FEA=FLmRNA /CNT=36 /TID=Mm.56711.1 /TIER=FL+Stack /STK=29 /UG=Mm.56711 /LL=83383 /D
MOE430_2_1418220_at 58.9 29.4 P P 0.000244 0.008057 -0.3 D 0.99 gb:NM_010225.1 /DB_XREF=gi:6753903 /GEN=Foxf2 /FEA=FLmRNA /CNT=30 /TID=Mm.6260.1 /TIER=FL+Stack /STK=28 /UG=Mm.6260 /LL=14238 /DEF
MOE430_2_1418229_s_ 529.2 397 P P 0.000732 0.00293 -0.3 NC 0.99 gb:BC018355.1 /DB_XREF=gi:17390829 /FEA=FLmRNA /CNT=80 /TID=Mm.23809.1 /TIER=FL+Stack /STK=27 /UG=Mm.23809 /LL=56748 /UG_GENE=Hirip
MOE430_2_1418238_at 303.2 248 P P 0.000244 0.000244 -0.3 NC 0.95 gb:BC027198.1 /DB_XREF=gi:20073123 /FEA=FLmRNA /CNT=161 /TID=Mm.6635.1 /TIER=FL+Stack /STK=27 /UG=Mm.6635 /LL=56357 /UG_GENE=Ivd /
MOE430_2_1418246_at 57.5 40.5 P P 0.001953 0.001953 -0.3 NC 0.99 gb:BG277926 /DB_XREF=gi:13073719 /DB_XREF=ux64d07.y1 /CLONE=IMAGE:3515172 /FEA=FLmRNA /CNT=67 /TID=Mm.25496.1 /TIER=ConsEnd /STK=
MOE430_2_1418269_at 408.9 313.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_013586.1 /DB_XREF=gi:7305238 /GEN=Loxl3 /FEA=FLmRNA /CNT=52 /TID=Mm.87785.1 /TIER=FL+Stack /STK=27 /UG=Mm.87785 /LL=16950 /DE
MOE430_2_1418282_x_ 8.3 7.7 A A 0.77 0.39 -0.3 NC 0.08 gb:NM_009244.1 /DB_XREF=gi:6678080 /GEN=Spi1-2 /FEA=FLmRNA /CNT=114 /TID=Mm.193418.1 /TIER=FL+Stack /STK=26 /UG=Mm.193418 /LL=2070
MOE430_2_1418302_at 570.3 411.7 P P 0.000732 0.000244 -0.3 NC 0.99 gb:BC013462.1 /DB_XREF=gi:15488633 /FEA=FLmRNA /CNT=64 /TID=Mm.34197.1 /TIER=FL+Stack /STK=26 /UG=Mm.34197 /LL=54397 /UG_GENE=Ppt2
MOE430_2_1418341_at 120.5 109.4 P P 0.000732 0.000732 -0.3 NC 0.88 gb:NM_009003.1 /DB_XREF=gi:6679594 /GEN=Rab4a /FEA=FLmRNA /CNT=64 /TID=Mm.9221.1 /TIER=FL+Stack /STK=25 /UG=Mm.9221 /LL=19341 /DEF
MOE430_2_1418364_a_ 6720.4 5183.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_010240.1 /DB_XREF=gi:6753913 /GEN=Ftl1 /FEA=FLmRNA /CNT=109 /TID=Mm.7500.1 /TIER=FL+Stack /STK=24 /UG=Mm.7500 /LL=14325 /DEF=
MOE430_2_1418366_at 1352.1 955.5 P P 0.000732 0.000732 -0.3 D 0.99 gb:BC010564.1 /DB_XREF=gi:14714826 /FEA=FLmRNA /CNT=83 /TID=Mm.219659.1 /TIER=FL+Stack /STK=24 /UG=Mm.219659 /LL=15267 /UG_GENE=H
MOE430_2_1418382_at 59.9 48 P P 0.005859 0.01 -0.3 NC 0.99 gb:NM_133237.1 /DB_XREF=gi:18875401 /GEN=EIG180 /FEA=FLmRNA /CNT=59 /TID=Mm.28143.1 /TIER=FL+Stack /STK=24 /UG=Mm.28143 /LL=170773
MOE430_2_1418424_at 428.3 332.5 P P 0.000244 0.000732 -0.3 NC 0.99 gb:NM_009398.1 /DB_XREF=gi:6678378 /GEN=Tnfip6 /FEA=FLmRNA /CNT=30 /TID=Mm.3509.1 /TIER=FL+Stack /STK=24 /UG=Mm.3509 /LL=21930 /DEF
MOE430_2_1418444_a_ 598 518 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BC003902.1 /DB_XREF=gi:13278106 /FEA=FLmRNA /CNT=102 /TID=Mm.30126.1 /TIER=FL+Stack /STK=23 /UG=Mm.30126 /LL=56209 /UG_GENE=Mir



MOE430_2_1418472_at 45.8 23.7 P P 0.001221 0.00415 -0.3 NC 0.98 gb:BC024934.1 /DB_XREF=gi:19354303 /FEA=FLmRNA /CNT=50 /TID=Mm.20317.1 /TIER=FL+Stack /STK=23 /UG=Mm.20317 /LL=11484 /UG_GENE=Asp
MOE430_2_1418485_at 66 60.6 P P 0.000732 0.00293 -0.3 NC 0.94 gb:NM_009208.1 /DB_XREF=gi:6678022 /GEN=Slc4a3 /FEA=FLmRNA /CNT=45 /TID=Mm.5053.1 /TIER=FL+Stack /STK=23 /UG=Mm.5053 /LL=20536 /DE
MOE430_2_1418510_s_ 213.2 150.6 P P 0.000244 0.000244 -0.3 NC 0.95 gb:NM_015791.1 /DB_XREF=gi:7657084 /GEN=Fbxo8 /FEA=FLmRNA /CNT=96 /TID=Mm.24156.1 /TIER=FL+Stack /STK=22 /UG=Mm.24156 /LL=50753 /D
MOE430_2_1418545_at 217.8 187.9 P P 0.001221 0.001221 -0.3 NC 0.96 gb:NM_031877.1 /DB_XREF=gi:13994208 /GEN=Wasf1 /FEA=FLmRNA /CNT=39 /TID=Mm.41353.1 /TIER=FL+Stack /STK=22 /UG=Mm.41353 /LL=83767 /D
MOE430_2_1418546_a_ 239.4 216.4 P P 0.000732 0.000732 -0.3 NC 0.97 gb:NM_029682.1 /DB_XREF=gi:13386429 /GEN=1700095N21Rik /FEA=FLmRNA /CNT=29 /TID=Mm.36857.1 /TIER=FL+Stack /STK=22 /UG=Mm.36857 /LL
MOE430_2_1418578_at 177.3 135.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC006713.1 /DB_XREF=gi:13879469 /FEA=FLmRNA /CNT=67 /TID=Mm.19981.1 /TIER=FL+Stack /STK=21 /UG=Mm.19981 /LL=13139 /UG_GENE=Dag
MOE430_2_1418623_at 48.8 25.8 P P 0.005859 0.02 -0.3 NC 0.5 gb:NM_021518.1 /DB_XREF=gi:10946939 /GEN=Rab2 /FEA=FLmRNA /CNT=305 /TID=Mm.21905.1 /TIER=ConsEnd /STK=0 /UG=Mm.21905 /LL=59021 /DE
MOE430_2_1418630_at 15 11 P A 0.03 0.17 -0.3 NC 0.5 gb:BB292637 /DB_XREF=gi:16401591 /DB_XREF=BB292637 /CLONE=B130012H23 /FEA=FLmRNA /CNT=206 /TID=Mm.8256.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1418657_at 98.5 89.8 P P 0.000732 0.00415 -0.3 NC 0.99 gb:BC019383.1 /DB_XREF=gi:18044414 /FEA=FLmRNA /CNT=58 /TID=Mm.27814.1 /TIER=FL+Stack /STK=20 /UG=Mm.27814 /LL=70020 /UG_GENE=2510
MOE430_2_1418699_s_ 1384.6 1079.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM211336 /DB_XREF=gi:17768508 /DB_XREF=C0804E01-3 /CLONE=C0804E01 /FEA=FLmRNA /CNT=120 /TID=Mm.1070.1 /TIER=Stack /STK=47 /UG
MOE430_2_1418738_at 134.3 103.2 P P 0.000244 0.000244 -0.3 NC 0.5 gb:BC009652.1 /DB_XREF=gi:16307128 /FEA=FLmRNA /CNT=37 /TID=Mm.1418.1 /TIER=FL+Stack /STK=19 /UG=Mm.1418 /LL=20266 /UG_GENE=Scn1b
MOE430_2_1418755_at 49.5 51.3 P P 0.00415 0.008057 -0.3 NC 0.5 gb:NM_009323.1 /DB_XREF=gi:6678228 /GEN=Tbx15 /FEA=FLmRNA /CNT=24 /TID=Mm.10797.1 /TIER=FL+Stack /STK=19 /UG=Mm.10797 /LL=21384 /D
MOE430_2_1418758_a_ 385.1 319.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_011182.1 /DB_XREF=gi:7242194 /GEN=Pscd3 /FEA=FLmRNA /CNT=37 /TID=Mm.19065.1 /TIER=FL+Stack /STK=19 /UG=Mm.19065 /LL=19159 /D
MOE430_2_1418792_at 6.4 1.7 A A 0.43 0.65 -0.3 NC 0.5 gb:NM_019535.1 /DB_XREF=gi:9507094 /GEN=Sh3d2a /FEA=FLmRNA /CNT=57 /TID=Mm.143603.1 /TIER=FL+Stack /STK=9 /UG=Mm.143603 /LL=20404 
MOE430_2_1418810_at 10 10.3 A A 0.5 0.5 -0.3 NC 0.65 gb:NM_007762.1 /DB_XREF=gi:6681012 /GEN=Crhr /FEA=FLmRNA /CNT=23 /TID=Mm.1892.1 /TIER=FL+Stack /STK=18 /UG=Mm.1892 /LL=12921 /DEF=
MOE430_2_1418820_s_ 57.1 42.4 P P 0.000244 0.000244 -0.3 NC 0.65 gb:BC025078.1 /DB_XREF=gi:19264014 /FEA=FLmRNA /CNT=61 /TID=Mm.28502.1 /TIER=FL+Stack /STK=17 /UG=Mm.28502 /LL=67966 /UG_GENE=2410
MOE430_2_1418838_at 973.8 539 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC011273.1 /DB_XREF=gi:15030054 /FEA=FLmRNA /CNT=53 /TID=Mm.365.1 /TIER=FL+Stack /STK=17 /UG=Mm.365 /LL=11666 /UG_GENE=Abcd1 /D
MOE430_2_1418864_at 23.8 20.5 P P 0.000732 0.00415 -0.3 NC 0.5 gb:NM_008092.1 /DB_XREF=gi:6679952 /GEN=Gata4 /FEA=FLmRNA /CNT=45 /TID=Mm.1428.1 /TIER=FL /STK=3 /UG=Mm.1428 /LL=14463 /DEF=Mus m
MOE430_2_1418884_x_ 7487 6142.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_011653.1 /DB_XREF=gi:6755900 /GEN=Tuba1 /FEA=FLmRNA /CNT=165 /TID=Mm.196396.1 /TIER=FL+Stack /STK=16 /UG=Mm.196396 /LL=22142
MOE430_2_1418887_a_ 261.9 153.2 P P 0.000244 0.000732 -0.3 NC 0.99 gb:NM_138598.1 /DB_XREF=gi:20070413 /GEN=D11Wsu99e /FEA=FLmRNA /CNT=114 /TID=Mm.99677.1 /TIER=FL+Stack /STK=16 /UG=Mm.99677 /LL=2
MOE430_2_1418892_at 755.1 629.1 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AF309564.1 /DB_XREF=gi:15824686 /FEA=FLmRNA /CNT=111 /TID=Mm.27467.1 /TIER=FL+Stack /STK=16 /UG=Mm.27467 /LL=80837 /UG_GENE=Arh
MOE430_2_1418893_at 422.5 330.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC010287.1 /DB_XREF=gi:16307478 /FEA=FLmRNA /CNT=112 /TID=Mm.7103.1 /TIER=FL+Stack /STK=16 /UG=Mm.7103 /LL=18515 /UG_GENE=Pbx2 
MOE430_2_1418894_s_ 237.8 162.3 P P 0.001221 0.000244 -0.3 NC 0.95 gb:NM_017463.1 /DB_XREF=gi:8567383 /GEN=Pbx2 /FEA=FLmRNA /CNT=112 /TID=Mm.7103.1 /TIER=FL+Stack /STK=16 /UG=Mm.7103 /LL=18515 /DEF
MOE430_2_1418924_at 96.8 49.1 P A 0.008057 0.06 -0.3 D 0.99 gb:NM_025886.1 /DB_XREF=gi:13385371 /GEN=2400009B11Rik /FEA=FLmRNA /CNT=40 /TID=Mm.21202.1 /TIER=FL+Stack /STK=16 /UG=Mm.21202 /LL
MOE430_2_1418926_at 568.6 417.6 P P 0.000244 0.000732 -0.3 NC 0.99 gb:NM_011546.1 /DB_XREF=gi:6756072 /GEN=Zfhx1a /FEA=FLmRNA /CNT=62 /TID=Mm.3929.1 /TIER=FL+Stack /STK=16 /UG=Mm.3929 /LL=21417 /DE
MOE430_2_1418935_at 1.5 1.3 A A 0.78 0.9 -0.3 NC 0.92 gb:NM_018752.1 /DB_XREF=gi:9055275 /GEN=Mlsn1 /FEA=FLmRNA /CNT=31 /TID=Mm.38875.1 /TIER=FL+Stack /STK=16 /UG=Mm.38875 /LL=17364 /D
MOE430_2_1418939_at 114.8 74.4 P P 0.000244 0.000732 -0.3 NC 0.97 gb:NM_008250.1 /DB_XREF=gi:6680224 /GEN=Hlx /FEA=FLmRNA /CNT=26 /TID=Mm.1347.1 /TIER=FL+Stack /STK=16 /UG=Mm.1347 /LL=15284 /DEF=M
MOE430_2_1418962_at 561.6 500 P P 0.000244 0.000244 -0.3 NC 0.9 gb:AK009714.1 /DB_XREF=gi:12844680 /FEA=FLmRNA /CNT=244 /TID=Mm.21187.1 /TIER=Stack /STK=107 /UG=Mm.21187 /LL=66147 /UG_GENE=11100
MOE430_2_1418965_at 322.3 275.5 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK005700.1 /DB_XREF=gi:12838413 /FEA=FLmRNA /CNT=137 /TID=Mm.33932.1 /TIER=Stack /STK=27 /UG=Mm.33932 /LL=66394 /UG_GENE=231006
MOE430_2_1418972_at 261.5 194.7 P P 0.001953 0.001953 -0.3 NC 0.95 gb:AF100339.1 /DB_XREF=gi:4323572 /FEA=FLmRNA /CNT=82 /TID=Mm.28782.1 /TIER=FL /STK=1 /UG=Mm.28782 /LL=12042 /UG_GENE=Bcl10 /DEF=M
MOE430_2_1418999_at 122.1 124.4 P P 0.000732 0.000244 -0.3 NC 0.74 gb:NM_024210.1 /DB_XREF=gi:13259375 /GEN=2310033P09Rik /FEA=FLmRNA /CNT=39 /TID=Mm.41543.1 /TIER=FL+Stack /STK=15 /UG=Mm.41543 /LL
MOE430_2_1419036_at 421.2 325.2 P P 0.000732 0.00293 -0.3 NC 0.99 gb:AU035286 /DB_XREF=gi:3718289 /DB_XREF=AU035286 /CLONE=MNCb-0282 /FEA=FLmRNA /CNT=162 /TID=Mm.23692.1 /TIER=Stack /STK=12 /UG
MOE430_2_1419040_at 8.6 8.3 A A 0.21 0.3 -0.3 NC 0.5 gb:BF683039 /DB_XREF=gi:11956846 /DB_XREF=602117607F1 /CLONE=IMAGE:3468864 /FEA=FLmRNA /CNT=97 /TID=Mm.157435.1 /TIER=ConsEnd /ST
MOE430_2_1419055_a_ 57.4 49 P P 0.01 0.01 -0.3 NC 0.5 gb:AW987375 /DB_XREF=gi:8182250 /DB_XREF=uf23h03.x1 /CLONE=IMAGE:1512245 /FEA=FLmRNA /CNT=70 /TID=Mm.4420.1 /TIER=Stack /STK=15 /U
MOE430_2_1419061_at 354.8 257.4 P P 0.001221 0.000244 -0.3 NC 0.99 gb:D89821.1 /DB_XREF=gi:1752824 /GEN=rhoM /FEA=FLmRNA /CNT=34 /TID=Mm.27701.1 /TIER=FL+Stack /STK=14 /UG=Mm.27701 /LL=11854 /DEF=M
MOE430_2_1419068_at 223 171.2 P P 0.001953 0.001953 -0.3 NC 0.99 gb:NM_019983.1 /DB_XREF=gi:9910315 /GEN=Rab5ef-pending /FEA=FLmRNA /CNT=53 /TID=Mm.101118.1 /TIER=FL+Stack /STK=14 /UG=Mm.101118 /L
MOE430_2_1419071_at 6.8 3.4 A A 0.5 0.5 -0.3 NC 0.13 gb:BF466918 /DB_XREF=gi:11536101 /DB_XREF=UI-M-CG0p-brb-e-08-0-UI.s1 /CLONE=UI-M-CG0p-brb-e-08-0-UI /FEA=FLmRNA /CNT=45 /TID=Mm.
MOE430_2_1419074_at 291.6 241.8 P P 0.000244 0.000244 -0.3 NC 0.94 gb:NM_026527.1 /DB_XREF=gi:13386023 /GEN=2510006C20Rik /FEA=FLmRNA /CNT=34 /TID=Mm.32656.1 /TIER=FL+Stack /STK=14 /UG=Mm.32656 /LL
MOE430_2_1419079_at 1 1.1 A A 0.94 0.96 -0.3 NC 0.5 gb:NM_011326.1 /DB_XREF=gi:6755413 /GEN=Scnn1g /FEA=FLmRNA /CNT=24 /TID=Mm.35247.1 /TIER=FL+Stack /STK=14 /UG=Mm.35247 /LL=20278 /
MOE430_2_1419091_a_ 8740 6472 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_007585.1 /DB_XREF=gi:6996912 /GEN=Anxa2 /FEA=FLmRNA /CNT=99 /TID=Mm.584.1 /TIER=FL+Stack /STK=13 /UG=Mm.584 /LL=12306 /DEF=M
MOE430_2_1419098_at 173.5 124.8 P P 0.000244 0.000732 -0.3 NC 0.99 gb:AF093620.1 /DB_XREF=gi:3747063 /FEA=FLmRNA /CNT=55 /TID=Mm.4441.1 /TIER=FL /STK=1 /UG=Mm.4441 /LL=13830 /UG_GENE=Epb7.2 /DEF=M
MOE430_2_1419103_a_ 149.2 124.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_025341.1 /DB_XREF=gi:13384711 /GEN=0610041D24Rik /FEA=FLmRNA /CNT=68 /TID=Mm.181473.1 /TIER=FL+Stack /STK=13 /UG=Mm.181473 /
MOE430_2_1419104_at 86.7 59.6 P P 0.008057 0.00293 -0.3 NC 0.69 gb:BQ176347 /DB_XREF=gi:20351839 /DB_XREF=UI-M-DJ2-bwg-f-14-0-UI.s1 /CLONE=UI-M-DJ2-bwg-f-14-0-UI /FEA=FLmRNA /CNT=68 /TID=Mm.18
MOE430_2_1419116_at 13.8 10.2 P P 0.02 0.03 -0.3 NC 0.5 gb:AA198774 /DB_XREF=gi:1794438 /DB_XREF=mu16c01.r1 /CLONE=IMAGE:639552 /FEA=FLmRNA /CNT=51 /TID=Mm.152377.1 /TIER=ConsEnd /STK=0
MOE430_2_1419142_at 1.7 0.9 A A 0.9 0.9 -0.3 NC 0.48 gb:NM_020284.1 /DB_XREF=gi:9931985 /GEN=Ctsr /FEA=FLmRNA /CNT=16 /TID=Mm.143744.1 /TIER=FL+Stack /STK=13 /UG=Mm.143744 /LL=56835 /D
MOE430_2_1419171_at 31.3 18.2 P P 0.00415 0.00293 -0.3 NC 0.5 gb:BB667295 /DB_XREF=gi:16398744 /DB_XREF=BB667295 /CLONE=7120449D04 /FEA=FLmRNA /CNT=60 /TID=Mm.68155.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1419198_at 110.6 98.8 P P 0.000732 0.008057 -0.3 NC 0.97 gb:NM_013926.1 /DB_XREF=gi:7304946 /GEN=Cbx8 /FEA=FLmRNA /CNT=34 /TID=Mm.99953.1 /TIER=FL+Stack /STK=12 /UG=Mm.99953 /LL=30951 /DE
MOE430_2_1419206_at 1.5 0.8 A A 0.94 0.98 -0.3 NC 0.89 gb:BC019402.1 /DB_XREF=gi:18043152 /FEA=FLmRNA /CNT=33 /TID=Mm.3689.1 /TIER=FL+Stack /STK=12 /UG=Mm.3689 /LL=12493 /UG_GENE=Cd37 /
MOE430_2_1419228_at 38.5 27.6 P P 0.01 0.04 -0.3 NC 0.63 gb:NM_028983.1 /DB_XREF=gi:13386363 /GEN=8430417G19Rik /FEA=FLmRNA /CNT=15 /TID=Mm.96408.1 /TIER=FL+Stack /STK=12 /UG=Mm.96408 /LL
MOE430_2_1419244_a_ 904.1 662.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BQ031435 /DB_XREF=gi:19766714 /DB_XREF=UI-1-CF0-anj-e-10-0-UI.s1 /CLONE=UI-1-CF0-anj-e-10-0-UI /FEA=FLmRNA /CNT=418 /TID=Mm.587
MOE430_2_1419345_at 11.9 8.9 M A 0.05 0.14 -0.3 NC 0.53 gb:NM_020623.1 /DB_XREF=gi:10181173 /GEN=Pth /FEA=FLmRNA /CNT=12 /TID=Mm.143765.1 /TIER=FL+Stack /STK=11 /UG=Mm.143765 /LL=19226 /D
MOE430_2_1419384_at 118 72.8 P P 0.000244 0.000244 -0.3 NC 0.72 gb:NM_008837.1 /DB_XREF=gi:6679312 /GEN=Prkcabp /FEA=FLmRNA /CNT=38 /TID=Mm.179650.1 /TIER=FL+Stack /STK=10 /UG=Mm.179650 /LL=1869
MOE430_2_1419392_at 4.1 4 A A 0.56 0.36 -0.3 NC 0.22 gb:NM_011995.2 /DB_XREF=gi:15277339 /GEN=Pclo /FEA=FLmRNA /CNT=35 /TID=Mm.40996.1 /TIER=FL+Stack /STK=10 /UG=Mm.40996 /LL=26875 /DE
MOE430_2_1419418_a_ 0.9 0.7 A A 0.82 0.78 -0.3 NC 0.4 gb:NM_010816.1 /DB_XREF=gi:7106358 /GEN=Morc /FEA=FLmRNA /CNT=19 /TID=Mm.26875.1 /TIER=FL+Stack /STK=10 /UG=Mm.26875 /LL=17450 /DE
MOE430_2_1419469_at 75.7 72.4 P P 0.000244 0.001221 -0.3 NC 0.98 gb:NM_013531.1 /DB_XREF=gi:7305090 /GEN=Gnb4 /FEA=FLmRNA /CNT=75 /TID=Mm.9336.1 /TIER=FL+Stack /STK=9 /UG=Mm.9336 /LL=14696 /DEF=M
MOE430_2_1419486_at 1225.2 1045.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB759833 /DB_XREF=gi:16206161 /DB_XREF=BB759833 /CLONE=G270121M03 /FEA=FLmRNA /CNT=61 /TID=Mm.12949.1 /TIER=Stack /STK=17 /UG
MOE430_2_1419494_a_ 21.1 16.2 M P 0.05 0.04 -0.3 NC 0.27 gb:BC002036.1 /DB_XREF=gi:12805156 /FEA=FLmRNA /CNT=32 /TID=Mm.2777.1 /TIER=FL /STK=1 /UG=Mm.2777 /LL=21985 /UG_GENE=Tpd52 /DEF=M
MOE430_2_1419520_at 90.4 71.1 P A 0.01 0.06 -0.3 NC 0.96 gb:NM_023455.1 /DB_XREF=gi:12963680 /GEN=Cml4 /FEA=FLmRNA /CNT=20 /TID=Mm.154782.1 /TIER=FL+Stack /STK=9 /UG=Mm.154782 /LL=68396 /
MOE430_2_1419539_at 1.9 1.1 A A 0.78 0.91 -0.3 NC 0.5 gb:NM_018885.1 /DB_XREF=gi:9256546 /GEN=Irx4 /FEA=FLmRNA /CNT=12 /TID=Mm.103784.1 /TIER=FL+Stack /STK=9 /UG=Mm.103784 /LL=50916 /DE
MOE430_2_1419578_at 19.4 14.3 A A 0.19 0.11 -0.3 NC 0.5 gb:NM_010775.1 /DB_XREF=gi:6754653 /GEN=Mbl1 /FEA=FLmRNA /CNT=28 /TID=Mm.8367.1 /TIER=FL+Stack /STK=8 /UG=Mm.8367 /LL=17194 /DEF=M
MOE430_2_1419590_at 10.3 6.3 A A 0.43 0.09 -0.3 NC 0.08 gb:NM_010000.1 /DB_XREF=gi:6753577 /GEN=Cyp2b9 /FEA=FLmRNA /CNT=28 /TID=Mm.876.1 /TIER=FL+Stack /STK=8 /UG=Mm.876 /LL=13094 /DEF=M
MOE430_2_1419602_at 317.9 263.6 P P 0.000732 0.000732 -0.3 NC 0.99 gb:NM_010451.1 /DB_XREF=gi:6754229 /GEN=Hoxa2 /FEA=FLmRNA /CNT=24 /TID=Mm.131.1 /TIER=FL+Stack /STK=8 /UG=Mm.131 /LL=15399 /DEF=M
MOE430_2_1419627_s_ 8.7 7.1 A A 0.27 0.3 -0.3 NC 0.72 gb:NM_020001.1 /DB_XREF=gi:9910157 /GEN=Clecsf10 /FEA=FLmRNA /CNT=10 /TID=Mm.117121.1 /TIER=FL+Stack /STK=8 /UG=Mm.117121 /LL=56620
MOE430_2_1419644_at 88.2 56.7 P P 0.00293 0.01 -0.3 NC 0.5 gb:NM_133196.1 /DB_XREF=gi:18875337 /GEN=Cstf2 /FEA=FLmRNA /CNT=132 /TID=Mm.67938.1 /TIER=FL /STK=7 /UG=Mm.67938 /LL=108062 /DEF=M
MOE430_2_1419650_at 655.9 565.7 P P 0.000244 0.000732 -0.3 NC 0.98 gb:BC006962.1 /DB_XREF=gi:13905330 /FEA=FLmRNA /CNT=144 /TID=Mm.21515.1 /TIER=FL+Stack /STK=14 /UG=Mm.21515 /LL=22763 /UG_GENE=Zfr
MOE430_2_1419675_at 38.1 27.1 P P 0.008057 0.04 -0.3 NC 0.53 gb:NM_013609.1 /DB_XREF=gi:7305312 /GEN=Ngfb /FEA=FLmRNA /CNT=26 /TID=Mm.1259.1 /TIER=FL /STK=7 /UG=Mm.1259 /LL=18049 /DEF=Mus mus
MOE430_2_1419693_at 222 174.2 P P 0.000244 0.000732 -0.3 D 0.99 gb:NM_130449.1 /DB_XREF=gi:18485493 /GEN=Colec12 /FEA=FLmRNA /CNT=33 /TID=Mm.218571.1 /TIER=FL /STK=7 /UG=Mm.218571 /LL=140792 /DE
MOE430_2_1419737_a_ 3828.4 2972.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_010699.1 /DB_XREF=gi:6754523 /GEN=Ldh1 /FEA=FLmRNA /CNT=73 /TID=Mm.141443.1 /TIER=FL /STK=6 /UG=Mm.141443 /LL=16828 /DEF=Mu
MOE430_2_1419757_at 75.7 80.5 P P 0.01 0.01 -0.3 NC 0.5 gb:NM_011256.1 /DB_XREF=gi:6755303 /GEN=Rdgb2 /FEA=FLmRNA /CNT=42 /TID=Mm.44261.1 /TIER=FL /STK=6 /UG=Mm.44261 /LL=19679 /DEF=Mus
MOE430_2_1419758_at 3.2 3.6 A A 0.24 0.43 -0.3 NC 0.63 gb:M30697.1 /DB_XREF=gi:199111 /FEA=FLmRNA /CNT=32 /TID=Mm.16086.1 /TIER=FL /STK=6 /UG=Mm.16086 /LL=18671 /UG_GENE=Abcb1a /DEF=Mo
MOE430_2_1419760_a_ 121.3 105.8 P P 0.001221 0.008057 -0.3 NC 0.96 gb:NM_016924.1 /DB_XREF=gi:8393888 /GEN=ORF5 /FEA=FLmRNA /CNT=26 /TID=Mm.34273.1 /TIER=FL /STK=6 /UG=Mm.34273 /LL=53858 /DEF=Mus 
MOE430_2_1419813_at 0.8 0.4 A A 0.56 0.72 -0.3 NC 0.5 gb:AI662851 /DB_XREF=gi:4766434 /DB_XREF=vb29a11.x1 /CLONE=IMAGE:750332 /FEA=EST /CNT=1 /TID=Mm.38398.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419851_at 9.4 3.9 A A 0.24 0.36 -0.3 NC 0.5 gb:W13854 /DB_XREF=gi:1287897 /DB_XREF=mb36a04.r1 /CLONE=IMAGE:331470 /FEA=EST /CNT=2 /TID=Mm.3202.2 /TIER=ConsEnd /STK=0 /UG=Mm.
MOE430_2_1419884_at 18.7 20.7 P A 0.02 0.14 -0.3 NC 0.5 gb:AI449265 /DB_XREF=gi:4288792 /DB_XREF=mt02f04.x1 /CLONE=IMAGE:619903 /FEA=EST /CNT=7 /TID=Mm.22280.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1419889_at 26.2 17.3 P P 0.008057 0.02 -0.3 NC 0.5 gb:BB175647 /DB_XREF=gi:8834730 /DB_XREF=BB175647 /CLONE=A230057M04 /FEA=EST /CNT=2 /TID=Mm.121311.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419927_s_ 524.5 424.8 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AW549708 /DB_XREF=gi:7195135 /DB_XREF=L0054C06-3 /CLONE=L0054C06 /FEA=EST /CNT=1 /TID=Mm.41216.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419937_at 12.8 26.4 P P 0.000732 0.01 -0.3 NC 0.91 gb:C76423 /DB_XREF=gi:2516753 /DB_XREF=C76423 /CLONE=J0010D07 /FEA=EST /CNT=1 /TID=Mm.197906.1 /TIER=ConsEnd /STK=0 /UG=Mm.19790
MOE430_2_1419939_at 27.2 21.2 A A 0.09 0.21 -0.3 NC 0.86 gb:AW558066 /DB_XREF=gi:7203495 /DB_XREF=L0290C06-3 /CLONE=L0290C06 /FEA=EST /CNT=1 /TID=Mm.199412.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419948_at 4.4 2.5 A A 0.36 0.39 -0.3 NC 0.5 gb:C77489 /DB_XREF=gi:2517819 /DB_XREF=C77489 /CLONE=J0032D05 /FEA=EST /CNT=1 /TID=Mm.195245.1 /TIER=ConsEnd /STK=0 /UG=Mm.19524
MOE430_2_1419963_at 16.2 25.1 A A 0.17 0.24 -0.3 NC 0.5 gb:C80871 /DB_XREF=gi:2521201 /DB_XREF=C80871 /CLONE=J0089H04 /FEA=EST /CNT=1 /TID=Mm.195371.1 /TIER=ConsEnd /STK=0 /UG=Mm.19537
MOE430_2_1419964_s_ 775.8 699.1 P P 0.000244 0.000244 -0.3 NC 0.99 gb:C80147 /DB_XREF=gi:2520477 /DB_XREF=C80147 /CLONE=J0077C01 /FEA=EST /CNT=1 /TID=Mm.195277.1 /TIER=ConsEnd /STK=1 /UG=Mm.19527
MOE430_2_1419972_at 11.9 13.9 A P 0.06 0.03 -0.3 NC 0.5 gb:C86506 /DB_XREF=gi:2918463 /DB_XREF=C86506 /CLONE=J0227H04 /FEA=EST /CNT=1 /TID=Mm.195368.1 /TIER=ConsEnd /STK=0 /UG=Mm.19536
MOE430_2_1419996_s_ 240 208.5 P P 0.001953 0.001953 -0.3 NC 0.99 gb:AU022700 /DB_XREF=gi:3387675 /DB_XREF=AU022700 /CLONE=J0419D03 /FEA=EST /CNT=1 /TID=Mm.206804.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420011_s_ 594.1 423.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:C77390 /DB_XREF=gi:2517720 /DB_XREF=C77390 /CLONE=J0030C12 /FEA=EST /CNT=1 /TID=Mm.195271.1 /TIER=ConsEnd /STK=1 /UG=Mm.19527
MOE430_2_1420036_at 12.7 10.2 A A 0.11 0.12 -0.3 NC 0.5 gb:AW547406 /DB_XREF=gi:7192820 /DB_XREF=L0021G12-3 /CLONE=L0021G12 /FEA=EST /CNT=1 /TID=Mm.199405.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420044_at 46.2 37.2 P P 0.03 0.01 -0.3 NC 0.5 gb:AI875733 /DB_XREF=gi:5549782 /DB_XREF=ul24b04.x1 /CLONE=IMAGE:2099215 /FEA=EST /CNT=1 /TID=Mm.219493.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420052_x_ 44.2 28.7 A M 0.06 0.05 -0.3 NC 0.9 gb:C81484 /DB_XREF=gi:2521814 /DB_XREF=C81484 /CLONE=J0099H02 /FEA=EST /CNT=1 /TID=Mm.198002.1 /TIER=ConsEnd /STK=1 /UG=Mm.19800
MOE430_2_1420064_s_ 3.8 3.3 A A 0.88 0.66 -0.3 NC 0.54 gb:C79967 /DB_XREF=gi:2520297 /DB_XREF=C79967 /CLONE=J0074E08 /FEA=EST /CNT=1 /TID=Mm.197887.1 /TIER=ConsEnd /STK=1 /UG=Mm.19788
MOE430_2_1420092_at 21.8 12.9 P A 0.02 0.14 -0.3 NC 0.63 gb:AI452146 /DB_XREF=gi:4299879 /DB_XREF=mp80e06.x1 /CLONE=IMAGE:575554 /FEA=EST /CNT=1 /TID=Mm.219471.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420140_at 98.4 72 P P 0.01 0.04 -0.3 NC 0.99 gb:AA407595 /DB_XREF=gi:2065785 /DB_XREF=EST00870 /CLONE=C0003E06 /FEA=EST /CNT=1 /TID=Mm.219692.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420155_at 1.9 1.6 A A 0.53 0.6 -0.3 NC 0.5 gb:AA408954 /DB_XREF=gi:2068361 /DB_XREF=EST03446 /CLONE=C0035D09 /FEA=EST /CNT=1 /TID=Mm.3737.1 /TIER=ConsEnd /STK=1 /UG=Mm.373
MOE430_2_1420156_at 6.9 4.6 A A 0.39 0.66 -0.3 NC 0.5 gb:AA408954 /DB_XREF=gi:2068361 /DB_XREF=EST03446 /CLONE=C0035D09 /FEA=EST /CNT=1 /TID=Mm.3737.1 /TIER=ConsEnd /STK=0 /UG=Mm.373
MOE430_2_1420171_s_ 3016.6 2386.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:C80049 /DB_XREF=gi:2520379 /DB_XREF=C80049 /CLONE=J0075G08 /FEA=EST /CNT=1 /TID=Mm.219481.1 /TIER=ConsEnd /STK=1 /UG=Mm.21948
MOE430_2_1420186_at 0.3 1.1 A A 0.99 0.87 -0.3 NC 0.37 gb:AV075508 /DB_XREF=gi:5195336 /DB_XREF=AV075508 /CLONE=2210014B16 /FEA=EST /CNT=1 /TID=Mm.64249.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420192_at 3.1 0.7 A A 0.66 0.85 -0.3 NC 0.45 gb:N28171 /DB_XREF=gi:1146027 /DB_XREF=MDB1494 /FEA=EST /CNT=1 /TID=Mm.196501.2 /TIER=ConsEnd /STK=0 /UG=Mm.196501 /LL=52872 /UG_
MOE430_2_1420198_at 11.9 9.9 P A 0.03 0.21 -0.3 NC 0.42 gb:BB370015 /DB_XREF=gi:9082509 /DB_XREF=BB370015 /CLONE=C130051E14 /FEA=EST /CNT=1 /TID=Mm.126894.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420242_at 8.1 8.3 A A 0.12 0.12 -0.3 NC 0.5 gb:AV142416 /DB_XREF=gi:5346411 /DB_XREF=AV142416 /CLONE=2810423D17 /FEA=EST /CNT=1 /TID=Mm.80416.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420268_x_ 2.9 4.7 A A 0.32 0.3 -0.3 NC 0.5 gb:AV159176 /DB_XREF=gi:5402811 /DB_XREF=AV159176 /CLONE=3010022D13 /FEA=EST /CNT=1 /TID=Mm.2470.2 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420277_at 5.1 5.6 A A 0.43 0.39 -0.3 NC 0.5 gb:AV245881 /DB_XREF=gi:6233340 /DB_XREF=AV245881 /CLONE=4832402K11 /FEA=EST /CNT=1 /TID=Mm.32337.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420297_at 0.4 1.1 A A 0.8 0.8 -0.3 NC 0.5 gb:T25607 /DB_XREF=gi:562928 /DB_XREF=EST00476 /CLONE=A0001A01 /FEA=EST /CNT=1 /TID=Mm.5218.1 /TIER=ConsEnd /STK=1 /UG=Mm.5218 /
MOE430_2_1420361_at 18.5 13.9 P A 0.000244 0.11 -0.3 NC 0.79 gb:NM_013612.1 /DB_XREF=gi:7363450 /GEN=Slc11a1 /FEA=FLmRNA /CNT=9 /TID=Mm.2913.1 /TIER=FL /STK=6 /UG=Mm.2913 /LL=18173 /DEF=Mus m
MOE430_2_1420393_at 1.9 1.4 A A 0.72 0.93 -0.3 NC 0.5 gb:AF065921.2 /DB_XREF=gi:4826628 /GEN=Nos2 /FEA=FLmRNA /CNT=20 /TID=Mm.2893.1 /TIER=FL /STK=5 /UG=Mm.2893 /LL=18126 /DEF=Mus mus
MOE430_2_1420450_at 6.1 6 A A 0.39 0.27 -0.3 NC 0.42 gb:NM_019471.1 /DB_XREF=gi:9506898 /GEN=Mmp10 /FEA=FLmRNA /CNT=7 /TID=Mm.14126.1 /TIER=FL /STK=5 /UG=Mm.14126 /LL=17384 /DEF=Mus 
MOE430_2_1420469_at 1.1 0.8 A A 0.75 0.82 -0.3 NC 0.55 gb:NM_027670.1 /DB_XREF=gi:13386247 /GEN=4933411G06Rik /FEA=FLmRNA /CNT=7 /TID=Mm.72588.1 /TIER=FL /STK=5 /UG=Mm.72588 /LL=71090 /
MOE430_2_1420481_at 110.7 77.1 P P 0.000244 0.000244 -0.3 NC 0.93 gb:AW046503 /DB_XREF=gi:5907032 /DB_XREF=UI-M-BH1-akz-d-11-0-UI.s1 /CLONE=UI-M-BH1-akz-d-11-0-UI /FEA=FLmRNA /CNT=168 /TID=Mm.44
MOE430_2_1420482_at 67.8 43.6 P P 0.00293 0.001221 -0.3 NC 0.83 gb:BB325214 /DB_XREF=gi:16403551 /DB_XREF=BB325214 /CLONE=B430114O16 /FEA=FLmRNA /CNT=168 /TID=Mm.44492.1 /TIER=Stack /STK=13 /U
MOE430_2_1420520_x_ 209.3 192.9 P P 0.000244 0.000732 -0.3 NC 0.98 gb:NM_022313.1 /DB_XREF=gi:11612490 /GEN=Eral1 /FEA=FLmRNA /CNT=36 /TID=Mm.21096.1 /TIER=FL /STK=4 /UG=Mm.21096 /LL=57837 /DEF=Mus
MOE430_2_1420523_at 17.8 13 P P 0.02 0.03 -0.3 NC 0.14 gb:BB757439 /DB_XREF=gi:16203482 /DB_XREF=BB757439 /CLONE=G270085G20 /FEA=FLmRNA /CNT=51 /TID=Mm.40961.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1420537_at 1.1 0.3 A A 0.78 0.87 -0.3 NC 0.63 gb:NM_026214.1 /DB_XREF=gi:13385719 /GEN=2210017A09Rik /FEA=FLmRNA /CNT=20 /TID=Mm.86004.1 /TIER=FL /STK=4 /UG=Mm.86004 /LL=67516 /
MOE430_2_1420543_at 44.2 38.1 P P 0.000244 0.00415 -0.3 NC 0.98 gb:BC005604.1 /DB_XREF=gi:13542804 /FEA=FLmRNA /CNT=23 /TID=Mm.101927.1 /TIER=ConsEnd /STK=0 /UG=Mm.101927 /LL=192165 /UG_GENE=MG
MOE430_2_1420565_at 115.6 63.2 P P 0.000244 0.000732 -0.3 NC 0.96 gb:NM_010449.1 /DB_XREF=gi:6754227 /GEN=Hoxa1 /FEA=FLmRNA /CNT=9 /TID=Mm.197.1 /TIER=FL /STK=4 /UG=Mm.197 /LL=15394 /DEF=Mus musc
MOE430_2_1420597_a_ 4.4 2.2 A A 0.69 0.95 -0.3 NC 0.97 gb:NM_013878.1 /DB_XREF=gi:7304940 /GEN=Cabp2 /FEA=FLmRNA /CNT=4 /TID=Mm.46268.1 /TIER=FL /STK=4 /UG=Mm.46268 /LL=29866 /DEF=Mus m
MOE430_2_1420622_a_ 2847.1 2141.5 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BC006722.1 /DB_XREF=gi:13879485 /FEA=FLmRNA /CNT=65 /TID=Mm.197551.1 /TIER=FL /STK=3 /UG=Mm.197551 /LL=15481 /UG_GENE=Hspa8 /D
MOE430_2_1420635_a_ 237.6 201 P P 0.001221 0.001221 -0.3 NC 0.96 gb:NM_016921.1 /DB_XREF=gi:8392940 /GEN=Atp6i /FEA=FLmRNA /CNT=21 /TID=Mm.19185.1 /TIER=FL /STK=3 /UG=Mm.19185 /LL=27060 /DEF=Mus 
MOE430_2_1420652_at 19.7 16.3 P A 0.04 0.08 -0.3 NC 0.5 gb:BE309332 /DB_XREF=gi:9167362 /DB_XREF=601093715F1 /CLONE=IMAGE:3488451 /FEA=FLmRNA /CNT=35 /TID=Mm.216321.1 /TIER=ConsEnd /ST
MOE430_2_1420670_at 8.4 6.6 A A 0.36 0.36 -0.3 NC 0.21 gb:AI428888 /DB_XREF=gi:4274814 /DB_XREF=mp49a05.x1 /CLONE=IMAGE:572528 /FEA=FLmRNA /CNT=18 /TID=Mm.4813.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1420696_at 62.4 49.4 P P 0.000732 0.001221 -0.3 NC 0.94 gb:NM_013657.1 /DB_XREF=gi:7305466 /GEN=Sema3c /FEA=FLmRNA /CNT=14 /TID=Mm.5071.1 /TIER=FL /STK=3 /UG=Mm.5071 /LL=20348 /DEF=Mus 
MOE430_2_1420752_at 405.3 363.2 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_030714.1 /DB_XREF=gi:13507661 /GEN=Dtx3 /FEA=FLmRNA /CNT=9 /TID=Mm.29197.1 /TIER=FL /STK=3 /UG=Mm.29197 /LL=80904 /DEF=Mus m
MOE430_2_1420768_a_ 17.1 15.1 P P 0.000244 0.01 -0.3 NC 0.91 gb:NM_030150.1 /DB_XREF=gi:13386455 /GEN=D11Lgp2e /FEA=FLmRNA /CNT=4 /TID=Mm.170797.1 /TIER=FL /STK=3 /UG=Mm.170797 /LL=80861 /DEF
MOE430_2_1420795_at 17.5 16.5 A A 0.36 0.3 -0.3 NC 0.5 gb:NM_013518.1 /DB_XREF=gi:7305056 /GEN=Fgf9 /FEA=FLmRNA /CNT=4 /TID=Mm.8846.1 /TIER=FL /STK=3 /UG=Mm.8846 /LL=14180 /DEF=Mus musc
MOE430_2_1420808_at 707.3 516.7 P P 0.000732 0.000732 -0.3 NC 0.99 gb:BG065226 /DB_XREF=gi:12547789 /DB_XREF=H3028F10-3 /CLONE=H3028F10 /FEA=FLmRNA /CNT=530 /TID=Mm.28261.1 /TIER=Stack /STK=380 /U
MOE430_2_1420812_at 155.4 130.9 P P 0.00415 0.00293 -0.3 NC 0.88 gb:NM_019572.1 /DB_XREF=gi:9624995 /GEN=Hdac7a /FEA=FLmRNA /CNT=227 /TID=Mm.33797.1 /TIER=FL /STK=2 /UG=Mm.33797 /LL=56233 /DEF=M
MOE430_2_1420816_at 121.9 91.1 P P 0.000244 0.000244 -0.3 NC 0.91 gb:NM_018871.1 /DB_XREF=gi:9256645 /GEN=Ywhag /FEA=FLmRNA /CNT=359 /TID=Mm.29717.1 /TIER=FL /STK=2 /UG=Mm.29717 /LL=22628 /DEF=Mu
MOE430_2_1420824_at 24.6 16.2 A A 0.09 0.19 -0.3 NC 0.5 gb:AV256403 /DB_XREF=gi:16388312 /DB_XREF=AV256403 /CLONE=4921528D01 /FEA=FLmRNA /CNT=213 /TID=Mm.33903.1 /TIER=Stack /STK=147 /U
MOE430_2_1420854_at 16 15.2 A A 0.39 0.43 -0.3 NC 0.18 gb:NM_007925.1 /DB_XREF=gi:6679636 /GEN=Eln /FEA=FLmRNA /CNT=145 /TID=Mm.111845.1 /TIER=FL /STK=2 /UG=Mm.111845 /LL=13717 /DEF=Mus
MOE430_2_1420862_at 500.6 429.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BE648494 /DB_XREF=gi:9974315 /DB_XREF=UI-M-BH2.1-apn-b-05-0-UI.r1 /CLONE=UI-M-BH2.1-apn-b-05-0-UI /FEA=FLmRNA /CNT=221 /TID=Mm
MOE430_2_1420877_at 58.8 52.4 P P 0.000244 0.000244 -0.3 NC 0.77 gb:BQ174301 /DB_XREF=gi:20349792 /DB_XREF=UI-M-DJ2-bvx-n-13-0-UI.s1 /CLONE=UI-M-DJ2-bvx-n-13-0-UI /FEA=FLmRNA /CNT=99 /TID=Mm.90
MOE430_2_1420878_a_ 738.9 598.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_018753.1 /DB_XREF=gi:9055383 /GEN=Ywhab /FEA=FLmRNA /CNT=239 /TID=Mm.34319.1 /TIER=FL /STK=2 /UG=Mm.34319 /LL=54401 /DEF=Mu
MOE430_2_1420893_a_ 15 12.3 P P 0.008057 0.00293 -0.3 NC 0.5 gb:NM_009370.1 /DB_XREF=gi:6678322 /GEN=Tgfbr1 /FEA=FLmRNA /CNT=110 /TID=Mm.197552.1 /TIER=FL /STK=2 /UG=Mm.197552 /LL=21812 /DEF=
MOE430_2_1421014_a_ 383.9 292 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC023398.1 /DB_XREF=gi:19484077 /FEA=FLmRNA /CNT=22 /TID=Mm.34608.1 /TIER=FL /STK=2 /UG=Mm.34608 /LL=69634 /UG_GENE=Clybl /DEF=
MOE430_2_1421018_at 195.6 136 P P 0.00293 0.00415 -0.3 NC 0.96 gb:NM_025370.1 /DB_XREF=gi:13384743 /GEN=1110018J18Rik /FEA=FLmRNA /CNT=32 /TID=Mm.35724.1 /TIER=FL /STK=2 /UG=Mm.35724 /LL=66129 /
MOE430_2_1421019_at 407.6 343.4 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BC013506.1 /DB_XREF=gi:15488727 /FEA=FLmRNA /CNT=31 /TID=Mm.24863.1 /TIER=FL /STK=2 /UG=Mm.24863 /LL=67851 /UG_GENE=1700021F05
MOE430_2_1421038_a_ 45.5 19.3 A A 0.06 0.08 -0.3 NC 0.5 gb:NM_008433.1 /DB_XREF=gi:6680543 /GEN=Kcnn4 /FEA=FLmRNA /CNT=23 /TID=Mm.9911.1 /TIER=FL /STK=2 /UG=Mm.9911 /LL=16534 /DEF=Mus m
MOE430_2_1421057_at 1 0.7 A A 0.9 0.99 -0.3 NC 0.4 gb:BC012671.1 /DB_XREF=gi:15215118 /FEA=FLmRNA /CNT=30 /TID=Mm.10287.1 /TIER=FL /STK=2 /UG=Mm.10287 /LL=13421 /UG_GENE=Dnase1l3 /D
MOE430_2_1421062_s_ 4778 3943.9 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_016760.1 /DB_XREF=gi:7949022 /GEN=Clta /FEA=FLmRNA /CNT=20 /TID=Mm.6072.1 /TIER=FL /STK=2 /UG=Mm.6072 /LL=12757 /DEF=Mus mus
MOE430_2_1421097_at 96.3 70.6 P P 0.000732 0.001221 -0.3 NC 0.8 gb:NM_007931.1 /DB_XREF=gi:6679646 /GEN=Endog /FEA=FLmRNA /CNT=21 /TID=Mm.4449.1 /TIER=FL /STK=2 /UG=Mm.4449 /LL=13804 /DEF=Mus m
MOE430_2_1421109_at 17.7 9.8 A A 0.11 0.17 -0.3 NC 0.41 gb:BE381767 /DB_XREF=gi:9327132 /DB_XREF=601272193F1 /CLONE=IMAGE:3601270 /FEA=FLmRNA /CNT=23 /TID=Mm.24251.1 /TIER=ConsEnd /STK
MOE430_2_1421141_a_ 385 360.3 P P 0.000244 0.000244 -0.3 NC 0.88 gb:BG962849 /DB_XREF=gi:14350486 /DB_XREF=602827504F1 /CLONE=IMAGE:4982424 /FEA=FLmRNA /CNT=43 /TID=Mm.197479.1 /TIER=ConsEnd /ST
MOE430_2_1421143_at 94.1 76.7 P P 0.01 0.01 -0.3 NC 0.85 gb:NM_007858.1 /DB_XREF=gi:6681182 /GEN=Diap1 /FEA=FLmRNA /CNT=39 /TID=Mm.3282.1 /TIER=FL /STK=2 /UG=Mm.3282 /LL=13367 /DEF=Mus mu
MOE430_2_1421149_a_ 80.1 63.9 P P 0.000732 0.000244 -0.3 NC 0.78 gb:NM_007881.1 /DB_XREF=gi:6681228 /GEN=Drpla /FEA=FLmRNA /CNT=28 /TID=Mm.3172.1 /TIER=FL /STK=2 /UG=Mm.3172 /LL=13498 /DEF=Mus mu
MOE430_2_1421154_at 72.6 59.5 P P 0.00415 0.02 -0.3 NC 0.98 gb:NM_008226.1 /DB_XREF=gi:6680188 /GEN=Hcn2 /FEA=FLmRNA /CNT=20 /TID=Mm.12956.1 /TIER=FL /STK=2 /UG=Mm.12956 /LL=15166 /DEF=Mus 
MOE430_2_1421158_at 30.3 20.6 P P 0.02 0.03 -0.3 NC 0.68 gb:NM_026599.1 /DB_XREF=gi:13386087 /GEN=4933421H10Rik /FEA=FLmRNA /CNT=17 /TID=Mm.87428.1 /TIER=FL /STK=2 /UG=Mm.87428 /LL=68178 /
MOE430_2_1421160_a_ 97.9 81.4 P P 0.00415 0.001221 -0.3 NC 0.5 gb:NM_009053.1 /DB_XREF=gi:6677724 /GEN=Rfng /FEA=FLmRNA /CNT=17 /TID=Mm.871.1 /TIER=FL /STK=2 /UG=Mm.871 /LL=19719 /DEF=Mus muscu
MOE430_2_1421170_a_ 15.9 13.9 A A 0.08 0.43 -0.3 NC 0.94 gb:NM_019677.1 /DB_XREF=gi:9845288 /GEN=Plcb1 /FEA=FLmRNA /CNT=24 /TID=Mm.42083.1 /TIER=FL /STK=2 /UG=Mm.42083 /LL=18795 /DEF=Mus 
MOE430_2_1421193_a_ 103.7 78.3 P P 0.001953 0.005859 -0.3 NC 0.76 gb:NM_016768.1 /DB_XREF=gi:7949104 /GEN=Pbx3 /FEA=FLmRNA /CNT=26 /TID=Mm.7331.1 /TIER=FL /STK=2 /UG=Mm.7331 /LL=18516 /DEF=Mus mu
MOE430_2_1421203_at 13.2 8.1 A A 0.08 0.24 -0.3 NC 0.5 gb:BB748443 /DB_XREF=gi:16152679 /DB_XREF=BB748443 /CLONE=F530214F10 /FEA=FLmRNA /CNT=19 /TID=Mm.40959.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1421209_s_ 227.3 224.7 P P 0.000244 0.001221 -0.3 NC 0.98 gb:BI559093 /DB_XREF=gi:15446407 /DB_XREF=603241570F1 /CLONE=IMAGE:5294368 /FEA=FLmRNA /CNT=18 /TID=Mm.12967.1 /TIER=ConsEnd /STK
MOE430_2_1421216_a_ 37.6 33.8 P P 0.001221 0.00415 -0.3 NC 0.5 gb:NM_010498.1 /DB_XREF=gi:6754279 /GEN=Ids /FEA=FLmRNA /CNT=14 /TID=Mm.7973.1 /TIER=FL /STK=2 /UG=Mm.7973 /LL=15931 /DEF=Mus musc
MOE430_2_1421246_at 67.5 50.6 P P 0.001953 0.000732 -0.3 NC 0.68 gb:NM_011041.1 /DB_XREF=gi:6754991 /GEN=Pax9 /FEA=FLmRNA /CNT=14 /TID=Mm.5035.1 /TIER=FL /STK=2 /UG=Mm.5035 /LL=18511 /DEF=Mus mu
MOE430_2_1421268_at 53.9 44.7 P P 0.001221 0.000732 -0.3 NC 0.5 gb:NM_011673.1 /DB_XREF=gi:7106442 /GEN=Ugcg /FEA=FLmRNA /CNT=25 /TID=Mm.12971.1 /TIER=FL /STK=2 /UG=Mm.12971 /LL=22234 /DEF=Mus m
MOE430_2_1421273_at 19 14.8 A A 0.12 0.17 -0.3 NC 0.5 gb:NM_080843.1 /DB_XREF=gi:18252050 /GEN=3110032M18Rik /FEA=FLmRNA /CNT=23 /TID=Mm.11030.1 /TIER=FL /STK=2 /UG=Mm.11030 /LL=67296 
MOE430_2_1421297_a_ 88.7 47.6 P P 0.00415 0.001221 -0.3 NC 0.69 gb:NM_009781.1 /DB_XREF=gi:6753227 /GEN=Cacna1c /FEA=FLmRNA /CNT=12 /TID=Mm.4499.1 /TIER=FL /STK=2 /UG=Mm.4499 /LL=12288 /DEF=Mus
MOE430_2_1421338_at 60.9 47.2 P M 0.01 0.05 -0.3 NC 0.76 gb:BF578163 /DB_XREF=gi:11651875 /DB_XREF=602094663F1 /CLONE=IMAGE:4209206 /FEA=FLmRNA /CNT=13 /TID=Mm.42085.1 /TIER=ConsEnd /ST
MOE430_2_1421348_a_ 1 1.8 A A 0.88 0.86 -0.3 NC 0.58 gb:NM_021316.1 /DB_XREF=gi:10946619 /GEN=Bm88-pending /FEA=FLmRNA /CNT=11 /TID=Mm.87027.1 /TIER=FL /STK=2 /UG=Mm.87027 /LL=57754 /
MOE430_2_1421376_at 42 36.4 P A 0.01 0.06 -0.3 NC 0.69 gb:NM_009424.1 /DB_XREF=gi:6678428 /GEN=Traf6 /FEA=FLmRNA /CNT=16 /TID=Mm.5172.1 /TIER=FL /STK=2 /UG=Mm.5172 /LL=22034 /DEF=Mus mu
MOE430_2_1421399_at 5.6 6.5 A A 0.43 0.3 -0.3 NC 0.5 gb:NM_016889.1 /DB_XREF=gi:8393616 /GEN=Insm1 /FEA=FLmRNA /CNT=9 /TID=Mm.42130.1 /TIER=FL /STK=2 /UG=Mm.42130 /LL=53626 /DEF=Mus m
MOE430_2_1421404_at 24.9 12.8 M P 0.05 0.03 -0.3 NC 0.5 gb:NM_011339.1 /DB_XREF=gi:6755435 /GEN=Scyb15 /FEA=FLmRNA /CNT=9 /TID=Mm.64326.1 /TIER=FL /STK=2 /UG=Mm.64326 /LL=20309 /DEF=Mus
MOE430_2_1421417_s_ 29.5 23.6 A P 0.06 0.02 -0.3 NC 0.5 gb:NM_053255.1 /DB_XREF=gi:16716584 /GEN=Elac1 /FEA=FLmRNA /CNT=7 /TID=Mm.204642.1 /TIER=FL /STK=2 /UG=Mm.204642 /LL=114615 /DEF=M
MOE430_2_1421474_a_ 63.4 48.2 P M 0.03 0.05 -0.3 NC 0.5 gb:NM_029035.1 /DB_XREF=gi:18141300 /GEN=4930422J18Rik /FEA=FLmRNA /CNT=6 /TID=Mm.30.1 /TIER=FL /STK=2 /UG=Mm.30 /LL=74646 /DEF=Mu
MOE430_2_1421477_at 61.9 48.1 P A 0.03 0.06 -0.3 NC 0.74 gb:NM_009946.1 /DB_XREF=gi:6753507 /GEN=Cplx2 /FEA=FLmRNA /CNT=6 /TID=Mm.4705.1 /TIER=FL /STK=2 /UG=Mm.4705 /LL=12890 /DEF=Mus mus
MOE430_2_1421495_a_ 52.2 49.2 P P 0.000732 0.01 -0.3 NC 0.9 gb:NM_024261.1 /DB_XREF=gi:13195679 /GEN=1700052N19Rik /FEA=FLmRNA /CNT=5 /TID=Mm.34139.1 /TIER=FL /STK=2 /UG=Mm.34139 /LL=73419 /
MOE430_2_1421500_at 21.8 18.6 A A 0.39 0.5 -0.3 NC 0.5 gb:NM_009293.1 /DB_XREF=gi:6678174 /GEN=Sts /FEA=FLmRNA /CNT=10 /TID=Mm.5129.1 /TIER=FL /STK=2 /UG=Mm.5129 /LL=20905 /DEF=Mus musc
MOE430_2_1421569_at 1.1 1.2 A A 0.68 0.93 -0.3 NC 0.69 gb:NM_008166.1 /DB_XREF=gi:6680088 /GEN=Grid1 /FEA=FLmRNA /CNT=4 /TID=Mm.7983.1 /TIER=FL /STK=2 /UG=Mm.7983 /LL=14803 /DEF=Mus mus
MOE430_2_1421574_at 15.1 18.6 P P 0.02 0.03 -0.3 NC 0.9 gb:NM_029519.1 /DB_XREF=gi:13386411 /GEN=5830461H18Rik /FEA=FLmRNA /CNT=4 /TID=Mm.34324.1 /TIER=FL /STK=2 /UG=Mm.34324 /LL=76108 /



MOE430_2_1421623_at 9.9 11.5 A A 0.08 0.17 -0.3 NC 0.5 gb:NM_008354.1 /DB_XREF=gi:6680400 /GEN=Il12rb2 /FEA=FLmRNA /CNT=3 /TID=Mm.5179.1 /TIER=FL /STK=2 /UG=Mm.5179 /LL=16162 /DEF=Mus mu
MOE430_2_1421701_at 6.7 3.1 A A 0.69 0.82 -0.3 NC 0.48 gb:NM_009491.1 /DB_XREF=gi:6678538 /GEN=V2r16 /FEA=FLmRNA /CNT=2 /TID=Mm.14121.1 /TIER=FL /STK=2 /UG=Mm.14121 /LL=22307 /DEF=Mus m
MOE430_2_1421733_a_ 530.8 423.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_013837.1 /DB_XREF=gi:7305590 /GEN=Tpst1 /FEA=FLmRNA /CNT=2 /TID=Mm.16084.1 /TIER=FL /STK=2 /UG=Mm.16084 /LL=22021 /DEF=Mus m
MOE430_2_1421767_at 19 16 P A 0.00415 0.12 -0.3 NC 0.83 gb:NM_007411.1 /DB_XREF=gi:6671514 /GEN=Adk /FEA=FLmRNA /CNT=2 /TID=Mm.30346.1 /TIER=FL /STK=2 /UG=Mm.30346 /LL=11534 /DEF=Mus mu
MOE430_2_1421803_at 16.3 13.1 A A 0.09 0.21 -0.3 NC 0.48 gb:NM_020563.1 /DB_XREF=gi:10181187 /GEN=Mja1l-pending /FEA=FLmRNA /CNT=2 /TID=Mm.6205.1 /TIER=FL /STK=2 /UG=Mm.6205 /LL=57426 /DEF
MOE430_2_1421813_a_ 5643.5 4558.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_011179.1 /DB_XREF=gi:7242190 /GEN=Psap /FEA=FLmRNA /CNT=332 /TID=Mm.3363.1 /TIER=FL /STK=1 /UG=Mm.3363 /LL=19156 /DEF=Mus m
MOE430_2_1421814_at 1697.8 1387.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BQ175453 /DB_XREF=gi:20350945 /DB_XREF=UI-M-DJ2-bwc-l-08-0-UI.s1 /CLONE=UI-M-DJ2-bwc-l-08-0-UI /FEA=FLmRNA /CNT=271 /TID=Mm.2
MOE430_2_1421830_at 34 22.5 P P 0.000244 0.008057 -0.3 NC 0.88 gb:NM_009647.1 /DB_XREF=gi:6753021 /GEN=Ak4 /FEA=FLmRNA /CNT=131 /TID=Mm.42040.1 /TIER=FL+Stack /STK=70 /UG=Mm.42040 /LL=11639 /DE
MOE430_2_1421842_a_ 416.6 325.2 P P 0.000244 0.000244 -0.3 NC 0.96 gb:AF295102.1 /DB_XREF=gi:9937554 /FEA=FLmRNA /CNT=105 /TID=Mm.30226.1 /TIER=FL /STK=1 /UG=Mm.30226 /LL=56214 /UG_GENE=Scamp4 /DE
MOE430_2_1421846_at 445.3 344.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:AF072881.1 /DB_XREF=gi:4754061 /GEN=Swip2 /FEA=FLmRNA /CNT=135 /TID=Mm.28489.1 /TIER=FL /STK=1 /UG=Mm.28489 /LL=59043 /DEF=Mus 
MOE430_2_1421892_at 212.7 135.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB750118 /DB_XREF=gi:16154354 /DB_XREF=BB750118 /CLONE=G130001P13 /FEA=FLmRNA /CNT=104 /TID=Mm.200388.1 /TIER=Stack /STK=8 /U
MOE430_2_1421928_at 21.3 22.8 A A 0.19 0.17 -0.3 NC 0.5 gb:NM_007936.1 /DB_XREF=gi:6679656 /GEN=Epha4 /FEA=FLmRNA /CNT=39 /TID=Mm.3249.1 /TIER=FL /STK=1 /UG=Mm.3249 /LL=13838 /DEF=Mus m
MOE430_2_1421938_at 462 364.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK002313.1 /DB_XREF=gi:12832203 /FEA=FLmRNA /CNT=32 /TID=Mm.199675.1 /TIER=Stack /STK=9 /UG=Mm.199675 /LL=68607 /UG_GENE=Serhl /
MOE430_2_1421957_a_ 121 91 P P 0.000732 0.000732 -0.3 NC 0.93 gb:NM_009981.1 /DB_XREF=gi:6753551 /GEN=Pcyt1a /FEA=FLmRNA /CNT=16 /TID=Mm.6161.1 /TIER=FL /STK=1 /UG=Mm.6161 /LL=13026 /DEF=Mus m
MOE430_2_1422011_s_ 23.8 16.3 P P 0.005859 0.02 -0.3 NC 0.77 gb:BC005560.1 /DB_XREF=gi:13542709 /FEA=FLmRNA /CNT=17 /TID=Mm.195874.1 /TIER=FL /STK=1 /UG=Mm.195874 /LL=22441 /UG_GENE=Xlr /DEF=
MOE430_2_1422015_a_ 217.5 189.3 P P 0.005859 0.01 -0.3 NC 0.97 gb:NM_029020.1 /DB_XREF=gi:13386365 /GEN=4833412N02Rik /FEA=FLmRNA /CNT=11 /TID=Mm.22277.1 /TIER=FL /STK=1 /UG=Mm.22277 /LL=74610 /
MOE430_2_1422059_at 23.9 28.7 P P 0.007568 0.03 -0.3 NC 0.54 gb:NM_007623.1 /DB_XREF=gi:6671691 /GEN=Cbx2 /FEA=FLmRNA /CNT=10 /TID=Mm.3908.1 /TIER=FL /STK=1 /UG=Mm.3908 /LL=12416 /DEF=Mus mu
MOE430_2_1422094_a_ 16.7 16.7 A P 0.1 0.03 -0.3 NC 0.33 gb:NM_026046.1 /DB_XREF=gi:13385545 /GEN=2810439M05Rik /FEA=FLmRNA /CNT=10 /TID=Mm.171461.1 /TIER=FL /STK=1 /UG=Mm.171461 /LL=6723
MOE430_2_1422113_at 21.1 18.9 A A 0.11 0.19 -0.3 NC 0.5 gb:AF380353.1 /DB_XREF=gi:14290144 /FEA=FLmRNA /CNT=11 /TID=Mm.172923.1 /TIER=FL /STK=1 /UG=Mm.172923 /LL=114479 /UG_GENE=Slc5a5 /
MOE430_2_1422119_at 121 102.7 P P 0.000732 0.00415 -0.3 NC 0.94 gb:NM_011229.1 /DB_XREF=gi:6755261 /GEN=Rab5b /FEA=FLmRNA /CNT=8 /TID=Mm.12815.1 /TIER=FL /STK=1 /UG=Mm.12815 /LL=19344 /DEF=Mus m
MOE430_2_1422134_at 15.6 11.6 P A 0.03 0.09 -0.3 NC 0.5 gb:NM_008036.1 /DB_XREF=gi:6679826 /GEN=Fosb /FEA=FLmRNA /CNT=9 /TID=Mm.26091.1 /TIER=FL /STK=1 /UG=Mm.26091 /LL=14282 /DEF=Mus m
MOE430_2_1422149_at 15.3 11.5 A A 0.14 0.3 -0.3 NC 0.5 gb:AB032770.1 /DB_XREF=gi:6178153 /GEN=afx /FEA=FLmRNA /CNT=5 /TID=Mm.88827.1 /TIER=FL /STK=1 /UG=Mm.88827 /LL=54601 /DEF=Mus musc
MOE430_2_1422157_a_ 635 513.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008403.1 /DB_XREF=gi:6680487 /GEN=Itgb1bp1 /FEA=FLmRNA /CNT=5 /TID=Mm.6818.1 /TIER=FL /STK=1 /UG=Mm.6818 /LL=16413 /DEF=Mus m
MOE430_2_1422171_at 10.8 6.9 A A 0.3 0.24 -0.3 NC 0.5 gb:NM_008962.1 /DB_XREF=gi:6679526 /GEN=Ptgdr /FEA=FLmRNA /CNT=5 /TID=Mm.5105.1 /TIER=FL /STK=1 /UG=Mm.5105 /LL=19214 /DEF=Mus mus
MOE430_2_1422185_a_ 3779 3269.1 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_029787.1 /DB_XREF=gi:19745149 /GEN=Dia1 /FEA=FLmRNA /CNT=4 /TID=Mm.22560.1 /TIER=FL /STK=1 /UG=Mm.22560 /LL=109754 /DEF=Mus 
MOE430_2_1422186_s_ 3958.7 3138.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_029787.1 /DB_XREF=gi:19745149 /GEN=Dia1 /FEA=FLmRNA /CNT=4 /TID=Mm.22560.1 /TIER=FL /STK=1 /UG=Mm.22560 /LL=109754 /DEF=Mus 
MOE430_2_1422229_at 1.5 1.3 A A 0.56 0.98 -0.3 NC 0.63 gb:U70369.1 /DB_XREF=gi:2739432 /GEN=DUB-2 /FEA=FLmRNA /CNT=3 /TID=Mm.8016.1 /TIER=FL /STK=1 /UG=Mm.8016 /LL=13532 /DEF=Mus muscu
MOE430_2_1422250_at 2.8 3.6 A A 0.53 0.5 -0.3 NC 0.63 gb:NM_011946.1 /DB_XREF=gi:6754627 /GEN=Map3k2 /FEA=FLmRNA /CNT=2 /TID=Mm.5067.1 /TIER=FL /STK=1 /UG=Mm.5067 /LL=26405 /DEF=Mus m
MOE430_2_1422264_s_ 28.3 15.2 P P 0.005859 0.04 -0.3 NC 0.94 gb:NM_010638.1 /DB_XREF=gi:6754457 /GEN=Klf9 /FEA=FLmRNA /CNT=2 /TID=Mm.19788.1 /TIER=FL /STK=1 /UG=Mm.19788 /LL=16601 /DEF=Mus mu
MOE430_2_1422302_s_ 4786.7 4608.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_008049.1 /DB_XREF=gi:6679872 /GEN=Ftl2 /FEA=FLmRNA /CNT=2 /TID=Mm.30357.1 /TIER=FL /STK=1 /UG=Mm.30357 /LL=14337 /DEF=Mus mu
MOE430_2_1422307_at 61.9 68.9 P P 0.01 0.01 -0.3 NC 0.94 gb:NM_031400.1 /DB_XREF=gi:14010854 /GEN=Usmg3 /FEA=FLmRNA /CNT=2 /TID=Mm.218588.1 /TIER=FL /STK=1 /UG=Mm.218588 /LL=83678 /DEF=M
MOE430_2_1422329_a_ 16.2 10.9 A A 0.08 0.21 -0.3 NC 0.46 gb:NM_008746.2 /DB_XREF=gi:11993955 /GEN=Ntrk3 /FEA=FLmRNA /CNT=1 /TID=Mm.20467.1 /TIER=FL /STK=1 /UG=Mm.20467 /LL=18213 /DEF=Mus 
MOE430_2_1422343_at 0.6 0.6 A A 0.88 0.98 -0.3 NC 0.51 gb:NM_019473.1 /DB_XREF=gi:11276074 /GEN=Olfr37a /FEA=FLmRNA /CNT=1 /TID=Mm.88841.1 /TIER=FL /STK=1 /UG=Mm.88841 /LL=29845 /DEF=Mu
MOE430_2_1422431_at 455.9 374.2 P P 0.000244 0.000732 -0.3 NC 0.98 gb:NM_053201.1 /DB_XREF=gi:16716506 /GEN=Magee1 /FEA=FLmRNA /CNT=215 /TID=Mm.24341.1 /TIER=FL+Stack /STK=166 /UG=Mm.24341 /LL=1075
MOE430_2_1422449_s_ 2310.3 1790.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_011992.1 /DB_XREF=gi:6755301 /GEN=Rcn2 /FEA=FLmRNA /CNT=198 /TID=Mm.1782.1 /TIER=FL+Stack /STK=110 /UG=Mm.1782 /LL=26611 /DE
MOE430_2_1422465_a_ 524.9 471.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008750.1 /DB_XREF=gi:6679159 /GEN=Nxn /FEA=FLmRNA /CNT=161 /TID=Mm.27915.1 /TIER=FL+Stack /STK=89 /UG=Mm.27915 /LL=18230 /DE
MOE430_2_1422466_at 233.7 212.6 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BB366804 /DB_XREF=gi:16406472 /DB_XREF=BB366804 /CLONE=C130035C07 /FEA=FLmRNA /CNT=161 /TID=Mm.27915.1 /TIER=Stack /STK=18 /U
MOE430_2_1422473_at 99.4 80.6 P P 0.005859 0.005859 -0.3 NC 0.99 gb:AF326555.1 /DB_XREF=gi:17225436 /GEN=Pde4b /FEA=FLmRNA /CNT=173 /TID=Mm.20181.1 /TIER=FL+Stack /STK=79 /UG=Mm.20181 /LL=18578 /
MOE430_2_1422474_at 75.6 88.9 P P 0.000732 0.000732 -0.3 NC 0.96 gb:BM246564 /DB_XREF=gi:17881834 /DB_XREF=K0739H08-3 /CLONE=K0739H08 /FEA=FLmRNA /CNT=173 /TID=Mm.20181.1 /TIER=Stack /STK=43 /U
MOE430_2_1422479_at 83.2 76.1 P P 0.008057 0.01 -0.3 NC 0.94 gb:NM_019811.1 /DB_XREF=gi:9790020 /GEN=Acas1 /FEA=FLmRNA /CNT=154 /TID=Mm.22719.1 /TIER=FL+Stack /STK=76 /UG=Mm.22719 /LL=60525 /
MOE430_2_1422499_at 580.9 457.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_023063.1 /DB_XREF=gi:12746445 /GEN=Eplin-pending /FEA=FLmRNA /CNT=179 /TID=Mm.182607.1 /TIER=FL+Stack /STK=68 /UG=Mm.182607 /L
MOE430_2_1422521_at 701 586.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_007835.1 /DB_XREF=gi:6681146 /GEN=Dctn1 /FEA=FLmRNA /CNT=149 /TID=Mm.6919.1 /TIER=FL+Stack /STK=53 /UG=Mm.6919 /LL=13191 /DE
MOE430_2_1422536_at 10.8 12.1 A A 0.14 0.3 -0.3 NC 0.5 gb:NM_009406.1 /DB_XREF=gi:6678392 /GEN=Tnni3 /FEA=FLmRNA /CNT=72 /TID=Mm.604.1 /TIER=FL+Stack /STK=42 /UG=Mm.604 /LL=21954 /DEF=M
MOE430_2_1422569_at 1213.6 900.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009537.1 /DB_XREF=gi:6678620 /GEN=Yy1 /FEA=FLmRNA /CNT=114 /TID=Mm.3868.1 /TIER=FL+Stack /STK=33 /UG=Mm.3868 /LL=22632 /DEF=
MOE430_2_1422576_at 3180.6 2327.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_016843.1 /DB_XREF=gi:8393279 /GEN=Sca10 /FEA=FLmRNA /CNT=440 /TID=Mm.4098.1 /TIER=FL+Stack /STK=32 /UG=Mm.4098 /LL=54138 /DE
MOE430_2_1422614_s_ 2684.4 2157.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_015740.1 /DB_XREF=gi:7657119 /GEN=Gcn5l1 /FEA=FLmRNA /CNT=57 /TID=Mm.30118.1 /TIER=FL+Stack /STK=26 /UG=Mm.30118 /LL=14533 /D
MOE430_2_1422640_at 220.5 157.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_053134.1 /DB_XREF=gi:16716434 /GEN=Pcdhb9 /FEA=FLmRNA /CNT=35 /TID=Mm.125898.1 /TIER=FL+Stack /STK=23 /UG=Mm.125898 /LL=9388
MOE430_2_1422647_at 214.9 197.6 P P 0.008057 0.01 -0.3 NC 0.97 gb:NM_009066.1 /DB_XREF=gi:6677748 /GEN=Ring1 /FEA=FLmRNA /CNT=36 /TID=Mm.20343.1 /TIER=FL+Stack /STK=22 /UG=Mm.20343 /LL=19763 /DE
MOE430_2_1422650_a_ 362.4 313.5 P P 0.000732 0.000732 -0.3 NC 0.95 gb:NM_024182.1 /DB_XREF=gi:18152790 /GEN=Sudd /FEA=FLmRNA /CNT=157 /TID=Mm.28551.1 /TIER=FL+Stack /STK=21 /UG=Mm.28551 /LL=66878 /
MOE430_2_1422694_at 1.2 0.6 A A 0.85 0.9 -0.3 NC 0.5 gb:BB040598 /DB_XREF=gi:16258618 /DB_XREF=BB040598 /CLONE=6030450C20 /FEA=FLmRNA /CNT=169 /TID=Mm.29729.1 /TIER=Stack /STK=9 /UG
MOE430_2_1422789_at 6.5 2.4 A A 0.6 0.71 -0.3 NC 0.07 gb:NM_009022.1 /DB_XREF=gi:6677664 /GEN=Aldh1a2 /FEA=FLmRNA /CNT=21 /TID=Mm.42016.1 /TIER=FL+Stack /STK=12 /UG=Mm.42016 /LL=19378 /
MOE430_2_1422869_at 96.5 73.6 P P 0.000244 0.000732 -0.3 NC 0.93 gb:NM_008587.1 /DB_XREF=gi:7106354 /GEN=Mer /FEA=FLmRNA /CNT=37 /TID=Mm.4582.1 /TIER=FL+Stack /STK=9 /UG=Mm.4582 /LL=17289 /DEF=M
MOE430_2_1422930_at 1.2 2.1 A A 0.63 0.78 -0.3 NC 0.8 gb:NM_023892.1 /DB_XREF=gi:12963854 /GEN=1810015M19Rik /FEA=FLmRNA /CNT=18 /TID=Mm.30220.1 /TIER=FL /STK=3 /UG=Mm.30220 /LL=78369 
MOE430_2_1422958_at 1.6 1.1 A A 0.8 0.9 -0.3 NC 0.5 gb:NM_015809.1 /DB_XREF=gi:7657284 /GEN=Krtap5-4 /FEA=FLmRNA /CNT=7 /TID=Mm.34808.1 /TIER=FL /STK=1 /UG=Mm.34808 /LL=50775 /DEF=Mu
MOE430_2_1422981_at 87.6 69.9 P P 0.001953 0.005859 -0.3 NC 0.96 gb:NM_033324.1 /DB_XREF=gi:15277313 /GEN=Dgcr8 /FEA=FLmRNA /CNT=13 /TID=Mm.156956.1 /TIER=FL /STK=0 /UG=Mm.156956 /LL=94223 /DEF=M
MOE430_2_1422998_a_ 668.2 540.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_023505.1 /DB_XREF=gi:13122602 /GEN=Glrx2 /FEA=FLmRNA /CNT=7 /TID=Mm.82751.1 /TIER=FL /STK=0 /UG=Mm.82751 /LL=69367 /DEF=Mus 
MOE430_2_1423009_at 1.5 0.8 A A 0.66 0.78 -0.3 NC 0.7 gb:NM_019934.1 /DB_XREF=gi:9910229 /GEN=Fut10-pending /FEA=FLmRNA /CNT=5 /TID=Mm.56914.1 /TIER=FL /STK=0 /UG=Mm.56914 /LL=56546 /DE
MOE430_2_1423063_at 171.5 142.7 P P 0.000732 0.000244 -0.3 NC 0.94 gb:BG073493 /DB_XREF=gi:12556062 /DB_XREF=H3123C02-3 /CLONE=H3123C02 /FEA=FLmRNA /CNT=313 /TID=Mm.5001.1 /TIER=Stack /STK=67 /UG
MOE430_2_1423075_at 1110.7 979.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK004952.1 /DB_XREF=gi:12836526 /FEA=FLmRNA /CNT=263 /TID=Mm.38868.1 /TIER=Stack /STK=40 /UG=Mm.38868 /LL=66890 /UG_GENE=130000
MOE430_2_1423101_at 286.6 234 P P 0.000244 0.000732 -0.3 NC 0.95 gb:BB279185 /DB_XREF=gi:16401144 /DB_XREF=BB279185 /CLONE=A930015K23 /FEA=FLmRNA /CNT=208 /TID=Mm.34383.1 /TIER=Stack /STK=54 /U
MOE430_2_1423105_a_ 605 488.3 P P 0.000244 0.000244 -0.3 NC 0.97 gb:AK010522.1 /DB_XREF=gi:12846030 /FEA=FLmRNA /CNT=125 /TID=Mm.41525.1 /TIER=Stack /STK=52 /UG=Mm.41525 /LL=64050 /UG_GENE=Gas41-
MOE430_2_1423106_at 505.4 390.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK011363.1 /DB_XREF=gi:12847437 /GEN=Ube2b /FEA=FLmRNA /CNT=254 /TID=Mm.1920.1 /TIER=Stack /STK=51 /UG=Mm.1920 /LL=22210 /UG_TIT
MOE430_2_1423110_at 7178.6 6167.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:AW545978 /DB_XREF=gi:7191445 /DB_XREF=L0002F07-3 /CLONE=L0002F07 /FEA=FLmRNA /CNT=461 /TID=Mm.4482.1 /TIER=Stack /STK=50 /UG=
MOE430_2_1423115_at 769.1 625.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB028302 /DB_XREF=gi:15403529 /DB_XREF=BB028302 /CLONE=5430403F12 /FEA=FLmRNA /CNT=88 /TID=Mm.88831.1 /TIER=Stack /STK=50 /UG
MOE430_2_1423134_at 788.8 557.1 P P 0.000244 0.000244 -0.3 NC 0.95 gb:BG076340 /DB_XREF=gi:12558909 /DB_XREF=H3158E12-3 /CLONE=H3158E12 /FEA=FLmRNA /CNT=65 /TID=Mm.29656.1 /TIER=Stack /STK=43 /UG
MOE430_2_1423154_at 44.9 31.2 P P 0.00293 0.01 -0.3 NC 0.66 gb:BB655799 /DB_XREF=gi:16489627 /DB_XREF=BB655799 /CLONE=D130030P17 /FEA=FLmRNA /CNT=289 /TID=Mm.22749.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423164_at 89 94.9 M A 0.05 0.14 -0.3 NC 0.78 gb:BB325447 /DB_XREF=gi:16403566 /DB_XREF=BB325447 /CLONE=B430117A11 /FEA=FLmRNA /CNT=115 /TID=Mm.1585.1 /TIER=Stack /STK=36 /UG
MOE430_2_1423176_at 1055.7 749.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BQ266486 /DB_XREF=gi:20491551 /DB_XREF=NISC_ff13c10.x1 /CLONE=IMAGE:2865786 /FEA=FLmRNA /CNT=63 /TID=Mm.4218.1 /TIER=Stack /STK
MOE430_2_1423187_at 1156.7 1008.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BF160931 /DB_XREF=gi:11041038 /DB_XREF=601768948F1 /CLONE=IMAGE:3988451 /FEA=FLmRNA /CNT=293 /TID=Mm.30017.1 /TIER=Stack /STK=
MOE430_2_1423188_a_ 2833.9 2194.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI456243 /DB_XREF=gi:15246899 /DB_XREF=603172628F1 /CLONE=IMAGE:5252023 /FEA=FLmRNA /CNT=147 /TID=Mm.28077.1 /TIER=Stack /STK=3
MOE430_2_1423189_at 1501.8 1308.1 P P 0.000244 0.000244 -0.3 NC 0.91 gb:BI456243 /DB_XREF=gi:15246899 /DB_XREF=603172628F1 /CLONE=IMAGE:5252023 /FEA=FLmRNA /CNT=147 /TID=Mm.28077.1 /TIER=Stack /STK=3
MOE430_2_1423214_at 8 5.4 P A 0.00415 0.43 -0.3 NC 0.5 gb:BG092693 /DB_XREF=gi:12575256 /DB_XREF=mac15f09.x1 /CLONE=IMAGE:3999904 /FEA=FLmRNA /CNT=106 /TID=Mm.103764.1 /TIER=Stack /STK
MOE430_2_1423277_at 181.7 163.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:AI893646 /DB_XREF=gi:5599548 /DB_XREF=mn10c01.x1 /CLONE=IMAGE:537504 /FEA=FLmRNA /CNT=77 /TID=Mm.27856.1 /TIER=Stack /STK=19 /U
MOE430_2_1423278_at 298.5 222.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:AW741711 /DB_XREF=gi:7653491 /DB_XREF=ur59b06.x1 /CLONE=IMAGE:3154547 /FEA=FLmRNA /CNT=77 /TID=Mm.27856.1 /TIER=Stack /STK=9 /U
MOE430_2_1423283_at 1308.5 1008.1 P P 0.000244 0.000244 -0.3 MD 0.99 gb:AA239637 /DB_XREF=gi:1863659 /DB_XREF=my21h03.r1 /CLONE=IMAGE:696533 /FEA=FLmRNA /CNT=195 /TID=Mm.3128.1 /TIER=Stack /STK=9 /U
MOE430_2_1423306_at 149.7 110.9 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BI963682 /DB_XREF=gi:16338087 /DB_XREF=id33g08.x1 /CLONE=IMAGE:5664975 /FEA=FLmRNA /CNT=62 /TID=Mm.41725.1 /TIER=Stack /STK=17 /
MOE430_2_1423315_at 165.2 138.4 P P 0.000732 0.000732 -0.3 NC 0.76 gb:AW489168 /DB_XREF=gi:7059438 /DB_XREF=UI-M-BH3-asi-h-08-0-UI.s1 /CLONE=UI-M-BH3-asi-h-08-0-UI /FEA=FLmRNA /CNT=34 /TID=Mm.7660
MOE430_2_1423331_a_ 317.2 299.8 P P 0.000244 0.000244 -0.3 NC 0.72 gb:BG070704 /DB_XREF=gi:12553273 /DB_XREF=H3090C02-3 /CLONE=H3090C02 /FEA=FLmRNA /CNT=26 /TID=Mm.46724.3 /TIER=Stack /STK=15 /UG
MOE430_2_1423339_s_ 35.7 28.6 P P 0.01 0.01 -0.3 NC 0.5 gb:AI530149 /DB_XREF=gi:4444284 /DB_XREF=ui89f12.y1 /CLONE=IMAGE:1889615 /FEA=FLmRNA /CNT=69 /TID=Mm.29622.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423403_at 208.2 162.9 P P 0.00293 0.00293 -0.3 NC 0.98 gb:BQ174980 /DB_XREF=gi:20350472 /DB_XREF=UI-M-DJ2-bwb-j-14-0-UI.s1 /CLONE=UI-M-DJ2-bwb-j-14-0-UI /FEA=FLmRNA /CNT=28 /TID=Mm.89
MOE430_2_1423406_at 19.1 15.2 A A 0.11 0.17 -0.3 NC 0.5 gb:BC026494.1 /DB_XREF=gi:20071473 /FEA=FLmRNA /CNT=154 /TID=Mm.200365.1 /TIER=Stack /STK=92 /UG=Mm.200365 /LL=64051 /UG_GENE=Sv2a
MOE430_2_1423428_at 38.6 22.9 P A 0.02 0.09 -0.3 NC 0.97 gb:AV324603 /DB_XREF=gi:16395350 /DB_XREF=AV324603 /CLONE=6230425K20 /FEA=FLmRNA /CNT=61 /TID=Mm.86922.1 /TIER=Stack /STK=30 /UG
MOE430_2_1423448_at 1347.7 1015.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BE986863 /DB_XREF=gi:10661623 /DB_XREF=UI-M-CG0p-bez-f-09-0-UI.s1 /CLONE=UI-M-CG0p-bez-f-09-0-UI /FEA=FLmRNA /CNT=229 /TID=Mm
MOE430_2_1423457_at 43.3 22.8 P P 0.001221 0.001953 -0.3 NC 0.5 gb:BB026312 /DB_XREF=gi:15403479 /DB_XREF=BB026312 /CLONE=5330432H24 /FEA=FLmRNA /CNT=196 /TID=Mm.37381.1 /TIER=Stack /STK=19 /U
MOE430_2_1423484_at 1174.7 1004.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM217996 /DB_XREF=gi:17777386 /DB_XREF=C0905A01-3 /CLONE=C0905A01 /FEA=FLmRNA /CNT=42 /TID=Mm.46051.1 /TIER=Stack /STK=16 /UG
MOE430_2_1423495_at 129.1 146.7 P P 0.000732 0.001953 -0.3 D 0.99 gb:BE952632 /DB_XREF=gi:10593371 /DB_XREF=UI-M-BH4-azi-f-08-0-UI.s1 /CLONE=UI-M-BH4-azi-f-08-0-UI /FEA=FLmRNA /CNT=70 /TID=Mm.3576
MOE430_2_1423532_at 199.3 188.9 P P 0.000244 0.000244 -0.3 NC 0.9 gb:AI850285 /DB_XREF=gi:5494191 /DB_XREF=UI-M-BG1-aif-c-01-0-UI.s1 /CLONE=UI-M-BG1-aif-c-01-0-UI /FEA=FLmRNA /CNT=300 /TID=Mm.2536
MOE430_2_1423548_s_ 2393.3 1829.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB556862 /DB_XREF=gi:9643228 /DB_XREF=BB556862 /CLONE=E330025K14 /FEA=FLmRNA /CNT=193 /TID=Mm.141276.1 /TIER=Stack /STK=11 /U
MOE430_2_1423549_at 100.2 85.5 P P 0.000732 0.000244 -0.3 NC 0.91 gb:BB762524 /DB_XREF=gi:16207631 /DB_XREF=BB762524 /CLONE=G370012D10 /FEA=FLmRNA /CNT=189 /TID=Mm.6379.1 /TIER=Stack /STK=11 /UG
MOE430_2_1423584_at 1875.8 1453.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AI790558 /DB_XREF=gi:5338274 /DB_XREF=ul02f09.x1 /CLONE=IMAGE:2064905 /FEA=FLmRNA /CNT=273 /TID=Mm.534.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1423629_at 424.7 400.2 P P 0.001953 0.00415 -0.3 NC 0.99 gb:BB762738 /DB_XREF=gi:16207781 /DB_XREF=BB762738 /CLONE=G370014L03 /FEA=FLmRNA /CNT=87 /TID=Mm.39292.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423646_at 503.9 347.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC025126.1 /DB_XREF=gi:19263552 /FEA=FLmRNA /CNT=301 /TID=Mm.28300.1 /TIER=FL+Stack /STK=223 /UG=Mm.28300 /LL=69035 /UG_GENE=18
MOE430_2_1423659_a_ 346.1 296.1 P P 0.000244 0.000732 -0.3 D 0.99 gb:BC017607.1 /DB_XREF=gi:17160867 /FEA=FLmRNA /CNT=292 /TID=Mm.27567.1 /TIER=FL+Stack /STK=192 /UG=Mm.27567 /DEF=Mus musculus, Sim
MOE430_2_1423660_at 734.2 571.3 P P 0.001221 0.001221 -0.3 D 0.99 gb:BB294133 /DB_XREF=gi:16401748 /DB_XREF=BB294133 /CLONE=B130024D01 /FEA=FLmRNA /CNT=336 /TID=Mm.29490.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423661_s_ 505.2 418.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB294133 /DB_XREF=gi:16401748 /DB_XREF=BB294133 /CLONE=B130024D01 /FEA=FLmRNA /CNT=336 /TID=Mm.29490.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423669_at 5576.1 4543.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:U08020.1 /DB_XREF=gi:470673 /FEA=FLmRNA /CNT=592 /TID=Mm.22621.1 /TIER=FL+Stack /STK=173 /UG=Mm.22621 /LL=12842 /UG_GENE=Col1a1
MOE430_2_1423688_at 253.6 221.7 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BC016253.1 /DB_XREF=gi:16740763 /FEA=FLmRNA /CNT=209 /TID=Mm.30110.1 /TIER=FL+Stack /STK=157 /UG=Mm.30110 /LL=73744 /UG_GENE=1
MOE430_2_1423689_a_ 145.5 100.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC026486.1 /DB_XREF=gi:20071462 /FEA=FLmRNA /CNT=174 /TID=Mm.31239.1 /TIER=FL+Stack /STK=156 /UG=Mm.31239 /DEF=Mus musculus, Sim
MOE430_2_1423693_at 59.7 46.1 P P 0.00293 0.001221 -0.3 NC 0.86 gb:BC011218.1 /DB_XREF=gi:15029966 /FEA=FLmRNA /CNT=332 /TID=Mm.2131.1 /TIER=FL+Stack /STK=150 /UG=Mm.2131 /LL=109901 /UG_GENE=Ela
MOE430_2_1423724_at 1397.8 1065.3 P P 0.000732 0.000732 -0.3 D 0.99 gb:BC027100.1 /DB_XREF=gi:20072044 /FEA=FLmRNA /CNT=275 /TID=Mm.38994.1 /TIER=FL+Stack /STK=138 /UG=Mm.38994 /LL=66564 /UG_GENE=26
MOE430_2_1423729_a_ 830.2 700.2 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BC005559.1 /DB_XREF=gi:13542706 /FEA=FLmRNA /CNT=233 /TID=Mm.143527.1 /TIER=FL+Stack /STK=135 /UG=Mm.143527 /LL=66510 /UG_GENE=
MOE430_2_1423756_s_ 2012.2 1647.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC019836.1 /DB_XREF=gi:18043722 /FEA=FLmRNA /CNT=420 /TID=Mm.22248.2 /TIER=FL+Stack /STK=125 /UG=Mm.22248 /LL=16010 /UG_GENE=Ig
MOE430_2_1423776_s_ 387.4 333.6 P P 0.000732 0.000732 -0.3 D 0.99 gb:BC023106.1 /DB_XREF=gi:18606343 /FEA=FLmRNA /CNT=164 /TID=Mm.28904.1 /TIER=FL+Stack /STK=116 /UG=Mm.28904 /DEF=Mus musculus, Sim
MOE430_2_1423779_at 359.4 297.4 P P 0.000732 0.000732 -0.3 NC 0.93 gb:BC011331.1 /DB_XREF=gi:15030152 /FEA=FLmRNA /CNT=154 /TID=Mm.20313.1 /TIER=FL+Stack /STK=115 /UG=Mm.20313 /LL=66098 /UG_GENE=07
MOE430_2_1423833_a_ 2354.8 1835 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC018324.1 /DB_XREF=gi:17390759 /FEA=FLmRNA /CNT=174 /TID=Mm.29153.1 /TIER=FL+Stack /STK=95 /UG=Mm.29153 /LL=70456 /UG_GENE=26
MOE430_2_1423835_at 1082.9 900.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC018484.1 /DB_XREF=gi:17391142 /FEA=FLmRNA /CNT=161 /TID=Mm.21082.1 /TIER=FL+Stack /STK=95 /UG=Mm.21082 /DEF=Mus musculus, Simil
MOE430_2_1423870_at 654.6 599.6 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BC004835.1 /DB_XREF=gi:13436007 /FEA=FLmRNA /CNT=166 /TID=Mm.26598.1 /TIER=FL+Stack /STK=87 /UG=Mm.26598 /DEF=Mus musculus, Simil
MOE430_2_1423871_at 453.6 350.6 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BC019442.1 /DB_XREF=gi:18043191 /FEA=FLmRNA /CNT=127 /TID=Mm.185518.1 /TIER=FL+Stack /STK=87 /UG=Mm.185518 /DEF=Mus musculus, clo
MOE430_2_1423875_at 59.5 48.1 P P 0.008057 0.02 -0.3 NC 0.5 gb:BC023048.1 /DB_XREF=gi:18605922 /FEA=FLmRNA /CNT=147 /TID=Mm.218526.1 /TIER=FL+Stack /STK=86 /UG=Mm.218526 /DEF=Mus musculus, Sim
MOE430_2_1423887_a_ 118.3 110.6 P P 0.008057 0.00415 -0.3 NC 0.87 gb:BC011077.1 /DB_XREF=gi:15029721 /FEA=FLmRNA /CNT=120 /TID=Mm.31685.1 /TIER=FL+Stack /STK=84 /UG=Mm.31685 /LL=71718 /UG_GENE=120
MOE430_2_1423892_at 193.3 179.9 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AF206720.1 /DB_XREF=gi:6636320 /FEA=FLmRNA /CNT=130 /TID=Mm.38469.1 /TIER=FL+Stack /STK=83 /UG=Mm.38469 /LL=11785 /UG_GENE=Apbb
MOE430_2_1423926_at 249.4 241.7 P P 0.000732 0.001221 -0.3 NC 0.95 gb:BC020106.1 /DB_XREF=gi:18043357 /FEA=FLmRNA /CNT=99 /TID=Mm.41356.1 /TIER=FL+Stack /STK=78 /UG=Mm.41356 /LL=68427 /UG_GENE=1100
MOE430_2_1423965_at 539.7 510.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AY078163.1 /DB_XREF=gi:19421734 /FEA=FLmRNA /CNT=189 /TID=Mm.20838.1 /TIER=FL+Stack /STK=71 /UG=Mm.20838 /LL=171486 /UG_GENE=M
MOE430_2_1423966_at 323.8 259.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB038546 /DB_XREF=gi:15403762 /DB_XREF=BB038546 /CLONE=5930438M22 /FEA=FLmRNA /CNT=189 /TID=Mm.20838.1 /TIER=Stack /STK=29 /U
MOE430_2_1423972_at 1427.2 1309.6 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BC003432.1 /DB_XREF=gi:13097374 /FEA=FLmRNA /CNT=170 /TID=Mm.26949.1 /TIER=FL+Stack /STK=70 /UG=Mm.26949 /DEF=Mus musculus, Simil
MOE430_2_1423985_at 4801.2 3679.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC002316.1 /DB_XREF=gi:12805664 /FEA=FLmRNA /CNT=125 /TID=Mm.140804.1 /TIER=FL+Stack /STK=69 /UG=Mm.140804 /DEF=Mus musculus, gu
MOE430_2_1423999_at 994.2 717.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:J02995.1 /DB_XREF=gi:191566 /FEA=FLmRNA /CNT=162 /TID=Mm.1318.1 /TIER=FL+Stack /STK=67 /UG=Mm.1318 /LL=11350 /UG_GENE=Abl1 /DEF
MOE430_2_1424014_at 106.3 73 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BC003932.1 /DB_XREF=gi:13278177 /FEA=FLmRNA /CNT=117 /TID=Mm.181894.1 /TIER=FL+Stack /STK=63 /UG=Mm.181894 /LL=67278 /UG_GENE=2
MOE430_2_1424024_at 1620.8 1441.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC003996.1 /DB_XREF=gi:13278354 /FEA=FLmRNA /CNT=165 /TID=Mm.30251.1 /TIER=FL+Stack /STK=60 /UG=Mm.30251 /DEF=Mus musculus, clone
MOE430_2_1424082_at 164.5 126.1 P P 0.001221 0.000732 -0.3 NC 0.99 gb:BC025586.1 /DB_XREF=gi:19343762 /FEA=FLmRNA /CNT=79 /TID=Mm.19172.1 /TIER=FL+Stack /STK=56 /UG=Mm.19172 /DEF=Mus musculus, Simila
MOE430_2_1424086_at 751.2 515.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC025514.1 /DB_XREF=gi:19343795 /FEA=FLmRNA /CNT=103 /TID=Mm.3776.1 /TIER=FL+Stack /STK=55 /UG=Mm.3776 /DEF=Mus musculus, similar 
MOE430_2_1424116_x_ 531.5 408.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC003744.1 /DB_XREF=gi:13277677 /FEA=FLmRNA /CNT=135 /TID=Mm.3294.1 /TIER=FL+Stack /STK=52 /UG=Mm.3294 /LL=19060 /UG_GENE=Ppp5
MOE430_2_1424130_a_ 3147.8 2498 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC012674.1 /DB_XREF=gi:15215127 /FEA=FLmRNA /CNT=70 /TID=Mm.21864.1 /TIER=FL+Stack /STK=51 /UG=Mm.21864 /LL=69669 /UG_GENE=2310
MOE430_2_1424132_at 173.8 107.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC011083.1 /DB_XREF=gi:15029733 /FEA=FLmRNA /CNT=71 /TID=Mm.6793.1 /TIER=FL+Stack /STK=51 /UG=Mm.6793 /DEF=Mus musculus, Similar t
MOE430_2_1424168_a_ 3274.6 2796.8 P P 0.000244 0.000244 -0.3 NC 0.98 gb:U10406.1 /DB_XREF=gi:500746 /FEA=FLmRNA /CNT=116 /TID=Mm.2945.2 /TIER=FL+Stack /STK=47 /UG=Mm.2945 /LL=12345 /UG_GENE=Cappb1 /D
MOE430_2_1424201_a_ 38.8 36.3 P P 0.000244 0.000244 -0.3 NC 0.58 gb:AW537349 /DB_XREF=gi:7179766 /DB_XREF=G0115D06-3 /CLONE=G0115D06 /FEA=FLmRNA /CNT=184 /TID=Mm.202775.2 /TIER=Stack /STK=13 /U
MOE430_2_1424226_at 403.2 313.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC021385.1 /DB_XREF=gi:18204158 /FEA=FLmRNA /CNT=58 /TID=Mm.218590.1 /TIER=FL+Stack /STK=44 /UG=Mm.218590 /DEF=Mus musculus, Sim
MOE430_2_1424276_at 86.4 62.3 P P 0.000244 0.000732 -0.3 NC 0.94 gb:BC019424.1 /DB_XREF=gi:18044168 /FEA=FLmRNA /CNT=76 /TID=Mm.27678.1 /TIER=FL+Stack /STK=41 /UG=Mm.27678 /LL=74718 /UG_GENE=4930
MOE430_2_1424286_at 86.4 78 P P 0.000244 0.000244 -0.3 NC 0.72 gb:C78183 /DB_XREF=gi:2518513 /DB_XREF=C78183 /CLONE=J0044A05 /FEA=FLmRNA /CNT=124 /TID=Mm.106185.1 /TIER=Stack /STK=21 /UG=Mm.1
MOE430_2_1424315_at 118.2 82.3 P P 0.000732 0.00293 -0.3 D 0.99 gb:BC019533.1 /DB_XREF=gi:18043440 /FEA=FLmRNA /CNT=64 /TID=Mm.182022.1 /TIER=FL+Stack /STK=38 /UG=Mm.182022 /LL=68001 /UG_GENE=1
MOE430_2_1424316_at 93.3 86.2 P P 0.000244 0.000244 -0.3 NC 0.76 gb:BC018167.1 /DB_XREF=gi:17390371 /FEA=FLmRNA /CNT=109 /TID=Mm.24594.1 /TIER=FL+Stack /STK=38 /UG=Mm.24594 /LL=67283 /UG_GENE=Slc
MOE430_2_1424317_at 38 30.5 A A 0.27 0.21 -0.3 NC 0.5 gb:AV155885 /DB_XREF=gi:16383267 /DB_XREF=AV155885 /CLONE=2900089E13 /FEA=FLmRNA /CNT=109 /TID=Mm.24594.1 /TIER=Stack /STK=33 /U
MOE430_2_1424345_s_ 621.3 461.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC021792.1 /DB_XREF=gi:18256833 /FEA=FLmRNA /CNT=117 /TID=Mm.196580.1 /TIER=FL+Stack /STK=36 /UG=Mm.196580 /DEF=Mus musculus, ub
MOE430_2_1424366_at 633.2 530 P P 0.000732 0.000732 -0.3 NC 0.94 gb:BC026973.1 /DB_XREF=gi:20072512 /FEA=FLmRNA /CNT=81 /TID=Mm.26690.1 /TIER=FL+Stack /STK=35 /UG=Mm.26690 /DEF=Mus musculus, Simila
MOE430_2_1424382_at 2897.4 2184.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC025602.1 /DB_XREF=gi:19343897 /FEA=FLmRNA /CNT=77 /TID=Mm.29997.1 /TIER=FL+Stack /STK=35 /UG=Mm.29997 /LL=68096 /UG_GENE=6030
MOE430_2_1424396_a_ 176.1 151.6 P P 0.000732 0.000244 -0.3 NC 0.99 gb:AU040643 /DB_XREF=gi:3954463 /DB_XREF=AU040643 /CLONE=J0814D08 /FEA=FLmRNA /CNT=124 /TID=Mm.20246.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1424412_at 146.7 110.2 P P 0.000244 0.000244 -0.3 NC 0.96 gb:BC019747.1 /DB_XREF=gi:18043872 /FEA=FLmRNA /CNT=222 /TID=Mm.28013.1 /TIER=FL+Stack /STK=33 /UG=Mm.28013 /DEF=Mus musculus, Simil
MOE430_2_1424422_s_ 50.5 32.2 P P 0.000244 0.005859 -0.3 NC 0.94 gb:BC009152.1 /DB_XREF=gi:14318715 /FEA=FLmRNA /CNT=104 /TID=Mm.26107.2 /TIER=FL+Stack /STK=10 /UG=Mm.26107 /LL=57275 /UG_GENE=Le
MOE430_2_1424427_at 328.9 300.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC027337.1 /DB_XREF=gi:20071079 /FEA=FLmRNA /CNT=76 /TID=Mm.24671.1 /TIER=FL+Stack /STK=33 /UG=Mm.24671 /LL=72846 /UG_GENE=2900
MOE430_2_1424428_at 138.7 124.4 P P 0.000244 0.000244 -0.3 NC 0.5 gb:BC026475.1 /DB_XREF=gi:20071572 /FEA=FLmRNA /CNT=79 /TID=Mm.157324.1 /TIER=FL+Stack /STK=33 /UG=Mm.157324 /DEF=Mus musculus, clon
MOE430_2_1424453_at 145.7 116.4 P P 0.000244 0.000244 -0.3 NC 0.91 gb:BF714935 /DB_XREF=gi:12014207 /DB_XREF=mab04d09.y1 /CLONE=IMAGE:3825448 /FEA=FLmRNA /CNT=75 /TID=Mm.6161.2 /TIER=ConsEnd /STK=
MOE430_2_1424461_at 3378.9 2957.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC004613.1 /DB_XREF=gi:13435485 /FEA=FLmRNA /CNT=159 /TID=Mm.22597.1 /TIER=FL+Stack /STK=30 /UG=Mm.22597 /LL=69654 /UG_GENE=23
MOE430_2_1424474_a_ 274.3 192.1 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BC023103.1 /DB_XREF=gi:18606333 /FEA=FLmRNA /CNT=66 /TID=Mm.87620.1 /TIER=FL+Stack /STK=30 /UG=Mm.87620 /DEF=Mus musculus, Simila
MOE430_2_1424478_at 117.5 100.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AF342737.1 /DB_XREF=gi:13507380 /GEN=Bbs2 /FEA=FLmRNA /CNT=42 /TID=Mm.28005.1 /TIER=FL+Stack /STK=30 /UG=Mm.28005 /LL=67378 /DE
MOE430_2_1424508_at 580.3 536 P P 0.000244 0.000732 -0.3 NC 0.98 gb:BC025610.1 /DB_XREF=gi:19343715 /FEA=FLmRNA /CNT=60 /TID=Mm.45005.1 /TIER=FL+Stack /STK=28 /UG=Mm.45005 /DEF=Mus musculus, clone 
MOE430_2_1424575_at 677.3 562.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC009150.1 /DB_XREF=gi:14318709 /FEA=FLmRNA /CNT=61 /TID=Mm.41779.1 /TIER=FL+Stack /STK=24 /UG=Mm.41779 /LL=67286 /UG_GENE=3110
MOE430_2_1424614_at 232.1 200.9 P P 0.000732 0.001221 -0.3 D 0.99 gb:BC004794.1 /DB_XREF=gi:13435899 /FEA=FLmRNA /CNT=221 /TID=Mm.28397.1 /TIER=FL+Stack /STK=22 /UG=Mm.28397 /DEF=Mus musculus, Simil
MOE430_2_1424617_at 395.5 308.6 P P 0.000244 0.000244 -0.3 NC 0.96 gb:BC008158.1 /DB_XREF=gi:14198199 /FEA=FLmRNA /CNT=80 /TID=Mm.45558.1 /TIER=FL+Stack /STK=22 /UG=Mm.45558 /LL=70110 /UG_GENE=2010
MOE430_2_1424644_at 517.7 400 P P 0.000732 0.000732 -0.3 D 0.99 gb:BC019476.1 /DB_XREF=gi:18043517 /FEA=FLmRNA /CNT=60 /TID=Mm.33780.1 /TIER=FL+Stack /STK=21 /UG=Mm.33780 /LL=72726 /UG_GENE=2810
MOE430_2_1424654_at 348.7 291.9 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BC023343.1 /DB_XREF=gi:19484057 /FEA=FLmRNA /CNT=82 /TID=Mm.45570.1 /TIER=FL+Stack /STK=21 /UG=Mm.45570 /LL=11432 /UG_GENE=Acp
MOE430_2_1424699_at 238 173.9 P P 0.000732 0.001221 -0.3 NC 0.95 gb:BC006583.1 /DB_XREF=gi:13879231 /FEA=FLmRNA /CNT=43 /TID=Mm.152589.1 /TIER=FL+Stack /STK=19 /UG=Mm.152589 /DEF=Mus musculus, Sim
MOE430_2_1424700_at 137.5 134.2 P P 0.005859 0.002441 -0.3 NC 0.82 gb:BC011072.1 /DB_XREF=gi:15029713 /FEA=FLmRNA /CNT=35 /TID=Mm.27184.1 /TIER=FL+Stack /STK=19 /UG=Mm.27184 /LL=72005 /UG_GENE=1600
MOE430_2_1424703_at 61.9 38.1 P P 0.001221 0.001953 -0.3 NC 0.5 gb:BC011431.1 /DB_XREF=gi:15030310 /FEA=FLmRNA /CNT=31 /TID=Mm.45136.1 /TIER=FL+Stack /STK=19 /UG=Mm.45136 /LL=102744 /UG_GENE=AW
MOE430_2_1424720_at 863.8 743.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC026638.1 /DB_XREF=gi:20072373 /FEA=FLmRNA /CNT=59 /TID=Mm.86759.1 /TIER=FL+Stack /STK=18 /UG=Mm.86759 /DEF=Mus musculus, Simila
MOE430_2_1424735_at 70.1 48.4 P A 0.01 0.06 -0.3 NC 0.54 gb:BC019978.1 /DB_XREF=gi:18043564 /FEA=FLmRNA /CNT=220 /TID=Mm.37395.1 /TIER=FL+Stack /STK=17 /UG=Mm.37395 /DEF=Mus musculus, Simil
MOE430_2_1424753_at 67.3 48.8 P P 0.01 0.01 -0.3 NC 0.5 gb:BC025444.1 /DB_XREF=gi:19343559 /FEA=FLmRNA /CNT=31 /TID=Mm.7070.1 /TIER=FL+Stack /STK=17 /UG=Mm.7070 /LL=66174 /UG_GENE=111003
MOE430_2_1424760_a_ 930.1 839.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC023119.1 /DB_XREF=gi:18606375 /FEA=FLmRNA /CNT=46 /TID=Mm.156895.1 /TIER=FL+Stack /STK=17 /UG=Mm.156895 /LL=68639 /UG_GENE=1
MOE430_2_1424767_at 17.6 11 P A 0.01 0.06 -0.3 NC 0.68 gb:AB019618.1 /DB_XREF=gi:3882120 /FEA=FLmRNA /CNT=28 /TID=Mm.17817.1 /TIER=FL+Stack /STK=17 /UG=Mm.17817 /DEF=Mus musculus mRNA f
MOE430_2_1424820_a_ 1407.3 1030.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV001075 /DB_XREF=gi:16356010 /DB_XREF=AV001075 /CLONE=0610010M22 /FEA=FLmRNA /CNT=333 /TID=Mm.102496.1 /TIER=Stack /STK=117 
MOE430_2_1424871_s_ 90.9 74.3 P P 0.000244 0.000732 -0.3 NC 0.97 gb:BC013706.1 /DB_XREF=gi:16975541 /FEA=FLmRNA /CNT=34 /TID=Mm.214519.1 /TIER=FL+Stack /STK=13 /UG=Mm.214519 /DEF=Mus musculus, clon
MOE430_2_1424885_at 399.4 333.6 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BC011135.1 /DB_XREF=gi:15029823 /FEA=FLmRNA /CNT=41 /TID=Mm.39723.1 /TIER=FL+Stack /STK=12 /UG=Mm.39723 /DEF=Mus musculus, Simila
MOE430_2_1424888_at 389.8 320.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC002144.1 /DB_XREF=gi:12805348 /FEA=FLmRNA /CNT=37 /TID=Mm.89588.1 /TIER=FL+Stack /STK=12 /UG=Mm.89588 /DEF=Mus musculus, Simila
MOE430_2_1424919_at 341.8 207.9 P P 0.000732 0.000732 -0.3 D 0.99 gb:BC027080.1 /DB_XREF=gi:20071980 /FEA=FLmRNA /CNT=84 /TID=Mm.219660.1 /TIER=FL+Stack /STK=11 /UG=Mm.219660 /DEF=Mus musculus, clon
MOE430_2_1424929_a_ 368.6 302.2 P P 0.000732 0.000732 -0.3 NC 0.99 gb:AF230395.1 /DB_XREF=gi:12275877 /FEA=FLmRNA /CNT=33 /TID=Mm.34587.2 /TIER=FL+Stack /STK=11 /UG=Mm.34587 /LL=22670 /UG_GENE=Trim



MOE430_2_1424947_at 312.6 283 P P 0.000732 0.000244 -0.3 NC 0.99 gb:BC023347.1 /DB_XREF=gi:19484060 /FEA=FLmRNA /CNT=142 /TID=Mm.29574.1 /TIER=FL+Stack /STK=10 /UG=Mm.29574 /LL=68820 /UG_GENE=11
MOE430_2_1424954_a_ 511.8 425.4 P P 0.000732 0.000732 -0.3 D 0.99 gb:BC019138.1 /DB_XREF=gi:17512336 /FEA=FLmRNA /CNT=72 /TID=Mm.29836.2 /TIER=FL+Stack /STK=10 /UG=Mm.29836 /LL=18717 /UG_GENE=Pip5
MOE430_2_1424956_at 86.8 77.2 P P 0.000732 0.000244 -0.3 NC 0.5 gb:BC019130.1 /DB_XREF=gi:17512316 /FEA=FLmRNA /CNT=48 /TID=Mm.31816.1 /TIER=FL+Stack /STK=10 /UG=Mm.31816 /DEF=Mus musculus, clone 
MOE430_2_1424980_s_ 887 727.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BI081293 /DB_XREF=gi:14499623 /DB_XREF=602879335F1 /CLONE=IMAGE:5010825 /FEA=FLmRNA /CNT=217 /TID=Mm.34556.2 /TIER=Stack /STK=
MOE430_2_1425021_a_ 249 194.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC010822.1 /DB_XREF=gi:14789911 /FEA=FLmRNA /CNT=41 /TID=Mm.88730.1 /TIER=FL+Stack /STK=8 /UG=Mm.88730 /DEF=Mus musculus, Similar 
MOE430_2_1425026_at 62.9 29.9 P P 0.00415 0.005859 -0.3 NC 0.57 gb:BC017549.1 /DB_XREF=gi:17028457 /FEA=FLmRNA /CNT=32 /TID=Mm.41377.1 /TIER=FL+Stack /STK=8 /UG=Mm.41377 /DEF=Mus musculus, clone M
MOE430_2_1425049_at 4.4 3.1 A A 0.63 0.6 -0.3 NC 0.41 gb:AB067530.1 /DB_XREF=gi:18389322 /GEN=oasl6 /FEA=FLmRNA /CNT=8 /TID=Mm.115351.1 /TIER=FL+Stack /STK=8 /UG=Mm.115351 /DEF=Mus mus
MOE430_2_1425068_a_ 769 682.1 P P 0.000732 0.001221 -0.3 D 0.99 gb:BC002248.1 /DB_XREF=gi:12805542 /FEA=FLmRNA /CNT=20 /TID=Mm.22266.1 /TIER=FL /STK=7 /UG=Mm.22266 /LL=21767 /UG_GENE=Tex264 /DE
MOE430_2_1425114_at 188.4 161.9 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BC025874.1 /DB_XREF=gi:19484188 /FEA=FLmRNA /CNT=29 /TID=Mm.127823.1 /TIER=FL /STK=6 /UG=Mm.127823 /DEF=Mus musculus, similar to hy
MOE430_2_1425141_at 117.4 116.3 P P 0.000732 0.001953 -0.3 NC 0.98 gb:BE691552 /DB_XREF=gi:10079176 /DB_XREF=uv69a06.x1 /CLONE=IMAGE:3412402 /FEA=FLmRNA /CNT=119 /TID=Mm.89572.1 /TIER=Stack /STK=27
MOE430_2_1425166_at 15.7 15 P P 0.02 0.01 -0.3 NC 0.5 gb:U27178.1 /DB_XREF=gi:1871226 /GEN=p107 /FEA=FLmRNA /CNT=13 /TID=Mm.2994.2 /TIER=FL /STK=5 /UG=Mm.2994 /LL=19650 /DEF=Mus muscu
MOE430_2_1425200_at 23 14.5 M M 0.05 0.05 -0.3 NC 0.5 gb:BC003247.1 /DB_XREF=gi:13096891 /FEA=FLmRNA /CNT=37 /TID=Mm.214545.1 /TIER=FL /STK=4 /UG=Mm.214545 /DEF=Mus musculus, Similar to K
MOE430_2_1425258_at 9.2 5.8 A A 0.27 0.36 -0.3 NC 0.51 gb:AF454373.1 /DB_XREF=gi:17981436 /GEN=Cres2 /FEA=FLmRNA /CNT=6 /TID=Mm.99424.1 /TIER=FL /STK=4 /UG=Mm.99424 /LL=78240 /DEF=Mus m
MOE430_2_1425285_a_ 0.8 0.9 A A 0.96 0.9 -0.3 NC 0.5 gb:AB046693.1 /DB_XREF=gi:15054453 /FEA=FLmRNA /CNT=11 /TID=Mm.34867.2 /TIER=FL /STK=1 /UG=Mm.34867 /LL=11891 /UG_GENE=Rab27a /DE
MOE430_2_1425312_s_ 9.7 5.8 A A 0.43 0.66 -0.3 NC 0.72 gb:BC016190.1 /DB_XREF=gi:16740609 /FEA=FLmRNA /CNT=5 /TID=Mm.195521.1 /TIER=FL /STK=3 /UG=Mm.195521 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425329_a_ 1508.9 1353.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:AF332060.1 /DB_XREF=gi:14193687 /FEA=FLmRNA /CNT=82 /TID=Mm.22560.2 /TIER=FL /STK=2 /UG=Mm.22560 /LL=109754 /UG_GENE=Dia1 /DEF=
MOE430_2_1425335_at 4.2 2.1 A A 0.78 0.8 -0.3 NC 0.66 gb:AK017889.1 /DB_XREF=gi:12857370 /GEN=Cd8a /FEA=FLmRNA /CNT=51 /TID=Mm.1858.1 /TIER=Stack /STK=36 /UG=Mm.1858 /LL=12525 /UG_TITL
MOE430_2_1425336_x_ 37.9 30.7 P P 0.01 0.03 -0.3 NC 0.5 gb:BC011306.1 /DB_XREF=gi:15030108 /FEA=FLmRNA /CNT=38 /TID=Mm.16771.2 /TIER=FL /STK=2 /UG=Mm.16771 /LL=14972 /UG_GENE=H2-K /DEF=
MOE430_2_1425340_a_ 585.7 491 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AF332082.1 /DB_XREF=gi:14193730 /GEN=Ptpra /FEA=FLmRNA /CNT=38 /TID=Mm.587.2 /TIER=FL /STK=2 /UG=Mm.587 /LL=19262 /DEF=Mus musc
MOE430_2_1425343_at 251.3 182.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC003491.1 /DB_XREF=gi:13097530 /FEA=FLmRNA /CNT=43 /TID=Mm.41506.1 /TIER=FL /STK=2 /UG=Mm.41506 /LL=72748 /UG_GENE=2810435D12
MOE430_2_1425404_a_ 89.5 77.3 P P 0.001953 0.00293 -0.3 NC 0.96 gb:BC024583.1 /DB_XREF=gi:19354039 /FEA=FLmRNA /CNT=5 /TID=Mm.143025.1 /TIER=FL /STK=2 /UG=Mm.143025 /LL=69179 /UG_GENE=1810038N0
MOE430_2_1425421_at 30.5 20.7 P P 0.001953 0.000244 -0.3 NC 0.5 gb:BC016578.1 /DB_XREF=gi:16741535 /FEA=FLmRNA /CNT=3 /TID=Mm.218066.1 /TIER=FL /STK=2 /UG=Mm.218066 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425439_a_ 121.2 121.6 P P 0.000244 0.000732 -0.3 D 0.99 gb:BC011108.1 /DB_XREF=gi:15079231 /FEA=FLmRNA /CNT=4 /TID=Mm.32975.1 /TIER=FL /STK=2 /UG=Mm.32975 /LL=71699 /UG_GENE=1010001P06R
MOE430_2_1425442_at 6.3 5.1 A A 0.39 0.6 -0.3 NC 0.5 gb:AF391161.1 /DB_XREF=gi:18376824 /GEN=Oscar /FEA=FLmRNA /CNT=3 /TID=Mm.215149.1 /TIER=FL /STK=2 /UG=Mm.215149 /DEF=Mus musculus 
MOE430_2_1425461_at 174.9 142.1 P P 0.000244 0.000244 -0.3 NC 0.94 gb:AY038079.1 /DB_XREF=gi:14764437 /FEA=FLmRNA /CNT=206 /TID=Mm.28017.1 /TIER=FL /STK=1 /UG=Mm.28017 /LL=103583 /UG_GENE=Fbxw1b /D
MOE430_2_1425462_at 858.3 738.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB419802 /DB_XREF=gi:16423455 /DB_XREF=BB419802 /CLONE=C530018H24 /FEA=FLmRNA /CNT=206 /TID=Mm.28017.1 /TIER=Stack /STK=95 /U
MOE430_2_1425486_s_ 385.5 323.4 P P 0.000244 0.000732 -0.3 NC 0.99 gb:BQ174500 /DB_XREF=gi:20349991 /DB_XREF=UI-M-DJ2-bvy-e-02-0-UI.s1 /CLONE=UI-M-DJ2-bvy-e-02-0-UI /FEA=FLmRNA /CNT=113 /TID=Mm.2
MOE430_2_1425510_at 44.2 30.5 P P 0.000244 0.000244 -0.3 NC 0.79 gb:BB321957 /DB_XREF=gi:15411407 /DB_XREF=BB321957 /CLONE=B330005C18 /FEA=FLmRNA /CNT=82 /TID=Mm.7445.1 /TIER=Stack /STK=27 /UG=
MOE430_2_1425517_s_ 203.8 166.2 P P 0.001221 0.001953 -0.3 NC 0.74 gb:BI657000 /DB_XREF=gi:15571236 /DB_XREF=603282226F1 /CLONE=IMAGE:5326423 /FEA=FLmRNA /CNT=98 /TID=Mm.220820.1 /TIER=ConsEnd /ST
MOE430_2_1425530_a_ 17.8 17.3 P P 0.005859 0.00293 -0.3 NC 0.69 gb:AV337622 /DB_XREF=gi:16396515 /DB_XREF=AV337622 /CLONE=6430402E21 /FEA=FLmRNA /CNT=41 /TID=Mm.203928.1 /TIER=Stack /STK=25 /U
MOE430_2_1425547_a_ 64.1 55.2 P A 0.02 0.09 -0.3 NC 0.98 gb:BC005746.1 /DB_XREF=gi:13543146 /FEA=FLmRNA /CNT=22 /TID=Mm.34789.2 /TIER=FL /STK=1 /UG=Mm.34789 /LL=74764 /UG_GENE=1200014P03
MOE430_2_1425550_a_ 2765.7 2268.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC005697.1 /DB_XREF=gi:13543038 /FEA=FLmRNA /CNT=21 /TID=Mm.30039.1 /TIER=FL /STK=1 /UG=Mm.30039 /LL=19084 /UG_GENE=Prkar1a /DE
MOE430_2_1425578_a_ 2.5 2 A A 0.87 0.93 -0.3 NC 0.79 gb:BI134771 /DB_XREF=gi:14585019 /DB_XREF=UI-M-BH3-bsw-g-12-0-UI.s1 /CLONE=UI-M-BH3-bsw-g-12-0-UI /FEA=FLmRNA /CNT=21 /TID=Mm.41
MOE430_2_1425595_at 0.5 0.9 A A 0.72 0.82 -0.3 NC 0.64 gb:AF114168.2 /DB_XREF=gi:4544336 /FEA=FLmRNA /CNT=26 /TID=Mm.32191.2 /TIER=FL /STK=1 /UG=Mm.32191 /LL=54393 /UG_GENE=Gabbr1 /DEF
MOE430_2_1425602_a_ 139.3 112.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC015287.1 /DB_XREF=gi:15929726 /FEA=FLmRNA /CNT=17 /TID=Mm.35467.2 /TIER=FL /STK=1 /UG=Mm.35467 /LL=80753 /UG_GENE=AI462746 /D
MOE430_2_1425621_at 374.2 347.7 P P 0.000244 0.000244 -0.3 NC 0.86 gb:AB060155.1 /DB_XREF=gi:18249656 /GEN=NC8 /FEA=FLmRNA /CNT=23 /TID=Mm.220314.1 /TIER=FL /STK=1 /UG=Mm.220314 /UG_TITLE=Mus musc
MOE430_2_1425653_at 10.4 8.9 A A 0.53 0.6 -0.3 NC 0.5 gb:BC026483.1 /DB_XREF=gi:20072937 /FEA=FLmRNA /CNT=11 /TID=Mm.37763.1 /TIER=FL /STK=1 /UG=Mm.37763 /DEF=Mus musculus, Similar to acti
MOE430_2_1425656_a_ 387.4 344.8 P P 0.000244 0.000732 -0.3 NC 0.99 gb:AF390178.1 /DB_XREF=gi:14573640 /FEA=FLmRNA /CNT=9 /TID=Mm.197534.2 /TIER=FL /STK=1 /UG=Mm.197534 /LL=108100 /UG_GENE=Baiap2 /D
MOE430_2_1425659_at 30.9 28.4 P P 0.03 0.02 -0.3 NC 0.5 gb:AF467887.1 /DB_XREF=gi:18652251 /GEN=Tom1l2 /FEA=FLmRNA /CNT=19 /TID=Mm.218875.1 /TIER=FL /STK=1 /UG=Mm.218875 /DEF=Mus musculu
MOE430_2_1425739_at 30.4 25.2 P P 0.001221 0.01 -0.3 NC 0.97 gb:U87868.1 /DB_XREF=gi:2541939 /GEN=mPLD1 /FEA=FLmRNA /CNT=14 /TID=Mm.214491.1 /TIER=FL /STK=1 /UG=Mm.214491 /LL=18805 /DEF=Mus 
MOE430_2_1425804_at 0.7 0.4 A A 0.69 0.94 -0.3 NC 0.95 gb:BC023402.1 /DB_XREF=gi:19483943 /FEA=FLmRNA /CNT=4 /TID=Mm.218884.1 /TIER=FL /STK=1 /UG=Mm.218884 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425818_at 5 6.2 A A 0.09 0.08 -0.3 NC 0.41 gb:BC020150.1 /DB_XREF=gi:18043346 /FEA=FLmRNA /CNT=5 /TID=Mm.215943.1 /TIER=FL /STK=1 /UG=Mm.215943 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425826_a_ 56.6 39.6 P P 0.01 0.000244 -0.3 NC 0.16 gb:AF078667.1 /DB_XREF=gi:4322307 /FEA=FLmRNA /CNT=4 /TID=Mm.29030.2 /TIER=FL /STK=1 /UG=Mm.29030 /LL=20411 /UG_GENE=Sorbs1 /DEF=M
MOE430_2_1425866_a_ 3.3 2.7 A A 0.94 0.98 -0.3 NC 0.68 gb:BC021387.1 /DB_XREF=gi:18203999 /FEA=FLmRNA /CNT=3 /TID=Mm.25530.1 /TIER=FL /STK=1 /UG=Mm.25530 /DEF=Mus musculus, Similar to pleck
MOE430_2_1425884_at 35.2 24.3 P M 0.03 0.05 -0.3 NC 0.98 gb:BC025093.1 /DB_XREF=gi:19263816 /FEA=FLmRNA /CNT=3 /TID=Mm.11480.2 /TIER=FL /STK=1 /UG=Mm.11480 /LL=67239 /UG_GENE=2810470K21R
MOE430_2_1425901_at 16.6 15.4 A P 0.09 0.03 -0.3 NC 0.59 gb:U02079.1 /DB_XREF=gi:1353236 /FEA=FLmRNA /CNT=2 /TID=Mm.116802.2 /TIER=FL /STK=1 /UG=Mm.116802 /LL=18019 /UG_GENE=Nfatc2 /DEF=M
MOE430_2_1425922_a_ 2.5 2.5 A A 0.63 0.5 -0.3 NC 0.75 gb:M36277.1 /DB_XREF=gi:200093 /GEN=N-myc /FEA=FLmRNA /CNT=2 /TID=Mm.16469.2 /TIER=FL /STK=1 /UG=Mm.16469 /LL=18109 /DEF=Mus musc
MOE430_2_1425925_at 6.5 4.5 A A 0.53 0.66 -0.3 NC 0.64 gb:AB048834.1 /DB_XREF=gi:11071949 /FEA=FLmRNA /CNT=2 /TID=Mm.157506.1 /TIER=FL /STK=1 /UG=Mm.157506 /LL=64435 /UG_GENE=Fcamr /DE
MOE430_2_1425930_a_ 221.6 184.8 P P 0.001221 0.000732 -0.3 NC 0.98 gb:AF213670.1 /DB_XREF=gi:11761699 /FEA=FLmRNA /CNT=2 /TID=Mm.628.2 /TIER=FL /STK=1 /UG=Mm.628 /LL=21428 /UG_GENE=Tcfl4 /DEF=Mus m
MOE430_2_1425981_a_ 235.7 183.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:U47333.1 /DB_XREF=gi:1185007 /FEA=FLmRNA /CNT=1 /TID=Mm.28027.2 /TIER=FL /STK=1 /UG=Mm.28027 /LL=19651 /UG_GENE=Rbl2 /DEF=Mus m
MOE430_2_1425985_s_ 449.7 395.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:AB049755.1 /DB_XREF=gi:16040961 /GEN=masp3 /FEA=FLmRNA /CNT=1 /TID=Mm.1213.2 /TIER=FL /STK=1 /UG=Mm.1213 /LL=17174 /DEF=Mus mu
MOE430_2_1426051_a_ 557.5 509.8 P P 0.000244 0.000244 -0.3 NC 0.93 gb:BC006628.1 /DB_XREF=gi:13879307 /FEA=FLmRNA /CNT=1 /TID=Mm.41454.2 /TIER=FL /STK=1 /UG=Mm.41454 /LL=12616 /UG_GENE=Cenpb /DEF=
MOE430_2_1426111_x_ 402.1 306.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:U75840.1 /DB_XREF=gi:1658534 /GEN=mirf3 /FEA=FLmRNA /CNT=1 /TID=Mm.3960.2 /TIER=FL /STK=1 /UG=Mm.3960 /LL=54131 /DEF=Mus musculu
MOE430_2_1426122_a_ 10.2 6 P A 0.04 0.14 -0.3 NC 0.5 gb:AB070896.1 /DB_XREF=gi:15430614 /GEN=clipin Ecoronin 6 type C /FEA=FLmRNA /CNT=1 /TID=Mm.33477.1 /TIER=FL /STK=1 /UG=Mm.33477 /LL=2
MOE430_2_1426150_at 7.5 11.1 A A 0.3 0.5 -0.3 NC 0.75 gb:AB074494.1 /DB_XREF=gi:18656361 /GEN=Gipc3 /FEA=FLmRNA /CNT=1 /TID=Mm.218755.1 /TIER=FL /STK=1 /UG=Mm.218755 /DEF=Mus musculus 
MOE430_2_1426151_a_ 24.6 25 M P 0.05 0.03 -0.3 NC 0.5 gb:D29799.1 /DB_XREF=gi:924271 /FEA=FLmRNA /CNT=1 /TID=Mm.203928.4 /TIER=FL /STK=1 /UG=Mm.203928 /LL=20908 /UG_GENE=Stx3 /DEF=Mou
MOE430_2_1426155_a_ 461.4 372 P P 0.000244 0.000244 -0.3 D 0.99 gb:AY038074.1 /DB_XREF=gi:15418955 /GEN=Osr2 /FEA=FLmRNA /CNT=1 /TID=Mm.46336.2 /TIER=FL /STK=1 /UG=Mm.46336 /LL=107587 /DEF=Mus m
MOE430_2_1426181_a_ 7.9 7.4 A A 0.39 0.46 -0.3 NC 0.5 gb:AF333251.1 /DB_XREF=gi:14028703 /FEA=FLmRNA /CNT=1 /TID=Mm.196691.2 /TIER=FL /STK=1 /UG=Mm.196691 /LL=93672 /UG_GENE=Il24 /DEF=
MOE430_2_1426198_at 0.2 0.2 A A 0.95 0.96 -0.3 NC 0.94 gb:AY058909.1 /DB_XREF=gi:16902043 /FEA=FLmRNA /CNT=1 /TID=Mm.220160.1 /TIER=FL /STK=1 /UG=Mm.220160 /DEF=Mus musculus anti-human C
MOE430_2_1426216_at 274.7 245.6 P P 0.000244 0.000244 -0.3 NC 0.87 gb:BC025427.1 /DB_XREF=gi:19343557 /FEA=FLmRNA /CNT=111 /TID=Mm.43731.1 /TIER=FL+Stack /STK=58 /UG=Mm.43731 /LL=67542 /UG_GENE=493
MOE430_2_1426227_s_ 269.3 183.9 P P 0.000244 0.000732 -0.3 D 0.99 gb:BC025865.1 /DB_XREF=gi:19484201 /FEA=FLmRNA /CNT=82 /TID=Mm.19091.1 /TIER=FL+Stack /STK=41 /UG=Mm.19091 /DEF=Mus musculus, similar
MOE430_2_1426238_at 560 494.7 P P 0.000244 0.000244 -0.3 NC 0.98 gb:L24755.1 /DB_XREF=gi:439606 /GEN=Bmp-1 /FEA=FLmRNA /CNT=91 /TID=Mm.27757.1 /TIER=FL+Stack /STK=29 /UG=Mm.27757 /LL=12153 /DEF=M
MOE430_2_1426240_at 868 691.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC011429.1 /DB_XREF=gi:15030307 /FEA=FLmRNA /CNT=85 /TID=Mm.190436.1 /TIER=FL+Stack /STK=28 /UG=Mm.190436 /LL=75608 /UG_GENE=20
MOE430_2_1426249_at 216.4 177.4 P P 0.000732 0.000732 -0.3 NC 0.99 gb:BQ176627 /DB_XREF=gi:20352119 /DB_XREF=UI-M-DJ2-bvz-a-10-0-UI.s1 /CLONE=UI-M-DJ2-bvz-a-10-0-UI /FEA=FLmRNA /CNT=134 /TID=Mm.2
MOE430_2_1426267_at 41.5 37.6 P P 0.00415 0.01 -0.3 NC 0.85 gb:BB417508 /DB_XREF=gi:16423378 /DB_XREF=BB417508 /CLONE=C530003O14 /FEA=FLmRNA /CNT=37 /TID=Mm.36575.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1426312_at 956.8 512.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AF440752.1 /DB_XREF=gi:17530322 /GEN=Bre /FEA=FLmRNA /CNT=156 /TID=Mm.22543.1 /TIER=FL+Stack /STK=8 /UG=Mm.22543 /DEF=Mus musc
MOE430_2_1426340_at 507.6 432.5 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BB365275 /DB_XREF=gi:16406326 /DB_XREF=BB365275 /CLONE=C130026O19 /FEA=FLmRNA /CNT=474 /TID=Mm.33356.1 /TIER=Stack /STK=204 /
MOE430_2_1426360_at 51.6 42 P P 0.03 0.02 -0.3 NC 0.5 gb:BI107105 /DB_XREF=gi:14557998 /DB_XREF=602894529F1 /CLONE=IMAGE:5039694 /FEA=FLmRNA /CNT=181 /TID=Mm.193073.1 /TIER=Stack /STK=
MOE430_2_1426364_at 491.4 426.1 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AV093466 /DB_XREF=gi:16381614 /DB_XREF=AV093466 /CLONE=2400002D02 /FEA=FLmRNA /CNT=101 /TID=Mm.29099.1 /TIER=Stack /STK=54 /U
MOE430_2_1426368_at 102.5 103.9 P P 0.000244 0.000244 -0.3 NC 0.78 gb:AK014548.1 /DB_XREF=gi:12852473 /FEA=FLmRNA /CNT=295 /TID=Mm.3069.1 /TIER=Stack /STK=49 /UG=Mm.3069 /LL=74030 /UG_GENE=4632403N
MOE430_2_1426373_at 868.1 795.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK019148.1 /DB_XREF=gi:12859201 /FEA=FLmRNA /CNT=129 /TID=Mm.197663.1 /TIER=Stack /STK=44 /UG=Mm.197663 /LL=68293 /UG_GENE=2610
MOE430_2_1426393_a_ 2324.5 1908.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM198177 /DB_XREF=gi:17750608 /DB_XREF=C0356G02-3 /CLONE=C0356G02 /FEA=FLmRNA /CNT=54 /TID=Mm.30149.2 /TIER=Stack /STK=36 /UG
MOE430_2_1426397_at 3994.5 3157.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG793483 /DB_XREF=gi:14129053 /DB_XREF=UTSW_SM12F8 /CLONE=UTSW_SM12F8 /FEA=FLmRNA /CNT=211 /TID=Mm.23865.1 /TIER=Stack /STK
MOE430_2_1426399_at 6.7 7 A A 0.3 0.39 -0.3 NC 0.5 gb:BB183736 /DB_XREF=gi:16270274 /DB_XREF=BB183736 /CLONE=A230109G23 /FEA=FLmRNA /CNT=141 /TID=Mm.26515.1 /TIER=Stack /STK=30 /U
MOE430_2_1426407_at 2016.5 1406.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB313230 /DB_XREF=gi:16402868 /DB_XREF=BB313230 /CLONE=B230340L02 /FEA=FLmRNA /CNT=108 /TID=Mm.29495.1 /TIER=Stack /STK=28 /U
MOE430_2_1426467_s_ 475.9 417.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI103872 /DB_XREF=gi:14554765 /DB_XREF=602890113F1 /CLONE=IMAGE:5035466 /FEA=FLmRNA /CNT=68 /TID=Mm.46638.1 /TIER=Stack /STK=13
MOE430_2_1426468_at 336.5 312.4 P P 0.000732 0.000244 -0.3 NC 0.7 gb:AK002776.1 /DB_XREF=gi:12833007 /FEA=FLmRNA /CNT=68 /TID=Mm.46638.1 /TIER=Stack /STK=30 /UG=Mm.46638 /LL=74098 /UG_GENE=0610037
MOE430_2_1426517_at 26.7 14.4 A P 0.09 0.03 -0.3 NC 0.5 gb:AI326356 /DB_XREF=gi:4060785 /DB_XREF=mm07h07.x1 /CLONE=IMAGE:520861 /FEA=FLmRNA /CNT=67 /TID=Mm.32595.1 /TIER=Stack /STK=45 /U
MOE430_2_1426534_a_ 585.2 494.7 P P 0.000244 0.000244 -0.3 NC 0.96 gb:BG067878 /DB_XREF=gi:12550447 /DB_XREF=H3059B11-3 /CLONE=H3059B11 /FEA=FLmRNA /CNT=161 /TID=Mm.28163.1 /TIER=Stack /STK=31 /U
MOE430_2_1426555_at 3976.1 2971.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK014680.1 /DB_XREF=gi:12852681 /FEA=FLmRNA /CNT=146 /TID=Mm.34126.1 /TIER=Stack /STK=19 /UG=Mm.34126 /LL=74617 /UG_GENE=Risc-p
MOE430_2_1426667_a_ 393.2 325.8 P P 0.000732 0.000732 -0.3 NC 0.99 gb:BG071740 /DB_XREF=gi:12554309 /DB_XREF=H3102F06-3 /CLONE=H3102F06 /FEA=mRNA /CNT=248 /TID=Mm.23889.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1426672_at 352.9 332 P P 0.000244 0.000732 -0.3 D 0.99 gb:BB327301 /DB_XREF=gi:16403740 /DB_XREF=BB327301 /CLONE=B430216I21 /FEA=mRNA /CNT=159 /TID=Mm.87676.1 /TIER=Stack /STK=129 /UG=
MOE430_2_1426680_at 751.6 630.7 P P 0.000732 0.000732 -0.3 D 0.99 gb:AK003819.1 /DB_XREF=gi:12834716 /FEA=mRNA /CNT=170 /TID=Mm.29773.1 /TIER=Stack /STK=119 /UG=Mm.29773 /LL=74777 /UG_GENE=1110019
MOE430_2_1426690_a_ 511.1 412.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:AI326423 /DB_XREF=gi:4060852 /DB_XREF=mm45e05.x1 /CLONE=IMAGE:524480 /FEA=mRNA /CNT=294 /TID=Mm.214958.1 /TIER=Stack /STK=113 /
MOE430_2_1426710_at 3206 2509 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB396904 /DB_XREF=gi:16411476 /DB_XREF=BB396904 /CLONE=C230099N07 /FEA=mRNA /CNT=175 /TID=Mm.1147.1 /TIER=Stack /STK=98 /UG=M
MOE430_2_1426716_at 554.1 454.9 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC025099.1 /DB_XREF=gi:19263616 /FEA=mRNA /CNT=112 /TID=Mm.30935.1 /TIER=Stack /STK=95 /UG=Mm.30935 /DEF=Mus musculus, clone IMAG
MOE430_2_1426765_at 607.7 601.8 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK009274.1 /DB_XREF=gi:12843971 /FEA=mRNA /CNT=125 /TID=Mm.29985.1 /TIER=Stack /STK=73 /UG=Mm.29985 /LL=99311 /UG_GENE=2310010I2
MOE430_2_1426791_at 251.4 189.3 P P 0.000732 0.000732 -0.3 MD 0.99 gb:BC024790.1 /DB_XREF=gi:19354125 /FEA=mRNA /CNT=96 /TID=Mm.33637.1 /TIER=Stack /STK=66 /UG=Mm.33637 /DEF=Mus musculus, clone IMAGE
MOE430_2_1426845_at 226.1 179.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK003339.1 /DB_XREF=gi:12833946 /FEA=mRNA /CNT=82 /TID=Mm.38173.1 /TIER=Stack /STK=50 /UG=Mm.38173 /LL=68079 /UG_GENE=6030457N1
MOE430_2_1426886_at 658.5 508.6 P P 0.000244 0.000244 -0.3 NC 0.94 gb:AV315220 /DB_XREF=gi:15406068 /DB_XREF=AV315220 /CLONE=5830428I12 /FEA=mRNA /CNT=98 /TID=Mm.38783.1 /TIER=Stack /STK=44 /UG=M
MOE430_2_1426928_at 63.8 47.8 P P 0.001221 0.001953 -0.3 NC 0.95 gb:BC024674.1 /DB_XREF=gi:19353318 /FEA=mRNA /CNT=47 /TID=Mm.25788.1 /TIER=Stack /STK=38 /UG=Mm.25788 /DEF=Mus musculus, clone IMAGE
MOE430_2_1426950_at 34.9 25.8 P P 0.000244 0.001221 -0.3 NC 0.9 gb:BC014731.1 /DB_XREF=gi:15928507 /FEA=mRNA /CNT=51 /TID=Mm.31129.1 /TIER=Stack /STK=34 /UG=Mm.31129 /DEF=Mus musculus, Similar to hy
MOE430_2_1426994_at 244.3 176.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC024670.1 /DB_XREF=gi:19354369 /FEA=mRNA /CNT=60 /TID=Mm.24115.1 /TIER=Stack /STK=28 /UG=Mm.24115 /LL=98432 /UG_GENE=AI836256 /
MOE430_2_1427011_a_ 910.4 779.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AW107959 /DB_XREF=gi:6078759 /DB_XREF=um24h10.x1 /CLONE=IMAGE:2225539 /FEA=mRNA /CNT=68 /TID=Mm.20522.1 /TIER=Stack /STK=25 /U
MOE430_2_1427043_s_ 115.2 91.8 P P 0.000244 0.000244 -0.3 NC 0.7 gb:BC026450.1 /DB_XREF=gi:20072301 /FEA=mRNA /CNT=35 /TID=Mm.24550.2 /TIER=Stack /STK=22 /UG=Mm.24550 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427075_s_ 161.2 130.6 P P 0.000732 0.000732 -0.3 NC 0.99 gb:BM117243 /DB_XREF=gi:17080261 /DB_XREF=L0848C02-3 /CLONE=L0848C02 /FEA=mRNA /CNT=252 /TID=Mm.29308.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427077_a_ 396.4 332.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG229812 /DB_XREF=gi:12717316 /DB_XREF=mac22g04.x1 /CLONE=IMAGE:4000687 /FEA=mRNA /CNT=124 /TID=Mm.39053.1 /TIER=Stack /STK=14
MOE430_2_1427082_at 2.5 2 A A 0.91 0.98 -0.3 NC 0.66 gb:AK014586.1 /DB_XREF=gi:12852532 /FEA=mRNA /CNT=44 /TID=Mm.23630.1 /TIER=Stack /STK=19 /UG=Mm.23630 /LL=74032 /UG_GENE=4632417N0
MOE430_2_1427104_at 1.1 1.5 A A 0.8 0.85 -0.3 NC 0.88 gb:BG076162 /DB_XREF=gi:12558731 /DB_XREF=H3156D02-3 /CLONE=H3156D02 /FEA=mRNA /CNT=28 /TID=Mm.87487.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1427125_s_ 1212.7 1049.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG075033 /DB_XREF=gi:12557602 /DB_XREF=H3142D12-3 /CLONE=H3142D12 /FEA=mRNA /CNT=36 /TID=Mm.202758.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1427132_at 72.8 74.1 P P 0.00415 0.008057 -0.3 NC 0.98 gb:BG242242 /DB_XREF=gi:12752057 /DB_XREF=602354410F1 /CLONE=IMAGE:4482746 /FEA=mRNA /CNT=81 /TID=Mm.200250.1 /TIER=Stack /STK=14
MOE430_2_1427177_at 95.5 81.9 P P 0.000732 0.001221 -0.3 D 0.99 gb:AJ428065.1 /DB_XREF=gi:18250725 /GEN=Fyco1 /FEA=mRNA /CNT=66 /TID=Mm.204793.1 /TIER=Stack /STK=11 /UG=Mm.204793 /DEF=Mus muscul
MOE430_2_1427185_at 291.1 261.4 P P 0.000244 0.000244 -0.3 NC 0.87 gb:BG072973 /DB_XREF=gi:12555542 /DB_XREF=H3117B06-3 /CLONE=H3117B06 /FEA=mRNA /CNT=155 /TID=Mm.87279.3 /TIER=Stack /STK=10 /UG=
MOE430_2_1427203_at 11.9 10.2 A A 0.3 0.33 -0.3 NC 0.5 gb:BF581819 /DB_XREF=gi:11655531 /DB_XREF=602099822F1 /CLONE=IMAGE:4219900 /FEA=mRNA /CNT=27 /TID=Mm.219589.1 /TIER=Stack /STK=9 /
MOE430_2_1427243_at 400.4 344.3 P P 0.000244 0.000244 -0.3 NC 0.95 gb:BC024679.1 /DB_XREF=gi:19354372 /FEA=mRNA /CNT=103 /TID=Mm.30122.1 /TIER=ConsEnd /STK=0 /UG=Mm.30122 /DEF=Mus musculus, Similar to
MOE430_2_1427252_at 12.8 20.6 A A 0.12 0.08 -0.3 NC 0.5 gb:BB726544 /DB_XREF=gi:16109819 /DB_XREF=BB726544 /CLONE=E860016H14 /FEA=mRNA /CNT=37 /TID=Mm.141324.1 /TIER=Stack /STK=25 /UG=
MOE430_2_1427267_at 24.4 20.9 P P 0.00293 0.01 -0.3 NC 0.5 gb:BC025631.1 /DB_XREF=gi:19343740 /FEA=mRNA /CNT=33 /TID=Mm.133292.1 /TIER=Stack /STK=18 /UG=Mm.133292 /UG_TITLE=Mus musculus, clon
MOE430_2_1427270_a_ 458.3 342.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BF729638 /DB_XREF=gi:12047502 /DB_XREF=mab66c06.x1 /CLONE=IMAGE:3975178 /FEA=mRNA /CNT=109 /TID=Mm.17918.1 /TIER=Stack /STK=16 
MOE430_2_1427285_s_ 28.5 18 P A 0.008057 0.27 -0.3 NC 0.88 gb:AI788623 /DB_XREF=gi:5336339 /DB_XREF=uk47d04.x1 /CLONE=IMAGE:1972135 /FEA=mRNA /CNT=50 /TID=Mm.220932.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1427295_at 1026.6 790.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB406585 /DB_XREF=gi:16415601 /DB_XREF=BB406585 /CLONE=C330046M01 /FEA=mRNA /CNT=204 /TID=Mm.193091.1 /TIER=Stack /STK=12 /UG
MOE430_2_1427350_a_ 139.4 105.8 P P 0.01 0.03 -0.3 NC 0.92 gb:AJ293619.1 /DB_XREF=gi:17826710 /GEN=PGPL /FEA=mRNA /CNT=20 /TID=Mm.86267.1 /TIER=ConsEnd /STK=6 /UG=Mm.86267 /DEF=Mus musculu
MOE430_2_1427369_at 15.3 12.2 A A 0.11 0.06 -0.3 NC 0.27 gb:BB071996 /DB_XREF=gi:16260133 /DB_XREF=BB071996 /CLONE=9030002O03 /FEA=mRNA /CNT=20 /TID=Mm.31060.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1427388_at 1.5 0.3 A A 0.32 0.96 -0.3 D 0.99 gb:AJ428068.1 /DB_XREF=gi:18250731 /GEN=Lrrc2 /FEA=mRNA /CNT=16 /TID=Mm.38410.1 /TIER=ConsEnd /STK=2 /UG=Mm.38410 /LL=75733 /DEF=M
MOE430_2_1427389_at 1.7 1.1 A A 0.8 0.87 -0.3 NC 0.5 gb:BC021785.1 /DB_XREF=gi:18255723 /FEA=mRNA /CNT=10 /TID=Mm.31744.1 /TIER=ConsEnd /STK=2 /UG=Mm.31744 /DEF=Mus musculus, clone IMAG
MOE430_2_1427425_at 15.6 11.4 P P 0.02 0.01 -0.3 NC 0.36 gb:BC026435.1 /DB_XREF=gi:20072295 /FEA=mRNA /CNT=13 /TID=Mm.154573.1 /TIER=ConsEnd /STK=1 /UG=Mm.154573 /LL=77670 /UG_GENE=91302
MOE430_2_1427478_at 28.9 18.6 P P 0.001953 0.001221 -0.3 NC 0.76 gb:BI558267 /DB_XREF=gi:15445581 /DB_XREF=603240107F1 /CLONE=IMAGE:5293225 /FEA=mRNA /CNT=17 /TID=Mm.36292.2 /TIER=ConsEnd /STK=0
MOE430_2_1427505_a_ 155.5 103.4 P P 0.01 0.02 -0.3 NC 0.99 gb:AJ224740.1 /DB_XREF=gi:3929839 /GEN=RaiddCradd /FEA=mRNA /CNT=8 /TID=Mm.17493.3 /TIER=ConsEnd /STK=0 /UG=Mm.17493 /LL=12905 /DE
MOE430_2_1427517_at 3.7 2.9 A A 0.53 0.72 -0.3 NC 0.68 gb:AF388037.1 /DB_XREF=gi:14669610 /GEN=Boc /FEA=mRNA /CNT=16 /TID=Mm.41561.2 /TIER=ConsEnd /STK=0 /UG=Mm.41561 /LL=117606 /DEF=M
MOE430_2_1427560_at 105.2 93.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:D83146.1 /DB_XREF=gi:1542812 /FEA=mRNA /CNT=5 /TID=Mm.3410.1 /TIER=ConsEnd /STK=0 /UG=Mm.3410 /LL=20475 /UG_GENE=Six5 /DEF=Mus 
MOE430_2_1427688_a_ 106.5 77.6 P P 0.000244 0.000244 -0.3 NC 0.97 gb:D28531.1 /DB_XREF=gi:461291 /FEA=mRNA /CNT=1 /TID=Mm.4220.2 /TIER=ConsEnd /STK=0 /UG=Mm.4220 /LL=19280 /UG_GENE=Ptprs /DEF=Mou
MOE430_2_1427714_at 1.2 1.3 A A 0.95 0.85 -0.3 NC 0.5 gb:U76372.1 /DB_XREF=gi:1809323 /FEA=mRNA /CNT=1 /TID=Mm.89727.4 /TIER=ConsEnd /STK=0 /UG=Mm.89727 /LL=12180 /UG_GENE=Bop /UG_TITL
MOE430_2_1427748_at 5.1 5.8 A A 0.36 0.21 -0.3 NC 0.54 gb:Z95480.1 /DB_XREF=gi:2108316 /FEA=mRNA /CNT=1 /TID=Mm.196085.11 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /DE
MOE430_2_1427766_at 2.6 2.2 A A 0.56 0.69 -0.3 NC 0.5 gb:M31649.1 /DB_XREF=gi:201166 /FEA=mRNA /CNT=1 /TID=Mm.30557.14 /TIER=ConsEnd /STK=0 /UG=Mm.30557 /LL=21473 /UG_GENE=Tcra /UG_TIT
MOE430_2_1427835_at 28.5 20.7 A A 0.12 0.09 -0.3 NC 0.5 gb:AF095460.1 /DB_XREF=gi:4585210 /GEN=Pou2f1 /FEA=mRNA /CNT=1 /TID=Mm.15568.6 /TIER=ConsEnd /STK=0 /UG=Mm.15568 /LL=18986 /DEF=M
MOE430_2_1427843_at 23.8 28 A A 0.19 0.24 -0.3 NC 0.5 gb:AB012278.1 /DB_XREF=gi:2988376 /FEA=mRNA /CNT=1 /TID=Mm.4863.2 /TIER=ConsEnd /STK=0 /UG=Mm.4863 /LL=12608 /UG_GENE=Cebpb /DEF=
MOE430_2_1427844_a_ 381.9 308.9 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AB012278.1 /DB_XREF=gi:2988376 /FEA=mRNA /CNT=1 /TID=Mm.4863.2 /TIER=ConsEnd /STK=0 /UG=Mm.4863 /LL=12608 /UG_GENE=Cebpb /DEF=
MOE430_2_1427847_at 14.6 11.1 M M 0.05 0.05 -0.3 NC 0.5 gb:AB046930.1 /DB_XREF=gi:9757451 /GEN=runx1 /FEA=mRNA /CNT=1 /TID=Mm.4081.4 /TIER=ConsEnd /STK=0 /UG=Mm.4081 /LL=12394 /DEF=Mus m
MOE430_2_1427849_a_ 5.8 7.4 A A 0.39 0.46 -0.3 NC 0.9 gb:M87849.1 /DB_XREF=gi:201877 /GEN=TCR beta-chain /FEA=mRNA /CNT=1 /TID=Mm.157012.14 /TIER=ConsEnd /STK=0 /UG=Mm.157012 /LL=21586 
MOE430_2_1427879_at 490.5 390.2 P P 0.000244 0.000244 -0.3 MD 0.99 gb:AK007667.1 /DB_XREF=gi:12841354 /FEA=mRNA /CNT=171 /TID=Mm.28193.1 /TIER=Stack /STK=99 /UG=Mm.28193 /LL=69171 /UG_GENE=1810031K
MOE430_2_1427883_a_ 8989.5 7551.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG968894 /DB_XREF=gi:14356531 /DB_XREF=602836040F1 /CLONE=IMAGE:4990689 /FEA=mRNA /CNT=417 /TID=Mm.147387.1 /TIER=Stack /STK=7
MOE430_2_1427895_at 176.6 139.6 P P 0.000732 0.000732 -0.3 NC 0.98 gb:AK009156.1 /DB_XREF=gi:12843778 /FEA=mRNA /CNT=81 /TID=Mm.41629.1 /TIER=Stack /STK=50 /UG=Mm.41629 /LL=69535 /UG_GENE=2310004N2
MOE430_2_1427917_s_ 1734.5 1436.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV295012 /DB_XREF=gi:16392647 /DB_XREF=AV295012 /CLONE=5730427I04 /FEA=mRNA /CNT=66 /TID=Mm.195635.3 /TIER=Stack /STK=23 /UG=M
MOE430_2_1427948_a_ 90.4 81.3 P P 0.02 0.03 -0.3 NC 0.89 gb:AK009842.1 /DB_XREF=gi:12844886 /FEA=mRNA /CNT=18 /TID=Mm.26782.2 /TIER=Stack /STK=14 /UG=Mm.26782 /LL=67235 /UG_GENE=Zfp99 /UG
MOE430_2_1427958_at 84 75.7 P P 0.000244 0.000244 -0.3 NC 0.62 gb:BQ175828 /DB_XREF=gi:20351320 /DB_XREF=UI-M-DJ2-bwf-e-23-0-UI.s1 /CLONE=UI-M-DJ2-bwf-e-23-0-UI /FEA=mRNA /CNT=43 /TID=Mm.2295
MOE430_2_1427973_s_ 12.5 21.9 P P 0.00293 0.04 -0.3 NC 0.49 gb:BB622571 /DB_XREF=gi:15397804 /DB_XREF=BB622571 /CLONE=6430511M03 /FEA=mRNA /CNT=90 /TID=Mm.156727.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1428026_at 1 1 A A 0.93 0.95 -0.3 NC 0.88 gb:BC028776.1 /DB_XREF=gi:20381161 /FEA=mRNA /CNT=5 /TID=Mm.221068.1 /TIER=ConsEnd /STK=0 /UG=Mm.221068 /DEF=Mus musculus, similar to
MOE430_2_1428048_at 18.4 14.5 P A 0.000732 0.08 -0.3 NC 0.69 gb:BC027582.1 /DB_XREF=gi:20380559 /FEA=mRNA /CNT=2 /TID=Mm.221033.1 /TIER=ConsEnd /STK=0 /UG=Mm.221033 /DEF=Mus musculus, Similar to
MOE430_2_1428071_at 377.2 294.8 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK004153.1 /DB_XREF=gi:12835228 /FEA=mRNA /CNT=239 /TID=Mm.29382.1 /TIER=Stack /STK=160 /UG=Mm.29382 /LL=68778 /UG_GENE=1110038
MOE430_2_1428079_at 0.5 0.4 A A 0.91 0.99 -0.3 NC 0.71 gb:AK011118.1 /DB_XREF=gi:12847036 /FEA=mRNA /CNT=304 /TID=Mm.30063.1 /TIER=Stack /STK=142 /UG=Mm.30063 /LL=110135 /UG_GENE=Fgb /U
MOE430_2_1428110_x_ 279.6 244.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK004695.1 /DB_XREF=gi:12836055 /FEA=mRNA /CNT=184 /TID=Mm.34763.1 /TIER=Stack /STK=111 /UG=Mm.34763 /LL=71732 /UG_GENE=1200011
MOE430_2_1428123_at 55.3 48.7 P P 0.008057 0.01 -0.3 NC 0.69 gb:AK012178.1 /DB_XREF=gi:12848762 /FEA=mRNA /CNT=169 /TID=Mm.23017.1 /TIER=Stack /STK=13 /UG=Mm.23017 /LL=72543 /UG_GENE=2610528K
MOE430_2_1428131_a_ 351.2 298.3 P P 0.000244 0.000244 -0.3 NC 0.92 gb:AK004859.1 /DB_XREF=gi:12836361 /FEA=mRNA /CNT=305 /TID=Mm.28189.1 /TIER=Stack /STK=101 /UG=Mm.28189 /LL=57912 /UG_GENE=Spec1-p
MOE430_2_1428132_at 239.8 181.7 P P 0.000244 0.000244 -0.3 NC 0.95 gb:AK008084.1 /DB_XREF=gi:12842047 /FEA=mRNA /CNT=305 /TID=Mm.28189.1 /TIER=Stack /STK=29 /UG=Mm.28189 /LL=57912 /UG_GENE=Spec1-pe
MOE430_2_1428140_at 1142 876.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK010029.1 /DB_XREF=gi:12845190 /FEA=mRNA /CNT=185 /TID=Mm.13445.2 /TIER=Stack /STK=97 /UG=Mm.13445 /LL=67041 /UG_GENE=Oxct /UG
MOE430_2_1428177_at 352.9 273.4 P P 0.008057 0.008057 -0.3 NC 0.85 gb:BG066452 /DB_XREF=gi:12549021 /DB_XREF=H3043B08-3 /CLONE=H3043B08 /FEA=mRNA /CNT=113 /TID=Mm.39281.1 /TIER=Stack /STK=80 /UG=
MOE430_2_1428178_s_ 434.4 314.9 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BG066452 /DB_XREF=gi:12549021 /DB_XREF=H3043B08-3 /CLONE=H3043B08 /FEA=mRNA /CNT=113 /TID=Mm.39281.1 /TIER=Stack /STK=80 /UG=
MOE430_2_1428181_at 1948.7 1595.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI692487 /DB_XREF=gi:15655116 /DB_XREF=603343018F1 /CLONE=IMAGE:5370580 /FEA=mRNA /CNT=155 /TID=Mm.30200.1 /TIER=Stack /STK=78 
MOE430_2_1428237_at 2943.3 2385.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG067960 /DB_XREF=gi:12550529 /DB_XREF=H3060B08-3 /CLONE=H3060B08 /FEA=mRNA /CNT=139 /TID=Mm.193688.1 /TIER=Stack /STK=68 /UG
MOE430_2_1428252_at 861.3 681.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK004506.1 /DB_XREF=gi:12835724 /FEA=mRNA /CNT=139 /TID=Mm.18941.1 /TIER=Stack /STK=66 /UG=Mm.18941 /LL=68942 /UG_GENE=1190006E
MOE430_2_1428278_at 136.9 99.5 P P 0.000244 0.000244 -0.3 NC 0.9 gb:AK017737.1 /DB_XREF=gi:12857133 /FEA=mRNA /CNT=106 /TID=Mm.36885.1 /TIER=Stack /STK=23 /UG=Mm.36885 /LL=70605 /UG_GENE=5730496N
MOE430_2_1428318_at 2.7 2.2 A A 0.78 0.75 -0.3 NC 0.2 gb:AK009287.1 /DB_XREF=gi:12843993 /FEA=mRNA /CNT=61 /TID=Mm.46386.1 /TIER=Stack /STK=55 /UG=Mm.46386 /LL=69589 /UG_GENE=2310010P2
MOE430_2_1428323_at 934.5 746 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB224668 /DB_XREF=gi:16353906 /DB_XREF=BB224668 /CLONE=A530087K12 /FEA=mRNA /CNT=208 /TID=Mm.41718.1 /TIER=Stack /STK=53 /UG=
MOE430_2_1428336_at 130.8 98.1 P P 0.005859 0.01 -0.3 NC 0.99 gb:AK005139.1 /DB_XREF=gi:12836855 /GEN=Agpat4 /FEA=mRNA /CNT=77 /TID=Mm.27760.1 /TIER=Stack /STK=52 /UG=Mm.27760 /LL=68262 /UG_TIT
MOE430_2_1428351_at 519.3 420.3 P P 0.000244 0.000244 -0.3 NC 0.89 gb:AK013149.1 /DB_XREF=gi:12850331 /FEA=mRNA /CNT=78 /TID=Mm.23018.1 /TIER=Stack /STK=49 /UG=Mm.23018 /LL=67905 /UG_GENE=2810423O1
MOE430_2_1428385_at 190.3 195.1 P P 0.000732 0.001953 -0.3 NC 0.5 gb:AK005032.1 /DB_XREF=gi:12836670 /FEA=mRNA /CNT=121 /TID=Mm.27064.1 /TIER=Stack /STK=45 /UG=Mm.27064 /LL=71779 /UG_GENE=1300017E
MOE430_2_1428391_at 286.4 208.6 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK004767.1 /DB_XREF=gi:12836193 /FEA=mRNA /CNT=68 /TID=Mm.24563.1 /TIER=Stack /STK=45 /UG=Mm.24563 /LL=74760 /UG_GENE=1200014K0
MOE430_2_1428396_at 62.7 53.2 P P 0.00293 0.00293 -0.3 NC 0.9 gb:BB832916 /DB_XREF=gi:17011159 /DB_XREF=BB832916 /CLONE=G930024E23 /FEA=mRNA /CNT=107 /TID=Mm.27735.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1428408_a_ 217.5 185.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BI102044 /DB_XREF=gi:14552937 /DB_XREF=602887766F1 /CLONE=IMAGE:5043016 /FEA=mRNA /CNT=95 /TID=Mm.27500.1 /TIER=Stack /STK=44 /
MOE430_2_1428447_at 141.3 111.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK017734.1 /DB_XREF=gi:12857128 /FEA=mRNA /CNT=49 /TID=Mm.21308.1 /TIER=Stack /STK=42 /UG=Mm.21308 /LL=75712 /UG_GENE=5730496E2
MOE430_2_1428455_at 5.3 3.4 A A 0.43 0.36 -0.3 NC 0.48 gb:BB521934 /DB_XREF=gi:15412177 /DB_XREF=BB521934 /CLONE=D930004P21 /FEA=mRNA /CNT=63 /TID=Mm.41332.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1428496_at 152.9 129.4 P P 0.00293 0.00415 -0.3 NC 0.9 gb:AK008918.1 /DB_XREF=gi:12843397 /FEA=mRNA /CNT=89 /TID=Mm.46606.1 /TIER=Stack /STK=37 /UG=Mm.46606 /LL=72360 /UG_GENE=2210413N0
MOE430_2_1428510_at 245 171.9 P P 0.00415 0.005859 -0.3 NC 0.99 gb:AK013763.1 /DB_XREF=gi:12851251 /FEA=mRNA /CNT=95 /TID=Mm.29638.1 /TIER=Stack /STK=36 /UG=Mm.29638 /LL=67271 /UG_GENE=2900070I05
MOE430_2_1428520_at 253.5 191.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK004019.1 /DB_XREF=gi:12835028 /FEA=mRNA /CNT=70 /TID=Mm.25322.1 /TIER=Stack /STK=35 /UG=Mm.25322 /LL=68731 /UG_GENE=1110032A1
MOE430_2_1428531_at 442.6 310.7 P P 0.000244 0.000244 -0.3 NC 0.6 gb:BB094901 /DB_XREF=gi:16261178 /DB_XREF=BB094901 /CLONE=9430048M23 /FEA=mRNA /CNT=93 /TID=Mm.45194.1 /TIER=Stack /STK=34 /UG=M



MOE430_2_1428548_at 217 202 P P 0.00415 0.005859 -0.3 NC 0.98 gb:AK017713.1 /DB_XREF=gi:12857093 /FEA=mRNA /CNT=52 /TID=Mm.21876.1 /TIER=Stack /STK=33 /UG=Mm.21876 /LL=70584 /UG_GENE=5730488L0
MOE430_2_1428596_at 1146.7 968.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK012224.1 /DB_XREF=gi:12848835 /FEA=mRNA /CNT=97 /TID=Mm.27438.1 /TIER=Stack /STK=30 /UG=Mm.27438 /LL=76795 /UG_GENE=2700008N1
MOE430_2_1428608_at 4280.6 3396.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK005133.1 /DB_XREF=gi:12836844 /FEA=mRNA /CNT=154 /TID=Mm.196536.1 /TIER=Stack /STK=29 /UG=Mm.196536 /LL=67938 /UG_GENE=150000
MOE430_2_1428635_at 269.1 221.4 P P 0.000732 0.000732 -0.3 NC 0.99 gb:AK007659.1 /DB_XREF=gi:12841341 /FEA=mRNA /CNT=45 /TID=Mm.11827.1 /TIER=Stack /STK=28 /UG=Mm.11827 /LL=69156 /UG_GENE=1810030M0
MOE430_2_1428657_at 181.6 142.3 P P 0.000244 0.000244 -0.3 NC 0.91 gb:AK004146.1 /DB_XREF=gi:12835218 /FEA=mRNA /CNT=89 /TID=Mm.37369.1 /TIER=Stack /STK=27 /UG=Mm.37369 /LL=68750 /UG_GENE=1110037N0
MOE430_2_1428718_at 114.8 81.6 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AW490544 /DB_XREF=gi:7060815 /DB_XREF=UI-M-BH3-ase-c-10-0-UI.s1 /CLONE=UI-M-BH3-ase-c-10-0-UI /FEA=mRNA /CNT=66 /TID=Mm.41557
MOE430_2_1428746_a_ 339.5 284.2 P P 0.000244 0.000244 -0.3 NC 0.96 gb:AK003534.1 /DB_XREF=gi:12834258 /FEA=mRNA /CNT=37 /TID=Mm.34451.1 /TIER=Stack /STK=23 /UG=Mm.34451 /LL=71787 /UG_GENE=1110007F0
MOE430_2_1428747_at 653.5 504.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK003534.1 /DB_XREF=gi:12834258 /FEA=mRNA /CNT=37 /TID=Mm.34451.1 /TIER=Stack /STK=23 /UG=Mm.34451 /LL=71787 /UG_GENE=1110007F0
MOE430_2_1428760_at 125.5 134.2 P P 0.000244 0.000244 -0.3 NC 0.57 gb:AW537061 /DB_XREF=gi:7179478 /DB_XREF=G0111H10-3 /CLONE=G0111H10 /FEA=mRNA /CNT=63 /TID=Mm.89110.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1428794_at 181.9 139.4 P P 0.000244 0.000244 -0.3 NC 0.9 gb:BQ175052 /DB_XREF=gi:20350549 /DB_XREF=UI-M-DJ2-bwd-k-07-0-UI.s1 /CLONE=UI-M-DJ2-bwd-k-07-0-UI /FEA=mRNA /CNT=30 /TID=Mm.1722
MOE430_2_1428877_at 423.1 371.4 P P 0.000244 0.000244 -0.3 NC 0.89 gb:BM942773 /DB_XREF=gi:19402636 /DB_XREF=UI-M-CG0p-bdg-g-06-0-UI.r1 /CLONE=UI-M-CG0p-bdg-g-06-0-UI /FEA=mRNA /CNT=202 /TID=Mm.2
MOE430_2_1428894_at 396 316.8 P P 0.000244 0.000244 -0.3 NC 0.93 gb:AK005048.1 /DB_XREF=gi:12836701 /FEA=mRNA /CNT=47 /TID=Mm.44763.1 /TIER=Stack /STK=18 /UG=Mm.44763 /LL=71757 /UG_GENE=1300018J1
MOE430_2_1428904_at 218.5 159.8 P P 0.000732 0.000732 -0.3 D 0.99 gb:BM229539 /DB_XREF=gi:17792486 /DB_XREF=K0280D01-3 /CLONE=K0280D01 /FEA=mRNA /CNT=271 /TID=Mm.86513.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1428914_at 2602.5 2123.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK009333.1 /DB_XREF=gi:12844068 /FEA=mRNA /CNT=38 /TID=Mm.29777.1 /TIER=Stack /STK=17 /UG=Mm.29777 /LL=69633 /UG_GENE=2310014D1
MOE430_2_1428922_at 354.2 266.4 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BB197855 /DB_XREF=gi:16271096 /DB_XREF=BB197855 /CLONE=A330104H23 /FEA=mRNA /CNT=53 /TID=Mm.41187.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1428933_at 84.7 71.8 P P 0.00415 0.00293 -0.3 NC 0.97 gb:AK011332.1 /DB_XREF=gi:12847386 /FEA=mRNA /CNT=24 /TID=Mm.158357.1 /TIER=Stack /STK=17 /UG=Mm.158357 /LL=70315 /UG_GENE=2610007
MOE430_2_1428983_at 17.6 14 P P 0.03 0.03 -0.3 NC 0.5 gb:AW124134 /DB_XREF=gi:6099664 /DB_XREF=UI-M-BH2.1-apr-e-01-0-UI.s1 /CLONE=UI-M-BH2.1-apr-e-01-0-UI /FEA=mRNA /CNT=21 /TID=Mm.41
MOE430_2_1429025_a_ 46.3 42.7 P P 0.03 0.03 -0.3 NC 0.73 gb:BB769823 /DB_XREF=gi:16212359 /DB_XREF=BB769823 /CLONE=G370100L20 /FEA=mRNA /CNT=32 /TID=Mm.39375.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429038_at 902.2 691.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK006318.1 /DB_XREF=gi:12839355 /FEA=mRNA /CNT=93 /TID=Mm.29901.1 /TIER=Stack /STK=13 /UG=Mm.29901 /LL=66498 /UG_GENE=1500034J0
MOE430_2_1429058_at 1211.8 1083.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK003403.1 /DB_XREF=gi:12834052 /FEA=mRNA /CNT=27 /TID=Mm.33964.1 /TIER=Stack /STK=13 /UG=Mm.33964 /LL=66910 /UG_GENE=1110004B1
MOE430_2_1429073_at 51.6 42.8 P P 0.005859 0.01 -0.3 NC 0.6 gb:AK005556.1 /DB_XREF=gi:12838191 /FEA=mRNA /CNT=21 /TID=Mm.46374.1 /TIER=Stack /STK=13 /UG=Mm.46374 /LL=76508 /UG_GENE=1600028I17
MOE430_2_1429117_at 283 225.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB749262 /DB_XREF=gi:16153498 /DB_XREF=BB749262 /CLONE=G030103J03 /FEA=mRNA /CNT=34 /TID=Mm.22541.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429127_at 543.1 401.2 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AV120130 /DB_XREF=gi:16382400 /DB_XREF=AV120130 /CLONE=2610311B09 /FEA=mRNA /CNT=23 /TID=Mm.46680.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429140_at 31.3 25 A A 0.3 0.46 -0.3 NC 0.5 gb:AK020683.1 /DB_XREF=gi:12861338 /FEA=mRNA /CNT=16 /TID=Mm.46185.1 /TIER=Stack /STK=11 /UG=Mm.46185 /LL=77577 /UG_GENE=9830002I17
MOE430_2_1429157_at 0.9 1.5 A A 0.94 0.98 -0.3 NC 0.14 gb:AK019671.1 /DB_XREF=gi:12859986 /FEA=mRNA /CNT=41 /TID=Mm.29003.1 /TIER=Stack /STK=10 /UG=Mm.29003 /LL=78772 /UG_GENE=4930507C1
MOE430_2_1429165_at 52.6 50.8 P P 0.02 0.03 -0.3 NC 0.5 gb:AK012939.1 /DB_XREF=gi:12850003 /FEA=mRNA /CNT=28 /TID=Mm.38169.1 /TIER=Stack /STK=10 /UG=Mm.38169 /LL=66598 /UG_GENE=3110001I22
MOE430_2_1429201_at 67.3 59.7 P P 0.000244 0.000732 -0.3 NC 0.96 gb:AK013508.1 /DB_XREF=gi:12850897 /FEA=mRNA /CNT=20 /TID=Mm.142608.1 /TIER=Stack /STK=9 /UG=Mm.142608 /LL=72875 /UG_GENE=2900009M
MOE430_2_1429234_s_ 1345.2 1027.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM120495 /DB_XREF=gi:17088521 /DB_XREF=L0940E05-3 /CLONE=L0940E05 /FEA=mRNA /CNT=230 /TID=Mm.27384.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429236_at 11.7 5.8 M A 0.05 0.56 -0.3 NC 0.83 gb:AV290688 /DB_XREF=gi:16392296 /DB_XREF=AV290688 /CLONE=5230401C23 /FEA=mRNA /CNT=81 /TID=Mm.40681.1 /TIER=Stack /STK=41 /UG=M
MOE430_2_1429252_at 434 340.4 P P 0.000244 0.000244 -0.3 NC 0.97 gb:AK002491.1 /DB_XREF=gi:12832513 /FEA=mRNA /CNT=24 /TID=Mm.196133.1 /TIER=Stack /STK=8 /UG=Mm.196133 /LL=68359 /UG_GENE=0610010K
MOE430_2_1429271_at 64 36.2 P P 0.01 0.01 -0.3 NC 0.6 gb:AK018607.1 /DB_XREF=gi:12858400 /FEA=mRNA /CNT=24 /TID=Mm.24284.1 /TIER=Stack /STK=8 /UG=Mm.24284 /LL=71617 /UG_GENE=9130011E15
MOE430_2_1429311_at 573 419.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK009324.1 /DB_XREF=gi:12844051 /FEA=mRNA /CNT=87 /TID=Mm.41438.1 /TIER=Stack /STK=50 /UG=Mm.41438 /LL=70093 /UG_GENE=2310012M
MOE430_2_1429339_a_ 93.3 98.1 P P 0.000244 0.00293 -0.3 NC 0.98 gb:AK010568.1 /DB_XREF=gi:12846106 /FEA=mRNA /CNT=45 /TID=Mm.24273.2 /TIER=Stack /STK=36 /UG=Mm.24273 /LL=71985 /UG_GENE=2410021P1
MOE430_2_1429360_at 242.7 211.8 P P 0.000244 0.000244 -0.3 NC 0.81 gb:AK007959.1 /DB_XREF=gi:12841843 /GEN=Klf3 /FEA=mRNA /CNT=79 /TID=Mm.28787.2 /TIER=Stack /STK=31 /UG=Mm.28787 /LL=16599 /UG_TITLE
MOE430_2_1429373_x_ 19.2 24.6 P P 0.03 0.03 -0.3 NC 0.68 gb:AK014553.1 /DB_XREF=gi:12852480 /FEA=mRNA /CNT=41 /TID=Mm.35627.1 /TIER=Stack /STK=29 /UG=Mm.35627 /LL=74343 /UG_GENE=4632407F1
MOE430_2_1429376_s_ 1272.1 1027 P P 0.000244 0.000244 -0.3 D 0.99 gb:BF322051 /DB_XREF=gi:11271342 /DB_XREF=uz86c06.x1 /CLONE=IMAGE:3675946 /FEA=mRNA /CNT=40 /TID=Mm.18790.1 /TIER=Stack /STK=28 /U
MOE430_2_1429382_at 271.2 205.4 P P 0.000732 0.000732 -0.3 D 0.99 gb:AV253376 /DB_XREF=gi:16387902 /DB_XREF=AV253376 /CLONE=4833447E13 /FEA=mRNA /CNT=66 /TID=Mm.3077.3 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1429389_at 53.4 44.9 P P 0.000732 0.000244 -0.3 NC 0.86 gb:AK017895.1 /DB_XREF=gi:12857379 /FEA=mRNA /CNT=31 /TID=Mm.56539.1 /TIER=Stack /STK=26 /UG=Mm.56539 /LL=74729 /UG_GENE=5830404F2
MOE430_2_1429415_at 132.2 97 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK014397.1 /DB_XREF=gi:12852220 /FEA=mRNA /CNT=67 /TID=Mm.165141.1 /TIER=Stack /STK=23 /UG=Mm.165141 /LL=70775 /UG_GENE=3632413
MOE430_2_1429431_at 133.6 126.4 P P 0.000244 0.000244 -0.3 NC 0.72 gb:AK009564.1 /DB_XREF=gi:12844434 /FEA=mRNA /CNT=54 /TID=Mm.30708.1 /TIER=Stack /STK=22 /UG=Mm.30708 /LL=67143 /UG_GENE=2610034F1
MOE430_2_1429434_at 25.3 22.6 P P 0.000244 0.000244 -0.3 NC 0.71 gb:AK018164.1 /DB_XREF=gi:12857757 /FEA=mRNA /CNT=64 /TID=Mm.197521.1 /TIER=Stack /STK=22 /UG=Mm.197521 /LL=70742 /UG_GENE=6330412
MOE430_2_1429494_at 58 54.7 P P 0.000244 0.000244 -0.3 NC 0.96 gb:AK020775.1 /DB_XREF=gi:12861462 /FEA=mRNA /CNT=32 /TID=Mm.45970.1 /TIER=Stack /STK=18 /UG=Mm.45970 /LL=77786 /UG_GENE=A430106H
MOE430_2_1429515_at 286.6 304.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB794687 /DB_XREF=gi:16964306 /DB_XREF=BB794687 /CLONE=G431001H18 /FEA=mRNA /CNT=82 /TID=Mm.28234.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1429555_at 263.5 217.4 P P 0.000244 0.000244 -0.3 NC 0.96 gb:AA408371 /DB_XREF=gi:2067765 /DB_XREF=EST02850 /CLONE=C0026H07 /FEA=mRNA /CNT=121 /TID=Mm.29482.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1429590_at 72.4 53.6 P P 0.005859 0.001953 -0.3 NC 0.98 gb:AK019530.1 /DB_XREF=gi:12859795 /FEA=mRNA /CNT=27 /TID=Mm.150176.1 /TIER=Stack /STK=13 /UG=Mm.150176 /LL=78791 /UG_GENE=4833447
MOE430_2_1429613_at 21.7 16 A A 0.14 0.14 -0.3 NC 0.03 gb:BE986076 /DB_XREF=gi:10660033 /DB_XREF=UI-M-CG0p-beu-g-05-0-UI.s1 /CLONE=UI-M-CG0p-beu-g-05-0-UI /FEA=mRNA /CNT=118 /TID=Mm.4
MOE430_2_1429647_at 1.2 0.7 A A 0.75 0.96 -0.3 NC 0.49 gb:AK006434.1 /DB_XREF=gi:12839534 /FEA=mRNA /CNT=13 /TID=Mm.84618.1 /TIER=Stack /STK=12 /UG=Mm.84618 /LL=69453 /UG_GENE=1700027L2
MOE430_2_1429658_a_ 9.4 6.8 A A 0.36 0.21 -0.3 NC 0.22 gb:BG065168 /DB_XREF=gi:12547731 /DB_XREF=H3028A11-3 /CLONE=H3028A11 /FEA=mRNA /CNT=34 /TID=Mm.177462.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1429709_at 1138.2 845.3 P P 0.000244 0.000732 -0.3 D 0.99 gb:AI157548 /DB_XREF=gi:3686017 /DB_XREF=ue55h05.r1 /CLONE=IMAGE:1495065 /FEA=mRNA /CNT=154 /TID=Mm.34774.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1429726_at 141.6 112.9 P P 0.001221 0.001953 -0.3 NC 0.99 gb:AK004684.1 /DB_XREF=gi:12836034 /FEA=mRNA /CNT=37 /TID=Mm.19325.1 /TIER=Stack /STK=9 /UG=Mm.19325 /LL=66859 /UG_GENE=1200003C15
MOE430_2_1429727_at 148.8 124.2 P P 0.000244 0.000732 -0.3 NC 0.97 gb:BB744976 /DB_XREF=gi:16147915 /DB_XREF=BB744976 /CLONE=F530005N24 /FEA=mRNA /CNT=37 /TID=Mm.19325.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1429730_at 95.7 79.8 P P 0.000732 0.000732 -0.3 NC 0.94 gb:AK007409.1 /DB_XREF=gi:12840943 /FEA=mRNA /CNT=21 /TID=Mm.35714.1 /TIER=Stack /STK=9 /UG=Mm.35714 /LL=69099 /UG_GENE=1810009N02
MOE430_2_1429751_at 9.1 7.1 M P 0.05 0.04 -0.3 NC 0.5 gb:AK006367.1 /DB_XREF=gi:12839429 /FEA=mRNA /CNT=12 /TID=Mm.87354.1 /TIER=Stack /STK=9 /UG=Mm.87354 /LL=71861 /UG_GENE=1700025P14
MOE430_2_1429775_a_ 270.9 235.8 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK009736.1 /DB_XREF=gi:12844712 /FEA=mRNA /CNT=16 /TID=Mm.1585.2 /TIER=Stack /STK=8 /UG=Mm.1585 /LL=83924 /UG_GENE=Tm7sf1 /UG_T
MOE430_2_1429777_at 24 21.7 A A 0.08 0.17 -0.3 NC 0.48 gb:AK005680.1 /DB_XREF=gi:12838380 /GEN=Dnajb6 /FEA=mRNA /CNT=17 /TID=Mm.2701.2 /TIER=Stack /STK=8 /UG=Mm.2701 /LL=23950 /UG_TITLE=
MOE430_2_1429838_at 6.5 4.1 A A 0.39 0.62 -0.3 NC 0.5 gb:AK016618.1 /DB_XREF=gi:12855452 /FEA=mRNA /CNT=12 /TID=Mm.40169.1 /TIER=ConsEnd /STK=7 /UG=Mm.40169 /LL=66722 /UG_GENE=4921511
MOE430_2_1429867_at 62.3 57.8 P P 0.000244 0.000732 -0.3 NC 0.83 gb:AK016884.1 /DB_XREF=gi:12855855 /FEA=mRNA /CNT=10 /TID=Mm.133344.1 /TIER=ConsEnd /STK=7 /UG=Mm.133344 /LL=71185 /UG_GENE=49334
MOE430_2_1429900_at 45.8 30.1 P P 0.00415 0.00293 -0.3 NC 0.87 gb:BM241296 /DB_XREF=gi:17876566 /DB_XREF=K0615A02-3 /CLONE=K0615A02 /FEA=mRNA /CNT=10 /TID=Mm.109877.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1429908_at 24.6 11.1 P A 0.00415 0.19 -0.3 NC 0.96 gb:AK004216.1 /DB_XREF=gi:12835320 /FEA=mRNA /CNT=13 /TID=Mm.196130.2 /TIER=ConsEnd /STK=6 /UG=Mm.196130 /LL=68788 /UG_GENE=11100
MOE430_2_1429927_at 9.7 6.5 A A 0.08 0.17 -0.3 NC 0.5 gb:AK017913.1 /DB_XREF=gi:12857405 /FEA=mRNA /CNT=8 /TID=Mm.85118.1 /TIER=ConsEnd /STK=6 /UG=Mm.85118 /LL=76020 /UG_GENE=5830409B
MOE430_2_1429964_at 1.4 0.5 A A 0.78 0.82 -0.3 NC 0.5 gb:BB253410 /DB_XREF=gi:8946156 /DB_XREF=BB253410 /CLONE=A730057G13 /FEA=mRNA /CNT=9 /TID=Mm.119713.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1429969_at 1.4 1.4 A A 0.5 0.72 -0.3 NC 0.72 gb:AK014653.1 /DB_XREF=gi:12852644 /FEA=mRNA /CNT=8 /TID=Mm.49781.1 /TIER=ConsEnd /STK=5 /UG=Mm.49781 /LL=73903 /UG_GENE=4833403J
MOE430_2_1429973_at 3.5 2.7 A A 0.77 0.63 -0.3 NC 0.1 gb:AK014850.1 /DB_XREF=gi:12852931 /FEA=mRNA /CNT=12 /TID=Mm.148851.1 /TIER=ConsEnd /STK=5 /UG=Mm.148851 /LL=70859 /UG_GENE=49215
MOE430_2_1430100_at 18.5 12.1 A A 0.27 0.17 -0.3 NC 0.11 gb:AK005131.1 /DB_XREF=gi:12836841 /FEA=mRNA /CNT=6 /TID=Mm.195628.1 /TIER=ConsEnd /STK=4 /UG=Mm.195628 /LL=72204 /UG_GENE=150000
MOE430_2_1430181_at 14.4 11.8 A A 0.19 0.3 -0.3 NC 0.5 gb:AK006402.1 /DB_XREF=gi:12839485 /FEA=mRNA /CNT=8 /TID=Mm.31410.1 /TIER=ConsEnd /STK=3 /UG=Mm.31410 /LL=70069 /UG_GENE=1700026P
MOE430_2_1430184_at 13.8 13.2 A A 0.43 0.21 -0.3 NC 0.5 gb:AK016727.1 /DB_XREF=gi:12855621 /FEA=mRNA /CNT=7 /TID=Mm.179612.1 /TIER=ConsEnd /STK=3 /UG=Mm.179612 /LL=71063 /UG_GENE=493340
MOE430_2_1430211_at 6.9 9.5 P P 0.04 0.01 -0.3 NC 0.5 gb:AK015155.1 /DB_XREF=gi:12853380 /FEA=mRNA /CNT=5 /TID=Mm.66894.1 /TIER=ConsEnd /STK=3 /UG=Mm.66894 /LL=73863 /UG_GENE=4930415O
MOE430_2_1430234_at 2.5 1.7 A A 0.3 0.63 -0.3 NC 0.46 gb:AK018621.1 /DB_XREF=gi:12858420 /FEA=mRNA /CNT=6 /TID=Mm.98122.1 /TIER=ConsEnd /STK=3 /UG=Mm.98122 /LL=71619 /UG_GENE=9130014L
MOE430_2_1430251_at 39.4 21.6 P P 0.005859 0.00415 -0.3 NC 0.5 gb:BB738310 /DB_XREF=gi:16141315 /DB_XREF=BB738310 /CLONE=F430106A10 /FEA=mRNA /CNT=5 /TID=Mm.156752.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430265_at 22.2 11.7 M A 0.05 0.19 -0.3 NC 0.5 gb:AK014613.1 /DB_XREF=gi:12852577 /FEA=mRNA /CNT=4 /TID=Mm.36365.2 /TIER=ConsEnd /STK=3 /UG=Mm.36365 /LL=66884 /UG_GENE=1300003O
MOE430_2_1430274_a_ 587.2 468.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK018331.1 /DB_XREF=gi:12857985 /FEA=mRNA /CNT=4 /TID=Mm.41940.2 /TIER=ConsEnd /STK=3 /UG=Mm.41940 /LL=76205 /UG_GENE=6530409L
MOE430_2_1430282_at 11 8 A A 0.33 0.27 -0.3 NC 0.5 gb:AK003559.1 /DB_XREF=gi:12834296 /FEA=mRNA /CNT=4 /TID=Mm.206680.1 /TIER=ConsEnd /STK=3 /UG=Mm.206680 /LL=68574 /UG_GENE=111000
MOE430_2_1430332_a_ 574.2 464 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK002832.1 /DB_XREF=gi:12833104 /GEN=Gus-s /FEA=mRNA /CNT=9 /TID=Mm.3317.4 /TIER=ConsEnd /STK=2 /UG=Mm.3317 /LL=14927 /UG_TITLE
MOE430_2_1430353_at 74.5 64.3 P P 0.000244 0.000732 -0.3 NC 0.5 gb:BB207363 /DB_XREF=gi:16352241 /DB_XREF=BB207363 /CLONE=A430081G06 /FEA=mRNA /CNT=11 /TID=Mm.170521.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430395_at 1.2 1 A A 0.88 0.98 -0.3 NC 0.65 gb:AK016757.1 /DB_XREF=gi:12855663 /FEA=mRNA /CNT=6 /TID=Mm.87356.1 /TIER=ConsEnd /STK=2 /UG=Mm.87356 /LL=73844 /UG_GENE=4933409K
MOE430_2_1430402_at 18.2 16.2 P P 0.03 0.005859 -0.3 NC 0.5 gb:AK016060.1 /DB_XREF=gi:12854650 /FEA=mRNA /CNT=5 /TID=Mm.38951.1 /TIER=ConsEnd /STK=2 /UG=Mm.38951 /LL=75265 /UG_GENE=4930547K
MOE430_2_1430425_at 12.3 11.5 A A 0.06 0.19 -0.3 NC 0.5 gb:AW493494 /DB_XREF=gi:7063775 /DB_XREF=UI-M-BH3-auc-h-10-0-UI.s1 /CLONE=UI-M-BH3-auc-h-10-0-UI /FEA=mRNA /CNT=6 /TID=Mm.102220
MOE430_2_1430452_at 178.4 138.6 P P 0.001221 0.001953 -0.3 NC 0.96 gb:AK020848.1 /DB_XREF=gi:12861558 /FEA=mRNA /CNT=5 /TID=Mm.197640.1 /TIER=ConsEnd /STK=2 /UG=Mm.197640 /LL=77951 /UG_GENE=A93001
MOE430_2_1430479_at 23.6 26.2 P P 0.01 0.04 -0.3 NC 0.78 gb:AK008147.1 /DB_XREF=gi:12842154 /FEA=mRNA /CNT=4 /TID=Mm.158303.1 /TIER=ConsEnd /STK=2 /UG=Mm.158303 /LL=69849 /UG_GENE=201000
MOE430_2_1430496_at 6.7 5.7 A A 0.19 0.24 -0.3 NC 0.5 gb:AV351492 /DB_XREF=gi:6392549 /DB_XREF=AV351492 /CLONE=6720408I04 /FEA=mRNA /CNT=3 /TID=Mm.180808.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430535_at 250.3 193.4 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BB045401 /DB_XREF=gi:15403957 /DB_XREF=BB045401 /CLONE=6030494O16 /FEA=mRNA /CNT=38 /TID=Mm.25223.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430546_at 340.6 275.3 P P 0.000244 0.000732 -0.3 D 0.99 gb:AK010433.1 /DB_XREF=gi:12845873 /FEA=mRNA /CNT=19 /TID=Mm.196166.1 /TIER=ConsEnd /STK=1 /UG=Mm.196166 /LL=69220 /UG_GENE=24100
MOE430_2_1430568_at 11.2 10 A A 0.24 0.08 -0.3 NC 0.5 gb:AW539538 /DB_XREF=gi:7181955 /DB_XREF=C0121A08-3 /CLONE=C0121A08 /FEA=mRNA /CNT=26 /TID=Mm.103508.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430654_at 1.1 1.1 A A 0.36 0.85 -0.3 NC 0.88 gb:AK020172.1 /DB_XREF=gi:12860676 /FEA=mRNA /CNT=9 /TID=Mm.124449.1 /TIER=ConsEnd /STK=1 /UG=Mm.124449 /LL=77121 /UG_GENE=672048
MOE430_2_1430658_a_ 0.9 0.4 A A 0.85 0.94 -0.3 NC 0.8 gb:AK008663.1 /DB_XREF=gi:12842995 /FEA=mRNA /CNT=8 /TID=Mm.159149.1 /TIER=ConsEnd /STK=1 /UG=Mm.159149 /LL=76758 /UG_GENE=220000
MOE430_2_1430671_a_ 142 114.1 P P 0.000244 0.000244 -0.3 NC 0.94 gb:AK002489.1 /DB_XREF=gi:12832509 /FEA=mRNA /CNT=7 /TID=Mm.135498.1 /TIER=ConsEnd /STK=1 /UG=Mm.135498 /LL=71678 /UG_GENE=061001
MOE430_2_1430688_s_ 2.8 0.9 A A 0.63 0.95 -0.3 NC 0.92 gb:AK021330.1 /DB_XREF=gi:12862188 /FEA=mRNA /CNT=7 /TID=Mm.105079.1 /TIER=ConsEnd /STK=1 /UG=Mm.105079 /LL=77996 /UG_GENE=D73003
MOE430_2_1430713_s_ 6595.5 5946.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:AI429575 /DB_XREF=gi:4275501 /DB_XREF=mf54c02.x1 /CLONE=IMAGE:408866 /FEA=mRNA /CNT=5 /TID=Mm.9326.4 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430767_a_ 7.5 4.4 A A 0.24 0.19 -0.3 NC 0.23 gb:AV269818 /DB_XREF=gi:6257855 /DB_XREF=AV269818 /CLONE=4930545H14 /FEA=mRNA /CNT=4 /TID=Mm.60861.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430800_at 6.6 4.5 A A 0.24 0.6 -0.3 NC 0.5 gb:AK015825.1 /DB_XREF=gi:12854312 /FEA=mRNA /CNT=5 /TID=Mm.196269.1 /TIER=ConsEnd /STK=1 /UG=Mm.196269 /LL=71655 /UG_GENE=493051
MOE430_2_1430814_at 9.1 8 A A 0.06 0.24 -0.3 NC 0.19 gb:AK004984.1 /DB_XREF=gi:12836582 /FEA=mRNA /CNT=4 /TID=Mm.158751.1 /TIER=ConsEnd /STK=1 /UG=Mm.158751 /LL=71754 /UG_GENE=130001
MOE430_2_1430899_at 9.2 1.5 A A 0.75 0.96 -0.3 NC 0.72 gb:AK008656.1 /DB_XREF=gi:12842981 /FEA=mRNA /CNT=3 /TID=Mm.57145.1 /TIER=ConsEnd /STK=1 /UG=Mm.57145 /LL=17833 /UG_GENE=Muc5ac /
MOE430_2_1430921_at 4.6 5.1 A A 0.5 0.5 -0.3 NC 0.5 gb:AK018625.1 /DB_XREF=gi:12858428 /FEA=mRNA /CNT=3 /TID=Mm.159242.1 /TIER=ConsEnd /STK=1 /UG=Mm.159242 /LL=74567 /UG_GENE=913001
MOE430_2_1430925_at 10.3 6.5 A A 0.21 0.24 -0.3 NC 0.31 gb:AK016149.1 /DB_XREF=gi:12854770 /FEA=mRNA /CNT=3 /TID=Mm.195735.1 /TIER=ConsEnd /STK=1 /UG=Mm.195735 /LL=75283 /UG_GENE=493055
MOE430_2_1430944_at 14 13 A A 0.14 0.21 -0.3 NC 0.5 gb:BB281168 /DB_XREF=gi:8981617 /DB_XREF=BB281168 /CLONE=A930030B08 /FEA=mRNA /CNT=3 /TID=Mm.159862.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430993_at 16.3 10 P P 0.01 0.01 -0.3 NC 0.09 gb:AA833196 /DB_XREF=gi:2906924 /DB_XREF=ud02h10.r1 /CLONE=IMAGE:1434019 /FEA=mRNA /CNT=79 /TID=Mm.25610.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431018_at 127 91.9 P P 0.000732 0.000732 -0.3 NC 0.94 gb:BB622293 /DB_XREF=gi:15397706 /DB_XREF=BB622293 /CLONE=6330571L03 /FEA=mRNA /CNT=34 /TID=Mm.27028.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431056_a_ 17.1 10.4 M A 0.05 0.14 -0.3 NC 0.83 gb:AK017272.1 /DB_XREF=gi:12856426 /GEN=Lpl /FEA=mRNA /CNT=12 /TID=Mm.1514.2 /TIER=ConsEnd /STK=0 /UG=Mm.1514 /LL=16956 /UG_TITLE=
MOE430_2_1431148_at 20.5 13.2 P P 0.005859 0.03 -0.3 NC 0.5 gb:AI118055 /DB_XREF=gi:3518379 /DB_XREF=ui49a04.x1 /CLONE=IMAGE:1885710 /FEA=mRNA /CNT=10 /TID=Mm.196067.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431157_at 12.6 10.9 A A 0.17 0.3 -0.3 NC 0.55 gb:AK006343.1 /DB_XREF=gi:12839394 /FEA=mRNA /CNT=8 /TID=Mm.108732.1 /TIER=ConsEnd /STK=0 /UG=Mm.108732 /LL=70372 /UG_GENE=170002
MOE430_2_1431188_a_ 335.1 258.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI247687 /DB_XREF=gi:14792855 /DB_XREF=602959195F1 /CLONE=IMAGE:5125054 /FEA=mRNA /CNT=8 /TID=Mm.1967.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1431219_at 30.8 21.5 P A 0.03 0.14 -0.3 NC 0.95 gb:BB634613 /DB_XREF=gi:16470841 /DB_XREF=BB634613 /CLONE=A430034G17 /FEA=mRNA /CNT=9 /TID=Mm.259.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1431240_at 1.6 0.8 A A 0.65 0.95 -0.3 NC 0.66 gb:AK017207.1 /DB_XREF=gi:12856332 /GEN=Nasp /FEA=mRNA /CNT=6 /TID=Mm.197579.2 /TIER=ConsEnd /STK=0 /UG=Mm.197579 /LL=93675 /UG_TI
MOE430_2_1431246_at 52.8 47.9 P P 0.01 0.008057 -0.3 NC 0.5 gb:BF122088 /DB_XREF=gi:10961128 /DB_XREF=601755944F1 /CLONE=IMAGE:3985210 /FEA=mRNA /CNT=11 /TID=Mm.179704.1 /TIER=ConsEnd /STK=
MOE430_2_1431257_at 11.6 11 A M 0.12 0.05 -0.3 NC 0.5 gb:BQ180307 /DB_XREF=gi:20355799 /DB_XREF=UI-M-EX0-bxb-m-07-0-UI.r1 /CLONE=IMAGE:5706030 /FEA=mRNA /CNT=8 /TID=Mm.159689.1 /TIER=
MOE430_2_1431285_at 394.7 346.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK011747.1 /DB_XREF=gi:12848067 /FEA=mRNA /CNT=5 /TID=Mm.29283.1 /TIER=ConsEnd /STK=0 /UG=Mm.29283 /LL=76564 /UG_GENE=2610042J
MOE430_2_1431333_at 11.9 4.4 A A 0.17 0.39 -0.3 NC 0.68 gb:BI158554 /DB_XREF=gi:14618555 /DB_XREF=602923796F1 /CLONE=IMAGE:5064071 /FEA=mRNA /CNT=5 /TID=Mm.158272.1 /TIER=ConsEnd /STK=0
MOE430_2_1431372_at 13.1 13.6 A A 0.06 0.19 -0.3 NC 0.21 gb:AK014004.1 /DB_XREF=gi:12851615 /GEN=Srpk2 /FEA=mRNA /CNT=4 /TID=Mm.200308.1 /TIER=ConsEnd /STK=0 /UG=Mm.200308 /UG_TITLE=Mus m
MOE430_2_1431385_a_ 278.8 238 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK002809.1 /DB_XREF=gi:12833064 /GEN=Mbtps1 /FEA=mRNA /CNT=4 /TID=Mm.29791.2 /TIER=ConsEnd /STK=0 /UG=Mm.29791 /LL=56453 /UG_TI
MOE430_2_1431391_at 14.2 10.6 P A 0.03 0.19 -0.3 NC 0.5 gb:AK017939.1 /DB_XREF=gi:12857444 /FEA=mRNA /CNT=3 /TID=Mm.159330.1 /TIER=ConsEnd /STK=0 /UG=Mm.159330 /LL=74758 /UG_GENE=583041
MOE430_2_1431404_at 2.3 2.4 A A 0.69 0.63 -0.3 NC 0.5 gb:AK016295.1 /DB_XREF=gi:12854969 /FEA=mRNA /CNT=3 /TID=Mm.200402.1 /TIER=ConsEnd /STK=0 /UG=Mm.200402 /LL=75945 /UG_GENE=493057
MOE430_2_1431474_at 5.7 2.1 A A 0.14 0.56 -0.3 NC 0.5 gb:BB364492 /DB_XREF=gi:16406247 /DB_XREF=BB364492 /CLONE=C130021N22 /FEA=mRNA /CNT=3 /TID=Mm.159253.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1431484_at 3.7 2.6 A A 0.6 0.56 -0.3 NC 0.1 gb:AK008151.1 /DB_XREF=gi:12842160 /FEA=mRNA /CNT=3 /TID=Mm.75413.1 /TIER=ConsEnd /STK=2 /UG=Mm.75413 /LL=70114 /UG_GENE=2010007L
MOE430_2_1431544_at 1.2 1 A A 0.95 0.82 -0.3 NC 0.06 gb:AK015880.1 /DB_XREF=gi:12854390 /FEA=mRNA /CNT=2 /TID=Mm.78592.1 /TIER=ConsEnd /STK=1 /UG=Mm.78592 /LL=74725 /UG_GENE=4930524B
MOE430_2_1431576_at 4.5 3 A A 0.5 0.5 -0.3 NC 0.31 gb:AK016652.1 /DB_XREF=gi:12855507 /FEA=mRNA /CNT=2 /TID=Mm.79028.1 /TIER=ConsEnd /STK=1 /UG=Mm.79028 /LL=74061 /UG_GENE=4933404K
MOE430_2_1431598_a_ 13.5 13.6 A A 0.11 0.3 -0.3 NC 0.5 gb:AK013209.1 /DB_XREF=gi:12850426 /FEA=mRNA /CNT=2 /TID=Mm.79380.3 /TIER=ConsEnd /STK=1 /UG=Mm.79380 /LL=16876 /UG_GENE=Lhx9 /UG
MOE430_2_1431609_a_ 4.4 4.3 A A 0.6 0.56 -0.3 NC 0.5 gb:AK008391.1 /DB_XREF=gi:12842548 /FEA=mRNA /CNT=2 /TID=Mm.46354.4 /TIER=ConsEnd /STK=1 /UG=Mm.46354 /LL=11433 /UG_GENE=Acp5 /UG
MOE430_2_1431617_at 4.4 3.5 A A 0.33 0.39 -0.3 NC 0.5 gb:AV278999 /DB_XREF=gi:6267036 /DB_XREF=AV278999 /CLONE=4933405E24 /FEA=mRNA /CNT=2 /TID=Mm.56332.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431655_a_ 91 82.4 P P 0.000732 0.001953 -0.3 NC 0.91 gb:AK011715.1 /DB_XREF=gi:12848015 /FEA=mRNA /CNT=2 /TID=Mm.32840.2 /TIER=ConsEnd /STK=1 /UG=Mm.32840 /LL=69923 /UG_GENE=2610037M
MOE430_2_1431668_at 7.3 4.7 A A 0.6 0.53 -0.3 NC 0.5 gb:AK007209.1 /DB_XREF=gi:12840620 /GEN=Cappb1 /FEA=mRNA /CNT=2 /TID=Mm.2945.3 /TIER=ConsEnd /STK=1 /UG=Mm.2945 /LL=12345 /UG_TITL
MOE430_2_1431675_a_ 123.5 85.2 A A 0.09 0.19 -0.3 NC 0.95 gb:AK006796.1 /DB_XREF=gi:12840052 /GEN=Gtf2i /FEA=mRNA /CNT=2 /TID=Mm.22593.5 /TIER=ConsEnd /STK=1 /UG=Mm.22593 /LL=14886 /UG_TITL
MOE430_2_1431689_at 9 5.3 A A 0.27 0.5 -0.3 NC 0.33 gb:AI785192 /DB_XREF=gi:5332908 /DB_XREF=mu16h10.y1 /CLONE=IMAGE:639619 /FEA=mRNA /CNT=3 /TID=Mm.159324.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431744_a_ 42.7 71 P P 0.000244 0.000244 -0.3 NC 0.8 gb:AK014888.1 /DB_XREF=gi:12852992 /FEA=mRNA /CNT=2 /TID=Mm.196452.2 /TIER=ConsEnd /STK=0 /UG=Mm.196452 /LL=98366 /UG_GENE=AI46217
MOE430_2_1431763_a_ 9.6 3.6 A A 0.85 0.78 -0.3 NC 0.5 gb:AK003074.1 /DB_XREF=gi:12833504 /FEA=mRNA /CNT=2 /TID=Mm.2745.2 /TIER=ConsEnd /STK=0 /UG=Mm.2745 /LL=109660 /UG_GENE=Ctrl /UG_T
MOE430_2_1431792_a_ 109 73.5 P P 0.000244 0.001953 -0.3 NC 0.99 gb:AK004757.1 /DB_XREF=gi:12836174 /FEA=mRNA /CNT=1 /TID=Mm.3463.1 /TIER=ConsEnd /STK=0 /UG=Mm.3463 /LL=71728 /UG_GENE=1200014D22
MOE430_2_1431796_at 10.6 8.6 P A 0.01 0.43 -0.3 NC 0.53 gb:AK019269.1 /DB_XREF=gi:12859392 /GEN=Col5a1 /FEA=mRNA /CNT=1 /TID=Mm.160277.1 /TIER=ConsEnd /STK=0 /UG=Mm.160277 /UG_TITLE=Mus 
MOE430_2_1431812_a_ 119 87 P P 0.01 0.01 -0.3 NC 0.86 gb:AK014572.1 /DB_XREF=gi:12852509 /GEN=Glyt1 /FEA=mRNA /CNT=1 /TID=Mm.2834.2 /TIER=ConsEnd /STK=0 /UG=Mm.2834 /LL=14664 /UG_TITLE=
MOE430_2_1431829_a_ 189 113 P P 0.001221 0.000732 -0.3 NC 0.97 gb:AK004876.1 /DB_XREF=gi:12836389 /FEA=mRNA /CNT=1 /TID=Mm.110594.2 /TIER=ConsEnd /STK=0 /UG=Mm.110594 /LL=71746 /UG_GENE=130000
MOE430_2_1431836_x_ 14.5 13.3 P A 0.01 0.06 -0.3 NC 0.92 gb:AK017382.1 /DB_XREF=gi:12856595 /FEA=mRNA /CNT=1 /TID=Mm.107442.1 /TIER=ConsEnd /STK=0 /UG=Mm.107442 /LL=74490 /UG_GENE=543043
MOE430_2_1431857_at 11.5 10.8 A A 0.3 0.56 -0.3 NC 0.5 gb:AK014030.1 /DB_XREF=gi:12851656 /FEA=mRNA /CNT=1 /TID=Mm.65691.2 /TIER=ConsEnd /STK=0 /UG=Mm.65691 /LL=74016 /UG_GENE=3321402G
MOE430_2_1431933_a_ 7.7 6.9 A A 0.5 0.46 -0.3 NC 0.29 gb:AK016254.1 /DB_XREF=gi:12854912 /FEA=mRNA /CNT=1 /TID=Mm.171291.2 /TIER=ConsEnd /STK=0 /UG=Mm.171291 /LL=75901 /UG_GENE=493056
MOE430_2_1431955_at 0.8 0.4 A A 0.75 0.85 -0.3 NC 0.53 gb:AK015451.1 /DB_XREF=gi:12853800 /FEA=mRNA /CNT=1 /TID=Mm.159296.1 /TIER=ConsEnd /STK=0 /UG=Mm.159296 /LL=74683 /UG_GENE=493045
MOE430_2_1432089_at 8.7 6.6 A A 0.46 0.46 -0.3 NC 0.63 gb:AK016084.1 /DB_XREF=gi:12854686 /FEA=mRNA /CNT=1 /TID=Mm.159475.1 /TIER=ConsEnd /STK=0 /UG=Mm.159475 /LL=75245 /UG_GENE=493055
MOE430_2_1432097_a_ 14 15.8 P A 0.01 0.09 -0.3 NC 0.51 gb:AK012900.1 /DB_XREF=gi:12849945 /FEA=mRNA /CNT=1 /TID=Mm.2805.2 /TIER=ConsEnd /STK=0 /UG=Mm.2805 /LL=55947 /UG_GENE=Dclre1a /UG
MOE430_2_1432120_at 5.9 5.3 P A 0.01 0.43 -0.3 NC 0.5 gb:AK014877.1 /DB_XREF=gi:12852974 /FEA=mRNA /CNT=1 /TID=Mm.158495.1 /TIER=ConsEnd /STK=0 /UG=Mm.158495 /LL=70923 /UG_GENE=492151
MOE430_2_1432143_a_ 903.6 750.3 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK006835.1 /DB_XREF=gi:12840111 /FEA=mRNA /CNT=1 /TID=Mm.87639.2 /TIER=ConsEnd /STK=0 /UG=Mm.87639 /LL=73389 /UG_GENE=1700058O
MOE430_2_1432175_at 7.6 7.6 A A 0.27 0.46 -0.3 NC 0.5 gb:AK017391.1 /DB_XREF=gi:12856609 /FEA=mRNA /CNT=1 /TID=Mm.158674.1 /TIER=ConsEnd /STK=0 /UG=Mm.158674 /LL=71342 /UG_GENE=543043
MOE430_2_1432186_at 11.6 10.2 A A 0.23 0.3 -0.3 NC 0.17 gb:AK006462.1 /DB_XREF=gi:12839575 /FEA=mRNA /CNT=1 /TID=Mm.158317.1 /TIER=ConsEnd /STK=0 /UG=Mm.158317 /LL=70004 /UG_GENE=170002
MOE430_2_1432204_at 20.3 10.3 A A 0.08 0.24 -0.3 NC 0.5 gb:AK016261.1 /DB_XREF=gi:12854921 /FEA=mRNA /CNT=1 /TID=Mm.159629.1 /TIER=ConsEnd /STK=0 /UG=Mm.159629 /LL=75941 /UG_GENE=493057
MOE430_2_1432224_at 10.3 9.4 P A 0.04 0.09 -0.3 NC 0.24 gb:AK019510.1 /DB_XREF=gi:12859763 /FEA=mRNA /CNT=1 /TID=Mm.159976.1 /TIER=ConsEnd /STK=0 /UG=Mm.159976 /LL=77710 /UG_GENE=483140
MOE430_2_1432258_at 3.4 1.8 A A 0.46 0.56 -0.3 NC 0.5 gb:AK020418.1 /DB_XREF=gi:12860997 /FEA=mRNA /CNT=1 /TID=Mm.159875.1 /TIER=ConsEnd /STK=0 /UG=Mm.159875 /LL=77248 /UG_GENE=943001
MOE430_2_1432304_a_ 246.4 194.7 P P 0.000732 0.000244 -0.3 NC 0.83 gb:AK011615.1 /DB_XREF=gi:12847854 /FEA=mRNA /CNT=1 /TID=Mm.181363.2 /TIER=ConsEnd /STK=0 /UG=Mm.181363 /LL=71517 /UG_GENE=903062
MOE430_2_1432321_at 5.8 5.9 A A 0.24 0.21 -0.3 NC 0.5 gb:AK015789.1 /DB_XREF=gi:12854261 /FEA=mRNA /CNT=1 /TID=Mm.159414.1 /TIER=ConsEnd /STK=0 /UG=Mm.159414 /LL=75064 /UG_GENE=493051
MOE430_2_1432331_a_ 2405.8 1987.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK019971.1 /DB_XREF=gi:12860397 /GEN=Prrx2 /FEA=mRNA /CNT=1 /TID=Mm.1802.2 /TIER=ConsEnd /STK=0 /UG=Mm.1802 /LL=20204 /UG_TITLE
MOE430_2_1432341_at 1.4 1.5 A A 0.72 0.46 -0.3 NC 0.31 gb:AK016801.1 /DB_XREF=gi:12855732 /FEA=mRNA /CNT=1 /TID=Mm.158571.1 /TIER=ConsEnd /STK=0 /UG=Mm.158571 /LL=71120 /UG_GENE=493341
MOE430_2_1432369_at 1.3 2.9 A A 0.78 0.72 -0.3 NC 0.5 gb:AK019394.1 /DB_XREF=gi:12859578 /FEA=mRNA /CNT=1 /TID=Mm.159848.1 /TIER=ConsEnd /STK=0 /UG=Mm.159848 /LL=77085 /UG_GENE=301002
MOE430_2_1432382_at 0.4 1.7 A A 0.27 0.56 -0.3 NC 0.8 gb:AK015307.1 /DB_XREF=gi:12853593 /FEA=mRNA /CNT=1 /TID=Mm.159102.1 /TIER=ConsEnd /STK=0 /UG=Mm.159102 /LL=73973 /UG_GENE=493043
MOE430_2_1432419_a_ 160.6 137.6 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK012535.1 /DB_XREF=gi:12849341 /FEA=mRNA /CNT=1 /TID=Mm.53259.2 /TIER=ConsEnd /STK=0 /UG=Mm.53259 /LL=101513 /UG_GENE=AI256456
MOE430_2_1432515_at 5 3.5 A A 0.27 0.43 -0.3 NC 0.42 gb:AK010774.1 /DB_XREF=gi:12846452 /FEA=mRNA /CNT=1 /TID=Mm.159785.1 /TIER=ConsEnd /STK=0 /UG=Mm.159785 /LL=76785 /UG_GENE=241012
MOE430_2_1432522_s_ 28.8 24.3 M A 0.05 0.12 -0.3 NC 0.53 gb:AK005611.1 /DB_XREF=gi:12838278 /FEA=mRNA /CNT=1 /TID=Mm.200758.1 /TIER=ConsEnd /STK=0 /UG=Mm.200758 /LL=76380 /UG_GENE=170000
MOE430_2_1432574_at 18.5 15.7 A A 0.19 0.46 -0.3 NC 0.5 gb:AV270417 /DB_XREF=gi:6258454 /DB_XREF=AV270417 /CLONE=4930549D20 /FEA=mRNA /CNT=5 /TID=Mm.159494.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1432605_at 1.4 0.7 A A 0.66 0.85 -0.3 NC 0.64 gb:AA990586 /DB_XREF=gi:3175950 /DB_XREF=ua65e07.s1 /CLONE=IMAGE:1362372 /FEA=mRNA /CNT=3 /TID=Mm.160326.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432659_at 8.8 8 P A 0.01 0.1 -0.3 NC 0.66 gb:AV258892 /DB_XREF=gi:6246351 /DB_XREF=AV258892 /CLONE=4930402H05 /FEA=mRNA /CNT=2 /TID=Mm.160134.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432669_at 2.8 2.1 A A 0.78 0.8 -0.3 NC 0.53 gb:BB166928 /DB_XREF=gi:8822869 /DB_XREF=BB166928 /CLONE=A130090M15 /FEA=mRNA /CNT=2 /TID=Mm.97565.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432670_at 1.2 1.1 A A 0.69 0.71 -0.3 NC 0.5 gb:AK018521.1 /DB_XREF=gi:12858262 /FEA=mRNA /CNT=2 /TID=Mm.97565.1 /TIER=ConsEnd /STK=0 /UG=Mm.97565 /LL=75755 /UG_GENE=9030420N
MOE430_2_1432782_at 7.9 5.3 A A 0.43 0.53 -0.3 NC 0.5 gb:AV283473 /DB_XREF=gi:6276222 /DB_XREF=AV283473 /CLONE=4933435C09 /FEA=mRNA /CNT=2 /TID=Mm.158664.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432791_at 6.2 4.8 A A 0.06 0.17 -0.3 NC 0.63 gb:AK020251.1 /DB_XREF=gi:12860775 /FEA=mRNA /CNT=2 /TID=Mm.159968.1 /TIER=ConsEnd /STK=0 /UG=Mm.159968 /LL=77662 /UG_GENE=903021
MOE430_2_1432852_at 6.7 7.1 A A 0.12 0.19 -0.3 NC 0.5 gb:BB076298 /DB_XREF=gi:16260351 /DB_XREF=BB076298 /CLONE=9330120B03 /FEA=mRNA /CNT=2 /TID=Mm.160124.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432947_at 58.7 56.9 P A 0.03 0.12 -0.3 D 0.99 gb:AK014924.1 /DB_XREF=gi:12853046 /FEA=mRNA /CNT=1 /TID=Mm.158472.1 /TIER=ConsEnd /STK=0 /UG=Mm.158472 /LL=70872 /UG_GENE=492151
MOE430_2_1432956_at 0.8 0.8 A A 0.88 0.96 -0.3 NC 0.91 gb:AK015382.1 /DB_XREF=gi:12853701 /FEA=mRNA /CNT=1 /TID=Mm.159573.1 /TIER=ConsEnd /STK=0 /UG=Mm.159573 /LL=75794 /UG_GENE=493044
MOE430_2_1432985_at 1.4 0.9 A A 0.85 0.93 -0.3 NC 0.62 gb:AK017261.1 /DB_XREF=gi:12856411 /FEA=mRNA /CNT=1 /TID=Mm.158672.1 /TIER=ConsEnd /STK=0 /UG=Mm.158672 /LL=71337 /UG_GENE=543040
MOE430_2_1433012_at 1.1 0.6 A A 0.96 0.98 -0.3 NC 0.75 gb:AK006636.1 /DB_XREF=gi:12839832 /FEA=mRNA /CNT=1 /TID=Mm.195785.1 /TIER=ConsEnd /STK=0 /UG=Mm.195785 /LL=76989 /UG_GENE=170003
MOE430_2_1433038_at 1.3 2.1 A A 0.72 0.72 -0.3 NC 0.28 gb:AK016127.1 /DB_XREF=gi:12854743 /FEA=mRNA /CNT=1 /TID=Mm.159486.1 /TIER=ConsEnd /STK=0 /UG=Mm.159486 /LL=75279 /UG_GENE=493055
MOE430_2_1433056_at 13.3 9.2 A A 0.3 0.36 -0.3 NC 0.18 gb:AK016442.1 /DB_XREF=gi:12855173 /FEA=mRNA /CNT=1 /TID=Mm.158512.1 /TIER=ConsEnd /STK=0 /UG=Mm.158512 /LL=70968 /UG_GENE=493140



MOE430_2_1433135_at 1.2 1.2 A A 0.72 0.93 -0.3 NC 0.46 gb:AK015226.1 /DB_XREF=gi:12853481 /FEA=mRNA /CNT=1 /TID=Mm.159083.1 /TIER=ConsEnd /STK=0 /UG=Mm.159083 /LL=73878 /UG_GENE=493042
MOE430_2_1433140_a_ 26.7 18.7 P A 0.03 0.19 -0.3 NC 0.5 gb:AK015764.1 /DB_XREF=gi:12854224 /FEA=mRNA /CNT=1 /TID=Mm.34205.2 /TIER=ConsEnd /STK=0 /UG=Mm.34205 /LL=66830 /UG_GENE=4930511N
MOE430_2_1433142_at 10.4 8.9 A A 0.09 0.11 -0.3 NC 0.5 gb:AK014814.1 /DB_XREF=gi:12852879 /FEA=mRNA /CNT=1 /TID=Mm.206821.1 /TIER=ConsEnd /STK=0 /UG=Mm.206821 /LL=70850 /UG_GENE=492150
MOE430_2_1433152_at 4 1.8 A A 0.75 0.63 -0.3 NC 0.34 gb:AK013567.1 /DB_XREF=gi:12850978 /FEA=mRNA /CNT=1 /TID=Mm.159789.1 /TIER=ConsEnd /STK=0 /UG=Mm.159789 /LL=76830 /UG_GENE=290002
MOE430_2_1433183_at 0.8 0.4 A A 0.69 0.88 -0.3 NC 0.5 gb:AK020162.1 /DB_XREF=gi:12860663 /FEA=mRNA /CNT=1 /TID=Mm.159982.1 /TIER=ConsEnd /STK=0 /UG=Mm.159982 /LL=77731 /UG_GENE=672047
MOE430_2_1433283_s_ 4 5.4 A A 0.53 0.45 -0.3 NC 0.5 gb:AK015935.1 /DB_XREF=gi:12854471 /FEA=mRNA /CNT=1 /TID=Mm.195731.1 /TIER=ConsEnd /STK=0 /UG=Mm.195731 /LL=75204 /UG_GENE=493052
MOE430_2_1433291_at 1.4 1.7 A A 0.9 0.9 -0.3 NC 0.48 gb:AK021151.1 /DB_XREF=gi:12861941 /FEA=mRNA /CNT=1 /TID=Mm.159958.1 /TIER=ConsEnd /STK=0 /UG=Mm.159958 /LL=77620 /UG_GENE=C03004
MOE430_2_1433318_at 5.1 7.6 A A 0.72 0.66 -0.3 NC 0.46 gb:AK017313.1 /DB_XREF=gi:12856492 /FEA=mRNA /CNT=1 /TID=Mm.158697.1 /TIER=ConsEnd /STK=0 /UG=Mm.158697 /LL=71430 /UG_GENE=543041
MOE430_2_1433336_at 4.9 3.4 A A 0.6 0.56 -0.3 NC 0.24 gb:AK015097.1 /DB_XREF=gi:12853307 /FEA=mRNA /CNT=1 /TID=Mm.159061.1 /TIER=ConsEnd /STK=0 /UG=Mm.159061 /LL=73793 /UG_GENE=493040
MOE430_2_1433368_x_ 17.7 8.9 P A 0.01 0.09 -0.3 NC 0.5 gb:AK018374.1 /DB_XREF=gi:12858046 /FEA=mRNA /CNT=1 /TID=Mm.158702.1 /TIER=ConsEnd /STK=0 /UG=Mm.158702 /LL=71456 /UG_GENE=843040
MOE430_2_1433441_at 226.9 222.6 P P 0.000244 0.001221 -0.3 NC 0.99 gb:BQ173911 /DB_XREF=gi:20349397 /DB_XREF=UI-M-DJ2-bvv-e-10-0-UI.s1 /CLONE=UI-M-DJ2-bvv-e-10-0-UI /FEA=EST /CNT=222 /TID=Mm.25794
MOE430_2_1433448_at 182.2 160.3 P P 0.001221 0.00415 -0.3 D 0.99 gb:BB281078 /DB_XREF=gi:16401300 /DB_XREF=BB281078 /CLONE=A930029J19 /FEA=EST /CNT=223 /TID=Mm.129355.1 /TIER=Stack /STK=199 /UG=
MOE430_2_1433462_a_ 120 88.1 P P 0.000244 0.000732 -0.3 NC 0.97 gb:AV118812 /DB_XREF=gi:16382386 /DB_XREF=AV118812 /CLONE=2610300G12 /FEA=EST /CNT=268 /TID=Mm.117037.2 /TIER=Stack /STK=171 /UG=
MOE430_2_1433477_at 65.6 56.2 P P 0.001221 0.02 -0.3 NC 0.98 gb:AV325116 /DB_XREF=gi:16395424 /DB_XREF=AV325116 /CLONE=6330400K15 /FEA=EST /CNT=219 /TID=Mm.27923.1 /TIER=Stack /STK=145 /UG=M
MOE430_2_1433488_x_ 4058.9 3083.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB543167 /DB_XREF=gi:9614390 /DB_XREF=BB543167 /CLONE=E130208D10 /FEA=EST /CNT=142 /TID=Mm.28670.1 /TIER=Stack /STK=134 /UG=M
MOE430_2_1433498_at 374.4 267 P P 0.000244 0.000732 -0.3 NC 0.99 gb:BM207611 /DB_XREF=gi:17763518 /DB_XREF=C0615C08-3 /CLONE=C0615C08 /FEA=EST /CNT=168 /TID=Mm.27718.1 /TIER=Stack /STK=124 /UG=
MOE430_2_1433536_at 131.3 105.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB435348 /DB_XREF=gi:16424366 /DB_XREF=BB435348 /CLONE=C820013G18 /FEA=EST /CNT=106 /TID=Mm.206759.1 /TIER=Stack /STK=104 /UG=
MOE430_2_1433538_at 743.5 571.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV222191 /DB_XREF=gi:16384916 /DB_XREF=AV222191 /CLONE=3732409E02 /FEA=EST /CNT=151 /TID=Mm.206250.1 /TIER=Stack /STK=103 /UG=
MOE430_2_1433559_at 287.2 222.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB543466 /DB_XREF=gi:16447301 /DB_XREF=BB543466 /CLONE=E130210D22 /FEA=EST /CNT=211 /TID=Mm.212813.1 /TIER=Stack /STK=92 /UG=M
MOE430_2_1433564_at 170.6 136.6 P P 0.000244 0.000244 -0.3 NC 0.73 gb:BB422487 /DB_XREF=gi:16423502 /DB_XREF=BB422487 /CLONE=C530031I20 /FEA=EST /CNT=160 /TID=Mm.34350.1 /TIER=Stack /STK=91 /UG=Mm
MOE430_2_1433598_at 48.3 51.8 P P 0.001221 0.000732 -0.3 NC 0.5 gb:BG093966 /DB_XREF=gi:12576529 /DB_XREF=ut79h01.x1 /CLONE=IMAGE:3334129 /FEA=EST /CNT=196 /TID=Mm.27476.1 /TIER=Stack /STK=14 /UG
MOE430_2_1433601_at 8.1 7.3 A A 0.29 0.36 -0.3 NC 0.29 gb:BB262415 /DB_XREF=gi:8958869 /DB_XREF=BB262415 /CLONE=A830006G20 /FEA=EST /CNT=104 /TID=Mm.25215.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1433604_x_ 1550.5 1254.5 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BG065457 /DB_XREF=gi:12548020 /DB_XREF=H3031D03-3 /CLONE=H3031D03 /FEA=EST /CNT=106 /TID=Mm.16763.3 /TIER=Stack /STK=83 /UG=M
MOE430_2_1433672_at 287.6 230.8 P P 0.000244 0.001953 -0.3 NC 0.99 gb:AV119970 /DB_XREF=gi:16382396 /DB_XREF=AV119970 /CLONE=2610306O06 /FEA=EST /CNT=80 /TID=Mm.23128.1 /TIER=Stack /STK=74 /UG=Mm
MOE430_2_1433682_at 190.1 150.1 P P 0.000244 0.000244 -0.3 NC 0.88 gb:BE287052 /DB_XREF=gi:9165794 /DB_XREF=601091021F1 /CLONE=IMAGE:3485668 /FEA=EST /CNT=92 /TID=Mm.29954.1 /TIER=Stack /STK=72 /UG
MOE430_2_1433690_at 380 315.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BG076998 /DB_XREF=gi:12559588 /DB_XREF=H3009F06-5 /CLONE=H3009F06 /FEA=EST /CNT=118 /TID=Mm.455.2 /TIER=Stack /STK=71 /UG=Mm.4
MOE430_2_1433735_a_ 653.3 528.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG075363 /DB_XREF=gi:12557932 /DB_XREF=H3146D02-3 /CLONE=H3146D02 /FEA=EST /CNT=132 /TID=Mm.38877.1 /TIER=Stack /STK=65 /UG=M
MOE430_2_1433745_at 1918.2 1477.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB794936 /DB_XREF=gi:16964555 /DB_XREF=BB794936 /CLONE=G431002J06 /FEA=EST /CNT=155 /TID=Mm.28367.1 /TIER=Stack /STK=52 /UG=M
MOE430_2_1433770_at 3930.6 3059.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BQ174209 /DB_XREF=gi:20349700 /DB_XREF=UI-M-DJ2-bvw-k-15-0-UI.s1 /CLONE=UI-M-DJ2-bvw-k-15-0-UI /FEA=EST /CNT=82 /TID=Mm.34656
MOE430_2_1433775_at 72.5 82.4 P P 0.000244 0.01 -0.3 NC 0.64 gb:BB163333 /DB_XREF=gi:16268752 /DB_XREF=BB163333 /CLONE=A130072D05 /FEA=EST /CNT=125 /TID=Mm.22929.1 /TIER=Stack /STK=61 /UG=M
MOE430_2_1433776_at 590.5 513.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV149705 /DB_XREF=gi:16383120 /DB_XREF=AV149705 /CLONE=2810489O06 /FEA=EST /CNT=79 /TID=Mm.29465.1 /TIER=Stack /STK=61 /UG=Mm
MOE430_2_1433803_at 264.4 206.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG074678 /DB_XREF=gi:12557247 /DB_XREF=H3138A03-3 /CLONE=H3138A03 /FEA=EST /CNT=345 /TID=Mm.28598.1 /TIER=Stack /STK=59 /UG=M
MOE430_2_1433817_at 346.9 305.1 P P 0.000244 0.000244 -0.3 NC 0.93 gb:BQ174361 /DB_XREF=gi:20349852 /DB_XREF=UI-M-DJ2-bvx-j-10-0-UI.s1 /CLONE=UI-M-DJ2-bvx-j-10-0-UI /FEA=EST /CNT=117 /TID=Mm.86311.1
MOE430_2_1433859_at 109.7 93.7 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BB207820 /DB_XREF=gi:15409911 /DB_XREF=BB207820 /CLONE=A430084L10 /FEA=EST /CNT=93 /TID=Mm.63082.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1433867_at 331.3 226.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG064658 /DB_XREF=gi:12547221 /DB_XREF=H3022D07-3 /CLONE=H3022D07 /FEA=EST /CNT=64 /TID=Mm.15974.2 /TIER=Stack /STK=55 /UG=Mm
MOE430_2_1433874_at 83.5 65.7 P P 0.00293 0.01 -0.3 NC 0.91 gb:BM951910 /DB_XREF=gi:19435500 /DB_XREF=UI-M-EH0-bur-o-07-0-UI.r1 /CLONE=IMAGE:5686110 /FEA=EST /CNT=81 /TID=Mm.23598.1 /TIER=St
MOE430_2_1433895_at 600.2 468.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI648964 /DB_XREF=gi:15563200 /DB_XREF=603275735F1 /CLONE=IMAGE:5316081 /FEA=EST /CNT=165 /TID=Mm.200889.1 /TIER=Stack /STK=53 /
MOE430_2_1433911_at 119.6 101.6 P P 0.000244 0.000244 -0.3 NC 0.87 gb:BB163578 /DB_XREF=gi:15409163 /DB_XREF=BB163578 /CLONE=A130073D16 /FEA=EST /CNT=81 /TID=Mm.27034.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1433917_x_ 68.2 59.5 P P 0.000732 0.001953 -0.3 NC 0.9 gb:BB359828 /DB_XREF=gi:16405849 /DB_XREF=BB359828 /CLONE=C030043G16 /FEA=EST /CNT=56 /TID=Mm.36529.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1433922_at 442.1 378.9 P P 0.000244 0.000732 -0.3 D 0.99 gb:BG074549 /DB_XREF=gi:12557118 /DB_XREF=H3136E02-3 /CLONE=H3136E02 /FEA=EST /CNT=112 /TID=Mm.27553.1 /TIER=Stack /STK=51 /UG=M
MOE430_2_1433928_a_ 3045.4 2323.3 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BF146301 /DB_XREF=gi:11027696 /DB_XREF=uy27b03.x1 /CLONE=IMAGE:3660749 /FEA=EST /CNT=55 /TID=Mm.13020.3 /TIER=Stack /STK=51 /UG=
MOE430_2_1433930_at 30.6 22 A P 0.08 0.02 -0.3 NC 0.5 gb:BG094050 /DB_XREF=gi:12576613 /DB_XREF=uu70a10.x1 /CLONE=IMAGE:3381787 /FEA=EST /CNT=62 /TID=Mm.116888.1 /TIER=Stack /STK=51 /UG
MOE430_2_1433984_a_ 5115.2 4248.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV016940 /DB_XREF=gi:4793932 /DB_XREF=AV016940 /CLONE=1110067K21 /FEA=EST /CNT=57 /TID=Mm.21743.2 /TIER=Stack /STK=48 /UG=Mm.2
MOE430_2_1433988_s_ 10 8.1 A A 0.33 0.24 -0.3 NC 0.15 gb:BG075755 /DB_XREF=gi:12558324 /DB_XREF=H3151C07-3 /CLONE=H3151C07 /FEA=EST /CNT=53 /TID=Mm.40303.1 /TIER=Stack /STK=48 /UG=Mm
MOE430_2_1434009_at 282.8 227.7 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BQ176422 /DB_XREF=gi:20351914 /DB_XREF=UI-M-DJ2-bwf-d-19-0-UI.s1 /CLONE=UI-M-DJ2-bwf-d-19-0-UI /FEA=EST /CNT=81 /TID=Mm.28646.
MOE430_2_1434042_s_ 500.3 395.2 P P 0.000244 0.000244 -0.3 NC 0.87 gb:BF466640 /DB_XREF=gi:11535823 /DB_XREF=UI-M-CG0p-bqx-a-01-0-UI.s1 /CLONE=UI-M-CG0p-bqx-a-01-0-UI /FEA=EST /CNT=83 /TID=Mm.1397
MOE430_2_1434054_at 151.3 126.6 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB342453 /DB_XREF=gi:16404581 /DB_XREF=BB342453 /CLONE=B930037F02 /FEA=EST /CNT=87 /TID=Mm.28843.2 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434085_at 249.3 197.8 P P 0.001221 0.000244 -0.3 NC 0.98 gb:AV136654 /DB_XREF=gi:15404521 /DB_XREF=AV136654 /CLONE=2810027J07 /FEA=EST /CNT=69 /TID=Mm.30733.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434093_at 77.1 52.3 P P 0.000732 0.000732 -0.3 NC 0.99 gb:AV376944 /DB_XREF=gi:15412309 /DB_XREF=AV376944 /CLONE=9130219E14 /FEA=EST /CNT=57 /TID=Mm.23831.1 /TIER=Stack /STK=43 /UG=Mm
MOE430_2_1434134_at 593.8 483.8 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BB123403 /DB_XREF=gi:16262079 /DB_XREF=BB123403 /CLONE=9530092G19 /FEA=EST /CNT=132 /TID=Mm.196080.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1434183_at 132.4 119 P P 0.001953 0.00293 -0.3 NC 0.99 gb:BI415031 /DB_XREF=gi:15175954 /DB_XREF=602990438F1 /CLONE=IMAGE:5146497 /FEA=EST /CNT=79 /TID=Mm.23882.1 /TIER=Stack /STK=39 /UG
MOE430_2_1434202_a_ 2167.9 1709.1 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BF682848 /DB_XREF=gi:11956743 /DB_XREF=602117348F1 /CLONE=IMAGE:3468898 /FEA=EST /CNT=51 /TID=Mm.40773.1 /TIER=Stack /STK=39 /U
MOE430_2_1434203_at 711.1 560.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BF682848 /DB_XREF=gi:11956743 /DB_XREF=602117348F1 /CLONE=IMAGE:3468898 /FEA=EST /CNT=51 /TID=Mm.40773.1 /TIER=Stack /STK=39 /U
MOE430_2_1434225_at 198.7 192.5 P P 0.000244 0.000244 -0.3 NC 0.81 gb:AV024531 /DB_XREF=gi:15431410 /DB_XREF=AV024531 /CLONE=1200003P12 /FEA=EST /CNT=48 /TID=Mm.41257.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434258_s_ 220.2 183.6 P P 0.00293 0.000732 -0.3 NC 0.95 gb:AV248174 /DB_XREF=gi:16387347 /DB_XREF=AV248174 /CLONE=4833404E05 /FEA=EST /CNT=75 /TID=Mm.200853.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1434283_at 772.8 640.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB079486 /DB_XREF=gi:15406996 /DB_XREF=BB079486 /CLONE=9330158F06 /FEA=EST /CNT=65 /TID=Mm.29568.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1434299_x_ 984 774.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AI413098 /DB_XREF=gi:4256602 /DB_XREF=md92h10.x1 /CLONE=IMAGE:385507 /FEA=EST /CNT=36 /TID=Mm.30191.2 /TIER=Stack /STK=36 /UG=M
MOE430_2_1434307_at 352 321.5 P P 0.000244 0.000244 -0.3 NC 0.85 gb:AW489972 /DB_XREF=gi:7060242 /DB_XREF=UI-M-BH3-asq-f-01-0-UI.s1 /CLONE=UI-M-BH3-asq-f-01-0-UI /FEA=EST /CNT=57 /TID=Mm.38877.2 
MOE430_2_1434314_s_ 859.1 779.7 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BQ177085 /DB_XREF=gi:20352577 /DB_XREF=UI-M-DJ2-bwa-h-05-0-UI.s1 /CLONE=UI-M-DJ2-bwa-h-05-0-UI /FEA=EST /CNT=40 /TID=Mm.28032
MOE430_2_1434330_at 225.5 186.9 P P 0.000244 0.000732 -0.3 NC 0.99 gb:BB114413 /DB_XREF=gi:15408070 /DB_XREF=BB114413 /CLONE=9530045P18 /FEA=EST /CNT=123 /TID=Mm.34483.1 /TIER=Stack /STK=34 /UG=M
MOE430_2_1434373_at 309.7 257.5 P P 0.000244 0.000244 -0.3 NC 0.95 gb:BM251172 /DB_XREF=gi:17886442 /DB_XREF=K0860G03-3 /CLONE=K0860G03 /FEA=EST /CNT=279 /TID=Mm.148313.1 /TIER=Stack /STK=33 /UG=
MOE430_2_1434375_at 126.7 132.7 P P 0.001221 0.000732 -0.3 NC 0.84 gb:BG067925 /DB_XREF=gi:12550494 /DB_XREF=H3059G04-3 /CLONE=H3059G04 /FEA=EST /CNT=279 /TID=Mm.148313.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1434420_x_ 304 280.4 P P 0.00293 0.001953 -0.3 NC 0.96 gb:AV102576 /DB_XREF=gi:5250124 /DB_XREF=AV102576 /CLONE=2410099I23 /FEA=EST /CNT=36 /TID=Mm.9326.5 /TIER=Stack /STK=33 /UG=Mm.93
MOE430_2_1434431_x_ 10.6 10.8 M P 0.05 0.03 -0.3 NC 0.62 gb:BB709140 /DB_XREF=gi:16062309 /DB_XREF=BB709140 /CLONE=A930102P14 /FEA=EST /CNT=33 /TID=Mm.218593.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1434478_at 118.4 98.2 P P 0.000244 0.000732 -0.3 NC 0.83 gb:BE447663 /DB_XREF=gi:9447240 /DB_XREF=ut48g06.x1 /CLONE=IMAGE:3331162 /FEA=EST /CNT=93 /TID=Mm.34222.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434497_at 64.4 68.6 P P 0.000732 0.001221 -0.3 NC 0.77 gb:BB754142 /DB_XREF=gi:16201348 /DB_XREF=BB754142 /CLONE=G270039K17 /FEA=EST /CNT=33 /TID=Mm.40988.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434547_at 212.3 156.2 P P 0.000244 0.000244 -0.3 NC 0.92 gb:AV273929 /DB_XREF=gi:15405552 /DB_XREF=AV273929 /CLONE=4932415E17 /FEA=EST /CNT=126 /TID=Mm.200828.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1434563_at 98.6 70.6 P P 0.000732 0.00415 -0.3 NC 0.97 gb:BM207149 /DB_XREF=gi:17762882 /DB_XREF=C0608E11-3 /CLONE=C0608E11 /FEA=EST /CNT=36 /TID=Mm.220912.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1434613_at 137.3 120.7 P P 0.000732 0.000244 -0.3 NC 0.53 gb:BM230552 /DB_XREF=gi:17793801 /DB_XREF=K0297D03-3 /CLONE=K0297D03 /FEA=EST /CNT=49 /TID=Mm.24009.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434617_x_ 164.8 135.2 A A 0.11 0.09 -0.3 NC 0.74 gb:BB765308 /DB_XREF=gi:16196685 /DB_XREF=BB765308 /CLONE=G370047O07 /FEA=EST /CNT=35 /TID=Mm.193091.2 /TIER=Stack /STK=28 /UG=M
MOE430_2_1434648_a_ 1435.1 1242.1 P P 0.000732 0.000732 -0.3 MD 0.99 gb:BI903794 /DB_XREF=gi:16165851 /DB_XREF=603166157F1 /CLONE=IMAGE:5254167 /FEA=EST /CNT=86 /TID=Mm.741.2 /TIER=Stack /STK=27 /UG=
MOE430_2_1434652_at 480.4 367.2 P P 0.001953 0.001953 -0.3 MD 0.99 gb:BI154551 /DB_XREF=gi:14614552 /DB_XREF=602904712F1 /CLONE=IMAGE:5034291 /FEA=EST /CNT=86 /TID=Mm.27397.1 /TIER=Stack /STK=27 /UG
MOE430_2_1434672_at 2.1 1 A A 0.86 0.93 -0.3 NC 0.54 gb:BE824968 /DB_XREF=gi:10257202 /DB_XREF=C0507E09-3 /CLONE=C0507E09 /FEA=EST /CNT=57 /TID=Mm.68486.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1434723_at 82 61 P P 0.001953 0.000244 -0.3 NC 0.71 gb:BF472685 /DB_XREF=gi:11541868 /DB_XREF=UI-M-BZ0-axn-f-09-0-UI.r1 /CLONE=UI-M-BZ0-axn-f-09-0-UI /FEA=EST /CNT=40 /TID=Mm.29770.1 
MOE430_2_1434762_at 79.2 73.6 P A 0.00415 0.08 -0.3 D 0.99 gb:BB250580 /DB_XREF=gi:16355803 /DB_XREF=BB250580 /CLONE=A730041O15 /FEA=EST /CNT=69 /TID=Mm.124859.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434763_at 94.8 87.8 P P 0.000244 0.000732 -0.3 D 0.99 gb:BF457736 /DB_XREF=gi:11523905 /DB_XREF=UI-M-BZ1-bkx-d-11-0-UI.s1 /CLONE=UI-M-BZ1-bkx-d-11-0-UI /FEA=EST /CNT=69 /TID=Mm.124859
MOE430_2_1434775_at 331.2 274.2 P P 0.000732 0.000732 -0.3 NC 0.97 gb:AW543460 /DB_XREF=gi:7185877 /DB_XREF=C0170B07-3 /CLONE=C0170B07 /FEA=EST /CNT=45 /TID=Mm.200384.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434817_s_ 23.1 26.2 P P 0.001953 0.001953 -0.3 NC 0.65 gb:BM206427 /DB_XREF=gi:17761889 /DB_XREF=C0297D09-3 /CLONE=C0297D09 /FEA=EST /CNT=27 /TID=Mm.26257.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434868_at 25.2 36.3 A A 0.09 0.14 -0.3 NC 0.74 gb:AV282706 /DB_XREF=gi:16391680 /DB_XREF=AV282706 /CLONE=4933431E20 /FEA=EST /CNT=29 /TID=Mm.76653.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434871_at 0.8 0.7 A A 0.96 0.99 -0.3 NC 0.95 gb:AV158262 /DB_XREF=gi:16383322 /DB_XREF=AV158262 /CLONE=3010014K10 /FEA=EST /CNT=25 /TID=Mm.27396.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434878_at 0.6 0.4 A A 0.6 0.6 -0.3 NC 0.5 gb:AW493576 /DB_XREF=gi:7063857 /DB_XREF=UI-M-BH3-aud-h-01-0-UI.s1 /CLONE=UI-M-BH3-aud-h-01-0-UI /FEA=EST /CNT=24 /TID=Mm.52019.1
MOE430_2_1434897_a_ 2398.6 1984.4 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AV327862 /DB_XREF=gi:16395739 /DB_XREF=AV327862 /CLONE=6330437A14 /FEA=EST /CNT=29 /TID=Mm.16228.4 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1434920_a_ 971.2 779.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AW553781 /DB_XREF=gi:7199204 /DB_XREF=L0231F01-3 /CLONE=L0231F01 /FEA=EST /CNT=24 /TID=Mm.2144.3 /TIER=Stack /STK=23 /UG=Mm.21
MOE430_2_1434926_at 126.9 107.7 P P 0.001221 0.001953 -0.3 NC 0.5 gb:BM200105 /DB_XREF=gi:17753263 /DB_XREF=C0205H07-3 /CLONE=C0205H07 /FEA=EST /CNT=38 /TID=Mm.34661.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434943_at 291.3 233.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BF464669 /DB_XREF=gi:11533852 /DB_XREF=UI-M-CG0p-bqb-c-09-0-UI.s1 /CLONE=UI-M-CG0p-bqb-c-09-0-UI /FEA=EST /CNT=51 /TID=Mm.358
MOE430_2_1434961_at 123.6 105.4 P P 0.000244 0.000244 -0.3 NC 0.93 gb:BB762235 /DB_XREF=gi:16207472 /DB_XREF=BB762235 /CLONE=G370006L04 /FEA=EST /CNT=26 /TID=Mm.200570.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1434977_at 50.6 43.9 P P 0.000732 0.000732 -0.3 NC 0.65 gb:AA987140 /DB_XREF=gi:3167903 /DB_XREF=uc80g07.x1 /CLONE=IMAGE:1431996 /FEA=EST /CNT=110 /TID=Mm.171701.1 /TIER=Stack /STK=22 /UG
MOE430_2_1434991_at 382.1 338.7 P P 0.000244 0.000244 -0.3 NC 0.85 gb:AV016303 /DB_XREF=gi:16356304 /DB_XREF=AV016303 /CLONE=1110064L07 /FEA=EST /CNT=23 /TID=Mm.18638.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434998_at 973.1 822.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV222277 /DB_XREF=gi:16384937 /DB_XREF=AV222277 /CLONE=3732415J11 /FEA=EST /CNT=43 /TID=Mm.196336.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435055_a_ 873.4 620.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB765813 /DB_XREF=gi:16208887 /DB_XREF=BB765813 /CLONE=G370056K19 /FEA=EST /CNT=22 /TID=Mm.1967.3 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1435065_x_ 3.9 4 A A 0.19 0.17 -0.3 NC 0.64 gb:BB543906 /DB_XREF=gi:9615129 /DB_XREF=BB543906 /CLONE=E130213K09 /FEA=EST /CNT=21 /TID=Mm.39302.1 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1435071_at 129.7 116.3 P P 0.000244 0.000244 -0.3 NC 0.93 gb:BM214341 /DB_XREF=gi:17772459 /DB_XREF=C0849B12-3 /CLONE=C0849B12 /FEA=EST /CNT=78 /TID=Mm.59257.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435072_at 216.4 170.4 P P 0.000244 0.000244 -0.3 NC 0.89 gb:AV327165 /DB_XREF=gi:15406294 /DB_XREF=AV327165 /CLONE=6330417E15 /FEA=EST /CNT=78 /TID=Mm.59257.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435085_at 89.2 79 P P 0.000732 0.000244 -0.3 NC 0.96 gb:AV234069 /DB_XREF=gi:15405067 /DB_XREF=AV234069 /CLONE=4632430C04 /FEA=EST /CNT=29 /TID=Mm.26478.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435117_a_ 46.8 34.7 P P 0.001221 0.001953 -0.3 NC 0.5 gb:BQ175552 /DB_XREF=gi:20351044 /DB_XREF=UI-M-DJ2-bvx-a-20-0-UI.s1 /CLONE=UI-M-DJ2-bvx-a-20-0-UI /FEA=EST /CNT=23 /TID=Mm.59611.3
MOE430_2_1435168_at 58.3 49.6 P P 0.00415 0.000732 -0.3 NC 0.86 gb:BQ175358 /DB_XREF=gi:20350850 /DB_XREF=UI-M-DJ2-bwc-j-11-0-UI.s1 /CLONE=UI-M-DJ2-bwc-j-11-0-UI /FEA=EST /CNT=32 /TID=Mm.68066.2
MOE430_2_1435169_at 93.7 59.5 P P 0.000732 0.001953 -0.3 NC 0.86 gb:BB431047 /DB_XREF=gi:16424134 /DB_XREF=BB431047 /CLONE=C630036G05 /FEA=EST /CNT=31 /TID=Mm.52252.2 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435177_a_ 2409.9 1943.3 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BF019960 /DB_XREF=gi:10751292 /DB_XREF=ux05e02.x1 /CLONE=IMAGE:3470618 /FEA=EST /CNT=25 /TID=Mm.45312.4 /TIER=Stack /STK=19 /UG=
MOE430_2_1435198_at 94.3 113.8 P P 0.000244 0.001953 -0.3 NC 0.88 gb:AA175473 /DB_XREF=gi:1756631 /DB_XREF=ms91e07.r1 /CLONE=IMAGE:618948 /FEA=EST /CNT=26 /TID=Mm.24614.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435222_at 1451.8 1077.1 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BB479687 /DB_XREF=gi:16440588 /DB_XREF=BB479687 /CLONE=D330040F14 /FEA=EST /CNT=206 /TID=Mm.196551.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435256_at 691.9 523.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BQ174720 /DB_XREF=gi:20350212 /DB_XREF=UI-M-DJ2-bwb-e-12-0-UI.s1 /CLONE=UI-M-DJ2-bwb-e-12-0-UI /FEA=EST /CNT=35 /TID=Mm.29705
MOE430_2_1435259_s_ 63.3 52.1 P P 0.001953 0.01 -0.3 NC 0.92 gb:AW551717 /DB_XREF=gi:7197056 /DB_XREF=L0201G04-3 /CLONE=L0201G04 /FEA=EST /CNT=30 /TID=Mm.5769.1 /TIER=Stack /STK=18 /UG=Mm.5
MOE430_2_1435273_at 83.7 74.4 P P 0.000244 0.001221 -0.3 NC 0.89 gb:AV000993 /DB_XREF=gi:15431364 /DB_XREF=AV000993 /CLONE=0610010H14 /FEA=EST /CNT=26 /TID=Mm.29516.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435281_at 693 621.1 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BE956581 /DB_XREF=gi:10601270 /DB_XREF=UI-M-BG2-bbl-h-11-0-UI.s1 /CLONE=UI-M-BG2-bbl-h-11-0-UI /FEA=EST /CNT=26 /TID=Mm.40311.1
MOE430_2_1435310_at 13 20.4 A A 0.06 0.06 -0.3 NC 0.87 gb:AV327590 /DB_XREF=gi:15406305 /DB_XREF=AV327590 /CLONE=6330420A11 /FEA=EST /CNT=18 /TID=Mm.27824.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435319_at 185.1 163.9 P P 0.000244 0.000244 -0.3 NC 0.92 gb:BB777667 /DB_XREF=gi:16938367 /DB_XREF=BB777667 /CLONE=G430041J24 /FEA=EST /CNT=18 /TID=Mm.200394.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435322_at 232.3 207.5 P P 0.000244 0.000244 -0.3 NC 0.84 gb:BM207842 /DB_XREF=gi:17763837 /DB_XREF=C0618G12-3 /CLONE=C0618G12 /FEA=EST /CNT=119 /TID=Mm.141054.3 /TIER=Stack /STK=17 /UG=
MOE430_2_1435357_at 60.5 48 P P 0.000732 0.000244 -0.3 NC 0.59 gb:BE652553 /DB_XREF=gi:9978401 /DB_XREF=UI-M-AQ1-ady-a-05-0-UI.r1 /CLONE=UI-M-AQ1-ady-a-05-0-UI /FEA=EST /CNT=38 /TID=Mm.10009.3 
MOE430_2_1435398_at 22 14.7 P P 0.01 0.00293 -0.3 NC 0.5 gb:BQ176171 /DB_XREF=gi:20351663 /DB_XREF=UI-M-DJ2-bwg-e-10-0-UI.s1 /CLONE=UI-M-DJ2-bwg-e-10-0-UI /FEA=EST /CNT=32 /TID=Mm.37490
MOE430_2_1435419_at 22.2 17.7 P P 0.01 0.03 -0.3 NC 0.5 gb:AV337680 /DB_XREF=gi:16396539 /DB_XREF=AV337680 /CLONE=6430402L03 /FEA=EST /CNT=19 /TID=Mm.23297.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435456_at 590.4 490.1 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AW552254 /DB_XREF=gi:7197677 /DB_XREF=L0210D05-3 /CLONE=L0210D05 /FEA=EST /CNT=31 /TID=Mm.200557.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435468_at 210.3 165.9 P P 0.000244 0.000732 -0.3 D 0.99 gb:BB547181 /DB_XREF=gi:16447538 /DB_XREF=BB547181 /CLONE=E130315P17 /FEA=EST /CNT=24 /TID=Mm.27186.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435482_at 80.8 55.6 P P 0.00293 0.01 -0.3 NC 0.96 gb:BB318003 /DB_XREF=gi:16403177 /DB_XREF=BB318003 /CLONE=B230372M18 /FEA=EST /CNT=19 /TID=Mm.32080.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435505_at 501.1 408.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB698273 /DB_XREF=gi:16047097 /DB_XREF=BB698273 /CLONE=7120498M17 /FEA=EST /CNT=17 /TID=Mm.2852.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1435519_at 2794.3 2430.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BF142527 /DB_XREF=gi:10981567 /DB_XREF=601789222F1 /CLONE=IMAGE:4020220 /FEA=EST /CNT=287 /TID=Mm.27560.3 /TIER=Stack /STK=8 /U
MOE430_2_1435525_at 578.2 483 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI408602 /DB_XREF=gi:15169525 /DB_XREF=602964257F1 /CLONE=IMAGE:5119406 /FEA=EST /CNT=61 /TID=Mm.86933.1 /TIER=Stack /STK=15 /UG
MOE430_2_1435534_a_ 992.8 745.3 P P 0.000244 0.000244 -0.3 NC 0.91 gb:BF228097 /DB_XREF=gi:11136192 /DB_XREF=uz39g01.x1 /CLONE=IMAGE:3671472 /FEA=EST /CNT=31 /TID=Mm.6932.2 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435557_at 160.8 115.3 P P 0.01 0.01 -0.3 NC 0.96 gb:AV298805 /DB_XREF=gi:15405875 /DB_XREF=AV298805 /CLONE=5730461E13 /FEA=EST /CNT=28 /TID=Mm.87724.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435563_at 75.8 48.6 P P 0.001221 0.001221 -0.3 NC 0.5 gb:BB759618 /DB_XREF=gi:16206062 /DB_XREF=BB759618 /CLONE=G270119C15 /FEA=EST /CNT=20 /TID=Mm.85775.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435571_at 16.3 9.2 A A 0.33 0.43 -0.3 NC 0.86 gb:BM246392 /DB_XREF=gi:17881662 /DB_XREF=K0737E12-3 /CLONE=K0737E12 /FEA=EST /CNT=25 /TID=Mm.49611.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435616_at 984.1 616 P P 0.000244 0.000732 -0.3 NC 0.98 gb:BE686557 /DB_XREF=gi:10074181 /DB_XREF=uv98g09.x1 /CLONE=IMAGE:3415264 /FEA=EST /CNT=25 /TID=Mm.218261.1 /TIER=Stack /STK=15 /UG
MOE430_2_1435626_a_ 368 342 P P 0.000244 0.000732 -0.3 NC 0.93 gb:AI835088 /DB_XREF=gi:5469301 /DB_XREF=UI-M-AQ0-aae-a-05-0-UI.s1 /CLONE=UI-M-AQ0-aae-a-05-0-UI /FEA=EST /CNT=15 /TID=Mm.29151.2 
MOE430_2_1435646_at 254.1 192.1 P P 0.000732 0.000244 -0.3 NC 0.72 gb:BB768894 /DB_XREF=gi:16211436 /DB_XREF=BB768894 /CLONE=G370090C16 /FEA=EST /CNT=64 /TID=Mm.200976.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435649_at 23.4 22.7 P M 0.03 0.05 -0.3 NC 0.45 gb:BM225804 /DB_XREF=gi:17787481 /DB_XREF=K0217D09-3 /CLONE=K0217D09 /FEA=EST /CNT=32 /TID=Mm.200188.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435659_a_ 2213.7 1863.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AA153477 /DB_XREF=gi:1725129 /DB_XREF=mr84f01.r1 /CLONE=IMAGE:604153 /FEA=EST /CNT=21 /TID=Mm.4222.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435666_at 145.7 138.2 P P 0.000244 0.000244 -0.3 NC 0.75 gb:AW553439 /DB_XREF=gi:7198862 /DB_XREF=L0227B08-3 /CLONE=L0227B08 /FEA=EST /CNT=24 /TID=Mm.27047.1 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1435683_a_ 218.6 240.7 P P 0.00293 0.00293 -0.3 NC 0.95 gb:AV150520 /DB_XREF=gi:16383134 /DB_XREF=AV150520 /CLONE=2900006H17 /FEA=EST /CNT=25 /TID=Mm.20845.3 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435684_at 306.1 244.9 P P 0.001221 0.00415 -0.3 NC 0.93 gb:AV150520 /DB_XREF=gi:16383134 /DB_XREF=AV150520 /CLONE=2900006H17 /FEA=EST /CNT=25 /TID=Mm.20845.3 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435692_at 103.8 85.4 P P 0.000732 0.000732 -0.3 NC 0.96 gb:BQ176086 /DB_XREF=gi:20351578 /DB_XREF=UI-M-DJ2-bwg-e-07-0-UI.s1 /CLONE=UI-M-DJ2-bwg-e-07-0-UI /FEA=EST /CNT=17 /TID=Mm.10255
MOE430_2_1435702_s_ 561.8 599.3 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BE687651 /DB_XREF=gi:10075275 /DB_XREF=uw45f05.y1 /CLONE=IMAGE:3464961 /FEA=EST /CNT=19 /TID=Mm.42972.4 /TIER=Stack /STK=14 /UG
MOE430_2_1435703_at 17.4 8.9 P P 0.01 0.03 -0.3 NC 0.5 gb:AW045947 /DB_XREF=gi:5906476 /DB_XREF=UI-M-BH1-aku-f-10-0-UI.s1 /CLONE=UI-M-BH1-aku-f-10-0-UI /FEA=EST /CNT=18 /TID=Mm.31877.1 
MOE430_2_1435706_at 29.6 30.6 P P 0.01 0.01 -0.3 NC 0.78 gb:AV232817 /DB_XREF=gi:15405031 /DB_XREF=AV232817 /CLONE=4632417P08 /FEA=EST /CNT=17 /TID=Mm.63584.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435713_at 160 122.8 P P 0.000732 0.001953 -0.3 NC 0.98 gb:BQ176566 /DB_XREF=gi:20352058 /DB_XREF=UI-M-DJ2-bvy-d-20-0-UI.s1 /CLONE=UI-M-DJ2-bvy-d-20-0-UI /FEA=EST /CNT=15 /TID=Mm.37297.
MOE430_2_1435732_x_ 4986.7 4612.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV172216 /DB_XREF=gi:5378654 /DB_XREF=AV172216 /CLONE=3300004M07 /FEA=EST /CNT=14 /TID=Mm.30155.3 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1435748_at 41.8 38.5 P P 0.00293 0.008057 -0.3 NC 0.5 gb:BE136057 /DB_XREF=gi:8598557 /DB_XREF=ug23h08.x1 /CLONE=IMAGE:1532511 /FEA=EST /CNT=61 /TID=Mm.157113.2 /TIER=Stack /STK=13 /UG
MOE430_2_1435813_at 2.1 1 A A 0.39 0.75 -0.3 NC 0.51 gb:BM212838 /DB_XREF=gi:17770514 /DB_XREF=C0827H11-3 /CLONE=C0827H11 /FEA=EST /CNT=16 /TID=Mm.41343.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435820_x_ 219.7 176.8 P P 0.000244 0.000732 -0.3 NC 0.99 gb:AI874681 /DB_XREF=gi:5548800 /DB_XREF=ul25b03.x1 /CLONE=IMAGE:2099309 /FEA=EST /CNT=15 /TID=Mm.5021.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435837_at 12.5 4.3 A A 0.14 0.08 -0.3 NC 0.5 gb:BF018114 /DB_XREF=gi:10749446 /DB_XREF=uw89a11.x1 /CLONE=IMAGE:3469148 /FEA=EST /CNT=14 /TID=Mm.178.4 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435860_at 23.5 20.3 A A 0.07 0.06 -0.3 NC 0.5 gb:BF450030 /DB_XREF=gi:11516199 /DB_XREF=maa45f01.x1 /CLONE=IMAGE:3814032 /FEA=EST /CNT=129 /TID=Mm.205463.1 /TIER=Stack /STK=12 /
MOE430_2_1435865_at 496.2 369.6 P P 0.000732 0.001221 -0.3 D 0.99 gb:AV297651 /DB_XREF=gi:16392970 /DB_XREF=AV297651 /CLONE=5730450G06 /FEA=EST /CNT=50 /TID=Mm.219659.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435866_s_ 590.5 455.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV297651 /DB_XREF=gi:16392970 /DB_XREF=AV297651 /CLONE=5730450G06 /FEA=EST /CNT=50 /TID=Mm.219659.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435873_a_ 9511.3 8155.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AI324936 /DB_XREF=gi:4059365 /DB_XREF=mb49d08.x1 /CLONE=IMAGE:332751 /FEA=EST /CNT=24 /TID=Mm.13020.6 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435890_at 329.6 242.8 P P 0.000732 0.000244 -0.3 NC 0.98 gb:BB795103 /DB_XREF=gi:16964722 /DB_XREF=BB795103 /CLONE=G431003F23 /FEA=EST /CNT=43 /TID=Mm.25711.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435907_at 4.1 3.6 A A 0.39 0.56 -0.3 NC 0.86 gb:BQ176212 /DB_XREF=gi:20351704 /DB_XREF=UI-M-DJ2-bwg-m-06-0-UI.s1 /CLONE=UI-M-DJ2-bwg-m-06-0-UI /FEA=EST /CNT=53 /TID=Mm.3803
MOE430_2_1435908_at 8.2 8.8 P A 0.03 0.17 -0.3 NC 0.5 gb:BB048633 /DB_XREF=gi:16259493 /DB_XREF=BB048633 /CLONE=6430591O13 /FEA=EST /CNT=53 /TID=Mm.38036.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1435926_at 14.5 9 P P 0.01 0.03 -0.3 NC 0.5 gb:BB529627 /DB_XREF=gi:16445641 /DB_XREF=BB529627 /CLONE=E030003F13 /FEA=EST /CNT=29 /TID=Mm.32363.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435927_at 28 18.2 A A 0.46 0.56 -0.3 NC 0.13 gb:BI557237 /DB_XREF=gi:15444551 /DB_XREF=603238834F1 /CLONE=IMAGE:5291840 /FEA=EST /CNT=26 /TID=Mm.32422.1 /TIER=Stack /STK=12 /UG
MOE430_2_1435932_at 63.4 50.5 P P 0.000732 0.01 -0.3 NC 0.98 gb:BB026731 /DB_XREF=gi:15403487 /DB_XREF=BB026731 /CLONE=5330434M19 /FEA=EST /CNT=20 /TID=Mm.101110.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435933_at 18.2 8.1 P P 0.01 0.02 -0.3 NC 0.5 gb:BE946786 /DB_XREF=gi:10524550 /DB_XREF=UI-M-BZ0-axw-d-04-0-UI.s1 /CLONE=UI-M-BZ0-axw-d-04-0-UI /FEA=EST /CNT=20 /TID=Mm.63205.
MOE430_2_1435944_s_ 50 44.9 P P 0.008057 0.03 -0.3 NC 0.95 gb:BF580541 /DB_XREF=gi:11654253 /DB_XREF=602097337F1 /CLONE=IMAGE:4217192 /FEA=EST /CNT=15 /TID=Mm.157783.16 /TIER=Stack /STK=12 
MOE430_2_1435955_at 2.4 0.6 A A 0.66 0.88 -0.3 NC 0.64 gb:BE447170 /DB_XREF=gi:9446747 /DB_XREF=ut55c12.x1 /CLONE=IMAGE:3331798 /FEA=EST /CNT=19 /TID=Mm.24444.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435967_s_ 885.5 728 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB805796 /DB_XREF=gi:16978425 /DB_XREF=BB805796 /CLONE=G630071G12 /FEA=EST /CNT=14 /TID=Mm.4290.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435972_at 198.7 170.4 P P 0.000244 0.000244 -0.3 NC 0.92 gb:BB148748 /DB_XREF=gi:16267785 /DB_XREF=BB148748 /CLONE=9930114B02 /FEA=EST /CNT=18 /TID=Mm.216035.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1436002_at 59 52.1 P P 0.000732 0.005859 -0.3 NC 0.98 gb:BB484128 /DB_XREF=gi:16441119 /DB_XREF=BB484128 /CLONE=D430023N06 /FEA=EST /CNT=12 /TID=Mm.32082.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436030_at 514.4 470.1 P P 0.000732 0.000732 -0.3 NC 0.96 gb:BB454834 /DB_XREF=gi:16425902 /DB_XREF=BB454834 /CLONE=D130034E23 /FEA=EST /CNT=55 /TID=Mm.6926.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1436052_at 162.1 106.8 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AW494764 /DB_XREF=gi:7065045 /DB_XREF=UI-M-BH3-aup-b-04-0-UI.s1 /CLONE=UI-M-BH3-aup-b-04-0-UI /FEA=EST /CNT=29 /TID=Mm.33929.1
MOE430_2_1436059_at 162.6 178.6 P P 0.001221 0.000244 -0.3 NC 0.66 gb:BB151173 /DB_XREF=gi:16267925 /DB_XREF=BB151173 /CLONE=A030011J15 /FEA=EST /CNT=23 /TID=Mm.10780.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436094_at 1.9 1.8 A A 0.88 0.91 -0.3 NC 0.92 gb:BF458396 /DB_XREF=gi:11524565 /DB_XREF=UI-M-BZ1-blq-c-10-0-UI.s1 /CLONE=UI-M-BZ1-blq-c-10-0-UI /FEA=EST /CNT=13 /TID=Mm.39328.1 
MOE430_2_1436121_a_ 734.7 581.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI903760 /DB_XREF=gi:16165800 /DB_XREF=603167822F1 /CLONE=IMAGE:5255957 /FEA=EST /CNT=16 /TID=Mm.4467.2 /TIER=Stack /STK=11 /UG
MOE430_2_1436132_at 105.2 91.1 P P 0.000244 0.000732 -0.3 NC 0.96 gb:BB486539 /DB_XREF=gi:16441399 /DB_XREF=BB486539 /CLONE=D430036N24 /FEA=EST /CNT=12 /TID=Mm.27093.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436177_at 64 49.6 P P 0.000732 0.001953 -0.3 NC 0.99 gb:BE852755 /DB_XREF=gi:10311094 /DB_XREF=uw27h05.x1 /CLONE=IMAGE:3417945 /FEA=EST /CNT=33 /TID=Mm.44320.1 /TIER=Stack /STK=10 /UG
MOE430_2_1436187_at 151.7 146 P P 0.000732 0.000244 -0.3 NC 0.69 gb:BB513634 /DB_XREF=gi:9522600 /DB_XREF=BB513634 /CLONE=D730047D04 /FEA=EST /CNT=18 /TID=Mm.205997.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436201_x_ 1.2 2.2 A A 0.5 0.87 -0.3 NC 0.58 gb:BB761376 /DB_XREF=gi:16207105 /DB_XREF=BB761376 /CLONE=G270140J07 /FEA=EST /CNT=15 /TID=Mm.2992.10 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436206_at 204.2 142.4 P P 0.00415 0.01 -0.3 NC 0.98 gb:BM117982 /DB_XREF=gi:17081000 /DB_XREF=L0859A02-3 /CLONE=L0859A02 /FEA=EST /CNT=19 /TID=Mm.133138.1 /TIER=Stack /STK=10 /UG=M



MOE430_2_1436298_x_ 626.8 687.7 P P 0.000732 0.001953 -0.3 D 0.99 gb:BB066556 /DB_XREF=gi:8523970 /DB_XREF=BB066556 /CLONE=8030453B17 /FEA=EST /CNT=10 /TID=Mm.182931.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436322_a_ 370 182.6 P P 0.000244 0.000244 -0.3 NC 0.88 gb:BE952576 /DB_XREF=gi:10593170 /DB_XREF=UI-M-BH4-azh-e-02-0-UI.s1 /CLONE=UI-M-BH4-azh-e-02-0-UI /FEA=EST /CNT=23 /TID=Mm.29723.
MOE430_2_1436336_at 338.8 280.4 P P 0.000244 0.000244 -0.3 NC 0.97 gb:AV075452 /DB_XREF=gi:16381020 /DB_XREF=AV075452 /CLONE=2210013M04 /FEA=EST /CNT=28 /TID=Mm.20066.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436380_at 107.9 73 P P 0.008057 0.008057 -0.3 NC 0.91 gb:BG518726 /DB_XREF=gi:13513877 /DB_XREF=602578595F1 /CLONE=IMAGE:3491926 /FEA=EST /CNT=14 /TID=Mm.38330.1 /TIER=Stack /STK=9 /UG
MOE430_2_1436382_at 125.2 106.5 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BB045268 /DB_XREF=gi:16259343 /DB_XREF=BB045268 /CLONE=6030494A22 /FEA=EST /CNT=14 /TID=Mm.161119.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436389_at 556.4 424 P P 0.000244 0.000244 -0.3 NC 0.91 gb:AW107484 /DB_XREF=gi:6078284 /DB_XREF=um17d03.x1 /CLONE=IMAGE:2192549 /FEA=EST /CNT=12 /TID=Mm.24316.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436423_at 12.1 14.1 A A 0.6 0.56 -0.3 NC 0.44 gb:BE628523 /DB_XREF=gi:9911255 /DB_XREF=uu65c10.x1 /CLONE=IMAGE:3376818 /FEA=EST /CNT=28 /TID=Mm.116681.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1436438_s_ 116.7 79.7 P P 0.000732 0.000732 -0.3 D 0.99 gb:BM234499 /DB_XREF=gi:17869769 /DB_XREF=K0401D06-3 /CLONE=K0401D06 /FEA=EST /CNT=12 /TID=Mm.202304.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436479_a_ 776.3 648.8 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BB746075 /DB_XREF=gi:16149012 /DB_XREF=BB746075 /CLONE=F530013D06 /FEA=EST /CNT=9 /TID=Mm.21440.3 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436480_at 10.7 17.6 A P 0.06 0.02 -0.3 NC 0.5 gb:BB746075 /DB_XREF=gi:16149012 /DB_XREF=BB746075 /CLONE=F530013D06 /FEA=EST /CNT=9 /TID=Mm.21440.3 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1436526_at 400.7 279.5 P P 0.000244 0.000732 -0.3 D 0.99 gb:BI965034 /DB_XREF=gi:16339439 /DB_XREF=id35h04.x1 /CLONE=IMAGE:5665375 /FEA=EST /CNT=19 /TID=Mm.38607.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436576_at 2.1 1.4 A A 0.66 0.78 -0.3 NC 0.79 gb:BB239429 /DB_XREF=gi:15410474 /DB_XREF=BB239429 /CLONE=A630077B13 /FEA=EST /CNT=13 /TID=Mm.34479.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436580_at 100.2 68.1 P P 0.001953 0.008057 -0.3 NC 0.64 gb:BB193498 /DB_XREF=gi:16270842 /DB_XREF=BB193498 /CLONE=A330077J02 /FEA=EST /CNT=12 /TID=Mm.28326.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436607_a_ 55.9 48.7 P P 0.001953 0.00293 -0.3 NC 0.5 gb:BB430142 /DB_XREF=gi:16424053 /DB_XREF=BB430142 /CLONE=C630031M24 /FEA=EST /CNT=10 /TID=Mm.203892.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436627_at 71.2 41.3 P P 0.00293 0.00293 -0.3 NC 0.57 gb:BB368203 /DB_XREF=gi:16406631 /DB_XREF=BB368203 /CLONE=C130041A08 /FEA=EST /CNT=10 /TID=Mm.23074.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436633_at 28.4 21.4 P P 0.00415 0.01 -0.3 NC 0.73 gb:BB323723 /DB_XREF=gi:15411430 /DB_XREF=BB323723 /CLONE=B430011F09 /FEA=EST /CNT=9 /TID=Mm.100216.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436640_x_ 807.6 628.2 P P 0.001221 0.001953 -0.3 MD 0.99 gb:BE994529 /DB_XREF=gi:10677859 /DB_XREF=UI-M-BZ1-bjv-d-08-0-UI.s1 /CLONE=UI-M-BZ1-bjv-d-08-0-UI /FEA=EST /CNT=9 /TID=Mm.27760.2 /
MOE430_2_1436642_x_ 18.2 21.7 A A 0.14 0.17 -0.3 NC 0.5 gb:BE993148 /DB_XREF=gi:10675027 /DB_XREF=UI-M-BZ1-bjo-b-06-0-UI.s1 /CLONE=UI-M-BZ1-bjo-b-06-0-UI /FEA=EST /CNT=9 /TID=Mm.23659.1 /
MOE430_2_1436710_at 57.4 52.9 P P 0.01 0.00415 -0.3 NC 0.88 gb:BB476694 /DB_XREF=gi:16440198 /DB_XREF=BB476694 /CLONE=D330020N19 /FEA=EST /CNT=141 /TID=Mm.117094.1 /TIER=Stack /STK=125 /UG=
MOE430_2_1436763_a_ 19.3 12.3 P M 0.03 0.05 -0.3 NC 0.5 gb:AI267126 /DB_XREF=gi:3885284 /DB_XREF=uj11c01.x1 /CLONE=IMAGE:1907712 /FEA=EST /CNT=83 /TID=Mm.19788.2 /TIER=Stack /STK=58 /UG=M
MOE430_2_1436771_x_ 3289.5 2792.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB314208 /DB_XREF=gi:9014913 /DB_XREF=BB314208 /CLONE=B230345O04 /FEA=EST /CNT=59 /TID=Mm.24365.3 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1436787_x_ 14 10.3 A A 0.33 0.3 -0.3 NC 0.37 gb:AV024133 /DB_XREF=gi:4801125 /DB_XREF=AV024133 /CLONE=1200001A08 /FEA=EST /CNT=57 /TID=Mm.46347.1 /TIER=Stack /STK=54 /UG=Mm.4
MOE430_2_1436788_at 291.4 238.7 P P 0.000244 0.000244 -0.3 NC 0.93 gb:AI131584 /DB_XREF=gi:3601600 /DB_XREF=ue98f11.x1 /CLONE=IMAGE:1499181 /FEA=EST /CNT=56 /TID=Mm.45570.3 /TIER=Stack /STK=54 /UG=M
MOE430_2_1436801_x_ 461.4 358.8 P P 0.000244 0.000244 -0.3 NC 0.92 gb:BB131147 /DB_XREF=gi:8785537 /DB_XREF=BB131147 /CLONE=9630050C05 /FEA=EST /CNT=52 /TID=Mm.21921.3 /TIER=Stack /STK=51 /UG=Mm.
MOE430_2_1436810_x_ 245.7 189.9 P P 0.03 0.03 -0.3 NC 0.99 gb:AV046927 /DB_XREF=gi:4866592 /DB_XREF=AV046927 /CLONE=1700064M04 /FEA=EST /CNT=49 /TID=Mm.29700.2 /TIER=Stack /STK=49 /UG=Mm.
MOE430_2_1436830_at 83.1 57.1 P P 0.001221 0.000244 -0.3 NC 0.91 gb:BB324084 /DB_XREF=gi:15411440 /DB_XREF=BB324084 /CLONE=B430104C01 /FEA=EST /CNT=48 /TID=Mm.133781.1 /TIER=Stack /STK=46 /UG=M
MOE430_2_1436835_at 7.9 10.8 A A 0.14 0.24 -0.3 NC 0.5 gb:BB332243 /DB_XREF=gi:9041006 /DB_XREF=BB332243 /CLONE=B730045D11 /FEA=EST /CNT=48 /TID=Mm.22073.3 /TIER=Stack /STK=45 /UG=Mm.
MOE430_2_1436848_x_ 348.4 271.7 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AV348702 /DB_XREF=gi:6389761 /DB_XREF=AV348702 /CLONE=6430710J16 /FEA=EST /CNT=45 /TID=Mm.183042.2 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1436900_x_ 1152 931.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV156961 /DB_XREF=gi:5400596 /DB_XREF=AV156961 /CLONE=3000008D13 /FEA=EST /CNT=39 /TID=Mm.4756.7 /TIER=Stack /STK=37 /UG=Mm.4
MOE430_2_1436902_x_ 6686.8 5604.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB096368 /DB_XREF=gi:8741402 /DB_XREF=BB096368 /CLONE=9430054P04 /FEA=EST /CNT=38 /TID=Mm.3532.5 /TIER=Stack /STK=37 /UG=Mm.35
MOE430_2_1436909_at 267.7 194.1 P P 0.000244 0.000244 -0.3 NC 0.94 gb:AW542746 /DB_XREF=gi:7185163 /DB_XREF=C0161D01-3 /CLONE=C0161D01 /FEA=EST /CNT=80 /TID=Mm.129355.3 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1436936_s_ 1041.7 942.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG806300 /DB_XREF=gi:17953245 /DB_XREF=2022-96 /FEA=EST /CNT=67 /TID=Mm.197672.2 /TIER=Stack /STK=34 /UG=Mm.197672 /LL=22097 /U
MOE430_2_1436952_at 25 17.9 A A 0.08 0.3 -0.3 NC 0.59 gb:BE995545 /DB_XREF=gi:10679988 /DB_XREF=UI-M-CG0p-bia-b-02-0-UI.s1 /CLONE=UI-M-CG0p-bia-b-02-0-UI /FEA=EST /CNT=62 /TID=Mm.19788
MOE430_2_1436959_x_ 3309 2480.3 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BB311061 /DB_XREF=gi:9011766 /DB_XREF=BB311061 /CLONE=B230321H06 /FEA=EST /CNT=33 /TID=Mm.42956.3 /TIER=Stack /STK=33 /UG=Mm.
MOE430_2_1436973_at 0.2 0.5 A A 0.96 0.78 -0.3 NC 0.39 gb:BB758208 /DB_XREF=gi:16189761 /DB_XREF=BB758208 /CLONE=G270094E13 /FEA=EST /CNT=33 /TID=Mm.196253.3 /TIER=Stack /STK=32 /UG=M
MOE430_2_1436981_a_ 148.8 103.3 P P 0.000244 0.000732 -0.3 NC 0.94 gb:BB706206 /DB_XREF=gi:16055041 /DB_XREF=BB706206 /CLONE=7420487L24 /FEA=EST /CNT=38 /TID=Mm.3360.4 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1436993_x_ 593.5 459.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB560492 /DB_XREF=gi:9646858 /DB_XREF=BB560492 /CLONE=E530111B09 /FEA=EST /CNT=33 /TID=Mm.20399.2 /TIER=Stack /STK=31 /UG=Mm.
MOE430_2_1437042_at 356.8 189.6 P P 0.000244 0.001953 -0.3 NC 0.98 gb:AV233793 /DB_XREF=gi:15405060 /DB_XREF=AV233793 /CLONE=4632427B17 /FEA=EST /CNT=37 /TID=Mm.70067.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1437057_at 14.8 17.3 P A 0.03 0.14 -0.3 NC 0.81 gb:AV319076 /DB_XREF=gi:16394799 /DB_XREF=AV319076 /CLONE=6030403P15 /FEA=EST /CNT=71 /TID=Mm.29268.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437086_at 2 2.4 A A 0.5 0.63 -0.3 NC 0.4 gb:BB425719 /DB_XREF=gi:16423619 /DB_XREF=BB425719 /CLONE=C530048A19 /FEA=EST /CNT=38 /TID=Mm.76039.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437122_at 22 8.2 A A 0.08 0.11 -0.3 NC 0.33 gb:BM119782 /DB_XREF=gi:17087808 /DB_XREF=L0930E05-3 /CLONE=L0930E05 /FEA=EST /CNT=39 /TID=Mm.39188.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437189_x_ 16.5 37.9 A P 0.11 0.02 -0.3 NC 0.77 gb:BB311104 /DB_XREF=gi:9011809 /DB_XREF=BB311104 /CLONE=B230321N11 /FEA=EST /CNT=24 /TID=Mm.30078.2 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1437191_at 1.2 1.1 A A 0.66 0.53 -0.3 NC 0.11 gb:BB018213 /DB_XREF=gi:16257567 /DB_XREF=BB018213 /CLONE=4930573A19 /FEA=EST /CNT=23 /TID=Mm.80075.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1437229_at 1.3 1 A A 0.93 0.82 -0.3 NC 0.08 gb:AV256105 /DB_XREF=gi:16388280 /DB_XREF=AV256105 /CLONE=4921525D22 /FEA=EST /CNT=22 /TID=Mm.60887.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437242_at 350.4 308.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AV121345 /DB_XREF=gi:15404459 /DB_XREF=AV121345 /CLONE=2610319G21 /FEA=EST /CNT=94 /TID=Mm.46778.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437253_at 157.9 122.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB235551 /DB_XREF=gi:16354774 /DB_XREF=BB235551 /CLONE=A630054L15 /FEA=EST /CNT=57 /TID=Mm.218363.2 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437261_at 15.6 12.3 A P 0.11 0.008057 -0.3 NC 0.78 gb:AV307240 /DB_XREF=gi:16393909 /DB_XREF=AV307240 /CLONE=5730551H01 /FEA=EST /CNT=23 /TID=Mm.31095.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437265_at 48.5 41.9 P P 0.000244 0.000244 -0.3 NC 0.5 gb:BB027596 /DB_XREF=gi:16258029 /DB_XREF=BB027596 /CLONE=5330438D12 /FEA=EST /CNT=26 /TID=Mm.74869.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437266_at 7 1.6 A A 0.66 0.88 -0.3 NC 0.7 gb:BG068022 /DB_XREF=gi:12550591 /DB_XREF=H3060H07-3 /CLONE=H3060H07 /FEA=EST /CNT=23 /TID=Mm.25580.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437302_at 11.9 8.7 P P 0.00293 0.01 -0.3 NC 0.82 gb:AV083350 /DB_XREF=gi:16381227 /DB_XREF=AV083350 /CLONE=2310002E14 /FEA=EST /CNT=39 /TID=Mm.5598.1 /TIER=Stack /STK=20 /UG=Mm.5
MOE430_2_1437303_at 584.9 470.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI102913 /DB_XREF=gi:14553806 /DB_XREF=602888517F1 /CLONE=IMAGE:5043724 /FEA=EST /CNT=26 /TID=Mm.96748.1 /TIER=Stack /STK=20 /UG
MOE430_2_1437335_x_ 1122.6 861.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB534975 /DB_XREF=gi:9586904 /DB_XREF=BB534975 /CLONE=E030040P09 /FEA=EST /CNT=20 /TID=Mm.23758.5 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437379_x_ 200.7 182.3 P P 0.000244 0.00415 -0.3 NC 0.96 gb:BB297636 /DB_XREF=gi:8998341 /DB_XREF=BB297636 /CLONE=B130063F21 /FEA=EST /CNT=20 /TID=Mm.182051.3 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437405_a_ 2921.2 2367 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB787243 /DB_XREF=gi:16955739 /DB_XREF=BB787243 /CLONE=G430115L10 /FEA=EST /CNT=23 /TID=Mm.22248.4 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437434_a_ 973.7 804.7 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BM241735 /DB_XREF=gi:17877005 /DB_XREF=K0621D10-3 /CLONE=K0621D10 /FEA=EST /CNT=19 /TID=Mm.6766.2 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437453_s_ 7.8 7.8 A A 0.08 0.21 -0.3 NC 0.57 gb:AV010795 /DB_XREF=gi:4787782 /DB_XREF=AV010795 /CLONE=1110029C19 /FEA=EST /CNT=18 /TID=Mm.23060.1 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437473_at 169.4 141.2 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BB324505 /DB_XREF=gi:9032819 /DB_XREF=BB324505 /CLONE=B430109D01 /FEA=EST /CNT=68 /TID=Mm.18453.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1437499_at 25.7 18.9 P P 0.005859 0.02 -0.3 NC 0.5 gb:AV316495 /DB_XREF=gi:15406083 /DB_XREF=AV316495 /CLONE=5830436L10 /FEA=EST /CNT=21 /TID=Mm.133378.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437506_at 12.4 7.6 A A 0.39 0.3 -0.3 NC 0.59 gb:AV286717 /DB_XREF=gi:15405798 /DB_XREF=AV286717 /CLONE=5031426K13 /FEA=EST /CNT=18 /TID=Mm.71964.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437519_x_ 205.6 148.2 P P 0.001221 0.000732 -0.3 NC 0.9 gb:BI466860 /DB_XREF=gi:15279738 /DB_XREF=ic59d12.x3 /CLONE=IMAGE:5657926 /FEA=EST /CNT=17 /TID=Mm.44240.3 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437594_x_ 137.4 99.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB376188 /DB_XREF=gi:9089002 /DB_XREF=BB376188 /CLONE=C130083P21 /FEA=EST /CNT=17 /TID=Mm.147808.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437624_x_ 1586.1 1320 P P 0.000244 0.000732 -0.3 D 0.99 gb:AV211435 /DB_XREF=gi:6151766 /DB_XREF=AV211435 /CLONE=2410067M11 /FEA=EST /CNT=16 /TID=Mm.34388.5 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437718_x_ 13.7 10.3 A A 0.17 0.19 -0.3 NC 0.15 gb:BB483571 /DB_XREF=gi:9401180 /DB_XREF=BB483571 /CLONE=D430021B16 /FEA=EST /CNT=15 /TID=Mm.41573.9 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437723_s_ 2115.9 1802.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB417749 /DB_XREF=gi:9239104 /DB_XREF=BB417749 /CLONE=C530005B07 /FEA=EST /CNT=15 /TID=Mm.203950.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437741_at 813.9 690 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BG070192 /DB_XREF=gi:12552761 /DB_XREF=H3084F11-3 /CLONE=H3084F11 /FEA=EST /CNT=144 /TID=Mm.21936.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437749_s_ 408.2 315 P P 0.000244 0.000244 -0.3 NC 0.9 gb:BB315668 /DB_XREF=gi:9022703 /DB_XREF=BB315668 /CLONE=B230359E03 /FEA=EST /CNT=23 /TID=Mm.200522.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437772_s_ 613.5 463.2 P P 0.000732 0.000732 -0.3 NC 0.97 gb:BB225704 /DB_XREF=gi:8896349 /DB_XREF=BB225704 /CLONE=A530093K13 /FEA=EST /CNT=17 /TID=Mm.21580.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437801_at 212.1 188.9 P P 0.01 0.03 -0.3 NC 0.86 gb:BM115860 /DB_XREF=gi:17078878 /DB_XREF=L0826E05-3 /CLONE=L0826E05 /FEA=EST /CNT=15 /TID=Mm.196508.8 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437806_x_ 5.2 3.2 A A 0.3 0.24 -0.3 NC 0.49 gb:BB755358 /DB_XREF=gi:16201923 /DB_XREF=BB755358 /CLONE=G270056G14 /FEA=EST /CNT=15 /TID=Mm.28023.4 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437807_x_ 3534.7 2954.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB066232 /DB_XREF=gi:8523646 /DB_XREF=BB066232 /CLONE=8030448P13 /FEA=EST /CNT=15 /TID=Mm.18962.3 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437837_x_ 2322.5 1845.6 P P 0.000732 0.000732 -0.3 D 0.99 gb:BB377698 /DB_XREF=gi:9090535 /DB_XREF=BB377698 /CLONE=C130090F18 /FEA=EST /CNT=14 /TID=Mm.23758.6 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437861_s_ 142.9 116.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB335101 /DB_XREF=gi:16404093 /DB_XREF=BB335101 /CLONE=B830031O06 /FEA=EST /CNT=48 /TID=Mm.200701.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437907_a_ 2009.7 1775.8 P P 0.000244 0.000244 -0.3 NC 0.96 gb:BB559082 /DB_XREF=gi:9645448 /DB_XREF=BB559082 /CLONE=E330037E05 /FEA=EST /CNT=16 /TID=Mm.1863.3 /TIER=Stack /STK=13 /UG=Mm.18
MOE430_2_1437950_at 50.9 44.2 P P 0.000244 0.001221 -0.3 NC 0.82 gb:BB818275 /DB_XREF=gi:16990904 /DB_XREF=BB818275 /CLONE=G730044G17 /FEA=EST /CNT=18 /TID=Mm.213405.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437988_x_ 1.2 1.3 A A 0.53 0.56 -0.3 NC 0.62 gb:AV046698 /DB_XREF=gi:4866363 /DB_XREF=AV046698 /CLONE=1700063C22 /FEA=EST /CNT=13 /TID=Mm.46151.1 /TIER=Stack /STK=13 /UG=Mm.4
MOE430_2_1437992_x_ 756.1 532.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB039269 /DB_XREF=gi:8445655 /DB_XREF=BB039269 /CLONE=6030441J06 /FEA=EST /CNT=13 /TID=Mm.4504.3 /TIER=Stack /STK=13 /UG=Mm.45
MOE430_2_1437994_x_ 195.8 143.6 P P 0.001953 0.00293 -0.3 NC 0.97 gb:BB531179 /DB_XREF=gi:9583108 /DB_XREF=BB531179 /CLONE=E030015B02 /FEA=EST /CNT=13 /TID=Mm.40721.4 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1438042_at 311.4 273.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AV332957 /DB_XREF=gi:15406393 /DB_XREF=AV332957 /CLONE=6330543G17 /FEA=EST /CNT=19 /TID=Mm.130271.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438058_s_ 2726.4 2062.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG073526 /DB_XREF=gi:12556095 /DB_XREF=H3123F07-3 /CLONE=H3123F07 /FEA=EST /CNT=18 /TID=Mm.42855.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438084_at 4.7 3.5 A A 0.17 0.43 -0.3 NC 0.59 gb:BB432628 /DB_XREF=gi:16424235 /DB_XREF=BB432628 /CLONE=C630046P03 /FEA=EST /CNT=14 /TID=Mm.124424.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438143_s_ 584.5 541.6 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB705334 /DB_XREF=gi:16054169 /DB_XREF=BB705334 /CLONE=7420476H14 /FEA=EST /CNT=12 /TID=Mm.1989.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438176_x_ 2982.2 2509.3 P P 0.000244 0.000732 -0.3 D 0.99 gb:AV217222 /DB_XREF=gi:6158064 /DB_XREF=AV217222 /CLONE=2410172D06 /FEA=EST /CNT=12 /TID=Mm.26680.3 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438186_at 6.1 8.1 A A 0.24 0.12 -0.3 NC 0.5 gb:BM222742 /DB_XREF=gi:17783451 /DB_XREF=K0126A10-3 /CLONE=K0126A10 /FEA=EST /CNT=12 /TID=Mm.217907.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438206_a_ 988.8 762.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:AI266964 /DB_XREF=gi:3885122 /DB_XREF=uj09b12.x1 /CLONE=IMAGE:1891391 /FEA=EST /CNT=26 /TID=Mm.44218.2 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438247_at 21.6 20.1 P P 0.000244 0.000244 -0.3 NC 0.5 gb:AI596396 /DB_XREF=gi:4605444 /DB_XREF=vj57g08.x1 /CLONE=IMAGE:933182 /FEA=EST /CNT=16 /TID=Mm.74708.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438281_x_ 2.2 2.2 A A 0.69 0.91 -0.3 NC 0.9 gb:AV208128 /DB_XREF=gi:6148980 /DB_XREF=AV208128 /CLONE=1700104N05 /FEA=EST /CNT=13 /TID=Mm.45375.1 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438322_x_ 1245.7 951.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB028312 /DB_XREF=gi:8323955 /DB_XREF=BB028312 /CLONE=5430403G11 /FEA=EST /CNT=12 /TID=Mm.3204.3 /TIER=Stack /STK=11 /UG=Mm.3
MOE430_2_1438330_at 15.1 11.4 A A 0.27 0.24 -0.3 NC 0.59 gb:AI551235 /DB_XREF=gi:4483598 /DB_XREF=vo65h11.x1 /CLONE=IMAGE:1054821 /FEA=EST /CNT=12 /TID=Mm.35237.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438343_at 9.1 4.7 P A 0.04 0.3 -0.3 NC 0.63 gb:BB044881 /DB_XREF=gi:15403938 /DB_XREF=BB044881 /CLONE=6030491C01 /FEA=EST /CNT=11 /TID=Mm.46638.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438386_x_ 729.2 566.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB470596 /DB_XREF=gi:9387785 /DB_XREF=BB470596 /CLONE=D230034H08 /FEA=EST /CNT=11 /TID=Mm.29815.4 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438450_at 1.8 1.2 A A 0.8 0.97 -0.3 NC 0.66 gb:AV281676 /DB_XREF=gi:16391558 /DB_XREF=AV281676 /CLONE=4933425M06 /FEA=EST /CNT=27 /TID=Mm.141274.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438469_at 51.8 49.9 P P 0.001953 0.01 -0.3 NC 0.99 gb:BG071122 /DB_XREF=gi:12553691 /DB_XREF=H3094H09-3 /CLONE=H3094H09 /FEA=EST /CNT=14 /TID=Mm.132914.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438473_at 89.7 75.3 P P 0.000244 0.000244 -0.3 NC 0.93 gb:BB445175 /DB_XREF=gi:16424995 /DB_XREF=BB445175 /CLONE=D030049G02 /FEA=EST /CNT=13 /TID=Mm.79837.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438485_at 128.1 95 P P 0.01 0.03 -0.3 NC 0.58 gb:BB770854 /DB_XREF=gi:16197219 /DB_XREF=BB770854 /CLONE=G370118B09 /FEA=EST /CNT=15 /TID=Mm.21652.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438503_x_ 2997.1 2118 P P 0.005859 0.00293 -0.3 NC 0.99 gb:AV102509 /DB_XREF=gi:5250057 /DB_XREF=AV102509 /CLONE=2410098K03 /FEA=EST /CNT=12 /TID=Mm.29945.3 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438504_x_ 112.9 154.5 P P 0.01 0.03 -0.3 NC 0.74 gb:BB120486 /DB_XREF=gi:8773054 /DB_XREF=BB120486 /CLONE=9530077B08 /FEA=EST /CNT=12 /TID=Mm.18761.3 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438506_s_ 44.6 43.5 P P 0.000244 0.007568 -0.3 NC 0.81 gb:AV330821 /DB_XREF=gi:6370873 /DB_XREF=AV330821 /CLONE=6330517D22 /FEA=EST /CNT=12 /TID=Mm.161501.5 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438552_x_ 66.5 28.4 P P 0.03 0.04 -0.3 NC 0.99 gb:BB759260 /DB_XREF=gi:16190524 /DB_XREF=BB759260 /CLONE=G270112G17 /FEA=EST /CNT=11 /TID=Mm.4895.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438563_s_ 1094.2 951.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV069725 /DB_XREF=gi:5189553 /DB_XREF=AV069725 /CLONE=2010312F15 /FEA=EST /CNT=11 /TID=Mm.7328.2 /TIER=Stack /STK=10 /UG=Mm.73
MOE430_2_1438565_at 1 2.2 A A 0.95 0.94 -0.3 NC 0.53 gb:BB464727 /DB_XREF=gi:16427018 /DB_XREF=BB464727 /CLONE=D130094D22 /FEA=EST /CNT=19 /TID=Mm.103400.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438590_at 8.7 6.9 A A 0.17 0.36 -0.3 NC 0.81 gb:BB280100 /DB_XREF=gi:16401220 /DB_XREF=BB280100 /CLONE=A930023F05 /FEA=EST /CNT=10 /TID=Mm.132086.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438602_s_ 380 345.9 P P 0.000732 0.000732 -0.3 NC 0.99 gb:BB732340 /DB_XREF=gi:16115615 /DB_XREF=BB732340 /CLONE=E970023M17 /FEA=EST /CNT=10 /TID=Mm.1213.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438607_at 0.4 0.6 A A 0.72 0.94 -0.3 NC 0.58 gb:AV279956 /DB_XREF=gi:16391341 /DB_XREF=AV279956 /CLONE=4933411H15 /FEA=EST /CNT=10 /TID=Mm.76859.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438617_at 2.1 2 A A 0.5 0.46 -0.3 NC 0.5 gb:BB222737 /DB_XREF=gi:8891349 /DB_XREF=BB222737 /CLONE=A530079E05 /FEA=EST /CNT=10 /TID=Mm.164639.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438625_s_ 4825.3 4214.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB249447 /DB_XREF=gi:8942193 /DB_XREF=BB249447 /CLONE=A730033A21 /FEA=EST /CNT=10 /TID=Mm.4597.7 /TIER=Stack /STK=10 /UG=Mm.4
MOE430_2_1438627_x_ 2786.1 2234.4 P P 0.01 0.008057 -0.3 MD 0.99 gb:BB095413 /DB_XREF=gi:8740447 /DB_XREF=BB095413 /CLONE=9430050P16 /FEA=EST /CNT=10 /TID=Mm.24365.7 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438629_x_ 4418.8 3533.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV166504 /DB_XREF=gi:5372941 /DB_XREF=AV166504 /CLONE=3110045M21 /FEA=EST /CNT=10 /TID=Mm.1568.2 /TIER=Stack /STK=10 /UG=Mm.1
MOE430_2_1438678_at 276.7 204.7 P P 0.000244 0.000244 -0.3 NC 0.81 gb:AV154001 /DB_XREF=gi:5359207 /DB_XREF=AV154001 /CLONE=2900059F12 /FEA=EST /CNT=33 /TID=Mm.27359.1 /TIER=Stack /STK=9 /UG=Mm.27
MOE430_2_1438729_at 0.4 0.2 A A 0.99 0.99 -0.3 NC 0.42 gb:BB331017 /DB_XREF=gi:9039780 /DB_XREF=BB331017 /CLONE=B730024M11 /FEA=EST /CNT=16 /TID=Mm.149775.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438760_x_ 366.4 236.1 P P 0.00293 0.00415 -0.3 NC 0.99 gb:BB392633 /DB_XREF=gi:16409067 /DB_XREF=BB392633 /CLONE=C230079P07 /FEA=EST /CNT=12 /TID=Mm.19830.4 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438773_at 20.8 19.7 A A 0.06 0.09 -0.3 NC 0.5 gb:BB817972 /DB_XREF=gi:16990601 /DB_XREF=BB817972 /CLONE=G730041P17 /FEA=EST /CNT=12 /TID=Mm.132890.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438804_at 12 8.1 P A 0.02 0.14 -0.3 NC 0.63 gb:AV254985 /DB_XREF=gi:16388146 /DB_XREF=AV254985 /CLONE=4921515A04 /FEA=EST /CNT=12 /TID=Mm.78135.1 /TIER=Stack /STK=9 /UG=Mm.7
MOE430_2_1438824_at 7.2 8 A A 0.33 0.24 -0.3 NC 0.5 gb:BB465699 /DB_XREF=gi:16427124 /DB_XREF=BB465699 /CLONE=D230004H07 /FEA=EST /CNT=10 /TID=Mm.16757.3 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438863_at 13.2 6.9 A A 0.39 0.5 -0.3 NC 0.26 gb:BB667362 /DB_XREF=gi:16398811 /DB_XREF=BB667362 /CLONE=C730005F19 /FEA=EST /CNT=12 /TID=Mm.54158.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438899_at 0.6 1.3 A A 0.99 0.87 -0.3 NC 0.5 gb:AU022735 /DB_XREF=gi:3393082 /DB_XREF=AU022735 /CLONE=J0419H07 /FEA=EST /CNT=9 /TID=Mm.12014.1 /TIER=Stack /STK=9 /UG=Mm.1201
MOE430_2_1438908_at 125.1 71.2 P P 0.000732 0.000244 -0.3 NC 0.98 gb:BB370469 /DB_XREF=gi:16406877 /DB_XREF=BB370469 /CLONE=C130053H06 /FEA=EST /CNT=9 /TID=Mm.111.4 /TIER=Stack /STK=9 /UG=Mm.111
MOE430_2_1438926_at 1 0.6 A A 0.72 0.96 -0.3 NC 0.8 gb:AV301853 /DB_XREF=gi:6334367 /DB_XREF=AV301853 /CLONE=5730496F16 /FEA=EST /CNT=9 /TID=Mm.14838.3 /TIER=Stack /STK=9 /UG=Mm.148
MOE430_2_1438947_x_ 242.2 172.3 A A 0.14 0.12 -0.3 NC 0.9 gb:BB459744 /DB_XREF=gi:9355237 /DB_XREF=BB459744 /CLONE=D130063D24 /FEA=EST /CNT=9 /TID=Mm.121306.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438973_x_ 25.8 28.8 P A 0.001953 0.08 -0.3 NC 0.96 gb:BB043407 /DB_XREF=gi:8449793 /DB_XREF=BB043407 /CLONE=6030473G23 /FEA=EST /CNT=9 /TID=Mm.4504.6 /TIER=Stack /STK=9 /UG=Mm.450
MOE430_2_1438976_x_ 291.5 254.4 P P 0.000244 0.000732 -0.3 NC 0.94 gb:BB272730 /DB_XREF=gi:8969749 /DB_XREF=BB272730 /CLONE=A830080F07 /FEA=EST /CNT=9 /TID=Mm.29815.6 /TIER=Stack /STK=9 /UG=Mm.29
MOE430_2_1438997_at 1.6 1.9 A A 0.75 0.78 -0.3 NC 0.53 gb:BM239228 /DB_XREF=gi:17874498 /DB_XREF=K0531B03-3 /CLONE=K0531B03 /FEA=EST /CNT=9 /TID=Mm.217270.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439025_at 38.1 42.5 P P 0.000732 0.00293 -0.3 NC 0.63 gb:BG060696 /DB_XREF=gi:12529445 /DB_XREF=L0906G04-3 /CLONE=L0906G04 /FEA=EST /CNT=38 /TID=Mm.62083.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439090_at 28.7 20.9 P P 0.001221 0.005859 -0.3 NC 0.5 gb:BM240198 /DB_XREF=gi:17875468 /DB_XREF=K0548A02-3 /CLONE=K0548A02 /FEA=EST /CNT=13 /TID=Mm.105294.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439128_at 97.5 91.1 P P 0.01 0.03 -0.3 NC 0.91 gb:AI595815 /DB_XREF=gi:4604863 /DB_XREF=uj69g03.x1 /CLONE=IMAGE:1925236 /FEA=EST /CNT=11 /TID=Mm.63382.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439138_at 39.6 30.9 P P 0.000244 0.001221 -0.3 NC 0.62 gb:BM240122 /DB_XREF=gi:17875392 /DB_XREF=K0546F09-3 /CLONE=K0546F09 /FEA=EST /CNT=11 /TID=Mm.156889.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439141_at 14.3 10.9 P A 0.01 0.06 -0.3 NC 0.5 gb:BG145550 /DB_XREF=gi:12648957 /DB_XREF=uu89f01.x1 /CLONE=IMAGE:3383928 /FEA=EST /CNT=11 /TID=Mm.37405.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1439197_at 264.2 226.8 P P 0.000732 0.000732 -0.3 D 0.99 gb:BB371241 /DB_XREF=gi:16406944 /DB_XREF=BB371241 /CLONE=C130058A01 /FEA=EST /CNT=11 /TID=Mm.126933.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439198_at 37.6 31.1 P P 0.04 0.02 -0.3 NC 0.5 gb:AV362920 /DB_XREF=gi:16397567 /DB_XREF=AV362920 /CLONE=8030405I07 /FEA=EST /CNT=10 /TID=Mm.33072.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1439255_s_ 624 480.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB726971 /DB_XREF=gi:16110246 /DB_XREF=BB726971 /CLONE=E860021H04 /FEA=EST /CNT=9 /TID=Mm.1585.3 /TIER=Stack /STK=8 /UG=Mm.15
MOE430_2_1439256_x_ 383.9 290 P P 0.000244 0.000244 -0.3 NC 0.88 gb:BB726971 /DB_XREF=gi:16110246 /DB_XREF=BB726971 /CLONE=E860021H04 /FEA=EST /CNT=9 /TID=Mm.1585.3 /TIER=Stack /STK=8 /UG=Mm.15
MOE430_2_1439262_x_ 44.4 37.2 P P 0.01 0.005859 -0.3 NC 0.91 gb:BB221125 /DB_XREF=gi:8889737 /DB_XREF=BB221125 /CLONE=A530064F09 /FEA=EST /CNT=9 /TID=Mm.26599.3 /TIER=Stack /STK=8 /UG=Mm.26
MOE430_2_1439375_x_ 1293 918.3 P P 0.00415 0.00415 -0.3 D 0.99 gb:AV030922 /DB_XREF=gi:4830470 /DB_XREF=AV030922 /CLONE=1500016F05 /FEA=EST /CNT=8 /TID=Mm.16763.8 /TIER=Stack /STK=8 /UG=Mm.167
MOE430_2_1439392_x_ 1.2 0.3 A A 0.5 0.43 -0.3 NC 0.23 gb:AV170165 /DB_XREF=gi:5376602 /DB_XREF=AV170165 /CLONE=3110093M19 /FEA=EST /CNT=8 /TID=Mm.157105.2 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439398_x_ 121.9 174.2 A A 0.06 0.11 -0.3 NC 0.99 gb:BB266960 /DB_XREF=gi:8963422 /DB_XREF=BB266960 /CLONE=A830028B20 /FEA=EST /CNT=8 /TID=Mm.42956.6 /TIER=Stack /STK=8 /UG=Mm.42
MOE430_2_1439407_x_ 373.6 186.7 P P 0.03 0.005859 -0.3 NC 0.5 gb:AV212626 /DB_XREF=gi:6154317 /DB_XREF=AV212626 /CLONE=2410115N06 /FEA=EST /CNT=8 /TID=Mm.22632.4 /TIER=Stack /STK=8 /UG=Mm.226
MOE430_2_1439428_x_ 97.1 93.3 P P 0.000244 0.001953 -0.3 NC 0.65 gb:BB531991 /DB_XREF=gi:9583920 /DB_XREF=BB531991 /CLONE=E030020K24 /FEA=EST /CNT=8 /TID=Mm.24834.2 /TIER=Stack /STK=8 /UG=Mm.24
MOE430_2_1439429_x_ 365.5 303.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB518874 /DB_XREF=gi:9570332 /DB_XREF=BB518874 /CLONE=D830032G15 /FEA=EST /CNT=8 /TID=Mm.29343.6 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1439434_x_ 10.9 8 A A 0.3 0.3 -0.3 NC 0.5 gb:BB317673 /DB_XREF=gi:9024708 /DB_XREF=BB317673 /CLONE=B230370M08 /FEA=EST /CNT=8 /TID=Mm.131994.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439443_x_ 5473.9 3742.9 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AV103412 /DB_XREF=gi:5250960 /DB_XREF=AV103412 /CLONE=2500002P17 /FEA=EST /CNT=8 /TID=Mm.154387.6 /TIER=Stack /STK=8 /UG=Mm.15
MOE430_2_1439449_at 5.3 5 A A 0.33 0.53 -0.3 NC 0.5 gb:BB724383 /DB_XREF=gi:16107658 /DB_XREF=BB724383 /CLONE=C920026B09 /FEA=EST /CNT=8 /TID=Mm.131329.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439500_at 374.7 358.9 P P 0.000732 0.000732 -0.3 NC 0.99 gb:BF466917 /DB_XREF=gi:11536100 /DB_XREF=UI-M-CG0p-brb-e-07-0-UI.s1 /CLONE=UI-M-CG0p-brb-e-07-0-UI /FEA=EST /CNT=12 /TID=Mm.4056
MOE430_2_1439504_s_ 62 50.3 P P 0.001221 0.00293 -0.3 NC 0.55 gb:BI735871 /DB_XREF=gi:15712884 /DB_XREF=603358366F1 /CLONE=IMAGE:5365576 /FEA=EST /CNT=11 /TID=Mm.182955.1 /TIER=ConsEnd /STK=7 
MOE430_2_1439518_at 17 10.1 M P 0.05 0.01 -0.3 NC 0.5 gb:AV319507 /DB_XREF=gi:16394872 /DB_XREF=AV319507 /CLONE=6030406K11 /FEA=EST /CNT=10 /TID=Mm.32337.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439533_at 2.3 2.6 A A 0.96 0.99 -0.3 NC 0.71 gb:BF319546 /DB_XREF=gi:11268304 /DB_XREF=uy60f06.x1 /CLONE=IMAGE:3663971 /FEA=EST /CNT=11 /TID=Mm.71173.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1439540_at 0.9 0.4 A A 0.87 0.82 -0.3 NC 0.3 gb:BF729651 /DB_XREF=gi:12047515 /DB_XREF=mab66f04.x1 /CLONE=IMAGE:3975318 /FEA=EST /CNT=10 /TID=Mm.42577.1 /TIER=ConsEnd /STK=7 /
MOE430_2_1439541_at 81.9 65 P P 0.000244 0.000244 -0.3 NC 0.64 gb:BQ176011 /DB_XREF=gi:20351503 /DB_XREF=UI-M-DJ2-bwf-g-10-0-UI.s1 /CLONE=UI-M-DJ2-bwf-g-10-0-UI /FEA=EST /CNT=10 /TID=Mm.34436.1
MOE430_2_1439620_at 61.2 40.7 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AI326425 /DB_XREF=gi:4060854 /DB_XREF=mm45g07.x1 /CLONE=IMAGE:524508 /FEA=EST /CNT=8 /TID=Mm.46429.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439636_at 1 0.5 A A 0.85 0.93 -0.3 NC 0.54 gb:BG067461 /DB_XREF=gi:12550030 /DB_XREF=H3054F10-3 /CLONE=H3054F10 /FEA=EST /CNT=10 /TID=Mm.25421.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439649_at 160 149.8 P P 0.000732 0.000732 -0.3 NC 0.83 gb:AV282351 /DB_XREF=gi:16391626 /DB_XREF=AV282351 /CLONE=4933429I20 /FEA=EST /CNT=9 /TID=Mm.133092.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439656_at 10.9 9 A A 0.08 0.14 -0.3 NC 0.45 gb:BG069339 /DB_XREF=gi:12551996 /DB_XREF=H3076C06-3 /CLONE=H3076C06 /FEA=EST /CNT=8 /TID=Mm.182249.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439672_at 17.4 14.8 P P 0.03 0.02 -0.3 NC 0.5 gb:BM240066 /DB_XREF=gi:17875336 /DB_XREF=K0545G03-3 /CLONE=K0545G03 /FEA=EST /CNT=7 /TID=Mm.217944.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439702_at 11.5 7.9 A A 0.08 0.14 -0.3 NC 0.65 gb:BB026411 /DB_XREF=gi:16257973 /DB_XREF=BB026411 /CLONE=5330432O11 /FEA=EST /CNT=7 /TID=Mm.214546.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439770_at 69.1 45 P P 0.00293 0.005859 -0.3 NC 0.79 gb:BB387298 /DB_XREF=gi:9110118 /DB_XREF=BB387298 /CLONE=C230051B03 /FEA=EST /CNT=19 /TID=Mm.74750.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439774_at 1174.1 917.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB051738 /DB_XREF=gi:15404051 /DB_XREF=BB051738 /CLONE=6720434F24 /FEA=EST /CNT=20 /TID=Mm.130748.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439776_at 37.1 33.9 M P 0.05 0.04 -0.3 NC 0.4 gb:BE956398 /DB_XREF=gi:10600897 /DB_XREF=UI-M-BH4-bbb-g-01-0-UI.s1 /CLONE=UI-M-BH4-bbb-g-01-0-UI /FEA=EST /CNT=20 /TID=Mm.82665.
MOE430_2_1439781_at 26.2 10.9 A A 0.12 0.24 -0.3 NC 0.5 gb:BB528884 /DB_XREF=gi:16445501 /DB_XREF=BB528884 /CLONE=D930048N14 /FEA=EST /CNT=25 /TID=Mm.220299.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439809_at 9.5 7.6 A A 0.14 0.43 -0.3 NC 0.7 gb:BG066968 /DB_XREF=gi:12549537 /DB_XREF=H3049A12-3 /CLONE=H3049A12 /FEA=EST /CNT=11 /TID=Mm.6018.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439855_at 16.6 12.6 P A 0.00415 0.12 -0.3 NC 0.5 gb:AV341449 /DB_XREF=gi:16396949 /DB_XREF=AV341449 /CLONE=6430521H08 /FEA=EST /CNT=9 /TID=Mm.137858.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439887_at 1.9 0.8 A A 0.56 0.66 -0.3 NC 0.08 gb:BB364961 /DB_XREF=gi:16406297 /DB_XREF=BB364961 /CLONE=C130025B04 /FEA=EST /CNT=14 /TID=Mm.23549.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439891_at 24.3 20 A A 0.17 0.36 -0.3 NC 0.5 gb:BF464968 /DB_XREF=gi:11534151 /DB_XREF=UI-M-CG0p-bqf-c-08-0-UI.s1 /CLONE=UI-M-CG0p-bqf-c-08-0-UI /FEA=EST /CNT=12 /TID=Mm.1512
MOE430_2_1439918_at 22.1 14.2 A A 0.24 0.24 -0.3 NC 0.19 gb:BG073463 /DB_XREF=gi:12556032 /DB_XREF=H3122H05-3 /CLONE=H3122H05 /FEA=EST /CNT=7 /TID=Mm.179350.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439971_at 26.5 20.3 P P 0.01 0.03 -0.3 NC 0.8 gb:AV328193 /DB_XREF=gi:16395828 /DB_XREF=AV328193 /CLONE=6330439K17 /FEA=EST /CNT=11 /TID=Mm.41843.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439983_a_ 1.1 1.4 A A 0.75 0.88 -0.3 NC 0.5 gb:AW743006 /DB_XREF=gi:7654813 /DB_XREF=up55b10.x1 /CLONE=IMAGE:2779963 /FEA=EST /CNT=8 /TID=Mm.23110.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1439991_a_ 1.1 1.4 A A 0.9 0.96 -0.3 NC 0.85 gb:BG067238 /DB_XREF=gi:12549807 /DB_XREF=H3052B03-3 /CLONE=H3052B03 /FEA=EST /CNT=7 /TID=Mm.25449.1 /TIER=ConsEnd /STK=6 /UG=M



MOE430_2_1439994_at 2.4 1.5 A A 0.63 0.75 -0.3 NC 0.3 gb:BB308630 /DB_XREF=gi:16402415 /DB_XREF=BB308630 /CLONE=B230306E21 /FEA=EST /CNT=7 /TID=Mm.52682.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440006_at 12.9 10.1 A A 0.19 0.21 -0.3 NC 0.64 gb:BB027397 /DB_XREF=gi:16258021 /DB_XREF=BB027397 /CLONE=5330437H22 /FEA=EST /CNT=7 /TID=Mm.212626.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440051_at 23.5 16.6 P P 0.00415 0.01 -0.3 NC 0.77 gb:BB467915 /DB_XREF=gi:16427439 /DB_XREF=BB467915 /CLONE=D230017C05 /FEA=EST /CNT=6 /TID=Mm.33476.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440063_at 19.6 11.5 P A 0.01 0.19 -0.3 NC 0.78 gb:BB462846 /DB_XREF=gi:16426818 /DB_XREF=BB462846 /CLONE=D130077P12 /FEA=EST /CNT=6 /TID=Mm.138133.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440072_at 3.7 1 A A 0.63 0.56 -0.3 NC 0.28 gb:BB205754 /DB_XREF=gi:16352023 /DB_XREF=BB205754 /CLONE=A430069D01 /FEA=EST /CNT=6 /TID=Mm.124333.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440179_x_ 616.2 492.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB268139 /DB_XREF=gi:8964608 /DB_XREF=BB268139 /CLONE=A830033M13 /FEA=EST /CNT=6 /TID=Mm.122407.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440180_x_ 53.2 29.8 P P 0.00293 0.00415 -0.3 NC 0.95 gb:AV258279 /DB_XREF=gi:6245738 /DB_XREF=AV258279 /CLONE=4923101A10 /FEA=EST /CNT=6 /TID=Mm.133313.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440238_at 106.5 96.7 P P 0.000244 0.000244 -0.3 NC 0.57 gb:BB158599 /DB_XREF=gi:16268433 /DB_XREF=BB158599 /CLONE=A130041D19 /FEA=EST /CNT=9 /TID=Mm.116868.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440282_at 11.7 6.3 A A 0.06 0.12 -0.3 NC 0.94 gb:BB268998 /DB_XREF=gi:16400525 /DB_XREF=BB268998 /CLONE=A830037L14 /FEA=EST /CNT=8 /TID=Mm.134427.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440301_at 36.4 25.1 P A 0.005859 0.12 -0.3 NC 0.69 gb:BE852133 /DB_XREF=gi:10310562 /DB_XREF=uw23e11.x1 /CLONE=IMAGE:3417548 /FEA=EST /CNT=7 /TID=Mm.46832.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440347_at 25 25.3 P P 0.005859 0.03 -0.3 NC 0.9 gb:BG074665 /DB_XREF=gi:12557234 /DB_XREF=H3137G12-3 /CLONE=H3137G12 /FEA=EST /CNT=10 /TID=Mm.80710.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440348_at 89.4 72.5 P P 0.000244 0.000244 -0.3 NC 0.7 gb:BB532985 /DB_XREF=gi:16446183 /DB_XREF=BB532985 /CLONE=E030027L17 /FEA=EST /CNT=10 /TID=Mm.196776.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440360_at 27.9 18.6 P P 0.000244 0.03 -0.3 NC 0.93 gb:BG064531 /DB_XREF=gi:12547094 /DB_XREF=H3020G12-3 /CLONE=H3020G12 /FEA=EST /CNT=7 /TID=Mm.102773.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440383_at 30.1 24 P A 0.000732 0.08 -0.3 NC 0.9 gb:BB763339 /DB_XREF=gi:16208052 /DB_XREF=BB763339 /CLONE=G370022L08 /FEA=EST /CNT=7 /TID=Mm.161142.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440385_at 8.7 8.7 A A 0.27 0.11 -0.3 NC 0.12 gb:BB525689 /DB_XREF=gi:16444194 /DB_XREF=BB525689 /CLONE=D930028K02 /FEA=EST /CNT=6 /TID=Mm.136367.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440427_at 36.8 29.1 P P 0.01 0.03 -0.3 NC 0.86 gb:BB127176 /DB_XREF=gi:15408247 /DB_XREF=BB127176 /CLONE=9630020A14 /FEA=EST /CNT=6 /TID=Mm.71990.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440448_at 13.3 10 P A 0.03 0.12 -0.3 NC 0.83 gb:BB421290 /DB_XREF=gi:16423492 /DB_XREF=BB421290 /CLONE=C530025P22 /FEA=EST /CNT=6 /TID=Mm.137931.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440543_at 29.9 18.3 P P 0.02 0.03 -0.3 NC 0.5 gb:BG071093 /DB_XREF=gi:12553662 /DB_XREF=H3094F04-3 /CLONE=H3094F04 /FEA=EST /CNT=5 /TID=Mm.218059.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440597_at 1 1.1 A A 0.72 0.72 -0.3 NC 0.5 gb:AW553082 /DB_XREF=gi:7198505 /DB_XREF=L0221F12-3 /CLONE=L0221F12 /FEA=EST /CNT=5 /TID=Mm.103029.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440651_at 4.7 3.9 A A 0.46 0.56 -0.3 NC 0.34 gb:BM238701 /DB_XREF=gi:17873971 /DB_XREF=K0521H09-3 /CLONE=K0521H09 /FEA=EST /CNT=5 /TID=Mm.217315.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440665_at 6.6 5.5 A P 0.17 0.03 -0.3 NC 0.24 gb:AV304014 /DB_XREF=gi:16393564 /DB_XREF=AV304014 /CLONE=5730518F09 /FEA=EST /CNT=5 /TID=Mm.214544.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440700_a_ 2.8 3.5 A A 0.75 0.75 -0.3 NC 0.72 gb:BB227996 /DB_XREF=gi:16354162 /DB_XREF=BB227996 /CLONE=A630008H02 /FEA=EST /CNT=5 /TID=Mm.125848.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440721_at 21.8 17.8 P P 0.03 0.01 -0.3 NC 0.5 gb:C85455 /DB_XREF=gi:2917412 /DB_XREF=C85455 /CLONE=J0208C11 /FEA=EST /CNT=5 /TID=Mm.16930.1 /TIER=ConsEnd /STK=5 /UG=Mm.16930 /
MOE430_2_1440755_at 46.5 48.6 P P 0.001953 0.008057 -0.3 NC 0.58 gb:BB728878 /DB_XREF=gi:16112153 /DB_XREF=BB728878 /CLONE=E860102L13 /FEA=EST /CNT=5 /TID=Mm.215581.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440765_at 7.3 5.8 A A 0.14 0.27 -0.3 NC 0.5 gb:AI604810 /DB_XREF=gi:4613977 /DB_XREF=me24e07.x1 /CLONE=IMAGE:388452 /FEA=EST /CNT=5 /TID=Mm.45450.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440792_x_ 46.8 6.6 P A 0.03 0.12 -0.3 NC 0.5 gb:BB405850 /DB_XREF=gi:9225246 /DB_XREF=BB405850 /CLONE=C330043J10 /FEA=EST /CNT=5 /TID=Mm.200779.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440817_x_ 1253.7 1027.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB242445 /DB_XREF=gi:8935191 /DB_XREF=BB242445 /CLONE=A630091P05 /FEA=EST /CNT=5 /TID=Mm.176021.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440852_at 0.3 0.3 A A 0.93 0.95 -0.3 NC 0.76 gb:AV248340 /DB_XREF=gi:16387379 /DB_XREF=AV248340 /CLONE=4833405L16 /FEA=EST /CNT=11 /TID=Mm.78091.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440861_a_ 38.8 38.1 P A 0.02 0.06 -0.3 NC 0.5 gb:BE944832 /DB_XREF=gi:10522631 /DB_XREF=UI-M-BH3-avr-b-07-0-UI.s2 /CLONE=UI-M-BH3-avr-b-07-0-UI /FEA=EST /CNT=12 /TID=Mm.40312.1
MOE430_2_1440919_at 37.4 26 P M 0.04 0.05 -0.3 NC 0.5 gb:BB462480 /DB_XREF=gi:16426766 /DB_XREF=BB462480 /CLONE=D130076I06 /FEA=EST /CNT=10 /TID=Mm.35571.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440983_at 25.9 18.2 A A 0.3 0.3 -0.3 NC 0.08 gb:AW492503 /DB_XREF=gi:7062784 /DB_XREF=UI-M-BH3-atg-c-07-0-UI.s1 /CLONE=UI-M-BH3-atg-c-07-0-UI /FEA=EST /CNT=8 /TID=Mm.32394.1 /
MOE430_2_1441032_at 2.6 2.2 A A 0.69 0.78 -0.3 NC 0.54 gb:BB667779 /DB_XREF=gi:16399228 /DB_XREF=BB667779 /CLONE=C730040K02 /FEA=EST /CNT=6 /TID=Mm.156674.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441072_at 38.6 31.3 P P 0.001221 0.00293 -0.3 NC 0.58 gb:BB353142 /DB_XREF=gi:9064970 /DB_XREF=BB353142 /CLONE=B930092J19 /FEA=EST /CNT=6 /TID=Mm.181602.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441103_at 17.3 12.5 A A 0.29 0.3 -0.3 NC 0.1 gb:BE983409 /DB_XREF=gi:10654564 /DB_XREF=UI-M-CG0p-bfq-d-04-0-UI.s1 /CLONE=UI-M-CG0p-bfq-d-04-0-UI /FEA=EST /CNT=7 /TID=Mm.15134
MOE430_2_1441137_at 1643.1 1443.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV260198 /DB_XREF=gi:16388721 /DB_XREF=AV260198 /CLONE=4930412D03 /FEA=EST /CNT=6 /TID=Mm.179033.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441167_at 0.6 0.4 A A 0.88 0.95 -0.3 NC 0.5 gb:BE953675 /DB_XREF=gi:10595429 /DB_XREF=UI-M-CC1-azw-g-03-0-UI.s1 /CLONE=UI-M-CC1-azw-g-03-0-UI /FEA=EST /CNT=5 /TID=Mm.128823
MOE430_2_1441259_s_ 435.4 382.6 P P 0.000244 0.000732 -0.3 NC 0.99 gb:C86139 /DB_XREF=gi:2918096 /DB_XREF=C86139 /CLONE=J0221C04 /FEA=EST /CNT=5 /TID=Mm.200258.1 /TIER=ConsEnd /STK=4 /UG=Mm.20025
MOE430_2_1441260_a_ 24.2 25 A A 0.27 0.43 -0.3 NC 0.65 gb:BE947089 /DB_XREF=gi:10524848 /DB_XREF=UI-M-BH3-awm-f-09-0-UI.s1 /CLONE=UI-M-BH3-awm-f-09-0-UI /FEA=EST /CNT=5 /TID=Mm.101064
MOE430_2_1441273_at 6.5 5.7 A A 0.27 0.24 -0.3 NC 0.75 gb:BB709101 /DB_XREF=gi:16062270 /DB_XREF=BB709101 /CLONE=A930101K18 /FEA=EST /CNT=5 /TID=Mm.32983.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441277_s_ 40.7 43.7 P M 0.04 0.05 -0.3 NC 0.9 gb:AV174021 /DB_XREF=gi:15404697 /DB_XREF=AV174021 /CLONE=5730407O19 /FEA=EST /CNT=5 /TID=Mm.119146.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441293_at 10.4 10.5 A P 0.14 0.02 -0.3 NC 0.44 gb:BB499275 /DB_XREF=gi:16442170 /DB_XREF=BB499275 /CLONE=D630020A13 /FEA=EST /CNT=5 /TID=Mm.139180.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441341_at 14.7 10.3 A A 0.08 0.43 -0.3 NC 0.5 gb:AI661074 /DB_XREF=gi:4764657 /DB_XREF=mz47a04.x1 /CLONE=IMAGE:716526 /FEA=EST /CNT=6 /TID=Mm.29325.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441355_at 2.3 3.7 A A 0.66 0.6 -0.3 NC 0.53 gb:BB536126 /DB_XREF=gi:16446630 /DB_XREF=BB536126 /CLONE=E030047P09 /FEA=EST /CNT=5 /TID=Mm.201145.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441356_at 66 47.4 P P 0.000244 0.000244 -0.3 NC 0.5 gb:BB053802 /DB_XREF=gi:16259692 /DB_XREF=BB053802 /CLONE=6720466E06 /FEA=EST /CNT=5 /TID=Mm.190502.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441376_at 48.4 44 P P 0.008057 0.000244 -0.3 NC 0.55 gb:BB426412 /DB_XREF=gi:16423679 /DB_XREF=BB426412 /CLONE=C630001N14 /FEA=EST /CNT=5 /TID=Mm.17381.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441404_at 8.4 8 A A 0.29 0.24 -0.3 NC 0.5 gb:BG075643 /DB_XREF=gi:12558212 /DB_XREF=H3149G01-3 /CLONE=H3149G01 /FEA=EST /CNT=4 /TID=Mm.102814.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441417_at 10.5 3.8 A A 0.08 0.36 -0.3 NC 0.64 gb:BB363313 /DB_XREF=gi:16406118 /DB_XREF=BB363313 /CLONE=C130016L08 /FEA=EST /CNT=4 /TID=Mm.132244.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441445_at 42.4 39.1 P P 0.000244 0.000732 -0.3 NC 0.72 gb:AW553065 /DB_XREF=gi:7198488 /DB_XREF=L0221D10-3 /CLONE=L0221D10 /FEA=EST /CNT=4 /TID=Mm.103028.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441459_at 0.5 0.5 A A 0.9 0.78 -0.3 NC 0.45 gb:BB364080 /DB_XREF=gi:16406199 /DB_XREF=BB364080 /CLONE=C130020A17 /FEA=EST /CNT=4 /TID=Mm.186699.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441520_at 7.5 3.2 A A 0.5 0.36 -0.3 NC 0.04 gb:BB478135 /DB_XREF=gi:16440401 /DB_XREF=BB478135 /CLONE=D330028K02 /FEA=EST /CNT=4 /TID=Mm.209466.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441545_at 22.4 22.9 A A 0.14 0.12 -0.3 NC 0.78 gb:BM243297 /DB_XREF=gi:17878567 /DB_XREF=K0644E07-3 /CLONE=K0644E07 /FEA=EST /CNT=4 /TID=Mm.133368.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441594_at 16.4 14.3 A A 0.21 0.21 -0.3 NC 0.5 gb:BB163458 /DB_XREF=gi:16268759 /DB_XREF=BB163458 /CLONE=A130072L14 /FEA=EST /CNT=4 /TID=Mm.215497.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441636_at 0.5 0.8 A A 0.69 0.85 -0.3 NC 0.5 gb:BB133117 /DB_XREF=gi:16266518 /DB_XREF=BB133117 /CLONE=9830005L03 /FEA=EST /CNT=4 /TID=Mm.102072.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441655_at 1.8 0.6 A A 0.77 0.82 -0.3 NC 0.86 gb:AV271952 /DB_XREF=gi:15405498 /DB_XREF=AV271952 /CLONE=4931417M15 /FEA=EST /CNT=4 /TID=Mm.84264.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441758_at 6.2 5.3 A A 0.12 0.21 -0.3 NC 0.5 gb:BB830916 /DB_XREF=gi:17009159 /DB_XREF=BB830916 /CLONE=G930014G02 /FEA=EST /CNT=4 /TID=Mm.131210.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441767_at 51.6 35.3 P P 0.001953 0.000244 -0.3 NC 0.5 gb:BB730731 /DB_XREF=gi:16114006 /DB_XREF=BB730731 /CLONE=E860129I11 /FEA=EST /CNT=4 /TID=Mm.208197.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441806_at 0.9 2.3 A A 0.32 0.69 -0.3 NC 0.71 gb:BF472844 /DB_XREF=gi:11542027 /DB_XREF=UI-M-BZ0-axn-a-05-0-UI.r1 /CLONE=UI-M-BZ0-axn-a-05-0-UI /FEA=EST /CNT=4 /TID=Mm.150217.1
MOE430_2_1441855_x_ 166.8 133.6 P P 0.000732 0.000732 -0.3 NC 0.97 gb:BB554288 /DB_XREF=gi:9640654 /DB_XREF=BB554288 /CLONE=E330012K12 /FEA=EST /CNT=4 /TID=Mm.149204.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441892_x_ 27.8 24 P A 0.008057 0.08 -0.3 NC 0.95 gb:BB341238 /DB_XREF=gi:9050937 /DB_XREF=BB341238 /CLONE=B930031A11 /FEA=EST /CNT=4 /TID=Mm.79765.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441993_at 73.8 49.4 P P 0.00293 0.03 -0.3 NC 0.98 gb:BB762985 /DB_XREF=gi:16207914 /DB_XREF=BB762985 /CLONE=G370018D17 /FEA=EST /CNT=11 /TID=Mm.218029.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442003_at 63 44.7 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BF537922 /DB_XREF=gi:11625290 /DB_XREF=602049361F1 /CLONE=IMAGE:4188759 /FEA=EST /CNT=13 /TID=Mm.138453.1 /TIER=ConsEnd /STK=3
MOE430_2_1442046_at 9.5 6.3 A A 0.3 0.39 -0.3 NC 0.5 gb:BM119167 /DB_XREF=gi:17087193 /DB_XREF=L0921F11-3 /CLONE=L0921F11 /FEA=EST /CNT=7 /TID=Mm.215733.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442088_at 11.3 12.6 P P 0.00415 0.008057 -0.3 NC 0.69 gb:BB746538 /DB_XREF=gi:16149475 /DB_XREF=BB746538 /CLONE=F530015J21 /FEA=EST /CNT=7 /TID=Mm.31832.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442114_at 53 39.3 P P 0.01 0.005859 -0.3 NC 0.5 gb:AI449615 /DB_XREF=gi:4291242 /DB_XREF=mq08g05.x1 /CLONE=IMAGE:578168 /FEA=EST /CNT=6 /TID=Mm.30667.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442157_at 16.4 22 P P 0.005859 0.01 -0.3 NC 0.5 gb:BB314361 /DB_XREF=gi:16402972 /DB_XREF=BB314361 /CLONE=B230346N06 /FEA=EST /CNT=8 /TID=Mm.147099.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442158_at 6.7 4.9 A A 0.17 0.8 -0.3 NC 0.7 gb:BB462437 /DB_XREF=gi:9379626 /DB_XREF=BB462437 /CLONE=D130076F14 /FEA=EST /CNT=7 /TID=Mm.124167.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442168_at 30.2 20.8 P A 0.02 0.11 -0.3 NC 0.66 gb:BB229264 /DB_XREF=gi:16354285 /DB_XREF=BB229264 /CLONE=A630020J05 /FEA=EST /CNT=7 /TID=Mm.215601.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442176_at 49.5 56.6 P P 0.00415 0.01 -0.3 NC 0.69 gb:BB006508 /DB_XREF=gi:8095898 /DB_XREF=BB006508 /CLONE=4732471N08 /FEA=EST /CNT=6 /TID=Mm.106461.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442186_at 13.2 11 A A 0.09 0.19 -0.3 NC 0.55 gb:BE945939 /DB_XREF=gi:10523698 /DB_XREF=UI-M-BH3-awv-b-01-0-UI.s1 /CLONE=UI-M-BH3-awv-b-01-0-UI /FEA=EST /CNT=6 /TID=Mm.101126
MOE430_2_1442248_at 105.2 93.9 P P 0.03 0.02 -0.3 NC 0.5 gb:BG066763 /DB_XREF=gi:12549332 /DB_XREF=H3046F06-3 /CLONE=H3046F06 /FEA=EST /CNT=5 /TID=Mm.31133.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442262_at 22.4 11.9 P P 0.01 0.01 -0.3 NC 0.5 gb:BE848085 /DB_XREF=gi:10306424 /DB_XREF=uw32f03.y1 /CLONE=IMAGE:3418397 /FEA=EST /CNT=5 /TID=Mm.181107.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442279_at 13.3 13.4 A A 0.14 0.17 -0.3 NC 0.96 gb:BB453954 /DB_XREF=gi:16425819 /DB_XREF=BB453954 /CLONE=D130027L03 /FEA=EST /CNT=5 /TID=Mm.139807.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442331_at 15.7 10.6 P A 0.00415 0.12 -0.3 NC 0.5 gb:BM021574 /DB_XREF=gi:16535930 /DB_XREF=id42c03.x1 /CLONE=IMAGE:5665900 /FEA=EST /CNT=5 /TID=Mm.212439.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442332_at 51.5 41.6 P P 0.00415 0.008057 -0.3 NC 0.5 gb:BG794571 /DB_XREF=gi:14130141 /DB_XREF=UTSW_SM23G4 /CLONE=UTSW_SM23G4 /FEA=EST /CNT=5 /TID=Mm.131376.1 /TIER=ConsEnd /STK=3
MOE430_2_1442392_at 2.9 1.3 A A 0.55 0.95 -0.3 NC 0.72 gb:BB200474 /DB_XREF=gi:16271435 /DB_XREF=BB200474 /CLONE=A430024M08 /FEA=EST /CNT=5 /TID=Mm.122390.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442404_at 12.7 9.2 A A 0.09 0.19 -0.3 NC 0.5 gb:BB624790 /DB_XREF=gi:16463213 /DB_XREF=BB624790 /CLONE=9030023E15 /FEA=EST /CNT=5 /TID=Mm.132888.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442405_at 10.2 7.3 A A 0.27 0.17 -0.3 NC 0.37 gb:AU042783 /DB_XREF=gi:3957018 /DB_XREF=AU042783 /CLONE=J1029G06 /FEA=EST /CNT=5 /TID=Mm.17690.1 /TIER=ConsEnd /STK=3 /UG=Mm.17
MOE430_2_1442410_at 11.9 8.7 P P 0.005859 0.03 -0.3 NC 0.5 gb:BB068214 /DB_XREF=gi:16259995 /DB_XREF=BB068214 /CLONE=8030470O18 /FEA=EST /CNT=5 /TID=Mm.161543.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442416_at 19.5 15.2 P P 0.005859 0.005859 -0.3 NC 0.58 gb:BB311940 /DB_XREF=gi:16402751 /DB_XREF=BB311940 /CLONE=B230330B21 /FEA=EST /CNT=5 /TID=Mm.125647.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442424_at 1.1 0.5 A A 0.87 0.82 -0.3 NC 0.45 gb:BB368771 /DB_XREF=gi:16406692 /DB_XREF=BB368771 /CLONE=C130044M19 /FEA=EST /CNT=5 /TID=Mm.212599.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442449_at 10.3 7.5 A A 0.06 0.11 -0.3 NC 0.5 gb:BM248235 /DB_XREF=gi:17883505 /DB_XREF=K0813G01-3 /CLONE=K0813G01 /FEA=EST /CNT=4 /TID=Mm.217448.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442451_at 2.1 1.3 A A 0.75 0.56 -0.3 NC 0.03 gb:BE957141 /DB_XREF=gi:10602391 /DB_XREF=UI-M-BG2-bcc-f-03-0-UI.s1 /CLONE=UI-M-BG2-bcc-f-03-0-UI /FEA=EST /CNT=4 /TID=Mm.151032.1
MOE430_2_1442453_at 15.9 10.8 P P 0.008057 0.01 -0.3 NC 0.5 gb:BM224404 /DB_XREF=gi:17785657 /DB_XREF=K0150H07-3 /CLONE=K0150H07 /FEA=EST /CNT=4 /TID=Mm.217949.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442497_at 6.7 3.5 A A 0.14 0.33 -0.3 NC 0.5 gb:BB539451 /DB_XREF=gi:16447025 /DB_XREF=BB539451 /CLONE=E130019A11 /FEA=EST /CNT=4 /TID=Mm.209898.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442538_at 19.3 18.1 A A 0.08 0.24 -0.3 NC 0.5 gb:AW742720 /DB_XREF=gi:7654516 /DB_XREF=up58h09.x1 /CLONE=IMAGE:2780321 /FEA=EST /CNT=4 /TID=Mm.148914.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442601_at 22.7 16.8 A A 0.09 0.21 -0.3 NC 0.5 gb:BB415685 /DB_XREF=gi:16423336 /DB_XREF=BB415685 /CLONE=C430043B06 /FEA=EST /CNT=4 /TID=Mm.168115.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442613_at 1.1 1.2 A A 0.75 0.88 -0.3 NC 0.5 gb:BQ175871 /DB_XREF=gi:20351363 /DB_XREF=UI-M-DJ2-bwf-m-17-0-UI.s1 /CLONE=UI-M-DJ2-bwf-m-17-0-UI /FEA=EST /CNT=4 /TID=Mm.121116
MOE430_2_1442647_at 9 13.1 A A 0.43 0.27 -0.3 NC 0.42 gb:AV337352 /DB_XREF=gi:15406460 /DB_XREF=AV337352 /CLONE=6430400C10 /FEA=EST /CNT=4 /TID=Mm.207703.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442665_at 6.6 5.8 A A 0.56 0.33 -0.3 NC 0.5 gb:C78196 /DB_XREF=gi:2518526 /DB_XREF=C78196 /CLONE=J0044C01 /FEA=EST /CNT=4 /TID=Mm.24973.1 /TIER=ConsEnd /STK=3 /UG=Mm.24973 /
MOE430_2_1442685_at 12.9 6.3 A A 0.08 0.27 -0.3 NC 0.5 gb:AU016431 /DB_XREF=gi:3371435 /DB_XREF=AU016431 /CLONE=J0725A03 /FEA=EST /CNT=4 /TID=Mm.173273.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1442703_at 16.7 14.2 A A 0.21 0.21 -0.3 NC 0.5 gb:BB820231 /DB_XREF=gi:16992860 /DB_XREF=BB820231 /CLONE=G830004J05 /FEA=EST /CNT=4 /TID=Mm.213296.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442834_at 8.2 10.3 A A 0.09 0.19 -0.3 NC 0.5 gb:BG070476 /DB_XREF=gi:12553045 /DB_XREF=H3087G05-3 /CLONE=H3087G05 /FEA=EST /CNT=4 /TID=Mm.144738.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442851_at 9.8 11.9 A A 0.24 0.24 -0.3 NC 0.5 gb:BG066546 /DB_XREF=gi:12549203 /DB_XREF=H3045B11-3 /CLONE=H3045B11 /FEA=EST /CNT=4 /TID=Mm.172798.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442890_at 20.6 22.8 A A 0.24 0.19 -0.3 NC 0.41 gb:BB549503 /DB_XREF=gi:16447811 /DB_XREF=BB549503 /CLONE=E230016B14 /FEA=EST /CNT=4 /TID=Mm.170335.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442957_at 8.7 5.5 A A 0.39 0.36 -0.3 NC 0.5 gb:BG075059 /DB_XREF=gi:12557628 /DB_XREF=H3142G08-3 /CLONE=H3142G08 /FEA=EST /CNT=3 /TID=Mm.103128.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443035_at 6 17.2 A A 0.53 0.3 -0.3 NC 0.5 gb:BG068633 /DB_XREF=gi:12551202 /DB_XREF=H3067F09-3 /CLONE=H3067F09 /FEA=EST /CNT=3 /TID=Mm.26370.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443073_at 21 14.3 A A 0.27 0.43 -0.3 NC 0.68 gb:BB355954 /DB_XREF=gi:16405731 /DB_XREF=BB355954 /CLONE=C030011D20 /FEA=EST /CNT=3 /TID=Mm.202697.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443104_at 15.6 10.2 A A 0.06 0.14 -0.3 NC 0.37 gb:BB541236 /DB_XREF=gi:16447191 /DB_XREF=BB541236 /CLONE=E130112O04 /FEA=EST /CNT=3 /TID=Mm.216125.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443117_at 4.6 3.5 A A 0.33 0.72 -0.3 NC 0.51 gb:BB298032 /DB_XREF=gi:16402026 /DB_XREF=BB298032 /CLONE=B130065E07 /FEA=EST /CNT=3 /TID=Mm.214693.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443198_at 2.2 0.8 A A 0.9 0.98 -0.3 NC 0.83 gb:BB107751 /DB_XREF=gi:16261562 /DB_XREF=BB107751 /CLONE=9530007G09 /FEA=EST /CNT=3 /TID=Mm.150552.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443252_at 1.7 2.6 A A 0.72 0.75 -0.3 NC 0.17 gb:BB179497 /DB_XREF=gi:15409383 /DB_XREF=BB179497 /CLONE=A230079H13 /FEA=EST /CNT=3 /TID=Mm.131053.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443278_at 0.2 0.3 A A 0.85 0.88 -0.3 NC 0.3 gb:BB470257 /DB_XREF=gi:16427744 /DB_XREF=BB470257 /CLONE=D230032L01 /FEA=EST /CNT=3 /TID=Mm.153330.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443279_at 6.9 5.4 A A 0.43 0.3 -0.3 NC 0.5 gb:BB204492 /DB_XREF=gi:16351848 /DB_XREF=BB204492 /CLONE=A430058C17 /FEA=EST /CNT=3 /TID=Mm.207887.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443333_at 3.8 3 A A 0.35 0.43 -0.3 NC 0.54 gb:BB190266 /DB_XREF=gi:16270714 /DB_XREF=BB190266 /CLONE=A330060A01 /FEA=EST /CNT=3 /TID=Mm.122144.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443377_at 20.3 14.7 A A 0.46 0.27 -0.3 NC 0.19 gb:BB012070 /DB_XREF=gi:16257277 /DB_XREF=BB012070 /CLONE=4930407A16 /FEA=EST /CNT=3 /TID=Mm.199024.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443419_at 1.9 0.7 A A 0.69 0.98 -0.3 NC 0.8 gb:AU022212 /DB_XREF=gi:3387171 /DB_XREF=AU022212 /CLONE=J0410D09 /FEA=EST /CNT=3 /TID=Mm.26300.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1443462_at 2.1 0.1 A A 0.66 0.97 -0.3 NC 0.84 gb:AU022864 /DB_XREF=gi:3393211 /DB_XREF=AU022864 /CLONE=J0421G01 /FEA=EST /CNT=3 /TID=Mm.155633.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443464_at 1.8 1.1 A A 0.85 0.93 -0.3 NC 0.66 gb:C81257 /DB_XREF=gi:2521587 /DB_XREF=C81257 /CLONE=J0096F01 /FEA=EST /CNT=3 /TID=Mm.25109.1 /TIER=ConsEnd /STK=3 /UG=Mm.25109 /
MOE430_2_1443470_at 1.7 2 A A 0.85 0.94 -0.3 NC 0.64 gb:BB517522 /DB_XREF=gi:16443183 /DB_XREF=BB517522 /CLONE=D830024K12 /FEA=EST /CNT=3 /TID=Mm.209654.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443507_at 8.8 8.1 P A 0.005859 0.09 -0.3 NC 0.5 gb:AV300114 /DB_XREF=gi:16393261 /DB_XREF=AV300114 /CLONE=5730478D18 /FEA=EST /CNT=3 /TID=Mm.161139.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443554_at 49 31.4 P P 0.02 0.03 -0.3 NC 0.63 gb:BM204832 /DB_XREF=gi:17759783 /DB_XREF=C0275B10-3 /CLONE=C0275B10 /FEA=EST /CNT=3 /TID=Mm.218083.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443641_at 11.6 11.2 A A 0.18 0.36 -0.3 NC 0.5 gb:BF318304 /DB_XREF=gi:11266885 /DB_XREF=ux09b09.x1 /CLONE=IMAGE:3470969 /FEA=EST /CNT=3 /TID=Mm.157591.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443706_at 6.7 8.3 A A 0.24 0.5 -0.3 NC 0.5 gb:BG066976 /DB_XREF=gi:12549545 /DB_XREF=H3049B10-3 /CLONE=H3049B10 /FEA=EST /CNT=3 /TID=Mm.28176.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443738_at 1.7 0.9 A A 0.63 0.69 -0.3 NC 0.62 gb:AW122528 /DB_XREF=gi:6098052 /DB_XREF=UI-M-BH2.2-aox-b-10-0-UI.s1 /CLONE=UI-M-BH2.2-aox-b-10-0-UI /FEA=EST /CNT=3 /TID=Mm.48689
MOE430_2_1443749_x_ 543.1 476.3 P P 0.001953 0.000244 -0.3 NC 0.98 gb:BB085413 /DB_XREF=gi:8651197 /DB_XREF=BB085413 /CLONE=9330199F07 /FEA=EST /CNT=3 /TID=Mm.153245.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443762_s_ 266.7 210.5 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BB448743 /DB_XREF=gi:9309778 /DB_XREF=BB448743 /CLONE=D030068C17 /FEA=EST /CNT=3 /TID=Mm.209626.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443798_at 76.2 68.5 M M 0.05 0.05 -0.3 NC 0.5 gb:BB207248 /DB_XREF=gi:8872201 /DB_XREF=BB207248 /CLONE=A430080K21 /FEA=EST /CNT=3 /TID=Mm.131916.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443816_s_ 43.2 33.2 P P 0.005859 0.00415 -0.3 NC 0.5 gb:BB240086 /DB_XREF=gi:8924694 /DB_XREF=BB240086 /CLONE=A630080E21 /FEA=EST /CNT=3 /TID=Mm.119764.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443832_s_ 173.2 113.1 P P 0.000244 0.000244 -0.3 MD 0.99 gb:AV064339 /DB_XREF=gi:5184167 /DB_XREF=AV064339 /CLONE=2010010H15 /FEA=EST /CNT=3 /TID=Mm.55316.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443841_x_ 31.5 30.4 P P 0.000244 0.000244 -0.3 NC 0.6 gb:AV321904 /DB_XREF=gi:6291750 /DB_XREF=AV321904 /CLONE=6030438J09 /FEA=EST /CNT=3 /TID=Mm.214550.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443874_at 49.4 37.4 P P 0.000732 0.00293 -0.3 NC 0.88 gb:AV345094 /DB_XREF=gi:15406604 /DB_XREF=AV345094 /CLONE=6430549M02 /FEA=EST /CNT=11 /TID=Mm.24237.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443922_at 22.3 15.4 P A 0.005859 0.08 -0.3 NC 0.49 gb:BB194779 /DB_XREF=gi:8855398 /DB_XREF=BB194779 /CLONE=A330085E13 /FEA=EST /CNT=8 /TID=Mm.130288.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443936_at 1 0.3 A A 0.75 0.95 -0.3 NC 0.96 gb:BB711907 /DB_XREF=gi:16065076 /DB_XREF=BB711907 /CLONE=B020030N13 /FEA=EST /CNT=11 /TID=Mm.100857.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444046_at 41 39.1 A M 0.08 0.05 -0.3 NC 0.5 gb:AI853734 /DB_XREF=gi:5497640 /DB_XREF=UI-M-BH0-ajg-a-06-0-UI.s1 /CLONE=UI-M-BH0-ajg-a-06-0-UI /FEA=EST /CNT=6 /TID=Mm.39464.1 /TI
MOE430_2_1444051_at 11.6 9.2 A A 0.12 0.12 -0.3 NC 0.39 gb:AA215046 /DB_XREF=gi:1814896 /DB_XREF=mu76c10.r1 /CLONE=IMAGE:651474 /FEA=EST /CNT=6 /TID=Mm.169669.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444057_at 36.2 35.4 P P 0.00415 0.000732 -0.3 NC 0.71 gb:BB253461 /DB_XREF=gi:8946207 /DB_XREF=BB253461 /CLONE=A730057K04 /FEA=EST /CNT=11 /TID=Mm.156169.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444074_at 1.2 1.3 A A 0.88 0.8 -0.3 NC 0.58 gb:BE996559 /DB_XREF=gi:10681408 /DB_XREF=UI-M-CG0p-big-g-09-0-UI.s1 /CLONE=UI-M-CG0p-big-g-09-0-UI /FEA=EST /CNT=7 /TID=Mm.152530
MOE430_2_1444080_at 1.5 0.6 A A 0.88 0.95 -0.3 NC 0.75 gb:AW487895 /DB_XREF=gi:7058165 /DB_XREF=UI-M-BH3-arv-g-12-0-UI.s1 /CLONE=UI-M-BH3-arv-g-12-0-UI /FEA=EST /CNT=6 /TID=Mm.101203.1 
MOE430_2_1444096_at 48 37.3 P P 0.01 0.005859 -0.3 NC 0.55 gb:BB075907 /DB_XREF=gi:16260324 /DB_XREF=BB075907 /CLONE=9330115C17 /FEA=EST /CNT=6 /TID=Mm.117836.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444232_at 23.3 17.9 A P 0.08 0.01 -0.3 NC 0.4 gb:BB516668 /DB_XREF=gi:16443116 /DB_XREF=BB516668 /CLONE=D830017E01 /FEA=EST /CNT=8 /TID=Mm.187684.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444371_at 6.3 5.2 M A 0.05 0.24 -0.3 NC 0.5 gb:BB268463 /DB_XREF=gi:16400493 /DB_XREF=BB268463 /CLONE=A830035E22 /FEA=EST /CNT=4 /TID=Mm.131555.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444461_at 15.3 9.8 A A 0.19 0.08 -0.3 NC 0.5 gb:BB346871 /DB_XREF=gi:16405065 /DB_XREF=BB346871 /CLONE=B930063F06 /FEA=EST /CNT=4 /TID=Mm.125999.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444472_at 43.8 29.3 M A 0.05 0.08 -0.3 NC 0.9 gb:BB154631 /DB_XREF=gi:16268194 /DB_XREF=BB154631 /CLONE=A130021L17 /FEA=EST /CNT=4 /TID=Mm.207503.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444523_s_ 2176.7 1325.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:AU040151 /DB_XREF=gi:3953971 /DB_XREF=AU040151 /CLONE=J0800H04 /FEA=EST /CNT=4 /TID=Mm.196587.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444584_at 10.2 10.2 A A 0.14 0.21 -0.3 NC 0.5 gb:BB014522 /DB_XREF=gi:8137702 /DB_XREF=BB014522 /CLONE=4930483C07 /FEA=EST /CNT=4 /TID=Mm.183019.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444609_at 32.9 22.8 P P 0.02 0.03 -0.3 NC 0.71 gb:BM941583 /DB_XREF=gi:19400735 /DB_XREF=UI-M-CG0p-bgi-d-11-0-UI.r1 /CLONE=UI-M-CG0p-bgi-d-11-0-UI /FEA=EST /CNT=4 /TID=Mm.151799
MOE430_2_1444648_at 1.8 2 A A 0.95 0.94 -0.3 NC 0.55 gb:AI507589 /DB_XREF=gi:4405440 /DB_XREF=vi72a02.x1 /CLONE=IMAGE:917738 /FEA=EST /CNT=5 /TID=Mm.157007.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444656_at 1.8 0.6 A A 0.6 0.75 -0.3 NC 0.5 gb:BB169269 /DB_XREF=gi:8825210 /DB_XREF=BB169269 /CLONE=A230006A01 /FEA=EST /CNT=4 /TID=Mm.50523.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444679_at 36 33.6 P P 0.03 0.03 -0.3 NC 0.5 gb:BB667439 /DB_XREF=gi:16398888 /DB_XREF=BB667439 /CLONE=C730013O12 /FEA=EST /CNT=4 /TID=Mm.101855.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444763_at 26.3 22.1 P P 0.001953 0.005859 -0.3 NC 0.96 gb:BB667296 /DB_XREF=gi:16398745 /DB_XREF=BB667296 /CLONE=7120449H18 /FEA=EST /CNT=4 /TID=Mm.82300.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444807_at 1.9 1.5 A A 0.8 0.92 -0.3 NC 0.83 gb:BG068933 /DB_XREF=gi:12551502 /DB_XREF=H3070H04-3 /CLONE=H3070H04 /FEA=EST /CNT=3 /TID=Mm.172153.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444853_at 3.4 5.6 A A 0.36 0.14 -0.3 NC 0.4 gb:BG072047 /DB_XREF=gi:12554616 /DB_XREF=H3106B01-3 /CLONE=H3106B01 /FEA=EST /CNT=3 /TID=Mm.174062.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444905_at 2 0.4 A A 0.75 0.91 -0.3 NC 0.5 gb:BG069198 /DB_XREF=gi:12551767 /DB_XREF=H3073G10-3 /CLONE=H3073G10 /FEA=EST /CNT=3 /TID=Mm.154694.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444945_at 7.8 6.3 A A 0.09 0.24 -0.3 NC 0.21 gb:BG069084 /DB_XREF=gi:12551653 /DB_XREF=H3072E10-3 /CLONE=H3072E10 /FEA=EST /CNT=3 /TID=Mm.26440.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444964_at 1.3 0.8 A A 0.63 0.82 -0.3 NC 0.74 gb:AI451488 /DB_XREF=gi:4304349 /DB_XREF=mu42f06.x1 /CLONE=IMAGE:642083 /FEA=EST /CNT=3 /TID=Mm.213440.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444974_at 10 8.2 A A 0.3 0.24 -0.3 NC 0.6 gb:BG068713 /DB_XREF=gi:12551282 /DB_XREF=H3068E08-3 /CLONE=H3068E08 /FEA=EST /CNT=3 /TID=Mm.26380.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444987_at 10.8 7.3 A A 0.6 0.5 -0.3 NC 0.5 gb:BG067383 /DB_XREF=gi:12549952 /DB_XREF=H3053G10-3 /CLONE=H3053G10 /FEA=EST /CNT=3 /TID=Mm.173017.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445005_at 1.3 2 A A 0.98 0.98 -0.3 NC 0.97 gb:BG066607 /DB_XREF=gi:12549099 /DB_XREF=H3044A08-3 /CLONE=H3044A08 /FEA=EST /CNT=3 /TID=Mm.172773.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445011_at 5.2 7 A A 0.46 0.19 -0.3 NC 0.3 gb:BG070666 /DB_XREF=gi:12553235 /DB_XREF=H3089G10-3 /CLONE=H3089G10 /FEA=EST /CNT=3 /TID=Mm.173290.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445048_at 6.5 9.3 A A 0.12 0.43 -0.3 NC 0.5 gb:BG067686 /DB_XREF=gi:12550255 /DB_XREF=H3057A12-3 /CLONE=H3057A12 /FEA=EST /CNT=3 /TID=Mm.173057.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445068_at 1.3 0.9 A A 0.63 0.6 -0.3 NC 0.57 gb:BM239348 /DB_XREF=gi:17874618 /DB_XREF=K0533A11-3 /CLONE=K0533A11 /FEA=EST /CNT=3 /TID=Mm.214913.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445086_at 0.9 2 A A 0.87 0.55 -0.3 NC 0.2 gb:BG072243 /DB_XREF=gi:12554812 /DB_XREF=H3108D02-3 /CLONE=H3108D02 /FEA=EST /CNT=3 /TID=Mm.17634.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445145_at 1.5 1 A A 0.75 0.91 -0.3 NC 0.5 gb:BG071268 /DB_XREF=gi:12553837 /DB_XREF=H3096G07-3 /CLONE=H3096G07 /FEA=EST /CNT=3 /TID=Mm.173869.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445173_at 9.7 8.4 P A 0.03 0.12 -0.3 NC 0.74 gb:BF472675 /DB_XREF=gi:11541858 /DB_XREF=UI-M-BZ0-axm-e-01-0-UI.r1 /CLONE=UI-M-BZ0-axm-e-01-0-UI /FEA=EST /CNT=3 /TID=Mm.150204
MOE430_2_1445286_at 3.9 3.5 A A 0.3 0.33 -0.3 NC 0.5 gb:BB542257 /DB_XREF=gi:16447254 /DB_XREF=BB542257 /CLONE=E130119H03 /FEA=EST /CNT=3 /TID=Mm.129496.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445304_at 5.8 6.3 P A 0.01 0.39 -0.3 NC 0.5 gb:BB763000 /DB_XREF=gi:16192234 /DB_XREF=BB763000 /CLONE=G370018H09 /FEA=EST /CNT=3 /TID=Mm.197032.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445333_at 6.3 4.8 A A 0.21 0.43 -0.3 NC 0.5 gb:BG066013 /DB_XREF=gi:12548576 /DB_XREF=H3037H09-3 /CLONE=H3037H09 /FEA=EST /CNT=3 /TID=Mm.172659.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445353_at 3.3 0.9 A A 0.5 0.8 -0.3 NC 0.5 gb:BG072027 /DB_XREF=gi:12554596 /DB_XREF=H3105H04-3 /CLONE=H3105H04 /FEA=EST /CNT=3 /TID=Mm.174060.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445355_at 0.3 0.3 A A 0.85 0.94 -0.3 NC 0.5 gb:BB458658 /DB_XREF=gi:16426295 /DB_XREF=BB458658 /CLONE=D130058C20 /FEA=EST /CNT=3 /TID=Mm.130080.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445377_at 37.5 36.6 A A 0.06 0.08 -0.3 NC 0.5 gb:BB443911 /DB_XREF=gi:16424919 /DB_XREF=BB443911 /CLONE=D030043H03 /FEA=EST /CNT=3 /TID=Mm.209190.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445388_at 2.7 7.1 A A 0.3 0.08 -0.3 NC 0.71 gb:BB134059 /DB_XREF=gi:16266574 /DB_XREF=BB134059 /CLONE=9830112B19 /FEA=EST /CNT=3 /TID=Mm.139293.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445421_at 18.5 25.8 M P 0.05 0.000244 -0.3 NC 0.5 gb:AV238942 /DB_XREF=gi:15405148 /DB_XREF=AV238942 /CLONE=4732430G19 /FEA=EST /CNT=3 /TID=Mm.150139.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445448_at 1.3 0.4 A A 0.78 0.98 -0.3 NC 0.96 gb:BG068947 /DB_XREF=gi:12551516 /DB_XREF=H3071A08-3 /CLONE=H3071A08 /FEA=EST /CNT=3 /TID=Mm.173710.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445477_at 17.4 20.8 M A 0.05 0.12 -0.3 NC 0.5 gb:BE952410 /DB_XREF=gi:10592840 /DB_XREF=UI-M-BH4-azn-d-04-0-UI.s1 /CLONE=UI-M-BH4-azn-d-04-0-UI /FEA=EST /CNT=3 /TID=Mm.65368.1 



MOE430_2_1445508_at 1.5 0.8 A A 0.69 0.6 -0.3 NC 0.39 gb:BG063353 /DB_XREF=gi:12545916 /DB_XREF=H3006B12-3 /CLONE=H3006B12 /FEA=EST /CNT=3 /TID=Mm.171801.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445509_at 8.7 9.6 A P 0.14 0.02 -0.3 NC 0.5 gb:BM231397 /DB_XREF=gi:17866667 /DB_XREF=K0309C10-3 /CLONE=K0309C10 /FEA=EST /CNT=3 /TID=Mm.173801.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445558_at 9.1 8.4 A A 0.53 0.6 -0.3 NC 0.59 gb:BB765023 /DB_XREF=gi:16196628 /DB_XREF=BB765023 /CLONE=G370042J22 /FEA=EST /CNT=3 /TID=Mm.211355.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445559_at 24.2 17.3 P A 0.03 0.08 -0.3 NC 0.5 gb:BB762499 /DB_XREF=gi:16196281 /DB_XREF=BB762499 /CLONE=G370011N07 /FEA=EST /CNT=3 /TID=Mm.212454.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445574_at 15.9 16.7 P P 0.02 0.04 -0.3 NC 0.93 gb:BG067678 /DB_XREF=gi:12550247 /DB_XREF=H3057A04-3 /CLONE=H3057A04 /FEA=EST /CNT=3 /TID=Mm.25466.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445701_at 5 3.8 A A 0.17 0.66 -0.3 NC 0.5 gb:BB560322 /DB_XREF=gi:9646688 /DB_XREF=BB560322 /CLONE=E530015J10 /FEA=EST /CNT=3 /TID=Mm.137831.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445707_at 10.9 5 A A 0.63 0.39 -0.3 NC 0.5 gb:BB070860 /DB_XREF=gi:8580858 /DB_XREF=BB070860 /CLONE=8030493H13 /FEA=EST /CNT=3 /TID=Mm.72140.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445897_s_ 2322.5 1850.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AW986054 /DB_XREF=gi:8180599 /DB_XREF=uf92d01.x1 /CLONE=IMAGE:1529569 /FEA=EST /CNT=3 /TID=Mm.202671.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445984_at 33.4 28.8 P P 0.02 0.00415 -0.3 NC 0.5 gb:BB027193 /DB_XREF=gi:16258007 /DB_XREF=BB027193 /CLONE=5330436L08 /FEA=EST /CNT=2 /TID=Mm.210163.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446070_at 18.3 21.1 A M 0.08 0.05 -0.3 NC 0.5 gb:BB297402 /DB_XREF=gi:16401975 /DB_XREF=BB297402 /CLONE=B130055F12 /FEA=EST /CNT=2 /TID=Mm.215749.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446075_at 14.7 8.1 P A 0.008057 0.08 -0.3 NC 0.7 gb:AV376107 /DB_XREF=gi:16398041 /DB_XREF=AV376107 /CLONE=9130206C08 /FEA=EST /CNT=2 /TID=Mm.42002.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446179_at 17.6 12.9 A A 0.09 0.3 -0.3 NC 0.5 gb:BB333822 /DB_XREF=gi:16404028 /DB_XREF=BB333822 /CLONE=B830015O22 /FEA=EST /CNT=2 /TID=Mm.153584.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446220_at 5.3 2.5 A A 0.66 0.78 -0.3 NC 0.78 gb:BB527649 /DB_XREF=gi:16444511 /DB_XREF=BB527649 /CLONE=D930041P19 /FEA=EST /CNT=2 /TID=Mm.136451.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446233_at 1.6 1 A A 0.75 0.96 -0.3 NC 0.93 gb:BB430136 /DB_XREF=gi:16424052 /DB_XREF=BB430136 /CLONE=C630031M12 /FEA=EST /CNT=2 /TID=Mm.209130.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446303_at 48.3 39.1 P P 0.008057 0.01 -0.3 NC 0.6 gb:AV374369 /DB_XREF=gi:16397949 /DB_XREF=AV374369 /CLONE=9130009O03 /FEA=EST /CNT=2 /TID=Mm.218629.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446324_at 24 21 P P 0.000244 0.00415 -0.3 NC 0.72 gb:BB451211 /DB_XREF=gi:16425528 /DB_XREF=BB451211 /CLONE=D130008E05 /FEA=EST /CNT=2 /TID=Mm.193117.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446346_at 26.5 15.4 P A 0.03 0.19 -0.3 NC 0.5 gb:BG063470 /DB_XREF=gi:12546033 /DB_XREF=H3007F03-3 /CLONE=H3007F03 /FEA=EST /CNT=2 /TID=Mm.182543.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446364_at 2.8 1 A A 0.46 0.94 -0.3 NC 0.81 gb:BB385572 /DB_XREF=gi:16408346 /DB_XREF=BB385572 /CLONE=C230039M24 /FEA=EST /CNT=2 /TID=Mm.208952.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446373_at 8 5.7 P A 0.04 0.17 -0.3 NC 0.5 gb:BB104126 /DB_XREF=gi:16261426 /DB_XREF=BB104126 /CLONE=9430090G05 /FEA=EST /CNT=2 /TID=Mm.207318.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446376_at 19.7 14.6 A A 0.27 0.33 -0.3 NC 0.29 gb:BB548024 /DB_XREF=gi:16447632 /DB_XREF=BB548024 /CLONE=E230002J16 /FEA=EST /CNT=2 /TID=Mm.209955.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446424_at 0.6 0.9 A A 0.82 0.93 -0.3 NC 0.55 gb:AV269315 /DB_XREF=gi:16389744 /DB_XREF=AV269315 /CLONE=4930542C23 /FEA=EST /CNT=2 /TID=Mm.210312.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446450_at 6.3 4.6 A A 0.24 0.43 -0.3 NC 0.35 gb:BB411068 /DB_XREF=gi:16423279 /DB_XREF=BB411068 /CLONE=C430021C06 /FEA=EST /CNT=2 /TID=Mm.168049.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446490_at 9.2 1.9 P A 0.03 0.33 -0.3 NC 0.5 gb:BB155176 /DB_XREF=gi:16268238 /DB_XREF=BB155176 /CLONE=A130023P20 /FEA=EST /CNT=2 /TID=Mm.208391.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446534_at 1.2 1.5 A A 0.66 0.72 -0.3 NC 0.24 gb:BB233549 /DB_XREF=gi:16354609 /DB_XREF=BB233549 /CLONE=A630044F14 /FEA=EST /CNT=2 /TID=Mm.208919.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446585_at 4.1 3.4 A A 0.21 0.43 -0.3 NC 0.5 gb:BB263909 /DB_XREF=gi:16400167 /DB_XREF=BB263909 /CLONE=A830013F19 /FEA=EST /CNT=2 /TID=Mm.215686.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446598_at 65.9 47.6 P P 0.02 0.01 -0.3 NC 0.92 gb:BB162460 /DB_XREF=gi:16268693 /DB_XREF=BB162460 /CLONE=A130067J10 /FEA=EST /CNT=2 /TID=Mm.207575.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446602_at 12.2 6.7 P A 0.03 0.14 -0.3 NC 0.5 gb:BG068594 /DB_XREF=gi:12551163 /DB_XREF=H3067C03-3 /CLONE=H3067C03 /FEA=EST /CNT=2 /TID=Mm.173613.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446615_at 22.7 17 P P 0.005859 0.03 -0.3 NC 0.5 gb:BB466294 /DB_XREF=gi:16427219 /DB_XREF=BB466294 /CLONE=D230008D16 /FEA=EST /CNT=2 /TID=Mm.215995.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446679_at 9.9 8.9 A A 0.12 0.29 -0.3 NC 0.5 gb:BG069549 /DB_XREF=gi:12552118 /DB_XREF=H3077E10-3 /CLONE=H3077E10 /FEA=EST /CNT=2 /TID=Mm.173418.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446688_at 13.4 19.6 A A 0.3 0.21 -0.3 NC 0.76 gb:BI076801 /DB_XREF=gi:14515446 /DB_XREF=L0264C01-3 /CLONE=L0264C01 /FEA=EST /CNT=2 /TID=Mm.196735.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446737_a_ 27.5 21.4 P P 0.001221 0.005859 -0.3 NC 0.5 gb:BM250446 /DB_XREF=gi:17885716 /DB_XREF=K0849G11-3 /CLONE=K0849G11 /FEA=EST /CNT=2 /TID=Mm.63527.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446745_at 0.5 0.4 A A 0.69 0.72 -0.3 NC 0.46 gb:BB490675 /DB_XREF=gi:16441701 /DB_XREF=BB490675 /CLONE=D530017A14 /FEA=EST /CNT=2 /TID=Mm.769.1 /TIER=ConsEnd /STK=2 /UG=Mm.7
MOE430_2_1446810_at 1.6 2.9 A A 0.8 0.72 -0.3 NC 0.91 gb:BB254594 /DB_XREF=gi:16398423 /DB_XREF=BB254594 /CLONE=A730062M13 /FEA=EST /CNT=2 /TID=Mm.208331.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446829_at 7.6 8.6 A A 0.39 0.27 -0.3 NC 0.5 gb:C78885 /DB_XREF=gi:2519215 /DB_XREF=C78885 /CLONE=J0056G12 /FEA=EST /CNT=2 /TID=Mm.5763.1 /TIER=ConsEnd /STK=2 /UG=Mm.5763 /L
MOE430_2_1446851_at 21.5 12.9 A A 0.14 0.12 -0.3 NC 0.55 gb:BB017755 /DB_XREF=gi:16257542 /DB_XREF=BB017755 /CLONE=4930570I18 /FEA=EST /CNT=2 /TID=Mm.218927.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446854_at 4.3 2.7 A A 0.6 0.63 -0.3 NC 0.5 gb:AU023663 /DB_XREF=gi:3394010 /DB_XREF=AU023663 /CLONE=J0436E11 /FEA=EST /CNT=2 /TID=Mm.173650.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446937_at 18.4 14.3 P A 0.03 0.06 -0.3 NC 0.8 gb:AI450357 /DB_XREF=gi:4296437 /DB_XREF=mu28h02.x1 /CLONE=IMAGE:640755 /FEA=EST /CNT=2 /TID=Mm.151601.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447001_at 1.3 0.6 A A 0.72 0.94 -0.3 NC 0.74 gb:C87114 /DB_XREF=gi:2919071 /DB_XREF=C87114 /CLONE=J0239G06 /FEA=EST /CNT=2 /TID=Mm.173055.1 /TIER=ConsEnd /STK=2 /UG=Mm.17305
MOE430_2_1447086_at 23.4 12.9 A A 0.12 0.33 -0.3 NC 0.5 gb:BG072437 /DB_XREF=gi:12555006 /DB_XREF=H3110E05-3 /CLONE=H3110E05 /FEA=EST /CNT=2 /TID=Mm.173953.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447114_x_ 28.5 33.3 A A 0.11 0.19 -0.3 NC 0.55 gb:BB327002 /DB_XREF=gi:16403714 /DB_XREF=BB327002 /CLONE=B430214A09 /FEA=EST /CNT=2 /TID=Mm.34436.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447139_at 37.4 51.9 P P 0.001953 0.005859 -0.3 NC 0.95 gb:BM234097 /DB_XREF=gi:17869355 /DB_XREF=K0345C01-3 /CLONE=K0345C01 /FEA=EST /CNT=2 /TID=Mm.138903.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447198_at 13.2 10.4 P A 0.008057 0.08 -0.3 NC 0.5 gb:AI853438 /DB_XREF=gi:5497344 /DB_XREF=UI-M-BH0-ajy-d-03-0-UI.s1 /CLONE=UI-M-BH0-ajy-d-03-0-UI /FEA=EST /CNT=2 /TID=Mm.44125.1 /T
MOE430_2_1447248_at 0.5 0.4 A A 0.91 0.94 -0.3 NC 0.65 gb:BF467504 /DB_XREF=gi:11536687 /DB_XREF=UI-M-CG0p-brl-e-08-0-UI.s1 /CLONE=UI-M-CG0p-brl-e-08-0-UI /FEA=EST /CNT=2 /TID=Mm.156543
MOE430_2_1447311_at 28.5 20.6 A A 0.09 0.08 -0.3 NC 0.59 gb:BE956505 /DB_XREF=gi:10601046 /DB_XREF=UI-M-BH4-bbc-f-07-0-UI.s1 /CLONE=UI-M-BH4-bbc-f-07-0-UI /FEA=EST /CNT=2 /TID=Mm.150995.1
MOE430_2_1447348_at 2.2 1.7 A A 0.68 0.8 -0.3 NC 0.5 gb:BG091924 /DB_XREF=gi:12574487 /DB_XREF=mac02a08.x1 /CLONE=IMAGE:3998487 /FEA=EST /CNT=2 /TID=Mm.174139.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1447411_at 83.9 69.1 P P 0.01 0.02 -0.3 NC 0.83 gb:AI506883 /DB_XREF=gi:4404734 /DB_XREF=vl56f02.x1 /CLONE=IMAGE:976251 /FEA=EST /CNT=2 /TID=Mm.33607.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447423_at 11.1 8.3 A A 0.12 0.11 -0.3 NC 0.5 gb:BB815861 /DB_XREF=gi:16988490 /DB_XREF=BB815861 /CLONE=G730031C06 /FEA=EST /CNT=2 /TID=Mm.213219.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447433_at 19.7 13.7 P P 0.03 0.01 -0.3 NC 0.5 gb:BB743316 /DB_XREF=gi:16146321 /DB_XREF=BB743316 /CLONE=F520011K08 /FEA=EST /CNT=2 /TID=Mm.44007.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447456_x_ 24.1 19.5 A A 0.19 0.33 -0.3 NC 0.18 gb:C86550 /DB_XREF=gi:2918507 /DB_XREF=C86550 /CLONE=J0228F07 /FEA=EST /CNT=2 /TID=Mm.200464.1 /TIER=ConsEnd /STK=2 /UG=Mm.20046
MOE430_2_1447465_at 23.2 11.1 P P 0.03 0.01 -0.3 NC 0.42 gb:BM238730 /DB_XREF=gi:17874000 /DB_XREF=K0522C12-3 /CLONE=K0522C12 /FEA=EST /CNT=2 /TID=Mm.218116.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447479_at 3.5 2.7 A A 0.75 0.88 -0.3 NC 0.92 gb:BE990881 /DB_XREF=gi:10669833 /DB_XREF=UI-M-BZ1-bfw-j-08-0-UI.s1 /CLONE=UI-M-BZ1-bfw-j-08-0-UI /FEA=EST /CNT=2 /TID=Mm.104628.1 
MOE430_2_1447486_at 26.9 25.6 P A 0.01 0.12 -0.3 NC 0.89 gb:BE991811 /DB_XREF=gi:10672002 /DB_XREF=UI-M-BZ1-bdz-f-12-0-UI.s1 /CLONE=UI-M-BZ1-bdz-f-12-0-UI /FEA=EST /CNT=2 /TID=Mm.152173.1 
MOE430_2_1447487_at 1.1 0.3 A A 0.5 0.75 -0.3 NC 0.81 gb:AW046662 /DB_XREF=gi:5907191 /DB_XREF=UI-M-BH1-ald-g-04-0-UI.s1 /CLONE=UI-M-BH1-ald-g-04-0-UI /FEA=EST /CNT=2 /TID=Mm.44419.1 /T
MOE430_2_1447503_at 5.1 3.4 A A 0.21 0.36 -0.3 NC 0.5 gb:AV002049 /DB_XREF=gi:4778899 /DB_XREF=AV002049 /CLONE=0610015C18 /FEA=EST /CNT=2 /TID=Mm.45363.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447558_at 12.6 11.3 A A 0.14 0.21 -0.3 NC 0.76 gb:BB138877 /DB_XREF=gi:16267210 /DB_XREF=BB138877 /CLONE=9830162I20 /FEA=EST /CNT=2 /TID=Mm.208811.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447582_x_ 3.8 3.9 A A 0.46 0.43 -0.3 NC 0.5 gb:AV205260 /DB_XREF=gi:6146113 /DB_XREF=AV205260 /CLONE=1700074D10 /FEA=EST /CNT=2 /TID=Mm.82712.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447614_at 4.9 3.4 A A 0.17 0.71 -0.3 NC 0.76 gb:BB134920 /DB_XREF=gi:8789857 /DB_XREF=BB134920 /CLONE=9830120F24 /FEA=EST /CNT=2 /TID=Mm.202178.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447652_at 16.8 11.3 A A 0.33 0.33 -0.3 NC 0.5 gb:AV303602 /DB_XREF=gi:6336116 /DB_XREF=AV303602 /CLONE=5730513N07 /FEA=EST /CNT=2 /TID=Mm.178062.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447678_at 39.2 29.7 P M 0.03 0.05 -0.3 NC 0.79 gb:BB399925 /DB_XREF=gi:9219321 /DB_XREF=BB399925 /CLONE=C330016F15 /FEA=EST /CNT=2 /TID=Mm.128110.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447700_x_ 4.4 4.8 A A 0.82 0.85 -0.3 NC 0.71 gb:BB349758 /DB_XREF=gi:9061586 /DB_XREF=BB349758 /CLONE=B930076G20 /FEA=EST /CNT=2 /TID=Mm.129288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447710_at 0.7 0.5 A A 0.8 0.87 -0.3 NC 0.82 gb:AV209657 /DB_XREF=gi:6150374 /DB_XREF=AV209657 /CLONE=1700120L06 /FEA=EST /CNT=2 /TID=Mm.71176.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1447723_at 4.1 4.1 A A 0.3 0.36 -0.3 NC 0.4 gb:BE955100 /DB_XREF=gi:10598298 /DB_XREF=UI-M-BH4-bbe-a-04-0-UI.s1 /CLONE=UI-M-BH4-bbe-a-04-0-UI /FEA=EST /CNT=2 /TID=Mm.150904.
MOE430_2_1447733_x_ 2.8 3.1 A A 0.39 0.39 -0.3 NC 0.5 gb:AV325788 /DB_XREF=gi:6365840 /DB_XREF=AV325788 /CLONE=6330405N07 /FEA=EST /CNT=2 /TID=Mm.181154.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447754_x_ 143 103.7 P P 0.008057 0.008057 -0.3 NC 0.96 gb:BB130418 /DB_XREF=gi:8784808 /DB_XREF=BB130418 /CLONE=9630045C09 /FEA=EST /CNT=2 /TID=Mm.119502.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447776_x_ 379.4 249.3 P P 0.001221 0.001953 -0.3 D 0.99 gb:AV334024 /DB_XREF=gi:6374076 /DB_XREF=AV334024 /CLONE=6330552O15 /FEA=EST /CNT=2 /TID=Mm.181414.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447783_x_ 417.6 308.3 P P 0.000732 0.000732 -0.3 D 0.99 gb:BB514802 /DB_XREF=gi:9523768 /DB_XREF=BB514802 /CLONE=D830004O15 /FEA=EST /CNT=2 /TID=Mm.196397.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447848_at 0.4 0.7 A A 0.95 0.91 -0.3 NC 0.5 gb:BB342099 /DB_XREF=gi:9051806 /DB_XREF=BB342099 /CLONE=B930035H10 /FEA=EST /CNT=2 /TID=Mm.168490.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447855_x_ 9.6 6.5 A A 0.17 0.5 -0.3 NC 0.5 gb:BB152554 /DB_XREF=gi:8807491 /DB_XREF=BB152554 /CLONE=A130007D14 /FEA=EST /CNT=2 /TID=Mm.129433.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447879_x_ 4.7 2.8 A A 0.11 0.19 -0.3 NC 0.55 gb:BB322528 /DB_XREF=gi:9030842 /DB_XREF=BB322528 /CLONE=B330016H16 /FEA=EST /CNT=2 /TID=Mm.149166.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447892_at 16 12.8 P A 0.02 0.33 -0.3 NC 0.5 gb:AV208528 /DB_XREF=gi:6149380 /DB_XREF=AV208528 /CLONE=1700109C07 /FEA=EST /CNT=2 /TID=Mm.71153.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447894_x_ 129.4 121.5 P P 0.000732 0.001221 -0.3 NC 0.6 gb:BB429200 /DB_XREF=gi:9268927 /DB_XREF=BB429200 /CLONE=C630026G17 /FEA=EST /CNT=2 /TID=Mm.215929.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447928_at 70.1 43.8 P P 0.00293 0.02 -0.3 D 0.99 gb:BE132973 /DB_XREF=gi:8595473 /DB_XREF=uf32e02.x1 /CLONE=IMAGE:1513082 /FEA=EST /CNT=26 /TID=Mm.77753.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1447952_at 83 70.3 P P 0.000244 0.000244 -0.3 NC 0.84 gb:BB755994 /DB_XREF=gi:16202481 /DB_XREF=BB755994 /CLONE=G270069K09 /FEA=EST /CNT=7 /TID=Mm.16959.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447996_at 44.3 41.1 P P 0.000244 0.000244 -0.3 NC 0.5 gb:AI848149 /DB_XREF=gi:5492055 /DB_XREF=UI-M-AH1-agq-a-11-0-UI.s1 /CLONE=UI-M-AH1-agq-a-11-0-UI /FEA=EST /CNT=2 /TID=Mm.39614.2 /T
MOE430_2_1448049_at 59.3 50.4 P P 0.000732 0.000732 -0.3 NC 0.86 gb:BI155864 /DB_XREF=gi:14615865 /DB_XREF=602904156F1 /CLONE=IMAGE:5034084 /FEA=EST /CNT=7 /TID=Mm.86909.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448104_at 338.8 313.7 P P 0.000732 0.000244 -0.3 NC 0.53 gb:NM_134042.1 /DB_XREF=gi:19527257 /GEN=1110038I05Rik /FEA=FLmRNA /CNT=367 /TID=Mm.182707.1 /TIER=FL+Stack /STK=229 /UG=Mm.182707 
MOE430_2_1448105_at 12.1 7.4 A A 0.33 0.43 -0.3 NC 0.5 gb:NM_008933.1 /DB_XREF=gi:6679474 /GEN=Prm2 /FEA=FLmRNA /CNT=347 /TID=Mm.541.1 /TIER=FL+Stack /STK=226 /UG=Mm.541 /LL=19119 /DEF=
MOE430_2_1448106_at 208.5 169.2 P P 0.001221 0.001221 -0.3 NC 0.96 gb:NM_026267.1 /DB_XREF=gi:13385773 /GEN=1200016B17Rik /FEA=FLmRNA /CNT=286 /TID=Mm.45951.1 /TIER=FL+Stack /STK=226 /UG=Mm.45951 /
MOE430_2_1448121_at 425.3 351.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_016852.1 /DB_XREF=gi:8394538 /GEN=Wbp2 /FEA=FLmRNA /CNT=338 /TID=Mm.1405.1 /TIER=FL+Stack /STK=192 /UG=Mm.1405 /LL=22378 /DE
MOE430_2_1448124_at 1361.4 1059.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_010368.1 /DB_XREF=gi:6754097 /GEN=Gus-s /FEA=FLmRNA /CNT=240 /TID=Mm.3317.1 /TIER=FL+Stack /STK=190 /UG=Mm.3317 /LL=14927 /D
MOE430_2_1448149_at 3055.1 2466.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009818.1 /DB_XREF=gi:6753293 /GEN=Catna1 /FEA=FLmRNA /CNT=349 /TID=Mm.18962.1 /TIER=FL+Stack /STK=167 /UG=Mm.18962 /LL=12385
MOE430_2_1448184_at 2794.6 2453.5 P P 0.000244 0.000244 -0.3 NC 0.98 gb:NM_008019.1 /DB_XREF=gi:6679802 /GEN=Fkbp1a /FEA=FLmRNA /CNT=283 /TID=Mm.27941.1 /TIER=FL+Stack /STK=140 /UG=Mm.27941 /LL=14225
MOE430_2_1448185_at 507.1 402.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_022331.1 /DB_XREF=gi:11612514 /GEN=Herpud1 /FEA=FLmRNA /CNT=280 /TID=Mm.29151.1 /TIER=FL+Stack /STK=140 /UG=Mm.29151 /LL=642
MOE430_2_1448197_at 0.6 0.4 A A 0.6 0.98 -0.3 NC 0.86 gb:NM_023289.1 /DB_XREF=gi:12963618 /GEN=Ceacam11 /FEA=FLmRNA /CNT=145 /TID=Mm.36666.1 /TIER=FL+Stack /STK=137 /UG=Mm.36666 /LL=6
MOE430_2_1448201_at 5249.7 4272.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_009144.1 /DB_XREF=gi:6677894 /GEN=Sfrp2 /FEA=FLmRNA /CNT=206 /TID=Mm.19155.1 /TIER=FL+Stack /STK=135 /UG=Mm.19155 /LL=20319 /
MOE430_2_1448208_at 395.3 323.5 P P 0.000244 0.000732 -0.3 NC 0.98 gb:U74359.1 /DB_XREF=gi:1658158 /FEA=FLmRNA /CNT=244 /TID=Mm.15185.1 /TIER=FL+Stack /STK=131 /UG=Mm.15185 /LL=17125 /UG_GENE=Madh
MOE430_2_1448240_at 1585.6 1183.1 P P 0.000732 0.000732 -0.3 NC 0.99 gb:NM_019709.1 /DB_XREF=gi:9790230 /GEN=Mbtps1 /FEA=FLmRNA /CNT=232 /TID=Mm.29791.1 /TIER=FL+Stack /STK=116 /UG=Mm.29791 /LL=56453
MOE430_2_1448264_a_ 3581.5 2866.7 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_018799.1 /DB_XREF=gi:9055369 /GEN=Eif3s2 /FEA=FLmRNA /CNT=255 /TID=Mm.104828.1 /TIER=FL+Stack /STK=109 /UG=Mm.104828 /LL=5470
MOE430_2_1448266_at 1452.7 1180.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AB030185.1 /DB_XREF=gi:7259239 /FEA=FLmRNA /CNT=205 /TID=Mm.29945.1 /TIER=FL+Stack /STK=108 /UG=Mm.29945 /LL=59022 /UG_GENE=Edf
MOE430_2_1448279_at 3460 3041.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC013618.1 /DB_XREF=gi:15488992 /FEA=FLmRNA /CNT=185 /TID=Mm.24498.1 /TIER=FL+Stack /STK=104 /UG=Mm.24498 /LL=56378 /UG_GENE=A
MOE430_2_1448297_a_ 446.5 323.8 P P 0.000732 0.000732 -0.3 NC 0.94 gb:NM_016788.1 /DB_XREF=gi:7948994 /GEN=Tnk2 /FEA=FLmRNA /CNT=145 /TID=Mm.1483.1 /TIER=FL+Stack /STK=99 /UG=Mm.1483 /LL=51789 /DEF
MOE430_2_1448335_s_ 1149.6 995.7 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_017367.1 /DB_XREF=gi:8393062 /GEN=Ccni /FEA=FLmRNA /CNT=309 /TID=Mm.22711.1 /TIER=FL+Stack /STK=9 /UG=Mm.22711 /LL=12453 /DE
MOE430_2_1448362_at 477.2 451.1 P P 0.000244 0.000244 -0.3 NC 0.96 gb:NM_019795.1 /DB_XREF=gi:9790098 /GEN=Dnajc7 /FEA=FLmRNA /CNT=173 /TID=Mm.196142.1 /TIER=FL+Stack /STK=86 /UG=Mm.196142 /LL=56354
MOE430_2_1448364_at 527.4 496.9 P P 0.000244 0.000244 -0.3 NC 0.79 gb:U95826.1 /DB_XREF=gi:2149913 /FEA=FLmRNA /CNT=148 /TID=Mm.3527.1 /TIER=FL /STK=1 /UG=Mm.3527 /LL=12452 /UG_GENE=Ccng2 /DEF=Mus
MOE430_2_1448368_at 423.7 365.9 P P 0.000244 0.000244 -0.3 NC 0.9 gb:NM_011722.1 /DB_XREF=gi:6756008 /GEN=Dctn6 /FEA=FLmRNA /CNT=129 /TID=Mm.90496.1 /TIER=FL+Stack /STK=85 /UG=Mm.90496 /LL=22428 /D
MOE430_2_1448378_at 446.3 401.4 P P 0.000244 0.000244 -0.3 NC 0.95 gb:NM_007984.1 /DB_XREF=gi:6679744 /GEN=Fscn1 /FEA=FLmRNA /CNT=205 /TID=Mm.13194.1 /TIER=FL+Stack /STK=84 /UG=Mm.13194 /LL=14086 /D
MOE430_2_1448383_at 4525.5 3972.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008608.1 /DB_XREF=gi:6678897 /GEN=Mmp14 /FEA=FLmRNA /CNT=233 /TID=Mm.19945.1 /TIER=FL+Stack /STK=81 /UG=Mm.19945 /LL=17387 /
MOE430_2_1448411_at 161.9 111.2 P P 0.000244 0.000244 -0.3 NC 0.86 gb:NM_011716.1 /DB_XREF=gi:6755996 /GEN=Wfs1 /FEA=FLmRNA /CNT=121 /TID=Mm.20916.1 /TIER=FL+Stack /STK=77 /UG=Mm.20916 /LL=22393 /D
MOE430_2_1448417_at 178.5 137.8 P P 0.001221 0.00293 -0.3 NC 0.93 gb:NM_013610.1 /DB_XREF=gi:7305314 /GEN=Ninj1 /FEA=FLmRNA /CNT=132 /TID=Mm.18503.1 /TIER=FL+Stack /STK=76 /UG=Mm.18503 /LL=18081 /D
MOE430_2_1448449_at 161.5 148.2 P P 0.001953 0.001221 -0.3 NC 0.7 gb:NM_019955.1 /DB_XREF=gi:9910533 /GEN=Ripk3 /FEA=FLmRNA /CNT=93 /TID=Mm.46612.1 /TIER=FL+Stack /STK=73 /UG=Mm.46612 /LL=56532 /DE
MOE430_2_1448453_at 1.7 1.5 A A 0.63 0.78 -0.3 NC 0.88 gb:NM_008293.1 /DB_XREF=gi:6680288 /GEN=Hsd3b1 /FEA=FLmRNA /CNT=97 /TID=Mm.140811.1 /TIER=FL+Stack /STK=72 /UG=Mm.140811 /LL=15492
MOE430_2_1448467_a_ 107.9 93 P P 0.00415 0.00293 -0.3 NC 0.82 gb:NM_053252.1 /DB_XREF=gi:16716580 /GEN=LOC114601 /FEA=FLmRNA /CNT=113 /TID=Mm.23607.1 /TIER=FL+Stack /STK=69 /UG=Mm.23607 /LL=1
MOE430_2_1448485_at 8.8 5.8 A A 0.19 0.56 -0.3 NC 0.83 gb:NM_008116.1 /DB_XREF=gi:6679994 /GEN=Ggtp /FEA=FLmRNA /CNT=121 /TID=Mm.4559.1 /TIER=FL+Stack /STK=67 /UG=Mm.4559 /LL=14598 /DEF
MOE430_2_1448491_at 2233.3 1895 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_016772.1 /DB_XREF=gi:7949036 /GEN=Ech1 /FEA=FLmRNA /CNT=192 /TID=Mm.2112.1 /TIER=FL+Stack /STK=66 /UG=Mm.2112 /LL=51798 /DEF
MOE430_2_1448520_at 30.4 26.4 P M 0.04 0.05 -0.3 NC 0.5 gb:NM_133865.1 /DB_XREF=gi:19527079 /GEN=AI452214 /FEA=FLmRNA /CNT=89 /TID=Mm.17343.1 /TIER=FL+Stack /STK=64 /UG=Mm.17343 /LL=9964
MOE430_2_1448525_a_ 464.6 352.2 P P 0.000732 0.000244 -0.3 NC 0.82 gb:AK018668.1 /DB_XREF=gi:12858490 /GEN=Bnip3l /FEA=FLmRNA /CNT=212 /TID=Mm.29820.1 /TIER=Stack /STK=9 /UG=Mm.29820 /LL=12177 /UG_T
MOE430_2_1448570_at 597.8 487 P P 0.000244 0.000244 -0.3 NC 0.96 gb:NM_022023.1 /DB_XREF=gi:11993947 /GEN=Gmfb /FEA=FLmRNA /CNT=164 /TID=Mm.87312.1 /TIER=FL+Stack /STK=58 /UG=Mm.87312 /LL=63985 /
MOE430_2_1448666_s_ 498.4 315.9 P P 0.000244 0.000244 -0.3 NC 0.95 gb:AV174616 /DB_XREF=gi:15404733 /DB_XREF=AV174616 /CLONE=5730411G05 /FEA=FLmRNA /CNT=285 /TID=Mm.31533.1 /TIER=Stack /STK=150 /
MOE430_2_1448668_a_ 232.6 198.1 P P 0.000244 0.000244 -0.3 NC 0.86 gb:NM_008363.1 /DB_XREF=gi:6680418 /GEN=Il1rak /FEA=FLmRNA /CNT=224 /TID=Mm.38241.1 /TIER=FL+Stack /STK=48 /UG=Mm.38241 /LL=16179 /D
MOE430_2_1448672_a_ 559.1 462 P P 0.000244 0.000244 -0.3 NC 0.96 gb:NM_023854.1 /DB_XREF=gi:12963846 /GEN=Zfp289 /FEA=FLmRNA /CNT=139 /TID=Mm.43636.1 /TIER=FL+Stack /STK=48 /UG=Mm.43636 /LL=77038 
MOE430_2_1448676_at 17.7 20.1 P P 0.02 0.02 -0.3 NC 0.28 gb:NM_007595.1 /DB_XREF=gi:6671659 /GEN=Camk2b /FEA=FLmRNA /CNT=94 /TID=Mm.4857.1 /TIER=FL+Stack /STK=48 /UG=Mm.4857 /LL=12323 /DE
MOE430_2_1448698_at 1920.2 1586.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_007631.1 /DB_XREF=gi:6680867 /GEN=Ccnd1 /FEA=FLmRNA /CNT=364 /TID=Mm.22288.1 /TIER=FL+Stack /STK=45 /UG=Mm.22288 /LL=12443 /
MOE430_2_1448718_at 992.3 839.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_025605.1 /DB_XREF=gi:13385059 /GEN=2400001E08Rik /FEA=FLmRNA /CNT=134 /TID=Mm.30003.1 /TIER=FL+Stack /STK=44 /UG=Mm.30003 /L
MOE430_2_1448741_at 12.3 7 A A 0.09 0.36 -0.3 NC 0.5 gb:NM_009205.1 /DB_XREF=gi:6678018 /GEN=Slc3a1 /FEA=FLmRNA /CNT=110 /TID=Mm.18300.1 /TIER=FL+Stack /STK=43 /UG=Mm.18300 /LL=20532 /
MOE430_2_1448771_a_ 10111.4 8443.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_010239.1 /DB_XREF=gi:6753911 /GEN=Fth /FEA=FLmRNA /CNT=73 /TID=Mm.1776.1 /TIER=FL+Stack /STK=40 /UG=Mm.1776 /LL=14319 /DEF=M
MOE430_2_1448831_at 29.6 19.4 A A 0.19 0.27 -0.3 NC 0.86 gb:NM_007426.1 /DB_XREF=gi:6671526 /GEN=Agpt2 /FEA=FLmRNA /CNT=59 /TID=Mm.3425.1 /TIER=FL+Stack /STK=37 /UG=Mm.3425 /LL=11601 /DEF
MOE430_2_1448836_s_ 207.6 151.2 P P 0.000244 0.000244 -0.3 NC 0.51 gb:NM_133884.1 /DB_XREF=gi:19527097 /GEN=AI838661 /FEA=FLmRNA /CNT=69 /TID=Mm.31726.1 /TIER=FL+Stack /STK=37 /UG=Mm.31726 /LL=1002
MOE430_2_1448863_a_ 1206.2 1078.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK004593.1 /DB_XREF=gi:12835867 /GEN=Tnfaip1 /FEA=FLmRNA /CNT=308 /TID=Mm.10331.1 /TIER=Stack /STK=130 /UG=Mm.10331 /LL=21927 /U
MOE430_2_1448901_at 14 7.4 A A 0.08 0.19 -0.3 NC 0.5 gb:NM_019696.1 /DB_XREF=gi:9789916 /GEN=Cpxm1 /FEA=FLmRNA /CNT=58 /TID=Mm.22224.1 /TIER=FL+Stack /STK=33 /UG=Mm.22224 /LL=56264 /D
MOE430_2_1448920_at 67.9 54.9 P P 0.00293 0.001953 -0.3 NC 0.96 gb:NM_026107.1 /DB_XREF=gi:13385609 /GEN=1700128E15Rik /FEA=FLmRNA /CNT=58 /TID=Mm.12479.1 /TIER=FL+Stack /STK=31 /UG=Mm.12479 /LL
MOE430_2_1448946_at 401.1 322.8 P P 0.000244 0.000732 -0.3 NC 0.99 gb:NM_008445.1 /DB_XREF=gi:6680565 /GEN=Kif3c /FEA=FLmRNA /CNT=57 /TID=Mm.7688.1 /TIER=FL+Stack /STK=30 /UG=Mm.7688 /LL=16570 /DEF=
MOE430_2_1448986_x_ 363.9 241.2 P P 0.01 0.01 -0.3 D 0.99 gb:NM_010062.1 /DB_XREF=gi:6753653 /GEN=Dnase2a /FEA=FLmRNA /CNT=38 /TID=Mm.220988.1 /TIER=FL+Stack /STK=29 /UG=Mm.220988 /LL=1342
MOE430_2_1448994_at 54.1 65.9 P P 0.000244 0.000732 -0.3 NC 0.94 gb:BG916549 /DB_XREF=gi:14297025 /DB_XREF=602814787F1 /CLONE=IMAGE:4937276 /FEA=FLmRNA /CNT=80 /TID=Mm.4618.1 /TIER=ConsEnd /STK
MOE430_2_1449000_at 1659.8 1361.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_138601.1 /DB_XREF=gi:20070419 /GEN=D10Jhu81e /FEA=FLmRNA /CNT=104 /TID=Mm.28984.1 /TIER=FL+Stack /STK=27 /UG=Mm.28984 /LL=28
MOE430_2_1449024_a_ 3647.2 3105.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:U07631.1 /DB_XREF=gi:497173 /GEN=Hexa /FEA=FLmRNA /CNT=88 /TID=Mm.2284.1 /TIER=FL+Stack /STK=26 /UG=Mm.2284 /LL=15211 /DEF=Mus 
MOE430_2_1449058_at 9.3 9.5 A A 0.33 0.56 -0.3 NC 0.5 gb:NM_010296.1 /DB_XREF=gi:6754001 /GEN=Gli /FEA=FLmRNA /CNT=31 /TID=Mm.10081.1 /TIER=FL+Stack /STK=25 /UG=Mm.10081 /LL=14632 /DEF=
MOE430_2_1449076_x_ 216.3 113.8 P P 0.01 0.00415 -0.3 NC 0.99 gb:NM_134052.1 /DB_XREF=gi:19527269 /GEN=AL024210 /FEA=FLmRNA /CNT=108 /TID=Mm.19006.1 /TIER=FL+Stack /STK=23 /UG=Mm.19006 /LL=104
MOE430_2_1449100_at 168.8 168.4 P P 0.000244 0.000244 -0.3 NC 0.71 gb:NM_019695.1 /DB_XREF=gi:9790146 /GEN=Pard6a /FEA=FLmRNA /CNT=33 /TID=Mm.181482.1 /TIER=FL+Stack /STK=23 /UG=Mm.181482 /LL=56513
MOE430_2_1449109_at 524.4 420.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_007706.1 /DB_XREF=gi:6671755 /GEN=Cish2 /FEA=FLmRNA /CNT=154 /TID=Mm.4132.1 /TIER=FL+Stack /STK=22 /UG=Mm.4132 /LL=12701 /DE
MOE430_2_1449132_at 11.5 10.3 A A 0.14 0.43 -0.3 NC 0.88 gb:AF190670.1 /DB_XREF=gi:10504141 /FEA=FLmRNA /CNT=42 /TID=Mm.56987.1 /TIER=FL+Stack /STK=22 /UG=Mm.56987 /LL=12057 /UG_GENE=Opn
MOE430_2_1449181_at 475.7 330.1 P P 0.000244 0.000244 -0.3 NC 0.97 gb:NM_007998.2 /DB_XREF=gi:20452465 /GEN=Fech /FEA=FLmRNA /CNT=120 /TID=Mm.1070.1 /TIER=FL+Stack /STK=19 /UG=Mm.1070 /LL=14151 /DE
MOE430_2_1449190_a_ 117.6 107.6 P P 0.005859 0.005859 -0.3 NC 0.88 gb:NM_026174.1 /DB_XREF=gi:18093089 /GEN=Lysal1 /FEA=FLmRNA /CNT=65 /TID=Mm.20806.1 /TIER=FL+Stack /STK=19 /UG=Mm.20806 /LL=67464 /
MOE430_2_1449232_at 12.6 7.2 P P 0.005859 0.01 -0.3 NC 0.5 gb:NM_008089.1 /DB_XREF=gi:6679946 /GEN=Gata1 /FEA=FLmRNA /CNT=26 /TID=Mm.1344.1 /TIER=FL+Stack /STK=18 /UG=Mm.1344 /LL=14460 /DEF
MOE430_2_1449257_at 119.2 97.1 P P 0.000244 0.000732 -0.3 NC 0.98 gb:NM_138598.1 /DB_XREF=gi:20070413 /GEN=D11Wsu99e /FEA=FLmRNA /CNT=114 /TID=Mm.99677.1 /TIER=FL+Stack /STK=16 /UG=Mm.99677 /LL=2
MOE430_2_1449258_at 424.2 308.6 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AV225714 /DB_XREF=gi:16385228 /DB_XREF=AV225714 /CLONE=3830431J03 /FEA=FLmRNA /CNT=114 /TID=Mm.99677.1 /TIER=Stack /STK=32 /UG
MOE430_2_1449268_at 74.6 68.4 P P 0.03 0.03 -0.3 NC 0.5 gb:AF334736.1 /DB_XREF=gi:13183788 /FEA=FLmRNA /CNT=43 /TID=Mm.19893.1 /TIER=FL+Stack /STK=16 /UG=Mm.19893 /LL=14583 /UG_GENE=Gfpt
MOE430_2_1449275_at 189.6 144.9 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK009675.1 /DB_XREF=gi:12844614 /FEA=FLmRNA /CNT=48 /TID=Mm.46394.1 /TIER=Stack /STK=10 /UG=Mm.46394 /LL=67099 /UG_GENE=2310038
MOE430_2_1449284_at 0.8 1.7 A A 0.78 0.69 -0.3 NC 0.5 gb:NM_027028.1 /DB_XREF=gi:13386191 /GEN=1700008P20Rik /FEA=FLmRNA /CNT=20 /TID=Mm.144202.1 /TIER=FL+Stack /STK=16 /UG=Mm.144202 /
MOE430_2_1449288_at 12.3 3.5 A A 0.17 0.39 -0.3 NC 0.5 gb:NM_008108.1 /DB_XREF=gi:6679978 /GEN=Gdf3 /FEA=FLmRNA /CNT=19 /TID=Mm.4213.1 /TIER=FL+Stack /STK=16 /UG=Mm.4213 /LL=14562 /DEF=
MOE430_2_1449304_at 238.4 233.3 P P 0.000244 0.000244 -0.3 NC 0.9 gb:NM_133677.1 /DB_XREF=gi:19526833 /GEN=2310061J03Rik /FEA=FLmRNA /CNT=28 /TID=Mm.22960.1 /TIER=FL+Stack /STK=15 /UG=Mm.22960 /LL=
MOE430_2_1449315_at 280.9 214.2 P P 0.000732 0.000732 -0.3 NC 0.99 gb:NM_011857.2 /DB_XREF=gi:7657416 /GEN=Odz3 /FEA=FLmRNA /CNT=38 /TID=Mm.42191.1 /TIER=FL+Stack /STK=15 /UG=Mm.42191 /LL=23965 /DE
MOE430_2_1449329_at 56.1 44 P A 0.01 0.09 -0.3 NC 0.5 gb:NM_019941.1 /DB_XREF=gi:9910607 /GEN=Zfp235 /FEA=FLmRNA /CNT=27 /TID=Mm.40328.1 /TIER=FL+Stack /STK=14 /UG=Mm.40328 /LL=56525 /D
MOE430_2_1449408_at 76.2 62.9 P P 0.001221 0.01 -0.3 NC 0.97 gb:NM_023844.1 /DB_XREF=gi:18079246 /GEN=1110002N23Rik /FEA=FLmRNA /CNT=38 /TID=Mm.41758.1 /TIER=FL+Stack /STK=11 /UG=Mm.41758 /LL
MOE430_2_1449437_at 284.1 228.2 P P 0.000732 0.00293 -0.3 D 0.99 gb:NM_138594.1 /DB_XREF=gi:20070405 /GEN=D6Wsu163e /FEA=FLmRNA /CNT=115 /TID=Mm.44228.1 /TIER=FL+Stack /STK=10 /UG=Mm.44228 /LL=2
MOE430_2_1449456_a_ 11.9 9.8 A A 0.43 0.36 -0.3 NC 0.35 gb:NM_010780.1 /DB_XREF=gi:6857811 /GEN=Mcpt5 /FEA=FLmRNA /CNT=17 /TID=Mm.1252.1 /TIER=FL+Stack /STK=10 /UG=Mm.1252 /LL=17228 /DEF
MOE430_2_1449491_at 5.5 4.9 A A 0.55 0.63 -0.3 NC 0.5 gb:NM_130859.1 /DB_XREF=gi:18699995 /GEN=AI449026 /FEA=FLmRNA /CNT=23 /TID=Mm.17629.1 /TIER=FL+Stack /STK=9 /UG=Mm.17629 /LL=10584
MOE430_2_1449502_at 11.4 7.2 A A 0.26 0.08 -0.3 NC 0.5 gb:NM_010021.1 /DB_XREF=gi:6753607 /GEN=Dazl /FEA=FLmRNA /CNT=268 /TID=Mm.15050.1 /TIER=FL+Stack /STK=8 /UG=Mm.15050 /LL=13164 /DE
MOE430_2_1449526_a_ 29.8 21.9 A A 0.08 0.27 -0.3 NC 0.72 gb:NM_024228.1 /DB_XREF=gi:13195651 /GEN=1110015E22Rik /FEA=FLmRNA /CNT=17 /TID=Mm.27893.1 /TIER=FL+Stack /STK=8 /UG=Mm.27893 /LL=
MOE430_2_1449531_at 608.7 500.9 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC003726.1 /DB_XREF=gi:13277629 /FEA=FLmRNA /CNT=22 /TID=Mm.35708.1 /TIER=FL+Stack /STK=8 /UG=Mm.35708 /LL=14789 /UG_GENE=Grcb 
MOE430_2_1449608_a_ 49.9 43.2 P P 0.01 0.01 -0.3 NC 0.66 gb:AI447620 /DB_XREF=gi:4305264 /DB_XREF=mr29d03.x1 /CLONE=IMAGE:598853 /FEA=EST /CNT=3 /TID=Mm.31875.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449617_at 24.8 23.7 A A 0.27 0.19 -0.3 NC 0.81 gb:C77040 /DB_XREF=gi:2517370 /DB_XREF=C77040 /CLONE=J0025A11 /FEA=EST /CNT=1 /TID=Mm.197831.1 /TIER=ConsEnd /STK=1 /UG=Mm.19783
MOE430_2_1449630_s_ 79.6 65.5 P P 0.000244 0.000244 -0.3 NC 0.5 gb:AW491150 /DB_XREF=gi:7061431 /DB_XREF=UI-M-BH3-atn-c-02-0-UI.s1 /CLONE=UI-M-BH3-atn-c-02-0-UI /FEA=EST /CNT=1 /TID=Mm.219860.1 
MOE430_2_1449644_at 1.1 1.9 A A 0.43 0.75 -0.3 NC 0.5 gb:BB638538 /DB_XREF=gi:16474156 /DB_XREF=BB638538 /CLONE=A630040F20 /FEA=EST /CNT=1 /TID=Mm.213282.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449651_x_ 4 2.5 A A 0.63 0.53 -0.3 NC 0.06 gb:BF463689 /DB_XREF=gi:11532872 /DB_XREF=UI-M-CG0p-bnp-f-04-0-UI.s1 /CLONE=UI-M-CG0p-bnp-f-04-0-UI /FEA=EST /CNT=3 /TID=Mm.15632
MOE430_2_1449687_at 594.6 388.5 P P 0.01 0.04 -0.3 D 0.99 gb:AU014694 /DB_XREF=gi:3369485 /DB_XREF=AU014694 /CLONE=J0701D11 /FEA=EST /CNT=1 /TID=Mm.195394.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1449694_s_ 225.5 164.9 P P 0.000244 0.000244 -0.3 MD 0.99 gb:C77953 /DB_XREF=gi:2518283 /DB_XREF=C77953 /CLONE=J0040D09 /FEA=EST /CNT=1 /TID=Mm.195331.1 /TIER=ConsEnd /STK=1 /UG=Mm.19533
MOE430_2_1449713_at 8.7 8 P A 0.04 0.12 -0.3 NC 0.5 gb:C85667 /DB_XREF=gi:2917624 /DB_XREF=C85667 /CLONE=J0212G11 /FEA=EST /CNT=1 /TID=Mm.215184.1 /TIER=ConsEnd /STK=0 /UG=Mm.21518
MOE430_2_1449734_s_ 49.4 48.9 P P 0.000244 0.000244 -0.3 NC 0.81 gb:C86773 /DB_XREF=gi:2918730 /DB_XREF=C86773 /CLONE=J0232G04 /FEA=EST /CNT=1 /TID=Mm.200714.1 /TIER=ConsEnd /STK=1 /UG=Mm.20071
MOE430_2_1449747_at 30.3 32.9 A A 0.19 0.21 -0.3 NC 0.5 gb:AA407595 /DB_XREF=gi:2065785 /DB_XREF=EST00870 /CLONE=C0003E06 /FEA=EST /CNT=1 /TID=Mm.219692.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1449788_at 10.1 6.6 P A 0.01 0.26 -0.3 NC 0.65 gb:AV342517 /DB_XREF=gi:6383576 /DB_XREF=AV342517 /CLONE=6430529H06 /FEA=EST /CNT=1 /TID=Mm.74132.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449790_at 6.8 4.4 A A 0.3 0.14 -0.3 NC 0.11 gb:AV293420 /DB_XREF=gi:6307451 /DB_XREF=AV293420 /CLONE=5430437H03 /FEA=EST /CNT=1 /TID=Mm.74362.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449822_at 10.3 6.6 A A 0.24 0.53 -0.3 NC 0.5 gb:BC010820.1 /DB_XREF=gi:14789903 /FEA=FLmRNA /CNT=14 /TID=Mm.57229.1 /TIER=FL /STK=6 /UG=Mm.57229 /LL=11921 /UG_GENE=Atoh1 /DEF
MOE430_2_1449881_a_ 24 26.7 A A 0.09 0.17 -0.3 NC 0.82 gb:NM_013803.1 /DB_XREF=gi:7305100 /GEN=Gprc2a /FEA=FLmRNA /CNT=7 /TID=Mm.103619.1 /TIER=FL /STK=5 /UG=Mm.103619 /LL=12374 /DEF=M
MOE430_2_1449939_s_ 524.7 407.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_010052.1 /DB_XREF=gi:6753641 /GEN=Dlk1 /FEA=FLmRNA /CNT=39 /TID=Mm.157069.1 /TIER=FL /STK=3 /UG=Mm.157069 /LL=13386 /DEF=Mus



MOE430_2_1449961_at 0.9 1 A A 0.99 0.98 -0.3 NC 0.51 gb:NM_011286.1 /DB_XREF=gi:16945961 /GEN=Rph3a /FEA=FLmRNA /CNT=11 /TID=Mm.181166.1 /TIER=FL /STK=3 /UG=Mm.181166 /LL=19894 /DEF=M
MOE430_2_1450000_at 6.8 4 A A 0.19 0.65 -0.3 NC 0.58 gb:NM_031389.1 /DB_XREF=gi:13878218 /GEN=Rnh2 /FEA=FLmRNA /CNT=3 /TID=Mm.84792.1 /TIER=FL /STK=3 /UG=Mm.84792 /LL=83564 /DEF=Mus m
MOE430_2_1450007_at 641.2 638.8 P P 0.000244 0.000244 -0.3 NC 0.95 gb:NM_019769.1 /DB_XREF=gi:9790224 /GEN=Chp-pending /FEA=FLmRNA /CNT=378 /TID=Mm.27065.1 /TIER=FL /STK=2 /UG=Mm.27065 /LL=56398 /D
MOE430_2_1450040_at 3120.4 2630.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BE986727 /DB_XREF=gi:10661349 /DB_XREF=UI-M-CG0p-bey-a-11-0-UI.s1 /CLONE=UI-M-CG0p-bey-a-11-0-UI /FEA=FLmRNA /CNT=152 /TID=Mm
MOE430_2_1450043_at 33.3 27.3 P A 0.00415 0.06 -0.3 NC 0.65 gb:NM_008057.1 /DB_XREF=gi:6679884 /GEN=Fzd7 /FEA=FLmRNA /CNT=86 /TID=Mm.4770.1 /TIER=FL /STK=2 /UG=Mm.4770 /LL=14369 /DEF=Mus mu
MOE430_2_1450060_at 3.2 1.3 A A 0.69 0.82 -0.3 NC 0.83 gb:NM_011082.1 /DB_XREF=gi:6997240 /GEN=Pigr /FEA=FLmRNA /CNT=135 /TID=Mm.4317.1 /TIER=FL /STK=2 /UG=Mm.4317 /LL=18703 /DEF=Mus mu
MOE430_2_1450081_x_ 942.3 832.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:NM_008155.1 /DB_XREF=gi:6680066 /GEN=Gpi1 /FEA=FLmRNA /CNT=26 /TID=Mm.589.1 /TIER=FL /STK=2 /UG=Mm.589 /LL=14751 /DEF=Mus muscu
MOE430_2_1450134_at 36.1 21.7 P P 0.01 0.01 -0.3 NC 0.5 gb:NM_053083.1 /DB_XREF=gi:16716366 /GEN=Loxl4 /FEA=FLmRNA /CNT=20 /TID=Mm.178767.1 /TIER=FL /STK=2 /UG=Mm.178767 /LL=67573 /DEF=M
MOE430_2_1450161_at 138.8 105.3 P P 0.000244 0.000244 -0.3 NC 0.94 gb:NM_010547.1 /DB_XREF=gi:6754315 /GEN=Ikbkg /FEA=FLmRNA /CNT=18 /TID=Mm.12967.1 /TIER=FL /STK=2 /UG=Mm.12967 /LL=16151 /DEF=Mus m
MOE430_2_1450192_at 1.1 1.1 A A 0.75 0.72 -0.3 NC 0.4 gb:NM_013582.1 /DB_XREF=gi:7305232 /GEN=Lhcgr /FEA=FLmRNA /CNT=10 /TID=Mm.1644.1 /TIER=FL /STK=2 /UG=Mm.1644 /LL=16867 /DEF=Mus mu
MOE430_2_1450196_s_ 85.5 83.7 P P 0.005859 0.00415 -0.3 NC 0.75 gb:NM_030678.1 /DB_XREF=gi:13507598 /GEN=Gys1 /FEA=FLmRNA /CNT=9 /TID=Mm.185247.1 /TIER=FL /STK=2 /UG=Mm.185247 /LL=14936 /DEF=Mu
MOE430_2_1450262_at 98.8 73.5 P P 0.001221 0.001221 -0.3 NC 0.86 gb:NM_019952.1 /DB_XREF=gi:9910313 /GEN=Bsf3-pending /FEA=FLmRNA /CNT=6 /TID=Mm.32518.1 /TIER=FL /STK=2 /UG=Mm.32518 /LL=56708 /DEF
MOE430_2_1450294_a_ 1.7 0.7 A A 0.75 0.9 -0.3 NC 0.92 gb:U37253.1 /DB_XREF=gi:1051271 /FEA=FLmRNA /CNT=5 /TID=Mm.4276.1 /TIER=FL /STK=1 /UG=Mm.4276 /LL=16522 /UG_GENE=Kcnj6 /DEF=Mus m
MOE430_2_1450299_at 2.5 1.3 A A 0.56 0.75 -0.3 NC 0.58 gb:NM_007390.1 /DB_XREF=gi:6671502 /GEN=Chrna7 /FEA=FLmRNA /CNT=5 /TID=Mm.4611.1 /TIER=FL /STK=2 /UG=Mm.4611 /LL=11441 /DEF=Mus m
MOE430_2_1450319_at 7.8 7.9 A A 0.24 0.33 -0.3 NC 0.48 gb:NM_008070.1 /DB_XREF=gi:6679908 /GEN=Gabrb2 /FEA=FLmRNA /CNT=3 /TID=Mm.4707.1 /TIER=FL /STK=2 /UG=Mm.4707 /LL=14401 /DEF=Mus m
MOE430_2_1450339_a_ 1.9 3.2 A A 0.78 0.72 -0.3 NC 0.5 gb:NM_021399.1 /DB_XREF=gi:10946745 /GEN=Bcl11b /FEA=FLmRNA /CNT=2 /TID=Mm.116831.1 /TIER=FL /STK=2 /UG=Mm.116831 /LL=58208 /DEF=M
MOE430_2_1450402_at 12.6 11 A A 0.08 0.46 -0.3 NC 0.42 gb:BB760479 /DB_XREF=gi:16191110 /DB_XREF=BB760479 /CLONE=G270131M18 /FEA=FLmRNA /CNT=86 /TID=Mm.12926.2 /TIER=Stack /STK=10 /UG
MOE430_2_1450406_a_ 341.3 288.9 P P 0.000244 0.000244 -0.3 NC 0.87 gb:AK005053.1 /DB_XREF=gi:12836711 /GEN=Siat6 /FEA=FLmRNA /CNT=39 /TID=Mm.41978.1 /TIER=Stack /STK=20 /UG=Mm.41978 /LL=20441 /UG_TI
MOE430_2_1450421_at 24.9 25.3 A P 0.12 0.02 -0.3 NC 0.5 gb:M92420.1 /DB_XREF=gi:202155 /FEA=FLmRNA /CNT=40 /TID=Mm.219664.1 /TIER=FL /STK=1 /UG=Mm.219664 /LL=21802 /UG_GENE=Tgfa /DEF=Mo
MOE430_2_1450447_at 15.1 14.3 P A 0.01 0.21 -0.3 NC 0.73 gb:NM_008261.1 /DB_XREF=gi:6680238 /GEN=Hnf4 /FEA=FLmRNA /CNT=35 /TID=Mm.220337.1 /TIER=FL /STK=1 /UG=Mm.220337 /LL=15378 /DEF=Mu
MOE430_2_1450448_at 341.4 279.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BQ032752 /DB_XREF=gi:19768031 /DB_XREF=UI-1-CF0-axa-d-10-0-UI.s1 /CLONE=UI-1-CF0-axa-d-10-0-UI /FEA=FLmRNA /CNT=30 /TID=Mm.209
MOE430_2_1450495_a_ 3.7 1.2 A A 0.39 0.72 -0.3 NC 0.64 gb:AF039026.1 /DB_XREF=gi:4104702 /GEN=NKG2 /FEA=FLmRNA /CNT=6 /TID=Mm.8217.1 /TIER=FL /STK=1 /UG=Mm.8217 /LL=27007 /DEF=Mus musc
MOE430_2_1450510_a_ 31.1 34.8 P P 0.000732 0.000244 -0.3 NC 0.82 gb:AB066608.1 /DB_XREF=gi:18958260 /GEN=Cacna1a /FEA=FLmRNA /CNT=5 /TID=Mm.41842.1 /TIER=FL /STK=1 /UG=Mm.41842 /LL=12286 /DEF=Mu
MOE430_2_1450519_a_ 260.2 269.8 P P 0.000244 0.000244 -0.3 NC 0.96 gb:M12303.1 /DB_XREF=gi:200366 /FEA=FLmRNA /CNT=4 /TID=Mm.19111.1 /TIER=FL /STK=1 /UG=Mm.19111 /LL=18747 /UG_GENE=Prkaca /DEF=Mou
MOE430_2_1450534_x_ 6.6 6.2 A A 0.33 0.36 -0.3 NC 0.5 gb:M58156.1 /DB_XREF=gi:199429 /GEN=K-f /FEA=FLmRNA /CNT=6 /TID=Mm.34332.1 /TIER=FL /STK=1 /UG=Mm.34332 /LL=56628 /DEF=Mouse MHC 
MOE430_2_1450535_at 41.3 25.1 A A 0.5 0.56 -0.3 NC 0.5 gb:NM_010670.1 /DB_XREF=gi:6754489 /GEN=Krtap12-1 /FEA=FLmRNA /CNT=5 /TID=Mm.34372.1 /TIER=FL /STK=1 /UG=Mm.34372 /LL=16694 /DEF=M
MOE430_2_1450566_at 1.9 1.1 A A 0.56 0.9 -0.3 NC 0.94 gb:NM_010556.1 /DB_XREF=gi:6754331 /GEN=Il3 /FEA=FLmRNA /CNT=2 /TID=Mm.983.1 /TIER=FL /STK=1 /UG=Mm.983 /LL=16187 /DEF=Mus musculus
MOE430_2_1450584_at 0.6 2.2 A A 0.75 0.69 -0.3 NC 0.53 gb:NM_008273.1 /DB_XREF=gi:6680256 /GEN=Hoxd11 /FEA=FLmRNA /CNT=1 /TID=Mm.4931.1 /TIER=FL /STK=1 /UG=Mm.4931 /LL=15431 /DEF=Mus m
MOE430_2_1450588_at 2.9 2.4 A A 0.65 0.5 -0.3 NC 0.5 gb:NM_013619.1 /DB_XREF=gi:7305348 /GEN=Olfr67 /FEA=FLmRNA /CNT=1 /TID=Mm.103628.1 /TIER=FL /STK=1 /UG=Mm.103628 /LL=18368 /DEF=Mu
MOE430_2_1450670_at 17.6 11.3 A A 0.12 0.21 -0.3 NC 0.5 gb:S50200.1 /DB_XREF=gi:260872 /FEA=FLmRNA /CNT=42 /TID=Mm.117064.1 /TIER=FL+Stack /STK=32 /UG=Mm.117064 /LL=13166 /UG_GENE=Dbh /D
MOE430_2_1450734_at 86 63.9 P P 0.001953 0.001221 -0.3 NC 0.76 gb:NM_033354.1 /DB_XREF=gi:15375333 /GEN=Rgpr-pending /FEA=FLmRNA /CNT=36 /TID=Mm.87114.1 /TIER=FL+Stack /STK=15 /UG=Mm.87114 /LL=8
MOE430_2_1450736_a_ 1.3 1 A A 0.87 0.95 -0.3 NC 0.72 gb:NM_008219.1 /DB_XREF=gi:6680178 /GEN=Hbb-bh1 /FEA=FLmRNA /CNT=63 /TID=Mm.196718.1 /TIER=FL+Stack /STK=14 /UG=Mm.196718 /LL=1513
MOE430_2_1450749_a_ 45.1 48.4 P A 0.02 0.11 -0.3 NC 0.85 gb:NM_013613.1 /DB_XREF=gi:7305324 /GEN=Nr4a2 /FEA=FLmRNA /CNT=44 /TID=Mm.3507.1 /TIER=FL+Stack /STK=12 /UG=Mm.3507 /LL=18227 /DEF
MOE430_2_1450794_at 17.8 19.3 A A 0.08 0.27 -0.3 NC 0.5 gb:NM_009732.1 /DB_XREF=gi:6753149 /GEN=Avp /FEA=FLmRNA /CNT=12 /TID=Mm.6190.1 /TIER=FL /STK=4 /UG=Mm.6190 /LL=11998 /DEF=Mus mus
MOE430_2_1450805_at 20.3 25.9 P P 0.005859 0.001221 -0.3 NC 0.73 gb:NM_011891.1 /DB_XREF=gi:6755483 /GEN=Sgcd /FEA=FLmRNA /CNT=13 /TID=Mm.22815.1 /TIER=FL /STK=1 /UG=Mm.22815 /LL=24052 /DEF=Mus m
MOE430_2_1450823_at 18.3 11 A A 0.09 0.43 -0.3 NC 0.5 gb:NM_008759.1 /DB_XREF=gi:10198599 /GEN=Og9x /FEA=FLmRNA /CNT=8 /TID=Mm.142724.1 /TIER=FL /STK=0 /UG=Mm.142724 /LL=18292 /DEF=Mu
MOE430_2_1450840_a_ 7649.4 7321.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV107150 /DB_XREF=gi:16381888 /DB_XREF=AV107150 /CLONE=2510029N16 /FEA=FLmRNA /CNT=212 /TID=Mm.30478.1 /TIER=Stack /STK=145 /U
MOE430_2_1450843_a_ 5079.6 4160.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI220012 /DB_XREF=gi:14673456 /DB_XREF=602936485F1 /CLONE=IMAGE:5099636 /FEA=FLmRNA /CNT=283 /TID=Mm.22708.1 /TIER=Stack /STK=
MOE430_2_1450870_at 229.3 191.6 P P 0.000732 0.000244 -0.3 D 0.99 gb:BG073338 /DB_XREF=gi:12555907 /DB_XREF=H3121E01-3 /CLONE=H3121E01 /FEA=FLmRNA /CNT=127 /TID=Mm.27348.1 /TIER=Stack /STK=42 /U
MOE430_2_1450882_s_ 189.5 138 P P 0.000732 0.000732 -0.3 NC 0.99 gb:AK010724.1 /DB_XREF=gi:12846372 /FEA=FLmRNA /CNT=115 /TID=Mm.1585.1 /TIER=Stack /STK=8 /UG=Mm.1585 /LL=83924 /UG_GENE=Tm7sf1 /U
MOE430_2_1450885_at 155.4 139.3 P P 0.000244 0.000244 -0.3 NC 0.92 gb:BB446076 /DB_XREF=gi:16425068 /DB_XREF=BB446076 /CLONE=D030054J11 /FEA=FLmRNA /CNT=75 /TID=Mm.41433.1 /TIER=Stack /STK=35 /UG
MOE430_2_1450931_at 52.8 47.4 P P 0.000244 0.000244 -0.3 NC 0.79 gb:BB795072 /DB_XREF=gi:16964691 /DB_XREF=BB795072 /CLONE=G431003D15 /FEA=FLmRNA /CNT=82 /TID=Mm.24477.1 /TIER=Stack /STK=20 /UG
MOE430_2_1450945_at 185.3 157.3 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BM246539 /DB_XREF=gi:17881809 /DB_XREF=K0739E11-3 /CLONE=K0739E11 /FEA=FLmRNA /CNT=26 /TID=Mm.1266.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1450957_a_ 3059.6 2639.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM232298 /DB_XREF=gi:17867568 /DB_XREF=K0321B10-3 /CLONE=K0321B10 /FEA=FLmRNA /CNT=244 /TID=Mm.200125.1 /TIER=Stack /STK=10 /
MOE430_2_1450970_at 473.2 443.1 P P 0.000244 0.000244 -0.3 NC 0.88 gb:AA792094 /DB_XREF=gi:2855049 /DB_XREF=vp47c04.r1 /CLONE=IMAGE:1079814 /FEA=FLmRNA /CNT=188 /TID=Mm.19039.1 /TIER=Stack /STK=8 /
MOE430_2_1450975_at 4.5 3.6 A A 0.78 0.69 -0.3 NC 0.21 gb:BB333636 /DB_XREF=gi:15411552 /DB_XREF=BB333636 /CLONE=B830014D12 /FEA=FLmRNA /CNT=81 /TID=Mm.103724.1 /TIER=Stack /STK=64 /U
MOE430_2_1450978_at 311.9 251.4 P P 0.000732 0.000732 -0.3 NC 0.97 gb:BB324672 /DB_XREF=gi:16403520 /DB_XREF=BB324672 /CLONE=B430110O22 /FEA=FLmRNA /CNT=128 /TID=Mm.3400.1 /TIER=Stack /STK=50 /UG
MOE430_2_1451017_at 2417.2 2049.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB556862 /DB_XREF=gi:9643228 /DB_XREF=BB556862 /CLONE=E330025K14 /FEA=FLmRNA /CNT=193 /TID=Mm.141276.1 /TIER=Stack /STK=11 /U
MOE430_2_1451024_at 16.1 16.7 A A 0.19 0.08 -0.3 NC 0.5 gb:AV081616 /DB_XREF=gi:16381184 /DB_XREF=AV081616 /CLONE=2210420B03 /FEA=FLmRNA /CNT=24 /TID=Mm.33065.1 /TIER=Stack /STK=11 /UG
MOE430_2_1451040_at 396.9 302.2 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AI451865 /DB_XREF=gi:4306988 /DB_XREF=mx22f06.y1 /CLONE=IMAGE:680963 /FEA=FLmRNA /CNT=100 /TID=Mm.28109.1 /TIER=Stack /STK=9 /U
MOE430_2_1451066_at 407.2 393.9 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC023417.1 /DB_XREF=gi:19484085 /FEA=FLmRNA /CNT=336 /TID=Mm.29984.1 /TIER=FL+Stack /STK=250 /UG=Mm.29984 /LL=77582 /UG_GENE=57
MOE430_2_1451093_at 38.8 29.7 P A 0.04 0.11 -0.3 NC 0.57 gb:BC026842.1 /DB_XREF=gi:20071299 /FEA=FLmRNA /CNT=141 /TID=Mm.219656.1 /TIER=FL+Stack /STK=128 /UG=Mm.219656 /DEF=Mus musculus, S
MOE430_2_1451099_at 386.4 327.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC011482.1 /DB_XREF=gi:15079290 /FEA=FLmRNA /CNT=210 /TID=Mm.29010.1 /TIER=FL+Stack /STK=123 /UG=Mm.29010 /LL=23943 /UG_GENE=M
MOE430_2_1451115_at 207.5 181 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC023128.1 /DB_XREF=gi:18606317 /FEA=FLmRNA /CNT=156 /TID=Mm.1635.2 /TIER=FL+Stack /STK=109 /UG=Mm.1635 /LL=54605 /UG_GENE=Pias
MOE430_2_1451121_a_ 866.7 705 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC017637.1 /DB_XREF=gi:17160951 /FEA=FLmRNA /CNT=156 /TID=Mm.212981.1 /TIER=FL+Stack /STK=105 /UG=Mm.212981 /LL=98700 /UG_GENE=
MOE430_2_1451126_at 1157.8 912.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC016260.1 /DB_XREF=gi:16740779 /FEA=FLmRNA /CNT=210 /TID=Mm.19055.1 /TIER=FL+Stack /STK=103 /UG=Mm.19055 /LL=68877 /UG_GENE=1
MOE430_2_1451132_at 638.2 506.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC026838.1 /DB_XREF=gi:20070996 /FEA=FLmRNA /CNT=236 /TID=Mm.219678.1 /TIER=FL+Stack /STK=99 /UG=Mm.219678 /DEF=Mus musculus, Sim
MOE430_2_1451151_s_ 432.5 366.2 P P 0.000244 0.000244 -0.3 NC 0.9 gb:BC021528.1 /DB_XREF=gi:18204846 /FEA=FLmRNA /CNT=117 /TID=Mm.22359.1 /TIER=FL+Stack /STK=84 /UG=Mm.22359 /DEF=Mus musculus, Simil
MOE430_2_1451160_s_ 104 72.6 P P 0.000732 0.008057 -0.3 NC 0.99 gb:BC013673.1 /DB_XREF=gi:15489124 /FEA=FLmRNA /CNT=152 /TID=Mm.134436.1 /TIER=FL+Stack /STK=82 /UG=Mm.134436 /LL=70704 /UG_GENE=3
MOE430_2_1451176_at 172.2 139.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC025825.1 /DB_XREF=gi:19387940 /FEA=FLmRNA /CNT=121 /TID=Mm.217102.1 /TIER=FL+Stack /STK=77 /UG=Mm.217102 /DEF=Mus musculus, clo
MOE430_2_1451181_at 58 42.9 P P 0.005859 0.01 -0.3 NC 0.96 gb:AF488729.1 /DB_XREF=gi:19919691 /FEA=FLmRNA /CNT=89 /TID=Mm.133306.1 /TIER=FL+Stack /STK=75 /UG=Mm.133306 /LL=69195 /UG_GENE=24
MOE430_2_1451196_at 384.4 345.9 P P 0.000244 0.000244 -0.3 NC 0.93 gb:BC025125.1 /DB_XREF=gi:19263823 /FEA=FLmRNA /CNT=92 /TID=Mm.22145.1 /TIER=FL+Stack /STK=69 /UG=Mm.22145 /LL=69687 /UG_GENE=2310
MOE430_2_1451210_at 1071.3 889.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC010332.1 /DB_XREF=gi:16307570 /FEA=FLmRNA /CNT=117 /TID=Mm.28873.2 /TIER=FL+Stack /STK=62 /UG=Mm.28873 /LL=50784 /UG_GENE=Pp
MOE430_2_1451212_at 28.7 33.3 P P 0.02 0.01 -0.3 NC 0.5 gb:BC021483.1 /DB_XREF=gi:18204537 /FEA=FLmRNA /CNT=88 /TID=Mm.26542.1 /TIER=FL+Stack /STK=62 /UG=Mm.26542 /DEF=Mus musculus, Simila
MOE430_2_1451233_at 179.6 144.5 P P 0.001221 0.000244 -0.3 NC 0.81 gb:BC003801.1 /DB_XREF=gi:13277839 /FEA=FLmRNA /CNT=98 /TID=Mm.3399.1 /TIER=FL+Stack /STK=54 /UG=Mm.3399 /LL=22030 /UG_GENE=Traf2 /
MOE430_2_1451248_at 411.8 331.1 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BC006705.1 /DB_XREF=gi:13879452 /FEA=FLmRNA /CNT=89 /TID=Mm.153872.1 /TIER=FL+Stack /STK=51 /UG=Mm.153872 /DEF=Mus musculus, clon
MOE430_2_1451268_at 127.1 92.1 P P 0.000244 0.000244 -0.3 NC 0.51 gb:BC027120.1 /DB_XREF=gi:20071909 /FEA=FLmRNA /CNT=69 /TID=Mm.165810.1 /TIER=FL+Stack /STK=47 /UG=Mm.165810 /DEF=Mus musculus, clon
MOE430_2_1451282_at 2.9 2.5 A A 0.66 0.87 -0.3 NC 0.5 gb:AF469621.1 /DB_XREF=gi:18700708 /GEN=Drag1 /FEA=FLmRNA /CNT=53 /TID=Mm.1560.1 /TIER=FL+Stack /STK=43 /UG=Mm.1560 /LL=246140 /DE
MOE430_2_1451311_a_ 702.4 642.6 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BC014875.1 /DB_XREF=gi:15928830 /FEA=FLmRNA /CNT=192 /TID=Mm.205010.1 /TIER=FL+Stack /STK=38 /UG=Mm.205010 /LL=72674 /UG_GENE=2
MOE430_2_1451312_at 2429.4 1919.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC013503.1 /DB_XREF=gi:15488720 /FEA=FLmRNA /CNT=67 /TID=Mm.28712.1 /TIER=FL+Stack /STK=38 /UG=Mm.28712 /LL=75406 /UG_GENE=1010
MOE430_2_1451350_a_ 659.3 563.5 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BF228243 /DB_XREF=gi:11136338 /DB_XREF=uz41f06.x1 /CLONE=IMAGE:3671651 /FEA=FLmRNA /CNT=117 /TID=Mm.4756.2 /TIER=Stack /STK=13 /
MOE430_2_1451399_at 701.5 559.2 P P 0.01 0.02 -0.3 D 0.99 gb:BC008274.1 /DB_XREF=gi:14198437 /FEA=FLmRNA /CNT=69 /TID=Mm.6560.1 /TIER=FL+Stack /STK=25 /UG=Mm.6560 /LL=66466 /UG_GENE=281040
MOE430_2_1451423_at 38.7 25.7 P P 0.000732 0.001953 -0.3 NC 0.76 gb:AI426164 /DB_XREF=gi:4272095 /DB_XREF=mj23h09.x1 /CLONE=IMAGE:476993 /FEA=FLmRNA /CNT=60 /TID=Mm.33780.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1451425_a_ 139.9 102.1 P P 0.000732 0.000244 -0.3 NC 0.8 gb:BC003329.1 /DB_XREF=gi:13097104 /FEA=FLmRNA /CNT=56 /TID=Mm.7198.2 /TIER=FL+Stack /STK=21 /UG=Mm.7198 /LL=54484 /UG_GENE=Mkrn1 
MOE430_2_1451435_at 283.8 249.2 P P 0.000732 0.001221 -0.3 NC 0.99 gb:BC014289.1 /DB_XREF=gi:15679963 /FEA=FLmRNA /CNT=96 /TID=Mm.34465.1 /TIER=FL+Stack /STK=20 /UG=Mm.34465 /LL=13047 /UG_GENE=Cut
MOE430_2_1451463_at 16.4 13.4 A A 0.11 0.24 -0.3 NC 0.6 gb:BC024991.1 /DB_XREF=gi:19484232 /FEA=FLmRNA /CNT=38 /TID=Mm.22578.1 /TIER=FL+Stack /STK=18 /UG=Mm.22578 /DEF=Mus musculus, Simila
MOE430_2_1451465_at 791.5 638.7 P P 0.000732 0.000732 -0.3 D 0.99 gb:BC016456.1 /DB_XREF=gi:16741236 /FEA=FLmRNA /CNT=42 /TID=Mm.41735.1 /TIER=FL+Stack /STK=18 /UG=Mm.41735 /LL=69459 /UG_GENE=2300
MOE430_2_1451493_at 1437.4 1152.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC026372.1 /DB_XREF=gi:20071332 /FEA=FLmRNA /CNT=333 /TID=Mm.102496.1 /TIER=FL+Stack /STK=14 /UG=Mm.102496 /LL=65113 /UG_GENE=N
MOE430_2_1451524_at 62.4 60.2 P P 0.000732 0.00415 -0.3 NC 0.96 gb:BC003834.1 /DB_XREF=gi:13277929 /FEA=FLmRNA /CNT=83 /TID=Mm.4465.2 /TIER=FL+Stack /STK=12 /UG=Mm.4465 /LL=30050 /UG_GENE=Fbxw2
MOE430_2_1451532_s_ 45.6 41 P P 0.000732 0.000732 -0.3 NC 0.95 gb:AF297098.1 /DB_XREF=gi:15077325 /FEA=FLmRNA /CNT=16 /TID=Mm.85429.1 /TIER=FL+Stack /STK=11 /UG=Mm.85429 /LL=70358 /UG_GENE=Stea
MOE430_2_1451583_a_ 137.4 111.2 P P 0.000244 0.000732 -0.3 NC 0.77 gb:BC025076.1 /DB_XREF=gi:19263608 /FEA=FLmRNA /CNT=18 /TID=Mm.41648.1 /TIER=FL /STK=7 /UG=Mm.41648 /DEF=Mus musculus, similar to CG1
MOE430_2_1451595_a_ 0.4 0.9 A A 0.69 0.87 -0.3 NC 0.59 gb:AB000497.1 /DB_XREF=gi:4176399 /FEA=FLmRNA /CNT=10 /TID=Mm.40615.2 /TIER=FL /STK=6 /UG=Mm.40615 /LL=16536 /UG_GENE=Kcnq2 /DEF=
MOE430_2_1451610_at 22.9 20.7 A A 0.36 0.27 -0.3 NC 0.17 gb:BC024561.1 /DB_XREF=gi:19354504 /FEA=FLmRNA /CNT=12 /TID=Mm.10545.1 /TIER=FL /STK=5 /UG=Mm.10545 /DEF=Mus musculus, Similar to hypo
MOE430_2_1451626_x_ 130.8 120.8 P P 0.000732 0.000732 -0.3 NC 0.93 gb:U58494.1 /DB_XREF=gi:1378142 /GEN=gag /FEA=FLmRNA /CNT=47 /TID=Mm.86541.1 /TIER=FL /STK=4 /UG=Mm.86541 /LL=12457 /DEF=Mus muscu
MOE430_2_1451645_at 105.6 105.9 P P 0.000732 0.000244 -0.3 NC 0.5 gb:BB162362 /DB_XREF=gi:16268685 /DB_XREF=BB162362 /CLONE=A130066O17 /FEA=FLmRNA /CNT=27 /TID=Mm.200415.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1451676_at 1842.8 1518.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC002090.1 /DB_XREF=gi:12805254 /FEA=FLmRNA /CNT=31 /TID=Mm.27128.1 /TIER=FL /STK=2 /UG=Mm.27128 /LL=66556 /UG_GENE=2310074H19
MOE430_2_1451684_a_ 0.7 0.5 A A 0.87 0.91 -0.3 NC 0.55 gb:BC016192.1 /DB_XREF=gi:16740614 /FEA=FLmRNA /CNT=22 /TID=Mm.132482.1 /TIER=FL /STK=2 /UG=Mm.132482 /LL=12121 /UG_GENE=Bicd1 /DE
MOE430_2_1451692_at 127.3 106.3 P P 0.000244 0.000732 -0.3 NC 0.98 gb:BC005637.1 /DB_XREF=gi:13542883 /FEA=FLmRNA /CNT=9 /TID=Mm.147571.1 /TIER=FL /STK=2 /UG=Mm.147571 /LL=71983 /UG_GENE=2410015B0
MOE430_2_1451696_at 42.3 33.7 P P 0.01 0.01 -0.3 NC 0.5 gb:BC004695.1 /DB_XREF=gi:13435647 /FEA=FLmRNA /CNT=4 /TID=Mm.2095.2 /TIER=FL /STK=2 /UG=Mm.2095 /LL=22722 /UG_GENE=Zfp64 /DEF=Mu
MOE430_2_1451732_at 23.9 13.1 P A 0.008057 0.19 -0.3 NC 0.83 gb:BI453872 /DB_XREF=gi:15244528 /DB_XREF=603174745F1 /CLONE=IMAGE:5253994 /FEA=FLmRNA /CNT=108 /TID=Mm.10027.1 /TIER=ConsEnd /ST
MOE430_2_1451738_at 172.7 160.9 P P 0.000244 0.000244 -0.3 NC 0.81 gb:AF363030.1 /DB_XREF=gi:13775065 /FEA=FLmRNA /CNT=98 /TID=Mm.220820.1 /TIER=FL /STK=1 /UG=Mm.220820 /LL=108155 /UG_GENE=Ogt /DE
MOE430_2_1451754_a_ 275.1 230.1 P P 0.008057 0.008057 -0.3 NC 0.99 gb:AF229635.1 /DB_XREF=gi:7673609 /GEN=DXImx38e /FEA=FLmRNA /CNT=25 /TID=Mm.28850.2 /TIER=FL /STK=1 /UG=Mm.28850 /LL=54636 /DEF=M
MOE430_2_1451755_a_ 37.9 33.4 A A 0.19 0.43 -0.3 NC 0.74 gb:BC003792.1 /DB_XREF=gi:13277812 /FEA=FLmRNA /CNT=25 /TID=Mm.3333.2 /TIER=FL /STK=1 /UG=Mm.3333 /LL=11810 /UG_GENE=Apobec1 /DEF
MOE430_2_1451756_at 15 10.3 A A 0.21 0.56 -0.3 NC 0.33 gb:D88690.1 /DB_XREF=gi:2809070 /FEA=FLmRNA /CNT=24 /TID=Mm.3464.2 /TIER=FL /STK=1 /UG=Mm.3464 /LL=14254 /UG_GENE=Flt1 /DEF=Mus mu
MOE430_2_1451758_at 13.5 15.1 A A 0.27 0.36 -0.3 NC 0.5 gb:AV267742 /DB_XREF=gi:16389592 /DB_XREF=AV267742 /CLONE=4930528E13 /FEA=FLmRNA /CNT=33 /TID=Mm.88735.1 /TIER=Stack /STK=10 /UG
MOE430_2_1451762_a_ 20.3 16.1 A A 0.3 0.06 -0.3 NC 0.23 gb:AB023656.1 /DB_XREF=gi:4512329 /GEN=KIF1B /FEA=FLmRNA /CNT=18 /TID=Mm.42027.3 /TIER=FL /STK=1 /UG=Mm.42027 /LL=16561 /DEF=Mus m
MOE430_2_1451778_at 33 31 A A 0.08 0.08 -0.3 NC 0.5 gb:BC011210.1 /DB_XREF=gi:15277442 /FEA=FLmRNA /CNT=19 /TID=Mm.82592.1 /TIER=FL /STK=1 /UG=Mm.82592 /DEF=Mus musculus, clone MGC:19
MOE430_2_1451856_at 9 7.9 A A 0.08 0.3 -0.3 NC 0.5 gb:BC006835.1 /DB_XREF=gi:13905099 /FEA=FLmRNA /CNT=3 /TID=Mm.196802.1 /TIER=FL /STK=1 /UG=Mm.196802 /DEF=Mus musculus, clone MGC:1
MOE430_2_1451870_a_ 9 5.8 A A 0.14 0.24 -0.3 NC 0.5 gb:AF461396.1 /DB_XREF=gi:18308126 /GEN=Brd4 /FEA=FLmRNA /CNT=2 /TID=Mm.143755.3 /TIER=FL /STK=1 /UG=Mm.143755 /LL=57261 /DEF=Mus 
MOE430_2_1451882_a_ 1.3 0.7 A A 0.9 0.96 -0.3 NC 0.45 gb:U18673.1 /DB_XREF=gi:619919 /GEN=Fgf-8 /FEA=FLmRNA /CNT=2 /TID=Mm.4012.2 /TIER=FL /STK=1 /UG=Mm.4012 /LL=14179 /DEF=Mus musculu
MOE430_2_1451893_s_ 12.9 12.9 A A 0.33 0.3 -0.3 NC 0.6 gb:AF027503.1 /DB_XREF=gi:2702346 /GEN=Magi-1 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.9 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DE
MOE430_2_1451943_a_ 242.5 189.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AF259673.1 /DB_XREF=gi:12005899 /GEN=Pp2ca1b /FEA=FLmRNA /CNT=1 /TID=Mm.3766.3 /TIER=FL /STK=1 /UG=Mm.3766 /LL=19042 /DEF=Mus m
MOE430_2_1451988_s_ 4280 3277.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC011429.1 /DB_XREF=gi:15030307 /FEA=FLmRNA /CNT=85 /TID=Mm.190436.1 /TIER=FL+Stack /STK=28 /UG=Mm.190436 /LL=75608 /UG_GENE=20
MOE430_2_1451997_at 77.2 79.6 P P 0.000244 0.000244 -0.3 NC 0.92 gb:BC024805.1 /DB_XREF=gi:19353689 /FEA=FLmRNA /CNT=52 /TID=Mm.21914.1 /TIER=FL+Stack /STK=22 /UG=Mm.21914 /DEF=Mus musculus, Simila
MOE430_2_1452021_a_ 237.4 186.7 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AF247040.1 /DB_XREF=gi:7547011 /FEA=FLmRNA /CNT=10 /TID=Mm.29549.2 /TIER=FL /STK=0 /UG=Mm.29549 /LL=55927 /UG_GENE=Hes6 /DEF=M
MOE430_2_1452023_at 21.1 19.3 A A 0.19 0.17 -0.3 NC 0.5 gb:AF403044.1 /DB_XREF=gi:18034107 /FEA=FLmRNA /CNT=5 /TID=Mm.216432.1 /TIER=FL /STK=0 /UG=Mm.216432 /DEF=Mus musculus ankyrin repeat
MOE430_2_1452058_a_ 1156.1 858.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI150320 /DB_XREF=gi:14610321 /DB_XREF=602915344F1 /CLONE=IMAGE:5065787 /FEA=FLmRNA /CNT=242 /TID=Mm.25228.2 /TIER=Stack /STK=2
MOE430_2_1452065_at 0.7 1.9 A A 0.69 0.56 -0.3 NC 0.53 gb:BB085570 /DB_XREF=gi:8651355 /DB_XREF=BB085570 /CLONE=9330200H12 /FEA=FLmRNA /CNT=80 /TID=Mm.151653.1 /TIER=Stack /STK=23 /UG
MOE430_2_1452105_a_ 432 310.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB759096 /DB_XREF=gi:16190438 /DB_XREF=BB759096 /CLONE=G270107H14 /FEA=FLmRNA /CNT=88 /TID=Mm.30435.2 /TIER=Stack /STK=18 /UG
MOE430_2_1452114_s_ 1135.8 933.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BF225802 /DB_XREF=gi:11133410 /DB_XREF=uy47g01.x1 /CLONE=IMAGE:3662736 /FEA=FLmRNA /CNT=424 /TID=Mm.218877.2 /TIER=Stack /STK=1
MOE430_2_1452150_at 581.1 464.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BG071197 /DB_XREF=gi:12553766 /DB_XREF=H3095G10-3 /CLONE=H3095G10 /FEA=mRNA /CNT=170 /TID=Mm.206206.1 /TIER=Stack /STK=109 /U
MOE430_2_1452151_at 193.2 171.4 P P 0.000244 0.000244 -0.3 D 0.99 gb:BC021523.1 /DB_XREF=gi:18204513 /FEA=mRNA /CNT=143 /TID=Mm.24442.1 /TIER=Stack /STK=107 /UG=Mm.24442 /DEF=Mus musculus, clone IMA
MOE430_2_1452164_at 396.4 303.3 P P 0.001221 0.001221 -0.3 NC 0.98 gb:BI647183 /DB_XREF=gi:15561419 /DB_XREF=603275910F1 /CLONE=IMAGE:5316050 /FEA=mRNA /CNT=154 /TID=Mm.219661.1 /TIER=Stack /STK=85
MOE430_2_1452190_at 184.9 195.4 P P 0.000244 0.001953 -0.3 NC 0.99 gb:BB449265 /DB_XREF=gi:16425341 /DB_XREF=BB449265 /CLONE=D030070M11 /FEA=mRNA /CNT=121 /TID=Mm.39856.1 /TIER=Stack /STK=71 /UG=
MOE430_2_1452214_at 89.6 65.3 P P 0.001221 0.001221 -0.3 NC 0.96 gb:AK018608.1 /DB_XREF=gi:12858401 /FEA=mRNA /CNT=95 /TID=Mm.23176.1 /TIER=Stack /STK=46 /UG=Mm.23176 /LL=71615 /UG_GENE=9130011J0
MOE430_2_1452239_at 109.7 93.3 P P 0.000244 0.000732 -0.3 NC 0.87 gb:U83174.1 /DB_XREF=gi:1778858 /FEA=mRNA /CNT=70 /TID=Mm.17946.1 /TIER=Stack /STK=38 /UG=Mm.17946 /LL=14910 /UG_GENE=Gt(ROSA)26So
MOE430_2_1452273_at 88.2 67 P P 0.000244 0.000244 -0.3 NC 0.7 gb:BB021559 /DB_XREF=gi:16257707 /DB_XREF=BB021559 /CLONE=5330406L02 /FEA=mRNA /CNT=63 /TID=Mm.24508.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1452322_a_ 20.7 22.2 A A 0.19 0.21 -0.3 NC 0.5 gb:BM230348 /DB_XREF=gi:17793547 /DB_XREF=K0294A11-3 /CLONE=K0294A11 /FEA=mRNA /CNT=87 /TID=Mm.131039.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452335_at 42.7 27.7 P P 0.000244 0.000244 -0.3 NC 0.62 gb:AV024565 /DB_XREF=gi:16356414 /DB_XREF=AV024565 /CLONE=1200004C20 /FEA=mRNA /CNT=54 /TID=Mm.32620.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1452346_at 539.9 452.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV032053 /DB_XREF=gi:16356577 /DB_XREF=AV032053 /CLONE=1500032M01 /FEA=mRNA /CNT=124 /TID=Mm.29628.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1452348_s_ 90.4 61.4 P P 0.000244 0.000244 -0.3 NC 0.94 gb:AI481797 /DB_XREF=gi:4375023 /DB_XREF=vf99b08.x1 /CLONE=IMAGE:851895 /FEA=mRNA /CNT=24 /TID=Mm.215120.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1452362_at 84.8 82.2 P P 0.000244 0.000244 -0.3 NC 0.63 gb:BB834440 /DB_XREF=gi:17012683 /DB_XREF=BB834440 /CLONE=G930030L23 /FEA=mRNA /CNT=41 /TID=Mm.117087.1 /TIER=Stack /STK=26 /UG=
MOE430_2_1452369_at 14.2 9.7 P P 0.03 0.02 -0.3 NC 0.79 gb:AF027505.1 /DB_XREF=gi:2702350 /GEN=Magi-1 /FEA=mRNA /CNT=37 /TID=Mm.147281.2 /TIER=ConsEnd /STK=0 /UG=Mm.147281 /LL=14924 /DEF
MOE430_2_1452372_at 256.6 197.1 P P 0.001953 0.001221 -0.3 NC 0.98 gb:BF729638 /DB_XREF=gi:12047502 /DB_XREF=mab66c06.x1 /CLONE=IMAGE:3975178 /FEA=mRNA /CNT=109 /TID=Mm.17918.1 /TIER=Stack /STK=16 
MOE430_2_1452380_at 32.9 45.4 P P 0.00415 0.00415 -0.3 NC 0.7 gb:BB075797 /DB_XREF=gi:16260314 /DB_XREF=BB075797 /CLONE=9330112M11 /FEA=mRNA /CNT=18 /TID=Mm.4806.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1452449_at 53.2 41.4 P P 0.000244 0.00415 -0.3 NC 0.62 gb:AI006067 /DB_XREF=gi:3215676 /DB_XREF=ua85f09.r1 /CLONE=IMAGE:1364297 /FEA=mRNA /CNT=16 /TID=Mm.220892.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1452484_at 8.2 9.5 A A 0.43 0.6 -0.3 NC 0.83 gb:AF291660.1 /DB_XREF=gi:10304382 /GEN=Car7 /FEA=mRNA /CNT=3 /TID=Mm.154804.1 /TIER=ConsEnd /STK=0 /UG=Mm.154804 /LL=12354 /DEF=M
MOE430_2_1452515_a_ 103.4 71.5 P P 0.01 0.01 -0.3 NC 0.91 gb:AJ291751.2 /DB_XREF=gi:19309901 /GEN=XT-II /FEA=mRNA /CNT=1 /TID=Mm.100638.1 /TIER=ConsEnd /STK=0 /UG=Mm.100638 /DEF=Mus muscul
MOE430_2_1452528_a_ 10.4 7.8 A A 0.32 0.43 -0.3 NC 0.5 gb:Y11117.1 /DB_XREF=gi:1841448 /GEN=Nkx2-3 /FEA=mRNA /CNT=1 /TID=Mm.56994.2 /TIER=ConsEnd /STK=0 /UG=Mm.56994 /LL=18089 /UG_TITLE
MOE430_2_1452545_a_ 731.1 582.5 P P 0.000732 0.000732 -0.3 NC 0.95 gb:U37029.1 /DB_XREF=gi:1045575 /FEA=mRNA /CNT=1 /TID=Mm.4712.2 /TIER=ConsEnd /STK=0 /UG=Mm.4712 /LL=16412 /UG_GENE=Itgb1 /DEF=Mus
MOE430_2_1452546_x_ 11.4 5 A A 0.21 0.46 -0.3 NC 0.58 gb:AJ437646.1 /DB_XREF=gi:19171617 /GEN=defb8 /FEA=mRNA /CNT=1 /TID=Mm.221026.1 /TIER=ConsEnd /STK=0 /UG=Mm.221026 /LL=246081 /DEF
MOE430_2_1452563_a_ 9.4 9.3 A A 0.14 0.17 -0.3 NC 0.5 gb:Z29652.1 /DB_XREF=gi:984671 /GEN=Smcy /FEA=mRNA /CNT=1 /TID=Mm.1064.2 /TIER=ConsEnd /STK=0 /UG=Mm.1064 /LL=20592 /DEF=M.musculu
MOE430_2_1452584_at 2187.6 1631.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:BG915677 /DB_XREF=gi:14296153 /DB_XREF=602814177F1 /CLONE=IMAGE:4936435 /FEA=mRNA /CNT=81 /TID=Mm.180290.1 /TIER=Stack /STK=53
MOE430_2_1452623_at 17.3 11.5 P P 0.03 0.01 -0.3 NC 0.04 gb:BC028265.1 /DB_XREF=gi:20381435 /FEA=mRNA /CNT=20 /TID=Mm.56274.1 /TIER=Stack /STK=8 /UG=Mm.56274 /DEF=Mus musculus, Similar to zinc
MOE430_2_1452645_x_ 0.9 0.6 A A 0.75 0.75 -0.3 NC 0.5 gb:AF419250.1 /DB_XREF=gi:20530874 /GEN=Klra22 /FEA=mRNA /CNT=1 /TID=Mm.197615.3 /TIER=ConsEnd /STK=0 /UG=Mm.197615 /LL=93969 /DEF=
MOE430_2_1452664_a_ 520.1 507.2 P P 0.000244 0.000244 -0.3 NC 0.85 gb:BB762489 /DB_XREF=gi:16207612 /DB_XREF=BB762489 /CLONE=G370011M02 /FEA=mRNA /CNT=196 /TID=Mm.18761.1 /TIER=Stack /STK=116 /UG
MOE430_2_1452666_a_ 212.9 154.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK004359.1 /DB_XREF=gi:12835512 /FEA=mRNA /CNT=145 /TID=Mm.41918.1 /TIER=Stack /STK=112 /UG=Mm.41918 /LL=68875 /UG_GENE=1110063
MOE430_2_1452684_at 461.1 433.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BM068933 /DB_XREF=gi:16908435 /DB_XREF=id70g11.x1 /CLONE=IMAGE:5668796 /FEA=mRNA /CNT=179 /TID=Mm.148007.1 /TIER=Stack /STK=22 /
MOE430_2_1452710_at 130.3 105.7 P P 0.000732 0.001953 -0.3 NC 0.95 gb:AK010322.1 /DB_XREF=gi:12845680 /FEA=mRNA /CNT=93 /TID=Mm.24794.1 /TIER=Stack /STK=65 /UG=Mm.24794 /LL=71989 /UG_GENE=2410001E1
MOE430_2_1452717_at 653.2 454.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM230959 /DB_XREF=gi:17866229 /DB_XREF=K0303D03-3 /CLONE=K0303D03 /FEA=mRNA /CNT=74 /TID=Mm.33574.1 /TIER=Stack /STK=63 /UG=M
MOE430_2_1452727_at 498.9 341.6 P P 0.000244 0.000732 -0.3 NC 0.99 gb:AK004884.1 /DB_XREF=gi:12836405 /FEA=mRNA /CNT=118 /TID=Mm.29342.1 /TIER=Stack /STK=58 /UG=Mm.29342 /LL=71750 /UG_GENE=1300003K
MOE430_2_1452751_at 253.8 183.8 P P 0.000732 0.000732 -0.3 NC 0.96 gb:AK014058.1 /DB_XREF=gi:12851697 /FEA=mRNA /CNT=83 /TID=Mm.178549.1 /TIER=Stack /STK=50 /UG=Mm.178549 /LL=73115 /UG_GENE=3110018
MOE430_2_1452825_at 18.3 17.4 P A 0.04 0.11 -0.3 NC 0.65 gb:AK005155.1 /DB_XREF=gi:12836882 /FEA=mRNA /CNT=49 /TID=Mm.23002.1 /TIER=Stack /STK=34 /UG=Mm.23002 /LL=67937 /UG_GENE=5330410G1
MOE430_2_1452837_at 49 53.6 P P 0.005859 0.000244 -0.3 NC 0.5 gb:AK021389.1 /DB_XREF=gi:12862265 /FEA=mRNA /CNT=102 /TID=Mm.196640.1 /TIER=Stack /STK=26 /UG=Mm.196640 /LL=68012 /UG_GENE=261051
MOE430_2_1452843_at 1429.4 1212.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK017211.1 /DB_XREF=gi:12856338 /FEA=mRNA /CNT=68 /TID=Mm.25142.1 /TIER=Stack /STK=31 /UG=Mm.25142 /LL=71317 /UG_GENE=5133400A0
MOE430_2_1452849_at 183.3 159 P P 0.001221 0.000732 -0.3 NC 0.95 gb:AK013202.1 /DB_XREF=gi:12850414 /FEA=mRNA /CNT=37 /TID=Mm.86820.1 /TIER=Stack /STK=31 /UG=Mm.86820 /LL=69949 /UG_GENE=2810430C1
MOE430_2_1452874_at 1895.4 1631.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BQ174647 /DB_XREF=gi:20350138 /DB_XREF=UI-M-DJ2-bwb-e-11-0-UI.s1 /CLONE=UI-M-DJ2-bwb-e-11-0-UI /FEA=mRNA /CNT=62 /TID=Mm.415
MOE430_2_1452889_at 16.4 13 A A 0.08 0.12 -0.3 NC 0.57 gb:AK009207.1 /DB_XREF=gi:12843857 /FEA=mRNA /CNT=49 /TID=Mm.18775.1 /TIER=Stack /STK=24 /UG=Mm.18775 /LL=76429 /UG_GENE=2310007H0
MOE430_2_1452908_at 946.2 746.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB794700 /DB_XREF=gi:16964319 /DB_XREF=BB794700 /CLONE=G431001I10 /FEA=mRNA /CNT=63 /TID=Mm.33183.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1452946_a_ 110.9 91 P P 0.005859 0.001953 -0.3 NC 0.5 gb:BE225664 /DB_XREF=gi:8930900 /DB_XREF=ia15a11.x1 /CLONE=IMAGE:5638364 /FEA=mRNA /CNT=58 /TID=Mm.40776.2 /TIER=Stack /STK=17 /UG
MOE430_2_1453015_at 589.4 517.2 P P 0.000244 0.000244 -0.3 NC 0.88 gb:AI314626 /DB_XREF=gi:4029893 /DB_XREF=uj26g03.x1 /CLONE=IMAGE:1921108 /FEA=mRNA /CNT=70 /TID=Mm.172436.1 /TIER=Stack /STK=12 /UG
MOE430_2_1453020_at 180.8 133.6 P P 0.00293 0.01 -0.3 D 0.99 gb:AK007829.1 /DB_XREF=gi:12841631 /FEA=mRNA /CNT=29 /TID=Mm.11233.1 /TIER=Stack /STK=12 /UG=Mm.11233 /LL=67708 /UG_GENE=1810048J1
MOE430_2_1453039_at 194.6 168.5 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BG073487 /DB_XREF=gi:12556056 /DB_XREF=H3123B07-3 /CLONE=H3123B07 /FEA=mRNA /CNT=23 /TID=Mm.40842.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1453044_at 100.1 82 P P 0.000244 0.000244 -0.3 NC 0.96 gb:AK021081.1 /DB_XREF=gi:12861858 /FEA=mRNA /CNT=16 /TID=Mm.87664.1 /TIER=Stack /STK=11 /UG=Mm.87664 /LL=77381 /UG_GENE=C030014I2
MOE430_2_1453052_at 405.7 284.5 P P 0.001221 0.001221 -0.3 NC 0.99 gb:AK013998.1 /DB_XREF=gi:12851607 /FEA=mRNA /CNT=31 /TID=Mm.41439.1 /TIER=Stack /STK=10 /UG=Mm.41439 /LL=73067 /UG_GENE=3110005G2
MOE430_2_1453054_at 122.3 93.6 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BB704235 /DB_XREF=gi:16053070 /DB_XREF=BB704235 /CLONE=7420461F07 /FEA=mRNA /CNT=22 /TID=Mm.87364.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1453082_at 18 18 A A 0.12 0.3 -0.3 NC 0.5 gb:AK009482.1 /DB_XREF=gi:12844308 /FEA=mRNA /CNT=12 /TID=Mm.37832.1 /TIER=Stack /STK=8 /UG=Mm.37832 /LL=69552 /UG_GENE=2310022L06
MOE430_2_1453084_s_ 4.5 2.2 A A 0.46 0.66 -0.3 NC 0.42 gb:AK010095.1 /DB_XREF=gi:12845301 /FEA=mRNA /CNT=15 /TID=Mm.24301.1 /TIER=Stack /STK=8 /UG=Mm.24301 /LL=69700 /UG_GENE=2310067L16
MOE430_2_1453087_at 155.4 120.2 P P 0.000244 0.000244 -0.3 NC 0.89 gb:AK018107.1 /DB_XREF=gi:12857671 /FEA=mRNA /CNT=11 /TID=Mm.41131.1 /TIER=Stack /STK=8 /UG=Mm.41131 /LL=70744 /UG_GENE=6330403L08
MOE430_2_1453097_a_ 691.5 620.2 P P 0.000732 0.000732 -0.3 NC 0.76 gb:AK004961.1 /DB_XREF=gi:12836541 /GEN=Tcfubf /FEA=mRNA /CNT=131 /TID=Mm.2845.2 /TIER=Stack /STK=60 /UG=Mm.2845 /LL=21429 /UG_TITL
MOE430_2_1453108_at 56 54.8 P P 0.000244 0.000244 -0.3 NC 0.5 gb:AK019515.1 /DB_XREF=gi:12859771 /FEA=mRNA /CNT=122 /TID=Mm.196399.1 /TIER=Stack /STK=43 /UG=Mm.196399 /LL=77041 /UG_GENE=281042
MOE430_2_1453111_a_ 875.1 750.9 P P 0.000244 0.000244 -0.3 MD 0.99 gb:AK019396.1 /DB_XREF=gi:12859581 /FEA=mRNA /CNT=68 /TID=Mm.44226.2 /TIER=Stack /STK=39 /UG=Mm.44226 /LL=68066 /UG_GENE=3010027G1
MOE430_2_1453156_s_ 46.5 23 P P 0.000244 0.000244 -0.3 NC 0.86 gb:BE283373 /DB_XREF=gi:9159579 /DB_XREF=601103319F1 /CLONE=IMAGE:3495557 /FEA=mRNA /CNT=47 /TID=Mm.195974.2 /TIER=ConsEnd /STK=0
MOE430_2_1453170_at 36.6 27.4 A A 0.11 0.19 -0.3 NC 0.25 gb:AK005221.1 /DB_XREF=gi:12837629 /FEA=mRNA /CNT=50 /TID=Mm.31537.1 /TIER=ConsEnd /STK=1 /UG=Mm.31537 /LL=67158 /UG_GENE=2610206



MOE430_2_1453181_x_ 339 267 P P 0.000244 0.000244 -0.3 D 0.99 gb:BF319989 /DB_XREF=gi:11268852 /DB_XREF=uz45b08.x1 /CLONE=IMAGE:3671991 /FEA=mRNA /CNT=17 /TID=Mm.14627.3 /TIER=Stack /STK=16 /U
MOE430_2_1453192_at 0.9 0.9 A A 0.96 0.97 -0.3 NC 0.76 gb:AK014112.1 /DB_XREF=gi:12851778 /FEA=mRNA /CNT=33 /TID=Mm.101364.1 /TIER=Stack /STK=15 /UG=Mm.101364 /LL=73121 /UG_GENE=3110032
MOE430_2_1453284_at 18.4 15.9 P A 0.03 0.06 -0.3 NC 0.79 gb:AK015100.1 /DB_XREF=gi:12853311 /FEA=mRNA /CNT=31 /TID=Mm.85935.1 /TIER=Stack /STK=8 /UG=Mm.85935 /LL=73942 /UG_GENE=4930405M20
MOE430_2_1453348_at 21.5 27.8 P P 0.005859 0.02 -0.3 NC 0.68 gb:AK007007.1 /DB_XREF=gi:12840347 /FEA=mRNA /CNT=14 /TID=Mm.173178.1 /TIER=ConsEnd /STK=5 /UG=Mm.173178 /LL=73512 /UG_GENE=17000
MOE430_2_1453419_at 197.5 217.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK013800.1 /DB_XREF=gi:12851301 /FEA=mRNA /CNT=15 /TID=Mm.118078.1 /TIER=ConsEnd /STK=3 /UG=Mm.118078 /LL=73053 /UG_GENE=29000
MOE430_2_1453430_at 53 61 A A 0.17 0.08 -0.3 NC 0.5 gb:AK017484.1 /DB_XREF=gi:12856742 /FEA=mRNA /CNT=8 /TID=Mm.159794.1 /TIER=ConsEnd /STK=3 /UG=Mm.159794 /LL=76848 /UG_GENE=573040
MOE430_2_1453444_at 0.3 0.3 A A 0.87 0.78 -0.3 NC 0.75 gb:AK017624.1 /DB_XREF=gi:12856960 /FEA=mRNA /CNT=5 /TID=Mm.102557.1 /TIER=ConsEnd /STK=3 /UG=Mm.102557 /LL=70548 /UG_GENE=573043
MOE430_2_1453457_at 17.4 15.8 P A 0.03 0.12 -0.3 NC 0.69 gb:BG063651 /DB_XREF=gi:12546214 /DB_XREF=H3009H01-3 /CLONE=H3009H01 /FEA=mRNA /CNT=4 /TID=Mm.96211.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1453459_at 19.8 8.8 A A 0.17 0.24 -0.3 NC 0.64 gb:AK006461.1 /DB_XREF=gi:12839574 /FEA=mRNA /CNT=4 /TID=Mm.48789.1 /TIER=ConsEnd /STK=3 /UG=Mm.48789 /LL=70003 /UG_GENE=1700028I1
MOE430_2_1453471_at 26.9 15 P P 0.000244 0.04 -0.3 NC 0.53 gb:AK014743.1 /DB_XREF=gi:12852770 /FEA=mRNA /CNT=15 /TID=Mm.196113.1 /TIER=ConsEnd /STK=2 /UG=Mm.196113 /LL=67732 /UG_GENE=48334
MOE430_2_1453499_at 2.2 2.7 A A 0.8 0.46 -0.3 NC 0.5 gb:AK019898.1 /DB_XREF=gi:12860290 /FEA=mRNA /CNT=7 /TID=Mm.200146.1 /TIER=ConsEnd /STK=2 /UG=Mm.200146 /LL=70503 /UG_GENE=573040
MOE430_2_1453504_at 9.1 9.6 A P 0.11 0.01 -0.3 NC 0.35 gb:AK011843.1 /DB_XREF=gi:12848222 /GEN=Taf2n /FEA=mRNA /CNT=7 /TID=Mm.181050.1 /TIER=ConsEnd /STK=2 /UG=Mm.181050 /LL=70439 /UG_T
MOE430_2_1453572_a_ 2194.1 1781.2 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AK012816.1 /DB_XREF=gi:12849809 /FEA=mRNA /CNT=20 /TID=Mm.18565.2 /TIER=ConsEnd /STK=1 /UG=Mm.18565 /LL=18824 /UG_GENE=Plp2 /UG
MOE430_2_1453634_a_ 1022 922 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AK013303.1 /DB_XREF=gi:12850584 /FEA=mRNA /CNT=6 /TID=Mm.154570.2 /TIER=ConsEnd /STK=1 /UG=Mm.154570 /LL=67397 /UG_GENE=Erp29 /
MOE430_2_1453711_at 1.6 1.3 A A 0.9 0.96 -0.3 NC 0.86 gb:AK020904.1 /DB_XREF=gi:12861634 /FEA=mRNA /CNT=3 /TID=Mm.159868.1 /TIER=ConsEnd /STK=1 /UG=Mm.159868 /LL=77217 /UG_GENE=A93002
MOE430_2_1453739_at 117.1 98.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BG087157 /DB_XREF=gi:12569721 /DB_XREF=H3136C02-5 /CLONE=H3136C02 /FEA=mRNA /CNT=22 /TID=Mm.44198.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453744_a_ 243.6 149.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK017451.1 /DB_XREF=gi:12856690 /FEA=mRNA /CNT=21 /TID=Mm.141054.2 /TIER=ConsEnd /STK=0 /UG=Mm.141054 /LL=71452 /UG_GENE=55306
MOE430_2_1453789_at 48.4 59.9 P P 0.03 0.02 -0.3 NC 0.55 gb:AI117479 /DB_XREF=gi:3517803 /DB_XREF=ub88e01.r1 /CLONE=IMAGE:1395576 /FEA=mRNA /CNT=10 /TID=Mm.63545.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453960_a_ 1455.8 1145.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK007209.1 /DB_XREF=gi:12840620 /GEN=Cappb1 /FEA=mRNA /CNT=2 /TID=Mm.2945.3 /TIER=ConsEnd /STK=1 /UG=Mm.2945 /LL=12345 /UG_TITL
MOE430_2_1454088_at 2 1.3 A A 0.66 0.94 -0.3 NC 0.55 gb:AK017240.1 /DB_XREF=gi:12856378 /FEA=mRNA /CNT=1 /TID=Mm.159760.1 /TIER=ConsEnd /STK=0 /UG=Mm.159760 /LL=76673 /UG_GENE=533041
MOE430_2_1454099_at 3.3 1.3 A A 0.93 0.99 -0.3 NC 0.83 gb:AK017132.1 /DB_XREF=gi:12856236 /FEA=mRNA /CNT=1 /TID=Mm.158660.1 /TIER=ConsEnd /STK=0 /UG=Mm.158660 /LL=71301 /UG_GENE=493344
MOE430_2_1454130_at 30.1 24.4 A A 0.27 0.3 -0.3 NC 0.15 gb:AK019592.1 /DB_XREF=gi:12859885 /FEA=mRNA /CNT=1 /TID=Mm.158193.1 /TIER=ConsEnd /STK=0 /UG=Mm.158193 /LL=68269 /UG_GENE=493043
MOE430_2_1454186_a_ 57.6 47.5 P P 0.01 0.008057 -0.3 NC 0.75 gb:AK021302.1 /DB_XREF=gi:12862151 /FEA=mRNA /CNT=1 /TID=Mm.196576.2 /TIER=ConsEnd /STK=0 /UG=Mm.196576 /LL=71941 /UG_GENE=231005
MOE430_2_1454206_a_ 117.2 93.6 P P 0.000244 0.001953 -0.3 NC 0.98 gb:AK020649.1 /DB_XREF=gi:12861292 /GEN=Adam15 /FEA=mRNA /CNT=1 /TID=Mm.19830.3 /TIER=ConsEnd /STK=0 /UG=Mm.19830 /LL=11490 /UG_T
MOE430_2_1454216_at 2.1 2.1 A A 0.66 0.43 -0.3 NC 0.5 gb:AK015110.1 /DB_XREF=gi:12853325 /FEA=mRNA /CNT=1 /TID=Mm.159335.1 /TIER=ConsEnd /STK=0 /UG=Mm.159335 /LL=74851 /UG_GENE=493040
MOE430_2_1454223_at 29.1 23.9 P A 0.00293 0.08 -0.3 NC 0.64 gb:AK016880.1 /DB_XREF=gi:12855850 /FEA=mRNA /CNT=1 /TID=Mm.158594.1 /TIER=ConsEnd /STK=0 /UG=Mm.158594 /LL=71158 /UG_GENE=493342
MOE430_2_1454275_at 13.2 10 A A 0.12 0.6 -0.3 NC 0.96 gb:AK007819.1 /DB_XREF=gi:12841615 /FEA=mRNA /CNT=1 /TID=Mm.158300.1 /TIER=ConsEnd /STK=0 /UG=Mm.158300 /LL=69822 /UG_GENE=181004
MOE430_2_1454377_at 2.4 1.6 A A 0.95 0.96 -0.3 NC 0.21 gb:AK012542.1 /DB_XREF=gi:12849351 /FEA=mRNA /CNT=2 /TID=Mm.158180.1 /TIER=ConsEnd /STK=0 /UG=Mm.158180 /LL=67969 /UG_GENE=270008
MOE430_2_1454397_at 7.2 6.2 A P 0.43 0.03 -0.3 NC 0.08 gb:AK019501.1 /DB_XREF=gi:12859749 /FEA=mRNA /CNT=1 /TID=Mm.160068.1 /TIER=ConsEnd /STK=0 /UG=Mm.160068 /LL=78265 /UG_GENE=463241
MOE430_2_1454401_at 12.8 10.5 A A 0.21 0.24 -0.3 NC 0.4 gb:AK017710.1 /DB_XREF=gi:12857090 /FEA=mRNA /CNT=1 /TID=Mm.158414.1 /TIER=ConsEnd /STK=0 /UG=Mm.158414 /LL=70602 /UG_GENE=573048
MOE430_2_1454449_at 26.5 21.6 P P 0.008057 0.03 -0.3 NC 0.5 gb:AK018405.1 /DB_XREF=gi:12858091 /FEA=mRNA /CNT=1 /TID=Mm.158705.1 /TIER=ConsEnd /STK=0 /UG=Mm.158705 /LL=71483 /UG_GENE=843041
MOE430_2_1454492_at 11.6 8.8 A A 0.27 0.3 -0.3 NC 0.7 gb:AK018425.1 /DB_XREF=gi:12858118 /FEA=mRNA /CNT=1 /TID=Mm.158707.1 /TIER=ConsEnd /STK=0 /UG=Mm.158707 /LL=71491 /UG_GENE=843041
MOE430_2_1454554_at 8.8 7.8 A A 0.19 0.09 -0.3 NC 0.45 gb:AK020375.1 /DB_XREF=gi:12860945 /FEA=mRNA /CNT=1 /TID=Mm.159864.1 /TIER=ConsEnd /STK=0 /UG=Mm.159864 /LL=77203 /UG_GENE=933015
MOE430_2_1454565_at 7.3 5.9 M A 0.05 0.12 -0.3 NC 0.4 gb:AK021154.1 /DB_XREF=gi:12861945 /FEA=mRNA /CNT=1 /TID=Mm.159927.1 /TIER=ConsEnd /STK=0 /UG=Mm.159927 /LL=77476 /UG_GENE=C03004
MOE430_2_1454605_a_ 351.7 318.7 P P 0.000244 0.000244 -0.3 NC 0.96 gb:BB208212 /DB_XREF=gi:16352318 /DB_XREF=BB208212 /CLONE=A430087D05 /FEA=EST /CNT=268 /TID=Mm.117037.2 /TIER=Stack /STK=32 /UG=M
MOE430_2_1454622_at 2.1 1.3 A A 0.77 0.94 -0.3 NC 0.5 gb:BG066984 /DB_XREF=gi:12549553 /DB_XREF=H3049C06-3 /CLONE=H3049C06 /FEA=EST /CNT=139 /TID=Mm.6055.1 /TIER=Stack /STK=128 /UG=M
MOE430_2_1454630_at 205.5 180.5 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BB282890 /DB_XREF=gi:15411168 /DB_XREF=BB282890 /CLONE=A930041A10 /FEA=EST /CNT=142 /TID=Mm.206085.1 /TIER=Stack /STK=114 /UG=
MOE430_2_1454645_at 589.3 493.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB478955 /DB_XREF=gi:16440499 /DB_XREF=BB478955 /CLONE=D330035N08 /FEA=EST /CNT=116 /TID=Mm.215119.1 /TIER=Stack /STK=101 /UG=
MOE430_2_1454667_at 259 261.7 P P 0.000244 0.000244 -0.3 NC 0.89 gb:AI314167 /DB_XREF=gi:4029431 /DB_XREF=uj14a07.x1 /CLONE=IMAGE:1907988 /FEA=EST /CNT=87 /TID=Mm.27098.1 /TIER=Stack /STK=79 /UG=M
MOE430_2_1454673_at 2659 2044.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:BM207372 /DB_XREF=gi:17763170 /DB_XREF=C0611H02-3 /CLONE=C0611H02 /FEA=EST /CNT=126 /TID=Mm.23566.1 /TIER=Stack /STK=77 /UG=M
MOE430_2_1454687_at 2 0.9 A A 0.56 0.78 -0.3 NC 0.4 gb:BB371739 /DB_XREF=gi:16407000 /DB_XREF=BB371739 /CLONE=C130061B21 /FEA=EST /CNT=80 /TID=Mm.40348.1 /TIER=Stack /STK=72 /UG=Mm
MOE430_2_1454690_at 353.6 305.6 P P 0.000732 0.00293 -0.3 NC 0.98 gb:BB147462 /DB_XREF=gi:16267701 /DB_XREF=BB147462 /CLONE=9930039F20 /FEA=EST /CNT=79 /TID=Mm.1982.1 /TIER=Stack /STK=71 /UG=Mm.1
MOE430_2_1454695_at 95.3 75.2 P P 0.000244 0.000244 -0.3 NC 0.5 gb:BQ176396 /DB_XREF=gi:20351888 /DB_XREF=UI-M-DJ2-bwg-n-20-0-UI.s1 /CLONE=UI-M-DJ2-bwg-n-20-0-UI /FEA=EST /CNT=84 /TID=Mm.35828
MOE430_2_1454706_at 286.8 230.2 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV313671 /DB_XREF=gi:16394401 /DB_XREF=AV313671 /CLONE=5830412A11 /FEA=EST /CNT=88 /TID=Mm.19135.1 /TIER=Stack /STK=66 /UG=Mm
MOE430_2_1454726_s_ 490.7 415.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV254040 /DB_XREF=gi:15405286 /DB_XREF=AV254040 /CLONE=4921507D20 /FEA=EST /CNT=66 /TID=Mm.204669.1 /TIER=Stack /STK=58 /UG=M
MOE430_2_1454747_a_ 1648.8 1309.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB229004 /DB_XREF=gi:8899649 /DB_XREF=BB229004 /CLONE=A630019E08 /FEA=EST /CNT=56 /TID=Mm.181483.2 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1454775_at 94.4 63.5 P P 0.00293 0.01 -0.3 D 0.99 gb:AW548891 /DB_XREF=gi:7194315 /DB_XREF=L0043C07-3 /CLONE=L0043C07 /FEA=EST /CNT=60 /TID=Mm.203954.1 /TIER=Stack /STK=51 /UG=Mm
MOE430_2_1454783_at 14 8.3 P P 0.02 0.03 -0.3 NC 0.5 gb:BI081033 /DB_XREF=gi:14499363 /DB_XREF=602878981F1 /CLONE=IMAGE:5010357 /FEA=EST /CNT=54 /TID=Mm.24208.2 /TIER=Stack /STK=50 /UG
MOE430_2_1454787_at 343.6 256.9 P P 0.000732 0.001953 -0.3 D 0.99 gb:AI875447 /DB_XREF=gi:5549496 /DB_XREF=uk48d01.x1 /CLONE=IMAGE:1972225 /FEA=EST /CNT=54 /TID=Mm.24676.1 /TIER=Stack /STK=49 /UG=M
MOE430_2_1454789_x_ 566.4 388.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB085604 /DB_XREF=gi:8651389 /DB_XREF=BB085604 /CLONE=9330200K19 /FEA=EST /CNT=52 /TID=Mm.7039.3 /TIER=Stack /STK=49 /UG=Mm.70
MOE430_2_1454807_a_ 420.6 380.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB414983 /DB_XREF=gi:16423326 /DB_XREF=BB414983 /CLONE=C430040E05 /FEA=EST /CNT=94 /TID=Mm.10704.3 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1454848_at 161.6 132.6 P P 0.000244 0.000244 -0.3 NC 0.79 gb:BE628628 /DB_XREF=gi:9911316 /DB_XREF=uu03d11.x1 /CLONE=IMAGE:3370869 /FEA=EST /CNT=73 /TID=Mm.35522.1 /TIER=Stack /STK=41 /UG=
MOE430_2_1454867_at 1736.5 1426.7 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB234631 /DB_XREF=gi:16354698 /DB_XREF=BB234631 /CLONE=A630050G23 /FEA=EST /CNT=62 /TID=Mm.123973.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1454891_at 120.8 82 P P 0.000244 0.000732 -0.3 D 0.99 gb:BM214378 /DB_XREF=gi:17772506 /DB_XREF=C0849G10-3 /CLONE=C0849G10 /FEA=EST /CNT=56 /TID=Mm.196477.2 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454893_at 114.4 117.7 P P 0.000732 0.00293 -0.3 NC 0.9 gb:BB765852 /DB_XREF=gi:16196787 /DB_XREF=BB765852 /CLONE=G370057B17 /FEA=EST /CNT=55 /TID=Mm.27168.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1454944_at 108 87.6 P P 0.000732 0.001953 -0.3 NC 0.99 gb:BE648070 /DB_XREF=gi:9973930 /DB_XREF=UI-M-BH2.1-apf-a-02-0-UI.r1 /CLONE=UI-M-BH2.1-apf-a-02-0-UI /FEA=EST /CNT=42 /TID=Mm.17800
MOE430_2_1454967_at 138.2 126.4 P P 0.000244 0.000244 -0.3 NC 0.89 gb:BM246522 /DB_XREF=gi:17881792 /DB_XREF=K0739D01-3 /CLONE=K0739D01 /FEA=EST /CNT=37 /TID=Mm.52252.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1454989_at 184 153.5 P P 0.000244 0.000244 -0.3 NC 0.83 gb:AW553463 /DB_XREF=gi:7198886 /DB_XREF=L0227E04-3 /CLONE=L0227E04 /FEA=EST /CNT=39 /TID=Mm.82923.1 /TIER=Stack /STK=31 /UG=Mm.8
MOE430_2_1454991_at 351.5 245.7 P P 0.000244 0.000732 -0.3 NC 0.99 gb:BI080151 /DB_XREF=gi:14498481 /DB_XREF=602876549F1 /CLONE=IMAGE:5008045 /FEA=EST /CNT=78 /TID=Mm.30710.1 /TIER=Stack /STK=30 /UG
MOE430_2_1455039_a_ 1393.4 1127.6 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BF017589 /DB_XREF=gi:10748921 /DB_XREF=ux78c07.x1 /CLONE=IMAGE:3654636 /FEA=EST /CNT=30 /TID=Mm.2137.4 /TIER=Stack /STK=28 /UG=
MOE430_2_1455082_at 179.1 166.6 P P 0.03 0.03 -0.3 NC 0.95 gb:AW545867 /DB_XREF=gi:7188284 /DB_XREF=C0199C09-3 /CLONE=C0199C09 /FEA=EST /CNT=28 /TID=Mm.37767.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455085_at 0.3 0.8 A A 0.96 0.78 -0.3 NC 0.34 gb:BI526033 /DB_XREF=gi:15350825 /DB_XREF=602925716F1 /CLONE=IMAGE:5058291 /FEA=EST /CNT=28 /TID=Mm.25951.1 /TIER=Stack /STK=26 /UG
MOE430_2_1455106_a_ 119.6 87 P P 0.000732 0.00415 -0.3 NC 0.98 gb:BG967663 /DB_XREF=gi:14355300 /DB_XREF=602833466F1 /CLONE=IMAGE:4987744 /FEA=EST /CNT=35 /TID=Mm.16831.2 /TIER=Stack /STK=24 /U
MOE430_2_1455114_at 12.4 8.9 A A 0.3 0.24 -0.3 NC 0.48 gb:BB547482 /DB_XREF=gi:16447572 /DB_XREF=BB547482 /CLONE=E130318K11 /FEA=EST /CNT=29 /TID=Mm.25457.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455117_at 56.8 39.8 P P 0.01 0.03 -0.3 NC 0.93 gb:AV274182 /DB_XREF=gi:16390480 /DB_XREF=AV274182 /CLONE=4932417F18 /FEA=EST /CNT=36 /TID=Mm.74366.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455135_at 152.3 136.8 P P 0.008057 0.02 -0.3 D 0.99 gb:BI157098 /DB_XREF=gi:14617099 /DB_XREF=602921383F1 /CLONE=IMAGE:5061525 /FEA=EST /CNT=37 /TID=Mm.41762.1 /TIER=Stack /STK=23 /UG
MOE430_2_1455165_at 31.3 25.2 P A 0.00293 0.08 -0.3 NC 0.94 gb:BE335227 /DB_XREF=gi:9209003 /DB_XREF=ug95d07.x1 /CLONE=IMAGE:1550125 /FEA=EST /CNT=33 /TID=Mm.33003.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1455204_at 50.6 37.1 P P 0.001221 0.001953 -0.3 NC 0.58 gb:BB305507 /DB_XREF=gi:15411279 /DB_XREF=BB305507 /CLONE=B230120B18 /FEA=EST /CNT=67 /TID=Mm.44497.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455207_at 224.2 198.8 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BE692205 /DB_XREF=gi:10079829 /DB_XREF=ut26c07.x1 /CLONE=IMAGE:3329004 /FEA=EST /CNT=34 /TID=Mm.70546.4 /TIER=Stack /STK=20 /UG=
MOE430_2_1455215_at 71.4 47.3 P P 0.000244 0.000244 -0.3 NC 0.92 gb:AU067746 /DB_XREF=gi:4968483 /DB_XREF=AU067746 /CLONE=MNCb-1391 /FEA=EST /CNT=27 /TID=Mm.39722.1 /TIER=Stack /STK=20 /UG=Mm.3
MOE430_2_1455219_at 31.8 23.9 P P 0.000244 0.001953 -0.3 NC 0.72 gb:BQ033747 /DB_XREF=gi:19769026 /DB_XREF=UI-1-CF0-amu-h-01-0-UI.s1 /CLONE=UI-1-CF0-amu-h-01-0-UI /FEA=EST /CNT=25 /TID=Mm.39747.
MOE430_2_1455238_at 185.7 146.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB103233 /DB_XREF=gi:16261403 /DB_XREF=BB103233 /CLONE=9430086K21 /FEA=EST /CNT=20 /TID=Mm.103499.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1455258_at 5.4 4.9 A A 0.39 0.27 -0.3 NC 0.6 gb:BQ174236 /DB_XREF=gi:20349727 /DB_XREF=UI-M-DJ2-bvx-b-07-0-UI.s1 /CLONE=UI-M-DJ2-bvx-b-07-0-UI /FEA=EST /CNT=28 /TID=Mm.39109.
MOE430_2_1455268_at 266.4 201.3 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB366576 /DB_XREF=gi:16406449 /DB_XREF=BB366576 /CLONE=C130034E03 /FEA=EST /CNT=24 /TID=Mm.2519.3 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1455369_at 37.9 23.4 P P 0.001953 0.03 -0.3 D 0.99 gb:BQ174146 /DB_XREF=gi:20349637 /DB_XREF=UI-M-DJ2-bvw-a-01-0-UI.s1 /CLONE=UI-M-DJ2-bvw-a-01-0-UI /FEA=EST /CNT=26 /TID=Mm.22879
MOE430_2_1455372_at 30.9 27.6 P P 0.001221 0.00293 -0.3 NC 0.8 gb:BB770826 /DB_XREF=gi:16197205 /DB_XREF=BB770826 /CLONE=G370117M21 /FEA=EST /CNT=18 /TID=Mm.203968.3 /TIER=Stack /STK=15 /UG=M
MOE430_2_1455391_at 711.1 587.1 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BI256061 /DB_XREF=gi:14810096 /DB_XREF=602978741F1 /CLONE=IMAGE:5123602 /FEA=EST /CNT=35 /TID=Mm.200814.1 /TIER=Stack /STK=14 /U
MOE430_2_1455393_at 32.1 24.5 A A 0.11 0.14 -0.3 NC 0.5 gb:BB009037 /DB_XREF=gi:15403220 /DB_XREF=BB009037 /CLONE=4732487C09 /FEA=EST /CNT=42 /TID=Mm.13787.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455399_at 9.6 9 A M 0.12 0.05 -0.3 NC 0.19 gb:BB739754 /DB_XREF=gi:16142759 /DB_XREF=BB739754 /CLONE=F430115H19 /FEA=EST /CNT=22 /TID=Mm.22908.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455401_at 229.5 173.7 P P 0.000732 0.000732 -0.3 NC 0.99 gb:AW061083 /DB_XREF=gi:6008834 /DB_XREF=UI-M-BH1-anp-c-02-0-UI.s1 /CLONE=UI-M-BH1-anp-c-02-0-UI /FEA=EST /CNT=20 /TID=Mm.220852
MOE430_2_1455440_at 57.5 38.6 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BI739597 /DB_XREF=gi:15716610 /DB_XREF=603361852F1 /CLONE=IMAGE:5368764 /FEA=EST /CNT=30 /TID=Mm.32083.1 /TIER=Stack /STK=13 /UG
MOE430_2_1455444_at 4.9 4 A A 0.24 0.3 -0.3 NC 0.5 gb:BB339336 /DB_XREF=gi:16404393 /DB_XREF=BB339336 /CLONE=B930017L20 /FEA=EST /CNT=16 /TID=Mm.121933.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1455521_at 155.8 166.4 P P 0.000732 0.00293 -0.3 NC 0.94 gb:BB753447 /DB_XREF=gi:16183945 /DB_XREF=BB753447 /CLONE=G270031A01 /FEA=EST /CNT=13 /TID=Mm.25852.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455531_at 22.2 18.7 P A 0.008057 0.17 -0.3 NC 0.92 gb:BQ266468 /DB_XREF=gi:20491533 /DB_XREF=NISC_ff13b11.x1 /CLONE=IMAGE:2865740 /FEA=EST /CNT=65 /TID=Mm.218274.1 /TIER=Stack /STK=1
MOE430_2_1455556_at 516 487.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AI787996 /DB_XREF=gi:5335712 /DB_XREF=ul16a02.y1 /CLONE=IMAGE:2087690 /FEA=EST /CNT=16 /TID=Mm.27449.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1455602_x_ 104.7 63.8 P P 0.001221 0.00293 -0.3 NC 0.98 gb:AV023018 /DB_XREF=gi:16356394 /DB_XREF=AV023018 /CLONE=1190030G24 /FEA=EST /CNT=14 /TID=Mm.43671.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455612_at 29.1 25.8 P P 0.01 0.04 -0.3 NC 0.5 gb:AW542748 /DB_XREF=gi:7185165 /DB_XREF=C0161D04-3 /CLONE=C0161D04 /FEA=EST /CNT=18 /TID=Mm.39972.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455656_at 13.4 10.4 P A 0.01 0.12 -0.3 NC 0.78 gb:BM240873 /DB_XREF=gi:17876143 /DB_XREF=K0608F12-3 /CLONE=K0608F12 /FEA=EST /CNT=33 /TID=Mm.38199.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1455770_at 6.7 1.2 A A 0.46 0.33 -0.3 NC 0.13 gb:AI595721 /DB_XREF=gi:4604769 /DB_XREF=uj68e12.x1 /CLONE=IMAGE:1925134 /FEA=EST /CNT=10 /TID=Mm.30146.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1455789_x_ 6235.5 5342.9 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB453676 /DB_XREF=gi:9349169 /DB_XREF=BB453676 /CLONE=D130026G11 /FEA=EST /CNT=149 /TID=Mm.131678.2 /TIER=Stack /STK=147 /UG=
MOE430_2_1455800_x_ 1632.6 1357.6 P P 0.000244 0.000244 -0.3 NC 0.96 gb:BB085063 /DB_XREF=gi:8650843 /DB_XREF=BB085063 /CLONE=9330197F19 /FEA=EST /CNT=77 /TID=Mm.29651.2 /TIER=Stack /STK=74 /UG=Mm.2
MOE430_2_1455812_x_ 1832.9 1541.8 P P 0.000244 0.000244 -0.3 NC 0.94 gb:BB530515 /DB_XREF=gi:9582444 /DB_XREF=BB530515 /CLONE=E030010H10 /FEA=EST /CNT=59 /TID=Mm.23090.3 /TIER=Stack /STK=56 /UG=Mm.
MOE430_2_1455823_at 50.5 44.9 P P 0.001221 0.005859 -0.3 NC 0.69 gb:BM224722 /DB_XREF=gi:17786089 /DB_XREF=K0200D11-3 /CLONE=K0200D11 /FEA=EST /CNT=56 /TID=Mm.200314.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1455906_at 80.3 50.8 P P 0.000244 0.001953 -0.3 D 0.99 gb:AV222909 /DB_XREF=gi:16385029 /DB_XREF=AV222909 /CLONE=3830404N07 /FEA=EST /CNT=36 /TID=Mm.133793.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1455910_at 33.6 29.9 A A 0.06 0.12 -0.3 NC 0.5 gb:BB474449 /DB_XREF=gi:16439861 /DB_XREF=BB474449 /CLONE=D330006J22 /FEA=EST /CNT=27 /TID=Mm.181483.4 /TIER=Stack /STK=27 /UG=M
MOE430_2_1455932_at 21.6 16.4 A A 0.19 0.19 -0.3 NC 0.5 gb:BE989081 /DB_XREF=gi:10666095 /DB_XREF=UI-M-CG0p-bhj-f-09-0-UI.s1 /CLONE=UI-M-CG0p-bhj-f-09-0-UI /FEA=EST /CNT=28 /TID=Mm.19615
MOE430_2_1455939_x_ 3502 2778.5 P P 0.000244 0.000244 -0.3 MD 0.99 gb:AV209126 /DB_XREF=gi:6149957 /DB_XREF=AV209126 /CLONE=1700112O14 /FEA=EST /CNT=24 /TID=Mm.850.4 /TIER=Stack /STK=24 /UG=Mm.85
MOE430_2_1455941_s_ 282 201.8 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BB025010 /DB_XREF=gi:8199245 /DB_XREF=BB025010 /CLONE=5330425K13 /FEA=EST /CNT=24 /TID=Mm.19947.3 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1455942_at 247.2 241.5 P P 0.000244 0.000732 -0.3 NC 0.98 gb:BB448023 /DB_XREF=gi:16425239 /DB_XREF=BB448023 /CLONE=D030064C09 /FEA=EST /CNT=60 /TID=Mm.25350.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455960_at 4.6 3.4 A A 0.3 0.14 -0.3 NC 0.03 gb:BB483642 /DB_XREF=gi:16441063 /DB_XREF=BB483642 /CLONE=D430021H18 /FEA=EST /CNT=44 /TID=Mm.28686.3 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455978_a_ 572.9 444 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB338441 /DB_XREF=gi:9047204 /DB_XREF=BB338441 /CLONE=B930013H05 /FEA=EST /CNT=22 /TID=Mm.3511.2 /TIER=Stack /STK=22 /UG=Mm.3
MOE430_2_1455979_at 238.3 194.7 P P 0.000244 0.000732 -0.3 NC 0.9 gb:AV293912 /DB_XREF=gi:15405840 /DB_XREF=AV293912 /CLONE=5530400P07 /FEA=EST /CNT=66 /TID=Mm.41247.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1456003_a_ 163.3 113.1 P P 0.000244 0.000244 -0.3 NC 0.98 gb:AI303435 /DB_XREF=gi:3987185 /DB_XREF=ui80a02.x1 /CLONE=IMAGE:1888682 /FEA=EST /CNT=21 /TID=Mm.6379.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456070_at 23.1 17 P M 0.000732 0.05 -0.3 NC 0.5 gb:AI507538 /DB_XREF=gi:4405389 /DB_XREF=vj77d05.x1 /CLONE=IMAGE:935049 /FEA=EST /CNT=19 /TID=Mm.98918.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456086_x_ 1724.2 1224 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB026366 /DB_XREF=gi:8202382 /DB_XREF=BB026366 /CLONE=5330432L13 /FEA=EST /CNT=17 /TID=Mm.14616.2 /TIER=Stack /STK=17 /UG=Mm.1
MOE430_2_1456121_at 13.1 10.5 P A 0.04 0.17 -0.3 NC 0.78 gb:BM224149 /DB_XREF=gi:17785311 /DB_XREF=K0146F10-3 /CLONE=K0146F10 /FEA=EST /CNT=24 /TID=Mm.32902.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456145_at 12.9 9.6 P P 0.01 0.03 -0.3 NC 0.23 gb:AA189481 /DB_XREF=gi:1777081 /DB_XREF=mt87b09.r1 /CLONE=IMAGE:636857 /FEA=EST /CNT=46 /TID=Mm.131212.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1456154_at 19.4 14.5 A A 0.19 0.06 -0.3 NC 0.69 gb:BE981638 /DB_XREF=gi:10650949 /DB_XREF=UI-M-CG0p-bcv-e-01-0-UI.s1 /CLONE=UI-M-CG0p-bcv-e-01-0-UI /FEA=EST /CNT=19 /TID=Mm.411
MOE430_2_1456155_x_ 801 648.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB225704 /DB_XREF=gi:8896349 /DB_XREF=BB225704 /CLONE=A530093K13 /FEA=EST /CNT=17 /TID=Mm.21580.2 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1456160_at 35.8 28.4 P P 0.000244 0.001953 -0.3 NC 0.6 gb:AU041975 /DB_XREF=gi:3956210 /DB_XREF=AU041975 /CLONE=J1011H10 /FEA=EST /CNT=16 /TID=Mm.94711.1 /TIER=Stack /STK=14 /UG=Mm.94
MOE430_2_1456171_at 2 2.8 A A 0.85 0.69 -0.3 NC 0.55 gb:BF018698 /DB_XREF=gi:10750030 /DB_XREF=ux97a09.x1 /CLONE=IMAGE:3656440 /FEA=EST /CNT=15 /TID=Mm.87381.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1456193_x_ 5338.3 4067 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV116973 /DB_XREF=gi:5299124 /DB_XREF=AV116973 /CLONE=2610111G17 /FEA=EST /CNT=14 /TID=Mm.2400.3 /TIER=Stack /STK=14 /UG=Mm.2
MOE430_2_1456218_at 23.9 20.4 P P 0.01 0.01 -0.3 NC 0.5 gb:AV333851 /DB_XREF=gi:15406401 /DB_XREF=AV333851 /CLONE=6330551A05 /FEA=EST /CNT=14 /TID=Mm.2412.3 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1456241_a_ 2092.3 1779.2 P P 0.000732 0.000244 -0.3 NC 0.98 gb:BB315716 /DB_XREF=gi:9022751 /DB_XREF=BB315716 /CLONE=B230359J01 /FEA=EST /CNT=13 /TID=Mm.193091.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456244_x_ 1375.1 1097.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB458835 /DB_XREF=gi:9354328 /DB_XREF=BB458835 /CLONE=D130058N21 /FEA=EST /CNT=13 /TID=Mm.29675.2 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1456262_at 28.2 19.4 P P 0.000732 0.000244 -0.3 NC 0.5 gb:BE446879 /DB_XREF=gi:9446487 /DB_XREF=us88g05.x1 /CLONE=IMAGE:3325496 /FEA=EST /CNT=19 /TID=Mm.46706.2 /TIER=Stack /STK=12 /UG=
MOE430_2_1456267_at 152.7 142.4 P P 0.000244 0.000244 -0.3 NC 0.99 gb:BG074151 /DB_XREF=gi:12556731 /DB_XREF=H3131F02-3 /CLONE=H3131F02 /FEA=EST /CNT=23 /TID=Mm.142524.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456281_at 27.4 22.2 P A 0.008057 0.21 -0.3 NC 0.51 gb:BB401012 /DB_XREF=gi:16414291 /DB_XREF=BB401012 /CLONE=C330021B20 /FEA=EST /CNT=16 /TID=Mm.89753.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456285_at 6.9 9.9 A A 0.56 0.33 -0.3 NC 0.57 gb:BM239888 /DB_XREF=gi:17875158 /DB_XREF=K0542A06-3 /CLONE=K0542A06 /FEA=EST /CNT=13 /TID=Mm.216612.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456287_at 25.8 17.3 P P 0.00415 0.008057 -0.3 NC 0.5 gb:BB398201 /DB_XREF=gi:16412372 /DB_XREF=BB398201 /CLONE=C330007E12 /FEA=EST /CNT=13 /TID=Mm.112538.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456302_at 24.7 26.8 P P 0.008057 0.000244 -0.3 NC 0.5 gb:BB252740 /DB_XREF=gi:16355950 /DB_XREF=BB252740 /CLONE=A730053E12 /FEA=EST /CNT=12 /TID=Mm.41268.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456321_at 10.3 12.9 A A 0.12 0.17 -0.3 NC 0.5 gb:AI503879 /DB_XREF=gi:4401730 /DB_XREF=vm28a03.x1 /CLONE=IMAGE:991468 /FEA=EST /CNT=18 /TID=Mm.100483.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456341_a_ 153.3 134.4 P P 0.000244 0.000244 -0.3 NC 0.96 gb:AV354744 /DB_XREF=gi:6395801 /DB_XREF=AV354744 /CLONE=7330401E16 /FEA=EST /CNT=14 /TID=Mm.19788.5 /TIER=Stack /STK=11 /UG=Mm.1
MOE430_2_1456358_at 10.2 7.9 A A 0.11 0.17 -0.3 NC 0.5 gb:BM932547 /DB_XREF=gi:19391699 /DB_XREF=UI-M-CG0p-bnf-g-10-0-UI.r1 /CLONE=UI-M-CG0p-bnf-g-10-0-UI /FEA=EST /CNT=12 /TID=Mm.2194
MOE430_2_1456370_s_ 20.1 16.2 A A 0.14 0.3 -0.3 NC 0.37 gb:BB044881 /DB_XREF=gi:15403938 /DB_XREF=BB044881 /CLONE=6030491C01 /FEA=EST /CNT=11 /TID=Mm.46638.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456466_x_ 294.8 246.8 P P 0.001953 0.000244 -0.3 NC 0.95 gb:AV219447 /DB_XREF=gi:6168624 /DB_XREF=AV219447 /CLONE=3010090G18 /FEA=EST /CNT=10 /TID=Mm.4098.2 /TIER=Stack /STK=10 /UG=Mm.4
MOE430_2_1456495_s_ 54.4 37.3 P P 0.000244 0.000244 -0.3 NC 0.85 gb:BG070848 /DB_XREF=gi:12553505 /DB_XREF=H3092H03-3 /CLONE=H3092H03 /FEA=EST /CNT=18 /TID=Mm.11295.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456498_at 0.8 1.4 A A 0.78 0.8 -0.3 NC 0.6 gb:BB284583 /DB_XREF=gi:8985032 /DB_XREF=BB284583 /CLONE=A930106F08 /FEA=EST /CNT=20 /TID=Mm.122709.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456520_at 124.7 111.1 P P 0.01 0.008057 -0.3 NC 0.81 gb:BF147545 /DB_XREF=gi:11029024 /DB_XREF=us38e11.x1 /CLONE=IMAGE:3169388 /FEA=EST /CNT=14 /TID=Mm.121669.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1456523_at 44.8 28 P P 0.02 0.01 -0.3 NC 0.5 gb:BB767153 /DB_XREF=gi:16210033 /DB_XREF=BB767153 /CLONE=G370070C17 /FEA=EST /CNT=12 /TID=Mm.44882.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456537_at 23.9 18.1 P A 0.03 0.09 -0.3 NC 0.37 gb:BB281781 /DB_XREF=gi:16401332 /DB_XREF=BB281781 /CLONE=A930033H14 /FEA=EST /CNT=11 /TID=Mm.31872.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456540_s_ 198.1 179.5 P P 0.000732 0.001953 -0.3 NC 0.99 gb:BB297632 /DB_XREF=gi:8998337 /DB_XREF=BB297632 /CLONE=B130063F15 /FEA=EST /CNT=10 /TID=Mm.24302.2 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1456567_x_ 4037.4 3207.9 P P 0.000244 0.001221 -0.3 D 0.99 gb:BB000455 /DB_XREF=gi:7840383 /DB_XREF=BB000455 /CLONE=2510005K15 /FEA=EST /CNT=9 /TID=Mm.1568.3 /TIER=Stack /STK=9 /UG=Mm.1568
MOE430_2_1456571_at 23.2 16.5 A A 0.09 0.12 -0.3 NC 0.39 gb:AV101812 /DB_XREF=gi:5249360 /DB_XREF=AV101812 /CLONE=2410079D04 /FEA=EST /CNT=9 /TID=Mm.22087.3 /TIER=Stack /STK=9 /UG=Mm.220
MOE430_2_1456605_at 37.5 34.5 P A 0.01 0.09 -0.3 NC 0.9 gb:AI642132 /DB_XREF=gi:4720607 /DB_XREF=uc46c02.x1 /CLONE=IMAGE:1401026 /FEA=EST /CNT=42 /TID=Mm.4639.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456634_at 105.1 83.7 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BB093445 /DB_XREF=gi:16261138 /DB_XREF=BB093445 /CLONE=9430042I16 /FEA=EST /CNT=16 /TID=Mm.79466.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1456661_at 44.7 30.7 P P 0.001221 0.02 -0.3 NC 0.99 gb:BM293452 /DB_XREF=gi:18021539 /DB_XREF=C0304E11-3 /CLONE=C0304E11 /FEA=EST /CNT=10 /TID=Mm.85739.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456681_at 46 50.2 P P 0.000732 0.000244 -0.3 NC 0.5 gb:BB048525 /DB_XREF=gi:16259485 /DB_XREF=BB048525 /CLONE=6430588M04 /FEA=EST /CNT=9 /TID=Mm.148226.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456761_at 11.7 8.7 M A 0.05 0.14 -0.3 NC 0.5 gb:BB500664 /DB_XREF=gi:16442329 /DB_XREF=BB500664 /CLONE=D630030B22 /FEA=EST /CNT=14 /TID=Mm.44504.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456806_at 44.3 30.9 P A 0.04 0.14 -0.3 NC 0.54 gb:BB153010 /DB_XREF=gi:15408971 /DB_XREF=BB153010 /CLONE=A130010C12 /FEA=EST /CNT=8 /TID=Mm.205191.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456836_at 4.3 2.6 A A 0.3 0.39 -0.3 NC 0.68 gb:BM245932 /DB_XREF=gi:17881202 /DB_XREF=K0731C06-3 /CLONE=K0731C06 /FEA=EST /CNT=7 /TID=Mm.214679.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456911_at 6.8 6.3 A A 0.56 0.33 -0.3 NC 0.2 gb:BB831639 /DB_XREF=gi:17009882 /DB_XREF=BB831639 /CLONE=G930018E16 /FEA=EST /CNT=8 /TID=Mm.214961.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457006_at 7 5.5 A A 0.36 0.33 -0.3 NC 0.5 gb:AI449781 /DB_XREF=gi:4292405 /DB_XREF=mr70b01.x1 /CLONE=IMAGE:602761 /FEA=EST /CNT=6 /TID=Mm.100315.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1457029_at 13.2 16.1 P A 0.005859 0.09 -0.3 NC 0.93 gb:BI900155 /DB_XREF=gi:16188093 /DB_XREF=id13d08.x1 /CLONE=IMAGE:5662911 /FEA=EST /CNT=21 /TID=Mm.192909.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1457050_at 21.7 16.9 A P 0.06 0.000244 -0.3 NC 0.5 gb:BM942913 /DB_XREF=gi:19402776 /DB_XREF=UI-M-BZ1-bee-g-08-0-UI.r1 /CLONE=UI-M-BZ1-bee-g-08-0-UI /FEA=EST /CNT=9 /TID=Mm.71206.1 
MOE430_2_1457066_at 0.8 1.2 A A 0.85 0.63 -0.3 NC 0.5 gb:BF466569 /DB_XREF=gi:11535752 /DB_XREF=UI-M-CG0p-bra-a-07-0-UI.s1 /CLONE=UI-M-CG0p-bra-a-07-0-UI /FEA=EST /CNT=9 /TID=Mm.20868
MOE430_2_1457073_at 36.2 28.6 P P 0.000244 0.001221 -0.3 NC 0.63 gb:BB157850 /DB_XREF=gi:8813780 /DB_XREF=BB157850 /CLONE=A130038D11 /FEA=EST /CNT=7 /TID=Mm.133604.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457091_at 1.6 2 A A 0.78 0.66 -0.3 NC 0.5 gb:AV267411 /DB_XREF=gi:16389564 /DB_XREF=AV267411 /CLONE=4930526D03 /FEA=EST /CNT=7 /TID=Mm.212749.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457111_at 31.7 24.8 P P 0.000732 0.008057 -0.3 NC 0.5 gb:AV318727 /DB_XREF=gi:16394740 /DB_XREF=AV318727 /CLONE=6030401B16 /FEA=EST /CNT=6 /TID=Mm.63493.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457136_at 11 15.2 A A 0.35 0.53 -0.3 NC 0.54 gb:AI646070 /DB_XREF=gi:4724545 /DB_XREF=vw54e07.x1 /CLONE=IMAGE:1247652 /FEA=EST /CNT=6 /TID=Mm.215054.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457154_at 34.2 32.4 P P 0.008057 0.03 -0.3 NC 0.93 gb:BG072079 /DB_XREF=gi:12554648 /DB_XREF=H3106E05-3 /CLONE=H3106E05 /FEA=EST /CNT=6 /TID=Mm.120690.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457237_at 25 20 P A 0.02 0.12 -0.3 NC 0.5 gb:BF465837 /DB_XREF=gi:11535020 /DB_XREF=UI-M-CG0p-bqn-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bqn-e-07-0-UI /FEA=EST /CNT=5 /TID=Mm.1514
MOE430_2_1457250_x_ 10.6 14.6 A A 0.14 0.3 -0.3 NC 0.5 gb:BB147330 /DB_XREF=gi:8802267 /DB_XREF=BB147330 /CLONE=9930038M23 /FEA=EST /CNT=5 /TID=Mm.94727.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457260_at 547.2 521.4 P P 0.000244 0.000244 -0.3 NC 0.95 gb:BI080487 /DB_XREF=gi:14498817 /DB_XREF=602876961F1 /CLONE=IMAGE:5008623 /FEA=EST /CNT=19 /TID=Mm.39969.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1457330_at 1 1.1 A A 0.97 0.85 -0.3 NC 0.5 gb:BB014986 /DB_XREF=gi:16257394 /DB_XREF=BB014986 /CLONE=4930487D05 /FEA=EST /CNT=6 /TID=Mm.101152.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457335_at 8.5 7.4 P A 0.02 0.17 -0.3 NC 0.5 gb:BB209100 /DB_XREF=gi:16352412 /DB_XREF=BB209100 /CLONE=A430091A16 /FEA=EST /CNT=6 /TID=Mm.122872.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457347_at 7.9 6.9 A A 0.06 0.46 -0.3 NC 0.55 gb:BG793713 /DB_XREF=gi:14129283 /DB_XREF=UTSW_SM15C2 /CLONE=UTSW_SM15C2 /FEA=EST /CNT=6 /TID=Mm.192742.1 /TIER=ConsEnd /STK=4
MOE430_2_1457358_at 48.7 40.5 P P 0.00293 0.000244 -0.3 NC 0.86 gb:BG067912 /DB_XREF=gi:12550481 /DB_XREF=H3059F03-3 /CLONE=H3059F03 /FEA=EST /CNT=8 /TID=Mm.27374.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457368_at 25.2 12 A A 0.14 0.27 -0.3 NC 0.5 gb:BI415875 /DB_XREF=gi:15176798 /DB_XREF=602988091F1 /CLONE=IMAGE:5144063 /FEA=EST /CNT=6 /TID=Mm.68454.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457419_s_ 1.8 1.2 A A 0.66 0.9 -0.3 NC 0.85 gb:L26640 /DB_XREF=gi:695381 /DB_XREF=MUSB096A /CLONE=B096 /FEA=EST /CNT=5 /TID=Mm.56456.1 /TIER=ConsEnd /STK=4 /UG=Mm.56456 /UG
MOE430_2_1457477_at 53.8 65 P P 0.001953 0.000244 -0.3 NC 0.5 gb:BM119376 /DB_XREF=gi:17087402 /DB_XREF=L0924E09-3 /CLONE=L0924E09 /FEA=EST /CNT=4 /TID=Mm.217423.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457490_at 0.3 0.5 A A 0.97 0.94 -0.3 NC 0.33 gb:BB304331 /DB_XREF=gi:16402098 /DB_XREF=BB304331 /CLONE=B230112A04 /FEA=EST /CNT=4 /TID=Mm.117504.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457514_at 10.9 7.5 A A 0.24 0.46 -0.3 NC 0.48 gb:BB078690 /DB_XREF=gi:16260482 /DB_XREF=BB078690 /CLONE=9330154L15 /FEA=EST /CNT=4 /TID=Mm.208598.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457586_at 3.1 6.8 A A 0.24 0.46 -0.3 NC 0.72 gb:BM203324 /DB_XREF=gi:17757836 /DB_XREF=C0252F03-3 /CLONE=C0252F03 /FEA=EST /CNT=4 /TID=Mm.125506.1 /TIER=ConsEnd /STK=4 /UG=M



MOE430_2_1457601_at 0.2 0.4 A A 0.82 0.78 -0.3 NC 0.71 gb:BB653614 /DB_XREF=gi:16487442 /DB_XREF=BB653614 /CLONE=C730010C06 /FEA=EST /CNT=4 /TID=Mm.52023.2 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457621_at 12.4 10.7 A A 0.12 0.12 -0.3 NC 0.5 gb:AI448238 /DB_XREF=gi:4309588 /DB_XREF=mp56h02.x1 /CLONE=IMAGE:573267 /FEA=EST /CNT=4 /TID=Mm.176025.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457647_x_ 9 7.5 A A 0.12 0.17 -0.3 NC 0.5 gb:BB298201 /DB_XREF=gi:8998906 /DB_XREF=BB298201 /CLONE=B130066A18 /FEA=EST /CNT=4 /TID=Mm.45523.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457749_at 15.4 14.2 A A 0.11 0.14 -0.3 NC 0.01 gb:BE979980 /DB_XREF=gi:10647480 /DB_XREF=UI-M-BG2-bcp-g-01-0-UI.s1 /CLONE=UI-M-BG2-bcp-g-01-0-UI /FEA=EST /CNT=6 /TID=Mm.151129.
MOE430_2_1457792_at 9.6 7.4 A A 0.14 0.3 -0.3 NC 0.5 gb:BB468700 /DB_XREF=gi:16427551 /DB_XREF=BB468700 /CLONE=D230020H06 /FEA=EST /CNT=5 /TID=Mm.212967.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457801_at 16.3 11.7 A A 0.21 0.24 -0.3 NC 0.44 gb:BB144328 /DB_XREF=gi:16267591 /DB_XREF=BB144328 /CLONE=9930024M15 /FEA=EST /CNT=5 /TID=Mm.71927.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457813_at 22.9 17.4 P P 0.04 0.000732 -0.3 NC 0.39 gb:BB033054 /DB_XREF=gi:8387805 /DB_XREF=BB033054 /CLONE=5830474N14 /FEA=EST /CNT=5 /TID=Mm.69096.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457821_at 8.4 5.5 A A 0.09 0.53 -0.3 NC 0.96 gb:BI499746 /DB_XREF=gi:15339090 /DB_XREF=ie45d09.x1 /FEA=EST /CNT=5 /TID=Mm.40695.1 /TIER=ConsEnd /STK=3 /UG=Mm.40695 /UG_TITLE=ES
MOE430_2_1457834_at 52.2 31.4 P P 0.001953 0.01 -0.3 NC 0.9 gb:BM935653 /DB_XREF=gi:19394805 /DB_XREF=UI-M-BH3-arw-d-03-0-UI.r1 /CLONE=UI-M-BH3-arw-d-03-0-UI /FEA=EST /CNT=6 /TID=Mm.23328.1
MOE430_2_1457839_at 12 7.6 M A 0.05 0.14 -0.3 NC 0.5 gb:BB535108 /DB_XREF=gi:16446493 /DB_XREF=BB535108 /CLONE=E030041N21 /FEA=EST /CNT=5 /TID=Mm.215759.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457849_at 2.4 1.2 A A 0.63 0.93 -0.3 NC 0.69 gb:BG066634 /DB_XREF=gi:12549126 /DB_XREF=H3044D02-3 /CLONE=H3044D02 /FEA=EST /CNT=4 /TID=Mm.5789.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457863_at 0.3 0.2 A A 0.97 0.97 -0.3 NC 0.73 gb:BG067935 /DB_XREF=gi:12550504 /DB_XREF=H3059H02-3 /CLONE=H3059H02 /FEA=EST /CNT=4 /TID=Mm.7867.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457878_at 0.7 0.6 A A 0.91 0.87 -0.3 NC 0.49 gb:BB415623 /DB_XREF=gi:16423335 /DB_XREF=BB415623 /CLONE=C430042M11 /FEA=EST /CNT=4 /TID=Mm.187012.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457945_at 6.1 6 A A 0.3 0.27 -0.3 NC 0.42 gb:BM121819 /DB_XREF=gi:17105587 /DB_XREF=L0502A07-3 /CLONE=L0502A07 /FEA=EST /CNT=4 /TID=Mm.218024.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457948_at 11.3 9.5 P A 0.04 0.11 -0.3 NC 0.55 gb:BF456094 /DB_XREF=gi:11522263 /DB_XREF=UI-M-BZ1-bkl-b-12-0-UI.s1 /CLONE=UI-M-BZ1-bkl-b-12-0-UI /FEA=EST /CNT=4 /TID=Mm.150844.1 
MOE430_2_1457949_at 46.3 37.5 P P 0.01 0.03 -0.3 NC 0.72 gb:BM247833 /DB_XREF=gi:17883103 /DB_XREF=K0807E12-3 /CLONE=K0807E12 /FEA=EST /CNT=4 /TID=Mm.40965.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457961_at 22.1 14.7 P P 0.001953 0.01 -0.3 NC 0.95 gb:BB713538 /DB_XREF=gi:16066707 /DB_XREF=BB713538 /CLONE=B020047L15 /FEA=EST /CNT=4 /TID=Mm.133432.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457966_at 72.1 67.2 P P 0.000732 0.000244 -0.3 NC 0.5 gb:BI499709 /DB_XREF=gi:15339053 /DB_XREF=ie44g11.x1 /FEA=EST /CNT=4 /TID=Mm.202719.1 /TIER=ConsEnd /STK=3 /UG=Mm.202719 /UG_TITLE=E
MOE430_2_1458013_at 0.5 0.9 A A 0.96 0.82 -0.3 NC 0.29 gb:BG069634 /DB_XREF=gi:12552203 /DB_XREF=H3078E01-3 /CLONE=H3078E01 /FEA=EST /CNT=4 /TID=Mm.26200.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458066_at 0.8 1.1 A A 0.91 0.96 -0.3 NC 0.69 gb:BG068720 /DB_XREF=gi:12551289 /DB_XREF=H3068F03-3 /CLONE=H3068F03 /FEA=EST /CNT=3 /TID=Mm.104010.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458075_at 72.9 61.7 P P 0.01 0.01 -0.3 NC 0.93 gb:BB350401 /DB_XREF=gi:16405287 /DB_XREF=BB350401 /CLONE=B930079L03 /FEA=EST /CNT=3 /TID=Mm.208742.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458131_at 8.9 9.2 A A 0.46 0.46 -0.3 NC 0.48 gb:BB531778 /DB_XREF=gi:16445981 /DB_XREF=BB531778 /CLONE=E030019F11 /FEA=EST /CNT=3 /TID=Mm.132629.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458201_at 58.7 49.4 P P 0.001221 0.005859 -0.3 NC 0.7 gb:BG070069 /DB_XREF=gi:12552561 /DB_XREF=H3082D07-3 /CLONE=H3082D07 /FEA=EST /CNT=3 /TID=Mm.173471.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458248_at 16.8 14.2 P A 0.000244 0.1 -0.3 NC 0.5 gb:BM220002 /DB_XREF=gi:17779973 /DB_XREF=C0933C02-3 /CLONE=C0933C02 /FEA=EST /CNT=3 /TID=Mm.216373.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458275_at 2 1.7 A A 0.45 0.78 -0.3 NC 0.96 gb:BF465643 /DB_XREF=gi:11534826 /DB_XREF=UI-M-CG0p-bqm-a-10-0-UI.s1 /CLONE=UI-M-CG0p-bqm-a-10-0-UI /FEA=EST /CNT=3 /TID=Mm.1564
MOE430_2_1458284_at 128.5 98.8 A A 0.11 0.19 -0.3 NC 0.55 gb:BM195499 /DB_XREF=gi:17746977 /DB_XREF=C0311D01-3 /CLONE=C0311D01 /FEA=EST /CNT=3 /TID=Mm.217832.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458333_x_ 3.8 1.9 A A 0.46 0.69 -0.3 NC 0.6 gb:AV215447 /DB_XREF=gi:6156292 /DB_XREF=AV215447 /CLONE=2410148J20 /FEA=EST /CNT=3 /TID=Mm.45515.1 /TIER=ConsEnd /STK=3 /UG=Mm.
MOE430_2_1458355_x_ 133.3 101.1 P P 0.000244 0.00293 -0.3 NC 0.5 gb:BB017703 /DB_XREF=gi:8189116 /DB_XREF=BB017703 /CLONE=4930570E06 /FEA=EST /CNT=3 /TID=Mm.161216.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458399_at 1.2 1.6 A A 0.85 0.75 -0.3 NC 0.5 gb:AI413999 /DB_XREF=gi:4257503 /DB_XREF=ma78b02.x1 /CLONE=IMAGE:316779 /FEA=EST /CNT=14 /TID=Mm.133301.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458403_at 0.4 0.7 A A 0.75 0.66 -0.3 NC 0.68 gb:BB222494 /DB_XREF=gi:16353710 /DB_XREF=BB222494 /CLONE=A530078D10 /FEA=EST /CNT=9 /TID=Mm.126193.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458406_at 46.2 42.3 P P 0.001953 0.000244 -0.3 NC 0.81 gb:BG144063 /DB_XREF=gi:12647463 /DB_XREF=ut68h01.x1 /CLONE=IMAGE:3333336 /FEA=EST /CNT=8 /TID=Mm.204761.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458418_at 1 0.8 A A 0.97 0.99 -0.3 NC 0.5 gb:BB282649 /DB_XREF=gi:16401375 /DB_XREF=BB282649 /CLONE=A930039E13 /FEA=EST /CNT=6 /TID=Mm.208796.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458422_at 11.5 8.9 A A 0.53 0.53 -0.3 NC 0.5 gb:BF018024 /DB_XREF=gi:10749356 /DB_XREF=uw96d07.x1 /CLONE=IMAGE:3469837 /FEA=EST /CNT=6 /TID=Mm.153305.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458423_at 5 3.7 A A 0.36 0.63 -0.3 NC 0.58 gb:BB373516 /DB_XREF=gi:16407185 /DB_XREF=BB373516 /CLONE=C130070L13 /FEA=EST /CNT=6 /TID=Mm.184719.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458442_at 0.8 0.9 A A 0.91 0.91 -0.3 NC 0.75 gb:AI266897 /DB_XREF=gi:3885055 /DB_XREF=uj08d05.x1 /CLONE=IMAGE:1891305 /FEA=EST /CNT=8 /TID=Mm.26753.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458461_at 2.3 0.9 A A 0.87 0.98 -0.3 NC 0.92 gb:BB703986 /DB_XREF=gi:16052821 /DB_XREF=BB703986 /CLONE=7420458M07 /FEA=EST /CNT=6 /TID=Mm.211221.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458487_at 9.1 10.5 P A 0.01 0.3 -0.3 NC 0.5 gb:BE687999 /DB_XREF=gi:10075623 /DB_XREF=uw41f07.x1 /CLONE=IMAGE:3419269 /FEA=EST /CNT=5 /TID=Mm.74627.2 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458491_at 17 20.6 A P 0.09 0.00415 -0.3 NC 0.34 gb:BI650220 /DB_XREF=gi:15564456 /DB_XREF=603296721F1 /CLONE=IMAGE:5337316 /FEA=EST /CNT=5 /TID=Mm.101162.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1458576_at 32.5 26.2 A A 0.27 0.43 -0.3 NC 0.58 gb:BM195023 /DB_XREF=gi:17746315 /DB_XREF=C0301B06-3 /CLONE=C0301B06 /FEA=EST /CNT=4 /TID=Mm.218111.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458593_at 8.3 7.1 A A 0.12 0.36 -0.3 NC 0.46 gb:BB442690 /DB_XREF=gi:16424828 /DB_XREF=BB442690 /CLONE=D030035K24 /FEA=EST /CNT=4 /TID=Mm.129440.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458600_at 1 1.4 A A 0.53 0.87 -0.3 NC 0.76 gb:BM570793 /DB_XREF=gi:18852770 /DB_XREF=ii03e03.x1 /CLONE=IMAGE:5940580 /FEA=EST /CNT=4 /TID=Mm.218826.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458762_at 1.1 1.1 A A 0.99 0.98 -0.3 NC 0.68 gb:BG070224 /DB_XREF=gi:12552793 /DB_XREF=H3085A07-3 /CLONE=H3085A07 /FEA=EST /CNT=3 /TID=Mm.173217.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458813_at 2.8 1.1 A A 0.63 0.9 -0.3 NC 0.93 gb:BB516098 /DB_XREF=gi:16443066 /DB_XREF=BB516098 /CLONE=D830014D04 /FEA=EST /CNT=3 /TID=Mm.135979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458818_at 10.6 9.4 A A 0.36 0.3 -0.3 NC 0.2 gb:BG066161 /DB_XREF=gi:12548724 /DB_XREF=H3039F06-3 /CLONE=H3039F06 /FEA=EST /CNT=3 /TID=Mm.154754.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458824_at 0.7 0.7 A A 0.56 0.88 -0.3 NC 0.85 gb:BB555542 /DB_XREF=gi:16448569 /DB_XREF=BB555542 /CLONE=E330019N15 /FEA=EST /CNT=3 /TID=Mm.209524.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458838_at 3 2 A A 0.33 0.66 -0.3 NC 0.63 gb:BB005885 /DB_XREF=gi:16214933 /DB_XREF=BB005885 /CLONE=4732468M13 /FEA=EST /CNT=3 /TID=Mm.210781.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458841_at 5.8 6.2 A P 0.08 0.01 -0.3 NC 0.5 gb:BB499674 /DB_XREF=gi:16442203 /DB_XREF=BB499674 /CLONE=D630022I06 /FEA=EST /CNT=3 /TID=Mm.135615.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458847_at 10.1 9.5 A A 0.21 0.36 -0.3 NC 0.53 gb:BB476118 /DB_XREF=gi:16440120 /DB_XREF=BB476118 /CLONE=D330016J01 /FEA=EST /CNT=3 /TID=Mm.209517.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458890_at 1.3 1.2 A A 0.8 0.82 -0.3 NC 0.6 gb:AV323572 /DB_XREF=gi:16395287 /DB_XREF=AV323572 /CLONE=6230410P16 /FEA=EST /CNT=3 /TID=Mm.209755.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458917_at 2 1.6 A A 0.53 0.56 -0.3 NC 0.69 gb:AW556354 /DB_XREF=gi:7201783 /DB_XREF=L0267B06-3 /CLONE=L0267B06 /FEA=EST /CNT=3 /TID=Mm.167849.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458918_at 0.4 0.6 A A 0.99 0.99 -0.3 NC 0.41 gb:BB552741 /DB_XREF=gi:16448200 /DB_XREF=BB552741 /CLONE=E330001F10 /FEA=EST /CNT=3 /TID=Mm.34979.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458926_at 15.9 17 P A 0.02 0.09 -0.3 NC 0.5 gb:BM876992 /DB_XREF=gi:19244658 /DB_XREF=ih74b07.x1 /CLONE=IMAGE:5682012 /FEA=EST /CNT=3 /TID=Mm.218834.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458997_at 84.8 79.4 P P 0.008057 0.01 -0.3 NC 0.77 gb:BB183491 /DB_XREF=gi:15409434 /DB_XREF=BB183491 /CLONE=A230106M20 /FEA=EST /CNT=3 /TID=Mm.210224.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459018_at 4.7 3.6 A A 0.12 0.39 -0.3 NC 0.44 gb:BG080532 /DB_XREF=gi:12563100 /DB_XREF=H3054G04-5 /CLONE=H3054G04 /FEA=EST /CNT=3 /TID=Mm.25423.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459026_at 78.5 58.9 P P 0.01 0.04 -0.3 NC 0.69 gb:BB661561 /DB_XREF=gi:16495340 /DB_XREF=BB661561 /CLONE=D630045G18 /FEA=EST /CNT=3 /TID=Mm.210273.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459077_at 8.8 6.3 P A 0.04 0.19 -0.3 NC 0.17 gb:BG067289 /DB_XREF=gi:12549858 /DB_XREF=H3052F10-3 /CLONE=H3052F10 /FEA=EST /CNT=3 /TID=Mm.172997.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459131_at 1.3 1.7 A A 0.78 0.95 -0.3 NC 0.5 gb:BG071051 /DB_XREF=gi:12553620 /DB_XREF=H3094B08-3 /CLONE=H3094B08 /FEA=EST /CNT=3 /TID=Mm.173358.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459138_at 8.5 5.4 M A 0.05 0.33 -0.3 NC 0.5 gb:BG067000 /DB_XREF=gi:12549569 /DB_XREF=H3049D11-3 /CLONE=H3049D11 /FEA=EST /CNT=3 /TID=Mm.172898.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459147_at 6.2 2.6 A A 0.69 0.62 -0.3 NC 0.31 gb:AW120671 /DB_XREF=gi:6096044 /DB_XREF=UI-M-BH2.3-anz-h-09-0-UI.s1 /CLONE=UI-M-BH2.3-anz-h-09-0-UI /FEA=EST /CNT=3 /TID=Mm.15090
MOE430_2_1459148_at 0.9 1.1 A A 0.9 0.96 -0.3 NC 0.62 gb:BB297456 /DB_XREF=gi:16401978 /DB_XREF=BB297456 /CLONE=B130055I19 /FEA=EST /CNT=3 /TID=Mm.125586.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459192_at 1.3 2.8 A A 0.87 0.78 -0.3 NC 0.75 gb:BG070428 /DB_XREF=gi:12552997 /DB_XREF=H3087C04-3 /CLONE=H3087C04 /FEA=EST /CNT=2 /TID=Mm.173245.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459209_at 2.1 3.1 A A 0.72 0.8 -0.3 NC 0.5 gb:BB245565 /DB_XREF=gi:16355410 /DB_XREF=BB245565 /CLONE=A730010E08 /FEA=EST /CNT=2 /TID=Mm.210288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459304_at 2.6 0.8 A A 0.6 0.75 -0.3 NC 0.08 gb:BB449560 /DB_XREF=gi:16425365 /DB_XREF=BB449560 /CLONE=D030072J05 /FEA=EST /CNT=2 /TID=Mm.129727.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459315_at 33.1 33.3 P P 0.000732 0.00415 -0.3 NC 0.84 gb:BM233369 /DB_XREF=gi:17868639 /DB_XREF=K0335H04-3 /CLONE=K0335H04 /FEA=EST /CNT=2 /TID=Mm.215616.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459345_at 12 15.4 P P 0.04 0.04 -0.3 NC 0.5 gb:BG066915 /DB_XREF=gi:12549484 /DB_XREF=H3048E03-3 /CLONE=H3048E03 /FEA=EST /CNT=2 /TID=Mm.172874.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459469_at 15.2 13.7 A M 0.14 0.06 -0.3 NC 0.34 gb:C78516 /DB_XREF=gi:2518846 /DB_XREF=C78516 /CLONE=J0050E07 /FEA=EST /CNT=2 /TID=Mm.172709.1 /TIER=ConsEnd /STK=2 /UG=Mm.17270
MOE430_2_1459484_at 18.6 14.3 P A 0.04 0.06 -0.3 NC 0.5 gb:AW123086 /DB_XREF=gi:6098616 /DB_XREF=UI-M-BH2.1-apc-d-03-0-UI.s1 /CLONE=UI-M-BH2.1-apc-d-03-0-UI /FEA=EST /CNT=2 /TID=Mm.15095
MOE430_2_1459496_at 5 3.5 A A 0.39 0.3 -0.3 NC 0.57 gb:C77267 /DB_XREF=gi:2517597 /DB_XREF=C77267 /CLONE=J0028C08 /FEA=EST /CNT=2 /TID=Mm.172625.1 /TIER=ConsEnd /STK=2 /UG=Mm.17262
MOE430_2_1459515_at 8.5 8.3 A A 0.17 0.3 -0.3 NC 0.46 gb:AU024679 /DB_XREF=gi:3395026 /DB_XREF=AU024679 /CLONE=J0458C11 /FEA=EST /CNT=2 /TID=Mm.26447.1 /TIER=ConsEnd /STK=2 /UG=Mm.26
MOE430_2_1459554_at 0.5 0.6 A A 0.96 0.94 -0.3 NC 0.22 gb:BG068590 /DB_XREF=gi:12551159 /DB_XREF=H3067B11-3 /CLONE=H3067B11 /FEA=EST /CNT=2 /TID=Mm.221145.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459592_a_ 53.3 38 A A 0.11 0.24 -0.3 NC 0.93 gb:BB752796 /DB_XREF=gi:16183110 /DB_XREF=BB752796 /CLONE=G270021N11 /FEA=EST /CNT=2 /TID=Mm.36658.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459601_at 7.5 13.5 P M 0.03 0.06 -0.3 NC 0.58 gb:AI648260 /DB_XREF=gi:4726938 /DB_XREF=uk37d05.x1 /CLONE=IMAGE:1971177 /FEA=EST /CNT=2 /TID=Mm.208849.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459635_at 5.4 4.4 A A 0.36 0.46 -0.3 NC 0.37 gb:BG144294 /DB_XREF=gi:12647694 /DB_XREF=ut62h08.x1 /CLONE=IMAGE:3332606 /FEA=EST /CNT=2 /TID=Mm.211585.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459647_at 4.6 4.9 M A 0.05 0.43 -0.3 NC 0.55 gb:BF148993 /DB_XREF=gi:11030388 /DB_XREF=uv57c02.x1 /CLONE=IMAGE:3411266 /FEA=EST /CNT=2 /TID=Mm.155848.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459693_x_ 3.4 10.1 A P 0.14 0.04 -0.3 NC 0.93 gb:BB800086 /DB_XREF=gi:16969709 /DB_XREF=BB800086 /CLONE=G630027J11 /FEA=EST /CNT=2 /TID=Mm.196656.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459807_x_ 48 36.5 P P 0.04 0.03 -0.3 NC 0.64 gb:BB306202 /DB_XREF=gi:9006907 /DB_XREF=BB306202 /CLONE=B230207D17 /FEA=EST /CNT=2 /TID=Mm.117828.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459833_x_ 2 1.2 A A 0.56 0.95 -0.3 NC 0.83 gb:AV119250 /DB_XREF=gi:5301401 /DB_XREF=AV119250 /CLONE=2610303C12 /FEA=EST /CNT=2 /TID=Mm.176614.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459860_x_ 179.9 144.5 P P 0.000244 0.000244 -0.3 NC 0.91 gb:BB466780 /DB_XREF=gi:9383969 /DB_XREF=BB466780 /CLONE=D230010K17 /FEA=EST /CNT=2 /TID=Mm.130330.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459898_at 3.1 3.6 A A 0.66 0.87 -0.3 NC 0.5 gb:AI507307 /DB_XREF=gi:4405158 /DB_XREF=vl44h10.x1 /CLONE=IMAGE:975139 /FEA=EST /CNT=34 /TID=Mm.34363.3 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1459922_at 8.5 9.4 A A 0.14 0.19 -0.3 NC 0.5 gb:AA216889 /DB_XREF=gi:1825881 /DB_XREF=mu93c07.r1 /CLONE=IMAGE:653100 /FEA=EST /CNT=5 /TID=Mm.2304.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1459972_x_ 14.7 15 A A 0.23 0.12 -0.3 NC 0.5 gb:BB079338 /DB_XREF=gi:8644398 /DB_XREF=BB079338 /CLONE=9330157K10 /FEA=EST /CNT=2 /TID=Mm.136342.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459976_s_ 3184.8 2436 P P 0.000244 0.000244 -0.3 D 0.99 gb:AV261043 /DB_XREF=gi:6248502 /DB_XREF=AV261043 /CLONE=4930417H03 /FEA=EST /CNT=2 /TID=Mm.97399.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459981_s_ 64 29.2 P P 0.000244 0.001953 -0.3 D 0.99 gb:AV240926 /DB_XREF=gi:6193429 /DB_XREF=AV240926 /CLONE=4732444K02 /FEA=EST /CNT=2 /TID=Mm.55023.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460016_at 22.1 15.3 A A 0.19 0.27 -0.3 NC 0.8 gb:BM122230 /DB_XREF=gi:17105998 /DB_XREF=L0507C06-3 /CLONE=L0507C06 /FEA=EST /CNT=9 /TID=Mm.140122.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1460040_at 2.6 1.4 A A 0.6 0.56 -0.3 NC 0.29 gb:BB362170 /DB_XREF=gi:16406003 /DB_XREF=BB362170 /CLONE=C130009H11 /FEA=EST /CNT=6 /TID=Mm.132178.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1460106_at 9.1 10.3 A A 0.21 0.21 -0.3 NC 0.5 gb:AV278035 /DB_XREF=gi:15405688 /DB_XREF=AV278035 /CLONE=4932703P14 /FEA=EST /CNT=3 /TID=Mm.108652.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460124_at 1.2 1.2 A A 0.96 0.99 -0.3 NC 0.53 gb:AV020850 /DB_XREF=gi:16356370 /DB_XREF=AV020850 /CLONE=1190020J12 /FEA=EST /CNT=11 /TID=Mm.100977.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1460144_at 14 12 A P 0.17 0.04 -0.3 NC 0.55 gb:BB352444 /DB_XREF=gi:16405455 /DB_XREF=BB352444 /CLONE=B930089B11 /FEA=EST /CNT=3 /TID=Mm.208757.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460154_at 0.6 0.6 A A 0.71 0.63 -0.3 NC 0.5 gb:BB040047 /DB_XREF=gi:15403801 /DB_XREF=BB040047 /CLONE=6030446P09 /FEA=EST /CNT=3 /TID=Mm.203252.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460169_a_ 798.8 647.8 P P 0.000244 0.000244 -0.3 MD 0.99 gb:NM_011049.1 /DB_XREF=gi:7242172 /GEN=Pctk1 /FEA=FLmRNA /CNT=249 /TID=Mm.4597.1 /TIER=FL+Stack /STK=159 /UG=Mm.4597 /LL=18555 /D
MOE430_2_1460184_at 1179.9 1066.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_008212.1 /DB_XREF=gi:6680162 /GEN=Hadhsc /FEA=FLmRNA /CNT=233 /TID=Mm.2491.1 /TIER=FL+Stack /STK=88 /UG=Mm.2491 /LL=15107 /D
MOE430_2_1460206_at 101.3 67.6 P P 0.000244 0.000244 -0.3 NC 0.5 gb:NM_019518.1 /DB_XREF=gi:9506752 /GEN=Grasp /FEA=FLmRNA /CNT=56 /TID=Mm.116916.1 /TIER=FL+Stack /STK=46 /UG=Mm.116916 /LL=56149 /
MOE430_2_1460210_at 484.5 363.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:NM_013630.1 /DB_XREF=gi:7305388 /GEN=Pkd1 /FEA=FLmRNA /CNT=92 /TID=Mm.2973.1 /TIER=FL+Stack /STK=41 /UG=Mm.2973 /LL=18763 /DEF=
MOE430_2_1460216_at 323.3 235.8 P P 0.000732 0.000732 -0.3 MD 0.99 gb:NM_007383.1 /DB_XREF=gi:6680619 /GEN=Acads /FEA=FLmRNA /CNT=113 /TID=Mm.18759.1 /TIER=FL+Stack /STK=35 /UG=Mm.18759 /LL=11409 /
MOE430_2_1460225_at 78.1 93.3 P P 0.00293 0.001221 -0.3 NC 0.5 gb:NM_026401.1 /DB_XREF=gi:13385887 /GEN=Mrp63 /FEA=FLmRNA /CNT=38 /TID=Mm.30173.1 /TIER=FL /STK=1 /UG=Mm.30173 /LL=67840 /DEF=Mu
MOE430_2_1460226_at 0.6 0.5 A A 0.87 0.94 -0.3 NC 0.5 gb:NM_011635.1 /DB_XREF=gi:6755870 /GEN=Trap1a /FEA=FLmRNA /CNT=36 /TID=Mm.1297.1 /TIER=FL+Stack /STK=29 /UG=Mm.1297 /LL=22037 /DE
MOE430_2_1460265_at 20.4 23.1 A P 0.12 0.01 -0.3 NC 0.5 gb:AA672939 /DB_XREF=gi:2646221 /DB_XREF=vp48d03.r1 /CLONE=IMAGE:1079909 /FEA=EST /CNT=1 /TID=Mm.199839.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1460269_at 2.8 1.7 A A 0.69 0.9 -0.3 NC 0.54 gb:AV380429 /DB_XREF=gi:6429496 /DB_XREF=AV380429 /CLONE=9230023G19 /FEA=EST /CNT=1 /TID=Mm.213024.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1460287_at 8595.8 6452.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:M93954.1 /DB_XREF=gi:202053 /GEN=TIMP2 /FEA=FLmRNA /CNT=152 /TID=Mm.181969.1 /TIER=FL+Stack /STK=21 /UG=Mm.181969 /LL=21858 /DE
MOE430_2_1460304_a_ 157.1 132 P P 0.000244 0.000244 -0.3 NC 0.97 gb:BB832806 /DB_XREF=gi:17011049 /DB_XREF=BB832806 /CLONE=G930023M18 /FEA=FLmRNA /CNT=23 /TID=Mm.2845.1 /TIER=Stack /STK=16 /UG
MOE430_2_1460342_s_ 1232.2 985.9 P P 0.000244 0.000244 -0.3 D 0.99 gb:U73200.1 /DB_XREF=gi:1657836 /FEA=FLmRNA /CNT=252 /TID=Mm.2402.1 /TIER=FL+Stack /STK=143 /UG=Mm.2402 /LL=26936 /UG_GENE=Rhoip3-
MOE430_2_1460349_at 376.7 306.4 P P 0.000244 0.000244 -0.3 NC 0.98 gb:BC006909.1 /DB_XREF=gi:13905225 /FEA=FLmRNA /CNT=79 /TID=Mm.44183.1 /TIER=FL+Stack /STK=60 /UG=Mm.44183 /DEF=Mus musculus, clone 
MOE430_2_1460352_s_ 191.8 133.7 P P 0.000732 0.001221 -0.3 NC 0.97 gb:BC017537.1 /DB_XREF=gi:17028436 /FEA=FLmRNA /CNT=71 /TID=Mm.25333.1 /TIER=FL+Stack /STK=50 /UG=Mm.25333 /LL=75669 /UG_GENE=Pik3
MOE430_2_1460358_s_ 154.3 130.2 P P 0.008057 0.00415 -0.3 NC 0.97 gb:BC019768.1 /DB_XREF=gi:18043849 /FEA=FLmRNA /CNT=58 /TID=Mm.41611.1 /TIER=FL+Stack /STK=36 /UG=Mm.41611 /LL=68323 /UG_GENE=0610
MOE430_2_1460385_a_ 22.5 16.6 A A 0.08 0.36 -0.3 NC 0.75 gb:AB013097.1 /DB_XREF=gi:3834363 /FEA=FLmRNA /CNT=2 /TID=Mm.89201.2 /TIER=FL /STK=1 /UG=Mm.89201 /LL=22671 /UG_GENE=Zfp179 /DEF=
MOE430_2_1460407_at 6.8 6.3 A A 0.12 0.17 -0.3 NC 0.5 gb:BM244106 /DB_XREF=gi:17879376 /DB_XREF=K0706F01-3 /CLONE=K0706F01 /FEA=mRNA /CNT=21 /TID=Mm.8012.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1460416_s_ 1 0.5 A A 0.8 0.94 -0.3 NC 0.35 gb:M55219.1 /DB_XREF=gi:194037 /FEA=mRNA /CNT=4 /TID=Mm.99965.1 /TIER=ConsEnd /STK=0 /UG=Mm.99965 /LL=110955 /UG_GENE=D1Lub1 /UG_
MOE430_2_1460421_at 22.2 16.3 P P 0.03 0.03 -0.3 NC 0.36 gb:AF332089.1 /DB_XREF=gi:14193744 /FEA=mRNA /CNT=2 /TID=Mm.219521.1 /TIER=ConsEnd /STK=0 /UG=Mm.219521 /LL=171588 /UG_GENE=Zfp133
MOE430_2_1460428_at 834.1 772.5 P P 0.000732 0.000244 -0.3 NC 0.99 gb:BC003286.1 /DB_XREF=gi:14707765 /FEA=mRNA /CNT=298 /TID=Mm.29377.1 /TIER=Stack /STK=188 /UG=Mm.29377 /LL=68420 /UG_GENE=1100001
MOE430_2_1460441_at 65.7 50.8 P M 0.008057 0.05 -0.3 NC 0.69 gb:BF660409 /DB_XREF=gi:11925543 /DB_XREF=maa89e02.x1 /CLONE=IMAGE:3823970 /FEA=mRNA /CNT=54 /TID=Mm.62658.1 /TIER=Stack /STK=31 /
MOE430_2_1460450_at 515.7 398.6 P P 0.000244 0.000244 -0.3 D 0.99 gb:AK017359.1 /DB_XREF=gi:12856557 /FEA=mRNA /CNT=271 /TID=Mm.86513.1 /TIER=Stack /STK=14 /UG=Mm.86513 /LL=71380 /UG_GENE=5430429D
MOE430_2_1460465_at 225.4 176.1 P P 0.000244 0.000244 -0.3 D 0.99 gb:BE632850 /DB_XREF=gi:9915538 /DB_XREF=uv95e02.x1 /CLONE=IMAGE:3414938 /FEA=mRNA /CNT=23 /TID=Mm.52392.1 /TIER=Stack /STK=11 /UG
MOE430_2_1460518_at 3 2.5 A A 0.56 0.85 -0.3 NC 0.72 gb:AK021396.1 /DB_XREF=gi:12862274 /FEA=mRNA /CNT=1 /TID=Mm.160095.1 /TIER=ConsEnd /STK=0 /UG=Mm.160095 /LL=78550 /UG_GENE=E13011
MOE430_2_1460596_at 130.5 114.4 P P 0.001953 0.008057 -0.3 NC 0.95 gb:BI648497 /DB_XREF=gi:15562733 /DB_XREF=603277972F1 /CLONE=IMAGE:5318272 /FEA=EST /CNT=50 /TID=Mm.133467.1 /TIER=Stack /STK=12 /U
MOE430_2_1460636_at 175.3 114.9 P P 0.00293 0.008057 -0.3 NC 0.94 gb:AW553456 /DB_XREF=gi:7198879 /DB_XREF=L0227D06-3 /CLONE=L0227D06 /FEA=FLmRNA /CNT=324 /TID=Mm.196584.1 /TIER=Stack /STK=13 /U
MOE430_2_1460646_at 342.4 267.7 P P 0.000244 0.000244 -0.3 NC 0.97 gb:NM_009974.1 /DB_XREF=gi:6753539 /GEN=Csnk2a2 /FEA=FLmRNA /CNT=104 /TID=Mm.28881.1 /TIER=FL+Stack /STK=60 /UG=Mm.28881 /LL=13000
MOE430_2_1460671_at 3035.2 2244.8 P P 0.000244 0.000244 -0.3 D 0.99 gb:BI219063 /DB_XREF=gi:14672507 /DB_XREF=602938679F1 /CLONE=IMAGE:5102011 /FEA=FLmRNA /CNT=285 /TID=Mm.1090.1 /TIER=Stack /STK=6
MOE430_2_1460688_s_ 522.1 417.4 P P 0.000244 0.000244 -0.3 MD 0.99 gb:BB390422 /DB_XREF=gi:16408825 /DB_XREF=BB390422 /CLONE=C230069F04 /FEA=mRNA /CNT=123 /TID=Mm.29241.1 /TIER=Stack /STK=62 /UG=
MOE430_2_1460699_at 228.5 116.3 P P 0.000244 0.000244 -0.3 NC 0.99 gb:AA208652 /DB_XREF=gi:1805201 /DB_XREF=mv86e12.r1 /CLONE=IMAGE:661966 /FEA=mRNA /CNT=200 /TID=Mm.29911.1 /TIER=Stack /STK=120 /U
MOE430_2_1460704_at 359.9 312.6 P P 0.001953 0.00293 -0.3 NC 0.99 gb:AK004573.1 /DB_XREF=gi:12835835 /FEA=mRNA /CNT=46 /TID=Mm.871.2 /TIER=Stack /STK=27 /UG=Mm.871 /LL=19719 /UG_GENE=Rfng /UG_TITL
MOE430_2_1460714_at 0.7 1.2 A A 0.71 0.75 -0.3 NC 0.6 gb:BF303285 /DB_XREF=gi:11249873 /DB_XREF=602030395F1 /CLONE=IMAGE:4165462 /FEA=EST /CNT=7 /TID=Mm.36566.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1460724_at 164 131.5 P P 0.000244 0.000244 -0.3 NC 0.79 gb:NM_007458.1 /DB_XREF=gi:6671560 /GEN=Ap2a1 /FEA=FLmRNA /CNT=50 /TID=Mm.6877.1 /TIER=FL /STK=1 /UG=Mm.6877 /LL=11771 /DEF=Mus m
MOE430_2_1460731_at 135.4 115.8 P P 0.00415 0.01 -0.3 NC 0.7 gb:BC018327.1 /DB_XREF=gi:17390766 /FEA=FLmRNA /CNT=102 /TID=Mm.21184.1 /TIER=FL+Stack /STK=78 /UG=Mm.21184 /DEF=Mus musculus, clone
MOE430_2_1460733_at 681.3 513.5 P P 0.000244 0.000244 -0.3 D 0.99 gb:BB390422 /DB_XREF=gi:16408825 /DB_XREF=BB390422 /CLONE=C230069F04 /FEA=mRNA /CNT=123 /TID=Mm.29241.1 /TIER=Stack /STK=62 /UG=
MOE430_2_1415705_at 713.9 518.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK018610.1 /DB_XREF=gi:12858404 /FEA=mRNA /CNT=340 /TID=Mm.22565.1 /TIER=Stack /STK=184 /UG=Mm.22565 /LL=66818 /UG_GENE=9130011
MOE430_2_1415742_at 646.2 532.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC016485.1 /DB_XREF=gi:16741300 /FEA=FLmRNA /CNT=154 /TID=Mm.2146.1 /TIER=FL+Stack /STK=69 /UG=Mm.2146 /LL=11993 /UG_GENE=Aup1
MOE430_2_1415780_a_ 1580.3 1261.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_026139.1 /DB_XREF=gi:13385647 /GEN=3230401N03Rik /FEA=FLmRNA /CNT=415 /TID=Mm.27714.1 /TIER=FL+Stack /STK=348 /UG=Mm.27714 /
MOE430_2_1415796_at 2649.1 2047.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011873.1 /DB_XREF=gi:6755181 /GEN=Prtb /FEA=FLmRNA /CNT=531 /TID=Mm.28797.1 /TIER=FL+Stack /STK=267 /UG=Mm.28797 /LL=23994 /D
MOE430_2_1415798_at 97.4 82.6 P P 0.01 0.04 -0.4 NC 0.99 gb:BF225985 /DB_XREF=gi:11133624 /DB_XREF=uz58g02.x1 /CLONE=IMAGE:3673298 /FEA=FLmRNA /CNT=379 /TID=Mm.5021.1 /TIER=Stack /STK=13 
MOE430_2_1415800_at 620.8 474.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC006894.1 /DB_XREF=gi:13905195 /FEA=FLmRNA /CNT=381 /TID=Mm.4504.1 /TIER=FL+Stack /STK=260 /UG=Mm.4504 /LL=14609 /UG_GENE=Gja1
MOE430_2_1415821_at 2397.7 1692.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009145.1 /DB_XREF=gi:6677896 /GEN=Sdfr1 /FEA=FLmRNA /CNT=349 /TID=Mm.15125.1 /TIER=FL+Stack /STK=229 /UG=Mm.15125 /LL=20320 /
MOE430_2_1415891_at 1043.7 842.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019879.1 /DB_XREF=gi:9845298 /GEN=Suclg1 /FEA=FLmRNA /CNT=311 /TID=Mm.29845.1 /TIER=FL+Stack /STK=179 /UG=Mm.29845 /LL=56451 
MOE430_2_1415904_at 52 40 P P 0.000244 0.00415 -0.4 NC 0.99 gb:NM_008509.1 /DB_XREF=gi:6678709 /GEN=Lpl /FEA=FLmRNA /CNT=419 /TID=Mm.1514.1 /TIER=FL+Stack /STK=23 /UG=Mm.1514 /LL=16956 /DEF=
MOE430_2_1415907_at 1378.9 933.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007632.1 /DB_XREF=gi:6724312 /GEN=Ccnd3 /FEA=FLmRNA /CNT=286 /TID=Mm.7417.1 /TIER=FL+Stack /STK=172 /UG=Mm.7417 /LL=12445 /D
MOE430_2_1415908_at 860.1 703.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC011213.1 /DB_XREF=gi:15029959 /FEA=FLmRNA /CNT=222 /TID=Mm.20445.1 /TIER=FL+Stack /STK=172 /UG=Mm.20445 /LL=22110 /UG_GENE=T
MOE430_2_1415923_at 4155 3204.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010882.1 /DB_XREF=gi:6754805 /GEN=Ndn /FEA=FLmRNA /CNT=258 /TID=Mm.7089.1 /TIER=FL+Stack /STK=168 /UG=Mm.7089 /LL=17984 /DEF
MOE430_2_1415928_a_ 3084.4 2297.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_026160.1 /DB_XREF=gi:13385663 /GEN=Map1lc3 /FEA=FLmRNA /CNT=435 /TID=Mm.28357.1 /TIER=FL+Stack /STK=166 /UG=Mm.28357 /LL=674
MOE430_2_1415929_at 3719 2786.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_026160.1 /DB_XREF=gi:13385663 /GEN=Map1lc3 /FEA=FLmRNA /CNT=435 /TID=Mm.28357.1 /TIER=FL+Stack /STK=166 /UG=Mm.28357 /LL=674
MOE430_2_1415930_a_ 3784.2 2778.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AU080586 /DB_XREF=gi:6085340 /DB_XREF=AU080586 /CLONE=MNCb-5832 /FEA=FLmRNA /CNT=435 /TID=Mm.28357.1 /TIER=Stack /STK=21 /UG
MOE430_2_1415975_at 479.9 364.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_025821.1 /DB_XREF=gi:13385289 /GEN=1200011K09Rik /FEA=FLmRNA /CNT=385 /TID=Mm.142095.1 /TIER=FL+Stack /STK=155 /UG=Mm.142095
MOE430_2_1415989_at 556.1 296.4 P P 0.000244 0.000732 -0.4 D 0.99 gb:BB250384 /DB_XREF=gi:8943130 /DB_XREF=BB250384 /CLONE=A730041B10 /FEA=FLmRNA /CNT=224 /TID=Mm.1021.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1416011_x_ 907 677.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010119.1 /DB_XREF=gi:7106302 /GEN=Ehd1 /FEA=FLmRNA /CNT=383 /TID=Mm.30169.1 /TIER=FL+Stack /STK=145 /UG=Mm.30169 /LL=13660 /
MOE430_2_1416012_at 126.2 115.2 P P 0.02 0.04 -0.4 D 0.99 gb:AF099186.1 /DB_XREF=gi:5579089 /FEA=FLmRNA /CNT=383 /TID=Mm.30169.1 /TIER=FL+Stack /STK=118 /UG=Mm.30169 /LL=13660 /UG_GENE=Ehd
MOE430_2_1416013_at 1040.2 724.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011116.1 /DB_XREF=gi:7242180 /GEN=Pld3 /FEA=FLmRNA /CNT=258 /TID=Mm.6483.1 /TIER=FL+Stack /STK=145 /UG=Mm.6483 /LL=18807 /DE
MOE430_2_1416079_a_ 1067.3 867.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019767.1 /DB_XREF=gi:9790220 /GEN=Arpc1a /FEA=FLmRNA /CNT=173 /TID=Mm.34695.1 /TIER=FL+Stack /STK=131 /UG=Mm.34695 /LL=56443
MOE430_2_1416086_at 461.5 343.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009419.1 /DB_XREF=gi:6678420 /GEN=Tpst2 /FEA=FLmRNA /CNT=199 /TID=Mm.14239.1 /TIER=FL+Stack /STK=130 /UG=Mm.14239 /LL=22022 /
MOE430_2_1416091_at 441 365.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_008633.1 /DB_XREF=gi:7106362 /GEN=Mtap4 /FEA=FLmRNA /CNT=221 /TID=Mm.12625.1 /TIER=FL+Stack /STK=129 /UG=Mm.12625 /LL=17758 
MOE430_2_1416092_a_ 924 605 P P 0.000244 0.000732 -0.4 D 0.99 gb:BB000894 /DB_XREF=gi:7840822 /DB_XREF=BB000894 /CLONE=2700052M21 /FEA=FLmRNA /CNT=221 /TID=Mm.12625.1 /TIER=Stack /STK=21 /UG
MOE430_2_1416109_at 1848.5 1395.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_024243.1 /DB_XREF=gi:18859606 /GEN=0610006A03Rik /FEA=FLmRNA /CNT=204 /TID=Mm.21580.1 /TIER=FL+Stack /STK=126 /UG=Mm.21580 /
MOE430_2_1416204_at 18.9 11.9 P A 0.008057 0.27 -0.4 NC 0.82 gb:NM_010271.1 /DB_XREF=gi:6753965 /GEN=Gdc1 /FEA=FLmRNA /CNT=232 /TID=Mm.10669.1 /TIER=FL /STK=2 /UG=Mm.10669 /LL=14555 /DEF=Mus
MOE430_2_1416205_at 726.7 602.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009752.1 /DB_XREF=gi:6753189 /GEN=Glb1 /FEA=FLmRNA /CNT=180 /TID=Mm.2040.1 /TIER=FL+Stack /STK=113 /UG=Mm.2040 /LL=12091 /DE
MOE430_2_1416247_at 2342.7 1700.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_016890.1 /DB_XREF=gi:8393726 /GEN=Dctn3 /FEA=FLmRNA /CNT=179 /TID=Mm.29025.1 /TIER=FL+Stack /STK=107 /UG=Mm.29025 /LL=53598 /
MOE430_2_1416248_at 584 413.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_138671.1 /DB_XREF=gi:20149759 /GEN=MGC7589 /FEA=FLmRNA /CNT=278 /TID=Mm.28347.1 /TIER=FL+Stack /STK=107 /UG=Mm.28347 /LL=19
MOE430_2_1416249_at 282.8 224.9 P P 0.001953 0.001953 -0.4 D 0.99 gb:AW538068 /DB_XREF=gi:7180485 /DB_XREF=C0102G10-3 /CLONE=C0102G10 /FEA=FLmRNA /CNT=278 /TID=Mm.28347.1 /TIER=Stack /STK=19 /UG
MOE430_2_1416257_at 2336.3 1748.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009794.1 /DB_XREF=gi:6753253 /GEN=Capn2 /FEA=FLmRNA /CNT=210 /TID=Mm.6958.1 /TIER=FL+Stack /STK=106 /UG=Mm.6958 /LL=12334 /D
MOE430_2_1416260_a_ 612 410.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019727.1 /DB_XREF=gi:9790238 /GEN=Snx1 /FEA=FLmRNA /CNT=210 /TID=Mm.29079.1 /TIER=FL+Stack /STK=106 /UG=Mm.29079 /LL=56440 /
MOE430_2_1416307_at 874 675.9 P P 0.000732 0.001221 -0.4 D 0.99 gb:NM_007456.1 /DB_XREF=gi:6671556 /GEN=Ap1m1 /FEA=FLmRNA /CNT=180 /TID=Mm.2237.1 /TIER=FL+Stack /STK=100 /UG=Mm.2237 /LL=11767 /D
MOE430_2_1416315_at 1750.9 1337.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_134076.1 /DB_XREF=gi:19527301 /GEN=1110035H23Rik /FEA=FLmRNA /CNT=177 /TID=Mm.28771.1 /TIER=FL+Stack /STK=99 /UG=Mm.28771 /L
MOE430_2_1416324_s_ 256.7 246.7 P P 0.000244 0.000244 -0.4 NC 0.93 gb:NM_025888.1 /DB_XREF=gi:13385375 /GEN=2410004N11Rik /FEA=FLmRNA /CNT=238 /TID=Mm.435.1 /TIER=FL+Stack /STK=98 /UG=Mm.435 /LL=66
MOE430_2_1416373_at 284.8 253.6 P P 0.000244 0.001221 -0.4 NC 0.99 gb:NM_010911.1 /DB_XREF=gi:6754845 /GEN=Nfs1 /FEA=FLmRNA /CNT=149 /TID=Mm.29169.1 /TIER=FL+Stack /STK=94 /UG=Mm.29169 /LL=18041 /D
MOE430_2_1416397_at 65.2 50.5 P P 0.000732 0.001221 -0.4 NC 0.88 gb:BC018326.1 /DB_XREF=gi:17390764 /FEA=FLmRNA /CNT=171 /TID=Mm.41654.1 /TIER=FL+Stack /STK=92 /UG=Mm.41654 /LL=80889 /UG_GENE=Me
MOE430_2_1416428_at 571 417 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_021513.1 /DB_XREF=gi:10946933 /GEN=AB041579 /FEA=FLmRNA /CNT=145 /TID=Mm.29459.1 /TIER=FL+Stack /STK=90 /UG=Mm.29459 /LL=590
MOE430_2_1416488_at 1473.7 1135.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007635.1 /DB_XREF=gi:6680871 /GEN=Ccng2 /FEA=FLmRNA /CNT=148 /TID=Mm.3527.1 /TIER=FL+Stack /STK=86 /UG=Mm.3527 /LL=12452 /DE
MOE430_2_1416514_a_ 6630.8 5337.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007984.1 /DB_XREF=gi:6679744 /GEN=Fscn1 /FEA=FLmRNA /CNT=205 /TID=Mm.13194.1 /TIER=FL+Stack /STK=84 /UG=Mm.13194 /LL=14086 /D



MOE430_2_1416528_at 2342.6 1793.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_080559.1 /DB_XREF=gi:18017601 /GEN=Sh3bgrl3 /FEA=FLmRNA /CNT=146 /TID=Mm.22240.1 /TIER=FL+Stack /STK=83 /UG=Mm.22240 /LL=7372
MOE430_2_1416533_at 760.8 604.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_053208.1 /DB_XREF=gi:16716514 /GEN=Egln2 /FEA=FLmRNA /CNT=160 /TID=Mm.29978.1 /TIER=FL+Stack /STK=83 /UG=Mm.29978 /LL=112406 
MOE430_2_1416561_at 0.3 0.1 A A 0.82 0.93 -0.4 NC 0.81 gb:NM_008077.1 /DB_XREF=gi:6679922 /GEN=Gad1 /FEA=FLmRNA /CNT=127 /TID=Mm.16620.1 /TIER=FL+Stack /STK=82 /UG=Mm.16620 /LL=14415 /D
MOE430_2_1416582_a_ 538.6 425.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007522.1 /DB_XREF=gi:6671609 /GEN=Bad /FEA=FLmRNA /CNT=118 /TID=Mm.4387.1 /TIER=FL+Stack /STK=80 /UG=Mm.4387 /LL=12015 /DEF=
MOE430_2_1416583_at 923.9 719.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007522.1 /DB_XREF=gi:6671609 /GEN=Bad /FEA=FLmRNA /CNT=118 /TID=Mm.4387.1 /TIER=FL+Stack /STK=80 /UG=Mm.4387 /LL=12015 /DEF=
MOE430_2_1416590_a_ 1656.5 1258.7 P P 0.000244 0.000732 -0.4 D 0.99 gb:AF327929.1 /DB_XREF=gi:12963386 /FEA=FLmRNA /CNT=193 /TID=Mm.28941.1 /TIER=FL+Stack /STK=79 /UG=Mm.28941 /LL=19376 /UG_GENE=Rab
MOE430_2_1416637_at 685.4 419.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009207.1 /DB_XREF=gi:6678020 /GEN=Slc4a2 /FEA=FLmRNA /CNT=139 /TID=Mm.4580.1 /TIER=FL+Stack /STK=77 /UG=Mm.4580 /LL=20535 /DE
MOE430_2_1416654_at 139.6 91.6 P P 0.01 0.005859 -0.4 NC 0.79 gb:NM_025286.1 /DB_XREF=gi:13384631 /GEN=Slc31a2 /FEA=FLmRNA /CNT=121 /TID=Mm.17804.1 /TIER=FL+Stack /STK=76 /UG=Mm.17804 /LL=20530
MOE430_2_1416687_at 524.9 454.2 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC021352.1 /DB_XREF=gi:18204026 /FEA=FLmRNA /CNT=143 /TID=Mm.79983.1 /TIER=FL+Stack /STK=25 /UG=Mm.79983 /LL=26432 /UG_GENE=Plo
MOE430_2_1416768_at 2090.2 1616.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_133697.1 /DB_XREF=gi:19526867 /GEN=1110003E01Rik /FEA=FLmRNA /CNT=162 /TID=Mm.27647.1 /TIER=FL+Stack /STK=70 /UG=Mm.27647 /L
MOE430_2_1416771_at 2185.5 1648 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003736.1 /DB_XREF=gi:13277653 /FEA=FLmRNA /CNT=129 /TID=Mm.8392.1 /TIER=FL+Stack /STK=70 /UG=Mm.8392 /LL=27096 /UG_GENE=Bet3-
MOE430_2_1416786_at 235.3 163.3 P P 0.000732 0.001221 -0.4 NC 0.98 gb:AF332087.1 /DB_XREF=gi:14193740 /GEN=Tgfb1 /FEA=FLmRNA /CNT=104 /TID=Mm.689.1 /TIER=FL /STK=1 /UG=Mm.689 /LL=11477 /DEF=Mus mus
MOE430_2_1416795_at 81.3 50.2 P P 0.000732 0.000244 -0.4 NC 0.81 gb:NM_030004.2 /DB_XREF=gi:19525728 /GEN=Cryl1 /FEA=FLmRNA /CNT=110 /TID=Mm.25539.1 /TIER=FL+Stack /STK=69 /UG=Mm.25539 /LL=68631 /
MOE430_2_1416831_at 237.8 199.2 P P 0.000732 0.000732 -0.4 D 0.99 gb:U93702.1 /DB_XREF=gi:2731440 /GEN=NEU /FEA=FLmRNA /CNT=217 /TID=Mm.8856.1 /TIER=FL+Stack /STK=67 /UG=Mm.8856 /LL=18010 /DEF=Mu
MOE430_2_1416834_x_ 1826.8 1345.1 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_026612.1 /DB_XREF=gi:13386095 /GEN=1810011O01Rik /FEA=FLmRNA /CNT=92 /TID=Mm.29415.1 /TIER=FL+Stack /STK=67 /UG=Mm.29415 /LL
MOE430_2_1416851_at 36.6 28 A M 0.06 0.05 -0.4 NC 0.5 gb:BI247443 /DB_XREF=gi:14792372 /DB_XREF=602959955F1 /CLONE=IMAGE:5125812 /FEA=FLmRNA /CNT=172 /TID=Mm.180337.1 /TIER=Stack /STK=
MOE430_2_1416853_at 319.8 231 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC017126.1 /DB_XREF=gi:16877777 /FEA=FLmRNA /CNT=145 /TID=Mm.220885.1 /TIER=FL+Stack /STK=66 /UG=Mm.220885 /LL=26562 /UG_GENE=N
MOE430_2_1416905_at 10 6.8 A A 0.36 0.53 -0.4 NC 0.5 gb:NM_008190.1 /DB_XREF=gi:6680132 /GEN=Guca2 /FEA=FLmRNA /CNT=104 /TID=Mm.2614.1 /TIER=FL+Stack /STK=64 /UG=Mm.2614 /LL=14915 /DE
MOE430_2_1416922_a_ 1237.1 1044.3 P P 0.000244 0.000244 -0.4 NC 0.98 gb:NM_009761.1 /DB_XREF=gi:6753199 /GEN=Bnip3l /FEA=FLmRNA /CNT=212 /TID=Mm.29820.1 /TIER=FL+Stack /STK=63 /UG=Mm.29820 /LL=12177 /
MOE430_2_1416948_at 1132 905.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011288.1 /DB_XREF=gi:6755351 /GEN=Mrpl23 /FEA=FLmRNA /CNT=77 /TID=Mm.12144.1 /TIER=FL+Stack /STK=62 /UG=Mm.12144 /LL=19935 /D
MOE430_2_1417006_at 573.4 541.6 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_025417.1 /DB_XREF=gi:13384805 /GEN=1110039H05Rik /FEA=FLmRNA /CNT=107 /TID=Mm.41687.1 /TIER=FL+Stack /STK=60 /UG=Mm.41687 /L
MOE430_2_1417018_at 2868.3 2287.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_021474.1 /DB_XREF=gi:10946871 /GEN=Efemp2 /FEA=FLmRNA /CNT=95 /TID=Mm.41781.1 /TIER=FL+Stack /STK=60 /UG=Mm.41781 /LL=58859 
MOE430_2_1417029_a_ 22 11.3 P A 0.01 0.06 -0.4 NC 0.5 gb:BB283676 /DB_XREF=gi:8984125 /DB_XREF=BB283676 /CLONE=A930103A03 /FEA=FLmRNA /CNT=221 /TID=Mm.44876.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1417068_a_ 699 557.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC010191.1 /DB_XREF=gi:16307304 /FEA=FLmRNA /CNT=95 /TID=Mm.2668.1 /TIER=FL+Stack /STK=58 /UG=Mm.2668 /LL=19246 /UG_GENE=Ptpn1 
MOE430_2_1417078_at 18.3 14.1 A A 0.21 0.21 -0.4 NC 0.5 gb:NM_025622.1 /DB_XREF=gi:13385081 /GEN=2200008F12Rik /FEA=FLmRNA /CNT=69 /TID=Mm.26934.1 /TIER=FL+Stack /STK=58 /UG=Mm.26934 /LL=
MOE430_2_1417148_at 568.8 458.3 P P 0.000732 0.001221 -0.4 D 0.99 gb:NM_008809.1 /DB_XREF=gi:6679258 /GEN=Pdgfrb /FEA=FLmRNA /CNT=103 /TID=Mm.4146.1 /TIER=FL+Stack /STK=55 /UG=Mm.4146 /LL=18596 /DE
MOE430_2_1417174_at 409.9 295.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_025464.1 /DB_XREF=gi:13384877 /GEN=1810021J13Rik /FEA=FLmRNA /CNT=85 /TID=Mm.41451.1 /TIER=FL+Stack /STK=54 /UG=Mm.41451 /LL=
MOE430_2_1417204_at 1934.3 1355.3 P P 0.000244 0.000244 -0.4 NC 0.94 gb:NM_025841.1 /DB_XREF=gi:13385317 /GEN=1110007A14Rik /FEA=FLmRNA /CNT=142 /TID=Mm.181880.1 /TIER=FL+Stack /STK=53 /UG=Mm.181880 /
MOE430_2_1417248_at 120.5 131.3 P P 0.000244 0.000732 -0.4 NC 0.98 gb:BB702885 /DB_XREF=gi:16051709 /DB_XREF=BB702885 /CLONE=7420446C05 /FEA=FLmRNA /CNT=157 /TID=Mm.17009.1 /TIER=Stack /STK=12 /U
MOE430_2_1417278_a_ 77 58.7 P P 0.02 0.03 -0.4 NC 0.91 gb:NM_027280.1 /DB_XREF=gi:14456707 /GEN=Nkd1 /FEA=FLmRNA /CNT=69 /TID=Mm.30219.1 /TIER=FL+Stack /STK=50 /UG=Mm.30219 /LL=93960 /D
MOE430_2_1417333_at 177.2 145.2 P P 0.001953 0.001953 -0.4 D 0.99 gb:NM_133914.1 /DB_XREF=gi:19527127 /GEN=AW112107 /FEA=FLmRNA /CNT=65 /TID=Mm.23934.1 /TIER=FL+Stack /STK=48 /UG=Mm.23934 /LL=100
MOE430_2_1417344_at 1753.1 1186.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_133749.1 /DB_XREF=gi:19526955 /GEN=2900064A13Rik /FEA=FLmRNA /CNT=129 /TID=Mm.28542.1 /TIER=FL+Stack /STK=47 /UG=Mm.28542 /L
MOE430_2_1417367_at 3370.8 2556 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003856.1 /DB_XREF=gi:13277983 /FEA=FLmRNA /CNT=288 /TID=Mm.11711.1 /TIER=FL+Stack /STK=46 /UG=Mm.11711 /LL=19052 /UG_GENE=Pp
MOE430_2_1417380_at 1542.1 1177.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BE851277 /DB_XREF=gi:10309616 /DB_XREF=uw94c02.y1 /CLONE=IMAGE:3469634 /FEA=FLmRNA /CNT=234 /TID=Mm.56685.1 /TIER=ConsEnd /STK
MOE430_2_1417395_at 862.9 633.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG069413 /DB_XREF=gi:12551905 /DB_XREF=H3075C08-3 /CLONE=H3075C08 /FEA=FLmRNA /CNT=140 /TID=Mm.4325.1 /TIER=Stack /STK=10 /UG
MOE430_2_1417401_at 191.4 137.7 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_030690.1 /DB_XREF=gi:13507619 /GEN=1700020L11Rik /FEA=FLmRNA /CNT=84 /TID=Mm.26786.1 /TIER=FL /STK=2 /UG=Mm.26786 /LL=75646 /
MOE430_2_1417434_at 1615.7 1207.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010274.1 /DB_XREF=gi:6753969 /GEN=Gdm1 /FEA=FLmRNA /CNT=72 /TID=Mm.3711.1 /TIER=FL+Stack /STK=45 /UG=Mm.3711 /LL=14571 /DEF
MOE430_2_1417460_at 6993.6 5013.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_030694.1 /DB_XREF=gi:13507625 /GEN=Ifitm3l /FEA=FLmRNA /CNT=102 /TID=Mm.14747.1 /TIER=FL+Stack /STK=44 /UG=Mm.14747 /LL=80876 
MOE430_2_1417465_at 2264.4 1774 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_008033.1 /DB_XREF=gi:6679820 /GEN=Fnta /FEA=FLmRNA /CNT=117 /TID=Mm.3496.1 /TIER=FL+Stack /STK=44 /UG=Mm.3496 /LL=14272 /DEF
MOE430_2_1417467_a_ 423.6 319.3 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_133932.1 /DB_XREF=gi:20149313 /GEN=AI987856 /FEA=FLmRNA /CNT=80 /TID=Mm.45116.1 /TIER=FL+Stack /STK=44 /UG=Mm.45116 /LL=1012
MOE430_2_1417483_at 184.2 118.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_030612.1 /DB_XREF=gi:13447397 /GEN=Mail-pending /FEA=FLmRNA /CNT=111 /TID=Mm.3732.1 /TIER=FL+Stack /STK=44 /UG=Mm.3732 /LL=808
MOE430_2_1417510_at 570.4 429.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_126165.1 /DB_XREF=gi:18699725 /GEN=Vps4a /FEA=FLmRNA /CNT=103 /TID=Mm.24437.1 /TIER=FL+Stack /STK=43 /UG=Mm.24437 /LL=116733
MOE430_2_1417514_at 52.8 27.1 A A 0.06 0.09 -0.4 NC 0.5 gb:BB396374 /DB_XREF=gi:16410244 /DB_XREF=BB396374 /CLONE=C230097E14 /FEA=FLmRNA /CNT=108 /TID=Mm.200783.1 /TIER=Stack /STK=13 /
MOE430_2_1417516_at 374.8 279.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007837.1 /DB_XREF=gi:6681150 /GEN=Ddit3 /FEA=FLmRNA /CNT=76 /TID=Mm.7549.1 /TIER=FL+Stack /STK=43 /UG=Mm.7549 /LL=13198 /DEF=
MOE430_2_1417532_at 1 0.9 A A 0.53 0.6 -0.4 NC 0.09 gb:BF783609 /DB_XREF=gi:12088748 /DB_XREF=602109616F1 /CLONE=IMAGE:4238067 /FEA=FLmRNA /CNT=156 /TID=Mm.12838.1 /TIER=ConsEnd /ST
MOE430_2_1417535_at 1091.8 861.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_025785.1 /DB_XREF=gi:13385251 /GEN=Fbxo25 /FEA=FLmRNA /CNT=74 /TID=Mm.37950.1 /TIER=FL+Stack /STK=42 /UG=Mm.37950 /LL=66822 /
MOE430_2_1417540_at 156.9 144.7 P P 0.000244 0.000244 -0.4 NC 0.98 gb:NM_007920.1 /DB_XREF=gi:6679626 /GEN=Elf1 /FEA=FLmRNA /CNT=87 /TID=Mm.24876.1 /TIER=FL+Stack /STK=42 /UG=Mm.24876 /LL=13709 /DEF
MOE430_2_1417552_at 22.5 11.2 P A 0.03 0.06 -0.4 NC 0.87 gb:NM_007986.1 /DB_XREF=gi:6679748 /GEN=Fap /FEA=FLmRNA /CNT=52 /TID=Mm.41816.1 /TIER=FL+Stack /STK=42 /UG=Mm.41816 /LL=14089 /DEF
MOE430_2_1417556_at 2.3 1.1 A A 0.25 0.55 -0.4 NC 0.55 gb:NM_017399.1 /DB_XREF=gi:8393342 /GEN=Fabp1 /FEA=FLmRNA /CNT=105 /TID=Mm.22126.1 /TIER=FL+Stack /STK=41 /UG=Mm.22126 /LL=14080 /
MOE430_2_1417624_at 141 93.1 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC016886.1 /DB_XREF=gi:16877244 /FEA=FLmRNA /CNT=130 /TID=Mm.25903.1 /TIER=FL+Stack /STK=40 /UG=Mm.25903 /LL=17936 /UG_GENE=Na
MOE430_2_1417631_at 117.2 110.6 P A 0.01 0.06 -0.4 NC 0.93 gb:NM_021461.1 /DB_XREF=gi:10946849 /GEN=Mknk1 /FEA=FLmRNA /CNT=65 /TID=Mm.206467.1 /TIER=FL /STK=1 /UG=Mm.206467 /LL=17346 /DEF=
MOE430_2_1417632_at 289.5 205.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_016920.1 /DB_XREF=gi:12025531 /GEN=Atpv0a1 /FEA=FLmRNA /CNT=111 /TID=Mm.20869.1 /TIER=FL+Stack /STK=40 /UG=Mm.20869 /LL=1197
MOE430_2_1417661_at 208.2 158.9 P P 0.00415 0.03 -0.4 D 0.99 gb:NM_025654.1 /DB_XREF=gi:13385115 /GEN=2410008M22Rik /FEA=FLmRNA /CNT=76 /TID=Mm.41449.1 /TIER=FL+Stack /STK=39 /UG=Mm.41449 /LL
MOE430_2_1417667_a_ 120.4 85.6 P P 0.00415 0.005859 -0.4 D 0.99 gb:NM_008961.1 /DB_XREF=gi:6679524 /GEN=Pter /FEA=FLmRNA /CNT=68 /TID=Mm.2008.1 /TIER=FL+Stack /STK=39 /UG=Mm.2008 /LL=19212 /DEF=
MOE430_2_1417673_at 115.2 86.7 P P 0.001953 0.001953 -0.4 D 0.99 gb:NM_016719.1 /DB_XREF=gi:7710031 /GEN=Grb14 /FEA=FLmRNA /CNT=54 /TID=Mm.33806.1 /TIER=FL+Stack /STK=39 /UG=Mm.33806 /LL=50915 /D
MOE430_2_1417731_at 918.8 718.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC009657.1 /DB_XREF=gi:16307139 /FEA=FLmRNA /CNT=76 /TID=Mm.14616.1 /TIER=FL+Stack /STK=37 /UG=Mm.14616 /LL=54633 /UG_GENE=Pqb
MOE430_2_1417813_at 96.7 76.7 P A 0.03 0.06 -0.4 NC 0.98 gb:NM_019777.1 /DB_XREF=gi:9789982 /GEN=Ikbke /FEA=FLmRNA /CNT=52 /TID=Mm.37672.1 /TIER=FL+Stack /STK=36 /UG=Mm.37672 /LL=56489 /DE
MOE430_2_1417817_a_ 233.5 181.2 P P 0.000732 0.000732 -0.4 D 0.99 gb:BC014727.1 /DB_XREF=gi:15928497 /FEA=FLmRNA /CNT=274 /TID=Mm.28060.1 /TIER=FL+Stack /STK=35 /UG=Mm.28060 /LL=97064 /UG_GENE=23
MOE430_2_1417818_at 512.9 420.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB535786 /DB_XREF=gi:16446589 /DB_XREF=BB535786 /CLONE=E030045N14 /FEA=FLmRNA /CNT=274 /TID=Mm.28060.1 /TIER=Stack /STK=43 /U
MOE430_2_1417824_at 7.9 5.8 A A 0.5 0.46 -0.4 NC 0.5 gb:AK013138.1 /DB_XREF=gi:12850314 /GEN=Gcat /FEA=FLmRNA /CNT=97 /TID=Mm.18618.1 /TIER=ConsEnd /STK=7 /UG=Mm.18618 /LL=26912 /UG_T
MOE430_2_1417869_s_ 1478.6 1108.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_022325.1 /DB_XREF=gi:11968165 /GEN=Ctsz /FEA=FLmRNA /CNT=144 /TID=Mm.156919.1 /TIER=FL+Stack /STK=34 /UG=Mm.156919 /LL=64138
MOE430_2_1417874_at 878.8 679.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK007430.1 /DB_XREF=gi:12840976 /FEA=FLmRNA /CNT=122 /TID=Mm.35680.1 /TIER=Stack /STK=14 /UG=Mm.35680 /LL=56786 /UG_GENE=231000
MOE430_2_1417885_at 14.6 10.2 A A 0.3 0.43 -0.4 NC 0.58 gb:AU080702 /DB_XREF=gi:6085456 /DB_XREF=AU080702 /CLONE=MNCb-5975 /FEA=FLmRNA /CNT=58 /TID=Mm.1287.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1417928_at 28.1 22.9 M A 0.05 0.36 -0.4 NC 0.96 gb:NM_019417.1 /DB_XREF=gi:9507052 /GEN=Ril-pending /FEA=FLmRNA /CNT=61 /TID=Mm.21830.1 /TIER=FL+Stack /STK=33 /UG=Mm.21830 /LL=3079
MOE430_2_1417978_at 200.7 146.4 P P 0.000244 0.000732 -0.4 D 0.99 gb:BC027014.1 /DB_XREF=gi:20071631 /FEA=FLmRNA /CNT=70 /TID=Mm.32889.1 /TIER=FL /STK=2 /UG=Mm.32889 /LL=66892 /UG_GENE=1300018P11
MOE430_2_1417999_at 4538.1 3392.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_008410.1 /DB_XREF=gi:6680501 /GEN=Itm2b /FEA=FLmRNA /CNT=187 /TID=Mm.4266.1 /TIER=FL+Stack /STK=31 /UG=Mm.4266 /LL=16432 /DE
MOE430_2_1418000_a_ 7615.4 5658 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC021786.1 /DB_XREF=gi:18255575 /FEA=FLmRNA /CNT=187 /TID=Mm.4266.1 /TIER=FL /STK=2 /UG=Mm.4266 /LL=16432 /UG_GENE=Itm2b /DEF=M
MOE430_2_1418146_a_ 155.6 85.8 P P 0.000732 0.001953 -0.4 D 0.99 gb:NM_011250.1 /DB_XREF=gi:6755291 /GEN=Rbl2 /FEA=FLmRNA /CNT=80 /TID=Mm.28027.1 /TIER=FL /STK=2 /UG=Mm.28027 /LL=19651 /DEF=Mus m
MOE430_2_1418163_at 96.4 50.3 P P 0.001953 0.001953 -0.4 NC 0.93 gb:AF185285.1 /DB_XREF=gi:6120053 /GEN=Tlr4 /FEA=FLmRNA /CNT=72 /TID=Mm.85343.1 /TIER=FL+Stack /STK=16 /UG=Mm.85343 /LL=21898 /DEF=
MOE430_2_1418183_a_ 234.3 200 P P 0.001221 0.000732 -0.4 MD 0.99 gb:AB035538.1 /DB_XREF=gi:10121080 /GEN=CYTOHESIN-1 /FEA=FLmRNA /CNT=81 /TID=Mm.20443.1 /TIER=FL+Stack /STK=28 /UG=Mm.20443 /LL=
MOE430_2_1418194_at 238.2 165.5 P P 0.000244 0.001953 -0.4 D 0.99 gb:NM_134189.1 /DB_XREF=gi:19527403 /GEN=Galnt9 /FEA=FLmRNA /CNT=101 /TID=Mm.11360.1 /TIER=FL+Stack /STK=28 /UG=Mm.11360 /LL=171212
MOE430_2_1418209_a_ 1354.8 996.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019410.1 /DB_XREF=gi:9506970 /GEN=Pfn2 /FEA=FLmRNA /CNT=73 /TID=Mm.20399.1 /TIER=FL+Stack /STK=28 /UG=Mm.20399 /LL=18645 /DE
MOE430_2_1418210_at 781 593.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019410.1 /DB_XREF=gi:9506970 /GEN=Pfn2 /FEA=FLmRNA /CNT=73 /TID=Mm.20399.1 /TIER=FL+Stack /STK=28 /UG=Mm.20399 /LL=18645 /DE
MOE430_2_1418241_at 197.5 139.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011680.1 /DB_XREF=gi:6755944 /GEN=Usf2 /FEA=FLmRNA /CNT=84 /TID=Mm.15781.1 /TIER=FL+Stack /STK=27 /UG=Mm.15781 /LL=22282 /DE
MOE430_2_1418262_at 143.8 105.6 P P 0.000732 0.000732 -0.4 D 0.99 gb:AW907526 /DB_XREF=gi:8072690 /DB_XREF=us16h01.x1 /CLONE=IMAGE:3167281 /FEA=FLmRNA /CNT=70 /TID=Mm.4708.1 /TIER=Stack /STK=16 /U
MOE430_2_1418280_at 92.5 76.6 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BG800611 /DB_XREF=gi:17947471 /DB_XREF=2104-93 /FEA=FLmRNA /CNT=111 /TID=Mm.196627.1 /TIER=ConsEnd /STK=0 /UG=Mm.196627 /LL=23
MOE430_2_1418307_a_ 7.7 6.8 P A 0.01 0.33 -0.4 NC 0.66 gb:NM_011321.1 /DB_XREF=gi:6755401 /GEN=Sbp /FEA=FLmRNA /CNT=33 /TID=Mm.46428.1 /TIER=FL+Stack /STK=26 /UG=Mm.46428 /LL=20234 /DEF
MOE430_2_1418311_at 3.1 1.4 A A 0.8 0.93 -0.4 NC 0.76 gb:NM_022014.1 /DB_XREF=gi:11528495 /GEN=Fn3k /FEA=FLmRNA /CNT=37 /TID=Mm.32787.1 /TIER=FL+Stack /STK=26 /UG=Mm.32787 /LL=63828 /D
MOE430_2_1418314_a_ 4.2 2.9 A A 0.72 0.69 -0.4 NC 0.5 gb:NM_021477.1 /DB_XREF=gi:10946877 /GEN=A2bp1-pending /FEA=FLmRNA /CNT=31 /TID=Mm.143801.1 /TIER=FL+Stack /STK=26 /UG=Mm.143801 /L
MOE430_2_1418354_at 135.3 77 P P 0.000732 0.000244 -0.4 NC 0.91 gb:BB210424 /DB_XREF=gi:8875377 /DB_XREF=BB210424 /CLONE=A430097F17 /FEA=FLmRNA /CNT=72 /TID=Mm.182445.1 /TIER=Stack /STK=12 /UG
MOE430_2_1418359_at 198 196.6 P P 0.008057 0.01 -0.4 NC 0.99 gb:NM_024479.1 /DB_XREF=gi:13277395 /GEN=BC002286 /FEA=FLmRNA /CNT=41 /TID=Mm.34235.1 /TIER=FL+Stack /STK=25 /UG=Mm.34235 /LL=7956
MOE430_2_1418365_at 145.2 122.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007801.1 /DB_XREF=gi:7106278 /GEN=Ctsh /FEA=FLmRNA /CNT=133 /TID=Mm.2277.1 /TIER=FL+Stack /STK=24 /UG=Mm.2277 /LL=13036 /DEF
MOE430_2_1418391_at 170 153 P P 0.01 0.01 -0.4 NC 0.99 gb:BB094173 /DB_XREF=gi:8739207 /DB_XREF=BB094173 /CLONE=9430045I18 /FEA=FLmRNA /CNT=68 /TID=Mm.37772.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1418455_at 2633.3 2032 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019877.1 /DB_XREF=gi:9845241 /GEN=Copz2 /FEA=FLmRNA /CNT=55 /TID=Mm.22144.1 /TIER=FL+Stack /STK=23 /UG=Mm.22144 /LL=56358 /D
MOE430_2_1418507_s_ 438.6 315.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB244736 /DB_XREF=gi:16355335 /DB_XREF=BB244736 /CLONE=A730004E21 /FEA=FLmRNA /CNT=154 /TID=Mm.4132.1 /TIER=Stack /STK=26 /UG
MOE430_2_1418512_at 191.4 191.5 P P 0.000732 0.001221 -0.4 NC 0.91 gb:AY058922.1 /DB_XREF=gi:16923251 /FEA=FLmRNA /CNT=71 /TID=Mm.4678.1 /TIER=FL+Stack /STK=22 /UG=Mm.4678 /LL=56274 /UG_GENE=Stk3 /
MOE430_2_1418550_x_ 12.5 9.3 A A 0.12 0.14 -0.4 NC 0.5 gb:NM_007844.1 /DB_XREF=gi:6681166 /GEN=Defcr-rs1 /FEA=FLmRNA /CNT=25 /TID=Mm.221154.1 /TIER=FL+Stack /STK=22 /UG=Mm.221154 /LL=132
MOE430_2_1418552_at 3.6 3.6 A A 0.45 0.43 -0.4 NC 0.57 gb:BC026021.1 /DB_XREF=gi:19683961 /FEA=FLmRNA /CNT=42 /TID=Mm.56987.1 /TIER=FL /STK=1 /UG=Mm.56987 /LL=12057 /UG_GENE=Opn1sw /DE
MOE430_2_1418570_at 373.1 298.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC019998.1 /DB_XREF=gi:18043523 /FEA=FLmRNA /CNT=127 /TID=Mm.143819.1 /TIER=FL+Stack /STK=21 /UG=Mm.143819 /LL=59287 /UG_GENE=N
MOE430_2_1418573_a_ 881.9 671.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_023130.1 /DB_XREF=gi:12963504 /GEN=Raly /FEA=FLmRNA /CNT=99 /TID=Mm.22722.1 /TIER=FL+Stack /STK=21 /UG=Mm.22722 /LL=19383 /DE
MOE430_2_1418577_at 169 118.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_053100.1 /DB_XREF=gi:16716392 /GEN=Trim8 /FEA=FLmRNA /CNT=94 /TID=Mm.219613.1 /TIER=FL+Stack /STK=21 /UG=Mm.219613 /LL=93679 
MOE430_2_1418583_at 387.6 291.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_025798.1 /DB_XREF=gi:13385269 /GEN=0610010I17Rik /FEA=FLmRNA /CNT=42 /TID=Mm.46218.1 /TIER=FL+Stack /STK=21 /UG=Mm.46218 /LL=
MOE430_2_1418602_at 4.4 7.9 A A 0.53 0.53 -0.4 NC 0.51 gb:NM_007662.1 /DB_XREF=gi:6680897 /GEN=Cdh15 /FEA=FLmRNA /CNT=33 /TID=Mm.1976.1 /TIER=FL+Stack /STK=21 /UG=Mm.1976 /LL=12555 /DEF
MOE430_2_1418618_at 13.4 11.4 M M 0.05 0.05 -0.4 NC 0.97 gb:NM_010133.1 /DB_XREF=gi:7106304 /GEN=En1 /FEA=FLmRNA /CNT=26 /TID=Mm.2657.1 /TIER=FL+Stack /STK=21 /UG=Mm.2657 /LL=13798 /DEF=M
MOE430_2_1418688_at 8.3 7.9 A A 0.17 0.56 -0.4 NC 0.95 gb:NM_007588.1 /DB_XREF=gi:6680829 /GEN=Calcr /FEA=FLmRNA /CNT=23 /TID=Mm.4642.1 /TIER=FL+Stack /STK=20 /UG=Mm.4642 /LL=12311 /DEF=
MOE430_2_1418698_a_ 670.9 491.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM211336 /DB_XREF=gi:17768508 /DB_XREF=C0804E01-3 /CLONE=C0804E01 /FEA=FLmRNA /CNT=120 /TID=Mm.1070.1 /TIER=Stack /STK=47 /UG
MOE430_2_1418702_a_ 1369.6 1085.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_025577.1 /DB_XREF=gi:13385019 /GEN=2810428I15Rik /FEA=FLmRNA /CNT=48 /TID=Mm.28242.1 /TIER=FL+Stack /STK=19 /UG=Mm.28242 /LL=
MOE430_2_1418736_at 590.4 440.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003835.1 /DB_XREF=gi:13277932 /FEA=FLmRNA /CNT=41 /TID=Mm.153710.1 /TIER=FL+Stack /STK=19 /UG=Mm.153710 /LL=26879 /UG_GENE=B
MOE430_2_1418780_at 33.4 24.2 P P 0.000244 0.000244 -0.4 NC 0.96 gb:NM_018887.1 /DB_XREF=gi:9256528 /GEN=Cyp39a1-pending /FEA=FLmRNA /CNT=37 /TID=Mm.17991.1 /TIER=FL+Stack /STK=18 /UG=Mm.17991 /LL
MOE430_2_1418818_at 94.4 89.2 P P 0.001953 0.01 -0.4 NC 0.95 gb:NM_009701.1 /DB_XREF=gi:6857756 /GEN=Aqp5 /FEA=FLmRNA /CNT=91 /TID=Mm.45580.1 /TIER=FL+Stack /STK=17 /UG=Mm.45580 /LL=11830 /DE
MOE430_2_1418834_at 214.7 170 P P 0.02 0.02 -0.4 MD 0.99 gb:NM_133724.1 /DB_XREF=gi:19526907 /GEN=2610101N07Rik /FEA=FLmRNA /CNT=52 /TID=Mm.46744.1 /TIER=FL+Stack /STK=17 /UG=Mm.46744 /LL
MOE430_2_1418877_at 13 10.4 M A 0.05 0.21 -0.4 NC 0.5 gb:BB662927 /DB_XREF=gi:16496681 /DB_XREF=BB662927 /CLONE=D930024D10 /FEA=FLmRNA /CNT=23 /TID=Mm.27015.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1418901_at 1155.8 935.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009883.1 /DB_XREF=gi:6753403 /GEN=Cebpb /FEA=FLmRNA /CNT=63 /TID=Mm.4863.1 /TIER=FL+Stack /STK=16 /UG=Mm.4863 /LL=12608 /DEF
MOE430_2_1418908_at 72.1 78.3 P P 0.001953 0.000244 -0.4 NC 0.98 gb:NM_013626.1 /DB_XREF=gi:7305366 /GEN=Pam /FEA=FLmRNA /CNT=46 /TID=Mm.5121.1 /TIER=FL+Stack /STK=16 /UG=Mm.5121 /LL=18484 /DEF=
MOE430_2_1418912_at 404.5 371.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_026162.1 /DB_XREF=gi:16757971 /GEN=1200007L24Rik /FEA=FLmRNA /CNT=64 /TID=Mm.83454.1 /TIER=FL+Stack /STK=16 /UG=Mm.83454 /LL=
MOE430_2_1418920_at 23.3 15.6 P P 0.01 0.03 -0.4 NC 0.53 gb:NM_021719.1 /DB_XREF=gi:14149747 /GEN=Cldn15 /FEA=FLmRNA /CNT=36 /TID=Mm.87202.1 /TIER=FL+Stack /STK=16 /UG=Mm.87202 /LL=60363 /
MOE430_2_1418948_at 11.8 6 A A 0.16 0.46 -0.4 NC 0.5 gb:NM_019569.1 /DB_XREF=gi:9624991 /GEN=Fscn3 /FEA=FLmRNA /CNT=23 /TID=Mm.31708.1 /TIER=FL+Stack /STK=16 /UG=Mm.31708 /LL=56223 /D
MOE430_2_1418961_at 286.1 240.3 P P 0.005859 0.008057 -0.4 NC 0.98 gb:NM_025383.1 /DB_XREF=gi:13384757 /GEN=1110005F07Rik /FEA=FLmRNA /CNT=244 /TID=Mm.21187.1 /TIER=FL+Stack /STK=15 /UG=Mm.21187 /L
MOE430_2_1418967_a_ 190.4 159 P P 0.000244 0.000244 -0.4 MD 0.99 gb:NM_022332.1 /DB_XREF=gi:12025521 /GEN=St7 /FEA=FLmRNA /CNT=60 /TID=Mm.12051.1 /TIER=FL+Stack /STK=15 /UG=Mm.12051 /LL=64213 /DE
MOE430_2_1418997_at 15.8 11.4 A A 0.14 0.09 -0.4 NC 0.51 gb:BB428782 /DB_XREF=gi:16423939 /DB_XREF=BB428782 /CLONE=C630023E23 /FEA=FLmRNA /CNT=52 /TID=Mm.46847.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1419011_at 8.6 9.5 A A 0.3 0.39 -0.4 NC 0.46 gb:NM_021541.1 /DB_XREF=gi:10946977 /GEN=Cryba2 /FEA=FLmRNA /CNT=20 /TID=Mm.86656.1 /TIER=FL+Stack /STK=15 /UG=Mm.86656 /LL=12958 /
MOE430_2_1419028_at 8.3 7.2 A A 0.21 0.17 -0.4 NC 0.5 gb:NM_033264.1 /DB_XREF=gi:15149483 /GEN=Ppp1r1c /FEA=FLmRNA /CNT=76 /TID=Mm.29963.1 /TIER=FL+Stack /STK=14 /UG=Mm.29963 /LL=19050
MOE430_2_1419067_a_ 212.9 139.4 P P 0.000244 0.000244 -0.4 MD 0.99 gb:NM_019983.1 /DB_XREF=gi:9910315 /GEN=Rab5ef-pending /FEA=FLmRNA /CNT=53 /TID=Mm.101118.1 /TIER=FL+Stack /STK=14 /UG=Mm.101118 /L
MOE430_2_1419070_at 24.9 15.4 A A 0.36 0.42 -0.4 NC 0.86 gb:NM_138686.1 /DB_XREF=gi:20162555 /GEN=Cys1 /FEA=FLmRNA /CNT=45 /TID=Mm.52265.1 /TIER=FL+Stack /STK=14 /UG=Mm.52265 /LL=12879 /D
MOE430_2_1419097_a_ 560.1 402.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_013515.1 /DB_XREF=gi:7710017 /GEN=Epb7.2 /FEA=FLmRNA /CNT=55 /TID=Mm.4441.1 /TIER=FL+Stack /STK=13 /UG=Mm.4441 /LL=13830 /DEF
MOE430_2_1419099_x_ 196.5 166.7 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AF093620.1 /DB_XREF=gi:3747063 /FEA=FLmRNA /CNT=55 /TID=Mm.4441.1 /TIER=FL /STK=1 /UG=Mm.4441 /LL=13830 /UG_GENE=Epb7.2 /DEF=M
MOE430_2_1419113_at 49.7 45.2 P P 0.00293 0.008057 -0.4 NC 0.83 gb:NM_007455.1 /DB_XREF=gi:6671554 /GEN=Ap1g2 /FEA=FLmRNA /CNT=33 /TID=Mm.10698.1 /TIER=FL+Stack /STK=13 /UG=Mm.10698 /LL=11766 /D
MOE430_2_1419134_at 1.9 2.1 A A 0.72 0.82 -0.4 NC 0.73 gb:NM_021375.1 /DB_XREF=gi:10946709 /GEN=Rhbg /FEA=FLmRNA /CNT=27 /TID=Mm.103777.1 /TIER=FL+Stack /STK=13 /UG=Mm.103777 /LL=58176 
MOE430_2_1419219_at 2.6 1.6 A A 0.78 0.84 -0.4 NC 0.57 gb:NM_024444.1 /DB_XREF=gi:13277363 /GEN=1810054N16Rik /FEA=FLmRNA /CNT=20 /TID=Mm.137441.1 /TIER=FL+Stack /STK=12 /UG=Mm.137441 /
MOE430_2_1419238_at 137.7 94.9 P P 0.001953 0.001953 -0.4 D 0.99 gb:NM_013850.1 /DB_XREF=gi:15451839 /GEN=Abca7 /FEA=FLmRNA /CNT=25 /TID=Mm.103351.1 /TIER=FL+Stack /STK=12 /UG=Mm.103351 /LL=27403
MOE430_2_1419298_at 57.7 46 P P 0.000732 0.00293 -0.4 NC 0.98 gb:NM_008897.1 /DB_XREF=gi:6679418 /GEN=Pon3 /FEA=FLmRNA /CNT=31 /TID=Mm.9122.1 /TIER=FL+Stack /STK=11 /UG=Mm.9122 /LL=18981 /DEF=
MOE430_2_1419346_a_ 1.3 0.4 A A 0.78 0.94 -0.4 NC 0.79 gb:NM_009301.1 /DB_XREF=gi:6678188 /GEN=Svs5 /FEA=FLmRNA /CNT=12 /TID=Mm.140154.1 /TIER=FL+Stack /STK=11 /UG=Mm.140154 /LL=20944 /
MOE430_2_1419365_at 30.6 24.6 P P 0.000244 0.001221 -0.4 NC 0.8 gb:AV377516 /DB_XREF=gi:16398135 /DB_XREF=AV377516 /CLONE=9130231E21 /FEA=FLmRNA /CNT=79 /TID=Mm.20615.1 /TIER=Stack /STK=32 /UG
MOE430_2_1419367_at 968.2 787.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK015692.1 /DB_XREF=gi:12854121 /FEA=FLmRNA /CNT=92 /TID=Mm.24395.1 /TIER=Stack /STK=23 /UG=Mm.24395 /LL=67460 /UG_GENE=Decr1 /
MOE430_2_1419389_at 61.2 48.8 P P 0.001953 0.01 -0.4 NC 0.51 gb:NM_011866.1 /DB_XREF=gi:6755005 /GEN=Pde10a /FEA=FLmRNA /CNT=25 /TID=Mm.40124.1 /TIER=FL+Stack /STK=10 /UG=Mm.40124 /LL=23984 /
MOE430_2_1419428_a_ 889.6 621.1 P P 0.000732 0.001221 -0.4 D 0.99 gb:NM_008064.1 /DB_XREF=gi:6679896 /GEN=Gaa /FEA=FLmRNA /CNT=21 /TID=Mm.4793.1 /TIER=FL+Stack /STK=10 /UG=Mm.4793 /LL=14387 /DEF=M
MOE430_2_1419434_at 45.9 28.3 P P 0.000244 0.000244 -0.4 NC 0.98 gb:NM_130451.1 /DB_XREF=gi:18485497 /GEN=Slc2a10 /FEA=FLmRNA /CNT=17 /TID=Mm.34147.1 /TIER=FL+Stack /STK=10 /UG=Mm.34147 /LL=17044
MOE430_2_1419442_at 1055.2 835.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC005429.1 /DB_XREF=gi:13529370 /FEA=FLmRNA /CNT=174 /TID=Mm.3511.1 /TIER=FL+Stack /STK=9 /UG=Mm.3511 /LL=17181 /UG_GENE=Matn2 
MOE430_2_1419448_at 20.6 11.8 P A 0.008057 0.12 -0.4 NC 0.77 gb:BB501891 /DB_XREF=gi:9490685 /DB_XREF=BB501891 /CLONE=D630036L07 /FEA=FLmRNA /CNT=198 /TID=Mm.56905.1 /TIER=Stack /STK=10 /UG
MOE430_2_1419463_at 3.3 3.1 A A 0.43 0.63 -0.4 NC 0.5 gb:AF108501.1 /DB_XREF=gi:6465944 /GEN=Cacc /FEA=FLmRNA /CNT=90 /TID=Mm.20897.1 /TIER=FL+Stack /STK=9 /UG=Mm.20897 /LL=80797 /DEF=
MOE430_2_1419502_at 57.3 43.5 P P 0.008057 0.00415 -0.4 NC 0.88 gb:NM_031871.1 /DB_XREF=gi:13994198 /GEN=D11Lgp1e /FEA=FLmRNA /CNT=35 /TID=Mm.37308.1 /TIER=FL+Stack /STK=9 /UG=Mm.37308 /LL=80860
MOE430_2_1419536_a_ 757.4 598.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009045.1 /DB_XREF=gi:6677708 /GEN=Rela /FEA=FLmRNA /CNT=10 /TID=Mm.28170.1 /TIER=FL+Stack /STK=9 /UG=Mm.28170 /LL=19697 /DEF
MOE430_2_1419545_a_ 1179 833.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:AA987147 /DB_XREF=gi:3167910 /DB_XREF=uc80h04.x1 /CLONE=IMAGE:1431991 /FEA=FLmRNA /CNT=193 /TID=Mm.196502.1 /TIER=Stack /STK=65
MOE430_2_1419557_a_ 510.4 369.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_025439.1 /DB_XREF=gi:13384841 /GEN=1500015G18Rik /FEA=FLmRNA /CNT=44 /TID=Mm.41773.1 /TIER=FL+Stack /STK=8 /UG=Mm.41773 /LL=
MOE430_2_1419580_at 217.7 157 P P 0.001221 0.001221 -0.4 NC 0.95 gb:BC014807.1 /DB_XREF=gi:15928678 /FEA=FLmRNA /CNT=52 /TID=Mm.27256.1 /TIER=FL+Stack /STK=8 /UG=Mm.27256 /LL=13385 /UG_GENE=Dlgh4
MOE430_2_1419667_at 464.9 353.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011890.1 /DB_XREF=gi:6755481 /GEN=Sgcb /FEA=FLmRNA /CNT=66 /TID=Mm.89310.1 /TIER=FL /STK=7 /UG=Mm.89310 /LL=24051 /DEF=Mus m
MOE430_2_1419701_s_ 176 155.5 P P 0.00293 0.008057 -0.4 D 0.99 gb:NM_028301.1 /DB_XREF=gi:19072789 /GEN=2700067D09Rik /FEA=FLmRNA /CNT=27 /TID=Mm.29333.1 /TIER=FL /STK=7 /UG=Mm.29333 /LL=72615 /
MOE430_2_1419703_at 266.4 186.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_016919.1 /DB_XREF=gi:8393172 /GEN=Col5a3 /FEA=FLmRNA /CNT=23 /TID=Mm.30477.1 /TIER=FL /STK=7 /UG=Mm.30477 /LL=53867 /DEF=Mus
MOE430_2_1419770_at 1.4 0.6 A A 0.72 0.91 -0.4 NC 0.86 gb:AA177484 /DB_XREF=gi:1758718 /DB_XREF=mt30g12.r1 /CLONE=IMAGE:622630 /FEA=EST /CNT=3 /TID=Mm.1590.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1419871_at 45.8 28.6 P P 0.000244 0.000244 -0.4 NC 0.91 gb:AI505185 /DB_XREF=gi:4403036 /DB_XREF=vp93c05.x1 /CLONE=IMAGE:1092296 /FEA=EST /CNT=1 /TID=Mm.38316.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1419900_at 17.9 12 P M 0.008057 0.05 -0.4 NC 0.69 gb:AW553200 /DB_XREF=gi:7198623 /DB_XREF=L0223D11-3 /CLONE=L0223D11 /FEA=EST /CNT=1 /TID=Mm.199731.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419910_at 6 4.6 A A 0.21 0.36 -0.4 NC 0.5 gb:AW547060 /DB_XREF=gi:7192471 /DB_XREF=L0016G08-3 /CLONE=L0016G08 /FEA=EST /CNT=1 /TID=Mm.199059.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419946_s_ 35.2 31.7 P P 0.000244 0.00293 -0.4 NC 0.89 gb:C80220 /DB_XREF=gi:2520550 /DB_XREF=C80220 /CLONE=J0078C04 /FEA=EST /CNT=1 /TID=Mm.206835.1 /TIER=ConsEnd /STK=0 /UG=Mm.20683
MOE430_2_1420007_at 1.3 0.6 A A 0.5 0.87 -0.4 NC 0.79 gb:AU017197 /DB_XREF=gi:3372310 /DB_XREF=AU017197 /CLONE=J0735G03 /FEA=EST /CNT=1 /TID=Mm.203700.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420014_at 24.5 19.9 P A 0.04 0.09 -0.4 NC 0.5 gb:C77434 /DB_XREF=gi:2517764 /DB_XREF=C77434 /CLONE=J0031B02 /FEA=EST /CNT=1 /TID=Mm.195350.1 /TIER=ConsEnd /STK=0 /UG=Mm.19535
MOE430_2_1420037_at 82.2 64.7 P P 0.00293 0.008057 -0.4 NC 0.94 gb:C78762 /DB_XREF=gi:2519092 /DB_XREF=C78762 /CLONE=J0054E05 /FEA=EST /CNT=1 /TID=Mm.215183.1 /TIER=ConsEnd /STK=0 /UG=Mm.21518
MOE430_2_1420043_s_ 25.4 13.3 P P 0.02 0.04 -0.4 NC 0.82 gb:AW107924 /DB_XREF=gi:6078724 /DB_XREF=um24d09.x1 /CLONE=IMAGE:2225489 /FEA=EST /CNT=1 /TID=Mm.202015.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1420046_s_ 1461.4 1008.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AU042856 /DB_XREF=gi:3957091 /DB_XREF=AU042856 /CLONE=J1031H04 /FEA=EST /CNT=1 /TID=Mm.201653.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420094_at 16.1 16.6 P A 0.04 0.14 -0.4 NC 0.5 gb:AU015266 /DB_XREF=gi:3370057 /DB_XREF=AU015266 /CLONE=J0709G08 /FEA=EST /CNT=1 /TID=Mm.195310.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420115_at 40.5 61 P P 0.005859 0.00415 -0.4 NC 0.63 gb:C80158 /DB_XREF=gi:2520488 /DB_XREF=C80158 /CLONE=J0077D03 /FEA=EST /CNT=1 /TID=Mm.195206.1 /TIER=ConsEnd /STK=0 /UG=Mm.19520
MOE430_2_1420132_s_ 54.2 65.1 P P 0.000244 0.00415 -0.4 NC 0.84 gb:AU018448 /DB_XREF=gi:3373938 /DB_XREF=AU018448 /CLONE=J0503G02 /FEA=EST /CNT=1 /TID=Mm.199914.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420136_a_ 17.6 12.8 P P 0.01 0.04 -0.4 NC 0.64 gb:AI427540 /DB_XREF=gi:4273466 /DB_XREF=mm09d03.x1 /CLONE=IMAGE:520997 /FEA=EST /CNT=1 /TID=Mm.174122.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420143_at 2.4 2.4 A A 0.75 0.78 -0.4 NC 0.71 gb:AI464227 /DB_XREF=gi:4318257 /DB_XREF=vc42e08.x1 /CLONE=IMAGE:777254 /FEA=EST /CNT=1 /TID=Mm.36240.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420168_at 1.2 1.2 A A 0.53 0.8 -0.4 NC 0.9 gb:AA517841 /DB_XREF=gi:2257365 /DB_XREF=vh82b08.r1 /CLONE=IMAGE:893463 /FEA=EST /CNT=1 /TID=Mm.204204.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420182_x_ 1.8 0.7 A A 0.78 0.98 -0.4 NC 0.98 gb:AV157113 /DB_XREF=gi:5400748 /DB_XREF=AV157113 /CLONE=3002004E13 /FEA=EST /CNT=1 /TID=Mm.62785.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420196_s_ 945.1 710.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:C77429 /DB_XREF=gi:2517759 /DB_XREF=C77429 /CLONE=J0030H04 /FEA=EST /CNT=1 /TID=Mm.206807.1 /TIER=ConsEnd /STK=1 /UG=Mm.20680
MOE430_2_1420217_x_ 3 0.5 A A 0.33 0.88 -0.4 NC 0.5 gb:BB556127 /DB_XREF=gi:9642493 /DB_XREF=BB556127 /CLONE=E330022K16 /FEA=EST /CNT=1 /TID=Mm.188053.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420254_at 0.1 0.2 A A 0.94 0.98 -0.4 NC 0.28 gb:AV346798 /DB_XREF=gi:6387857 /DB_XREF=AV346798 /CLONE=6430585E17 /FEA=EST /CNT=1 /TID=Mm.189950.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420258_at 1.3 0.5 A A 0.69 0.72 -0.4 NC 0.2 gb:AV258486 /DB_XREF=gi:6245945 /DB_XREF=AV258486 /CLONE=4923102K03 /FEA=EST /CNT=1 /TID=Mm.84175.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420310_at 1.3 0.7 A A 0.33 0.39 -0.4 NC 0.5 gb:BG083989 /DB_XREF=gi:12566608 /DB_XREF=H3095A03-5 /CLONE=H3095A03 /FEA=EST /CNT=1 /TID=Mm.116729.3 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420366_at 0.6 0.4 A A 0.96 0.99 -0.4 NC 0.97 gb:AK015620.1 /DB_XREF=gi:12854024 /FEA=FLmRNA /CNT=63 /TID=Mm.23402.1 /TIER=Stack /STK=48 /UG=Mm.23402 /LL=66712 /UG_GENE=4921508
MOE430_2_1420373_at 37.5 25.5 A A 0.24 0.27 -0.4 NC 0.5 gb:NM_021899.1 /DB_XREF=gi:11230809 /GEN=Foxj2 /FEA=FLmRNA /CNT=70 /TID=Mm.87142.1 /TIER=FL /STK=5 /UG=Mm.87142 /LL=60611 /DEF=Mus
MOE430_2_1420387_at 776.2 533.7 P P 0.000244 0.000732 -0.4 D 0.99 gb:NM_008622.1 /DB_XREF=gi:6678925 /GEN=Mpv17 /FEA=FLmRNA /CNT=28 /TID=Mm.999.1 /TIER=FL /STK=5 /UG=Mm.999 /LL=17527 /DEF=Mus mus
MOE430_2_1420391_at 34.5 21.5 P P 0.03 0.03 -0.4 NC 0.57 gb:NM_033620.1 /DB_XREF=gi:15809049 /GEN=Pard3 /FEA=FLmRNA /CNT=56 /TID=Mm.14580.1 /TIER=FL /STK=5 /UG=Mm.14580 /LL=93742 /DEF=Mu



MOE430_2_1420414_at 14.6 16.7 A A 0.11 0.14 -0.4 NC 0.5 gb:NM_010450.1 /DB_XREF=gi:6754225 /GEN=Hoxa11 /FEA=FLmRNA /CNT=10 /TID=Mm.26954.1 /TIER=FL /STK=5 /UG=Mm.26954 /LL=15396 /DEF=Mu
MOE430_2_1420452_at 7.1 5.7 M A 0.05 0.3 -0.4 NC 0.35 gb:NM_027844.1 /DB_XREF=gi:13386261 /GEN=4833428E21Rik /FEA=FLmRNA /CNT=6 /TID=Mm.120300.1 /TIER=FL /STK=5 /UG=Mm.120300 /LL=71623
MOE430_2_1420504_at 0.2 0.2 A A 0.91 0.94 -0.4 NC 0.5 gb:AF320226.1 /DB_XREF=gi:13876641 /GEN=Atb0,+ /FEA=FLmRNA /CNT=36 /TID=Mm.25770.1 /TIER=FL+Stack /STK=13 /UG=Mm.25770 /LL=56774 /D
MOE430_2_1420535_a_ 451.9 325.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_016736.1 /DB_XREF=gi:7949011 /GEN=Nyren18-pending /FEA=FLmRNA /CNT=16 /TID=Mm.5856.1 /TIER=FL /STK=4 /UG=Mm.5856 /LL=53312 /D
MOE430_2_1420557_at 12 7.2 A A 0.11 0.43 -0.4 NC 0.5 gb:NM_007937.1 /DB_XREF=gi:6679658 /GEN=Epha5 /FEA=FLmRNA /CNT=13 /TID=Mm.4466.1 /TIER=FL /STK=4 /UG=Mm.4466 /LL=13839 /DEF=Mus m
MOE430_2_1420619_a_ 3051.2 2390.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010347.1 /DB_XREF=gi:6754071 /GEN=Aes /FEA=FLmRNA /CNT=60 /TID=Mm.2626.1 /TIER=FL /STK=3 /UG=Mm.2626 /LL=14797 /DEF=Mus mus
MOE430_2_1420662_at 3.3 1.8 A A 0.78 0.94 -0.4 NC 0.83 gb:NM_025757.1 /DB_XREF=gi:13385221 /GEN=4933439F18Rik /FEA=FLmRNA /CNT=23 /TID=Mm.29950.1 /TIER=FL /STK=3 /UG=Mm.29950 /LL=66771 /
MOE430_2_1420731_a_ 7924.9 5950.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007792.1 /DB_XREF=gi:6681066 /GEN=Csrp2 /FEA=FLmRNA /CNT=6 /TID=Mm.2020.1 /TIER=FL /STK=3 /UG=Mm.2020 /LL=13008 /DEF=Mus mu
MOE430_2_1420743_a_ 50.4 45.3 P P 0.001221 0.005859 -0.4 NC 0.99 gb:NM_008915.1 /DB_XREF=gi:6679446 /GEN=Ppp3cc /FEA=FLmRNA /CNT=6 /TID=Mm.1567.1 /TIER=FL /STK=3 /UG=Mm.1567 /LL=19057 /DEF=Mus m
MOE430_2_1420785_at 31.4 19 A A 0.21 0.24 -0.4 NC 0.5 gb:NM_010248.1 /DB_XREF=gi:6753931 /GEN=Gab2 /FEA=FLmRNA /CNT=4 /TID=Mm.42033.1 /TIER=FL /STK=3 /UG=Mm.42033 /LL=14389 /DEF=Mus m
MOE430_2_1420804_s_ 5.3 5.4 A A 0.17 0.3 -0.4 NC 0.49 gb:NM_010819.1 /DB_XREF=gi:6754727 /GEN=Clecsf8 /FEA=FLmRNA /CNT=3 /TID=Mm.24920.1 /TIER=FL /STK=3 /UG=Mm.24920 /LL=17474 /DEF=Mus
MOE430_2_1420809_a_ 661.9 530.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK005067.1 /DB_XREF=gi:12836737 /FEA=FLmRNA /CNT=378 /TID=Mm.27065.1 /TIER=Stack /STK=213 /UG=Mm.27065 /LL=56398 /UG_GENE=Chp-p
MOE430_2_1420817_at 789 651.5 P P 0.000244 0.000244 -0.4 MD 0.99 gb:BM949577 /DB_XREF=gi:19433167 /DB_XREF=UI-M-EG0p-buw-e-19-0-UI.r1 /CLONE=IMAGE:5687802 /FEA=FLmRNA /CNT=359 /TID=Mm.29717.1 /T
MOE430_2_1420818_at 9 7.6 A A 0.23 0.17 -0.4 NC 0.5 gb:NM_009192.1 /DB_XREF=gi:6677984 /GEN=Sla /FEA=FLmRNA /CNT=196 /TID=Mm.7601.1 /TIER=FL /STK=2 /UG=Mm.7601 /LL=20491 /DEF=Mus mus
MOE430_2_1420876_a_ 174.5 131.7 P P 0.000244 0.000244 -0.4 NC 0.97 gb:NM_019942.1 /DB_XREF=gi:9910545 /GEN=Sept6 /FEA=FLmRNA /CNT=99 /TID=Mm.90710.1 /TIER=FL /STK=2 /UG=Mm.90710 /LL=56526 /DEF=Mus 
MOE430_2_1420933_a_ 198.1 155.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:AI746570 /DB_XREF=gi:5124834 /DB_XREF=ul08g02.x1 /CLONE=IMAGE:2076242 /FEA=FLmRNA /CNT=62 /TID=Mm.1430.1 /TIER=Stack /STK=46 /UG
MOE430_2_1421032_a_ 60 43.5 P P 0.000244 0.000244 -0.4 NC 0.97 gb:NM_019965.1 /DB_XREF=gi:9910413 /GEN=Dnajb12 /FEA=FLmRNA /CNT=23 /TID=Mm.103610.1 /TIER=FL /STK=2 /UG=Mm.103610 /LL=56709 /DEF=
MOE430_2_1421103_at 15.8 18.6 A A 0.14 0.12 -0.4 NC 0.5 gb:NM_080708.1 /DB_XREF=gi:18129621 /GEN=Bike-pending /FEA=FLmRNA /CNT=41 /TID=Mm.6156.1 /TIER=FL /STK=2 /UG=Mm.6156 /LL=140780 /DE
MOE430_2_1421165_at 4.8 2.4 A A 0.3 0.55 -0.4 NC 0.37 gb:NM_019660.1 /DB_XREF=gi:9789874 /GEN=Mycbp /FEA=FLmRNA /CNT=13 /TID=Mm.12975.1 /TIER=FL /STK=2 /UG=Mm.12975 /LL=56309 /DEF=Mus
MOE430_2_1421223_a_ 1391.8 1035.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_013471.1 /DB_XREF=gi:7304888 /GEN=Anxa4 /FEA=FLmRNA /CNT=12 /TID=Mm.619.1 /TIER=FL /STK=2 /UG=Mm.619 /LL=11746 /DEF=Mus mus
MOE430_2_1421231_at 9.5 8.8 A A 0.12 0.24 -0.4 NC 0.82 gb:BI696168 /DB_XREF=gi:15658797 /DB_XREF=603345815F1 /CLONE=IMAGE:5373506 /FEA=FLmRNA /CNT=31 /TID=Mm.23878.1 /TIER=ConsEnd /STK
MOE430_2_1421239_at 448.2 315.1 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_010560.1 /DB_XREF=gi:6754337 /GEN=Il6st /FEA=FLmRNA /CNT=18 /TID=Mm.4364.1 /TIER=FL /STK=2 /UG=Mm.4364 /LL=16195 /DEF=Mus mus
MOE430_2_1421272_at 45.8 32.5 A A 0.21 0.24 -0.4 NC 0.68 gb:NM_009500.1 /DB_XREF=gi:6678554 /GEN=Vav2 /FEA=FLmRNA /CNT=23 /TID=Mm.179011.1 /TIER=FL /STK=2 /UG=Mm.179011 /LL=22325 /DEF=Mu
MOE430_2_1421283_at 8.5 7.2 A A 0.23 0.27 -0.4 NC 0.29 gb:NM_007555.1 /DB_XREF=gi:6671641 /GEN=Bmp5 /FEA=FLmRNA /CNT=18 /TID=Mm.56979.1 /TIER=ConsEnd /STK=0 /UG=Mm.56979 /LL=12160 /DEF
MOE430_2_1421289_at 1.8 0.7 A A 0.75 0.88 -0.4 NC 0.83 gb:NM_013868.1 /DB_XREF=gi:7305170 /GEN=Hsp25-2 /FEA=FLmRNA /CNT=15 /TID=Mm.46181.1 /TIER=FL /STK=2 /UG=Mm.46181 /LL=29818 /DEF=M
MOE430_2_1421307_at 922.1 673.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_024495.1 /DB_XREF=gi:13374566 /GEN=Car13 /FEA=FLmRNA /CNT=11 /TID=Mm.158776.1 /TIER=FL /STK=2 /UG=Mm.158776 /LL=71934 /DEF=M
MOE430_2_1421308_at 328.2 245.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK010166.1 /DB_XREF=gi:12845415 /GEN=Car13 /FEA=FLmRNA /CNT=11 /TID=Mm.158776.1 /TIER=ConsEnd /STK=0 /UG=Mm.158776 /LL=71934 /U
MOE430_2_1421328_at 40.8 40.5 P P 0.000244 0.000244 -0.4 MD 0.99 gb:BM937510 /DB_XREF=gi:19396662 /DB_XREF=UI-M-CE1-bah-b-04-0-UI.r1 /CLONE=UI-M-CE1-bah-b-04-0-UI /FEA=FLmRNA /CNT=21 /TID=Mm.41
MOE430_2_1421331_at 13.9 18.2 A A 0.27 0.24 -0.4 NC 0.59 gb:NM_018805.1 /DB_XREF=gi:9055263 /GEN=Hs3st3b /FEA=FLmRNA /CNT=17 /TID=Mm.103769.1 /TIER=FL /STK=2 /UG=Mm.103769 /LL=54710 /DEF=
MOE430_2_1421335_a_ 20.1 21.1 P P 0.01 0.03 -0.4 NC 0.5 gb:NM_016686.1 /DB_XREF=gi:7710107 /GEN=Vezf1 /FEA=FLmRNA /CNT=14 /TID=Mm.46628.1 /TIER=FL /STK=2 /UG=Mm.46628 /LL=22344 /DEF=Mus 
MOE430_2_1421337_at 31.5 18.3 P P 0.001953 0.04 -0.4 NC 0.88 gb:NM_019680.1 /DB_XREF=gi:9790100 /GEN=Elf4 /FEA=FLmRNA /CNT=13 /TID=Mm.42085.1 /TIER=FL /STK=2 /UG=Mm.42085 /LL=56501 /DEF=Mus m
MOE430_2_1421339_at 57.2 38.5 P P 0.000244 0.000244 -0.4 NC 0.64 gb:NM_018788.1 /DB_XREF=gi:9055215 /GEN=Extl3 /FEA=FLmRNA /CNT=13 /TID=Mm.103748.1 /TIER=FL /STK=2 /UG=Mm.103748 /LL=54616 /DEF=Mu
MOE430_2_1421355_at 26.5 18.9 A A 0.09 0.24 -0.4 NC 0.41 gb:NM_009374.1 /DB_XREF=gi:6678330 /GEN=Tgm3 /FEA=FLmRNA /CNT=9 /TID=Mm.2961.1 /TIER=FL /STK=2 /UG=Mm.2961 /LL=21818 /DEF=Mus mus
MOE430_2_1421377_at 8 10.4 A A 0.11 0.3 -0.4 NC 0.5 gb:BG916928 /DB_XREF=gi:14297404 /DB_XREF=602816210F1 /CLONE=IMAGE:4935122 /FEA=FLmRNA /CNT=16 /TID=Mm.5172.1 /TIER=ConsEnd /STK
MOE430_2_1421447_at 9.6 4.4 A A 0.36 0.5 -0.4 NC 0.5 gb:BI328322 /DB_XREF=gi:15012979 /DB_XREF=602985636F1 /CLONE=IMAGE:5138337 /FEA=FLmRNA /CNT=9 /TID=Mm.3512.1 /TIER=ConsEnd /STK=0
MOE430_2_1421476_a_ 183.9 127.6 P P 0.001953 0.001221 -0.4 NC 0.74 gb:NM_029502.1 /DB_XREF=gi:13386407 /GEN=5830420C20Rik /FEA=FLmRNA /CNT=6 /TID=Mm.177551.1 /TIER=FL /STK=2 /UG=Mm.177551 /LL=76025
MOE430_2_1421517_at 1.5 1.2 A A 0.66 0.72 -0.4 NC 0.48 gb:NM_011371.1 /DB_XREF=gi:6755509 /GEN=Siat7a /FEA=FLmRNA /CNT=6 /TID=Mm.89194.1 /TIER=FL /STK=2 /UG=Mm.89194 /LL=20445 /DEF=Mus m
MOE430_2_1421527_at 9.3 5.1 A A 0.27 0.43 -0.4 NC 0.5 gb:NM_007938.1 /DB_XREF=gi:6679660 /GEN=Epha6 /FEA=FLmRNA /CNT=5 /TID=Mm.4264.1 /TIER=FL /STK=2 /UG=Mm.4264 /LL=13840 /DEF=Mus mu
MOE430_2_1421535_a_ 35.5 26.2 P P 0.01 0.001953 -0.4 NC 0.76 gb:NM_019798.2 /DB_XREF=gi:9938034 /GEN=Pde4a /FEA=FLmRNA /CNT=5 /TID=Mm.36865.1 /TIER=FL /STK=2 /UG=Mm.36865 /LL=18577 /DEF=Mus m
MOE430_2_1421549_at 39.9 28.9 P M 0.01 0.05 -0.4 NC 0.94 gb:NM_053140.1 /DB_XREF=gi:18087792 /GEN=Pcdhb15 /FEA=FLmRNA /CNT=4 /TID=Mm.197612.1 /TIER=FL /STK=2 /UG=Mm.197612 /LL=93886 /DEF=
MOE430_2_1421628_at 1.1 0.7 A A 0.94 0.85 -0.4 NC 0.88 gb:NM_008365.1 /DB_XREF=gi:6680422 /GEN=Il18r1 /FEA=FLmRNA /CNT=3 /TID=Mm.4773.1 /TIER=FL /STK=2 /UG=Mm.4773 /LL=16182 /DEF=Mus mus
MOE430_2_1421635_at 26.4 16 A A 0.17 0.24 -0.4 NC 0.73 gb:NM_033570.1 /DB_XREF=gi:15809003 /GEN=Cnnm4 /FEA=FLmRNA /CNT=3 /TID=Mm.197618.1 /TIER=FL /STK=2 /UG=Mm.197618 /LL=94220 /DEF=M
MOE430_2_1421646_a_ 136.8 93.1 P P 0.000244 0.000244 -0.4 NC 0.94 gb:NM_018812.1 /DB_XREF=gi:9055307 /GEN=Pias3 /FEA=FLmRNA /CNT=3 /TID=Mm.1635.1 /TIER=FL /STK=2 /UG=Mm.1635 /LL=54605 /DEF=Mus mus
MOE430_2_1421720_a_ 128.6 97.8 P A 0.03 0.08 -0.4 NC 0.96 gb:NM_023742.1 /DB_XREF=gi:12963808 /GEN=Dtx2 /FEA=FLmRNA /CNT=2 /TID=Mm.29343.1 /TIER=FL /STK=2 /UG=Mm.29343 /LL=74198 /DEF=Mus m
MOE430_2_1421735_a_ 16.4 16.9 A A 0.33 0.39 -0.4 NC 0.5 gb:NM_013666.1 /DB_XREF=gi:7305490 /GEN=Siat8e /FEA=FLmRNA /CNT=2 /TID=Mm.5173.1 /TIER=FL /STK=2 /UG=Mm.5173 /LL=20453 /DEF=Mus mu
MOE430_2_1421747_at 3.7 3.7 A A 0.56 0.6 -0.4 NC 0.5 gb:NM_011935.1 /DB_XREF=gi:6753773 /GEN=Esrrg /FEA=FLmRNA /CNT=2 /TID=Mm.89989.1 /TIER=FL /STK=2 /UG=Mm.89989 /LL=26381 /DEF=Mus m
MOE430_2_1421755_at 11.7 10.4 A A 0.14 0.27 -0.4 NC 0.59 gb:NM_019925.1 /DB_XREF=gi:9910231 /GEN=G2a-pending /FEA=FLmRNA /CNT=2 /TID=Mm.20455.1 /TIER=FL /STK=2 /UG=Mm.20455 /LL=56696 /DEF
MOE430_2_1421797_a_ 306.5 265 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_018875.1 /DB_XREF=gi:9256639 /GEN=Snx12 /FEA=FLmRNA /CNT=2 /TID=Mm.10704.1 /TIER=FL /STK=2 /UG=Mm.10704 /LL=55988 /DEF=Mus m
MOE430_2_1421808_at 1.6 0.6 A A 0.75 0.85 -0.4 NC 0.5 gb:NM_030734.1 /DB_XREF=gi:15826853 /GEN=Defb5 /FEA=FLmRNA /CNT=2 /TID=Mm.160383.1 /TIER=FL /STK=2 /UG=Mm.160383 /LL=81007 /DEF=M
MOE430_2_1421821_at 307.1 239.9 P P 0.000244 0.000244 -0.4 NC 0.95 gb:BM207920 /DB_XREF=gi:17763948 /DB_XREF=C0619H08-3 /CLONE=C0619H08 /FEA=FLmRNA /CNT=167 /TID=Mm.3213.1 /TIER=Stack /STK=8 /UG
MOE430_2_1421853_at 1442.7 1144.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ030850 /DB_XREF=gi:19766129 /DB_XREF=UI-1-CF0-bic-b-02-0-UI.s1 /CLONE=UI-1-CF0-bic-b-02-0-UI /FEA=FLmRNA /CNT=104 /TID=Mm.998
MOE430_2_1421860_at 283.1 258.3 P P 0.000244 0.000732 -0.4 D 0.99 gb:NM_023051.1 /DB_XREF=gi:12746425 /GEN=Clstn1 /FEA=FLmRNA /CNT=145 /TID=Mm.38993.1 /TIER=FL /STK=1 /UG=Mm.38993 /LL=65945 /DEF=M
MOE430_2_1421888_x_ 90.8 83.2 P P 0.01 0.01 -0.4 NC 0.5 gb:NM_009691.1 /DB_XREF=gi:6753093 /GEN=Aplp2 /FEA=FLmRNA /CNT=109 /TID=Mm.19133.1 /TIER=FL /STK=1 /UG=Mm.19133 /LL=11804 /DEF=Mus
MOE430_2_1421998_at 379.6 297.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV290846 /DB_XREF=gi:16392323 /DB_XREF=AV290846 /CLONE=5330400G03 /FEA=FLmRNA /CNT=33 /TID=Mm.206737.1 /TIER=Stack /STK=9 /UG
MOE430_2_1422026_at 0.9 0.8 A A 0.98 0.99 -0.4 NC 0.99 gb:AB046537.1 /DB_XREF=gi:9558453 /GEN=Cripi /FEA=FLmRNA /CNT=14 /TID=Mm.30950.1 /TIER=FL /STK=1 /UG=Mm.30950 /LL=74116 /DEF=Mus m
MOE430_2_1422074_at 1.5 2 A A 0.96 0.99 -0.4 NC 0.75 gb:NM_007673.1 /DB_XREF=gi:6680911 /GEN=Cdx2 /FEA=FLmRNA /CNT=18 /TID=Mm.20358.1 /TIER=FL /STK=1 /UG=Mm.20358 /LL=12591 /DEF=Mus m
MOE430_2_1422075_at 10.2 8.4 A A 0.27 0.56 -0.4 NC 0.5 gb:NM_007673.1 /DB_XREF=gi:6680911 /GEN=Cdx2 /FEA=FLmRNA /CNT=18 /TID=Mm.20358.1 /TIER=ConsEnd /STK=0 /UG=Mm.20358 /LL=12591 /DEF
MOE430_2_1422078_at 29.2 20.7 P P 0.03 0.03 -0.4 NC 0.5 gb:NM_011785.1 /DB_XREF=gi:6753031 /GEN=Akt3 /FEA=FLmRNA /CNT=16 /TID=Mm.89978.1 /TIER=FL /STK=1 /UG=Mm.89978 /LL=23797 /DEF=Mus m
MOE430_2_1422102_a_ 91 60.9 P P 0.000244 0.001221 -0.4 NC 0.99 gb:NM_011489.1 /DB_XREF=gi:7242208 /GEN=Stat5b /FEA=FLmRNA /CNT=7 /TID=Mm.34064.1 /TIER=FL /STK=1 /UG=Mm.34064 /LL=20851 /DEF=Mus 
MOE430_2_1422118_at 15.6 6.8 P A 0.001953 0.12 -0.4 NC 0.58 gb:NM_023485.1 /DB_XREF=gi:12963698 /GEN=Sync /FEA=FLmRNA /CNT=8 /TID=Mm.132243.1 /TIER=FL /STK=1 /UG=Mm.132243 /LL=68828 /DEF=Mu
MOE430_2_1422126_a_ 108.7 77.8 P P 0.000244 0.001953 -0.4 NC 0.98 gb:NM_026341.1 /DB_XREF=gi:13385843 /GEN=4933433B15Rik /FEA=FLmRNA /CNT=6 /TID=Mm.41966.1 /TIER=FL /STK=1 /UG=Mm.41966 /LL=67725 /
MOE430_2_1422144_at 8.4 6.3 A A 0.21 0.12 -0.4 NC 0.19 gb:BC010404.1 /DB_XREF=gi:14714538 /FEA=FLmRNA /CNT=6 /TID=Mm.3510.1 /TIER=FL /STK=1 /UG=Mm.3510 /LL=16326 /UG_GENE=Inhbe /DEF=Mu
MOE430_2_1422301_at 298.8 189.7 P P 0.000732 0.000244 -0.4 D 0.99 gb:NM_008049.1 /DB_XREF=gi:6679872 /GEN=Ftl2 /FEA=FLmRNA /CNT=2 /TID=Mm.30357.1 /TIER=FL /STK=1 /UG=Mm.30357 /LL=14337 /DEF=Mus mu
MOE430_2_1422310_at 25.8 21.2 A A 0.19 0.14 -0.4 NC 0.5 gb:NM_009223.1 /DB_XREF=gi:6678050 /GEN=Snn /FEA=FLmRNA /CNT=2 /TID=Mm.219465.1 /TIER=FL /STK=1 /UG=Mm.219465 /LL=20621 /DEF=Mus m
MOE430_2_1422327_s_ 505.9 380.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019468.1 /DB_XREF=gi:13937388 /GEN=G6pd2 /FEA=FLmRNA /CNT=1 /TID=Mm.56918.1 /TIER=FL /STK=1 /UG=Mm.56918 /LL=14380 /DEF=Mus
MOE430_2_1422394_at 7.7 4.3 A A 0.21 0.24 -0.4 NC 0.49 gb:NM_053234.1 /DB_XREF=gi:16716550 /GEN=V1rc4 /FEA=FLmRNA /CNT=1 /TID=Mm.213184.1 /TIER=FL /STK=1 /UG=Mm.213184 /LL=113861 /DEF=M
MOE430_2_1422443_at 2591.6 1930.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_133216.1 /DB_XREF=gi:18875371 /GEN=Xpnpep1 /FEA=FLmRNA /CNT=218 /TID=Mm.99776.1 /TIER=FL+Stack /STK=118 /UG=Mm.99776 /LL=170
MOE430_2_1422470_at 420.2 289 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_009760.1 /DB_XREF=gi:6753197 /GEN=Bnip3 /FEA=FLmRNA /CNT=197 /TID=Mm.2159.1 /TIER=FL+Stack /STK=80 /UG=Mm.2159 /LL=12176 /DE
MOE430_2_1422478_a_ 79.3 72.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019811.1 /DB_XREF=gi:9790020 /GEN=Acas1 /FEA=FLmRNA /CNT=154 /TID=Mm.22719.1 /TIER=FL+Stack /STK=76 /UG=Mm.22719 /LL=60525 /
MOE430_2_1422505_at 401 322.6 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_053068.1 /DB_XREF=gi:18860510 /GEN=Chrac1 /FEA=FLmRNA /CNT=104 /TID=Mm.23095.1 /TIER=FL+Stack /STK=63 /UG=Mm.23095 /LL=93696
MOE430_2_1422516_a_ 292.1 196.4 P P 0.001953 0.00293 -0.4 NC 0.99 gb:NM_021438.1 /DB_XREF=gi:10946807 /GEN=Fibp /FEA=FLmRNA /CNT=95 /TID=Mm.41785.1 /TIER=FL+Stack /STK=55 /UG=Mm.41785 /LL=58249 /DE
MOE430_2_1422541_at 230.7 171.5 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_008984.1 /DB_XREF=gi:6679562 /GEN=Ptprm /FEA=FLmRNA /CNT=64 /TID=Mm.37854.1 /TIER=FL+Stack /STK=41 /UG=Mm.37854 /LL=19274 /D
MOE430_2_1422557_s_ 2449.2 1936.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_013602.1 /DB_XREF=gi:7305284 /GEN=Mt1 /FEA=FLmRNA /CNT=145 /TID=Mm.219629.1 /TIER=FL+Stack /STK=36 /UG=Mm.219629 /LL=17748 /
MOE430_2_1422587_at 741 557.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_019631.1 /DB_XREF=gi:9790138 /GEN=M32486 /FEA=FLmRNA /CNT=43 /TID=Mm.4992.1 /TIER=FL+Stack /STK=31 /UG=Mm.4992 /LL=56277 /DE
MOE430_2_1422590_at 73.9 71.4 P P 0.008057 0.02 -0.4 NC 0.55 gb:AI550418 /DB_XREF=gi:4482781 /DB_XREF=vx14h12.x1 /CLONE=IMAGE:1264487 /FEA=FLmRNA /CNT=75 /TID=Mm.4818.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1422593_at 2247.6 1729.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009681.1 /DB_XREF=gi:6753077 /GEN=Ap3s1 /FEA=FLmRNA /CNT=133 /TID=Mm.27171.1 /TIER=FL+Stack /STK=29 /UG=Mm.27171 /LL=11777 /
MOE430_2_1422685_at 705.5 540.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB014721 /DB_XREF=gi:16257384 /DB_XREF=BB014721 /CLONE=4930484F11 /FEA=FLmRNA /CNT=86 /TID=Mm.6925.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1422707_at 10.5 10.1 A A 0.12 0.08 -0.4 NC 0.5 gb:NM_020272.1 /DB_XREF=gi:9937983 /GEN=Pik3cg /FEA=FLmRNA /CNT=68 /TID=Mm.101369.1 /TIER=FL+Stack /STK=17 /UG=Mm.101369 /LL=30955 
MOE430_2_1422718_at 358.1 256.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009682.1 /DB_XREF=gi:6753079 /GEN=Ap3s2 /FEA=FLmRNA /CNT=69 /TID=Mm.2564.1 /TIER=FL+Stack /STK=16 /UG=Mm.2564 /LL=11778 /DEF
MOE430_2_1422763_at 511.3 358.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_018771.2 /DB_XREF=gi:19173726 /GEN=Rgs19ip1 /FEA=FLmRNA /CNT=155 /TID=Mm.20945.1 /TIER=FL+Stack /STK=13 /UG=Mm.20945 /LL=6790
MOE430_2_1422773_at 5 4.7 A A 0.19 0.33 -0.4 NC 0.64 gb:NM_008665.1 /DB_XREF=gi:6678997 /GEN=Myt1 /FEA=FLmRNA /CNT=26 /TID=Mm.20988.1 /TIER=FL+Stack /STK=13 /UG=Mm.20988 /LL=17932 /DE
MOE430_2_1422780_at 377.9 297.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_021534.1 /DB_XREF=gi:10946965 /GEN=Pxmp4 /FEA=FLmRNA /CNT=69 /TID=Mm.24673.1 /TIER=FL+Stack /STK=12 /UG=Mm.24673 /LL=59038 /
MOE430_2_1422807_at 715.7 504.3 P P 0.001221 0.001953 -0.4 D 0.99 gb:NM_007480.1 /DB_XREF=gi:6680721 /GEN=Arf5 /FEA=FLmRNA /CNT=31 /TID=Mm.4996.1 /TIER=FL+Stack /STK=11 /UG=Mm.4996 /LL=11844 /DEF=
MOE430_2_1422914_at 2.9 1.6 A A 0.66 0.93 -0.4 NC 0.95 gb:NM_022435.1 /DB_XREF=gi:11967966 /GEN=Sp5 /FEA=FLmRNA /CNT=13 /TID=Mm.155690.1 /TIER=FL+Stack /STK=8 /UG=Mm.155690 /LL=64406 /D
MOE430_2_1422984_at 63.7 35.4 P P 0.001953 0.00293 -0.4 NC 0.65 gb:NM_009990.1 /DB_XREF=gi:6753561 /GEN=Cyln2 /FEA=FLmRNA /CNT=22 /TID=Mm.57158.1 /TIER=FL /STK=0 /UG=Mm.57158 /LL=13069 /DEF=Mus 
MOE430_2_1423076_at 555.9 457 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK004449.1 /DB_XREF=gi:12835636 /FEA=FLmRNA /CNT=169 /TID=Mm.89515.1 /TIER=Stack /STK=60 /UG=Mm.89515 /LL=66616 /UG_GENE=Snx9 /
MOE430_2_1423077_at 453.9 366.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB703513 /DB_XREF=gi:16052348 /DB_XREF=BB703513 /CLONE=7420452P03 /FEA=FLmRNA /CNT=169 /TID=Mm.89515.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423088_at 849.9 630.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI080360 /DB_XREF=gi:14498690 /DB_XREF=602876808F1 /CLONE=IMAGE:5008729 /FEA=FLmRNA /CNT=227 /TID=Mm.38445.1 /TIER=Stack /STK=5
MOE430_2_1423136_at 14 12.1 A A 0.09 0.27 -0.4 NC 0.54 gb:BM932451 /DB_XREF=gi:19391603 /DB_XREF=UI-M-BH2.1-apb-g-08-0-UI.r1 /CLONE=UI-M-BH2.1-apb-g-08-0-UI /FEA=FLmRNA /CNT=99 /TID=Mm
MOE430_2_1423152_at 1211.7 879.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF303544 /DB_XREF=gi:11250156 /DB_XREF=602030086F1 /CLONE=IMAGE:4165388 /FEA=FLmRNA /CNT=96 /TID=Mm.38800.1 /TIER=Stack /STK=3
MOE430_2_1423155_at 159.3 121.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BE947457 /DB_XREF=gi:10525216 /DB_XREF=UI-M-BH3-axb-g-04-0-UI.s1 /CLONE=UI-M-BH3-axb-g-04-0-UI /FEA=FLmRNA /CNT=88 /TID=Mm.25
MOE430_2_1423230_at 111.5 79.6 P P 0.00293 0.001953 -0.4 NC 0.98 gb:D17919 /DB_XREF=gi:1088586 /DB_XREF=MUSGS00118 /CLONE=ma1625 /FEA=FLmRNA /CNT=65 /TID=Mm.182067.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1423310_at 485.3 319.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI685137 /DB_XREF=gi:15647765 /DB_XREF=603310134F1 /CLONE=IMAGE:5345985 /FEA=FLmRNA /CNT=56 /TID=Mm.20864.1 /TIER=Stack /STK=17
MOE430_2_1423311_s_ 506.7 327.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI685137 /DB_XREF=gi:15647765 /DB_XREF=603310134F1 /CLONE=IMAGE:5345985 /FEA=FLmRNA /CNT=56 /TID=Mm.20864.1 /TIER=Stack /STK=17
MOE430_2_1423321_at 1674.3 1241.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI078799 /DB_XREF=gi:14497129 /DB_XREF=602874080F1 /CLONE=IMAGE:5006059 /FEA=FLmRNA /CNT=215 /TID=Mm.29874.1 /TIER=Stack /STK=
MOE430_2_1423334_at 448.7 401.5 P P 0.000244 0.000244 -0.4 NC 0.93 gb:BB782616 /DB_XREF=gi:16943316 /DB_XREF=BB782616 /CLONE=G430082E05 /FEA=FLmRNA /CNT=199 /TID=Mm.34244.1 /TIER=Stack /STK=16 /U
MOE430_2_1423376_a_ 60.5 56.7 P P 0.01 0.01 -0.4 NC 0.96 gb:AV341904 /DB_XREF=gi:15406566 /DB_XREF=AV341904 /CLONE=6430525E01 /FEA=FLmRNA /CNT=80 /TID=Mm.203949.1 /TIER=Stack /STK=10 /U
MOE430_2_1423381_at 8.5 7.6 A A 0.24 0.27 -0.4 NC 0.5 gb:BB667221 /DB_XREF=gi:16398670 /DB_XREF=BB667221 /CLONE=6820433C17 /FEA=FLmRNA /CNT=22 /TID=Mm.18725.1 /TIER=Stack /STK=10 /UG
MOE430_2_1423383_a_ 491.2 424.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AI060611 /DB_XREF=gi:3336034 /DB_XREF=ub42a06.r1 /CLONE=IMAGE:1380370 /FEA=FLmRNA /CNT=190 /TID=Mm.27357.1 /TIER=ConsEnd /STK=0
MOE430_2_1423404_at 11.5 7.7 A A 0.27 0.3 -0.4 NC 0.5 gb:AK008641.1 /DB_XREF=gi:12842955 /FEA=FLmRNA /CNT=254 /TID=Mm.46414.1 /TIER=Stack /STK=206 /UG=Mm.46414 /LL=66283 /UG_GENE=22000
MOE430_2_1423425_at 614.9 461.8 P P 0.000244 0.000244 -0.4 MD 0.99 gb:BQ176625 /DB_XREF=gi:20352117 /DB_XREF=UI-M-DJ2-bvz-a-06-0-UI.s1 /CLONE=UI-M-DJ2-bvz-a-06-0-UI /FEA=FLmRNA /CNT=165 /TID=Mm.4
MOE430_2_1423461_a_ 298.4 216.2 P P 0.000244 0.000732 -0.4 D 0.99 gb:AV328436 /DB_XREF=gi:16395871 /DB_XREF=AV328436 /CLONE=6330441M21 /FEA=FLmRNA /CNT=223 /TID=Mm.21846.1 /TIER=Stack /STK=18 /U
MOE430_2_1423518_at 379.6 292.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG094076 /DB_XREF=gi:12576639 /DB_XREF=uu70d08.x1 /CLONE=IMAGE:3381927 /FEA=FLmRNA /CNT=229 /TID=Mm.21974.1 /TIER=Stack /STK=1
MOE430_2_1423541_at 1.6 1.2 A A 0.93 0.96 -0.4 NC 0.58 gb:AV044983 /DB_XREF=gi:4864648 /DB_XREF=AV044983 /CLONE=1700040J17 /FEA=FLmRNA /CNT=23 /TID=Mm.46170.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1423565_at 1946 1483.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM207712 /DB_XREF=gi:17763650 /DB_XREF=C0616H02-3 /CLONE=C0616H02 /FEA=FLmRNA /CNT=403 /TID=Mm.182931.1 /TIER=Stack /STK=10 /
MOE430_2_1423581_at 28.5 23.3 P P 0.01 0.03 -0.4 NC 0.95 gb:AI503912 /DB_XREF=gi:4401763 /DB_XREF=vm31e03.x1 /CLONE=IMAGE:991804 /FEA=FLmRNA /CNT=22 /TID=Mm.10298.1 /TIER=Stack /STK=10 /U
MOE430_2_1423590_at 14.1 18.4 A A 0.21 0.43 -0.4 NC 0.5 gb:AW105774 /DB_XREF=gi:6076510 /DB_XREF=um32f01.x1 /CLONE=IMAGE:2236249 /FEA=FLmRNA /CNT=130 /TID=Mm.9495.1 /TIER=Stack /STK=9 /U
MOE430_2_1423614_at 165.9 129.8 P P 0.000244 0.000244 -0.4 NC 0.69 gb:BB329408 /DB_XREF=gi:15411510 /DB_XREF=BB329408 /CLONE=B630007B09 /FEA=FLmRNA /CNT=120 /TID=Mm.22982.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423678_at 309.9 247 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC017643.1 /DB_XREF=gi:17160969 /FEA=FLmRNA /CNT=215 /TID=Mm.27182.1 /TIER=FL+Stack /STK=166 /UG=Mm.27182 /DEF=Mus musculus, Sim
MOE430_2_1423687_a_ 1012.9 741.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC016253.1 /DB_XREF=gi:16740763 /FEA=FLmRNA /CNT=209 /TID=Mm.30110.1 /TIER=FL+Stack /STK=157 /UG=Mm.30110 /LL=73744 /UG_GENE=1
MOE430_2_1423702_at 2419.4 1771.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003830.1 /DB_XREF=gi:13277923 /FEA=FLmRNA /CNT=282 /TID=Mm.24350.2 /TIER=FL+Stack /STK=144 /UG=Mm.24350 /LL=14958 /UG_GENE=H
MOE430_2_1423704_at 233.7 210.9 P P 0.000732 0.001953 -0.4 NC 0.99 gb:BC019373.1 /DB_XREF=gi:18043185 /FEA=FLmRNA /CNT=209 /TID=Mm.25492.1 /TIER=FL+Stack /STK=144 /UG=Mm.25492 /LL=192654 /UG_GENE=L
MOE430_2_1423706_a_ 1400 874.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC014793.1 /DB_XREF=gi:15990383 /FEA=FLmRNA /CNT=171 /TID=Mm.24365.1 /TIER=FL+Stack /STK=142 /UG=Mm.24365 /LL=66851 /UG_GENE=06
MOE430_2_1423726_at 510.1 303.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC025496.1 /DB_XREF=gi:19343858 /FEA=FLmRNA /CNT=255 /TID=Mm.29210.1 /TIER=FL+Stack /STK=137 /UG=Mm.29210 /DEF=Mus musculus, Sim
MOE430_2_1423745_at 1041.9 801.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC023182.1 /DB_XREF=gi:18606256 /FEA=FLmRNA /CNT=205 /TID=Mm.26680.1 /TIER=FL+Stack /STK=129 /UG=Mm.26680 /DEF=Mus musculus, clon
MOE430_2_1423762_at 119.9 76.8 P P 0.001221 0.005859 -0.4 NC 0.86 gb:BC010539.1 /DB_XREF=gi:14714780 /FEA=FLmRNA /CNT=154 /TID=Mm.181387.1 /TIER=FL+Stack /STK=123 /UG=Mm.181387 /LL=72113 /UG_GENE=
MOE430_2_1423770_at 192.8 160.5 P P 0.005859 0.01 -0.4 NC 0.99 gb:BC004840.1 /DB_XREF=gi:13436019 /FEA=FLmRNA /CNT=173 /TID=Mm.12192.1 /TIER=FL+Stack /STK=118 /UG=Mm.12192 /DEF=Mus musculus, Sim
MOE430_2_1423803_s_ 2495.9 1837.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC017637.1 /DB_XREF=gi:17160951 /FEA=FLmRNA /CNT=156 /TID=Mm.212981.1 /TIER=FL+Stack /STK=105 /UG=Mm.212981 /LL=98700 /UG_GENE=
MOE430_2_1423817_s_ 2319.9 1524.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AF353245.1 /DB_XREF=gi:13447204 /FEA=FLmRNA /CNT=166 /TID=Mm.41890.1 /TIER=FL+Stack /STK=100 /UG=Mm.41890 /LL=67023 /UG_GENE=20
MOE430_2_1423830_a_ 92.3 74.2 P P 0.001953 0.02 -0.4 NC 0.77 gb:BC005748.1 /DB_XREF=gi:13543151 /FEA=FLmRNA /CNT=124 /TID=Mm.40721.1 /TIER=FL+Stack /STK=96 /UG=Mm.40721 /LL=70427 /UG_GENE=270
MOE430_2_1423842_a_ 331.9 256.7 P P 0.008057 0.00415 -0.4 D 0.99 gb:AF305730.1 /DB_XREF=gi:13569337 /FEA=FLmRNA /CNT=184 /TID=Mm.179682.1 /TIER=FL+Stack /STK=9 /UG=Mm.179682 /LL=67588 /UG_GENE=Rn
MOE430_2_1423869_s_ 89.5 56.8 P P 0.001221 0.001221 -0.4 D 0.99 gb:AF349659.1 /DB_XREF=gi:13569628 /GEN=Tgr /FEA=FLmRNA /CNT=122 /TID=Mm.44552.2 /TIER=FL+Stack /STK=87 /UG=Mm.44552 /LL=50493 /DE
MOE430_2_1423888_at 65.9 53.6 P M 0.04 0.05 -0.4 NC 0.83 gb:BC011077.1 /DB_XREF=gi:15029721 /FEA=FLmRNA /CNT=120 /TID=Mm.31685.1 /TIER=FL+Stack /STK=84 /UG=Mm.31685 /LL=71718 /UG_GENE=120
MOE430_2_1423893_x_ 276.8 200.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AF206720.1 /DB_XREF=gi:6636320 /FEA=FLmRNA /CNT=130 /TID=Mm.38469.1 /TIER=FL+Stack /STK=83 /UG=Mm.38469 /LL=11785 /UG_GENE=Apbb
MOE430_2_1423894_a_ 176.9 124 P P 0.000244 0.000244 -0.4 NC 0.94 gb:BC013483.1 /DB_XREF=gi:16975520 /FEA=FLmRNA /CNT=119 /TID=Mm.193395.1 /TIER=FL+Stack /STK=83 /UG=Mm.193395 /LL=67789 /UG_GENE=6
MOE430_2_1423910_at 212 187.7 P P 0.000732 0.00293 -0.4 NC 0.99 gb:AF459091.1 /DB_XREF=gi:18378604 /GEN=Centg3 /FEA=FLmRNA /CNT=121 /TID=Mm.2133.1 /TIER=FL+Stack /STK=81 /UG=Mm.2133 /LL=213990 /D
MOE430_2_1423913_at 290.5 203.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC024415.1 /DB_XREF=gi:19353480 /FEA=FLmRNA /CNT=118 /TID=Mm.200952.1 /TIER=FL+Stack /STK=80 /UG=Mm.200952 /DEF=Mus musculus, Sim
MOE430_2_1423938_at 35.6 32.6 P P 0.000244 0.01 -0.4 NC 0.88 gb:AY033650.1 /DB_XREF=gi:14132793 /FEA=FLmRNA /CNT=120 /TID=Mm.3747.1 /TIER=FL+Stack /STK=76 /UG=Mm.3747 /DEF=Mus musculus lethal gi
MOE430_2_1423975_s_ 829.1 586 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC006631.1 /DB_XREF=gi:13879311 /FEA=FLmRNA /CNT=141 /TID=Mm.27259.1 /TIER=FL+Stack /STK=70 /UG=Mm.27259 /LL=101706 /UG_GENE=A
MOE430_2_1423989_at 345.3 245.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC025567.1 /DB_XREF=gi:19343881 /FEA=FLmRNA /CNT=104 /TID=Mm.196541.1 /TIER=FL+Stack /STK=69 /UG=Mm.196541 /LL=70381 /UG_GENE=2
MOE430_2_1424010_at 107.4 81.5 P P 0.005859 0.01 -0.4 NC 0.99 gb:BC022666.1 /DB_XREF=gi:18490486 /FEA=FLmRNA /CNT=101 /TID=Mm.29391.1 /TIER=FL+Stack /STK=64 /UG=Mm.29391 /LL=76293 /UG_GENE=11
MOE430_2_1424040_at 1697.3 1297.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC019977.1 /DB_XREF=gi:18043434 /FEA=FLmRNA /CNT=111 /TID=Mm.200796.1 /TIER=FL+Stack /STK=59 /UG=Mm.200796 /DEF=Mus musculus, clo
MOE430_2_1424053_a_ 2391 1678.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC025071.1 /DB_XREF=gi:19264072 /FEA=FLmRNA /CNT=132 /TID=Mm.2875.2 /TIER=FL+Stack /STK=58 /UG=Mm.2875 /LL=66855 /UG_GENE=11000
MOE430_2_1424070_at 79.4 61.4 P P 0.001221 0.00415 -0.4 NC 0.57 gb:AK010275.1 /DB_XREF=gi:12845593 /FEA=FLmRNA /CNT=126 /TID=Mm.28076.1 /TIER=Stack /STK=12 /UG=Mm.28076 /LL=108123 /UG_GENE=Napg 
MOE430_2_1424079_x_ 373.7 348.5 P P 0.000732 0.005859 -0.4 NC 0.98 gb:BC026994.1 /DB_XREF=gi:20071707 /FEA=FLmRNA /CNT=90 /TID=Mm.20273.1 /TIER=FL+Stack /STK=56 /UG=Mm.20273 /LL=68205 /UG_GENE=2900
MOE430_2_1424093_x_ 1257.6 933.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:U89772.1 /DB_XREF=gi:3298565 /GEN=PETA-3 /FEA=FLmRNA /CNT=97 /TID=Mm.30246.2 /TIER=FL+Stack /STK=54 /UG=Mm.30246 /LL=12476 /DE
MOE430_2_1424099_at 1607.4 1175.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC019664.1 /DB_XREF=gi:18044309 /FEA=FLmRNA /CNT=67 /TID=Mm.12715.1 /TIER=FL+Stack /STK=54 /UG=Mm.12715 /LL=69590 /UG_GENE=2310
MOE430_2_1424115_at 407.2 327.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003744.1 /DB_XREF=gi:13277677 /FEA=FLmRNA /CNT=135 /TID=Mm.3294.1 /TIER=FL+Stack /STK=52 /UG=Mm.3294 /LL=19060 /UG_GENE=Ppp5
MOE430_2_1424122_s_ 1258.5 850.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:AB076722.1 /DB_XREF=gi:18143653 /GEN=U2MU /FEA=FLmRNA /CNT=58 /TID=Mm.29542.1 /TIER=FL+Stack /STK=52 /UG=Mm.29542 /UG_TITLE=M
MOE430_2_1424126_at 457.2 256.4 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC022110.1 /DB_XREF=gi:18380988 /FEA=FLmRNA /CNT=165 /TID=Mm.19143.1 /TIER=FL+Stack /STK=51 /UG=Mm.19143 /LL=11655 /UG_GENE=Ala
MOE430_2_1424131_at 1994.9 1606.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AF064749.1 /DB_XREF=gi:3236369 /FEA=FLmRNA /CNT=135 /TID=Mm.7562.1 /TIER=FL+Stack /STK=51 /UG=Mm.7562 /LL=12835 /UG_GENE=Col6a3
MOE430_2_1424138_at 1063.1 860.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC027346.1 /DB_XREF=gi:20071091 /FEA=FLmRNA /CNT=82 /TID=Mm.11545.1 /TIER=FL+Stack /STK=51 /UG=Mm.11545 /DEF=Mus musculus, clone 
MOE430_2_1424159_at 585.6 425.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC016089.1 /DB_XREF=gi:16359248 /FEA=FLmRNA /CNT=105 /TID=Mm.33881.1 /TIER=FL+Stack /STK=48 /UG=Mm.33881 /LL=67998 /UG_GENE=130
MOE430_2_1424167_a_ 518.9 373.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC006809.1 /DB_XREF=gi:13905051 /FEA=FLmRNA /CNT=58 /TID=Mm.18939.1 /TIER=FL+Stack /STK=48 /UG=Mm.18939 /LL=29858 /UG_GENE=Pmm
MOE430_2_1424171_a_ 391.6 293 P P 0.00293 0.00415 -0.4 D 0.99 gb:BC004749.1 /DB_XREF=gi:13435785 /FEA=FLmRNA /CNT=117 /TID=Mm.44240.1 /TIER=FL+Stack /STK=47 /UG=Mm.44240 /DEF=Mus musculus, Simil
MOE430_2_1424172_at 298.1 225 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC004749.1 /DB_XREF=gi:13435785 /FEA=FLmRNA /CNT=117 /TID=Mm.44240.1 /TIER=FL+Stack /STK=47 /UG=Mm.44240 /DEF=Mus musculus, Simil
MOE430_2_1424175_at 963.9 807.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC017689.1 /DB_XREF=gi:17389268 /FEA=FLmRNA /CNT=148 /TID=Mm.19258.1 /TIER=FL+Stack /STK=47 /UG=Mm.19258 /LL=66951 /UG_GENE=23
MOE430_2_1424184_at 941.5 730.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC026559.1 /DB_XREF=gi:20071668 /FEA=FLmRNA /CNT=198 /TID=Mm.18630.1 /TIER=FL+Stack /STK=46 /UG=Mm.18630 /LL=11370 /UG_GENE=Ac
MOE430_2_1424191_a_ 367.2 349.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC019770.1 /DB_XREF=gi:18043929 /FEA=FLmRNA /CNT=74 /TID=Mm.46480.1 /TIER=FL+Stack /STK=46 /UG=Mm.46480 /LL=66664 /UG_GENE=5730
MOE430_2_1424261_at 306.8 219.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003258.1 /DB_XREF=gi:13096918 /FEA=FLmRNA /CNT=73 /TID=Mm.35437.1 /TIER=FL+Stack /STK=42 /UG=Mm.35437 /DEF=Mus musculus, Simila
MOE430_2_1424282_at 116.1 89 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC005709.1 /DB_XREF=gi:13543063 /FEA=FLmRNA /CNT=72 /TID=Mm.52275.1 /TIER=FL+Stack /STK=40 /UG=Mm.52275 /DEF=Mus musculus, Simila
MOE430_2_1424313_a_ 2714.2 2003.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC013503.1 /DB_XREF=gi:15488720 /FEA=FLmRNA /CNT=67 /TID=Mm.28712.1 /TIER=FL+Stack /STK=38 /UG=Mm.28712 /LL=75406 /UG_GENE=1010
MOE430_2_1424349_a_ 212.4 191.8 P P 0.000732 0.000244 -0.4 NC 0.99 gb:BC013667.1 /DB_XREF=gi:15489110 /FEA=FLmRNA /CNT=65 /TID=Mm.205957.1 /TIER=FL+Stack /STK=36 /UG=Mm.205957 /DEF=Mus musculus, Sim
MOE430_2_1424375_s_ 10.3 8.2 M A 0.05 0.33 -0.4 NC 0.5 gb:BC005577.1 /DB_XREF=gi:13542741 /FEA=FLmRNA /CNT=53 /TID=Mm.28395.1 /TIER=FL+Stack /STK=35 /UG=Mm.28395 /DEF=Mus musculus, Simila
MOE430_2_1424378_at 152.6 122.6 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC021467.1 /DB_XREF=gi:18204802 /FEA=FLmRNA /CNT=77 /TID=Mm.27486.1 /TIER=FL+Stack /STK=35 /UG=Mm.27486 /DEF=Mus musculus, Simila
MOE430_2_1424399_at 372.1 271.5 P P 0.000732 0.000732 -0.4 D 0.99 gb:BC025146.1 /DB_XREF=gi:19263563 /FEA=FLmRNA /CNT=103 /TID=Mm.2559.1 /TIER=FL+Stack /STK=34 /UG=Mm.2559 /LL=22245 /UG_GENE=Umpk
MOE430_2_1424424_at 575.2 470.6 P P 0.001953 0.001221 -0.4 D 0.99 gb:BC005474.1 /DB_XREF=gi:13529502 /FEA=FLmRNA /CNT=64 /TID=Mm.88850.1 /TIER=FL+Stack /STK=33 /UG=Mm.88850 /DEF=Mus musculus, Simila
MOE430_2_1424438_a_ 1106.7 875.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC004744.1 /DB_XREF=gi:13435773 /FEA=FLmRNA /CNT=117 /TID=Mm.4756.2 /TIER=FL+Stack /STK=32 /UG=Mm.4756 /LL=16847 /UG_GENE=Lepr 
MOE430_2_1424446_at 79.3 59.8 P P 0.000244 0.000244 -0.4 NC 0.96 gb:BC023126.1 /DB_XREF=gi:18605610 /FEA=FLmRNA /CNT=51 /TID=Mm.38019.1 /TIER=FL+Stack /STK=32 /UG=Mm.38019 /DEF=Mus musculus, Simila
MOE430_2_1424467_at 208.7 160.4 P P 0.005859 0.01 -0.4 NC 0.98 gb:BC025856.1 /DB_XREF=gi:19483925 /FEA=FLmRNA /CNT=67 /TID=Mm.28639.1 /TIER=FL+Stack /STK=30 /UG=Mm.28639 /DEF=Mus musculus, clone 
MOE430_2_1424476_at 11.6 8.8 A A 0.09 0.27 -0.4 NC 0.5 gb:BI157430 /DB_XREF=gi:14617431 /DB_XREF=602920342F1 /CLONE=IMAGE:5060674 /FEA=FLmRNA /CNT=66 /TID=Mm.87620.1 /TIER=ConsEnd /STK
MOE430_2_1424517_at 58.4 45 P P 0.000244 0.005859 -0.4 NC 0.99 gb:BC026668.1 /DB_XREF=gi:20072382 /FEA=FLmRNA /CNT=56 /TID=Mm.25941.1 /TIER=FL+Stack /STK=27 /UG=Mm.25941 /LL=72654 /UG_GENE=2700
MOE430_2_1424646_at 262.3 185.6 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC016535.1 /DB_XREF=gi:16741432 /FEA=FLmRNA /CNT=37 /TID=Mm.29001.1 /TIER=FL+Stack /STK=21 /UG=Mm.29001 /LL=68556 /UG_GENE=1110
MOE430_2_1424648_at 495.8 331.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC017514.1 /DB_XREF=gi:17028399 /FEA=FLmRNA /CNT=52 /TID=Mm.30191.1 /TIER=FL+Stack /STK=21 /UG=Mm.30191 /LL=67042 /UG_GENE=2600



MOE430_2_1424658_at 8.2 9.7 P P 0.03 0.007813 -0.4 NC 0.25 gb:BB151477 /DB_XREF=gi:15408950 /DB_XREF=BB151477 /CLONE=A030013J16 /FEA=FLmRNA /CNT=43 /TID=Mm.24585.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1424664_at 66.8 46.9 P P 0.00415 0.01 -0.4 NC 0.83 gb:BI732004 /DB_XREF=gi:15709017 /DB_XREF=603355871F1 /CLONE=IMAGE:5363152 /FEA=FLmRNA /CNT=96 /TID=Mm.214563.1 /TIER=ConsEnd /ST
MOE430_2_1424671_at 1298.6 1016.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC002120.1 /DB_XREF=gi:12805306 /FEA=FLmRNA /CNT=54 /TID=Mm.30886.1 /TIER=FL+Stack /STK=20 /UG=Mm.30886 /LL=72287 /UG_GENE=1810
MOE430_2_1424730_a_ 92.8 54.5 P P 0.02 0.03 -0.4 NC 0.99 gb:BC018335.1 /DB_XREF=gi:17390780 /FEA=FLmRNA /CNT=27 /TID=Mm.63479.2 /TIER=FL+Stack /STK=18 /UG=Mm.63479 /LL=57738 /UG_GENE=Slc1
MOE430_2_1424777_at 362.3 282.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003284.1 /DB_XREF=gi:13096980 /FEA=FLmRNA /CNT=66 /TID=Mm.38238.1 /TIER=FL+Stack /STK=16 /UG=Mm.38238 /LL=73828 /UG_GENE=1110
MOE430_2_1424779_at 273.4 211.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK008058.1 /DB_XREF=gi:12842005 /GEN=D10Ucla1 /FEA=FLmRNA /CNT=83 /TID=Mm.41272.1 /TIER=Stack /STK=9 /UG=Mm.41272 /LL=28193 /UG
MOE430_2_1424780_a_ 1998.3 1432 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK005026.1 /DB_XREF=gi:12836658 /GEN=D10Ucla1 /FEA=FLmRNA /CNT=83 /TID=Mm.41272.1 /TIER=Stack /STK=16 /UG=Mm.41272 /LL=28193 /U
MOE430_2_1424821_at 2638.2 2079.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV001075 /DB_XREF=gi:16356010 /DB_XREF=AV001075 /CLONE=0610010M22 /FEA=FLmRNA /CNT=333 /TID=Mm.102496.1 /TIER=Stack /STK=117 
MOE430_2_1424894_at 543.3 416.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC027214.1 /DB_XREF=gi:20070864 /FEA=FLmRNA /CNT=26 /TID=Mm.86998.1 /TIER=FL+Stack /STK=12 /UG=Mm.86998 /LL=68328 /UG_GENE=0610
MOE430_2_1425000_s_ 2.7 2.1 A A 0.56 0.8 -0.4 NC 0.5 gb:BC025867.1 /DB_XREF=gi:19483953 /FEA=FLmRNA /CNT=31 /TID=Mm.133542.1 /TIER=FL+Stack /STK=9 /UG=Mm.133542 /DEF=Mus musculus, clone
MOE430_2_1425001_at 38.8 34.1 P P 0.04 0.001953 -0.4 NC 0.33 gb:BC023104.1 /DB_XREF=gi:18606225 /FEA=FLmRNA /CNT=14 /TID=Mm.41728.2 /TIER=FL+Stack /STK=9 /UG=Mm.41728 /LL=66937 /UG_GENE=17000
MOE430_2_1425027_s_ 82.2 53.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC017549.1 /DB_XREF=gi:17028457 /FEA=FLmRNA /CNT=32 /TID=Mm.41377.1 /TIER=FL+Stack /STK=8 /UG=Mm.41377 /DEF=Mus musculus, clone M
MOE430_2_1425046_at 19.1 15.6 P A 0.04 0.27 -0.4 NC 0.94 gb:BC018465.1 /DB_XREF=gi:17391094 /FEA=FLmRNA /CNT=13 /TID=Mm.167411.1 /TIER=FL+Stack /STK=8 /UG=Mm.167411 /DEF=Mus musculus, Simil
MOE430_2_1425094_a_ 44.5 37.8 P P 0.04 0.03 -0.4 NC 0.81 gb:AB031040.1 /DB_XREF=gi:5738955 /GEN=mLhx6.1a /FEA=FLmRNA /CNT=9 /TID=Mm.12881.2 /TIER=FL /STK=7 /UG=Mm.12881 /LL=16874 /DEF=Mu
MOE430_2_1425136_x_ 229.1 210.5 P P 0.02 0.04 -0.4 D 0.99 gb:BC010233.1 /DB_XREF=gi:16307380 /FEA=FLmRNA /CNT=6 /TID=Mm.39292.2 /TIER=FL /STK=6 /UG=Mm.39292 /LL=13430 /UG_GENE=Dnm2 /DEF=
MOE430_2_1425140_at 278.3 219.8 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC004045.1 /DB_XREF=gi:13278494 /FEA=FLmRNA /CNT=119 /TID=Mm.89572.1 /TIER=FL /STK=5 /UG=Mm.89572 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425150_at 1.4 1.7 A A 0.85 0.84 -0.4 NC 0.65 gb:BC010829.1 /DB_XREF=gi:14789936 /FEA=FLmRNA /CNT=20 /TID=Mm.35071.1 /TIER=FL /STK=5 /UG=Mm.35071 /DEF=Mus musculus, Similar to bile 
MOE430_2_1425152_s_ 8.4 7.8 A A 0.3 0.24 -0.4 NC 0.5 gb:AF251276.1 /DB_XREF=gi:7649263 /GEN=Spi14 /FEA=FLmRNA /CNT=18 /TID=Mm.196083.2 /TIER=FL /STK=5 /UG=Mm.196083 /LL=20710 /DEF=Mus
MOE430_2_1425220_x_ 1.7 1.4 A A 0.63 0.78 -0.4 NC 0.78 gb:AF067062.1 /DB_XREF=gi:3171141 /GEN=variable group of 2-cell-stage gene family /FEA=FLmRNA /CNT=10 /TID=Mm.14614.1 /TIER=FL /STK=4 /UG
MOE430_2_1425227_a_ 89.3 80.7 P P 0.000244 0.000244 -0.4 NC 0.96 gb:BC001995.1 /DB_XREF=gi:12805076 /FEA=FLmRNA /CNT=7 /TID=Mm.20869.2 /TIER=FL /STK=4 /UG=Mm.20869 /LL=11975 /UG_GENE=Atpv0a1 /DE
MOE430_2_1425229_a_ 61.2 56.3 P P 0.000244 0.001953 -0.4 NC 0.5 gb:AF107298.1 /DB_XREF=gi:4324630 /GEN=Tcf4 /FEA=FLmRNA /CNT=15 /TID=Mm.218790.1 /TIER=FL /STK=4 /UG=Mm.218790 /LL=21416 /DEF=Mus 
MOE430_2_1425267_a_ 165.5 98.2 P P 0.000244 0.000244 -0.4 NC 0.81 gb:AF461685.1 /DB_XREF=gi:18252657 /FEA=FLmRNA /CNT=35 /TID=Mm.158962.1 /TIER=FL /STK=3 /UG=Mm.158962 /LL=73182 /UG_GENE=3110045G
MOE430_2_1425281_a_ 382.5 301.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:AF201289.1 /DB_XREF=gi:11907579 /GEN=Tilz3c /FEA=FLmRNA /CNT=17 /TID=Mm.22216.2 /TIER=FL /STK=3 /UG=Mm.22216 /LL=14605 /DEF=Mus 
MOE430_2_1425344_at 120.9 72.9 P P 0.000244 0.000244 -0.4 NC 0.95 gb:BB361201 /DB_XREF=gi:16405916 /DB_XREF=BB361201 /CLONE=C130003A14 /FEA=FLmRNA /CNT=89 /TID=Mm.37392.1 /TIER=Stack /STK=10 /UG
MOE430_2_1425367_at 3.5 1 A A 0.69 0.88 -0.4 NC 0.89 gb:AF065902.1 /DB_XREF=gi:4587849 /GEN=Itgal /FEA=FLmRNA /CNT=16 /TID=Mm.1618.1 /TIER=FL /STK=2 /UG=Mm.1618 /LL=16408 /DEF=Mus musc
MOE430_2_1425383_a_ 497.3 335.2 P P 0.000244 0.000244 -0.4 MD 0.99 gb:L27453.1 /DB_XREF=gi:456108 /GEN=PBX1B /FEA=FLmRNA /CNT=6 /TID=Mm.61526.2 /TIER=FL /STK=2 /UG=Mm.61526 /LL=18514 /DEF=Mus musc
MOE430_2_1425395_at 0.4 0.7 A A 0.82 0.94 -0.4 NC 0.74 gb:AF167404.1 /DB_XREF=gi:5731270 /GEN=Adam-26 /FEA=FLmRNA /CNT=8 /TID=Mm.55952.1 /TIER=FL /STK=2 /UG=Mm.55952 /LL=13525 /DEF=Mus
MOE430_2_1425443_at 1.8 2.6 A A 0.66 0.6 -0.4 NC 0.37 gb:AF421891.1 /DB_XREF=gi:16304149 /FEA=FLmRNA /CNT=3 /TID=Mm.154107.1 /TIER=FL /STK=2 /UG=Mm.154107 /DEF=Mus musculus transcription f
MOE430_2_1425444_a_ 636 455.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:S69114.1 /DB_XREF=gi:545753 /FEA=FLmRNA /CNT=3 /TID=Mm.1377.2 /TIER=FL /STK=2 /UG=Mm.1377 /LL=21813 /UG_GENE=Tgfbr2 /DEF=Mus mu
MOE430_2_1425452_s_ 4.3 4.8 A A 0.66 0.42 -0.4 NC 0.4 gb:BC002154.1 /DB_XREF=gi:12805368 /FEA=FLmRNA /CNT=2 /TID=Mm.5046.1 /TIER=FL /STK=2 /UG=Mm.5046 /LL=19271 /UG_GENE=Ptprj /DEF=Mus
MOE430_2_1425536_at 159.8 114.1 P P 0.000244 0.000244 -0.4 NC 0.98 gb:AV296217 /DB_XREF=gi:16392823 /DB_XREF=AV296217 /CLONE=5730439P14 /FEA=FLmRNA /CNT=51 /TID=Mm.203928.2 /TIER=Stack /STK=15 /U
MOE430_2_1425540_at 1.2 0.9 A A 0.69 0.75 -0.4 NC 0.71 gb:BC024893.1 /DB_XREF=gi:19353186 /FEA=FLmRNA /CNT=26 /TID=Mm.2611.2 /TIER=FL /STK=1 /UG=Mm.2611 /LL=18416 /UG_GENE=Otc /DEF=Mus
MOE430_2_1425545_x_ 59 31.3 A A 0.12 0.17 -0.4 NC 0.99 gb:M86502.1 /DB_XREF=gi:199306 /GEN=H-2Df /FEA=FLmRNA /CNT=31 /TID=Mm.33263.2 /TIER=FL /STK=1 /UG=Mm.33263 /LL=14964 /DEF=Mus mus
MOE430_2_1425557_x_ 74.6 33.5 P P 0.02 0.01 -0.4 NC 0.94 gb:AF201288.1 /DB_XREF=gi:11907577 /GEN=Tilz3b /FEA=FLmRNA /CNT=35 /TID=Mm.22216.3 /TIER=FL /STK=1 /UG=Mm.22216 /LL=14605 /DEF=Mus 
MOE430_2_1425582_a_ 7.8 5.4 A A 0.14 0.39 -0.4 NC 0.5 gb:AB034693.1 /DB_XREF=gi:6252431 /FEA=FLmRNA /CNT=18 /TID=Mm.27343.2 /TIER=FL /STK=1 /UG=Mm.27343 /LL=59308 /UG_GENE=Emcn-pendin
MOE430_2_1425619_s_ 6.9 3.9 A A 0.09 0.14 -0.4 NC 0.5 gb:BG242290 /DB_XREF=gi:12752105 /DB_XREF=602354460F1 /CLONE=IMAGE:4482854 /FEA=FLmRNA /CNT=32 /TID=Mm.42229.1 /TIER=ConsEnd /ST
MOE430_2_1425630_at 60.4 40 P P 0.00293 0.02 -0.4 NC 0.83 gb:L38622.1 /DB_XREF=gi:642620 /GEN=mSin3B /FEA=FLmRNA /CNT=15 /TID=Mm.2137.3 /TIER=FL /STK=1 /UG=Mm.2137 /LL=20467 /UG_TITLE=trans
MOE430_2_1425647_at 1.2 0.9 A A 0.69 0.8 -0.4 NC 0.5 gb:AF290197.1 /DB_XREF=gi:17483743 /FEA=FLmRNA /CNT=15 /TID=Mm.173445.1 /TIER=FL /STK=1 /UG=Mm.173445 /DEF=Mus musculus RING finger 
MOE430_2_1425654_a_ 209.4 146.2 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AF307845.1 /DB_XREF=gi:11127934 /GEN=Eplin /FEA=FLmRNA /CNT=10 /TID=Mm.182607.2 /TIER=FL /STK=1 /UG=Mm.182607 /LL=65970 /DEF=Mu
MOE430_2_1425779_a_ 496.3 353.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AF326960.2 /DB_XREF=gi:13310935 /GEN=Tbx1 /FEA=FLmRNA /CNT=6 /TID=Mm.156370.1 /TIER=FL /STK=1 /UG=Mm.156370 /LL=21380 /DEF=Mus
MOE430_2_1425788_a_ 132.6 103.8 P P 0.000244 0.000732 -0.4 NC 0.99 gb:BC025104.1 /DB_XREF=gi:19264063 /FEA=FLmRNA /CNT=5 /TID=Mm.29050.2 /TIER=FL /STK=1 /UG=Mm.29050 /LL=68445 /UG_GENE=1300017C12R
MOE430_2_1425817_a_ 5.8 4.9 A A 0.33 0.63 -0.4 NC 0.73 gb:U70033.1 /DB_XREF=gi:1572716 /GEN=NCX /FEA=FLmRNA /CNT=5 /TID=Mm.4211.2 /TIER=FL /STK=1 /UG=Mm.4211 /LL=20541 /DEF=Mus musculu
MOE430_2_1425888_at 8.1 5.1 A A 0.14 0.3 -0.4 NC 0.5 gb:AB033769.1 /DB_XREF=gi:7657990 /GEN=Ly-49Q /FEA=FLmRNA /CNT=3 /TID=Mm.155514.1 /TIER=FL /STK=1 /UG=Mm.155514 /LL=170733 /DEF=M
MOE430_2_1425971_at 14.2 9.7 P A 0.04 0.33 -0.4 NC 0.53 gb:U15647.1 /DB_XREF=gi:558906 /GEN=ORF 1 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.7 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=M
MOE430_2_1425980_at 21.9 17.8 A A 0.24 0.27 -0.4 NC 0.5 gb:BC017608.1 /DB_XREF=gi:17160870 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.10 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musc
MOE430_2_1426008_a_ 80.7 58.8 P P 0.000732 0.001221 -0.4 NC 0.84 gb:M62838.1 /DB_XREF=gi:976160 /GEN=tea /FEA=FLmRNA /CNT=1 /TID=Mm.4676.2 /TIER=FL /STK=1 /UG=Mm.4676 /LL=11988 /DEF=Mouse T cell ea
MOE430_2_1426027_a_ 75.2 74.5 P P 0.01 0.03 -0.4 D 0.99 gb:AF297029.1 /DB_XREF=gi:13310134 /FEA=FLmRNA /CNT=1 /TID=Mm.165974.2 /TIER=FL /STK=1 /UG=Mm.165974 /LL=78514 /UG_GENE=A930033B0
MOE430_2_1426046_a_ 125.8 83.8 P P 0.001953 0.000732 -0.4 D 0.99 gb:BC012214.1 /DB_XREF=gi:15126562 /FEA=FLmRNA /CNT=1 /TID=Mm.87216.5 /TIER=FL /STK=1 /UG=Mm.87216 /LL=56187 /UG_GENE=Rabggta /DEF
MOE430_2_1426062_a_ 19.7 18.1 P A 0.03 0.26 -0.4 NC 0.53 gb:U67321.1 /DB_XREF=gi:1894916 /GEN=Lice2 /FEA=FLmRNA /CNT=1 /TID=Mm.35687.2 /TIER=FL /STK=1 /UG=Mm.35687 /LL=12369 /DEF=Mus musc
MOE430_2_1426082_a_ 53.3 38.3 P P 0.001953 0.008057 -0.4 D 0.99 gb:BC025441.1 /DB_XREF=gi:19343973 /FEA=FLmRNA /CNT=1 /TID=Mm.19273.2 /TIER=FL /STK=1 /UG=Mm.19273 /DEF=Mus musculus, Similar to solut
MOE430_2_1426128_a_ 20.6 24 A A 0.06 0.11 -0.4 NC 0.5 gb:AB000502.1 /DB_XREF=gi:4176409 /FEA=FLmRNA /CNT=1 /TID=Mm.40615.10 /TIER=FL /STK=1 /UG=Mm.40615 /LL=16536 /UG_GENE=Kcnq2 /DEF=
MOE430_2_1426158_at 2.5 2 A A 0.71 0.88 -0.4 NC 0.59 gb:U46841.1 /DB_XREF=gi:1438897 /FEA=FLmRNA /CNT=1 /TID=Mm.157012.6 /TIER=FL /STK=1 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /DE
MOE430_2_1426274_at 49.3 36.3 M A 0.05 0.09 -0.4 NC 0.5 gb:AF482993.1 /DB_XREF=gi:19526686 /FEA=FLmRNA /CNT=29 /TID=Mm.220970.1 /TIER=FL+Stack /STK=15 /UG=Mm.220970 /DEF=Mus musculus Na-H
MOE430_2_1426287_at 9.5 12.7 A A 0.06 0.24 -0.4 NC 0.6 gb:AF455111.1 /DB_XREF=gi:19071467 /GEN=Sca7 /FEA=FLmRNA /CNT=31 /TID=Mm.133625.1 /TIER=FL+Stack /STK=12 /UG=Mm.133625 /LL=246103 
MOE430_2_1426330_at 16.6 13.3 P A 0.01 0.21 -0.4 NC 0.68 gb:AF458900.1 /DB_XREF=gi:19880960 /GEN=Cacng5 /FEA=FLmRNA /CNT=7 /TID=Mm.87663.1 /TIER=FL /STK=0 /UG=Mm.87663 /LL=140723 /DEF=Mu
MOE430_2_1426332_a_ 1.5 1.3 A A 0.78 0.82 -0.4 NC 0.5 gb:AF087821.1 /DB_XREF=gi:4191349 /FEA=FLmRNA /CNT=4 /TID=Mm.28921.3 /TIER=FL /STK=0 /UG=Mm.28921 /LL=12739 /UG_GENE=Cldn3 /DEF=M
MOE430_2_1426338_a_ 11.9 9.4 A A 0.19 0.24 -0.4 NC 0.76 gb:AF475077.1 /DB_XREF=gi:19073376 /GEN=Lmnt1 /FEA=FLmRNA /CNT=2 /TID=Mm.39262.7 /TIER=FL /STK=0 /UG=Mm.39262 /LL=80883 /DEF=Mus m
MOE430_2_1426420_at 21.5 18.8 A A 0.19 0.17 -0.4 NC 0.28 gb:AK005802.1 /DB_XREF=gi:12838563 /FEA=FLmRNA /CNT=57 /TID=Mm.218576.1 /TIER=ConsEnd /STK=2 /UG=Mm.218576 /LL=74213 /UG_GENE=170
MOE430_2_1426422_at 283.1 222.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW551682 /DB_XREF=gi:7197021 /DB_XREF=L0201C03-3 /CLONE=L0201C03 /FEA=FLmRNA /CNT=62 /TID=Mm.41424.1 /TIER=Stack /STK=23 /UG=
MOE430_2_1426464_at 80.5 60.5 P A 0.03 0.06 -0.4 NC 0.71 gb:W13191 /DB_XREF=gi:1287464 /DB_XREF=mb31g11.r1 /CLONE=IMAGE:331076 /FEA=FLmRNA /CNT=109 /TID=Mm.193097.1 /TIER=Stack /STK=13 /U
MOE430_2_1426475_at 404.2 359.5 P P 0.000732 0.001953 -0.4 D 0.99 gb:AI325144 /DB_XREF=gi:4059573 /DB_XREF=mr92g04.x1 /CLONE=IMAGE:604950 /FEA=FLmRNA /CNT=266 /TID=Mm.1710.1 /TIER=Stack /STK=11 /U
MOE430_2_1426480_at 423.8 344.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB773592 /DB_XREF=gi:16934272 /DB_XREF=BB773592 /CLONE=G430004G13 /FEA=FLmRNA /CNT=116 /TID=Mm.29784.1 /TIER=Stack /STK=10 /U
MOE430_2_1426499_at 639.8 485.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AI481067 /DB_XREF=gi:4374293 /DB_XREF=vf92c07.x1 /CLONE=IMAGE:851244 /FEA=FLmRNA /CNT=141 /TID=Mm.33343.1 /TIER=Stack /STK=8 /UG
MOE430_2_1426520_at 6.1 4 A A 0.06 0.39 -0.4 NC 0.64 gb:BM225534 /DB_XREF=gi:17787144 /DB_XREF=K0213B06-3 /CLONE=K0213B06 /FEA=FLmRNA /CNT=136 /TID=Mm.104932.1 /TIER=Stack /STK=41 /
MOE430_2_1426567_a_ 184 156.7 P P 0.000732 0.000732 -0.4 NC 0.99 gb:AW061073 /DB_XREF=gi:6008824 /DB_XREF=UI-M-BH1-anp-b-03-0-UI.s1 /CLONE=UI-M-BH1-anp-b-03-0-UI /FEA=FLmRNA /CNT=108 /TID=Mm.2
MOE430_2_1426607_at 20.5 13.4 P P 0.03 0.005859 -0.4 NC 0.76 gb:BB668066 /DB_XREF=gi:16399515 /DB_XREF=BB668066 /CLONE=C920013G19 /FEA=FLmRNA /CNT=35 /TID=Mm.157533.1 /TIER=Stack /STK=10 /U
MOE430_2_1426615_s_ 646.6 528 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV006122 /DB_XREF=gi:4782972 /DB_XREF=AV006122 /CLONE=1020006I03 /FEA=FLmRNA /CNT=133 /TID=Mm.29846.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1426722_at 1759.1 1315.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM248527 /DB_XREF=gi:17883797 /DB_XREF=K0818B09-3 /CLONE=K0818B09 /FEA=mRNA /CNT=238 /TID=Mm.46754.1 /TIER=Stack /STK=92 /UG=
MOE430_2_1426738_at 100.3 80.7 P P 0.001221 0.001953 -0.4 NC 0.5 gb:BC014860.1 /DB_XREF=gi:15928799 /FEA=mRNA /CNT=156 /TID=Mm.206624.1 /TIER=Stack /STK=81 /UG=Mm.206624 /LL=104418 /UG_GENE=Dgkz 
MOE430_2_1426745_at 816.2 547.9 P P 0.000732 0.00293 -0.4 D 0.99 gb:BI156989 /DB_XREF=gi:14616990 /DB_XREF=602923347F1 /CLONE=IMAGE:5063627 /FEA=mRNA /CNT=136 /TID=Mm.29852.1 /TIER=Stack /STK=78 
MOE430_2_1426757_at 179.7 135.7 P P 0.000732 0.000244 -0.4 D 0.99 gb:AK004759.1 /DB_XREF=gi:12836178 /FEA=mRNA /CNT=117 /TID=Mm.34758.1 /TIER=Stack /STK=75 /UG=Mm.34758 /LL=74138 /UG_GENE=1200014F
MOE430_2_1426763_at 1220 968.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:D78643.1 /DB_XREF=gi:1304167 /FEA=mRNA /CNT=161 /TID=Mm.675.1 /TIER=Stack /STK=73 /UG=Mm.675 /LL=18247 /UG_GENE=Oaz2 /UG_TITLE=
MOE430_2_1426764_at 1005.1 718.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW214584 /DB_XREF=gi:6521069 /DB_XREF=uo49c07.x1 /CLONE=IMAGE:2645868 /FEA=mRNA /CNT=161 /TID=Mm.675.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1426786_s_ 108.6 75.5 P P 0.001953 0.00415 -0.4 NC 0.5 gb:BM195397 /DB_XREF=gi:17746834 /DB_XREF=C0309F07-3 /CLONE=C0309F07 /FEA=mRNA /CNT=95 /TID=Mm.23705.1 /TIER=Stack /STK=67 /UG=M
MOE430_2_1426792_s_ 195 160.6 P P 0.01 0.008057 -0.4 NC 0.98 gb:BC024790.1 /DB_XREF=gi:19354125 /FEA=mRNA /CNT=96 /TID=Mm.33637.1 /TIER=Stack /STK=66 /UG=Mm.33637 /DEF=Mus musculus, clone IMAGE
MOE430_2_1426794_at 2413.1 1752.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:D28530.1 /DB_XREF=gi:464190 /FEA=mRNA /CNT=193 /TID=Mm.4220.1 /TIER=Stack /STK=65 /UG=Mm.4220 /LL=19280 /UG_GENE=Ptprs /DEF=Mou
MOE430_2_1426798_a_ 589.9 419.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC006897.1 /DB_XREF=gi:13905201 /FEA=mRNA /CNT=148 /TID=Mm.27987.1 /TIER=Stack /STK=65 /UG=Mm.27987 /LL=98406 /UG_GENE=AI606441
MOE430_2_1426801_at 1029.1 795.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM233500 /DB_XREF=gi:17868770 /DB_XREF=K0337F09-3 /CLONE=K0337F09 /FEA=mRNA /CNT=132 /TID=Mm.44604.1 /TIER=Stack /STK=63 /UG=
MOE430_2_1426808_at 2271.8 1722.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:X16834.1 /DB_XREF=gi:52986 /FEA=mRNA /CNT=152 /TID=Mm.2970.1 /TIER=Stack /STK=61 /UG=Mm.2970 /LL=16854 /UG_GENE=Lgals3 /UG_TITLE
MOE430_2_1426812_a_ 1203.8 890.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF166604 /DB_XREF=gi:11046956 /DB_XREF=601776908F1 /CLONE=IMAGE:4018777 /FEA=mRNA /CNT=167 /TID=Mm.219676.1 /TIER=Stack /STK=6
MOE430_2_1426844_a_ 170 127.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AK003339.1 /DB_XREF=gi:12833946 /FEA=mRNA /CNT=82 /TID=Mm.38173.1 /TIER=Stack /STK=50 /UG=Mm.38173 /LL=68079 /UG_GENE=6030457N1
MOE430_2_1426852_x_ 7697.6 5747.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:X96585.1 /DB_XREF=gi:1226018 /GEN=nov /FEA=mRNA /CNT=60 /TID=Mm.5167.2 /TIER=Stack /STK=49 /UG=Mm.5167 /LL=18133 /UG_TITLE=nephr
MOE430_2_1426898_at 109 88.1 P P 0.000244 0.001221 -0.4 NC 0.9 gb:AK009321.1 /DB_XREF=gi:12844046 /FEA=mRNA /CNT=65 /TID=Mm.44193.1 /TIER=Stack /STK=41 /UG=Mm.44193 /LL=66513 /UG_GENE=2310012M0
MOE430_2_1426922_s_ 137.8 75.7 P P 0.000244 0.00293 -0.4 NC 0.86 gb:BG071632 /DB_XREF=gi:12554201 /DB_XREF=H3101D04-3 /CLONE=H3101D04 /FEA=mRNA /CNT=170 /TID=Mm.6461.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1426933_at 155.2 139.5 P P 0.000244 0.001953 -0.4 NC 0.98 gb:AK013132.1 /DB_XREF=gi:12850304 /FEA=mRNA /CNT=101 /TID=Mm.101931.1 /TIER=Stack /STK=37 /UG=Mm.101931 /LL=102760 /UG_GENE=28104
MOE430_2_1426972_at 969.8 797.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK009425.1 /DB_XREF=gi:12844210 /FEA=mRNA /CNT=69 /TID=Mm.29293.1 /TIER=Stack /STK=31 /UG=Mm.29293 /LL=69608 /UG_GENE=2310020L0
MOE430_2_1426978_at 89.3 66.7 P P 0.000732 0.001953 -0.4 NC 0.99 gb:AW682368 /DB_XREF=gi:7557071 /DB_XREF=EST01177 /CLONE=e337 /FEA=mRNA /CNT=77 /TID=Mm.27412.1 /TIER=Stack /STK=30 /UG=Mm.27412
MOE430_2_1427014_at 69.1 55.5 P P 0.000732 0.00415 -0.4 NC 0.87 gb:BC026996.1 /DB_XREF=gi:20073353 /FEA=mRNA /CNT=49 /TID=Mm.30571.1 /TIER=Stack /STK=25 /UG=Mm.30571 /DEF=Mus musculus, Similar to KI
MOE430_2_1427059_at 215.1 143.9 P P 0.00293 0.00415 -0.4 D 0.99 gb:BB367207 /DB_XREF=gi:16406514 /DB_XREF=BB367207 /CLONE=C130036O19 /FEA=mRNA /CNT=124 /TID=Mm.28523.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1427091_at 153.1 115.6 P P 0.001953 0.008057 -0.4 D 0.99 gb:BC025488.1 /DB_XREF=gi:19343706 /FEA=mRNA /CNT=54 /TID=Mm.1806.1 /TIER=Stack /STK=18 /UG=Mm.1806 /DEF=Mus musculus, Similar to KIAA
MOE430_2_1427103_at 180.6 124.8 P P 0.000244 0.000244 -0.4 MD 0.99 gb:AA049040 /DB_XREF=gi:1528711 /DB_XREF=mj48e12.r1 /CLONE=IMAGE:479374 /FEA=mRNA /CNT=44 /TID=Mm.29320.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1427145_at 60.8 49.6 P A 0.01 0.06 -0.4 NC 0.99 gb:BB282083 /DB_XREF=gi:16401346 /DB_XREF=BB282083 /CLONE=A930035E24 /FEA=mRNA /CNT=45 /TID=Mm.40574.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427163_at 118.3 79.8 P P 0.000244 0.000732 -0.4 NC 0.92 gb:AI646734 /DB_XREF=gi:4725209 /DB_XREF=ub65b06.x1 /CLONE=IMAGE:1382579 /FEA=mRNA /CNT=42 /TID=Mm.219588.1 /TIER=Stack /STK=12 /UG
MOE430_2_1427181_at 9.9 8.1 P A 0.002686 0.08 -0.4 NC 0.63 gb:BG070238 /DB_XREF=gi:12552807 /DB_XREF=H3085B09-3 /CLONE=H3085B09 /FEA=mRNA /CNT=30 /TID=Mm.22131.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1427191_at 942.6 729.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW558468 /DB_XREF=gi:7203993 /DB_XREF=L0296G11-3 /CLONE=L0296G11 /FEA=mRNA /CNT=23 /TID=Mm.103477.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427240_at 35.6 28.2 P A 0.008057 0.11 -0.4 NC 0.87 gb:AK016495.1 /DB_XREF=gi:12855259 /FEA=mRNA /CNT=78 /TID=Mm.34452.1 /TIER=Stack /STK=46 /UG=Mm.34452 /LL=67539 /UG_GENE=4931431C0
MOE430_2_1427277_at 608.5 442.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB137929 /DB_XREF=gi:8792866 /DB_XREF=BB137929 /CLONE=9830145A18 /FEA=mRNA /CNT=76 /TID=Mm.4645.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1427294_a_ 1155 872.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB406585 /DB_XREF=gi:16415601 /DB_XREF=BB406585 /CLONE=C330046M01 /FEA=mRNA /CNT=204 /TID=Mm.193091.1 /TIER=Stack /STK=12 /UG
MOE430_2_1427402_at 59.8 49 A A 0.33 0.6 -0.4 NC 0.5 gb:AV161379 /DB_XREF=gi:5405014 /DB_XREF=AV161379 /CLONE=3010074E02 /FEA=mRNA /CNT=3 /TID=Mm.200452.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1427405_s_ 204.6 153.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BF682225 /DB_XREF=gi:11956120 /DB_XREF=602117652T1 /CLONE=IMAGE:3468732 /FEA=mRNA /CNT=66 /TID=Mm.220334.1 /TIER=ConsEnd /STK
MOE430_2_1427416_x_ 95.4 74.6 P P 0.000244 0.000244 -0.4 NC 0.5 gb:BC025048.1 /DB_XREF=gi:19263751 /FEA=mRNA /CNT=15 /TID=Mm.28030.2 /TIER=ConsEnd /STK=1 /UG=Mm.28030 /DEF=Mus musculus, clone IMAG
MOE430_2_1427436_at 302.6 204.5 P P 0.000732 0.000732 -0.4 D 0.99 gb:D83147.1 /DB_XREF=gi:1542814 /FEA=mRNA /CNT=4 /TID=Mm.5039.1 /TIER=ConsEnd /STK=1 /UG=Mm.5039 /LL=20472 /UG_GENE=Six2 /DEF=Mou
MOE430_2_1427483_at 108.2 81.1 P P 0.000732 0.001221 -0.4 NC 0.95 gb:BF578055 /DB_XREF=gi:11651767 /DB_XREF=602094709F1 /CLONE=IMAGE:4208907 /FEA=mRNA /CNT=22 /TID=Mm.180194.1 /TIER=ConsEnd /STK=
MOE430_2_1427510_at 12.4 7.7 A A 0.08 0.14 -0.4 NC 0.5 gb:U38501.1 /DB_XREF=gi:1353505 /FEA=mRNA /CNT=12 /TID=Mm.28859.1 /TIER=ConsEnd /STK=0 /UG=Mm.28859 /LL=14677 /UG_GENE=Gnai1 /DEF=
MOE430_2_1427574_s_ 32.7 21.8 P A 0.03 0.17 -0.4 NC 0.99 gb:BF232848 /DB_XREF=gi:11142838 /DB_XREF=602023565F1 /CLONE=IMAGE:4158640 /FEA=mRNA /CNT=4 /TID=Mm.207077.1 /TIER=ConsEnd /STK=0
MOE430_2_1427645_a_ 0.9 0.6 A A 0.72 0.74 -0.4 NC 0.26 gb:AJ277831.1 /DB_XREF=gi:10637888 /GEN=IL1RAPL-2 /FEA=mRNA /CNT=2 /TID=Mm.155534.2 /TIER=ConsEnd /STK=0 /UG=Mm.155534 /LL=60367 /
MOE430_2_1427701_a_ 14.5 10 P A 0.04 0.24 -0.4 NC 0.5 gb:D50417.1 /DB_XREF=gi:1255627 /FEA=mRNA /CNT=1 /TID=Mm.5085.3 /TIER=ConsEnd /STK=0 /UG=Mm.5085 /LL=20474 /UG_GENE=Six4 /DEF=Mou
MOE430_2_1427702_at 69.2 39.5 P P 0.01 0.03 -0.4 NC 0.94 gb:X16493.1 /DB_XREF=gi:55482 /FEA=mRNA /CNT=1 /TID=Mm.4184.1 /TIER=ConsEnd /STK=0 /UG=Mm.4184 /LL=22640 /UG_GENE=Zfp1 /UG_TITLE=z
MOE430_2_1427721_at 11.4 6.9 P A 0.04 0.36 -0.4 NC 0.64 gb:AF248056.1 /DB_XREF=gi:10048258 /FEA=mRNA /CNT=1 /TID=Mm.154802.1 /TIER=ConsEnd /STK=0 /UG=Mm.154802 /DEF=Mus musculus unknown m
MOE430_2_1427742_a_ 62.5 45 P P 0.005859 0.01 -0.4 D 0.99 gb:AF072403.1 /DB_XREF=gi:4092799 /FEA=mRNA /CNT=1 /TID=Mm.196627.3 /TIER=ConsEnd /STK=0 /UG=Mm.196627 /LL=23849 /UG_GENE=Copeb /D
MOE430_2_1427823_at 25 15.2 A A 0.3 0.43 -0.4 NC 0.5 gb:X16301.1 /DB_XREF=gi:50759 /FEA=mRNA /CNT=1 /TID=Mm.1340.1 /TIER=ConsEnd /STK=0 /UG=Mm.1340 /UG_TITLE=M.musculus RNA for 18.8 fami
MOE430_2_1427874_at 247.4 203.7 P P 0.000244 0.000732 -0.4 D 0.99 gb:AF502145.1 /DB_XREF=gi:20454200 /GEN=Znf313 /FEA=mRNA /CNT=519 /TID=Mm.22225.1 /TIER=Stack /STK=403 /UG=Mm.22225 /LL=73735 /DEF=
MOE430_2_1427884_at 2190 1739.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW550625 /DB_XREF=gi:7196053 /DB_XREF=L0067A05-3 /CLONE=L0067A05 /FEA=mRNA /CNT=417 /TID=Mm.147387.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1427888_a_ 2430.8 2061.9 P P 0.000732 0.001221 -0.4 D 0.99 gb:AK011566.1 /DB_XREF=gi:12847773 /FEA=mRNA /CNT=174 /TID=Mm.18249.1 /TIER=Stack /STK=60 /UG=Mm.18249 /LL=76356 /UG_GENE=2610027H
MOE430_2_1427918_a_ 1639.4 1434.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI081723 /DB_XREF=gi:14500053 /DB_XREF=602879605F1 /CLONE=IMAGE:5011273 /FEA=mRNA /CNT=114 /TID=Mm.826.1 /TIER=Stack /STK=23 /U
MOE430_2_1427947_at 178.7 140.4 P P 0.00415 0.01 -0.4 D 0.99 gb:AW047294 /DB_XREF=gi:5907823 /DB_XREF=UI-M-BH1-amh-e-01-0-UI.s1 /CLONE=UI-M-BH1-amh-e-01-0-UI /FEA=mRNA /CNT=18 /TID=Mm.2284
MOE430_2_1427967_at 41.8 45.5 P P 0.001953 0.005859 -0.4 NC 0.74 gb:BE653295 /DB_XREF=gi:9979194 /DB_XREF=UI-M-AP1-agn-a-02-0-UI.r1 /CLONE=UI-M-AP1-agn-a-02-0-UI /FEA=mRNA /CNT=34 /TID=Mm.39965.
MOE430_2_1428098_a_ 101.3 72.3 P P 0.000244 0.00293 -0.4 NC 0.75 gb:AK010720.1 /DB_XREF=gi:12846366 /FEA=mRNA /CNT=196 /TID=Mm.18761.1 /TIER=Stack /STK=35 /UG=Mm.18761 /LL=67623 /UG_GENE=2010003B
MOE430_2_1428121_at 399.9 282.8 P P 0.000732 0.001221 -0.4 NC 0.99 gb:BB556671 /DB_XREF=gi:16448715 /DB_XREF=BB556671 /CLONE=E330024M11 /FEA=mRNA /CNT=169 /TID=Mm.23017.1 /TIER=Stack /STK=104 /UG
MOE430_2_1428158_at 1135 753.9 P P 0.000244 0.000244 -0.4 NC 0.98 gb:AK003638.1 /DB_XREF=gi:12834424 /FEA=mRNA /CNT=179 /TID=Mm.148007.1 /TIER=Stack /STK=88 /UG=Mm.148007 /LL=67605 /UG_GENE=111001
MOE430_2_1428165_at 219.5 174.4 P P 0.01 0.02 -0.4 D 0.99 gb:AK009447.1 /DB_XREF=gi:12844248 /FEA=mRNA /CNT=182 /TID=Mm.181278.1 /TIER=Stack /STK=85 /UG=Mm.181278 /LL=66700 /UG_GENE=492150
MOE430_2_1428170_at 66.5 52 P P 0.00293 0.000244 -0.4 NC 0.5 gb:AK009725.1 /DB_XREF=gi:12844697 /FEA=mRNA /CNT=105 /TID=Mm.32254.1 /TIER=Stack /STK=84 /UG=Mm.32254 /LL=76451 /UG_GENE=2310040I0
MOE430_2_1428176_at 920.5 735.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK003144.1 /DB_XREF=gi:12833627 /FEA=mRNA /CNT=117 /TID=Mm.46493.1 /TIER=Stack /STK=80 /UG=Mm.46493 /LL=68430 /UG_GENE=1100001A
MOE430_2_1428290_at 215 153.7 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AK017491.1 /DB_XREF=gi:12856752 /FEA=mRNA /CNT=87 /TID=Mm.38407.1 /TIER=Stack /STK=60 /UG=Mm.38407 /LL=70478 /UG_GENE=5730405E0
MOE430_2_1428330_at 113.5 74.6 P P 0.000732 0.000732 -0.4 NC 0.97 gb:AK012087.1 /DB_XREF=gi:12848612 /FEA=mRNA /CNT=59 /TID=Mm.23230.2 /TIER=Stack /STK=53 /UG=Mm.23230 /LL=70028 /UG_GENE=2610510B0
MOE430_2_1428331_at 318 291.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI415578 /DB_XREF=gi:15176501 /DB_XREF=602988356F1 /CLONE=IMAGE:5144676 /FEA=mRNA /CNT=113 /TID=Mm.46790.1 /TIER=Stack /STK=52 
MOE430_2_1428340_s_ 216.5 163.1 P P 0.000244 0.001953 -0.4 D 0.99 gb:AK003623.1 /DB_XREF=gi:12834400 /FEA=mRNA /CNT=156 /TID=Mm.41331.1 /TIER=Stack /STK=51 /UG=Mm.41331 /LL=74772 /UG_GENE=1110012E
MOE430_2_1428345_at 60.7 42.3 P P 0.00415 0.008057 -0.4 NC 0.95 gb:BB229589 /DB_XREF=gi:16354312 /DB_XREF=BB229589 /CLONE=A630022G20 /FEA=mRNA /CNT=90 /TID=Mm.32567.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1428356_at 3.9 2 A A 0.72 0.95 -0.4 NC 0.74 gb:AI326285 /DB_XREF=gi:4060714 /DB_XREF=ml39h12.x1 /CLONE=IMAGE:514439 /FEA=mRNA /CNT=96 /TID=Mm.61022.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1428369_s_ 332.3 247 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM213829 /DB_XREF=gi:17771837 /DB_XREF=C0842B11-3 /CLONE=C0842B11 /FEA=mRNA /CNT=96 /TID=Mm.28507.1 /TIER=Stack /STK=48 /UG=
MOE430_2_1428379_at 2.2 1.1 A A 0.53 0.94 -0.4 NC 0.88 gb:BQ180367 /DB_XREF=gi:20355846 /DB_XREF=UI-M-EX0-bxb-e-14-0-UI.r1 /CLONE=IMAGE:5705845 /FEA=mRNA /CNT=58 /TID=Mm.70945.2 /TIER=
MOE430_2_1428405_at 3233 2405.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF580567 /DB_XREF=gi:11654279 /DB_XREF=602097372F1 /CLONE=IMAGE:4217344 /FEA=mRNA /CNT=87 /TID=Mm.28518.2 /TIER=Stack /STK=44 /
MOE430_2_1428484_at 201.2 168 P P 0.00415 0.01 -0.4 D 0.99 gb:AK004768.1 /DB_XREF=gi:12836194 /FEA=mRNA /CNT=71 /TID=Mm.31024.1 /TIER=Stack /STK=39 /UG=Mm.31024 /LL=71720 /UG_GENE=Osbpl3 /U
MOE430_2_1428503_a_ 58.9 58.6 P P 0.000244 0.000244 -0.4 NC 0.93 gb:AK010285.1 /DB_XREF=gi:12845612 /FEA=mRNA /CNT=43 /TID=Mm.25648.2 /TIER=Stack /STK=37 /UG=Mm.25648 /LL=69721 /UG_GENE=2400004O0
MOE430_2_1428515_at 219.9 171.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK010472.1 /DB_XREF=gi:12845942 /FEA=mRNA /CNT=45 /TID=Mm.141150.1 /TIER=Stack /STK=36 /UG=Mm.141150 /LL=69747 /UG_GENE=2410012
MOE430_2_1428524_at 61.9 50.7 P P 0.000244 0.008057 -0.4 NC 0.98 gb:AK009937.1 /DB_XREF=gi:12845040 /FEA=mRNA /CNT=51 /TID=Mm.196576.1 /TIER=Stack /STK=35 /UG=Mm.196576 /LL=71941 /UG_GENE=2310051
MOE430_2_1428566_at 54.7 44.9 A A 0.14 0.11 -0.4 NC 0.57 gb:AK017731.1 /DB_XREF=gi:12857123 /FEA=mRNA /CNT=60 /TID=Mm.45272.1 /TIER=Stack /STK=32 /UG=Mm.45272 /LL=66667 /UG_GENE=3830421G2
MOE430_2_1428572_at 2437.5 1755 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK011545.1 /DB_XREF=gi:12847737 /FEA=mRNA /CNT=162 /TID=Mm.29586.1 /TIER=Stack /STK=31 /UG=Mm.29586 /LL=70350 /UG_GENE=Basp1 /U
MOE430_2_1428655_at 421.6 324.6 P P 0.00415 0.01 -0.4 D 0.99 gb:AK003781.1 /DB_XREF=gi:12834654 /FEA=mRNA /CNT=59 /TID=Mm.21537.1 /TIER=Stack /STK=27 /UG=Mm.21537 /LL=73825 /UG_GENE=1110018J1
MOE430_2_1428660_s_ 329.9 251.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK009693.1 /DB_XREF=gi:12844644 /GEN=Tor3a /FEA=mRNA /CNT=43 /TID=Mm.27464.1 /TIER=Stack /STK=27 /UG=Mm.27464 /LL=30935 /UG_TITL
MOE430_2_1428669_at 68 48.6 P P 0.00293 0.01 -0.4 NC 0.62 gb:AK012810.1 /DB_XREF=gi:12849800 /FEA=mRNA /CNT=75 /TID=Mm.41881.1 /TIER=Stack /STK=26 /UG=Mm.41881 /LL=67253 /UG_GENE=2900002K0
MOE430_2_1428706_at 207.3 146.8 P P 0.000244 0.000244 -0.4 NC 0.97 gb:AK014046.1 /DB_XREF=gi:12851678 /FEA=mRNA /CNT=75 /TID=Mm.25170.1 /TIER=Stack /STK=24 /UG=Mm.25170 /LL=73139 /UG_GENE=3110013H0
MOE430_2_1428723_at 155.2 155.5 P P 0.000244 0.000732 -0.4 NC 0.99 gb:AK009886.1 /DB_XREF=gi:12844956 /FEA=mRNA /CNT=55 /TID=Mm.41579.1 /TIER=Stack /STK=24 /UG=Mm.41579 /LL=71923 /UG_GENE=2310047M
MOE430_2_1428770_at 33.3 18.6 A A 0.24 0.5 -0.4 NC 0.75 gb:AK019853.1 /DB_XREF=gi:12860220 /FEA=mRNA /CNT=63 /TID=Mm.33183.1 /TIER=ConsEnd /STK=0 /UG=Mm.33183 /LL=78897 /UG_GENE=4931420
MOE430_2_1428792_at 20.8 10.6 A A 0.17 0.12 -0.4 NC 0.5 gb:AK008957.1 /DB_XREF=gi:12843457 /FEA=mRNA /CNT=48 /TID=Mm.26862.1 /TIER=Stack /STK=21 /UG=Mm.26862 /LL=76960 /UG_GENE=2210416M2
MOE430_2_1428878_a_ 35.9 25.1 A A 0.09 0.14 -0.4 NC 0.5 gb:AI595920 /DB_XREF=gi:4604968 /DB_XREF=uk20b09.x1 /CLONE=IMAGE:1969529 /FEA=mRNA /CNT=63 /TID=Mm.38610.2 /TIER=Stack /STK=9 /UG=
MOE430_2_1428910_at 838.6 615.6 P P 0.000732 0.000732 -0.4 D 0.99 gb:BI328156 /DB_XREF=gi:15012813 /DB_XREF=602985414F1 /CLONE=IMAGE:5138066 /FEA=mRNA /CNT=76 /TID=Mm.29423.1 /TIER=Stack /STK=17 /
MOE430_2_1428929_s_ 66.8 58.4 P P 0.005859 0.01 -0.4 NC 0.74 gb:BC019170.1 /DB_XREF=gi:17512419 /FEA=mRNA /CNT=39 /TID=Mm.80542.2 /TIER=Stack /STK=17 /UG=Mm.80542 /LL=67582 /UG_GENE=4930433D1
MOE430_2_1428953_at 128.5 125.9 P P 0.000244 0.000244 -0.4 NC 0.88 gb:AK015501.1 /DB_XREF=gi:12853870 /FEA=mRNA /CNT=28 /TID=Mm.132602.1 /TIER=Stack /STK=16 /UG=Mm.132602 /LL=74922 /UG_GENE=4930463
MOE430_2_1428997_at 1427.1 1019.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV011460 /DB_XREF=gi:16356158 /DB_XREF=AV011460 /CLONE=1110032F01 /FEA=mRNA /CNT=89 /TID=Mm.20805.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1429006_s_ 124.3 88 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK011838.1 /DB_XREF=gi:12848213 /FEA=mRNA /CNT=41 /TID=Mm.82354.2 /TIER=Stack /STK=14 /UG=Mm.82354 /LL=73242 /UG_GENE=3110080J0
MOE430_2_1429022_at 4.2 2.8 A A 0.5 0.53 -0.4 NC 0.5 gb:AK013587.1 /DB_XREF=gi:12851007 /FEA=mRNA /CNT=27 /TID=Mm.41600.1 /TIER=Stack /STK=14 /UG=Mm.41600 /LL=72954 /UG_GENE=2900024I10
MOE430_2_1429037_at 1.4 0.7 A A 0.93 0.88 -0.4 NC 0.36 gb:AK006101.1 /DB_XREF=gi:12839023 /FEA=mRNA /CNT=16 /TID=Mm.78558.1 /TIER=Stack /STK=14 /UG=Mm.78558 /LL=69397 /UG_GENE=1700019A0
MOE430_2_1429070_at 92.1 74.1 P P 0.001221 0.001221 -0.4 NC 0.99 gb:AK009216.1 /DB_XREF=gi:12843869 /FEA=mRNA /CNT=23 /TID=Mm.102341.1 /TIER=Stack /STK=13 /UG=Mm.102341 /LL=71880 /UG_GENE=2310007
MOE430_2_1429147_at 11.6 7.2 P A 0.04 0.17 -0.4 NC 0.5 gb:BB626504 /DB_XREF=gi:16464463 /DB_XREF=BB626504 /CLONE=9330196K18 /FEA=mRNA /CNT=76 /TID=Mm.41279.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1429160_at 149.2 113 P P 0.00293 0.00415 -0.4 NC 0.97 gb:AK012733.1 /DB_XREF=gi:12849674 /FEA=mRNA /CNT=29 /TID=Mm.196528.1 /TIER=Stack /STK=10 /UG=Mm.196528 /LL=76366 /UG_GENE=2810012
MOE430_2_1429176_at 309.4 227.2 P P 0.000244 0.000244 -0.4 NC 0.97 gb:AW557823 /DB_XREF=gi:7203252 /DB_XREF=L0287A08-3 /CLONE=L0287A08 /FEA=mRNA /CNT=19 /TID=Mm.100831.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429179_at 3.9 1.9 A A 0.66 0.53 -0.4 NC 0.1 gb:AK003121.1 /DB_XREF=gi:12833583 /FEA=mRNA /CNT=13 /TID=Mm.30724.1 /TIER=Stack /STK=10 /UG=Mm.30724 /LL=71693 /UG_GENE=1010001H1
MOE430_2_1429221_at 3.9 0.5 A A 0.43 0.56 -0.4 NC 0.42 gb:AK013297.1 /DB_XREF=gi:12850574 /FEA=mRNA /CNT=22 /TID=Mm.23010.2 /TIER=ConsEnd /STK=1 /UG=Mm.23010 /LL=67228 /UG_GENE=2810443
MOE430_2_1429267_at 29.5 21.6 A A 0.06 0.06 -0.4 NC 0.5 gb:AW060409 /DB_XREF=gi:6008160 /DB_XREF=UI-M-BH1-anj-b-04-0-UI.s1 /CLONE=UI-M-BH1-anj-b-04-0-UI /FEA=mRNA /CNT=15 /TID=Mm.38515.
MOE430_2_1429275_at 22.7 18.6 P A 0.03 0.3 -0.4 NC 0.53 gb:AK017999.1 /DB_XREF=gi:12857520 /FEA=mRNA /CNT=16 /TID=Mm.10626.1 /TIER=Stack /STK=8 /UG=Mm.10626 /LL=76057 /UG_GENE=5830448L21
MOE430_2_1429300_at 47.2 34.5 A A 0.17 0.21 -0.4 NC 0.99 gb:AK010867.1 /DB_XREF=gi:12846605 /FEA=mRNA /CNT=66 /TID=Mm.35977.1 /TIER=Stack /STK=60 /UG=Mm.35977 /LL=74251 /UG_GENE=2500003O2
MOE430_2_1429348_at 285 249.8 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AK004119.1 /DB_XREF=gi:12835179 /FEA=mRNA /CNT=82 /TID=Mm.69051.1 /TIER=Stack /STK=33 /UG=Mm.69051 /LL=68696 /UG_GENE=1110036B0
MOE430_2_1429365_at 2.3 1.9 A A 0.6 0.94 -0.4 NC 0.83 gb:AK006048.1 /DB_XREF=gi:12838943 /FEA=mRNA /CNT=36 /TID=Mm.78996.1 /TIER=Stack /STK=30 /UG=Mm.78996 /LL=69439 /UG_GENE=1700016M2



MOE430_2_1429381_x_ 23.1 26.5 A A 0.11 0.19 -0.4 NC 0.5 gb:AK007826.1 /DB_XREF=gi:12841627 /FEA=mRNA /CNT=37 /TID=Mm.157783.14 /TIER=Stack /STK=27 /UG=Mm.157783 /LL=104911 /UG_GENE=AI893
MOE430_2_1429413_at 5.7 4.7 A A 0.66 0.27 -0.4 NC 0.05 gb:AK017670.1 /DB_XREF=gi:12857026 /FEA=mRNA /CNT=110 /TID=Mm.41748.1 /TIER=Stack /STK=23 /UG=Mm.41748 /LL=70574 /UG_GENE=5730456K
MOE430_2_1429486_at 62.7 54.5 P P 0.02 0.02 -0.4 NC 0.64 gb:AV256368 /DB_XREF=gi:16388308 /DB_XREF=AV256368 /CLONE=4921527L12 /FEA=mRNA /CNT=35 /TID=Mm.37295.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1429527_a_ 250.3 195.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF319989 /DB_XREF=gi:11268852 /DB_XREF=uz45b08.x1 /CLONE=IMAGE:3671991 /FEA=mRNA /CNT=17 /TID=Mm.14627.3 /TIER=Stack /STK=16 /U
MOE430_2_1429586_at 33.9 31.5 P P 0.03 0.04 -0.4 NC 0.65 gb:BB225776 /DB_XREF=gi:8896421 /DB_XREF=BB225776 /CLONE=A530093P16 /FEA=mRNA /CNT=25 /TID=Mm.78017.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429594_at 43.2 33.5 P P 0.000244 0.000244 -0.4 NC 0.7 gb:BB030482 /DB_XREF=gi:16258160 /DB_XREF=BB030482 /CLONE=5830454P10 /FEA=mRNA /CNT=37 /TID=Mm.218855.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1429713_at 264 191.7 P P 0.000732 0.001221 -0.4 D 0.99 gb:AK013017.1 /DB_XREF=gi:12850119 /FEA=mRNA /CNT=61 /TID=Mm.103546.1 /TIER=Stack /STK=9 /UG=Mm.103546 /LL=67902 /UG_GENE=2610040F
MOE430_2_1429714_at 207.2 123.9 P P 0.01 0.001953 -0.4 MD 0.99 gb:BB822050 /DB_XREF=gi:16994679 /DB_XREF=BB822050 /CLONE=G830016N13 /FEA=mRNA /CNT=61 /TID=Mm.103546.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1429721_s_ 0.4 0.6 A A 0.9 0.96 -0.4 NC 0.5 gb:BG066938 /DB_XREF=gi:12549507 /DB_XREF=H3048G03-3 /CLONE=H3048G03 /FEA=mRNA /CNT=19 /TID=Mm.25097.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429766_at 56.9 46.3 P P 0.000732 0.001953 -0.4 NC 0.83 gb:AK012741.1 /DB_XREF=gi:12849686 /FEA=mRNA /CNT=47 /TID=Mm.41515.1 /TIER=Stack /STK=8 /UG=Mm.41515 /LL=67206 /UG_GENE=2810013P06
MOE430_2_1429786_a_ 371.7 287.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK008144.1 /DB_XREF=gi:12842149 /FEA=mRNA /CNT=12 /TID=Mm.38994.3 /TIER=Stack /STK=8 /UG=Mm.38994 /LL=66564 /UG_GENE=2600001N01
MOE430_2_1429790_at 3.2 3.4 A A 0.66 0.72 -0.4 NC 0.74 gb:AK018246.1 /DB_XREF=gi:12857866 /FEA=mRNA /CNT=15 /TID=Mm.117026.1 /TIER=Stack /STK=8 /UG=Mm.117026 /LL=76183 /UG_GENE=6330569O
MOE430_2_1429834_a_ 217.4 130.2 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AK014229.1 /DB_XREF=gi:12851946 /FEA=mRNA /CNT=20 /TID=Mm.29451.1 /TIER=ConsEnd /STK=7 /UG=Mm.29451 /LL=73190 /UG_GENE=3110057
MOE430_2_1429872_at 16.8 12.7 A A 0.3 0.46 -0.4 NC 0.35 gb:AK005740.1 /DB_XREF=gi:12838472 /FEA=mRNA /CNT=8 /TID=Mm.72752.1 /TIER=ConsEnd /STK=7 /UG=Mm.72752 /LL=74215 /UG_GENE=1700007N
MOE430_2_1429912_at 9.5 7.9 A A 0.17 0.33 -0.4 NC 0.5 gb:AK006225.1 /DB_XREF=gi:12839206 /FEA=mRNA /CNT=12 /TID=Mm.33629.1 /TIER=ConsEnd /STK=6 /UG=Mm.33629 /LL=76407 /UG_GENE=1700021
MOE430_2_1429935_at 5.6 2.9 A A 0.14 0.5 -0.4 NC 0.46 gb:AK020307.1 /DB_XREF=gi:12860857 /FEA=mRNA /CNT=7 /TID=Mm.99123.1 /TIER=ConsEnd /STK=6 /UG=Mm.99123 /LL=77701 /UG_GENE=9230102M
MOE430_2_1429959_at 18.1 14.5 A A 0.08 0.06 -0.4 NC 0.5 gb:AK018347.1 /DB_XREF=gi:12858007 /FEA=mRNA /CNT=9 /TID=Mm.86150.1 /TIER=ConsEnd /STK=5 /UG=Mm.86150 /LL=71442 /UG_GENE=6620401D
MOE430_2_1430082_at 11.1 10.9 M A 0.05 0.21 -0.4 NC 0.5 gb:AK015753.1 /DB_XREF=gi:12854206 /FEA=mRNA /CNT=8 /TID=Mm.50361.1 /TIER=ConsEnd /STK=4 /UG=Mm.50361 /LL=75820 /UG_GENE=4930511H
MOE430_2_1430086_at 10 5.5 A A 0.5 0.6 -0.4 NC 0.59 gb:AK010496.1 /DB_XREF=gi:12845987 /FEA=mRNA /CNT=7 /TID=Mm.158314.1 /TIER=ConsEnd /STK=4 /UG=Mm.158314 /LL=69992 /UG_GENE=241001
MOE430_2_1430088_at 9.7 7.1 A A 0.14 0.12 -0.4 NC 0.5 gb:BB447827 /DB_XREF=gi:9290439 /DB_XREF=BB447827 /CLONE=D030063B15 /FEA=mRNA /CNT=7 /TID=Mm.127078.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430125_s_ 327.6 229.3 P P 0.000244 0.000732 -0.4 D 0.99 gb:AK009256.1 /DB_XREF=gi:12843939 /FEA=mRNA /CNT=28 /TID=Mm.29247.2 /TIER=ConsEnd /STK=3 /UG=Mm.29247 /LL=66943 /UG_GENE=2310009
MOE430_2_1430140_at 1.7 0.9 A A 0.75 0.93 -0.4 NC 0.6 gb:AV265988 /DB_XREF=gi:16389403 /DB_XREF=AV265988 /CLONE=4930512L08 /FEA=mRNA /CNT=14 /TID=Mm.72646.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430146_at 4.1 1.9 A A 0.66 0.63 -0.4 NC 0.41 gb:AV260375 /DB_XREF=gi:16388753 /DB_XREF=AV260375 /CLONE=4930412O05 /FEA=mRNA /CNT=13 /TID=Mm.78341.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430229_at 2.2 0.6 A A 0.82 0.99 -0.4 NC 0.96 gb:AK018183.1 /DB_XREF=gi:12857785 /FEA=mRNA /CNT=6 /TID=Mm.95273.1 /TIER=ConsEnd /STK=3 /UG=Mm.95273 /LL=70713 /UG_GENE=6330416L
MOE430_2_1430275_a_ 28.9 21.3 P P 0.03 0.01 -0.4 NC 0.58 gb:AK016322.1 /DB_XREF=gi:12855009 /GEN=Aqr /FEA=mRNA /CNT=4 /TID=Mm.2545.2 /TIER=ConsEnd /STK=3 /UG=Mm.2545 /LL=11834 /UG_TITLE=a
MOE430_2_1430367_at 35.4 35.4 P P 0.001221 0.00415 -0.4 NC 0.83 gb:BE331859 /DB_XREF=gi:9205568 /DB_XREF=us51a06.x1 /CLONE=IMAGE:3215890 /FEA=mRNA /CNT=7 /TID=Mm.130952.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1430369_at 9 3.8 A A 0.21 0.5 -0.4 NC 0.59 gb:BB533969 /DB_XREF=gi:9585898 /DB_XREF=BB533969 /CLONE=E030032N12 /FEA=mRNA /CNT=6 /TID=Mm.154048.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430434_at 2.4 1.7 A A 0.72 0.72 -0.4 NC 0.3 gb:AK016603.1 /DB_XREF=gi:12855431 /FEA=mRNA /CNT=5 /TID=Mm.159193.1 /TIER=ConsEnd /STK=2 /UG=Mm.159193 /LL=74419 /UG_GENE=493340
MOE430_2_1430499_at 1.3 0.8 A A 0.82 0.9 -0.4 NC 0.86 gb:AK006834.1 /DB_XREF=gi:12840110 /FEA=mRNA /CNT=3 /TID=Mm.57588.1 /TIER=ConsEnd /STK=2 /UG=Mm.57588 /LL=73423 /UG_GENE=1700058M
MOE430_2_1430517_at 5.7 6.1 A A 0.49 0.19 -0.4 NC 0.19 gb:AK016041.1 /DB_XREF=gi:12854625 /FEA=mRNA /CNT=3 /TID=Mm.159449.1 /TIER=ConsEnd /STK=2 /UG=Mm.159449 /LL=75173 /UG_GENE=493054
MOE430_2_1430543_at 417 341.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK005167.1 /DB_XREF=gi:12837137 /FEA=mRNA /CNT=35 /TID=Mm.41821.1 /TIER=ConsEnd /STK=1 /UG=Mm.41821 /LL=76686 /UG_GENE=1500005
MOE430_2_1430591_at 1.2 1.1 A A 0.85 0.88 -0.4 NC 0.9 gb:AK011834.1 /DB_XREF=gi:12848206 /FEA=mRNA /CNT=10 /TID=Mm.48025.1 /TIER=ConsEnd /STK=1 /UG=Mm.48025 /UG_TITLE=Mus musculus 10 da
MOE430_2_1430660_at 6.1 4 A A 0.27 0.56 -0.4 NC 0.51 gb:AV291471 /DB_XREF=gi:6305502 /DB_XREF=AV291471 /CLONE=5430404N14 /FEA=mRNA /CNT=8 /TID=Mm.126870.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430674_at 6.3 1.1 A A 0.56 0.85 -0.4 NC 0.7 gb:AV266242 /DB_XREF=gi:6254279 /DB_XREF=AV266242 /CLONE=4930515I01 /FEA=mRNA /CNT=6 /TID=Mm.84467.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1430687_at 12.1 9.1 A A 0.17 0.11 -0.4 NC 0.5 gb:AV333178 /DB_XREF=gi:6373230 /DB_XREF=AV333178 /CLONE=6330545A04 /FEA=mRNA /CNT=7 /TID=Mm.159698.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430738_at 1.8 1.1 A A 0.78 0.79 -0.4 NC 0.71 gb:AV249898 /DB_XREF=gi:6237357 /DB_XREF=AV249898 /CLONE=4833419K08 /FEA=mRNA /CNT=5 /TID=Mm.159257.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430779_at 23.6 15.5 A A 0.33 0.3 -0.4 NC 0.5 gb:BB665367 /DB_XREF=gi:16499017 /DB_XREF=BB665367 /CLONE=E130203P04 /FEA=mRNA /CNT=4 /TID=Mm.160027.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430856_at 35.6 21.2 P P 0.01 0.03 -0.4 NC 0.5 gb:AK007848.1 /DB_XREF=gi:12841663 /FEA=mRNA /CNT=4 /TID=Mm.154342.1 /TIER=ConsEnd /STK=1 /UG=Mm.154342 /LL=73655 /UG_GENE=181004
MOE430_2_1430897_at 2.2 0.5 A A 0.72 0.93 -0.4 NC 0.79 gb:BB016737 /DB_XREF=gi:8187913 /DB_XREF=BB016737 /CLONE=4930563O14 /FEA=mRNA /CNT=3 /TID=Mm.159479.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430927_at 3.3 2.2 A A 0.43 0.6 -0.4 NC 0.5 gb:AK008389.1 /DB_XREF=gi:12842544 /FEA=mRNA /CNT=3 /TID=Mm.158821.1 /TIER=ConsEnd /STK=1 /UG=Mm.158821 /LL=72431 /UG_GENE=201011
MOE430_2_1430932_at 7.2 6.8 M A 0.05 0.36 -0.4 NC 0.8 gb:AK018301.1 /DB_XREF=gi:12857942 /FEA=mRNA /CNT=3 /TID=Mm.219432.1 /TIER=ConsEnd /STK=1 /UG=Mm.219432 /LL=76239 /UG_GENE=643070
MOE430_2_1430974_a_ 28.8 24.1 A A 0.12 0.12 -0.4 NC 0.5 gb:AK020068.1 /DB_XREF=gi:12860534 /FEA=mRNA /CNT=3 /TID=Mm.46588.2 /TIER=ConsEnd /STK=1 /UG=Mm.46588 /LL=66315 /UG_GENE=2810413I2
MOE430_2_1431006_at 10.9 9.5 A A 0.43 0.27 -0.4 NC 0.44 gb:AI466027 /DB_XREF=gi:4320057 /DB_XREF=vw30g07.y1 /CLONE=IMAGE:1245372 /FEA=mRNA /CNT=35 /TID=Mm.29746.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431013_at 12.4 8.5 A A 0.06 0.11 -0.4 NC 0.37 gb:AA050796 /DB_XREF=gi:1530666 /DB_XREF=mg73c02.r1 /CLONE=IMAGE:438626 /FEA=mRNA /CNT=35 /TID=Mm.28571.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431055_a_ 85 77.9 P P 0.000244 0.000244 -0.4 NC 0.97 gb:AK010399.1 /DB_XREF=gi:12845814 /FEA=mRNA /CNT=12 /TID=Mm.29101.2 /TIER=ConsEnd /STK=0 /UG=Mm.29101 /LL=71982 /UG_GENE=2410004
MOE430_2_1431063_at 30.6 20 P P 0.04 0.01 -0.4 NC 0.2 gb:AA119261 /DB_XREF=gi:1676816 /DB_XREF=mp59b07.r1 /CLONE=IMAGE:573493 /FEA=mRNA /CNT=30 /TID=Mm.38851.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431079_at 19.9 12.9 P P 0.04 0.01 -0.4 NC 0.5 gb:BF148029 /DB_XREF=gi:11029424 /DB_XREF=uw93d01.x1 /CLONE=IMAGE:3469537 /FEA=mRNA /CNT=15 /TID=Mm.24994.1 /TIER=ConsEnd /STK=0 
MOE430_2_1431145_a_ 1091.4 900.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK003457.1 /DB_XREF=gi:12834139 /FEA=mRNA /CNT=11 /TID=Mm.218848.2 /TIER=ConsEnd /STK=0 /UG=Mm.218848 /LL=67116 /UG_GENE=30100
MOE430_2_1431146_a_ 70.7 63.6 P P 0.000244 0.000732 -0.4 D 0.99 gb:AK004559.1 /DB_XREF=gi:12835810 /FEA=mRNA /CNT=10 /TID=Mm.80748.2 /TIER=ConsEnd /STK=0 /UG=Mm.80748 /LL=66871 /UG_GENE=1200003
MOE430_2_1431153_at 14.3 13.5 A A 0.21 0.19 -0.4 NC 0.45 gb:BB646885 /DB_XREF=gi:16481214 /DB_XREF=BB646885 /CLONE=B930049I24 /FEA=mRNA /CNT=8 /TID=Mm.159713.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431199_at 25.4 19.1 P P 0.03 0.005859 -0.4 NC 0.28 gb:BG271102 /DB_XREF=gi:12978909 /DB_XREF=ib04e06.y1 /CLONE=IMAGE:5646826 /FEA=mRNA /CNT=7 /TID=Mm.105357.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431213_a_ 68.7 53.7 P P 0.001221 0.000244 -0.4 NC 0.5 gb:BG297038 /DB_XREF=gi:13060290 /DB_XREF=602394895F1 /CLONE=IMAGE:4506814 /FEA=mRNA /CNT=9 /TID=Mm.157900.1 /TIER=ConsEnd /STK=
MOE430_2_1431214_at 30.8 24.1 P M 0.00415 0.05 -0.4 NC 0.42 gb:BG297038 /DB_XREF=gi:13060290 /DB_XREF=602394895F1 /CLONE=IMAGE:4506814 /FEA=mRNA /CNT=9 /TID=Mm.157900.1 /TIER=ConsEnd /STK=
MOE430_2_1431228_s_ 218.1 162.7 P P 0.000244 0.001221 -0.4 D 0.99 gb:AA120741 /DB_XREF=gi:1676015 /DB_XREF=ml56h01.r1 /CLONE=IMAGE:516049 /FEA=mRNA /CNT=7 /TID=Mm.180942.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431258_at 23.5 18 A A 0.12 0.3 -0.4 NC 0.33 gb:BI078113 /DB_XREF=gi:14496443 /DB_XREF=602872420F1 /CLONE=IMAGE:5004317 /FEA=mRNA /CNT=8 /TID=Mm.178070.1 /TIER=ConsEnd /STK=0
MOE430_2_1431284_a_ 281 192.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK008721.1 /DB_XREF=gi:12843089 /FEA=mRNA /CNT=5 /TID=Mm.11112.2 /TIER=ConsEnd /STK=0 /UG=Mm.11112 /LL=73658 /UG_GENE=2210013K
MOE430_2_1431296_at 0.4 0.6 A A 0.93 0.98 -0.4 NC 0.72 gb:AA555873 /DB_XREF=gi:2327434 /DB_XREF=vk50e11.r1 /CLONE=IMAGE:958124 /FEA=mRNA /CNT=5 /TID=Mm.61327.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431310_s_ 3.3 0.2 A A 0.29 0.72 -0.4 NC 0.85 gb:AK014686.1 /DB_XREF=gi:12852689 /FEA=mRNA /CNT=6 /TID=Mm.42006.1 /TIER=ConsEnd /STK=0 /UG=Mm.42006 /LL=74605 /UG_GENE=4833412E
MOE430_2_1431318_at 4.1 3.4 A A 0.36 0.46 -0.4 NC 0.73 gb:AI021651 /DB_XREF=gi:3235987 /DB_XREF=ub10a03.r1 /CLONE=IMAGE:1366540 /FEA=mRNA /CNT=6 /TID=Mm.175698.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431319_at 34.7 33.5 P P 0.008057 0.005859 -0.4 NC 0.5 gb:AK016524.1 /DB_XREF=gi:12855302 /FEA=mRNA /CNT=5 /TID=Mm.159174.1 /TIER=ConsEnd /STK=0 /UG=Mm.159174 /LL=74372 /UG_GENE=493241
MOE430_2_1431344_at 11.2 6.5 P A 0.01 0.21 -0.4 NC 0.5 gb:AK015353.1 /DB_XREF=gi:12853661 /FEA=mRNA /CNT=4 /TID=Mm.159106.1 /TIER=ConsEnd /STK=0 /UG=Mm.159106 /LL=73983 /UG_GENE=493044
MOE430_2_1431356_at 4.4 3.6 A A 0.39 0.43 -0.4 NC 0.5 gb:AK019889.1 /DB_XREF=gi:12860278 /FEA=mRNA /CNT=4 /TID=Mm.75260.1 /TIER=ConsEnd /STK=0 /UG=Mm.75260 /LL=78064 /UG_GENE=5033406J
MOE430_2_1431383_at 10.4 10 M A 0.05 0.11 -0.4 NC 0.13 gb:AK003943.1 /DB_XREF=gi:12834911 /FEA=mRNA /CNT=4 /TID=Mm.75183.1 /TIER=ConsEnd /STK=0 /UG=Mm.75183 /LL=68690 /UG_GENE=1110028F
MOE430_2_1431386_s_ 22.7 17.9 A A 0.19 0.3 -0.4 NC 0.5 gb:AK002809.1 /DB_XREF=gi:12833064 /GEN=Mbtps1 /FEA=mRNA /CNT=4 /TID=Mm.29791.2 /TIER=ConsEnd /STK=0 /UG=Mm.29791 /LL=56453 /UG_TI
MOE430_2_1431389_at 18 15.4 A A 0.06 0.33 -0.4 NC 0.93 gb:AK014173.1 /DB_XREF=gi:12851864 /FEA=mRNA /CNT=3 /TID=Mm.158960.1 /TIER=ConsEnd /STK=0 /UG=Mm.158960 /LL=73174 /UG_GENE=311004
MOE430_2_1431426_at 0.8 1.4 A A 0.63 0.85 -0.4 NC 0.71 gb:AK015972.1 /DB_XREF=gi:12854526 /FEA=mRNA /CNT=3 /TID=Mm.196275.2 /TIER=ConsEnd /STK=0 /UG=Mm.196275 /LL=75137 /UG_GENE=493053
MOE430_2_1431432_at 18.8 14.9 P P 0.00415 0.00293 -0.4 NC 0.5 gb:AW986926 /DB_XREF=gi:8181691 /DB_XREF=uf89d05.y1 /CLONE=IMAGE:1529289 /FEA=mRNA /CNT=3 /TID=Mm.178533.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431437_at 27.2 16.8 A A 0.06 0.14 -0.4 NC 0.24 gb:BC023368.1 /DB_XREF=gi:19483877 /FEA=mRNA /CNT=3 /TID=Mm.219536.1 /TIER=ConsEnd /STK=0 /UG=Mm.219536 /UG_TITLE=Mus musculus, Sim
MOE430_2_1431464_a_ 145 109.2 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AK012683.1 /DB_XREF=gi:12849595 /GEN=Pmm2 /FEA=mRNA /CNT=4 /TID=Mm.9699.2 /TIER=ConsEnd /STK=3 /UG=Mm.9699 /LL=54128 /UG_TITLE
MOE430_2_1431469_a_ 211.3 189.7 P P 0.000244 0.000732 -0.4 NC 0.98 gb:AK015150.1 /DB_XREF=gi:12853374 /FEA=mRNA /CNT=4 /TID=Mm.29690.2 /TIER=ConsEnd /STK=2 /UG=Mm.29690 /LL=67393 /UG_GENE=4930415K
MOE430_2_1431585_at 4.7 3.9 A A 0.43 0.27 -0.4 NC 0.31 gb:AK006607.1 /DB_XREF=gi:12839792 /FEA=mRNA /CNT=2 /TID=Mm.89906.1 /TIER=ConsEnd /STK=1 /UG=Mm.89906 /LL=73331 /UG_GENE=1700034P
MOE430_2_1431634_at 11 10.4 A A 0.19 0.36 -0.4 NC 0.5 gb:AK015459.1 /DB_XREF=gi:12853812 /FEA=mRNA /CNT=2 /TID=Mm.195689.1 /TIER=ConsEnd /STK=1 /UG=Mm.195689 /LL=73990 /UG_GENE=493045
MOE430_2_1431641_at 13.6 11.7 P A 0.03 0.12 -0.4 NC 0.5 gb:AK020378.1 /DB_XREF=gi:12860949 /FEA=mRNA /CNT=2 /TID=Mm.118086.1 /TIER=ConsEnd /STK=1 /UG=Mm.118086 /LL=77225 /UG_GENE=933016
MOE430_2_1431660_at 9.6 6.6 A A 0.43 0.56 -0.4 NC 0.5 gb:AK016218.1 /DB_XREF=gi:12854865 /FEA=mRNA /CNT=2 /TID=Mm.159482.1 /TIER=ConsEnd /STK=1 /UG=Mm.159482 /LL=75269 /UG_GENE=493056
MOE430_2_1431720_at 1.8 2.2 A A 0.33 0.53 -0.4 NC 0.6 gb:AK012982.1 /DB_XREF=gi:12850064 /FEA=mRNA /CNT=2 /TID=Mm.58692.1 /TIER=ConsEnd /STK=0 /UG=Mm.58692 /LL=69968 /UG_GENE=2810404F
MOE430_2_1431747_at 11.9 8 A A 0.53 0.53 -0.4 NC 0.09 gb:AK018243.1 /DB_XREF=gi:12857863 /FEA=mRNA /CNT=2 /TID=Mm.177081.1 /TIER=ConsEnd /STK=0 /UG=Mm.177081 /LL=76189 /UG_GENE=633056
MOE430_2_1431798_a_ 423.2 369.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK004654.1 /DB_XREF=gi:12835978 /FEA=mRNA /CNT=1 /TID=Mm.86439.1 /TIER=ConsEnd /STK=0 /UG=Mm.86439 /LL=71709 /UG_GENE=1200008N
MOE430_2_1431926_a_ 145.8 133.7 P P 0.001953 0.00415 -0.4 D 0.99 gb:AK016648.1 /DB_XREF=gi:12855500 /FEA=mRNA /CNT=1 /TID=Mm.33881.2 /TIER=ConsEnd /STK=0 /UG=Mm.33881 /LL=67998 /UG_GENE=1300010M
MOE430_2_1431983_at 2.2 0.4 A A 0.8 0.98 -0.4 NC 0.5 gb:AK018511.1 /DB_XREF=gi:12858247 /FEA=mRNA /CNT=1 /TID=Mm.158725.1 /TIER=ConsEnd /STK=0 /UG=Mm.158725 /LL=71549 /UG_GENE=903041
MOE430_2_1432000_a_ 232.1 199 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AK006814.1 /DB_XREF=gi:12840082 /FEA=mRNA /CNT=1 /TID=Mm.182122.2 /TIER=ConsEnd /STK=0 /UG=Mm.182122 /LL=21945 /UG_GENE=Dedd /U
MOE430_2_1432004_a_ 553.8 396.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK015410.1 /DB_XREF=gi:12853742 /GEN=Dnm2 /FEA=mRNA /CNT=1 /TID=Mm.39292.4 /TIER=ConsEnd /STK=0 /UG=Mm.39292 /LL=13430 /UG_TIT
MOE430_2_1432007_s_ 99.6 68.7 P P 0.00293 0.001953 -0.4 NC 0.7 gb:AK009735.1 /DB_XREF=gi:12844711 /FEA=mRNA /CNT=1 /TID=Mm.14555.3 /TIER=ConsEnd /STK=0 /UG=Mm.14555 /LL=11772 /UG_GENE=Ap2a2 /U
MOE430_2_1432060_at 9.9 10.5 A A 0.27 0.33 -0.4 NC 0.5 gb:AK016353.1 /DB_XREF=gi:12855048 /FEA=mRNA /CNT=1 /TID=Mm.159613.1 /TIER=ConsEnd /STK=0 /UG=Mm.159613 /LL=74918 /UG_GENE=493046
MOE430_2_1432062_at 13 6.9 A A 0.27 0.27 -0.4 NC 0.5 gb:AK004706.1 /DB_XREF=gi:12836076 /FEA=mRNA /CNT=1 /TID=Mm.159331.1 /TIER=ConsEnd /STK=0 /UG=Mm.159331 /LL=74762 /UG_GENE=120001
MOE430_2_1432091_a_ 72.3 56.5 A A 0.12 0.17 -0.4 NC 0.92 gb:AK007455.1 /DB_XREF=gi:12841017 /FEA=mRNA /CNT=1 /TID=Mm.29957.2 /TIER=ConsEnd /STK=0 /UG=Mm.29957 /LL=105835 /UG_GENE=1810012
MOE430_2_1432159_a_ 1.5 1.2 A A 0.56 0.78 -0.4 NC 0.29 gb:AK016637.1 /DB_XREF=gi:12855482 /FEA=mRNA /CNT=1 /TID=Mm.193025.2 /TIER=ConsEnd /STK=0 /UG=Mm.193025 /LL=83555 /UG_GENE=Tex13 /
MOE430_2_1432229_a_ 16.2 15.6 A A 0.17 0.33 -0.4 NC 0.71 gb:AK006509.1 /DB_XREF=gi:12839647 /FEA=mRNA /CNT=1 /TID=Mm.159575.2 /TIER=ConsEnd /STK=0 /UG=Mm.159575 /LL=75796 /UG_GENE=493045
MOE430_2_1432302_s_ 3.6 2.8 A A 0.63 0.56 -0.4 NC 0.31 gb:AK010586.1 /DB_XREF=gi:12846137 /FEA=mRNA /CNT=1 /TID=Mm.158316.1 /TIER=ConsEnd /STK=0 /UG=Mm.158316 /LL=70000 /UG_GENE=241002
MOE430_2_1432343_at 16.8 8 A A 0.19 0.33 -0.4 NC 0.5 gb:AK015168.1 /DB_XREF=gi:12853403 /FEA=mRNA /CNT=1 /TID=Mm.159081.1 /TIER=ConsEnd /STK=0 /UG=Mm.159081 /LL=73874 /UG_GENE=493041
MOE430_2_1432353_at 8.5 9.2 A A 0.27 0.21 -0.4 NC 0.5 gb:AK016857.1 /DB_XREF=gi:12855816 /FEA=mRNA /CNT=1 /TID=Mm.158554.1 /TIER=ConsEnd /STK=0 /UG=Mm.158554 /LL=71074 /UG_GENE=493342
MOE430_2_1432463_at 5.8 3.3 A A 0.24 0.43 -0.4 NC 0.5 gb:AK017761.1 /DB_XREF=gi:12857164 /FEA=mRNA /CNT=1 /TID=Mm.158417.1 /TIER=ConsEnd /STK=0 /UG=Mm.158417 /LL=70619 /UG_GENE=573051
MOE430_2_1432495_at 5.7 1.8 A A 0.39 0.56 -0.4 NC 0.5 gb:AK009704.1 /DB_XREF=gi:12844662 /GEN=Sox7 /FEA=mRNA /CNT=1 /TID=Mm.160338.1 /TIER=ConsEnd /STK=0 /UG=Mm.160338 /UG_TITLE=Mus m
MOE430_2_1432557_at 22.7 16.1 A A 0.14 0.08 -0.4 NC 0.25 gb:AK006699.1 /DB_XREF=gi:12839919 /FEA=mRNA /CNT=1 /TID=Mm.158996.1 /TIER=ConsEnd /STK=0 /UG=Mm.158996 /LL=73350 /UG_GENE=170004
MOE430_2_1432696_at 6.8 5.2 A A 0.33 0.46 -0.4 NC 0.5 gb:AV315688 /DB_XREF=gi:6281106 /DB_XREF=AV315688 /CLONE=5830431M20 /FEA=mRNA /CNT=2 /TID=Mm.159665.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432708_at 18.9 14.5 A A 0.33 0.5 -0.4 NC 0.95 gb:AK015074.1 /DB_XREF=gi:12853275 /FEA=mRNA /CNT=2 /TID=Mm.160308.1 /TIER=ConsEnd /STK=0 /UG=Mm.160308 /UG_TITLE=Mus musculus adul
MOE430_2_1432715_at 0.9 0.8 A A 0.9 0.96 -0.4 NC 0.72 gb:AV138895 /DB_XREF=gi:5324625 /DB_XREF=AV138895 /CLONE=2810047E21 /FEA=mRNA /CNT=2 /TID=Mm.158868.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432849_at 19 18.6 A A 0.09 0.06 -0.4 NC 0.5 gb:AK016489.1 /DB_XREF=gi:12855249 /FEA=mRNA /CNT=2 /TID=Mm.21230.2 /TIER=ConsEnd /STK=0 /UG=Mm.21230 /LL=67457 /UG_GENE=1200004M
MOE430_2_1432850_at 27.7 24.4 P P 0.008057 0.03 -0.4 NC 0.91 gb:BE373635 /DB_XREF=gi:9318998 /DB_XREF=601226025F1 /CLONE=IMAGE:3584167 /FEA=mRNA /CNT=2 /TID=Mm.158684.1 /TIER=ConsEnd /STK=0 
MOE430_2_1432906_at 15.6 6.9 A A 0.27 0.46 -0.4 NC 0.45 gb:AK007287.1 /DB_XREF=gi:12840736 /FEA=mRNA /CNT=1 /TID=Mm.159035.1 /TIER=ConsEnd /STK=0 /UG=Mm.159035 /LL=73602 /UG_GENE=170012
MOE430_2_1432931_at 0.9 3 A A 0.78 0.82 -0.4 NC 0.83 gb:AK016596.1 /DB_XREF=gi:12855421 /FEA=mRNA /CNT=1 /TID=Mm.159202.1 /TIER=ConsEnd /STK=0 /UG=Mm.159202 /LL=74433 /UG_GENE=493340
MOE430_2_1433032_at 5.1 3.5 A A 0.3 0.17 -0.4 NC 0.69 gb:AK013751.1 /DB_XREF=gi:12851236 /FEA=mRNA /CNT=1 /TID=Mm.215196.1 /TIER=ConsEnd /STK=0 /UG=Mm.215196 /LL=72976 /UG_GENE=290006
MOE430_2_1433063_at 4.5 3.4 A A 0.43 0.19 -0.4 NC 0.21 gb:AK015152.1 /DB_XREF=gi:12853376 /FEA=mRNA /CNT=1 /TID=Mm.159800.1 /TIER=ConsEnd /STK=0 /UG=Mm.159800 /LL=76869 /UG_GENE=493041
MOE430_2_1433074_at 1.8 1.2 A A 0.91 0.96 -0.4 NC 0.65 gb:AK016451.1 /DB_XREF=gi:12855189 /FEA=mRNA /CNT=1 /TID=Mm.158527.1 /TIER=ConsEnd /STK=0 /UG=Mm.158527 /LL=70995 /UG_GENE=493141
MOE430_2_1433109_at 1.5 0.4 A A 0.46 0.87 -0.4 NC 0.8 gb:AK015344.1 /DB_XREF=gi:12853646 /FEA=mRNA /CNT=1 /TID=Mm.160303.1 /TIER=ConsEnd /STK=0 /UG=Mm.160303 /UG_TITLE=Mus musculus adul
MOE430_2_1433143_at 9.9 11.9 A A 0.3 0.39 -0.4 NC 0.5 gb:AK020358.1 /DB_XREF=gi:12860924 /FEA=mRNA /CNT=1 /TID=Mm.159987.1 /TIER=ConsEnd /STK=0 /UG=Mm.159987 /LL=77751 /UG_GENE=923011
MOE430_2_1433217_at 1.9 3.2 A A 0.6 0.63 -0.4 NC 0.41 gb:AK016239.1 /DB_XREF=gi:12854894 /FEA=mRNA /CNT=1 /TID=Mm.159623.1 /TIER=ConsEnd /STK=0 /UG=Mm.159623 /LL=75924 /UG_GENE=493056
MOE430_2_1433228_at 0.4 0.5 A A 0.63 0.98 -0.4 NC 0.95 gb:AK020499.1 /DB_XREF=gi:12861103 /FEA=mRNA /CNT=1 /TID=Mm.159916.1 /TIER=ConsEnd /STK=0 /UG=Mm.159916 /LL=77425 /UG_GENE=943008
MOE430_2_1433254_at 1.2 0.4 A A 0.69 0.88 -0.4 NC 0.42 gb:AK017188.1 /DB_XREF=gi:12856307 /FEA=mRNA /CNT=1 /TID=Mm.159641.1 /TIER=ConsEnd /STK=0 /UG=Mm.159641 /LL=75983 /UG_GENE=503342
MOE430_2_1433257_at 1 0.3 A A 0.66 0.95 -0.4 NC 0.93 gb:AK020729.1 /DB_XREF=gi:12861404 /FEA=mRNA /CNT=1 /TID=Mm.160022.1 /TIER=ConsEnd /STK=0 /UG=Mm.160022 /LL=77919 /UG_GENE=A33010
MOE430_2_1433277_at 5.5 5.6 A A 0.43 0.39 -0.4 NC 0.5 gb:AK021348.1 /DB_XREF=gi:12862212 /FEA=mRNA /CNT=1 /TID=Mm.159937.1 /TIER=ConsEnd /STK=0 /UG=Mm.159937 /LL=77541 /UG_GENE=D73004
MOE430_2_1433317_at 20.9 18.5 A A 0.12 0.14 -0.4 NC 0.5 gb:AK015582.1 /DB_XREF=gi:12853978 /FEA=mRNA /CNT=1 /TID=Mm.159386.1 /TIER=ConsEnd /STK=0 /UG=Mm.159386 /LL=74983 /UG_GENE=493047
MOE430_2_1433337_at 6 6.2 A P 0.19 0.03 -0.4 NC 0.17 gb:AK020136.1 /DB_XREF=gi:12860627 /FEA=mRNA /CNT=1 /TID=Mm.159983.1 /TIER=ConsEnd /STK=0 /UG=Mm.159983 /LL=77736 /UG_GENE=672046
MOE430_2_1433353_at 2.9 1.3 A A 0.75 0.91 -0.4 NC 0.94 gb:AK021289.1 /DB_XREF=gi:12862134 /FEA=mRNA /CNT=1 /TID=Mm.160115.1 /TIER=ConsEnd /STK=0 /UG=Mm.160115 /LL=78715 /UG_GENE=D53001
MOE430_2_1433409_at 2.4 1.1 A A 0.6 0.9 -0.4 NC 0.65 gb:AK021082.1 /DB_XREF=gi:12861860 /FEA=mRNA /CNT=1 /TID=Mm.159925.1 /TIER=ConsEnd /STK=0 /UG=Mm.159925 /LL=77463 /UG_GENE=C03001
MOE430_2_1433433_at 581.7 419.8 P P 0.000732 0.000732 -0.4 NC 0.98 gb:BM225168 /DB_XREF=gi:17786675 /DB_XREF=K0207D12-3 /CLONE=K0207D12 /FEA=EST /CNT=326 /TID=Mm.205400.1 /TIER=Stack /STK=238 /UG=
MOE430_2_1433482_a_ 213 161.5 P P 0.000732 0.000244 -0.4 NC 0.98 gb:AW108203 /DB_XREF=gi:6079003 /DB_XREF=um27b12.x1 /CLONE=IMAGE:2225759 /FEA=EST /CNT=178 /TID=Mm.25703.2 /TIER=Stack /STK=139 /U
MOE430_2_1433531_at 90 59.9 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BQ174545 /DB_XREF=gi:20350036 /DB_XREF=UI-M-DJ2-bvy-o-10-0-UI.s1 /CLONE=UI-M-DJ2-bvy-o-10-0-UI /FEA=EST /CNT=143 /TID=Mm.12166
MOE430_2_1433546_at 3485.6 2981.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB445684 /DB_XREF=gi:16425027 /DB_XREF=BB445684 /CLONE=D030051O22 /FEA=EST /CNT=216 /TID=Mm.28670.2 /TIER=Stack /STK=98 /UG=M
MOE430_2_1433550_at 452.4 363.6 P P 0.000244 0.000732 -0.4 D 0.99 gb:AW553385 /DB_XREF=gi:7198808 /DB_XREF=L0226D12-3 /CLONE=L0226D12 /FEA=EST /CNT=136 /TID=Mm.30264.1 /TIER=Stack /STK=95 /UG=Mm
MOE430_2_1433605_at 180.6 147.3 P P 0.000244 0.000244 -0.4 NC 0.96 gb:BB307136 /DB_XREF=gi:16402270 /DB_XREF=BB307136 /CLONE=B230212L14 /FEA=EST /CNT=137 /TID=Mm.28308.2 /TIER=Stack /STK=83 /UG=M
MOE430_2_1433673_at 2 2.1 A A 0.63 0.75 -0.4 NC 0.71 gb:BG069691 /DB_XREF=gi:12552260 /DB_XREF=H3079A12-3 /CLONE=H3079A12 /FEA=EST /CNT=78 /TID=Mm.22301.1 /TIER=Stack /STK=74 /UG=Mm
MOE430_2_1433681_x_ 20.3 15.6 P A 0.01 0.12 -0.4 NC 0.83 gb:AI323605 /DB_XREF=gi:4058034 /DB_XREF=mp69f02.x1 /CLONE=IMAGE:574491 /FEA=EST /CNT=73 /TID=Mm.20863.1 /TIER=Stack /STK=73 /UG=M
MOE430_2_1433703_s_ 220.9 158.6 P P 0.000732 0.001221 -0.4 NC 0.99 gb:BM115038 /DB_XREF=gi:17078056 /DB_XREF=L0814G09-3 /CLONE=L0814G09 /FEA=EST /CNT=110 /TID=Mm.37383.1 /TIER=Stack /STK=69 /UG=M
MOE430_2_1433714_at 2.6 2.6 A A 0.82 0.93 -0.4 NC 0.5 gb:AV338618 /DB_XREF=gi:15406496 /DB_XREF=AV338618 /CLONE=6430411H23 /FEA=EST /CNT=73 /TID=Mm.29330.1 /TIER=Stack /STK=68 /UG=Mm
MOE430_2_1433805_at 859.8 681 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ032637 /DB_XREF=gi:19767916 /DB_XREF=UI-1-CF0-aph-e-04-0-UI.s1 /CLONE=UI-1-CF0-aph-e-04-0-UI /FEA=EST /CNT=345 /TID=Mm.28598.
MOE430_2_1433820_a_ 546.6 410.2 P P 0.001221 0.001953 -0.4 D 0.99 gb:BB489180 /DB_XREF=gi:16441675 /DB_XREF=BB489180 /CLONE=D530005L23 /FEA=EST /CNT=64 /TID=Mm.24630.1 /TIER=Stack /STK=58 /UG=Mm
MOE430_2_1433942_at 57.6 45.3 P P 0.000244 0.000244 -0.4 NC 0.84 gb:BE133806 /DB_XREF=gi:8596238 /DB_XREF=ug11d04.x1 /CLONE=IMAGE:1531303 /FEA=EST /CNT=64 /TID=Mm.215129.1 /TIER=Stack /STK=50 /UG=
MOE430_2_1433943_at 81.8 62.8 P P 0.02 0.02 -0.4 NC 0.82 gb:BM207348 /DB_XREF=gi:17763135 /DB_XREF=C0611E07-3 /CLONE=C0611E07 /FEA=EST /CNT=70 /TID=Mm.29457.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1433979_at 1138.6 876.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ176636 /DB_XREF=gi:20352128 /DB_XREF=UI-M-DJ2-bvz-c-06-0-UI.s1 /CLONE=UI-M-DJ2-bvz-c-06-0-UI /FEA=EST /CNT=89 /TID=Mm.20183.2
MOE430_2_1433980_at 604.6 470.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF321497 /DB_XREF=gi:11270650 /DB_XREF=uz62e12.x1 /CLONE=IMAGE:3673678 /FEA=EST /CNT=80 /TID=Mm.202389.1 /TIER=Stack /STK=48 /UG
MOE430_2_1433981_s_ 326 242.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF321497 /DB_XREF=gi:11270650 /DB_XREF=uz62e12.x1 /CLONE=IMAGE:3673678 /FEA=EST /CNT=80 /TID=Mm.202389.1 /TIER=Stack /STK=48 /UG
MOE430_2_1434006_at 852.9 613.1 P P 0.000244 0.000732 -0.4 NC 0.99 gb:BQ030992 /DB_XREF=gi:19766271 /DB_XREF=UI-1-CF0-alv-d-01-0-UI.s1 /CLONE=UI-1-CF0-alv-d-01-0-UI /FEA=EST /CNT=76 /TID=Mm.213010.1 
MOE430_2_1434026_at 868.5 692.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ178970 /DB_XREF=gi:20354462 /DB_XREF=UI-M-EV0-bwt-l-09-0-UI.r1 /CLONE=IMAGE:5701784 /FEA=EST /CNT=65 /TID=Mm.30455.1 /TIER=Sta
MOE430_2_1434043_a_ 101.1 54.2 P P 0.005859 0.000244 -0.4 NC 0.54 gb:AV286809 /DB_XREF=gi:16392025 /DB_XREF=AV286809 /CLONE=5031427K15 /FEA=EST /CNT=53 /TID=Mm.27001.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434046_at 1.2 0.8 A A 0.72 0.63 -0.4 NC 0.44 gb:BG961961 /DB_XREF=gi:14349598 /DB_XREF=602826672F1 /CLONE=IMAGE:4981504 /FEA=EST /CNT=59 /TID=Mm.36783.1 /TIER=Stack /STK=45 /U
MOE430_2_1434074_x_ 4.4 1.7 A A 0.12 0.27 -0.4 NC 0.5 gb:BB754834 /DB_XREF=gi:16184882 /DB_XREF=BB754834 /CLONE=G270045A13 /FEA=EST /CNT=48 /TID=Mm.1486.2 /TIER=Stack /STK=44 /UG=Mm.
MOE430_2_1434131_at 193.2 123.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV156392 /DB_XREF=gi:16383277 /DB_XREF=AV156392 /CLONE=3000002E04 /FEA=EST /CNT=80 /TID=Mm.33851.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1434138_at 202.8 167.7 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BQ176370 /DB_XREF=gi:20351862 /DB_XREF=UI-M-DJ2-bwg-j-14-0-UI.s1 /CLONE=UI-M-DJ2-bwg-j-14-0-UI /FEA=EST /CNT=68 /TID=Mm.14155.1
MOE430_2_1434223_at 253.9 197.6 P P 0.000244 0.000244 -0.4 NC 0.96 gb:BG695079 /DB_XREF=gi:13954629 /DB_XREF=NISC_iv12c05.w1 /CLONE=IMAGE:4317321 /FEA=EST /CNT=66 /TID=Mm.38907.1 /TIER=Stack /STK=38
MOE430_2_1434227_at 0.9 0.7 A A 0.75 0.95 -0.4 NC 0.65 gb:AV007306 /DB_XREF=gi:16356089 /DB_XREF=AV007306 /CLONE=1110003O09 /FEA=EST /CNT=48 /TID=Mm.43751.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434255_at 65.6 42.4 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AV145060 /DB_XREF=gi:16383011 /DB_XREF=AV145060 /CLONE=2810440K14 /FEA=EST /CNT=67 /TID=Mm.221167.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1434305_at 375.7 262.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF018149 /DB_XREF=gi:10749481 /DB_XREF=uw89h11.x1 /CLONE=IMAGE:3469221 /FEA=EST /CNT=78 /TID=Mm.34790.1 /TIER=Stack /STK=35 /UG
MOE430_2_1434306_at 159.9 123.5 P P 0.000244 0.000244 -0.4 NC 0.94 gb:BF319015 /DB_XREF=gi:11267708 /DB_XREF=uy07f09.x1 /CLONE=IMAGE:3657353 /FEA=EST /CNT=77 /TID=Mm.27668.1 /TIER=Stack /STK=35 /UG=
MOE430_2_1434346_at 1.8 1.3 A A 0.82 0.95 -0.4 NC 0.76 gb:BB827830 /DB_XREF=gi:17006073 /DB_XREF=BB827830 /CLONE=G830049I16 /FEA=EST /CNT=41 /TID=Mm.200803.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434348_at 313.2 230.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM206792 /DB_XREF=gi:17762399 /DB_XREF=C0602F07-3 /CLONE=C0602F07 /FEA=EST /CNT=68 /TID=Mm.946.1 /TIER=Stack /STK=34 /UG=Mm.9
MOE430_2_1434387_at 748.2 547.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV251853 /DB_XREF=gi:16387691 /DB_XREF=AV251853 /CLONE=4833435E22 /FEA=EST /CNT=109 /TID=Mm.28844.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434407_at 86.6 84.7 P P 0.008057 0.01 -0.4 NC 0.5 gb:BB817145 /DB_XREF=gi:16989774 /DB_XREF=BB817145 /CLONE=G730038E04 /FEA=EST /CNT=69 /TID=Mm.34134.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1434410_at 37.7 34.3 M A 0.05 0.09 -0.4 NC 0.5 gb:AV276428 /DB_XREF=gi:15405647 /DB_XREF=AV276428 /CLONE=4932434J10 /FEA=EST /CNT=43 /TID=Mm.196204.4 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434476_at 158.3 115.9 P P 0.001953 0.001953 -0.4 NC 0.68 gb:BM119896 /DB_XREF=gi:17087922 /DB_XREF=L0931H10-3 /CLONE=L0931H10 /FEA=EST /CNT=67 /TID=Mm.30209.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434482_at 248.4 201.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG065691 /DB_XREF=gi:12548254 /DB_XREF=H3034B05-3 /CLONE=H3034B05 /FEA=EST /CNT=110 /TID=Mm.174695.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1434496_at 62.1 60.6 P A 0.02 0.09 -0.4 D 0.99 gb:BM947855 /DB_XREF=gi:19431445 /DB_XREF=UI-M-EG0p-bvc-d-19-0-UI.r1 /CLONE=IMAGE:5690082 /FEA=EST /CNT=34 /TID=Mm.69521.1 /TIER=S
MOE430_2_1434503_s_ 2967 1885 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB490768 /DB_XREF=gi:9449395 /DB_XREF=BB490768 /CLONE=D530017K09 /FEA=EST /CNT=32 /TID=Mm.200980.3 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434515_at 183 135.8 P P 0.001221 0.00293 -0.4 D 0.99 gb:BE996469 /DB_XREF=gi:10681317 /DB_XREF=UI-M-CG0p-bif-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bif-g-04-0-UI /FEA=EST /CNT=50 /TID=Mm.2028.3
MOE430_2_1434557_at 259.6 196.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB794880 /DB_XREF=gi:16964499 /DB_XREF=BB794880 /CLONE=G431002E17 /FEA=EST /CNT=46 /TID=Mm.50610.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434577_at 170.3 119.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ031467 /DB_XREF=gi:19766746 /DB_XREF=UI-1-CF0-anl-g-09-0-UI.s1 /CLONE=UI-1-CF0-anl-g-09-0-UI /FEA=EST /CNT=31 /TID=Mm.134929.1 
MOE430_2_1434590_at 35.2 31.8 P P 0.01 0.008057 -0.4 NC 0.5 gb:BM898653 /DB_XREF=gi:19381441 /DB_XREF=UI-M-DJ0-bsz-d-08-0-UI.s1 /CLONE=UI-M-DJ0-bsz-d-08-0-UI /FEA=EST /CNT=39 /TID=Mm.39341.
MOE430_2_1434614_at 6.8 1.8 A A 0.36 0.46 -0.4 NC 0.5 gb:BM212728 /DB_XREF=gi:17770355 /DB_XREF=C0826A11-3 /CLONE=C0826A11 /FEA=EST /CNT=40 /TID=Mm.21882.3 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434622_at 189.4 166.7 P P 0.000244 0.000732 -0.4 NC 0.98 gb:AV271088 /DB_XREF=gi:16389967 /DB_XREF=AV271088 /CLONE=4931405L03 /FEA=EST /CNT=36 /TID=Mm.29331.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434679_at 14.3 8 A A 0.17 0.27 -0.4 NC 0.5 gb:BM945195 /DB_XREF=gi:19428780 /DB_XREF=UI-M-EM0-bvf-n-20-0-UI.r2 /CLONE=IMAGE:5691475 /FEA=EST /CNT=37 /TID=Mm.4936.2 /TIER=Sta
MOE430_2_1434702_at 901.6 676.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV006771 /DB_XREF=gi:16356084 /DB_XREF=AV006771 /CLONE=1110001I20 /FEA=EST /CNT=46 /TID=Mm.21453.1 /TIER=Stack /STK=26 /UG=Mm.
MOE430_2_1434717_at 56.3 57.2 P P 0.00415 0.001221 -0.4 NC 0.5 gb:BM234467 /DB_XREF=gi:17869737 /DB_XREF=K0400F06-3 /CLONE=K0400F06 /FEA=EST /CNT=48 /TID=Mm.17837.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434740_at 1153.5 888.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB484759 /DB_XREF=gi:16441196 /DB_XREF=BB484759 /CLONE=D430027G05 /FEA=EST /CNT=28 /TID=Mm.33775.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434749_at 91.9 72.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB811762 /DB_XREF=gi:16984391 /DB_XREF=BB811762 /CLONE=G730011G09 /FEA=EST /CNT=42 /TID=Mm.41076.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434799_x_ 2204.2 1735.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG793658 /DB_XREF=gi:14129228 /DB_XREF=UTSW_SM14F1 /CLONE=UTSW_SM14F1 /FEA=EST /CNT=28 /TID=Mm.16763.4 /TIER=Stack /STK=25 /



MOE430_2_1434816_at 285.7 194.2 P P 0.000244 0.000732 -0.4 D 0.99 gb:BF467999 /DB_XREF=gi:11537230 /DB_XREF=UI-M-CD0-ayk-h-03-0-UI.r1 /CLONE=UI-M-CD0-ayk-h-03-0-UI /FEA=EST /CNT=35 /TID=Mm.200548
MOE430_2_1434855_at 529.3 429.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV298377 /DB_XREF=gi:16393046 /DB_XREF=AV298377 /CLONE=5730457F11 /FEA=EST /CNT=56 /TID=Mm.87319.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434864_at 234.5 177.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB326329 /DB_XREF=gi:16403655 /DB_XREF=BB326329 /CLONE=B430207K20 /FEA=EST /CNT=26 /TID=Mm.59183.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434865_a_ 510.1 400.7 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BB749620 /DB_XREF=gi:16153856 /DB_XREF=BB749620 /CLONE=G030105H08 /FEA=EST /CNT=26 /TID=Mm.22530.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434915_s_ 0.3 0.5 A A 0.88 0.66 -0.4 NC 0.33 gb:AI267139 /DB_XREF=gi:3885297 /DB_XREF=uj11d05.x1 /CLONE=IMAGE:1907721 /FEA=EST /CNT=24 /TID=Mm.209589.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1434930_at 254.2 225.6 P P 0.000732 0.001953 -0.4 D 0.99 gb:BI904914 /DB_XREF=gi:16167335 /DB_XREF=603168961F1 /CLONE=IMAGE:5257047 /FEA=EST /CNT=48 /TID=Mm.28433.2 /TIER=Stack /STK=22 /UG
MOE430_2_1434976_x_ 749.9 548.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AV216412 /DB_XREF=gi:6157257 /DB_XREF=AV216412 /CLONE=2410160M04 /FEA=EST /CNT=24 /TID=Mm.6700.2 /TIER=Stack /STK=22 /UG=Mm.6
MOE430_2_1435003_at 636.5 492.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM207220 /DB_XREF=gi:17762957 /DB_XREF=C0609G03-3 /CLONE=C0609G03 /FEA=EST /CNT=56 /TID=Mm.220966.3 /TIER=Stack /STK=21 /UG=M
MOE430_2_1435039_a_ 159.3 133.9 P P 0.00415 0.03 -0.4 NC 0.97 gb:BB822856 /DB_XREF=gi:16995485 /DB_XREF=BB822856 /CLONE=G830024M06 /FEA=EST /CNT=24 /TID=Mm.87521.3 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435130_at 133.8 88.4 P P 0.000732 0.000244 -0.4 NC 0.86 gb:AI131918 /DB_XREF=gi:3601934 /DB_XREF=ue97h03.x1 /CLONE=IMAGE:1499093 /FEA=EST /CNT=20 /TID=Mm.29037.3 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435142_at 60.2 38.7 P P 0.000244 0.005859 -0.4 NC 0.64 gb:AV238378 /DB_XREF=gi:16386423 /DB_XREF=AV238378 /CLONE=4732427C20 /FEA=EST /CNT=81 /TID=Mm.33535.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1435228_at 704.9 539.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW559011 /DB_XREF=gi:7204440 /DB_XREF=L0303A03-3 /CLONE=L0303A03 /FEA=EST /CNT=36 /TID=Mm.24569.1 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1435244_at 192 129.6 P P 0.001221 0.00293 -0.4 D 0.99 gb:BF535947 /DB_XREF=gi:11623315 /DB_XREF=602051568F1 /CLONE=IMAGE:4190656 /FEA=EST /CNT=33 /TID=Mm.39302.2 /TIER=Stack /STK=18 /U
MOE430_2_1435386_at 1.4 0.4 A A 0.56 0.82 -0.4 NC 0.78 gb:BB667216 /DB_XREF=gi:16398665 /DB_XREF=BB667216 /CLONE=6820430P06 /FEA=EST /CNT=28 /TID=Mm.22339.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435394_s_ 1910.4 1477.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AI503490 /DB_XREF=gi:4401341 /DB_XREF=vq27e04.x1 /CLONE=IMAGE:1095486 /FEA=EST /CNT=19 /TID=Mm.262.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435452_at 18.6 14.2 M P 0.05 0.04 -0.4 NC 0.5 gb:BM121082 /DB_XREF=gi:17089108 /DB_XREF=L0948B08-3 /CLONE=L0948B08 /FEA=EST /CNT=25 /TID=Mm.123755.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435475_at 464.7 287.3 P P 0.001221 0.001953 -0.4 D 0.99 gb:BG069534 /DB_XREF=gi:12552103 /DB_XREF=H3077D07-3 /CLONE=H3077D07 /FEA=EST /CNT=26 /TID=Mm.28220.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435523_s_ 26.5 16.2 P P 0.001953 0.000732 -0.4 NC 0.5 gb:BB779140 /DB_XREF=gi:16939840 /DB_XREF=BB779140 /CLONE=G430055C04 /FEA=EST /CNT=59 /TID=Mm.200968.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435605_at 26.2 28.8 P P 0.008057 0.03 -0.4 NC 0.98 gb:BB125424 /DB_XREF=gi:16262187 /DB_XREF=BB125424 /CLONE=9630005C02 /FEA=EST /CNT=20 /TID=Mm.40406.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435674_at 125.4 106.9 P P 0.00293 0.00415 -0.4 NC 0.98 gb:BB351953 /DB_XREF=gi:16405423 /DB_XREF=BB351953 /CLONE=B930086N24 /FEA=EST /CNT=30 /TID=Mm.138597.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435680_a_ 347.5 262.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG067113 /DB_XREF=gi:12549682 /DB_XREF=H3050G04-3 /CLONE=H3050G04 /FEA=EST /CNT=17 /TID=Mm.21440.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435727_s_ 773.2 620.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:C81400 /DB_XREF=gi:2521730 /DB_XREF=C81400 /CLONE=J0098G01 /FEA=EST /CNT=14 /TID=Mm.196552.1 /TIER=Stack /STK=14 /UG=Mm.196552
MOE430_2_1435736_x_ 229.8 191.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV205856 /DB_XREF=gi:6146709 /DB_XREF=AV205856 /CLONE=1700082K15 /FEA=EST /CNT=14 /TID=Mm.30191.3 /TIER=Stack /STK=14 /UG=Mm.3
MOE430_2_1435762_at 222.5 194.6 P P 0.000244 0.000244 -0.4 MD 0.99 gb:BM115617 /DB_XREF=gi:17078635 /DB_XREF=L0823A02-3 /CLONE=L0823A02 /FEA=EST /CNT=66 /TID=Mm.31392.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435777_at 980.6 727.8 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BB794845 /DB_XREF=gi:16964464 /DB_XREF=BB794845 /CLONE=G431002C13 /FEA=EST /CNT=45 /TID=Mm.1759.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435796_at 58.5 38.1 P P 0.000244 0.005859 -0.4 NC 0.98 gb:AV280210 /DB_XREF=gi:15405712 /DB_XREF=AV280210 /CLONE=4933413A10 /FEA=EST /CNT=18 /TID=Mm.102783.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435833_at 10 10.1 A A 0.39 0.46 -0.4 NC 0.5 gb:BB381550 /DB_XREF=gi:16408003 /DB_XREF=BB381550 /CLONE=C230013N22 /FEA=EST /CNT=15 /TID=Mm.36851.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435844_at 53.8 44.2 P P 0.00415 0.005859 -0.4 NC 0.5 gb:BB164247 /DB_XREF=gi:16268817 /DB_XREF=BB164247 /CLONE=A130076P06 /FEA=EST /CNT=19 /TID=Mm.120798.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435912_at 104.8 94.8 P P 0.000244 0.00415 -0.4 NC 0.93 gb:BM220232 /DB_XREF=gi:17780260 /DB_XREF=C0937D10-3 /CLONE=C0937D10 /FEA=EST /CNT=28 /TID=Mm.100636.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1435918_at 183.6 141.1 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BB277054 /DB_XREF=gi:16400932 /DB_XREF=BB277054 /CLONE=A930001P21 /FEA=EST /CNT=17 /TID=Mm.40462.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435936_at 28.1 17.4 P P 0.01 0.02 -0.4 NC 0.5 gb:BI134706 /DB_XREF=gi:14584954 /DB_XREF=UI-M-BH3-bsv-g-07-0-UI.s1 /CLONE=UI-M-BH3-bsv-g-07-0-UI /FEA=EST /CNT=17 /TID=Mm.30956.1
MOE430_2_1435954_at 27.8 20.6 A A 0.14 0.24 -0.4 NC 0.59 gb:BG069330 /DB_XREF=gi:12551987 /DB_XREF=H3076B07-3 /CLONE=H3076B07 /FEA=EST /CNT=19 /TID=Mm.24775.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436045_at 32 24.4 P P 0.000732 0.001221 -0.4 NC 0.5 gb:AV377349 /DB_XREF=gi:16398123 /DB_XREF=AV377349 /CLONE=9130227A21 /FEA=EST /CNT=24 /TID=Mm.40999.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436047_at 207.4 154.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF150935 /DB_XREF=gi:11032330 /DB_XREF=uy89f09.x1 /CLONE=IMAGE:3666761 /FEA=EST /CNT=34 /TID=Mm.36745.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1436050_x_ 473.8 329.5 P P 0.000732 0.000732 -0.4 D 0.99 gb:AI326893 /DB_XREF=gi:4061322 /DB_XREF=mp34e01.x1 /CLONE=IMAGE:571128 /FEA=EST /CNT=17 /TID=Mm.29549.6 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436106_x_ 52.1 38.8 P A 0.04 0.12 -0.4 NC 0.63 gb:BI689456 /DB_XREF=gi:15652085 /DB_XREF=603315316F1 /CLONE=IMAGE:5355483 /FEA=EST /CNT=14 /TID=Mm.46977.2 /TIER=Stack /STK=11 /UG
MOE430_2_1436123_at 13.3 12 P A 0.03 0.24 -0.4 NC 0.71 gb:BQ176524 /DB_XREF=gi:20352016 /DB_XREF=UI-M-DJ2-bvw-l-20-0-UI.s1 /CLONE=UI-M-DJ2-bvw-l-20-0-UI /FEA=EST /CNT=14 /TID=Mm.40363.1
MOE430_2_1436152_a_ 1185.7 756.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV053864 /DB_XREF=gi:5153611 /DB_XREF=AV053864 /CLONE=1810028K08 /FEA=EST /CNT=11 /TID=Mm.33907.3 /TIER=Stack /STK=11 /UG=Mm.3
MOE430_2_1436170_a_ 1.2 0.6 A A 0.88 0.93 -0.4 NC 0.37 gb:BF119305 /DB_XREF=gi:10958345 /DB_XREF=601757318F1 /CLONE=IMAGE:3986621 /FEA=EST /CNT=47 /TID=Mm.4908.3 /TIER=Stack /STK=10 /UG
MOE430_2_1436210_at 44.1 31.9 P P 0.00415 0.000244 -0.4 NC 0.93 gb:AV095337 /DB_XREF=gi:16381678 /DB_XREF=AV095337 /CLONE=2410005N02 /FEA=EST /CNT=15 /TID=Mm.76948.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436224_at 66 50.1 P P 0.000244 0.000244 -0.4 NC 0.88 gb:BQ174514 /DB_XREF=gi:20350005 /DB_XREF=UI-M-DJ2-bvy-i-04-0-UI.s1 /CLONE=UI-M-DJ2-bvy-i-04-0-UI /FEA=EST /CNT=16 /TID=Mm.99996.1 
MOE430_2_1436250_at 15.5 11.5 A A 0.11 0.14 -0.4 NC 0.69 gb:BM946369 /DB_XREF=gi:19429954 /DB_XREF=UI-M-EM0-bvk-e-06-0-UI.r1 /CLONE=IMAGE:5698157 /FEA=EST /CNT=15 /TID=Mm.103494.1 /TIER=S
MOE430_2_1436305_at 170.5 185.5 P P 0.000732 0.000732 -0.4 NC 0.95 gb:BE951394 /DB_XREF=gi:10590631 /DB_XREF=UI-M-CC0-axz-d-01-0-UI.s1 /CLONE=UI-M-CC0-axz-d-01-0-UI /FEA=EST /CNT=44 /TID=Mm.11177.
MOE430_2_1436320_at 34.2 19.8 P A 0.04 0.24 -0.4 NC 0.6 gb:W45978 /DB_XREF=gi:1330676 /DB_XREF=mc81e04.r1 /CLONE=IMAGE:354942 /FEA=EST /CNT=29 /TID=Mm.178550.4 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436327_a_ 82.8 66 P P 0.00415 0.01 -0.4 NC 0.69 gb:BM934830 /DB_XREF=gi:19393982 /DB_XREF=UI-M-BH3-aqn-f-01-0-UI.r1 /CLONE=UI-M-BH3-aqn-f-01-0-UI /FEA=EST /CNT=22 /TID=Mm.46397.2
MOE430_2_1436340_at 6.1 6.9 A A 0.19 0.46 -0.4 NC 0.5 gb:BQ177224 /DB_XREF=gi:20352716 /DB_XREF=UI-M-DJ2-bwa-p-20-0-UI.s1 /CLONE=UI-M-DJ2-bwa-p-20-0-UI /FEA=EST /CNT=19 /TID=Mm.40637
MOE430_2_1436342_a_ 2009.6 1600.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AU041099 /DB_XREF=gi:3955331 /DB_XREF=AU041099 /CLONE=J0824D06 /FEA=EST /CNT=16 /TID=Mm.27839.2 /TIER=Stack /STK=9 /UG=Mm.278
MOE430_2_1436379_at 212 140.7 P P 0.000732 0.001221 -0.4 D 0.99 gb:AI429792 /DB_XREF=gi:4275707 /DB_XREF=mf99e06.x1 /CLONE=IMAGE:422434 /FEA=EST /CNT=16 /TID=Mm.34075.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436426_at 136.9 103.2 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BF464165 /DB_XREF=gi:11533313 /DB_XREF=UI-M-CG0p-bnw-e-12-0-UI.s1 /CLONE=UI-M-CG0p-bnw-e-12-0-UI /FEA=EST /CNT=16 /TID=Mm.444
MOE430_2_1436448_a_ 2163.3 1448.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AA833146 /DB_XREF=gi:2906874 /DB_XREF=ud02d05.r1 /CLONE=IMAGE:1433961 /FEA=EST /CNT=10 /TID=Mm.2792.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436461_at 1.1 0.5 A A 0.99 0.98 -0.4 NC 0.5 gb:BQ175922 /DB_XREF=gi:20351414 /DB_XREF=UI-M-DJ2-bwf-h-08-0-UI.s1 /CLONE=UI-M-DJ2-bwf-h-08-0-UI /FEA=EST /CNT=11 /TID=Mm.39631.
MOE430_2_1436482_a_ 108.7 74.2 P M 0.01 0.05 -0.4 NC 0.99 gb:BQ032424 /DB_XREF=gi:19767703 /DB_XREF=UI-1-CF0-ape-a-12-0-UI.s1 /CLONE=UI-1-CF0-ape-a-12-0-UI /FEA=EST /CNT=9 /TID=Mm.206536.2
MOE430_2_1436486_x_ 14.6 8.2 A A 0.11 0.3 -0.4 NC 0.5 gb:BG798811 /DB_XREF=gi:14163143 /DB_XREF=ic15c12.y1 /FEA=EST /CNT=9 /TID=Mm.122877.1 /TIER=Stack /STK=9 /UG=Mm.122877 /UG_TITLE=ES
MOE430_2_1436499_at 180.5 160.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW985925 /DB_XREF=gi:8180542 /DB_XREF=uf91c03.x1 /CLONE=IMAGE:1529476 /FEA=EST /CNT=64 /TID=Mm.35986.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436507_at 166.2 128.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV241470 /DB_XREF=gi:15405193 /DB_XREF=AV241470 /CLONE=4732448K15 /FEA=EST /CNT=38 /TID=Mm.77683.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1436520_at 175.1 104.6 P P 0.00293 0.001953 -0.4 NC 0.98 gb:BB378317 /DB_XREF=gi:16407712 /DB_XREF=BB378317 /CLONE=C130093J22 /FEA=EST /CNT=26 /TID=Mm.30517.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436525_at 107.8 92 P P 0.000244 0.000244 -0.4 NC 0.98 gb:AV225391 /DB_XREF=gi:16385178 /DB_XREF=AV225391 /CLONE=3830429G23 /FEA=EST /CNT=21 /TID=Mm.2564.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436536_at 3.1 1.6 A A 0.8 0.56 -0.4 NC 0.45 gb:AW108488 /DB_XREF=gi:6079288 /DB_XREF=um21h08.x1 /CLONE=IMAGE:2225247 /FEA=EST /CNT=20 /TID=Mm.40228.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436554_at 71.7 54.2 P P 0.01 0.03 -0.4 NC 0.72 gb:AV377437 /DB_XREF=gi:16398130 /DB_XREF=AV377437 /CLONE=9130230H23 /FEA=EST /CNT=22 /TID=Mm.100164.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436584_at 757.8 639.8 P P 0.000244 0.000244 -0.4 NC 0.95 gb:BB529691 /DB_XREF=gi:16445650 /DB_XREF=BB529691 /CLONE=E030003L01 /FEA=EST /CNT=11 /TID=Mm.89982.2 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1436689_a_ 2189.9 1568 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV028069 /DB_XREF=gi:4807679 /DB_XREF=AV028069 /CLONE=1300017I04 /FEA=EST /CNT=8 /TID=Mm.29803.2 /TIER=Stack /STK=8 /UG=Mm.298
MOE430_2_1436747_at 924.1 696.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI409975 /DB_XREF=gi:15170898 /DB_XREF=602962821F1 /CLONE=IMAGE:5118413 /FEA=EST /CNT=177 /TID=Mm.28594.1 /TIER=Stack /STK=69 /U
MOE430_2_1436750_a_ 1129.8 917.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV213379 /DB_XREF=gi:6152883 /DB_XREF=AV213379 /CLONE=2410127F14 /FEA=EST /CNT=70 /TID=Mm.13445.3 /TIER=Stack /STK=65 /UG=Mm.1
MOE430_2_1436753_at 305.7 252.2 P P 0.000244 0.000244 -0.4 MD 0.99 gb:BB317588 /DB_XREF=gi:16403158 /DB_XREF=BB317588 /CLONE=B230370E05 /FEA=EST /CNT=87 /TID=Mm.181624.1 /TIER=Stack /STK=63 /UG=M
MOE430_2_1436758_at 115.4 97.1 P P 0.000244 0.000732 -0.4 NC 0.99 gb:AI661423 /DB_XREF=gi:4765006 /DB_XREF=va24a12.x1 /CLONE=IMAGE:732286 /FEA=EST /CNT=85 /TID=Mm.41322.2 /TIER=Stack /STK=60 /UG=Mm
MOE430_2_1436765_at 45.3 37.2 P P 0.000244 0.000244 -0.4 NC 0.75 gb:BE199556 /DB_XREF=gi:8711725 /DB_XREF=us73e11.x1 /CLONE=IMAGE:3256844 /FEA=EST /CNT=115 /TID=Mm.196376.1 /TIER=Stack /STK=17 /UG
MOE430_2_1436773_x_ 11.1 19.4 A P 0.09 0.01 -0.4 NC 0.78 gb:AV007867 /DB_XREF=gi:4784854 /DB_XREF=AV007867 /CLONE=1110006P09 /FEA=EST /CNT=58 /TID=Mm.206250.2 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1436828_a_ 827.2 597.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG069764 /DB_XREF=gi:12552333 /DB_XREF=H3079H04-3 /CLONE=H3079H04 /FEA=EST /CNT=49 /TID=Mm.27872.2 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1436842_at 47 33.7 P P 0.000244 0.000244 -0.4 NC 0.92 gb:AV229336 /DB_XREF=gi:16385638 /DB_XREF=AV229336 /CLONE=4631408H06 /FEA=EST /CNT=104 /TID=Mm.45199.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1436862_at 1.6 0.9 A A 0.6 0.95 -0.4 NC 0.95 gb:BB543070 /DB_XREF=gi:9614293 /DB_XREF=BB543070 /CLONE=E130207F07 /FEA=EST /CNT=43 /TID=Mm.157324.2 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1436881_x_ 0.7 0.2 A A 0.94 0.99 -0.4 NC 0.83 gb:BB723712 /DB_XREF=gi:16106987 /DB_XREF=BB723712 /CLONE=C920021A04 /FEA=EST /CNT=40 /TID=Mm.80.6 /TIER=Stack /STK=40 /UG=Mm.80
MOE430_2_1436890_at 1395.2 952.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG963358 /DB_XREF=gi:14350995 /DB_XREF=602827784F1 /CLONE=IMAGE:4982469 /FEA=EST /CNT=77 /TID=Mm.33797.2 /TIER=Stack /STK=38 /U
MOE430_2_1436912_at 4.9 4.3 A A 0.27 0.21 -0.4 NC 0.5 gb:BB768064 /DB_XREF=gi:16210642 /DB_XREF=BB768064 /CLONE=G370081E07 /FEA=EST /CNT=42 /TID=Mm.28404.2 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1436977_at 22.9 23.5 P A 0.02 0.12 -0.4 NC 0.76 gb:BM213788 /DB_XREF=gi:17771780 /DB_XREF=C0841F08-3 /CLONE=C0841F08 /FEA=EST /CNT=32 /TID=Mm.90805.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1436984_at 303.3 232.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BG261647 /DB_XREF=gi:12771372 /DB_XREF=602373314F1 /CLONE=IMAGE:4481019 /FEA=EST /CNT=44 /TID=Mm.31550.1 /TIER=Stack /STK=31 /U
MOE430_2_1436994_a_ 1202.5 922.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB533903 /DB_XREF=gi:9585832 /DB_XREF=BB533903 /CLONE=E030032I06 /FEA=EST /CNT=32 /TID=Mm.193539.5 /TIER=Stack /STK=31 /UG=Mm.
MOE430_2_1437036_at 17.8 11.2 P M 0.02 0.05 -0.4 NC 0.7 gb:BB240087 /DB_XREF=gi:8924695 /DB_XREF=BB240087 /CLONE=A630080E23 /FEA=EST /CNT=29 /TID=Mm.29827.2 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1437046_x_ 443.9 326.1 P P 0.01 0.03 -0.4 D 0.99 gb:AI639566 /DB_XREF=gi:4702675 /DB_XREF=vv47g08.x1 /CLONE=IMAGE:1225598 /FEA=EST /CNT=30 /TID=Mm.46412.2 /TIER=Stack /STK=28 /UG=M
MOE430_2_1437047_at 42.3 33.1 A A 0.11 0.11 -0.4 NC 0.5 gb:BB527190 /DB_XREF=gi:16444440 /DB_XREF=BB527190 /CLONE=D930038J03 /FEA=EST /CNT=32 /TID=Mm.138617.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1437062_s_ 23.2 18.9 P P 0.000244 0.00415 -0.4 NC 0.83 gb:BB131270 /DB_XREF=gi:8785660 /DB_XREF=BB131270 /CLONE=9630050K01 /FEA=EST /CNT=35 /TID=Mm.19825.2 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1437091_at 13.9 13.1 A A 0.24 0.19 -0.4 NC 0.5 gb:AV323885 /DB_XREF=gi:15406242 /DB_XREF=AV323885 /CLONE=6230414D01 /FEA=EST /CNT=27 /TID=Mm.110790.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1437112_at 66.6 54.9 P P 0.008057 0.01 -0.4 NC 0.97 gb:BM228590 /DB_XREF=gi:17791284 /DB_XREF=K0264B09-3 /CLONE=K0264B09 /FEA=EST /CNT=34 /TID=Mm.7819.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1437119_at 295.8 253.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG075179 /DB_XREF=gi:12557748 /DB_XREF=H3144B12-3 /CLONE=H3144B12 /FEA=EST /CNT=47 /TID=Mm.17850.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1437137_at 1.5 1.1 A A 0.66 0.82 -0.4 NC 0.62 gb:AV280875 /DB_XREF=gi:16391489 /DB_XREF=AV280875 /CLONE=4933417N17 /FEA=EST /CNT=27 /TID=Mm.131639.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437146_x_ 392.5 297.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV025980 /DB_XREF=gi:4802972 /DB_XREF=AV025980 /CLONE=1200017C06 /FEA=EST /CNT=25 /TID=Mm.41792.2 /TIER=Stack /STK=25 /UG=Mm.4
MOE430_2_1437157_at 25 17.5 P A 0.01 0.17 -0.4 NC 0.79 gb:BE630728 /DB_XREF=gi:9913416 /DB_XREF=uu47g07.x1 /CLONE=IMAGE:3375132 /FEA=EST /CNT=26 /TID=Mm.4550.5 /TIER=Stack /STK=24 /UG=M
MOE430_2_1437172_x_ 872.4 679.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV150884 /DB_XREF=gi:5356090 /DB_XREF=AV150884 /CLONE=2900011B02 /FEA=EST /CNT=24 /TID=Mm.30147.3 /TIER=Stack /STK=24 /UG=Mm.3
MOE430_2_1437215_at 25.3 17.5 P A 0.04 0.12 -0.4 NC 0.83 gb:BG069242 /DB_XREF=gi:12551811 /DB_XREF=H3074C07-3 /CLONE=H3074C07 /FEA=EST /CNT=66 /TID=Mm.52295.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437224_at 73.1 63.8 P P 0.000732 0.005859 -0.4 NC 0.93 gb:BE988775 /DB_XREF=gi:10665455 /DB_XREF=UI-M-CG0p-bhg-b-06-0-UI.s1 /CLONE=UI-M-CG0p-bhg-b-06-0-UI /FEA=EST /CNT=23 /TID=Mm.1256
MOE430_2_1437228_at 25 27.6 A A 0.11 0.12 -0.4 NC 0.5 gb:AV303824 /DB_XREF=gi:16393553 /DB_XREF=AV303824 /CLONE=5730515M23 /FEA=EST /CNT=23 /TID=Mm.87624.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437249_at 9.9 4.3 A A 0.17 0.24 -0.4 NC 0.5 gb:BG075562 /DB_XREF=gi:12558131 /DB_XREF=H3148G04-3 /CLONE=H3148G04 /FEA=EST /CNT=32 /TID=Mm.71128.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437252_at 107.9 82.2 P P 0.000244 0.001953 -0.4 MD 0.99 gb:BB768012 /DB_XREF=gi:16210590 /DB_XREF=BB768012 /CLONE=G370080L24 /FEA=EST /CNT=38 /TID=Mm.45218.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437271_at 97.3 102.4 P P 0.001953 0.001953 -0.4 NC 0.98 gb:BB825816 /DB_XREF=gi:17004059 /DB_XREF=BB825816 /CLONE=G830039M09 /FEA=EST /CNT=22 /TID=Mm.32518.2 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437304_at 70.6 57.6 P P 0.000244 0.000732 -0.4 NC 0.99 gb:AV276986 /DB_XREF=gi:16390897 /DB_XREF=AV276986 /CLONE=4932438G12 /FEA=EST /CNT=25 /TID=Mm.73055.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437331_a_ 1200 751.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:AI987871 /DB_XREF=gi:5819665 /DB_XREF=um08b09.x1 /CLONE=IMAGE:2182457 /FEA=EST /CNT=21 /TID=Mm.30412.3 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437353_at 173.8 142.5 P P 0.000244 0.000244 -0.4 NC 0.88 gb:BB494182 /DB_XREF=gi:16441776 /DB_XREF=BB494182 /CLONE=D530037N22 /FEA=EST /CNT=41 /TID=Mm.24686.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1437380_x_ 3002.3 2499.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB558114 /DB_XREF=gi:9644480 /DB_XREF=BB558114 /CLONE=E330032F04 /FEA=EST /CNT=20 /TID=Mm.24365.5 /TIER=Stack /STK=19 /UG=Mm.2
MOE430_2_1437398_a_ 487.5 405.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB703752 /DB_XREF=gi:16052587 /DB_XREF=BB703752 /CLONE=7420456D08 /FEA=EST /CNT=31 /TID=Mm.29803.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437419_at 78.3 52.1 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BB329439 /DB_XREF=gi:15411511 /DB_XREF=BB329439 /CLONE=B630007K10 /FEA=EST /CNT=20 /TID=Mm.220302.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437437_x_ 1443.4 1124.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB396885 /DB_XREF=gi:9216281 /DB_XREF=BB396885 /CLONE=C230099L09 /FEA=EST /CNT=19 /TID=Mm.24680.4 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1437438_x_ 1.4 0.4 A A 0.78 0.69 -0.4 NC 0.36 gb:AV060116 /DB_XREF=gi:5159863 /DB_XREF=AV060116 /CLONE=1810061I04 /FEA=EST /CNT=19 /TID=Mm.1230.2 /TIER=Stack /STK=18 /UG=Mm.12
MOE430_2_1437446_at 61.2 45.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW539695 /DB_XREF=gi:7182112 /DB_XREF=C0123C02-3 /CLONE=C0123C02 /FEA=EST /CNT=18 /TID=Mm.102606.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437468_x_ 2992.9 2053.8 P P 0.000244 0.000732 -0.4 D 0.99 gb:BB315985 /DB_XREF=gi:9023020 /DB_XREF=BB315985 /CLONE=B230362C13 /FEA=EST /CNT=44 /TID=Mm.28017.2 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1437470_at 208 174.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW539022 /DB_XREF=gi:7181535 /DB_XREF=C0115H06-3 /CLONE=C0115H06 /FEA=EST /CNT=59 /TID=Mm.87619.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437489_x_ 144.5 83 P P 0.01 0.01 -0.4 NC 0.98 gb:BB497590 /DB_XREF=gi:9471687 /DB_XREF=BB497590 /CLONE=D630009I19 /FEA=EST /CNT=21 /TID=Mm.10406.2 /TIER=Stack /STK=17 /UG=Mm.1
MOE430_2_1437494_at 44.4 35.9 P P 0.000244 0.008057 -0.4 NC 0.99 gb:BB469472 /DB_XREF=gi:16427650 /DB_XREF=BB469472 /CLONE=D230024N09 /FEA=EST /CNT=21 /TID=Mm.33793.3 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437521_s_ 1916.5 1436.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB312224 /DB_XREF=gi:9012929 /DB_XREF=BB312224 /CLONE=B230333A20 /FEA=EST /CNT=17 /TID=Mm.86513.2 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1437562_at 0.9 0.4 A A 0.87 0.97 -0.4 NC 0.99 gb:BF466365 /DB_XREF=gi:11535548 /DB_XREF=UI-M-CG0p-bqw-f-09-0-UI.s1 /CLONE=UI-M-CG0p-bqw-f-09-0-UI /FEA=EST /CNT=20 /TID=Mm.8256
MOE430_2_1437571_at 29.5 19.9 P A 0.01 0.06 -0.4 NC 0.76 gb:BB292220 /DB_XREF=gi:16401543 /DB_XREF=BB292220 /CLONE=B130009N10 /FEA=EST /CNT=22 /TID=Mm.29903.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437572_at 75.5 55.2 P P 0.00415 0.008057 -0.4 NC 0.95 gb:BG968708 /DB_XREF=gi:14356345 /DB_XREF=602836570F1 /CLONE=IMAGE:4991009 /FEA=EST /CNT=21 /TID=Mm.38385.1 /TIER=Stack /STK=16 /U
MOE430_2_1437650_at 34.6 19.4 P P 0.00415 0.00415 -0.4 NC 0.5 gb:BG918100 /DB_XREF=gi:14298576 /DB_XREF=602821007F1 /CLONE=IMAGE:4949952 /FEA=EST /CNT=32 /TID=Mm.40609.1 /TIER=Stack /STK=15 /U
MOE430_2_1437664_at 4.8 5.2 A A 0.36 0.43 -0.4 NC 0.5 gb:BB195802 /DB_XREF=gi:8860755 /DB_XREF=BB195802 /CLONE=A330091B19 /FEA=EST /CNT=17 /TID=Mm.177058.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437682_x_ 46.1 32.8 P P 0.01 0.03 -0.4 D 0.99 gb:AV165159 /DB_XREF=gi:5371596 /DB_XREF=AV165159 /CLONE=3110032E21 /FEA=EST /CNT=16 /TID=Mm.182022.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437701_at 23.6 18.1 P P 0.03 0.005859 -0.4 NC 0.5 gb:BB449825 /DB_XREF=gi:16425395 /DB_XREF=BB449825 /CLONE=D030073L15 /FEA=EST /CNT=15 /TID=Mm.107053.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437767_s_ 81.3 75.5 P P 0.00293 0.008057 -0.4 D 0.99 gb:AA138720 /DB_XREF=gi:1700922 /DB_XREF=mq78f07.r1 /CLONE=IMAGE:584869 /FEA=EST /CNT=18 /TID=Mm.28027.3 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437840_s_ 177.6 118.3 P P 0.000732 0.001953 -0.4 NC 0.99 gb:BB222646 /DB_XREF=gi:8891258 /DB_XREF=BB222646 /CLONE=A530078O09 /FEA=EST /CNT=14 /TID=Mm.200588.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437869_at 55.3 38.7 P P 0.005859 0.008057 -0.4 NC 0.81 gb:BF140684 /DB_XREF=gi:10979724 /DB_XREF=601786934F1 /CLONE=IMAGE:4014657 /FEA=EST /CNT=36 /TID=Mm.28416.2 /TIER=Stack /STK=13 /U
MOE430_2_1437910_at 208 173.8 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BI900109 /DB_XREF=gi:16188060 /DB_XREF=id12g05.x1 /CLONE=IMAGE:5663048 /FEA=EST /CNT=25 /TID=Mm.36702.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437957_at 19.1 17.1 P P 0.001953 0.00293 -0.4 NC 0.5 gb:AW536719 /DB_XREF=gi:7179136 /DB_XREF=G0107H11-3 /CLONE=G0107H11 /FEA=EST /CNT=13 /TID=Mm.25995.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437977_at 102.6 83.4 P P 0.00415 0.008057 -0.4 NC 0.99 gb:BB772929 /DB_XREF=gi:16214646 /DB_XREF=BB772929 /CLONE=G370150N14 /FEA=EST /CNT=13 /TID=Mm.130471.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437985_a_ 326.8 246.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB379386 /DB_XREF=gi:9092274 /DB_XREF=BB379386 /CLONE=C130098N10 /FEA=EST /CNT=13 /TID=Mm.5624.3 /TIER=Stack /STK=13 /UG=Mm.5
MOE430_2_1438108_at 34.1 22.4 P A 0.04 0.09 -0.4 NC 0.65 gb:BB312350 /DB_XREF=gi:9013055 /DB_XREF=BB312350 /CLONE=B230333N20 /FEA=EST /CNT=13 /TID=Mm.109815.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438116_x_ 270.2 229.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB805362 /DB_XREF=gi:16977991 /DB_XREF=BB805362 /CLONE=G630068J09 /FEA=EST /CNT=13 /TID=Mm.27842.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438120_x_ 754.4 419 P P 0.01 0.00415 -0.4 D 0.99 gb:AV091354 /DB_XREF=gi:5238902 /DB_XREF=AV091354 /CLONE=2310061J18 /FEA=EST /CNT=13 /TID=Mm.38241.3 /TIER=Stack /STK=12 /UG=Mm.3
MOE430_2_1438130_at 54.1 55.6 P P 0.001221 0.000732 -0.4 NC 0.5 gb:BB427389 /DB_XREF=gi:16423803 /DB_XREF=BB427389 /CLONE=C630010L18 /FEA=EST /CNT=12 /TID=Mm.144060.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438145_at 5.3 4.6 A A 0.33 0.39 -0.4 NC 0.35 gb:BB757200 /DB_XREF=gi:16185664 /DB_XREF=BB757200 /CLONE=G270082N14 /FEA=EST /CNT=12 /TID=Mm.24055.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438163_x_ 26.8 20.6 P A 0.04 0.06 -0.4 NC 0.55 gb:BB451238 /DB_XREF=gi:9312273 /DB_XREF=BB451238 /CLONE=D130008G05 /FEA=EST /CNT=12 /TID=Mm.28435.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438165_x_ 559.7 434.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB559097 /DB_XREF=gi:9645463 /DB_XREF=BB559097 /CLONE=E330037F09 /FEA=EST /CNT=12 /TID=Mm.29210.2 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438231_at 24.1 24.2 P P 0.001221 0.008057 -0.4 NC 0.63 gb:BB376288 /DB_XREF=gi:9089102 /DB_XREF=BB376288 /CLONE=C130084H02 /FEA=EST /CNT=32 /TID=Mm.187748.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438275_at 22.1 8.2 A A 0.09 0.3 -0.4 NC 0.7 gb:AA221216 /DB_XREF=gi:1840478 /DB_XREF=mw09d10.r1 /CLONE=IMAGE:670195 /FEA=EST /CNT=14 /TID=Mm.183063.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1438295_at 11.5 8 M A 0.05 0.08 -0.4 NC 0.5 gb:BM247146 /DB_XREF=gi:17882416 /DB_XREF=K0747G12-3 /CLONE=K0747G12 /FEA=EST /CNT=15 /TID=Mm.210787.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438296_at 15.2 15.5 A A 0.14 0.36 -0.4 NC 0.5 gb:BE632919 /DB_XREF=gi:9915607 /DB_XREF=uv97d03.x1 /CLONE=IMAGE:3415109 /FEA=EST /CNT=15 /TID=Mm.85952.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1438338_at 11.5 9.7 A A 0.08 0.11 -0.4 NC 0.5 gb:BB318769 /DB_XREF=gi:16403218 /DB_XREF=BB318769 /CLONE=B230377B03 /FEA=EST /CNT=11 /TID=Mm.212703.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438351_at 3.3 1.4 A A 0.39 0.53 -0.4 NC 0.49 gb:AV297190 /DB_XREF=gi:16392930 /DB_XREF=AV297190 /CLONE=5730447C22 /FEA=EST /CNT=11 /TID=Mm.65910.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438358_x_ 6 9.5 P A 0.01 0.09 -0.4 NC 0.97 gb:AV124256 /DB_XREF=gi:5310490 /DB_XREF=AV124256 /CLONE=2700017F10 /FEA=EST /CNT=11 /TID=Mm.181847.4 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438361_at 21.1 14.6 P P 0.001953 0.000244 -0.4 NC 0.5 gb:BB543289 /DB_XREF=gi:9614512 /DB_XREF=BB543289 /CLONE=E130209C13 /FEA=EST /CNT=11 /TID=Mm.170242.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438415_s_ 201.6 146.1 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AV166218 /DB_XREF=gi:5372655 /DB_XREF=AV166218 /CLONE=3110041L23 /FEA=EST /CNT=20 /TID=Mm.219445.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438438_at 65.1 34.7 P P 0.008057 0.03 -0.4 NC 0.59 gb:BE956661 /DB_XREF=gi:10601420 /DB_XREF=UI-M-BG2-bbm-g-12-0-UI.s1 /CLONE=UI-M-BG2-bbm-g-12-0-UI /FEA=EST /CNT=16 /TID=Mm.41180
MOE430_2_1438440_at 25 23 A A 0.17 0.14 -0.4 NC 0.5 gb:BE951982 /DB_XREF=gi:10591890 /DB_XREF=UI-M-CC0-ayh-d-01-0-UI.s1 /CLONE=UI-M-CC0-ayh-d-01-0-UI /FEA=EST /CNT=28 /TID=Mm.45213.
MOE430_2_1438470_at 54.7 49.3 P P 0.01 0.02 -0.4 NC 0.94 gb:AI647821 /DB_XREF=gi:4726499 /DB_XREF=uk44e09.x1 /CLONE=IMAGE:1971880 /FEA=EST /CNT=14 /TID=Mm.63560.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438557_x_ 1509.3 1107.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB553721 /DB_XREF=gi:9640087 /DB_XREF=BB553721 /CLONE=E330008O07 /FEA=EST /CNT=11 /TID=Mm.24680.5 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438650_x_ 143.3 102.8 P P 0.00415 0.000732 -0.4 NC 0.99 gb:AV330726 /DB_XREF=gi:6370778 /DB_XREF=AV330726 /CLONE=6330516I19 /FEA=EST /CNT=10 /TID=Mm.4504.4 /TIER=Stack /STK=10 /UG=Mm.45
MOE430_2_1438713_at 12.4 7.8 A A 0.12 0.3 -0.4 NC 0.5 gb:BB391868 /DB_XREF=gi:9114827 /DB_XREF=BB391868 /CLONE=C230076H23 /FEA=EST /CNT=21 /TID=Mm.129819.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438783_at 52.5 39.9 P P 0.005859 0.01 -0.4 NC 0.99 gb:BB325257 /DB_XREF=gi:16403556 /DB_XREF=BB325257 /CLONE=B430115G18 /FEA=EST /CNT=11 /TID=Mm.139190.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438867_at 15.2 16.8 P A 0.03 0.14 -0.4 NC 0.5 gb:BM227713 /DB_XREF=gi:17790097 /DB_XREF=K0247G11-3 /CLONE=K0247G11 /FEA=EST /CNT=10 /TID=Mm.7754.1 /TIER=Stack /STK=9 /UG=Mm.7
MOE430_2_1438910_a_ 775.1 543.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB782444 /DB_XREF=gi:16943144 /DB_XREF=BB782444 /CLONE=G430080L16 /FEA=EST /CNT=9 /TID=Mm.4441.5 /TIER=Stack /STK=9 /UG=Mm.44
MOE430_2_1438930_s_ 101.3 108.6 P P 0.000244 0.000244 -0.4 NC 0.8 gb:BB130002 /DB_XREF=gi:8784392 /DB_XREF=BB130002 /CLONE=9630042O22 /FEA=EST /CNT=9 /TID=Mm.200278.1 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438974_x_ 93.1 86 P P 0.005859 0.00415 -0.4 D 0.99 gb:BB207105 /DB_XREF=gi:8872058 /DB_XREF=BB207105 /CLONE=A430080A06 /FEA=EST /CNT=9 /TID=Mm.1860.5 /TIER=Stack /STK=9 /UG=Mm.186
MOE430_2_1439056_at 1.3 0.3 A A 0.66 0.98 -0.4 NC 0.95 gb:AV331361 /DB_XREF=gi:6371413 /DB_XREF=AV331361 /CLONE=6330522E15 /FEA=EST /CNT=15 /TID=Mm.87679.1 /TIER=Stack /STK=8 /UG=Mm.87
MOE430_2_1439064_at 78.7 52.7 P P 0.001221 0.00293 -0.4 NC 0.97 gb:AV233866 /DB_XREF=gi:15405062 /DB_XREF=AV233866 /CLONE=4632427H21 /FEA=EST /CNT=26 /TID=Mm.22139.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439069_a_ 669.1 531.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB006121 /DB_XREF=gi:8095534 /DB_XREF=BB006121 /CLONE=4732469P11 /FEA=EST /CNT=14 /TID=Mm.30245.5 /TIER=Stack /STK=8 /UG=Mm.30
MOE430_2_1439070_x_ 167 95.7 P P 0.001221 0.01 -0.4 D 0.99 gb:BB006121 /DB_XREF=gi:8095534 /DB_XREF=BB006121 /CLONE=4732469P11 /FEA=EST /CNT=14 /TID=Mm.30245.5 /TIER=Stack /STK=8 /UG=Mm.30
MOE430_2_1439082_at 42.7 25.9 P P 0.000732 0.00293 -0.4 NC 0.77 gb:AA518255 /DB_XREF=gi:2258940 /DB_XREF=vi27c08.r1 /CLONE=IMAGE:905006 /FEA=EST /CNT=18 /TID=Mm.35019.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439087_a_ 513.5 404.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB030508 /DB_XREF=gi:16258162 /DB_XREF=BB030508 /CLONE=5830455E04 /FEA=EST /CNT=14 /TID=Mm.46653.2 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1439221_s_ 0.7 1.3 A A 0.78 0.91 -0.4 NC 0.9 gb:BB220422 /DB_XREF=gi:8885375 /DB_XREF=BB220422 /CLONE=A530060C16 /FEA=EST /CNT=9 /TID=Mm.200260.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439259_x_ 3769.5 2733 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB458178 /DB_XREF=gi:9353671 /DB_XREF=BB458178 /CLONE=D130055H07 /FEA=EST /CNT=9 /TID=Mm.28771.3 /TIER=Stack /STK=8 /UG=Mm.28
MOE430_2_1439319_at 12.2 10.9 A A 0.11 0.12 -0.4 NC 0.69 gb:BM239388 /DB_XREF=gi:17874658 /DB_XREF=K0533F03-3 /CLONE=K0533F03 /FEA=EST /CNT=8 /TID=Mm.131142.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439381_x_ 3224.5 2647.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB142015 /DB_XREF=gi:8796952 /DB_XREF=BB142015 /CLONE=9930013I04 /FEA=EST /CNT=8 /TID=Mm.206250.3 /TIER=Stack /STK=8 /UG=Mm.20
MOE430_2_1439404_x_ 44.4 34.4 P M 0.01 0.05 -0.4 NC 0.96 gb:BB559637 /DB_XREF=gi:9646003 /DB_XREF=BB559637 /CLONE=E330039M21 /FEA=EST /CNT=8 /TID=Mm.153389.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439412_at 2.9 2.4 A A 0.39 0.66 -0.4 NC 0.55 gb:BB167922 /DB_XREF=gi:8823863 /DB_XREF=BB167922 /CLONE=A130095O13 /FEA=EST /CNT=8 /TID=Mm.131809.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439441_x_ 157.4 133.6 P P 0.000732 0.000732 -0.4 D 0.99 gb:BB134767 /DB_XREF=gi:8789704 /DB_XREF=BB134767 /CLONE=9830118J24 /FEA=EST /CNT=8 /TID=Mm.28021.3 /TIER=Stack /STK=8 /UG=Mm.280
MOE430_2_1439534_at 1.8 1.8 A A 0.55 0.78 -0.4 NC 0.5 gb:BB425567 /DB_XREF=gi:16423607 /DB_XREF=BB425567 /CLONE=C530047C20 /FEA=EST /CNT=10 /TID=Mm.212572.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439552_at 46.2 32.9 P P 0.000244 0.00415 -0.4 NC 0.98 gb:BE985618 /DB_XREF=gi:10659110 /DB_XREF=UI-M-CG0p-bep-g-02-0-UI.s1 /CLONE=UI-M-CG0p-bep-g-02-0-UI /FEA=EST /CNT=9 /TID=Mm.40287
MOE430_2_1439619_at 15.3 8.2 P A 0.01 0.09 -0.4 NC 0.75 gb:BG143445 /DB_XREF=gi:12646769 /DB_XREF=mab56b03.x1 /CLONE=IMAGE:3974332 /FEA=EST /CNT=8 /TID=Mm.133080.1 /TIER=ConsEnd /STK=7 /



MOE430_2_1439687_at 76.2 63 P P 0.000244 0.000244 -0.4 NC 0.93 gb:BM207947 /DB_XREF=gi:17763983 /DB_XREF=C0620C07-3 /CLONE=C0620C07 /FEA=EST /CNT=7 /TID=Mm.37716.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439688_at 9 4.8 A A 0.27 0.46 -0.4 NC 0.5 gb:BB519740 /DB_XREF=gi:16443358 /DB_XREF=BB519740 /CLONE=D830038B11 /FEA=EST /CNT=7 /TID=Mm.136108.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439691_at 21.2 17.3 P P 0.02 0.03 -0.4 NC 0.5 gb:BB052597 /DB_XREF=gi:15404071 /DB_XREF=BB052597 /CLONE=6720455H16 /FEA=EST /CNT=7 /TID=Mm.83316.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439793_at 3.5 1.7 A A 0.56 0.5 -0.4 NC 0.35 gb:BM125285 /DB_XREF=gi:17109053 /DB_XREF=L0603B08-3 /CLONE=L0603B08 /FEA=EST /CNT=12 /TID=Mm.30922.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439806_at 3 1.4 A A 0.43 0.72 -0.4 NC 0.5 gb:BM938103 /DB_XREF=gi:19397255 /DB_XREF=UI-M-CD1-bar-e-03-0-UI.r1 /CLONE=UI-M-CD1-bar-e-03-0-UI /FEA=EST /CNT=13 /TID=Mm.100665
MOE430_2_1439808_at 0.6 0.3 A A 0.93 0.87 -0.4 NC 0.42 gb:BQ176089 /DB_XREF=gi:20351581 /DB_XREF=UI-M-DJ2-bwg-e-17-0-UI.s1 /CLONE=UI-M-DJ2-bwg-e-17-0-UI /FEA=EST /CNT=12 /TID=Mm.90021
MOE430_2_1439828_at 17.7 12.3 P P 0.01 0.01 -0.4 NC 0.44 gb:BB170108 /DB_XREF=gi:16269277 /DB_XREF=BB170108 /CLONE=A230015M16 /FEA=EST /CNT=9 /TID=Mm.131023.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439834_at 46.1 31.9 P P 0.000732 0.00415 -0.4 NC 0.92 gb:AA261399 /DB_XREF=gi:1895132 /DB_XREF=mz89c06.r1 /CLONE=IMAGE:720586 /FEA=EST /CNT=9 /TID=Mm.24275.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439850_at 2.3 0.6 A A 0.72 0.98 -0.4 NC 0.5 gb:BB310805 /DB_XREF=gi:16402651 /DB_XREF=BB310805 /CLONE=B230318A01 /FEA=EST /CNT=10 /TID=Mm.131965.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439878_at 1.6 0.9 A A 0.91 0.95 -0.4 NC 0.3 gb:AV009441 /DB_XREF=gi:4786428 /DB_XREF=AV009441 /CLONE=1110019C06 /FEA=EST /CNT=8 /TID=Mm.207365.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440065_at 26 26.2 A A 0.12 0.08 -0.4 NC 0.5 gb:AW556167 /DB_XREF=gi:7201596 /DB_XREF=L0264F12-3 /CLONE=L0264F12 /FEA=EST /CNT=6 /TID=Mm.131350.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440126_at 2.2 0.8 A A 0.36 0.75 -0.4 NC 0.84 gb:BM938208 /DB_XREF=gi:19397360 /DB_XREF=UI-M-BH4-bbf-f-07-0-UI.r1 /CLONE=UI-M-BH4-bbf-f-07-0-UI /FEA=EST /CNT=6 /TID=Mm.66319.1 /
MOE430_2_1440191_s_ 51.3 32.7 P A 0.04 0.09 -0.4 NC 0.72 gb:AI847494 /DB_XREF=gi:5491400 /DB_XREF=UI-M-AI1-afs-h-03-0-UI.s1 /CLONE=UI-M-AI1-afs-h-03-0-UI /FEA=EST /CNT=16 /TID=Mm.45066.1 /TI
MOE430_2_1440193_at 45.1 28.3 A A 0.06 0.06 -0.4 NC 0.86 gb:AV346451 /DB_XREF=gi:16397069 /DB_XREF=AV346451 /CLONE=6430579L11 /FEA=EST /CNT=14 /TID=Mm.86058.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440239_at 4.2 4 A A 0.53 0.53 -0.4 NC 0.5 gb:BF464242 /DB_XREF=gi:11533425 /DB_XREF=UI-M-CG0p-bnu-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bnu-a-06-0-UI /FEA=EST /CNT=9 /TID=Mm.30930
MOE430_2_1440250_at 9.5 7 A A 0.24 0.32 -0.4 NC 0.3 gb:BM121658 /DB_XREF=gi:17105426 /DB_XREF=L0500B06-3 /CLONE=L0500B06 /FEA=EST /CNT=8 /TID=Mm.107258.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440270_at 2.7 2.8 A A 0.39 0.72 -0.4 NC 0.78 gb:BQ175704 /DB_XREF=gi:20351196 /DB_XREF=UI-M-DJ2-bwe-m-08-0-UI.s1 /CLONE=UI-M-DJ2-bwe-m-08-0-UI /FEA=EST /CNT=9 /TID=Mm.51802
MOE430_2_1440323_at 3 2.2 A A 0.72 0.72 -0.4 NC 0.79 gb:AI848167 /DB_XREF=gi:5492073 /DB_XREF=UI-M-AH1-agq-c-07-0-UI.s1 /CLONE=UI-M-AH1-agq-c-07-0-UI /FEA=EST /CNT=7 /TID=Mm.5277.1 /T
MOE430_2_1440390_at 44.1 27.5 A M 0.06 0.05 -0.4 NC 0.81 gb:BE980997 /DB_XREF=gi:10649644 /DB_XREF=UI-M-CG0-bct-b-04-0-UI.s1 /CLONE=UI-M-CG0-bct-b-04-0-UI /FEA=EST /CNT=6 /TID=Mm.100100.
MOE430_2_1440396_at 2 1.1 A A 0.53 0.36 -0.4 NC 0.5 gb:BG075893 /DB_XREF=gi:12558462 /DB_XREF=H3153A11-3 /CLONE=H3153A11 /FEA=EST /CNT=6 /TID=Mm.102831.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440397_at 253.1 213.1 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BB464523 /DB_XREF=gi:16426998 /DB_XREF=BB464523 /CLONE=D130092I18 /FEA=EST /CNT=6 /TID=Mm.150477.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440420_at 18.2 15.4 P A 0.03 0.19 -0.4 NC 0.5 gb:BG071664 /DB_XREF=gi:12554233 /DB_XREF=H3101G04-3 /CLONE=H3101G04 /FEA=EST /CNT=6 /TID=Mm.17780.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440453_at 0.5 0.4 A A 0.91 0.96 -0.4 NC 0.93 gb:C85370 /DB_XREF=gi:2917327 /DB_XREF=C85370 /CLONE=J0207A09 /FEA=EST /CNT=6 /TID=Mm.188468.1 /TIER=ConsEnd /STK=5 /UG=Mm.18846
MOE430_2_1440457_at 11.8 9.7 A A 0.21 0.12 -0.4 NC 0.37 gb:BB154243 /DB_XREF=gi:8809180 /DB_XREF=BB154243 /CLONE=A130020C13 /FEA=EST /CNT=6 /TID=Mm.133118.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440480_at 25 13.4 A A 0.53 0.53 -0.4 NC 0.5 gb:AW494364 /DB_XREF=gi:7064645 /DB_XREF=UI-M-BH3-aul-e-09-0-UI.s1 /CLONE=UI-M-BH3-aul-e-09-0-UI /FEA=EST /CNT=9 /TID=Mm.102027.1 /
MOE430_2_1440491_at 94.9 75.8 P P 0.000732 0.001221 -0.4 NC 0.87 gb:BB328290 /DB_XREF=gi:15411482 /DB_XREF=BB328290 /CLONE=B430312B09 /FEA=EST /CNT=7 /TID=Mm.204834.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440496_at 5.1 5 A A 0.56 0.69 -0.4 NC 0.5 gb:BB527782 /DB_XREF=gi:16444530 /DB_XREF=BB527782 /CLONE=D930043B12 /FEA=EST /CNT=7 /TID=Mm.136459.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440596_at 8.6 7.8 A A 0.11 0.24 -0.4 NC 0.5 gb:BM199891 /DB_XREF=gi:17752939 /DB_XREF=C0202C05-3 /CLONE=C0202C05 /FEA=EST /CNT=5 /TID=Mm.215306.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440614_at 42.5 26.3 A A 0.09 0.24 -0.4 NC 0.71 gb:BB187217 /DB_XREF=gi:16270528 /DB_XREF=BB187217 /CLONE=A330041B18 /FEA=EST /CNT=5 /TID=Mm.74492.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440634_at 19.9 19 P P 0.000244 0.005859 -0.4 NC 0.5 gb:BG072806 /DB_XREF=gi:12555375 /DB_XREF=H3115B12-3 /CLONE=H3115B12 /FEA=EST /CNT=5 /TID=Mm.157623.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440648_at 23.9 14.1 M A 0.05 0.27 -0.4 NC 0.5 gb:BB321956 /DB_XREF=gi:16403404 /DB_XREF=BB321956 /CLONE=B330005C17 /FEA=EST /CNT=5 /TID=Mm.132290.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440657_at 10.4 7.6 A A 0.24 0.39 -0.4 NC 0.5 gb:AW547468 /DB_XREF=gi:7192882 /DB_XREF=L0022F07-3 /CLONE=L0022F07 /FEA=EST /CNT=5 /TID=Mm.182618.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440698_at 4.4 3.1 A A 0.52 0.69 -0.4 NC 0.95 gb:BB380493 /DB_XREF=gi:16407918 /DB_XREF=BB380493 /CLONE=C230007C16 /FEA=EST /CNT=5 /TID=Mm.133507.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440702_at 16.8 12.8 A A 0.12 0.1 -0.4 NC 0.5 gb:AU022563 /DB_XREF=gi:3387538 /DB_XREF=AU022563 /CLONE=J0416F07 /FEA=EST /CNT=5 /TID=Mm.11865.1 /TIER=ConsEnd /STK=5 /UG=Mm.11
MOE430_2_1440724_at 5.7 3.8 A A 0.3 0.36 -0.4 NC 0.51 gb:BF466664 /DB_XREF=gi:11535887 /DB_XREF=UI-M-CG0p-bqq-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bqq-a-06-0-UI /FEA=EST /CNT=5 /TID=Mm.1539
MOE430_2_1440762_at 1.1 0.9 A A 0.96 0.85 -0.4 NC 0.5 gb:AI606043 /DB_XREF=gi:4615210 /DB_XREF=ve75d10.x1 /CLONE=IMAGE:832051 /FEA=EST /CNT=5 /TID=Mm.131593.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440769_at 36.5 27.2 P P 0.03 0.005859 -0.4 NC 0.85 gb:BM936071 /DB_XREF=gi:19395223 /DB_XREF=UI-M-BZ1-bdv-e-02-0-UI.r1 /CLONE=UI-M-BZ1-bdv-e-02-0-UI /FEA=EST /CNT=5 /TID=Mm.152147.
MOE430_2_1440790_x_ 77.4 69.3 P P 0.000732 0.001953 -0.4 NC 0.98 gb:BB394466 /DB_XREF=gi:9117454 /DB_XREF=BB394466 /CLONE=C230087O20 /FEA=EST /CNT=5 /TID=Mm.69922.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440843_at 2.9 1.4 A A 0.75 0.72 -0.4 NC 0.39 gb:BB258200 /DB_XREF=gi:16399757 /DB_XREF=BB258200 /CLONE=A730083F13 /FEA=EST /CNT=12 /TID=Mm.125338.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440896_at 12.7 8.3 A A 0.09 0.08 -0.4 NC 0.4 gb:BM196755 /DB_XREF=gi:17748706 /DB_XREF=C0336F08-3 /CLONE=C0336F08 /FEA=EST /CNT=8 /TID=Mm.133061.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440954_at 164.6 146 P P 0.01 0.01 -0.4 NC 0.8 gb:BM114723 /DB_XREF=gi:17077741 /DB_XREF=L0809D01-3 /CLONE=L0809D01 /FEA=EST /CNT=7 /TID=Mm.168726.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440955_at 27.7 31.3 P P 0.01 0.03 -0.4 NC 0.62 gb:BQ126564 /DB_XREF=gi:20200475 /DB_XREF=ii20b09.x1 /CLONE=IMAGE:5941985 /FEA=EST /CNT=7 /TID=Mm.23152.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440960_at 0.5 0.8 A A 0.69 0.87 -0.4 NC 0.9 gb:BB236692 /DB_XREF=gi:16354841 /DB_XREF=BB236692 /CLONE=A630060L04 /FEA=EST /CNT=13 /TID=Mm.122823.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440971_x_ 279.5 183.7 P P 0.000732 0.000244 -0.4 D 0.99 gb:BB823641 /DB_XREF=gi:17001884 /DB_XREF=BB823641 /CLONE=G830028P10 /FEA=EST /CNT=9 /TID=Mm.41038.2 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440984_at 10.9 8.3 A A 0.14 0.24 -0.4 NC 0.5 gb:BE943712 /DB_XREF=gi:10521471 /DB_XREF=UI-M-BH3-avm-d-11-0-UI.s1 /CLONE=UI-M-BH3-avm-d-11-0-UI /FEA=EST /CNT=8 /TID=Mm.73959.
MOE430_2_1441010_at 26.6 25.7 M M 0.05 0.05 -0.4 NC 0.5 gb:BE952893 /DB_XREF=gi:10593840 /DB_XREF=UI-M-BH4-azm-c-06-0-UI.s1 /CLONE=UI-M-BH4-azm-c-06-0-UI /FEA=EST /CNT=7 /TID=Mm.30706.
MOE430_2_1441124_at 16.1 9.8 P P 0.01 0.02 -0.4 NC 0.51 gb:AV224430 /DB_XREF=gi:15404868 /DB_XREF=AV224430 /CLONE=3830420K19 /FEA=EST /CNT=6 /TID=Mm.59508.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441176_at 5.4 4.9 A A 0.21 0.3 -0.4 NC 0.46 gb:BG068999 /DB_XREF=gi:12551568 /DB_XREF=H3071F04-3 /CLONE=H3071F04 /FEA=EST /CNT=5 /TID=Mm.173730.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441178_at 55.2 44.7 P P 0.000732 0.000732 -0.4 NC 0.9 gb:BB818617 /DB_XREF=gi:16991246 /DB_XREF=BB818617 /CLONE=G730045K17 /FEA=EST /CNT=5 /TID=Mm.96010.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441189_at 13.8 7.1 A A 0.14 0.21 -0.4 NC 0.5 gb:BE979836 /DB_XREF=gi:10647150 /DB_XREF=UI-M-BG2-bca-a-04-0-UI.s1 /CLONE=UI-M-BG2-bca-a-04-0-UI /FEA=EST /CNT=5 /TID=Mm.82673.1
MOE430_2_1441226_at 6.7 5.1 A A 0.17 0.46 -0.4 NC 0.73 gb:AI503604 /DB_XREF=gi:4401455 /DB_XREF=vk38a10.x1 /CLONE=IMAGE:948858 /FEA=EST /CNT=5 /TID=Mm.131792.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441238_at 9.3 7.3 A A 0.17 0.3 -0.4 NC 0.66 gb:BG074304 /DB_XREF=gi:12556873 /DB_XREF=H3133D08-3 /CLONE=H3133D08 /FEA=EST /CNT=5 /TID=Mm.103018.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441250_at 7 6.8 A A 0.11 0.19 -0.4 NC 0.5 gb:AV277090 /DB_XREF=gi:6265127 /DB_XREF=AV277090 /CLONE=4932439G20 /FEA=EST /CNT=5 /TID=Mm.212772.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441281_s_ 275.8 248.1 P P 0.001953 0.01 -0.4 NC 0.98 gb:AU024536 /DB_XREF=gi:3394883 /DB_XREF=AU024536 /CLONE=J0455E02 /FEA=EST /CNT=5 /TID=Mm.202167.1 /TIER=ConsEnd /STK=4 /UG=Mm.2
MOE430_2_1441316_at 7.4 3.5 A A 0.24 0.53 -0.4 NC 0.46 gb:BB234335 /DB_XREF=gi:8914190 /DB_XREF=BB234335 /CLONE=A630048K23 /FEA=EST /CNT=5 /TID=Mm.208150.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441331_at 11.3 6.2 P A 0.01 0.08 -0.4 NC 0.5 gb:BB153043 /DB_XREF=gi:16268063 /DB_XREF=BB153043 /CLONE=A130010F01 /FEA=EST /CNT=6 /TID=Mm.35145.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441343_at 27.6 18.6 A A 0.09 0.19 -0.4 NC 0.46 gb:BG070780 /DB_XREF=gi:12553349 /DB_XREF=H3091A12-3 /CLONE=H3091A12 /FEA=EST /CNT=5 /TID=Mm.25924.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441375_at 7.4 5.1 A A 0.39 0.24 -0.4 NC 0.41 gb:AU043080 /DB_XREF=gi:3957315 /DB_XREF=AU043080 /CLONE=J1043F03 /FEA=EST /CNT=5 /TID=Mm.173971.1 /TIER=ConsEnd /STK=4 /UG=Mm.1
MOE430_2_1441393_at 8.7 7.4 A A 0.36 0.19 -0.4 NC 0.2 gb:AV228518 /DB_XREF=gi:16385559 /DB_XREF=AV228518 /CLONE=4432416L24 /FEA=EST /CNT=4 /TID=Mm.59607.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441437_at 28.5 25.4 P M 0.000244 0.05 -0.4 D 0.99 gb:BM119933 /DB_XREF=gi:17087959 /DB_XREF=L0932G04-3 /CLONE=L0932G04 /FEA=EST /CNT=4 /TID=Mm.215767.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441469_at 1.9 1.6 A A 0.63 0.53 -0.4 NC 0.1 gb:BB430711 /DB_XREF=gi:16424101 /DB_XREF=BB430711 /CLONE=C630034I06 /FEA=EST /CNT=4 /TID=Mm.101596.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441485_at 18.1 10 P A 0.000732 0.11 -0.4 NC 0.5 gb:AV375633 /DB_XREF=gi:16397996 /DB_XREF=AV375633 /CLONE=9130201K17 /FEA=EST /CNT=4 /TID=Mm.212290.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441487_at 14.8 9.3 A A 0.14 0.3 -0.4 NC 0.5 gb:BB197646 /DB_XREF=gi:16271070 /DB_XREF=BB197646 /CLONE=A330102G01 /FEA=EST /CNT=4 /TID=Mm.153117.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441489_at 9.5 7.3 A A 0.53 0.53 -0.4 NC 0.07 gb:BB364745 /DB_XREF=gi:16406277 /DB_XREF=BB364745 /CLONE=C130023C23 /FEA=EST /CNT=4 /TID=Mm.102655.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441501_at 18.1 15.6 P P 0.01 0.01 -0.4 NC 0.5 gb:AV382262 /DB_XREF=gi:16398388 /DB_XREF=AV382262 /CLONE=9330105B09 /FEA=EST /CNT=4 /TID=Mm.208242.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441502_at 5.9 3.7 A A 0.21 0.3 -0.4 NC 0.64 gb:BB183114 /DB_XREF=gi:15409431 /DB_XREF=BB183114 /CLONE=A230104C12 /FEA=EST /CNT=4 /TID=Mm.215550.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441608_at 9.4 7.7 A A 0.09 0.46 -0.4 NC 0.73 gb:BB559910 /DB_XREF=gi:16449052 /DB_XREF=BB559910 /CLONE=E530001L08 /FEA=EST /CNT=4 /TID=Mm.131901.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441621_at 1.9 1.2 A A 0.82 0.94 -0.4 NC 0.64 gb:BB441108 /DB_XREF=gi:16424713 /DB_XREF=BB441108 /CLONE=D030025J20 /FEA=EST /CNT=4 /TID=Mm.187190.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441643_at 9.4 6 A A 0.27 0.08 -0.4 NC 0.35 gb:AV272467 /DB_XREF=gi:16390155 /DB_XREF=AV272467 /CLONE=4931426J10 /FEA=EST /CNT=4 /TID=Mm.137979.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441659_at 28.2 20.6 A A 0.21 0.46 -0.4 NC 0.5 gb:C78788 /DB_XREF=gi:2519118 /DB_XREF=C78788 /CLONE=J0055A09 /FEA=EST /CNT=4 /TID=Mm.25000.1 /TIER=ConsEnd /STK=4 /UG=Mm.25000 /
MOE430_2_1441666_at 1.3 0.9 A A 0.75 0.9 -0.4 NC 0.54 gb:BB197117 /DB_XREF=gi:16271041 /DB_XREF=BB197117 /CLONE=A330097I01 /FEA=EST /CNT=4 /TID=Mm.44534.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441684_at 35.6 26.4 P P 0.001221 0.01 -0.4 NC 0.5 gb:BM116591 /DB_XREF=gi:17079609 /DB_XREF=L0838E04-3 /CLONE=L0838E04 /FEA=EST /CNT=4 /TID=Mm.213408.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441695_at 5.3 5.9 A A 0.27 0.5 -0.4 NC 0.5 gb:BG068491 /DB_XREF=gi:12551060 /DB_XREF=H3066B06-3 /CLONE=H3066B06 /FEA=EST /CNT=4 /TID=Mm.11919.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441696_at 18.6 15.3 A A 0.21 0.12 -0.4 NC 0.44 gb:AW552696 /DB_XREF=gi:7198119 /DB_XREF=L0216C11-3 /CLONE=L0216C11 /FEA=EST /CNT=4 /TID=Mm.180923.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441698_at 9.4 7.2 A A 0.19 0.27 -0.4 NC 0.5 gb:BM237493 /DB_XREF=gi:17872763 /DB_XREF=K0502B11-3 /CLONE=K0502B11 /FEA=EST /CNT=4 /TID=Mm.210092.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441770_at 0.5 1.1 A A 0.75 0.82 -0.4 NC 0.46 gb:BB730878 /DB_XREF=gi:16114153 /DB_XREF=BB730878 /CLONE=E860130P21 /FEA=EST /CNT=4 /TID=Mm.200890.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441776_at 30.9 13.7 P P 0.00293 0.03 -0.4 NC 0.9 gb:BB732603 /DB_XREF=gi:16115878 /DB_XREF=BB732603 /CLONE=E970028F13 /FEA=EST /CNT=4 /TID=Mm.197113.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441794_at 11.9 9.7 P A 0.01 0.12 -0.4 NC 0.54 gb:BB797041 /DB_XREF=gi:16966660 /DB_XREF=BB797041 /CLONE=G630003E10 /FEA=EST /CNT=4 /TID=Mm.213409.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441840_x_ 50.9 34.9 P A 0.01 0.09 -0.4 NC 0.95 gb:BB533975 /DB_XREF=gi:9585904 /DB_XREF=BB533975 /CLONE=E030032N21 /FEA=EST /CNT=4 /TID=Mm.45498.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441841_at 31.3 20 A A 0.5 0.52 -0.4 NC 0.21 gb:BB395592 /DB_XREF=gi:9214988 /DB_XREF=BB395592 /CLONE=C230092N22 /FEA=EST /CNT=4 /TID=Mm.115970.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441860_x_ 37.8 43 P P 0.00415 0.00415 -0.4 NC 0.83 gb:AV311276 /DB_XREF=gi:6364311 /DB_XREF=AV311276 /CLONE=5730596I05 /FEA=EST /CNT=4 /TID=Mm.161037.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441931_x_ 154.1 123.3 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BB125219 /DB_XREF=gi:8779543 /DB_XREF=BB125219 /CLONE=9630003N15 /FEA=EST /CNT=4 /TID=Mm.90304.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441956_s_ 24.6 17.5 P P 0.00293 0.02 -0.4 NC 0.53 gb:BB025983 /DB_XREF=gi:8201518 /DB_XREF=BB025983 /CLONE=5330430O21 /FEA=EST /CNT=4 /TID=Mm.116892.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442005_at 95.3 64.8 P P 0.00415 0.01 -0.4 D 0.99 gb:BB018051 /DB_XREF=gi:16257557 /DB_XREF=BB018051 /CLONE=4930572E01 /FEA=EST /CNT=12 /TID=Mm.116907.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442026_at 9.6 12.3 P P 0.02 0.02 -0.4 NC 0.5 gb:AI467657 /DB_XREF=gi:4320994 /DB_XREF=ve44f05.x1 /CLONE=IMAGE:821025 /FEA=EST /CNT=11 /TID=Mm.34106.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442082_at 5.6 4 A A 0.19 0.6 -0.4 NC 0.76 gb:BB333624 /DB_XREF=gi:16404014 /DB_XREF=BB333624 /CLONE=B830014C07 /FEA=EST /CNT=7 /TID=Mm.118523.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442128_at 14.8 14.7 M P 0.05 0.01 -0.4 NC 0.11 gb:AW494160 /DB_XREF=gi:7064441 /DB_XREF=UI-M-BH3-auj-d-01-0-UI.s1 /CLONE=UI-M-BH3-auj-d-01-0-UI /FEA=EST /CNT=6 /TID=Mm.101545.1 /
MOE430_2_1442142_at 17.5 14.8 M A 0.05 0.12 -0.4 NC 0.76 gb:BB480651 /DB_XREF=gi:16440707 /DB_XREF=BB480651 /CLONE=D330048P20 /FEA=EST /CNT=10 /TID=Mm.139065.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442181_at 42.7 24.3 P A 0.02 0.09 -0.4 NC 0.96 gb:AW556947 /DB_XREF=gi:7202376 /DB_XREF=L0275D02-3 /CLONE=L0275D02 /FEA=EST /CNT=6 /TID=Mm.182827.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442198_at 8.2 6.1 A A 0.11 0.27 -0.4 NC 0.5 gb:BG074637 /DB_XREF=gi:12557206 /DB_XREF=H3137E04-3 /CLONE=H3137E04 /FEA=EST /CNT=6 /TID=Mm.103071.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442224_at 11.5 6.2 A A 0.6 0.66 -0.4 NC 0.53 gb:BE952888 /DB_XREF=gi:10593825 /DB_XREF=UI-M-BH4-azm-c-01-0-UI.s1 /CLONE=UI-M-BH4-azm-c-01-0-UI /FEA=EST /CNT=5 /TID=Mm.151079
MOE430_2_1442235_at 18.7 15.2 P P 0.000244 0.01 -0.4 NC 0.57 gb:BF584971 /DB_XREF=gi:11658689 /DB_XREF=602098858F1 /CLONE=IMAGE:4218591 /FEA=EST /CNT=5 /TID=Mm.213014.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442368_at 9.6 6.6 A A 0.29 0.24 -0.4 NC 0.5 gb:BB667457 /DB_XREF=gi:16398906 /DB_XREF=BB667457 /CLONE=C730014N23 /FEA=EST /CNT=6 /TID=Mm.211646.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442474_at 2.4 1.4 A A 0.69 0.93 -0.4 NC 0.93 gb:AU043163 /DB_XREF=gi:3978638 /DB_XREF=AU043163 /CLONE=J0900H02 /FEA=EST /CNT=4 /TID=Mm.26854.1 /TIER=ConsEnd /STK=3 /UG=Mm.26
MOE430_2_1442475_at 11.4 7.5 A A 0.06 0.12 -0.4 NC 0.31 gb:BG068808 /DB_XREF=gi:12551377 /DB_XREF=H3069E07-3 /CLONE=H3069E07 /FEA=EST /CNT=4 /TID=Mm.155634.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442507_at 8.8 5.9 A A 0.46 0.66 -0.4 NC 0.5 gb:BG862377 /DB_XREF=gi:14212915 /DB_XREF=602796268F1 /CLONE=IMAGE:4917184 /FEA=EST /CNT=4 /TID=Mm.193579.1 /TIER=ConsEnd /STK=3 
MOE430_2_1442519_at 15.8 14.6 P P 0.02 0.01 -0.4 NC 0.84 gb:BB525437 /DB_XREF=gi:16444146 /DB_XREF=BB525437 /CLONE=D930026I23 /FEA=EST /CNT=4 /TID=Mm.136355.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442590_at 18.2 14.9 P P 0.03 0.000244 -0.4 NC 0.5 gb:BB366863 /DB_XREF=gi:16406479 /DB_XREF=BB366863 /CLONE=C130035G06 /FEA=EST /CNT=4 /TID=Mm.43241.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442658_at 6.3 8.3 A A 0.5 0.5 -0.4 NC 0.06 gb:BB167210 /DB_XREF=gi:16269049 /DB_XREF=BB167210 /CLONE=A130092B19 /FEA=EST /CNT=4 /TID=Mm.153623.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442712_at 1.7 0.9 A A 0.8 0.8 -0.4 NC 0.58 gb:AV269400 /DB_XREF=gi:16389758 /DB_XREF=AV269400 /CLONE=4930542J08 /FEA=EST /CNT=4 /TID=Mm.55913.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442722_at 6 1.1 A A 0.35 0.6 -0.4 NC 0.7 gb:BF464708 /DB_XREF=gi:11533891 /DB_XREF=UI-M-CG0p-bqb-g-05-0-UI.s1 /CLONE=UI-M-CG0p-bqb-g-05-0-UI /FEA=EST /CNT=4 /TID=Mm.15022
MOE430_2_1442732_at 34.6 31.3 A A 0.11 0.11 -0.4 NC 0.5 gb:BB181461 /DB_XREF=gi:16270076 /DB_XREF=BB181461 /CLONE=A230091H02 /FEA=EST /CNT=4 /TID=Mm.44072.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442804_at 12.2 8.3 A A 0.08 0.33 -0.4 NC 0.5 gb:BB165085 /DB_XREF=gi:15409204 /DB_XREF=BB165085 /CLONE=A130081E08 /FEA=EST /CNT=7 /TID=Mm.37915.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442864_at 29.9 25.1 A A 0.08 0.24 -0.4 NC 0.65 gb:BB324744 /DB_XREF=gi:15411463 /DB_XREF=BB324744 /CLONE=B430111H01 /FEA=EST /CNT=4 /TID=Mm.213319.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442872_at 2.8 1.8 A A 0.5 0.66 -0.4 NC 0.5 gb:BB022993 /DB_XREF=gi:16257791 /DB_XREF=BB022993 /CLONE=5330413J09 /FEA=EST /CNT=4 /TID=Mm.48708.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442882_at 5.6 4.7 A A 0.36 0.3 -0.4 NC 0.5 gb:BB315069 /DB_XREF=gi:16403013 /DB_XREF=BB315069 /CLONE=B230352N01 /FEA=EST /CNT=4 /TID=Mm.101910.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442907_at 19.6 19.7 A A 0.12 0.08 -0.4 NC 0.41 gb:BB220904 /DB_XREF=gi:16353549 /DB_XREF=BB220904 /CLONE=A530062L09 /FEA=EST /CNT=4 /TID=Mm.118737.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442981_at 15.3 12.5 P P 0.02 0.03 -0.4 NC 0.5 gb:BG069763 /DB_XREF=gi:12552332 /DB_XREF=H3079H03-3 /CLONE=H3079H03 /FEA=EST /CNT=3 /TID=Mm.37822.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443113_at 18.4 13.7 M A 0.05 0.27 -0.4 NC 0.9 gb:AW557576 /DB_XREF=gi:7203005 /DB_XREF=L0283F03-3 /CLONE=L0283F03 /FEA=EST /CNT=3 /TID=Mm.182839.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443162_at 7.9 7 A P 0.08 0.04 -0.4 NC 0.5 gb:BB043897 /DB_XREF=gi:16259271 /DB_XREF=BB043897 /CLONE=6030479E06 /FEA=EST /CNT=3 /TID=Mm.44086.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443165_at 8.1 6.8 A A 0.3 0.12 -0.4 NC 0.26 gb:AV327777 /DB_XREF=gi:16395720 /DB_XREF=AV327777 /CLONE=6330436I18 /FEA=EST /CNT=3 /TID=Mm.189144.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443184_at 11.1 7.4 P A 0.01 0.36 -0.4 NC 0.77 gb:BB151822 /DB_XREF=gi:16267966 /DB_XREF=BB151822 /CLONE=A130002E14 /FEA=EST /CNT=3 /TID=Mm.209143.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443231_at 10.9 11.1 A A 0.06 0.21 -0.4 NC 0.5 gb:BG064470 /DB_XREF=gi:12547033 /DB_XREF=H3020B02-3 /CLONE=H3020B02 /FEA=EST /CNT=3 /TID=Mm.182583.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443242_at 1.4 1 A A 0.65 0.75 -0.4 NC 0.62 gb:BG065778 /DB_XREF=gi:12548341 /DB_XREF=H3035B09-3 /CLONE=H3035B09 /FEA=EST /CNT=3 /TID=Mm.155637.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443248_at 16.3 19.4 P P 0.01 0.001953 -0.4 NC 0.5 gb:BB668030 /DB_XREF=gi:16399479 /DB_XREF=BB668030 /CLONE=C920004K01 /FEA=EST /CNT=3 /TID=Mm.214773.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443260_at 69 52.9 P P 0.000244 0.00293 -0.4 NC 0.99 gb:BB055155 /DB_XREF=gi:16259756 /DB_XREF=BB055155 /CLONE=6720477P20 /FEA=EST /CNT=3 /TID=Mm.102898.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443269_at 6.6 5.4 A A 0.21 0.33 -0.4 NC 0.5 gb:BB451348 /DB_XREF=gi:16425544 /DB_XREF=BB451348 /CLONE=D130009B15 /FEA=EST /CNT=3 /TID=Mm.168666.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443317_at 7.7 5.6 A A 0.63 0.3 -0.4 NC 0.1 gb:C77554 /DB_XREF=gi:2517884 /DB_XREF=C77554 /CLONE=J0033E08 /FEA=EST /CNT=3 /TID=Mm.5621.1 /TIER=ConsEnd /STK=3 /UG=Mm.5621 /LL
MOE430_2_1443338_at 43.3 29 P P 0.001953 0.005859 -0.4 NC 0.9 gb:BM120751 /DB_XREF=gi:17088777 /DB_XREF=L0943G01-3 /CLONE=L0943G01 /FEA=EST /CNT=3 /TID=Mm.139028.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443339_at 8 6 A A 0.21 0.43 -0.4 NC 0.82 gb:AV373786 /DB_XREF=gi:16397919 /DB_XREF=AV373786 /CLONE=9130001M15 /FEA=EST /CNT=3 /TID=Mm.212991.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443394_at 15.6 15.5 P A 0.01 0.09 -0.4 NC 0.5 gb:BG060698 /DB_XREF=gi:12529449 /DB_XREF=L0906G07-3 /CLONE=L0906G07 /FEA=EST /CNT=3 /TID=Mm.217822.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443407_at 13.6 5.7 A A 0.35 0.46 -0.4 NC 0.5 gb:BB370690 /DB_XREF=gi:16406898 /DB_XREF=BB370690 /CLONE=C130054G17 /FEA=EST /CNT=3 /TID=Mm.215848.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443412_s_ 250.6 199.7 P P 0.000732 0.000244 -0.4 D 0.99 gb:BB431535 /DB_XREF=gi:16424167 /DB_XREF=BB431535 /CLONE=C630039D14 /FEA=EST /CNT=3 /TID=Mm.209138.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443421_s_ 88.6 74.3 P P 0.000244 0.000244 -0.4 NC 0.95 gb:BB174795 /DB_XREF=gi:15409291 /DB_XREF=BB174795 /CLONE=A230053F22 /FEA=EST /CNT=3 /TID=Mm.121272.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443467_at 9.3 9.9 A A 0.08 0.43 -0.4 NC 0.5 gb:BB068803 /DB_XREF=gi:16260014 /DB_XREF=BB068803 /CLONE=8030476J24 /FEA=EST /CNT=3 /TID=Mm.208736.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443544_at 10 9.3 A A 0.39 0.5 -0.4 NC 0.55 gb:AU040873 /DB_XREF=gi:3954697 /DB_XREF=AU040873 /CLONE=J0819F12 /FEA=EST /CNT=3 /TID=Mm.172182.1 /TIER=ConsEnd /STK=3 /UG=Mm.1
MOE430_2_1443652_x_ 4.1 2.6 A A 0.69 0.75 -0.4 NC 0.5 gb:AI450584 /DB_XREF=gi:4298024 /DB_XREF=mq86c11.x1 /CLONE=IMAGE:585620 /FEA=EST /CNT=3 /TID=Mm.200247.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443665_at 11.4 7.1 P A 0.01 0.24 -0.4 NC 0.63 gb:BE994639 /DB_XREF=gi:10678078 /DB_XREF=UI-M-BZ1-bjw-g-06-0-UI.s1 /CLONE=UI-M-BZ1-bjw-g-06-0-UI /FEA=EST /CNT=3 /TID=Mm.152385.1
MOE430_2_1443696_s_ 3.9 1.4 A A 0.63 0.69 -0.4 NC 0.5 gb:AI035669 /DB_XREF=gi:3259360 /DB_XREF=ud60b09.x1 /CLONE=IMAGE:1450265 /FEA=EST /CNT=3 /TID=Mm.202667.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443764_x_ 29.9 15.9 P P 0.03 0.01 -0.4 NC 0.44 gb:BB268145 /DB_XREF=gi:8964614 /DB_XREF=BB268145 /CLONE=A830033N02 /FEA=EST /CNT=3 /TID=Mm.138112.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443850_at 27.4 22.5 P A 0.03 0.18 -0.4 NC 0.4 gb:AW125270 /DB_XREF=gi:6100800 /DB_XREF=UI-M-BH2.1-aps-h-04-0-UI.s1 /CLONE=UI-M-BH2.1-aps-h-04-0-UI /FEA=EST /CNT=3 /TID=Mm.15099
MOE430_2_1443900_at 2.5 1.9 A A 0.69 0.69 -0.4 NC 0.5 gb:AV117964 /DB_XREF=gi:5300115 /DB_XREF=AV117964 /CLONE=2610206E18 /FEA=EST /CNT=12 /TID=Mm.154068.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443958_at 10 7 P A 0.01 0.11 -0.4 NC 0.76 gb:BM230231 /DB_XREF=gi:17793407 /DB_XREF=K0292B11-3 /CLONE=K0292B11 /FEA=EST /CNT=7 /TID=Mm.214968.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444031_at 0.3 0.3 A A 0.87 0.66 -0.4 NC 0.41 gb:BB218576 /DB_XREF=gi:16353314 /DB_XREF=BB218576 /CLONE=A530050G17 /FEA=EST /CNT=6 /TID=Mm.208056.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444054_at 32.8 20 P P 0.001221 0.001953 -0.4 NC 0.5 gb:BE627440 /DB_XREF=gi:9907860 /DB_XREF=ut94d02.x1 /CLONE=IMAGE:3370083 /FEA=EST /CNT=6 /TID=Mm.105327.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444094_at 13.5 8.5 A A 0.14 0.46 -0.4 NC 0.5 gb:AW557309 /DB_XREF=gi:7202738 /DB_XREF=L0280D01-3 /CLONE=L0280D01 /FEA=EST /CNT=6 /TID=Mm.171363.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444197_at 2 1.5 A A 0.82 0.93 -0.4 NC 0.73 gb:BB163345 /DB_XREF=gi:16268753 /DB_XREF=BB163345 /CLONE=A130072E01 /FEA=EST /CNT=5 /TID=Mm.163210.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444219_at 0.8 2.4 A A 0.72 0.46 -0.4 NC 0.84 gb:BF019054 /DB_XREF=gi:10750386 /DB_XREF=uy01g04.x1 /CLONE=IMAGE:3656790 /FEA=EST /CNT=5 /TID=Mm.153685.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444243_at 12.5 9.4 A A 0.24 0.36 -0.4 NC 0.51 gb:BE952183 /DB_XREF=gi:10592311 /DB_XREF=UI-M-CD0-ayj-g-04-0-UI.s1 /CLONE=UI-M-CD0-ayj-g-04-0-UI /FEA=EST /CNT=6 /TID=Mm.152951.1 
MOE430_2_1444247_at 0.2 0.8 A A 0.93 0.82 -0.4 NC 0.31 gb:BG067064 /DB_XREF=gi:12549633 /DB_XREF=H3050B07-3 /CLONE=H3050B07 /FEA=EST /CNT=6 /TID=Mm.35320.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444297_at 0.5 1.2 A A 0.91 0.95 -0.4 NC 0.5 gb:BF383739 /DB_XREF=gi:11365044 /DB_XREF=602044648F1 /CLONE=IMAGE:4194299 /FEA=EST /CNT=5 /TID=Mm.90033.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444302_at 692.2 525.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV278332 /DB_XREF=gi:16391147 /DB_XREF=AV278332 /CLONE=4933401F19 /FEA=EST /CNT=5 /TID=Mm.61160.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444312_at 58.6 59.6 P P 0.03 0.04 -0.4 NC 0.5 gb:BB017021 /DB_XREF=gi:15403337 /DB_XREF=BB017021 /CLONE=4930565I23 /FEA=EST /CNT=5 /TID=Mm.108176.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444410_at 8.6 7.2 A P 0.19 0.01 -0.4 NC 0.42 gb:AW493872 /DB_XREF=gi:7064118 /DB_XREF=UI-M-BH3-aug-g-02-0-UI.s1 /CLONE=UI-M-BH3-aug-g-02-0-UI /FEA=EST /CNT=4 /TID=Mm.101368.1
MOE430_2_1444470_x_ 18.8 18.1 A A 0.21 0.43 -0.4 NC 0.64 gb:AW556834 /DB_XREF=gi:7202263 /DB_XREF=L0274A02-3 /CLONE=L0274A02 /FEA=EST /CNT=4 /TID=Mm.103198.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444574_at 6 5.5 A A 0.14 0.24 -0.4 NC 0.5 gb:AI465391 /DB_XREF=gi:4319421 /DB_XREF=mu80e07.x1 /CLONE=IMAGE:651876 /FEA=EST /CNT=4 /TID=Mm.219403.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444615_x_ 60.1 38 P P 0.00415 0.01 -0.4 NC 0.93 gb:AV327778 /DB_XREF=gi:6367830 /DB_XREF=AV327778 /CLONE=6330436I19 /FEA=EST /CNT=4 /TID=Mm.181211.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444636_at 9.3 8.1 A A 0.27 0.39 -0.4 NC 0.92 gb:AV281182 /DB_XREF=gi:16391509 /DB_XREF=AV281182 /CLONE=4933422K03 /FEA=EST /CNT=5 /TID=Mm.50904.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444640_at 26 17.8 P P 0.008057 0.02 -0.4 NC 0.62 gb:AI413361 /DB_XREF=gi:4256865 /DB_XREF=mc99c08.x1 /CLONE=IMAGE:367022 /FEA=EST /CNT=5 /TID=Mm.90131.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444646_at 47.4 35.9 P P 0.000244 0.000732 -0.4 NC 0.5 gb:BB522197 /DB_XREF=gi:9573655 /DB_XREF=BB522197 /CLONE=D930006I19 /FEA=EST /CNT=5 /TID=Mm.86920.2 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1444682_at 38.8 35.8 P P 0.01 0.01 -0.4 NC 0.5 gb:BB532500 /DB_XREF=gi:16446106 /DB_XREF=BB532500 /CLONE=E030025F08 /FEA=EST /CNT=4 /TID=Mm.213050.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444716_at 35.2 26.8 P P 0.01 0.02 -0.4 NC 0.5 gb:BB468481 /DB_XREF=gi:9385670 /DB_XREF=BB468481 /CLONE=D230019J20 /FEA=EST /CNT=4 /TID=Mm.212978.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444739_at 7.3 8.3 A A 0.24 0.11 -0.4 NC 0.5 gb:BE944190 /DB_XREF=gi:10521949 /DB_XREF=UI-M-BH3-avs-b-10-0-UI.s1 /CLONE=UI-M-BH3-avs-b-10-0-UI /FEA=EST /CNT=4 /TID=Mm.138875.
MOE430_2_1444747_at 4.6 4.7 A A 0.63 0.72 -0.4 NC 0.58 gb:BE623057 /DB_XREF=gi:9903463 /DB_XREF=up51g05.x1 /CLONE=IMAGE:2749688 /FEA=EST /CNT=4 /TID=Mm.139262.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444775_at 12.7 8.8 A A 0.53 0.46 -0.4 NC 0.07 gb:BB660772 /DB_XREF=gi:16494552 /DB_XREF=BB660772 /CLONE=D630004F09 /FEA=EST /CNT=4 /TID=Mm.209535.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444826_at 10.6 3.9 A A 0.17 0.27 -0.4 NC 0.5 gb:AU023189 /DB_XREF=gi:3393536 /DB_XREF=AU023189 /CLONE=J0427C09 /FEA=EST /CNT=3 /TID=Mm.172146.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1444854_at 14 6.5 A A 0.27 0.24 -0.4 NC 0.06 gb:AW121572 /DB_XREF=gi:6096905 /DB_XREF=UI-M-BH2.2-aop-g-10-0-UI.s1 /CLONE=UI-M-BH2.2-aop-g-10-0-UI /FEA=EST /CNT=3 /TID=Mm.15109
MOE430_2_1444892_at 6.3 3.5 P A 0.03 0.39 -0.4 NC 0.5 gb:BG072199 /DB_XREF=gi:12554768 /DB_XREF=H3107H06-3 /CLONE=H3107H06 /FEA=EST /CNT=3 /TID=Mm.173919.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444960_at 18.8 14.5 A P 0.06 0.03 -0.4 NC 0.49 gb:BB228423 /DB_XREF=gi:16354218 /DB_XREF=BB228423 /CLONE=A630013N17 /FEA=EST /CNT=3 /TID=Mm.123693.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444982_at 34.1 16.8 P P 0.01 0.01 -0.4 NC 0.79 gb:BB380551 /DB_XREF=gi:16407925 /DB_XREF=BB380551 /CLONE=C230007H23 /FEA=EST /CNT=3 /TID=Mm.209042.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444994_at 4.4 4.3 A A 0.36 0.56 -0.4 NC 0.5 gb:BB172347 /DB_XREF=gi:16269398 /DB_XREF=BB172347 /CLONE=A230038B01 /FEA=EST /CNT=3 /TID=Mm.130819.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445002_at 14.3 8.3 A A 0.06 0.35 -0.4 NC 0.66 gb:BG075658 /DB_XREF=gi:12558227 /DB_XREF=H3149H06-3 /CLONE=H3149H06 /FEA=EST /CNT=3 /TID=Mm.218690.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445190_at 11.6 8.5 A A 0.33 0.3 -0.4 NC 0.42 gb:AW121541 /DB_XREF=gi:6096874 /DB_XREF=UI-M-BH2.2-aop-e-03-0-UI.s1 /CLONE=UI-M-BH2.2-aop-e-03-0-UI /FEA=EST /CNT=3 /TID=Mm.15104
MOE430_2_1445235_at 12.2 10.5 P A 0.01 0.06 -0.4 NC 0.88 gb:BB154367 /DB_XREF=gi:8809304 /DB_XREF=BB154367 /CLONE=A130020K19 /FEA=EST /CNT=3 /TID=Mm.120444.1 /TIER=ConsEnd /STK=2 /UG=Mm



MOE430_2_1445323_at 6 3.5 A A 0.53 0.53 -0.4 NC 0.16 gb:BB444784 /DB_XREF=gi:9287396 /DB_XREF=BB444784 /CLONE=D030047I10 /FEA=EST /CNT=3 /TID=Mm.218957.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445326_at 13.3 7 A A 0.14 0.39 -0.4 NC 0.5 gb:BB106803 /DB_XREF=gi:16261523 /DB_XREF=BB106803 /CLONE=9530003C12 /FEA=EST /CNT=3 /TID=Mm.184075.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445330_at 35.2 41.8 P A 0.01 0.06 -0.4 NC 0.7 gb:BG916492 /DB_XREF=gi:14296968 /DB_XREF=602814724F1 /CLONE=IMAGE:4937308 /FEA=EST /CNT=3 /TID=Mm.40887.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445419_at 14.5 5.9 A A 0.24 0.21 -0.4 NC 0.06 gb:BM247036 /DB_XREF=gi:17882306 /DB_XREF=K0746C07-3 /CLONE=K0746C07 /FEA=EST /CNT=3 /TID=Mm.216030.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445473_at 94.5 65.4 P P 0.005859 0.01 -0.4 NC 0.97 gb:BB229114 /DB_XREF=gi:15410251 /DB_XREF=BB229114 /CLONE=A630019N03 /FEA=EST /CNT=3 /TID=Mm.123719.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445480_at 12.6 11.8 A A 0.12 0.09 -0.4 NC 0.08 gb:AV169869 /DB_XREF=gi:5376306 /DB_XREF=AV169869 /CLONE=3110089K17 /FEA=EST /CNT=3 /TID=Mm.46728.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445510_at 4.6 1.9 A A 0.43 0.69 -0.4 NC 0.5 gb:C79601 /DB_XREF=gi:2519931 /DB_XREF=C79601 /CLONE=J0068H05 /FEA=EST /CNT=3 /TID=Mm.172782.1 /TIER=ConsEnd /STK=2 /UG=Mm.17278
MOE430_2_1445564_at 14.5 6.8 P P 0.008057 0.005859 -0.4 NC 0.5 gb:BE688513 /DB_XREF=gi:10076137 /DB_XREF=uw46g02.x1 /CLONE=IMAGE:3465074 /FEA=EST /CNT=3 /TID=Mm.139067.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445584_at 1.8 2.3 A A 0.56 0.46 -0.4 NC 0.11 gb:BG071451 /DB_XREF=gi:12554020 /DB_XREF=H3099B05-3 /CLONE=H3099B05 /FEA=EST /CNT=3 /TID=Mm.173894.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445589_at 51.9 53.6 P P 0.000244 0.000732 -0.4 NC 0.96 gb:BM940232 /DB_XREF=gi:19399384 /DB_XREF=UI-M-CG0p-bme-e-05-0-UI.r1 /CLONE=UI-M-CG0p-bme-e-05-0-UI /FEA=EST /CNT=3 /TID=Mm.191
MOE430_2_1445650_at 10.9 8.2 A A 0.08 0.24 -0.4 NC 0.5 gb:BB639333 /DB_XREF=gi:16474752 /DB_XREF=BB639333 /CLONE=A630090A15 /FEA=EST /CNT=3 /TID=Mm.208217.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445658_at 29.7 15.1 A A 0.12 0.21 -0.4 NC 0.5 gb:BQ033483 /DB_XREF=gi:19768762 /DB_XREF=UI-1-CF0-ams-d-04-0-UI.s1 /CLONE=UI-1-CF0-ams-d-04-0-UI /FEA=EST /CNT=3 /TID=Mm.219415.
MOE430_2_1445718_at 33.2 22.3 A P 0.06 0.02 -0.4 NC 0.5 gb:BM237480 /DB_XREF=gi:17872750 /DB_XREF=K0502A08-3 /CLONE=K0502A08 /FEA=EST /CNT=4 /TID=Mm.218206.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445743_at 11.5 14.1 P P 0.008057 0.01 -0.4 NC 0.88 gb:BB556624 /DB_XREF=gi:16448706 /DB_XREF=BB556624 /CLONE=E330024J20 /FEA=EST /CNT=3 /TID=Mm.153030.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445747_at 12.2 11.2 A A 0.17 0.3 -0.4 NC 0.5 gb:BB065474 /DB_XREF=gi:16259883 /DB_XREF=BB065474 /CLONE=8030444H21 /FEA=EST /CNT=3 /TID=Mm.183845.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445806_at 1.1 3 A A 0.66 0.53 -0.4 NC 0.58 gb:BG067719 /DB_XREF=gi:12550288 /DB_XREF=H3057D10-3 /CLONE=H3057D10 /FEA=EST /CNT=3 /TID=Mm.173068.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445839_at 10.2 9.8 A A 0.3 0.19 -0.4 NC 0.39 gb:BG070507 /DB_XREF=gi:12553076 /DB_XREF=H3088B02-3 /CLONE=H3088B02 /FEA=EST /CNT=3 /TID=Mm.25969.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445868_at 19.9 11.7 P A 0.01 0.21 -0.4 NC 0.86 gb:AV282552 /DB_XREF=gi:16391662 /DB_XREF=AV282552 /CLONE=4933430J08 /FEA=EST /CNT=3 /TID=Mm.85029.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445924_at 0.9 0.3 A A 0.56 0.9 -0.4 NC 0.69 gb:BG065840 /DB_XREF=gi:12548403 /DB_XREF=H3035H01-3 /CLONE=H3035H01 /FEA=EST /CNT=2 /TID=Mm.172616.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445948_at 0.3 0.6 A A 0.9 0.72 -0.4 NC 0.2 gb:BG075891 /DB_XREF=gi:12558460 /DB_XREF=H3153A09-3 /CLONE=H3153A09 /FEA=EST /CNT=2 /TID=Mm.103242.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445957_at 5 3.6 A A 0.43 0.3 -0.4 NC 0.5 gb:BG072861 /DB_XREF=gi:12555430 /DB_XREF=H3115G11-3 /CLONE=H3115G11 /FEA=EST /CNT=2 /TID=Mm.182611.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446012_at 14.4 10.6 P P 0.02 0.03 -0.4 NC 0.6 gb:BG075374 /DB_XREF=gi:12557943 /DB_XREF=H3146E03-3 /CLONE=H3146E03 /FEA=EST /CNT=2 /TID=Mm.172215.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446015_at 2.8 2.2 A A 0.6 0.82 -0.4 NC 0.81 gb:BB109051 /DB_XREF=gi:16261611 /DB_XREF=BB109051 /CLONE=9530015L05 /FEA=EST /CNT=2 /TID=Mm.215380.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446250_at 4.4 4.1 A A 0.56 0.55 -0.4 NC 0.51 gb:BG066887 /DB_XREF=gi:12549456 /DB_XREF=H3048B08-3 /CLONE=H3048B08 /FEA=EST /CNT=2 /TID=Mm.221083.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446258_at 13.2 9.3 A A 0.21 0.24 -0.4 NC 0.5 gb:BB118716 /DB_XREF=gi:16261927 /DB_XREF=BB118716 /CLONE=9530067D14 /FEA=EST /CNT=2 /TID=Mm.215385.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446333_at 1.6 1 A A 0.53 0.94 -0.4 NC 0.98 gb:BB536353 /DB_XREF=gi:16446655 /DB_XREF=BB536353 /CLONE=E030049I24 /FEA=EST /CNT=2 /TID=Mm.136893.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446341_at 2.4 2 A A 0.6 0.69 -0.4 NC 0.49 gb:AV319059 /DB_XREF=gi:16394797 /DB_XREF=AV319059 /CLONE=6030403N03 /FEA=EST /CNT=2 /TID=Mm.212817.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446347_at 40.4 33.7 P A 0.04 0.17 -0.4 NC 0.5 gb:BG073008 /DB_XREF=gi:12555577 /DB_XREF=H3117E11-3 /CLONE=H3117E11 /FEA=EST /CNT=2 /TID=Mm.182624.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446369_at 5 2.7 A A 0.66 0.5 -0.4 NC 0.5 gb:BB085355 /DB_XREF=gi:16260842 /DB_XREF=BB085355 /CLONE=9330198P08 /FEA=EST /CNT=2 /TID=Mm.119130.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446384_at 0.3 0.7 A A 0.85 0.93 -0.4 NC 0.53 gb:BB553832 /DB_XREF=gi:16448341 /DB_XREF=BB553832 /CLONE=E330009I06 /FEA=EST /CNT=2 /TID=Mm.210012.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446461_at 9.4 5.1 A A 0.36 0.43 -0.4 NC 0.71 gb:BB462504 /DB_XREF=gi:16426772 /DB_XREF=BB462504 /CLONE=D130076J23 /FEA=EST /CNT=2 /TID=Mm.130201.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446481_at 19.5 16.2 A P 0.08 0.01 -0.4 NC 0.09 gb:BB534411 /DB_XREF=gi:16446390 /DB_XREF=BB534411 /CLONE=E030036K09 /FEA=EST /CNT=2 /TID=Mm.209841.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446557_at 6 3.9 A A 0.21 0.3 -0.4 NC 0.5 gb:AV320664 /DB_XREF=gi:15406184 /DB_XREF=AV320664 /CLONE=6030426F17 /FEA=EST /CNT=2 /TID=Mm.208448.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446560_at 59.5 45.7 P P 0.001953 0.001953 -0.4 NC 0.98 gb:BB084614 /DB_XREF=gi:15407667 /DB_XREF=BB084614 /CLONE=9330195B04 /FEA=EST /CNT=2 /TID=Mm.213239.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446567_at 1.6 0.4 A A 0.53 0.72 -0.4 NC 0.54 gb:BB167641 /DB_XREF=gi:16269090 /DB_XREF=BB167641 /CLONE=A130094K22 /FEA=EST /CNT=2 /TID=Mm.207632.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446627_at 36.7 27.8 P P 0.001953 0.005859 -0.4 NC 0.96 gb:BB556211 /DB_XREF=gi:16448662 /DB_XREF=BB556211 /CLONE=E330023A15 /FEA=EST /CNT=2 /TID=Mm.216152.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446640_at 17.9 19 A A 0.17 0.46 -0.4 NC 0.93 gb:AW539389 /DB_XREF=gi:7181806 /DB_XREF=C0119C05-3 /CLONE=C0119C05 /FEA=EST /CNT=2 /TID=Mm.182557.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446659_at 0.3 0.2 A A 0.99 0.99 -0.4 NC 0.94 gb:BB528000 /DB_XREF=gi:16444575 /DB_XREF=BB528000 /CLONE=D930044F01 /FEA=EST /CNT=2 /TID=Mm.136476.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446689_at 15.3 11.8 P A 0.00293 0.08 -0.4 NC 0.7 gb:BB204913 /DB_XREF=gi:16351911 /DB_XREF=BB204913 /CLONE=A430061C13 /FEA=EST /CNT=2 /TID=Mm.207256.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446698_at 32.2 22.3 A A 0.21 0.21 -0.4 NC 0.18 gb:BB476830 /DB_XREF=gi:16440224 /DB_XREF=BB476830 /CLONE=D330021J20 /FEA=EST /CNT=2 /TID=Mm.209385.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446700_at 4.8 3.2 A A 0.3 0.39 -0.4 NC 0.5 gb:BB168460 /DB_XREF=gi:16269182 /DB_XREF=BB168460 /CLONE=A130098O11 /FEA=EST /CNT=2 /TID=Mm.207644.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446712_at 5.5 10.1 A A 0.33 0.21 -0.4 NC 0.5 gb:BB393289 /DB_XREF=gi:16409132 /DB_XREF=BB393289 /CLONE=C230082N24 /FEA=EST /CNT=2 /TID=Mm.209004.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446753_at 6.4 4.4 A A 0.14 0.24 -0.4 NC 0.66 gb:BG068337 /DB_XREF=gi:12550906 /DB_XREF=H3064D06-3 /CLONE=H3064D06 /FEA=EST /CNT=2 /TID=Mm.173554.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446757_at 11.3 12.5 M A 0.05 0.09 -0.4 NC 0.5 gb:BB117541 /DB_XREF=gi:16261894 /DB_XREF=BB117541 /CLONE=9530061N21 /FEA=EST /CNT=2 /TID=Mm.207347.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446766_at 1.2 0.9 A A 0.93 0.94 -0.4 NC 0.77 gb:BG068386 /DB_XREF=gi:12550955 /DB_XREF=H3064H07-3 /CLONE=H3064H07 /FEA=EST /CNT=2 /TID=Mm.173568.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446799_at 8.2 7.1 A A 0.11 0.19 -0.4 NC 0.44 gb:BB174589 /DB_XREF=gi:16269607 /DB_XREF=BB174589 /CLONE=A230052G08 /FEA=EST /CNT=2 /TID=Mm.215534.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446802_at 50.9 65.9 P P 0.001953 0.000732 -0.4 NC 0.54 gb:BM210947 /DB_XREF=gi:17767974 /DB_XREF=C0673B08-3 /CLONE=C0673B08 /FEA=EST /CNT=2 /TID=Mm.217759.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446850_at 171.1 134.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM234464 /DB_XREF=gi:17869734 /DB_XREF=K0400E12-3 /CLONE=K0400E12 /FEA=EST /CNT=2 /TID=Mm.217680.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446910_at 10.2 7.7 A A 0.27 0.33 -0.4 NC 0.5 gb:BG073901 /DB_XREF=gi:12556470 /DB_XREF=H3128E06-3 /CLONE=H3128E06 /FEA=EST /CNT=2 /TID=Mm.182685.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446960_at 2.1 1.8 A A 0.72 0.69 -0.4 NC 0.58 gb:BG068545 /DB_XREF=gi:12551114 /DB_XREF=H3066G01-3 /CLONE=H3066G01 /FEA=EST /CNT=2 /TID=Mm.173602.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446982_at 12.5 8.7 A A 0.11 0.27 -0.4 NC 0.7 gb:AW541810 /DB_XREF=gi:7184227 /DB_XREF=C0149G07-3 /CLONE=C0149G07 /FEA=EST /CNT=2 /TID=Mm.206391.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447000_at 18.5 13.7 A A 0.14 0.19 -0.4 NC 0.5 gb:AW556832 /DB_XREF=gi:7202261 /DB_XREF=L0273H12-3 /CLONE=L0273H12 /FEA=EST /CNT=2 /TID=Mm.102947.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447004_at 10.7 10.6 M A 0.05 0.21 -0.4 NC 0.5 gb:BB128185 /DB_XREF=gi:16262409 /DB_XREF=BB128185 /CLONE=9630028H03 /FEA=EST /CNT=2 /TID=Mm.119424.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447056_at 20.7 15.9 P A 0.01 0.06 -0.4 NC 0.89 gb:BG073842 /DB_XREF=gi:12556411 /DB_XREF=H3127G06-3 /CLONE=H3127G06 /FEA=EST /CNT=2 /TID=Mm.221177.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447076_at 6.7 11.3 A A 0.12 0.14 -0.4 NC 0.5 gb:BB313728 /DB_XREF=gi:16402921 /DB_XREF=BB313728 /CLONE=B230343H07 /FEA=EST /CNT=2 /TID=Mm.212304.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447151_at 8.8 5.5 A A 0.33 0.11 -0.4 NC 0.36 gb:BB372199 /DB_XREF=gi:16407048 /DB_XREF=BB372199 /CLONE=C130063H01 /FEA=EST /CNT=2 /TID=Mm.215850.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447159_at 4.4 1.8 A A 0.27 0.24 -0.4 NC 0.5 gb:AW557641 /DB_XREF=gi:7203070 /DB_XREF=L0284D07-3 /CLONE=L0284D07 /FEA=EST /CNT=2 /TID=Mm.182840.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447174_at 1.1 0.8 A A 0.72 0.72 -0.4 NC 0.69 gb:BB374930 /DB_XREF=gi:16407338 /DB_XREF=BB374930 /CLONE=C130077L17 /FEA=EST /CNT=2 /TID=Mm.208882.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447234_s_ 487.5 349.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AU018928 /DB_XREF=gi:3374418 /DB_XREF=AU018928 /CLONE=J0510B10 /FEA=EST /CNT=2 /TID=Mm.202713.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447308_at 31.9 38.2 P P 0.000244 0.001221 -0.4 NC 0.84 gb:BI714184 /DB_XREF=gi:15689879 /DB_XREF=ie34c02.x1 /FEA=EST /CNT=2 /TID=Mm.183010.1 /TIER=ConsEnd /STK=2 /UG=Mm.183010 /UG_TITLE=E
MOE430_2_1447319_at 2.4 2.8 A A 0.66 0.6 -0.4 NC 0.5 gb:BE957320 /DB_XREF=gi:10602750 /DB_XREF=UI-M-BG2-bce-g-12-0-UI.s1 /CLONE=UI-M-BG2-bce-g-12-0-UI /FEA=EST /CNT=2 /TID=Mm.65344.1
MOE430_2_1447517_at 46.6 34.8 P P 0.001221 0.00293 -0.4 NC 0.86 gb:BM208991 /DB_XREF=gi:17765337 /DB_XREF=C0638C10-3 /CLONE=C0638C10 /FEA=EST /CNT=2 /TID=Mm.218098.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447524_at 14.9 18.6 A A 0.09 0.19 -0.4 NC 0.5 gb:BB249918 /DB_XREF=gi:8942664 /DB_XREF=BB249918 /CLONE=A730036H14 /FEA=EST /CNT=2 /TID=Mm.170810.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447532_at 12.9 11.1 A A 0.19 0.27 -0.4 NC 0.74 gb:AW489018 /DB_XREF=gi:7059288 /DB_XREF=UI-M-BH3-asd-c-07-0-UI.s1 /CLONE=UI-M-BH3-asd-c-07-0-UI /FEA=EST /CNT=2 /TID=Mm.76721.1 /
MOE430_2_1447603_x_ 1.4 1.5 A A 0.6 0.85 -0.4 NC 0.59 gb:BB281576 /DB_XREF=gi:8982025 /DB_XREF=BB281576 /CLONE=A930032C17 /FEA=EST /CNT=2 /TID=Mm.181456.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447610_at 2.4 2.5 A A 0.56 0.69 -0.4 NC 0.41 gb:BB436898 /DB_XREF=gi:9276625 /DB_XREF=BB436898 /CLONE=C820020L21 /FEA=EST /CNT=2 /TID=Mm.168461.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447630_x_ 7.3 6.4 A A 0.09 0.18 -0.4 NC 0.93 gb:BB450318 /DB_XREF=gi:9311353 /DB_XREF=BB450318 /CLONE=D130002A10 /FEA=EST /CNT=2 /TID=Mm.130684.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447669_s_ 67.6 49.9 P P 0.000244 0.001953 -0.4 NC 0.98 gb:AV347903 /DB_XREF=gi:6388962 /DB_XREF=AV347903 /CLONE=6430628L03 /FEA=EST /CNT=2 /TID=Mm.215394.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447750_x_ 236 186.2 P P 0.000244 0.000732 -0.4 D 0.99 gb:AV141866 /DB_XREF=gi:5345861 /DB_XREF=AV141866 /CLONE=2810418I19 /FEA=EST /CNT=2 /TID=Mm.82139.1 /TIER=ConsEnd /STK=2 /UG=Mm.8
MOE430_2_1447762_x_ 0.9 0.7 A A 0.78 0.96 -0.4 NC 0.86 gb:BB503164 /DB_XREF=gi:9491958 /DB_XREF=BB503164 /CLONE=D630042D17 /FEA=EST /CNT=2 /TID=Mm.134563.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447770_at 6.8 4.7 A A 0.36 0.63 -0.4 NC 0.53 gb:AV119250 /DB_XREF=gi:5301401 /DB_XREF=AV119250 /CLONE=2610303C12 /FEA=EST /CNT=2 /TID=Mm.176614.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447814_x_ 8.6 7.1 A A 0.27 0.24 -0.4 NC 0.68 gb:BB480773 /DB_XREF=gi:9398382 /DB_XREF=BB480773 /CLONE=D330050G10 /FEA=EST /CNT=2 /TID=Mm.137959.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447844_at 58.8 31 P P 0.000732 0.001953 -0.4 NC 0.99 gb:AV077281 /DB_XREF=gi:5197109 /DB_XREF=AV077281 /CLONE=2210023E21 /FEA=EST /CNT=2 /TID=Mm.75540.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447852_x_ 870.1 572.1 P P 0.01 0.005859 -0.4 D 0.99 gb:BB520487 /DB_XREF=gi:9571945 /DB_XREF=BB520487 /CLONE=D830044E24 /FEA=EST /CNT=2 /TID=Mm.136134.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447854_s_ 55.1 45.7 P P 0.000244 0.000732 -0.4 NC 0.63 gb:AV127319 /DB_XREF=gi:5313553 /DB_XREF=AV127319 /CLONE=2700047M02 /FEA=EST /CNT=2 /TID=Mm.200193.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447908_x_ 216.4 165.7 P P 0.01 0.01 -0.4 NC 0.57 gb:BB426368 /DB_XREF=gi:9266095 /DB_XREF=BB426368 /CLONE=C630001K19 /FEA=EST /CNT=2 /TID=Mm.132548.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447945_at 30.6 14.8 A A 0.11 0.19 -0.4 NC 0.5 gb:BI466869 /DB_XREF=gi:15279747 /DB_XREF=ic59f12.x3 /CLONE=IMAGE:5658022 /FEA=EST /CNT=14 /TID=Mm.39494.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1447959_at 28.2 18.2 P P 0.00293 0.008057 -0.4 NC 0.58 gb:AI506402 /DB_XREF=gi:4404253 /DB_XREF=vm53e03.x1 /CLONE=IMAGE:1001980 /FEA=EST /CNT=5 /TID=Mm.24310.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1447965_at 23.5 17 M A 0.05 0.12 -0.4 NC 0.74 gb:BG066596 /DB_XREF=gi:12549253 /DB_XREF=H3045G09-3 /CLONE=H3045G09 /FEA=EST /CNT=4 /TID=Mm.25058.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447966_a_ 15.4 17.5 P P 0.001953 0.01 -0.4 NC 0.5 gb:AW123020 /DB_XREF=gi:6098550 /DB_XREF=UI-M-BH2.1-apb-f-01-0-UI.s1 /CLONE=UI-M-BH2.1-apb-f-01-0-UI /FEA=EST /CNT=4 /TID=Mm.21561
MOE430_2_1448020_at 75 55 P P 0.00415 0.00293 -0.4 NC 0.5 gb:AA210264 /DB_XREF=gi:1807516 /DB_XREF=mu71a09.r1 /CLONE=IMAGE:644824 /FEA=EST /CNT=12 /TID=Mm.967.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448068_at 23.5 17.8 P P 0.005859 0.001953 -0.4 NC 0.5 gb:AI158425 /DB_XREF=gi:3686894 /DB_XREF=ud24f09.r1 /CLONE=IMAGE:1446857 /FEA=EST /CNT=4 /TID=Mm.23999.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448130_at 1073.9 928.5 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_010191.1 /DB_XREF=gi:6753837 /GEN=Fdft1 /FEA=FLmRNA /CNT=260 /TID=Mm.3204.1 /TIER=FL+Stack /STK=185 /UG=Mm.3204 /LL=14137 /DE
MOE430_2_1448148_at 2623.7 2244 P P 0.000244 0.000244 -0.4 D 0.99 gb:M86736.1 /DB_XREF=gi:191766 /GEN=acrogranin /FEA=FLmRNA /CNT=416 /TID=Mm.1568.1 /TIER=FL+Stack /STK=168 /UG=Mm.1568 /LL=14824 /D
MOE430_2_1448162_at 1201.6 994.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011693.1 /DB_XREF=gi:6755960 /GEN=Vcam1 /FEA=FLmRNA /CNT=224 /TID=Mm.1021.1 /TIER=FL+Stack /STK=153 /UG=Mm.1021 /LL=22329 /D
MOE430_2_1448175_at 660.5 479.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010119.1 /DB_XREF=gi:7106302 /GEN=Ehd1 /FEA=FLmRNA /CNT=383 /TID=Mm.30169.1 /TIER=FL+Stack /STK=145 /UG=Mm.30169 /LL=13660 /
MOE430_2_1448193_at 111.4 121.3 P P 0.000244 0.005859 -0.4 D 0.99 gb:BG069250 /DB_XREF=gi:12551819 /DB_XREF=H3074D03-3 /CLONE=H3074D03 /FEA=FLmRNA /CNT=295 /TID=Mm.157648.1 /TIER=Stack /STK=24 /
MOE430_2_1448239_at 469.7 331.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010442.1 /DB_XREF=gi:6754211 /GEN=Hmox1 /FEA=FLmRNA /CNT=161 /TID=Mm.17980.1 /TIER=FL+Stack /STK=117 /UG=Mm.17980 /LL=15368 
MOE430_2_1448247_at 233.8 179.5 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_009745.1 /DB_XREF=gi:6753173 /GEN=Bcl7b /FEA=FLmRNA /CNT=142 /TID=Mm.31.1 /TIER=FL+Stack /STK=114 /UG=Mm.31 /LL=12054 /DEF=M
MOE430_2_1448254_at 6866.3 5250.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC002064.1 /DB_XREF=gi:12805210 /FEA=FLmRNA /CNT=242 /TID=Mm.3063.1 /TIER=FL+Stack /STK=112 /UG=Mm.3063 /LL=19242 /UG_GENE=Ptn 
MOE430_2_1448287_at 1654.3 1306.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_009087.1 /DB_XREF=gi:6677790 /GEN=Rpo1-3 /FEA=FLmRNA /CNT=143 /TID=Mm.34570.1 /TIER=FL+Stack /STK=101 /UG=Mm.34570 /LL=20018
MOE430_2_1448298_at 50.4 41.3 P P 0.01 0.01 -0.4 NC 0.91 gb:NM_016788.1 /DB_XREF=gi:7948994 /GEN=Tnk2 /FEA=FLmRNA /CNT=145 /TID=Mm.1483.1 /TIER=FL+Stack /STK=99 /UG=Mm.1483 /LL=51789 /DEF
MOE430_2_1448302_at 514.7 395.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV281062 /DB_XREF=gi:15405722 /DB_XREF=AV281062 /CLONE=4933421K21 /FEA=FLmRNA /CNT=238 /TID=Mm.435.1 /TIER=Stack /STK=56 /UG=
MOE430_2_1448332_at 391.6 290.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_023041.1 /DB_XREF=gi:12746415 /GEN=Pxf /FEA=FLmRNA /CNT=210 /TID=Mm.144235.1 /TIER=FL /STK=1 /UG=Mm.144235 /LL=19298 /DEF=Mu
MOE430_2_1448333_at 1074.3 744.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003437.1 /DB_XREF=gi:13097386 /FEA=FLmRNA /CNT=183 /TID=Mm.20047.1 /TIER=FL+Stack /STK=90 /UG=Mm.20047 /LL=11544 /UG_GENE=Ad
MOE430_2_1448334_a_ 1594.9 1175.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC003290.1 /DB_XREF=gi:13096996 /FEA=FLmRNA /CNT=309 /TID=Mm.22711.1 /TIER=FL+Stack /STK=90 /UG=Mm.22711 /LL=12453 /UG_GENE=Cc
MOE430_2_1448351_at 1662.8 1294.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011778.1 /DB_XREF=gi:6753493 /GEN=Coro1b /FEA=FLmRNA /CNT=209 /TID=Mm.28652.1 /TIER=FL+Stack /STK=87 /UG=Mm.28652 /LL=23789 /
MOE430_2_1448354_at 1327.8 1090.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_008062.1 /DB_XREF=gi:6996916 /GEN=G6pdx /FEA=FLmRNA /CNT=155 /TID=Mm.27210.1 /TIER=FL+Stack /STK=87 /UG=Mm.27210 /LL=14381 /
MOE430_2_1448400_a_ 1803.9 1174.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_031878.1 /DB_XREF=gi:13994210 /GEN=Smarcd2 /FEA=FLmRNA /CNT=202 /TID=Mm.21772.1 /TIER=FL+Stack /STK=78 /UG=Mm.21772 /LL=8379
MOE430_2_1448412_a_ 611.4 502.5 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_023910.1 /DB_XREF=gi:12963864 /GEN=0610009M14Rik /FEA=FLmRNA /CNT=162 /TID=Mm.132544.1 /TIER=FL+Stack /STK=77 /UG=Mm.132544 
MOE430_2_1448418_s_ 594.9 458.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_133734.1 /DB_XREF=gi:19526929 /GEN=0710008A13Rik /FEA=FLmRNA /CNT=134 /TID=Mm.11535.1 /TIER=FL+Stack /STK=76 /UG=Mm.11535 /L
MOE430_2_1448470_at 16.4 9.4 A A 0.17 0.06 -0.4 NC 0.5 gb:NM_019395.1 /DB_XREF=gi:9506588 /GEN=Fbp1 /FEA=FLmRNA /CNT=228 /TID=Mm.30154.1 /TIER=FL+Stack /STK=68 /UG=Mm.30154 /LL=14121 /D
MOE430_2_1448483_a_ 2432.6 1770 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_026612.1 /DB_XREF=gi:13386095 /GEN=1810011O01Rik /FEA=FLmRNA /CNT=92 /TID=Mm.29415.1 /TIER=FL+Stack /STK=67 /UG=Mm.29415 /LL
MOE430_2_1448502_at 0.3 0.3 A A 0.99 0.98 -0.4 NC 0.31 gb:NM_011391.1 /DB_XREF=gi:6755535 /GEN=Slc16a7 /FEA=FLmRNA /CNT=78 /TID=Mm.29161.1 /TIER=FL+Stack /STK=66 /UG=Mm.29161 /LL=20503 /
MOE430_2_1448560_at 105.4 67.7 P A 0.04 0.08 -0.4 NC 0.98 gb:NM_007544.1 /DB_XREF=gi:6680781 /GEN=Bid /FEA=FLmRNA /CNT=107 /TID=Mm.34384.1 /TIER=FL /STK=2 /UG=Mm.34384 /LL=12122 /DEF=Mus m
MOE430_2_1448602_at 6.3 3.9 A A 0.39 0.6 -0.4 NC 0.69 gb:NM_011224.1 /DB_XREF=gi:6755255 /GEN=Pygm /FEA=FLmRNA /CNT=92 /TID=Mm.27806.1 /TIER=FL+Stack /STK=55 /UG=Mm.27806 /LL=19309 /DE
MOE430_2_1448608_at 5.8 4.8 A A 0.11 0.63 -0.4 NC 0.69 gb:NM_010088.1 /DB_XREF=gi:6753689 /GEN=Dtprp /FEA=FLmRNA /CNT=146 /TID=Mm.35840.1 /TIER=FL+Stack /STK=53 /UG=Mm.35840 /LL=13529 /D
MOE430_2_1448609_at 82.9 70.6 P P 0.000732 0.005859 -0.4 NC 0.95 gb:BC005644.1 /DB_XREF=gi:13542900 /FEA=FLmRNA /CNT=150 /TID=Mm.15312.1 /TIER=FL+Stack /STK=53 /UG=Mm.15312 /LL=22117 /UG_GENE=Tst
MOE430_2_1448621_a_ 1086.8 818.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011421.1 /DB_XREF=gi:6755581 /GEN=Smpd1 /FEA=FLmRNA /CNT=168 /TID=Mm.4628.1 /TIER=FL+Stack /STK=52 /UG=Mm.4628 /LL=20597 /DE
MOE430_2_1448647_at 531.4 433.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_008549.1 /DB_XREF=gi:6678789 /GEN=Man2a1 /FEA=FLmRNA /CNT=125 /TID=Mm.2433.1 /TIER=FL+Stack /STK=50 /UG=Mm.2433 /LL=17158 /D
MOE430_2_1448655_at 3886.3 2882.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_008512.1 /DB_XREF=gi:6678719 /GEN=Lrp1 /FEA=FLmRNA /CNT=182 /TID=Mm.7221.1 /TIER=FL+Stack /STK=49 /UG=Mm.7221 /LL=16971 /DEF
MOE430_2_1448656_at 281.3 236.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_007581.1 /DB_XREF=gi:6680823 /GEN=Cacnb3 /FEA=FLmRNA /CNT=106 /TID=Mm.3544.1 /TIER=FL+Stack /STK=49 /UG=Mm.3544 /LL=12297 /D
MOE430_2_1448685_at 3461.2 2581.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_026063.1 /DB_XREF=gi:13385559 /GEN=2900010M23Rik /FEA=FLmRNA /CNT=82 /TID=Mm.29700.1 /TIER=FL+Stack /STK=47 /UG=Mm.29700 /LL
MOE430_2_1448695_at 65.7 51.4 P P 0.01 0.03 -0.4 NC 0.75 gb:NM_008857.1 /DB_XREF=gi:6679348 /GEN=Prkcl /FEA=FLmRNA /CNT=96 /TID=Mm.23823.1 /TIER=FL /STK=2 /UG=Mm.23823 /LL=18759 /DEF=Mus m
MOE430_2_1448705_at 661.9 450.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC026964.1 /DB_XREF=gi:20072503 /FEA=FLmRNA /CNT=83 /TID=Mm.154457.1 /TIER=FL+Stack /STK=45 /UG=Mm.154457 /LL=57392 /UG_GENE=1
MOE430_2_1448724_at 121.2 96.5 P P 0.000732 0.00415 -0.4 NC 0.99 gb:NM_009895.1 /DB_XREF=gi:6753425 /GEN=Cish /FEA=FLmRNA /CNT=85 /TID=Mm.4592.1 /TIER=FL+Stack /STK=44 /UG=Mm.4592 /LL=12700 /DEF=
MOE430_2_1448732_at 3918.4 2746.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:M14222.1 /DB_XREF=gi:192841 /FEA=FLmRNA /CNT=723 /TID=Mm.22753.1 /TIER=FL /STK=1 /UG=Mm.22753 /LL=13030 /UG_GENE=Ctsb /UG_TITLE
MOE430_2_1448745_s_ 1.9 0.5 A A 0.78 0.99 -0.4 NC 0.89 gb:NM_008508.1 /DB_XREF=gi:6678707 /GEN=Lor /FEA=FLmRNA /CNT=58 /TID=Mm.1121.1 /TIER=FL+Stack /STK=43 /UG=Mm.1121 /LL=16939 /DEF=M
MOE430_2_1448754_at 11.2 7.5 P A 0.000732 0.11 -0.4 NC 0.96 gb:NM_011254.1 /DB_XREF=gi:6755299 /GEN=Rbp1 /FEA=FLmRNA /CNT=93 /TID=Mm.2450.1 /TIER=FL+Stack /STK=42 /UG=Mm.2450 /LL=19659 /DEF=
MOE430_2_1448812_at 260.1 167 P P 0.000244 0.000244 -0.4 NC 0.87 gb:NM_016677.1 /DB_XREF=gi:7949054 /GEN=Hpcal1 /FEA=FLmRNA /CNT=75 /TID=Mm.20937.1 /TIER=FL+Stack /STK=38 /UG=Mm.20937 /LL=53602 /D
MOE430_2_1448814_at 98.2 73.6 P P 0.005859 0.000732 -0.4 NC 0.65 gb:NM_021356.1 /DB_XREF=gi:10946681 /GEN=Gab1 /FEA=FLmRNA /CNT=94 /TID=Mm.24573.1 /TIER=FL /STK=1 /UG=Mm.24573 /LL=14388 /DEF=Mus
MOE430_2_1448816_at 453.1 334.3 P P 0.008057 0.008057 -0.4 D 0.99 gb:NM_008968.1 /DB_XREF=gi:6679534 /GEN=Ptgis /FEA=FLmRNA /CNT=65 /TID=Mm.2339.1 /TIER=FL+Stack /STK=38 /UG=Mm.2339 /LL=19223 /DEF=
MOE430_2_1448821_at 8.3 6.7 A A 0.21 0.39 -0.4 NC 0.5 gb:NM_011661.1 /DB_XREF=gi:6755912 /GEN=Tyr /FEA=FLmRNA /CNT=133 /TID=Mm.1365.1 /TIER=FL /STK=2 /UG=Mm.1365 /LL=22173 /DEF=Mus mus
MOE430_2_1448826_at 0.4 0.7 A A 0.6 0.66 -0.4 NC 0.66 gb:M76601.1 /DB_XREF=gi:191623 /FEA=FLmRNA /CNT=118 /TID=Mm.221164.1 /TIER=FL+Stack /STK=37 /UG=Mm.221164 /LL=17888 /UG_GENE=Myhc
MOE430_2_1448867_at 1348.1 965.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_020050.1 /DB_XREF=gi:10092670 /GEN=2310004K06Rik /FEA=FLmRNA /CNT=122 /TID=Mm.35680.1 /TIER=FL+Stack /STK=34 /UG=Mm.35680 /L
MOE430_2_1448908_at 3391.5 2638.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_080555.1 /DB_XREF=gi:18017589 /GEN=Ppap2b /FEA=FLmRNA /CNT=81 /TID=Mm.29124.1 /TIER=FL+Stack /STK=32 /UG=Mm.29124 /LL=67916 
MOE430_2_1448915_at 154.6 91.9 P P 0.008057 0.02 -0.4 NC 0.92 gb:NM_025324.1 /DB_XREF=gi:13384693 /GEN=0610012F07Rik /FEA=FLmRNA /CNT=51 /TID=Mm.19974.1 /TIER=FL+Stack /STK=32 /UG=Mm.19974 /LL=
MOE430_2_1448945_at 12.1 9.9 A A 0.19 0.43 -0.4 NC 0.5 gb:BC024534.1 /DB_XREF=gi:19353610 /FEA=FLmRNA /CNT=72 /TID=Mm.44187.1 /TIER=FL+Stack /STK=30 /UG=Mm.44187 /LL=67801 /UG_GENE=0610
MOE430_2_1448960_at 539.6 404.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_133687.1 /DB_XREF=gi:19526853 /GEN=4930415K17Rik /FEA=FLmRNA /CNT=150 /TID=Mm.29690.1 /TIER=FL+Stack /STK=29 /UG=Mm.29690 /L
MOE430_2_1448984_at 128.3 84.7 P P 0.008057 0.02 -0.4 NC 0.98 gb:NM_015769.1 /DB_XREF=gi:7657063 /GEN=Ercc4 /FEA=FLmRNA /CNT=50 /TID=Mm.37682.1 /TIER=FL+Stack /STK=29 /UG=Mm.37682 /LL=50505 /D
MOE430_2_1449021_at 254.9 207.5 P P 0.00293 0.005859 -0.4 NC 0.99 gb:NM_026308.1 /DB_XREF=gi:13385803 /GEN=0610037N01Rik /FEA=FLmRNA /CNT=45 /TID=Mm.27131.1 /TIER=FL+Stack /STK=26 /UG=Mm.27131 /LL
MOE430_2_1449023_a_ 289.4 251.9 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_007970.1 /DB_XREF=gi:6679718 /GEN=Ezh1 /FEA=FLmRNA /CNT=105 /TID=Mm.5027.1 /TIER=FL+Stack /STK=26 /UG=Mm.5027 /LL=14055 /DEF
MOE430_2_1449047_at 143.4 102.7 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_019975.1 /DB_XREF=gi:9910331 /GEN=Hpcl-pending /FEA=FLmRNA /CNT=60 /TID=Mm.38887.1 /TIER=FL+Stack /STK=25 /UG=Mm.38887 /LL=56
MOE430_2_1449048_s_ 338.7 199.2 P P 0.000732 0.001953 -0.4 NC 0.99 gb:NM_009003.1 /DB_XREF=gi:6679594 /GEN=Rab4a /FEA=FLmRNA /CNT=64 /TID=Mm.9221.1 /TIER=FL+Stack /STK=25 /UG=Mm.9221 /LL=19341 /DEF
MOE430_2_1449053_s_ 302.7 230.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_013581.2 /DB_XREF=gi:15011848 /GEN=Cog1 /FEA=FLmRNA /CNT=72 /TID=Mm.182445.1 /TIER=FL+Stack /STK=25 /UG=Mm.182445 /LL=16834 
MOE430_2_1449062_at 56.9 26.9 P P 0.000732 0.01 -0.4 NC 0.9 gb:BC013464.1 /DB_XREF=gi:15488637 /FEA=FLmRNA /CNT=98 /TID=Mm.22451.1 /TIER=FL+Stack /STK=24 /UG=Mm.22451 /LL=16548 /UG_GENE=Khk 
MOE430_2_1449127_at 1.6 2.6 A A 0.75 0.78 -0.4 NC 0.5 gb:NM_009151.1 /DB_XREF=gi:6677908 /GEN=Selpl /FEA=FLmRNA /CNT=38 /TID=Mm.22173.1 /TIER=FL+Stack /STK=22 /UG=Mm.22173 /LL=20345 /DE
MOE430_2_1449161_at 12.5 10.9 A A 0.11 0.19 -0.4 NC 0.5 gb:NM_007902.1 /DB_XREF=gi:6681264 /GEN=Edn2 /FEA=FLmRNA /CNT=24 /TID=Mm.1366.1 /TIER=FL+Stack /STK=21 /UG=Mm.1366 /LL=13615 /DEF=
MOE430_2_1449198_a_ 317.8 196.4 P P 0.000244 0.000244 -0.4 NC 0.99 gb:NM_011375.1 /DB_XREF=gi:6755517 /GEN=Siat9 /FEA=FLmRNA /CNT=57 /TID=Mm.38248.1 /TIER=FL+Stack /STK=19 /UG=Mm.38248 /LL=20454 /DE
MOE430_2_1449208_at 4.3 5 A A 0.43 0.33 -0.4 NC 0.11 gb:NM_019943.1 /DB_XREF=gi:9910587 /GEN=Papolb /FEA=FLmRNA /CNT=23 /TID=Mm.42049.1 /TIER=FL+Stack /STK=19 /UG=Mm.42049 /LL=56522 /D
MOE430_2_1449283_a_ 174.4 111 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC021640.1 /DB_XREF=gi:18203761 /FEA=FLmRNA /CNT=26 /TID=Mm.38343.1 /TIER=FL+Stack /STK=16 /UG=Mm.38343 /LL=29857 /UG_GENE=Map
MOE430_2_1449326_x_ 10.1 6 P A 0.01 0.17 -0.4 NC 0.5 gb:NM_011314.1 /DB_XREF=gi:6755393 /GEN=Saa2 /FEA=FLmRNA /CNT=20 /TID=Mm.200941.1 /TIER=FL+Stack /STK=14 /UG=Mm.200941 /LL=20209 /
MOE430_2_1449341_a_ 226.8 180.8 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AF093620.1 /DB_XREF=gi:3747063 /FEA=FLmRNA /CNT=55 /TID=Mm.4441.1 /TIER=FL /STK=1 /UG=Mm.4441 /LL=13830 /UG_GENE=Epb7.2 /DEF=M
MOE430_2_1449350_at 1865.8 1421.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_011859.1 /DB_XREF=gi:6754927 /GEN=Osr1 /FEA=FLmRNA /CNT=37 /TID=Mm.45055.1 /TIER=FL+Stack /STK=13 /UG=Mm.45055 /LL=23967 /DE
MOE430_2_1449383_at 9.3 8.1 A A 0.53 0.46 -0.4 NC 0.5 gb:NM_007421.1 /DB_XREF=gi:6671518 /GEN=Adss1 /FEA=FLmRNA /CNT=34 /TID=Mm.3440.1 /TIER=FL+Stack /STK=12 /UG=Mm.3440 /LL=11565 /DEF
MOE430_2_1449386_at 7.4 6 A A 0.09 0.27 -0.4 NC 0.51 gb:NM_013786.1 /DB_XREF=gi:7305164 /GEN=Hsd17b9 /FEA=FLmRNA /CNT=25 /TID=Mm.26719.1 /TIER=FL /STK=2 /UG=Mm.26719 /LL=27400 /DEF=M
MOE430_2_1449392_at 14.5 9.3 A P 0.09 0.03 -0.4 NC 0.46 gb:NM_010475.1 /DB_XREF=gi:6754247 /GEN=Hsd17b1 /FEA=FLmRNA /CNT=19 /TID=Mm.188939.1 /TIER=FL+Stack /STK=12 /UG=Mm.188939 /LL=1548
MOE430_2_1449403_at 56 54.2 M P 0.05 0.04 -0.4 NC 0.93 gb:NM_008804.1 /DB_XREF=gi:6679250 /GEN=Pde9a /FEA=FLmRNA /CNT=52 /TID=Mm.10812.1 /TIER=FL+Stack /STK=11 /UG=Mm.10812 /LL=18585 /D
MOE430_2_1449450_at 97.7 74 P P 0.01 0.01 -0.4 NC 0.75 gb:NM_022415.1 /DB_XREF=gi:11967940 /GEN=Ptges /FEA=FLmRNA /CNT=67 /TID=Mm.28768.1 /TIER=FL+Stack /STK=8 /UG=Mm.28768 /LL=64292 /D
MOE430_2_1449514_at 167.7 115.3 P P 0.001221 0.001221 -0.4 D 0.99 gb:BC019379.1 /DB_XREF=gi:18043880 /FEA=FLmRNA /CNT=36 /TID=Mm.10188.1 /TIER=FL+Stack /STK=8 /UG=Mm.10188 /LL=14773 /UG_GENE=Gprk5
MOE430_2_1449521_at 20.8 18 A A 0.12 0.24 -0.4 NC 0.73 gb:BB039247 /DB_XREF=gi:15403781 /DB_XREF=BB039247 /CLONE=6030441H07 /FEA=FLmRNA /CNT=29 /TID=Mm.681.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1449529_s_ 0.7 0.6 A A 0.72 0.78 -0.4 NC 0.5 gb:NM_008930.1 /DB_XREF=gi:6679470 /GEN=Prlpe /FEA=FLmRNA /CNT=19 /TID=Mm.87973.1 /TIER=FL+Stack /STK=8 /UG=Mm.87973 /LL=19113 /DEF
MOE430_2_1449577_x_ 872.6 623.8 P P 0.000732 0.000732 -0.4 NC 0.99 gb:AK003186.1 /DB_XREF=gi:12833696 /GEN=Tpm2 /FEA=FLmRNA /CNT=122 /TID=Mm.646.1 /TIER=Stack /STK=32 /UG=Mm.646 /LL=22004 /UG_TITLE
MOE430_2_1449712_s_ 1997.1 1536 P P 0.000244 0.000244 -0.4 D 0.99 gb:C85064 /DB_XREF=gi:2917005 /DB_XREF=C85064 /CLONE=J0201D04 /FEA=EST /CNT=1 /TID=Mm.195299.1 /TIER=ConsEnd /STK=1 /UG=Mm.19529
MOE430_2_1449750_at 30.3 22.9 P P 0.001953 0.01 -0.4 NC 0.63 gb:AA407331 /DB_XREF=gi:2065566 /DB_XREF=EST00651 /CLONE=C0001A09 /FEA=EST /CNT=1 /TID=Mm.204508.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1449770_x_ 24.9 17.4 A A 0.17 0.36 -0.4 NC 0.64 gb:N28171 /DB_XREF=gi:1146027 /DB_XREF=MDB1494 /FEA=EST /CNT=1 /TID=Mm.196501.2 /TIER=ConsEnd /STK=1 /UG=Mm.196501 /LL=52872 /UG_
MOE430_2_1449799_s_ 18.3 25.5 P P 0.005859 0.01 -0.4 NC 0.68 gb:AA516617 /DB_XREF=gi:2256076 /DB_XREF=vh83f03.r1 /CLONE=IMAGE:893597 /FEA=EST /CNT=1 /TID=Mm.201703.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449801_at 8.5 6.9 A A 0.45 0.59 -0.4 NC 0.45 gb:AV089248 /DB_XREF=gi:5220696 /DB_XREF=AV089248 /CLONE=2310043C05 /FEA=EST /CNT=1 /TID=Mm.47747.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449851_at 126.8 101.3 P P 0.00293 0.01 -0.4 D 0.99 gb:AF022992.1 /DB_XREF=gi:2435508 /FEA=FLmRNA /CNT=48 /TID=Mm.7373.1 /TIER=FL /STK=5 /UG=Mm.7373 /LL=18626 /UG_GENE=Per1 /DEF=Mus
MOE430_2_1449916_at 17.3 12.6 A A 0.17 0.27 -0.4 NC 0.71 gb:NM_030555.1 /DB_XREF=gi:15150792 /GEN=Pbx4 /FEA=FLmRNA /CNT=6 /TID=Mm.22961.1 /TIER=FL /STK=4 /UG=Mm.22961 /LL=80720 /DEF=Mus m
MOE430_2_1449956_at 61.8 50.2 P P 0.001953 0.000732 -0.4 NC 0.88 gb:NM_011104.1 /DB_XREF=gi:6755083 /GEN=Prkce /FEA=FLmRNA /CNT=10 /TID=Mm.12808.1 /TIER=FL /STK=3 /UG=Mm.12808 /LL=18754 /DEF=Mus 
MOE430_2_1449973_a_ 13 13.4 P A 0.00415 0.17 -0.4 NC 0.5 gb:NM_029231.1 /DB_XREF=gi:13386379 /GEN=4930563C04Rik /FEA=FLmRNA /CNT=5 /TID=Mm.21265.1 /TIER=FL /STK=3 /UG=Mm.21265 /LL=75273 /
MOE430_2_1449995_at 2.2 1.5 A A 0.8 0.75 -0.4 NC 0.34 gb:NM_027702.1 /DB_XREF=gi:13386251 /GEN=4933421I07Rik /FEA=FLmRNA /CNT=4 /TID=Mm.158598.1 /TIER=FL /STK=3 /UG=Mm.158598 /LL=71162 
MOE430_2_1449998_at 9.4 4.4 A A 0.27 0.43 -0.4 NC 0.3 gb:NM_010921.1 /DB_XREF=gi:7110672 /GEN=Nkx3-1 /FEA=FLmRNA /CNT=4 /TID=Mm.3520.1 /TIER=FL /STK=3 /UG=Mm.3520 /LL=18095 /DEF=Mus m



MOE430_2_1450012_x_ 2282.7 1553.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:AU035659 /DB_XREF=gi:3718662 /DB_XREF=AU035659 /CLONE=MNCb-0711 /FEA=FLmRNA /CNT=359 /TID=Mm.29717.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1450030_at 187.9 122.3 P P 0.01 0.02 -0.4 MD 0.99 gb:NM_026302.1 /DB_XREF=gi:13385797 /GEN=Dctn4 /FEA=FLmRNA /CNT=221 /TID=Mm.78718.1 /TIER=FL /STK=2 /UG=Mm.78718 /LL=67665 /DEF=M
MOE430_2_1450046_at 7.7 6.2 A A 0.24 0.19 -0.4 NC 0.36 gb:NM_019801.1 /DB_XREF=gi:9790030 /GEN=ORF18 /FEA=FLmRNA /CNT=49 /TID=Mm.220858.1 /TIER=FL /STK=2 /UG=Mm.220858 /LL=56374 /DEF=M
MOE430_2_1450054_at 2612.7 2023.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BF140063 /DB_XREF=gi:10979103 /DB_XREF=601786010F1 /CLONE=IMAGE:4013882 /FEA=FLmRNA /CNT=144 /TID=Mm.29052.1 /TIER=Stack /STK=
MOE430_2_1450057_at 328.1 251.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_025575.1 /DB_XREF=gi:13385017 /GEN=2610042O14Rik /FEA=FLmRNA /CNT=81 /TID=Mm.44218.1 /TIER=FL /STK=2 /UG=Mm.44218 /LL=66460 
MOE430_2_1450080_at 499.7 370 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_028375.1 /DB_XREF=gi:13386305 /GEN=2900027G03Rik /FEA=FLmRNA /CNT=29 /TID=Mm.158897.1 /TIER=FL /STK=2 /UG=Mm.158897 /LL=7286
MOE430_2_1450112_a_ 700.2 540.6 P P 0.000244 0.000244 -0.4 MD 0.99 gb:NM_008087.1 /DB_XREF=gi:6679942 /GEN=Gas2 /FEA=FLmRNA /CNT=17 /TID=Mm.25.1 /TIER=FL /STK=2 /UG=Mm.25 /LL=14453 /DEF=Mus musculu
MOE430_2_1450183_a_ 67.3 63.5 P P 0.001953 0.001953 -0.4 NC 0.96 gb:NM_008507.1 /DB_XREF=gi:6678705 /GEN=Lnk /FEA=FLmRNA /CNT=14 /TID=Mm.200936.1 /TIER=FL /STK=2 /UG=Mm.200936 /LL=16923 /DEF=Mus 
MOE430_2_1450184_s_ 205.9 177.6 P P 0.000732 0.001221 -0.4 D 0.99 gb:NM_017376.1 /DB_XREF=gi:8394434 /GEN=Tef /FEA=FLmRNA /CNT=12 /TID=Mm.154152.1 /TIER=FL /STK=2 /UG=Mm.154152 /LL=21685 /DEF=Mus 
MOE430_2_1450215_at 0.9 0.7 A A 0.99 0.99 -0.4 NC 0.53 gb:NM_009038.1 /DB_XREF=gi:6677692 /GEN=Rcvrn /FEA=FLmRNA /CNT=9 /TID=Mm.157931.1 /TIER=FL /STK=2 /UG=Mm.157931 /LL=19674 /DEF=Mu
MOE430_2_1450234_at 8.1 9.8 A A 0.19 0.23 -0.4 NC 0.55 gb:AF237910.1 /DB_XREF=gi:13649412 /FEA=FLmRNA /CNT=9 /TID=Mm.87745.1 /TIER=FL /STK=2 /UG=Mm.87745 /LL=73656 /UG_GENE=2200009H22R
MOE430_2_1450252_at 2.3 0.6 A A 0.85 0.98 -0.4 NC 0.73 gb:NM_008262.1 /DB_XREF=gi:6680240 /GEN=Onecut1 /FEA=FLmRNA /CNT=9 /TID=Mm.3512.1 /TIER=FL /STK=2 /UG=Mm.3512 /LL=15379 /DEF=Mus m
MOE430_2_1450265_at 14.8 9.6 A A 0.19 0.19 -0.4 NC 0.5 gb:NM_019483.1 /DB_XREF=gi:9506876 /GEN=Madh9 /FEA=FLmRNA /CNT=6 /TID=Mm.143723.1 /TIER=FL /STK=2 /UG=Mm.143723 /LL=55994 /DEF=Mu
MOE430_2_1450274_at 1.9 1.5 A A 0.69 0.78 -0.4 NC 0.5 gb:NM_029460.1 /DB_XREF=gi:13386401 /GEN=4930562N12Rik /FEA=FLmRNA /CNT=5 /TID=Mm.159597.1 /TIER=FL /STK=2 /UG=Mm.159597 /LL=75835
MOE430_2_1450287_at 15.4 15.9 P P 0.000732 0.005859 -0.4 NC 0.5 gb:BE288934 /DB_XREF=gi:9168968 /DB_XREF=601091941F1 /CLONE=IMAGE:3486610 /FEA=FLmRNA /CNT=4 /TID=Mm.103654.1 /TIER=ConsEnd /STK
MOE430_2_1450295_s_ 61.4 44.2 P P 0.000244 0.001221 -0.4 NC 0.92 gb:NM_009310.1 /DB_XREF=gi:6678204 /GEN=Taa1 /FEA=FLmRNA /CNT=5 /TID=Mm.8071.1 /TIER=FL /STK=2 /UG=Mm.8071 /LL=21332 /DEF=Mus mus
MOE430_2_1450310_at 16.9 12.3 A A 0.14 0.27 -0.4 NC 0.5 gb:NM_133355.1 /DB_XREF=gi:19111165 /GEN=Grid2ip /FEA=FLmRNA /CNT=3 /TID=Mm.197460.1 /TIER=FL /STK=2 /UG=Mm.197460 /LL=170935 /DEF=
MOE430_2_1450316_at 18.3 12.9 A A 0.11 0.19 -0.4 NC 0.5 gb:NM_053138.1 /DB_XREF=gi:18087788 /GEN=Pcdhb13 /FEA=FLmRNA /CNT=3 /TID=Mm.196700.1 /TIER=FL /STK=2 /UG=Mm.196700 /LL=93884 /DEF=
MOE430_2_1450317_at 1.7 0.5 A A 0.88 0.96 -0.4 NC 0.54 gb:NM_027562.1 /DB_XREF=gi:13386235 /GEN=4632413B12Rik /FEA=FLmRNA /CNT=3 /TID=Mm.158450.1 /TIER=FL /STK=2 /UG=Mm.158450 /LL=70809
MOE430_2_1450361_at 9.3 4.8 A A 0.21 0.36 -0.4 NC 0.07 gb:NM_008936.1 /DB_XREF=gi:6679480 /GEN=Prop1 /FEA=FLmRNA /CNT=2 /TID=Mm.1386.1 /TIER=FL /STK=2 /UG=Mm.1386 /LL=19127 /DEF=Mus mu
MOE430_2_1450379_at 666.2 512.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010833.1 /DB_XREF=gi:6754749 /GEN=Msn /FEA=FLmRNA /CNT=271 /TID=Mm.28687.1 /TIER=FL /STK=1 /UG=Mm.28687 /LL=17698 /DEF=Mus 
MOE430_2_1450393_a_ 515.1 440.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI106767 /DB_XREF=gi:14557660 /DB_XREF=602890507F1 /CLONE=IMAGE:5035944 /FEA=FLmRNA /CNT=105 /TID=Mm.30226.1 /TIER=Stack /STK=5
MOE430_2_1450397_at 8.7 4.6 A A 0.36 0.5 -0.4 NC 0.5 gb:BB731480 /DB_XREF=gi:16114755 /DB_XREF=BB731480 /CLONE=E970008M12 /FEA=FLmRNA /CNT=150 /TID=Mm.4323.1 /TIER=Stack /STK=28 /UG
MOE430_2_1450437_a_ 71.3 51 P P 0.01 0.001221 -0.4 NC 0.83 gb:NM_010875.1 /DB_XREF=gi:18450275 /GEN=Ncam1 /FEA=FLmRNA /CNT=26 /TID=Mm.4974.1 /TIER=FL /STK=1 /UG=Mm.4974 /LL=17967 /DEF=Mus 
MOE430_2_1450449_a_ 439 354.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_021430.1 /DB_XREF=gi:10946795 /GEN=2900002H16Rik /FEA=FLmRNA /CNT=24 /TID=Mm.41180.1 /TIER=FL /STK=1 /UG=Mm.41180 /LL=75695 /
MOE430_2_1450466_at 0.9 1.8 A A 0.92 0.87 -0.4 NC 0.64 gb:BI739719 /DB_XREF=gi:15716732 /DB_XREF=603361994F1 /CLONE=IMAGE:5369230 /FEA=FLmRNA /CNT=19 /TID=Mm.153833.1 /TIER=ConsEnd /ST
MOE430_2_1450522_a_ 1635.3 1194.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_008197.1 /DB_XREF=gi:7110616 /GEN=H1f0 /FEA=FLmRNA /CNT=4 /TID=Mm.24350.1 /TIER=FL /STK=1 /UG=Mm.24350 /LL=14958 /DEF=Mus m
MOE430_2_1450528_at 0.9 0.6 A A 0.9 0.87 -0.4 NC 0.5 gb:NM_033149.1 /DB_XREF=gi:15011869 /GEN=B3galt5 /FEA=FLmRNA /CNT=3 /TID=Mm.154783.1 /TIER=FL /STK=1 /UG=Mm.154783 /LL=93961 /DEF=
MOE430_2_1450539_at 2.3 1.3 A A 0.33 0.6 -0.4 D 0.99 gb:NM_015808.1 /DB_XREF=gi:7657282 /GEN=Krtap5-1 /FEA=FLmRNA /CNT=4 /TID=Mm.86481.1 /TIER=FL /STK=1 /UG=Mm.86481 /LL=50774 /DEF=Mu
MOE430_2_1450543_at 108.3 69.5 P P 0.005859 0.01 -0.4 D 0.99 gb:NM_026145.1 /DB_XREF=gi:19920324 /GEN=Myo1h /FEA=FLmRNA /CNT=3 /TID=Mm.138199.1 /TIER=FL /STK=1 /UG=Mm.138199 /LL=67424 /DEF=M
MOE430_2_1450561_a_ 1059.9 792.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_013677.1 /DB_XREF=gi:7363454 /GEN=Surf1 /FEA=FLmRNA /CNT=2 /TID=Mm.6874.1 /TIER=FL /STK=1 /UG=Mm.6874 /LL=20930 /DEF=Mus mus
MOE430_2_1450565_at 8.1 4.4 A A 0.24 0.36 -0.4 NC 0.37 gb:NM_008373.1 /DB_XREF=gi:6680436 /GEN=Il9 /FEA=FLmRNA /CNT=2 /TID=Mm.3006.1 /TIER=FL /STK=1 /UG=Mm.3006 /LL=16198 /DEF=Mus muscu
MOE430_2_1450589_at 8.3 8 A A 0.53 0.43 -0.4 NC 0.2 gb:NM_020288.1 /DB_XREF=gi:9938009 /GEN=Ors1 /FEA=FLmRNA /CNT=1 /TID=Mm.103732.1 /TIER=FL /STK=1 /UG=Mm.103732 /LL=56858 /DEF=Mus
MOE430_2_1450623_at 4675.3 3265.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_010312.1 /DB_XREF=gi:13937390 /GEN=Gnb2 /FEA=FLmRNA /CNT=367 /TID=Mm.30141.1 /TIER=FL+Stack /STK=141 /UG=Mm.30141 /LL=14693 
MOE430_2_1450629_at 560 410.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV114522 /DB_XREF=gi:16382212 /DB_XREF=AV114522 /CLONE=2610034J22 /FEA=FLmRNA /CNT=179 /TID=Mm.182607.1 /TIER=Stack /STK=25 /U
MOE430_2_1450632_at 2093.3 1557.7 P P 0.000732 0.000244 -0.4 D 0.99 gb:AF178958.1 /DB_XREF=gi:5815441 /FEA=FLmRNA /CNT=249 /TID=Mm.757.1 /TIER=FL+Stack /STK=63 /UG=Mm.757 /LL=11848 /UG_GENE=Arha2 /D
MOE430_2_1450636_s_ 3.3 5.6 A A 0.78 0.6 -0.4 NC 0.5 gb:NM_007433.1 /DB_XREF=gi:6671536 /GEN=Akp5 /FEA=FLmRNA /CNT=71 /TID=Mm.26096.1 /TIER=FL+Stack /STK=59 /UG=Mm.26096 /LL=11650 /DE
MOE430_2_1450645_at 9.3 5.4 A A 0.16 0.27 -0.4 NC 0.72 gb:NM_008631.1 /DB_XREF=gi:6678941 /GEN=Mt4 /FEA=FLmRNA /CNT=48 /TID=Mm.1536.1 /TIER=FL+Stack /STK=43 /UG=Mm.1536 /LL=17752 /DEF=M
MOE430_2_1450764_at 6.5 6.5 A A 0.46 0.72 -0.4 NC 0.5 gb:NM_012054.1 /DB_XREF=gi:6753063 /GEN=Aoah /FEA=FLmRNA /CNT=27 /TID=Mm.6222.1 /TIER=FL+Stack /STK=11 /UG=Mm.6222 /LL=27052 /DEF=
MOE430_2_1450766_at 1.1 1.7 A A 0.6 0.46 -0.4 NC 0.5 gb:NM_023898.1 /DB_XREF=gi:12963860 /GEN=Pde6h /FEA=FLmRNA /CNT=14 /TID=Mm.138001.1 /TIER=FL+Stack /STK=11 /UG=Mm.138001 /LL=78600
MOE430_2_1450816_at 114.8 94.8 P P 0.000244 0.000244 -0.4 NC 0.97 gb:NM_015810.1 /DB_XREF=gi:7657466 /GEN=Polg2 /FEA=FLmRNA /CNT=18 /TID=Mm.859.1 /TIER=FL /STK=0 /UG=Mm.859 /LL=50776 /DEF=Mus musc
MOE430_2_1450826_a_ 15.5 11.2 A A 0.11 0.21 -0.4 NC 0.86 gb:NM_011315.1 /DB_XREF=gi:6755395 /GEN=Saa3 /FEA=FLmRNA /CNT=7 /TID=Mm.14277.1 /TIER=FL /STK=0 /UG=Mm.14277 /LL=20210 /DEF=Mus m
MOE430_2_1450829_at 8.4 8 A A 0.06 0.3 -0.4 NC 0.5 gb:NM_009397.1 /DB_XREF=gi:6678376 /GEN=Tnfaip3 /FEA=FLmRNA /CNT=6 /TID=Mm.56971.1 /TIER=FL /STK=0 /UG=Mm.56971 /LL=21929 /DEF=Mus
MOE430_2_1450861_at 68.6 56.2 P P 0.001953 0.01 -0.4 NC 0.99 gb:BE952454 /DB_XREF=gi:10592920 /DB_XREF=UI-M-BH4-azn-h-07-0-UI.s1 /CLONE=UI-M-BH4-azn-h-07-0-UI /FEA=FLmRNA /CNT=102 /TID=Mm.4
MOE430_2_1450864_at 323.5 243 P P 0.000244 0.000244 -0.4 D 0.99 gb:AU079142 /DB_XREF=gi:6083898 /DB_XREF=AU079142 /CLONE=MNCb-3907 /FEA=FLmRNA /CNT=138 /TID=Mm.220898.1 /TIER=Stack /STK=46 /U
MOE430_2_1450867_at 17.7 14.2 P A 0.03 0.12 -0.4 NC 0.5 gb:BQ179556 /DB_XREF=gi:20355048 /DB_XREF=UI-M-EV0-bws-e-17-0-UI.r1 /CLONE=IMAGE:5701240 /FEA=FLmRNA /CNT=134 /TID=Mm.44225.1 /TI
MOE430_2_1450893_a_ 560.5 403.3 P P 0.000732 0.000732 -0.4 D 0.99 gb:AV132698 /DB_XREF=gi:16382650 /DB_XREF=AV132698 /CLONE=2700092A01 /FEA=FLmRNA /CNT=238 /TID=Mm.29877.1 /TIER=Stack /STK=16 /U
MOE430_2_1450916_at 99.9 79.5 P P 0.000732 0.000244 -0.4 NC 0.76 gb:AI843206 /DB_XREF=gi:5477419 /DB_XREF=UI-M-AK1-aet-f-01-0-UI.s1 /CLONE=UI-M-AK1-aet-f-01-0-UI /FEA=FLmRNA /CNT=61 /TID=Mm.41481
MOE430_2_1450944_at 340 270 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BB377873 /DB_XREF=gi:16407667 /DB_XREF=BB377873 /CLONE=C130091C15 /FEA=FLmRNA /CNT=59 /TID=Mm.41329.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1450953_at 609.8 451.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK004129.1 /DB_XREF=gi:12835193 /FEA=FLmRNA /CNT=138 /TID=Mm.45179.1 /TIER=Stack /STK=11 /UG=Mm.45179 /LL=26371 /UG_GENE=Ciao1-
MOE430_2_1450973_s_ 163.4 123.3 P P 0.001221 0.001953 -0.4 D 0.99 gb:BQ174980 /DB_XREF=gi:20350472 /DB_XREF=UI-M-DJ2-bwb-j-14-0-UI.s1 /CLONE=UI-M-DJ2-bwb-j-14-0-UI /FEA=FLmRNA /CNT=28 /TID=Mm.89
MOE430_2_1451057_x_ 492.5 392.9 P P 0.001221 0.001953 -0.4 MD 0.99 gb:BB762738 /DB_XREF=gi:16207781 /DB_XREF=BB762738 /CLONE=G370014L03 /FEA=FLmRNA /CNT=87 /TID=Mm.39292.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1451074_at 240.2 217.1 P P 0.000244 0.000244 -0.4 NC 0.97 gb:AF037205.1 /DB_XREF=gi:2746334 /GEN=Rzf /FEA=FLmRNA /CNT=257 /TID=Mm.9326.2 /TIER=FL+Stack /STK=190 /UG=Mm.9326 /LL=24017 /DEF=
MOE430_2_1451075_s_ 3974.3 3011.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC025650.1 /DB_XREF=gi:19343805 /FEA=FLmRNA /CNT=336 /TID=Mm.29490.1 /TIER=FL+Stack /STK=189 /UG=Mm.29490 /DEF=Mus musculus, Sim
MOE430_2_1451100_a_ 50.1 34.2 P P 0.000244 0.001953 -0.4 NC 0.5 gb:AI845410 /DB_XREF=gi:5489311 /DB_XREF=UI-M-AO1-aej-b-03-0-UI.s1 /CLONE=UI-M-AO1-aej-b-03-0-UI /FEA=FLmRNA /CNT=268 /TID=Mm.290
MOE430_2_1451124_at 2748.2 2008.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC002066.1 /DB_XREF=gi:12805214 /FEA=FLmRNA /CNT=274 /TID=Mm.5274.1 /TIER=FL+Stack /STK=104 /UG=Mm.5274 /LL=20655 /UG_GENE=Sod
MOE430_2_1451172_at 1900.4 1487.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC019544.1 /DB_XREF=gi:18043475 /FEA=FLmRNA /CNT=164 /TID=Mm.29750.1 /TIER=FL+Stack /STK=78 /UG=Mm.29750 /LL=67808 /UG_GENE=120
MOE430_2_1451173_at 34.3 32 P P 0.01 0.001953 -0.4 NC 0.54 gb:BC016574.1 /DB_XREF=gi:16741524 /FEA=FLmRNA /CNT=102 /TID=Mm.23745.1 /TIER=FL+Stack /STK=78 /UG=Mm.23745 /DEF=Mus musculus, Simil
MOE430_2_1451242_a_ 190.9 125.2 P P 0.000244 0.000244 -0.4 MD 0.99 gb:BC003744.1 /DB_XREF=gi:13277677 /FEA=FLmRNA /CNT=135 /TID=Mm.3294.1 /TIER=FL+Stack /STK=52 /UG=Mm.3294 /LL=19060 /UG_GENE=Ppp5
MOE430_2_1451245_at 11 13 P A 0.03 0.19 -0.4 NC 0.74 gb:BC019794.1 /DB_XREF=gi:18044685 /FEA=FLmRNA /CNT=57 /TID=Mm.51437.1 /TIER=FL+Stack /STK=52 /UG=Mm.51437 /DEF=Mus musculus, Simila
MOE430_2_1451288_s_ 245.7 189.1 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC010330.1 /DB_XREF=gi:16307565 /FEA=FLmRNA /CNT=78 /TID=Mm.41724.1 /TIER=FL+Stack /STK=42 /UG=Mm.41724 /LL=67884 /UG_GENE=1810
MOE430_2_1451298_at 211.9 186.9 A A 0.12 0.14 -0.4 MD 0.99 gb:BC020025.1 /DB_XREF=gi:18044830 /FEA=FLmRNA /CNT=72 /TID=Mm.105310.1 /TIER=FL+Stack /STK=40 /UG=Mm.105310 /DEF=Mus musculus, Sim
MOE430_2_1451364_at 168.5 169.6 P P 0.000244 0.000244 -0.4 NC 0.88 gb:BC027083.1 /DB_XREF=gi:20073328 /FEA=FLmRNA /CNT=42 /TID=Mm.100818.1 /TIER=FL+Stack /STK=30 /UG=Mm.100818 /LL=69870 /UG_GENE=20
MOE430_2_1451370_at 568.9 444.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC027414.1 /DB_XREF=gi:20071677 /FEA=FLmRNA /CNT=50 /TID=Mm.38354.1 /TIER=FL+Stack /STK=29 /UG=Mm.38354 /DEF=Mus musculus, clone 
MOE430_2_1451376_at 84.6 67.6 P P 0.000244 0.000244 -0.4 NC 0.97 gb:BC017138.1 /DB_XREF=gi:16877809 /FEA=FLmRNA /CNT=74 /TID=Mm.34300.1 /TIER=FL+Stack /STK=28 /UG=Mm.34300 /DEF=Mus musculus, Simila
MOE430_2_1451389_at 30.3 23.2 P P 0.001953 0.001221 -0.4 NC 0.58 gb:AY028460.1 /DB_XREF=gi:14581454 /FEA=FLmRNA /CNT=47 /TID=Mm.25661.1 /TIER=FL+Stack /STK=27 /UG=Mm.25661 /LL=99349 /UG_GENE=1700
MOE430_2_1451418_a_ 23.1 17.6 P A 0.03 0.08 -0.4 NC 0.72 gb:BC023083.1 /DB_XREF=gi:18605887 /FEA=FLmRNA /CNT=44 /TID=Mm.33268.1 /TIER=FL+Stack /STK=22 /UG=Mm.33268 /DEF=Mus musculus, clone 
MOE430_2_1451426_at 30 22.8 P P 0.000244 0.01 -0.4 NC 0.95 gb:AF316999.1 /DB_XREF=gi:13194585 /GEN=D11lgp2 /FEA=FLmRNA /CNT=47 /TID=Mm.170797.2 /TIER=FL+Stack /STK=21 /UG=Mm.170797 /LL=8086
MOE430_2_1451432_x_ 82.6 70.8 P P 0.000244 0.000244 -0.4 NC 0.96 gb:BC022729.1 /DB_XREF=gi:18490962 /FEA=FLmRNA /CNT=29 /TID=Mm.35514.1 /TIER=FL+Stack /STK=21 /UG=Mm.35514 /LL=72041 /UG_GENE=2010
MOE430_2_1451447_at 280.4 201.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC024476.1 /DB_XREF=gi:19353954 /FEA=FLmRNA /CNT=43 /TID=Mm.86723.1 /TIER=FL+Stack /STK=19 /UG=Mm.86723 /DEF=Mus musculus, Simila
MOE430_2_1451474_a_ 75.6 60.6 P P 0.000244 0.001221 -0.4 NC 0.98 gb:BC022679.1 /DB_XREF=gi:18490496 /FEA=FLmRNA /CNT=33 /TID=Mm.21231.1 /TIER=FL+Stack /STK=16 /UG=Mm.21231 /LL=69948 /UG_GENE=2810
MOE430_2_1451517_at 141.2 99.4 P P 0.001953 0.001953 -0.4 NC 0.92 gb:AF420001.1 /DB_XREF=gi:16226040 /GEN=Dbc2 /FEA=FLmRNA /CNT=35 /TID=Mm.102367.1 /TIER=FL+Stack /STK=13 /UG=Mm.102367 /DEF=Mus m
MOE430_2_1451526_at 85.9 78.2 P P 0.00293 0.00293 -0.4 NC 0.92 gb:BG064038 /DB_XREF=gi:12546601 /DB_XREF=H3014G11-3 /CLONE=H3014G11 /FEA=FLmRNA /CNT=56 /TID=Mm.22834.1 /TIER=Stack /STK=21 /UG
MOE430_2_1451586_at 2272.9 1885.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC005588.1 /DB_XREF=gi:13542767 /FEA=FLmRNA /CNT=272 /TID=Mm.16769.1 /TIER=FL /STK=6 /UG=Mm.16769 /LL=68309 /UG_GENE=5031406P0
MOE430_2_1451608_a_ 6.1 3.4 A A 0.5 0.87 -0.4 NC 0.87 gb:BC024685.1 /DB_XREF=gi:19354366 /FEA=FLmRNA /CNT=21 /TID=Mm.28655.1 /TIER=FL /STK=5 /UG=Mm.28655 /LL=71762 /UG_GENE=1300010A20
MOE430_2_1451622_at 437.3 348.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM206793 /DB_XREF=gi:17762401 /DB_XREF=C0602F08-3 /CLONE=C0602F08 /FEA=FLmRNA /CNT=107 /TID=Mm.88763.1 /TIER=Stack /STK=20 /U
MOE430_2_1451653_a_ 61.8 39 P P 0.000244 0.00293 -0.4 D 0.99 gb:BC026495.1 /DB_XREF=gi:20071476 /FEA=FLmRNA /CNT=13 /TID=Mm.189429.1 /TIER=FL /STK=3 /UG=Mm.189429 /DEF=Mus musculus, clone MGC:
MOE430_2_1451671_at 264.7 217.3 P P 0.000732 0.000732 -0.4 NC 0.99 gb:AV094567 /DB_XREF=gi:16381628 /DB_XREF=AV094567 /CLONE=2410001L11 /FEA=FLmRNA /CNT=85 /TID=Mm.27339.1 /TIER=Stack /STK=38 /UG
MOE430_2_1451700_a_ 509.5 415.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC019557.1 /DB_XREF=gi:18043414 /FEA=FLmRNA /CNT=4 /TID=Mm.46533.1 /TIER=FL /STK=2 /UG=Mm.46533 /LL=67604 /UG_GENE=1110007L15R
MOE430_2_1451726_at 180.7 148.7 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BC020019.1 /DB_XREF=gi:18043663 /FEA=FLmRNA /CNT=113 /TID=Mm.24302.1 /TIER=FL /STK=1 /UG=Mm.24302 /DEF=Mus musculus, clone MGC:2
MOE430_2_1451750_at 56.2 38.7 P P 0.000244 0.000244 -0.4 NC 0.92 gb:BM220651 /DB_XREF=gi:17780825 /DB_XREF=C0943G04-3 /CLONE=C0943G04 /FEA=FLmRNA /CNT=31 /TID=Mm.159942.2 /TIER=ConsEnd /STK=1 
MOE430_2_1451796_s_ 3.3 2.4 A A 0.82 0.94 -0.4 NC 0.81 gb:AF109137.1 /DB_XREF=gi:4008135 /GEN=Hdc /FEA=FLmRNA /CNT=19 /TID=Mm.210341.1 /TIER=FL /STK=1 /UG=Mm.210341 /LL=15188 /DEF=Mus m
MOE430_2_1451853_at 9.9 9.9 A A 0.06 0.32 -0.4 NC 0.5 gb:AB077384.1 /DB_XREF=gi:19911310 /GEN=Fukutin /FEA=FLmRNA /CNT=3 /TID=Mm.219573.1 /TIER=FL /STK=1 /UG=Mm.219573 /DEF=Mus musculu
MOE430_2_1451866_a_ 384.4 288.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AF042856.1 /DB_XREF=gi:2921761 /FEA=FLmRNA /CNT=3 /TID=Mm.15629.2 /TIER=FL /STK=1 /UG=Mm.15629 /LL=15234 /UG_GENE=Hgf /DEF=Mus
MOE430_2_1451871_a_ 74.7 56.3 P P 0.000244 0.001221 -0.4 NC 0.96 gb:M33324.1 /DB_XREF=gi:193508 /FEA=FLmRNA /CNT=2 /TID=Mm.3986.3 /TIER=FL /STK=1 /UG=Mm.3986 /LL=14600 /UG_GENE=Ghr /UG_TITLE=grow
MOE430_2_1451895_a_ 445.2 382.9 P P 0.000244 0.000732 -0.4 D 0.99 gb:BC004738.1 /DB_XREF=gi:13435758 /FEA=FLmRNA /CNT=1 /TID=Mm.16479.1 /TIER=FL /STK=1 /UG=Mm.16479 /LL=75590 /UG_GENE=2310076D10R
MOE430_2_1451966_at 1.3 1.1 A A 0.88 0.96 -0.4 NC 0.86 gb:AY079154.1 /DB_XREF=gi:19071805 /GEN=Falpbeta /FEA=FLmRNA /CNT=1 /TID=Mm.220166.1 /TIER=FL /STK=1 /UG=Mm.220166 /DEF=Mus musculu
MOE430_2_1451987_at 199.9 163.7 P P 0.000244 0.000732 -0.4 NC 0.95 gb:BC016642.1 /DB_XREF=gi:16741690 /FEA=FLmRNA /CNT=62 /TID=Mm.24369.1 /TIER=FL+Stack /STK=29 /UG=Mm.24369 /DEF=Mus musculus, Arrest
MOE430_2_1451990_at 90 74.9 P P 0.000244 0.001221 -0.4 NC 0.99 gb:BB311034 /DB_XREF=gi:16402667 /DB_XREF=BB311034 /CLONE=B230321B18 /FEA=FLmRNA /CNT=290 /TID=Mm.194045.1 /TIER=Stack /STK=161 
MOE430_2_1451992_at 216.7 120.5 P P 0.000732 0.000732 -0.4 D 0.99 gb:AF333028.1 /DB_XREF=gi:13398447 /FEA=FLmRNA /CNT=134 /TID=Mm.29711.1 /TIER=FL+Stack /STK=24 /UG=Mm.29711 /LL=110355 /UG_GENE=Ad
MOE430_2_1452003_at 34.8 21.3 P P 0.00293 0.03 -0.4 NC 0.76 gb:BC010294.1 /DB_XREF=gi:16307493 /FEA=FLmRNA /CNT=60 /TID=Mm.183025.2 /TIER=FL+Stack /STK=18 /UG=Mm.183025 /LL=56275 /UG_GENE=R
MOE430_2_1452093_at 55.8 44.5 P P 0.000244 0.000244 -0.4 NC 0.5 gb:AK010846.1 /DB_XREF=gi:12846570 /FEA=FLmRNA /CNT=83 /TID=Mm.56701.1 /TIER=Stack /STK=43 /UG=Mm.56701 /LL=70384 /UG_GENE=2500001
MOE430_2_1452094_at 341.9 270 P P 0.000244 0.000244 -0.4 D 0.99 gb:AI314028 /DB_XREF=gi:4029211 /DB_XREF=uj24g02.x1 /CLONE=IMAGE:1920914 /FEA=FLmRNA /CNT=95 /TID=Mm.2212.1 /TIER=Stack /STK=43 /UG
MOE430_2_1452148_at 553.9 373.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:D00622.1 /DB_XREF=gi:220433 /FEA=mRNA /CNT=227 /TID=Mm.4560.1 /TIER=Stack /STK=37 /UG=Mm.4560 /LL=16976 /UG_GENE=Lrpap1 /DEF=Mu
MOE430_2_1452149_at 689 510 P P 0.000244 0.000732 -0.4 D 0.99 gb:AU067784 /DB_XREF=gi:4968521 /DB_XREF=AU067784 /CLONE=MNCb-1833 /FEA=mRNA /CNT=182 /TID=Mm.28792.1 /TIER=Stack /STK=109 /UG=
MOE430_2_1452169_a_ 590.9 491.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC014860.1 /DB_XREF=gi:15928799 /FEA=mRNA /CNT=156 /TID=Mm.206624.1 /TIER=Stack /STK=81 /UG=Mm.206624 /LL=104418 /UG_GENE=Dgkz 
MOE430_2_1452195_s_ 45.9 41.7 P P 0.001221 0.00415 -0.4 NC 0.5 gb:AW744519 /DB_XREF=gi:7656438 /DB_XREF=ur31a04.x1 /CLONE=IMAGE:3025902 /FEA=mRNA /CNT=82 /TID=Mm.219674.1 /TIER=Stack /STK=67 /U
MOE430_2_1452264_at 482.8 296.8 P P 0.001953 0.001953 -0.4 NC 0.99 gb:BI408679 /DB_XREF=gi:15169602 /DB_XREF=602964304F1 /CLONE=IMAGE:5119896 /FEA=mRNA /CNT=61 /TID=Mm.29389.1 /TIER=Stack /STK=30 /
MOE430_2_1452283_at 180.3 98.1 P P 0.00415 0.005859 -0.4 D 0.99 gb:BC004678.1 /DB_XREF=gi:13435599 /FEA=mRNA /CNT=45 /TID=Mm.24628.1 /TIER=Stack /STK=25 /UG=Mm.24628 /LL=101333 /UG_GENE=AW12324
MOE430_2_1452289_a_ 207.7 165.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK010429.1 /DB_XREF=gi:12845865 /FEA=mRNA /CNT=35 /TID=Mm.22985.1 /TIER=Stack /STK=20 /UG=Mm.22985 /LL=71956 /UG_GENE=2410006N0
MOE430_2_1452296_at 171.1 115.6 P P 0.000732 0.000732 -0.4 D 0.99 gb:BM570006 /DB_XREF=gi:18851978 /DB_XREF=ii07a04.x1 /CLONE=IMAGE:5940774 /FEA=mRNA /CNT=76 /TID=Mm.28509.1 /TIER=Stack /STK=18 /UG
MOE430_2_1452326_at 1.1 0.9 A A 0.77 0.88 -0.4 NC 0.52 gb:AK007419.1 /DB_XREF=gi:12840960 /FEA=mRNA /CNT=31 /TID=Mm.46251.1 /TIER=Stack /STK=13 /UG=Mm.46251 /LL=69047 /UG_GENE=1810010G0
MOE430_2_1452352_at 27.3 23.6 P P 0.000244 0.000244 -0.4 NC 0.59 gb:BG064656 /DB_XREF=gi:12547219 /DB_XREF=H3022D05-3 /CLONE=H3022D05 /FEA=mRNA /CNT=18 /TID=Mm.22715.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1452409_at 65.8 44.7 P P 0.005859 0.03 -0.4 NC 0.98 gb:BB105833 /DB_XREF=gi:16261479 /DB_XREF=BB105833 /CLONE=9430097C02 /FEA=mRNA /CNT=40 /TID=Mm.212981.2 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1452506_a_ 561.1 466.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC011427.1 /DB_XREF=gi:15030304 /FEA=mRNA /CNT=2 /TID=Mm.28965.2 /TIER=ConsEnd /STK=0 /UG=Mm.28965 /LL=67444 /UG_GENE=0710007A
MOE430_2_1452525_a_ 2 0.8 A A 0.43 0.91 -0.4 NC 0.99 gb:D30731.1 /DB_XREF=gi:577639 /GEN=NF1GRP /FEA=mRNA /CNT=1 /TID=Mm.4820.2 /TIER=ConsEnd /STK=0 /UG=Mm.4820 /LL=18015 /DEF=Mouse
MOE430_2_1452582_at 101.5 115.8 P P 0.000244 0.000244 -0.4 NC 0.96 gb:AV307219 /DB_XREF=gi:16393906 /DB_XREF=AV307219 /CLONE=5730551E17 /FEA=mRNA /CNT=116 /TID=Mm.29098.1 /TIER=Stack /STK=55 /UG=
MOE430_2_1452621_at 635.9 495.1 P P 0.000244 0.000244 -0.4 D 0.99 gb:AI324894 /DB_XREF=gi:4059323 /DB_XREF=mj64g07.x1 /CLONE=IMAGE:480924 /FEA=mRNA /CNT=25 /TID=Mm.28145.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452622_a_ 586.2 448 P P 0.000244 0.000244 -0.4 D 0.99 gb:AA201054 /DB_XREF=gi:1796110 /DB_XREF=mu12d05.r1 /CLONE=IMAGE:639177 /FEA=mRNA /CNT=12 /TID=Mm.22541.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1452650_at 38.2 40.1 P P 0.000244 0.001221 -0.4 NC 0.99 gb:AK018173.1 /DB_XREF=gi:12857770 /FEA=mRNA /CNT=180 /TID=Mm.30653.1 /TIER=Stack /STK=152 /UG=Mm.30653 /LL=67525 /UG_GENE=6330414
MOE430_2_1452668_x_ 281.1 211.1 P P 0.000732 0.000244 -0.4 D 0.99 gb:AK005230.1 /DB_XREF=gi:12837641 /FEA=mRNA /CNT=126 /TID=Mm.32870.1 /TIER=Stack /STK=108 /UG=Mm.32870 /LL=76338 /UG_GENE=1500012
MOE430_2_1452714_at 539 364.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK004560.1 /DB_XREF=gi:12835812 /FEA=mRNA /CNT=110 /TID=Mm.27917.1 /TIER=Stack /STK=64 /UG=Mm.27917 /LL=66860 /UG_GENE=1200003E
MOE430_2_1452738_at 319 272.5 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AK007508.1 /DB_XREF=gi:12841099 /FEA=mRNA /CNT=68 /TID=Mm.23073.1 /TIER=Stack /STK=54 /UG=Mm.23073 /LL=69106 /UG_GENE=1810015E1
MOE430_2_1452741_s_ 154.4 90.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ175968 /DB_XREF=gi:20351460 /DB_XREF=UI-M-DJ2-bwf-p-16-0-UI.s1 /CLONE=UI-M-DJ2-bwf-p-16-0-UI /FEA=mRNA /CNT=208 /TID=Mm.417
MOE430_2_1452757_s_ 9.2 6 A A 0.53 0.27 -0.4 NC 0.01 gb:AK011116.1 /DB_XREF=gi:12847032 /GEN=Hba-a1 /FEA=mRNA /CNT=79 /TID=Mm.30266.3 /TIER=Stack /STK=48 /UG=Mm.30266 /LL=15129 /UG_TIT
MOE430_2_1452769_at 1696.4 1276.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK014408.1 /DB_XREF=gi:12852240 /FEA=mRNA /CNT=125 /TID=Mm.156771.1 /TIER=Stack /STK=46 /UG=Mm.156771 /LL=74315 /UG_GENE=373241
MOE430_2_1452776_a_ 271.9 199.5 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BB730849 /DB_XREF=gi:16114124 /DB_XREF=BB730849 /CLONE=E860130K10 /FEA=mRNA /CNT=171 /TID=Mm.5856.2 /TIER=Stack /STK=42 /UG=M
MOE430_2_1452786_at 66.7 61.4 P P 0.001221 0.00415 -0.4 NC 0.95 gb:AK005541.1 /DB_XREF=gi:12838168 /FEA=mRNA /CNT=66 /TID=Mm.46649.1 /TIER=Stack /STK=41 /UG=Mm.46649 /LL=72026 /UG_GENE=1600025P0
MOE430_2_1452796_at 173.8 134 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK010356.1 /DB_XREF=gi:12845737 /FEA=mRNA /CNT=53 /TID=Mm.60230.1 /TIER=Stack /STK=39 /UG=Mm.60230 /LL=69722 /UG_GENE=2410003F0
MOE430_2_1452863_at 37.1 27.6 A A 0.09 0.21 -0.4 NC 0.73 gb:AK005633.1 /DB_XREF=gi:12838309 /FEA=mRNA /CNT=33 /TID=Mm.46177.1 /TIER=Stack /STK=27 /UG=Mm.46177 /LL=75480 /UG_GENE=1700003F1
MOE430_2_1452957_at 0.5 0.3 A A 0.75 0.98 -0.4 NC 0.99 gb:AK009410.1 /DB_XREF=gi:12844188 /FEA=mRNA /CNT=40 /TID=Mm.30539.1 /TIER=Stack /STK=17 /UG=Mm.30539 /LL=66380 /UG_GENE=2310020D0
MOE430_2_1452975_at 5.3 3.8 A A 0.24 0.39 -0.4 NC 0.37 gb:AK005060.1 /DB_XREF=gi:12836723 /FEA=mRNA /CNT=44 /TID=Mm.29125.1 /TIER=Stack /STK=16 /UG=Mm.29125 /LL=71760 /UG_GENE=1300019H0
MOE430_2_1452977_at 135 109.5 P P 0.005859 0.01 -0.4 D 0.99 gb:BB795614 /DB_XREF=gi:16965233 /DB_XREF=BB795614 /CLONE=G431005M23 /FEA=mRNA /CNT=33 /TID=Mm.70619.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1453008_at 1385.2 1184.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK009004.1 /DB_XREF=gi:12843532 /FEA=mRNA /CNT=19 /TID=Mm.29227.1 /TIER=Stack /STK=13 /UG=Mm.29227 /LL=69539 /UG_GENE=2300002D1
MOE430_2_1453049_at 2.6 1.9 A A 0.62 0.75 -0.4 NC 0.33 gb:BF011349 /DB_XREF=gi:10711557 /DB_XREF=uy03a02.x1 /CLONE=IMAGE:3656906 /FEA=mRNA /CNT=76 /TID=Mm.41279.1 /TIER=Stack /STK=19 /U
MOE430_2_1453055_at 38.5 29.3 A A 0.11 0.21 -0.4 NC 0.76 gb:BB462688 /DB_XREF=gi:16426803 /DB_XREF=BB462688 /CLONE=D130077F24 /FEA=mRNA /CNT=25 /TID=Mm.81161.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1453127_at 9.3 5.9 A A 0.33 0.3 -0.4 NC 0.33 gb:AK009235.1 /DB_XREF=gi:12843901 /FEA=mRNA /CNT=38 /TID=Mm.34387.1 /TIER=Stack /STK=28 /UG=Mm.34387 /LL=71887 /UG_GENE=2310008J2
MOE430_2_1453176_a_ 4.8 3.9 A A 0.39 0.72 -0.4 NC 0.44 gb:AK006384.1 /DB_XREF=gi:12839458 /FEA=mRNA /CNT=25 /TID=Mm.87373.1 /TIER=Stack /STK=17 /UG=Mm.87373 /LL=66748 /UG_GENE=4933404M0
MOE430_2_1453201_at 21.5 16.2 P P 0.04 0.04 -0.4 NC 0.5 gb:BB043515 /DB_XREF=gi:16258783 /DB_XREF=BB043515 /CLONE=6030474M07 /FEA=mRNA /CNT=32 /TID=Mm.62480.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1453203_at 1 2.1 A A 0.8 0.66 -0.4 NC 0.5 gb:AK005874.1 /DB_XREF=gi:12838680 /FEA=mRNA /CNT=22 /TID=Mm.79179.1 /TIER=Stack /STK=14 /UG=Mm.79179 /LL=75456 /UG_GENE=1700011K1
MOE430_2_1453237_at 16.2 13.9 P P 0.005859 0.01 -0.4 NC 0.62 gb:AK004814.1 /DB_XREF=gi:12836278 /FEA=mRNA /CNT=88 /TID=Mm.182232.2 /TIER=Stack /STK=10 /UG=Mm.182232 /LL=97541 /UG_GENE=1110018
MOE430_2_1453269_at 83.2 59.9 P P 0.000732 0.000732 -0.4 NC 0.97 gb:AK018177.1 /DB_XREF=gi:12857775 /FEA=mRNA /CNT=29 /TID=Mm.29888.1 /TIER=Stack /STK=9 /UG=Mm.29888 /LL=76853 /UG_GENE=6330415E02
MOE430_2_1453288_at 42.8 32.8 P P 0.01 0.000732 -0.4 NC 0.58 gb:AK020270.1 /DB_XREF=gi:12860806 /FEA=mRNA /CNT=55 /TID=Mm.153315.1 /TIER=Stack /STK=8 /UG=Mm.153315 /LL=78907 /UG_GENE=9130025P
MOE430_2_1453312_at 201.8 159.1 P P 0.000244 0.000732 -0.4 MD 0.99 gb:BB264725 /DB_XREF=gi:8961184 /DB_XREF=BB264725 /CLONE=A830016E10 /FEA=mRNA /CNT=32 /TID=Mm.24072.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1453313_at 383.8 301.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:AK017464.1 /DB_XREF=gi:12856710 /FEA=mRNA /CNT=36 /TID=Mm.44590.1 /TIER=ConsEnd /STK=6 /UG=Mm.44590 /LL=75747 /UG_GENE=5630400
MOE430_2_1453375_at 23.4 13.6 P A 0.001953 0.12 -0.4 NC 0.75 gb:BB071620 /DB_XREF=gi:8581618 /DB_XREF=BB071620 /CLONE=8030498D20 /FEA=mRNA /CNT=8 /TID=Mm.84845.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1453392_at 28.4 26.1 P A 0.02 0.11 -0.4 NC 0.75 gb:AK007856.1 /DB_XREF=gi:12841677 /FEA=mRNA /CNT=7 /TID=Mm.5540.1 /TIER=ConsEnd /STK=4 /UG=Mm.5540 /LL=69863 /UG_GENE=1810054D07
MOE430_2_1453408_s_ 8.5 6.6 A A 0.3 0.33 -0.4 NC 0.34 gb:AK005973.1 /DB_XREF=gi:12838835 /FEA=mRNA /CNT=5 /TID=Mm.196065.1 /TIER=ConsEnd /STK=4 /UG=Mm.196065 /LL=72209 /UG_GENE=170001
MOE430_2_1453412_a_ 517.5 484.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI652727 /DB_XREF=gi:15566963 /DB_XREF=603300842F1 /CLONE=IMAGE:5341378 /FEA=mRNA /CNT=53 /TID=Mm.29571.2 /TIER=ConsEnd /STK=3
MOE430_2_1453417_at 8.2 7.2 P A 0.000732 0.17 -0.4 NC 0.5 gb:AV282929 /DB_XREF=gi:6275678 /DB_XREF=AV282929 /CLONE=4933432H02 /FEA=mRNA /CNT=13 /TID=Mm.162493.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1453437_at 23.2 15.2 P P 0.03 0.01 -0.4 NC 0.5 gb:AK013025.1 /DB_XREF=gi:12850133 /FEA=mRNA /CNT=7 /TID=Mm.158249.1 /TIER=ConsEnd /STK=3 /UG=Mm.158249 /LL=69233 /UG_GENE=281040
MOE430_2_1453445_at 7.5 3.9 A A 0.27 0.17 -0.4 NC 0.28 gb:BG072497 /DB_XREF=gi:12555066 /DB_XREF=H3111C10-3 /CLONE=H3111C10 /FEA=mRNA /CNT=5 /TID=Mm.17703.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1453448_at 12.4 9 A A 0.53 0.52 -0.4 NC 0.2 gb:AK010086.1 /DB_XREF=gi:12845286 /FEA=mRNA /CNT=5 /TID=Mm.126173.1 /TIER=ConsEnd /STK=3 /UG=Mm.126173 /LL=76455 /UG_GENE=231006
MOE430_2_1453488_at 7.6 3.4 A A 0.46 0.72 -0.4 NC 0.82 gb:BB013007 /DB_XREF=gi:8136156 /DB_XREF=BB013007 /CLONE=4930458D05 /FEA=mRNA /CNT=10 /TID=Mm.33759.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1453508_at 1.2 0.5 A A 0.78 0.78 -0.4 NC 0.4 gb:AV044329 /DB_XREF=gi:16380448 /DB_XREF=AV044329 /CLONE=1700034F19 /FEA=mRNA /CNT=5 /TID=Mm.160107.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1453521_at 20.1 12.5 A A 0.12 0.39 -0.4 NC 0.5 gb:AK016673.1 /DB_XREF=gi:12855538 /FEA=mRNA /CNT=6 /TID=Mm.50832.1 /TIER=ConsEnd /STK=2 /UG=Mm.50832 /LL=71046 /UG_GENE=4933405L
MOE430_2_1453607_at 36.3 22.5 P A 0.000244 0.11 -0.4 NC 0.5 gb:AV280494 /DB_XREF=gi:16391430 /DB_XREF=AV280494 /CLONE=4933415C21 /FEA=mRNA /CNT=10 /TID=Mm.173137.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453692_at 9.6 10.2 P A 0.01 0.19 -0.4 NC 0.5 gb:AK019824.1 /DB_XREF=gi:12860176 /FEA=mRNA /CNT=3 /TID=Mm.160157.1 /TIER=ConsEnd /STK=1 /UG=Mm.160157 /LL=78934 /UG_GENE=493058
MOE430_2_1453693_at 7.2 5.7 A A 0.17 0.46 -0.4 NC 0.6 gb:AK015210.1 /DB_XREF=gi:12853456 /FEA=mRNA /CNT=3 /TID=Mm.219475.1 /TIER=ConsEnd /STK=1 /UG=Mm.219475 /LL=74631 /UG_GENE=493042
MOE430_2_1453742_at 126.8 100.3 P P 0.000732 0.000244 -0.4 NC 0.89 gb:BG087455 /DB_XREF=gi:12570019 /DB_XREF=H3139H09-5 /CLONE=H3139H09 /FEA=mRNA /CNT=35 /TID=Mm.41372.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453757_at 1.8 0.3 A A 0.75 0.8 -0.4 NC 0.46 gb:AI639807 /DB_XREF=gi:4702916 /DB_XREF=ms85b08.y1 /CLONE=IMAGE:618327 /FEA=mRNA /CNT=15 /TID=Mm.30552.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453758_at 1.5 1.3 A A 0.63 0.91 -0.4 NC 0.66 gb:AK014021.1 /DB_XREF=gi:12851641 /FEA=mRNA /CNT=14 /TID=Mm.181767.2 /TIER=ConsEnd /STK=0 /UG=Mm.181767 /LL=68201 /UG_GENE=28100
MOE430_2_1453854_at 13.1 5.9 A A 0.09 0.24 -0.4 NC 0.53 gb:AK008237.1 /DB_XREF=gi:12842300 /FEA=mRNA /CNT=4 /TID=Mm.196136.1 /TIER=ConsEnd /STK=0 /UG=Mm.196136 /LL=72351 /UG_GENE=201001
MOE430_2_1453875_at 1.5 0.7 A A 0.87 0.91 -0.4 NC 0.5 gb:AK008024.1 /DB_XREF=gi:12841954 /FEA=mRNA /CNT=5 /TID=Mm.46326.1 /TIER=ConsEnd /STK=4 /UG=Mm.46326 /LL=69827 /UG_GENE=2010001P
MOE430_2_1453987_at 13.3 7 P A 0.04 0.21 -0.4 NC 0.5 gb:AK013278.1 /DB_XREF=gi:12850546 /FEA=mRNA /CNT=2 /TID=Mm.50613.2 /TIER=ConsEnd /STK=0 /UG=Mm.50613 /LL=66689 /UG_GENE=4122402F
MOE430_2_1454012_a_ 15.4 14.3 P P 0.03 0.01 -0.4 NC 0.5 gb:AK021076.1 /DB_XREF=gi:12861851 /FEA=mRNA /CNT=2 /TID=Mm.39983.2 /TIER=ConsEnd /STK=0 /UG=Mm.39983 /LL=77523 /UG_GENE=C030013N
MOE430_2_1454035_at 1.4 0.8 A A 0.87 0.9 -0.4 NC 0.53 gb:AK014027.1 /DB_XREF=gi:12851651 /FEA=mRNA /CNT=1 /TID=Mm.158941.1 /TIER=ConsEnd /STK=0 /UG=Mm.158941 /LL=73092 /UG_GENE=311000
MOE430_2_1454048_a_ 85 76.4 P P 0.000244 0.00293 -0.4 NC 0.99 gb:AK016443.1 /DB_XREF=gi:12855174 /FEA=mRNA /CNT=1 /TID=Mm.39535.2 /TIER=ConsEnd /STK=0 /UG=Mm.39535 /LL=70967 /UG_GENE=4931408A
MOE430_2_1454101_at 1.3 0.7 A A 0.87 0.94 -0.4 NC 0.54 gb:AK016607.1 /DB_XREF=gi:12855436 /FEA=mRNA /CNT=1 /TID=Mm.158547.1 /TIER=ConsEnd /STK=0 /UG=Mm.158547 /LL=71054 /UG_GENE=493340
MOE430_2_1454131_at 17.1 10.5 A A 0.24 0.66 -0.4 NC 0.77 gb:AK016455.1 /DB_XREF=gi:12855195 /FEA=mRNA /CNT=1 /TID=Mm.158522.1 /TIER=ConsEnd /STK=0 /UG=Mm.158522 /LL=70987 /UG_GENE=493141
MOE430_2_1454192_at 1.7 1.7 A A 0.69 0.75 -0.4 NC 0.42 gb:AK006446.1 /DB_XREF=gi:12839552 /FEA=mRNA /CNT=1 /TID=Mm.195547.1 /TIER=ConsEnd /STK=0 /UG=Mm.195547 /LL=69468 /UG_GENE=170002
MOE430_2_1454204_at 0.7 0.5 A A 0.75 0.94 -0.4 NC 0.59 gb:AK015361.1 /DB_XREF=gi:12853671 /FEA=mRNA /CNT=1 /TID=Mm.159108.1 /TIER=ConsEnd /STK=0 /UG=Mm.159108 /LL=73986 /UG_GENE=493044
MOE430_2_1454255_at 19.4 10.9 P A 0.01 0.19 -0.4 NC 0.64 gb:AK019948.1 /DB_XREF=gi:12860361 /FEA=mRNA /CNT=1 /TID=Mm.200765.1 /TIER=ConsEnd /STK=0 /UG=Mm.200765 /LL=78095 /UG_GENE=543043
MOE430_2_1454272_at 4.8 3.7 A A 0.36 0.5 -0.4 NC 0.5 gb:AK020680.1 /DB_XREF=gi:12861334 /FEA=mRNA /CNT=1 /TID=Mm.160097.1 /TIER=ConsEnd /STK=0 /UG=Mm.160097 /LL=78569 /UG_GENE=963001



MOE430_2_1454332_at 1.1 0.5 A A 0.63 0.85 -0.4 NC 0.54 gb:AK020062.1 /DB_XREF=gi:12860526 /FEA=mRNA /CNT=2 /TID=Mm.159841.1 /TIER=ConsEnd /STK=0 /UG=Mm.159841 /LL=77070 /UG_GENE=603044
MOE430_2_1454352_at 0.7 0.5 A A 0.85 0.8 -0.4 NC 0.5 gb:BB280937 /DB_XREF=gi:8981386 /DB_XREF=BB280937 /CLONE=A930028O11 /FEA=mRNA /CNT=2 /TID=Mm.159998.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454383_at 7 5.2 A A 0.19 0.33 -0.4 NC 0.44 gb:AK017390.1 /DB_XREF=gi:12856608 /FEA=mRNA /CNT=2 /TID=Mm.158684.1 /TIER=ConsEnd /STK=0 /UG=Mm.158684 /LL=71385 /UG_GENE=543043
MOE430_2_1454384_at 2.8 2.4 A A 0.66 0.63 -0.4 NC 0.11 gb:AV153710 /DB_XREF=gi:5358916 /DB_XREF=AV153710 /CLONE=2900057C01 /FEA=mRNA /CNT=2 /TID=Mm.158921.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454433_at 1.2 0.4 A A 0.3 0.66 -0.4 NC 0.34 gb:AK018221.1 /DB_XREF=gi:12857835 /FEA=mRNA /CNT=1 /TID=Mm.215611.1 /TIER=ConsEnd /STK=0 /UG=Mm.215611 /LL=76174 /UG_GENE=633052
MOE430_2_1454475_at 5.9 4.9 A A 0.11 0.21 -0.4 NC 0.54 gb:AK014962.1 /DB_XREF=gi:12853103 /FEA=mRNA /CNT=1 /TID=Mm.158482.1 /TIER=ConsEnd /STK=0 /UG=Mm.158482 /LL=70890 /UG_GENE=492152
MOE430_2_1454483_at 11.6 6.9 A A 0.11 0.33 -0.4 NC 0.59 gb:AK018265.1 /DB_XREF=gi:12857892 /FEA=mRNA /CNT=1 /TID=Mm.159708.1 /TIER=ConsEnd /STK=0 /UG=Mm.159708 /LL=76195 /UG_GENE=633059
MOE430_2_1454598_at 0.5 0.5 A A 0.96 0.8 -0.4 NC 0.58 gb:AK019583.1 /DB_XREF=gi:12859870 /FEA=mRNA /CNT=1 /TID=Mm.202159.1 /TIER=ConsEnd /STK=0 /UG=Mm.202159 /LL=78107 /UG_GENE=493042
MOE430_2_1454655_at 42.9 39.2 P P 0.005859 0.01 -0.4 NC 0.5 gb:BB094429 /DB_XREF=gi:8739463 /DB_XREF=BB094429 /CLONE=9430046K10 /FEA=EST /CNT=160 /TID=Mm.34350.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1454675_at 1532.4 1115.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI076689 /DB_XREF=gi:14515346 /DB_XREF=L0208E01-3 /CLONE=L0208E01 /FEA=EST /CNT=89 /TID=Mm.203924.1 /TIER=Stack /STK=76 /UG=Mm
MOE430_2_1454711_at 1212.7 817.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB080177 /DB_XREF=gi:16260577 /DB_XREF=BB080177 /CLONE=9330161I03 /FEA=EST /CNT=155 /TID=Mm.28367.1 /TIER=Stack /STK=65 /UG=Mm
MOE430_2_1454746_at 263.3 220.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB528702 /DB_XREF=gi:16445474 /DB_XREF=BB528702 /CLONE=D930047N08 /FEA=EST /CNT=82 /TID=Mm.28325.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1454750_a_ 151.4 105.1 P P 0.000244 0.000244 -0.4 NC 0.96 gb:BG069746 /DB_XREF=gi:12552315 /DB_XREF=H3079F09-3 /CLONE=H3079F09 /FEA=EST /CNT=78 /TID=Mm.181290.3 /TIER=Stack /STK=55 /UG=M
MOE430_2_1454792_s_ 460.2 384.8 P P 0.000732 0.000732 -0.4 D 0.99 gb:BB293127 /DB_XREF=gi:16401646 /DB_XREF=BB293127 /CLONE=B130016N13 /FEA=EST /CNT=154 /TID=Mm.34329.1 /TIER=Stack /STK=48 /UG=M
MOE430_2_1454850_at 10.5 14.6 A A 0.19 0.27 -0.4 NC 0.51 gb:AV060417 /DB_XREF=gi:16380779 /DB_XREF=AV060417 /CLONE=1810062O14 /FEA=EST /CNT=51 /TID=Mm.27497.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1454857_at 141.6 93.3 P P 0.001953 0.01 -0.4 NC 0.5 gb:AW551457 /DB_XREF=gi:7196885 /DB_XREF=L0079B11-3 /CLONE=L0079B11 /FEA=EST /CNT=46 /TID=Mm.29532.1 /TIER=Stack /STK=41 /UG=Mm.
MOE430_2_1454896_at 932.7 761.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM235554 /DB_XREF=gi:17870824 /DB_XREF=K0420F05-3 /CLONE=K0420F05 /FEA=EST /CNT=44 /TID=Mm.200688.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454909_at 133.1 98.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ176888 /DB_XREF=gi:20352380 /DB_XREF=UI-M-DJ2-bwa-a-15-0-UI.s1 /CLONE=UI-M-DJ2-bwa-a-15-0-UI /FEA=EST /CNT=82 /TID=Mm.38492
MOE430_2_1454930_at 216.1 164.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB540721 /DB_XREF=gi:16447149 /DB_XREF=BB540721 /CLONE=E130107N23 /FEA=EST /CNT=123 /TID=Mm.34483.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1454978_at 611.7 399.3 P P 0.000732 0.000732 -0.4 D 0.99 gb:BQ180649 /DB_XREF=gi:20356141 /DB_XREF=UI-M-EX0-bxb-l-10-0-UI.r1 /CLONE=IMAGE:5706009 /FEA=EST /CNT=89 /TID=Mm.28947.1 /TIER=Sta
MOE430_2_1454981_at 453.9 410.7 P P 0.000244 0.000732 -0.4 D 0.99 gb:BM203518 /DB_XREF=gi:17758116 /DB_XREF=C0255F01-3 /CLONE=C0255F01 /FEA=EST /CNT=110 /TID=Mm.174695.1 /TIER=Stack /STK=31 /UG=M
MOE430_2_1454982_at 251.3 224.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BQ174041 /DB_XREF=gi:20349532 /DB_XREF=UI-M-DJ2-bvv-n-11-0-UI.s1 /CLONE=UI-M-DJ2-bvv-n-11-0-UI /FEA=EST /CNT=48 /TID=Mm.29396.
MOE430_2_1455005_s_ 28.6 15.3 A P 0.11 0.03 -0.4 NC 0.5 gb:AW107751 /DB_XREF=gi:6078551 /DB_XREF=um33h02.x1 /CLONE=IMAGE:2236371 /FEA=EST /CNT=30 /TID=Mm.220880.2 /TIER=Stack /STK=30 /UG
MOE430_2_1455062_at 2.1 0.5 A A 0.9 0.99 -0.4 NC 0.77 gb:BG070962 /DB_XREF=gi:12553454 /DB_XREF=H3092C03-3 /CLONE=H3092C03 /FEA=EST /CNT=38 /TID=Mm.38372.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455075_at 52.1 43.3 P P 0.01 0.005859 -0.4 NC 0.55 gb:BB321057 /DB_XREF=gi:16403340 /DB_XREF=BB321057 /CLONE=B230396N06 /FEA=EST /CNT=33 /TID=Mm.38252.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455078_at 134.1 99.4 P P 0.000244 0.000732 -0.4 MD 0.99 gb:BG075662 /DB_XREF=gi:12558231 /DB_XREF=H3149H10-3 /CLONE=H3149H10 /FEA=EST /CNT=53 /TID=Mm.34590.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455164_at 365.9 274.6 P P 0.000244 0.000244 -0.4 NC 0.99 gb:AV308092 /DB_XREF=gi:16394019 /DB_XREF=AV308092 /CLONE=5730560G23 /FEA=EST /CNT=51 /TID=Mm.24514.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1455191_x_ 278.1 202.1 P P 0.000244 0.000732 -0.4 NC 0.96 gb:BB822856 /DB_XREF=gi:16995485 /DB_XREF=BB822856 /CLONE=G830024M06 /FEA=EST /CNT=24 /TID=Mm.87521.3 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455199_at 96.1 89 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BB667176 /DB_XREF=gi:16398625 /DB_XREF=BB667176 /CLONE=4922504B01 /FEA=EST /CNT=23 /TID=Mm.23539.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455208_at 46.4 29.8 P P 0.01 0.03 -0.4 NC 0.5 gb:AV229364 /DB_XREF=gi:15404934 /DB_XREF=AV229364 /CLONE=4631408K15 /FEA=EST /CNT=30 /TID=Mm.87670.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455241_at 14.6 10.2 P A 0.04 0.24 -0.4 NC 0.39 gb:AV231983 /DB_XREF=gi:16385915 /DB_XREF=AV231983 /CLONE=4632411B08 /FEA=EST /CNT=21 /TID=Mm.32900.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1455250_at 112.7 71.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB130014 /DB_XREF=gi:15408329 /DB_XREF=BB130014 /CLONE=9630043A16 /FEA=EST /CNT=35 /TID=Mm.220269.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455281_at 30.2 25.8 P P 0.008057 0.000244 -0.4 NC 0.42 gb:BB520667 /DB_XREF=gi:16443430 /DB_XREF=BB520667 /CLONE=D830045F21 /FEA=EST /CNT=18 /TID=Mm.32512.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455288_at 2010.2 1585.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BE951265 /DB_XREF=gi:10590434 /DB_XREF=UI-M-CC0-axy-a-10-0-UI.s1 /CLONE=UI-M-CC0-axy-a-10-0-UI /FEA=EST /CNT=57 /TID=Mm.4940.1 
MOE430_2_1455315_at 262.6 190.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV096557 /DB_XREF=gi:16381749 /DB_XREF=AV096557 /CLONE=2410019G02 /FEA=EST /CNT=40 /TID=Mm.45752.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455338_at 53.6 37 A A 0.17 0.11 -0.4 NC 0.55 gb:BG064632 /DB_XREF=gi:12547195 /DB_XREF=H3022B02-3 /CLONE=H3022B02 /FEA=EST /CNT=18 /TID=Mm.88548.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455339_at 452.9 334.3 P P 0.000244 0.000244 -0.4 NC 0.97 gb:BG094421 /DB_XREF=gi:12577068 /DB_XREF=uu78e01.x1 /CLONE=IMAGE:3382729 /FEA=EST /CNT=33 /TID=Mm.26722.2 /TIER=Stack /STK=16 /UG
MOE430_2_1455346_at 33.5 32.2 P P 0.001953 0.001953 -0.4 NC 0.5 gb:BB477214 /DB_XREF=gi:16440274 /DB_XREF=BB477214 /CLONE=D330023J15 /FEA=EST /CNT=17 /TID=Mm.1213.3 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1455354_at 203.2 141.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BG061773 /DB_XREF=gi:12531627 /DB_XREF=L0951A01-3 /CLONE=L0951A01 /FEA=EST /CNT=38 /TID=Mm.24314.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455422_x_ 5.3 6.5 A A 0.45 0.21 -0.4 NC 0.5 gb:AW208509 /DB_XREF=gi:6514449 /DB_XREF=uo60e09.x1 /CLONE=IMAGE:2646952 /FEA=EST /CNT=15 /TID=Mm.2214.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1455438_at 296.4 189.4 P P 0.001953 0.00293 -0.4 D 0.99 gb:AW495885 /DB_XREF=gi:7066166 /DB_XREF=up47h11.x1 /CLONE=IMAGE:2749317 /FEA=EST /CNT=19 /TID=Mm.103321.1 /TIER=Stack /STK=13 /UG
MOE430_2_1455471_at 0.8 0.3 A A 0.82 0.98 -0.4 NC 0.7 gb:AV333862 /DB_XREF=gi:16396273 /DB_XREF=AV333862 /CLONE=6330551G05 /FEA=EST /CNT=15 /TID=Mm.40231.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455548_at 258.8 213.3 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BB314358 /DB_XREF=gi:16402971 /DB_XREF=BB314358 /CLONE=B230346N01 /FEA=EST /CNT=36 /TID=Mm.41192.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455588_at 177.3 126.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BE952216 /DB_XREF=gi:10592430 /DB_XREF=UI-M-CD0-ayk-b-05-0-UI.s1 /CLONE=UI-M-CD0-ayk-b-05-0-UI /FEA=EST /CNT=22 /TID=Mm.70690.
MOE430_2_1455590_at 76.3 61.5 P P 0.000732 0.001221 -0.4 MD 0.99 gb:AV380561 /DB_XREF=gi:16398210 /DB_XREF=AV380561 /CLONE=9230026K12 /FEA=EST /CNT=47 /TID=Mm.99453.1 /TIER=Stack /STK=8 /UG=Mm.9
MOE430_2_1455599_at 65.3 53.7 P A 0.02 0.14 -0.4 NC 0.99 gb:AV220135 /DB_XREF=gi:15404789 /DB_XREF=AV220135 /CLONE=3021401F04 /FEA=EST /CNT=25 /TID=Mm.39100.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455600_at 144 132.6 P P 0.001953 0.000732 -0.4 NC 0.97 gb:BG069767 /DB_XREF=gi:12552336 /DB_XREF=H3079H07-3 /CLONE=H3079H07 /FEA=EST /CNT=21 /TID=Mm.195897.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455621_at 22.2 13.8 P P 0.02 0.02 -0.4 NC 0.5 gb:AV095532 /DB_XREF=gi:16381693 /DB_XREF=AV095532 /CLONE=2410008G05 /FEA=EST /CNT=14 /TID=Mm.26636.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1455670_at 17.8 12.8 A A 0.3 0.17 -0.4 NC 0.5 gb:BQ175884 /DB_XREF=gi:20351376 /DB_XREF=UI-M-DJ2-bwf-o-23-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-23-0-UI /FEA=EST /CNT=15 /TID=Mm.103421
MOE430_2_1455673_at 21.7 22.1 A A 0.12 0.08 -0.4 NC 0.5 gb:BG070741 /DB_XREF=gi:12553310 /DB_XREF=H3090F07-3 /CLONE=H3090F07 /FEA=EST /CNT=13 /TID=Mm.28002.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455689_at 14.3 9.8 A A 0.19 0.09 -0.4 NC 0.5 gb:BB536115 /DB_XREF=gi:16446628 /DB_XREF=BB536115 /CLONE=E030047O05 /FEA=EST /CNT=11 /TID=Mm.197628.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455690_at 8.8 4.2 A A 0.27 0.46 -0.4 NC 0.73 gb:BE956288 /DB_XREF=gi:10600676 /DB_XREF=UI-M-BH4-bax-c-10-0-UI.s1 /CLONE=UI-M-BH4-bax-c-10-0-UI /FEA=EST /CNT=11 /TID=Mm.212612
MOE430_2_1455705_at 38.6 22.5 P P 0.00415 0.03 -0.4 NC 0.78 gb:BB050507 /DB_XREF=gi:16259544 /DB_XREF=BB050507 /CLONE=6720407I22 /FEA=EST /CNT=10 /TID=Mm.220971.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455753_at 6.6 4 A A 0.36 0.39 -0.4 NC 0.28 gb:BQ176181 /DB_XREF=gi:20351673 /DB_XREF=UI-M-DJ2-bwg-g-10-0-UI.s1 /CLONE=UI-M-DJ2-bwg-g-10-0-UI /FEA=EST /CNT=11 /TID=Mm.40065
MOE430_2_1455773_at 6.4 5.6 M A 0.05 0.1 -0.4 NC 0.46 gb:BG797225 /DB_XREF=gi:14143794 /DB_XREF=ic12d08.x1 /FEA=EST /CNT=9 /TID=Mm.99380.1 /TIER=Stack /STK=8 /UG=Mm.99380 /UG_TITLE=ESTs
MOE430_2_1455788_x_ 1655.6 1091.6 P P 0.001953 0.001221 -0.4 D 0.99 gb:BB495487 /DB_XREF=gi:9467353 /DB_XREF=BB495487 /CLONE=D530048J09 /FEA=EST /CNT=189 /TID=Mm.23758.3 /TIER=Stack /STK=188 /UG=M
MOE430_2_1455854_a_ 589 446.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB053082 /DB_XREF=gi:16259651 /DB_XREF=BB053082 /CLONE=6720458N18 /FEA=EST /CNT=41 /TID=Mm.87500.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1455859_at 10.7 6.8 A A 0.08 0.24 -0.4 NC 0.59 gb:AV277957 /DB_XREF=gi:6265994 /DB_XREF=AV277957 /CLONE=4932703A21 /FEA=EST /CNT=52 /TID=Mm.23363.1 /TIER=Stack /STK=34 /UG=Mm.2
MOE430_2_1455869_at 16 10.7 A A 0.21 0.21 -0.4 NC 0.42 gb:BG862223 /DB_XREF=gi:14212761 /DB_XREF=602795823F1 /CLONE=IMAGE:4916932 /FEA=EST /CNT=92 /TID=Mm.157900.2 /TIER=Stack /STK=33 /
MOE430_2_1455871_s_ 4516 3437.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV139821 /DB_XREF=gi:5343816 /DB_XREF=AV139821 /CLONE=2810054L14 /FEA=EST /CNT=37 /TID=Mm.186.2 /TIER=Stack /STK=33 /UG=Mm.186
MOE430_2_1455890_x_ 30.2 22.4 P A 0.02 0.09 -0.4 NC 0.5 gb:BB709603 /DB_XREF=gi:16062772 /DB_XREF=BB709603 /CLONE=B020003E06 /FEA=EST /CNT=30 /TID=Mm.43721.3 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455911_x_ 4373.2 3293.5 P P 0.000732 0.000732 -0.4 D 0.99 gb:AV065861 /DB_XREF=gi:5185689 /DB_XREF=AV065861 /CLONE=2010104I23 /FEA=EST /CNT=27 /TID=Mm.30084.4 /TIER=Stack /STK=27 /UG=Mm.3
MOE430_2_1455930_at 107 85.4 P P 0.02 0.01 -0.4 D 0.99 gb:BI651113 /DB_XREF=gi:15565349 /DB_XREF=603297583F1 /CLONE=IMAGE:5338004 /FEA=EST /CNT=105 /TID=Mm.28870.2 /TIER=Stack /STK=24 /U
MOE430_2_1456044_at 17.5 11 A A 0.08 0.09 -0.4 NC 0.3 gb:BB309512 /DB_XREF=gi:16402523 /DB_XREF=BB309512 /CLONE=B230311B20 /FEA=EST /CNT=46 /TID=Mm.218179.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1456060_at 618 490.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV284857 /DB_XREF=gi:16391874 /DB_XREF=AV284857 /CLONE=5031405G16 /FEA=EST /CNT=68 /TID=Mm.18453.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456081_a_ 423.8 288 P P 0.001221 0.001221 -0.4 D 0.99 gb:AI987654 /DB_XREF=gi:5819448 /DB_XREF=um05a07.x1 /CLONE=IMAGE:2182164 /FEA=EST /CNT=17 /TID=Mm.41565.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1456085_x_ 2274.7 1839.7 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV169215 /DB_XREF=gi:5375652 /DB_XREF=AV169215 /CLONE=3110082K13 /FEA=EST /CNT=17 /TID=Mm.221168.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456096_at 0.7 0.4 A A 0.95 0.98 -0.4 NC 0.58 gb:BB821847 /DB_XREF=gi:16994476 /DB_XREF=BB821847 /CLONE=G830015K18 /FEA=EST /CNT=22 /TID=Mm.45458.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456189_x_ 35.6 29.2 P P 0.008057 0.00415 -0.4 NC 0.84 gb:BB173900 /DB_XREF=gi:16269463 /DB_XREF=BB173900 /CLONE=A230048E14 /FEA=EST /CNT=14 /TID=Mm.153604.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456237_x_ 3.9 5.4 A A 0.24 0.42 -0.4 NC 0.63 gb:AV325477 /DB_XREF=gi:16395488 /DB_XREF=AV325477 /CLONE=6330404A21 /FEA=EST /CNT=13 /TID=Mm.5547.2 /TIER=Stack /STK=13 /UG=Mm.5
MOE430_2_1456346_at 69.1 48.2 P P 0.01 0.005859 -0.4 NC 0.94 gb:BB003660 /DB_XREF=gi:16214808 /DB_XREF=BB003660 /CLONE=4732456F06 /FEA=EST /CNT=13 /TID=Mm.44736.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456355_s_ 125.2 111.2 P P 0.01 0.02 -0.4 NC 0.65 gb:BE134381 /DB_XREF=gi:8596881 /DB_XREF=ug10a05.x1 /CLONE=IMAGE:1531184 /FEA=EST /CNT=13 /TID=Mm.172947.2 /TIER=Stack /STK=11 /UG=
MOE430_2_1456378_s_ 384.7 325.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV120094 /DB_XREF=gi:5302245 /DB_XREF=AV120094 /CLONE=2610307M09 /FEA=EST /CNT=11 /TID=Mm.31447.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1456406_at 13.3 12.5 A A 0.43 0.36 -0.4 NC 0.5 gb:BE988787 /DB_XREF=gi:10665479 /DB_XREF=UI-M-CG0p-bhg-c-06-0-UI.s1 /CLONE=UI-M-CG0p-bhg-c-06-0-UI /FEA=EST /CNT=17 /TID=Mm.3803
MOE430_2_1456410_at 41.1 47.1 A A 0.06 0.11 -0.4 NC 0.5 gb:BG071987 /DB_XREF=gi:12554556 /DB_XREF=H3105D10-3 /CLONE=H3105D10 /FEA=EST /CNT=19 /TID=Mm.17871.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456414_at 12.5 12 P A 0.03 0.3 -0.4 NC 0.5 gb:BB703378 /DB_XREF=gi:16052213 /DB_XREF=BB703378 /CLONE=7420451K10 /FEA=EST /CNT=15 /TID=Mm.100443.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456421_at 1 1.3 A A 0.63 0.93 -0.4 NC 0.88 gb:BI987274 /DB_XREF=gi:17958236 /DB_XREF=3193-72 /FEA=EST /CNT=15 /TID=Mm.82493.1 /TIER=Stack /STK=10 /UG=Mm.82493 /UG_TITLE=ESTs
MOE430_2_1456514_at 32.5 26 P P 0.005859 0.01 -0.4 NC 0.65 gb:BM121738 /DB_XREF=gi:17105506 /DB_XREF=L0501A10-3 /CLONE=L0501A10 /FEA=EST /CNT=12 /TID=Mm.87464.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456579_x_ 56 39.5 P P 0.03 0.03 -0.4 NC 0.65 gb:BB462079 /DB_XREF=gi:9357572 /DB_XREF=BB462079 /CLONE=D130074O08 /FEA=EST /CNT=9 /TID=Mm.31685.2 /TIER=Stack /STK=9 /UG=Mm.31
MOE430_2_1456610_at 1658.5 1169 P P 0.000244 0.000244 -0.4 D 0.99 gb:AW763746 /DB_XREF=gi:7695689 /DB_XREF=ur65b03.x1 /CLONE=IMAGE:3155117 /FEA=EST /CNT=42 /TID=Mm.76646.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1456721_at 60.6 57.1 P P 0.001953 0.001953 -0.4 NC 0.88 gb:BE690988 /DB_XREF=gi:10078612 /DB_XREF=uv54c07.x1 /CLONE=IMAGE:3410988 /FEA=EST /CNT=8 /TID=Mm.127714.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1456735_x_ 206.4 176.5 P P 0.000244 0.000244 -0.4 NC 0.99 gb:BB458645 /DB_XREF=gi:9354138 /DB_XREF=BB458645 /CLONE=D130058C07 /FEA=EST /CNT=8 /TID=Mm.9693.3 /TIER=Stack /STK=8 /UG=Mm.969
MOE430_2_1456739_x_ 2613.4 2103.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB392869 /DB_XREF=gi:9115836 /DB_XREF=BB392869 /CLONE=C230080O14 /FEA=EST /CNT=8 /TID=Mm.27714.7 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1456745_x_ 1326.5 936.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB253632 /DB_XREF=gi:8946378 /DB_XREF=BB253632 /CLONE=A730058G02 /FEA=EST /CNT=8 /TID=Mm.141276.4 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456746_a_ 90 52.6 P P 0.01 0.03 -0.4 NC 0.95 gb:BB334959 /DB_XREF=gi:9043722 /DB_XREF=BB334959 /CLONE=B830029F17 /FEA=EST /CNT=8 /TID=Mm.20838.2 /TIER=Stack /STK=8 /UG=Mm.20
MOE430_2_1456753_at 249.5 187.8 P P 0.000244 0.000732 -0.4 D 0.99 gb:AW209075 /DB_XREF=gi:6515015 /DB_XREF=un99e08.x1 /CLONE=IMAGE:2582054 /FEA=EST /CNT=24 /TID=Mm.37466.1 /TIER=ConsEnd /STK=7 /UG
MOE430_2_1456763_at 114.9 85.2 P P 0.000244 0.000244 -0.4 NC 0.81 gb:BB365879 /DB_XREF=gi:16406383 /DB_XREF=BB365879 /CLONE=C130031E21 /FEA=EST /CNT=17 /TID=Mm.30503.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456769_at 57.6 47.9 P P 0.001953 0.03 -0.4 D 0.99 gb:BQ266434 /DB_XREF=gi:20491499 /DB_XREF=NISC_ff13a04.x1 /CLONE=IMAGE:2865678 /FEA=EST /CNT=10 /TID=Mm.179595.1 /TIER=ConsEnd /STK
MOE430_2_1456816_at 50.8 53.6 P P 0.000244 0.000732 -0.4 NC 0.9 gb:BG076071 /DB_XREF=gi:12558640 /DB_XREF=H3155C09-3 /CLONE=H3155C09 /FEA=EST /CNT=8 /TID=Mm.103272.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456817_at 2.9 2.5 A A 0.69 0.9 -0.4 NC 0.71 gb:BB277056 /DB_XREF=gi:16400933 /DB_XREF=BB277056 /CLONE=A930002A02 /FEA=EST /CNT=8 /TID=Mm.134222.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456834_at 10 7.8 A A 0.12 0.06 -0.4 NC 0.46 gb:BB277828 /DB_XREF=gi:16401023 /DB_XREF=BB277828 /CLONE=A930007K23 /FEA=EST /CNT=7 /TID=Mm.107320.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456867_x_ 1727.8 1267.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV318804 /DB_XREF=gi:6284221 /DB_XREF=AV318804 /CLONE=6030401I24 /FEA=EST /CNT=7 /TID=Mm.200807.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456882_at 0.8 1.9 A A 0.96 0.96 -0.4 NC 0.69 gb:BQ180104 /DB_XREF=gi:20355596 /DB_XREF=UI-M-EW0-bww-j-02-0-UI.r1 /CLONE=IMAGE:5704033 /FEA=EST /CNT=12 /TID=Mm.150697.1 /TIER=C
MOE430_2_1456888_at 69.7 48.7 P P 0.008057 0.008057 -0.4 NC 0.97 gb:BE136572 /DB_XREF=gi:8599072 /DB_XREF=ug33g05.x1 /CLONE=IMAGE:1533464 /FEA=EST /CNT=17 /TID=Mm.132391.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1456895_at 0.3 0.4 A A 0.66 0.99 -0.4 NC 0.9 gb:BE447539 /DB_XREF=gi:9447116 /DB_XREF=ut48a05.x1 /CLONE=IMAGE:3331088 /FEA=EST /CNT=10 /TID=Mm.47306.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1456918_at 16.5 8.2 P A 0.01 0.27 -0.4 NC 0.98 gb:BB667412 /DB_XREF=gi:16398861 /DB_XREF=BB667412 /CLONE=C730009O10 /FEA=EST /CNT=7 /TID=Mm.44367.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456946_at 92.4 59 P P 0.001221 0.01 -0.4 NC 0.99 gb:BE949337 /DB_XREF=gi:10527096 /DB_XREF=UI-M-BH3-avf-g-06-0-UI.s1 /CLONE=UI-M-BH3-avf-g-06-0-UI /FEA=EST /CNT=9 /TID=Mm.102164.1
MOE430_2_1456947_at 22.3 15.6 A A 0.3 0.27 -0.4 NC 0.36 gb:BG072758 /DB_XREF=gi:12555327 /DB_XREF=H3114F03-3 /CLONE=H3114F03 /FEA=EST /CNT=9 /TID=Mm.102818.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456967_at 6.8 5.5 A A 0.27 0.5 -0.4 NC 0.58 gb:BB022640 /DB_XREF=gi:16257770 /DB_XREF=BB022640 /CLONE=5330411P19 /FEA=EST /CNT=6 /TID=Mm.183528.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457077_at 3.6 2.8 A A 0.43 0.66 -0.4 NC 0.44 gb:BB306048 /DB_XREF=gi:16402187 /DB_XREF=BB306048 /CLONE=B230206K09 /FEA=EST /CNT=9 /TID=Mm.170560.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457121_at 115.9 90.5 P P 0.000244 0.001953 -0.4 D 0.99 gb:AV271877 /DB_XREF=gi:15405495 /DB_XREF=AV271877 /CLONE=4931417C03 /FEA=EST /CNT=6 /TID=Mm.213076.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457123_at 2.1 1.8 A A 0.9 0.88 -0.4 NC 0.23 gb:BB219343 /DB_XREF=gi:16353397 /DB_XREF=BB219343 /CLONE=A530054D19 /FEA=EST /CNT=6 /TID=Mm.33098.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457137_at 7.2 8.3 A A 0.43 0.14 -0.4 NC 0.54 gb:BB321110 /DB_XREF=gi:9029424 /DB_XREF=BB321110 /CLONE=B230397B03 /FEA=EST /CNT=6 /TID=Mm.54611.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457145_at 115.9 115.5 P P 0.000244 0.001221 -0.4 NC 0.98 gb:AV271771 /DB_XREF=gi:15405488 /DB_XREF=AV271771 /CLONE=4931414L13 /FEA=EST /CNT=8 /TID=Mm.32034.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457185_at 17.6 11.6 P M 0.008057 0.05 -0.4 NC 0.81 gb:BB794862 /DB_XREF=gi:16964481 /DB_XREF=BB794862 /CLONE=G431002D11 /FEA=EST /CNT=5 /TID=Mm.129424.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457279_at 53.1 44.9 P P 0.000244 0.000732 -0.4 D 0.99 gb:BB314393 /DB_XREF=gi:9015098 /DB_XREF=BB314393 /CLONE=B230347A18 /FEA=EST /CNT=13 /TID=Mm.139237.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457318_at 25.7 16.1 P M 0.007568 0.05 -0.4 NC 0.58 gb:AA219807 /DB_XREF=gi:1833899 /DB_XREF=mv64a03.r1 /CLONE=IMAGE:659788 /FEA=EST /CNT=7 /TID=Mm.119488.2 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457341_at 0.6 1 A A 0.87 0.9 -0.4 NC 0.9 gb:BE991676 /DB_XREF=gi:10671673 /DB_XREF=UI-M-BZ1-bdy-a-09-0-UI.s1 /CLONE=UI-M-BZ1-bdy-a-09-0-UI /FEA=EST /CNT=6 /TID=Mm.152165.1
MOE430_2_1457357_at 9.1 10.4 A P 0.06 0.01 -0.4 NC 0.5 gb:BM198864 /DB_XREF=gi:17751503 /DB_XREF=C0408H08-3 /CLONE=C0408H08 /FEA=EST /CNT=8 /TID=Mm.126976.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457491_at 6.5 2.7 A A 0.24 0.43 -0.4 NC 0.51 gb:BM238642 /DB_XREF=gi:17873912 /DB_XREF=K0521A08-3 /CLONE=K0521A08 /FEA=EST /CNT=4 /TID=Mm.215460.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457511_at 18.3 12.7 A A 0.14 0.36 -0.4 NC 0.5 gb:BB546314 /DB_XREF=gi:16447445 /DB_XREF=BB546314 /CLONE=E130309H11 /FEA=EST /CNT=4 /TID=Mm.208933.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457516_at 1.3 1.1 A A 0.78 0.75 -0.4 NC 0.5 gb:BB549860 /DB_XREF=gi:16447863 /DB_XREF=BB549860 /CLONE=E230017O17 /FEA=EST /CNT=4 /TID=Mm.120447.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457531_a_ 19 11.9 A A 0.17 0.3 -0.4 NC 0.5 gb:BB279411 /DB_XREF=gi:16401164 /DB_XREF=BB279411 /CLONE=A930017K11 /FEA=EST /CNT=4 /TID=Mm.39604.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457549_at 7.1 3.3 A A 0.5 0.36 -0.4 NC 0.26 gb:BB043576 /DB_XREF=gi:16258790 /DB_XREF=BB043576 /CLONE=6030475I06 /FEA=EST /CNT=4 /TID=Mm.130935.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457563_at 7.8 3.1 A A 0.33 0.56 -0.4 NC 0.5 gb:BB409522 /DB_XREF=gi:15411941 /DB_XREF=BB409522 /CLONE=C430014G08 /FEA=EST /CNT=4 /TID=Mm.209083.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457628_at 49.3 48.6 P P 0.000244 0.000244 -0.4 NC 0.5 gb:AV236222 /DB_XREF=gi:16386272 /DB_XREF=AV236222 /CLONE=4732410B12 /FEA=EST /CNT=4 /TID=Mm.208465.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457632_s_ 696.9 489.6 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB207647 /DB_XREF=gi:8872600 /DB_XREF=BB207647 /CLONE=A430083I15 /FEA=EST /CNT=4 /TID=Mm.215008.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457670_s_ 1795.6 1417 P P 0.000244 0.000244 -0.4 D 0.99 gb:AV238225 /DB_XREF=gi:6190736 /DB_XREF=AV238225 /CLONE=4732426F12 /FEA=EST /CNT=4 /TID=Mm.87119.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1457687_at 30.6 30.2 P A 0.03 0.24 -0.4 NC 0.93 gb:BI664467 /DB_XREF=gi:15578700 /DB_XREF=603290045F1 /CLONE=IMAGE:5324242 /FEA=EST /CNT=24 /TID=Mm.86383.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1457716_at 75.3 55.3 P P 0.000244 0.000244 -0.4 NC 0.98 gb:BM235074 /DB_XREF=gi:17870344 /DB_XREF=K0411C06-3 /CLONE=K0411C06 /FEA=EST /CNT=7 /TID=Mm.218257.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457736_at 155 141.9 P P 0.000244 0.000732 -0.4 NC 0.99 gb:BI903523 /DB_XREF=gi:16165464 /DB_XREF=603168065F1 /CLONE=IMAGE:5256088 /FEA=EST /CNT=6 /TID=Mm.44356.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1457742_at 19.4 15.3 P M 0.03 0.05 -0.4 NC 0.7 gb:BB443857 /DB_XREF=gi:16424912 /DB_XREF=BB443857 /CLONE=D030043B17 /FEA=EST /CNT=6 /TID=Mm.100525.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457885_at 1 0.5 A A 0.99 0.98 -0.4 NC 0.42 gb:BG075886 /DB_XREF=gi:12558455 /DB_XREF=H3153A04-3 /CLONE=H3153A04 /FEA=EST /CNT=4 /TID=Mm.103241.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457943_at 17.5 12 A A 0.6 0.39 -0.4 NC 0.5 gb:AI593034 /DB_XREF=gi:4602082 /DB_XREF=vv04c07.x1 /CLONE=IMAGE:1210668 /FEA=EST /CNT=4 /TID=Mm.125596.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457975_at 9.3 7.6 A A 0.36 0.46 -0.4 NC 0.5 gb:AI607903 /DB_XREF=gi:4617070 /DB_XREF=ub60f05.x1 /CLONE=IMAGE:1382145 /FEA=EST /CNT=4 /TID=Mm.25606.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458029_at 1.8 0.9 A A 0.82 0.85 -0.4 NC 0.57 gb:BG068272 /DB_XREF=gi:12550841 /DB_XREF=H3063F05-3 /CLONE=H3063F05 /FEA=EST /CNT=3 /TID=Mm.35053.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458037_at 2.2 0.9 A A 0.72 0.69 -0.4 NC 0.13 gb:BM119042 /DB_XREF=gi:17087068 /DB_XREF=L0919G05-3 /CLONE=L0919G05 /FEA=EST /CNT=3 /TID=Mm.216066.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458040_at 25.3 28.3 A A 0.08 0.09 -0.4 NC 0.88 gb:BM213832 /DB_XREF=gi:17771840 /DB_XREF=C0842C05-3 /CLONE=C0842C05 /FEA=EST /CNT=3 /TID=Mm.33177.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458088_at 3.9 4.7 A A 0.24 0.19 -0.4 NC 0.5 gb:BB153601 /DB_XREF=gi:16268103 /DB_XREF=BB153601 /CLONE=A130015C20 /FEA=EST /CNT=3 /TID=Mm.207495.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458186_at 16.9 12.4 P P 0.00415 0.001953 -0.4 NC 0.62 gb:AW548864 /DB_XREF=gi:7194288 /DB_XREF=L0042H02-3 /CLONE=L0042H02 /FEA=EST /CNT=3 /TID=Mm.102880.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458299_s_ 155.4 129.4 P P 0.001953 0.001221 -0.4 NC 0.99 gb:BB820441 /DB_XREF=gi:16993070 /DB_XREF=BB820441 /CLONE=G830005J05 /FEA=EST /CNT=3 /TID=Mm.214145.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458361_at 15.9 13.4 A A 0.27 0.36 -0.4 NC 0.5 gb:BB479896 /DB_XREF=gi:16440623 /DB_XREF=BB479896 /CLONE=D330041K15 /FEA=EST /CNT=28 /TID=Mm.204734.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458366_at 6.2 3.5 A A 0.3 0.5 -0.4 NC 0.16 gb:BF467003 /DB_XREF=gi:11536186 /DB_XREF=UI-M-CG0p-brd-e-07-0-UI.s1 /CLONE=UI-M-CG0p-brd-e-07-0-UI /FEA=EST /CNT=13 /TID=Mm.3576
MOE430_2_1458372_at 57 50.7 A A 0.09 0.17 -0.4 NC 0.5 gb:BB211543 /DB_XREF=gi:15410019 /DB_XREF=BB211543 /CLONE=A430105P06 /FEA=EST /CNT=12 /TID=Mm.116675.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458511_at 35.7 28.7 P A 0.008057 0.11 -0.4 NC 0.55 gb:BE687898 /DB_XREF=gi:10075522 /DB_XREF=uw52g10.x1 /CLONE=IMAGE:3465666 /FEA=EST /CNT=6 /TID=Mm.139059.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458610_at 10.7 8.1 P P 0.04 0.03 -0.4 NC 0.78 gb:BB210636 /DB_XREF=gi:8875589 /DB_XREF=BB210636 /CLONE=A430098L10 /FEA=EST /CNT=4 /TID=Mm.209631.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458642_at 1.3 1.4 A A 0.72 0.63 -0.4 NC 0.18 gb:BG230222 /DB_XREF=gi:12717726 /DB_XREF=mac29e06.x1 /CLONE=IMAGE:4001362 /FEA=EST /CNT=4 /TID=Mm.30968.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458665_at 36.6 27.9 P P 0.01 0.02 -0.4 NC 0.5 gb:AA172714 /DB_XREF=gi:1751763 /DB_XREF=ms98e11.r1 /CLONE=IMAGE:619628 /FEA=EST /CNT=4 /TID=Mm.167163.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458693_at 6.1 2.8 A A 0.19 0.43 -0.4 NC 0.36 gb:BB461850 /DB_XREF=gi:16426706 /DB_XREF=BB461850 /CLONE=D130073P21 /FEA=EST /CNT=4 /TID=Mm.190736.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458719_at 186.5 126.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:BM233846 /DB_XREF=gi:17869116 /DB_XREF=K0342B07-3 /CLONE=K0342B07 /FEA=EST /CNT=4 /TID=Mm.31885.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458721_at 20.6 18.2 P P 0.001953 0.01 -0.4 NC 0.66 gb:BG073332 /DB_XREF=gi:12555901 /DB_XREF=H3121D07-3 /CLONE=H3121D07 /FEA=EST /CNT=3 /TID=Mm.182648.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458788_at 5.8 4.9 A A 0.24 0.43 -0.4 NC 0.69 gb:BB234343 /DB_XREF=gi:16354673 /DB_XREF=BB234343 /CLONE=A630048L09 /FEA=EST /CNT=3 /TID=Mm.208069.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458810_at 7.9 4 A A 0.14 0.53 -0.4 NC 0.5 gb:BG066746 /DB_XREF=gi:12549315 /DB_XREF=H3046D12-3 /CLONE=H3046D12 /FEA=EST /CNT=3 /TID=Mm.172822.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458827_at 2.9 2.8 A A 0.55 0.39 -0.4 NC 0.14 gb:BG075144 /DB_XREF=gi:12557713 /DB_XREF=H3143G09-3 /CLONE=H3143G09 /FEA=EST /CNT=3 /TID=Mm.103141.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458901_at 8.7 7.4 A A 0.12 0.19 -0.4 NC 0.66 gb:AW912756 /DB_XREF=gi:8078379 /DB_XREF=uf56f03.x1 /CLONE=IMAGE:1515389 /FEA=EST /CNT=3 /TID=Mm.105355.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458945_at 7 5.8 A A 0.46 0.39 -0.4 NC 0.39 gb:BG070195 /DB_XREF=gi:12552764 /DB_XREF=H3084G02-3 /CLONE=H3084G02 /FEA=EST /CNT=3 /TID=Mm.173213.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458964_at 4.7 7.2 A A 0.09 0.12 -0.4 NC 0.5 gb:AW122554 /DB_XREF=gi:6098078 /DB_XREF=UI-M-BH2.2-aox-d-12-0-UI.s1 /CLONE=UI-M-BH2.2-aox-d-12-0-UI /FEA=EST /CNT=3 /TID=Mm.15095
MOE430_2_1459001_at 12 7.8 A A 0.11 0.27 -0.4 NC 0.64 gb:BM120149 /DB_XREF=gi:17088175 /DB_XREF=L0935E04-3 /CLONE=L0935E04 /FEA=EST /CNT=3 /TID=Mm.209799.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459069_at 30.6 18.4 A A 0.17 0.21 -0.4 NC 0.76 gb:BG080122 /DB_XREF=gi:12562690 /DB_XREF=H3050A03-5 /CLONE=H3050A03 /FEA=EST /CNT=3 /TID=Mm.172896.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459101_at 8.1 4.5 A A 0.12 0.43 -0.4 NC 0.64 gb:BG066299 /DB_XREF=gi:12548868 /DB_XREF=H3041C11-3 /CLONE=H3041C11 /FEA=EST /CNT=3 /TID=Mm.172725.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459103_at 0.9 0.9 A A 0.9 0.95 -0.4 NC 0.97 gb:BG069255 /DB_XREF=gi:12551824 /DB_XREF=H3074D08-3 /CLONE=H3074D08 /FEA=EST /CNT=3 /TID=Mm.173385.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459107_at 23.9 17.1 A A 0.12 0.17 -0.4 NC 0.5 gb:BG069378 /DB_XREF=gi:12552035 /DB_XREF=H3076F11-3 /CLONE=H3076F11 /FEA=EST /CNT=3 /TID=Mm.35909.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459160_at 1.7 0.7 A A 0.86 0.95 -0.4 NC 0.45 gb:BG076296 /DB_XREF=gi:12558865 /DB_XREF=H3158A08-3 /CLONE=H3158A08 /FEA=EST /CNT=2 /TID=Mm.172220.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459172_at 7.8 4.5 A A 0.3 0.46 -0.4 NC 0.5 gb:BG069104 /DB_XREF=gi:12551673 /DB_XREF=H3072G07-3 /CLONE=H3072G07 /FEA=EST /CNT=2 /TID=Mm.172157.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459223_at 30.3 29.6 M A 0.05 0.06 -0.4 NC 0.34 gb:BB376007 /DB_XREF=gi:16407465 /DB_XREF=BB376007 /CLONE=C130083F08 /FEA=EST /CNT=2 /TID=Mm.208690.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459244_at 9.9 7.6 A A 0.09 0.3 -0.4 NC 0.72 gb:BG069988 /DB_XREF=gi:12552645 /DB_XREF=H3083D04-3 /CLONE=H3083D04 /FEA=EST /CNT=2 /TID=Mm.25871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459250_at 0.7 0.5 A A 0.8 0.96 -0.4 NC 0.7 gb:BB335968 /DB_XREF=gi:15411593 /DB_XREF=BB335968 /CLONE=B830045G17 /FEA=EST /CNT=2 /TID=Mm.194673.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459252_at 4.6 7.6 P A 0.04 0.56 -0.4 NC 0.5 gb:BG069518 /DB_XREF=gi:12552087 /DB_XREF=H3077C03-3 /CLONE=H3077C03 /FEA=EST /CNT=2 /TID=Mm.26173.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459292_at 23.2 15.5 A A 0.09 0.09 -0.4 NC 0.41 gb:BB055232 /DB_XREF=gi:16259759 /DB_XREF=BB055232 /CLONE=6720479H14 /FEA=EST /CNT=2 /TID=Mm.207200.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459301_at 65.9 52.3 P P 0.000732 0.000244 -0.4 NC 0.96 gb:AW546127 /DB_XREF=gi:7191534 /DB_XREF=L0004A02-3 /CLONE=L0004A02 /FEA=EST /CNT=2 /TID=Mm.182592.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459324_at 10.9 7.5 A A 0.08 0.33 -0.4 NC 0.71 gb:BB554124 /DB_XREF=gi:16448387 /DB_XREF=BB554124 /CLONE=E330011A14 /FEA=EST /CNT=2 /TID=Mm.210018.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459370_at 6.1 3.1 A A 0.69 0.6 -0.4 NC 0.25 gb:BG070322 /DB_XREF=gi:12552891 /DB_XREF=H3086B01-3 /CLONE=H3086B01 /FEA=EST /CNT=2 /TID=Mm.173227.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459412_at 2.3 1.7 A A 0.72 0.56 -0.4 NC 0.3 gb:BB005408 /DB_XREF=gi:16214906 /DB_XREF=BB005408 /CLONE=4732466E24 /FEA=EST /CNT=2 /TID=Mm.209562.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459575_at 16 11.8 A A 0.12 0.11 -0.4 NC 0.5 gb:BG069196 /DB_XREF=gi:12551765 /DB_XREF=H3073G08-3 /CLONE=H3073G08 /FEA=EST /CNT=2 /TID=Mm.26105.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1459625_at 25.1 16.9 P P 0.001221 0.01 -0.4 NC 0.5 gb:BG144029 /DB_XREF=gi:12647429 /DB_XREF=ut68d07.x1 /CLONE=IMAGE:3333156 /FEA=EST /CNT=2 /TID=Mm.178464.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1459652_at 1.6 0.5 A A 0.63 0.96 -0.4 NC 0.78 gb:BG066493 /DB_XREF=gi:12549062 /DB_XREF=H3043F03-3 /CLONE=H3043F03 /FEA=EST /CNT=2 /TID=Mm.172766.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459671_at 3.6 3.8 A A 0.53 0.5 -0.4 NC 0.34 gb:AI849016 /DB_XREF=gi:5492922 /DB_XREF=UI-M-AJ1-ahd-g-07-0-UI.s1 /CLONE=UI-M-AJ1-ahd-g-07-0-UI /FEA=EST /CNT=2 /TID=Mm.101620.1 /
MOE430_2_1459706_at 4.3 1.5 A A 0.72 0.72 -0.4 NC 0.36 gb:AI463070 /DB_XREF=gi:4317100 /DB_XREF=ub81f05.x1 /CLONE=IMAGE:1384161 /FEA=EST /CNT=2 /TID=Mm.135649.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459748_at 1.3 1 A A 0.88 0.96 -0.4 NC 0.51 gb:AW123969 /DB_XREF=gi:6099499 /DB_XREF=UI-M-BH2.3-aqc-f-01-0-UI.s1 /CLONE=UI-M-BH2.3-aqc-f-01-0-UI /FEA=EST /CNT=2 /TID=Mm.15119
MOE430_2_1459774_at 11 10.4 A A 0.21 0.17 -0.4 NC 0.11 gb:AI662002 /DB_XREF=gi:4765585 /DB_XREF=ms16e01.x1 /CLONE=IMAGE:607128 /FEA=EST /CNT=2 /TID=Mm.63578.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459794_at 16.6 9.3 A A 0.24 0.39 -0.4 NC 0.5 gb:AW411692 /DB_XREF=gi:6937547 /DB_XREF=uo71f06.x1 /CLONE=IMAGE:2648003 /FEA=EST /CNT=2 /TID=Mm.32590.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459802_at 1.9 1.3 A A 0.82 0.97 -0.4 NC 0.5 gb:BB078680 /DB_XREF=gi:8643740 /DB_XREF=BB078680 /CLONE=9330154K23 /FEA=EST /CNT=2 /TID=Mm.161838.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459818_x_ 231.6 221.2 P P 0.000244 0.000732 -0.4 NC 0.88 gb:BB527320 /DB_XREF=gi:9578778 /DB_XREF=BB527320 /CLONE=D930039E22 /FEA=EST /CNT=2 /TID=Mm.200303.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459827_x_ 69.9 52.3 P P 0.001221 0.01 -0.4 NC 0.97 gb:BB188040 /DB_XREF=gi:8848611 /DB_XREF=BB188040 /CLONE=A330046E09 /FEA=EST /CNT=2 /TID=Mm.169781.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459841_x_ 13.1 15 P A 0.03 0.14 -0.4 NC 0.5 gb:BB264849 /DB_XREF=gi:8961309 /DB_XREF=BB264849 /CLONE=A830016N14 /FEA=EST /CNT=2 /TID=Mm.157816.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459877_x_ 290.5 262.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB144036 /DB_XREF=gi:8798973 /DB_XREF=BB144036 /CLONE=9930023J07 /FEA=EST /CNT=2 /TID=Mm.134997.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459883_at 20.3 13.1 A A 0.08 0.14 -0.4 NC 0.5 gb:BB048311 /DB_XREF=gi:8455459 /DB_XREF=BB048311 /CLONE=6430578M24 /FEA=EST /CNT=6 /TID=Mm.22782.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1459917_at 66 38 P P 0.001953 0.001953 -0.4 NC 0.92 gb:BG078867 /DB_XREF=gi:12561435 /DB_XREF=H3033A04-5 /CLONE=H3033A04 /FEA=EST /CNT=6 /TID=Mm.25583.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1459925_at 9.1 3.4 A A 0.24 0.43 -0.4 NC 0.81 gb:BG079457 /DB_XREF=gi:12562025 /DB_XREF=H3040A07-5 /CLONE=H3040A07 /FEA=EST /CNT=4 /TID=Mm.24990.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460001_at 254 189.7 P P 0.000244 0.000244 -0.4 NC 0.91 gb:AI642171 /DB_XREF=gi:4720646 /DB_XREF=uc46g03.x1 /CLONE=IMAGE:1401076 /FEA=EST /CNT=29 /TID=Mm.46686.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1460004_x_ 951.6 730.8 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB492711 /DB_XREF=gi:9451338 /DB_XREF=BB492711 /CLONE=D530029E20 /FEA=EST /CNT=10 /TID=Mm.41462.3 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1460017_at 5.6 9.2 A P 0.09 0.04 -0.4 NC 0.5 gb:BB371300 /DB_XREF=gi:16406953 /DB_XREF=BB371300 /CLONE=C130058E06 /FEA=EST /CNT=9 /TID=Mm.100378.4 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1460109_at 27.6 23 A P 0.08 0.01 -0.4 NC 0.57 gb:AV253069 /DB_XREF=gi:16387862 /DB_XREF=AV253069 /CLONE=4833444M09 /FEA=EST /CNT=3 /TID=Mm.178818.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460117_at 14.9 12.3 P P 0.02 0.01 -0.4 NC 0.5 gb:BI714082 /DB_XREF=gi:15689777 /DB_XREF=ie32b01.x1 /FEA=EST /CNT=3 /TID=Mm.36760.1 /TIER=ConsEnd /STK=3 /UG=Mm.36760 /UG_TITLE=ES
MOE430_2_1460165_at 4715 3514.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_031868.1 /DB_XREF=gi:13994194 /GEN=Ppp1ca /FEA=FLmRNA /CNT=386 /TID=Mm.1970.1 /TIER=FL+Stack /STK=206 /UG=Mm.1970 /LL=19045 
MOE430_2_1460171_at 2680.5 1949.2 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_013715.1 /DB_XREF=gi:7304970 /GEN=Cops5 /FEA=FLmRNA /CNT=230 /TID=Mm.2472.1 /TIER=FL+Stack /STK=142 /UG=Mm.2472 /LL=26754 /D
MOE430_2_1460189_at 423.2 311.9 P P 0.000732 0.000732 -0.4 D 0.99 gb:NM_133734.1 /DB_XREF=gi:19526929 /GEN=0710008A13Rik /FEA=FLmRNA /CNT=134 /TID=Mm.11535.1 /TIER=FL+Stack /STK=76 /UG=Mm.11535 /L
MOE430_2_1460234_at 566 444.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_138950.1 /DB_XREF=gi:20336731 /GEN=MGC32441 /FEA=FLmRNA /CNT=43 /TID=Mm.122494.1 /TIER=FL+Stack /STK=23 /UG=Mm.122494 /LL=1
MOE430_2_1460244_at 1.5 1 A A 0.87 0.94 -0.4 NC 0.5 gb:NM_133995.1 /DB_XREF=gi:19527211 /GEN=AI195023 /FEA=FLmRNA /CNT=52 /TID=Mm.25557.1 /TIER=FL+Stack /STK=17 /UG=Mm.25557 /LL=1031
MOE430_2_1460249_at 86.4 67.3 P P 0.00293 0.000732 -0.4 NC 0.71 gb:NM_080795.1 /DB_XREF=gi:18249942 /GEN=Lnx2 /FEA=FLmRNA /CNT=68 /TID=Mm.34462.1 /TIER=FL+Stack /STK=14 /UG=Mm.34462 /LL=140887 /D
MOE430_2_1460292_a_ 110.4 70.3 P P 0.001221 0.000732 -0.4 NC 0.97 gb:NM_053123.1 /DB_XREF=gi:16716422 /GEN=Smarca1 /FEA=FLmRNA /CNT=27 /TID=Mm.82922.1 /TIER=FL /STK=2 /UG=Mm.82922 /LL=93761 /DEF=
MOE430_2_1460295_s_ 673 516.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:AA717838 /DB_XREF=gi:2730112 /DB_XREF=vt98h10.r1 /CLONE=IMAGE:1179235 /FEA=FLmRNA /CNT=18 /TID=Mm.4364.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1460351_at 7147.9 5534.5 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC021916.1 /DB_XREF=gi:18314645 /FEA=FLmRNA /CNT=116 /TID=Mm.175848.1 /TIER=FL+Stack /STK=51 /UG=Mm.175848 /LL=20195 /UG_GENE=S
MOE430_2_1460366_at 419.4 341.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BC022146.1 /DB_XREF=gi:18381024 /FEA=FLmRNA /CNT=53 /TID=Mm.31008.1 /TIER=FL+Stack /STK=16 /UG=Mm.31008 /DEF=Mus musculus, clone 
MOE430_2_1460397_at 298.1 222 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB402275 /DB_XREF=gi:16415435 /DB_XREF=BB402275 /CLONE=C330026M24 /FEA=mRNA /CNT=82 /TID=Mm.27241.1 /TIER=Stack /STK=64 /UG=M
MOE430_2_1460410_at 83.5 63.2 P P 0.005859 0.01 -0.4 NC 0.96 gb:BB095491 /DB_XREF=gi:8740525 /DB_XREF=BB095491 /CLONE=9430051F01 /FEA=mRNA /CNT=29 /TID=Mm.98522.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1460422_at 3.3 1.3 A A 0.8 0.93 -0.4 NC 0.5 gb:U80892.1 /DB_XREF=gi:2228572 /FEA=mRNA /CNT=1 /TID=Mm.195103.1 /TIER=ConsEnd /STK=0 /UG=Mm.195103 /LL=27490 /UG_GENE=D0Kist5 /U
MOE430_2_1460437_at 2 1.1 A A 0.88 0.96 -0.4 NC 0.5 gb:AK010908.1 /DB_XREF=gi:12846673 /FEA=mRNA /CNT=71 /TID=Mm.32911.1 /TIER=Stack /STK=45 /UG=Mm.32911 /LL=72318 /UG_GENE=2510004M0
MOE430_2_1460470_at 1.2 1.2 A A 0.43 0.63 -0.4 NC 0.59 gb:AK004775.1 /DB_XREF=gi:12836207 /FEA=mRNA /CNT=15 /TID=Mm.45809.1 /TIER=ConsEnd /STK=6 /UG=Mm.45809 /LL=74121 /UG_GENE=1200014
MOE430_2_1460539_at 6.1 6.1 A A 0.36 0.46 -0.4 NC 0.5 gb:AK016653.1 /DB_XREF=gi:12855508 /FEA=mRNA /CNT=1 /TID=Mm.158535.1 /TIER=ConsEnd /STK=0 /UG=Mm.158535 /LL=71018 /UG_GENE=493340
MOE430_2_1460561_x_ 4241.9 3208.4 P P 0.000244 0.000244 -0.4 D 0.99 gb:BB464434 /DB_XREF=gi:9381623 /DB_XREF=BB464434 /CLONE=D130091O17 /FEA=EST /CNT=39 /TID=Mm.42829.2 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1460585_x_ 986.9 626.7 P P 0.000244 0.000732 -0.4 NC 0.99 gb:AV212090 /DB_XREF=gi:6152132 /DB_XREF=AV212090 /CLONE=2410090G17 /FEA=EST /CNT=143 /TID=Mm.220974.2 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1460592_at 562.7 482.3 P P 0.000244 0.000244 -0.4 D 0.99 gb:BI684958 /DB_XREF=gi:15647586 /DB_XREF=603307614F1 /CLONE=IMAGE:5343866 /FEA=EST /CNT=18 /TID=Mm.20852.3 /TIER=Stack /STK=14 /UG
MOE430_2_1460622_x_ 24.6 20.8 A A 0.17 0.12 -0.4 NC 0.94 gb:BB251196 /DB_XREF=gi:8943942 /DB_XREF=BB251196 /CLONE=A730045C14 /FEA=EST /CNT=20 /TID=Mm.35828.3 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1460623_at 572.8 435.6 P P 0.000732 0.000732 -0.4 D 0.99 gb:BB753881 /DB_XREF=gi:16184253 /DB_XREF=BB753881 /CLONE=G270037H21 /FEA=EST /CNT=23 /TID=Mm.142867.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1460656_a_ 651.9 486.9 P P 0.000244 0.000244 -0.4 D 0.99 gb:NM_134114.1 /DB_XREF=gi:19527341 /GEN=5630401J11Rik /FEA=FLmRNA /CNT=32 /TID=Mm.21104.1 /TIER=FL+Stack /STK=9 /UG=Mm.21104 /LL=
MOE430_2_1460668_at 10.8 13.7 P A 0.02 0.33 -0.4 NC 0.54 gb:NM_010253.1 /DB_XREF=gi:6753939 /GEN=Gal /FEA=FLmRNA /CNT=47 /TID=Mm.4655.1 /TIER=FL+Stack /STK=40 /UG=Mm.4655 /LL=14419 /DEF=M
MOE430_2_AFFX-r2-B 1.5 0.9 A A 0.69 0.71 -0.4 NC 0.29 B. subtilis  GEN=pheA  DB_XREF=gb:M24537.1  NOTE=SIF corresponding to nucleotides 2484-2875 of gb:M24537.1  DEF=Bacillus subtillis sporulation protei
MOE430_2_AFFX-r2-P 5887.7 4321.5 P P 0.000244 0.000244 -0.4 D 0.99 Bacteriophage P1  GEN=cre  DB_XREF=gb:X03453.1  NOTE=SIF corresponding to nucleotides 581-1001 of gb:X03453.1  DEF=Bacteriophage P1 cre gene fo
MOE430_2_AFFX-Trpn 0.4 0.4 A A 0.92 0.97 -0.4 NC 0.83 Bacillus subtilis /REF=K01391 /DEF=B subtilis TrpE protein, TrpD protein, TrpC protein corresponding to nucleotides 1883-4400 of K01391 /LEN=2609 (-5
MOE430_2_1415732_at 932.2 568.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG071718 /DB_XREF=gi:12554287 /DB_XREF=H3102D06-3 /CLONE=H3102D06 /FEA=EST /CNT=112 /TID=Mm.43745.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1415793_at 132.5 90.4 P P 0.000732 0.001221 -0.5 D 0.99 gb:NM_134021.1 /DB_XREF=gi:19527237 /GEN=AI415282 /FEA=FLmRNA /CNT=380 /TID=Mm.24187.1 /TIER=FL+Stack /STK=270 /UG=Mm.24187 /LL=10
MOE430_2_1415814_at 903 518.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_007509.2 /DB_XREF=gi:19705577 /GEN=Atp6v1b2 /FEA=FLmRNA /CNT=431 /TID=Mm.10727.1 /TIER=FL+Stack /STK=238 /UG=Mm.10727 /LL=11
MOE430_2_1415913_at 8.1 3.2 A A 0.06 0.46 -0.5 NC 0.5 gb:BC011192.1 /DB_XREF=gi:15029926 /FEA=FLmRNA /CNT=343 /TID=Mm.14798.1 /TIER=FL /STK=6 /UG=Mm.14798 /LL=68052 /UG_GENE=Rps13 /DE
MOE430_2_1415936_at 196.3 137.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_013867.1 /DB_XREF=gi:7304924 /GEN=Bcar3 /FEA=FLmRNA /CNT=187 /TID=Mm.45815.1 /TIER=FL+Stack /STK=165 /UG=Mm.45815 /LL=29815 /
MOE430_2_1416010_a_ 1150.1 768.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010119.1 /DB_XREF=gi:7106302 /GEN=Ehd1 /FEA=FLmRNA /CNT=383 /TID=Mm.30169.1 /TIER=FL+Stack /STK=145 /UG=Mm.30169 /LL=13660 /
MOE430_2_1416044_at 939.3 606.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_022009.1 /DB_XREF=gi:11528489 /GEN=Fliih /FEA=FLmRNA /CNT=256 /TID=Mm.25044.1 /TIER=FL+Stack /STK=139 /UG=Mm.25044 /LL=14248 /
MOE430_2_1416113_at 1390.5 955.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010223.1 /DB_XREF=gi:6857786 /GEN=Fkbp8 /FEA=FLmRNA /CNT=247 /TID=Mm.6565.1 /TIER=FL+Stack /STK=125 /UG=Mm.6565 /LL=14232 /D
MOE430_2_1416127_a_ 2095.5 1500.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_016878.1 /DB_XREF=gi:8393267 /GEN=Dnpep /FEA=FLmRNA /CNT=197 /TID=Mm.24680.1 /TIER=FL+Stack /STK=123 /UG=Mm.24680 /LL=13437 
MOE430_2_1416148_at 1166.5 745.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC019120.1 /DB_XREF=gi:17512295 /FEA=FLmRNA /CNT=221 /TID=Mm.197518.1 /TIER=FL+Stack /STK=121 /UG=Mm.197518 /LL=114128 /UG_GENE
MOE430_2_1416227_at 62.4 50.1 P P 0.000732 0.005859 -0.5 NC 0.99 gb:BE979985 /DB_XREF=gi:10647491 /DB_XREF=UI-M-BG2-bcp-g-09-0-UI.s1 /CLONE=UI-M-BG2-bcp-g-09-0-UI /FEA=FLmRNA /CNT=277 /TID=Mm.3
MOE430_2_1416308_at 2156 1617.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_009466.1 /DB_XREF=gi:6678498 /GEN=Ugdh /FEA=FLmRNA /CNT=166 /TID=Mm.10709.1 /TIER=FL+Stack /STK=100 /UG=Mm.10709 /LL=22235 /
MOE430_2_1416311_s_ 288.7 122.2 P P 0.03 0.03 -0.5 D 0.99 gb:NM_009446.1 /DB_XREF=gi:6678464 /GEN=Tuba3 /FEA=FLmRNA /CNT=142 /TID=Mm.34312.1 /TIER=FL+Stack /STK=100 /UG=Mm.34312 /LL=22144 
MOE430_2_1416319_at 448.3 284.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_134079.1 /DB_XREF=gi:19527305 /GEN=AI987814 /FEA=FLmRNA /CNT=186 /TID=Mm.19352.1 /TIER=FL+Stack /STK=98 /UG=Mm.19352 /LL=105
MOE430_2_1416340_a_ 1066.2 820.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC005430.1 /DB_XREF=gi:13529373 /FEA=FLmRNA /CNT=203 /TID=Mm.4219.1 /TIER=FL+Stack /STK=96 /UG=Mm.4219 /LL=17159 /UG_GENE=Man2
MOE430_2_1416353_at 591.9 455.9 P P 0.000732 0.000732 -0.5 D 0.99 gb:NM_009473.1 /DB_XREF=gi:6678506 /GEN=Nr1h2 /FEA=FLmRNA /CNT=145 /TID=Mm.968.1 /TIER=FL+Stack /STK=95 /UG=Mm.968 /LL=22260 /DEF=
MOE430_2_1416381_a_ 1793.9 1170.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC008174.1 /DB_XREF=gi:14198230 /FEA=FLmRNA /CNT=239 /TID=Mm.193042.1 /TIER=FL+Stack /STK=93 /UG=Mm.193042 /LL=54683 /UG_GENE=P
MOE430_2_1416390_at 215.4 162.2 P P 0.000732 0.000244 -0.5 MD 0.99 gb:AW551470 /DB_XREF=gi:7196898 /DB_XREF=L0079D03-3 /CLONE=L0079D03 /FEA=FLmRNA /CNT=131 /TID=Mm.33954.1 /TIER=Stack /STK=19 /UG
MOE430_2_1416398_at 89.6 55 P P 0.001221 0.005859 -0.5 NC 0.98 gb:BB474887 /DB_XREF=gi:16439930 /DB_XREF=BB474887 /CLONE=D330010D18 /FEA=FLmRNA /CNT=171 /TID=Mm.41654.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1416399_a_ 1176.8 763.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010443.1 /DB_XREF=gi:6754213 /GEN=Hmox2 /FEA=FLmRNA /CNT=148 /TID=Mm.710.1 /TIER=FL+Stack /STK=92 /UG=Mm.710 /LL=15369 /DEF
MOE430_2_1416409_at 513.1 330.9 P P 0.000732 0.000732 -0.5 D 0.99 gb:AB034914.1 /DB_XREF=gi:6429155 /GEN=muspaox /FEA=FLmRNA /CNT=263 /TID=Mm.8403.1 /TIER=FL+Stack /STK=25 /UG=Mm.8403 /LL=11430 /D
MOE430_2_1416425_at 465.1 331.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC019767.1 /DB_XREF=gi:18043901 /FEA=FLmRNA /CNT=210 /TID=Mm.144235.1 /TIER=FL+Stack /STK=90 /UG=Mm.144235 /LL=19298 /UG_GENE=P
MOE430_2_1416452_at 3226.4 2417 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC008119.1 /DB_XREF=gi:14198115 /FEA=FLmRNA /CNT=373 /TID=Mm.13694.1 /TIER=FL+Stack /STK=88 /UG=Mm.13694 /LL=18242 /UG_GENE=Oa
MOE430_2_1416474_at 362.5 236.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_020043.1 /DB_XREF=gi:9910463 /GEN=Nope /FEA=FLmRNA /CNT=107 /TID=Mm.143741.1 /TIER=FL+Stack /STK=87 /UG=Mm.143741 /LL=56741 
MOE430_2_1416518_at 1 0.8 A A 0.69 0.8 -0.5 NC 0.65 gb:NM_138311.1 /DB_XREF=gi:19923864 /GEN=H1fo-pending /FEA=FLmRNA /CNT=85 /TID=Mm.21899.1 /TIER=FL+Stack /STK=84 /UG=Mm.21899 /LL=1
MOE430_2_1416535_at 606.4 436.5 P P 0.000732 0.000244 -0.5 D 0.99 gb:BC003746.1 /DB_XREF=gi:13277683 /FEA=FLmRNA /CNT=153 /TID=Mm.3716.1 /TIER=FL+Stack /STK=83 /UG=Mm.3716 /LL=51812 /UG_GENE=Mcrs
MOE430_2_1416539_at 76.7 50.1 P P 0.000244 0.00293 -0.5 NC 0.99 gb:AW412150 /DB_XREF=gi:6938005 /DB_XREF=uq46h04.y1 /CLONE=IMAGE:2812471 /FEA=FLmRNA /CNT=190 /TID=Mm.196345.1 /TIER=ConsEnd /STK
MOE430_2_1416541_at 168 116.6 P P 0.000244 0.000732 -0.5 NC 0.98 gb:NM_009191.1 /DB_XREF=gi:6677982 /GEN=Skd3 /FEA=FLmRNA /CNT=120 /TID=Mm.3990.1 /TIER=FL+Stack /STK=83 /UG=Mm.3990 /LL=20480 /DEF
MOE430_2_1416579_a_ 4.9 6 A A 0.5 0.53 -0.5 NC 0.5 gb:BC005618.1 /DB_XREF=gi:13542837 /FEA=FLmRNA /CNT=179 /TID=Mm.4259.1 /TIER=FL+Stack /STK=80 /UG=Mm.4259 /LL=17075 /UG_GENE=Tacst
MOE430_2_1416653_at 127 80.7 P P 0.00293 0.000732 -0.5 NC 0.92 gb:NM_011504.1 /DB_XREF=gi:6755689 /GEN=Stxbp3 /FEA=FLmRNA /CNT=117 /TID=Mm.12155.1 /TIER=FL+Stack /STK=76 /UG=Mm.12155 /LL=20912 /
MOE430_2_1416764_at 2372.4 1593 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_025562.1 /DB_XREF=gi:13384997 /GEN=2010003O14Rik /FEA=FLmRNA /CNT=146 /TID=Mm.25849.1 /TIER=FL+Stack /STK=70 /UG=Mm.25849 /L
MOE430_2_1416766_at 1302.2 932.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_133684.1 /DB_XREF=gi:19526847 /GEN=2810484M10Rik /FEA=FLmRNA /CNT=147 /TID=Mm.177724.1 /TIER=FL+Stack /STK=70 /UG=Mm.177724 
MOE430_2_1416778_at 517.2 385.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_138741.1 /DB_XREF=gi:20270266 /GEN=Sdpr /FEA=FLmRNA /CNT=150 /TID=Mm.220962.1 /TIER=FL+Stack /STK=70 /UG=Mm.220962 /LL=20324
MOE430_2_1416810_at 1166.6 796.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC013344.1 /DB_XREF=gi:15426480 /FEA=FLmRNA /CNT=164 /TID=Mm.2395.1 /TIER=FL+Stack /STK=68 /UG=Mm.2395 /LL=17256 /UG_GENE=Mea1
MOE430_2_1416816_at 324.4 222.7 P P 0.001953 0.00293 -0.5 D 0.99 gb:BQ175300 /DB_XREF=gi:20350792 /DB_XREF=UI-M-DJ2-bwc-o-04-0-UI.s1 /CLONE=UI-M-DJ2-bwc-o-04-0-UI /FEA=FLmRNA /CNT=196 /TID=Mm.
MOE430_2_1416840_at 354.2 252.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_026524.1 /DB_XREF=gi:13386019 /GEN=3110038L01Rik /FEA=FLmRNA /CNT=150 /TID=Mm.29429.1 /TIER=FL+Stack /STK=67 /UG=Mm.29429 /LL
MOE430_2_1416843_at 648.1 418.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_008801.1 /DB_XREF=gi:6679244 /GEN=Pde6d /FEA=FLmRNA /CNT=108 /TID=Mm.12925.1 /TIER=FL+Stack /STK=67 /UG=Mm.12925 /LL=18582 /
MOE430_2_1416844_at 1365.2 817.8 P P 0.000732 0.000244 -0.5 D 0.99 gb:NM_133182.1 /DB_XREF=gi:18875317 /GEN=Hrmt1l1 /FEA=FLmRNA /CNT=130 /TID=Mm.25516.1 /TIER=FL+Stack /STK=67 /UG=Mm.25516 /LL=15468
MOE430_2_1416852_a_ 846.4 463.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC017126.1 /DB_XREF=gi:16877777 /FEA=FLmRNA /CNT=145 /TID=Mm.220885.1 /TIER=FL+Stack /STK=66 /UG=Mm.220885 /LL=26562 /UG_GENE=N
MOE430_2_1416903_at 1660.5 1152.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_008749.1 /DB_XREF=gi:6679157 /GEN=Nucb /FEA=FLmRNA /CNT=332 /TID=Mm.2283.1 /TIER=FL+Stack /STK=64 /UG=Mm.2283 /LL=18220 /DEF
MOE430_2_1416924_at 1796.9 1184.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_018772.1 /DB_XREF=gi:9055175 /GEN=Bri3 /FEA=FLmRNA /CNT=125 /TID=Mm.38011.1 /TIER=FL+Stack /STK=63 /UG=Mm.38011 /LL=55950 /DE
MOE430_2_1416986_a_ 144.5 100.4 P P 0.000244 0.000732 -0.5 D 0.99 gb:AB018194.1 /DB_XREF=gi:4586951 /GEN=Bit /FEA=FLmRNA /CNT=135 /TID=Mm.1682.1 /TIER=FL /STK=4 /UG=Mm.1682 /LL=19261 /DEF=Mus musc
MOE430_2_1417008_at 160.4 140.3 P P 0.000732 0.001953 -0.5 D 0.99 gb:BC006668.1 /DB_XREF=gi:13879379 /FEA=FLmRNA /CNT=135 /TID=Mm.20396.1 /TIER=FL+Stack /STK=60 /UG=Mm.20396 /LL=12908 /UG_GENE=Cra
MOE430_2_1417129_a_ 496 351.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:U68384.1 /DB_XREF=gi:1679671 /GEN=Mrg1b /FEA=FLmRNA /CNT=105 /TID=Mm.31436.1 /TIER=FL+Stack /STK=55 /UG=Mm.31436 /LL=17536 /DEF
MOE430_2_1417197_at 82.2 48.9 P P 0.001953 0.00415 -0.5 NC 0.97 gb:BM233191 /DB_XREF=gi:17868461 /DB_XREF=K0333E06-3 /CLONE=K0333E06 /FEA=FLmRNA /CNT=244 /TID=Mm.21514.1 /TIER=Stack /STK=11 /U
MOE430_2_1417251_at 11.7 10.8 A A 0.27 0.27 -0.5 NC 0.5 gb:NM_023245.2 /DB_XREF=gi:18858214 /GEN=Palmd /FEA=FLmRNA /CNT=94 /TID=Mm.155617.1 /TIER=FL+Stack /STK=51 /UG=Mm.155617 /LL=11430
MOE430_2_1417302_at 49.2 44.4 P A 0.01 0.11 -0.5 NC 0.88 gb:NM_054048.1 /DB_XREF=gi:17298681 /GEN=Rcor /FEA=FLmRNA /CNT=62 /TID=Mm.22980.1 /TIER=FL+Stack /STK=49 /UG=Mm.22980 /LL=104383 /D
MOE430_2_1417378_at 7 6.3 A A 0.21 0.36 -0.5 NC 0.63 gb:BB832194 /DB_XREF=gi:17010437 /DB_XREF=BB832194 /CLONE=G930021B16 /FEA=FLmRNA /CNT=246 /TID=Mm.20921.1 /TIER=Stack /STK=20 /U
MOE430_2_1417394_at 2026.7 1168.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:U20344.1 /DB_XREF=gi:912487 /FEA=FLmRNA /CNT=140 /TID=Mm.4325.1 /TIER=FL+Stack /STK=46 /UG=Mm.4325 /LL=16600 /UG_GENE=Klf4 /DEF=
MOE430_2_1417410_s_ 650.9 438.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC021630.1 /DB_XREF=gi:18203786 /FEA=FLmRNA /CNT=96 /TID=Mm.23823.1 /TIER=FL+Stack /STK=46 /UG=Mm.23823 /LL=18759 /UG_GENE=Prkc
MOE430_2_1417494_a_ 71.7 51.8 P A 0.04 0.11 -0.5 NC 0.64 gb:NM_007752.1 /DB_XREF=gi:6680996 /GEN=Cp /FEA=FLmRNA /CNT=332 /TID=Mm.13787.1 /TIER=FL+Stack /STK=43 /UG=Mm.13787 /LL=12870 /DEF
MOE430_2_1417522_at 25.1 12.3 A A 0.12 0.3 -0.5 NC 0.59 gb:NM_026346.1 /DB_XREF=gi:13385847 /GEN=Fbxo32 /FEA=FLmRNA /CNT=90 /TID=Mm.40466.1 /TIER=FL+Stack /STK=43 /UG=Mm.40466 /LL=67731 /
MOE430_2_1417531_at 1 0.5 A A 0.88 0.95 -0.5 NC 0.5 gb:NM_010007.1 /DB_XREF=gi:6753585 /GEN=Cyp2j5 /FEA=FLmRNA /CNT=156 /TID=Mm.12838.1 /TIER=FL+Stack /STK=42 /UG=Mm.12838 /LL=13109 /
MOE430_2_1417546_at 2.1 1 A A 0.69 0.9 -0.5 NC 0.87 gb:M28052.1 /DB_XREF=gi:198313 /FEA=FLmRNA /CNT=55 /TID=Mm.931.1 /TIER=FL /STK=1 /UG=Mm.931 /LL=16185 /UG_GENE=Il2rb /UG_TITLE=inter
MOE430_2_1417554_at 5.8 1.3 A A 0.75 0.87 -0.5 NC 0.5 gb:NM_008294.1 /DB_XREF=gi:6680290 /GEN=Hsd3b4 /FEA=FLmRNA /CNT=72 /TID=Mm.14309.1 /TIER=FL+Stack /STK=42 /UG=Mm.14309 /LL=15495 /
MOE430_2_1417557_at 850.9 572 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_024432.1 /DB_XREF=gi:13277353 /GEN=Ubxdc2 /FEA=FLmRNA /CNT=195 /TID=Mm.28000.1 /TIER=FL+Stack /STK=41 /UG=Mm.28000 /LL=66530
MOE430_2_1417751_at 129 110 P P 0.01 0.02 -0.5 D 0.99 gb:NM_009288.1 /DB_XREF=gi:6678162 /GEN=Stk10 /FEA=FLmRNA /CNT=53 /TID=Mm.8235.1 /TIER=FL+Stack /STK=37 /UG=Mm.8235 /LL=20868 /DEF
MOE430_2_1417772_at 311.6 208.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_080289.1 /DB_XREF=gi:17933767 /GEN=Grhpr /FEA=FLmRNA /CNT=136 /TID=Mm.196574.1 /TIER=FL+Stack /STK=36 /UG=Mm.196574 /LL=7623
MOE430_2_1417794_at 158.5 146 P P 0.00415 0.00293 -0.5 NC 0.99 gb:NM_019831.1 /DB_XREF=gi:9790026 /GEN=Zfp261 /FEA=FLmRNA /CNT=77 /TID=Mm.23458.1 /TIER=FL+Stack /STK=36 /UG=Mm.23458 /LL=56364 /D
MOE430_2_1417806_at 20.6 11.8 A A 0.09 0.12 -0.5 NC 0.5 gb:NM_022318.1 /DB_XREF=gi:11612496 /GEN=Pop2-pending /FEA=FLmRNA /CNT=49 /TID=Mm.23890.1 /TIER=FL+Stack /STK=36 /UG=Mm.23890 /LL=6
MOE430_2_1417839_at 15.6 10 A A 0.21 0.19 -0.5 NC 0.64 gb:NM_013805.1 /DB_XREF=gi:7304960 /GEN=Cldn5 /FEA=FLmRNA /CNT=90 /TID=Mm.22768.1 /TIER=FL+Stack /STK=35 /UG=Mm.22768 /LL=12741 /D
MOE430_2_1417848_at 135.7 113.5 P P 0.000244 0.000244 -0.5 NC 0.98 gb:NM_133218.1 /DB_XREF=gi:18875369 /GEN=Gig1 /FEA=FLmRNA /CNT=118 /TID=Mm.25239.1 /TIER=FL+Stack /STK=35 /UG=Mm.25239 /LL=170753 /
MOE430_2_1417849_at 108.5 82.7 P P 0.001221 0.03 -0.5 NC 0.99 gb:AW413620 /DB_XREF=gi:6939661 /DB_XREF=uo37g06.x1 /CLONE=IMAGE:2631706 /FEA=FLmRNA /CNT=118 /TID=Mm.25239.1 /TIER=Stack /STK=9 /
MOE430_2_1417851_at 8.1 5.9 A A 0.09 0.39 -0.5 NC 0.65 gb:NM_018866.1 /DB_XREF=gi:9256520 /GEN=Scyb13 /FEA=FLmRNA /CNT=74 /TID=Mm.10116.1 /TIER=FL+Stack /STK=35 /UG=Mm.10116 /LL=55985 /
MOE430_2_1417881_at 334.1 250.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_134135.1 /DB_XREF=gi:19527367 /GEN=AI845814 /FEA=FLmRNA /CNT=96 /TID=Mm.5353.1 /TIER=FL+Stack /STK=34 /UG=Mm.5353 /LL=106947 
MOE430_2_1417944_at 11.2 11 A A 0.66 0.6 -0.5 NC 0.09 gb:NM_010317.1 /DB_XREF=gi:6754023 /GEN=Gng4 /FEA=FLmRNA /CNT=62 /TID=Mm.39861.1 /TIER=FL /STK=2 /UG=Mm.39861 /LL=14706 /DEF=Mus 
MOE430_2_1417950_a_ 19.7 13.5 A A 0.17 0.3 -0.5 NC 0.5 gb:NM_013474.1 /DB_XREF=gi:7304896 /GEN=Apoa2 /FEA=FLmRNA /CNT=78 /TID=Mm.43677.1 /TIER=FL+Stack /STK=32 /UG=Mm.43677 /LL=11807 /D
MOE430_2_1417982_at 313.1 216.6 P P 0.000732 0.000244 -0.5 D 0.99 gb:AV257512 /DB_XREF=gi:16388412 /DB_XREF=AV257512 /CLONE=4921537P11 /FEA=FLmRNA /CNT=102 /TID=Mm.27136.1 /TIER=Stack /STK=8 /UG
MOE430_2_1417996_at 18 8.7 A A 0.08 0.3 -0.5 NC 0.5 gb:BC024263.1 /DB_XREF=gi:18999491 /FEA=FLmRNA /CNT=39 /TID=Mm.41395.1 /TIER=FL+Stack /STK=32 /UG=Mm.41395 /LL=64242 /UG_GENE=Ngb
MOE430_2_1418014_a_ 611.1 441.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_022305.1 /DB_XREF=gi:11602909 /GEN=B4galt1 /FEA=FLmRNA /CNT=84 /TID=Mm.15622.1 /TIER=FL+Stack /STK=31 /UG=Mm.15622 /LL=14595 
MOE430_2_1418033_s_ 118.5 90.6 P P 0.000732 0.000244 -0.5 NC 0.77 gb:NM_026107.1 /DB_XREF=gi:13385609 /GEN=1700128E15Rik /FEA=FLmRNA /CNT=58 /TID=Mm.12479.1 /TIER=FL+Stack /STK=31 /UG=Mm.12479 /LL
MOE430_2_1418051_at 373.9 236 P P 0.00293 0.005859 -0.5 D 0.99 gb:NM_007680.1 /DB_XREF=gi:6671735 /GEN=Ephb6 /FEA=FLmRNA /CNT=50 /TID=Mm.1480.1 /TIER=FL+Stack /STK=31 /UG=Mm.1480 /LL=13848 /DEF
MOE430_2_1418111_at 1.9 2.5 A A 0.63 0.85 -0.5 NC 0.51 gb:NM_026109.1 /DB_XREF=gi:13385613 /GEN=1810008K16Rik /FEA=FLmRNA /CNT=32 /TID=Mm.46274.1 /TIER=FL+Stack /STK=30 /UG=Mm.46274 /LL
MOE430_2_1418143_at 181.6 111.1 P M 0.03 0.05 -0.5 NC 0.88 gb:NM_013841.1 /DB_XREF=gi:7305630 /GEN=Vps45 /FEA=FLmRNA /CNT=56 /TID=Mm.2582.1 /TIER=FL+Stack /STK=29 /UG=Mm.2582 /LL=22365 /DEF
MOE430_2_1418148_at 125.3 81.4 P P 0.000244 0.000244 -0.5 NC 0.98 gb:NM_021304.2 /DB_XREF=gi:15011863 /GEN=Labh1-pending /FEA=FLmRNA /CNT=54 /TID=Mm.80532.1 /TIER=FL+Stack /STK=29 /UG=Mm.80532 /LL=
MOE430_2_1418157_at 2717.5 1444.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010151.1 /DB_XREF=gi:6753769 /GEN=Nr2f1 /FEA=FLmRNA /CNT=58 /TID=Mm.14297.1 /TIER=FL+Stack /STK=29 /UG=Mm.14297 /LL=13865 /DE
MOE430_2_1418188_a_ 43.9 26.4 P P 0.001221 0.001953 -0.5 NC 0.99 gb:AA560093 /DB_XREF=gi:2331558 /DB_XREF=vl29d03.r1 /CLONE=IMAGE:973637 /FEA=FLmRNA /CNT=85 /TID=Mm.218611.1 /TIER=ConsEnd /STK=0 
MOE430_2_1418192_at 540.4 417 P P 0.000244 0.000244 -0.5 D 0.99 gb:U77356.1 /DB_XREF=gi:1732082 /GEN=Mnt /FEA=FLmRNA /CNT=72 /TID=Mm.3759.1 /TIER=FL+Stack /STK=28 /UG=Mm.3759 /LL=17428 /DEF=Mus 
MOE430_2_1418195_at 436.7 317.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG965198 /DB_XREF=gi:14352835 /DB_XREF=602830944F1 /CLONE=IMAGE:4985531 /FEA=FLmRNA /CNT=101 /TID=Mm.11360.1 /TIER=Stack /STK=
MOE430_2_1418329_at 503.2 337.6 P P 0.000732 0.000732 -0.5 D 0.99 gb:NM_023217.1 /DB_XREF=gi:12963582 /GEN=2810003H13Rik /FEA=FLmRNA /CNT=79 /TID=Mm.154906.1 /TIER=FL+Stack /STK=25 /UG=Mm.154906 /
MOE430_2_1418337_at 351.7 245.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_009075.1 /DB_XREF=gi:6677766 /GEN=Rpia /FEA=FLmRNA /CNT=49 /TID=Mm.17905.1 /TIER=FL+Stack /STK=25 /UG=Mm.17905 /LL=19895 /DE
MOE430_2_1418367_x_ 2078.6 1398.6 P P 0.000732 0.000244 -0.5 D 0.99 gb:BC010564.1 /DB_XREF=gi:14714826 /FEA=FLmRNA /CNT=83 /TID=Mm.219659.1 /TIER=FL+Stack /STK=24 /UG=Mm.219659 /LL=15267 /UG_GENE=H
MOE430_2_1418436_at 759.6 513.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AB019212.1 /DB_XREF=gi:6970310 /FEA=FLmRNA /CNT=180 /TID=Mm.10818.1 /TIER=FL+Stack /STK=23 /UG=Mm.10818 /LL=53331 /UG_GENE=Stx7
MOE430_2_1418450_at 2814.4 1926.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_012043.1 /DB_XREF=gi:6754373 /GEN=Islr /FEA=FLmRNA /CNT=72 /TID=Mm.38426.1 /TIER=FL+Stack /STK=23 /UG=Mm.38426 /LL=26968 /DEF=
MOE430_2_1418590_at 61.2 50.4 P P 0.001221 0.000244 -0.5 NC 0.75 gb:BC004833.1 /DB_XREF=gi:13436001 /FEA=FLmRNA /CNT=57 /TID=Mm.40998.1 /TIER=FL+Stack /STK=21 /UG=Mm.40998 /LL=16650 /UG_GENE=Kpn
MOE430_2_1418595_at 533.8 384.7 P P 0.000732 0.00415 -0.5 D 0.99 gb:NM_020568.1 /DB_XREF=gi:10181203 /GEN=S3-12-pending /FEA=FLmRNA /CNT=45 /TID=Mm.12966.1 /TIER=FL+Stack /STK=21 /UG=Mm.12966 /LL=
MOE430_2_1418616_at 142.2 105.9 P P 0.000732 0.001221 -0.5 NC 0.99 gb:NM_010757.1 /DB_XREF=gi:6754611 /GEN=Mafk /FEA=FLmRNA /CNT=42 /TID=Mm.162.1 /TIER=FL+Stack /STK=21 /UG=Mm.162 /LL=17135 /DEF=Mu
MOE430_2_1418667_at 53 38.3 P P 0.000732 0.000732 -0.5 NC 0.78 gb:NM_025879.1 /DB_XREF=gi:13385363 /GEN=2410002O22Rik /FEA=FLmRNA /CNT=69 /TID=Mm.12755.1 /TIER=FL+Stack /STK=20 /UG=Mm.12755 /LL
MOE430_2_1418670_s_ 533.4 398 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_008305.1 /DB_XREF=gi:6680310 /GEN=Hspg2 /FEA=FLmRNA /CNT=75 /TID=Mm.7257.1 /TIER=FL+Stack /STK=20 /UG=Mm.7257 /LL=15530 /DEF
MOE430_2_1418723_at 9.2 3.5 P A 0.02 0.39 -0.5 NC 0.73 gb:NM_022983.1 /DB_XREF=gi:12667795 /GEN=Edg7 /FEA=FLmRNA /CNT=41 /TID=Mm.155520.1 /TIER=FL+Stack /STK=19 /UG=Mm.155520 /LL=65086 /
MOE430_2_1418803_a_ 4.1 1.6 A A 0.56 0.66 -0.5 NC 0.24 gb:U58995.1 /DB_XREF=gi:1389771 /FEA=FLmRNA /CNT=27 /TID=Mm.3355.1 /TIER=FL /STK=1 /UG=Mm.3355 /LL=14103 /UG_GENE=Tnfsf6 /DEF=Mus 
MOE430_2_1418835_at 3760.1 2561 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_009344.1 /DB_XREF=gi:6678268 /GEN=Tdag /FEA=FLmRNA /CNT=65 /TID=Mm.3117.1 /TIER=FL+Stack /STK=17 /UG=Mm.3117 /LL=21664 /DEF=
MOE430_2_1418862_at 189.9 117.6 P P 0.000732 0.001221 -0.5 D 0.99 gb:NM_024208.1 /DB_XREF=gi:13195639 /GEN=2310005D12Rik /FEA=FLmRNA /CNT=47 /TID=Mm.38342.1 /TIER=FL+Stack /STK=17 /UG=Mm.38342 /LL
MOE430_2_1418988_at 265.4 213.4 P P 0.000244 0.000732 -0.5 D 0.99 gb:NM_008822.1 /DB_XREF=gi:6679282 /GEN=Pex7 /FEA=FLmRNA /CNT=45 /TID=Mm.2440.1 /TIER=FL+Stack /STK=15 /UG=Mm.2440 /LL=18634 /DEF=
MOE430_2_1418991_at 247 177.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_007523.1 /DB_XREF=gi:6671611 /GEN=Bak1 /FEA=FLmRNA /CNT=66 /TID=Mm.2443.1 /TIER=FL+Stack /STK=15 /UG=Mm.2443 /LL=12018 /DEF=
MOE430_2_1419047_at 376 195.8 P P 0.000732 0.000732 -0.5 D 0.99 gb:NM_018814.1 /DB_XREF=gi:9055259 /GEN=Pcnx /FEA=FLmRNA /CNT=86 /TID=Mm.86584.1 /TIER=FL+Stack /STK=14 /UG=Mm.86584 /LL=54604 /DE
MOE430_2_1419048_at 164.8 109.9 P P 0.005859 0.02 -0.5 D 0.99 gb:BG073499 /DB_XREF=gi:12556068 /DB_XREF=H3123C10-3 /CLONE=H3123C10 /FEA=FLmRNA /CNT=86 /TID=Mm.86584.1 /TIER=Stack /STK=13 /UG
MOE430_2_1419077_at 8 5.3 A A 0.17 0.36 -0.5 NC 0.66 gb:NM_007863.1 /DB_XREF=gi:6681192 /GEN=Mpp3 /FEA=FLmRNA /CNT=33 /TID=Mm.20449.1 /TIER=FL+Stack /STK=14 /UG=Mm.20449 /LL=13384 /DE
MOE430_2_1419093_at 0.3 0.6 A A 0.95 0.98 -0.5 NC 0.5 gb:BC018390.1 /DB_XREF=gi:17390919 /FEA=FLmRNA /CNT=111 /TID=Mm.21545.1 /TIER=FL+Stack /STK=13 /UG=Mm.21545 /LL=56720 /UG_GENE=Td
MOE430_2_1419133_at 2.6 2.2 A A 0.66 0.94 -0.5 NC 0.8 gb:NM_025276.1 /DB_XREF=gi:13384613 /GEN=Evpl /FEA=FLmRNA /CNT=28 /TID=Mm.27181.1 /TIER=FL+Stack /STK=13 /UG=Mm.27181 /LL=14027 /DE
MOE430_2_1419161_a_ 6.7 6.8 A A 0.17 0.11 -0.5 NC 0.5 gb:AB041034.1 /DB_XREF=gi:7861540 /GEN=Kox-1 /FEA=FLmRNA /CNT=100 /TID=Mm.31748.1 /TIER=FL+Stack /STK=12 /UG=Mm.31748 /LL=50490 /D
MOE430_2_1419170_at 1100.5 763.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC021428.1 /DB_XREF=gi:18204755 /FEA=FLmRNA /CNT=60 /TID=Mm.68155.1 /TIER=FL+Stack /STK=12 /UG=Mm.68155 /LL=67698 /UG_GENE=2310
MOE430_2_1419271_at 0.9 1.2 A A 0.78 0.94 -0.5 NC 0.57 gb:BC011272.1 /DB_XREF=gi:15277448 /FEA=FLmRNA /CNT=54 /TID=Mm.3608.1 /TIER=FL+Stack /STK=11 /UG=Mm.3608 /LL=18508 /UG_GENE=Pax6 /
MOE430_2_1419300_at 23.1 15.2 A A 0.19 0.46 -0.5 NC 0.81 gb:NM_010228.1 /DB_XREF=gi:6753885 /GEN=Flt1 /FEA=FLmRNA /CNT=44 /TID=Mm.3464.1 /TIER=FL+Stack /STK=11 /UG=Mm.3464 /LL=14254 /DEF=M
MOE430_2_1419309_at 1718.1 1187 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010329.1 /DB_XREF=gi:6754041 /GEN=Gp38 /FEA=FLmRNA /CNT=34 /TID=Mm.2976.1 /TIER=FL+Stack /STK=11 /UG=Mm.2976 /LL=14726 /DEF=
MOE430_2_1419340_at 9.2 7.7 A A 0.27 0.46 -0.5 NC 0.5 gb:NM_031260.1 /DB_XREF=gi:13994126 /GEN=Mov10l1 /FEA=FLmRNA /CNT=18 /TID=Mm.102985.1 /TIER=FL+Stack /STK=11 /UG=Mm.102985 /LL=834
MOE430_2_1419412_at 9.2 4.2 A A 0.27 0.53 -0.5 NC 0.5 gb:NM_008510.1 /DB_XREF=gi:6678711 /GEN=Scyc1 /FEA=FLmRNA /CNT=15 /TID=Mm.190.1 /TIER=FL+Stack /STK=10 /UG=Mm.190 /LL=16963 /DEF=M
MOE430_2_1419415_a_ 799 466.4 P P 0.000732 0.000732 -0.5 D 0.99 gb:M34476.1 /DB_XREF=gi:200669 /FEA=FLmRNA /CNT=30 /TID=Mm.1273.1 /TIER=FL+Stack /STK=10 /UG=Mm.1273 /LL=19411 /UG_GENE=Rarg /UG_T
MOE430_2_1419423_at 124 82.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_138673.1 /DB_XREF=gi:20149763 /GEN=Stab2-pending /FEA=FLmRNA /CNT=23 /TID=Mm.40289.1 /TIER=FL+Stack /STK=10 /UG=Mm.40289 /LL=
MOE430_2_1419437_at 83.3 54.4 P P 0.000244 0.000244 -0.5 NC 0.99 gb:NM_011377.1 /DB_XREF=gi:7106404 /GEN=Sim2 /FEA=FLmRNA /CNT=13 /TID=Mm.4775.1 /TIER=FL+Stack /STK=10 /UG=Mm.4775 /LL=20465 /DEF=
MOE430_2_1419498_at 17.4 11.9 P P 0.000244 0.01 -0.5 NC 0.96 gb:NM_025655.1 /DB_XREF=gi:13385117 /GEN=2010002A20Rik /FEA=FLmRNA /CNT=29 /TID=Mm.25138.1 /TIER=FL+Stack /STK=9 /UG=Mm.25138 /LL=
MOE430_2_1419512_at 78 53.1 P P 0.005859 0.00293 -0.5 NC 0.5 gb:NM_018786.1 /DB_XREF=gi:9055243 /GEN=2610317D23Rik /FEA=FLmRNA /CNT=37 /TID=Mm.102104.1 /TIER=FL+Stack /STK=9 /UG=Mm.102104 /LL
MOE430_2_1419526_at 13.3 8.9 A A 0.33 0.46 -0.5 NC 0.5 gb:NM_010208.1 /DB_XREF=gi:6753859 /GEN=Fgr /FEA=FLmRNA /CNT=17 /TID=Mm.1338.1 /TIER=FL+Stack /STK=9 /UG=Mm.1338 /LL=14191 /DEF=Mu
MOE430_2_1419554_at 503.1 354.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BQ256022 /DB_XREF=gi:20456775 /DB_XREF=NISC_jq08d08.y1 /CLONE=IMAGE:4113087 /FEA=FLmRNA /CNT=83 /TID=Mm.167842.1 /TIER=ConsEnd 
MOE430_2_1419585_at 16.5 14 P P 0.001221 0.008057 -0.5 NC 0.77 gb:NM_133669.1 /DB_XREF=gi:19526819 /GEN=Rp2h /FEA=FLmRNA /CNT=33 /TID=Mm.88485.1 /TIER=FL+Stack /STK=8 /UG=Mm.88485 /LL=19889 /DE
MOE430_2_1419595_a_ 705.4 469.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010281.1 /DB_XREF=gi:6753979 /GEN=Ggh /FEA=FLmRNA /CNT=14 /TID=Mm.20461.1 /TIER=FL+Stack /STK=8 /UG=Mm.20461 /LL=14590 /DEF=
MOE430_2_1419626_at 4.2 3.1 A A 0.21 0.53 -0.5 NC 0.57 gb:NM_011781.1 /DB_XREF=gi:6752969 /GEN=Adam25 /FEA=FLmRNA /CNT=10 /TID=Mm.85003.1 /TIER=FL+Stack /STK=8 /UG=Mm.85003 /LL=23793 /D
MOE430_2_1419647_a_ 536.8 351.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_133662.1 /DB_XREF=gi:19526807 /GEN=Ier3 /FEA=FLmRNA /CNT=77 /TID=Mm.25613.1 /TIER=FL /STK=7 /UG=Mm.25613 /LL=15937 /DEF=Mus m



MOE430_2_1419658_at 25.6 17.9 P P 0.00415 0.02 -0.5 NC 0.76 gb:BB667981 /DB_XREF=gi:16399430 /DB_XREF=BB667981 /CLONE=C920026N01 /FEA=FLmRNA /CNT=69 /TID=Mm.35016.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1419712_at 237.7 146.8 P P 0.005859 0.01 -0.5 MD 0.99 gb:NM_008369.1 /DB_XREF=gi:6680428 /GEN=Il3ra /FEA=FLmRNA /CNT=11 /TID=Mm.4944.1 /TIER=FL /STK=7 /UG=Mm.4944 /LL=16188 /DEF=Mus mus
MOE430_2_1419726_at 8 5.1 A A 0.39 0.75 -0.5 NC 0.74 gb:NM_010084.1 /DB_XREF=gi:6753683 /GEN=Adam18 /FEA=FLmRNA /CNT=9 /TID=Mm.89943.1 /TIER=FL /STK=7 /UG=Mm.89943 /LL=13524 /DEF=Mus
MOE430_2_1419786_at 0.7 0.4 A A 0.86 0.96 -0.5 NC 0.9 gb:AI449077 /DB_XREF=gi:4287475 /DB_XREF=ms90e05.x1 /CLONE=IMAGE:618848 /FEA=EST /CNT=3 /TID=Mm.30577.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419833_s_ 8.7 8.3 A P 0.14 0.03 -0.5 NC 0.25 gb:AI851258 /DB_XREF=gi:5495164 /DB_XREF=UI-M-BH0-akf-c-06-0-UI.s1 /CLONE=UI-M-BH0-akf-c-06-0-UI /FEA=EST /CNT=1 /TID=Mm.220108.1 /
MOE430_2_1419840_at 4 5.2 A A 0.63 0.8 -0.5 NC 0.5 gb:AA791107 /DB_XREF=gi:2851227 /DB_XREF=vv91a06.r1 /CLONE=IMAGE:1229746 /FEA=EST /CNT=24 /TID=Mm.27613.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1419879_s_ 9.3 7.5 A A 0.14 0.59 -0.5 NC 0.71 gb:AA960166 /DB_XREF=gi:3126066 /DB_XREF=vw60d07.s1 /CLONE=IMAGE:1248205 /FEA=EST /CNT=1 /TID=Mm.200016.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1419954_s_ 599.2 391.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:AW539211 /DB_XREF=gi:7181628 /DB_XREF=C0117B01-3 /CLONE=C0117B01 /FEA=EST /CNT=1 /TID=Mm.219491.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419978_s_ 2432.4 1554 P P 0.000244 0.000244 -0.5 D 0.99 gb:AU014694 /DB_XREF=gi:3369485 /DB_XREF=AU014694 /CLONE=J0701D11 /FEA=EST /CNT=1 /TID=Mm.195394.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420088_at 2533.1 1835.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AI462015 /DB_XREF=gi:4316045 /DB_XREF=ub69d10.x1 /CLONE=IMAGE:1382995 /FEA=EST /CNT=1 /TID=Mm.203821.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1420125_at 18.8 11.2 P P 0.000732 0.008057 -0.5 NC 0.83 gb:C85065 /DB_XREF=gi:2917006 /DB_XREF=C85065 /CLONE=J0201D07 /FEA=EST /CNT=1 /TID=Mm.215208.1 /TIER=ConsEnd /STK=0 /UG=Mm.21520
MOE430_2_1420131_s_ 2950.6 2205.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AU018448 /DB_XREF=gi:3373938 /DB_XREF=AU018448 /CLONE=J0503G02 /FEA=EST /CNT=1 /TID=Mm.199914.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420166_at 4.4 2.4 A A 0.19 0.21 -0.5 NC 0.22 gb:BB160593 /DB_XREF=gi:8816533 /DB_XREF=BB160593 /CLONE=A130054B04 /FEA=EST /CNT=1 /TID=Mm.204633.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420188_at 2.1 0.7 A A 0.6 0.75 -0.5 NC 0.5 gb:AV165454 /DB_XREF=gi:5371891 /DB_XREF=AV165454 /CLONE=3110037A08 /FEA=EST /CNT=1 /TID=Mm.45188.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420205_at 16.9 10.3 P A 0.02 0.08 -0.5 NC 0.8 gb:AV113222 /DB_XREF=gi:5267302 /DB_XREF=AV113222 /CLONE=2610020B14 /FEA=EST /CNT=1 /TID=Mm.54092.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420229_at 3.5 4.7 A A 0.27 0.19 -0.5 NC 0.48 gb:AV215734 /DB_XREF=gi:6156579 /DB_XREF=AV215734 /CLONE=2410152E03 /FEA=EST /CNT=1 /TID=Mm.189064.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420260_at 3.4 3 A A 0.53 0.69 -0.5 NC 0.5 gb:AI427892 /DB_XREF=gi:4273818 /DB_XREF=ml37b01.x1 /CLONE=IMAGE:514153 /FEA=EST /CNT=1 /TID=Mm.201501.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420273_x_ 95.5 76.5 A A 0.11 0.11 -0.5 NC 0.94 gb:AV340322 /DB_XREF=gi:6380374 /DB_XREF=AV340322 /CLONE=6430514F15 /FEA=EST /CNT=1 /TID=Mm.218598.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420443_at 40.8 35 P P 0.00415 0.02 -0.5 NC 0.93 gb:NM_053144.1 /DB_XREF=gi:18087798 /GEN=Pcdhb19 /FEA=FLmRNA /CNT=10 /TID=Mm.118311.1 /TIER=FL /STK=5 /UG=Mm.118311 /LL=93890 /DEF
MOE430_2_1420484_a_ 4.3 2.1 A A 0.3 0.6 -0.5 NC 0.5 gb:NM_011707.1 /DB_XREF=gi:6755986 /GEN=Vtn /FEA=FLmRNA /CNT=90 /TID=Mm.3667.1 /TIER=FL /STK=4 /UG=Mm.3667 /LL=22370 /DEF=Mus mus
MOE430_2_1420502_at 3440.1 2554.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_009121.1 /DB_XREF=gi:6677848 /GEN=Sat /FEA=FLmRNA /CNT=20 /TID=Mm.2734.1 /TIER=FL /STK=4 /UG=Mm.2734 /LL=20229 /DEF=Mus musc
MOE430_2_1420542_at 28.3 13.5 P A 0.03 0.14 -0.5 NC 0.5 gb:NM_138664.1 /DB_XREF=gi:20149745 /GEN=MGC27620 /FEA=FLmRNA /CNT=23 /TID=Mm.101927.1 /TIER=FL /STK=4 /UG=Mm.101927 /LL=192165 /
MOE430_2_1420549_at 67.6 65 P P 0.001953 0.008057 -0.5 NC 0.99 gb:NM_010259.1 /DB_XREF=gi:6753947 /GEN=Gbp1 /FEA=FLmRNA /CNT=12 /TID=Mm.250.1 /TIER=FL /STK=4 /UG=Mm.250 /LL=14468 /DEF=Mus musc
MOE430_2_1420554_a_ 51 33.3 P P 0.000732 0.000732 -0.5 NC 0.5 gb:NM_133223.1 /DB_XREF=gi:18875379 /GEN=Rac3 /FEA=FLmRNA /CNT=10 /TID=Mm.27318.1 /TIER=FL /STK=4 /UG=Mm.27318 /LL=170758 /DEF=Mu
MOE430_2_1420613_at 1600.7 1292.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BE134116 /DB_XREF=gi:8596616 /DB_XREF=ug16c03.x1 /CLONE=IMAGE:1531780 /FEA=FLmRNA /CNT=300 /TID=Mm.6355.1 /TIER=Stack /STK=56 /
MOE430_2_1420631_a_ 500.9 341.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_016916.1 /DB_XREF=gi:8392967 /GEN=Blcap /FEA=FLmRNA /CNT=29 /TID=Mm.34330.1 /TIER=FL /STK=3 /UG=Mm.34330 /LL=53619 /DEF=Mus 
MOE430_2_1420645_at 116.5 76.8 P P 0.000732 0.000244 -0.5 NC 0.96 gb:NM_009545.1 /DB_XREF=gi:6678634 /GEN=Zfp144 /FEA=FLmRNA /CNT=28 /TID=Mm.2418.1 /TIER=FL /STK=3 /UG=Mm.2418 /LL=22658 /DEF=Mus m
MOE430_2_1420687_at 11.6 5.4 A A 0.17 0.43 -0.5 NC 0.66 gb:NM_028905.1 /DB_XREF=gi:19920333 /GEN=4932438H23Rik /FEA=FLmRNA /CNT=13 /TID=Mm.35184.1 /TIER=FL /STK=3 /UG=Mm.35184 /LL=74387 /
MOE430_2_1420772_a_ 407.9 265.1 P P 0.000732 0.000732 -0.5 D 0.99 gb:NM_010286.1 /DB_XREF=gi:6753985 /GEN=Gilz /FEA=FLmRNA /CNT=5 /TID=Mm.22216.1 /TIER=FL /STK=3 /UG=Mm.22216 /LL=14605 /DEF=Mus mu
MOE430_2_1420784_at 10.7 10 A A 0.07 0.33 -0.5 NC 0.82 gb:NM_011887.1 /DB_XREF=gi:6755405 /GEN=Scn11a /FEA=FLmRNA /CNT=4 /TID=Mm.89981.1 /TIER=FL /STK=3 /UG=Mm.89981 /LL=24046 /DEF=Mus
MOE430_2_1420786_a_ 0.9 1.4 A A 0.85 0.72 -0.5 NC 0.5 gb:NM_011253.1 /DB_XREF=gi:6755297 /GEN=RbmY1a1 /FEA=FLmRNA /CNT=4 /TID=Mm.4711.1 /TIER=FL /STK=3 /UG=Mm.4711 /LL=19657 /DEF=Mus 
MOE430_2_1420798_s_ 9 5.6 P A 0.01 0.19 -0.5 NC 0.54 gb:NM_054072.1 /DB_XREF=gi:16905102 /GEN=Pcdha1 /FEA=FLmRNA /CNT=3 /TID=Mm.192215.1 /TIER=FL /STK=3 /UG=Mm.192215 /LL=116731 /DEF=
MOE430_2_1420905_at 125.1 80.1 P P 0.001953 0.008057 -0.5 D 0.99 gb:AK010040.1 /DB_XREF=gi:12845207 /GEN=Il17r /FEA=FLmRNA /CNT=88 /TID=Mm.4481.1 /TIER=Stack /STK=53 /UG=Mm.4481 /LL=16172 /UG_TITLE
MOE430_2_1420953_at 1394.7 964.7 P P 0.000732 0.000244 -0.5 D 0.99 gb:NM_013457.1 /DB_XREF=gi:7304860 /GEN=Add1 /FEA=FLmRNA /CNT=144 /TID=Mm.29052.1 /TIER=FL /STK=2 /UG=Mm.29052 /LL=11518 /DEF=Mus
MOE430_2_1420954_a_ 560 403.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AW495651 /DB_XREF=gi:7065932 /DB_XREF=UI-M-BH3-avc-h-05-0-UI.s1 /CLONE=UI-M-BH3-avc-h-05-0-UI /FEA=FLmRNA /CNT=144 /TID=Mm.29
MOE430_2_1420980_at 358.3 247.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF456404 /DB_XREF=gi:11522573 /DB_XREF=UI-M-BZ1-bkw-h-04-0-UI.s1 /CLONE=UI-M-BZ1-bkw-h-04-0-UI /FEA=FLmRNA /CNT=61 /TID=Mm.20
MOE430_2_1421006_at 14.5 9.8 A A 0.09 0.46 -0.5 NC 0.64 gb:NM_053185.1 /DB_XREF=gi:16716478 /GEN=Col4a6 /FEA=FLmRNA /CNT=59 /TID=Mm.155586.1 /TIER=FL /STK=2 /UG=Mm.155586 /LL=94216 /DEF=
MOE430_2_1421058_at 69.5 49.5 P P 0.000244 0.00293 -0.5 MD 0.99 gb:AK009600.1 /DB_XREF=gi:12844493 /GEN=Adh3 /FEA=FLmRNA /CNT=30 /TID=Mm.8473.1 /TIER=ConsEnd /STK=5 /UG=Mm.8473 /LL=11529 /UG_TIT
MOE430_2_1421072_at 335.5 251.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_018826.1 /DB_XREF=gi:9055249 /GEN=Irx5 /FEA=FLmRNA /CNT=28 /TID=Mm.101153.1 /TIER=FL /STK=2 /UG=Mm.101153 /LL=54352 /DEF=Mus
MOE430_2_1421074_at 0.6 0.7 A A 0.74 0.78 -0.5 NC 0.54 gb:NM_007825.1 /DB_XREF=gi:6681126 /GEN=Cyp7b1 /FEA=FLmRNA /CNT=26 /TID=Mm.4781.1 /TIER=FL /STK=2 /UG=Mm.4781 /LL=13123 /DEF=Mus m
MOE430_2_1421086_at 19.2 14.4 A A 0.06 0.09 -0.5 NC 0.77 gb:AB013605.1 /DB_XREF=gi:3688606 /GEN=Per3 /FEA=FLmRNA /CNT=40 /TID=Mm.10723.1 /TIER=FL /STK=1 /UG=Mm.10723 /LL=18628 /DEF=Mus m
MOE430_2_1421120_at 17.3 15.9 P P 0.03 0.01 -0.5 NC 0.71 gb:NM_008662.1 /DB_XREF=gi:6678991 /GEN=Myo6 /FEA=FLmRNA /CNT=32 /TID=Mm.4040.1 /TIER=FL /STK=2 /UG=Mm.4040 /LL=17920 /DEF=Mus mu
MOE430_2_1421130_at 13.5 12.5 A A 0.5 0.39 -0.5 NC 0.21 gb:NM_019940.1 /DB_XREF=gi:9910605 /GEN=Zfp111 /FEA=FLmRNA /CNT=17 /TID=Mm.116646.1 /TIER=FL /STK=2 /UG=Mm.116646 /LL=56707 /DEF=M
MOE430_2_1421167_at 33.6 26.8 P P 0.02 0.005859 -0.5 NC 0.5 gb:NM_015804.1 /DB_XREF=gi:7656913 /GEN=Atp11a /FEA=FLmRNA /CNT=29 /TID=Mm.35562.1 /TIER=FL /STK=2 /UG=Mm.35562 /LL=50770 /DEF=Mu
MOE430_2_1421179_at 35.9 25.1 P P 0.02 0.04 -0.5 NC 0.99 gb:NM_053273.1 /DB_XREF=gi:16716610 /GEN=Ttyh2 /FEA=FLmRNA /CNT=18 /TID=Mm.41871.1 /TIER=FL /STK=2 /UG=Mm.41871 /LL=117160 /DEF=M
MOE430_2_1421204_a_ 106.6 56.8 P P 0.00293 0.01 -0.5 NC 0.99 gb:NM_029385.1 /DB_XREF=gi:13386393 /GEN=2310041H06Rik /FEA=FLmRNA /CNT=19 /TID=Mm.196460.1 /TIER=FL /STK=2 /UG=Mm.196460 /LL=7568
MOE430_2_1421225_a_ 5.4 3.4 A A 0.49 0.69 -0.5 NC 0.5 gb:NM_018760.1 /DB_XREF=gi:9055345 /GEN=Slc4a4 /FEA=FLmRNA /CNT=11 /TID=Mm.34747.1 /TIER=FL /STK=2 /UG=Mm.34747 /LL=54403 /DEF=Mus
MOE430_2_1421256_at 1.6 0.9 A A 0.56 0.78 -0.5 NC 0.21 gb:NM_010371.1 /DB_XREF=gi:6754103 /GEN=Gzmc /FEA=FLmRNA /CNT=12 /TID=Mm.14465.1 /TIER=FL /STK=2 /UG=Mm.14465 /LL=14940 /DEF=Mus 
MOE430_2_1421267_a_ 398.6 272.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010828.1 /DB_XREF=gi:6754741 /GEN=Cited2 /FEA=FLmRNA /CNT=9 /TID=Mm.9524.1 /TIER=FL /STK=2 /UG=Mm.9524 /LL=17684 /DEF=Mus mu
MOE430_2_1421325_at 0.9 1.3 A A 0.9 0.9 -0.5 NC 0.57 gb:NM_012045.1 /DB_XREF=gi:6755093 /GEN=Pla2g2f /FEA=FLmRNA /CNT=8 /TID=Mm.89936.1 /TIER=FL /STK=2 /UG=Mm.89936 /LL=26971 /DEF=Mus
MOE430_2_1421326_at 0.7 0.5 A A 0.94 0.82 -0.5 NC 0.59 gb:BF661863 /DB_XREF=gi:11926997 /DB_XREF=maa74c12.y1 /CLONE=IMAGE:3822359 /FEA=FLmRNA /CNT=23 /TID=Mm.14595.1 /TIER=ConsEnd /STK
MOE430_2_1421369_a_ 157.1 124.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010750.1 /DB_XREF=gi:6754597 /GEN=Mab21l1 /FEA=FLmRNA /CNT=7 /TID=Mm.89955.1 /TIER=FL /STK=2 /UG=Mm.89955 /LL=17116 /DEF=Mu
MOE430_2_1421387_at 45.5 28.4 P A 0.01 0.14 -0.5 NC 0.99 gb:NM_032396.1 /DB_XREF=gi:14161699 /GEN=Kremen /FEA=FLmRNA /CNT=11 /TID=Mm.193392.1 /TIER=FL /STK=2 /UG=Mm.193392 /LL=84035 /DEF
MOE430_2_1421411_at 6.4 3.4 A A 0.43 0.21 -0.5 NC 0.5 gb:BC002123.1 /DB_XREF=gi:12805312 /FEA=FLmRNA /CNT=8 /TID=Mm.57174.1 /TIER=FL /STK=2 /UG=Mm.57174 /LL=19201 /UG_GENE=Pstpip2 /DEF
MOE430_2_1421414_a_ 8 6.1 A A 0.5 0.56 -0.5 NC 0.79 gb:NM_018744.1 /DB_XREF=gi:9055333 /GEN=Sema6a /FEA=FLmRNA /CNT=7 /TID=Mm.9212.1 /TIER=FL /STK=2 /UG=Mm.9212 /LL=20358 /DEF=Mus m
MOE430_2_1421415_s_ 15.7 8.9 A A 0.06 0.29 -0.5 NC 0.83 gb:NM_008105.1 /DB_XREF=gi:6679972 /GEN=Gcnt2 /FEA=FLmRNA /CNT=7 /TID=Mm.23803.1 /TIER=FL /STK=2 /UG=Mm.23803 /LL=14538 /DEF=Mus m
MOE430_2_1421431_at 276.9 174 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_008986.1 /DB_XREF=gi:6679566 /GEN=Ptrf /FEA=FLmRNA /CNT=6 /TID=Mm.8009.1 /TIER=FL /STK=2 /UG=Mm.8009 /LL=19285 /DEF=Mus musc
MOE430_2_1421471_at 139.7 91.2 P P 0.000244 0.000732 -0.5 D 0.99 gb:NM_010934.1 /DB_XREF=gi:6754881 /GEN=Npy1r /FEA=FLmRNA /CNT=6 /TID=Mm.5112.1 /TIER=FL /STK=2 /UG=Mm.5112 /LL=18166 /DEF=Mus mu
MOE430_2_1421541_a_ 16 12.6 A A 0.46 0.56 -0.5 NC 0.5 gb:D87833.1 /DB_XREF=gi:2826128 /GEN=Mef2b /FEA=FLmRNA /CNT=5 /TID=Mm.644.1 /TIER=FL /STK=2 /UG=Mm.644 /LL=17259 /DEF=Mus musculus
MOE430_2_1421581_at 14.8 11.6 A A 0.14 0.29 -0.5 NC 0.5 gb:NM_010606.1 /DB_XREF=gi:8393656 /GEN=Kcnj6 /FEA=FLmRNA /CNT=5 /TID=Mm.4276.1 /TIER=FL /STK=2 /UG=Mm.4276 /LL=16522 /DEF=Mus mus
MOE430_2_1421619_at 40.9 27.4 A A 0.21 0.3 -0.5 NC 0.5 gb:NM_010601.1 /DB_XREF=gi:6754423 /GEN=Kcnh3 /FEA=FLmRNA /CNT=3 /TID=Mm.100209.1 /TIER=FL /STK=2 /UG=Mm.100209 /LL=16512 /DEF=Mu
MOE430_2_1421622_a_ 3.9 2.8 A A 0.27 0.46 -0.5 NC 0.66 gb:NM_019688.1 /DB_XREF=gi:9790086 /GEN=Cgef2-pending /FEA=FLmRNA /CNT=3 /TID=Mm.196153.1 /TIER=FL /STK=2 /UG=Mm.196153 /LL=56508 /
MOE430_2_1421655_a_ 7 2.3 A A 0.39 0.66 -0.5 NC 0.5 gb:NM_009916.1 /DB_XREF=gi:6857772 /GEN=Cmkbr4 /FEA=FLmRNA /CNT=3 /TID=Mm.1337.1 /TIER=FL /STK=2 /UG=Mm.1337 /LL=12773 /DEF=Mus m
MOE430_2_1421708_a_ 639 450.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_009284.1 /DB_XREF=gi:6678154 /GEN=Stat6 /FEA=FLmRNA /CNT=2 /TID=Mm.121721.1 /TIER=FL /STK=2 /UG=Mm.121721 /LL=20852 /DEF=Mus
MOE430_2_1421748_a_ 76.3 60.5 P P 0.01 0.04 -0.5 NC 0.57 gb:NM_019756.1 /DB_XREF=gi:9790052 /GEN=Tubd1 /FEA=FLmRNA /CNT=2 /TID=Mm.158073.1 /TIER=FL /STK=2 /UG=Mm.158073 /LL=56427 /DEF=Mu
MOE430_2_1421847_at 999.6 713.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BM730566 /DB_XREF=gi:19051899 /DB_XREF=ih44f04.x1 /CLONE=IMAGE:5680254 /FEA=FLmRNA /CNT=135 /TID=Mm.28489.1 /TIER=Stack /STK=36
MOE430_2_1421848_at 61.8 42.8 P P 0.000244 0.000244 -0.5 NC 0.73 gb:AF111425.1 /DB_XREF=gi:4093222 /GEN=Ct /FEA=FLmRNA /CNT=93 /TID=Mm.42253.1 /TIER=FL /STK=1 /UG=Mm.42253 /LL=20520 /DEF=Mus mus
MOE430_2_1421851_at 16 8.2 P A 0.005859 0.09 -0.5 NC 0.5 gb:NM_008634.1 /DB_XREF=gi:6678945 /GEN=Mtap1b /FEA=FLmRNA /CNT=150 /TID=Mm.4323.1 /TIER=ConsEnd /STK=0 /UG=Mm.4323 /LL=17755 /DEF
MOE430_2_1421861_at 713.4 578.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG065300 /DB_XREF=gi:12547863 /DB_XREF=H3029E06-3 /CLONE=H3029E06 /FEA=FLmRNA /CNT=145 /TID=Mm.38993.1 /TIER=Stack /STK=33 /U
MOE430_2_1421865_at 26.3 17.2 P A 0.02 0.06 -0.5 NC 0.58 gb:AK006528.1 /DB_XREF=gi:12839678 /GEN=Dbil5 /FEA=FLmRNA /CNT=52 /TID=Mm.46156.1 /TIER=Stack /STK=46 /UG=Mm.46156 /LL=13168 /UG_TIT
MOE430_2_1421890_at 240.4 201.4 P P 0.03 0.03 -0.5 D 0.99 gb:NM_009179.1 /DB_XREF=gi:6677960 /GEN=Siat5 /FEA=FLmRNA /CNT=104 /TID=Mm.200388.1 /TIER=FL /STK=1 /UG=Mm.200388 /LL=20444 /DEF=M
MOE430_2_1421891_at 782.9 613.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG060714 /DB_XREF=gi:12529481 /DB_XREF=L0906H12-3 /CLONE=L0906H12 /FEA=FLmRNA /CNT=104 /TID=Mm.200388.1 /TIER=Stack /STK=15 /U
MOE430_2_1421994_a_ 123.6 97.5 P P 0.001221 0.001953 -0.5 NC 0.99 gb:NM_021429.1 /DB_XREF=gi:10946793 /GEN=Hs1bp3-pending /FEA=FLmRNA /CNT=14 /TID=Mm.41098.1 /TIER=FL /STK=1 /UG=Mm.41098 /LL=58240 
MOE430_2_1422092_at 12.1 12.8 P P 0.01 0.01 -0.5 NC 0.69 gb:BC018418.1 /DB_XREF=gi:17390986 /FEA=FLmRNA /CNT=10 /TID=Mm.4255.1 /TIER=FL /STK=1 /UG=Mm.4255 /LL=18640 /UG_GENE=Pfkfb2 /DEF=M
MOE430_2_1422098_at 9.7 4.3 A A 0.21 0.39 -0.5 NC 0.03 gb:NM_007395.1 /DB_XREF=gi:6680629 /GEN=Acvr1b /FEA=FLmRNA /CNT=8 /TID=Mm.5070.1 /TIER=FL /STK=1 /UG=Mm.5070 /LL=11479 /DEF=Mus m
MOE430_2_1422208_a_ 308.1 215.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC016135.1 /DB_XREF=gi:16359360 /FEA=FLmRNA /CNT=11 /TID=Mm.4702.1 /TIER=FL /STK=1 /UG=Mm.4702 /LL=14697 /UG_GENE=Gnb5 /DEF=M
MOE430_2_1422315_x_ 6.8 8.9 A A 0.09 0.12 -0.5 NC 0.7 gb:NM_011079.1 /DB_XREF=gi:6755053 /GEN=Phkg /FEA=FLmRNA /CNT=1 /TID=Mm.3159.1 /TIER=FL /STK=1 /UG=Mm.3159 /LL=18682 /DEF=Mus mus
MOE430_2_1422325_at 10.8 6.4 P P 0.01 0.03 -0.5 NC 0.5 gb:NM_020018.1 /DB_XREF=gi:9910401 /GEN=Magea5 /FEA=FLmRNA /CNT=1 /TID=Mm.133797.1 /TIER=FL /STK=1 /UG=Mm.133797 /LL=17141 /DEF=M
MOE430_2_1422341_s_ 187.7 122.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_133792.1 /DB_XREF=gi:19527007 /GEN=Lypla3 /FEA=FLmRNA /CNT=1 /TID=Mm.219814.1 /TIER=FL /STK=1 /UG=Mm.219814 /LL=97483 /DEF=M
MOE430_2_1422362_s_ 0.9 0.4 A A 0.94 0.99 -0.5 NC 0.49 gb:NM_013621.1 /DB_XREF=gi:7305352 /GEN=Olfr69 /FEA=FLmRNA /CNT=1 /TID=Mm.103630.1 /TIER=FL /STK=1 /UG=Mm.103630 /LL=18370 /DEF=Mu
MOE430_2_1422373_at 9.8 9 A A 0.17 0.27 -0.5 NC 0.58 gb:NM_019486.1 /DB_XREF=gi:11464984 /GEN=Olfr71 /FEA=FLmRNA /CNT=1 /TID=Mm.88846.1 /TIER=FL /STK=1 /UG=Mm.88846 /LL=56015 /DEF=Mus
MOE430_2_1422387_at 2.9 1.6 A A 0.66 0.75 -0.5 NC 0.27 gb:NM_053232.1 /DB_XREF=gi:16716546 /GEN=V1rc2 /FEA=FLmRNA /CNT=1 /TID=Mm.213182.1 /TIER=FL /STK=1 /UG=Mm.213182 /LL=113859 /DEF=M
MOE430_2_1422545_at 7.9 7.3 A A 0.29 0.36 -0.5 NC 0.64 gb:NM_009324.1 /DB_XREF=gi:6678230 /GEN=Tbx2 /FEA=FLmRNA /CNT=132 /TID=Mm.4605.1 /TIER=FL+Stack /STK=40 /UG=Mm.4605 /LL=21385 /DEF
MOE430_2_1422572_at 692.6 470.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_019566.1 /DB_XREF=gi:9625036 /GEN=Arhg /FEA=FLmRNA /CNT=88 /TID=Mm.30201.1 /TIER=FL+Stack /STK=33 /UG=Mm.30201 /LL=56212 /DE
MOE430_2_1422611_s_ 15.2 10.9 A A 0.19 0.39 -0.5 NC 0.71 gb:AW681763 /DB_XREF=gi:7556453 /DB_XREF=EST00481 /CLONE=EGS1305 /FEA=FLmRNA /CNT=88 /TID=Mm.18496.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1422748_at 41.1 33.8 P P 0.02 0.03 -0.5 NC 0.93 gb:NM_015753.1 /DB_XREF=gi:7657694 /GEN=Zfhx1b /FEA=FLmRNA /CNT=37 /TID=Mm.37676.1 /TIER=FL+Stack /STK=15 /UG=Mm.37676 /LL=24136 /D
MOE430_2_1422762_at 29.5 22.1 A A 0.24 0.46 -0.5 NC 0.5 gb:AB008867.1 /DB_XREF=gi:12313646 /GEN=MmKIF17 /FEA=FLmRNA /CNT=22 /TID=Mm.160373.1 /TIER=FL+Stack /STK=14 /UG=Mm.160373 /LL=165
MOE430_2_1422771_at 615.4 452.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:AF010133.1 /DB_XREF=gi:2507639 /GEN=mSmad6 /FEA=FLmRNA /CNT=34 /TID=Mm.27935.1 /TIER=FL+Stack /STK=13 /UG=Mm.27935 /LL=17130 /
MOE430_2_1422820_at 99.7 91.9 P P 0.000244 0.008057 -0.5 D 0.99 gb:NM_010719.2 /DB_XREF=gi:11968060 /GEN=Lipe /FEA=FLmRNA /CNT=100 /TID=Mm.1721.1 /TIER=FL+Stack /STK=10 /UG=Mm.1721 /LL=16890 /DEF
MOE430_2_1422965_at 237 151.7 P P 0.000244 0.00415 -0.5 D 0.99 gb:NM_009642.1 /DB_XREF=gi:6753011 /GEN=Agtrap /FEA=FLmRNA /CNT=35 /TID=Mm.46247.1 /TIER=FL /STK=0 /UG=Mm.46247 /LL=11610 /DEF=Mus
MOE430_2_1422983_at 1.5 0.4 A A 0.93 0.99 -0.5 NC 0.53 gb:NM_021359.1 /DB_XREF=gi:10946685 /GEN=Itgb6 /FEA=FLmRNA /CNT=14 /TID=Mm.116903.1 /TIER=FL /STK=0 /UG=Mm.116903 /LL=16420 /DEF=M
MOE430_2_1422999_at 70.5 27.5 P P 0.001221 0.008057 -0.5 NC 0.98 gb:NM_016896.1 /DB_XREF=gi:8393834 /GEN=Map3k14 /FEA=FLmRNA /CNT=13 /TID=Mm.103704.1 /TIER=FL /STK=0 /UG=Mm.103704 /LL=53859 /DEF=
MOE430_2_1423222_at 1.1 1 A A 0.95 0.95 -0.5 NC 0.5 gb:AK014979.1 /DB_XREF=gi:12853129 /FEA=FLmRNA /CNT=77 /TID=Mm.44529.1 /TIER=Stack /STK=11 /UG=Mm.44529 /LL=67252 /UG_GENE=2810452
MOE430_2_1423233_at 2582.9 1782.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB831146 /DB_XREF=gi:17009389 /DB_XREF=BB831146 /CLONE=G930015F03 /FEA=FLmRNA /CNT=34 /TID=Mm.4639.1 /TIER=Stack /STK=25 /UG=
MOE430_2_1423292_a_ 106.9 70.6 P P 0.01 0.03 -0.5 D 0.99 gb:BG072867 /DB_XREF=gi:12555436 /DB_XREF=H3115H07-3 /CLONE=H3115H07 /FEA=FLmRNA /CNT=27 /TID=Mm.10119.1 /TIER=Stack /STK=18 /UG
MOE430_2_1423341_at 482.4 307.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB794656 /DB_XREF=gi:16964275 /DB_XREF=BB794656 /CLONE=G431001F06 /FEA=FLmRNA /CNT=59 /TID=Mm.41329.1 /TIER=Stack /STK=14 /UG
MOE430_2_1423364_a_ 295.7 219.1 P P 0.001221 0.000732 -0.5 D 0.99 gb:AW490901 /DB_XREF=gi:7061175 /DB_XREF=UI-M-BH3-atc-d-06-0-UI.s1 /CLONE=UI-M-BH3-atc-d-06-0-UI /FEA=FLmRNA /CNT=57 /TID=Mm.887
MOE430_2_1423385_at 296 207 P P 0.000244 0.000244 -0.5 D 0.99 gb:AW554774 /DB_XREF=gi:7200197 /DB_XREF=L0245C07-3 /CLONE=L0245C07 /FEA=FLmRNA /CNT=100 /TID=Mm.7843.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1423389_at 77.1 49.3 P P 0.000244 0.001221 -0.5 NC 0.99 gb:BF226166 /DB_XREF=gi:11133844 /DB_XREF=uz48d08.x1 /CLONE=IMAGE:3672303 /FEA=FLmRNA /CNT=47 /TID=Mm.34407.1 /TIER=Stack /STK=9 /
MOE430_2_1423414_at 1294 887.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB520073 /DB_XREF=gi:16443382 /DB_XREF=BB520073 /CLONE=D830039P19 /FEA=FLmRNA /CNT=206 /TID=Mm.2792.1 /TIER=Stack /STK=61 /UG
MOE430_2_1423475_at 234.3 172.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG070401 /DB_XREF=gi:12552970 /DB_XREF=H3086H12-3 /CLONE=H3086H12 /FEA=FLmRNA /CNT=100 /TID=Mm.38506.1 /TIER=Stack /STK=17 /U
MOE430_2_1423546_at 9.2 6.8 P A 0.03 0.09 -0.5 NC 0.86 gb:BB633247 /DB_XREF=gi:16469715 /DB_XREF=BB633247 /CLONE=A330028E08 /FEA=FLmRNA /CNT=310 /TID=Mm.12236.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423564_a_ 2182.2 1372 P P 0.000244 0.000244 -0.5 D 0.99 gb:BM207712 /DB_XREF=gi:17763650 /DB_XREF=C0616H02-3 /CLONE=C0616H02 /FEA=FLmRNA /CNT=403 /TID=Mm.182931.1 /TIER=Stack /STK=10 /
MOE430_2_1423686_a_ 1625.6 1102.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC016234.1 /DB_XREF=gi:16740721 /FEA=FLmRNA /CNT=214 /TID=Mm.29865.1 /TIER=FL+Stack /STK=157 /UG=Mm.29865 /LL=66151 /UG_GENE=1
MOE430_2_1423694_at 1757.6 1181.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC006935.1 /DB_XREF=gi:13905271 /FEA=FLmRNA /CNT=282 /TID=Mm.138199.2 /TIER=FL+Stack /STK=150 /UG=Mm.138199 /LL=67424 /UG_GENE=
MOE430_2_1423760_at 783.7 549.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC005676.1 /DB_XREF=gi:13542980 /FEA=FLmRNA /CNT=195 /TID=Mm.24138.1 /TIER=FL+Stack /STK=125 /UG=Mm.24138 /LL=12505 /UG_GENE=C
MOE430_2_1423783_at 322.3 225.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC024469.1 /DB_XREF=gi:19353774 /FEA=FLmRNA /CNT=167 /TID=Mm.200695.1 /TIER=FL+Stack /STK=112 /UG=Mm.200695 /DEF=Mus musculus, S
MOE430_2_1423786_at 233.3 170.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC024401.1 /DB_XREF=gi:19354430 /FEA=FLmRNA /CNT=154 /TID=Mm.22317.1 /TIER=FL+Stack /STK=111 /UG=Mm.22317 /LL=66803 /UG_GENE=84
MOE430_2_1423821_at 140.9 103.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC007160.1 /DB_XREF=gi:13938090 /FEA=FLmRNA /CNT=180 /TID=Mm.4511.1 /TIER=FL+Stack /STK=99 /UG=Mm.4511 /LL=101118 /UG_GENE=AI50
MOE430_2_1423834_s_ 227.6 148.9 P P 0.001953 0.00293 -0.5 D 0.99 gb:BC026802.1 /DB_XREF=gi:20073194 /FEA=FLmRNA /CNT=165 /TID=Mm.34525.1 /TIER=FL+Stack /STK=95 /UG=Mm.34525 /LL=73931 /UG_GENE=493
MOE430_2_1423856_at 45.4 22.1 P P 0.001221 0.000244 -0.5 NC 0.5 gb:AF204176.2 /DB_XREF=gi:10835914 /GEN=Pop3 /FEA=FLmRNA /CNT=191 /TID=Mm.5290.1 /TIER=FL /STK=6 /UG=Mm.5290 /LL=78977 /DEF=Mus m
MOE430_2_1423912_at 695.9 519.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC022115.1 /DB_XREF=gi:18381069 /FEA=FLmRNA /CNT=138 /TID=Mm.142354.1 /TIER=FL+Stack /STK=80 /UG=Mm.142354 /LL=68938 /UG_GENE=
MOE430_2_1423955_a_ 547 477.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:AY029532.1 /DB_XREF=gi:13936282 /FEA=FLmRNA /CNT=221 /TID=Mm.181009.1 /TIER=FL+Stack /STK=72 /UG=Mm.181009 /LL=76893 /UG_GENE=0
MOE430_2_1423986_a_ 2297 1744 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC010238.1 /DB_XREF=gi:16307390 /FEA=FLmRNA /CNT=195 /TID=Mm.196533.1 /TIER=FL+Stack /STK=69 /UG=Mm.196533 /LL=66940 /UG_GENE=2
MOE430_2_1423993_at 2731.6 1876.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC016553.1 /DB_XREF=gi:16741471 /FEA=FLmRNA /CNT=171 /TID=Mm.29541.1 /TIER=FL+Stack /STK=68 /UG=Mm.29541 /LL=66144 /UG_GENE=11
MOE430_2_1424015_at 1626.8 1274.7 P P 0.001953 0.001953 -0.5 D 0.99 gb:BC022119.1 /DB_XREF=gi:18380997 /FEA=FLmRNA /CNT=141 /TID=Mm.21904.1 /TIER=FL+Stack /STK=63 /UG=Mm.21904 /LL=19347 /UG_GENE=Ra
MOE430_2_1424027_at 621.6 489.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC025493.1 /DB_XREF=gi:19343723 /FEA=FLmRNA /CNT=114 /TID=Mm.18714.1 /TIER=FL+Stack /STK=60 /UG=Mm.18714 /LL=100926 /UG_GENE=A
MOE430_2_1424049_at 880.4 635.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC027203.1 /DB_XREF=gi:20070667 /FEA=FLmRNA /CNT=99 /TID=Mm.29681.1 /TIER=FL+Stack /STK=59 /UG=Mm.29681 /LL=77809 /UG_GENE=A93
MOE430_2_1424052_at 485.4 355.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC013538.1 /DB_XREF=gi:15488812 /FEA=FLmRNA /CNT=110 /TID=Mm.29667.1 /TIER=FL+Stack /STK=58 /UG=Mm.29667 /LL=67026 /UG_GENE=20
MOE430_2_1424059_at 186.1 114 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC024816.1 /DB_XREF=gi:19353489 /FEA=FLmRNA /CNT=101 /TID=Mm.219641.1 /TIER=FL+Stack /STK=58 /UG=Mm.219641 /DEF=Mus musculus, Sim
MOE430_2_1424097_at 60.4 32 P A 0.01 0.09 -0.5 NC 0.97 gb:BC005602.1 /DB_XREF=gi:13542798 /FEA=FLmRNA /CNT=102 /TID=Mm.41397.1 /TIER=FL+Stack /STK=54 /UG=Mm.41397 /LL=74559 /UG_GENE=913
MOE430_2_1424100_s_ 20.8 11.1 A A 0.09 0.12 -0.5 NC 0.5 gb:BC023032.1 /DB_XREF=gi:18606190 /FEA=FLmRNA /CNT=68 /TID=Mm.87027.2 /TIER=FL+Stack /STK=54 /UG=Mm.87027 /LL=57754 /UG_GENE=Bm8
MOE430_2_1424121_at 731.7 506.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AB076722.1 /DB_XREF=gi:18143653 /GEN=U2MU /FEA=FLmRNA /CNT=58 /TID=Mm.29542.1 /TIER=FL+Stack /STK=52 /UG=Mm.29542 /UG_TITLE=M
MOE430_2_1424169_at 2054 1543.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC008166.1 /DB_XREF=gi:14198212 /FEA=FLmRNA /CNT=157 /TID=Mm.186.1 /TIER=FL+Stack /STK=47 /UG=Mm.186 /LL=76281 /UG_GENE=130001
MOE430_2_1424176_a_ 1461.5 1031.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BE628614 /DB_XREF=gi:9911302 /DB_XREF=uu03b04.x1 /CLONE=IMAGE:3370831 /FEA=FLmRNA /CNT=77 /TID=Mm.619.2 /TIER=Stack /STK=9 /UG
MOE430_2_1424219_at 151.8 119.3 P P 0.000732 0.001953 -0.5 D 0.99 gb:BC005625.1 /DB_XREF=gi:13542855 /FEA=FLmRNA /CNT=64 /TID=Mm.63323.1 /TIER=FL+Stack /STK=45 /UG=Mm.63323 /DEF=Mus musculus, Simila
MOE430_2_1424301_at 91.7 77.5 P P 0.000732 0.008057 -0.5 D 0.99 gb:AB063578.1 /DB_XREF=gi:14549185 /GEN=ZNF219 /FEA=FLmRNA /CNT=68 /TID=Mm.9239.1 /TIER=FL+Stack /STK=39 /UG=Mm.9239 /LL=69890 /DE
MOE430_2_1424302_at 0.5 0.4 A A 0.98 0.93 -0.5 NC 0.5 gb:U96693.1 /DB_XREF=gi:2138374 /GEN=6M1 /FEA=FLmRNA /CNT=62 /TID=Mm.3189.1 /TIER=FL+Stack /STK=39 /UG=Mm.3189 /LL=18733 /DEF=Mus
MOE430_2_1424308_at 731.1 543.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC017615.1 /DB_XREF=gi:17160891 /FEA=FLmRNA /CNT=95 /TID=Mm.86818.1 /TIER=FL+Stack /STK=38 /UG=Mm.86818 /LL=94249 /UG_GENE=Slc2
MOE430_2_1424339_at 15 9.8 A A 0.27 0.53 -0.5 NC 0.5 gb:AB067533.1 /DB_XREF=gi:18389328 /GEN=oasl9 /FEA=FLmRNA /CNT=54 /TID=Mm.95479.1 /TIER=FL+Stack /STK=37 /UG=Mm.95479 /DEF=Mus mus
MOE430_2_1424406_at 144 86.4 P P 0.000244 0.000732 -0.5 NC 0.99 gb:BC027307.1 /DB_XREF=gi:20071097 /FEA=FLmRNA /CNT=90 /TID=Mm.27990.1 /TIER=FL+Stack /STK=34 /UG=Mm.27990 /DEF=Mus musculus, Simila
MOE430_2_1424431_at 206.8 153.6 P P 0.000732 0.000244 -0.5 NC 0.99 gb:BC023112.1 /DB_XREF=gi:18606380 /FEA=FLmRNA /CNT=57 /TID=Mm.77112.1 /TIER=FL+Stack /STK=33 /UG=Mm.77112 /LL=78752 /UG_GENE=4632
MOE430_2_1424470_a_ 43.3 25 P P 0.00415 0.00415 -0.5 NC 0.98 gb:BC020532.1 /DB_XREF=gi:18088209 /FEA=FLmRNA /CNT=53 /TID=Mm.24028.1 /TIER=FL+Stack /STK=30 /UG=Mm.24028 /DEF=Mus musculus, Simila
MOE430_2_1424480_s_ 1057.8 779.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC026151.1 /DB_XREF=gi:20072783 /FEA=FLmRNA /CNT=78 /TID=Mm.177194.2 /TIER=FL+Stack /STK=30 /UG=Mm.177194 /LL=11652 /UG_GENE=A
MOE430_2_1424498_at 26.1 23.2 P P 0.005859 0.008057 -0.5 NC 0.59 gb:AV257543 /DB_XREF=gi:15405349 /DB_XREF=AV257543 /CLONE=4921538B19 /FEA=FLmRNA /CNT=74 /TID=Mm.34300.1 /TIER=Stack /STK=10 /UG
MOE430_2_1424563_at 33.5 20.8 P P 0.01 0.03 -0.5 NC 0.59 gb:BG920712 /DB_XREF=gi:14301188 /DB_XREF=602824610F1 /CLONE=IMAGE:4953170 /FEA=FLmRNA /CNT=234 /TID=Mm.16228.1 /TIER=ConsEnd /ST
MOE430_2_1424597_at 549.5 357.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC025839.1 /DB_XREF=gi:19388018 /FEA=FLmRNA /CNT=59 /TID=Mm.39990.1 /TIER=FL+Stack /STK=23 /UG=Mm.39990 /LL=68767 /UG_GENE=1110
MOE430_2_1424604_s_ 775.6 569 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC026981.1 /DB_XREF=gi:20073362 /FEA=FLmRNA /CNT=58 /TID=Mm.21421.1 /TIER=FL+Stack /STK=23 /UG=Mm.21421 /DEF=Mus musculus, Simila
MOE430_2_1424634_at 206.5 165.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC011290.1 /DB_XREF=gi:15030084 /FEA=FLmRNA /CNT=31 /TID=Mm.40713.1 /TIER=FL+Stack /STK=22 /UG=Mm.40713 /DEF=Mus musculus, clone 
MOE430_2_1424639_a_ 560.8 401.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC025440.1 /DB_XREF=gi:19343555 /FEA=FLmRNA /CNT=93 /TID=Mm.22668.2 /TIER=FL+Stack /STK=21 /UG=Mm.22668 /LL=15356 /UG_GENE=Hmg
MOE430_2_1424643_at 275 160.9 P P 0.001953 0.001953 -0.5 D 0.99 gb:U81030.1 /DB_XREF=gi:2145148 /GEN=tcof1 /FEA=FLmRNA /CNT=40 /TID=Mm.2215.2 /TIER=FL+Stack /STK=21 /UG=Mm.2215 /LL=21453 /DEF=Mu
MOE430_2_1424684_at 1653.6 1188.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC023027.1 /DB_XREF=gi:18606181 /FEA=FLmRNA /CNT=161 /TID=Mm.29829.1 /TIER=FL+Stack /STK=19 /UG=Mm.29829 /LL=103692 /UG_GENE=A
MOE430_2_1424695_at 40.4 29.3 P P 0.00415 0.000732 -0.5 NC 0.5 gb:BI655305 /DB_XREF=gi:15569541 /DB_XREF=603283331F1 /CLONE=IMAGE:5327791 /FEA=FLmRNA /CNT=95 /TID=Mm.30013.1 /TIER=Stack /STK=10
MOE430_2_1424726_at 303.1 229.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC014685.1 /DB_XREF=gi:15928403 /FEA=FLmRNA /CNT=42 /TID=Mm.170023.1 /TIER=FL+Stack /STK=18 /UG=Mm.170023 /DEF=Mus musculus, clon
MOE430_2_1424732_s_ 355.7 266.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC020157.1 /DB_XREF=gi:18044901 /FEA=FLmRNA /CNT=20 /TID=Mm.218516.1 /TIER=FL+Stack /STK=18 /UG=Mm.218516 /DEF=Mus musculus, Sim
MOE430_2_1424776_a_ 205.2 202.2 P P 0.000244 0.000732 -0.5 MD 0.99 gb:BC025908.1 /DB_XREF=gi:19483945 /FEA=FLmRNA /CNT=49 /TID=Mm.23827.1 /TIER=FL+Stack /STK=16 /UG=Mm.23827 /DEF=Mus musculus, Simila
MOE430_2_1424786_s_ 312.4 223.8 P P 0.000244 0.000732 -0.5 D 0.99 gb:BC011479.1 /DB_XREF=gi:15079284 /FEA=FLmRNA /CNT=39 /TID=Mm.28850.1 /TIER=FL+Stack /STK=16 /UG=Mm.28850 /LL=54636 /UG_GENE=DXIm
MOE430_2_1424815_at 7.1 2.7 A A 0.53 0.46 -0.5 NC 0.24 gb:BC021322.1 /DB_XREF=gi:18204072 /FEA=FLmRNA /CNT=33 /TID=Mm.25781.1 /TIER=FL+Stack /STK=15 /UG=Mm.25781 /DEF=Mus musculus, clone 
MOE430_2_1424819_a_ 208.7 193.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC005633.1 /DB_XREF=gi:13542875 /FEA=FLmRNA /CNT=16 /TID=Mm.34315.2 /TIER=FL+Stack /STK=15 /UG=Mm.34315 /LL=101489 /UG_GENE=AI1
MOE430_2_1424824_at 0.3 0.4 A A 0.9 0.88 -0.5 NC 0.46 gb:BB704967 /DB_XREF=gi:16053802 /DB_XREF=BB704967 /CLONE=7420471F13 /FEA=FLmRNA /CNT=131 /TID=Mm.27548.1 /TIER=Stack /STK=20 /U
MOE430_2_1424897_at 24.6 16.2 P A 0.04 0.14 -0.5 NC 0.87 gb:BB185838 /DB_XREF=gi:16270440 /DB_XREF=BB185838 /CLONE=A330029G18 /FEA=FLmRNA /CNT=31 /TID=Mm.44103.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1424916_x_ 57.1 41.8 P P 0.00293 0.01 -0.5 NC 0.96 gb:BC026397.1 /DB_XREF=gi:20071365 /FEA=FLmRNA /CNT=59 /TID=Mm.41608.1 /TIER=FL+Stack /STK=11 /UG=Mm.41608 /DEF=Mus musculus, Simila
MOE430_2_1424990_at 159.7 122.1 P P 0.001221 0.01 -0.5 NC 0.99 gb:BQ173909 /DB_XREF=gi:20349395 /DB_XREF=UI-M-DJ2-bvv-e-04-0-UI.s1 /CLONE=UI-M-DJ2-bvv-e-04-0-UI /FEA=FLmRNA /CNT=53 /TID=Mm.21
MOE430_2_1425009_at 21.1 13.5 P P 0.03 0.008057 -0.5 NC 0.5 gb:U46151.1 /DB_XREF=gi:4097088 /GEN=Tcte2 /FEA=FLmRNA /CNT=13 /TID=Mm.23547.1 /TIER=FL+Stack /STK=9 /UG=Mm.23547 /LL=21646 /DEF=M
MOE430_2_1425015_at 274.3 159.3 P M 0.03 0.05 -0.5 NC 0.99 gb:L25890.1 /DB_XREF=gi:414593 /FEA=FLmRNA /CNT=67 /TID=Mm.4652.1 /TIER=FL+Stack /STK=8 /UG=Mm.4652 /LL=13844 /UG_GENE=Ephb2 /DEF=
MOE430_2_1425088_at 28.2 13.5 P A 0.02 0.19 -0.5 NC 0.59 gb:AF112185.1 /DB_XREF=gi:4469398 /FEA=FLmRNA /CNT=24 /TID=Mm.144114.1 /TIER=FL /STK=7 /UG=Mm.144114 /LL=20276 /UG_GENE=Scnn1a /D
MOE430_2_1425165_at 1.3 0.6 A A 0.82 0.98 -0.5 NC 0.5 gb:AB049454.1 /DB_XREF=gi:15823588 /GEN=GrN /FEA=FLmRNA /CNT=6 /TID=Mm.207063.1 /TIER=FL /STK=5 /UG=Mm.207063 /DEF=Mus musculus G
MOE430_2_1425175_at 13.8 7.6 A A 0.12 0.24 -0.5 NC 0.23 gb:AB044560.1 /DB_XREF=gi:10566470 /FEA=FLmRNA /CNT=96 /TID=Mm.81159.1 /TIER=FL /STK=4 /UG=Mm.81159 /LL=68921 /UG_GENE=1110065A22
MOE430_2_1425191_at 113.3 70.8 P P 0.000244 0.000732 -0.5 D 0.99 gb:BC019407.1 /DB_XREF=gi:18043858 /FEA=FLmRNA /CNT=30 /TID=Mm.29321.1 /TIER=FL /STK=4 /UG=Mm.29321 /LL=77090 /UG_GENE=9430098E02
MOE430_2_1425193_at 152.3 96.9 P P 0.000732 0.00293 -0.5 MD 0.99 gb:BC026578.1 /DB_XREF=gi:20071750 /FEA=FLmRNA /CNT=37 /TID=Mm.218254.2 /TIER=FL /STK=4 /UG=Mm.218254 /LL=66552 /UG_GENE=2010106G
MOE430_2_1425239_at 70.2 63.8 P P 0.01 0.03 -0.5 NC 0.95 gb:AY037804.1 /DB_XREF=gi:17061795 /FEA=FLmRNA /CNT=10 /TID=Mm.981.1 /TIER=FL /STK=4 /UG=Mm.981 /DEF=Mus musculus C21orf18 mRNA, co
MOE430_2_1425360_at 30.6 17.3 A A 0.12 0.17 -0.5 NC 0.5 gb:BB648867 /DB_XREF=gi:16483122 /DB_XREF=BB648867 /CLONE=C130042E15 /FEA=FLmRNA /CNT=30 /TID=Mm.213468.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1425429_s_ 15.3 17.3 A P 0.24 0.001221 -0.5 NC 0.48 gb:AF416641.1 /DB_XREF=gi:17432318 /GEN=Ipas /FEA=FLmRNA /CNT=3 /TID=Mm.214947.1 /TIER=FL /STK=2 /UG=Mm.214947 /DEF=Mus musculus in
MOE430_2_1425490_a_ 36.9 28.3 A A 0.09 0.09 -0.5 NC 0.76 gb:AF353243.1 /DB_XREF=gi:13751859 /FEA=FLmRNA /CNT=85 /TID=Mm.181968.1 /TIER=FL /STK=1 /UG=Mm.181968 /LL=73447 /UG_GENE=1700060B



MOE430_2_1425512_at 187.8 127.6 P P 0.001953 0.005859 -0.5 NC 0.99 gb:AW541674 /DB_XREF=gi:7184091 /DB_XREF=C0148A11-3 /CLONE=C0148A11 /FEA=FLmRNA /CNT=73 /TID=Mm.3906.4 /TIER=Stack /STK=25 /UG=
MOE430_2_1425513_at 17.8 16.2 A A 0.14 0.5 -0.5 NC 0.98 gb:BB400341 /DB_XREF=gi:16413674 /DB_XREF=BB400341 /CLONE=C330018C16 /FEA=FLmRNA /CNT=73 /TID=Mm.3906.4 /TIER=Stack /STK=20 /UG=
MOE430_2_1425529_s_ 494.4 413.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF143405 /DB_XREF=gi:10982445 /DB_XREF=601790047F1 /CLONE=IMAGE:4021042 /FEA=FLmRNA /CNT=52 /TID=Mm.220363.1 /TIER=ConsEnd /ST
MOE430_2_1425539_a_ 535.8 445.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AB046114.1 /DB_XREF=gi:14787100 /GEN=rtn3 /FEA=FLmRNA /CNT=27 /TID=Mm.21606.3 /TIER=FL /STK=1 /UG=Mm.21606 /LL=20168 /DEF=Mus m
MOE430_2_1425680_a_ 170 117.5 P P 0.02 0.008057 -0.5 NC 0.96 gb:AF110396.1 /DB_XREF=gi:5230821 /FEA=FLmRNA /CNT=8 /TID=Mm.28734.2 /TIER=FL /STK=1 /UG=Mm.28734 /LL=12234 /UG_GENE=Btrc /DEF=Mu
MOE430_2_1425687_at 12.2 8.7 P A 0.02 0.3 -0.5 NC 0.91 gb:BE284491 /DB_XREF=gi:9161467 /DB_XREF=601087844F1 /CLONE=IMAGE:3482554 /FEA=FLmRNA /CNT=18 /TID=Mm.1993.2 /TIER=ConsEnd /STK=
MOE430_2_1425699_a_ 126.3 98.8 P P 0.000732 0.001953 -0.5 NC 0.92 gb:BC006879.1 /DB_XREF=gi:13905173 /FEA=FLmRNA /CNT=11 /TID=Mm.2240.1 /TIER=FL /STK=1 /UG=Mm.2240 /LL=68644 /UG_GENE=1110013B16Ri
MOE430_2_1425700_at 18.5 11.4 A A 0.27 0.46 -0.5 NC 0.9 gb:AF320126.2 /DB_XREF=gi:14702188 /GEN=Glur1 /FEA=FLmRNA /CNT=10 /TID=Mm.157764.1 /TIER=FL /STK=1 /UG=Mm.157764 /LL=14816 /DEF=Mu
MOE430_2_1425719_a_ 196.8 125 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC002019.1 /DB_XREF=gi:12805124 /FEA=FLmRNA /CNT=7 /TID=Mm.7491.1 /TIER=FL /STK=1 /UG=Mm.7491 /LL=64685 /UG_GENE=Nmi /DEF=Mus 
MOE430_2_1425740_at 14.7 10.4 A A 0.24 0.3 -0.5 NC 0.5 gb:BG070205 /DB_XREF=gi:12552774 /DB_XREF=H3084G12-3 /CLONE=H3084G12 /FEA=FLmRNA /CNT=13 /TID=Mm.36417.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1425756_at 68.7 45.6 A M 0.12 0.05 -0.5 NC 0.96 gb:AF425643.1 /DB_XREF=gi:18141138 /FEA=FLmRNA /CNT=7 /TID=Mm.24511.1 /TIER=FL /STK=1 /UG=Mm.24511 /LL=217371 /UG_GENE=RAB40B /DE
MOE430_2_1425797_a_ 41.5 37.6 P P 0.000244 0.001221 -0.5 NC 0.97 gb:U36776.1 /DB_XREF=gi:1041782 /GEN=Syk /FEA=FLmRNA /CNT=4 /TID=Mm.4708.2 /TIER=FL /STK=1 /UG=Mm.4708 /LL=20963 /DEF=Mus musculus
MOE430_2_1425851_a_ 11.9 10.6 A A 0.21 0.46 -0.5 NC 0.72 gb:BC022907.1 /DB_XREF=gi:18606130 /FEA=FLmRNA /CNT=3 /TID=Mm.153435.1 /TIER=FL /STK=1 /UG=Mm.153435 /DEF=Mus musculus, clone MGC:2
MOE430_2_1425868_at 44.6 40.2 P P 0.03 0.005859 -0.5 NC 0.5 gb:BC019122.1 /DB_XREF=gi:17512298 /FEA=FLmRNA /CNT=3 /TID=Mm.214641.1 /TIER=FL /STK=1 /UG=Mm.214641 /DEF=Mus musculus, Similar to H2
MOE430_2_1425918_at 43.2 31 P P 0.000244 0.000732 -0.5 NC 0.98 gb:BC022961.1 /DB_XREF=gi:18606151 /FEA=FLmRNA /CNT=2 /TID=Mm.215170.1 /TIER=FL /STK=1 /UG=Mm.215170 /DEF=Mus musculus, Similar to EG
MOE430_2_1425933_a_ 296.4 209.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC006028.1 /DB_XREF=gi:13543752 /FEA=FLmRNA /CNT=2 /TID=Mm.29601.2 /TIER=FL /STK=1 /UG=Mm.29601 /LL=76952 /UG_GENE=2010002I23Ri
MOE430_2_1425991_a_ 102.4 73.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC010245.1 /DB_XREF=gi:16307400 /FEA=FLmRNA /CNT=1 /TID=Mm.116602.1 /TIER=FL /STK=1 /UG=Mm.116602 /DEF=Mus musculus, clone MGC:1
MOE430_2_1426010_a_ 153.6 127.8 P P 0.000244 0.001953 -0.5 D 0.99 gb:AF177146.1 /DB_XREF=gi:5764660 /GEN=Dal1 /FEA=FLmRNA /CNT=1 /TID=Mm.17951.2 /TIER=FL /STK=1 /UG=Mm.17951 /LL=13823 /DEF=Mus mus
MOE430_2_1426013_s_ 61.5 53.7 P P 0.000244 0.001221 -0.5 NC 0.99 gb:BC024961.1 /DB_XREF=gi:19353509 /FEA=FLmRNA /CNT=1 /TID=Mm.25530.2 /TIER=FL /STK=1 /UG=Mm.25530 /DEF=Mus musculus, clone MGC:369
MOE430_2_1426026_at 21.7 13.6 A A 0.11 0.14 -0.5 NC 0.5 gb:BC025030.1 /DB_XREF=gi:19264087 /FEA=FLmRNA /CNT=1 /TID=Mm.7039.2 /TIER=FL /STK=1 /UG=Mm.7039 /LL=68879 /UG_GENE=1190003A07Rik 
MOE430_2_1426063_a_ 13.9 9 P A 0.03 0.12 -0.5 NC 0.73 gb:U10551.1 /DB_XREF=gi:511464 /GEN=gem /FEA=FLmRNA /CNT=1 /TID=Mm.4362.2 /TIER=FL /STK=1 /UG=Mm.4362 /LL=14579 /DEF=Mus musculus 
MOE430_2_1426081_a_ 6.5 3.8 A A 0.17 0.43 -0.5 NC 0.5 gb:AF177197.1 /DB_XREF=gi:5823352 /FEA=FLmRNA /CNT=1 /TID=Mm.21389.2 /TIER=FL /STK=1 /UG=Mm.21389 /LL=13371 /UG_GENE=Dio2 /DEF=Mu
MOE430_2_1426085_a_ 143.9 94.4 P P 0.005859 0.005859 -0.5 NC 0.98 gb:AF293883.1 /DB_XREF=gi:18461378 /FEA=FLmRNA /CNT=1 /TID=Mm.18714.2 /TIER=FL /STK=1 /UG=Mm.18714 /LL=100926 /UG_GENE=AW123232 /
MOE430_2_1426110_a_ 270.7 197 P P 0.000732 0.000732 -0.5 D 0.99 gb:U48235.1 /DB_XREF=gi:1203898 /FEA=FLmRNA /CNT=1 /TID=Mm.4772.2 /TIER=FL /STK=1 /UG=Mm.4772 /LL=14745 /UG_GENE=Edg2 /DEF=Mus mu
MOE430_2_1426131_at 4.7 2.2 A A 0.33 0.39 -0.5 NC 0.05 gb:AB047758.1 /DB_XREF=gi:15320415 /FEA=FLmRNA /CNT=1 /TID=Mm.207076.1 /TIER=FL /STK=1 /UG=Mm.207076 /DEF=Mus musculus mRNA for ser
MOE430_2_1426167_a_ 12.6 10.4 M A 0.05 0.06 -0.5 NC 0.22 gb:M64266.1 /DB_XREF=gi:192362 /FEA=FLmRNA /CNT=1 /TID=Mm.2951.2 /TIER=FL /STK=1 /UG=Mm.2951 /LL=12326 /UG_GENE=Camk4 /DEF=Mouse
MOE430_2_1426209_at 789.4 547.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AF414080.1 /DB_XREF=gi:15778439 /GEN=Zin /FEA=FLmRNA /CNT=147 /TID=Mm.21612.1 /TIER=FL+Stack /STK=65 /UG=Mm.21612 /LL=97387 /DEF
MOE430_2_1426222_s_ 21.8 16.5 P P 0.005859 0.008057 -0.5 NC 0.64 gb:BG074178 /DB_XREF=gi:12556747 /DB_XREF=H3131G07-3 /CLONE=H3131G07 /FEA=FLmRNA /CNT=209 /TID=Mm.34060.1 /TIER=ConsEnd /STK=1 
MOE430_2_1426223_at 231.7 104.1 P P 0.001953 0.008057 -0.5 D 0.99 gb:BC020021.1 /DB_XREF=gi:18043658 /FEA=FLmRNA /CNT=78 /TID=Mm.24629.1 /TIER=FL+Stack /STK=47 /UG=Mm.24629 /LL=72747 /UG_GENE=2810
MOE430_2_1426436_at 68.8 50.4 A P 0.06 0.02 -0.5 NC 0.76 gb:BG066131 /DB_XREF=gi:12548694 /DB_XREF=H3039C08-3 /CLONE=H3039C08 /FEA=FLmRNA /CNT=61 /TID=Mm.24984.1 /TIER=Stack /STK=20 /UG
MOE430_2_1426450_at 116 66.5 P P 0.00293 0.00293 -0.5 NC 0.97 gb:BM207017 /DB_XREF=gi:17762719 /DB_XREF=C0606F08-3 /CLONE=C0606F08 /FEA=FLmRNA /CNT=47 /TID=Mm.28034.1 /TIER=Stack /STK=17 /UG
MOE430_2_1426519_at 180.6 142.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB253720 /DB_XREF=gi:8946466 /DB_XREF=BB253720 /CLONE=A730058L05 /FEA=FLmRNA /CNT=95 /TID=Mm.2212.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1426587_a_ 1135.8 786.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AI325183 /DB_XREF=gi:4059612 /DB_XREF=ms23h04.x1 /CLONE=IMAGE:607831 /FEA=FLmRNA /CNT=38 /TID=Mm.196029.2 /TIER=Stack /STK=12 /
MOE430_2_1426666_a_ 716.7 545.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BM121132 /DB_XREF=gi:17089158 /DB_XREF=L0948H03-3 /CLONE=L0948H03 /FEA=mRNA /CNT=248 /TID=Mm.23889.1 /TIER=Stack /STK=135 /UG
MOE430_2_1426696_at 1003.7 738.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:AI790446 /DB_XREF=gi:5338162 /DB_XREF=ul01c08.x1 /CLONE=IMAGE:2064782 /FEA=mRNA /CNT=227 /TID=Mm.4560.1 /TIER=Stack /STK=109 /UG
MOE430_2_1426715_s_ 112.1 76.8 P P 0.000244 0.000732 -0.5 D 0.99 gb:AK003278.1 /DB_XREF=gi:12833844 /FEA=mRNA /CNT=125 /TID=Mm.25013.1 /TIER=Stack /STK=95 /UG=Mm.25013 /LL=68489 /UG_GENE=1110002C
MOE430_2_1426731_at 24.5 14.2 A A 0.46 0.63 -0.5 NC 0.68 gb:AA738859 /DB_XREF=gi:2776111 /DB_XREF=vv67h06.r1 /CLONE=IMAGE:1227515 /FEA=mRNA /CNT=231 /TID=Mm.6712.1 /TIER=Stack /STK=83 /UG
MOE430_2_1426752_at 95.2 48.9 P P 0.001953 0.000732 -0.5 NC 0.76 gb:AW551496 /DB_XREF=gi:7196924 /DB_XREF=L0079G02-3 /CLONE=L0079G02 /FEA=mRNA /CNT=207 /TID=Mm.28483.1 /TIER=Stack /STK=30 /UG=M
MOE430_2_1426774_at 740.4 512.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BM227980 /DB_XREF=gi:17790458 /DB_XREF=K0253C12-3 /CLONE=K0253C12 /FEA=mRNA /CNT=121 /TID=Mm.29894.1 /TIER=Stack /STK=70 /UG=
MOE430_2_1426851_a_ 6584.4 3992.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:X96585.1 /DB_XREF=gi:1226018 /GEN=nov /FEA=mRNA /CNT=60 /TID=Mm.5167.2 /TIER=Stack /STK=49 /UG=Mm.5167 /LL=18133 /UG_TITLE=nephr
MOE430_2_1426855_at 533.5 365.4 P P 0.000732 0.001221 -0.5 D 0.99 gb:AK010452.1 /DB_XREF=gi:12845908 /FEA=mRNA /CNT=101 /TID=Mm.22583.1 /TIER=Stack /STK=48 /UG=Mm.22583 /LL=71969 /UG_GENE=2410008H
MOE430_2_1426864_a_ 165.8 137 P P 0.001221 0.001953 -0.5 D 0.99 gb:X15052.1 /DB_XREF=gi:53349 /FEA=mRNA /CNT=120 /TID=Mm.4974.3 /TIER=Stack /STK=48 /UG=Mm.4974 /LL=17967 /UG_GENE=Ncam1 /DEF=Mou
MOE430_2_1426880_at 54.5 52.7 P P 0.000244 0.000244 -0.5 NC 0.92 gb:BM250266 /DB_XREF=gi:17885536 /DB_XREF=K0846H11-3 /CLONE=K0846H11 /FEA=mRNA /CNT=81 /TID=Mm.34309.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1426935_at 3.5 2.8 A A 0.66 0.82 -0.5 NC 0.5 gb:BC013565.1 /DB_XREF=gi:15488868 /FEA=mRNA /CNT=75 /TID=Mm.5296.1 /TIER=ConsEnd /STK=0 /UG=Mm.5296 /DEF=Mus musculus, clone IMAGE
MOE430_2_1426970_a_ 152.2 100.9 P P 0.01 0.01 -0.5 NC 0.97 gb:AK004894.1 /DB_XREF=gi:12836423 /FEA=mRNA /CNT=70 /TID=Mm.1183.1 /TIER=Stack /STK=31 /UG=Mm.1183 /LL=74153 /UG_GENE=1300004C08R
MOE430_2_1427000_at 0.4 0.2 A A 0.94 0.99 -0.5 NC 0.71 gb:BF580781 /DB_XREF=gi:11654493 /DB_XREF=602093939F1 /CLONE=IMAGE:4208433 /FEA=mRNA /CNT=63 /TID=Mm.202383.1 /TIER=Stack /STK=27
MOE430_2_1427006_at 256.1 194.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB339051 /DB_XREF=gi:16404383 /DB_XREF=BB339051 /CLONE=B930016C20 /FEA=mRNA /CNT=81 /TID=Mm.149978.1 /TIER=Stack /STK=26 /UG=
MOE430_2_1427051_at 210.7 224.2 P P 0.000244 0.001953 -0.5 D 0.99 gb:BQ031120 /DB_XREF=gi:19766399 /DB_XREF=UI-1-CF0-alz-f-04-0-UI.s1 /CLONE=UI-1-CF0-alz-f-04-0-UI /FEA=mRNA /CNT=54 /TID=Mm.23606.1 
MOE430_2_1427079_at 109.5 77.2 P P 0.000732 0.000732 -0.5 D 0.99 gb:U51204.1 /DB_XREF=gi:1256435 /GEN=EB2 /FEA=mRNA /CNT=55 /TID=Mm.22628.1 /TIER=Stack /STK=19 /UG=Mm.22628 /LL=100732 /DEF=Mus mu
MOE430_2_1427121_at 244.4 168.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF455337 /DB_XREF=gi:11521506 /DB_XREF=UI-M-BZ1-bkf-f-10-0-UI.s1 /CLONE=UI-M-BZ1-bkf-f-10-0-UI /FEA=mRNA /CNT=30 /TID=Mm.35735.
MOE430_2_1427155_at 52.3 38.6 P P 0.03 0.03 -0.5 NC 0.96 gb:AK014510.1 /DB_XREF=gi:12852416 /FEA=mRNA /CNT=23 /TID=Mm.40502.1 /TIER=Stack /STK=13 /UG=Mm.40502 /LL=70794 /UG_GENE=4631403P0
MOE430_2_1427222_a_ 0.9 0.5 A A 0.8 0.98 -0.5 NC 0.77 gb:AK020349.1 /DB_XREF=gi:12860913 /GEN=Svp2 /FEA=mRNA /CNT=127 /TID=Mm.1286.1 /TIER=Stack /STK=79 /UG=Mm.1286 /LL=20941 /UG_TITLE
MOE430_2_1427228_at 871.8 582 P P 0.000244 0.000244 -0.5 D 0.99 gb:AF205078.1 /DB_XREF=gi:9828172 /FEA=mRNA /CNT=116 /TID=Mm.29933.1 /TIER=Stack /STK=76 /UG=Mm.29933 /LL=72333 /UG_GENE=2410003B1
MOE430_2_1427394_at 16.8 8.9 A A 0.17 0.43 -0.5 NC 0.5 gb:AB030734.1 /DB_XREF=gi:6855331 /FEA=mRNA /CNT=9 /TID=Mm.138625.1 /TIER=ConsEnd /STK=2 /UG=Mm.138625 /LL=111975 /UG_GENE=Igf2as /
MOE430_2_1427472_a_ 1.1 0.9 A A 0.94 0.87 -0.5 NC 0.5 gb:BC022129.1 /DB_XREF=gi:18381133 /FEA=mRNA /CNT=19 /TID=Mm.87072.1 /TIER=ConsEnd /STK=0 /UG=Mm.87072 /LL=100180 /UG_GENE=493043
MOE430_2_1427480_at 3.6 4.1 A A 0.56 0.6 -0.5 NC 0.5 gb:AA571276 /DB_XREF=gi:2346205 /DB_XREF=vl90f09.r1 /CLONE=IMAGE:987977 /FEA=mRNA /CNT=11 /TID=Mm.24283.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427596_at 4.4 2.9 A A 0.46 0.69 -0.5 NC 0.58 gb:AF138745.1 /DB_XREF=gi:13469702 /FEA=mRNA /CNT=3 /TID=Mm.197672.1 /TIER=ConsEnd /STK=0 /UG=Mm.197672 /LL=22097 /UG_GENE=Tsix /U
MOE430_2_1427613_at 29 15.9 P M 0.008057 0.05 -0.5 NC 0.88 gb:AI449267 /DB_XREF=gi:4288806 /DB_XREF=mt02g01.x1 /CLONE=IMAGE:619920 /FEA=mRNA /CNT=4 /TID=Mm.194579.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1427619_a_ 1.6 1.3 A A 0.93 0.91 -0.5 NC 0.78 gb:BC024909.1 /DB_XREF=gi:19353135 /FEA=mRNA /CNT=1 /TID=Mm.128267.1 /TIER=ConsEnd /STK=1 /UG=Mm.128267 /DEF=Mus musculus, clone IMA
MOE430_2_1427623_at 8.6 9.6 A A 0.19 0.19 -0.5 NC 0.33 gb:AF061531.1 /DB_XREF=gi:3414812 /GEN=rjs /FEA=mRNA /CNT=1 /TID=Mm.20929.2 /TIER=ConsEnd /STK=1 /UG=Mm.20929 /LL=15204 /DEF=Mus m
MOE430_2_1427637_a_ 11.2 6.5 A A 0.14 0.19 -0.5 NC 0.5 gb:Y11169.1 /DB_XREF=gi:2765094 /GEN=MDSC3a /FEA=mRNA /CNT=2 /TID=Mm.89935.2 /TIER=ConsEnd /STK=0 /UG=Mm.89935 /LL=13507 /UG_TITL
MOE430_2_1427638_at 15 9.5 A A 0.21 0.39 -0.5 NC 0.5 gb:Z47205.1 /DB_XREF=gi:732822 /FEA=mRNA /CNT=2 /TID=Mm.100507.1 /TIER=ConsEnd /STK=0 /UG=Mm.100507 /LL=22659 /UG_GENE=Zfp145 /UG_
MOE430_2_1427697_a_ 3.3 1.3 A A 0.53 0.68 -0.5 NC 0.84 gb:Y19235.1 /DB_XREF=gi:7320914 /GEN=P73 /FEA=mRNA /CNT=1 /TID=Mm.103715.2 /TIER=ConsEnd /STK=0 /UG=Mm.103715 /LL=22062 /DEF=Mus m
MOE430_2_1427708_a_ 53.1 30.8 P P 0.01 0.001221 -0.5 NC 0.86 gb:L22989.1 /DB_XREF=gi:456105 /FEA=mRNA /CNT=1 /TID=Mm.1190.4 /TIER=ConsEnd /STK=0 /UG=Mm.1190 /LL=18016 /UG_GENE=Nf2 /UG_TITLE=n
MOE430_2_1427878_at 136 77.8 P A 0.03 0.14 -0.5 NC 0.96 gb:AK002512.1 /DB_XREF=gi:12832547 /FEA=mRNA /CNT=167 /TID=Mm.27841.1 /TIER=Stack /STK=101 /UG=Mm.27841 /LL=66060 /UG_GENE=0610010
MOE430_2_1427889_at 1519.3 1221.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK011566.1 /DB_XREF=gi:12847773 /FEA=mRNA /CNT=174 /TID=Mm.18249.1 /TIER=Stack /STK=60 /UG=Mm.18249 /LL=76356 /UG_GENE=2610027H
MOE430_2_1427912_at 1008.1 698.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK003232.1 /DB_XREF=gi:12833771 /FEA=mRNA /CNT=39 /TID=Mm.4512.1 /TIER=Stack /STK=27 /UG=Mm.4512 /LL=68542 /UG_GENE=1110001J05R
MOE430_2_1427956_at 143.6 108.8 P P 0.00293 0.02 -0.5 NC 0.99 gb:BG068910 /DB_XREF=gi:12551479 /DB_XREF=H3070F05-3 /CLONE=H3070F05 /FEA=mRNA /CNT=20 /TID=Mm.12261.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1427970_at 33 17.1 P P 0.005859 0.02 -0.5 NC 0.5 gb:AV226931 /DB_XREF=gi:16385393 /DB_XREF=AV226931 /CLONE=4022402I08 /FEA=mRNA /CNT=12 /TID=Mm.127604.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1427986_a_ 802.4 525.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB766878 /DB_XREF=gi:16194279 /DB_XREF=BB766878 /CLONE=G370068E15 /FEA=mRNA /CNT=124 /TID=Mm.41860.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1427996_at 39.9 19.9 P P 0.000244 0.000732 -0.5 NC 0.96 gb:BC028528.1 /DB_XREF=gi:20306758 /FEA=mRNA /CNT=9 /TID=Mm.89556.1 /TIER=ConsEnd /STK=3 /UG=Mm.89556 /DEF=Mus musculus, Similar to h
MOE430_2_1428025_s_ 22 16.2 P P 0.000244 0.000732 -0.5 NC 0.94 gb:BC028271.1 /DB_XREF=gi:20380954 /FEA=mRNA /CNT=7 /TID=Mm.38610.1 /TIER=ConsEnd /STK=0 /UG=Mm.38610 /LL=71795 /UG_GENE=1110020B
MOE430_2_1428116_a_ 5524.4 4095.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG093881 /DB_XREF=gi:12576444 /DB_XREF=uu91d04.x1 /CLONE=IMAGE:3383862 /FEA=mRNA /CNT=153 /TID=Mm.1948.2 /TIER=Stack /STK=107 /
MOE430_2_1428143_a_ 111.8 75.7 P P 0.01 0.02 -0.5 D 0.99 gb:AK003207.1 /DB_XREF=gi:12833731 /FEA=mRNA /CNT=179 /TID=Mm.29998.1 /TIER=Stack /STK=95 /UG=Mm.29998 /LL=66853 /UG_GENE=0610039C
MOE430_2_1428190_at 806.7 681.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK005070.1 /DB_XREF=gi:12836743 /FEA=mRNA /CNT=146 /TID=Mm.22679.1 /TIER=Stack /STK=75 /UG=Mm.22679 /LL=68443 /UG_GENE=1300019P
MOE430_2_1428257_s_ 2189.5 1565.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG791323 /DB_XREF=gi:14126893 /DB_XREF=UTSW_H10A12 /CLONE=UTSW_H10A12 /FEA=mRNA /CNT=131 /TID=Mm.23693.1 /TIER=Stack /STK=65
MOE430_2_1428289_at 266.5 216.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BE133935 /DB_XREF=gi:8596435 /DB_XREF=ug14c02.x1 /CLONE=IMAGE:1531586 /FEA=mRNA /CNT=144 /TID=Mm.183017.1 /TIER=Stack /STK=11 /
MOE430_2_1428295_at 3 1.9 A A 0.66 0.65 -0.5 NC 0.5 gb:AK004253.1 /DB_XREF=gi:12835369 /FEA=mRNA /CNT=75 /TID=Mm.35789.1 /TIER=Stack /STK=59 /UG=Mm.35789 /LL=68760 /UG_GENE=1110054M
MOE430_2_1428313_at 69.2 41.4 P P 0.000732 0.000732 -0.5 NC 0.69 gb:AK014904.1 /DB_XREF=gi:12853016 /FEA=mRNA /CNT=76 /TID=Mm.33184.1 /TIER=Stack /STK=56 /UG=Mm.33184 /LL=67538 /UG_GENE=4921517A0
MOE430_2_1428395_at 223.6 147.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BM246637 /DB_XREF=gi:17881907 /DB_XREF=K0740H12-3 /CLONE=K0740H12 /FEA=mRNA /CNT=107 /TID=Mm.27735.1 /TIER=Stack /STK=45 /UG=
MOE430_2_1428406_s_ 1845.8 1366.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF580567 /DB_XREF=gi:11654279 /DB_XREF=602097372F1 /CLONE=IMAGE:4217344 /FEA=mRNA /CNT=87 /TID=Mm.28518.2 /TIER=Stack /STK=44 /
MOE430_2_1428429_at 145.6 95.6 P P 0.000732 0.000244 -0.5 NC 0.95 gb:AK004310.1 /DB_XREF=gi:12835447 /FEA=mRNA /CNT=74 /TID=Mm.68556.1 /TIER=Stack /STK=43 /UG=Mm.68556 /LL=68799 /UG_GENE=1110059F1
MOE430_2_1428446_at 548.5 375.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK008822.1 /DB_XREF=gi:12843249 /FEA=mRNA /CNT=64 /TID=Mm.32785.1 /TIER=Stack /STK=42 /UG=Mm.32785 /LL=66746 /UG_GENE=4933404O1
MOE430_2_1428491_at 202.4 154 P P 0.000244 0.001221 -0.5 D 0.99 gb:AK009101.1 /DB_XREF=gi:12843682 /FEA=mRNA /CNT=51 /TID=Mm.27226.1 /TIER=Stack /STK=38 /UG=Mm.27226 /LL=69456 /UG_GENE=2310003A0
MOE430_2_1428527_at 213.1 177 P P 0.000244 0.000732 -0.5 D 0.99 gb:AK011015.1 /DB_XREF=gi:12846853 /FEA=mRNA /CNT=72 /TID=Mm.33824.1 /TIER=Stack /STK=34 /UG=Mm.33824 /LL=76561 /UG_GENE=Snx7 /UG_
MOE430_2_1428540_at 380.2 270.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF147940 /DB_XREF=gi:11029335 /DB_XREF=uw92a12.x1 /CLONE=IMAGE:3469438 /FEA=mRNA /CNT=129 /TID=Mm.24652.1 /TIER=Stack /STK=33 /
MOE430_2_1428565_at 147.5 95.4 P P 0.005859 0.005859 -0.5 MD 0.99 gb:AK004898.1 /DB_XREF=gi:12836430 /FEA=mRNA /CNT=63 /TID=Mm.38607.1 /TIER=Stack /STK=32 /UG=Mm.38607 /LL=74154 /UG_GENE=1300004G0
MOE430_2_1428586_at 98.4 46.7 P P 0.001953 0.001953 -0.5 D 0.99 gb:AK005327.1 /DB_XREF=gi:12837799 /FEA=mRNA /CNT=218 /TID=Mm.43212.1 /TIER=Stack /STK=30 /UG=Mm.43212 /LL=69018 /UG_GENE=1500031M
MOE430_2_1428603_at 384.6 242.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK009885.1 /DB_XREF=gi:12844954 /FEA=mRNA /CNT=47 /TID=Mm.31827.1 /TIER=Stack /STK=30 /UG=Mm.31827 /LL=76466 /UG_GENE=2310047L2
MOE430_2_1428611_at 50.5 34.8 A A 0.21 0.27 -0.5 NC 0.46 gb:AK007484.1 /DB_XREF=gi:12841057 /FEA=mRNA /CNT=229 /TID=Mm.34548.1 /TIER=Stack /STK=81 /UG=Mm.34548 /LL=74244 /UG_GENE=1810013K
MOE430_2_1428620_at 841.1 585.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF584204 /DB_XREF=gi:11657922 /DB_XREF=602096346F1 /CLONE=IMAGE:4216451 /FEA=mRNA /CNT=92 /TID=Mm.27040.2 /TIER=Stack /STK=29 /
MOE430_2_1428679_s_ 577.4 420.9 P P 0.000244 0.000244 -0.5 MD 0.99 gb:AK003842.1 /DB_XREF=gi:12834754 /FEA=mRNA /CNT=36 /TID=Mm.85892.1 /TIER=Stack /STK=26 /UG=Mm.85892 /LL=104457 /UG_GENE=1110020A
MOE430_2_1428780_at 64.9 42.4 P P 0.000732 0.00293 -0.5 NC 0.95 gb:AK005036.1 /DB_XREF=gi:12836678 /FEA=mRNA /CNT=26 /TID=Mm.3200.1 /TIER=Stack /STK=22 /UG=Mm.3200 /LL=71776 /UG_GENE=1300017K07R
MOE430_2_1428793_at 103.7 86.6 P P 0.00415 0.01 -0.5 D 0.99 gb:AK017918.1 /DB_XREF=gi:12857412 /FEA=mRNA /CNT=43 /TID=Mm.35732.1 /TIER=Stack /STK=21 /UG=Mm.35732 /LL=76010 /UG_GENE=5830411H1
MOE430_2_1428799_at 30.8 20.6 P P 0.005859 0.01 -0.5 NC 0.5 gb:AK017509.1 /DB_XREF=gi:12856781 /FEA=mRNA /CNT=34 /TID=Mm.23559.1 /TIER=Stack /STK=21 /UG=Mm.23559 /LL=70513 /UG_GENE=5730406O1
MOE430_2_1428801_at 83.5 63.4 P P 0.02 0.02 -0.5 D 0.99 gb:AK004161.1 /DB_XREF=gi:12835240 /FEA=mRNA /CNT=59 /TID=Mm.148719.1 /TIER=Stack /STK=21 /UG=Mm.148719 /LL=68766 /UG_GENE=1110038
MOE430_2_1428866_at 0.4 0.7 A A 0.72 0.99 -0.5 NC 0.97 gb:AU067779 /DB_XREF=gi:4968516 /DB_XREF=AU067779 /CLONE=MNCb-1772 /FEA=mRNA /CNT=24 /TID=Mm.38582.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1428881_at 366.3 247 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK014256.1 /DB_XREF=gi:12851983 /GEN=Klc1 /FEA=mRNA /CNT=34 /TID=Mm.20354.2 /TIER=Stack /STK=18 /UG=Mm.20354 /LL=16593 /UG_TITLE
MOE430_2_1428916_s_ 129.5 84.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK002609.1 /DB_XREF=gi:12832719 /FEA=mRNA /CNT=31 /TID=Mm.35325.1 /TIER=Stack /STK=17 /UG=Mm.35325 /LL=68346 /UG_GENE=0610012J0
MOE430_2_1428978_at 13 17.4 A A 0.08 0.12 -0.5 NC 0.42 gb:AK013507.1 /DB_XREF=gi:12850896 /FEA=mRNA /CNT=36 /TID=Mm.82240.1 /TIER=ConsEnd /STK=7 /UG=Mm.82240 /LL=72876 /UG_GENE=2900009
MOE430_2_1428988_at 34 19.8 P A 0.02 0.09 -0.5 NC 0.99 gb:AK006128.1 /DB_XREF=gi:12839063 /FEA=mRNA /CNT=28 /TID=Mm.23942.1 /TIER=Stack /STK=15 /UG=Mm.23942 /LL=76408 /UG_GENE=Abcc3 /UG
MOE430_2_1429066_at 132.6 96.7 P P 0.000244 0.000732 -0.5 NC 0.99 gb:AK016224.1 /DB_XREF=gi:12854874 /FEA=mRNA /CNT=18 /TID=Mm.86586.1 /TIER=Stack /STK=13 /UG=Mm.86586 /LL=75325 /UG_GENE=4930565B1
MOE430_2_1429072_at 7.2 4.7 A A 0.46 0.46 -0.5 NC 0.5 gb:AK003211.1 /DB_XREF=gi:12833737 /FEA=mRNA /CNT=16 /TID=Mm.28854.1 /TIER=Stack /STK=13 /UG=Mm.28854 /LL=68553 /UG_GENE=1110001D1
MOE430_2_1429284_at 25.1 15 P P 0.03 0.01 -0.5 NC 0.5 gb:BB248684 /DB_XREF=gi:8941430 /DB_XREF=BB248684 /CLONE=A730027I05 /FEA=mRNA /CNT=11 /TID=Mm.32968.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1429481_at 0.4 0.4 A A 0.78 0.98 -0.5 NC 0.53 gb:AK014772.1 /DB_XREF=gi:12852815 /FEA=mRNA /CNT=21 /TID=Mm.144978.1 /TIER=Stack /STK=19 /UG=Mm.144978 /LL=74592 /UG_GENE=4833426
MOE430_2_1429496_x_ 3.6 1.4 A A 0.75 0.94 -0.5 NC 0.46 gb:AK009013.1 /DB_XREF=gi:12843549 /FEA=mRNA /CNT=20 /TID=Mm.64500.1 /TIER=Stack /STK=18 /UG=Mm.64500 /LL=69542 /UG_GENE=2300002M2
MOE430_2_1429506_at 69.1 49.5 P P 0.000244 0.000244 -0.5 NC 0.58 gb:BB385819 /DB_XREF=gi:16408380 /DB_XREF=BB385819 /CLONE=C230040O09 /FEA=mRNA /CNT=25 /TID=Mm.58672.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1429507_at 27 22.4 A A 0.17 0.5 -0.5 NC 0.54 gb:AK020249.1 /DB_XREF=gi:12860773 /FEA=mRNA /CNT=25 /TID=Mm.58672.1 /TIER=ConsEnd /STK=1 /UG=Mm.58672 /LL=77663 /UG_GENE=9030215
MOE430_2_1429514_at 4712.7 3598.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:AW111876 /DB_XREF=gi:6824589 /DB_XREF=MC1174 /CLONE=MC1174 /FEA=mRNA /CNT=143 /TID=Mm.27363.1 /TIER=Stack /STK=16 /UG=Mm.273
MOE430_2_1429651_at 2.5 0.9 A A 0.74 0.96 -0.5 NC 0.29 gb:AV339670 /DB_XREF=gi:16396786 /DB_XREF=AV339670 /CLONE=6430510C19 /FEA=mRNA /CNT=50 /TID=Mm.44413.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1429691_at 21.2 6.3 A A 0.07 0.09 -0.5 NC 0.63 gb:AK017277.1 /DB_XREF=gi:12856436 /FEA=mRNA /CNT=21 /TID=Mm.103495.1 /TIER=Stack /STK=10 /UG=Mm.103495 /LL=71324 /UG_GENE=5430405
MOE430_2_1429733_at 119.8 85.6 P P 0.001221 0.001953 -0.5 D 0.99 gb:AK013533.1 /DB_XREF=gi:12850935 /FEA=mRNA /CNT=29 /TID=Mm.22796.1 /TIER=Stack /STK=9 /UG=Mm.22796 /LL=72886 /UG_GENE=2900016D05
MOE430_2_1429773_at 5.6 4.9 A A 0.66 0.72 -0.5 NC 0.5 gb:BB667713 /DB_XREF=gi:16399162 /DB_XREF=BB667713 /CLONE=C730035D20 /FEA=mRNA /CNT=32 /TID=Mm.30544.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429779_at 34.2 22.5 P P 0.001221 0.005859 -0.5 NC 0.69 gb:BB047581 /DB_XREF=gi:15403991 /DB_XREF=BB047581 /CLONE=6430559E08 /FEA=mRNA /CNT=27 /TID=Mm.86705.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1430004_s_ 13.9 10.8 P A 0.01 0.06 -0.5 NC 0.68 gb:AK015014.1 /DB_XREF=gi:12853184 /FEA=mRNA /CNT=6 /TID=Mm.214943.1 /TIER=ConsEnd /STK=5 /UG=Mm.214943 /LL=70948 /UG_GENE=492153
MOE430_2_1430057_s_ 22.5 20.7 A A 0.17 0.24 -0.5 NC 0.48 gb:AK015684.1 /DB_XREF=gi:12854109 /FEA=mRNA /CNT=11 /TID=Mm.196262.1 /TIER=ConsEnd /STK=4 /UG=Mm.196262 /LL=66296 /UG_GENE=24100
MOE430_2_1430170_at 54.4 45.7 P P 0.00415 0.001953 -0.5 NC 0.5 gb:AK004937.1 /DB_XREF=gi:12836498 /FEA=mRNA /CNT=10 /TID=Mm.45256.1 /TIER=ConsEnd /STK=3 /UG=Mm.45256 /LL=71769 /UG_GENE=1300007
MOE430_2_1430219_at 7.4 6.3 A A 0.09 0.3 -0.5 NC 0.65 gb:AK017861.1 /DB_XREF=gi:12857331 /FEA=mRNA /CNT=7 /TID=Mm.88777.3 /TIER=ConsEnd /STK=3 /UG=Mm.88777 /LL=14339 /UG_GENE=Fts /UG_T
MOE430_2_1430416_at 4 4.9 A A 0.53 0.5 -0.5 NC 0.59 gb:AK016494.1 /DB_XREF=gi:12855258 /FEA=mRNA /CNT=4 /TID=Mm.203239.1 /TIER=ConsEnd /STK=2 /UG=Mm.203239 /LL=70973 /UG_GENE=493143
MOE430_2_1430447_a_ 16 11.9 P A 0.008057 0.27 -0.5 NC 0.89 gb:AK017222.1 /DB_XREF=gi:12856356 /FEA=mRNA /CNT=5 /TID=Mm.133631.2 /TIER=ConsEnd /STK=2 /UG=Mm.133631 /LL=71224 /UG_GENE=513340
MOE430_2_1430449_at 13.9 11.3 A A 0.21 0.43 -0.5 NC 0.5 gb:AK021172.1 /DB_XREF=gi:12861968 /FEA=mRNA /CNT=5 /TID=Mm.133458.1 /TIER=ConsEnd /STK=2 /UG=Mm.133458 /LL=77480 /UG_GENE=C33000
MOE430_2_1430453_a_ 43.7 35 P A 0.02 0.06 -0.5 NC 0.5 gb:AK013244.1 /DB_XREF=gi:12850487 /GEN=Bcl2l2 /FEA=mRNA /CNT=5 /TID=Mm.6967.2 /TIER=ConsEnd /STK=2 /UG=Mm.6967 /LL=12050 /UG_TITLE
MOE430_2_1430486_at 6.3 4.9 A A 0.27 0.21 -0.5 NC 0.33 gb:AK015771.1 /DB_XREF=gi:12854236 /GEN=Rad51l1 /FEA=mRNA /CNT=3 /TID=Mm.25289.2 /TIER=ConsEnd /STK=2 /UG=Mm.25289 /LL=19363 /UG_T
MOE430_2_1430508_at 1.8 0.8 A A 0.69 0.97 -0.5 NC 0.77 gb:AK006991.1 /DB_XREF=gi:12840327 /FEA=mRNA /CNT=3 /TID=Mm.159155.1 /TIER=ConsEnd /STK=2 /UG=Mm.159155 /LL=74280 /UG_GENE=170008
MOE430_2_1430522_a_ 44 29.7 A A 0.08 0.19 -0.5 NC 0.96 gb:AK009266.1 /DB_XREF=gi:12843958 /GEN=Vamp5 /FEA=mRNA /CNT=3 /TID=Mm.42184.2 /TIER=ConsEnd /STK=2 /UG=Mm.42184 /LL=53620 /UG_TIT
MOE430_2_1430531_at 13.1 10.6 A A 0.17 0.17 -0.5 NC 0.57 gb:AK017801.1 /DB_XREF=gi:12857233 /FEA=mRNA /CNT=27 /TID=Mm.195575.1 /TIER=ConsEnd /STK=1 /UG=Mm.195575 /LL=70670 /UG_GENE=57305
MOE430_2_1430613_at 23.9 15.5 A A 0.14 0.19 -0.5 NC 0.5 gb:BB749015 /DB_XREF=gi:16153251 /DB_XREF=BB749015 /CLONE=G030102E05 /FEA=mRNA /CNT=14 /TID=Mm.162305.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430780_a_ 391.7 288.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BI739353 /DB_XREF=gi:15716366 /DB_XREF=603359665F1 /CLONE=IMAGE:5366681 /FEA=mRNA /CNT=4 /TID=Mm.18939.3 /TIER=ConsEnd /STK=1 /
MOE430_2_1430790_at 4.5 3.1 A A 0.33 0.87 -0.5 NC 0.74 gb:BB014833 /DB_XREF=gi:8138020 /DB_XREF=BB014833 /CLONE=4930485G23 /FEA=mRNA /CNT=5 /TID=Mm.108336.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430843_at 1.6 0.9 A A 0.33 0.46 -0.5 NC 0.8 gb:AK003937.1 /DB_XREF=gi:12834901 /FEA=mRNA /CNT=4 /TID=Mm.159053.1 /TIER=ConsEnd /STK=1 /UG=Mm.159053 /LL=73748 /UG_GENE=111002
MOE430_2_1430853_a_ 74 47.3 P A 0.02 0.07 -0.5 NC 0.64 gb:AK014179.1 /DB_XREF=gi:12851873 /FEA=mRNA /CNT=4 /TID=Mm.158962.3 /TIER=ConsEnd /STK=1 /UG=Mm.158962 /LL=73182 /UG_GENE=311004
MOE430_2_1430900_at 3.6 3.2 A A 0.6 0.63 -0.5 NC 0.16 gb:AK019590.1 /DB_XREF=gi:12859881 /FEA=mRNA /CNT=3 /TID=Mm.60606.1 /TIER=ConsEnd /STK=1 /UG=Mm.60606 /LL=78154 /UG_GENE=4930430O
MOE430_2_1430919_at 8.7 7.2 P A 0.008057 0.46 -0.5 NC 0.58 gb:AK015893.1 /DB_XREF=gi:12854410 /FEA=mRNA /CNT=3 /TID=Mm.159590.1 /TIER=ConsEnd /STK=1 /UG=Mm.159590 /LL=75823 /UG_GENE=493052
MOE430_2_1430997_at 29.8 18.6 P P 0.000244 0.001221 -0.5 NC 0.88 gb:AI882525 /DB_XREF=gi:5567614 /DB_XREF=ub97c04.r1 /CLONE=IMAGE:1396422 /FEA=mRNA /CNT=30 /TID=Mm.20183.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431040_at 14.1 11 A A 0.12 0.19 -0.5 NC 0.5 gb:BB632107 /DB_XREF=gi:16468742 /DB_XREF=BB632107 /CLONE=A230085P07 /FEA=mRNA /CNT=25 /TID=Mm.2821.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431088_at 60.5 29.6 P P 0.01 0.005859 -0.5 NC 0.5 gb:BQ286886 /DB_XREF=gi:20656867 /DB_XREF=ii61h04.x1 /CLONE=IMAGE:5946462 /FEA=mRNA /CNT=29 /TID=Mm.157617.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431104_at 2.8 0.9 A A 0.6 0.72 -0.5 NC 0.5 gb:AK015869.1 /DB_XREF=gi:12854373 /FEA=mRNA /CNT=10 /TID=Mm.45820.1 /TIER=ConsEnd /STK=0 /UG=Mm.45820 /LL=67646 /UG_GENE=4930522
MOE430_2_1431215_at 0.8 0.6 A A 0.82 0.9 -0.5 NC 0.86 gb:BI730538 /DB_XREF=gi:15707551 /DB_XREF=603350908F1 /CLONE=IMAGE:5358577 /FEA=mRNA /CNT=9 /TID=Mm.181754.1 /TIER=ConsEnd /STK=0
MOE430_2_1431220_at 20 15.8 P A 0.02 0.08 -0.5 NC 0.99 gb:AI119761 /DB_XREF=gi:3520085 /DB_XREF=uc20b04.r1 /CLONE=IMAGE:1398511 /FEA=mRNA /CNT=9 /TID=Mm.38064.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431267_at 2.8 1 A A 0.5 0.85 -0.5 NC 0.5 gb:AK017337.1 /DB_XREF=gi:12856523 /FEA=mRNA /CNT=7 /TID=Mm.105251.1 /TIER=ConsEnd /STK=0 /UG=Mm.105251 /LL=71390 /UG_GENE=543042
MOE430_2_1431278_s_ 53.7 42.8 P P 0.01 0.03 -0.5 NC 0.94 gb:BG078690 /DB_XREF=gi:12561258 /DB_XREF=H3030G09-5 /CLONE=H3030G09 /FEA=mRNA /CNT=6 /TID=Mm.158345.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431299_a_ 480.1 359.3 P P 0.000732 0.000732 -0.5 D 0.99 gb:AK009340.1 /DB_XREF=gi:12844078 /FEA=mRNA /CNT=5 /TID=Mm.22525.2 /TIER=ConsEnd /STK=0 /UG=Mm.22525 /LL=76448 /UG_GENE=2310014H
MOE430_2_1431330_at 13.1 5.3 P A 0.02 0.17 -0.5 NC 0.5 gb:AK010309.1 /DB_XREF=gi:12845657 /FEA=mRNA /CNT=5 /TID=Mm.196596.2 /TIER=ConsEnd /STK=0 /UG=Mm.196596 /LL=76482 /UG_GENE=240001
MOE430_2_1431350_at 12.5 11.5 A A 0.12 0.14 -0.5 NC 0.5 gb:BB648012 /DB_XREF=gi:16482268 /DB_XREF=BB648012 /CLONE=C130036L24 /FEA=mRNA /CNT=4 /TID=Mm.117581.3 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431354_a_ 278.1 223 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK020164.1 /DB_XREF=gi:12860665 /FEA=mRNA /CNT=4 /TID=Mm.20175.2 /TIER=ConsEnd /STK=0 /UG=Mm.20175 /LL=69955 /UG_GENE=2810431B
MOE430_2_1431477_at 6.3 6.4 A A 0.36 0.63 -0.5 NC 0.66 gb:AK014901.1 /DB_XREF=gi:12853012 /FEA=mRNA /CNT=3 /TID=Mm.61269.1 /TIER=ConsEnd /STK=2 /UG=Mm.61269 /LL=70868 /UG_GENE=4921515L
MOE430_2_1431528_at 44 32.8 P P 0.005859 0.00415 -0.5 NC 0.97 gb:BE225800 /DB_XREF=gi:8931036 /DB_XREF=ia18h09.x1 /CLONE=IMAGE:5638721 /FEA=mRNA /CNT=3 /TID=Mm.179857.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1431532_at 3.5 2.7 A A 0.35 0.36 -0.5 NC 0.49 gb:AK016421.1 /DB_XREF=gi:12855138 /FEA=mRNA /CNT=3 /TID=Mm.158500.1 /TIER=ConsEnd /STK=1 /UG=Mm.158500 /LL=70936 /UG_GENE=493140
MOE430_2_1431554_a_ 17.8 11.2 P A 0.04 0.06 -0.5 NC 0.86 gb:AK003395.1 /DB_XREF=gi:12834037 /FEA=mRNA /CNT=2 /TID=Mm.218844.2 /TIER=ConsEnd /STK=1 /UG=Mm.218844 /LL=71790 /UG_GENE=Anxa9 /
MOE430_2_1431560_at 12.5 6.3 A A 0.08 0.39 -0.5 NC 0.65 gb:AK013898.1 /DB_XREF=gi:12851446 /FEA=mRNA /CNT=2 /TID=Mm.196160.1 /TIER=ConsEnd /STK=1 /UG=Mm.196160 /LL=76840 /UG_GENE=301002
MOE430_2_1431567_at 12.8 8.7 A A 0.11 0.12 -0.5 NC 0.5 gb:AK017122.1 /DB_XREF=gi:12856222 /FEA=mRNA /CNT=2 /TID=Mm.179395.1 /TIER=ConsEnd /STK=1 /UG=Mm.179395 /LL=71307 /UG_GENE=493343
MOE430_2_1431572_at 2.1 0.5 A A 0.69 0.96 -0.5 NC 0.5 gb:AK009366.1 /DB_XREF=gi:12844120 /FEA=mRNA /CNT=2 /TID=Mm.81565.1 /TIER=ConsEnd /STK=1 /UG=Mm.81565 /LL=69565 /UG_GENE=2310015K
MOE430_2_1431612_at 5.5 4.3 A A 0.17 0.46 -0.5 NC 0.54 gb:AK005722.1 /DB_XREF=gi:12838445 /FEA=mRNA /CNT=2 /TID=Mm.60730.1 /TIER=ConsEnd /STK=1 /UG=Mm.60730 /LL=69320 /UG_GENE=1700007J
MOE430_2_1431619_a_ 815.8 616.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK017400.1 /DB_XREF=gi:12856620 /GEN=Dtnbp1 /FEA=mRNA /CNT=2 /TID=Mm.41663.2 /TIER=ConsEnd /STK=1 /UG=Mm.41663 /LL=94245 /UG_TI
MOE430_2_1431632_at 6.5 1.8 A A 0.33 0.6 -0.5 NC 0.57 gb:AK015905.1 /DB_XREF=gi:12854425 /FEA=mRNA /CNT=2 /TID=Mm.84525.1 /TIER=ConsEnd /STK=1 /UG=Mm.84525 /LL=75138 /UG_GENE=4930526L
MOE430_2_1431663_a_ 2.6 3.1 A A 0.53 0.69 -0.5 NC 0.63 gb:AK015675.1 /DB_XREF=gi:12854097 /GEN=Cntfr /FEA=mRNA /CNT=2 /TID=Mm.30367.2 /TIER=ConsEnd /STK=1 /UG=Mm.30367 /LL=12804 /UG_TITL
MOE430_2_1431672_at 7.9 2.4 A A 0.42 0.5 -0.5 NC 0.41 gb:BB099619 /DB_XREF=gi:8744653 /DB_XREF=BB099619 /CLONE=9430069I07 /FEA=mRNA /CNT=2 /TID=Mm.117757.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431684_at 12.5 9.3 A A 0.46 0.66 -0.5 NC 0.57 gb:AK016622.1 /DB_XREF=gi:12855457 /FEA=mRNA /CNT=3 /TID=Mm.196294.1 /TIER=ConsEnd /STK=0 /UG=Mm.196294 /LL=74438 /UG_GENE=493340
MOE430_2_1431800_at 10.2 6.4 P A 0.000244 0.27 -0.5 NC 0.5 gb:AK004956.1 /DB_XREF=gi:12836532 /FEA=mRNA /CNT=1 /TID=Mm.98366.2 /TIER=ConsEnd /STK=0 /UG=Mm.98366 /LL=71758 /UG_GENE=1300010F
MOE430_2_1431936_a_ 9.2 5 A A 0.33 0.19 -0.5 NC 0.008511 gb:AK009828.1 /DB_XREF=gi:12844863 /FEA=mRNA /CNT=1 /TID=Mm.45670.3 /TIER=ConsEnd /STK=0 /UG=Mm.45670 /LL=23956 /UG_GENE=Neu2 /UG
MOE430_2_1431940_at 12.3 6.2 A A 0.36 0.32 -0.5 NC 0.02 gb:AK016900.1 /DB_XREF=gi:12855879 /FEA=mRNA /CNT=1 /TID=Mm.159208.1 /TIER=ConsEnd /STK=0 /UG=Mm.159208 /LL=74457 /UG_GENE=493342
MOE430_2_1431963_at 2 0.5 A A 0.66 0.63 -0.5 NC 0.5 gb:AK016140.1 /DB_XREF=gi:12854758 /FEA=mRNA /CNT=1 /TID=Mm.159485.1 /TIER=ConsEnd /STK=0 /UG=Mm.159485 /LL=75277 /UG_GENE=493055
MOE430_2_1432133_at 3.1 1.6 A A 0.75 0.91 -0.5 NC 0.51 gb:AK008770.1 /DB_XREF=gi:12843167 /FEA=mRNA /CNT=1 /TID=Mm.159767.1 /TIER=ConsEnd /STK=0 /UG=Mm.159767 /LL=76708 /UG_GENE=221002
MOE430_2_1432255_at 13.9 7.4 A A 0.14 0.3 -0.5 NC 0.5 gb:AK020408.1 /DB_XREF=gi:12860985 /FEA=mRNA /CNT=1 /TID=Mm.46379.2 /TIER=ConsEnd /STK=0 /UG=Mm.46379 /LL=56527 /UG_GENE=Sast-pend



MOE430_2_1432269_a_ 209.2 117 P P 0.00293 0.00415 -0.5 D 0.99 gb:AK018032.1 /DB_XREF=gi:12857567 /FEA=mRNA /CNT=1 /TID=Mm.38525.3 /TIER=ConsEnd /STK=0 /UG=Mm.38525 /LL=58194 /UG_GENE=Sh3kbp1 /
MOE430_2_1432344_a_ 447.2 312.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK013376.1 /DB_XREF=gi:12850695 /GEN=Aplp2 /FEA=mRNA /CNT=1 /TID=Mm.19133.3 /TIER=ConsEnd /STK=0 /UG=Mm.19133 /LL=11804 /UG_TIT
MOE430_2_1432437_at 14.4 8.2 A A 0.08 0.24 -0.5 NC 0.5 gb:AK016810.1 /DB_XREF=gi:12855742 /FEA=mRNA /CNT=1 /TID=Mm.158581.1 /TIER=ConsEnd /STK=0 /UG=Mm.158581 /LL=71138 /UG_GENE=493341
MOE430_2_1432441_at 21.9 20.4 A A 0.06 0.19 -0.5 NC 0.5 gb:AK016807.1 /DB_XREF=gi:12855739 /FEA=mRNA /CNT=1 /TID=Mm.158564.1 /TIER=ConsEnd /STK=0 /UG=Mm.158564 /LL=71106 /UG_GENE=493341
MOE430_2_1432494_a_ 783.9 541.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK006115.1 /DB_XREF=gi:12839043 /FEA=mRNA /CNT=1 /TID=Mm.29932.1 /TIER=ConsEnd /STK=0 /UG=Mm.29932 /LL=76411 /UG_GENE=1700019E
MOE430_2_1432682_at 1.1 1.2 A A 0.78 0.91 -0.5 NC 0.69 gb:AV293851 /DB_XREF=gi:6325868 /DB_XREF=AV293851 /CLONE=5530400K19 /FEA=mRNA /CNT=2 /TID=Mm.51503.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432694_at 10.3 9.4 A A 0.11 0.27 -0.5 NC 0.5 gb:AV256344 /DB_XREF=gi:6243803 /DB_XREF=AV256344 /CLONE=4921527H02 /FEA=mRNA /CNT=2 /TID=Mm.84102.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432745_at 5 5 A A 0.43 0.46 -0.5 NC 0.59 gb:AK020519.1 /DB_XREF=gi:12861125 /FEA=mRNA /CNT=2 /TID=Mm.159918.1 /TIER=ConsEnd /STK=0 /UG=Mm.159918 /LL=77427 /UG_GENE=943009
MOE430_2_1432761_at 8.2 6.5 A A 0.36 0.5 -0.5 NC 0.74 gb:AK016092.1 /DB_XREF=gi:12854698 /FEA=mRNA /CNT=2 /TID=Mm.50530.1 /TIER=ConsEnd /STK=0 /UG=Mm.50530 /LL=75313 /UG_GENE=4930551I1
MOE430_2_1432773_at 2 0.6 A A 0.5 0.82 -0.5 NC 0.59 gb:AV116398 /DB_XREF=gi:5298549 /DB_XREF=AV116398 /CLONE=2610105M22 /FEA=mRNA /CNT=2 /TID=Mm.158378.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432963_at 1.4 1.3 A A 0.74 0.87 -0.5 NC 0.5 gb:AK010698.1 /DB_XREF=gi:12846333 /FEA=mRNA /CNT=1 /TID=Mm.203977.1 /TIER=ConsEnd /STK=0 /UG=Mm.203977 /LL=76772 /UG_GENE=241004
MOE430_2_1433007_at 0.5 1.5 A A 0.5 0.5 -0.5 NC 0.5 gb:AK017364.1 /DB_XREF=gi:12856566 /FEA=mRNA /CNT=1 /TID=Mm.158696.1 /TIER=ConsEnd /STK=0 /UG=Mm.158696 /LL=71424 /UG_GENE=543043
MOE430_2_1433040_at 15.9 14.1 P P 0.03 0.005859 -0.5 NC 0.5 gb:AK013549.1 /DB_XREF=gi:12850953 /FEA=mRNA /CNT=1 /TID=Mm.158911.1 /TIER=ConsEnd /STK=0 /UG=Mm.158911 /LL=72943 /UG_GENE=290001
MOE430_2_1433080_at 15.3 9.7 A A 0.17 0.33 -0.5 NC 0.5 gb:AK017091.1 /DB_XREF=gi:12856174 /FEA=mRNA /CNT=1 /TID=Mm.158644.1 /TIER=ConsEnd /STK=0 /UG=Mm.158644 /LL=71266 /UG_GENE=493343
MOE430_2_1433114_at 5.7 4.7 A A 0.52 0.56 -0.5 NC 0.39 gb:AK014816.1 /DB_XREF=gi:12852881 /FEA=mRNA /CNT=1 /TID=Mm.215194.1 /TIER=ConsEnd /STK=0 /UG=Mm.215194 /LL=70824 /UG_GENE=492150
MOE430_2_1433173_at 20.2 11.7 A A 0.06 0.09 -0.5 NC 0.5 gb:AK017417.1 /DB_XREF=gi:12856643 /FEA=mRNA /CNT=1 /TID=Mm.34582.1 /TIER=ConsEnd /STK=0 /UG=Mm.34582 /LL=71384 /UG_GENE=5430440L
MOE430_2_1433187_at 6.8 3.5 A A 0.3 0.36 -0.5 NC 0.5 gb:AK020969.1 /DB_XREF=gi:12861715 /FEA=mRNA /CNT=1 /TID=Mm.160033.1 /TIER=ConsEnd /STK=0 /UG=Mm.160033 /LL=77984 /UG_GENE=B23011
MOE430_2_1433191_at 6.2 3.6 A A 0.33 0.5 -0.5 NC 0.65 gb:AK020769.1 /DB_XREF=gi:12861455 /FEA=mRNA /CNT=1 /TID=Mm.159990.1 /TIER=ConsEnd /STK=0 /UG=Mm.159990 /LL=77768 /UG_GENE=A43010
MOE430_2_1433384_at 3.4 2.1 A A 0.53 0.69 -0.5 NC 0.17 gb:AK020396.1 /DB_XREF=gi:12860969 /FEA=mRNA /CNT=1 /TID=Mm.159872.1 /TIER=ConsEnd /STK=0 /UG=Mm.159872 /LL=77245 /UG_GENE=933019
MOE430_2_1433391_at 4.7 1.9 A A 0.36 0.5 -0.5 NC 0.5 gb:AK020873.1 /DB_XREF=gi:12861590 /FEA=mRNA /CNT=1 /TID=Mm.159997.1 /TIER=ConsEnd /STK=0 /UG=Mm.159997 /LL=77817 /UG_GENE=A93001
MOE430_2_1433500_at 121.9 92.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB354085 /DB_XREF=gi:16405595 /DB_XREF=BB354085 /CLONE=B930096L08 /FEA=EST /CNT=165 /TID=Mm.37753.1 /TIER=Stack /STK=122 /UG=M
MOE430_2_1433557_at 17.7 17.3 A A 0.36 0.39 -0.5 NC 0.9 gb:AV024881 /DB_XREF=gi:15431424 /DB_XREF=AV024881 /CLONE=1200008B07 /FEA=EST /CNT=118 /TID=Mm.33853.1 /TIER=Stack /STK=92 /UG=M
MOE430_2_1433576_at 365.4 257.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG065061 /DB_XREF=gi:12547624 /DB_XREF=H3026H09-3 /CLONE=H3026H09 /FEA=EST /CNT=106 /TID=Mm.29815.2 /TIER=Stack /STK=88 /UG=M
MOE430_2_1433617_s_ 338.8 235.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF780384 /DB_XREF=gi:12085327 /DB_XREF=602103902F1 /CLONE=IMAGE:4222009 /FEA=EST /CNT=122 /TID=Mm.200886.1 /TIER=Stack /STK=81 
MOE430_2_1433658_x_ 2239.5 1544.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV300794 /DB_XREF=gi:16393353 /DB_XREF=AV300794 /CLONE=5730488K16 /FEA=EST /CNT=82 /TID=Mm.29707.3 /TIER=Stack /STK=76 /UG=Mm
MOE430_2_1433661_at 139.4 122.1 P P 0.000244 0.000244 -0.5 NC 0.99 gb:BB830346 /DB_XREF=gi:17008589 /DB_XREF=BB830346 /CLONE=G930011K04 /FEA=EST /CNT=79 /TID=Mm.3957.1 /TIER=Stack /STK=76 /UG=Mm.
MOE430_2_1433729_x_ 435.5 287.7 P P 0.00293 0.00293 -0.5 D 0.99 gb:AV047320 /DB_XREF=gi:4866985 /DB_XREF=AV047320 /CLONE=1700067B08 /FEA=EST /CNT=71 /TID=Mm.34774.2 /TIER=Stack /STK=66 /UG=Mm.3
MOE430_2_1433743_at 1.7 0.9 A A 0.56 0.72 -0.5 NC 0.35 gb:BG075820 /DB_XREF=gi:12558389 /DB_XREF=H3152B12-3 /CLONE=H3152B12 /FEA=EST /CNT=68 /TID=Mm.10877.1 /TIER=Stack /STK=65 /UG=Mm
MOE430_2_1433792_at 18.7 7.4 P A 0.01 0.19 -0.5 NC 0.93 gb:AW491344 /DB_XREF=gi:7061665 /DB_XREF=UI-M-BH3-atr-g-05-0-UI.s1 /CLONE=UI-M-BH3-atr-g-05-0-UI /FEA=EST /CNT=61 /TID=Mm.41566.1 /
MOE430_2_1433914_at 29.9 21 P P 0.001953 0.000244 -0.5 NC 0.74 gb:BM246193 /DB_XREF=gi:17881463 /DB_XREF=K0734G05-3 /CLONE=K0734G05 /FEA=EST /CNT=61 /TID=Mm.30678.1 /TIER=Stack /STK=52 /UG=Mm
MOE430_2_1434050_at 153.5 108.5 P P 0.000732 0.000244 -0.5 D 0.99 gb:BI453502 /DB_XREF=gi:15244158 /DB_XREF=603170901F1 /CLONE=IMAGE:5250313 /FEA=EST /CNT=68 /TID=Mm.27686.1 /TIER=Stack /STK=45 /UG
MOE430_2_1434064_at 312.4 274.5 P P 0.000244 0.000732 -0.5 D 0.99 gb:BQ175677 /DB_XREF=gi:20351169 /DB_XREF=UI-M-DJ2-bwe-i-02-0-UI.s1 /CLONE=UI-M-DJ2-bwe-i-02-0-UI /FEA=EST /CNT=74 /TID=Mm.36852.1
MOE430_2_1434072_at 106.5 77.3 P P 0.000732 0.001953 -0.5 D 0.99 gb:AV299469 /DB_XREF=gi:16393162 /DB_XREF=AV299469 /CLONE=5730469H02 /FEA=EST /CNT=49 /TID=Mm.61562.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1434087_at 199.6 162.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG069750 /DB_XREF=gi:12552319 /DB_XREF=H3079G02-3 /CLONE=H3079G02 /FEA=EST /CNT=69 /TID=Mm.205883.1 /TIER=Stack /STK=43 /UG=M
MOE430_2_1434153_at 167 123 P P 0.000732 0.000732 -0.5 D 0.99 gb:BI408715 /DB_XREF=gi:15169638 /DB_XREF=602965627F1 /CLONE=IMAGE:5121007 /FEA=EST /CNT=88 /TID=Mm.36776.1 /TIER=Stack /STK=40 /UG
MOE430_2_1434191_at 15 14.1 P P 0.001221 0.005859 -0.5 NC 0.5 gb:AI790538 /DB_XREF=gi:5338254 /DB_XREF=ul02d11.x1 /CLONE=IMAGE:2064885 /FEA=EST /CNT=51 /TID=Mm.36638.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1434219_at 214.6 170.5 P P 0.000244 0.000244 -0.5 NC 0.98 gb:BB004503 /DB_XREF=gi:15389757 /DB_XREF=BB004503 /CLONE=4732461A01 /FEA=EST /CNT=86 /TID=Mm.204755.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1434229_a_ 439.2 371.6 P P 0.000244 0.000244 -0.5 NC 0.91 gb:BG094331 /DB_XREF=gi:12576894 /DB_XREF=uu75h08.x1 /CLONE=IMAGE:3382526 /FEA=EST /CNT=62 /TID=Mm.28684.2 /TIER=Stack /STK=38 /UG
MOE430_2_1434280_at 13.9 10.7 A A 0.11 0.3 -0.5 NC 0.42 gb:BG976607 /DB_XREF=gi:14364244 /DB_XREF=602846904F1 /CLONE=IMAGE:4977457 /FEA=EST /CNT=386 /TID=Mm.30502.2 /TIER=Stack /STK=39 /
MOE430_2_1434298_at 49.5 24.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BQ174116 /DB_XREF=gi:20349607 /DB_XREF=UI-M-DJ2-bvv-l-06-0-UI.s1 /CLONE=UI-M-DJ2-bvv-l-06-0-UI /FEA=EST /CNT=43 /TID=Mm.74543.1 
MOE430_2_1434318_a_ 476.7 405.5 P P 0.000244 0.001953 -0.5 D 0.99 gb:BI651535 /DB_XREF=gi:15565771 /DB_XREF=603297994F1 /CLONE=IMAGE:5338534 /FEA=EST /CNT=69 /TID=Mm.25762.1 /TIER=Stack /STK=35 /UG
MOE430_2_1434376_at 674.8 443.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AW146109 /DB_XREF=gi:6167845 /DB_XREF=um37c10.x1 /CLONE=IMAGE:2247474 /FEA=EST /CNT=87 /TID=Mm.200904.1 /TIER=Stack /STK=33 /UG
MOE430_2_1434454_at 23.9 16.9 P P 0.01 0.01 -0.5 NC 0.97 gb:BB795229 /DB_XREF=gi:16964848 /DB_XREF=BB795229 /CLONE=G431004A01 /FEA=EST /CNT=42 /TID=Mm.43948.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434464_at 28.3 9.9 A A 0.6 0.6 -0.5 NC 0.88 gb:BI966647 /DB_XREF=gi:16341052 /DB_XREF=id57d06.x1 /CLONE=IMAGE:5667131 /FEA=EST /CNT=32 /TID=Mm.46277.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434487_at 330.9 218.9 P P 0.000244 0.000244 -0.5 NC 0.99 gb:AV334508 /DB_XREF=gi:15406408 /DB_XREF=AV334508 /CLONE=6330559I22 /FEA=EST /CNT=77 /TID=Mm.28184.1 /TIER=Stack /STK=31 /UG=Mm.
MOE430_2_1434488_at 160.1 111.9 P P 0.000732 0.00415 -0.5 D 0.99 gb:BQ176611 /DB_XREF=gi:20352103 /DB_XREF=UI-M-DJ2-bvy-n-18-0-UI.s1 /CLONE=UI-M-DJ2-bvy-n-18-0-UI /FEA=EST /CNT=46 /TID=Mm.200209
MOE430_2_1434560_at 117.8 89.9 P P 0.01 0.005859 -0.5 NC 0.97 gb:BM899640 /DB_XREF=gi:19382428 /DB_XREF=UI-M-DJ1-bud-g-08-0-UI.s1 /CLONE=UI-M-DJ1-bud-g-08-0-UI /FEA=EST /CNT=77 /TID=Mm.3308.2 
MOE430_2_1434611_at 127.5 98.5 P P 0.000244 0.000244 -0.5 NC 0.97 gb:BB765679 /DB_XREF=gi:16193669 /DB_XREF=BB765679 /CLONE=G370053P03 /FEA=EST /CNT=48 /TID=Mm.22554.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434687_at 28.8 22.1 P P 0.01 0.00415 -0.5 NC 0.98 gb:BE456566 /DB_XREF=gi:9477769 /DB_XREF=ut11a01.x1 /CLONE=IMAGE:3327528 /FEA=EST /CNT=29 /TID=Mm.77656.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1434741_at 13.7 9.8 A A 0.21 0.32 -0.5 NC 0.5 gb:BB306052 /DB_XREF=gi:16402188 /DB_XREF=BB306052 /CLONE=B230206K17 /FEA=EST /CNT=26 /TID=Mm.143498.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1434792_at 196.2 123.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF531481 /DB_XREF=gi:11618844 /DB_XREF=602091706F1 /CLONE=IMAGE:4206096 /FEA=EST /CNT=37 /TID=Mm.34595.1 /TIER=Stack /STK=25 /U
MOE430_2_1434887_at 247.9 187.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BE990928 /DB_XREF=gi:10669981 /DB_XREF=UI-M-BZ1-bfv-b-24-0-UI.s1 /CLONE=UI-M-BZ1-bfv-b-24-0-UI /FEA=EST /CNT=56 /TID=Mm.40262.1 
MOE430_2_1434928_at 687.7 456.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB769886 /DB_XREF=gi:16212419 /DB_XREF=BB769886 /CLONE=G370101K21 /FEA=EST /CNT=43 /TID=Mm.44591.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434988_x_ 24 17.4 P P 0.00293 0.02 -0.5 D 0.99 gb:AI462635 /DB_XREF=gi:4316665 /DB_XREF=vb37d09.x1 /CLONE=IMAGE:751121 /FEA=EST /CNT=23 /TID=Mm.2621.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434994_at 119.3 88.1 P P 0.000244 0.000244 -0.5 NC 0.98 gb:AA986460 /DB_XREF=gi:3168114 /DB_XREF=ue13e04.x1 /CLONE=IMAGE:1480254 /FEA=EST /CNT=96 /TID=Mm.12915.2 /TIER=Stack /STK=21 /UG=
MOE430_2_1434995_s_ 354.9 189.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BE199280 /DB_XREF=gi:8711449 /DB_XREF=us68b12.x1 /CLONE=IMAGE:3256319 /FEA=EST /CNT=96 /TID=Mm.12915.2 /TIER=Stack /STK=9 /UG=M
MOE430_2_1435045_s_ 3.8 4 A A 0.53 0.55 -0.5 NC 0.5 gb:AW536912 /DB_XREF=gi:7179329 /DB_XREF=G0110C06-3 /CLONE=G0110C06 /FEA=EST /CNT=25 /TID=Mm.202783.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435068_at 262 192.1 P P 0.000732 0.000732 -0.5 D 0.99 gb:BQ174042 /DB_XREF=gi:20349533 /DB_XREF=UI-M-DJ2-bvv-n-13-0-UI.s1 /CLONE=UI-M-DJ2-bvv-n-13-0-UI /FEA=EST /CNT=38 /TID=Mm.39700.
MOE430_2_1435119_at 8.3 5.4 A A 0.36 0.24 -0.5 NC 0.16 gb:BE956710 /DB_XREF=gi:10601528 /DB_XREF=UI-M-BG2-bbn-d-11-0-UI.s1 /CLONE=UI-M-BG2-bbn-d-11-0-UI /FEA=EST /CNT=22 /TID=Mm.93670.
MOE430_2_1435135_at 10.9 5.3 A A 0.69 0.53 -0.5 NC 0.06 gb:BB514928 /DB_XREF=gi:16442968 /DB_XREF=BB514928 /CLONE=D830006A14 /FEA=EST /CNT=245 /TID=Mm.24576.1 /TIER=Stack /STK=64 /UG=M
MOE430_2_1435165_at 1.5 0.6 A A 0.91 0.95 -0.5 NC 0.59 gb:BQ173896 /DB_XREF=gi:20349382 /DB_XREF=UI-M-DJ2-bvv-c-02-0-UI.s1 /CLONE=UI-M-DJ2-bvv-c-02-0-UI /FEA=EST /CNT=59 /TID=Mm.100433
MOE430_2_1435180_at 57 47.4 P P 0.00293 0.01 -0.5 NC 0.82 gb:AV227324 /DB_XREF=gi:15404908 /DB_XREF=AV227324 /CLONE=4222402M22 /FEA=EST /CNT=23 /TID=Mm.74710.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435188_at 26.2 19.8 A A 0.36 0.27 -0.5 NC 0.5 gb:BB407125 /DB_XREF=gi:15411886 /DB_XREF=BB407125 /CLONE=C330049K02 /FEA=EST /CNT=29 /TID=Mm.17668.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435233_at 337.1 226.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG070920 /DB_XREF=gi:12553412 /DB_XREF=H3091G04-3 /CLONE=H3091G04 /FEA=EST /CNT=62 /TID=Mm.9636.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435280_at 356.4 247.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB303582 /DB_XREF=gi:16402066 /DB_XREF=BB303582 /CLONE=B230105D18 /FEA=EST /CNT=32 /TID=Mm.34807.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435351_at 11.9 9.2 M A 0.05 0.09 -0.5 NC 0.5 gb:AA189197 /DB_XREF=gi:1776807 /DB_XREF=mu46h10.r1 /CLONE=IMAGE:642499 /FEA=EST /CNT=41 /TID=Mm.45533.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435353_a_ 381.8 248 P P 0.000244 0.000244 -0.5 D 0.99 gb:BI454991 /DB_XREF=gi:15245647 /DB_XREF=603173568F1 /CLONE=IMAGE:5252800 /FEA=EST /CNT=30 /TID=Mm.30245.3 /TIER=Stack /STK=17 /UG
MOE430_2_1435402_at 28.7 17.2 P A 0.01 0.09 -0.5 NC 0.93 gb:BB066186 /DB_XREF=gi:16259915 /DB_XREF=BB066186 /CLONE=8030448I23 /FEA=EST /CNT=23 /TID=Mm.25809.1 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1435425_at 21.9 16.5 A A 0.36 0.66 -0.5 NC 0.95 gb:AV301763 /DB_XREF=gi:16393424 /DB_XREF=AV301763 /CLONE=5730495L12 /FEA=EST /CNT=143 /TID=Mm.220974.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435461_at 124.3 78.2 P P 0.000244 0.000732 -0.5 D 0.99 gb:BF180812 /DB_XREF=gi:11058954 /DB_XREF=601804936F1 /CLONE=IMAGE:4035873 /FEA=EST /CNT=21 /TID=Mm.31657.1 /TIER=Stack /STK=16 /U
MOE430_2_1435466_at 44.9 30 P A 0.04 0.08 -0.5 NC 0.69 gb:BQ175571 /DB_XREF=gi:20351063 /DB_XREF=UI-M-DJ2-bvx-e-14-0-UI.s1 /CLONE=UI-M-DJ2-bvx-e-14-0-UI /FEA=EST /CNT=26 /TID=Mm.22979.
MOE430_2_1435499_at 30.6 15.9 P P 0.001953 0.04 -0.5 NC 0.99 gb:AW060955 /DB_XREF=gi:6008706 /DB_XREF=UI-M-BH1-anv-g-01-0-UI.s1 /CLONE=UI-M-BH1-anv-g-01-0-UI /FEA=EST /CNT=20 /TID=Mm.87055.1
MOE430_2_1435545_at 76.8 36 P P 0.000732 0.00293 -0.5 NC 0.95 gb:BB242234 /DB_XREF=gi:8934980 /DB_XREF=BB242234 /CLONE=A630091B14 /FEA=EST /CNT=22 /TID=Mm.26744.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1435578_s_ 6.6 3.7 A A 0.21 0.46 -0.5 NC 0.44 gb:BB429377 /DB_XREF=gi:16423990 /DB_XREF=BB429377 /CLONE=C630028C02 /FEA=EST /CNT=21 /TID=Mm.28223.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435581_at 11.2 7.4 P P 0.001953 0.03 -0.5 NC 0.93 gb:BE947462 /DB_XREF=gi:10525221 /DB_XREF=UI-M-BH3-axb-g-10-0-UI.s1 /CLONE=UI-M-BH3-axb-g-10-0-UI /FEA=EST /CNT=20 /TID=Mm.41346.1
MOE430_2_1435652_a_ 2708.6 1924 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF228116 /DB_XREF=gi:11136211 /DB_XREF=uz40a02.x1 /CLONE=IMAGE:3671498 /FEA=EST /CNT=23 /TID=Mm.196464.3 /TIER=Stack /STK=14 /UG
MOE430_2_1435685_x_ 181 130.5 P P 0.00293 0.03 -0.5 NC 0.99 gb:AV150520 /DB_XREF=gi:16383134 /DB_XREF=AV150520 /CLONE=2900006H17 /FEA=EST /CNT=25 /TID=Mm.20845.3 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435746_at 38.5 22.6 P P 0.001221 0.00293 -0.5 NC 0.59 gb:BB127386 /DB_XREF=gi:15408257 /DB_XREF=BB127386 /CLONE=9630021E16 /FEA=EST /CNT=39 /TID=Mm.25390.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435750_at 326.2 212.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB610454 /DB_XREF=gi:16451977 /DB_XREF=BB610454 /CLONE=2010323F13 /FEA=EST /CNT=34 /TID=Mm.86373.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435886_at 120.1 86.5 P P 0.000244 0.000244 -0.5 NC 0.97 gb:AW456220 /DB_XREF=gi:7026437 /DB_XREF=UI-M-BH3-aqu-d-06-0-UI.s1 /CLONE=UI-M-BH3-aqu-d-06-0-UI /FEA=EST /CNT=45 /TID=Mm.103610
MOE430_2_1436039_at 9.3 9.7 A A 0.21 0.33 -0.5 NC 0.66 gb:BM245957 /DB_XREF=gi:17881227 /DB_XREF=K0731F04-3 /CLONE=K0731F04 /FEA=EST /CNT=22 /TID=Mm.30581.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436054_at 104.7 89.8 P P 0.000244 0.000732 -0.5 NC 0.98 gb:BM220028 /DB_XREF=gi:17780005 /DB_XREF=C0933F01-3 /CLONE=C0933F01 /FEA=EST /CNT=21 /TID=Mm.37592.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436154_at 9.7 6.5 A A 0.17 0.5 -0.5 NC 0.5 gb:BE457918 /DB_XREF=gi:9480551 /DB_XREF=us99c07.x1 /CLONE=IMAGE:3326508 /FEA=EST /CNT=12 /TID=Mm.67829.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1436188_a_ 251.9 174.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:AI837704 /DB_XREF=gi:5471917 /DB_XREF=UI-M-AK0-adj-e-01-0-UI.s1 /CLONE=UI-M-AK0-adj-e-01-0-UI /FEA=EST /CNT=16 /TID=Mm.29846.2 /T
MOE430_2_1436223_at 10.3 5.8 P A 0.00415 0.06 -0.5 NC 0.62 gb:BB504737 /DB_XREF=gi:16442745 /DB_XREF=BB504737 /CLONE=D630049N15 /FEA=EST /CNT=18 /TID=Mm.23268.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436275_at 4.3 1.4 A A 0.53 0.93 -0.5 NC 0.8 gb:AW490636 /DB_XREF=gi:7060907 /DB_XREF=UI-M-BH3-ast-d-06-0-UI.s1 /CLONE=UI-M-BH3-ast-d-06-0-UI /FEA=EST /CNT=11 /TID=Mm.41361.1 
MOE430_2_1436301_at 196.3 136.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB435342 /DB_XREF=gi:16424364 /DB_XREF=BB435342 /CLONE=C820013G01 /FEA=EST /CNT=130 /TID=Mm.533.5 /TIER=Stack /STK=60 /UG=Mm
MOE430_2_1436471_at 60 53.6 P P 0.000244 0.000244 -0.5 NC 0.91 gb:BQ173929 /DB_XREF=gi:20349420 /DB_XREF=UI-M-DJ2-bvv-i-08-0-UI.s1 /CLONE=UI-M-DJ2-bvv-i-08-0-UI /FEA=EST /CNT=9 /TID=Mm.211440.1 
MOE430_2_1436481_at 13.4 7.9 A P 0.06 0.04 -0.5 NC 0.5 gb:BB729271 /DB_XREF=gi:16112546 /DB_XREF=BB729271 /CLONE=E860106N01 /FEA=EST /CNT=9 /TID=Mm.133988.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436578_at 9.4 5.3 A A 0.14 0.46 -0.5 NC 0.69 gb:AV328226 /DB_XREF=gi:16395838 /DB_XREF=AV328226 /CLONE=6330439O11 /FEA=EST /CNT=12 /TID=Mm.91712.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436589_x_ 93 74.5 P P 0.001953 0.01 -0.5 D 0.99 gb:BB204677 /DB_XREF=gi:8869630 /DB_XREF=BB204677 /CLONE=A430059D02 /FEA=EST /CNT=11 /TID=Mm.1881.2 /TIER=Stack /STK=8 /UG=Mm.18
MOE430_2_1436591_at 82.6 57.5 P P 0.000244 0.001221 -0.5 D 0.99 gb:BE553782 /DB_XREF=gi:9818269 /DB_XREF=ur42c07.x1 /CLONE=IMAGE:3152940 /FEA=EST /CNT=19 /TID=Mm.106703.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1436609_a_ 2603.2 1877.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV309553 /DB_XREF=gi:6362588 /DB_XREF=AV309553 /CLONE=5730583E21 /FEA=EST /CNT=10 /TID=Mm.4560.2 /TIER=Stack /STK=8 /UG=Mm.456
MOE430_2_1436644_x_ 5.7 3.1 A A 0.43 0.46 -0.5 NC 0.5 gb:BB245618 /DB_XREF=gi:8938364 /DB_XREF=BB245618 /CLONE=A730010J12 /FEA=EST /CNT=9 /TID=Mm.41409.2 /TIER=Stack /STK=8 /UG=Mm.41
MOE430_2_1436792_at 17.5 14.5 A A 0.11 0.08 -0.5 NC 0.5 gb:BB374634 /DB_XREF=gi:16407306 /DB_XREF=BB374634 /CLONE=C130075P09 /FEA=EST /CNT=64 /TID=Mm.62235.1 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1436841_at 135.8 101.5 P P 0.000732 0.001953 -0.5 D 0.99 gb:BB319407 /DB_XREF=gi:16403261 /DB_XREF=BB319407 /CLONE=B230380D07 /FEA=EST /CNT=104 /TID=Mm.45199.1 /TIER=Stack /STK=44 /UG=M
MOE430_2_1436844_at 70.2 52.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV257745 /DB_XREF=gi:15405358 /DB_XREF=AV257745 /CLONE=4921539E13 /FEA=EST /CNT=57 /TID=Mm.44643.1 /TIER=Stack /STK=44 /UG=Mm
MOE430_2_1436849_x_ 913.2 620.4 P P 0.00415 0.005859 -0.5 D 0.99 gb:BB357227 /DB_XREF=gi:9069055 /DB_XREF=BB357227 /CLONE=C030019I15 /FEA=EST /CNT=44 /TID=Mm.4793.3 /TIER=Stack /STK=44 /UG=Mm.47
MOE430_2_1436851_at 164.8 102.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:AI463328 /DB_XREF=gi:4317358 /DB_XREF=vw61c10.x1 /CLONE=IMAGE:1248306 /FEA=EST /CNT=72 /TID=Mm.213000.3 /TIER=Stack /STK=43 /UG=
MOE430_2_1436877_at 49.8 28 P P 0.01 0.01 -0.5 NC 0.66 gb:AV231827 /DB_XREF=gi:15404997 /DB_XREF=AV231827 /CLONE=4632409P22 /FEA=EST /CNT=49 /TID=Mm.30506.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1436915_x_ 1364 898.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:AU024771 /DB_XREF=gi:3395118 /DB_XREF=AU024771 /CLONE=J0460D05 /FEA=EST /CNT=37 /TID=Mm.197518.2 /TIER=Stack /STK=36 /UG=Mm.1
MOE430_2_1436946_s_ 4287.4 2897.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV216608 /DB_XREF=gi:6157453 /DB_XREF=AV216608 /CLONE=2410165B21 /FEA=EST /CNT=34 /TID=Mm.183294.2 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1436953_at 148.8 107.1 P P 0.000244 0.000244 -0.5 NC 0.96 gb:AV338046 /DB_XREF=gi:15406486 /DB_XREF=AV338046 /CLONE=6430407G03 /FEA=EST /CNT=142 /TID=Mm.24110.1 /TIER=Stack /STK=33 /UG=M
MOE430_2_1436970_a_ 1994.2 1420.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AA499047 /DB_XREF=gi:2234101 /DB_XREF=vi84a04.r1 /CLONE=IMAGE:918894 /FEA=EST /CNT=34 /TID=Mm.4146.2 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1437106_at 5.4 4.2 A A 0.21 0.46 -0.5 NC 0.57 gb:BM246184 /DB_XREF=gi:17881454 /DB_XREF=K0734F05-3 /CLONE=K0734F05 /FEA=EST /CNT=112 /TID=Mm.100863.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1437114_at 34.2 19.4 P P 0.02 0.01 -0.5 NC 0.98 gb:AV230892 /DB_XREF=gi:16385789 /DB_XREF=AV230892 /CLONE=4632401P03 /FEA=EST /CNT=32 /TID=Mm.117012.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437125_at 8.7 10.9 A A 0.43 0.3 -0.5 NC 0.5 gb:BB476448 /DB_XREF=gi:16440166 /DB_XREF=BB476448 /CLONE=D330018H08 /FEA=EST /CNT=29 /TID=Mm.102244.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437264_at 10 11.5 P A 0.01 0.14 -0.5 NC 0.93 gb:AV278321 /DB_XREF=gi:16391143 /DB_XREF=AV278321 /CLONE=4933401F02 /FEA=EST /CNT=29 /TID=Mm.73205.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437298_at 142 84.9 P P 0.008057 0.01 -0.5 D 0.99 gb:BG067887 /DB_XREF=gi:12550456 /DB_XREF=H3059C12-3 /CLONE=H3059C12 /FEA=EST /CNT=62 /TID=Mm.28661.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437300_at 103.2 85.1 P P 0.008057 0.02 -0.5 D 0.99 gb:BG067616 /DB_XREF=gi:12550185 /DB_XREF=H3056D01-3 /CLONE=H3056D01 /FEA=EST /CNT=45 /TID=Mm.200165.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1437301_a_ 694 501.1 P P 0.000732 0.000732 -0.5 D 0.99 gb:BB153808 /DB_XREF=gi:8808745 /DB_XREF=BB153808 /CLONE=A130017N19 /FEA=EST /CNT=27 /TID=Mm.3400.2 /TIER=Stack /STK=20 /UG=Mm.3
MOE430_2_1437385_at 45 25.3 P A 0.03 0.12 -0.5 NC 0.99 gb:AV264768 /DB_XREF=gi:16389245 /DB_XREF=AV264768 /CLONE=4930502O05 /FEA=EST /CNT=19 /TID=Mm.116781.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1437415_at 1.2 0.5 A A 0.69 0.94 -0.5 NC 0.99 gb:AV281902 /DB_XREF=gi:16391592 /DB_XREF=AV281902 /CLONE=4933427D06 /FEA=EST /CNT=26 /TID=Mm.25369.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437440_at 1 1 A A 0.72 0.69 -0.5 NC 0.71 gb:BB010237 /DB_XREF=gi:15403254 /DB_XREF=BB010237 /CLONE=4732494G06 /FEA=EST /CNT=20 /TID=Mm.104669.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437488_at 2.2 3.5 A A 0.56 0.69 -0.5 NC 0.93 gb:BB148073 /DB_XREF=gi:16267735 /DB_XREF=BB148073 /CLONE=9930105B05 /FEA=EST /CNT=24 /TID=Mm.37336.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437537_at 324.3 260.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB815299 /DB_XREF=gi:16987928 /DB_XREF=BB815299 /CLONE=G730028F16 /FEA=EST /CNT=41 /TID=Mm.24100.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437546_at 1177.2 908.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB044517 /DB_XREF=gi:16259298 /DB_XREF=BB044517 /CLONE=6030488G21 /FEA=EST /CNT=25 /TID=Mm.24731.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437628_s_ 2269.8 1609.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV213413 /DB_XREF=gi:6152908 /DB_XREF=AV213413 /CLONE=2410127J10 /FEA=EST /CNT=129 /TID=Mm.13020.8 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437644_at 2.7 0.5 A A 0.33 0.72 -0.5 NC 0.83 gb:BB083643 /DB_XREF=gi:15407640 /DB_XREF=BB083643 /CLONE=9330184D19 /FEA=EST /CNT=23 /TID=Mm.123510.2 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437657_at 18.1 9.9 P P 0.00415 0.001953 -0.5 NC 0.5 gb:AV319713 /DB_XREF=gi:15406148 /DB_XREF=AV319713 /CLONE=6030412K23 /FEA=EST /CNT=21 /TID=Mm.127419.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437670_x_ 2222.9 1579.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB113673 /DB_XREF=gi:8766241 /DB_XREF=BB113673 /CLONE=9530042B22 /FEA=EST /CNT=17 /TID=Mm.30246.4 /TIER=Stack /STK=15 /UG=Mm.3
MOE430_2_1437724_x_ 751 525.2 P P 0.000732 0.000732 -0.5 D 0.99 gb:BB206460 /DB_XREF=gi:8871413 /DB_XREF=BB206460 /CLONE=A430075P20 /FEA=EST /CNT=15 /TID=Mm.1860.3 /TIER=Stack /STK=15 /UG=Mm.1
MOE430_2_1437736_at 20.5 11.9 M A 0.05 0.27 -0.5 NC 0.68 gb:BF019839 /DB_XREF=gi:10751171 /DB_XREF=ux18g07.x1 /CLONE=IMAGE:3471900 /FEA=EST /CNT=44 /TID=Mm.148007.2 /TIER=Stack /STK=14 /UG
MOE430_2_1437866_at 57.4 37.1 A A 0.09 0.12 -0.5 NC 0.69 gb:AV276425 /DB_XREF=gi:16390832 /DB_XREF=AV276425 /CLONE=4932434J04 /FEA=EST /CNT=34 /TID=Mm.84266.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437882_s_ 16.2 13 P A 0.02 0.08 -0.5 NC 0.44 gb:AV376276 /DB_XREF=gi:16398065 /DB_XREF=AV376276 /CLONE=9130207C03 /FEA=EST /CNT=20 /TID=Mm.98395.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437916_at 39.4 32.7 P P 0.01 0.00415 -0.5 NC 0.5 gb:BB076850 /DB_XREF=gi:16260375 /DB_XREF=BB076850 /CLONE=9330129I15 /FEA=EST /CNT=15 /TID=Mm.131009.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437929_at 16.9 18.9 A M 0.11 0.05 -0.5 NC 0.5 gb:AV306847 /DB_XREF=gi:6339361 /DB_XREF=AV306847 /CLONE=5730547E19 /FEA=EST /CNT=15 /TID=Mm.79993.1 /TIER=Stack /STK=13 /UG=Mm.7
MOE430_2_1437938_x_ 350 225.5 P P 0.000732 0.000244 -0.5 D 0.99 gb:BG066325 /DB_XREF=gi:12548894 /DB_XREF=H3041F06-3 /CLONE=H3041F06 /FEA=EST /CNT=14 /TID=Mm.39292.5 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437943_s_ 560.3 382.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AA764430 /DB_XREF=gi:2813513 /DB_XREF=vp08e03.r1 /CLONE=IMAGE:1068028 /FEA=EST /CNT=14 /TID=Mm.88062.5 /TIER=Stack /STK=13 /UG=
MOE430_2_1437959_at 105.3 69.9 P P 0.00293 0.00415 -0.5 D 0.99 gb:BB277175 /DB_XREF=gi:16400950 /DB_XREF=BB277175 /CLONE=A930002M05 /FEA=EST /CNT=13 /TID=Mm.133086.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438024_at 222.7 152.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AW554392 /DB_XREF=gi:7199815 /DB_XREF=L0240A10-3 /CLONE=L0240A10 /FEA=EST /CNT=26 /TID=Mm.25669.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438074_at 29.9 20.1 A A 0.17 0.27 -0.5 NC 0.54 gb:AU024481 /DB_XREF=gi:3394828 /DB_XREF=AU024481 /CLONE=J0454C07 /FEA=EST /CNT=15 /TID=Mm.12097.1 /TIER=Stack /STK=12 /UG=Mm.12
MOE430_2_1438112_at 0.7 0.8 A A 0.91 0.88 -0.5 NC 0.5 gb:AA546727 /DB_XREF=gi:2308018 /DB_XREF=vk66e09.s1 /CLONE=IMAGE:959656 /FEA=EST /CNT=13 /TID=Mm.125100.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1438115_a_ 309.8 244.8 P P 0.000732 0.000244 -0.5 D 0.99 gb:BB805362 /DB_XREF=gi:16977991 /DB_XREF=BB805362 /CLONE=G630068J09 /FEA=EST /CNT=13 /TID=Mm.27842.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438144_x_ 30.8 21.2 A A 0.06 0.11 -0.5 NC 0.82 gb:BB705334 /DB_XREF=gi:16054169 /DB_XREF=BB705334 /CLONE=7420476H14 /FEA=EST /CNT=12 /TID=Mm.1989.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438192_s_ 162.6 124 P P 0.000732 0.001953 -0.5 D 0.99 gb:BG069319 /DB_XREF=gi:12551888 /DB_XREF=H3075B01-3 /CLONE=H3075B01 /FEA=EST /CNT=95 /TID=Mm.27809.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438203_at 8.6 5.2 A A 0.3 0.5 -0.5 NC 0.54 gb:BF467245 /DB_XREF=gi:11536428 /DB_XREF=UI-M-CG0p-brq-d-07-0-UI.s1 /CLONE=UI-M-CG0p-brq-d-07-0-UI /FEA=EST /CNT=36 /TID=Mm.3377
MOE430_2_1438334_at 15.2 13.8 A A 0.27 0.3 -0.5 NC 0.24 gb:BM238883 /DB_XREF=gi:17874153 /DB_XREF=K0525B08-3 /CLONE=K0525B08 /FEA=EST /CNT=11 /TID=Mm.215465.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438353_at 28.7 16 P P 0.008057 0.01 -0.5 NC 0.63 gb:AW543049 /DB_XREF=gi:7185466 /DB_XREF=C0165A12-3 /CLONE=C0165A12 /FEA=EST /CNT=11 /TID=Mm.218523.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438365_x_ 2123.1 1466.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB560429 /DB_XREF=gi:9646795 /DB_XREF=BB560429 /CLONE=E530018H01 /FEA=EST /CNT=11 /TID=Mm.197518.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438369_x_ 293.2 218.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV008714 /DB_XREF=gi:4785701 /DB_XREF=AV008714 /CLONE=1110013M23 /FEA=EST /CNT=11 /TID=Mm.21915.3 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438396_at 115.4 80.8 P P 0.000732 0.000244 -0.5 NC 0.99 gb:BB751120 /DB_XREF=gi:16155356 /DB_XREF=BB751120 /CLONE=G130204A16 /FEA=EST /CNT=88 /TID=Mm.23302.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438435_at 174.4 141.2 P P 0.000244 0.000732 -0.5 D 0.99 gb:BB329313 /DB_XREF=gi:15411508 /DB_XREF=BB329313 /CLONE=B630006F09 /FEA=EST /CNT=19 /TID=Mm.195617.3 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438515_at 11.9 8.1 A A 0.09 0.11 -0.5 NC 0.31 gb:AI646720 /DB_XREF=gi:4725195 /DB_XREF=ub65a04.x1 /CLONE=IMAGE:1382574 /FEA=EST /CNT=13 /TID=Mm.169614.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1438528_at 50.4 36.9 P P 0.000244 0.000732 -0.5 NC 0.93 gb:AW545979 /DB_XREF=gi:7191446 /DB_XREF=L0002F08-3 /CLONE=L0002F08 /FEA=EST /CNT=11 /TID=Mm.169444.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438535_at 37.1 21.8 P P 0.000732 0.04 -0.5 NC 0.8 gb:BB523030 /DB_XREF=gi:16443770 /DB_XREF=BB523030 /CLONE=D930011I03 /FEA=EST /CNT=11 /TID=Mm.29882.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438555_x_ 1.1 0.5 A A 0.8 0.98 -0.5 NC 0.27 gb:BB532597 /DB_XREF=gi:9584526 /DB_XREF=BB532597 /CLONE=E030025M14 /FEA=EST /CNT=11 /TID=Mm.72439.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438556_a_ 456.1 344.8 P P 0.000732 0.000732 -0.5 D 0.99 gb:BB224629 /DB_XREF=gi:8893241 /DB_XREF=BB224629 /CLONE=A530087H15 /FEA=EST /CNT=11 /TID=Mm.38445.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438654_x_ 1.3 0.8 A A 0.85 0.82 -0.5 NC 0.5 gb:AV269411 /DB_XREF=gi:6257448 /DB_XREF=AV269411 /CLONE=4930542K19 /FEA=EST /CNT=10 /TID=Mm.22331.2 /TIER=Stack /STK=10 /UG=Mm.2
MOE430_2_1438659_x_ 734.6 565.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB458460 /DB_XREF=gi:9353953 /DB_XREF=BB458460 /CLONE=D130057E08 /FEA=EST /CNT=10 /TID=Mm.20313.2 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438665_at 25.2 10.9 A A 0.06 0.12 -0.5 NC 0.5 gb:BF456582 /DB_XREF=gi:11522751 /DB_XREF=UI-M-BZ1-bkq-b-02-0-UI.s1 /CLONE=UI-M-BZ1-bkq-b-02-0-UI /FEA=EST /CNT=84 /TID=Mm.23298.1
MOE430_2_1438689_at 84.8 49.9 P P 0.000244 0.01 -0.5 NC 0.99 gb:BB430846 /DB_XREF=gi:16424111 /DB_XREF=BB430846 /CLONE=C630035D06 /FEA=EST /CNT=26 /TID=Mm.45078.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438691_at 257.4 192.1 P P 0.000732 0.000732 -0.5 D 0.99 gb:BB379602 /DB_XREF=gi:16407835 /DB_XREF=BB379602 /CLONE=C130099L13 /FEA=EST /CNT=37 /TID=Mm.99978.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438705_at 10.6 7.9 A A 0.3 0.46 -0.5 NC 0.5 gb:BB471309 /DB_XREF=gi:16427900 /DB_XREF=BB471309 /CLONE=D230038M02 /FEA=EST /CNT=33 /TID=Mm.12429.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438737_at 0.4 0.3 A A 0.91 0.99 -0.5 NC 0.51 gb:AV029604 /DB_XREF=gi:15431521 /DB_XREF=AV029604 /CLONE=1500005K16 /FEA=EST /CNT=17 /TID=Mm.52452.1 /TIER=Stack /STK=9 /UG=Mm.5
MOE430_2_1438762_at 14.5 8.4 A P 0.08 0.01 -0.5 NC 0.6 gb:AI604411 /DB_XREF=gi:4613578 /DB_XREF=vv75c10.x1 /CLONE=IMAGE:1228242 /FEA=EST /CNT=12 /TID=Mm.36773.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438764_at 79.2 30 M P 0.05 0.03 -0.5 NC 0.76 gb:AV333182 /DB_XREF=gi:16396244 /DB_XREF=AV333182 /CLONE=6330545A10 /FEA=EST /CNT=22 /TID=Mm.20794.2 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438767_at 16.2 12.8 M A 0.05 0.24 -0.5 NC 0.77 gb:BB237825 /DB_XREF=gi:16354914 /DB_XREF=BB237825 /CLONE=A630067E10 /FEA=EST /CNT=15 /TID=Mm.131422.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438818_at 3 1.7 A A 0.56 0.43 -0.5 NC 0.24 gb:BF020788 /DB_XREF=gi:10752120 /DB_XREF=uw14b12.x1 /CLONE=IMAGE:3416639 /FEA=EST /CNT=10 /TID=Mm.133468.1 /TIER=Stack /STK=9 /UG
MOE430_2_1438890_at 24.9 20.3 P P 0.001221 0.00415 -0.5 NC 0.5 gb:BB408597 /DB_XREF=gi:16418302 /DB_XREF=BB408597 /CLONE=C430007M04 /FEA=EST /CNT=9 /TID=Mm.133394.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438896_at 0.7 0.5 A A 0.96 0.98 -0.5 NC 0.5 gb:BB020972 /DB_XREF=gi:16257672 /DB_XREF=BB020972 /CLONE=5330404F09 /FEA=EST /CNT=9 /TID=Mm.131913.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438929_at 25.8 20.4 P P 0.01 0.000732 -0.5 NC 0.25 gb:BB168595 /DB_XREF=gi:8824536 /DB_XREF=BB168595 /CLONE=A130099I15 /FEA=EST /CNT=9 /TID=Mm.131452.1 /TIER=Stack /STK=9 /UG=Mm.13
MOE430_2_1438957_x_ 835.4 607.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB027654 /DB_XREF=gi:8205334 /DB_XREF=BB027654 /CLONE=5330438H07 /FEA=EST /CNT=9 /TID=Mm.196477.3 /TIER=Stack /STK=9 /UG=Mm.19
MOE430_2_1439021_at 148 94.6 M A 0.05 0.17 -0.5 D 0.99 gb:BI412223 /DB_XREF=gi:15173146 /DB_XREF=602990016F1 /CLONE=IMAGE:5146203 /FEA=EST /CNT=46 /TID=Mm.219591.1 /TIER=Stack /STK=8 /UG



MOE430_2_1439121_at 13.2 10.7 A A 0.08 0.72 -0.5 NC 0.97 gb:AW822416 /DB_XREF=gi:7915493 /DB_XREF=uq20d09.x1 /CLONE=IMAGE:2803025 /FEA=EST /CNT=12 /TID=Mm.87776.3 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439168_at 14.5 13 P P 0.008057 0.02 -0.5 NC 0.65 gb:BB373572 /DB_XREF=gi:16407190 /DB_XREF=BB373572 /CLONE=C130071B01 /FEA=EST /CNT=10 /TID=Mm.185325.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439193_at 6.6 4.9 A A 0.5 0.56 -0.5 NC 0.5 gb:BE944768 /DB_XREF=gi:10522527 /DB_XREF=UI-M-BH3-awg-g-02-0-UI.s1 /CLONE=UI-M-BH3-awg-g-02-0-UI /FEA=EST /CNT=11 /TID=Mm.15332
MOE430_2_1439218_at 15.6 13.5 A A 0.3 0.14 -0.5 NC 0.8 gb:BM120182 /DB_XREF=gi:17088208 /DB_XREF=L0936A10-3 /CLONE=L0936A10 /FEA=EST /CNT=9 /TID=Mm.209508.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439240_x_ 4.8 2.7 A A 0.53 0.6 -0.5 NC 0.21 gb:BB806633 /DB_XREF=gi:16979262 /DB_XREF=BB806633 /CLONE=G630076G12 /FEA=EST /CNT=9 /TID=Mm.20472.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439264_x_ 1958.3 567.1 P P 0.000244 0.00415 -0.5 D 0.99 gb:BB433798 /DB_XREF=gi:9273525 /DB_XREF=BB433798 /CLONE=C820003N23 /FEA=EST /CNT=9 /TID=Mm.200673.13 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439305_at 27.3 28.8 P P 0.001953 0.000732 -0.5 NC 0.6 gb:BB011750 /DB_XREF=gi:16257254 /DB_XREF=BB011750 /CLONE=4832415F17 /FEA=EST /CNT=8 /TID=Mm.131842.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439350_s_ 176.9 136.2 P P 0.000732 0.000244 -0.5 NC 0.97 gb:AV292566 /DB_XREF=gi:16392477 /DB_XREF=AV292566 /CLONE=5430426F17 /FEA=EST /CNT=8 /TID=Mm.5434.2 /TIER=Stack /STK=8 /UG=Mm.543
MOE430_2_1439355_at 12.2 6.9 A A 0.33 0.33 -0.5 NC 0.71 gb:BB490622 /DB_XREF=gi:16441699 /DB_XREF=BB490622 /CLONE=D530016L15 /FEA=EST /CNT=8 /TID=Mm.22917.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439361_at 0.3 0.4 A A 0.75 0.94 -0.5 NC 0.97 gb:BG797614 /DB_XREF=gi:14144552 /DB_XREF=ic11f12.x1 /FEA=EST /CNT=8 /TID=Mm.194427.1 /TIER=Stack /STK=8 /UG=Mm.194427 /UG_TITLE=EST
MOE430_2_1439389_s_ 2582.4 1795.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB500055 /DB_XREF=gi:9476853 /DB_XREF=BB500055 /CLONE=D630024J02 /FEA=EST /CNT=8 /TID=Mm.29874.2 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1439424_x_ 58.6 45.7 P P 0.001953 0.000244 -0.5 NC 0.68 gb:BB436247 /DB_XREF=gi:9275974 /DB_XREF=BB436247 /CLONE=C820017N12 /FEA=EST /CNT=8 /TID=Mm.142843.2 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439452_x_ 1506.6 1057 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB407163 /DB_XREF=gi:9226559 /DB_XREF=BB407163 /CLONE=C330049O14 /FEA=EST /CNT=8 /TID=Mm.24680.7 /TIER=Stack /STK=8 /UG=Mm.24
MOE430_2_1439457_x_ 4.7 7.9 A A 0.11 0.24 -0.5 NC 0.98 gb:BB503481 /DB_XREF=gi:9492275 /DB_XREF=BB503481 /CLONE=D630043I17 /FEA=EST /CNT=8 /TID=Mm.9852.4 /TIER=Stack /STK=8 /UG=Mm.9852
MOE430_2_1439496_at 286.8 189.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG073340 /DB_XREF=gi:12555909 /DB_XREF=H3121E03-3 /CLONE=H3121E03 /FEA=EST /CNT=23 /TID=Mm.35296.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439557_s_ 67.1 46.9 P P 0.000244 0.000244 -0.5 NC 0.83 gb:BB097063 /DB_XREF=gi:8742097 /DB_XREF=BB097063 /CLONE=9430058A09 /FEA=EST /CNT=9 /TID=Mm.200482.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439590_at 17.4 7.5 A A 0.06 0.39 -0.5 NC 0.9 gb:AV273072 /DB_XREF=gi:16390239 /DB_XREF=AV273072 /CLONE=4931440N07 /FEA=EST /CNT=8 /TID=Mm.44558.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439595_at 0.8 0.7 A A 0.78 0.8 -0.5 NC 0.66 gb:BM243643 /DB_XREF=gi:17878913 /DB_XREF=K0649G03-3 /CLONE=K0649G03 /FEA=EST /CNT=8 /TID=Mm.213248.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439639_at 15.2 9.5 A A 0.36 0.36 -0.5 NC 0.46 gb:AW990650 /DB_XREF=gi:8186356 /DB_XREF=uf09b04.x1 /CLONE=IMAGE:1510831 /FEA=EST /CNT=10 /TID=Mm.108603.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1439664_at 31 18.4 P A 0.02 0.09 -0.5 NC 0.5 gb:BG075928 /DB_XREF=gi:12558497 /DB_XREF=H3153E02-3 /CLONE=H3153E02 /FEA=EST /CNT=8 /TID=Mm.103434.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439677_at 8.2 6.1 A A 0.27 0.5 -0.5 NC 0.22 gb:BB230023 /DB_XREF=gi:16354348 /DB_XREF=BB230023 /CLONE=A630024K09 /FEA=EST /CNT=7 /TID=Mm.132300.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439727_at 13.1 5.6 P A 0.03 0.36 -0.5 NC 0.5 gb:AV375098 /DB_XREF=gi:15412276 /DB_XREF=AV375098 /CLONE=9130020L07 /FEA=EST /CNT=7 /TID=Mm.42333.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439827_at 142.6 101.2 P P 0.000244 0.000244 -0.5 MD 0.99 gb:BB004039 /DB_XREF=gi:15389655 /DB_XREF=BB004039 /CLONE=4732458B12 /FEA=EST /CNT=9 /TID=Mm.37798.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439858_at 143.9 105.8 P P 0.01 0.04 -0.5 D 0.99 gb:BI080135 /DB_XREF=gi:14498465 /DB_XREF=602876533F1 /CLONE=IMAGE:5008041 /FEA=EST /CNT=9 /TID=Mm.120634.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1439941_at 1.3 0.5 A A 0.72 0.94 -0.5 NC 0.59 gb:BE947394 /DB_XREF=gi:10525193 /DB_XREF=UI-M-BH3-axb-e-04-0-UI.s1 /CLONE=UI-M-BH3-axb-e-04-0-UI /FEA=EST /CNT=7 /TID=Mm.101521.
MOE430_2_1439984_at 28.4 10 P P 0.01 0.03 -0.5 NC 0.5 gb:BB474782 /DB_XREF=gi:16439910 /DB_XREF=BB474782 /CLONE=D330009G23 /FEA=EST /CNT=8 /TID=Mm.48689.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439999_at 9.3 6.3 P A 0.00415 0.12 -0.5 NC 0.63 gb:BB432092 /DB_XREF=gi:15412072 /DB_XREF=BB432092 /CLONE=C630043M06 /FEA=EST /CNT=7 /TID=Mm.130852.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440012_at 20 12 P A 0.008057 0.19 -0.5 NC 0.88 gb:BM120225 /DB_XREF=gi:17088251 /DB_XREF=L0936F09-3 /CLONE=L0936F09 /FEA=EST /CNT=6 /TID=Mm.213559.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440105_at 29.4 30 P M 0.001221 0.05 -0.5 NC 0.98 gb:AV274019 /DB_XREF=gi:16390424 /DB_XREF=AV274019 /CLONE=4932416A15 /FEA=EST /CNT=6 /TID=Mm.48726.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440142_s_ 0.6 0.4 A A 0.82 0.99 -0.5 NC 0.5 gb:BB750040 /DB_XREF=gi:16154276 /DB_XREF=BB750040 /CLONE=G130001J18 /FEA=EST /CNT=6 /TID=Mm.121857.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440157_at 5.8 4.2 A A 0.3 0.3 -0.5 NC 0.5 gb:BB235437 /DB_XREF=gi:8915153 /DB_XREF=BB235437 /CLONE=A630054B14 /FEA=EST /CNT=6 /TID=Mm.154337.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440173_x_ 0.4 0.3 A A 0.96 0.98 -0.5 NC 0.48 gb:BB224329 /DB_XREF=gi:8892941 /DB_XREF=BB224329 /CLONE=A530086C12 /FEA=EST /CNT=6 /TID=Mm.133232.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440214_at 8.7 6.6 A A 0.33 0.53 -0.5 NC 0.46 gb:BM243939 /DB_XREF=gi:17879209 /DB_XREF=K0704C03-3 /CLONE=K0704C03 /FEA=EST /CNT=24 /TID=Mm.116691.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440379_at 11 7.6 A A 0.5 0.53 -0.5 NC 0.78 gb:BB052727 /DB_XREF=gi:16259633 /DB_XREF=BB052727 /CLONE=6720456H02 /FEA=EST /CNT=7 /TID=Mm.131383.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440382_at 3 2 A A 0.5 0.66 -0.5 NC 0.51 gb:AI427790 /DB_XREF=gi:4273716 /DB_XREF=ml32d06.x1 /CLONE=IMAGE:513707 /FEA=EST /CNT=7 /TID=Mm.23349.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440406_at 84.8 49.9 P A 0.04 0.06 -0.5 NC 0.5 gb:BB526663 /DB_XREF=gi:16444353 /DB_XREF=BB526663 /CLONE=D930035B09 /FEA=EST /CNT=6 /TID=Mm.40110.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440454_at 17 13.5 A A 0.14 0.27 -0.5 NC 0.57 gb:AV377136 /DB_XREF=gi:16398112 /DB_XREF=AV377136 /CLONE=9130222K18 /FEA=EST /CNT=6 /TID=Mm.185578.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440574_at 9.4 6.9 P A 0.03 0.21 -0.5 NC 0.5 gb:AV318845 /DB_XREF=gi:15406124 /DB_XREF=AV318845 /CLONE=6030401M18 /FEA=EST /CNT=5 /TID=Mm.133385.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440580_at 3.1 2.4 A A 0.5 0.39 -0.5 NC 0.13 gb:BB356446 /DB_XREF=gi:16405748 /DB_XREF=BB356446 /CLONE=C030014M07 /FEA=EST /CNT=5 /TID=Mm.210266.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440692_at 4.9 2.7 A A 0.17 0.27 -0.5 NC 0.48 gb:AV280269 /DB_XREF=gi:16391389 /DB_XREF=AV280269 /CLONE=4933413F19 /FEA=EST /CNT=5 /TID=Mm.79079.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440742_at 65.8 47.1 P P 0.000244 0.000732 -0.5 NC 0.94 gb:BF019417 /DB_XREF=gi:10750749 /DB_XREF=ux10a09.y1 /CLONE=IMAGE:3471064 /FEA=EST /CNT=5 /TID=Mm.82435.2 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440782_at 0.7 0.7 A A 0.88 0.72 -0.5 NC 0.5 gb:BB238897 /DB_XREF=gi:8921363 /DB_XREF=BB238897 /CLONE=A630074G03 /FEA=EST /CNT=5 /TID=Mm.120688.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440801_s_ 1.2 1.2 A A 0.62 0.69 -0.5 NC 0.7 gb:BB391602 /DB_XREF=gi:9114556 /DB_XREF=BB391602 /CLONE=C230075D03 /FEA=EST /CNT=5 /TID=Mm.133170.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440820_x_ 10.7 2.8 A A 0.11 0.33 -0.5 NC 0.98 gb:AV206071 /DB_XREF=gi:6146924 /DB_XREF=AV206071 /CLONE=1700084F06 /FEA=EST /CNT=5 /TID=Mm.76832.1 /TIER=ConsEnd /STK=5 /UG=Mm.
MOE430_2_1440826_s_ 170.9 122.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB285582 /DB_XREF=gi:8986031 /DB_XREF=BB285582 /CLONE=B020006K18 /FEA=EST /CNT=5 /TID=Mm.200473.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441016_at 11.4 6.8 A A 0.21 0.33 -0.5 NC 0.73 gb:AW493417 /DB_XREF=gi:7063698 /DB_XREF=UI-M-BH3-auc-a-08-0-UI.s1 /CLONE=UI-M-BH3-auc-a-08-0-UI /FEA=EST /CNT=6 /TID=Mm.102054.1
MOE430_2_1441091_at 1.8 0.9 A A 0.63 0.84 -0.5 NC 0.63 gb:BQ175164 /DB_XREF=gi:20350656 /DB_XREF=UI-M-DJ2-bwd-b-06-0-UI.s1 /CLONE=UI-M-DJ2-bwd-b-06-0-UI /FEA=EST /CNT=9 /TID=Mm.212628
MOE430_2_1441095_at 7.5 5.8 A A 0.21 0.66 -0.5 NC 0.88 gb:AW489113 /DB_XREF=gi:7059383 /DB_XREF=UI-M-BH3-asi-c-09-0-UI.s1 /CLONE=UI-M-BH3-asi-c-09-0-UI /FEA=EST /CNT=8 /TID=Mm.138465.1 /
MOE430_2_1441133_at 17.7 16.8 A A 0.3 0.5 -0.5 NC 0.5 gb:BB731084 /DB_XREF=gi:16114359 /DB_XREF=BB731084 /CLONE=E970003L16 /FEA=EST /CNT=6 /TID=Mm.101685.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441174_a_ 7 8.5 A A 0.33 0.11 -0.5 NC 0.5 gb:BB182358 /DB_XREF=gi:8841441 /DB_XREF=BB182358 /CLONE=A230098C20 /FEA=EST /CNT=5 /TID=Mm.131951.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441206_at 18.1 13.9 M P 0.05 0.01 -0.5 NC 0.5 gb:BB107526 /DB_XREF=gi:16261553 /DB_XREF=BB107526 /CLONE=9530006G20 /FEA=EST /CNT=5 /TID=Mm.184082.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441218_at 2.6 1.1 A A 0.6 0.59 -0.5 NC 0.26 gb:AV272776 /DB_XREF=gi:16390194 /DB_XREF=AV272776 /CLONE=4931433J21 /FEA=EST /CNT=5 /TID=Mm.189573.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441239_at 41.9 25.4 P P 0.005859 0.001221 -0.5 NC 0.5 gb:BB067600 /DB_XREF=gi:16259972 /DB_XREF=BB067600 /CLONE=8030463O11 /FEA=EST /CNT=5 /TID=Mm.116304.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441249_at 1.7 1 A A 0.66 0.72 -0.5 NC 0.5 gb:AV259068 /DB_XREF=gi:16388570 /DB_XREF=AV259068 /CLONE=4930403D09 /FEA=EST /CNT=5 /TID=Mm.45258.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441298_at 6.2 2.6 A A 0.39 0.39 -0.5 NC 0.5 gb:BB729922 /DB_XREF=gi:16113197 /DB_XREF=BB729922 /CLONE=E860114H05 /FEA=EST /CNT=5 /TID=Mm.156823.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441318_at 20.6 10.3 P A 0.04 0.17 -0.5 NC 0.5 gb:BB312171 /DB_XREF=gi:16402776 /DB_XREF=BB312171 /CLONE=B230332A17 /FEA=EST /CNT=9 /TID=Mm.102015.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441362_at 10.6 9.2 M A 0.05 0.24 -0.5 NC 0.5 gb:AW493584 /DB_XREF=gi:7063865 /DB_XREF=UI-M-BH3-aud-h-10-0-UI.s1 /CLONE=UI-M-BH3-aud-h-10-0-UI /FEA=EST /CNT=5 /TID=Mm.101710.1
MOE430_2_1441380_at 27.1 22.2 P P 0.01 0.04 -0.5 NC 0.75 gb:BB044461 /DB_XREF=gi:16259296 /DB_XREF=BB044461 /CLONE=6030487O11 /FEA=EST /CNT=5 /TID=Mm.113098.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441405_at 8.9 3.7 A A 0.14 0.56 -0.5 NC 0.64 gb:BM119869 /DB_XREF=gi:17087895 /DB_XREF=L0931E08-3 /CLONE=L0931E08 /FEA=EST /CNT=4 /TID=Mm.216906.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441428_at 3 1.6 A A 0.29 0.8 -0.5 NC 0.82 gb:BB667349 /DB_XREF=gi:16398798 /DB_XREF=BB667349 /CLONE=C730003N19 /FEA=EST /CNT=4 /TID=Mm.131338.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441544_at 10 8.1 M A 0.05 0.39 -0.5 NC 0.86 gb:BM114572 /DB_XREF=gi:17077590 /DB_XREF=L0807A04-3 /CLONE=L0807A04 /FEA=EST /CNT=4 /TID=Mm.214945.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441725_at 16.4 11.6 P P 0.01 0.03 -0.5 NC 0.3 gb:BE980526 /DB_XREF=gi:10648601 /DB_XREF=UI-M-BG2-bck-b-08-0-UI.s1 /CLONE=UI-M-BG2-bck-b-08-0-UI /FEA=EST /CNT=4 /TID=Mm.59177.1
MOE430_2_1441802_at 12.7 8.6 A A 0.17 0.53 -0.5 NC 0.59 gb:AI593292 /DB_XREF=gi:4602340 /DB_XREF=vu15h07.x1 /CLONE=IMAGE:1180765 /FEA=EST /CNT=4 /TID=Mm.77698.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441824_at 17.5 11.4 M A 0.05 0.09 -0.5 NC 0.64 gb:AW457596 /DB_XREF=gi:7027813 /DB_XREF=UI-M-BH3-arm-h-01-0-UI.s1 /CLONE=UI-M-BH3-arm-h-01-0-UI /FEA=EST /CNT=4 /TID=Mm.101227.1
MOE430_2_1441827_x_ 6 4 A A 0.17 0.35 -0.5 NC 0.13 gb:BM243794 /DB_XREF=gi:17879064 /DB_XREF=K0702A03-3 /CLONE=K0702A03 /FEA=EST /CNT=4 /TID=Mm.217809.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441848_at 57.2 43.1 P P 0.000244 0.000244 -0.5 NC 0.73 gb:BB521034 /DB_XREF=gi:9572492 /DB_XREF=BB521034 /CLONE=D830047O03 /FEA=EST /CNT=4 /TID=Mm.99994.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441919_x_ 46.4 36.5 A A 0.17 0.21 -0.5 NC 0.5 gb:BB515871 /DB_XREF=gi:9567329 /DB_XREF=BB515871 /CLONE=D830013A02 /FEA=EST /CNT=4 /TID=Mm.121616.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441921_x_ 47.3 32.7 P A 0.02 0.09 -0.5 NC 0.88 gb:BB386239 /DB_XREF=gi:9109038 /DB_XREF=BB386239 /CLONE=C230045F23 /FEA=EST /CNT=4 /TID=Mm.127529.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441945_s_ 351.4 237.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV009478 /DB_XREF=gi:4786465 /DB_XREF=AV009478 /CLONE=1110019E17 /FEA=EST /CNT=4 /TID=Mm.46207.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441970_at 103.9 78.8 P P 0.000244 0.000244 -0.5 NC 0.97 gb:BB763470 /DB_XREF=gi:16208139 /DB_XREF=BB763470 /CLONE=G370025J05 /FEA=EST /CNT=16 /TID=Mm.102343.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442013_at 6.8 6.2 A A 0.17 0.24 -0.5 NC 0.63 gb:BG067871 /DB_XREF=gi:12550440 /DB_XREF=H3059B04-3 /CLONE=H3059B04 /FEA=EST /CNT=9 /TID=Mm.181671.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442016_at 22.7 13.4 P P 0.001953 0.008057 -0.5 NC 0.53 gb:BQ174740 /DB_XREF=gi:20350232 /DB_XREF=UI-M-DJ2-bwb-i-12-0-UI.s1 /CLONE=UI-M-DJ2-bwb-i-12-0-UI /FEA=EST /CNT=8 /TID=Mm.74629.1 
MOE430_2_1442065_at 3.3 2.2 A A 0.78 0.85 -0.5 NC 0.55 gb:BM938105 /DB_XREF=gi:19397257 /DB_XREF=UI-M-CD1-bar-e-08-0-UI.r1 /CLONE=UI-M-CD1-bar-e-08-0-UI /FEA=EST /CNT=9 /TID=Mm.219444.1
MOE430_2_1442216_at 37.7 26.5 M A 0.05 0.06 -0.5 NC 0.79 gb:AU043006 /DB_XREF=gi:3957241 /DB_XREF=AU043006 /CLONE=J1037C03 /FEA=EST /CNT=5 /TID=Mm.17708.1 /TIER=ConsEnd /STK=3 /UG=Mm.17
MOE430_2_1442231_at 1.6 1 A A 0.66 0.8 -0.5 NC 0.45 gb:BG070418 /DB_XREF=gi:12552987 /DB_XREF=H3087B06-3 /CLONE=H3087B06 /FEA=EST /CNT=5 /TID=Mm.12612.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442241_at 31.4 31.6 P P 0.001953 0.00293 -0.5 NC 0.75 gb:BE979921 /DB_XREF=gi:10647330 /DB_XREF=UI-M-BG2-bcp-a-04-0-UI.s1 /CLONE=UI-M-BG2-bcp-a-04-0-UI /FEA=EST /CNT=5 /TID=Mm.82655.1
MOE430_2_1442254_at 10.3 26.3 P A 0.03 0.24 -0.5 NC 0.23 gb:BB366659 /DB_XREF=gi:16406457 /DB_XREF=BB366659 /CLONE=C130034I19 /FEA=EST /CNT=5 /TID=Mm.207501.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442281_at 15 8.5 P A 0.02 0.3 -0.5 NC 0.55 gb:BG069783 /DB_XREF=gi:12552352 /DB_XREF=H3080A12-3 /CLONE=H3080A12 /FEA=EST /CNT=5 /TID=Mm.21254.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442310_at 26.8 22.2 A A 0.17 0.21 -0.5 NC 0.5 gb:AI314891 /DB_XREF=gi:4030158 /DB_XREF=uj26c02.x1 /CLONE=IMAGE:1921058 /FEA=EST /CNT=5 /TID=Mm.26910.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442340_x_ 173.9 116.1 P P 0.001221 0.001221 -0.5 NC 0.96 gb:BB533736 /DB_XREF=gi:9585665 /DB_XREF=BB533736 /CLONE=E030031K24 /FEA=EST /CNT=5 /TID=Mm.116967.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442398_at 1.4 2.1 A A 0.66 0.69 -0.5 NC 0.83 gb:AW491893 /DB_XREF=gi:7062174 /DB_XREF=UI-M-BH3-asu-f-08-0-UI.s1 /CLONE=UI-M-BH3-asu-f-08-0-UI /FEA=EST /CNT=5 /TID=Mm.102446.1 
MOE430_2_1442436_at 0.6 0.3 A A 0.85 0.91 -0.5 NC 0.94 gb:BB020444 /DB_XREF=gi:16257645 /DB_XREF=BB020444 /CLONE=5330402B22 /FEA=EST /CNT=5 /TID=Mm.38358.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442472_at 6.9 5.4 A A 0.39 0.53 -0.5 NC 0.34 gb:AV271719 /DB_XREF=gi:16390057 /DB_XREF=AV271719 /CLONE=4931413L18 /FEA=EST /CNT=4 /TID=Mm.197063.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442486_at 1.1 0.2 A A 0.6 0.69 -0.5 NC 0.51 gb:BG070134 /DB_XREF=gi:12552703 /DB_XREF=H3084A09-3 /CLONE=H3084A09 /FEA=EST /CNT=4 /TID=Mm.35025.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442567_at 20 11.3 P P 0.005859 0.02 -0.5 NC 0.5 gb:BB236491 /DB_XREF=gi:16354833 /DB_XREF=BB236491 /CLONE=A630059J16 /FEA=EST /CNT=4 /TID=Mm.124159.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442643_at 56.2 44.8 P P 0.00293 0.03 -0.5 NC 0.77 gb:AW912463 /DB_XREF=gi:8078075 /DB_XREF=uf51f01.x1 /CLONE=IMAGE:1514905 /FEA=EST /CNT=4 /TID=Mm.218492.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442710_at 24.4 16.1 P P 0.001953 0.008057 -0.5 NC 0.81 gb:AV352204 /DB_XREF=gi:16397221 /DB_XREF=AV352204 /CLONE=7030402P18 /FEA=EST /CNT=4 /TID=Mm.189995.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442711_at 59.3 47.7 P P 0.01 0.01 -0.5 NC 0.93 gb:BB129490 /DB_XREF=gi:15408312 /DB_XREF=BB129490 /CLONE=9630039E04 /FEA=EST /CNT=4 /TID=Mm.30599.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442714_at 64.7 38.9 P P 0.00415 0.00293 -0.5 NC 0.89 gb:BB322545 /DB_XREF=gi:16403424 /DB_XREF=BB322545 /CLONE=B330016K01 /FEA=EST /CNT=4 /TID=Mm.108587.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442717_at 54.8 30.2 A A 0.11 0.27 -0.5 NC 0.5 gb:AI647972 /DB_XREF=gi:4726650 /DB_XREF=uk38f01.x1 /CLONE=IMAGE:1971289 /FEA=EST /CNT=4 /TID=Mm.80704.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442760_x_ 35.4 21.6 P P 0.001953 0.00415 -0.5 NC 0.82 gb:BB206454 /DB_XREF=gi:16352122 /DB_XREF=BB206454 /CLONE=A430075P10 /FEA=EST /CNT=4 /TID=Mm.209585.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442915_at 1.3 1 A A 0.69 0.85 -0.5 NC 0.87 gb:BE629844 /DB_XREF=gi:9912532 /DB_XREF=uu35d02.x1 /CLONE=IMAGE:3373923 /FEA=EST /CNT=4 /TID=Mm.94939.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442928_at 4.9 6.5 A A 0.66 0.63 -0.5 NC 0.49 gb:AI481757 /DB_XREF=gi:4374983 /DB_XREF=vf96a07.x1 /CLONE=IMAGE:851604 /FEA=EST /CNT=4 /TID=Mm.161399.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442948_at 1.7 1 A A 0.43 0.8 -0.5 NC 0.5 gb:BG066517 /DB_XREF=gi:12549086 /DB_XREF=H3043H05-3 /CLONE=H3043H05 /FEA=EST /CNT=3 /TID=Mm.16881.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442962_at 2.1 2.1 A A 0.93 0.94 -0.5 NC 0.33 gb:BG068090 /DB_XREF=gi:12550659 /DB_XREF=H3061F07-3 /CLONE=H3061F07 /FEA=EST /CNT=3 /TID=Mm.11779.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442986_at 7.1 3.6 A A 0.24 0.3 -0.5 NC 0.51 gb:BM118719 /DB_XREF=gi:17086745 /DB_XREF=L0915B11-3 /CLONE=L0915B11 /FEA=EST /CNT=3 /TID=Mm.118605.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442989_at 20.5 13.3 P P 0.000732 0.00415 -0.5 NC 0.5 gb:BB529784 /DB_XREF=gi:16445667 /DB_XREF=BB529784 /CLONE=E030004C10 /FEA=EST /CNT=3 /TID=Mm.205631.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443129_at 8.3 6.1 A A 0.33 0.53 -0.5 NC 0.5 gb:BB363699 /DB_XREF=gi:16406150 /DB_XREF=BB363699 /CLONE=C130018E23 /FEA=EST /CNT=3 /TID=Mm.153072.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443241_at 21.1 14.2 P A 0.01 0.08 -0.5 NC 0.5 gb:AW544264 /DB_XREF=gi:7186681 /DB_XREF=C0179G03-3 /CLONE=C0179G03 /FEA=EST /CNT=3 /TID=Mm.102745.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443256_at 1.3 1.6 A A 0.78 0.78 -0.5 NC 0.45 gb:BB548833 /DB_XREF=gi:16447740 /DB_XREF=BB548833 /CLONE=E230012I16 /FEA=EST /CNT=3 /TID=Mm.137360.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443268_at 23.8 19.3 P P 0.03 0.01 -0.5 NC 0.5 gb:BB335621 /DB_XREF=gi:16404126 /DB_XREF=BB335621 /CLONE=B830040F23 /FEA=EST /CNT=3 /TID=Mm.149808.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443284_at 0.4 0.8 A A 0.87 0.8 -0.5 NC 0.64 gb:BB198943 /DB_XREF=gi:16271239 /DB_XREF=BB198943 /CLONE=A430009P18 /FEA=EST /CNT=3 /TID=Mm.208134.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443288_at 11.7 8.9 A A 0.12 0.06 -0.5 NC 0.49 gb:AV244412 /DB_XREF=gi:16386938 /DB_XREF=AV244412 /CLONE=4831430I16 /FEA=EST /CNT=3 /TID=Mm.77732.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443303_at 2.3 1 A A 0.39 0.85 -0.5 NC 0.5 gb:BB530192 /DB_XREF=gi:16445735 /DB_XREF=BB530192 /CLONE=E030007I10 /FEA=EST /CNT=3 /TID=Mm.209783.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443344_at 19.5 12.5 M A 0.05 0.17 -0.5 NC 0.46 gb:AV273279 /DB_XREF=gi:16390278 /DB_XREF=AV273279 /CLONE=4932409I22 /FEA=EST /CNT=3 /TID=Mm.214534.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443477_at 2.9 3 A A 0.69 0.69 -0.5 NC 0.83 gb:AW540145 /DB_XREF=gi:7182562 /DB_XREF=C0129A11-3 /CLONE=C0129A11 /FEA=EST /CNT=3 /TID=Mm.182553.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443532_at 2.8 3 A A 0.46 0.75 -0.5 NC 0.95 gb:BB362954 /DB_XREF=gi:16406079 /DB_XREF=BB362954 /CLONE=C130014E05 /FEA=EST /CNT=3 /TID=Mm.208856.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443547_at 6.7 6.5 A A 0.53 0.3 -0.5 NC 0.5 gb:AI327318 /DB_XREF=gi:4061747 /DB_XREF=mp67a08.x1 /CLONE=IMAGE:574262 /FEA=EST /CNT=3 /TID=Mm.150060.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443552_at 21.5 13.2 A A 0.14 0.56 -0.5 NC 0.5 gb:BM932485 /DB_XREF=gi:19391637 /DB_XREF=UI-M-BH2.1-ape-e-11-0-UI.r1 /CLONE=UI-M-BH2.1-ape-e-11-0-UI /FEA=EST /CNT=3 /TID=Mm.5422
MOE430_2_1443567_at 4.7 3.3 A A 0.27 0.53 -0.5 NC 0.55 gb:BF465499 /DB_XREF=gi:11534682 /DB_XREF=UI-M-CG0p-bqp-c-08-0-UI.s1 /CLONE=UI-M-CG0p-bqp-c-08-0-UI /FEA=EST /CNT=3 /TID=Mm.3764
MOE430_2_1443569_at 12.5 11.2 A A 0.43 0.5 -0.5 NC 0.5 gb:BB214806 /DB_XREF=gi:16352985 /DB_XREF=BB214806 /CLONE=A530023B02 /FEA=EST /CNT=3 /TID=Mm.131739.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443593_at 27.5 25.6 P P 0.000244 0.01 -0.5 NC 0.94 gb:BM219223 /DB_XREF=gi:17778973 /DB_XREF=C0921H07-3 /CLONE=C0921H07 /FEA=EST /CNT=3 /TID=Mm.136211.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443601_at 0.8 0.2 A A 0.9 0.9 -0.5 NC 0.5 gb:AV376376 /DB_XREF=gi:16398071 /DB_XREF=AV376376 /CLONE=9130208C19 /FEA=EST /CNT=3 /TID=Mm.46350.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443602_at 0.7 0.3 A A 0.69 0.91 -0.5 NC 0.75 gb:BB284535 /DB_XREF=gi:8984984 /DB_XREF=BB284535 /CLONE=A930106D02 /FEA=EST /CNT=3 /TID=Mm.131222.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443608_at 0.9 1 A A 0.88 0.8 -0.5 NC 0.42 gb:BE952696 /DB_XREF=gi:10593420 /DB_XREF=UI-M-BH4-azj-a-09-0-UI.s1 /CLONE=UI-M-BH4-azj-a-09-0-UI /FEA=EST /CNT=3 /TID=Mm.151068.1 
MOE430_2_1443618_at 9.6 8.6 A A 0.56 0.3 -0.5 NC 0.26 gb:AU046269 /DB_XREF=gi:3982452 /DB_XREF=AU046269 /CLONE=J0950D03 /FEA=EST /CNT=3 /TID=Mm.17725.1 /TIER=ConsEnd /STK=3 /UG=Mm.17
MOE430_2_1443619_at 24 14.6 P A 0.008057 0.09 -0.5 NC 0.95 gb:BB745549 /DB_XREF=gi:16148488 /DB_XREF=BB745549 /CLONE=F530009B15 /FEA=EST /CNT=3 /TID=Mm.218453.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443637_at 9.3 5.8 A A 0.3 0.3 -0.5 NC 0.36 gb:BB747403 /DB_XREF=gi:16150340 /DB_XREF=BB747403 /CLONE=F530202P13 /FEA=EST /CNT=3 /TID=Mm.185413.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443649_at 17.7 13 P P 0.005859 0.04 -0.5 NC 0.5 gb:AI465422 /DB_XREF=gi:4319452 /DB_XREF=mu84b05.x1 /CLONE=IMAGE:652209 /FEA=EST /CNT=3 /TID=Mm.32845.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443709_at 1.7 1 A A 0.87 0.87 -0.5 NC 0.5 gb:BE979452 /DB_XREF=gi:10646366 /DB_XREF=UI-M-BG2-bbt-b-10-0-UI.s1 /CLONE=UI-M-BG2-bbt-b-10-0-UI /FEA=EST /CNT=3 /TID=Mm.153647.1
MOE430_2_1443834_at 3.9 1 A A 0.39 0.6 -0.5 NC 0.5 gb:BE979518 /DB_XREF=gi:10646502 /DB_XREF=UI-M-BG2-bby-a-06-0-UI.s1 /CLONE=UI-M-BG2-bby-a-06-0-UI /FEA=EST /CNT=3 /TID=Mm.151087.
MOE430_2_1443870_at 63.5 37.3 P P 0.000244 0.000732 -0.5 MD 0.99 gb:BB291885 /DB_XREF=gi:16401515 /DB_XREF=BB291885 /CLONE=B130008G09 /FEA=EST /CNT=21 /TID=Mm.86700.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443918_at 24.3 13.3 A A 0.24 0.5 -0.5 NC 0.45 gb:BG068962 /DB_XREF=gi:12551531 /DB_XREF=H3071B12-3 /CLONE=H3071B12 /FEA=EST /CNT=8 /TID=Mm.26419.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443927_at 6.5 4.2 A A 0.14 0.43 -0.5 NC 0.62 gb:BG229991 /DB_XREF=gi:12717495 /DB_XREF=mac25d06.x1 /CLONE=IMAGE:4000930 /FEA=EST /CNT=8 /TID=Mm.30631.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1443945_at 1.2 1.8 A A 0.69 0.8 -0.5 NC 0.97 gb:BB374054 /DB_XREF=gi:16407241 /DB_XREF=BB374054 /CLONE=C130073F10 /FEA=EST /CNT=9 /TID=Mm.34251.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1443952_at 149.9 155.7 P P 0.000732 0.001953 -0.5 D 0.99 gb:BI525006 /DB_XREF=gi:15349798 /DB_XREF=602924093F1 /CLONE=IMAGE:5056607 /FEA=EST /CNT=8 /TID=Mm.41039.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1443963_at 23.2 16.4 P P 0.000244 0.01 -0.5 NC 0.92 gb:AI464302 /DB_XREF=gi:4318332 /DB_XREF=mv62f05.x1 /CLONE=IMAGE:659649 /FEA=EST /CNT=7 /TID=Mm.32750.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443987_at 34.6 24.8 A A 0.14 0.33 -0.5 NC 0.17 gb:BB283043 /DB_XREF=gi:15411175 /DB_XREF=BB283043 /CLONE=A930041K15 /FEA=EST /CNT=8 /TID=Mm.210511.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444027_at 5.1 3.9 A A 0.14 0.24 -0.5 NC 0.41 gb:BB433667 /DB_XREF=gi:16424300 /DB_XREF=BB433667 /CLONE=C820002P14 /FEA=EST /CNT=6 /TID=Mm.208831.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444035_at 1.8 0.3 A A 0.56 0.82 -0.5 NC 0.93 gb:BB821140 /DB_XREF=gi:16993769 /DB_XREF=BB821140 /CLONE=G830010I01 /FEA=EST /CNT=6 /TID=Mm.92088.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444100_at 59 46.8 P P 0.000732 0.000732 -0.5 NC 0.96 gb:AI480718 /DB_XREF=gi:4373944 /DB_XREF=vh60d09.x1 /CLONE=IMAGE:891377 /FEA=EST /CNT=6 /TID=Mm.216295.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444142_at 3.3 1 A A 0.69 0.6 -0.5 NC 0.08 gb:BB709718 /DB_XREF=gi:16062887 /DB_XREF=BB709718 /CLONE=B020004L08 /FEA=EST /CNT=5 /TID=Mm.153946.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444212_at 5.2 4.8 A A 0.21 0.39 -0.5 NC 0.66 gb:AW558228 /DB_XREF=gi:7203657 /DB_XREF=L0292C04-3 /CLONE=L0292C04 /FEA=EST /CNT=5 /TID=Mm.38257.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444234_at 1.9 2.2 A A 0.59 0.66 -0.5 NC 0.82 gb:BE981797 /DB_XREF=gi:10651288 /DB_XREF=UI-M-CG0p-bdd-d-05-0-UI.s1 /CLONE=UI-M-CG0p-bdd-d-05-0-UI /FEA=EST /CNT=8 /TID=Mm.1399
MOE430_2_1444273_at 22 16 A A 0.27 0.39 -0.5 NC 0.58 gb:AW555355 /DB_XREF=gi:7200766 /DB_XREF=L0253C11-3 /CLONE=L0253C11 /FEA=EST /CNT=5 /TID=Mm.40229.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444337_at 12.6 8.7 A A 0.11 0.12 -0.5 NC 0.63 gb:AW538839 /DB_XREF=gi:7181256 /DB_XREF=C0112E01-3 /CLONE=C0112E01 /FEA=EST /CNT=4 /TID=Mm.179987.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444338_at 4.7 3.4 A A 0.24 0.63 -0.5 NC 0.66 gb:BG068793 /DB_XREF=gi:12551362 /DB_XREF=H3069D04-3 /CLONE=H3069D04 /FEA=EST /CNT=4 /TID=Mm.173669.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444344_at 151.8 100.6 P P 0.000244 0.000244 -0.5 NC 0.99 gb:BG066684 /DB_XREF=gi:12549176 /DB_XREF=H3044H06-3 /CLONE=H3044H06 /FEA=EST /CNT=4 /TID=Mm.172793.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444359_at 10.8 6.3 A A 0.09 0.27 -0.5 NC 0.69 gb:BB354954 /DB_XREF=gi:16405661 /DB_XREF=BB354954 /CLONE=C030003J06 /FEA=EST /CNT=4 /TID=Mm.44473.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444361_at 13.9 11.7 P P 0.000244 0.000244 -0.5 NC 0.5 gb:BM238675 /DB_XREF=gi:17873945 /DB_XREF=K0521E09-3 /CLONE=K0521E09 /FEA=EST /CNT=4 /TID=Mm.132272.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444368_at 10.7 3.8 A A 0.12 0.53 -0.5 NC 0.5 gb:BE956442 /DB_XREF=gi:10601071 /DB_XREF=UI-M-BH4-bbc-g-08-0-UI.s1 /CLONE=UI-M-BH4-bbc-g-08-0-UI /FEA=EST /CNT=4 /TID=Mm.63569.1 
MOE430_2_1444377_at 8.6 8.4 A A 0.53 0.39 -0.5 NC 0.19 gb:BM201103 /DB_XREF=gi:17754714 /DB_XREF=C0220C12-3 /CLONE=C0220C12 /FEA=EST /CNT=4 /TID=Mm.215802.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444385_at 6.4 6.2 A A 0.39 0.39 -0.5 NC 0.5 gb:BI076549 /DB_XREF=gi:14515206 /DB_XREF=C0174A11-3 /CLONE=C0174A11 /FEA=EST /CNT=4 /TID=Mm.197227.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444412_at 10.5 13.3 A A 0.17 0.43 -0.5 NC 0.51 gb:BM246867 /DB_XREF=gi:17882137 /DB_XREF=K0744A03-3 /CLONE=K0744A03 /FEA=EST /CNT=4 /TID=Mm.217403.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444413_at 65.6 61.1 P P 0.005859 0.01 -0.5 NC 0.95 gb:BF715384 /DB_XREF=gi:12014656 /DB_XREF=mab07d04.x1 /CLONE=IMAGE:3825463 /FEA=EST /CNT=4 /TID=Mm.89814.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444442_at 24.4 19.2 A A 0.06 0.14 -0.5 NC 0.54 gb:BB452046 /DB_XREF=gi:16425617 /DB_XREF=BB452046 /CLONE=D130014B21 /FEA=EST /CNT=4 /TID=Mm.132952.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444541_at 18.4 17.1 P A 0.01 0.09 -0.5 NC 0.5 gb:BM218261 /DB_XREF=gi:17777717 /DB_XREF=C0908D11-3 /CLONE=C0908D11 /FEA=EST /CNT=4 /TID=Mm.218402.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444593_at 15.1 5.9 M A 0.05 0.3 -0.5 NC 0.31 gb:BB368667 /DB_XREF=gi:16406683 /DB_XREF=BB368667 /CLONE=C130044A18 /FEA=EST /CNT=4 /TID=Mm.210063.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444641_at 23.8 14.1 P A 0.03 0.14 -0.5 NC 0.28 gb:AW491419 /DB_XREF=gi:7061700 /DB_XREF=UI-M-BH3-asa-b-07-0-UI.s1 /CLONE=UI-M-BH3-asa-b-07-0-UI /FEA=EST /CNT=5 /TID=Mm.105109.1
MOE430_2_1444707_at 3.7 2.5 A A 0.63 0.72 -0.5 NC 0.5 gb:BG064732 /DB_XREF=gi:12547295 /DB_XREF=H3023C04-3 /CLONE=H3023C04 /FEA=EST /CNT=4 /TID=Mm.40227.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444753_at 15.3 7.2 P A 0.008057 0.09 -0.5 NC 0.5 gb:BB162448 /DB_XREF=gi:16268692 /DB_XREF=BB162448 /CLONE=A130067H22 /FEA=EST /CNT=4 /TID=Mm.207574.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444798_at 2.8 0.5 A A 0.84 0.98 -0.5 NC 0.94 gb:BG071094 /DB_XREF=gi:12553663 /DB_XREF=H3094F05-3 /CLONE=H3094F05 /FEA=EST /CNT=3 /TID=Mm.173370.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444818_at 3.3 1.5 A A 0.66 0.56 -0.5 NC 0.36 gb:BG068716 /DB_XREF=gi:12551285 /DB_XREF=H3068E11-3 /CLONE=H3068E11 /FEA=EST /CNT=3 /TID=Mm.11992.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444828_at 30.1 17.1 P M 0.04 0.05 -0.5 NC 0.58 gb:BB040139 /DB_XREF=gi:16258586 /DB_XREF=BB040139 /CLONE=6030447G09 /FEA=EST /CNT=3 /TID=Mm.207481.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444834_at 2.2 1.6 A A 0.78 0.63 -0.5 NC 0.18 gb:BG069434 /DB_XREF=gi:12551926 /DB_XREF=H3075E05-3 /CLONE=H3075E05 /FEA=EST /CNT=3 /TID=Mm.173399.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444858_at 16.3 11.5 P P 0.001953 0.02 -0.5 NC 0.98 gb:BG074597 /DB_XREF=gi:12557166 /DB_XREF=H3137A08-3 /CLONE=H3137A08 /FEA=EST /CNT=3 /TID=Mm.197271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444958_at 4.4 4.6 A A 0.39 0.36 -0.5 NC 0.89 gb:C79017 /DB_XREF=gi:2519347 /DB_XREF=C79017 /CLONE=J0059B11 /FEA=EST /CNT=3 /TID=Mm.172745.1 /TIER=ConsEnd /STK=2 /UG=Mm.17274
MOE430_2_1444989_at 15.1 11.6 A A 0.3 0.27 -0.5 NC 0.44 gb:BG067520 /DB_XREF=gi:12550089 /DB_XREF=H3055C11-3 /CLONE=H3055C11 /FEA=EST /CNT=3 /TID=Mm.25433.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445023_at 2.9 2.2 A A 0.39 0.66 -0.5 NC 0.55 gb:AU023837 /DB_XREF=gi:3394184 /DB_XREF=AU023837 /CLONE=J0439F10 /FEA=EST /CNT=3 /TID=Mm.12017.1 /TIER=ConsEnd /STK=2 /UG=Mm.12
MOE430_2_1445079_at 26.1 18.7 P A 0.04 0.24 -0.5 NC 0.5 gb:BG066842 /DB_XREF=gi:12549411 /DB_XREF=H3047F01-3 /CLONE=H3047F01 /FEA=EST /CNT=3 /TID=Mm.155638.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445088_at 6.6 3.4 A A 0.42 0.52 -0.5 NC 0.63 gb:BI076662 /DB_XREF=gi:14515319 /DB_XREF=L0068G06-3 /CLONE=L0068G06 /FEA=EST /CNT=3 /TID=Mm.197256.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445115_at 9.6 6 A A 0.6 0.56 -0.5 NC 0.5 gb:BB451562 /DB_XREF=gi:16425567 /DB_XREF=BB451562 /CLONE=D130011L22 /FEA=EST /CNT=3 /TID=Mm.214719.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445160_at 6.7 3.2 A A 0.06 0.3 -0.5 NC 0.59 gb:BB639193 /DB_XREF=gi:16474648 /DB_XREF=BB639193 /CLONE=A630080H05 /FEA=EST /CNT=3 /TID=Mm.124270.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445162_at 1.4 0.3 A A 0.55 0.87 -0.5 NC 0.5 gb:C80261 /DB_XREF=gi:2520591 /DB_XREF=C80261 /CLONE=J0078H01 /FEA=EST /CNT=3 /TID=Mm.172830.1 /TIER=ConsEnd /STK=2 /UG=Mm.17283



MOE430_2_1445236_at 1.6 0.7 A A 0.53 0.8 -0.5 NC 0.5 gb:BG069718 /DB_XREF=gi:12552287 /DB_XREF=H3079D03-3 /CLONE=H3079D03 /FEA=EST /CNT=3 /TID=Mm.173440.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445285_at 18.4 9.7 A A 0.19 0.14 -0.5 NC 0.5 gb:AV381093 /DB_XREF=gi:16398269 /DB_XREF=AV381093 /CLONE=9230107O19 /FEA=EST /CNT=3 /TID=Mm.99626.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445444_at 4 3.4 A A 0.72 0.6 -0.5 NC 0.31 gb:BB651554 /DB_XREF=gi:16485807 /DB_XREF=BB651554 /CLONE=C230092G11 /FEA=EST /CNT=3 /TID=Mm.196812.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445464_at 4 1.9 A A 0.5 0.88 -0.5 NC 0.74 gb:AI506620 /DB_XREF=gi:4404471 /DB_XREF=vn46f02.x1 /CLONE=IMAGE:1024251 /FEA=EST /CNT=3 /TID=Mm.156346.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445530_at 8.1 2.6 A A 0.11 0.3 -0.5 NC 0.68 gb:BG077505 /DB_XREF=gi:12560073 /DB_XREF=H3016C02-5 /CLONE=H3016C02 /FEA=EST /CNT=3 /TID=Mm.182571.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445548_at 5.5 4.8 A A 0.3 0.53 -0.5 NC 0.64 gb:BM934890 /DB_XREF=gi:19394042 /DB_XREF=UI-M-BH3-aqp-c-08-0-UI.r1 /CLONE=UI-M-BH3-aqp-c-08-0-UI /FEA=EST /CNT=3 /TID=Mm.100911.
MOE430_2_1445553_at 13.6 6.5 P A 0.03 0.12 -0.5 NC 0.94 gb:BB175548 /DB_XREF=gi:15409304 /DB_XREF=BB175548 /CLONE=A230057E24 /FEA=EST /CNT=3 /TID=Mm.156670.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445615_at 10.2 5.4 P A 0.04 0.5 -0.5 NC 0.76 gb:BE852824 /DB_XREF=gi:10311163 /DB_XREF=uw34g08.x1 /CLONE=IMAGE:3418622 /FEA=EST /CNT=3 /TID=Mm.140015.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445618_at 4.7 3.4 A A 0.12 0.66 -0.5 NC 0.5 gb:BE852889 /DB_XREF=gi:10311228 /DB_XREF=uw35f12.x1 /CLONE=IMAGE:3418703 /FEA=EST /CNT=3 /TID=Mm.157547.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1445663_at 1 0.6 A A 0.85 0.95 -0.5 NC 0.84 gb:BG068267 /DB_XREF=gi:12550836 /DB_XREF=H3063E11-3 /CLONE=H3063E11 /FEA=EST /CNT=3 /TID=Mm.173531.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445790_at 3.4 2.1 A A 0.5 0.69 -0.5 NC 0.5 gb:BB433518 /DB_XREF=gi:16424289 /DB_XREF=BB433518 /CLONE=C820001O19 /FEA=EST /CNT=3 /TID=Mm.210384.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445848_at 1.2 0.4 A A 0.78 0.87 -0.5 NC 0.5 gb:BB125836 /DB_XREF=gi:16262218 /DB_XREF=BB125836 /CLONE=9630009C16 /FEA=EST /CNT=3 /TID=Mm.207405.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445888_x_ 178.2 174 P P 0.00415 0.005859 -0.5 NC 0.99 gb:AW990611 /DB_XREF=gi:8186308 /DB_XREF=uf08e09.x1 /CLONE=IMAGE:1510792 /FEA=EST /CNT=3 /TID=Mm.212965.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445944_at 7.9 7.1 A A 0.17 0.24 -0.5 NC 0.7 gb:BG072805 /DB_XREF=gi:12555374 /DB_XREF=H3115B11-3 /CLONE=H3115B11 /FEA=EST /CNT=2 /TID=Mm.197238.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445947_at 10.2 6.9 A A 0.17 0.12 -0.5 NC 0.13 gb:BG074724 /DB_XREF=gi:12557293 /DB_XREF=H3138E08-3 /CLONE=H3138E08 /FEA=EST /CNT=2 /TID=Mm.197275.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445960_at 7.9 4.7 A A 0.06 0.46 -0.5 NC 0.5 gb:BG076177 /DB_XREF=gi:12558746 /DB_XREF=H3156E05-3 /CLONE=H3156E05 /FEA=EST /CNT=2 /TID=Mm.182869.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445991_at 0.6 1.1 A A 0.96 0.91 -0.5 NC 0.33 gb:BG072721 /DB_XREF=gi:12555290 /DB_XREF=H3114B10-3 /CLONE=H3114B10 /FEA=EST /CNT=2 /TID=Mm.182605.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445999_at 10 3.5 A A 0.39 0.5 -0.5 NC 0.5 gb:BG065753 /DB_XREF=gi:12548316 /DB_XREF=H3034H05-3 /CLONE=H3034H05 /FEA=EST /CNT=2 /TID=Mm.154706.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446057_at 22.9 16.3 A A 0.08 0.14 -0.5 NC 0.5 gb:BB293666 /DB_XREF=gi:16401701 /DB_XREF=BB293666 /CLONE=B130020A07 /FEA=EST /CNT=2 /TID=Mm.215745.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446089_at 1 0.3 A A 0.66 0.99 -0.5 NC 0.99 gb:BG067460 /DB_XREF=gi:12550029 /DB_XREF=H3054F09-3 /CLONE=H3054F09 /FEA=EST /CNT=2 /TID=Mm.9662.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446152_at 5.3 3.6 A A 0.36 0.5 -0.5 NC 0.3 gb:BB472822 /DB_XREF=gi:16428094 /DB_XREF=BB472822 /CLONE=D230046M01 /FEA=EST /CNT=2 /TID=Mm.209409.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446241_at 6.5 4.2 A A 0.24 0.36 -0.5 NC 0.48 gb:BB032447 /DB_XREF=gi:16258214 /DB_XREF=BB032447 /CLONE=5830471B11 /FEA=EST /CNT=2 /TID=Mm.130681.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446340_at 0.9 0.6 A A 0.82 0.72 -0.5 NC 0.5 gb:BB553658 /DB_XREF=gi:16448313 /DB_XREF=BB553658 /CLONE=E330008H16 /FEA=EST /CNT=2 /TID=Mm.210011.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446358_at 4.7 6.3 A P 0.24 0.008057 -0.5 NC 0.37 gb:BB384373 /DB_XREF=gi:16408259 /DB_XREF=BB384373 /CLONE=C230033K16 /FEA=EST /CNT=2 /TID=Mm.125448.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446486_at 19.2 15.4 P P 0.000732 0.04 -0.5 NC 0.98 gb:BB068132 /DB_XREF=gi:16259993 /DB_XREF=BB068132 /CLONE=8030470C17 /FEA=EST /CNT=2 /TID=Mm.143339.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446522_at 8.1 7.5 A A 0.33 0.27 -0.5 NC 0.5 gb:BB009934 /DB_XREF=gi:15403246 /DB_XREF=BB009934 /CLONE=4732491P18 /FEA=EST /CNT=2 /TID=Mm.210459.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446554_at 16.9 15.6 A A 0.3 0.3 -0.5 NC 0.5 gb:BB139810 /DB_XREF=gi:15408498 /DB_XREF=BB139810 /CLONE=9830166G18 /FEA=EST /CNT=2 /TID=Mm.119828.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446565_at 2.1 1 A A 0.63 0.66 -0.5 NC 0.5 gb:BB523143 /DB_XREF=gi:16443783 /DB_XREF=BB523143 /CLONE=D930012I10 /FEA=EST /CNT=2 /TID=Mm.156535.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446583_at 19.8 12.2 P A 0.008057 0.08 -0.5 NC 0.86 gb:BB211117 /DB_XREF=gi:16352631 /DB_XREF=BB211117 /CLONE=A430103E21 /FEA=EST /CNT=2 /TID=Mm.208832.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446677_at 9.5 4.3 A A 0.43 0.18 -0.5 NC 0.37 gb:BB396783 /DB_XREF=gi:16411132 /DB_XREF=BB396783 /CLONE=C230099C02 /FEA=EST /CNT=2 /TID=Mm.125468.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446694_at 13 10.9 P P 0.01 0.04 -0.5 NC 0.5 gb:BB206882 /DB_XREF=gi:16352188 /DB_XREF=BB206882 /CLONE=A430078J18 /FEA=EST /CNT=2 /TID=Mm.35286.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446732_at 10.9 7.1 P A 0.03 0.3 -0.5 NC 0.58 gb:C77540 /DB_XREF=gi:2517870 /DB_XREF=C77540 /CLONE=J0033B07 /FEA=EST /CNT=2 /TID=Mm.172641.1 /TIER=ConsEnd /STK=2 /UG=Mm.17264
MOE430_2_1446769_at 16.8 12 A A 0.63 0.33 -0.5 NC 0.5 gb:AV028075 /DB_XREF=gi:16356508 /DB_XREF=AV028075 /CLONE=1300017I21 /FEA=EST /CNT=2 /TID=Mm.212455.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446929_at 0.8 1 A A 0.85 0.98 -0.5 NC 0.99 gb:BB459664 /DB_XREF=gi:16426444 /DB_XREF=BB459664 /CLONE=D130062J21 /FEA=EST /CNT=2 /TID=Mm.215982.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446953_at 72 37.2 P P 0.001221 0.01 -0.5 NC 0.82 gb:BG073799 /DB_XREF=gi:12556368 /DB_XREF=H3127C03-3 /CLONE=H3127C03 /FEA=EST /CNT=2 /TID=Mm.182669.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446958_at 16 9.6 P A 0.03 0.24 -0.5 NC 0.9 gb:C78021 /DB_XREF=gi:2518351 /DB_XREF=C78021 /CLONE=J0041F01 /FEA=EST /CNT=2 /TID=Mm.155199.1 /TIER=ConsEnd /STK=2 /UG=Mm.15519
MOE430_2_1447059_at 2.3 3.2 A A 0.36 0.5 -0.5 NC 0.8 gb:AW543447 /DB_XREF=gi:7185864 /DB_XREF=C0170A04-3 /CLONE=C0170A04 /FEA=EST /CNT=2 /TID=Mm.182570.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447098_at 1.7 1.8 A A 0.91 0.85 -0.5 NC 0.5 gb:BB154792 /DB_XREF=gi:16268204 /DB_XREF=BB154792 /CLONE=A130022G04 /FEA=EST /CNT=2 /TID=Mm.120462.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447121_at 12.8 7.3 A A 0.11 0.43 -0.5 NC 0.5 gb:BM224713 /DB_XREF=gi:17786077 /DB_XREF=K0200C10-3 /CLONE=K0200C10 /FEA=EST /CNT=2 /TID=Mm.54150.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447186_at 2.1 1.3 A A 0.75 0.98 -0.5 NC 0.76 gb:AW050051 /DB_XREF=gi:5910580 /DB_XREF=UI-M-BH1-amm-d-06-0-UI.s1 /CLONE=UI-M-BH1-amm-d-06-0-UI /FEA=EST /CNT=2 /TID=Mm.44483.
MOE430_2_1447239_at 6.4 6 A A 0.21 0.14 -0.5 NC 0.5 gb:BB822932 /DB_XREF=gi:16995561 /DB_XREF=BB822932 /CLONE=G830025C03 /FEA=EST /CNT=2 /TID=Mm.213292.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447252_s_ 11.9 6 M A 0.05 0.14 -0.5 NC 0.95 gb:AI098089 /DB_XREF=gi:3447614 /DB_XREF=ue28d03.x1 /CLONE=IMAGE:1481669 /FEA=EST /CNT=2 /TID=Mm.201843.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447293_x_ 0.9 1.4 A A 0.87 0.9 -0.5 NC 0.84 gb:BB815306 /DB_XREF=gi:16987935 /DB_XREF=BB815306 /CLONE=G730028F24 /FEA=EST /CNT=2 /TID=Mm.198127.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447323_at 12.3 6.4 A A 0.33 0.6 -0.5 NC 0.49 gb:BE955543 /DB_XREF=gi:10599194 /DB_XREF=UI-M-CE1-bao-k-03-0-UI.s1 /CLONE=UI-M-CE1-bao-k-03-0-UI /FEA=EST /CNT=2 /TID=Mm.150929.1
MOE430_2_1447336_at 4 2.5 A A 0.56 0.5 -0.5 NC 0.23 gb:BB746008 /DB_XREF=gi:16148945 /DB_XREF=BB746008 /CLONE=F530012N16 /FEA=EST /CNT=2 /TID=Mm.35221.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447419_at 13.7 11.1 P A 0.03 0.11 -0.5 NC 0.79 gb:BE979870 /DB_XREF=gi:10647219 /DB_XREF=UI-M-BG2-bca-d-07-0-UI.s1 /CLONE=UI-M-BG2-bca-d-07-0-UI /FEA=EST /CNT=2 /TID=Mm.151115.
MOE430_2_1447480_at 0.5 0.3 A A 0.63 0.98 -0.5 NC 0.9 gb:BB801162 /DB_XREF=gi:16970785 /DB_XREF=BB801162 /CLONE=G630034L13 /FEA=EST /CNT=2 /TID=Mm.213232.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447484_x_ 38.3 31.1 P P 0.01 0.04 -0.5 NC 0.71 gb:AV011566 /DB_XREF=gi:4788553 /DB_XREF=AV011566 /CLONE=1110032L03 /FEA=EST /CNT=2 /TID=Mm.177200.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447569_at 13.8 4.5 A A 0.24 0.43 -0.5 NC 0.5 gb:AI462870 /DB_XREF=gi:4316900 /DB_XREF=vb53a03.x1 /CLONE=IMAGE:760684 /FEA=EST /CNT=2 /TID=Mm.32641.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447602_x_ 5594.5 4091.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AU020235 /DB_XREF=gi:3375819 /DB_XREF=AU020235 /CLONE=J0529E07 /FEA=EST /CNT=2 /TID=Mm.202858.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447616_at 0.6 0.5 A A 0.5 0.66 -0.5 NC 0.66 gb:BB379988 /DB_XREF=gi:9099700 /DB_XREF=BB379988 /CLONE=C230003C16 /FEA=EST /CNT=2 /TID=Mm.52061.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447632_at 7.7 7.4 A A 0.33 0.5 -0.5 NC 0.5 gb:BB555719 /DB_XREF=gi:9642085 /DB_XREF=BB555719 /CLONE=E330020L09 /FEA=EST /CNT=2 /TID=Mm.170426.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447640_s_ 329.5 251.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB554874 /DB_XREF=gi:9641240 /DB_XREF=BB554874 /CLONE=E330015M24 /FEA=EST /CNT=2 /TID=Mm.137604.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447687_x_ 1.3 0.2 A A 0.63 0.94 -0.5 NC 0.64 gb:BB468854 /DB_XREF=gi:9386043 /DB_XREF=BB468854 /CLONE=D230021A14 /FEA=EST /CNT=2 /TID=Mm.130397.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447718_at 0.3 0.2 A A 0.88 0.97 -0.5 NC 0.58 gb:BB437836 /DB_XREF=gi:9277563 /DB_XREF=BB437836 /CLONE=D030006D11 /FEA=EST /CNT=2 /TID=Mm.168483.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447720_x_ 1172.3 788.8 P P 0.000244 0.000732 -0.5 D 0.99 gb:AV023830 /DB_XREF=gi:4800822 /DB_XREF=AV023830 /CLONE=1190033O23 /FEA=EST /CNT=2 /TID=Mm.46211.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447767_at 3.8 0.7 A A 0.39 0.69 -0.5 NC 0.57 gb:BB129647 /DB_XREF=gi:8784033 /DB_XREF=BB129647 /CLONE=9630040L13 /FEA=EST /CNT=2 /TID=Mm.165569.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447821_at 94 78.4 A A 0.09 0.09 -0.5 NC 0.88 gb:AV207046 /DB_XREF=gi:6147899 /DB_XREF=AV207046 /CLONE=1700093A04 /FEA=EST /CNT=2 /TID=Mm.81010.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447889_x_ 24.8 13.9 A A 0.06 0.08 -0.5 NC 0.96 gb:BB172440 /DB_XREF=gi:8831523 /DB_XREF=BB172440 /CLONE=A230038J21 /FEA=EST /CNT=2 /TID=Mm.170259.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447904_s_ 2888.7 2043.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV313761 /DB_XREF=gi:6279013 /DB_XREF=AV313761 /CLONE=5830412J22 /FEA=EST /CNT=2 /TID=Mm.182917.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447911_at 5.6 2.7 A A 0.23 0.36 -0.5 NC 0.4 gb:BG066756 /DB_XREF=gi:12549325 /DB_XREF=H3046E10-3 /CLONE=H3046E10 /FEA=EST /CNT=2 /TID=Mm.172828.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447938_at 25.1 11.8 A A 0.14 0.14 -0.5 NC 0.5 gb:BB379724 /DB_XREF=gi:16407846 /DB_XREF=BB379724 /CLONE=C230001G04 /FEA=EST /CNT=32 /TID=Mm.41016.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447971_at 13.6 7.8 A A 0.19 0.09 -0.5 NC 0.5 gb:AI552566 /DB_XREF=gi:4484929 /DB_XREF=vx25c04.x1 /CLONE=IMAGE:1265478 /FEA=EST /CNT=4 /TID=Mm.35145.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1448044_a_ 8.6 7.6 A A 0.14 0.27 -0.5 NC 0.69 gb:AI551151 /DB_XREF=gi:4483514 /DB_XREF=vx42a10.x1 /CLONE=IMAGE:1277850 /FEA=EST /CNT=12 /TID=Mm.35221.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448120_at 33.6 27.5 P P 0.01 0.000244 -0.5 NC 0.5 gb:NM_008110.1 /DB_XREF=gi:6679982 /GEN=Gdf9 /FEA=FLmRNA /CNT=202 /TID=Mm.9714.1 /TIER=FL+Stack /STK=193 /UG=Mm.9714 /LL=14566 /DE
MOE430_2_1448128_at 3387.9 2345.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_008906.1 /DB_XREF=gi:6679436 /GEN=Ppgb /FEA=FLmRNA /CNT=327 /TID=Mm.7046.1 /TIER=FL+Stack /STK=187 /UG=Mm.7046 /LL=19025 /DE
MOE430_2_1448141_at 395.7 278.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_029101.1 /DB_XREF=gi:19526466 /GEN=1110014J01Rik /FEA=FLmRNA /CNT=251 /TID=Mm.30056.1 /TIER=FL+Stack /STK=171 /UG=Mm.30056 /L
MOE430_2_1448161_a_ 147.8 104.1 P P 0.000244 0.000244 -0.5 NC 0.99 gb:NM_011334.1 /DB_XREF=gi:6755425 /GEN=Clcn4-2 /FEA=FLmRNA /CNT=290 /TID=Mm.193088.1 /TIER=FL+Stack /STK=154 /UG=Mm.193088 /LL=12
MOE430_2_1448167_at 191 121.3 P P 0.000244 0.000244 -0.5 NC 0.99 gb:NM_010511.1 /DB_XREF=gi:6754305 /GEN=Ifngr /FEA=FLmRNA /CNT=215 /TID=Mm.549.1 /TIER=FL+Stack /STK=150 /UG=Mm.549 /LL=15979 /DEF=
MOE430_2_1448204_at 945.2 705.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_022028.1 /DB_XREF=gi:11528513 /GEN=Wwp3-pending /FEA=FLmRNA /CNT=209 /TID=Mm.67721.1 /TIER=FL+Stack /STK=132 /UG=Mm.67721 /L
MOE430_2_1448256_at 64.8 55.6 P P 0.000244 0.001221 -0.5 NC 0.93 gb:NM_016810.1 /DB_XREF=gi:7949042 /GEN=Gosr1 /FEA=FLmRNA /CNT=170 /TID=Mm.20931.1 /TIER=FL /STK=4 /UG=Mm.20931 /LL=53334 /DEF=Mu
MOE430_2_1448273_at 257.2 169.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_008180.1 /DB_XREF=gi:6680116 /GEN=Gss /FEA=FLmRNA /CNT=158 /TID=Mm.7504.1 /TIER=FL+Stack /STK=107 /UG=Mm.7504 /LL=14854 /DEF
MOE430_2_1448325_at 208.1 198.2 P P 0.000244 0.001221 -0.5 D 0.99 gb:NM_008654.1 /DB_XREF=gi:6678977 /GEN=Myd116 /FEA=FLmRNA /CNT=144 /TID=Mm.4048.1 /TIER=FL+Stack /STK=91 /UG=Mm.4048 /LL=17872 /D
MOE430_2_1448416_at 3471.4 2073.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_008597.1 /DB_XREF=gi:6678875 /GEN=Mglap /FEA=FLmRNA /CNT=136 /TID=Mm.193459.1 /TIER=FL+Stack /STK=76 /UG=Mm.193459 /LL=17313
MOE430_2_1448460_at 653.9 462.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_007394.1 /DB_XREF=gi:6680627 /GEN=Acvr1 /FEA=FLmRNA /CNT=104 /TID=Mm.689.1 /TIER=FL+Stack /STK=70 /UG=Mm.689 /LL=11477 /DEF=
MOE430_2_1448465_at 190 133.7 P P 0.000732 0.000244 -0.5 NC 0.99 gb:BC010837.1 /DB_XREF=gi:14789959 /FEA=FLmRNA /CNT=176 /TID=Mm.16958.1 /TIER=FL+Stack /STK=69 /UG=Mm.16958 /LL=18082 /UG_GENE=Nip
MOE430_2_1448508_at 211.7 166.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_134000.1 /DB_XREF=gi:19527221 /GEN=AI429613 /FEA=FLmRNA /CNT=86 /TID=Mm.28710.1 /TIER=FL+Stack /STK=65 /UG=Mm.28710 /LL=1032
MOE430_2_1448530_at 41.5 25.4 P P 0.000244 0.001953 -0.5 D 0.99 gb:NM_025508.1 /DB_XREF=gi:17975499 /GEN=Gmpr /FEA=FLmRNA /CNT=110 /TID=Mm.25808.1 /TIER=FL+Stack /STK=63 /UG=Mm.25808 /LL=66355 /
MOE430_2_1448556_at 2.9 1.1 A A 0.8 0.82 -0.5 NC 0.5 gb:BC005555.1 /DB_XREF=gi:13542694 /FEA=FLmRNA /CNT=81 /TID=Mm.2752.1 /TIER=FL+Stack /STK=59 /UG=Mm.2752 /LL=19116 /UG_GENE=Prlr /D
MOE430_2_1448590_at 5864.6 4113.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_009933.1 /DB_XREF=gi:6753483 /GEN=Col6a1 /FEA=FLmRNA /CNT=197 /TID=Mm.2509.1 /TIER=FL+Stack /STK=56 /UG=Mm.2509 /LL=12833 /DE
MOE430_2_1448605_at 1360.1 910.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_007484.1 /DB_XREF=gi:6680727 /GEN=Arhc /FEA=FLmRNA /CNT=113 /TID=Mm.262.1 /TIER=FL+Stack /STK=55 /UG=Mm.262 /LL=11853 /DEF=M
MOE430_2_1448644_at 821.9 606.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_026441.1 /DB_XREF=gi:13385939 /GEN=2600002E23Rik /FEA=FLmRNA /CNT=100 /TID=Mm.20818.1 /TIER=FL+Stack /STK=50 /UG=Mm.20818 /L
MOE430_2_1448727_at 347.6 231.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_053254.1 /DB_XREF=gi:16716582 /GEN=Tle6 /FEA=FLmRNA /CNT=62 /TID=Mm.206764.1 /TIER=FL+Stack /STK=44 /UG=Mm.206764 /LL=114606 
MOE430_2_1448744_at 248.8 172.8 P P 0.000244 0.000244 -0.5 NC 0.99 gb:BC004002.1 /DB_XREF=gi:13278372 /FEA=FLmRNA /CNT=86 /TID=Mm.34702.1 /TIER=FL+Stack /STK=43 /UG=Mm.34702 /LL=50917 /UG_GENE=Galn
MOE430_2_1448764_a_ 0.1 0.2 A A 0.94 0.99 -0.5 NC 0.58 gb:NM_017399.1 /DB_XREF=gi:8393342 /GEN=Fabp1 /FEA=FLmRNA /CNT=105 /TID=Mm.22126.1 /TIER=FL+Stack /STK=41 /UG=Mm.22126 /LL=14080 /
MOE430_2_1448798_at 14.3 11.1 A A 0.09 0.08 -0.5 NC 0.41 gb:NM_133867.1 /DB_XREF=gi:19527081 /GEN=AI504489 /FEA=FLmRNA /CNT=66 /TID=Mm.76653.1 /TIER=FL+Stack /STK=39 /UG=Mm.76653 /LL=9966
MOE430_2_1448803_at 17 7.8 P A 0.04 0.43 -0.5 NC 0.83 gb:BB621969 /DB_XREF=gi:16461173 /DB_XREF=BB621969 /CLONE=6330439D08 /FEA=FLmRNA /CNT=128 /TID=Mm.10409.1 /TIER=Stack /STK=15 /U
MOE430_2_1448925_at 341.9 275.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_007855.1 /DB_XREF=gi:6681176 /GEN=Dermo1 /FEA=FLmRNA /CNT=62 /TID=Mm.9474.1 /TIER=FL+Stack /STK=31 /UG=Mm.9474 /LL=13345 /DE
MOE430_2_1448951_at 24.5 19.7 P A 0.008057 0.33 -0.5 NC 0.79 gb:M60469.1 /DB_XREF=gi:199827 /FEA=FLmRNA /CNT=74 /TID=Mm.2666.1 /TIER=FL /STK=1 /UG=Mm.2666 /LL=21938 /UG_GENE=Tnfrsf1b /DEF=Mou
MOE430_2_1448969_at 99.7 80.3 P P 0.000244 0.000732 -0.5 NC 0.98 gb:NM_026510.1 /DB_XREF=gi:13386001 /GEN=2310037B18Rik /FEA=FLmRNA /CNT=52 /TID=Mm.38894.1 /TIER=FL+Stack /STK=29 /UG=Mm.38894 /LL
MOE430_2_1449037_at 42.5 34 P P 0.00293 0.03 -0.5 D 0.99 gb:AI467599 /DB_XREF=gi:4320936 /DB_XREF=ve39h10.x1 /CLONE=IMAGE:820579 /FEA=FLmRNA /CNT=101 /TID=Mm.5244.1 /TIER=Stack /STK=31 /U
MOE430_2_1449041_a_ 1284.7 912 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_011639.1 /DB_XREF=gi:6755878 /GEN=Trip6 /FEA=FLmRNA /CNT=76 /TID=Mm.27063.1 /TIER=FL+Stack /STK=25 /UG=Mm.27063 /LL=22051 /DE
MOE430_2_1449045_at 246 173.3 P P 0.000244 0.000244 -0.5 NC 0.99 gb:NM_054070.1 /DB_XREF=gi:16905098 /GEN=Afg3l1 /FEA=FLmRNA /CNT=113 /TID=Mm.153486.1 /TIER=FL+Stack /STK=25 /UG=Mm.153486 /LL=1148
MOE430_2_1449054_a_ 806.7 521 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_021567.1 /DB_XREF=gi:10947011 /GEN=Pcbp4 /FEA=FLmRNA /CNT=34 /TID=Mm.29707.1 /TIER=FL+Stack /STK=25 /UG=Mm.29707 /LL=59092 /
MOE430_2_1449055_x_ 556.5 415.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_021567.1 /DB_XREF=gi:10947011 /GEN=Pcbp4 /FEA=FLmRNA /CNT=34 /TID=Mm.29707.1 /TIER=FL+Stack /STK=25 /UG=Mm.29707 /LL=59092 /
MOE430_2_1449059_a_ 3113.2 2243.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_024188.1 /DB_XREF=gi:18266679 /GEN=Oxct /FEA=FLmRNA /CNT=201 /TID=Mm.13445.1 /TIER=FL+Stack /STK=24 /UG=Mm.13445 /LL=67041 /
MOE430_2_1449070_x_ 74.6 67.8 P P 0.000732 0.00415 -0.5 NC 0.99 gb:NM_133237.1 /DB_XREF=gi:18875401 /GEN=EIG180 /FEA=FLmRNA /CNT=59 /TID=Mm.28143.1 /TIER=FL+Stack /STK=24 /UG=Mm.28143 /LL=170773
MOE430_2_1449071_at 2.3 1.9 A A 0.75 0.8 -0.5 NC 0.27 gb:NM_022879.1 /DB_XREF=gi:12584965 /GEN=Mylc2a /FEA=FLmRNA /CNT=47 /TID=Mm.46514.1 /TIER=FL+Stack /STK=24 /UG=Mm.46514 /LL=17898 /
MOE430_2_1449093_at 372.7 271.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_007795.1 /DB_XREF=gi:6681074 /GEN=Ctf1 /FEA=FLmRNA /CNT=34 /TID=Mm.1616.1 /TIER=FL+Stack /STK=23 /UG=Mm.1616 /LL=13019 /DEF=
MOE430_2_1449111_a_ 626.4 351.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG064712 /DB_XREF=gi:12547275 /DB_XREF=H3023A05-3 /CLONE=H3023A05 /FEA=FLmRNA /CNT=173 /TID=Mm.6900.1 /TIER=Stack /STK=15 /UG
MOE430_2_1449133_at 40.8 30.3 P P 0.000732 0.02 -0.5 NC 0.96 gb:NM_009264.1 /DB_XREF=gi:6678114 /GEN=Sprr1a /FEA=FLmRNA /CNT=36 /TID=Mm.625.1 /TIER=FL+Stack /STK=22 /UG=Mm.625 /LL=20753 /DEF=
MOE430_2_1449147_at 162.9 132.2 P P 0.000244 0.000244 -0.5 NC 0.99 gb:NM_023850.1 /DB_XREF=gi:12963844 /GEN=Chst1 /FEA=FLmRNA /CNT=40 /TID=Mm.38021.1 /TIER=FL+Stack /STK=21 /UG=Mm.38021 /LL=76969 /D
MOE430_2_1449165_at 25 19.1 A A 0.24 0.39 -0.5 NC 0.97 gb:BC014767.1 /DB_XREF=gi:15928588 /FEA=FLmRNA /CNT=71 /TID=Mm.10682.1 /TIER=FL /STK=2 /UG=Mm.10682 /LL=12337 /UG_GENE=Capn5 /DEF
MOE430_2_1449218_at 5.1 2.5 A A 0.56 0.75 -0.5 NC 0.58 gb:NM_007751.1 /DB_XREF=gi:6680994 /GEN=Cox8b /FEA=FLmRNA /CNT=27 /TID=Mm.3841.1 /TIER=FL+Stack /STK=18 /UG=Mm.3841 /LL=12869 /DEF
MOE430_2_1449298_a_ 128 75.1 P P 0.000732 0.000244 -0.5 NC 0.99 gb:NM_016744.1 /DB_XREF=gi:7949106 /GEN=Pde1a /FEA=FLmRNA /CNT=35 /TID=Mm.40678.1 /TIER=FL+Stack /STK=15 /UG=Mm.40678 /LL=18573 /D
MOE430_2_1449301_at 2.4 1.2 A A 0.87 0.98 -0.5 NC 0.66 gb:NM_028746.1 /DB_XREF=gi:20270203 /GEN=0610009O04Rik /FEA=FLmRNA /CNT=41 /TID=Mm.173833.1 /TIER=FL+Stack /STK=15 /UG=Mm.173833 /
MOE430_2_1449412_at 1103.5 783.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_025559.1 /DB_XREF=gi:13384989 /GEN=1810046J19Rik /FEA=FLmRNA /CNT=20 /TID=Mm.28794.1 /TIER=FL+Stack /STK=11 /UG=Mm.28794 /LL=
MOE430_2_1449494_at 6.9 5.4 A A 0.24 0.43 -0.5 NC 0.5 gb:AY026947.1 /DB_XREF=gi:13027786 /FEA=FLmRNA /CNT=16 /TID=Mm.46735.1 /TIER=FL+Stack /STK=9 /UG=Mm.46735 /LL=67295 /UG_GENE=Rab3c
MOE430_2_1449525_at 8.3 1.1 A A 0.5 0.56 -0.5 NC 0.5 gb:NM_008030.1 /DB_XREF=gi:6679814 /GEN=Fmo3 /FEA=FLmRNA /CNT=23 /TID=Mm.2900.1 /TIER=FL+Stack /STK=8 /UG=Mm.2900 /LL=14262 /DEF=
MOE430_2_1449550_at 148.4 111 P P 0.000244 0.000244 -0.5 NC 0.99 gb:BC021481.1 /DB_XREF=gi:18204813 /FEA=FLmRNA /CNT=181 /TID=Mm.25194.1 /TIER=FL /STK=7 /UG=Mm.25194 /LL=17913 /UG_GENE=Myo1c /DE
MOE430_2_1449556_at 1200.5 790.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_010398.1 /DB_XREF=gi:6754147 /GEN=H2-T23 /FEA=FLmRNA /CNT=69 /TID=Mm.35016.1 /TIER=FL /STK=7 /UG=Mm.35016 /LL=15040 /DEF=Mu
MOE430_2_1449569_at 12.7 9.1 P A 0.03 0.17 -0.5 NC 0.5 gb:NM_009379.1 /DB_XREF=gi:6678340 /GEN=Thpo /FEA=FLmRNA /CNT=9 /TID=Mm.3943.1 /TIER=FL /STK=7 /UG=Mm.3943 /LL=21832 /DEF=Mus mus
MOE430_2_1449677_s_ 84.4 52.6 P P 0.001953 0.000732 -0.5 NC 0.63 gb:C77858 /DB_XREF=gi:2518188 /DB_XREF=C77858 /CLONE=J0038G04 /FEA=EST /CNT=1 /TID=Mm.195244.1 /TIER=ConsEnd /STK=1 /UG=Mm.19524
MOE430_2_1449688_at 28.9 19 P A 0.03 0.5 -0.5 NC 0.96 gb:AU014694 /DB_XREF=gi:3369485 /DB_XREF=AU014694 /CLONE=J0701D11 /FEA=EST /CNT=1 /TID=Mm.195394.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1449711_at 73.5 75.7 P P 0.000244 0.001221 -0.5 D 0.99 gb:C85064 /DB_XREF=gi:2917005 /DB_XREF=C85064 /CLONE=J0201D04 /FEA=EST /CNT=1 /TID=Mm.195299.1 /TIER=ConsEnd /STK=1 /UG=Mm.19529
MOE430_2_1449791_x_ 39.8 14.4 P P 0.01 0.01 -0.5 NC 0.99 gb:AV142416 /DB_XREF=gi:5346411 /DB_XREF=AV142416 /CLONE=2810423D17 /FEA=EST /CNT=1 /TID=Mm.80416.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449842_at 637.3 455.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_026325.1 /DB_XREF=gi:13385821 /GEN=1810059G22Rik /FEA=FLmRNA /CNT=36 /TID=Mm.45155.1 /TIER=FL /STK=5 /UG=Mm.45155 /LL=67706 
MOE430_2_1449844_at 7 1.3 A A 0.27 0.78 -0.5 NC 0.5 gb:AB031813.1 /DB_XREF=gi:9971230 /GEN=oatp1 /FEA=FLmRNA /CNT=46 /TID=Mm.103665.1 /TIER=FL /STK=5 /UG=Mm.103665 /LL=28248 /DEF=Mus
MOE430_2_1449846_at 9.9 4.5 A A 0.21 0.5 -0.5 NC 0.5 gb:AF306665.1 /DB_XREF=gi:10998785 /GEN=Ear2 /FEA=FLmRNA /CNT=22 /TID=Mm.20370.1 /TIER=FL /STK=5 /UG=Mm.20370 /LL=13587 /DEF=Mus m
MOE430_2_1449901_a_ 14.2 7.9 A A 0.36 0.5 -0.5 NC 0.5 gb:NM_016693.1 /DB_XREF=gi:7709975 /GEN=Map3k6 /FEA=FLmRNA /CNT=14 /TID=Mm.36640.1 /TIER=FL /STK=4 /UG=Mm.36640 /LL=53608 /DEF=Mu
MOE430_2_1449944_a_ 320.4 233.1 P P 0.000732 0.001221 -0.5 D 0.99 gb:NM_021305.1 /DB_XREF=gi:10946603 /GEN=Sec61a2-pending /FEA=FLmRNA /CNT=33 /TID=Mm.21435.1 /TIER=FL /STK=1 /UG=Mm.21435 /LL=5774
MOE430_2_1450019_at 9.5 10.4 A A 0.27 0.21 -0.5 NC 0.5 gb:NM_009987.1 /DB_XREF=gi:7106284 /GEN=Cx3cr1 /FEA=FLmRNA /CNT=131 /TID=Mm.44065.1 /TIER=FL /STK=2 /UG=Mm.44065 /LL=13051 /DEF=M
MOE430_2_1450024_at 295.4 210.5 P P 0.000732 0.001221 -0.5 D 0.99 gb:AJ308624.1 /DB_XREF=gi:13276740 /FEA=FLmRNA /CNT=149 /TID=Mm.88068.1 /TIER=Stack /STK=91 /UG=Mm.88068 /LL=24069 /UG_GENE=Sufu /U
MOE430_2_1450051_at 8.4 6.3 A A 0.09 0.27 -0.5 NC 0.5 gb:BB825830 /DB_XREF=gi:17004073 /DB_XREF=BB825830 /CLONE=G830039N23 /FEA=FLmRNA /CNT=165 /TID=Mm.10141.1 /TIER=Stack /STK=31 /U
MOE430_2_1450224_at 6.1 4.4 A A 0.3 0.5 -0.5 NC 0.5 gb:NM_007734.1 /DB_XREF=gi:6680967 /GEN=Col4a3 /FEA=FLmRNA /CNT=15 /TID=Mm.8069.1 /TIER=FL /STK=2 /UG=Mm.8069 /LL=12828 /DEF=Mus m
MOE430_2_1450259_a_ 392.4 291.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:U36502.1 /DB_XREF=gi:1008573 /GEN=Stat5a /FEA=FLmRNA /CNT=6 /TID=Mm.4697.1 /TIER=FL /STK=1 /UG=Mm.4697 /LL=20850 /DEF=Mus muscu
MOE430_2_1450268_at 17.3 12.6 P P 0.005859 0.01 -0.5 NC 0.5 gb:NM_021716.1 /DB_XREF=gi:11181771 /GEN=Fign /FEA=FLmRNA /CNT=5 /TID=Mm.143822.1 /TIER=FL /STK=2 /UG=Mm.143822 /LL=60344 /DEF=Mus
MOE430_2_1450325_at 11.9 11.9 A A 0.11 0.17 -0.5 NC 0.77 gb:NM_009641.1 /DB_XREF=gi:6753005 /GEN=Agpt4 /FEA=FLmRNA /CNT=3 /TID=Mm.89941.1 /TIER=FL /STK=2 /UG=Mm.89941 /LL=11602 /DEF=Mus m
MOE430_2_1450337_a_ 114.6 71.3 P P 0.000244 0.000244 -0.5 NC 0.99 gb:NM_080849.1 /DB_XREF=gi:19263331 /GEN=Nek8 /FEA=FLmRNA /CNT=2 /TID=Mm.23788.1 /TIER=FL /STK=2 /UG=Mm.23788 /LL=140859 /DEF=Mus
MOE430_2_1450350_a_ 1109.3 753.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_030887.1 /DB_XREF=gi:13562095 /GEN=Jundp2-pending /FEA=FLmRNA /CNT=2 /TID=Mm.103560.1 /TIER=FL /STK=2 /UG=Mm.103560 /LL=81703
MOE430_2_1450363_at 25.4 15.2 P A 0.04 0.21 -0.5 NC 0.63 gb:NM_080443.1 /DB_XREF=gi:17978255 /GEN=Asb7 /FEA=FLmRNA /CNT=2 /TID=Mm.207072.1 /TIER=FL /STK=2 /UG=Mm.207072 /LL=117589 /DEF=M
MOE430_2_1450410_a_ 513.3 378.8 P P 0.000732 0.000732 -0.5 D 0.99 gb:BC022913.1 /DB_XREF=gi:18606366 /FEA=FLmRNA /CNT=27 /TID=Mm.28955.1 /TIER=FL /STK=1 /UG=Mm.28955 /LL=67739 /UG_GENE=4930570C03
MOE430_2_1450442_at 11 7.5 A A 0.6 0.56 -0.5 NC 0.14 gb:BI739922 /DB_XREF=gi:15716935 /DB_XREF=603362465F1 /CLONE=IMAGE:5369369 /FEA=FLmRNA /CNT=30 /TID=Mm.104155.1 /TIER=ConsEnd /ST
MOE430_2_1450454_at 209.3 178.1 P P 0.000244 0.000244 -0.5 MD 0.99 gb:NM_023141.1 /DB_XREF=gi:12963524 /GEN=Adir /FEA=FLmRNA /CNT=33 /TID=Mm.206737.1 /TIER=FL /STK=1 /UG=Mm.206737 /LL=114605 /DEF=M
MOE430_2_1450504_a_ 961 718.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_053014.1 /DB_XREF=gi:16519540 /GEN=Agpat3 /FEA=FLmRNA /CNT=6 /TID=Mm.141230.1 /TIER=FL /STK=1 /UG=Mm.141230 /LL=28169 /DEF=M
MOE430_2_1450544_at 9.5 4.2 A A 0.69 0.78 -0.5 NC 0.5 gb:NM_021418.1 /DB_XREF=gi:10946781 /GEN=AB041550 /FEA=FLmRNA /CNT=3 /TID=Mm.133192.1 /TIER=FL /STK=1 /UG=Mm.133192 /LL=58229 /DE
MOE430_2_1450660_at 278 172.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_011220.1 /DB_XREF=gi:7110708 /GEN=Pts /FEA=FLmRNA /CNT=58 /TID=Mm.35856.1 /TIER=FL+Stack /STK=34 /UG=Mm.35856 /LL=19286 /DEF
MOE430_2_1450693_at 20.9 14.3 P P 0.00415 0.01 -0.5 NC 0.76 gb:NM_019958.1 /DB_XREF=gi:9910531 /GEN=Rgs17 /FEA=FLmRNA /CNT=71 /TID=Mm.44606.1 /TIER=FL+Stack /STK=24 /UG=Mm.44606 /LL=56533 /D
MOE430_2_1450718_at 16.3 12.4 A A 0.21 0.66 -0.5 NC 0.74 gb:NM_018825.1 /DB_XREF=gi:9055163 /GEN=Aps-pending /FEA=FLmRNA /CNT=28 /TID=Mm.103797.1 /TIER=FL+Stack /STK=17 /UG=Mm.103797 /LL=2
MOE430_2_1450856_at 56.1 32.6 P P 0.02 0.03 -0.5 NC 0.78 gb:BE947943 /DB_XREF=gi:10525702 /DB_XREF=UI-M-BH3-axf-b-04-0-UI.s1 /CLONE=UI-M-BH3-axf-b-04-0-UI /FEA=FLmRNA /CNT=191 /TID=Mm.29
MOE430_2_1450961_a_ 23.2 16.4 A A 0.11 0.11 -0.5 NC 0.74 gb:AI837848 /DB_XREF=gi:5472061 /DB_XREF=UI-M-AP0-abk-c-10-0-UI.s1 /CLONE=UI-M-AP0-abk-c-10-0-UI /FEA=FLmRNA /CNT=22 /TID=Mm.4160
MOE430_2_1450962_at 0.5 0.5 A A 0.85 0.98 -0.5 NC 0.85 gb:AV206348 /DB_XREF=gi:6147201 /DB_XREF=AV206348 /CLONE=1700086C24 /FEA=FLmRNA /CNT=31 /TID=Mm.4223.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1451007_at 93.1 63 P P 0.000244 0.000244 -0.5 NC 0.84 gb:BB278418 /DB_XREF=gi:15410998 /DB_XREF=BB278418 /CLONE=A930010O12 /FEA=FLmRNA /CNT=100 /TID=Mm.38506.1 /TIER=Stack /STK=14 /U
MOE430_2_1451027_at 90.3 103 P P 0.03 0.01 -0.5 NC 0.89 gb:AV101811 /DB_XREF=gi:5249359 /DB_XREF=AV101811 /CLONE=2410079D02 /FEA=FLmRNA /CNT=101 /TID=Mm.197534.1 /TIER=Stack /STK=10 /U
MOE430_2_1451069_at 145 78.2 P P 0.00293 0.005859 -0.5 D 0.99 gb:BC017621.1 /DB_XREF=gi:17160909 /FEA=FLmRNA /CNT=315 /TID=Mm.30018.1 /TIER=FL+Stack /STK=210 /UG=Mm.30018 /DEF=Mus musculus, seri
MOE430_2_1451073_at 639.8 523.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC023131.1 /DB_XREF=gi:18605688 /FEA=FLmRNA /CNT=378 /TID=Mm.196365.1 /TIER=FL+Stack /STK=198 /UG=Mm.196365 /LL=74585 /UG_GENE=
MOE430_2_1451078_at 375.6 286.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC012878.1 /DB_XREF=gi:15277564 /FEA=FLmRNA /CNT=233 /TID=Mm.183076.1 /TIER=FL+Stack /STK=172 /UG=Mm.183076 /LL=77034 /UG_GENE=
MOE430_2_1451130_at 2651.6 2107.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:AF353245.1 /DB_XREF=gi:13447204 /FEA=FLmRNA /CNT=166 /TID=Mm.41890.1 /TIER=FL+Stack /STK=100 /UG=Mm.41890 /LL=67023 /UG_GENE=20
MOE430_2_1451201_s_ 1883 1370.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC010331.1 /DB_XREF=gi:16307568 /FEA=FLmRNA /CNT=140 /TID=Mm.6586.1 /TIER=FL+Stack /STK=66 /UG=Mm.6586 /DEF=Mus musculus, clone M
MOE430_2_1451209_at 1840.4 1289 P P 0.000244 0.000244 -0.5 D 0.99 gb:AY029533.1 /DB_XREF=gi:13936284 /FEA=FLmRNA /CNT=119 /TID=Mm.9550.1 /TIER=FL+Stack /STK=63 /UG=Mm.9550 /LL=71949 /UG_GENE=23100
MOE430_2_1451224_at 182.2 166.2 P P 0.000732 0.001221 -0.5 D 0.99 gb:BC018613.1 /DB_XREF=gi:17391342 /FEA=FLmRNA /CNT=127 /TID=Mm.102278.2 /TIER=FL+Stack /STK=56 /UG=Mm.102278 /LL=56807 /UG_GENE=S
MOE430_2_1451232_at 1163.8 852.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:U89772.1 /DB_XREF=gi:3298565 /GEN=PETA-3 /FEA=FLmRNA /CNT=97 /TID=Mm.30246.2 /TIER=FL+Stack /STK=54 /UG=Mm.30246 /LL=12476 /DE
MOE430_2_1451236_at 17.2 12.5 P A 0.03 0.09 -0.5 NC 0.94 gb:BC026463.1 /DB_XREF=gi:20072307 /FEA=FLmRNA /CNT=68 /TID=Mm.46233.1 /TIER=FL+Stack /STK=54 /UG=Mm.46233 /DEF=Mus musculus, Simila
MOE430_2_1451243_at 255.9 159.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC019200.1 /DB_XREF=gi:17512491 /FEA=FLmRNA /CNT=158 /TID=Mm.214970.1 /TIER=FL+Stack /STK=52 /UG=Mm.214970 /DEF=Mus musculus, Sim
MOE430_2_1451277_at 298.5 211.3 P P 0.000732 0.001221 -0.5 D 0.99 gb:BC025897.1 /DB_XREF=gi:19483947 /FEA=FLmRNA /CNT=107 /TID=Mm.31536.1 /TIER=FL+Stack /STK=43 /UG=Mm.31536 /DEF=Mus musculus, clone
MOE430_2_1451334_at 402.8 283.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC027022.1 /DB_XREF=gi:20071705 /FEA=FLmRNA /CNT=60 /TID=Mm.35063.1 /TIER=FL+Stack /STK=36 /UG=Mm.35063 /LL=69109 /UG_GENE=1810
MOE430_2_1451362_at 220.6 163.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC016133.1 /DB_XREF=gi:16359354 /FEA=FLmRNA /CNT=56 /TID=Mm.34027.1 /TIER=FL+Stack /STK=30 /UG=Mm.34027 /DEF=Mus musculus, Simila
MOE430_2_1451422_at 599.5 562.6 P P 0.001953 0.001953 -0.5 D 0.99 gb:AB026497.1 /DB_XREF=gi:7416031 /GEN=MysPDZ /FEA=FLmRNA /CNT=104 /TID=Mm.29351.1 /TIER=FL+Stack /STK=21 /UG=Mm.29351 /LL=21842 
MOE430_2_1451428_x_ 97.2 74.8 P P 0.000732 0.000732 -0.5 D 0.99 gb:BC024610.1 /DB_XREF=gi:19354311 /FEA=FLmRNA /CNT=39 /TID=Mm.46628.2 /TIER=FL+Stack /STK=21 /UG=Mm.46628 /LL=22344 /UG_GENE=Vez
MOE430_2_1451431_a_ 176.4 140.9 P P 0.001953 0.001953 -0.5 D 0.99 gb:BC019947.1 /DB_XREF=gi:18043372 /FEA=FLmRNA /CNT=38 /TID=Mm.195525.1 /TIER=FL+Stack /STK=21 /UG=Mm.195525 /LL=52840 /UG_GENE=D
MOE430_2_1451438_s_ 15.5 9.1 A A 0.12 0.36 -0.5 NC 0.65 gb:AF350410.1 /DB_XREF=gi:14586771 /FEA=FLmRNA /CNT=28 /TID=Mm.197689.1 /TIER=FL /STK=1 /UG=Mm.197689 /LL=94071 /UG_GENE=Clrf-pendi
MOE430_2_1451510_s_ 1.5 1.1 A A 0.85 0.94 -0.5 NC 0.6 gb:BC025001.1 /DB_XREF=gi:19484176 /FEA=FLmRNA /CNT=34 /TID=Mm.13808.1 /TIER=FL+Stack /STK=13 /UG=Mm.13808 /DEF=Mus musculus, Simila
MOE430_2_1451561_at 119.9 94.9 P P 0.005859 0.00415 -0.5 NC 0.98 gb:AW045856 /DB_XREF=gi:5906385 /DB_XREF=UI-M-BH1-aky-e-04-0-UI.s1 /CLONE=UI-M-BH1-aky-e-04-0-UI /FEA=FLmRNA /CNT=36 /TID=Mm.219
MOE430_2_1451573_a_ 420.3 272.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC011491.1 /DB_XREF=gi:15079302 /FEA=FLmRNA /CNT=26 /TID=Mm.24867.2 /TIER=FL+Stack /STK=8 /UG=Mm.24867 /LL=20909 /UG_GENE=Stx4a



MOE430_2_1451585_x_ 58.7 51 P P 0.001221 0.01 -0.5 NC 0.99 gb:BC010305.1 /DB_XREF=gi:16307516 /FEA=FLmRNA /CNT=10 /TID=Mm.2624.2 /TIER=FL /STK=7 /UG=Mm.2624 /LL=14794 /UG_GENE=Grcc9 /DEF=M
MOE430_2_1451594_s_ 0.8 0.2 A A 0.46 0.75 -0.5 NC 0.9 gb:AF425084.1 /DB_XREF=gi:18251229 /GEN=Serpinb6c /FEA=FLmRNA /CNT=12 /TID=Mm.206854.1 /TIER=FL /STK=6 /UG=Mm.206854 /DEF=Mus musc
MOE430_2_1451628_a_ 90.4 42.8 P P 0.00293 0.000244 -0.5 NC 0.95 gb:BC021657.1 /DB_XREF=gi:18203773 /FEA=FLmRNA /CNT=30 /TID=Mm.3526.2 /TIER=FL /STK=4 /UG=Mm.3526 /LL=11735 /UG_GENE=Ank3 /DEF=Mu
MOE430_2_1451644_a_ 4.8 0.7 A A 0.39 0.63 -0.5 NC 0.72 gb:BC010602.1 /DB_XREF=gi:14714892 /FEA=FLmRNA /CNT=18 /TID=Mm.56926.1 /TIER=FL /STK=3 /UG=Mm.56926 /LL=68395 /UG_GENE=0610037M15
MOE430_2_1451695_a_ 4764.8 3427.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:AF274027.1 /DB_XREF=gi:14971094 /FEA=FLmRNA /CNT=5 /TID=Mm.2400.2 /TIER=FL /STK=2 /UG=Mm.2400 /LL=14779 /UG_GENE=Gpx4 /DEF=Mus
MOE430_2_1451728_at 191.5 137.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK017549.1 /DB_XREF=gi:12856840 /FEA=FLmRNA /CNT=85 /TID=Mm.181968.1 /TIER=Stack /STK=41 /UG=Mm.181968 /LL=73447 /UG_GENE=17000
MOE430_2_1451731_at 138.4 119.5 P P 0.000244 0.001953 -0.5 D 0.99 gb:AK007703.1 /DB_XREF=gi:12841416 /FEA=FLmRNA /CNT=126 /TID=Mm.38313.1 /TIER=Stack /STK=26 /UG=Mm.38313 /LL=69158 /UG_GENE=181003
MOE430_2_1451780_at 9.7 8.6 A A 0.24 0.33 -0.5 NC 0.86 gb:AF068182.1 /DB_XREF=gi:3406752 /FEA=FLmRNA /CNT=16 /TID=Mm.9749.1 /TIER=FL /STK=1 /UG=Mm.9749 /LL=17060 /UG_GENE=Ly57 /DEF=Mus
MOE430_2_1451843_a_ 53.2 34.5 P P 0.03 0.03 -0.5 NC 0.54 gb:M26925.1 /DB_XREF=gi:193419 /FEA=FLmRNA /CNT=4 /TID=Mm.1548.3 /TIER=FL /STK=1 /UG=Mm.1548 /LL=14594 /UG_GENE=Ggta1 /UG_TITLE=gl
MOE430_2_1451970_at 104.3 87.2 P P 0.000244 0.000732 -0.5 D 0.99 gb:BC016105.1 /DB_XREF=gi:16359288 /FEA=FLmRNA /CNT=89 /TID=Mm.6724.1 /TIER=FL+Stack /STK=56 /UG=Mm.6724 /DEF=Mus musculus, clone MG
MOE430_2_1451978_at 5206.8 3825 P P 0.000244 0.000244 -0.5 D 0.99 gb:AF357006.1 /DB_XREF=gi:15420511 /GEN=Loxl1 /FEA=FLmRNA /CNT=93 /TID=Mm.21049.1 /TIER=FL+Stack /STK=43 /UG=Mm.21049 /LL=16949 /DE
MOE430_2_1451985_at 304.8 234.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC027199.1 /DB_XREF=gi:20073184 /FEA=FLmRNA /CNT=63 /TID=Mm.33284.1 /TIER=FL+Stack /STK=32 /UG=Mm.33284 /DEF=Mus musculus, Simila
MOE430_2_1452109_at 70.5 46.8 A A 0.21 0.33 -0.5 NC 0.64 gb:BG973910 /DB_XREF=gi:14361547 /DB_XREF=602843545F1 /CLONE=IMAGE:4979410 /FEA=FLmRNA /CNT=37 /TID=Mm.205566.1 /TIER=Stack /STK=
MOE430_2_1452178_at 210.6 136.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BI525140 /DB_XREF=gi:15349932 /DB_XREF=602925692F1 /CLONE=IMAGE:5058095 /FEA=mRNA /CNT=121 /TID=Mm.203873.1 /TIER=Stack /STK=77
MOE430_2_1452191_at 124.2 92 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK011112.1 /DB_XREF=gi:12847024 /FEA=mRNA /CNT=121 /TID=Mm.39856.1 /TIER=Stack /STK=11 /UG=Mm.39856 /LL=72461 /UG_GENE=2510048K
MOE430_2_1452248_at 173.7 135.6 P P 0.001953 0.005859 -0.5 D 0.99 gb:BC023181.1 /DB_XREF=gi:18606253 /FEA=mRNA /CNT=60 /TID=Mm.35783.1 /TIER=Stack /STK=35 /UG=Mm.35783 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452302_at 194.9 112.9 P P 0.000244 0.00415 -0.5 D 0.99 gb:BC006842.1 /DB_XREF=gi:13905109 /FEA=mRNA /CNT=56 /TID=Mm.74203.1 /TIER=Stack /STK=17 /UG=Mm.74203 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452303_at 196.7 121.6 P P 0.00415 0.005859 -0.5 D 0.99 gb:AV345051 /DB_XREF=gi:16397037 /DB_XREF=AV345051 /CLONE=6430549H08 /FEA=mRNA /CNT=56 /TID=Mm.74203.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1452304_a_ 160.1 102.2 P P 0.000732 0.000244 -0.5 D 0.99 gb:BC025127.1 /DB_XREF=gi:19263799 /FEA=mRNA /CNT=34 /TID=Mm.24779.1 /TIER=Stack /STK=17 /UG=Mm.24779 /LL=54324 /UG_GENE=Arhgef5 /D
MOE430_2_1452336_at 254.2 196.3 P P 0.000244 0.000732 -0.5 D 0.99 gb:BC027382.1 /DB_XREF=gi:20071775 /FEA=mRNA /CNT=84 /TID=Mm.36761.1 /TIER=Stack /STK=12 /UG=Mm.36761 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452343_at 43.8 30.8 P P 0.000244 0.01 -0.5 NC 0.99 gb:BQ032363 /DB_XREF=gi:19767642 /DB_XREF=UI-1-CF0-apk-h-07-0-UI.s1 /CLONE=UI-1-CF0-apk-h-07-0-UI /FEA=mRNA /CNT=30 /TID=Mm.22131
MOE430_2_1452667_at 345.4 263.8 P P 0.000732 0.000244 -0.5 D 0.99 gb:AK005230.1 /DB_XREF=gi:12837641 /FEA=mRNA /CNT=126 /TID=Mm.32870.1 /TIER=Stack /STK=108 /UG=Mm.32870 /LL=76338 /UG_GENE=1500012
MOE430_2_1452709_at 1022.7 752.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK003596.1 /DB_XREF=gi:12834361 /FEA=mRNA /CNT=150 /TID=Mm.23758.1 /TIER=Stack /STK=65 /UG=Mm.23758 /LL=73826 /UG_GENE=1110008P
MOE430_2_1452726_a_ 603.6 439.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK016797.1 /DB_XREF=gi:12855725 /FEA=mRNA /CNT=100 /TID=Mm.82064.1 /TIER=Stack /STK=58 /UG=Mm.82064 /LL=68845 /UG_GENE=1110061L
MOE430_2_1452809_at 72 48.3 P P 0.00415 0.02 -0.5 NC 0.9 gb:AK018541.1 /DB_XREF=gi:12858292 /FEA=mRNA /CNT=48 /TID=Mm.35802.1 /TIER=Stack /STK=37 /UG=Mm.35802 /LL=71564 /UG_GENE=9030607L1
MOE430_2_1452826_s_ 170.5 109.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK012109.1 /DB_XREF=gi:12848652 /FEA=mRNA /CNT=66 /TID=Mm.31447.1 /TIER=Stack /STK=34 /UG=Mm.31447 /LL=72194 /UG_GENE=2610511F2
MOE430_2_1452832_s_ 246.8 214.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG296584 /DB_XREF=gi:13059382 /DB_XREF=602393502F1 /CLONE=IMAGE:4505040 /FEA=mRNA /CNT=42 /TID=Mm.24482.1 /TIER=Stack /STK=33 
MOE430_2_1452833_at 753.2 494.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK018008.1 /DB_XREF=gi:12857534 /FEA=mRNA /CNT=49 /TID=Mm.31220.1 /TIER=Stack /STK=33 /UG=Mm.31220 /LL=76089 /UG_GENE=5830453M2
MOE430_2_1452834_at 39.6 27.2 P P 0.00415 0.02 -0.5 NC 0.99 gb:AK011178.1 /DB_XREF=gi:12847133 /FEA=mRNA /CNT=43 /TID=Mm.30726.1 /TIER=Stack /STK=33 /UG=Mm.30726 /LL=72446 /UG_GENE=2600010E0
MOE430_2_1452878_at 225.6 170.7 P P 0.00293 0.01 -0.5 D 0.99 gb:AK017901.1 /DB_XREF=gi:12857388 /FEA=mRNA /CNT=33 /TID=Mm.2013.1 /TIER=Stack /STK=25 /UG=Mm.2013 /LL=67597 /UG_GENE=5830406C15R
MOE430_2_1452904_at 38.6 27.4 P P 0.01 0.03 -0.5 NC 0.74 gb:BQ175881 /DB_XREF=gi:20351373 /DB_XREF=UI-M-DJ2-bwf-o-15-0-UI.s1 /CLONE=UI-M-DJ2-bwf-o-15-0-UI /FEA=mRNA /CNT=32 /TID=Mm.1570
MOE430_2_1452907_at 177.7 123.4 P P 0.000244 0.000244 -0.5 NC 0.99 gb:AK010101.1 /DB_XREF=gi:12845310 /FEA=mRNA /CNT=36 /TID=Mm.141399.1 /TIER=Stack /STK=22 /UG=Mm.141399 /LL=69651 /UG_GENE=2310068
MOE430_2_1452932_at 100.2 93 P P 0.000732 0.001221 -0.5 NC 0.99 gb:AK010379.1 /DB_XREF=gi:12845781 /GEN=Lrf /FEA=mRNA /CNT=30 /TID=Mm.218912.1 /TIER=Stack /STK=19 /UG=Mm.218912 /LL=103230 /UG_TIT
MOE430_2_1452961_at 276.6 196 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK004681.1 /DB_XREF=gi:12836029 /FEA=mRNA /CNT=53 /TID=Mm.41187.2 /TIER=Stack /STK=9 /UG=Mm.41187 /LL=66873 /UG_GENE=1200009O22
MOE430_2_1452964_at 66.9 24.5 P P 0.001953 0.04 -0.5 NC 0.97 gb:AK016577.1 /DB_XREF=gi:12855388 /FEA=mRNA /CNT=24 /TID=Mm.21591.1 /TIER=Stack /STK=17 /UG=Mm.21591 /LL=74410 /UG_GENE=4932702F0
MOE430_2_1453061_at 39.4 31.2 P P 0.001953 0.000244 -0.5 NC 0.5 gb:AK011449.1 /DB_XREF=gi:12847578 /FEA=mRNA /CNT=16 /TID=Mm.50642.1 /TIER=Stack /STK=10 /UG=Mm.50642 /LL=69201 /UG_GENE=2610018O0
MOE430_2_1453113_at 322.7 219.3 P P 0.000732 0.000732 -0.5 D 0.99 gb:BB820363 /DB_XREF=gi:16992992 /DB_XREF=BB820363 /CLONE=G830005D24 /FEA=mRNA /CNT=112 /TID=Mm.41307.1 /TIER=Stack /STK=36 /UG=
MOE430_2_1453177_at 8.5 4.7 A A 0.42 0.39 -0.5 NC 0.3 gb:BB739558 /DB_XREF=gi:16142563 /DB_XREF=BB739558 /CLONE=F430114E04 /FEA=mRNA /CNT=47 /TID=Mm.43921.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1453218_at 1.3 0.4 A A 0.88 0.95 -0.5 NC 0.69 gb:AK003705.1 /DB_XREF=gi:12834536 /FEA=mRNA /CNT=14 /TID=Mm.46410.1 /TIER=Stack /STK=12 /UG=Mm.46410 /LL=73719 /UG_GENE=1110014K0
MOE430_2_1453234_at 14.2 8.7 A A 0.09 0.11 -0.5 NC 0.5 gb:AV222559 /DB_XREF=gi:16384989 /DB_XREF=AV222559 /CLONE=3830402I11 /FEA=mRNA /CNT=36 /TID=Mm.63645.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1453296_at 68.3 34.4 P P 0.00415 0.008057 -0.5 NC 0.5 gb:AK011270.1 /DB_XREF=gi:12847282 /FEA=mRNA /CNT=23 /TID=Mm.141526.1 /TIER=ConsEnd /STK=7 /UG=Mm.141526 /LL=72341 /UG_GENE=26100
MOE430_2_1453366_at 9.4 11.9 A A 0.63 0.69 -0.5 NC 0.11 gb:AK012596.1 /DB_XREF=gi:12849441 /FEA=mRNA /CNT=16 /TID=Mm.41510.1 /TIER=ConsEnd /STK=4 /UG=Mm.41510 /LL=72634 /UG_GENE=2700091
MOE430_2_1453446_at 18.5 12.3 A A 0.43 0.46 -0.5 NC 0.08 gb:AW060983 /DB_XREF=gi:6008734 /DB_XREF=UI-M-BH1-amn-b-09-0-UI.s1 /CLONE=UI-M-BH1-amn-b-09-0-UI /FEA=mRNA /CNT=5 /TID=Mm.15692
MOE430_2_1453472_a_ 3.6 9 A A 0.56 0.39 -0.5 NC 0.5 gb:AK016183.1 /DB_XREF=gi:12854815 /FEA=mRNA /CNT=14 /TID=Mm.173799.2 /TIER=ConsEnd /STK=2 /UG=Mm.173799 /LL=75345 /UG_GENE=49305
MOE430_2_1453473_a_ 4272.3 2935.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:BG094946 /DB_XREF=gi:12577509 /DB_XREF=uu82a12.x1 /CLONE=IMAGE:3382943 /FEA=mRNA /CNT=10 /TID=Mm.1948.3 /TIER=ConsEnd /STK=2 /
MOE430_2_1453564_a_ 256 173.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK014818.1 /DB_XREF=gi:12852883 /FEA=mRNA /CNT=27 /TID=Mm.181278.2 /TIER=ConsEnd /STK=1 /UG=Mm.181278 /LL=66700 /UG_GENE=49215
MOE430_2_1453649_at 12.1 7.6 M A 0.05 0.17 -0.5 NC 0.12 gb:BB359532 /DB_XREF=gi:9071360 /DB_XREF=BB359532 /CLONE=C030039L03 /FEA=mRNA /CNT=4 /TID=Mm.132851.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453673_at 8.6 7.1 A A 0.12 0.19 -0.5 NC 0.51 gb:AV248422 /DB_XREF=gi:16387383 /DB_XREF=AV248422 /CLONE=4833406H12 /FEA=mRNA /CNT=4 /TID=Mm.158447.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453685_at 15.1 11.7 P A 0.005859 0.11 -0.5 NC 0.54 gb:AK008824.1 /DB_XREF=gi:12843252 /FEA=mRNA /CNT=3 /TID=Mm.158805.1 /TIER=ConsEnd /STK=1 /UG=Mm.158805 /LL=72279 /UG_GENE=221040
MOE430_2_1453848_s_ 537.8 373.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:AK002774.1 /DB_XREF=gi:12833003 /FEA=mRNA /CNT=4 /TID=Mm.181668.1 /TIER=ConsEnd /STK=0 /UG=Mm.181668 /LL=68384 /UG_GENE=061003
MOE430_2_1453864_at 26.4 17.1 P P 0.000732 0.00293 -0.5 NC 0.5 gb:AK014097.1 /DB_XREF=gi:12851752 /FEA=mRNA /CNT=3 /TID=Mm.23661.2 /TIER=ConsEnd /STK=0 /UG=Mm.23661 /LL=105014 /UG_GENE=3110030
MOE430_2_1453877_at 1.3 0.5 A A 0.93 0.98 -0.5 NC 0.72 gb:AK015518.1 /DB_XREF=gi:12853893 /FEA=mRNA /CNT=4 /TID=Mm.67043.1 /TIER=ConsEnd /STK=3 /UG=Mm.67043 /LL=75814 /UG_GENE=4930467D
MOE430_2_1453900_at 21.5 19.4 A A 0.3 0.36 -0.5 NC 0.86 gb:AK006077.1 /DB_XREF=gi:12838986 /FEA=mRNA /CNT=3 /TID=Mm.52555.1 /TIER=ConsEnd /STK=2 /UG=Mm.52555 /LL=69391 /UG_GENE=1700018A
MOE430_2_1453906_at 33.9 21.5 P P 0.001953 0.01 -0.5 NC 0.95 gb:AI562059 /DB_XREF=gi:4513404 /DB_XREF=vs18a09.x1 /CLONE=IMAGE:1138552 /FEA=mRNA /CNT=3 /TID=Mm.35539.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453925_at 4.4 5.9 A A 0.36 0.3 -0.5 NC 0.76 gb:AK015237.1 /DB_XREF=gi:12853494 /FEA=mRNA /CNT=2 /TID=Mm.50227.1 /TIER=ConsEnd /STK=1 /UG=Mm.50227 /LL=74633 /UG_GENE=4930429F
MOE430_2_1453927_at 16.8 6.1 A A 0.06 0.08 -0.5 NC 0.55 gb:AV250628 /DB_XREF=gi:6238087 /DB_XREF=AV250628 /CLONE=4833424P18 /FEA=mRNA /CNT=2 /TID=Mm.55364.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454104_a_ 52.2 39.6 P P 0.000244 0.000732 -0.5 NC 0.99 gb:AK015196.1 /DB_XREF=gi:12853438 /FEA=mRNA /CNT=1 /TID=Mm.19325.2 /TIER=ConsEnd /STK=0 /UG=Mm.19325 /LL=66859 /UG_GENE=1200003C
MOE430_2_1454124_at 12.4 7.7 A A 0.21 0.43 -0.5 NC 0.4 gb:AK006917.1 /DB_XREF=gi:12840220 /FEA=mRNA /CNT=1 /TID=Mm.75101.1 /TIER=ConsEnd /STK=0 /UG=Mm.75101 /LL=73453 /UG_GENE=1700067K
MOE430_2_1454155_at 11.7 10 A A 0.06 0.12 -0.5 NC 0.5 gb:AK015664.1 /DB_XREF=gi:12854080 /FEA=mRNA /CNT=1 /TID=Mm.159391.1 /TIER=ConsEnd /STK=0 /UG=Mm.159391 /LL=74991 /UG_GENE=493050
MOE430_2_1454282_at 4.8 1.1 A A 0.55 0.72 -0.5 NC 0.29 gb:AK006986.1 /DB_XREF=gi:12840320 /FEA=mRNA /CNT=5 /TID=Mm.195767.1 /TIER=ConsEnd /STK=2 /UG=Mm.195767 /LL=76618 /UG_GENE=170008
MOE430_2_1454302_at 0.6 1.1 A A 0.98 0.93 -0.5 NC 0.82 gb:AV174454 /DB_XREF=gi:5380892 /DB_XREF=AV174454 /CLONE=5730410E19 /FEA=mRNA /CNT=3 /TID=Mm.158395.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454347_at 2.7 1.6 A A 0.63 0.66 -0.5 NC 0.5 gb:AK016008.1 /DB_XREF=gi:12854583 /FEA=mRNA /CNT=2 /TID=Mm.55980.1 /TIER=ConsEnd /STK=0 /UG=Mm.55980 /LL=75174 /UG_GENE=4930540E
MOE430_2_1454443_at 8.3 5.1 P P 0.01 0.01 -0.5 NC 0.5 gb:AK014679.1 /DB_XREF=gi:12852680 /FEA=mRNA /CNT=1 /TID=Mm.159248.1 /TIER=ConsEnd /STK=0 /UG=Mm.159248 /LL=74583 /UG_GENE=483341
MOE430_2_1454485_at 9.4 5.5 A A 0.39 0.5 -0.5 NC 0.78 gb:AK015474.1 /DB_XREF=gi:12853833 /FEA=mRNA /CNT=1 /TID=Mm.159293.1 /TIER=ConsEnd /STK=0 /UG=Mm.159293 /LL=74678 /UG_GENE=493045
MOE430_2_1454490_at 2 2.7 A A 0.79 0.82 -0.5 NC 0.51 gb:AK015186.1 /DB_XREF=gi:12853425 /FEA=mRNA /CNT=1 /TID=Mm.159264.1 /TIER=ConsEnd /STK=0 /UG=Mm.159264 /LL=74628 /UG_GENE=493042
MOE430_2_1454552_at 6.2 5.8 A A 0.21 0.24 -0.5 NC 0.33 gb:AK015479.1 /DB_XREF=gi:12853840 /FEA=mRNA /CNT=1 /TID=Mm.159357.1 /TIER=ConsEnd /STK=0 /UG=Mm.159357 /LL=74898 /UG_GENE=493045
MOE430_2_1454597_at 4.6 2.3 A A 0.5 0.8 -0.5 NC 0.59 gb:AK015192.1 /DB_XREF=gi:12853431 /FEA=mRNA /CNT=1 /TID=Mm.195687.1 /TIER=ConsEnd /STK=0 /UG=Mm.195687 /LL=73946 /UG_GENE=493042
MOE430_2_1454608_x_ 2.3 0.2 A A 0.69 0.63 -0.5 NC 0.64 gb:BG141874 /DB_XREF=gi:12645269 /DB_XREF=ia95f03.x1 /CLONE=IMAGE:5646100 /FEA=EST /CNT=189 /TID=Mm.2108.3 /TIER=Stack /STK=163 /UG
MOE430_2_1454654_at 468.3 344.4 P P 0.000732 0.000732 -0.5 D 0.99 gb:BG069395 /DB_XREF=gi:12552052 /DB_XREF=H3076H04-3 /CLONE=H3076H04 /FEA=EST /CNT=178 /TID=Mm.24094.1 /TIER=Stack /STK=91 /UG=M
MOE430_2_1454759_at 149.2 128.7 P P 0.000244 0.001953 -0.5 D 0.99 gb:AV230461 /DB_XREF=gi:15404963 /DB_XREF=AV230461 /CLONE=4631432C03 /FEA=EST /CNT=119 /TID=Mm.9537.2 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1454796_at 92.3 55.1 P P 0.000244 0.000244 -0.5 NC 0.99 gb:C77487 /DB_XREF=gi:2517817 /DB_XREF=C77487 /CLONE=J0032D03 /FEA=EST /CNT=64 /TID=Mm.21926.1 /TIER=Stack /STK=46 /UG=Mm.21926 /
MOE430_2_1454808_at 626.4 474.5 P P 0.000244 0.000244 -0.5 D 0.99 gb:BQ176617 /DB_XREF=gi:20352109 /DB_XREF=UI-M-DJ2-bvy-p-10-0-UI.s1 /CLONE=UI-M-DJ2-bvy-p-10-0-UI /FEA=EST /CNT=71 /TID=Mm.26834.
MOE430_2_1454825_at 244.7 173.3 P P 0.000244 0.000244 -0.5 NC 0.99 gb:BI412086 /DB_XREF=gi:15173009 /DB_XREF=602964822F1 /CLONE=IMAGE:5120381 /FEA=EST /CNT=74 /TID=Mm.203889.1 /TIER=Stack /STK=43 /U
MOE430_2_1454837_at 287.6 202.7 P P 0.000244 0.000732 -0.5 D 0.99 gb:BB514333 /DB_XREF=gi:16442944 /DB_XREF=BB514333 /CLONE=D730050I04 /FEA=EST /CNT=78 /TID=Mm.30232.1 /TIER=Stack /STK=42 /UG=Mm
MOE430_2_1454865_at 73.2 57.1 P P 0.00293 0.001221 -0.5 NC 0.83 gb:BB408147 /DB_XREF=gi:15411912 /DB_XREF=BB408147 /CLONE=C430004O07 /FEA=EST /CNT=56 /TID=Mm.21865.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1454902_at 2.1 1 A A 0.88 0.97 -0.5 NC 0.5 gb:BB430502 /DB_XREF=gi:16424085 /DB_XREF=BB430502 /CLONE=C630033J17 /FEA=EST /CNT=44 /TID=Mm.25644.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1454933_at 860.9 560.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BI409701 /DB_XREF=gi:15170624 /DB_XREF=602963007F1 /CLONE=IMAGE:5118528 /FEA=EST /CNT=68 /TID=Mm.41569.1 /TIER=Stack /STK=34 /UG
MOE430_2_1454959_s_ 41.6 38.3 P P 0.000244 0.00293 -0.5 NC 0.88 gb:BQ174580 /DB_XREF=gi:20350071 /DB_XREF=UI-M-DJ2-bvy-h-01-0-UI.s1 /CLONE=UI-M-DJ2-bvy-h-01-0-UI /FEA=EST /CNT=60 /TID=Mm.28859.
MOE430_2_1454983_at 63 41.7 P P 0.001221 0.001953 -0.5 NC 0.96 gb:BG094392 /DB_XREF=gi:12577039 /DB_XREF=uu77g11.x1 /CLONE=IMAGE:3382844 /FEA=EST /CNT=62 /TID=Mm.31548.1 /TIER=Stack /STK=31 /UG
MOE430_2_1455009_at 453.2 327.3 P P 0.000244 0.000244 -0.5 D 0.99 gb:AW550842 /DB_XREF=gi:7196270 /DB_XREF=L0070B03-3 /CLONE=L0070B03 /FEA=EST /CNT=126 /TID=Mm.200828.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1455064_at 115.3 87.9 P P 0.000244 0.000732 -0.5 D 0.99 gb:BB313586 /DB_XREF=gi:16402905 /DB_XREF=BB313586 /CLONE=B230342M03 /FEA=EST /CNT=28 /TID=Mm.39175.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1455104_at 43.4 31.8 P P 0.001221 0.00415 -0.5 NC 0.74 gb:AV228517 /DB_XREF=gi:16385557 /DB_XREF=AV228517 /CLONE=4432416L22 /FEA=EST /CNT=94 /TID=Mm.40991.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455143_at 337.1 235.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:AU042744 /DB_XREF=gi:3956979 /DB_XREF=AU042744 /CLONE=J1029A02 /FEA=EST /CNT=42 /TID=Mm.22218.4 /TIER=Stack /STK=23 /UG=Mm.22
MOE430_2_1455394_at 493 369.1 P P 0.000732 0.000244 -0.5 D 0.99 gb:BI412631 /DB_XREF=gi:15173554 /DB_XREF=602987218F1 /CLONE=IMAGE:5143229 /FEA=EST /CNT=37 /TID=Mm.30261.1 /TIER=Stack /STK=14 /UG
MOE430_2_1455416_at 13.2 8.4 A P 0.14 0.02 -0.5 NC 0.5 gb:AW209204 /DB_XREF=gi:6515144 /DB_XREF=uo07c09.x1 /CLONE=IMAGE:2598832 /FEA=EST /CNT=20 /TID=Mm.72070.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1455450_at 48.5 41.5 P P 0.000244 0.000244 -0.5 NC 0.95 gb:AV231357 /DB_XREF=gi:16385846 /DB_XREF=AV231357 /CLONE=4632406G08 /FEA=EST /CNT=22 /TID=Mm.34283.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455486_at 41.2 22.6 P A 0.01 0.09 -0.5 NC 0.98 gb:BM246045 /DB_XREF=gi:17881315 /DB_XREF=K0732H02-3 /CLONE=K0732H02 /FEA=EST /CNT=30 /TID=Mm.38869.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455519_at 0.4 0 A A 0.95 0.91 -0.5 NC 0.87 gb:AV253195 /DB_XREF=gi:16387892 /DB_XREF=AV253195 /CLONE=4833446A17 /FEA=EST /CNT=13 /TID=Mm.37953.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1455543_at 58.4 37.4 P P 0.008057 0.005859 -0.5 NC 0.97 gb:AW545966 /DB_XREF=gi:7191433 /DB_XREF=L0002D11-3 /CLONE=L0002D11 /FEA=EST /CNT=32 /TID=Mm.41744.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1455615_at 4.4 0.8 A A 0.63 0.6 -0.5 NC 0.35 gb:BE852312 /DB_XREF=gi:10310651 /DB_XREF=uw24f12.x1 /CLONE=IMAGE:3417647 /FEA=EST /CNT=13 /TID=Mm.46021.4 /TIER=Stack /STK=10 /UG=
MOE430_2_1455647_at 191.9 145.4 P P 0.000244 0.000244 -0.5 NC 0.98 gb:BB148302 /DB_XREF=gi:16267757 /DB_XREF=BB148302 /CLONE=9930108B21 /FEA=EST /CNT=34 /TID=Mm.39005.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1455857_a_ 91.8 68.2 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF466486 /DB_XREF=gi:11535669 /DB_XREF=UI-M-CG0p-bqz-a-12-0-UI.s1 /CLONE=UI-M-CG0p-bqz-a-12-0-UI /FEA=EST /CNT=43 /TID=Mm.3287
MOE430_2_1455934_at 3.1 1.3 A A 0.72 0.9 -0.5 NC 0.54 gb:BI794783 /DB_XREF=gi:15822508 /DB_XREF=ic64h05.x2 /CLONE=IMAGE:5658489 /FEA=EST /CNT=26 /TID=Mm.4537.3 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455975_x_ 537.4 364.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB251247 /DB_XREF=gi:8943993 /DB_XREF=BB251247 /CLONE=A730045H13 /FEA=EST /CNT=22 /TID=Mm.22225.2 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1455994_x_ 1670.5 1098.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB145065 /DB_XREF=gi:8800002 /DB_XREF=BB145065 /CLONE=9930028D21 /FEA=EST /CNT=24 /TID=Mm.29492.4 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1455996_x_ 15.9 12.9 A A 0.24 0.24 -0.5 NC 0.55 gb:AI415324 /DB_XREF=gi:4258828 /DB_XREF=mc16g01.x1 /CLONE=IMAGE:348720 /FEA=EST /CNT=23 /TID=Mm.141646.2 /TIER=Stack /STK=20 /UG=M
MOE430_2_1456022_at 27.4 18.8 P A 0.03 0.12 -0.5 NC 0.98 gb:BB554636 /DB_XREF=gi:16448454 /DB_XREF=BB554636 /CLONE=E330014L20 /FEA=EST /CNT=35 /TID=Mm.45554.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456048_at 17.6 9.6 P A 0.01 0.14 -0.5 NC 0.64 gb:BB281000 /DB_XREF=gi:15411106 /DB_XREF=BB281000 /CLONE=A930029D04 /FEA=EST /CNT=27 /TID=Mm.203968.4 /TIER=Stack /STK=18 /UG=M
MOE430_2_1456092_at 53.2 42.3 P P 0.000244 0.001953 -0.5 D 0.99 gb:AV273256 /DB_XREF=gi:16390274 /DB_XREF=AV273256 /CLONE=4932409E18 /FEA=EST /CNT=40 /TID=Mm.55812.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456135_s_ 2431.6 1708 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB530368 /DB_XREF=gi:9582297 /DB_XREF=BB530368 /CLONE=E030009H11 /FEA=EST /CNT=16 /TID=Mm.18714.3 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1456153_at 158.4 115.1 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB038915 /DB_XREF=gi:15403769 /DB_XREF=BB038915 /CLONE=6030410K16 /FEA=EST /CNT=27 /TID=Mm.44782.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456164_at 12 11.2 P A 0.03 0.17 -0.5 NC 0.64 gb:BB132726 /DB_XREF=gi:16266495 /DB_XREF=BB132726 /CLONE=9830002K14 /FEA=EST /CNT=16 /TID=Mm.129510.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456200_at 102.7 67.4 P P 0.000244 0.000244 -0.5 NC 0.96 gb:BM225636 /DB_XREF=gi:17787276 /DB_XREF=K0214F12-3 /CLONE=K0214F12 /FEA=EST /CNT=100 /TID=Mm.12055.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456204_at 964.9 636.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV069567 /DB_XREF=gi:5189395 /DB_XREF=AV069567 /CLONE=2010310J06 /FEA=EST /CNT=16 /TID=Mm.22111.1 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1456247_x_ 12.3 14.9 A A 0.12 0.11 -0.5 MD 0.99 gb:AV166926 /DB_XREF=gi:5373363 /DB_XREF=AV166926 /CLONE=3110049I20 /FEA=EST /CNT=13 /TID=Mm.18565.3 /TIER=Stack /STK=13 /UG=Mm.1
MOE430_2_1456261_at 28.9 16 P P 0.005859 0.04 -0.5 NC 0.96 gb:BB766215 /DB_XREF=gi:16193903 /DB_XREF=BB766215 /CLONE=G370062D16 /FEA=EST /CNT=23 /TID=Mm.189084.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456382_at 11.1 9.4 P P 0.04 0.01 -0.5 NC 0.41 gb:AV017609 /DB_XREF=gi:16356331 /DB_XREF=AV017609 /CLONE=1190001H13 /FEA=EST /CNT=11 /TID=Mm.46236.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456389_at 57.5 38.4 P P 0.000244 0.00293 -0.5 NC 0.97 gb:BB244754 /DB_XREF=gi:16355340 /DB_XREF=BB244754 /CLONE=A730004G10 /FEA=EST /CNT=57 /TID=Mm.33497.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456418_at 7.4 6.8 A A 0.19 0.53 -0.5 NC 0.53 gb:BB769641 /DB_XREF=gi:16212183 /DB_XREF=BB769641 /CLONE=G370098K19 /FEA=EST /CNT=14 /TID=Mm.48363.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456439_x_ 169.7 116 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB209438 /DB_XREF=gi:8874391 /DB_XREF=BB209438 /CLONE=A430092I18 /FEA=EST /CNT=11 /TID=Mm.122883.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456490_at 20.3 14 A A 0.06 0.3 -0.5 NC 0.94 gb:AI549900 /DB_XREF=gi:4482263 /DB_XREF=vw98f05.x1 /CLONE=IMAGE:1263009 /FEA=EST /CNT=16 /TID=Mm.40460.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456530_x_ 1928.3 1450.6 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB748075 /DB_XREF=gi:16151012 /DB_XREF=BB748075 /CLONE=F530209K03 /FEA=EST /CNT=11 /TID=Mm.29492.5 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456544_at 92.8 83.2 P P 0.000732 0.00293 -0.5 NC 0.99 gb:AW540790 /DB_XREF=gi:7183207 /DB_XREF=C0137C02-3 /CLONE=C0137C02 /FEA=EST /CNT=13 /TID=Mm.38068.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1456575_at 1.1 0.8 A A 0.75 0.85 -0.5 NC 0.26 gb:BB276872 /DB_XREF=gi:8973893 /DB_XREF=BB276872 /CLONE=A830099I17 /FEA=EST /CNT=9 /TID=Mm.7089.6 /TIER=Stack /STK=9 /UG=Mm.7089
MOE430_2_1456611_at 17.1 15.2 P P 0.01 0.03 -0.5 NC 0.55 gb:BB482650 /DB_XREF=gi:16440952 /DB_XREF=BB482650 /CLONE=D430015B01 /FEA=EST /CNT=38 /TID=Mm.28813.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456645_at 55.1 35.5 P P 0.008057 0.005859 -0.5 NC 0.73 gb:BB352668 /DB_XREF=gi:16405474 /DB_XREF=BB352668 /CLONE=B930090D16 /FEA=EST /CNT=15 /TID=Mm.36588.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456707_at 12.5 7.1 A A 0.14 0.3 -0.5 NC 0.64 gb:BB320816 /DB_XREF=gi:16403330 /DB_XREF=BB320816 /CLONE=B230387P15 /FEA=EST /CNT=9 /TID=Mm.41516.3 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1456716_s_ 225.9 196.6 P P 0.000244 0.000244 -0.5 NC 0.97 gb:BM219457 /DB_XREF=gi:17779278 /DB_XREF=C0925D06-3 /CLONE=C0925D06 /FEA=EST /CNT=8 /TID=Mm.3484.2 /TIER=Stack /STK=8 /UG=Mm.34
MOE430_2_1456748_a_ 166 106.4 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV306253 /DB_XREF=gi:6338767 /DB_XREF=AV306253 /CLONE=5730537C13 /FEA=EST /CNT=8 /TID=Mm.16958.2 /TIER=Stack /STK=8 /UG=Mm.16
MOE430_2_1456811_at 13.4 8.8 P M 0.00415 0.05 -0.5 NC 0.94 gb:AV307265 /DB_XREF=gi:16393916 /DB_XREF=AV307265 /CLONE=5730551J20 /FEA=EST /CNT=8 /TID=Mm.68449.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456814_at 1.5 1 A A 0.87 0.98 -0.5 NC 0.66 gb:BF464756 /DB_XREF=gi:11533939 /DB_XREF=UI-M-CG0p-bqc-c-11-0-UI.s1 /CLONE=UI-M-CG0p-bqc-c-11-0-UI /FEA=EST /CNT=8 /TID=Mm.1519
MOE430_2_1456891_at 24.8 13.2 P P 0.005859 0.02 -0.5 NC 0.5 gb:BB786084 /DB_XREF=gi:16954580 /DB_XREF=BB786084 /CLONE=G430109P14 /FEA=EST /CNT=12 /TID=Mm.44175.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456984_at 22.8 18.6 P P 0.02 0.03 -0.5 NC 0.5 gb:AV322078 /DB_XREF=gi:15406216 /DB_XREF=AV322078 /CLONE=6030439N15 /FEA=EST /CNT=6 /TID=Mm.51266.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456995_at 6.9 4.1 P A 0.02 0.49 -0.5 NC 0.93 gb:BB426857 /DB_XREF=gi:16423733 /DB_XREF=BB426857 /CLONE=C630004G15 /FEA=EST /CNT=6 /TID=Mm.209780.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457004_at 7.8 2.6 A A 0.56 0.69 -0.5 NC 0.48 gb:BB698378 /DB_XREF=gi:16047202 /DB_XREF=BB698378 /CLONE=7120499J15 /FEA=EST /CNT=6 /TID=Mm.206800.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457043_at 454.6 248.2 P P 0.000732 0.000244 -0.5 D 0.99 gb:BB441870 /DB_XREF=gi:16424762 /DB_XREF=BB441870 /CLONE=D030029B15 /FEA=EST /CNT=19 /TID=Mm.45060.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457107_at 11.6 3.1 A A 0.17 0.46 -0.5 NC 0.5 gb:BB531660 /DB_XREF=gi:16445958 /DB_XREF=BB531660 /CLONE=E030018H03 /FEA=EST /CNT=6 /TID=Mm.132313.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457119_at 28.8 20.7 A A 0.08 0.06 -0.5 NC 0.76 gb:BI134152 /DB_XREF=gi:14584400 /DB_XREF=UI-M-BH3-bsi-e-05-0-UI.s1 /CLONE=UI-M-BH3-bsi-e-05-0-UI /FEA=EST /CNT=6 /TID=Mm.196956.1 /
MOE430_2_1457139_at 17.1 10.2 P A 0.01 0.09 -0.5 NC 0.54 gb:AV021813 /DB_XREF=gi:4798805 /DB_XREF=AV021813 /CLONE=1190024F24 /FEA=EST /CNT=6 /TID=Mm.213243.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457155_at 64.7 53.1 P P 0.000732 0.001221 -0.5 NC 0.98 gb:BB303662 /DB_XREF=gi:15411239 /DB_XREF=BB303662 /CLONE=B230105J09 /FEA=EST /CNT=6 /TID=Mm.44314.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457166_at 1.9 0.7 A A 0.39 0.9 -0.5 NC 0.48 gb:BB307737 /DB_XREF=gi:16402326 /DB_XREF=BB307737 /CLONE=B230216C06 /FEA=EST /CNT=5 /TID=Mm.209241.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457234_at 8.4 7.7 M A 0.05 0.12 -0.5 NC 0.82 gb:BB706418 /DB_XREF=gi:16055253 /DB_XREF=BB706418 /CLONE=7420489L11 /FEA=EST /CNT=5 /TID=Mm.212045.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457293_at 77.9 62.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BF714580 /DB_XREF=gi:12013842 /DB_XREF=mab01f12.x1 /CLONE=IMAGE:3825167 /FEA=EST /CNT=8 /TID=Mm.130765.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1457304_at 3.7 2.4 A A 0.39 0.36 -0.5 NC 0.5 gb:BG070025 /DB_XREF=gi:12552517 /DB_XREF=H3081H06-3 /CLONE=H3081H06 /FEA=EST /CNT=10 /TID=Mm.26254.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457313_at 22.1 21.6 P P 0.02 0.02 -0.5 NC 0.82 gb:BG074373 /DB_XREF=gi:12556942 /DB_XREF=H3134C12-3 /CLONE=H3134C12 /FEA=EST /CNT=7 /TID=Mm.178045.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457367_at 29 15 P P 0.01 0.01 -0.5 NC 0.5 gb:BB667309 /DB_XREF=gi:16398758 /DB_XREF=BB667309 /CLONE=7120495H06 /FEA=EST /CNT=6 /TID=Mm.128883.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457429_s_ 0.3 0.4 A A 0.78 0.95 -0.5 NC 0.86 gb:BB549174 /DB_XREF=gi:9620602 /DB_XREF=BB549174 /CLONE=E230014E08 /FEA=EST /CNT=5 /TID=Mm.170373.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457447_at 23 17.4 P A 0.04 0.3 -0.5 NC 0.63 gb:BB503322 /DB_XREF=gi:16442604 /DB_XREF=BB503322 /CLONE=D630042M16 /FEA=EST /CNT=6 /TID=Mm.207648.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457524_at 2.2 0.8 A A 0.52 0.66 -0.5 NC 0.5 gb:BB075140 /DB_XREF=gi:16260264 /DB_XREF=BB075140 /CLONE=9330102A14 /FEA=EST /CNT=4 /TID=Mm.130974.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457550_at 4.8 2 A A 0.85 0.8 -0.5 NC 0.24 gb:BB371633 /DB_XREF=gi:16406989 /DB_XREF=BB371633 /CLONE=C130060K15 /FEA=EST /CNT=4 /TID=Mm.186748.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457658_x_ 235.2 153.6 P P 0.000244 0.001221 -0.5 D 0.99 gb:AV062214 /DB_XREF=gi:5182042 /DB_XREF=AV062214 /CLONE=2010002J04 /FEA=EST /CNT=4 /TID=Mm.140215.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457691_at 20 19.1 A A 0.27 0.19 -0.5 NC 0.5 gb:BB525541 /DB_XREF=gi:16444162 /DB_XREF=BB525541 /CLONE=D930027D14 /FEA=EST /CNT=10 /TID=Mm.56640.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457717_at 37.1 29.6 P P 0.001953 0.001953 -0.5 NC 0.5 gb:AI875033 /DB_XREF=gi:5549082 /DB_XREF=ul28e12.x1 /CLONE=IMAGE:2099662 /FEA=EST /CNT=7 /TID=Mm.33344.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457780_at 17.1 13.8 P A 0.03 0.24 -0.5 NC 0.84 gb:BB767243 /DB_XREF=gi:16194522 /DB_XREF=BB767243 /CLONE=G370070M19 /FEA=EST /CNT=5 /TID=Mm.188372.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457790_at 9.4 6.1 M P 0.05 0.04 -0.5 NC 0.5 gb:BB002295 /DB_XREF=gi:16214730 /DB_XREF=BB002295 /CLONE=4631431K03 /FEA=EST /CNT=5 /TID=Mm.116849.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457816_at 195.7 144.1 P P 0.008057 0.03 -0.5 NC 0.99 gb:BB781510 /DB_XREF=gi:16942210 /DB_XREF=BB781510 /CLONE=G430073P15 /FEA=EST /CNT=5 /TID=Mm.214443.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457896_at 8.9 7.6 A M 0.17 0.05 -0.5 NC 0.4 gb:BM120183 /DB_XREF=gi:17088209 /DB_XREF=L0936A11-3 /CLONE=L0936A11 /FEA=EST /CNT=4 /TID=Mm.216076.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457930_at 10.2 5.4 A A 0.12 0.11 -0.5 NC 0.5 gb:BB165753 /DB_XREF=gi:16268924 /DB_XREF=BB165753 /CLONE=A130084H20 /FEA=EST /CNT=4 /TID=Mm.207810.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457962_at 20.3 11.5 A A 0.17 0.21 -0.5 NC 0.09 gb:BE988444 /DB_XREF=gi:10664791 /DB_XREF=UI-M-CG0p-bhv-h-04-0-UI.s1 /CLONE=UI-M-CG0p-bhv-h-04-0-UI /FEA=EST /CNT=4 /TID=Mm.1519
MOE430_2_1457980_x_ 34.3 32.1 A A 0.14 0.12 -0.5 NC 0.5 gb:BB245119 /DB_XREF=gi:8937865 /DB_XREF=BB245119 /CLONE=A730007E22 /FEA=EST /CNT=4 /TID=Mm.138249.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458117_at 8.2 3.4 P A 0.005859 0.3 -0.5 NC 0.93 gb:BB468955 /DB_XREF=gi:16427574 /DB_XREF=BB468955 /CLONE=D230021J09 /FEA=EST /CNT=3 /TID=Mm.207722.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458164_at 17.8 14.5 P M 0.00293 0.05 -0.5 NC 0.76 gb:BB128089 /DB_XREF=gi:16262399 /DB_XREF=BB128089 /CLONE=9630027L18 /FEA=EST /CNT=3 /TID=Mm.188495.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458191_at 17.1 12.6 P A 0.007568 0.14 -0.5 NC 0.66 gb:BB459757 /DB_XREF=gi:16426455 /DB_XREF=BB459757 /CLONE=D130063G20 /FEA=EST /CNT=3 /TID=Mm.207704.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458210_at 12.3 6.3 A A 0.11 0.43 -0.5 NC 0.35 gb:BM228584 /DB_XREF=gi:17791276 /DB_XREF=K0264A09-3 /CLONE=K0264A09 /FEA=EST /CNT=3 /TID=Mm.218634.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458290_at 24.6 15.9 P P 0.005859 0.01 -0.5 NC 0.64 gb:BM208579 /DB_XREF=gi:17764803 /DB_XREF=C0630G12-3 /CLONE=C0630G12 /FEA=EST /CNT=3 /TID=Mm.214710.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458346_x_ 7.1 5.4 A A 0.39 0.36 -0.5 NC 0.03 gb:BB245970 /DB_XREF=gi:8938716 /DB_XREF=BB245970 /CLONE=A730012F20 /FEA=EST /CNT=3 /TID=Mm.168047.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458348_at 9.7 7.4 A A 0.17 0.36 -0.5 NC 0.55 gb:BE952312 /DB_XREF=gi:10592647 /DB_XREF=UI-M-CD0-ayl-c-03-0-UI.s1 /CLONE=UI-M-CD0-ayl-c-03-0-UI /FEA=EST /CNT=3 /TID=Mm.119041.1 
MOE430_2_1458578_at 22.6 16.7 P P 0.02 0.01 -0.5 NC 0.91 gb:BB373038 /DB_XREF=gi:16407137 /DB_XREF=BB373038 /CLONE=C130068G09 /FEA=EST /CNT=4 /TID=Mm.205131.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458660_at 196.2 138.2 P P 0.000732 0.000732 -0.5 D 0.99 gb:AI414330 /DB_XREF=gi:4257834 /DB_XREF=mb60c04.x1 /CLONE=IMAGE:333798 /FEA=EST /CNT=4 /TID=Mm.27514.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458681_at 24 16.8 A A 0.3 0.56 -0.5 NC 0.79 gb:AW823484 /DB_XREF=gi:7916561 /DB_XREF=uf62g02.x1 /CLONE=IMAGE:1515986 /FEA=EST /CNT=5 /TID=Mm.105004.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458683_at 7.5 3 A A 0.56 0.63 -0.5 NC 0.41 gb:BB224524 /DB_XREF=gi:15410168 /DB_XREF=BB224524 /CLONE=A530086P20 /FEA=EST /CNT=4 /TID=Mm.37579.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458725_at 2.3 1.2 A A 0.72 0.88 -0.5 NC 0.94 gb:BG068683 /DB_XREF=gi:12551252 /DB_XREF=H3068C01-3 /CLONE=H3068C01 /FEA=EST /CNT=3 /TID=Mm.173636.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458764_at 8.3 5.7 A A 0.17 0.39 -0.5 NC 0.49 gb:BG070618 /DB_XREF=gi:12553187 /DB_XREF=H3089C07-3 /CLONE=H3089C07 /FEA=EST /CNT=3 /TID=Mm.218055.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458771_at 6.6 3.5 A A 0.17 0.72 -0.5 NC 0.83 gb:BG067744 /DB_XREF=gi:12550313 /DB_XREF=H3057F12-3 /CLONE=H3057F12 /FEA=EST /CNT=3 /TID=Mm.173073.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1458857_at 17.8 17.5 A A 0.09 0.06 -0.5 NC 0.5 gb:AW554852 /DB_XREF=gi:7200275 /DB_XREF=L0246D01-3 /CLONE=L0246D01 /FEA=EST /CNT=3 /TID=Mm.103115.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458921_at 13 8.8 P A 0.00415 0.09 -0.5 NC 0.44 gb:BM199862 /DB_XREF=gi:17752898 /DB_XREF=C0201G10-3 /CLONE=C0201G10 /FEA=EST /CNT=3 /TID=Mm.125385.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458990_at 7.7 3.1 A A 0.45 0.6 -0.5 NC 0.5 gb:BB634600 /DB_XREF=gi:16470831 /DB_XREF=BB634600 /CLONE=A430033J04 /FEA=EST /CNT=3 /TID=Mm.209182.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459004_at 17.5 10 A A 0.11 0.27 -0.5 NC 0.58 gb:BF148095 /DB_XREF=gi:11029490 /DB_XREF=uw94b11.x1 /CLONE=IMAGE:3469629 /FEA=EST /CNT=3 /TID=Mm.33365.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459071_at 22.8 10.9 A A 0.24 0.43 -0.5 NC 0.5 gb:BE634912 /DB_XREF=gi:9917600 /DB_XREF=uv77h01.x1 /CLONE=IMAGE:3413233 /FEA=EST /CNT=3 /TID=Mm.38157.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459078_at 17.8 13.7 A A 0.3 0.39 -0.5 NC 0.7 gb:BG069377 /DB_XREF=gi:12552034 /DB_XREF=H3076F10-3 /CLONE=H3076F10 /FEA=EST /CNT=3 /TID=Mm.221062.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459123_at 7.6 6.3 A A 0.1 0.33 -0.5 NC 0.5 gb:BG069772 /DB_XREF=gi:12552341 /DB_XREF=H3079H12-3 /CLONE=H3079H12 /FEA=EST /CNT=3 /TID=Mm.173447.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459237_at 6 3.8 A A 0.3 0.39 -0.5 NC 0.5 gb:BB046098 /DB_XREF=gi:16259396 /DB_XREF=BB046098 /CLONE=6030497P18 /FEA=EST /CNT=2 /TID=Mm.215313.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459271_at 1.9 1.4 A A 0.43 0.87 -0.5 NC 0.84 gb:BB036541 /DB_XREF=gi:15403706 /DB_XREF=BB036541 /CLONE=5930417L07 /FEA=EST /CNT=2 /TID=Mm.111964.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459287_at 10.4 6.8 A A 0.46 0.56 -0.5 NC 0.5 gb:BQ176982 /DB_XREF=gi:20352474 /DB_XREF=UI-M-DJ2-bwa-c-08-0-UI.s1 /CLONE=UI-M-DJ2-bwa-c-08-0-UI /FEA=EST /CNT=2 /TID=Mm.212200
MOE430_2_1459406_at 1.5 1.3 A A 0.75 0.8 -0.5 NC 0.29 gb:BB161804 /DB_XREF=gi:16268647 /DB_XREF=BB161804 /CLONE=A130062G23 /FEA=EST /CNT=2 /TID=Mm.120715.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459466_at 14.3 6.8 P A 0.008057 0.1 -0.5 NC 0.21 gb:C76431 /DB_XREF=gi:2516761 /DB_XREF=C76431 /CLONE=J0010E07 /FEA=EST /CNT=2 /TID=Mm.221076.1 /TIER=ConsEnd /STK=2 /UG=Mm.22107
MOE430_2_1459522_s_ 1710.1 1216.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:AU017667 /DB_XREF=gi:3373157 /DB_XREF=AU017667 /CLONE=J0742C07 /FEA=EST /CNT=2 /TID=Mm.200477.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1459630_at 12.3 6.7 P A 0.01 0.39 -0.5 NC 0.54 gb:BM122487 /DB_XREF=gi:17106255 /DB_XREF=L0510F01-3 /CLONE=L0510F01 /FEA=EST /CNT=2 /TID=Mm.216743.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459663_at 6.1 3.3 A A 0.43 0.66 -0.5 NC 0.23 gb:BB750476 /DB_XREF=gi:16154712 /DB_XREF=BB750476 /CLONE=G130003N04 /FEA=EST /CNT=2 /TID=Mm.207658.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459691_at 53.5 46.9 P P 0.01 0.01 -0.5 NC 0.91 gb:BB244177 /DB_XREF=gi:16355296 /DB_XREF=BB244177 /CLONE=A630099M22 /FEA=EST /CNT=2 /TID=Mm.208243.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459705_at 8.3 5.3 A A 0.24 0.56 -0.5 NC 0.5 gb:BE980857 /DB_XREF=gi:10649349 /DB_XREF=UI-M-BG2-bcn-h-03-0-UI.s1 /CLONE=UI-M-BG2-bcn-h-03-0-UI /FEA=EST /CNT=2 /TID=Mm.151191
MOE430_2_1459768_x_ 2.5 1.2 A A 0.78 0.94 -0.5 NC 0.36 gb:BB265613 /DB_XREF=gi:8962074 /DB_XREF=BB265613 /CLONE=A830021E22 /FEA=EST /CNT=2 /TID=Mm.125460.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459776_x_ 20.2 15.2 A A 0.14 0.39 -0.5 NC 0.91 gb:BB270750 /DB_XREF=gi:8967765 /DB_XREF=BB270750 /CLONE=A830049O04 /FEA=EST /CNT=2 /TID=Mm.183615.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459783_s_ 779.4 513.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:AV218165 /DB_XREF=gi:6159006 /DB_XREF=AV218165 /CLONE=2900084K05 /FEA=EST /CNT=2 /TID=Mm.77024.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459832_s_ 995.8 628.9 P P 0.000244 0.000244 -0.5 D 0.99 gb:BB433211 /DB_XREF=gi:9272938 /DB_XREF=BB433211 /CLONE=C630050A13 /FEA=EST /CNT=2 /TID=Mm.128785.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459837_at 30.2 21.3 P A 0.00415 0.06 -0.5 NC 0.74 gb:BB016212 /DB_XREF=gi:8187259 /DB_XREF=BB016212 /CLONE=4930558D03 /FEA=EST /CNT=2 /TID=Mm.116935.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459850_x_ 51.4 40.5 P P 0.00293 0.008057 -0.5 D 0.99 gb:BB345174 /DB_XREF=gi:9054898 /DB_XREF=BB345174 /CLONE=B930055F21 /FEA=EST /CNT=2 /TID=Mm.132010.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459879_at 38.9 31.4 P P 0.008057 0.000732 -0.5 NC 0.74 gb:AW492820 /DB_XREF=gi:7063101 /DB_XREF=UI-M-BH3-atm-c-01-0-UI.s1 /CLONE=UI-M-BH3-atm-c-01-0-UI /FEA=EST /CNT=19 /TID=Mm.24004.2
MOE430_2_1459909_at 105.9 76.7 P P 0.000244 0.000732 -0.5 NC 0.99 gb:BI249259 /DB_XREF=gi:14796451 /DB_XREF=602995539F1 /CLONE=IMAGE:5151536 /FEA=EST /CNT=9 /TID=Mm.86787.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1459980_x_ 427.9 315.7 P P 0.000732 0.001221 -0.5 NC 0.94 gb:AV344962 /DB_XREF=gi:6386021 /DB_XREF=AV344962 /CLONE=6430548L14 /FEA=EST /CNT=2 /TID=Mm.180619.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460067_at 15.3 11 A A 0.43 0.53 -0.5 NC 0.8 gb:BB324415 /DB_XREF=gi:15411450 /DB_XREF=BB324415 /CLONE=B430108F19 /FEA=EST /CNT=4 /TID=Mm.188174.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460097_at 5.3 3 A A 0.33 0.82 -0.5 NC 0.94 gb:BB392770 /DB_XREF=gi:16409081 /DB_XREF=BB392770 /CLONE=C230080H17 /FEA=EST /CNT=4 /TID=Mm.220304.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460136_at 2.2 1.2 A A 0.6 0.72 -0.5 NC 0.5 gb:AI462839 /DB_XREF=gi:4316869 /DB_XREF=vb50e10.x1 /CLONE=IMAGE:752394 /FEA=EST /CNT=4 /TID=Mm.32632.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460172_at 292.1 211.4 P P 0.000244 0.001221 -0.5 D 0.99 gb:NM_025670.1 /DB_XREF=gi:13399305 /GEN=5730403B10Rik /FEA=FLmRNA /CNT=295 /TID=Mm.157648.1 /TIER=FL+Stack /STK=138 /UG=Mm.157648
MOE430_2_1460257_a_ 169.8 100.7 P P 0.000244 0.000244 -0.5 NC 0.98 gb:NM_026829.1 /DB_XREF=gi:18093091 /GEN=Mthfs /FEA=FLmRNA /CNT=43 /TID=Mm.9382.1 /TIER=FL+Stack /STK=10 /UG=Mm.9382 /LL=107885 /DE
MOE430_2_1460264_at 8.9 7.2 A A 0.46 0.46 -0.5 NC 0.09 gb:C81600 /DB_XREF=gi:2521930 /DB_XREF=C81600 /CLONE=J0102A11 /FEA=EST /CNT=1 /TID=Mm.6062.1 /TIER=ConsEnd /STK=1 /UG=Mm.6062 /LL
MOE430_2_1460386_a_ 4.3 3.1 A A 0.69 0.72 -0.5 NC 0.28 gb:AF087578.1 /DB_XREF=gi:3659525 /GEN=ASEC1 /FEA=FLmRNA /CNT=1 /TID=Mm.24741.3 /TIER=FL /STK=1 /UG=Mm.24741 /LL=20510 /DEF=Mus m
MOE430_2_1460411_s_ 171.5 134.8 P P 0.000244 0.000244 -0.5 D 0.99 gb:BC022157.1 /DB_XREF=gi:18381057 /FEA=mRNA /CNT=32 /TID=Mm.21597.1 /TIER=ConsEnd /STK=0 /UG=Mm.21597 /LL=106522 /UG_GENE=AI11534
MOE430_2_1460413_s_ 133.4 90.6 P P 0.01 0.01 -0.5 NC 0.99 gb:BC026570.1 /DB_XREF=gi:20071687 /FEA=mRNA /CNT=21 /TID=Mm.100917.1 /TIER=ConsEnd /STK=0 /UG=Mm.100917 /DEF=Mus musculus, clone IM
MOE430_2_1460499_at 29.5 11.8 M P 0.05 0.00415 -0.5 NC 0.5 gb:AK020330.1 /DB_XREF=gi:12860887 /FEA=mRNA /CNT=4 /TID=Mm.99652.1 /TIER=ConsEnd /STK=0 /UG=Mm.99652 /LL=77698 /UG_GENE=9230110I0
MOE430_2_1460509_at 11.1 6.5 P A 0.04 0.17 -0.5 NC 0.68 gb:AK018190.1 /DB_XREF=gi:12857796 /FEA=mRNA /CNT=2 /TID=Mm.32526.1 /TIER=ConsEnd /STK=0 /UG=Mm.32526 /LL=70755 /UG_GENE=6330417G
MOE430_2_1460531_at 21.7 15 P A 0.03 0.09 -0.5 NC 0.84 gb:AK013759.1 /DB_XREF=gi:12851246 /FEA=mRNA /CNT=1 /TID=Mm.158930.1 /TIER=ConsEnd /STK=0 /UG=Mm.158930 /LL=73039 /UG_GENE=290006
MOE430_2_1460535_at 21 14.4 A A 0.08 0.21 -0.5 NC 0.69 gb:AK015226.1 /DB_XREF=gi:12853481 /FEA=mRNA /CNT=1 /TID=Mm.159083.1 /TIER=ConsEnd /STK=0 /UG=Mm.159083 /LL=73878 /UG_GENE=493042
MOE430_2_1460591_at 17.2 11.2 A A 0.09 0.46 -0.5 NC 0.78 gb:AI646838 /DB_XREF=gi:4725313 /DB_XREF=ub66d07.x1 /CLONE=IMAGE:1382701 /FEA=EST /CNT=54 /TID=Mm.18981.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1460613_x_ 9.4 4.8 A A 0.5 0.53 -0.5 NC 0.44 gb:BB026315 /DB_XREF=gi:8202262 /DB_XREF=BB026315 /CLONE=5330432I06 /FEA=EST /CNT=41 /TID=Mm.1240.4 /TIER=Stack /STK=41 /UG=Mm.12
MOE430_2_1460618_x_ 6.9 5.1 A A 0.14 0.33 -0.5 NC 0.5 gb:AV208009 /DB_XREF=gi:6148861 /DB_XREF=AV208009 /CLONE=1700102D18 /FEA=EST /CNT=26 /TID=Mm.141403.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1460634_at 202.9 163.7 P P 0.000244 0.000244 -0.5 D 0.99 gb:NM_009058.1 /DB_XREF=gi:6677734 /GEN=Rgds /FEA=FLmRNA /CNT=359 /TID=Mm.5236.1 /TIER=FL+Stack /STK=269 /UG=Mm.5236 /LL=19730 /DE
MOE430_2_1460650_at 83.2 71.9 P P 0.000244 0.000732 -0.5 NC 0.97 gb:U13836.1 /DB_XREF=gi:3955095 /FEA=FLmRNA /CNT=111 /TID=Mm.20869.1 /TIER=FL /STK=1 /UG=Mm.20869 /LL=11975 /UG_GENE=Atpv0a1 /DEF=
MOE430_2_1460732_a_ 13.4 10.2 A A 0.24 0.33 -0.5 NC 0.39 gb:AF126834.1 /DB_XREF=gi:4426973 /FEA=FLmRNA /CNT=15 /TID=Mm.10225.1 /TIER=FL /STK=1 /UG=Mm.10225 /LL=19041 /UG_GENE=Ppl /DEF=Mu
MOE430_2_AFFX-18S 71 48.1 P P 0.001102 0.002867 -0.5 NC 0.5 Mus musculus /REF=X00686 /DEF=Mouse gene for 18S rRNA /LEN=1869 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prime respectively)
MOE430_2_AFFX-r2-E 171.6 117.6 P P 0.000244 0.000244 -0.5 D 0.99 E. coli  GEN=bioB  DB_XREF=gb:J04423.1  NOTE=SIF corresponding to nucleotides 2772-3004 of gb:J04423.1  DEF=E.coli 7,8-diamino-pelargonic acid (bioA
MOE430_2_AFFX-r2-E 553.7 439.4 P P 0.000244 0.000244 -0.5 D 0.99 E. coli  GEN=bioC  DB_XREF=gb:J04423.1  NOTE=SIF corresponding to nucleotides 4608-4883 of gb:J04423.1  DEF=E.coli 7,8-diamino-pelargonic acid (bioA
MOE430_2_AFFX-r2-P 8431.2 6115.6 P P 0.000244 0.000244 -0.5 D 0.99 Bacteriophage P1  GEN=cre  DB_XREF=gb:X03453.1  NOTE=SIF corresponding to nucleotides 1032-1270 of gb:X03453.1  DEF=Bacteriophage P1 cre gene f
MOE430_2_1415802_at 396.5 239.2 P P 0.000244 0.000732 -0.6 D 0.99 gb:NM_009196.1 /DB_XREF=gi:6677994 /GEN=Slc16a1 /FEA=FLmRNA /CNT=354 /TID=Mm.9086.1 /TIER=FL+Stack /STK=259 /UG=Mm.9086 /LL=20501 /
MOE430_2_1415997_at 332.9 214.8 P P 0.000244 0.000732 -0.6 D 0.99 gb:AF173681.1 /DB_XREF=gi:5726646 /FEA=FLmRNA /CNT=320 /TID=Mm.77432.1 /TIER=FL /STK=1 /UG=Mm.77432 /LL=56338 /UG_GENE=Txnip /DEF=
MOE430_2_1416066_at 249.9 148.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_007657.1 /DB_XREF=gi:6680893 /GEN=Cd9 /FEA=FLmRNA /CNT=324 /TID=Mm.2956.1 /TIER=FL+Stack /STK=135 /UG=Mm.2956 /LL=12527 /DEF
MOE430_2_1416080_at 174.4 123.5 P P 0.000732 0.001221 -0.6 D 0.99 gb:NM_009614.1 /DB_XREF=gi:6752961 /GEN=Adam15 /FEA=FLmRNA /CNT=175 /TID=Mm.19830.1 /TIER=FL+Stack /STK=131 /UG=Mm.19830 /LL=11490
MOE430_2_1416206_at 98.3 54.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:D11374.1 /DB_XREF=gi:641938 /GEN=SPA-1 /FEA=FLmRNA /CNT=166 /TID=Mm.3072.1 /TIER=FL+Stack /STK=113 /UG=Mm.3072 /LL=20469 /DEF=
MOE430_2_1416328_a_ 3729.8 2541.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_025272.1 /DB_XREF=gi:13384605 /GEN=Atp6v0e /FEA=FLmRNA /CNT=165 /TID=Mm.22602.1 /TIER=FL+Stack /STK=97 /UG=Mm.22602 /LL=1197
MOE430_2_1416350_at 149.3 103.8 P P 0.000244 0.001953 -0.6 D 0.99 gb:NM_078477.1 /DB_XREF=gi:17505215 /GEN=Klf16 /FEA=FLmRNA /CNT=113 /TID=Mm.41513.1 /TIER=FL+Stack /STK=96 /UG=Mm.41513 /LL=118445 
MOE430_2_1416380_at 133.4 80.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008619.1 /DB_XREF=gi:6678919 /GEN=Mov10 /FEA=FLmRNA /CNT=137 /TID=Mm.1597.1 /TIER=FL+Stack /STK=94 /UG=Mm.1597 /LL=17454 /DE
MOE430_2_1416419_s_ 1726.2 1198.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF180518.1 /DB_XREF=gi:13241281 /FEA=FLmRNA /CNT=303 /TID=Mm.14638.1 /TIER=FL+Stack /STK=90 /UG=Mm.14638 /LL=57436 /UG_GENE=Ga
MOE430_2_1416530_a_ 2367.1 1490.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC003788.1 /DB_XREF=gi:13277800 /FEA=FLmRNA /CNT=135 /TID=Mm.17932.1 /TIER=FL+Stack /STK=83 /UG=Mm.17932 /LL=18950 /UG_GENE=Pn
MOE430_2_1416588_at 22.7 5.5 A A 0.14 0.6 -0.6 NC 0.65 gb:NM_008985.1 /DB_XREF=gi:6679564 /GEN=Ptprn /FEA=FLmRNA /CNT=116 /TID=Mm.2902.1 /TIER=FL+Stack /STK=80 /UG=Mm.2902 /LL=19275 /DE
MOE430_2_1416665_at 232.4 156 P P 0.000732 0.001953 -0.6 D 0.99 gb:AF098949.1 /DB_XREF=gi:5456748 /FEA=FLmRNA /CNT=98 /TID=Mm.20634.1 /TIER=FL+Stack /STK=75 /UG=Mm.20634 /LL=12850 /UG_GENE=Coq7 
MOE430_2_1416740_at 2989.3 1882.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_015734.1 /DB_XREF=gi:7656986 /GEN=Col5a1 /FEA=FLmRNA /CNT=155 /TID=Mm.7281.1 /TIER=FL+Stack /STK=71 /UG=Mm.7281 /LL=12831 /DE
MOE430_2_1416767_a_ 1980.6 1364.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_133697.1 /DB_XREF=gi:19526867 /GEN=1110003E01Rik /FEA=FLmRNA /CNT=162 /TID=Mm.27647.1 /TIER=FL+Stack /STK=70 /UG=Mm.27647 /L
MOE430_2_1416811_s_ 23 13.9 P P 0.01 0.00415 -0.6 NC 0.8 gb:NM_007796.1 /DB_XREF=gi:6681076 /GEN=Ctla2a /FEA=FLmRNA /CNT=119 /TID=Mm.30144.1 /TIER=FL+Stack /STK=68 /UG=Mm.30144 /LL=13024 /
MOE430_2_1416822_at 98.5 63.2 P P 0.000244 0.000244 -0.6 NC 0.93 gb:BC013711.1 /DB_XREF=gi:15489205 /FEA=FLmRNA /CNT=155 /TID=Mm.10094.1 /TIER=FL+Stack /STK=39 /UG=Mm.10094 /LL=27886 /UG_GENE=Es2
MOE430_2_1416933_at 387.8 259.2 P P 0.000244 0.005859 -0.6 D 0.99 gb:NM_008898.1 /DB_XREF=gi:6679420 /GEN=Por /FEA=FLmRNA /CNT=179 /TID=Mm.3863.1 /TIER=FL+Stack /STK=63 /UG=Mm.3863 /LL=18984 /DEF=
MOE430_2_1416945_at 254.2 175.4 P P 0.00293 0.01 -0.6 D 0.99 gb:NM_133949.1 /DB_XREF=gi:20149317 /GEN=Ptov1 /FEA=FLmRNA /CNT=148 /TID=Mm.42855.1 /TIER=FL+Stack /STK=62 /UG=Mm.42855 /LL=84113 /
MOE430_2_1417045_at 301.3 231.7 P P 0.000732 0.000732 -0.6 D 0.99 gb:BC002031.1 /DB_XREF=gi:12805146 /FEA=FLmRNA /CNT=107 /TID=Mm.34384.1 /TIER=FL+Stack /STK=59 /UG=Mm.34384 /LL=12122 /UG_GENE=Bid
MOE430_2_1417056_at 2314.5 1277.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_011189.1 /DB_XREF=gi:6755211 /GEN=Psme1 /FEA=FLmRNA /CNT=153 /TID=Mm.830.1 /TIER=FL+Stack /STK=58 /UG=Mm.830 /LL=19186 /DEF
MOE430_2_1417071_s_ 239 125.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_133969.1 /DB_XREF=gi:19527189 /GEN=AW111961 /FEA=FLmRNA /CNT=101 /TID=Mm.1554.1 /TIER=FL+Stack /STK=58 /UG=Mm.1554 /LL=1022
MOE430_2_1417105_at 2324.9 1479 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_021502.1 /DB_XREF=gi:10946913 /GEN=1810017G16Rik /FEA=FLmRNA /CNT=101 /TID=Mm.38746.1 /TIER=FL+Stack /STK=56 /UG=Mm.38746 /L
MOE430_2_1417106_at 1084.3 657.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_025482.1 /DB_XREF=gi:13384901 /GEN=2810411G23Rik /FEA=FLmRNA /CNT=154 /TID=Mm.27872.1 /TIER=FL+Stack /STK=56 /UG=Mm.27872 /L
MOE430_2_1417143_at 509.4 301.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC025425.1 /DB_XREF=gi:19343967 /FEA=FLmRNA /CNT=118 /TID=Mm.4772.1 /TIER=FL+Stack /STK=55 /UG=Mm.4772 /LL=14745 /UG_GENE=Edg2 
MOE430_2_1417149_at 1289.9 756.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_011031.1 /DB_XREF=gi:6754969 /GEN=P4ha2 /FEA=FLmRNA /CNT=86 /TID=Mm.3705.1 /TIER=FL+Stack /STK=55 /UG=Mm.3705 /LL=18452 /DEF
MOE430_2_1417158_at 108.1 94.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_030260.1 /DB_XREF=gi:13385099 /GEN=BC003332 /FEA=FLmRNA /CNT=154 /TID=Mm.100116.1 /TIER=FL+Stack /STK=54 /UG=Mm.100116 /LL=8
MOE430_2_1417201_at 147.2 105.1 P P 0.000244 0.000732 -0.6 D 0.99 gb:BB140287 /DB_XREF=gi:15408501 /DB_XREF=BB140287 /CLONE=9830168K15 /FEA=FLmRNA /CNT=167 /TID=Mm.29601.1 /TIER=Stack /STK=18 /U
MOE430_2_1417220_at 109.1 68.7 P P 0.001953 0.02 -0.6 D 0.99 gb:NM_010176.1 /DB_XREF=gi:6753813 /GEN=Fah /FEA=FLmRNA /CNT=169 /TID=Mm.3798.1 /TIER=FL+Stack /STK=52 /UG=Mm.3798 /LL=14085 /DEF=
MOE430_2_1417228_at 424.4 240.6 P P 0.001221 0.00293 -0.6 D 0.99 gb:BC026138.1 /DB_XREF=gi:20070699 /FEA=FLmRNA /CNT=97 /TID=Mm.6221.1 /TIER=FL+Stack /STK=52 /UG=Mm.6221 /LL=12333 /UG_GENE=Capn1
MOE430_2_1417237_at 128.1 95.2 P P 0.000732 0.001953 -0.6 D 0.99 gb:NM_008876.1 /DB_XREF=gi:6679378 /GEN=Pld2 /FEA=FLmRNA /CNT=73 /TID=Mm.2538.1 /TIER=FL+Stack /STK=52 /UG=Mm.2538 /LL=18806 /DEF=
MOE430_2_1417291_at 1065.1 764.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:L26349.1 /DB_XREF=gi:430732 /GEN=TNF 55 /FEA=FLmRNA /CNT=174 /TID=Mm.1258.1 /TIER=FL+Stack /STK=49 /UG=Mm.1258 /LL=21937 /DEF=M
MOE430_2_1417292_at 254 171.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008330.1 /DB_XREF=gi:6680358 /GEN=Ifi47 /FEA=FLmRNA /CNT=129 /TID=Mm.24769.1 /TIER=FL+Stack /STK=49 /UG=Mm.24769 /LL=15953 /DE
MOE430_2_1417304_at 53.6 28.8 P P 0.001953 0.01 -0.6 NC 0.99 gb:NM_009893.1 /DB_XREF=gi:6753417 /GEN=Chrd /FEA=FLmRNA /CNT=60 /TID=Mm.20457.1 /TIER=FL+Stack /STK=49 /UG=Mm.20457 /LL=12667 /DE
MOE430_2_1417392_a_ 30.8 15 P A 0.001953 0.19 -0.6 NC 0.99 gb:NM_011405.1 /DB_XREF=gi:7106414 /GEN=Slc7a7 /FEA=FLmRNA /CNT=71 /TID=Mm.142455.1 /TIER=FL+Stack /STK=46 /UG=Mm.142455 /LL=20540 
MOE430_2_1417426_at 73.3 34.5 P P 0.000732 0.000244 -0.6 D 0.99 gb:NM_011157.1 /DB_XREF=gi:6997242 /GEN=Prg /FEA=FLmRNA /CNT=127 /TID=Mm.22194.1 /TIER=FL+Stack /STK=45 /UG=Mm.22194 /LL=19073 /DE
MOE430_2_1417533_a_ 1423.4 864.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_010580.1 /DB_XREF=gi:6754379 /GEN=Itgb5 /FEA=FLmRNA /CNT=117 /TID=Mm.6424.1 /TIER=FL+Stack /STK=42 /UG=Mm.6424 /LL=16419 /DEF
MOE430_2_1417607_at 20.7 20.3 A A 0.06 0.09 -0.6 NC 0.87 gb:NM_009943.1 /DB_XREF=gi:6753501 /GEN=Cox6a2 /FEA=FLmRNA /CNT=98 /TID=Mm.43824.1 /TIER=FL+Stack /STK=40 /UG=Mm.43824 /LL=12862 /
MOE430_2_1417633_at 925.1 592.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:U38261.1 /DB_XREF=gi:1915962 /GEN=SOD3 /FEA=FLmRNA /CNT=100 /TID=Mm.2407.1 /TIER=FL+Stack /STK=40 /UG=Mm.2407 /LL=20657 /DEF=M
MOE430_2_1417653_at 12.3 8 A A 0.24 0.39 -0.6 NC 0.53 gb:NM_013645.1 /DB_XREF=gi:7949118 /GEN=Pva /FEA=FLmRNA /CNT=87 /TID=Mm.2766.1 /TIER=FL+Stack /STK=39 /UG=Mm.2766 /LL=19293 /DEF=M
MOE430_2_1417664_a_ 282.7 203.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:BE631549 /DB_XREF=gi:9914237 /DB_XREF=uu60h04.y1 /CLONE=IMAGE:3376375 /FEA=FLmRNA /CNT=147 /TID=Mm.36775.1 /TIER=Stack /STK=9 /
MOE430_2_1417707_at 21.9 21.3 P P 0.000244 0.002686 -0.6 D 0.99 gb:NM_133898.1 /DB_XREF=gi:19527113 /GEN=AI428195 /FEA=FLmRNA /CNT=53 /TID=Mm.22878.1 /TIER=FL+Stack /STK=38 /UG=Mm.22878 /LL=1006
MOE430_2_1417811_at 98.2 62.7 P P 0.000244 0.001953 -0.6 NC 0.99 gb:NM_133221.1 /DB_XREF=gi:18875375 /GEN=LOC170756 /FEA=FLmRNA /CNT=50 /TID=Mm.76991.1 /TIER=FL+Stack /STK=36 /UG=Mm.76991 /LL=17
MOE430_2_1417855_at 165.1 81.3 P P 0.001953 0.00415 -0.6 NC 0.99 gb:NM_133694.1 /DB_XREF=gi:19526865 /GEN=0710008C12Rik /FEA=FLmRNA /CNT=54 /TID=Mm.19973.1 /TIER=FL+Stack /STK=35 /UG=Mm.19973 /LL
MOE430_2_1417933_at 13.3 8.9 P A 0.01 0.14 -0.6 NC 0.59 gb:NM_008344.1 /DB_XREF=gi:6680386 /GEN=Igfbp6 /FEA=FLmRNA /CNT=59 /TID=Mm.21373.1 /TIER=FL+Stack /STK=33 /UG=Mm.21373 /LL=16012 /D
MOE430_2_1417956_at 1.1 1.2 A A 0.9 0.94 -0.6 NC 0.84 gb:NM_007702.1 /DB_XREF=gi:6680943 /GEN=Cidea /FEA=FLmRNA /CNT=88 /TID=Mm.449.1 /TIER=FL+Stack /STK=32 /UG=Mm.449 /LL=12683 /DEF=M
MOE430_2_1417981_at 503.7 321.5 P P 0.000732 0.001953 -0.6 D 0.99 gb:NM_133748.1 /DB_XREF=gi:19526953 /GEN=2900053I11Rik /FEA=FLmRNA /CNT=102 /TID=Mm.27136.1 /TIER=FL+Stack /STK=32 /UG=Mm.27136 /LL
MOE430_2_1418028_at 9 6 A A 0.3 0.6 -0.6 NC 0.33 gb:NM_010024.1 /DB_XREF=gi:6753613 /GEN=Dct /FEA=FLmRNA /CNT=85 /TID=Mm.19987.1 /TIER=FL+Stack /STK=31 /UG=Mm.19987 /LL=13190 /DEF
MOE430_2_1418049_at 1781.4 1147.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008520.1 /DB_XREF=gi:6678731 /GEN=Ltbp3 /FEA=FLmRNA /CNT=80 /TID=Mm.21370.1 /TIER=FL+Stack /STK=31 /UG=Mm.21370 /LL=16998 /D
MOE430_2_1418092_s_ 486.9 319 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_134125.1 /DB_XREF=gi:19527353 /GEN=AI646975 /FEA=FLmRNA /CNT=63 /TID=Mm.37368.1 /TIER=FL+Stack /STK=30 /UG=Mm.37368 /LL=1066
MOE430_2_1418097_a_ 735.5 503.3 P P 0.000244 0.001221 -0.6 D 0.99 gb:NM_016715.1 /DB_XREF=gi:7710051 /GEN=Tslpr /FEA=FLmRNA /CNT=43 /TID=Mm.35771.1 /TIER=FL+Stack /STK=30 /UG=Mm.35771 /LL=57914 /DE
MOE430_2_1418099_at 40.2 29.9 P P 0.005859 0.04 -0.6 NC 0.99 gb:M59378.1 /DB_XREF=gi:202094 /GEN=TNFR-1 /FEA=FLmRNA /CNT=74 /TID=Mm.2666.1 /TIER=FL+Stack /STK=30 /UG=Mm.2666 /LL=21938 /DEF=M
MOE430_2_1418109_at 108.4 67.8 P P 0.000244 0.000732 -0.6 NC 0.89 gb:NM_008179.1 /DB_XREF=gi:6680114 /GEN=Gspt2 /FEA=FLmRNA /CNT=38 /TID=Mm.20826.1 /TIER=FL+Stack /STK=30 /UG=Mm.20826 /LL=14853 /D
MOE430_2_1418123_at 514.4 311.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC001990.1 /DB_XREF=gi:12805066 /FEA=FLmRNA /CNT=67 /TID=Mm.27744.1 /TIER=FL+Stack /STK=29 /UG=Mm.27744 /LL=22248 /UG_GENE=Unc
MOE430_2_1418136_at 1420.1 891.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_009365.1 /DB_XREF=gi:6678312 /GEN=Tgfb1i1 /FEA=FLmRNA /CNT=69 /TID=Mm.3248.1 /TIER=FL+Stack /STK=29 /UG=Mm.3248 /LL=21804 /DE
MOE430_2_1418162_at 55.7 33.3 P P 0.000732 0.000244 -0.6 NC 0.91 gb:NM_021297.1 /DB_XREF=gi:10946593 /GEN=Tlr4 /FEA=FLmRNA /CNT=72 /TID=Mm.85343.1 /TIER=FL+Stack /STK=29 /UG=Mm.85343 /LL=21898 /DE
MOE430_2_1418165_at 3.4 1.2 A A 0.75 0.88 -0.6 NC 0.54 gb:NM_010584.1 /DB_XREF=gi:6754387 /GEN=Itln /FEA=FLmRNA /CNT=37 /TID=Mm.140192.1 /TIER=FL+Stack /STK=29 /UG=Mm.140192 /LL=16429 /DE
MOE430_2_1418203_at 1 0.7 A A 0.78 0.88 -0.6 NC 0.53 gb:NM_021451.1 /DB_XREF=gi:10946831 /GEN=Pmaip1 /FEA=FLmRNA /CNT=44 /TID=Mm.143798.1 /TIER=FL+Stack /STK=28 /UG=Mm.143798 /LL=5880
MOE430_2_1418219_at 19.7 15.6 P P 0.01 0.03 -0.6 NC 0.88 gb:NM_008357.1 /DB_XREF=gi:6680406 /GEN=Il15 /FEA=FLmRNA /CNT=33 /TID=Mm.4392.1 /TIER=FL+Stack /STK=28 /UG=Mm.4392 /LL=16168 /DEF=M
MOE430_2_1418265_s_ 71.5 53.2 P P 0.001221 0.001953 -0.6 D 0.99 gb:NM_008391.1 /DB_XREF=gi:6680468 /GEN=Irf2 /FEA=FLmRNA /CNT=61 /TID=Mm.1149.1 /TIER=FL+Stack /STK=27 /UG=Mm.1149 /LL=16363 /DEF=M
MOE430_2_1418268_at 14.5 15.9 P A 0.02 0.33 -0.6 NC 0.5 gb:NM_013561.1 /DB_XREF=gi:7305174 /GEN=Htr3a /FEA=FLmRNA /CNT=29 /TID=Mm.4831.1 /TIER=FL+Stack /STK=27 /UG=Mm.4831 /LL=15561 /DEF
MOE430_2_1418294_at 467.6 340.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_019427.1 /DB_XREF=gi:9506566 /GEN=Epb4.1l4b /FEA=FLmRNA /CNT=72 /TID=Mm.28217.1 /TIER=FL+Stack /STK=26 /UG=Mm.28217 /LL=54357
MOE430_2_1418321_at 762.7 519.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_010023.1 /DB_XREF=gi:6753611 /GEN=Dci /FEA=FLmRNA /CNT=91 /TID=Mm.35833.1 /TIER=FL+Stack /STK=25 /UG=Mm.35833 /LL=13177 /DEF
MOE430_2_1418344_at 45.7 31.1 P A 0.03 0.09 -0.6 D 0.99 gb:NM_021793.1 /DB_XREF=gi:11140832 /GEN=Tmem8 /FEA=FLmRNA /CNT=65 /TID=Mm.143826.1 /TIER=FL+Stack /STK=25 /UG=Mm.143826 /LL=6045
MOE430_2_1418375_at 121.1 91 P P 0.00293 0.00293 -0.6 NC 0.98 gb:NM_033072.1 /DB_XREF=gi:14861855 /GEN=D10Wsu93e /FEA=FLmRNA /CNT=59 /TID=Mm.27443.1 /TIER=FL+Stack /STK=24 /UG=Mm.27443 /LL=11
MOE430_2_1418394_a_ 193.3 104.9 P P 0.001221 0.001221 -0.6 D 0.99 gb:NM_011925.1 /DB_XREF=gi:6753359 /GEN=Cd97 /FEA=FLmRNA /CNT=45 /TID=Mm.182255.1 /TIER=FL+Stack /STK=24 /UG=Mm.182255 /LL=26364 /
MOE430_2_1418406_at 135.9 91.4 P P 0.000244 0.001953 -0.6 D 0.99 gb:NM_008803.1 /DB_XREF=gi:6679248 /GEN=Pde8a /FEA=FLmRNA /CNT=53 /TID=Mm.9757.1 /TIER=FL+Stack /STK=24 /UG=Mm.9757 /LL=18584 /DEF
MOE430_2_1418411_at 108.8 59.7 P P 0.000732 0.01 -0.6 D 0.99 gb:NM_015821.1 /DB_XREF=gi:7657076 /GEN=Fbxl8 /FEA=FLmRNA /CNT=38 /TID=Mm.33061.1 /TIER=FL+Stack /STK=24 /UG=Mm.33061 /LL=50788 /DE
MOE430_2_1418467_at 373.4 295.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_025891.1 /DB_XREF=gi:13385379 /GEN=Smarcd3 /FEA=FLmRNA /CNT=43 /TID=Mm.140672.1 /TIER=FL+Stack /STK=23 /UG=Mm.140672 /LL=669
MOE430_2_1418535_at 51.7 37.5 P P 0.000732 0.01 -0.6 NC 0.99 gb:BC017678.1 /DB_XREF=gi:17389238 /FEA=FLmRNA /CNT=64 /TID=Mm.4485.1 /TIER=FL+Stack /STK=10 /UG=Mm.4485 /LL=19731 /UG_GENE=Rgl1 /
MOE430_2_1418543_s_ 185.9 103.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_025918.1 /DB_XREF=gi:13385405 /GEN=2610001E01Rik /FEA=FLmRNA /CNT=58 /TID=Mm.28624.1 /TIER=FL+Stack /STK=22 /UG=Mm.28624 /LL
MOE430_2_1418638_at 39.5 25.9 P P 0.01 0.04 -0.6 NC 0.98 gb:NM_010387.1 /DB_XREF=gi:6754121 /GEN=H2-DMb1 /FEA=FLmRNA /CNT=83 /TID=Mm.3322.1 /TIER=FL+Stack /STK=20 /UG=Mm.3322 /LL=14999 /
MOE430_2_1418649_at 10.6 7.3 A A 0.3 0.17 -0.6 NC 0.23 gb:BB284358 /DB_XREF=gi:16401425 /DB_XREF=BB284358 /CLONE=A930105J21 /FEA=FLmRNA /CNT=122 /TID=Mm.33484.1 /TIER=Stack /STK=16 /U
MOE430_2_1418655_at 283.2 172.3 P P 0.000244 0.000732 -0.6 D 0.99 gb:U18975.1 /DB_XREF=gi:945034 /GEN=Ggm2 /FEA=FLmRNA /CNT=69 /TID=Mm.1853.1 /TIER=FL+Stack /STK=20 /UG=Mm.1853 /LL=14421 /DEF=Mus
MOE430_2_1418705_at 5.3 3.8 A A 0.12 0.39 -0.6 NC 0.5 gb:BC016502.1 /DB_XREF=gi:16741346 /FEA=FLmRNA /CNT=69 /TID=Mm.8008.1 /TIER=FL+Stack /STK=19 /UG=Mm.8008 /LL=12951 /UG_GENE=Crx /D
MOE430_2_1418789_at 18 11.7 A A 0.12 0.27 -0.6 NC 0.44 gb:NM_133742.1 /DB_XREF=gi:19526943 /GEN=2210008K22Rik /FEA=FLmRNA /CNT=36 /TID=Mm.95705.1 /TIER=FL+Stack /STK=18 /UG=Mm.95705 /LL
MOE430_2_1418865_at 223.5 156.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_013866.1 /DB_XREF=gi:7305176 /GEN=Zfp385 /FEA=FLmRNA /CNT=45 /TID=Mm.14099.1 /TIER=FL+Stack /STK=17 /UG=Mm.14099 /LL=29813 /D
MOE430_2_1418873_at 58.7 42.5 P P 0.000244 0.001953 -0.6 D 0.99 gb:NM_053198.1 /DB_XREF=gi:16716500 /GEN=Sfxn4 /FEA=FLmRNA /CNT=22 /TID=Mm.48179.1 /TIER=FL+Stack /STK=17 /UG=Mm.48179 /LL=94281 /D
MOE430_2_1418891_a_ 47.8 17.5 P A 0.008057 0.06 -0.6 NC 0.95 gb:AV231191 /DB_XREF=gi:16385828 /DB_XREF=AV231191 /CLONE=4632404J10 /FEA=FLmRNA /CNT=129 /TID=Mm.29968.1 /TIER=Stack /STK=11 /UG
MOE430_2_1418895_at 528.1 323.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_018773.1 /DB_XREF=gi:9055323 /GEN=Scap2 /FEA=FLmRNA /CNT=68 /TID=Mm.10019.1 /TIER=FL+Stack /STK=16 /UG=Mm.10019 /LL=54353 /D
MOE430_2_1418932_at 150.4 89 P P 0.000732 0.000244 -0.6 D 0.99 gb:AY061760.1 /DB_XREF=gi:16923256 /FEA=FLmRNA /CNT=27 /TID=Mm.136604.1 /TIER=FL+Stack /STK=16 /UG=Mm.136604 /LL=18030 /UG_GENE=Nf
MOE430_2_1419027_s_ 665 478.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC016584.1 /DB_XREF=gi:16741550 /FEA=FLmRNA /CNT=116 /TID=Mm.22986.1 /TIER=FL+Stack /STK=14 /UG=Mm.22986 /LL=56356 /UG_GENE=Glt
MOE430_2_1419049_at 17.5 15 P A 0.00293 0.12 -0.6 NC 0.99 gb:BB631244 /DB_XREF=gi:15399999 /DB_XREF=BB631244 /CLONE=A130065O15 /FEA=FLmRNA /CNT=86 /TID=Mm.86584.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1419065_at 2.7 0.8 A A 0.53 0.75 -0.6 NC 0.5 gb:NM_025684.1 /DB_XREF=gi:13385147 /GEN=5730521E12Rik /FEA=FLmRNA /CNT=25 /TID=Mm.90950.1 /TIER=FL+Stack /STK=14 /UG=Mm.90950 /LL
MOE430_2_1419092_a_ 20.8 15.4 P A 0.04 0.09 -0.6 NC 0.83 gb:BB272434 /DB_XREF=gi:8969453 /DB_XREF=BB272434 /CLONE=A830073C20 /FEA=FLmRNA /CNT=160 /TID=Mm.7693.1 /TIER=Stack /STK=45 /UG=
MOE430_2_1419106_at 2 0.7 A A 0.78 0.95 -0.6 NC 0.59 gb:NM_028218.1 /DB_XREF=gi:13386291 /GEN=2210409E12Rik /FEA=FLmRNA /CNT=30 /TID=Mm.21129.1 /TIER=FL+Stack /STK=13 /UG=Mm.21129 /LL
MOE430_2_1419121_at 27.9 20.8 A A 0.26 0.36 -0.6 NC 0.07 gb:NM_016785.1 /DB_XREF=gi:7949153 /GEN=Tpmt /FEA=FLmRNA /CNT=31 /TID=Mm.10169.1 /TIER=ConsEnd /STK=0 /UG=Mm.10169 /LL=22017 /DEF
MOE430_2_1419150_at 3.8 1.5 A A 0.75 0.9 -0.6 NC 0.69 gb:NM_008657.1 /DB_XREF=gi:6678983 /GEN=Myf6 /FEA=FLmRNA /CNT=14 /TID=Mm.11.1 /TIER=FL+Stack /STK=13 /UG=Mm.11 /LL=17878 /DEF=Mus 
MOE430_2_1419195_at 8.3 8.1 A A 0.11 0.39 -0.6 NC 0.5 gb:NM_138685.1 /DB_XREF=gi:20149779 /GEN=SWAM1 /FEA=FLmRNA /CNT=22 /TID=Mm.10859.1 /TIER=FL+Stack /STK=12 /UG=Mm.10859 /LL=192201
MOE430_2_1419272_at 459.6 268.8 P P 0.000244 0.001953 -0.6 D 0.99 gb:BC005591.1 /DB_XREF=gi:13542774 /FEA=FLmRNA /CNT=82 /TID=Mm.213003.1 /TIER=FL+Stack /STK=11 /UG=Mm.213003 /LL=17874 /UG_GENE=M
MOE430_2_1419292_at 26.3 26.1 M A 0.05 0.06 -0.6 NC 0.97 gb:NM_030127.1 /DB_XREF=gi:14994304 /GEN=9530081K03Rik /FEA=FLmRNA /CNT=52 /TID=Mm.41957.1 /TIER=FL+Stack /STK=11 /UG=Mm.41957 /LL
MOE430_2_1419314_at 151 90.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC010745.1 /DB_XREF=gi:14789618 /FEA=FLmRNA /CNT=23 /TID=Mm.23199.1 /TIER=FL+Stack /STK=11 /UG=Mm.23199 /LL=26944 /UG_GENE=Tina
MOE430_2_1419319_at 2.7 2 A A 0.53 0.78 -0.6 NC 0.92 gb:NM_011316.1 /DB_XREF=gi:6755397 /GEN=Saa4 /FEA=FLmRNA /CNT=25 /TID=Mm.3489.1 /TIER=FL /STK=2 /UG=Mm.3489 /LL=20211 /DEF=Mus mu
MOE430_2_1419338_at 0.8 0.9 A A 0.78 0.82 -0.6 NC 0.57 gb:NM_020609.2 /DB_XREF=gi:11079651 /GEN=ICRFP703B1614Q5.5 /FEA=FLmRNA /CNT=12 /TID=Mm.132817.1 /TIER=FL+Stack /STK=11 /UG=Mm.132
MOE430_2_1419358_at 112.4 86.4 P P 0.000244 0.000732 -0.6 D 0.99 gb:NM_030889.1 /DB_XREF=gi:13562099 /GEN=Sorcs2-pending /FEA=FLmRNA /CNT=70 /TID=Mm.34113.1 /TIER=FL+Stack /STK=10 /UG=Mm.34113 /LL
MOE430_2_1419411_at 6.1 6.8 A A 0.33 0.19 -0.6 NC 0.35 gb:NM_009312.1 /DB_XREF=gi:6678208 /GEN=Tac2 /FEA=FLmRNA /CNT=17 /TID=Mm.2374.1 /TIER=FL+Stack /STK=10 /UG=Mm.2374 /LL=21334 /DEF=
MOE430_2_1419449_a_ 1314.8 842.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008138.1 /DB_XREF=gi:6680036 /GEN=Gnai2 /FEA=FLmRNA /CNT=101 /TID=Mm.196464.1 /TIER=FL+Stack /STK=9 /UG=Mm.196464 /LL=14678 /
MOE430_2_1419455_at 598.5 383.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008349.1 /DB_XREF=gi:6680390 /GEN=Il10rb /FEA=FLmRNA /CNT=79 /TID=Mm.4154.1 /TIER=FL+Stack /STK=9 /UG=Mm.4154 /LL=16155 /DEF=
MOE430_2_1419464_at 6.1 0.6 A A 0.69 0.91 -0.6 NC 0.49 gb:NM_026621.1 /DB_XREF=gi:13386103 /GEN=2810046M22Rik /FEA=FLmRNA /CNT=46 /TID=Mm.29249.1 /TIER=FL+Stack /STK=9 /UG=Mm.29249 /LL=
MOE430_2_1419484_a_ 519.3 351 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008095.1 /DB_XREF=gi:6679956 /GEN=Gbas /FEA=FLmRNA /CNT=35 /TID=Mm.12468.1 /TIER=FL+Stack /STK=9 /UG=Mm.12468 /LL=14467 /DEF
MOE430_2_1419577_at 669.9 446.6 P P 0.000732 0.000732 -0.6 D 0.99 gb:NM_133999.1 /DB_XREF=gi:19527219 /GEN=AI326867 /FEA=FLmRNA /CNT=40 /TID=Mm.24238.1 /TIER=FL+Stack /STK=8 /UG=Mm.24238 /LL=10319
MOE430_2_1419589_at 3 1.7 A A 0.72 0.85 -0.6 NC 0.5 gb:NM_010740.1 /DB_XREF=gi:6754577 /GEN=Ly68 /FEA=FLmRNA /CNT=29 /TID=Mm.681.1 /TIER=FL+Stack /STK=8 /UG=Mm.681 /LL=17064 /DEF=Mus
MOE430_2_1419603_at 70.3 34.7 P P 0.001953 0.00293 -0.6 NC 0.97 gb:NM_008329.1 /DB_XREF=gi:6680356 /GEN=Ifi204 /FEA=FLmRNA /CNT=22 /TID=Mm.212870.1 /TIER=FL+Stack /STK=8 /UG=Mm.212870 /LL=15951 /D
MOE430_2_1419649_s_ 2701.6 1833 P P 0.000244 0.000244 -0.6 D 0.99 gb:BQ176602 /DB_XREF=gi:20352094 /DB_XREF=UI-M-DJ2-bvy-l-22-0-UI.s1 /CLONE=UI-M-DJ2-bvy-l-22-0-UI /FEA=FLmRNA /CNT=181 /TID=Mm.25
MOE430_2_1419734_at 195.5 130 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_007393.1 /DB_XREF=gi:6671508 /GEN=Actb /FEA=FLmRNA /CNT=122 /TID=Mm.297.1 /TIER=FL /STK=6 /UG=Mm.297 /LL=11461 /DEF=Mus mus
MOE430_2_1419767_at 2.7 1.4 A A 0.66 0.9 -0.6 NC 0.33 gb:NM_011060.1 /DB_XREF=gi:6755015 /GEN=Pdi3 /FEA=FLmRNA /CNT=22 /TID=Mm.20851.1 /TIER=FL /STK=6 /UG=Mm.20851 /LL=18601 /DEF=Mus m
MOE430_2_1419774_at 4.5 2 A A 0.42 0.63 -0.6 NC 0.11 gb:C79214 /DB_XREF=gi:2519544 /DB_XREF=C79214 /CLONE=J0062E09 /FEA=EST /CNT=2 /TID=Mm.25015.1 /TIER=ConsEnd /STK=2 /UG=Mm.25015 /
MOE430_2_1419799_at 1.8 1.6 A A 0.75 0.78 -0.6 NC 0.66 gb:W91754 /DB_XREF=gi:1407923 /DB_XREF=MTA.D02.080.A /CLONE=MTA.D02.080 /FEA=EST /CNT=2 /TID=Mm.37755.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419821_s_ 1112.9 828.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:AI788952 /DB_XREF=gi:5336668 /DB_XREF=uk56b03.x1 /CLONE=IMAGE:1972973 /FEA=EST /CNT=1 /TID=Mm.198116.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419883_s_ 373.9 249.2 P P 0.000732 0.001221 -0.6 D 0.99 gb:BB467527 /DB_XREF=gi:9384716 /DB_XREF=BB467527 /CLONE=D230015C19 /FEA=EST /CNT=4 /TID=Mm.200697.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1419955_at 38.2 25.7 A A 0.09 0.24 -0.6 NC 0.98 gb:AW539211 /DB_XREF=gi:7181628 /DB_XREF=C0117B01-3 /CLONE=C0117B01 /FEA=EST /CNT=1 /TID=Mm.219491.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419990_at 22.6 10 A A 0.12 0.17 -0.6 NC 0.5 gb:BB273287 /DB_XREF=gi:15410876 /DB_XREF=BB273287 /CLONE=A830082K12 /FEA=EST /CNT=1 /TID=Mm.57625.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420031_at 1.4 3.5 A A 0.75 0.66 -0.6 NC 0.5 gb:C85740 /DB_XREF=gi:2917697 /DB_XREF=C85740 /CLONE=J0213H11 /FEA=EST /CNT=1 /TID=Mm.197875.1 /TIER=ConsEnd /STK=1 /UG=Mm.19787
MOE430_2_1420089_at 66.7 51.4 P P 0.001953 0.00293 -0.6 NC 0.99 gb:AI462015 /DB_XREF=gi:4316045 /DB_XREF=ub69d10.x1 /CLONE=IMAGE:1382995 /FEA=EST /CNT=1 /TID=Mm.203821.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1420114_s_ 22 17.2 P M 0.000732 0.05 -0.6 NC 0.76 gb:AA409325 /DB_XREF=gi:2068665 /DB_XREF=EST03750 /CLONE=C0039E10 /FEA=EST /CNT=1 /TID=Mm.199425.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420150_at 274.8 180.6 P P 0.001221 0.001221 -0.6 D 0.99 gb:AI596360 /DB_XREF=gi:4605408 /DB_XREF=me60c05.x1 /CLONE=IMAGE:391880 /FEA=EST /CNT=1 /TID=Mm.219560.1 /TIER=ConsEnd /STK=1 /UG=



MOE430_2_1420175_at 12.3 11.8 A A 0.17 0.19 -0.6 NC 0.5 gb:C85320 /DB_XREF=gi:2917277 /DB_XREF=C85320 /CLONE=J0206B11 /FEA=EST /CNT=1 /TID=Mm.195286.1 /TIER=ConsEnd /STK=0 /UG=Mm.19528
MOE430_2_1420183_at 23.5 16.3 A A 0.11 0.11 -0.6 NC 0.91 gb:AI036317 /DB_XREF=gi:3260008 /DB_XREF=ue20e01.x1 /CLONE=IMAGE:1480920 /FEA=EST /CNT=1 /TID=Mm.198493.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1420263_at 12.2 6.8 A A 0.32 0.6 -0.6 NC 0.69 gb:BB288269 /DB_XREF=gi:8988718 /DB_XREF=BB288269 /CLONE=B020025K13 /FEA=EST /CNT=1 /TID=Mm.146026.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420298_at 3.1 2.8 A A 0.43 0.43 -0.6 NC 0.5 gb:T25607 /DB_XREF=gi:562928 /DB_XREF=EST00476 /CLONE=A0001A01 /FEA=EST /CNT=1 /TID=Mm.5218.1 /TIER=ConsEnd /STK=0 /UG=Mm.5218 /
MOE430_2_1420383_a_ 30.3 20.9 P P 0.008057 0.04 -0.6 NC 0.81 gb:NM_023420.1 /DB_XREF=gi:12963670 /GEN=Col4a3bp /FEA=FLmRNA /CNT=73 /TID=Mm.38108.1 /TIER=FL /STK=5 /UG=Mm.38108 /LL=68018 /DEF=
MOE430_2_1420435_at 18.4 14.8 A A 0.11 0.21 -0.6 NC 0.5 gb:NM_025487.1 /DB_XREF=gi:13384907 /GEN=1700011A15Rik /FEA=FLmRNA /CNT=9 /TID=Mm.158111.1 /TIER=FL /STK=5 /UG=Mm.158111 /LL=66322
MOE430_2_1420506_a_ 35.9 20.6 P P 0.000244 0.000244 -0.6 NC 0.98 gb:AF326545.1 /DB_XREF=gi:17225416 /FEA=FLmRNA /CNT=30 /TID=Mm.3129.1 /TIER=FL /STK=2 /UG=Mm.3129 /LL=20910 /UG_GENE=Stxbp1 /DEF=M
MOE430_2_1420540_a_ 457.7 307.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_009069.1 /DB_XREF=gi:6677754 /GEN=Rit /FEA=FLmRNA /CNT=11 /TID=Mm.4009.1 /TIER=FL /STK=4 /UG=Mm.4009 /LL=19769 /DEF=Mus musc
MOE430_2_1420566_at 67.5 38.6 P P 0.00415 0.01 -0.6 D 0.99 gb:NM_025367.1 /DB_XREF=gi:13384737 /GEN=1110006G24Rik /FEA=FLmRNA /CNT=9 /TID=Mm.171689.1 /TIER=FL /STK=4 /UG=Mm.171689 /LL=66122
MOE430_2_1420630_at 117.9 69.2 P P 0.001953 0.000244 -0.6 NC 0.99 gb:BM118990 /DB_XREF=gi:17087016 /DB_XREF=L0919A11-3 /CLONE=L0919A11 /FEA=FLmRNA /CNT=81 /TID=Mm.34182.1 /TIER=Stack /STK=18 /UG
MOE430_2_1420723_at 5.7 3.8 A A 0.36 0.56 -0.6 NC 0.51 gb:NM_011979.1 /DB_XREF=gi:6755980 /GEN=Vnn3 /FEA=FLmRNA /CNT=9 /TID=Mm.27334.1 /TIER=FL /STK=3 /UG=Mm.27334 /LL=26464 /DEF=Mus m
MOE430_2_1420835_at 134.6 88.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_026232.1 /DB_XREF=gi:13385735 /GEN=4933433D23Rik /FEA=FLmRNA /CNT=155 /TID=Mm.41116.1 /TIER=FL /STK=2 /UG=Mm.41116 /LL=67554
MOE430_2_1420836_at 216.3 151.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB032012 /DB_XREF=gi:15403590 /DB_XREF=BB032012 /CLONE=5830468I05 /FEA=FLmRNA /CNT=155 /TID=Mm.41116.1 /TIER=Stack /STK=112 /U
MOE430_2_1420841_at 735.1 465.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_011213.1 /DB_XREF=gi:18702312 /GEN=Ptprf /FEA=FLmRNA /CNT=288 /TID=Mm.29855.1 /TIER=FL /STK=2 /UG=Mm.29855 /LL=19268 /DEF=Mu
MOE430_2_1420843_at 1333.9 1022.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BF235516 /DB_XREF=gi:11148160 /DB_XREF=602025330F1 /CLONE=IMAGE:4160767 /FEA=FLmRNA /CNT=288 /TID=Mm.29855.1 /TIER=Stack /STK=
MOE430_2_1420892_at 31 19.3 A P 0.06 0.03 -0.6 NC 0.66 gb:W29605 /DB_XREF=gi:1309943 /DB_XREF=mc09h03.r1 /CLONE=IMAGE:348053 /FEA=FLmRNA /CNT=91 /TID=Mm.4092.1 /TIER=Stack /STK=60 /UG=
MOE430_2_1420901_a_ 1132.5 678.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_010438.1 /DB_XREF=gi:6754205 /GEN=Hk1 /FEA=FLmRNA /CNT=117 /TID=Mm.196605.1 /TIER=FL /STK=2 /UG=Mm.196605 /LL=15275 /DEF=Mu
MOE430_2_1420963_at 15.2 5.2 A A 0.3 0.5 -0.6 NC 0.66 gb:BE979942 /DB_XREF=gi:10647386 /DB_XREF=UI-M-BG2-bcp-c-02-0-UI.s1 /CLONE=UI-M-BG2-bcp-c-02-0-UI /FEA=FLmRNA /CNT=52 /TID=Mm.84
MOE430_2_1420995_at 112.6 53.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008883.1 /DB_XREF=gi:6679390 /GEN=Plxna3 /FEA=FLmRNA /CNT=46 /TID=Mm.1685.1 /TIER=FL /STK=2 /UG=Mm.1685 /LL=18846 /DEF=Mus m
MOE430_2_1421063_s_ 1.1 0.8 A A 0.78 0.91 -0.6 NC 0.48 gb:NM_033174.1 /DB_XREF=gi:15029531 /GEN=Snurf /FEA=FLmRNA /CNT=18 /TID=Mm.195990.1 /TIER=FL /STK=2 /UG=Mm.195990 /LL=84704 /DEF=M
MOE430_2_1421077_at 366.9 242.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM124141 /DB_XREF=gi:17107909 /DB_XREF=L0535G12-3 /CLONE=L0535G12 /FEA=FLmRNA /CNT=24 /TID=Mm.200120.1 /TIER=Stack /STK=15 /U
MOE430_2_1421151_a_ 107.8 62.4 A A 0.08 0.06 -0.6 NC 0.96 gb:NM_010139.1 /DB_XREF=gi:6753757 /GEN=Epha2 /FEA=FLmRNA /CNT=25 /TID=Mm.2581.1 /TIER=FL /STK=2 /UG=Mm.2581 /LL=13836 /DEF=Mus m
MOE430_2_1421200_at 12.4 4.8 A A 0.09 0.3 -0.6 NC 0.66 gb:BB622767 /DB_XREF=gi:15397872 /DB_XREF=BB622767 /CLONE=6430539H14 /FEA=FLmRNA /CNT=23 /TID=Mm.74640.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1421271_at 67.5 47.7 P P 0.000244 0.00293 -0.6 NC 0.99 gb:BE305862 /DB_XREF=gi:9158204 /DB_XREF=601102107F1 /CLONE=IMAGE:3494593 /FEA=FLmRNA /CNT=23 /TID=Mm.27949.1 /TIER=ConsEnd /STK
MOE430_2_1421287_a_ 1.7 0.7 A A 0.85 0.99 -0.6 NC 0.96 gb:NM_008816.1 /DB_XREF=gi:6679272 /GEN=Pecam /FEA=FLmRNA /CNT=15 /TID=Mm.2822.1 /TIER=FL /STK=2 /UG=Mm.2822 /LL=18613 /DEF=Mus m
MOE430_2_1421324_a_ 482.7 320.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_007434.1 /DB_XREF=gi:6680673 /GEN=Akt2 /FEA=FLmRNA /CNT=8 /TID=Mm.177194.1 /TIER=FL /STK=2 /UG=Mm.177194 /LL=11652 /DEF=Mus 
MOE430_2_1421371_at 7 3.1 A A 0.11 0.43 -0.6 NC 0.94 gb:NM_030264.1 /DB_XREF=gi:13385203 /GEN=BC002118 /FEA=FLmRNA /CNT=7 /TID=Mm.160171.1 /TIER=FL /STK=2 /UG=Mm.160171 /LL=80296 /DE
MOE430_2_1421402_at 166.8 112.4 P P 0.001953 0.001953 -0.6 D 0.99 gb:NM_054082.1 /DB_XREF=gi:16905114 /GEN=Mta3 /FEA=FLmRNA /CNT=9 /TID=Mm.18821.1 /TIER=FL /STK=2 /UG=Mm.18821 /LL=116871 /DEF=Mus
MOE430_2_1421412_at 14.9 10.6 A A 0.12 0.33 -0.6 NC 0.99 gb:NM_010351.1 /DB_XREF=gi:6754075 /GEN=Gsc /FEA=FLmRNA /CNT=8 /TID=Mm.129.1 /TIER=FL /STK=2 /UG=Mm.129 /LL=14836 /DEF=Mus musculu
MOE430_2_1421468_at 23 17.1 P A 0.005859 0.21 -0.6 NC 0.5 gb:NM_008426.1 /DB_XREF=gi:6680531 /GEN=Kcnj3 /FEA=FLmRNA /CNT=7 /TID=Mm.5127.1 /TIER=FL /STK=2 /UG=Mm.5127 /LL=16519 /DEF=Mus mus
MOE430_2_1421481_at 12.4 9.4 P A 0.04 0.5 -0.6 NC 0.58 gb:NM_011612.1 /DB_XREF=gi:6755830 /GEN=Tnfrsf9 /FEA=FLmRNA /CNT=5 /TID=Mm.198677.1 /TIER=FL /STK=2 /UG=Mm.198677 /LL=21942 /DEF=M
MOE430_2_1421538_at 34.4 16.1 P A 0.001221 0.12 -0.6 NC 0.92 gb:NM_008423.1 /DB_XREF=gi:6680525 /GEN=Kcnd1 /FEA=FLmRNA /CNT=5 /TID=Mm.56935.1 /TIER=FL /STK=2 /UG=Mm.56935 /LL=16506 /DEF=Mus m
MOE430_2_1421636_at 4.6 4.8 A A 0.33 0.3 -0.6 NC 0.58 gb:NM_029417.1 /DB_XREF=gi:13386397 /GEN=9030605E16Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159559.1 /TIER=FL /STK=2 /UG=Mm.159559 /LL=75757
MOE430_2_1421662_a_ 958.1 692.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_030254.1 /DB_XREF=gi:13384943 /GEN=BC003311 /FEA=FLmRNA /CNT=3 /TID=Mm.75596.1 /TIER=FL /STK=2 /UG=Mm.75596 /LL=80286 /DEF=
MOE430_2_1421899_a_ 76.9 59.4 P P 0.000244 0.000244 -0.6 NC 0.99 gb:BB210729 /DB_XREF=gi:8875682 /DB_XREF=BB210729 /CLONE=A430099G01 /FEA=FLmRNA /CNT=54 /TID=Mm.7580.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1421940_at 21.5 20.2 P P 0.03 0.01 -0.6 NC 0.51 gb:NM_009282.1 /DB_XREF=gi:6678150 /GEN=Stag1 /FEA=FLmRNA /CNT=54 /TID=Mm.42135.1 /TIER=FL /STK=1 /UG=Mm.42135 /LL=20842 /DEF=Mus 
MOE430_2_1421965_s_ 229.8 148.5 P P 0.000732 0.000732 -0.6 D 0.99 gb:NM_008716.1 /DB_XREF=gi:6679095 /GEN=Notch3 /FEA=FLmRNA /CNT=28 /TID=Mm.4945.1 /TIER=FL /STK=1 /UG=Mm.4945 /LL=18131 /DEF=Mus m
MOE430_2_1421981_at 12.2 6.8 A A 0.36 0.5 -0.6 NC 0.22 gb:BE949391 /DB_XREF=gi:10527155 /DB_XREF=UI-M-BH3-avi-d-10-0-UI.s1 /CLONE=UI-M-BH3-avi-d-10-0-UI /FEA=FLmRNA /CNT=18 /TID=Mm.390
MOE430_2_1421991_a_ 330.6 223.4 P P 0.00293 0.001953 -0.6 NC 0.98 gb:NM_010517.1 /DB_XREF=gi:6981085 /GEN=Igfbp4 /FEA=FLmRNA /CNT=15 /TID=Mm.22248.1 /TIER=FL /STK=1 /UG=Mm.22248 /LL=16010 /DEF=Mus
MOE430_2_1422022_at 45.9 27.2 P A 0.04 0.12 -0.6 D 0.99 gb:NM_024467.1 /DB_XREF=gi:13277373 /GEN=Zfp319 /FEA=FLmRNA /CNT=18 /TID=Mm.86682.1 /TIER=FL /STK=1 /UG=Mm.86682 /LL=79233 /DEF=Mu
MOE430_2_1422103_a_ 270.2 162.1 P P 0.000244 0.000732 -0.6 D 0.99 gb:BC024319.1 /DB_XREF=gi:19354220 /FEA=FLmRNA /CNT=7 /TID=Mm.34064.1 /TIER=FL /STK=1 /UG=Mm.34064 /LL=20851 /UG_GENE=Stat5b /DEF=
MOE430_2_1422129_at 35 32.3 A A 0.17 0.33 -0.6 NC 0.94 gb:AU035302 /DB_XREF=gi:3718305 /DB_XREF=AU035302 /CLONE=MNCb-0302 /FEA=FLmRNA /CNT=22 /TID=Mm.57247.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1422231_a_ 22.6 14.7 A A 0.43 0.6 -0.6 NC 0.5 gb:AF329969.1 /DB_XREF=gi:12963416 /FEA=FLmRNA /CNT=3 /TID=Mm.101198.1 /TIER=FL /STK=1 /UG=Mm.101198 /LL=85030 /UG_GENE=Tnfrsf12 /D
MOE430_2_1422333_at 12.6 8.7 A A 0.14 0.33 -0.6 NC 0.66 gb:NM_009995.1 /DB_XREF=gi:6753569 /GEN=Cyp21a1 /FEA=FLmRNA /CNT=1 /TID=Mm.57192.1 /TIER=FL /STK=1 /UG=Mm.57192 /LL=13079 /DEF=Mu
MOE430_2_1422433_s_ 2425.5 1736.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_010497.1 /DB_XREF=gi:6754277 /GEN=Idh1 /FEA=FLmRNA /CNT=311 /TID=Mm.9925.1 /TIER=FL+Stack /STK=149 /UG=Mm.9925 /LL=15926 /DEF
MOE430_2_1422438_at 4207.7 2786.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_010145.1 /DB_XREF=gi:6753761 /GEN=Ephx1 /FEA=FLmRNA /CNT=251 /TID=Mm.9075.1 /TIER=FL+Stack /STK=127 /UG=Mm.9075 /LL=13849 /D
MOE430_2_1422566_at 110.7 83.3 P A 0.01 0.06 -0.6 D 0.99 gb:NM_011549.1 /DB_XREF=gi:6755735 /GEN=Tcfeb /FEA=FLmRNA /CNT=69 /TID=Mm.2305.1 /TIER=FL+Stack /STK=34 /UG=Mm.2305 /LL=21425 /DEF
MOE430_2_1422616_s_ 70.8 50.2 P P 0.000244 0.000732 -0.6 D 0.99 gb:NM_023790.1 /DB_XREF=gi:12963826 /GEN=1700030E05Rik /FEA=FLmRNA /CNT=39 /TID=Mm.219423.1 /TIER=FL+Stack /STK=26 /UG=Mm.219423 /L
MOE430_2_1422619_at 1680.6 1031.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008903.1 /DB_XREF=gi:6679430 /GEN=Ppap2a /FEA=FLmRNA /CNT=104 /TID=Mm.2598.1 /TIER=FL+Stack /STK=25 /UG=Mm.2598 /LL=19012 /D
MOE430_2_1422620_s_ 1511.2 925.2 P P 0.000244 0.000732 -0.6 D 0.99 gb:NM_008903.1 /DB_XREF=gi:6679430 /GEN=Ppap2a /FEA=FLmRNA /CNT=104 /TID=Mm.2598.1 /TIER=FL+Stack /STK=25 /UG=Mm.2598 /LL=19012 /D
MOE430_2_1422648_at 59 44.9 P P 0.000244 0.000244 -0.6 NC 0.98 gb:NM_007514.1 /DB_XREF=gi:6671597 /GEN=Slc7a2 /FEA=FLmRNA /CNT=40 /TID=Mm.4676.1 /TIER=FL+Stack /STK=22 /UG=Mm.4676 /LL=11988 /DE
MOE430_2_1422757_at 2.9 0.9 A A 0.55 0.87 -0.6 NC 0.65 gb:NM_023219.1 /DB_XREF=gi:13128955 /GEN=2010104G07Rik /FEA=FLmRNA /CNT=23 /TID=Mm.155678.1 /TIER=FL+Stack /STK=14 /UG=Mm.155678 /
MOE430_2_1422782_s_ 32.8 16.6 P A 0.008057 0.11 -0.6 NC 0.5 gb:NM_126166.1 /DB_XREF=gi:18497293 /GEN=Tlr3 /FEA=FLmRNA /CNT=44 /TID=Mm.33874.1 /TIER=FL+Stack /STK=12 /UG=Mm.33874 /LL=142980 /D
MOE430_2_1422872_at 12.1 6.3 A A 0.14 0.33 -0.6 NC 0.5 gb:NM_007560.1 /DB_XREF=gi:6680801 /GEN=Bmpr1b /FEA=FLmRNA /CNT=13 /TID=Mm.39089.1 /TIER=FL+Stack /STK=9 /UG=Mm.39089 /LL=12167 /D
MOE430_2_1422916_at 2.2 1.2 A A 0.72 0.94 -0.6 NC 0.5 gb:NM_020013.1 /DB_XREF=gi:9910217 /GEN=Fgf21 /FEA=FLmRNA /CNT=18 /TID=Mm.143736.1 /TIER=FL /STK=7 /UG=Mm.143736 /LL=56636 /DEF=Mu
MOE430_2_1422931_at 28.6 19.6 A M 0.09 0.05 -0.6 NC 0.13 gb:NM_008037.1 /DB_XREF=gi:6679828 /GEN=Fosl2 /FEA=FLmRNA /CNT=20 /TID=Mm.23704.1 /TIER=FL /STK=3 /UG=Mm.23704 /LL=14284 /DEF=Mus 
MOE430_2_1422959_s_ 412.4 266.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_030743.1 /DB_XREF=gi:13811698 /GEN=Zfp313 /FEA=FLmRNA /CNT=3 /TID=Mm.171509.1 /TIER=FL /STK=1 /UG=Mm.171509 /LL=81018 /DEF=M
MOE430_2_1423072_at 11.6 6.9 A A 0.12 0.24 -0.6 NC 0.81 gb:AK013431.1 /DB_XREF=gi:12850785 /FEA=FLmRNA /CNT=139 /TID=Mm.100378.1 /TIER=Stack /STK=18 /UG=Mm.100378 /LL=68157 /UG_GENE=6720
MOE430_2_1423122_at 1120.4 686.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:BI649826 /DB_XREF=gi:15564062 /DB_XREF=603296455F1 /CLONE=IMAGE:5337396 /FEA=FLmRNA /CNT=101 /TID=Mm.30060.1 /TIER=Stack /STK=4
MOE430_2_1423128_at 780.5 552.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK011609.1 /DB_XREF=gi:12847844 /FEA=FLmRNA /CNT=116 /TID=Mm.10433.1 /TIER=Stack /STK=45 /UG=Mm.10433 /LL=11632 /UG_GENE=Aip /U
MOE430_2_1423256_a_ 3268.3 1891.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BI154058 /DB_XREF=gi:14614059 /DB_XREF=602870945F1 /CLONE=IMAGE:5002859 /FEA=FLmRNA /CNT=315 /TID=Mm.29868.1 /TIER=ConsEnd /ST
MOE430_2_1423349_at 1328 884.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM212831 /DB_XREF=gi:17770506 /DB_XREF=C0827G07-3 /CLONE=C0827G07 /FEA=FLmRNA /CNT=70 /TID=Mm.37204.1 /TIER=Stack /STK=13 /UG
MOE430_2_1423410_at 7.5 6 A A 0.08 0.43 -0.6 NC 0.96 gb:BF021951 /DB_XREF=gi:10753283 /DB_XREF=uy59h10.y1 /CLONE=IMAGE:3663907 /FEA=FLmRNA /CNT=174 /TID=Mm.2688.1 /TIER=Stack /STK=65 
MOE430_2_1423586_at 1263.6 830.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:AA500897 /DB_XREF=gi:2235864 /DB_XREF=vg03c01.r1 /CLONE=IMAGE:860256 /FEA=FLmRNA /CNT=250 /TID=Mm.4128.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423600_a_ 217.8 134.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:AW209012 /DB_XREF=gi:6514952 /DB_XREF=un98g03.x1 /CLONE=IMAGE:2581972 /FEA=FLmRNA /CNT=46 /TID=Mm.2215.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423601_s_ 256.5 172.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:AW209012 /DB_XREF=gi:6514952 /DB_XREF=un98g03.x1 /CLONE=IMAGE:2581972 /FEA=FLmRNA /CNT=46 /TID=Mm.2215.1 /TIER=Stack /STK=9 /UG
MOE430_2_1423603_at 45.3 27.5 P P 0.001953 0.01 -0.6 NC 0.99 gb:AI849004 /DB_XREF=gi:5492910 /DB_XREF=UI-M-AJ1-ahd-f-04-0-UI.s1 /CLONE=UI-M-AJ1-ahd-f-04-0-UI /FEA=FLmRNA /CNT=40 /TID=Mm.3105.
MOE430_2_1423679_at 54.5 44.2 P P 0.001221 0.000244 -0.6 NC 0.76 gb:BC013800.1 /DB_XREF=gi:15489420 /FEA=FLmRNA /CNT=194 /TID=Mm.24564.1 /TIER=FL+Stack /STK=165 /UG=Mm.24564 /LL=67063 /UG_GENE=28
MOE430_2_1423690_s_ 160.7 125.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC026486.1 /DB_XREF=gi:20071462 /FEA=FLmRNA /CNT=174 /TID=Mm.31239.1 /TIER=FL+Stack /STK=156 /UG=Mm.31239 /DEF=Mus musculus, Sim
MOE430_2_1423695_at 448.9 309.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC008268.1 /DB_XREF=gi:14198416 /FEA=FLmRNA /CNT=219 /TID=Mm.28665.1 /TIER=FL+Stack /STK=149 /UG=Mm.28665 /DEF=Mus musculus, Sim
MOE430_2_1423765_at 276.5 174.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC023151.1 /DB_XREF=gi:18605631 /FEA=FLmRNA /CNT=152 /TID=Mm.46282.1 /TIER=FL+Stack /STK=121 /UG=Mm.46282 /DEF=Mus musculus, Sim
MOE430_2_1423792_a_ 135.2 77.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC027248.1 /DB_XREF=gi:20071227 /FEA=FLmRNA /CNT=223 /TID=Mm.28858.1 /TIER=FL+Stack /STK=110 /UG=Mm.28858 /LL=67213 /UG_GENE=28
MOE430_2_1423868_at 72.2 37.8 P P 0.000244 0.02 -0.6 D 0.99 gb:AF349659.1 /DB_XREF=gi:13569628 /GEN=Tgr /FEA=FLmRNA /CNT=122 /TID=Mm.44552.2 /TIER=FL+Stack /STK=87 /UG=Mm.44552 /LL=50493 /DE
MOE430_2_1423891_at 372 220.6 P P 0.000732 0.000732 -0.6 NC 0.99 gb:BC003903.1 /DB_XREF=gi:13278109 /FEA=FLmRNA /CNT=137 /TID=Mm.25313.1 /TIER=FL+Stack /STK=83 /UG=Mm.25313 /LL=103140 /UG_GENE=A
MOE430_2_1424011_at 2.7 2.7 A A 0.56 0.63 -0.6 NC 0.24 gb:BC024105.1 /DB_XREF=gi:18848227 /FEA=FLmRNA /CNT=96 /TID=Mm.22477.2 /TIER=FL+Stack /STK=64 /UG=Mm.22477 /LL=64008 /UG_GENE=Aqp
MOE430_2_1424155_at 1.2 0.4 A A 0.6 0.98 -0.6 NC 0.76 gb:BC002148.1 /DB_XREF=gi:12805356 /FEA=FLmRNA /CNT=59 /TID=Mm.582.2 /TIER=FL+Stack /STK=49 /UG=Mm.582 /LL=11770 /UG_GENE=Fabp4 /D
MOE430_2_1424178_at 34 18.5 A A 0.09 0.24 -0.6 NC 0.73 gb:BC014728.1 /DB_XREF=gi:15928499 /FEA=FLmRNA /CNT=90 /TID=Mm.212927.1 /TIER=FL /STK=1 /UG=Mm.212927 /DEF=Mus musculus, Similar to hy
MOE430_2_1424194_at 8.6 13.3 A A 0.36 0.36 -0.6 NC 0.59 gb:BC025872.1 /DB_XREF=gi:19484141 /FEA=FLmRNA /CNT=65 /TID=Mm.40452.1 /TIER=FL+Stack /STK=46 /UG=Mm.40452 /DEF=Mus musculus, Simila
MOE430_2_1424272_at 22.4 14.5 P A 0.04 0.17 -0.6 NC 0.95 gb:BI079838 /DB_XREF=gi:14498168 /DB_XREF=602876173F1 /CLONE=IMAGE:5007667 /FEA=FLmRNA /CNT=215 /TID=Mm.196029.1 /TIER=ConsEnd /S
MOE430_2_1424394_at 2452.7 1699.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:AY043488.1 /DB_XREF=gi:17223710 /FEA=FLmRNA /CNT=78 /TID=Mm.34046.1 /TIER=FL+Stack /STK=34 /UG=Mm.34046 /LL=114679 /UG_GENE=Sep
MOE430_2_1424468_s_ 474.7 490.5 P P 0.000732 0.000732 -0.6 D 0.99 gb:BC025856.1 /DB_XREF=gi:19483925 /FEA=FLmRNA /CNT=67 /TID=Mm.28639.1 /TIER=FL+Stack /STK=30 /UG=Mm.28639 /DEF=Mus musculus, clone 
MOE430_2_1424496_at 567.4 388.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC026742.1 /DB_XREF=gi:20072392 /FEA=FLmRNA /CNT=42 /TID=Mm.29511.1 /TIER=FL+Stack /STK=28 /UG=Mm.29511 /DEF=Mus musculus, clone 
MOE430_2_1424502_at 4.9 7 A A 0.46 0.8 -0.6 NC 0.5 gb:BC024542.1 /DB_XREF=gi:19353619 /FEA=FLmRNA /CNT=50 /TID=Mm.25351.1 /TIER=FL+Stack /STK=28 /UG=Mm.25351 /DEF=Mus musculus, similar
MOE430_2_1424521_at 93.1 74.5 P P 0.000244 0.001953 -0.6 D 0.99 gb:BC011495.1 /DB_XREF=gi:15079310 /FEA=FLmRNA /CNT=51 /TID=Mm.32646.1 /TIER=FL+Stack /STK=27 /UG=Mm.32646 /LL=68818 /UG_GENE=1110
MOE430_2_1424594_at 221 166 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC011507.1 /DB_XREF=gi:15079329 /FEA=FLmRNA /CNT=78 /TID=Mm.20973.2 /TIER=FL+Stack /STK=23 /UG=Mm.20973 /LL=16858 /UG_GENE=Lgal
MOE430_2_1424603_at 435.3 325.5 P P 0.000244 0.000244 -0.6 NC 0.99 gb:BC026981.1 /DB_XREF=gi:20073362 /FEA=FLmRNA /CNT=58 /TID=Mm.21421.1 /TIER=FL+Stack /STK=23 /UG=Mm.21421 /DEF=Mus musculus, Simila
MOE430_2_1424616_s_ 216 165.8 P P 0.000244 0.000732 -0.6 D 0.99 gb:BG063931 /DB_XREF=gi:12546494 /DB_XREF=H3013E05-3 /CLONE=H3013E05 /FEA=FLmRNA /CNT=221 /TID=Mm.28397.1 /TIER=Stack /STK=136 /
MOE430_2_1424618_at 10.2 5.4 P A 0.01 0.27 -0.6 NC 0.5 gb:BC013343.1 /DB_XREF=gi:15426478 /FEA=FLmRNA /CNT=79 /TID=Mm.6584.1 /TIER=FL+Stack /STK=22 /UG=Mm.6584 /LL=15445 /UG_GENE=Hpd /D
MOE430_2_1424625_a_ 138.3 100.2 P P 0.001221 0.005859 -0.6 D 0.99 gb:BC023016.1 /DB_XREF=gi:18605939 /FEA=FLmRNA /CNT=42 /TID=Mm.39973.1 /TIER=FL+Stack /STK=22 /UG=Mm.39973 /DEF=Mus musculus, clone 
MOE430_2_1424640_at 361.3 250.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC018479.1 /DB_XREF=gi:17391127 /FEA=FLmRNA /CNT=65 /TID=Mm.174998.1 /TIER=FL+Stack /STK=21 /UG=Mm.174998 /LL=68724 /UG_GENE=1
MOE430_2_1424846_at 73.2 50.5 P P 0.000244 0.01 -0.6 NC 0.9 gb:BC027174.1 /DB_XREF=gi:20070670 /FEA=FLmRNA /CNT=30 /TID=Mm.196847.1 /TIER=FL+Stack /STK=14 /UG=Mm.196847 /DEF=Mus musculus, Sim
MOE430_2_1424896_at 28.6 18.3 P P 0.001953 0.005859 -0.6 NC 0.53 gb:BC026975.1 /DB_XREF=gi:20071935 /FEA=FLmRNA /CNT=31 /TID=Mm.44103.1 /TIER=FL+Stack /STK=12 /UG=Mm.44103 /LL=64450 /UG_GENE=Gpr8
MOE430_2_1424911_a_ 2.7 0.6 A A 0.78 0.71 -0.6 NC 0.3 gb:BC024932.1 /DB_XREF=gi:19354285 /FEA=FLmRNA /CNT=13 /TID=Mm.33351.1 /TIER=FL+Stack /STK=12 /UG=Mm.33351 /LL=69032 /UG_GENE=1810
MOE430_2_1424948_x_ 19.4 14.1 P A 0.01 0.12 -0.6 NC 0.5 gb:L23495.1 /DB_XREF=gi:405529 /GEN=H-2K /FEA=FLmRNA /CNT=87 /TID=Mm.16771.1 /TIER=FL+Stack /STK=10 /UG=Mm.16771 /LL=14972 /DEF=M
MOE430_2_1425047_a_ 62.6 39.9 P P 0.001221 0.001221 -0.6 NC 0.88 gb:BC027204.1 /DB_XREF=gi:20073170 /FEA=FLmRNA /CNT=9 /TID=Mm.67538.1 /TIER=FL+Stack /STK=8 /UG=Mm.67538 /LL=70873 /UG_GENE=49215
MOE430_2_1425126_at 33.2 24.3 P P 0.000732 0.001221 -0.6 NC 0.99 gb:BC011310.1 /DB_XREF=gi:15030114 /FEA=FLmRNA /CNT=15 /TID=Mm.4974.2 /TIER=FL /STK=6 /UG=Mm.4974 /LL=17967 /UG_GENE=Ncam1 /DEF=
MOE430_2_1425154_a_ 232.9 130.3 P P 0.000732 0.000732 -0.6 D 0.99 gb:M21149.1 /DB_XREF=gi:192806 /FEA=FLmRNA /CNT=9 /TID=Mm.795.2 /TIER=FL /STK=5 /UG=Mm.795 /LL=12977 /UG_GENE=Csf1 /UG_TITLE=colon
MOE430_2_1425170_a_ 116 78.1 P P 0.001221 0.001221 -0.6 D 0.99 gb:BC009132.1 /DB_XREF=gi:14318660 /FEA=FLmRNA /CNT=5 /TID=Mm.19830.2 /TIER=FL /STK=5 /UG=Mm.19830 /LL=11490 /UG_GENE=Adam15 /DEF
MOE430_2_1425235_s_ 28.3 23.6 A A 0.12 0.21 -0.6 NC 0.5 gb:BC016112.1 /DB_XREF=gi:16359307 /FEA=FLmRNA /CNT=7 /TID=Mm.210292.1 /TIER=FL /STK=4 /UG=Mm.210292 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425253_a_ 9.8 5.6 A A 0.14 0.43 -0.6 NC 0.35 gb:BC024372.1 /DB_XREF=gi:19353412 /FEA=FLmRNA /CNT=6 /TID=Mm.13866.2 /TIER=FL /STK=4 /UG=Mm.13866 /LL=17123 /UG_GENE=Madcam1 /DE
MOE430_2_1425296_a_ 710.6 473.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF215669.1 /DB_XREF=gi:6979745 /FEA=FLmRNA /CNT=9 /TID=Mm.17554.2 /TIER=FL /STK=3 /UG=Mm.17554 /LL=50780 /UG_GENE=Rgs3 /DEF=Mu
MOE430_2_1425333_at 343.8 212.8 P P 0.001221 0.00293 -0.6 D 0.99 gb:BB667458 /DB_XREF=gi:16398907 /DB_XREF=BB667458 /CLONE=C730014O14 /FEA=FLmRNA /CNT=90 /TID=Mm.37380.1 /TIER=Stack /STK=44 /UG
MOE430_2_1425351_at 69.6 44.2 P P 0.008057 0.005859 -0.6 NC 0.98 gb:BI731645 /DB_XREF=gi:15708658 /DB_XREF=603353079F1 /CLONE=IMAGE:5360466 /FEA=FLmRNA /CNT=28 /TID=Mm.181594.1 /TIER=ConsEnd /ST
MOE430_2_1425391_a_ 264 195.2 P P 0.001221 0.00415 -0.6 D 0.99 gb:AB074008.1 /DB_XREF=gi:19071971 /GEN=Obph1 /FEA=FLmRNA /CNT=6 /TID=Mm.21199.2 /TIER=FL /STK=2 /UG=Mm.21199 /LL=79196 /DEF=Mus 
MOE430_2_1425432_at 9.7 2.7 A A 0.5 0.75 -0.6 NC 0.27 gb:AB047546.1 /DB_XREF=gi:15277133 /GEN=MOR /FEA=FLmRNA /CNT=5 /TID=Mm.4191.2 /TIER=FL /STK=1 /UG=Mm.4191 /LL=18390 /DEF=Mus mus
MOE430_2_1425475_at 158.1 104.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:AB041350.1 /DB_XREF=gi:10179321 /GEN=Col4a5 /FEA=FLmRNA /CNT=117 /TID=Mm.155579.1 /TIER=FL /STK=1 /UG=Mm.155579 /LL=12830 /DEF=
MOE430_2_1425548_a_ 26.6 22.8 A A 0.19 0.3 -0.6 NC 0.5 gb:U72644.1 /DB_XREF=gi:1754657 /GEN=LST /FEA=FLmRNA /CNT=22 /TID=Mm.19379.1 /TIER=FL /STK=1 /UG=Mm.19379 /LL=16988 /DEF=Mus musc
MOE430_2_1425679_a_ 312.2 208.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF109769.1 /DB_XREF=gi:5051876 /FEA=FLmRNA /CNT=8 /TID=Mm.2720.2 /TIER=FL /STK=1 /UG=Mm.2720 /LL=19099 /UG_GENE=Mapk8ip /DEF=M
MOE430_2_1425684_at 9.9 4.9 A A 0.46 0.36 -0.6 NC 0.71 gb:BC026843.1 /DB_XREF=gi:20073096 /FEA=FLmRNA /CNT=20 /TID=Mm.144887.1 /TIER=FL /STK=1 /UG=Mm.144887 /DEF=Mus musculus, Similar to a
MOE430_2_1425685_at 6.1 6.2 A A 0.08 0.36 -0.6 NC 0.76 gb:BB493454 /DB_XREF=gi:16441766 /DB_XREF=BB493454 /CLONE=D530033B13 /FEA=FLmRNA /CNT=20 /TID=Mm.144887.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1425701_a_ 685.4 434.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF350047.1 /DB_XREF=gi:13774476 /FEA=FLmRNA /CNT=10 /TID=Mm.17554.3 /TIER=FL /STK=1 /UG=Mm.17554 /LL=50780 /UG_GENE=Rgs3 /DEF=
MOE430_2_1425736_at 1.9 3.4 A A 0.9 0.91 -0.6 NC 0.5 gb:BC004610.1 /DB_XREF=gi:13435479 /FEA=FLmRNA /CNT=6 /TID=Mm.190627.1 /TIER=FL /STK=1 /UG=Mm.190627 /DEF=Mus musculus, Similar to CD
MOE430_2_1425760_a_ 164.8 93.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF006467.1 /DB_XREF=gi:2618982 /GEN=mpt1 /FEA=FLmRNA /CNT=5 /TID=Mm.1860.2 /TIER=FL /STK=1 /UG=Mm.1860 /LL=18739 /DEF=Mus musc
MOE430_2_1425801_x_ 147.9 133.4 P P 0.01 0.03 -0.6 NC 0.99 gb:BC011068.1 /DB_XREF=gi:15029705 /FEA=FLmRNA /CNT=4 /TID=Mm.141741.2 /TIER=FL /STK=1 /UG=Mm.141741 /LL=72042 /UG_GENE=Clp-pendin
MOE430_2_1425893_a_ 23.1 15.1 A A 0.17 0.39 -0.6 NC 0.88 gb:AF055573.1 /DB_XREF=gi:3249576 /GEN=Fhit /FEA=FLmRNA /CNT=3 /TID=Mm.12929.2 /TIER=FL /STK=1 /UG=Mm.12929 /LL=14198 /DEF=Mus mus
MOE430_2_1425940_a_ 762.5 452.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF170906.1 /DB_XREF=gi:12002848 /FEA=FLmRNA /CNT=2 /TID=Mm.195635.2 /TIER=FL /STK=1 /UG=Mm.195635 /LL=72475 /UG_GENE=2610200M2
MOE430_2_1425953_at 4.2 1.9 A A 0.5 0.75 -0.6 NC 0.46 gb:BC005774.1 /DB_XREF=gi:13543214 /FEA=FLmRNA /CNT=2 /TID=Mm.190635.1 /TIER=FL /STK=1 /UG=Mm.190635 /DEF=Mus musculus, clone MGC:1
MOE430_2_1426004_a_ 36.7 24.6 A A 0.09 0.36 -0.6 NC 0.99 gb:AF114266.1 /DB_XREF=gi:5006436 /GEN=Tgm2 /FEA=FLmRNA /CNT=1 /TID=Mm.18843.3 /TIER=FL /STK=1 /UG=Mm.18843 /LL=21817 /DEF=Mus mu
MOE430_2_1426052_at 24.5 19.1 P P 0.00415 0.01 -0.6 NC 0.79 gb:BC003865.1 /DB_XREF=gi:13278010 /FEA=FLmRNA /CNT=1 /TID=Mm.103114.1 /TIER=FL /STK=1 /UG=Mm.103114 /DEF=Mus musculus, Similar to mu
MOE430_2_1426066_a_ 12.1 6.3 A A 0.19 0.36 -0.6 NC 0.93 gb:AF143544.1 /DB_XREF=gi:4929248 /FEA=FLmRNA /CNT=1 /TID=Mm.3386.3 /TIER=FL /STK=1 /UG=Mm.3386 /LL=13527 /UG_GENE=Dtna /DEF=Mus 
MOE430_2_1426084_a_ 365.3 225.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC010841.1 /DB_XREF=gi:14789975 /FEA=FLmRNA /CNT=1 /TID=Mm.220916.1 /TIER=FL /STK=1 /UG=Mm.220916 /DEF=Mus musculus, clone MGC:6
MOE430_2_1426098_a_ 117.5 101.8 P P 0.000244 0.00293 -0.6 D 0.99 gb:AF190152.1 /DB_XREF=gi:6694236 /GEN=Tcast /FEA=FLmRNA /CNT=1 /TID=Mm.29163.3 /TIER=FL /STK=1 /UG=Mm.29163 /LL=12380 /DEF=Mus mu
MOE430_2_1426125_a_ 140.5 85.2 P P 0.001953 0.001221 -0.6 NC 0.94 gb:AB019601.1 /DB_XREF=gi:6440947 /FEA=FLmRNA /CNT=1 /TID=Mm.88829.2 /TIER=FL /STK=1 /UG=Mm.88829 /LL=12371 /UG_GENE=Casp9 /DEF=M
MOE430_2_1426134_at 4.5 6.9 A A 0.36 0.27 -0.6 NC 0.45 gb:AF223415.1 /DB_XREF=gi:17026309 /FEA=FLmRNA /CNT=1 /TID=Mm.55320.2 /TIER=FL /STK=1 /UG=Mm.55320 /LL=76757 /UG_GENE=Trdn /DEF=M
MOE430_2_1426157_a_ 0.9 1.2 A A 0.9 0.98 -0.6 NC 0.84 gb:AF374471.1 /DB_XREF=gi:16660121 /GEN=Signr1 /FEA=FLmRNA /CNT=1 /TID=Mm.175163.2 /TIER=FL /STK=1 /UG=Mm.175163 /LL=69165 /DEF=Mu
MOE430_2_1426188_s_ 12 6.7 P A 0.04 0.24 -0.6 NC 0.5 gb:D44443.1 /DB_XREF=gi:1217904 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.25 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mouse mRNA
MOE430_2_1426322_a_ 8.2 2.9 A A 0.53 0.53 -0.6 NC 0.5 gb:AY062429.1 /DB_XREF=gi:17644138 /FEA=FLmRNA /CNT=3 /TID=Mm.64790.1 /TIER=FL /STK=1 /UG=Mm.64790 /LL=72413 /UG_GENE=2700049B16R
MOE430_2_1426566_s_ 27.2 17.8 P M 0.008057 0.05 -0.6 NC 0.99 gb:BG973910 /DB_XREF=gi:14361547 /DB_XREF=602843545F1 /CLONE=IMAGE:4979410 /FEA=FLmRNA /CNT=37 /TID=Mm.205566.1 /TIER=Stack /STK=
MOE430_2_1426697_a_ 602.7 388.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:D00622.1 /DB_XREF=gi:220433 /FEA=mRNA /CNT=227 /TID=Mm.4560.1 /TIER=Stack /STK=37 /UG=Mm.4560 /LL=16976 /UG_GENE=Lrpap1 /DEF=Mu
MOE430_2_1426740_s_ 161 163.5 P P 0.000732 0.000244 -0.6 NC 0.99 gb:AV273850 /DB_XREF=gi:15405548 /DB_XREF=AV273850 /CLONE=4932414F18 /FEA=mRNA /CNT=102 /TID=Mm.10954.1 /TIER=Stack /STK=81 /UG=
MOE430_2_1426811_at 142.3 110.5 P P 0.000732 0.000732 -0.6 MD 0.99 gb:BB080065 /DB_XREF=gi:15407015 /DB_XREF=BB080065 /CLONE=9330161A15 /FEA=mRNA /CNT=96 /TID=Mm.118076.1 /TIER=Stack /STK=61 /UG=
MOE430_2_1426920_x_ 9.3 8.2 M A 0.05 0.14 -0.6 NC 0.95 gb:BG976463 /DB_XREF=gi:14364100 /DB_XREF=602846288F1 /CLONE=IMAGE:4976900 /FEA=mRNA /CNT=385 /TID=Mm.4712.1 /TIER=ConsEnd /STK=
MOE430_2_1426927_at 15.2 9.4 A A 0.3 0.46 -0.6 NC 0.93 gb:AB030202.1 /DB_XREF=gi:7259297 /FEA=mRNA /CNT=53 /TID=Mm.44105.1 /TIER=Stack /STK=38 /UG=Mm.44105 /LL=11775 /UG_GENE=Ap3b2 /UG_
MOE430_2_1426997_at 152 93.4 P P 0.001953 0.01 -0.6 D 0.99 gb:AW208371 /DB_XREF=gi:6514311 /DB_XREF=uo59a01.x1 /CLONE=IMAGE:2646792 /FEA=mRNA /CNT=79 /TID=Mm.26587.2 /TIER=Stack /STK=28 /UG
MOE430_2_1426998_at 1088.2 668.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM207761 /DB_XREF=gi:17763717 /DB_XREF=C0617E11-3 /CLONE=C0617E11 /FEA=mRNA /CNT=217 /TID=Mm.220972.1 /TIER=Stack /STK=11 /UG
MOE430_2_1427193_at 17.6 10.3 P A 0.001221 0.11 -0.6 NC 0.64 gb:AA216977 /DB_XREF=gi:1825961 /DB_XREF=mt71h10.r1 /CLONE=IMAGE:635395 /FEA=mRNA /CNT=32 /TID=Mm.28414.3 /TIER=ConsEnd /STK=0 /U
MOE430_2_1427216_at 164.7 97.8 P P 0.000732 0.000244 -0.6 D 0.99 gb:BF022827 /DB_XREF=gi:10754160 /DB_XREF=uw40e09.x1 /CLONE=IMAGE:3419176 /FEA=mRNA /CNT=15 /TID=Mm.138878.1 /TIER=Stack /STK=8 /U
MOE430_2_1427225_at 82.1 72.3 P P 0.000244 0.000732 -0.6 D 0.99 gb:AF057286.1 /DB_XREF=gi:3063648 /FEA=mRNA /CNT=151 /TID=Mm.139695.1 /TIER=Stack /STK=78 /UG=Mm.139695 /LL=13855 /UG_GENE=Epn2 /D
MOE430_2_1427348_at 34.4 24.1 A A 0.06 0.08 -0.6 NC 0.5 gb:BC006817.1 /DB_XREF=gi:14919421 /FEA=mRNA /CNT=14 /TID=Mm.402.1 /TIER=ConsEnd /STK=6 /UG=Mm.402 /DEF=Mus musculus, clone IMAGE:31
MOE430_2_1427429_at 2.7 0.7 A A 0.56 0.99 -0.6 NC 0.58 gb:X03019.1 /DB_XREF=gi:51100 /FEA=mRNA /CNT=7 /TID=Mm.4922.1 /TIER=ConsEnd /STK=1 /UG=Mm.4922 /LL=12981 /UG_GENE=Csf2 /DEF=Mouse
MOE430_2_1427457_a_ 326.7 237 P P 0.000244 0.000244 -0.6 D 0.99 gb:BG248060 /DB_XREF=gi:12757875 /DB_XREF=602359995F1 /CLONE=IMAGE:4488406 /FEA=mRNA /CNT=16 /TID=Mm.27757.2 /TIER=ConsEnd /STK=
MOE430_2_1427470_s_ 14.3 8.5 P A 0.01 0.46 -0.6 NC 0.7 gb:AU067119 /DB_XREF=gi:4967856 /DB_XREF=AU067119 /CLONE=MNCb-2973 /FEA=mRNA /CNT=21 /TID=Mm.4937.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1427496_at 15.2 10.5 A A 0.12 0.19 -0.6 NC 0.23 gb:BC026366.1 /DB_XREF=gi:20072256 /FEA=mRNA /CNT=13 /TID=Mm.37691.1 /TIER=ConsEnd /STK=0 /UG=Mm.37691 /DEF=Mus musculus, clone IMAG
MOE430_2_1427530_at 14.5 10.9 A A 0.21 0.43 -0.6 NC 0.68 gb:BB658793 /DB_XREF=gi:16492618 /DB_XREF=BB658793 /CLONE=D330010F04 /FEA=mRNA /CNT=6 /TID=Mm.219570.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427546_at 40.1 24.8 P P 0.008057 0.02 -0.6 NC 0.99 gb:AF213393.1 /DB_XREF=gi:6911210 /GEN=Abca8 /FEA=mRNA /CNT=5 /TID=Mm.38377.1 /TIER=ConsEnd /STK=0 /UG=Mm.38377 /LL=27404 /DEF=Mu
MOE430_2_1427565_a_ 58.1 44.6 P P 0.00415 0.00293 -0.6 NC 0.98 gb:AF213387.1 /DB_XREF=gi:6911199 /GEN=Abcc5a /FEA=mRNA /CNT=5 /TID=Mm.20845.2 /TIER=ConsEnd /STK=0 /UG=Mm.20845 /LL=27416 /DEF=M
MOE430_2_1427607_at 2.3 0.7 A A 0.9 0.99 -0.6 NC 0.56 gb:AB041801.1 /DB_XREF=gi:7670528 /FEA=mRNA /CNT=3 /TID=Mm.180108.2 /TIER=ConsEnd /STK=0 /UG=Mm.180108 /LL=58226 /UG_GENE=Cacna1h
MOE430_2_1427611_at 6.6 3 A A 0.63 0.6 -0.6 MI 0.00249 gb:BB024536 /DB_XREF=gi:15403434 /DB_XREF=BB024536 /CLONE=5330422G23 /FEA=mRNA /CNT=5 /TID=Mm.89928.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1427617_at 12.5 7.5 P A 0.03 0.19 -0.6 NC 0.5 gb:BC022579.1 /DB_XREF=gi:18490428 /FEA=mRNA /CNT=2 /TID=Mm.215167.1 /TIER=ConsEnd /STK=1 /UG=Mm.215167 /LL=171167 /UG_GENE=BC022
MOE430_2_1427722_at 0.7 0.4 A A 0.75 0.94 -0.6 NC 0.49 gb:BC026899.1 /DB_XREF=gi:20071279 /FEA=mRNA /CNT=1 /TID=Mm.119590.1 /TIER=ConsEnd /STK=0 /UG=Mm.119590 /DEF=Mus musculus, clone IMA
MOE430_2_1427731_at 9.8 7.1 A A 0.12 0.09 -0.6 NC 0.28 gb:L28757.1 /DB_XREF=gi:453665 /FEA=mRNA /CNT=1 /TID=Mm.26791.3 /TIER=ConsEnd /STK=0 /UG=Mm.26791 /LL=14715 /UG_GENE=Gnrhr /UG_TIT
MOE430_2_1427757_at 1.8 0.8 A A 0.68 0.9 -0.6 NC 0.5 gb:D29670.1 /DB_XREF=gi:473962 /FEA=mRNA /CNT=1 /TID=Mm.196407.1 /TIER=ConsEnd /STK=0 /UG=Mm.196407 /LL=16098 /UG_GENE=Igk-V21 /DE
MOE430_2_1427783_at 0.9 0.3 A A 0.96 0.99 -0.6 NC 0.83 gb:AF059177.1 /DB_XREF=gi:3372623 /FEA=mRNA /CNT=1 /TID=Mm.57113.1 /TIER=ConsEnd /STK=0 /UG=Mm.57113 /LL=13869 /UG_GENE=Erbb4 /DEF
MOE430_2_1427814_at 1.6 0.7 A A 0.8 0.95 -0.6 NC 0.72 gb:U06662.1 /DB_XREF=gi:463842 /FEA=mRNA /CNT=1 /TID=Mm.4849.1 /TIER=ConsEnd /STK=0 /UG=Mm.4849 /LL=18290 /UG_GENE=Ofa /DEF=Mus m
MOE430_2_1427821_at 17.7 7.4 A A 0.12 0.24 -0.6 NC 0.5 gb:U20265.1 /DB_XREF=gi:687693 /FEA=mRNA /CNT=1 /TID=Mm.22891.5 /TIER=ConsEnd /STK=0 /UG=Mm.22891 /LL=54158 /UG_GENE=Copg2as2 /UG
MOE430_2_1427885_at 570.5 356.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK010477.1 /DB_XREF=gi:12845952 /FEA=mRNA /CNT=114 /TID=Mm.22884.1 /TIER=Stack /STK=72 /UG=Mm.22884 /LL=69745 /UG_GENE=2410012M
MOE430_2_1427929_a_ 489.4 318.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:BG070766 /DB_XREF=gi:12553335 /DB_XREF=H3090H09-3 /CLONE=H3090H09 /FEA=mRNA /CNT=104 /TID=Mm.206159.1 /TIER=Stack /STK=19 /UG
MOE430_2_1427960_at 1.6 0.9 A A 0.8 0.71 -0.6 NC 0.5 gb:BC028826.1 /DB_XREF=gi:20380045 /FEA=mRNA /CNT=31 /TID=Mm.221171.1 /TIER=Stack /STK=11 /UG=Mm.221171 /DEF=Mus musculus, Similar to 
MOE430_2_1427962_at 650 431.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:BG072723 /DB_XREF=gi:12555292 /DB_XREF=H3114C01-3 /CLONE=H3114C01 /FEA=mRNA /CNT=17 /TID=Mm.68230.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1427976_at 1.4 0.6 A A 0.62 0.8 -0.6 NC 0.5 gb:AB050008.1 /DB_XREF=gi:20372959 /FEA=mRNA /CNT=138 /TID=Mm.221169.1 /TIER=Stack /STK=114 /UG=Mm.221169 /UG_TITLE=Mus musculus mR
MOE430_2_1428009_a_ 21.8 16.7 A A 0.46 0.56 -0.6 NC 0.5 gb:AF417121.1 /DB_XREF=gi:20271161 /FEA=mRNA /CNT=11 /TID=Mm.76543.2 /TIER=ConsEnd /STK=0 /UG=Mm.76543 /DEF=Mus musculus multidrug re
MOE430_2_1428145_at 1186.8 767.9 P P 0.000244 0.000732 -0.6 D 0.99 gb:AK002555.1 /DB_XREF=gi:12832621 /FEA=mRNA /CNT=264 /TID=Mm.142498.1 /TIER=Stack /STK=93 /UG=Mm.142498 /LL=68343 /UG_GENE=061001
MOE430_2_1428146_s_ 1727 1109.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK002555.1 /DB_XREF=gi:12832621 /FEA=mRNA /CNT=264 /TID=Mm.142498.1 /TIER=Stack /STK=93 /UG=Mm.142498 /LL=68343 /UG_GENE=061001
MOE430_2_1428220_at 46 34.3 P P 0.000244 0.001953 -0.6 NC 0.98 gb:AK017577.1 /DB_XREF=gi:12856882 /FEA=mRNA /CNT=120 /TID=Mm.130260.1 /TIER=Stack /STK=70 /UG=Mm.130260 /LL=74741 /UG_GENE=573041



MOE430_2_1428279_a_ 100 60.9 P P 0.000244 0.001953 -0.6 MD 0.99 gb:AK013145.1 /DB_XREF=gi:12850325 /FEA=mRNA /CNT=77 /TID=Mm.41540.2 /TIER=Stack /STK=62 /UG=Mm.41540 /LL=72174 /UG_GENE=2810423G0
MOE430_2_1428298_at 11.3 9.1 A A 0.14 0.09 -0.6 NC 0.5 gb:AK006490.1 /DB_XREF=gi:12839618 /FEA=mRNA /CNT=73 /TID=Mm.29813.1 /TIER=Stack /STK=58 /UG=Mm.29813 /LL=66938 /UG_GENE=1700029G0
MOE430_2_1428346_at 491.8 377 P P 0.000244 0.000732 -0.6 D 0.99 gb:AK003586.1 /DB_XREF=gi:12834343 /FEA=mRNA /CNT=119 /TID=Mm.20488.1 /TIER=Stack /STK=50 /UG=Mm.20488 /LL=76301 /UG_GENE=1110008K
MOE430_2_1428400_at 0.9 1.9 A A 0.56 0.8 -0.6 NC 0.62 gb:BB066985 /DB_XREF=gi:16259950 /DB_XREF=BB066985 /CLONE=8030456J11 /FEA=mRNA /CNT=55 /TID=Mm.41396.1 /TIER=Stack /STK=45 /UG=M
MOE430_2_1428431_at 1798 1097.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK009861.1 /DB_XREF=gi:12844917 /FEA=mRNA /CNT=101 /TID=Mm.41904.1 /TIER=Stack /STK=43 /UG=Mm.41904 /LL=71918 /UG_GENE=2310047A
MOE430_2_1428432_at 530.4 334.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB813478 /DB_XREF=gi:16986107 /DB_XREF=BB813478 /CLONE=G730019E19 /FEA=mRNA /CNT=101 /TID=Mm.41904.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1428440_at 503.1 376.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK019150.1 /DB_XREF=gi:12859205 /FEA=mRNA /CNT=100 /TID=Mm.30928.1 /TIER=Stack /STK=42 /UG=Mm.30928 /LL=78830 /UG_GENE=Slc25a12 
MOE430_2_1428442_at 634.4 437.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK009222.1 /DB_XREF=gi:12843878 /FEA=mRNA /CNT=77 /TID=Mm.21306.2 /TIER=Stack /STK=42 /UG=Mm.21306 /LL=17391 /UG_GENE=Mmp24 /U
MOE430_2_1428492_at 509.7 343.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK017557.1 /DB_XREF=gi:12856851 /FEA=mRNA /CNT=75 /TID=Mm.22213.1 /TIER=Stack /STK=12 /UG=Mm.22213 /LL=70520 /UG_GENE=5730414A0
MOE430_2_1428535_at 458.5 305.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK004276.1 /DB_XREF=gi:12835401 /FEA=mRNA /CNT=49 /TID=Mm.33179.1 /TIER=Stack /STK=34 /UG=Mm.33179 /LL=68804 /UG_GENE=1110056P0
MOE430_2_1428629_at 38.8 20.5 P P 0.000732 0.03 -0.6 NC 0.54 gb:AK018187.1 /DB_XREF=gi:12857791 /FEA=mRNA /CNT=40 /TID=Mm.29288.1 /TIER=Stack /STK=29 /UG=Mm.29288 /LL=74010 /UG_GENE=6330417C1
MOE430_2_1428663_at 90.2 70.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK017223.1 /DB_XREF=gi:12856357 /FEA=mRNA /CNT=36 /TID=Mm.35676.1 /TIER=Stack /STK=27 /UG=Mm.35676 /LL=71305 /UG_GENE=5133401H0
MOE430_2_1428776_at 34.4 21.3 P A 0.02 0.14 -0.6 NC 0.83 gb:AV244484 /DB_XREF=gi:16386951 /DB_XREF=AV244484 /CLONE=4831431E11 /FEA=mRNA /CNT=28 /TID=Mm.7446.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1428807_at 0.4 0.1 A A 0.96 0.99 -0.6 NC 0.86 gb:AK014801.1 /DB_XREF=gi:12852858 /FEA=mRNA /CNT=34 /TID=Mm.26987.1 /TIER=Stack /STK=21 /UG=Mm.26987 /LL=67543 /UG_GENE=4932702K1
MOE430_2_1428850_x_ 2028.7 1240.2 P P 0.000244 0.000732 -0.6 D 0.99 gb:AK004342.1 /DB_XREF=gi:12835491 /FEA=mRNA /CNT=37 /TID=Mm.178550.2 /TIER=Stack /STK=19 /UG=Mm.178550 /LL=66478 /UG_GENE=2410026
MOE430_2_1428900_s_ 116.9 64.1 P P 0.000244 0.000244 -0.6 NC 0.98 gb:AK002682.1 /DB_XREF=gi:12832844 /FEA=mRNA /CNT=26 /TID=Mm.32460.1 /TIER=Stack /STK=18 /UG=Mm.32460 /LL=76894 /UG_GENE=0610027B0
MOE430_2_1428932_at 11.3 7.1 A A 0.27 0.6 -0.6 NC 0.68 gb:AV273368 /DB_XREF=gi:16390302 /DB_XREF=AV273368 /CLONE=4932410I19 /FEA=mRNA /CNT=27 /TID=Mm.17641.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1429026_at 65 46.7 P P 0.02 0.04 -0.6 NC 0.99 gb:BB771130 /DB_XREF=gi:16197316 /DB_XREF=BB771130 /CLONE=G370120O22 /FEA=mRNA /CNT=32 /TID=Mm.39375.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429060_at 66.4 39.4 P P 0.000244 0.001221 -0.6 NC 0.98 gb:AK020483.1 /DB_XREF=gi:12861082 /FEA=mRNA /CNT=45 /TID=Mm.169240.1 /TIER=Stack /STK=13 /UG=Mm.169240 /LL=77292 /UG_GENE=9430072
MOE430_2_1429100_at 130.5 87.2 P P 0.000244 0.000732 -0.6 D 0.99 gb:BQ031026 /DB_XREF=gi:19766305 /DB_XREF=UI-1-CF0-alx-a-09-0-UI.s1 /CLONE=UI-1-CF0-alx-a-09-0-UI /FEA=mRNA /CNT=16 /TID=Mm.153.1 /
MOE430_2_1429139_at 66.2 58.6 P P 0.000244 0.001953 -0.6 D 0.99 gb:AK013730.1 /DB_XREF=gi:12851209 /FEA=mRNA /CNT=18 /TID=Mm.3050.1 /TIER=Stack /STK=11 /UG=Mm.3050 /LL=72969 /UG_GENE=2900060B22R
MOE430_2_1429254_at 21.6 16.1 P A 0.01 0.09 -0.6 NC 0.94 gb:BF472491 /DB_XREF=gi:11541674 /DB_XREF=UI-M-BH3-axd-a-11-0-UI.r1 /CLONE=UI-M-BH3-axd-a-11-0-UI /FEA=mRNA /CNT=29 /TID=Mm.2975
MOE430_2_1429261_at 82.7 70.3 P P 0.000244 0.000244 -0.6 NC 0.99 gb:AW045964 /DB_XREF=gi:5906493 /DB_XREF=UI-M-BH1-aku-h-08-0-UI.s1 /CLONE=UI-M-BH1-aku-h-08-0-UI /FEA=mRNA /CNT=17 /TID=Mm.45147
MOE430_2_1429276_at 10.8 11 A A 0.06 0.24 -0.6 NC 0.5 gb:AK021160.1 /DB_XREF=gi:12861951 /FEA=mRNA /CNT=15 /TID=Mm.132521.1 /TIER=Stack /STK=8 /UG=Mm.132521 /LL=77478 /UG_GENE=C030048J
MOE430_2_1429316_at 4.8 3.4 A A 0.39 0.53 -0.6 NC 0.5 gb:AK018120.1 /DB_XREF=gi:12857691 /FEA=mRNA /CNT=55 /TID=Mm.87660.1 /TIER=Stack /STK=48 /UG=Mm.87660 /LL=70727 /UG_GENE=6330404M
MOE430_2_1429401_at 13.6 12.3 P M 0.00293 0.05 -0.6 NC 0.54 gb:BM114398 /DB_XREF=gi:17077416 /DB_XREF=L0804B08-3 /CLONE=L0804B08 /FEA=mRNA /CNT=41 /TID=Mm.46520.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1429422_at 179.4 99.2 P P 0.000732 0.000732 -0.6 D 0.99 gb:AK016788.1 /DB_XREF=gi:12855712 /FEA=mRNA /CNT=29 /TID=Mm.79515.1 /TIER=Stack /STK=23 /UG=Mm.79515 /LL=71086 /UG_GENE=4933412E1
MOE430_2_1429442_at 7.7 5.2 A A 0.24 0.33 -0.6 NC 0.34 gb:BB125490 /DB_XREF=gi:16262191 /DB_XREF=BB125490 /CLONE=9630005H21 /FEA=mRNA /CNT=52 /TID=Mm.179620.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1429552_at 1 1.6 A A 0.8 0.72 -0.6 NC 0.7 gb:AK006118.1 /DB_XREF=gi:12839047 /FEA=mRNA /CNT=19 /TID=Mm.25949.1 /TIER=Stack /STK=15 /UG=Mm.25949 /LL=71860 /UG_GENE=1700019F0
MOE430_2_1429606_at 13 4.9 A A 0.33 0.33 -0.6 NC 0.5 gb:AI648250 /DB_XREF=gi:4726928 /DB_XREF=uk37c05.x1 /CLONE=IMAGE:1971176 /FEA=mRNA /CNT=22 /TID=Mm.80574.1 /TIER=Stack /STK=13 /UG
MOE430_2_1429609_at 29.9 15.7 A A 0.08 0.12 -0.6 NC 0.63 gb:AK005581.1 /DB_XREF=gi:12838233 /FEA=mRNA /CNT=16 /TID=Mm.46139.1 /TIER=Stack /STK=13 /UG=Mm.46139 /LL=69296 /UG_GENE=1700001D0
MOE430_2_1429622_at 42.6 34.8 P P 0.000244 0.00293 -0.6 D 0.99 gb:BM238658 /DB_XREF=gi:17873928 /DB_XREF=K0521C11-3 /CLONE=K0521C11 /FEA=mRNA /CNT=77 /TID=Mm.46006.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1429676_at 110.6 59.7 P P 0.008057 0.01 -0.6 D 0.99 gb:AK008862.1 /DB_XREF=gi:12843309 /FEA=mRNA /CNT=13 /TID=Mm.158812.1 /TIER=Stack /STK=11 /UG=Mm.158812 /LL=72366 /UG_GENE=2210408
MOE430_2_1429742_at 7.4 6.4 A A 0.19 0.53 -0.6 NC 0.5 gb:AK013119.1 /DB_XREF=gi:12850282 /FEA=mRNA /CNT=16 /TID=Mm.181197.1 /TIER=Stack /STK=9 /UG=Mm.181197 /LL=69950 /UG_GENE=2810420M
MOE430_2_1429770_at 10 7 A A 0.14 0.09 -0.6 NC 0.15 gb:BI107300 /DB_XREF=gi:14558193 /DB_XREF=602894321F1 /CLONE=IMAGE:5039333 /FEA=mRNA /CNT=33 /TID=Mm.28351.1 /TIER=ConsEnd /STK=0
MOE430_2_1429794_a_ 2.2 1.2 A A 0.69 0.98 -0.6 NC 0.5 gb:AK007650.1 /DB_XREF=gi:12841326 /FEA=mRNA /CNT=12 /TID=Mm.25722.2 /TIER=Stack /STK=8 /UG=Mm.25722 /LL=18436 /UG_GENE=P2rx1 /UG_
MOE430_2_1429801_at 16.9 7.4 A A 0.14 0.6 -0.6 NC 0.71 gb:AV259560 /DB_XREF=gi:6247019 /DB_XREF=AV259560 /CLONE=4930405E22 /FEA=mRNA /CNT=14 /TID=Mm.55640.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429802_at 21.9 15.7 A A 0.24 0.14 -0.6 NC 0.8 gb:AK002831.1 /DB_XREF=gi:12833103 /FEA=mRNA /CNT=13 /TID=Mm.171692.1 /TIER=Stack /STK=8 /UG=Mm.171692 /LL=66065 /UG_GENE=0610039E
MOE430_2_1429914_at 47.4 29.3 P P 0.01 0.04 -0.6 NC 0.98 gb:AK017858.1 /DB_XREF=gi:12857327 /FEA=mRNA /CNT=11 /TID=Mm.58257.1 /TIER=ConsEnd /STK=6 /UG=Mm.58257 /LL=70655 /UG_GENE=5730566
MOE430_2_1429947_a_ 17.7 11.1 A A 0.06 0.27 -0.6 NC 0.94 gb:AK008179.1 /DB_XREF=gi:12842205 /FEA=mRNA /CNT=13 /TID=Mm.116687.2 /TIER=ConsEnd /STK=5 /UG=Mm.116687 /LL=58203 /UG_GENE=Dlm1-
MOE430_2_1429971_at 26.3 18.4 P A 0.03 0.09 -0.6 NC 0.94 gb:BE948556 /DB_XREF=gi:10526315 /DB_XREF=UI-M-BH3-awa-b-02-0-UI.s4 /CLONE=UI-M-BH3-awa-b-02-0-UI /FEA=mRNA /CNT=7 /TID=Mm.1764
MOE430_2_1429974_at 208.5 111.1 P P 0.000732 0.000244 -0.6 D 0.99 gb:AK012980.1 /DB_XREF=gi:12850061 /FEA=mRNA /CNT=11 /TID=Mm.158789.1 /TIER=ConsEnd /STK=5 /UG=Mm.158789 /LL=72177 /UG_GENE=28104
MOE430_2_1429989_at 20.6 16.5 A A 0.21 0.3 -0.6 NC 0.79 gb:AK005748.1 /DB_XREF=gi:12838485 /FEA=mRNA /CNT=8 /TID=Mm.65488.1 /TIER=ConsEnd /STK=5 /UG=Mm.65488 /LL=69351 /UG_GENE=1700008A
MOE430_2_1429999_at 25.4 10.8 P M 0.001221 0.05 -0.6 NC 0.81 gb:AW542096 /DB_XREF=gi:7184429 /DB_XREF=C0152E06-3 /CLONE=C0152E06 /FEA=mRNA /CNT=7 /TID=Mm.6146.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1430031_at 22.8 15.8 P P 0.005859 0.03 -0.6 NC 0.86 gb:AK010523.1 /DB_XREF=gi:12846032 /FEA=mRNA /CNT=17 /TID=Mm.139069.1 /TIER=ConsEnd /STK=4 /UG=Mm.139069 /LL=69718 /UG_GENE=24100
MOE430_2_1430038_at 62.8 44.9 P P 0.000244 0.000732 -0.6 D 0.99 gb:AK017831.1 /DB_XREF=gi:12857285 /FEA=mRNA /CNT=17 /TID=Mm.219654.1 /TIER=ConsEnd /STK=4 /UG=Mm.219654 /LL=70669 /UG_GENE=57305
MOE430_2_1430059_at 23.3 25 P P 0.01 0.01 -0.6 NC 0.5 gb:AA986441 /DB_XREF=gi:3168095 /DB_XREF=ue13c08.x1 /CLONE=IMAGE:1480238 /FEA=mRNA /CNT=7 /TID=Mm.117260.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1430090_at 18.8 17.4 P A 0.01 0.21 -0.6 NC 0.96 gb:AI845986 /DB_XREF=gi:5489892 /DB_XREF=UI-M-AP1-agl-c-11-0-UI.s1 /CLONE=UI-M-AP1-agl-c-11-0-UI /FEA=mRNA /CNT=7 /TID=Mm.101169.1 
MOE430_2_1430344_at 12.8 8.7 P A 0.03 0.3 -0.6 NC 0.62 gb:AW049608 /DB_XREF=gi:5910137 /DB_XREF=UI-M-BH1-and-c-11-0-UI.s1 /CLONE=UI-M-BH1-and-c-11-0-UI /FEA=mRNA /CNT=8 /TID=Mm.44252.
MOE430_2_1430375_a_ 11.5 7.6 A A 0.27 0.5 -0.6 NC 0.97 gb:BE198116 /DB_XREF=gi:8710285 /DB_XREF=ug79g12.x1 /CLONE=IMAGE:1548646 /FEA=mRNA /CNT=5 /TID=Mm.6660.2 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430414_at 11.9 10 A A 0.21 0.36 -0.6 NC 0.5 gb:BB524769 /DB_XREF=gi:16444039 /DB_XREF=BB524769 /CLONE=D930022F02 /FEA=mRNA /CNT=4 /TID=Mm.159651.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430436_at 13.9 11 A A 0.36 0.32 -0.6 NC 0.5 gb:AV158645 /DB_XREF=gi:5402280 /DB_XREF=AV158645 /CLONE=3010017G14 /FEA=mRNA /CNT=5 /TID=Mm.171350.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430485_at 0.7 0.3 A A 0.82 0.96 -0.6 NC 0.69 gb:AW324327 /DB_XREF=gi:6758352 /DB_XREF=uo27c11.x1 /CLONE=IMAGE:2616116 /FEA=mRNA /CNT=3 /TID=Mm.159793.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1430504_at 6.5 5.3 M A 0.06 0.17 -0.6 NC 0.5 gb:AK007132.1 /DB_XREF=gi:12840513 /FEA=mRNA /CNT=3 /TID=Mm.109589.1 /TIER=ConsEnd /STK=2 /UG=Mm.109589 /LL=74292 /UG_GENE=170010
MOE430_2_1430520_at 331.2 221.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:AW548480 /DB_XREF=gi:7193902 /DB_XREF=L0037D09-3 /CLONE=L0037D09 /FEA=mRNA /CNT=3 /TID=Mm.157675.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430521_s_ 182.7 121.5 P P 0.01 0.02 -0.6 D 0.99 gb:AW548480 /DB_XREF=gi:7193902 /DB_XREF=L0037D09-3 /CLONE=L0037D09 /FEA=mRNA /CNT=3 /TID=Mm.157675.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430532_at 1.1 0.5 A A 0.53 0.85 -0.6 NC 0.69 gb:AK016957.1 /DB_XREF=gi:12855970 /FEA=mRNA /CNT=29 /TID=Mm.173826.1 /TIER=ConsEnd /STK=1 /UG=Mm.173826 /LL=71230 /UG_GENE=49334
MOE430_2_1430634_a_ 51.8 43.6 P M 0.001221 0.05 -0.6 D 0.99 gb:BB076574 /DB_XREF=gi:8641634 /DB_XREF=BB076574 /CLONE=9330125N24 /FEA=mRNA /CNT=8 /TID=Mm.108076.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430681_at 14.6 7.4 A A 0.09 0.1 -0.6 NC 0.5 gb:AI482548 /DB_XREF=gi:4375774 /DB_XREF=vg50f11.x1 /CLONE=IMAGE:864813 /FEA=mRNA /CNT=8 /TID=Mm.25539.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430683_at 3.5 0.7 A A 0.78 0.98 -0.6 NC 0.51 gb:AK010755.1 /DB_XREF=gi:12846421 /FEA=mRNA /CNT=7 /TID=Mm.89652.1 /TIER=ConsEnd /STK=1 /UG=Mm.89652 /LL=76780 /UG_GENE=2410095B
MOE430_2_1430690_at 20.2 12.4 A A 0.19 0.33 -0.6 NC 0.71 gb:AK017294.1 /DB_XREF=gi:12856462 /FEA=mRNA /CNT=7 /TID=Mm.87185.1 /TIER=ConsEnd /STK=1 /UG=Mm.87185 /LL=71331 /UG_GENE=5430411C
MOE430_2_1430728_at 7.7 2.5 A A 0.17 0.33 -0.6 NC 0.5 gb:BB149782 /DB_XREF=gi:8804719 /DB_XREF=BB149782 /CLONE=A030001H12 /FEA=mRNA /CNT=6 /TID=Mm.120253.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430838_x_ 5.7 3.3 A A 0.19 0.35 -0.6 NC 0.5 gb:AK007371.1 /DB_XREF=gi:12840877 /FEA=mRNA /CNT=4 /TID=Mm.22522.2 /TIER=ConsEnd /STK=1 /UG=Mm.22522 /LL=17190 /UG_GENE=Mbd1 /UG
MOE430_2_1430863_at 10.6 5.4 A A 0.09 0.39 -0.6 NC 0.5 gb:AW109901 /DB_XREF=gi:6822614 /DB_XREF=MT771 /CLONE=MT771 /FEA=mRNA /CNT=3 /TID=Mm.67563.1 /TIER=ConsEnd /STK=1 /UG=Mm.67563 
MOE430_2_1430917_at 2.5 0.9 A A 0.78 0.94 -0.6 NC 0.5 gb:AV377743 /DB_XREF=gi:6426752 /DB_XREF=AV377743 /CLONE=9130401L11 /FEA=mRNA /CNT=3 /TID=Mm.159238.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430977_at 21.2 14.3 P A 0.03 0.11 -0.6 NC 0.5 gb:AK020882.1 /DB_XREF=gi:12861604 /FEA=mRNA /CNT=3 /TID=Mm.159995.1 /TIER=ConsEnd /STK=1 /UG=Mm.159995 /LL=77803 /UG_GENE=A93002
MOE430_2_1430998_at 14.7 8.9 A A 0.17 0.46 -0.6 NC 0.77 gb:BE626283 /DB_XREF=gi:9906699 /DB_XREF=uu12h04.y2 /CLONE=IMAGE:3371767 /FEA=mRNA /CNT=22 /TID=Mm.28986.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431001_at 9.3 6.5 A A 0.24 0.39 -0.6 NC 0.5 gb:AK018573.1 /DB_XREF=gi:12858346 /FEA=mRNA /CNT=22 /TID=Mm.181363.1 /TIER=ConsEnd /STK=0 /UG=Mm.181363 /LL=71517 /UG_GENE=90306
MOE430_2_1431172_at 8.3 5 P A 0.01 0.19 -0.6 NC 0.53 gb:BB620704 /DB_XREF=gi:16459667 /DB_XREF=BB620704 /CLONE=6030407P09 /FEA=mRNA /CNT=12 /TID=Mm.79807.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431191_a_ 16 14.7 P A 0.03 0.14 -0.6 NC 0.73 gb:AK018163.1 /DB_XREF=gi:12857756 /FEA=mRNA /CNT=7 /TID=Mm.5101.2 /TIER=ConsEnd /STK=0 /UG=Mm.5101 /LL=20979 /UG_GENE=Syt1 /UG_TI
MOE430_2_1431305_at 11 8 P A 0.03 0.11 -0.6 NC 0.71 gb:AA874645 /DB_XREF=gi:2979334 /DB_XREF=vx81f09.r1 /CLONE=IMAGE:1281641 /FEA=mRNA /CNT=9 /TID=Mm.190599.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431307_at 0.8 0.4 A A 0.94 0.86 -0.6 NC 0.64 gb:AK015334.1 /DB_XREF=gi:12853632 /FEA=mRNA /CNT=7 /TID=Mm.161243.1 /TIER=ConsEnd /STK=0 /UG=Mm.161243 /LL=74657 /UG_GENE=493043
MOE430_2_1431316_at 23.7 11.6 P P 0.000244 0.03 -0.6 NC 0.83 gb:AK020167.1 /DB_XREF=gi:12860669 /FEA=mRNA /CNT=6 /TID=Mm.45541.1 /TIER=ConsEnd /STK=0 /UG=Mm.45541 /LL=77732 /UG_GENE=6720481N
MOE430_2_1431428_a_ 208.3 128.6 P P 0.000732 0.002686 -0.6 D 0.99 gb:AK007962.1 /DB_XREF=gi:12841848 /FEA=mRNA /CNT=3 /TID=Mm.33932.2 /TIER=ConsEnd /STK=0 /UG=Mm.33932 /LL=66394 /UG_GENE=2310061K
MOE430_2_1431455_at 14.6 8 P A 0.01 0.46 -0.6 NC 0.89 gb:AK016597.1 /DB_XREF=gi:12855422 /FEA=mRNA /CNT=5 /TID=Mm.55950.1 /TIER=ConsEnd /STK=3 /UG=Mm.55950 /LL=71027 /UG_GENE=4933401B
MOE430_2_1431467_at 2.7 1.2 A A 0.82 0.98 -0.6 NC 0.75 gb:AV263689 /DB_XREF=gi:6251612 /DB_XREF=AV263689 /CLONE=4930440E01 /FEA=mRNA /CNT=5 /TID=Mm.78674.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1431520_at 12.2 9.2 A A 0.12 0.36 -0.6 NC 0.53 gb:AK016696.1 /DB_XREF=gi:12855574 /FEA=mRNA /CNT=4 /TID=Mm.159126.1 /TIER=ConsEnd /STK=1 /UG=Mm.159126 /LL=74064 /UG_GENE=493340
MOE430_2_1431621_at 2 1.7 A A 0.9 0.94 -0.6 NC 0.49 gb:AK019579.1 /DB_XREF=gi:12859863 /FEA=mRNA /CNT=2 /TID=Mm.160154.1 /TIER=ConsEnd /STK=1 /UG=Mm.160154 /LL=78924 /UG_GENE=493042
MOE430_2_1431629_at 4.4 2.5 A A 0.46 0.78 -0.6 NC 0.25 gb:AK020284.1 /DB_XREF=gi:12860822 /FEA=mRNA /CNT=2 /TID=Mm.98630.1 /TIER=ConsEnd /STK=1 /UG=Mm.98630 /LL=77669 /UG_GENE=9130221D
MOE430_2_1431640_at 7.5 4.8 A A 0.1 0.43 -0.6 NC 0.5 gb:AK017006.1 /DB_XREF=gi:12856044 /FEA=mRNA /CNT=2 /TID=Mm.85037.1 /TIER=ConsEnd /STK=1 /UG=Mm.85037 /LL=71298 /UG_GENE=4933431J
MOE430_2_1431677_at 7.3 4.9 A A 0.19 0.33 -0.6 NC 0.5 gb:BC018486.1 /DB_XREF=gi:17391148 /FEA=mRNA /CNT=1 /TID=Mm.220168.1 /TIER=ConsEnd /STK=1 /UG=Mm.220168 /UG_TITLE=Mus musculus, Sim
MOE430_2_1431696_at 2.2 4.1 A A 0.5 0.5 -0.6 NC 0.46 gb:AK014574.1 /DB_XREF=gi:12852512 /FEA=mRNA /CNT=2 /TID=Mm.159834.1 /TIER=ConsEnd /STK=0 /UG=Mm.159834 /LL=77051 /UG_GENE=463241
MOE430_2_1431701_a_ 4.7 3.1 A A 0.56 0.5 -0.6 NC 0.55 gb:AK006269.1 /DB_XREF=gi:12839275 /GEN=Pdzk1 /FEA=mRNA /CNT=2 /TID=Mm.28015.3 /TIER=ConsEnd /STK=0 /UG=Mm.28015 /LL=59020 /UG_TIT
MOE430_2_1431705_a_ 13.7 5.7 A P 0.21 0.03 -0.6 NC 0.5 gb:AK014467.1 /DB_XREF=gi:12852339 /FEA=mRNA /CNT=2 /TID=Mm.116862.2 /TIER=ConsEnd /STK=0 /UG=Mm.116862 /LL=68279 /UG_GENE=330000
MOE430_2_1431821_a_ 26.9 12.3 A A 0.09 0.21 -0.6 NC 0.5 gb:AK014556.1 /DB_XREF=gi:12852484 /FEA=mRNA /CNT=1 /TID=Mm.86571.2 /TIER=ConsEnd /STK=0 /UG=Mm.86571 /LL=67425 /UG_GENE=4632407K
MOE430_2_1431855_at 12.1 5.7 A A 0.27 0.5 -0.6 NC 0.7 gb:AK019797.1 /DB_XREF=gi:12860137 /FEA=mRNA /CNT=1 /TID=Mm.160139.1 /TIER=ConsEnd /STK=0 /UG=Mm.160139 /LL=78812 /UG_GENE=493057
MOE430_2_1431889_x_ 11.3 7.3 P A 0.03 0.3 -0.6 NC 0.5 gb:AK005492.1 /DB_XREF=gi:12838086 /FEA=mRNA /CNT=1 /TID=Mm.195564.1 /TIER=ConsEnd /STK=0 /UG=Mm.195564 /LL=72242 /UG_GENE=160001
MOE430_2_1431996_at 9.3 8.2 P A 0.04 0.27 -0.6 NC 0.82 gb:AK015147.1 /DB_XREF=gi:12853371 /FEA=mRNA /CNT=1 /TID=Mm.160307.1 /TIER=ConsEnd /STK=0 /UG=Mm.160307 /UG_TITLE=Mus musculus adul
MOE430_2_1432003_a_ 347 233.9 P P 0.001953 0.008057 -0.6 D 0.99 gb:AK016825.1 /DB_XREF=gi:12855768 /FEA=mRNA /CNT=1 /TID=Mm.179682.3 /TIER=ConsEnd /STK=0 /UG=Mm.179682 /LL=67588 /UG_GENE=Rnf41 /
MOE430_2_1432022_at 35.5 27.4 A A 0.11 0.21 -0.6 NC 0.99 gb:AK018057.1 /DB_XREF=gi:12857604 /GEN=Cdgap /FEA=mRNA /CNT=1 /TID=Mm.103742.2 /TIER=ConsEnd /STK=0 /UG=Mm.103742 /LL=12549 /UG_T
MOE430_2_1432041_at 1.6 0.7 A A 0.9 0.99 -0.6 NC 0.91 gb:AK015836.1 /DB_XREF=gi:12854326 /FEA=mRNA /CNT=1 /TID=Mm.159303.1 /TIER=ConsEnd /STK=0 /UG=Mm.159303 /LL=74696 /UG_GENE=493051
MOE430_2_1432043_at 9 9.9 A P 0.08 0.02 -0.6 NC 0.5 gb:AK011140.1 /DB_XREF=gi:12847074 /FEA=mRNA /CNT=1 /TID=Mm.76278.2 /TIER=ConsEnd /STK=0 /UG=Mm.76278 /LL=74255 /UG_GENE=2610203K
MOE430_2_1432103_a_ 148.7 138.6 P P 0.001953 0.008057 -0.6 D 0.99 gb:AK012114.1 /DB_XREF=gi:12848660 /GEN=Sh3d2c1 /FEA=mRNA /CNT=1 /TID=Mm.736.2 /TIER=ConsEnd /STK=0 /UG=Mm.736 /LL=20408 /UG_TITLE
MOE430_2_1432113_at 2.6 1.6 A A 0.16 0.88 -0.6 NC 0.82 gb:AK006197.1 /DB_XREF=gi:12839163 /FEA=mRNA /CNT=1 /TID=Mm.195660.1 /TIER=ConsEnd /STK=0 /UG=Mm.195660 /LL=73254 /UG_GENE=170002
MOE430_2_1432201_a_ 1.1 0.7 A A 0.98 0.99 -0.6 NC 0.83 gb:AK017097.1 /DB_XREF=gi:12856183 /FEA=mRNA /CNT=1 /TID=Mm.87354.2 /TIER=ConsEnd /STK=0 /UG=Mm.87354 /LL=71861 /UG_GENE=1700025P
MOE430_2_1432241_at 18.6 10.7 A A 0.39 0.56 -0.6 NC 0.4 gb:AK020245.1 /DB_XREF=gi:12860766 /FEA=mRNA /CNT=1 /TID=Mm.159845.1 /TIER=ConsEnd /STK=0 /UG=Mm.159845 /LL=77077 /UG_GENE=903020
MOE430_2_1432247_at 1.8 1.6 A A 0.66 0.68 -0.6 NC 0.19 gb:AK014620.1 /DB_XREF=gi:12852587 /FEA=mRNA /CNT=1 /TID=Mm.158453.1 /TIER=ConsEnd /STK=0 /UG=Mm.158453 /LL=70817 /UG_GENE=463340
MOE430_2_1432257_at 7.1 4.5 A A 0.3 0.53 -0.6 NC 0.5 gb:AK006248.1 /DB_XREF=gi:12839242 /FEA=mRNA /CNT=1 /TID=Mm.195696.1 /TIER=ConsEnd /STK=0 /UG=Mm.195696 /LL=74236 /UG_GENE=170002
MOE430_2_1432266_at 9.5 5.9 A A 0.27 0.11 -0.6 NC 0.5 gb:AK020491.1 /DB_XREF=gi:12861092 /FEA=mRNA /CNT=1 /TID=Mm.159891.1 /TIER=ConsEnd /STK=0 /UG=Mm.159891 /LL=77297 /UG_GENE=943007
MOE430_2_1432272_a_ 63 44.8 P P 0.000244 0.000732 -0.6 NC 0.98 gb:AK018375.1 /DB_XREF=gi:12858047 /GEN=Ercc4 /FEA=mRNA /CNT=1 /TID=Mm.37682.2 /TIER=ConsEnd /STK=0 /UG=Mm.37682 /LL=50505 /UG_TIT
MOE430_2_1432275_at 3.9 2.8 A A 0.63 0.78 -0.6 NC 0.34 gb:AK011359.1 /DB_XREF=gi:12847430 /GEN=Ikbkb /FEA=mRNA /CNT=1 /TID=Mm.28269.3 /TIER=ConsEnd /STK=0 /UG=Mm.28269 /LL=16150 /UG_TITL
MOE430_2_1432306_at 17.2 10.9 A A 0.11 0.29 -0.6 NC 0.79 gb:AK020886.1 /DB_XREF=gi:12861610 /FEA=mRNA /CNT=1 /TID=Mm.160030.1 /TIER=ConsEnd /STK=0 /UG=Mm.160030 /LL=77958 /UG_GENE=A93002
MOE430_2_1432326_at 1 0.9 A A 0.8 0.85 -0.6 NC 0.5 gb:AK006680.1 /DB_XREF=gi:12839894 /FEA=mRNA /CNT=1 /TID=Mm.158995.1 /TIER=ConsEnd /STK=0 /UG=Mm.158995 /LL=73347 /UG_GENE=170004
MOE430_2_1432372_a_ 487.4 319.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK004941.1 /DB_XREF=gi:12836506 /FEA=mRNA /CNT=1 /TID=Mm.28393.2 /TIER=ConsEnd /STK=0 /UG=Mm.28393 /LL=20751 /UG_GENE=Spr /UG_T
MOE430_2_1432401_a_ 10.5 7 A A 0.12 0.33 -0.6 NC 0.5 gb:AK019559.1 /DB_XREF=gi:12859838 /FEA=mRNA /CNT=1 /TID=Mm.85064.3 /TIER=ConsEnd /STK=0 /UG=Mm.85064 /LL=75010 /UG_GENE=4930500J
MOE430_2_1432570_at 5.6 1.9 A A 0.33 0.5 -0.6 NC 0.11 gb:BF469924 /DB_XREF=gi:11539107 /DB_XREF=UI-M-BH3-atz-b-11-0-UI.r1 /CLONE=UI-M-BH3-atz-b-11-0-UI /FEA=mRNA /CNT=5 /TID=Mm.161066
MOE430_2_1432588_at 1.4 1 A A 0.72 0.88 -0.6 NC 0.72 gb:BB510326 /DB_XREF=gi:9519292 /DB_XREF=BB510326 /CLONE=D730028O19 /FEA=mRNA /CNT=4 /TID=Mm.135912.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1432620_at 12.8 11.5 A A 0.21 0.46 -0.6 NC 0.5 gb:AK013771.1 /DB_XREF=gi:12851260 /FEA=mRNA /CNT=3 /TID=Mm.158924.1 /TIER=ConsEnd /STK=0 /UG=Mm.158924 /LL=73020 /UG_GENE=290007
MOE430_2_1432660_at 4.1 3.4 A A 0.63 0.77 -0.6 NC 0.14 gb:BM195318 /DB_XREF=gi:17746734 /DB_XREF=C0308B03-3 /CLONE=C0308B03 /FEA=mRNA /CNT=2 /TID=Mm.159951.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1432689_at 10.4 5.5 A A 0.08 0.3 -0.6 NC 0.68 gb:AK014529.1 /DB_XREF=gi:12852443 /FEA=mRNA /CNT=2 /TID=Mm.139515.1 /TIER=ConsEnd /STK=0 /UG=Mm.139515 /LL=70798 /UG_GENE=463142
MOE430_2_1432738_at 9.5 5.6 A A 0.08 0.43 -0.6 NC 0.5 gb:AK016969.1 /DB_XREF=gi:12855990 /FEA=mRNA /CNT=2 /TID=Mm.79154.1 /TIER=ConsEnd /STK=0 /UG=Mm.79154 /LL=71221 /UG_GENE=4933428I0
MOE430_2_1432790_at 10.1 4.6 A A 0.43 0.53 -0.6 NC 0.64 gb:AV370470 /DB_XREF=gi:6418117 /DB_XREF=AV370470 /CLONE=9030218A15 /FEA=mRNA /CNT=2 /TID=Mm.159968.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432962_at 1.8 1.1 A A 0.5 0.63 -0.6 NC 0.5 gb:AK011527.1 /DB_XREF=gi:12847709 /FEA=mRNA /CNT=1 /TID=Mm.158372.1 /TIER=ConsEnd /STK=0 /UG=Mm.158372 /LL=70410 /UG_GENE=261002
MOE430_2_1433059_at 2.8 1.2 A A 0.72 0.88 -0.6 NC 0.64 gb:AK015342.1 /DB_XREF=gi:12853644 /FEA=mRNA /CNT=1 /TID=Mm.159355.1 /TIER=ConsEnd /STK=0 /UG=Mm.159355 /LL=74891 /UG_GENE=493043
MOE430_2_1433083_at 0.6 0.8 A A 0.97 0.97 -0.6 NC 0.86 gb:AK015422.1 /DB_XREF=gi:12853758 /FEA=mRNA /CNT=1 /TID=Mm.159285.1 /TIER=ConsEnd /STK=0 /UG=Mm.159285 /LL=74662 /UG_GENE=493044
MOE430_2_1433138_at 23.6 16.3 A A 0.09 0.3 -0.6 NC 0.44 gb:AK017231.1 /DB_XREF=gi:12856367 /FEA=mRNA /CNT=1 /TID=Mm.158677.1 /TIER=ConsEnd /STK=0 /UG=Mm.158677 /LL=71353 /UG_GENE=523040
MOE430_2_1433155_at 7.4 5 A A 0.33 0.39 -0.6 NC 0.57 gb:AK020986.1 /DB_XREF=gi:12861738 /FEA=mRNA /CNT=1 /TID=Mm.159902.1 /TIER=ConsEnd /STK=0 /UG=Mm.159902 /LL=77347 /UG_GENE=B23020
MOE430_2_1433210_at 7.5 8.1 A A 0.08 0.11 -0.6 NC 0.5 gb:AK009453.1 /DB_XREF=gi:12844259 /FEA=mRNA /CNT=1 /TID=Mm.1417.2 /TIER=ConsEnd /STK=0 /UG=Mm.1417 /LL=20129 /UG_GENE=Rptn /UG_T
MOE430_2_1433211_at 8.8 5 A A 0.08 0.3 -0.6 NC 0.54 gb:AK009453.1 /DB_XREF=gi:12844259 /FEA=mRNA /CNT=1 /TID=Mm.1417.2 /TIER=ConsEnd /STK=0 /UG=Mm.1417 /LL=20129 /UG_GENE=Rptn /UG_T
MOE430_2_1433239_at 6.4 3.6 A A 0.33 0.5 -0.6 NC 0.26 gb:AK015415.1 /DB_XREF=gi:12853750 /FEA=mRNA /CNT=1 /TID=Mm.159105.1 /TIER=ConsEnd /STK=0 /UG=Mm.159105 /LL=73982 /UG_GENE=493044
MOE430_2_1433331_at 0.6 0.1 A A 0.72 0.87 -0.6 NC 0.42 gb:AK021154.1 /DB_XREF=gi:12861945 /FEA=mRNA /CNT=1 /TID=Mm.159927.1 /TIER=ConsEnd /STK=0 /UG=Mm.159927 /LL=77476 /UG_GENE=C03004
MOE430_2_1433450_at 18.3 10.4 A A 0.14 0.21 -0.6 NC 0.5 gb:BB526485 /DB_XREF=gi:16444321 /DB_XREF=BB526485 /CLONE=D930033H14 /FEA=EST /CNT=382 /TID=Mm.142275.2 /TIER=Stack /STK=195 /UG=
MOE430_2_1433526_at 82.6 46.2 M A 0.05 0.09 -0.6 NC 0.99 gb:BB764011 /DB_XREF=gi:16196476 /DB_XREF=BB764011 /CLONE=G370032D08 /FEA=EST /CNT=141 /TID=Mm.27534.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1433532_a_ 0.3 0.7 A A 0.88 0.95 -0.6 NC 0.6 gb:AI323506 /DB_XREF=gi:4057935 /DB_XREF=mk17h02.x1 /CLONE=IMAGE:493203 /FEA=EST /CNT=108 /TID=Mm.2992.8 /TIER=Stack /STK=105 /UG=M
MOE430_2_1433615_at 30.1 17.5 P P 0.01 0.007324 -0.6 NC 0.92 gb:BB521146 /DB_XREF=gi:16443478 /DB_XREF=BB521146 /CLONE=D830048G23 /FEA=EST /CNT=84 /TID=Mm.74873.1 /TIER=Stack /STK=82 /UG=Mm
MOE430_2_1433621_at 210.6 121.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB334979 /DB_XREF=gi:15411578 /DB_XREF=BB334979 /CLONE=B830029I03 /FEA=EST /CNT=128 /TID=Mm.33856.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1433719_at 43.5 25.2 P P 0.001953 0.005859 -0.6 NC 0.84 gb:AI854429 /DB_XREF=gi:5498335 /DB_XREF=UI-M-BH0-ait-c-03-0-UI.s1 /CLONE=UI-M-BH0-ait-c-03-0-UI /FEA=EST /CNT=69 /TID=Mm.37336.1 /T
MOE430_2_1433823_at 78.5 58 P P 0.000244 0.000732 -0.6 D 0.99 gb:AV254040 /DB_XREF=gi:15405286 /DB_XREF=AV254040 /CLONE=4921507D20 /FEA=EST /CNT=66 /TID=Mm.204669.1 /TIER=Stack /STK=58 /UG=M
MOE430_2_1433915_s_ 193.5 153.8 P P 0.000244 0.001221 -0.6 D 0.99 gb:BG794880 /DB_XREF=gi:14130450 /DB_XREF=UTSW_SM27B6 /CLONE=UTSW_SM27B6 /FEA=EST /CNT=59 /TID=Mm.200899.1 /TIER=Stack /STK=52 
MOE430_2_1433969_at 1.9 1.4 A A 0.68 0.72 -0.6 NC 0.49 gb:AU067824 /DB_XREF=gi:4968561 /DB_XREF=AU067824 /CLONE=MNCb-2451 /FEA=EST /CNT=50 /TID=Mm.20105.1 /TIER=Stack /STK=49 /UG=Mm.2
MOE430_2_1434003_a_ 464.3 337 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV033768 /DB_XREF=gi:16356603 /DB_XREF=AV033768 /CLONE=1500041N16 /FEA=EST /CNT=69 /TID=Mm.193086.2 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434004_at 423 291.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV033768 /DB_XREF=gi:16356603 /DB_XREF=AV033768 /CLONE=1500041N16 /FEA=EST /CNT=69 /TID=Mm.193086.2 /TIER=Stack /STK=47 /UG=M
MOE430_2_1434037_s_ 306.3 190.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV094898 /DB_XREF=gi:16381649 /DB_XREF=AV094898 /CLONE=2410003E15 /FEA=EST /CNT=90 /TID=Mm.21637.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1434155_a_ 310.6 260.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB174350 /DB_XREF=gi:16269502 /DB_XREF=BB174350 /CLONE=A230051E12 /FEA=EST /CNT=62 /TID=Mm.5624.2 /TIER=Stack /STK=40 /UG=Mm.
MOE430_2_1434167_at 98 52.7 P P 0.03 0.01 -0.6 NC 0.96 gb:BB198210 /DB_XREF=gi:16271126 /DB_XREF=BB198210 /CLONE=A330108F03 /FEA=EST /CNT=44 /TID=Mm.171514.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1434192_at 129.9 97.8 P P 0.000244 0.000732 -0.6 NC 0.99 gb:BQ175699 /DB_XREF=gi:20351191 /DB_XREF=UI-M-DJ2-bwe-k-22-0-UI.s1 /CLONE=UI-M-DJ2-bwe-k-22-0-UI /FEA=EST /CNT=58 /TID=Mm.38833
MOE430_2_1434256_s_ 240.6 172.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM214378 /DB_XREF=gi:17772506 /DB_XREF=C0849G10-3 /CLONE=C0849G10 /FEA=EST /CNT=56 /TID=Mm.196477.2 /TIER=Stack /STK=37 /UG=M
MOE430_2_1434325_x_ 40.3 24.3 P P 0.000732 0.001221 -0.6 NC 0.6 gb:BB274009 /DB_XREF=gi:8971029 /DB_XREF=BB274009 /CLONE=A830086C24 /FEA=EST /CNT=35 /TID=Mm.9334.2 /TIER=Stack /STK=35 /UG=Mm.9
MOE430_2_1434353_at 32.1 20.5 P P 0.005859 0.02 -0.6 NC 0.92 gb:BM200222 /DB_XREF=gi:17753415 /DB_XREF=C0207D10-3 /CLONE=C0207D10 /FEA=EST /CNT=50 /TID=Mm.27840.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434363_x_ 84 61.3 A A 0.17 0.27 -0.6 NC 0.05 gb:BM935413 /DB_XREF=gi:19394565 /DB_XREF=UI-M-CG0p-bnx-d-11-0-UI.r1 /CLONE=UI-M-CG0p-bnx-d-11-0-UI /FEA=EST /CNT=45 /TID=Mm.955
MOE430_2_1434400_at 52.1 33 P A 0.03 0.09 -0.6 NC 0.99 gb:AW556273 /DB_XREF=gi:7201702 /DB_XREF=L0266B09-3 /CLONE=L0266B09 /FEA=EST /CNT=46 /TID=Mm.7398.1 /TIER=Stack /STK=33 /UG=Mm.7
MOE430_2_1434403_at 297.9 178 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV229054 /DB_XREF=gi:15404930 /DB_XREF=AV229054 /CLONE=4631404B13 /FEA=EST /CNT=43 /TID=Mm.5794.1 /TIER=Stack /STK=33 /UG=Mm.5
MOE430_2_1434460_at 20.1 27.5 P P 0.005859 0.000244 -0.6 NC 0.75 gb:BG067572 /DB_XREF=gi:12550141 /DB_XREF=H3055H03-3 /CLONE=H3055H03 /FEA=EST /CNT=36 /TID=Mm.25448.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434477_at 46.9 36.7 P P 0.000244 0.000244 -0.6 NC 0.94 gb:BQ031006 /DB_XREF=gi:19766278 /DB_XREF=UI-1-CF0-alv-d-11-0-UI.s1 /CLONE=UI-1-CF0-alv-d-11-0-UI /FEA=EST /CNT=93 /TID=Mm.34222.1 /
MOE430_2_1434479_at 1285.5 794.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV246911 /DB_XREF=gi:16387161 /DB_XREF=AV246911 /CLONE=4832419L24 /FEA=EST /CNT=61 /TID=Mm.7049.1 /TIER=Stack /STK=31 /UG=Mm.7
MOE430_2_1434529_x_ 280 133.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV167042 /DB_XREF=gi:5373479 /DB_XREF=AV167042 /CLONE=3110050H10 /FEA=EST /CNT=32 /TID=Mm.30264.2 /TIER=Stack /STK=30 /UG=Mm.3
MOE430_2_1434610_at 1195.9 844.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM210485 /DB_XREF=gi:17767352 /DB_XREF=C0665E07-3 /CLONE=C0665E07 /FEA=EST /CNT=78 /TID=Mm.21072.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1434769_at 109.3 73 P P 0.001221 0.01 -0.6 D 0.99 gb:BQ175196 /DB_XREF=gi:20350688 /DB_XREF=UI-M-DJ2-bwd-h-20-0-UI.s1 /CLONE=UI-M-DJ2-bwd-h-20-0-UI /FEA=EST /CNT=37 /TID=Mm.34804
MOE430_2_1434772_at 21 21 A A 0.09 0.27 -0.6 NC 0.86 gb:BB795854 /DB_XREF=gi:16965473 /DB_XREF=BB795854 /CLONE=G4D0002K22 /FEA=EST /CNT=31 /TID=Mm.40740.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434975_x_ 1278.2 945.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:AA673371 /DB_XREF=gi:2646653 /DB_XREF=vn51f02.r1 /CLONE=IMAGE:1024731 /FEA=EST /CNT=24 /TID=Mm.30245.2 /TIER=Stack /STK=22 /UG=M
MOE430_2_1435051_at 135.1 104.4 P P 0.008057 0.01 -0.6 NC 0.99 gb:AV375936 /DB_XREF=gi:16398019 /DB_XREF=AV375936 /CLONE=9130203L06 /FEA=EST /CNT=26 /TID=Mm.89766.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435125_at 1.1 0.6 A A 0.66 0.94 -0.6 NC 0.35 gb:BB303627 /DB_XREF=gi:15411235 /DB_XREF=BB303627 /CLONE=B230105G10 /FEA=EST /CNT=22 /TID=Mm.40382.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435184_at 102.7 71.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:BG066982 /DB_XREF=gi:12549551 /DB_XREF=H3049C04-3 /CLONE=H3049C04 /FEA=EST /CNT=34 /TID=Mm.25259.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435263_at 42.9 22.5 P A 0.04 0.21 -0.6 NC 0.97 gb:AV024335 /DB_XREF=gi:15431394 /DB_XREF=AV024335 /CLONE=1200002G11 /FEA=EST /CNT=28 /TID=Mm.220967.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1435337_at 86.7 67.3 P P 0.001221 0.001221 -0.6 D 0.99 gb:BB150458 /DB_XREF=gi:16267878 /DB_XREF=BB150458 /CLONE=A030006D23 /FEA=EST /CNT=27 /TID=Mm.34025.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435381_at 14.6 9.2 A A 0.17 0.21 -0.6 NC 0.5 gb:BI134316 /DB_XREF=gi:14584564 /DB_XREF=UI-M-BH3-brr-h-09-0-UI.s1 /CLONE=UI-M-BH3-brr-h-09-0-UI /FEA=EST /CNT=23 /TID=Mm.82354.4 /
MOE430_2_1435453_at 15 8.7 A A 0.36 0.39 -0.6 NC 0.5 gb:AV343709 /DB_XREF=gi:16397009 /DB_XREF=AV343709 /CLONE=6430539E13 /FEA=EST /CNT=41 /TID=Mm.122087.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435541_at 28.5 23.7 P A 0.008057 0.11 -0.6 NC 0.98 gb:AV231340 /DB_XREF=gi:15404981 /DB_XREF=AV231340 /CLONE=4632406E22 /FEA=EST /CNT=29 /TID=Mm.2024.2 /TIER=Stack /STK=15 /UG=Mm.2
MOE430_2_1435552_at 158.1 152.6 P P 0.000244 0.000244 -0.6 NC 0.97 gb:AV276474 /DB_XREF=gi:15405649 /DB_XREF=AV276474 /CLONE=4932434M24 /FEA=EST /CNT=33 /TID=Mm.31416.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435608_at 80.5 70.8 P P 0.02 0.04 -0.6 NC 0.99 gb:BM898705 /DB_XREF=gi:19381493 /DB_XREF=UI-M-DJ0-bta-c-03-0-UI.s1 /CLONE=UI-M-DJ0-bta-c-03-0-UI /FEA=EST /CNT=17 /TID=Mm.37933.1
MOE430_2_1435671_at 18.2 12.2 P P 0.02 0.005859 -0.6 NC 0.16 gb:BB526605 /DB_XREF=gi:16444341 /DB_XREF=BB526605 /CLONE=D930034A14 /FEA=EST /CNT=22 /TID=Mm.121753.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435808_at 54.4 29 P A 0.04 0.11 -0.6 MD 0.99 gb:BB174377 /DB_XREF=gi:16269505 /DB_XREF=BB174377 /CLONE=A230051G13 /FEA=EST /CNT=20 /TID=Mm.24631.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435825_at 6 8.7 A P 0.14 0.04 -0.6 NC 0.5 gb:BG969012 /DB_XREF=gi:14356649 /DB_XREF=602834950F1 /CLONE=IMAGE:4989277 /FEA=EST /CNT=19 /TID=Mm.23318.1 /TIER=Stack /STK=13 /U
MOE430_2_1435869_s_ 684 440.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:BQ175609 /DB_XREF=gi:20351101 /DB_XREF=UI-M-DJ2-bvx-m-04-0-UI.s1 /CLONE=UI-M-DJ2-bvx-m-04-0-UI /FEA=EST /CNT=86 /TID=Mm.632.6 



MOE430_2_1435928_at 35.6 26 A A 0.08 0.33 -0.6 NC 0.98 gb:AV271124 /DB_XREF=gi:16389973 /DB_XREF=AV271124 /CLONE=4931406C08 /FEA=EST /CNT=24 /TID=Mm.32939.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436056_at 199.8 138.6 P P 0.000244 0.000732 -0.6 D 0.99 gb:BB767898 /DB_XREF=gi:16210476 /DB_XREF=BB767898 /CLONE=G370079F13 /FEA=EST /CNT=28 /TID=Mm.23611.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436104_a_ 91.9 41.3 P P 0.001221 0.01 -0.6 D 0.99 gb:BG068839 /DB_XREF=gi:12551408 /DB_XREF=H3069H05-3 /CLONE=H3069H05 /FEA=EST /CNT=14 /TID=Mm.46977.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436105_at 46.3 28.3 P P 0.005859 0.008057 -0.6 D 0.99 gb:BG068839 /DB_XREF=gi:12551408 /DB_XREF=H3069H05-3 /CLONE=H3069H05 /FEA=EST /CNT=14 /TID=Mm.46977.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436200_at 7.6 8.8 A A 0.56 0.53 -0.6 NC 0.41 gb:BE956940 /DB_XREF=gi:10601988 /DB_XREF=UI-M-BG2-bbq-a-07-0-UI.s1 /CLONE=UI-M-BG2-bbq-a-07-0-UI /FEA=EST /CNT=15 /TID=Mm.30731.
MOE430_2_1436213_a_ 20.4 13.2 P P 0.000732 0.01 -0.6 NC 0.99 gb:AV023018 /DB_XREF=gi:16356394 /DB_XREF=AV023018 /CLONE=1190030G24 /FEA=EST /CNT=14 /TID=Mm.43671.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436236_x_ 227.6 116.7 P P 0.01 0.04 -0.6 NC 0.99 gb:AI327078 /DB_XREF=gi:4061507 /DB_XREF=mf95b07.x1 /CLONE=IMAGE:422005 /FEA=EST /CNT=13 /TID=Mm.141741.3 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436264_at 17.1 11.3 P A 0.01 0.14 -0.6 NC 0.64 gb:BE951528 /DB_XREF=gi:10590970 /DB_XREF=UI-M-CC0-ayb-f-02-0-UI.s1 /CLONE=UI-M-CC0-ayb-f-02-0-UI /FEA=EST /CNT=11 /TID=Mm.131825
MOE430_2_1436294_at 39.6 29.6 P P 0.02 0.00293 -0.6 NC 0.98 gb:AV337707 /DB_XREF=gi:16396551 /DB_XREF=AV337707 /CLONE=6430402O11 /FEA=EST /CNT=10 /TID=Mm.100385.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436355_at 11.3 6.1 A A 0.36 0.46 -0.6 NC 0.46 gb:BE136429 /DB_XREF=gi:8598929 /DB_XREF=ug31d07.x1 /CLONE=IMAGE:1533229 /FEA=EST /CNT=22 /TID=Mm.21995.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436403_at 173.6 129.5 P P 0.01 0.01 -0.6 D 0.99 gb:BB452429 /DB_XREF=gi:16425667 /DB_XREF=BB452429 /CLONE=D130017G09 /FEA=EST /CNT=14 /TID=Mm.154527.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436614_at 297 207.7 P P 0.000244 0.000732 -0.6 D 0.99 gb:AI843639 /DB_XREF=gi:5477852 /DB_XREF=UI-M-AO1-aen-g-06-0-UI.s1 /CLONE=UI-M-AO1-aen-g-06-0-UI /FEA=EST /CNT=10 /TID=Mm.34924.1 
MOE430_2_1436618_at 49.7 37.9 P P 0.000244 0.000244 -0.6 NC 0.93 gb:BB379739 /DB_XREF=gi:16407849 /DB_XREF=BB379739 /CLONE=C230001H08 /FEA=EST /CNT=16 /TID=Mm.41018.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436636_at 37.8 25.7 P P 0.00415 0.001953 -0.6 NC 0.98 gb:BB308375 /DB_XREF=gi:16402386 /DB_XREF=BB308375 /CLONE=B230220M03 /FEA=EST /CNT=9 /TID=Mm.44403.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1436712_at 9.7 7.5 P A 0.008057 0.3 -0.6 NC 0.5 gb:BG067496 /DB_XREF=gi:12550065 /DB_XREF=H3055A10-3 /CLONE=H3055A10 /FEA=EST /CNT=131 /TID=Mm.7816.1 /TIER=Stack /STK=118 /UG=M
MOE430_2_1436761_s_ 76.2 78.1 P P 0.001953 0.00415 -0.6 NC 0.99 gb:BB461323 /DB_XREF=gi:9356816 /DB_XREF=BB461323 /CLONE=D130071C21 /FEA=EST /CNT=62 /TID=Mm.181061.2 /TIER=Stack /STK=59 /UG=Mm
MOE430_2_1436766_at 314.5 200.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB185790 /DB_XREF=gi:16270436 /DB_XREF=BB185790 /CLONE=A330029A02 /FEA=EST /CNT=103 /TID=Mm.24304.2 /TIER=Stack /STK=57 /UG=M
MOE430_2_1436820_at 107.4 84.1 P P 0.008057 0.01 -0.6 NC 0.99 gb:BB826401 /DB_XREF=gi:17004644 /DB_XREF=BB826401 /CLONE=G830042O06 /FEA=EST /CNT=53 /TID=Mm.179409.3 /TIER=Stack /STK=47 /UG=M
MOE430_2_1436917_s_ 253.4 171.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB491018 /DB_XREF=gi:9449645 /DB_XREF=BB491018 /CLONE=D530019B07 /FEA=EST /CNT=36 /TID=Mm.31239.4 /TIER=Stack /STK=36 /UG=Mm.
MOE430_2_1436923_at 156.4 117.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:BF466486 /DB_XREF=gi:11535669 /DB_XREF=UI-M-CG0p-bqz-a-12-0-UI.s1 /CLONE=UI-M-CG0p-bqz-a-12-0-UI /FEA=EST /CNT=43 /TID=Mm.3287
MOE430_2_1436941_at 53.4 29.2 P A 0.01 0.11 -0.6 NC 0.95 gb:BB626288 /DB_XREF=gi:16464320 /DB_XREF=BB626288 /CLONE=9330172G08 /FEA=EST /CNT=40 /TID=Mm.73308.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1436944_x_ 1782.3 1072.5 P P 0.000244 0.000732 -0.6 D 0.99 gb:BB504983 /DB_XREF=gi:9493777 /DB_XREF=BB504983 /CLONE=D630050N19 /FEA=EST /CNT=35 /TID=Mm.30245.4 /TIER=Stack /STK=34 /UG=Mm.
MOE430_2_1436957_at 18.1 10.8 P P 0.03 0.03 -0.6 NC 0.5 gb:AW557545 /DB_XREF=gi:7202974 /DB_XREF=L0283C02-3 /CLONE=L0283C02 /FEA=EST /CNT=34 /TID=Mm.102286.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1437044_a_ 1082.7 788.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB241507 /DB_XREF=gi:8934253 /DB_XREF=BB241507 /CLONE=A630087A22 /FEA=EST /CNT=31 /TID=Mm.5031.3 /TIER=Stack /STK=28 /UG=Mm.5
MOE430_2_1437064_at 146.9 125.9 P P 0.000244 0.000244 -0.6 MD 0.99 gb:AV232123 /DB_XREF=gi:15405009 /DB_XREF=AV232123 /CLONE=4632412C07 /FEA=EST /CNT=37 /TID=Mm.133787.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1437081_at 21 14.7 A P 0.08 0.03 -0.6 NC 0.59 gb:BM878039 /DB_XREF=gi:19245705 /DB_XREF=if47e05.x1 /CLONE=IMAGE: /FEA=EST /CNT=54 /TID=Mm.181969.2 /TIER=Stack /STK=26 /UG=Mm.181
MOE430_2_1437093_at 2.2 0.6 A A 0.73 0.89 -0.6 NC 0.35 gb:BB360504 /DB_XREF=gi:15411671 /DB_XREF=BB360504 /CLONE=C030047J03 /FEA=EST /CNT=26 /TID=Mm.79127.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437113_s_ 73.5 39.4 P P 0.001953 0.000244 -0.6 NC 0.97 gb:BM228590 /DB_XREF=gi:17791284 /DB_XREF=K0264B09-3 /CLONE=K0264B09 /FEA=EST /CNT=34 /TID=Mm.7819.1 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1437138_at 0.9 0.4 A A 0.74 0.82 -0.6 NC 0.78 gb:BB398835 /DB_XREF=gi:15411715 /DB_XREF=BB398835 /CLONE=C330011H01 /FEA=EST /CNT=25 /TID=Mm.195898.5 /TIER=Stack /STK=25 /UG=M
MOE430_2_1437165_a_ 8458.2 5552.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB250811 /DB_XREF=gi:8943557 /DB_XREF=BB250811 /CLONE=A730043A14 /FEA=EST /CNT=25 /TID=Mm.18808.3 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1437201_at 15.7 11.2 A A 0.21 0.17 -0.6 NC 0.28 gb:AV336083 /DB_XREF=gi:15406433 /DB_XREF=AV336083 /CLONE=6330579O19 /FEA=EST /CNT=40 /TID=Mm.99092.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437234_x_ 1326.8 832.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB357347 /DB_XREF=gi:9069175 /DB_XREF=BB357347 /CLONE=C030020F06 /FEA=EST /CNT=22 /TID=Mm.25516.2 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1437310_at 56.2 32.4 P P 0.001953 0.00415 -0.6 NC 0.98 gb:BB121315 /DB_XREF=gi:15408158 /DB_XREF=BB121315 /CLONE=9530081I20 /FEA=EST /CNT=37 /TID=Mm.23636.1 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437322_at 20.8 11.2 P P 0.000732 0.000732 -0.6 NC 0.5 gb:BM218282 /DB_XREF=gi:17777746 /DB_XREF=C0908G03-3 /CLONE=C0908G03 /FEA=EST /CNT=21 /TID=Mm.66278.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437330_at 19.8 11.1 P A 0.03 0.14 -0.6 NC 0.69 gb:AV232111 /DB_XREF=gi:16385925 /DB_XREF=AV232111 /CLONE=4632412A18 /FEA=EST /CNT=21 /TID=Mm.33284.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437342_x_ 3499.4 2282.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB498753 /DB_XREF=gi:9474086 /DB_XREF=BB498753 /CLONE=D630016G12 /FEA=EST /CNT=20 /TID=Mm.28853.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437410_at 55.6 28 P P 0.01 0.01 -0.6 NC 0.98 gb:BB513627 /DB_XREF=gi:15412171 /DB_XREF=BB513627 /CLONE=D730047C12 /FEA=EST /CNT=23 /TID=Mm.132896.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1437460_x_ 8.5 4.6 A A 0.21 0.46 -0.6 NC 0.5 gb:BB264363 /DB_XREF=gi:8960819 /DB_XREF=BB264363 /CLONE=A830014P10 /FEA=EST /CNT=18 /TID=Mm.215103.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437509_x_ 16.5 10.5 A A 0.17 0.19 -0.6 NC 0.97 gb:BG095528 /DB_XREF=gi:12578091 /DB_XREF=uu88e10.x1 /CLONE=IMAGE:3383539 /FEA=EST /CNT=18 /TID=Mm.1881.3 /TIER=Stack /STK=17 /UG=
MOE430_2_1437529_at 0.9 0.7 A A 0.82 0.8 -0.6 NC 0.8 gb:BB771404 /DB_XREF=gi:16197425 /DB_XREF=BB771404 /CLONE=G370128O10 /FEA=EST /CNT=35 /TID=Mm.211461.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437605_at 6.8 3.9 A A 0.08 0.39 -0.6 NC 0.53 gb:AI790225 /DB_XREF=gi:5337941 /DB_XREF=uk57d12.x1 /CLONE=IMAGE:1973111 /FEA=EST /CNT=16 /TID=Mm.220908.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1437606_at 235.5 129.7 P P 0.000244 0.000732 -0.6 D 0.99 gb:BB829614 /DB_XREF=gi:17007857 /DB_XREF=BB829614 /CLONE=G930007P20 /FEA=EST /CNT=16 /TID=Mm.59934.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437692_x_ 107.9 59.6 A A 0.06 0.17 -0.6 D 0.99 gb:AW240637 /DB_XREF=gi:6574389 /DB_XREF=uq31d08.x1 /CLONE=IMAGE:2810991 /FEA=EST /CNT=16 /TID=Mm.584.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437698_at 9.3 7.7 A A 0.19 0.39 -0.6 NC 0.24 gb:AV370579 /DB_XREF=gi:15406799 /DB_XREF=AV370579 /CLONE=9030223I11 /FEA=EST /CNT=15 /TID=Mm.21322.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437765_at 31.7 13 A A 0.09 0.33 -0.6 NC 0.83 gb:BB249892 /DB_XREF=gi:8942638 /DB_XREF=BB249892 /CLONE=A730036E09 /FEA=EST /CNT=19 /TID=Mm.203968.5 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437829_s_ 968.3 649.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:C86191 /DB_XREF=gi:2918148 /DB_XREF=C86191 /CLONE=J0221H10 /FEA=EST /CNT=14 /TID=Mm.200510.1 /TIER=Stack /STK=14 /UG=Mm.200510
MOE430_2_1437833_at 22.9 16.1 P P 0.001953 0.001953 -0.6 NC 0.83 gb:BB173900 /DB_XREF=gi:16269463 /DB_XREF=BB173900 /CLONE=A230048E14 /FEA=EST /CNT=14 /TID=Mm.153604.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437905_at 3.2 3.8 A A 0.3 0.24 -0.6 NC 0.69 gb:AV106191 /DB_XREF=gi:5253739 /DB_XREF=AV106191 /CLONE=2510020H16 /FEA=EST /CNT=16 /TID=Mm.19169.5 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1437974_a_ 1306.8 1003.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB713410 /DB_XREF=gi:16066579 /DB_XREF=BB713410 /CLONE=B020046G12 /FEA=EST /CNT=13 /TID=Mm.196605.5 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438100_at 5 1.6 A A 0.3 0.42 -0.6 NC 0.57 gb:BB021749 /DB_XREF=gi:16257716 /DB_XREF=BB021749 /CLONE=5330407G09 /FEA=EST /CNT=14 /TID=Mm.170365.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438102_at 13.2 8.7 A A 0.12 0.17 -0.6 NC 0.3 gb:AV271714 /DB_XREF=gi:15405485 /DB_XREF=AV271714 /CLONE=4931413K24 /FEA=EST /CNT=14 /TID=Mm.78515.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438105_at 32.5 19.1 A A 0.19 0.33 -0.6 NC 0.71 gb:BB667172 /DB_XREF=gi:16398621 /DB_XREF=BB667172 /CLONE=4922503O18 /FEA=EST /CNT=13 /TID=Mm.32220.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438125_at 2.4 1.5 A A 0.87 0.75 -0.6 NC 0.24 gb:BB393897 /DB_XREF=gi:16409193 /DB_XREF=BB393897 /CLONE=C230085N15 /FEA=EST /CNT=13 /TID=Mm.111724.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438146_x_ 16.3 8.6 A P 0.06 0.02 -0.6 NC 0.79 gb:BB757200 /DB_XREF=gi:16185664 /DB_XREF=BB757200 /CLONE=G270082N14 /FEA=EST /CNT=12 /TID=Mm.24055.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438164_x_ 1219.9 792.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB118974 /DB_XREF=gi:8771542 /DB_XREF=BB118974 /CLONE=9530068F07 /FEA=EST /CNT=12 /TID=Mm.3840.3 /TIER=Stack /STK=12 /UG=Mm.38
MOE430_2_1438197_at 94.8 57.1 P P 0.000244 0.001221 -0.6 D 0.99 gb:AV274318 /DB_XREF=gi:15405578 /DB_XREF=AV274318 /CLONE=4932418E09 /FEA=EST /CNT=52 /TID=Mm.39476.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438211_s_ 570.2 390 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB550183 /DB_XREF=gi:9636549 /DB_XREF=BB550183 /CLONE=E230020M14 /FEA=EST /CNT=25 /TID=Mm.24222.3 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438240_at 5.8 5.6 A A 0.39 0.63 -0.6 NC 0.5 gb:AV209796 /DB_XREF=gi:6153463 /DB_XREF=AV209796 /CLONE=1700121H04 /FEA=EST /CNT=16 /TID=Mm.87079.1 /TIER=Stack /STK=11 /UG=Mm.8
MOE430_2_1438327_at 9.1 5.4 A A 0.09 0.46 -0.6 NC 0.55 gb:BE981788 /DB_XREF=gi:10651270 /DB_XREF=UI-M-CG0p-bdd-c-07-0-UI.s1 /CLONE=UI-M-CG0p-bdd-c-07-0-UI /FEA=EST /CNT=14 /TID=Mm.876
MOE430_2_1438381_x_ 46.8 10.9 P P 0.01 0.03 -0.6 NC 0.85 gb:BB305306 /DB_XREF=gi:9006011 /DB_XREF=BB305306 /CLONE=B230119B04 /FEA=EST /CNT=11 /TID=Mm.27649.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438416_at 666.8 436.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM238407 /DB_XREF=gi:17873677 /DB_XREF=K0517B04-3 /CLONE=K0517B04 /FEA=EST /CNT=33 /TID=Mm.182246.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438425_at 52.6 41.8 P A 0.01 0.08 -0.6 NC 0.92 gb:BB743796 /DB_XREF=gi:16146801 /DB_XREF=BB743796 /CLONE=F520014F01 /FEA=EST /CNT=20 /TID=Mm.202787.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438538_at 18 12.7 A A 0.06 0.12 -0.6 NC 0.74 gb:BB499491 /DB_XREF=gi:16442188 /DB_XREF=BB499491 /CLONE=D630021H01 /FEA=EST /CNT=11 /TID=Mm.131408.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438547_x_ 650.6 422.6 P P 0.001953 0.000244 -0.6 D 0.99 gb:BB223859 /DB_XREF=gi:8892471 /DB_XREF=BB223859 /CLONE=A530084A15 /FEA=EST /CNT=11 /TID=Mm.200695.4 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438633_x_ 1247.4 618.4 P P 0.001953 0.001221 -0.6 D 0.99 gb:BB377636 /DB_XREF=gi:9090472 /DB_XREF=BB377636 /CLONE=C130090B10 /FEA=EST /CNT=10 /TID=Mm.200673.7 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438747_at 3.3 2.8 A A 0.63 0.69 -0.6 NC 0.5 gb:BF020563 /DB_XREF=gi:10751895 /DB_XREF=ux21d09.x1 /CLONE=IMAGE:3472145 /FEA=EST /CNT=15 /TID=Mm.31833.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1438759_x_ 309.7 174.1 P P 0.000244 0.001221 -0.6 D 0.99 gb:AU046270 /DB_XREF=gi:3982453 /DB_XREF=AU046270 /CLONE=J0950D05 /FEA=EST /CNT=12 /TID=Mm.19006.2 /TIER=Stack /STK=9 /UG=Mm.190
MOE430_2_1438826_x_ 31.3 26 M M 0.05 0.05 -0.6 D 0.99 gb:AV047570 /DB_XREF=gi:4867235 /DB_XREF=AV047570 /CLONE=1700069D17 /FEA=EST /CNT=10 /TID=Mm.220898.3 /TIER=Stack /STK=9 /UG=Mm.2
MOE430_2_1438876_at 12.7 11 A A 0.09 0.16 -0.6 NC 0.93 gb:BB667355 /DB_XREF=gi:16398804 /DB_XREF=BB667355 /CLONE=C730004N10 /FEA=EST /CNT=9 /TID=Mm.184592.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438881_at 0.7 0.4 A A 0.75 0.93 -0.6 NC 0.5 gb:BB227363 /DB_XREF=gi:16354102 /DB_XREF=BB227363 /CLONE=A630004L17 /FEA=EST /CNT=9 /TID=Mm.131849.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438948_x_ 1473.6 1027.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV101079 /DB_XREF=gi:5248627 /DB_XREF=AV101079 /CLONE=2410071K12 /FEA=EST /CNT=9 /TID=Mm.1508.3 /TIER=Stack /STK=9 /UG=Mm.1508
MOE430_2_1439333_at 7.6 4.8 A A 0.21 0.56 -0.6 NC 0.5 gb:BB078927 /DB_XREF=gi:15406978 /DB_XREF=BB078927 /CLONE=9330155M08 /FEA=EST /CNT=8 /TID=Mm.131635.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439478_at 149.2 108.6 P P 0.008057 0.04 -0.6 D 0.99 gb:BB500039 /DB_XREF=gi:9476812 /DB_XREF=BB500039 /CLONE=D630024H24 /FEA=EST /CNT=22 /TID=Mm.45431.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439514_at 240.8 183.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB277834 /DB_XREF=gi:16401025 /DB_XREF=BB277834 /CLONE=A930007L12 /FEA=EST /CNT=11 /TID=Mm.186131.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439731_at 7.8 1.7 A A 0.36 0.72 -0.6 NC 0.29 gb:BB546288 /DB_XREF=gi:16447444 /DB_XREF=BB546288 /CLONE=E130309F12 /FEA=EST /CNT=7 /TID=Mm.130172.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439743_at 23.4 12.3 P A 0.005859 0.21 -0.6 NC 0.5 gb:BQ174502 /DB_XREF=gi:20349993 /DB_XREF=UI-M-DJ2-bvy-e-08-0-UI.s1 /CLONE=UI-M-DJ2-bvy-e-08-0-UI /FEA=EST /CNT=7 /TID=Mm.39166.1 
MOE430_2_1439786_at 18.3 7 P P 0.02 0.02 -0.6 NC 0.5 gb:BQ030936 /DB_XREF=gi:19766215 /DB_XREF=UI-1-CF0-alr-g-01-0-UI.s1 /CLONE=UI-1-CF0-alr-g-01-0-UI /FEA=EST /CNT=31 /TID=Mm.45086.1 /T
MOE430_2_1439797_at 125 87.5 P P 0.001221 0.001221 -0.6 NC 0.97 gb:AW046066 /DB_XREF=gi:5906595 /DB_XREF=UI-M-BH1-akv-e-11-0-UI.s1 /CLONE=UI-M-BH1-akv-e-11-0-UI /FEA=EST /CNT=16 /TID=Mm.41233.1
MOE430_2_1439881_at 43.2 23.1 P P 0.001221 0.005859 -0.6 D 0.99 gb:BB283519 /DB_XREF=gi:8983968 /DB_XREF=BB283519 /CLONE=A930102I04 /FEA=EST /CNT=8 /TID=Mm.132133.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439884_at 279.8 167.9 P P 0.000244 0.001221 -0.6 D 0.99 gb:AI851783 /DB_XREF=gi:5495689 /DB_XREF=UI-M-BH0-aim-g-02-0-UI.s1 /CLONE=UI-M-BH0-aim-g-02-0-UI /FEA=EST /CNT=8 /TID=Mm.41021.1 /T
MOE430_2_1439904_at 4.4 2.9 A A 0.46 0.36 -0.6 NC 0.12 gb:BB374771 /DB_XREF=gi:16407323 /DB_XREF=BB374771 /CLONE=C130076O04 /FEA=EST /CNT=8 /TID=Mm.40893.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439927_at 103.8 75.1 P P 0.000244 0.001953 -0.6 NC 0.99 gb:BG064384 /DB_XREF=gi:12546947 /DB_XREF=H3018H10-3 /CLONE=H3018H10 /FEA=EST /CNT=7 /TID=Mm.218513.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440124_at 0.3 0.3 A A 0.85 0.96 -0.6 NC 0.62 gb:BB312387 /DB_XREF=gi:16402800 /DB_XREF=BB312387 /CLONE=B230334C09 /FEA=EST /CNT=6 /TID=Mm.117810.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440149_at 0.7 0.8 A A 0.94 0.93 -0.6 NC 0.68 gb:BI793798 /DB_XREF=gi:15821523 /DB_XREF=ie38e06.x1 /FEA=EST /CNT=6 /TID=Mm.194352.1 /TIER=ConsEnd /STK=6 /UG=Mm.194352 /UG_TITLE=E
MOE430_2_1440353_at 24.1 19.2 P A 0.01 0.06 -0.6 NC 0.5 gb:AI462899 /DB_XREF=gi:4316929 /DB_XREF=vb79b06.x1 /CLONE=IMAGE:763187 /FEA=EST /CNT=8 /TID=Mm.20344.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440419_at 2.3 1.2 A A 0.66 0.95 -0.6 NC 0.98 gb:BB404976 /DB_XREF=gi:16415584 /DB_XREF=BB404976 /CLONE=C330038M05 /FEA=EST /CNT=6 /TID=Mm.128252.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440507_at 37 21.3 A A 0.17 0.46 -0.6 NC 0.96 gb:BB059041 /DB_XREF=gi:16259824 /DB_XREF=BB059041 /CLONE=7120486K11 /FEA=EST /CNT=6 /TID=Mm.80935.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440521_x_ 8.2 6.6 A P 0.21 0.03 -0.6 NC 0.5 gb:BB117906 /DB_XREF=gi:16261907 /DB_XREF=BB117906 /CLONE=9530063L15 /FEA=EST /CNT=6 /TID=Mm.59331.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440587_at 29.7 27.9 P P 0.000244 0.001221 -0.6 NC 0.92 gb:BM238838 /DB_XREF=gi:17874108 /DB_XREF=K0524C10-3 /CLONE=K0524C10 /FEA=EST /CNT=5 /TID=Mm.215277.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440599_at 1 1.1 A A 0.69 0.68 -0.6 NC 0.22 gb:BB077322 /DB_XREF=gi:15406922 /DB_XREF=BB077322 /CLONE=9330136F19 /FEA=EST /CNT=5 /TID=Mm.131815.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440699_at 55.1 29.5 P P 0.00293 0.01 -0.6 NC 0.98 gb:BB189640 /DB_XREF=gi:15409500 /DB_XREF=BB189640 /CLONE=A330055K22 /FEA=EST /CNT=5 /TID=Mm.121905.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440709_at 12.4 9.8 A A 0.08 0.3 -0.6 NC 0.51 gb:BB375586 /DB_XREF=gi:16407420 /DB_XREF=BB375586 /CLONE=C130081A10 /FEA=EST /CNT=5 /TID=Mm.7726.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440731_at 26.3 21.4 A A 0.06 0.19 -0.6 NC 0.7 gb:BI134269 /DB_XREF=gi:14584517 /DB_XREF=UI-M-BH3-brr-a-10-0-UI.s1 /CLONE=UI-M-BH3-brr-a-10-0-UI /FEA=EST /CNT=5 /TID=Mm.22826.1 /T
MOE430_2_1440733_at 20.2 14.7 A A 0.19 0.19 -0.6 NC 0.5 gb:BB181879 /DB_XREF=gi:16270106 /DB_XREF=BB181879 /CLONE=A230094J03 /FEA=EST /CNT=5 /TID=Mm.208730.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440741_at 5.6 2.8 A A 0.46 0.38 -0.6 NC 0.5 gb:BB829587 /DB_XREF=gi:17007830 /DB_XREF=BB829587 /CLONE=G930007N07 /FEA=EST /CNT=5 /TID=Mm.214073.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440795_x_ 1058.6 714.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB259371 /DB_XREF=gi:8952204 /DB_XREF=BB259371 /CLONE=A730089G22 /FEA=EST /CNT=5 /TID=Mm.129006.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440850_at 19.4 9.3 P P 0.005371 0.008057 -0.6 NC 0.5 gb:BG074676 /DB_XREF=gi:12557245 /DB_XREF=H3137H12-3 /CLONE=H3137H12 /FEA=EST /CNT=12 /TID=Mm.34618.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440876_at 27.3 22 A A 0.17 0.12 -0.6 NC 0.42 gb:BE691686 /DB_XREF=gi:10079310 /DB_XREF=uv65c12.x1 /CLONE=IMAGE:3412054 /FEA=EST /CNT=9 /TID=Mm.38235.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441017_at 13.1 3.5 A A 0.21 0.5 -0.6 NC 0.64 gb:BB336452 /DB_XREF=gi:16404152 /DB_XREF=BB336452 /CLONE=B830050I18 /FEA=EST /CNT=6 /TID=Mm.103202.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441021_at 14.2 10 A A 0.17 0.12 -0.6 NC 0.5 gb:BE952045 /DB_XREF=gi:10592015 /DB_XREF=UI-M-CD0-ayi-b-03-0-UI.s1 /CLONE=UI-M-CD0-ayi-b-03-0-UI /FEA=EST /CNT=6 /TID=Mm.128467.1 
MOE430_2_1441037_at 10.6 9.4 A A 0.17 0.3 -0.6 NC 0.46 gb:BB308131 /DB_XREF=gi:16402359 /DB_XREF=BB308131 /CLONE=B230218K11 /FEA=EST /CNT=6 /TID=Mm.83593.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441044_at 0.7 0.5 A A 0.66 0.69 -0.6 NC 0.5 gb:BB394275 /DB_XREF=gi:9117261 /DB_XREF=BB394275 /CLONE=C230087E10 /FEA=EST /CNT=6 /TID=Mm.149238.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441073_at 3.8 3.5 A A 0.46 0.59 -0.6 NC 0.5 gb:BG072147 /DB_XREF=gi:12554716 /DB_XREF=H3107C07-3 /CLONE=H3107C07 /FEA=EST /CNT=6 /TID=Mm.27911.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441121_at 19.5 13.5 A A 0.07 0.17 -0.6 NC 0.5 gb:BM239448 /DB_XREF=gi:17874718 /DB_XREF=K0534F05-3 /CLONE=K0534F05 /FEA=EST /CNT=6 /TID=Mm.31780.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441217_at 18.4 11.3 A A 0.36 0.6 -0.6 NC 0.5 gb:BB532588 /DB_XREF=gi:16446124 /DB_XREF=BB532588 /CLONE=E030025M01 /FEA=EST /CNT=5 /TID=Mm.137901.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441243_at 25.6 22.7 P P 0.01 0.008057 -0.6 NC 0.5 gb:BM251084 /DB_XREF=gi:17886354 /DB_XREF=K0859D04-3 /CLONE=K0859D04 /FEA=EST /CNT=5 /TID=Mm.184042.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441386_at 29.5 17 P P 0.00415 0.04 -0.6 NC 0.5 gb:BB336546 /DB_XREF=gi:16404162 /DB_XREF=BB336546 /CLONE=B930001E09 /FEA=EST /CNT=5 /TID=Mm.210913.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441419_at 8.5 7.3 A A 0.3 0.46 -0.6 NC 0.5 gb:BB027107 /DB_XREF=gi:16258002 /DB_XREF=BB027107 /CLONE=5330436F15 /FEA=EST /CNT=4 /TID=Mm.155087.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441442_at 11 4.5 A A 0.14 0.21 -0.6 NC 0.76 gb:BM232203 /DB_XREF=gi:17867473 /DB_XREF=K0319H04-3 /CLONE=K0319H04 /FEA=EST /CNT=4 /TID=Mm.214689.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441444_at 66.4 47.3 P P 0.000732 0.001221 -0.6 D 0.99 gb:BB022773 /DB_XREF=gi:16257778 /DB_XREF=BB022773 /CLONE=5330412J20 /FEA=EST /CNT=4 /TID=Mm.213344.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441483_at 2.4 1.5 A A 0.53 0.9 -0.6 NC 0.81 gb:BB282832 /DB_XREF=gi:15411165 /DB_XREF=BB282832 /CLONE=A930040J07 /FEA=EST /CNT=4 /TID=Mm.194733.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441519_at 10.7 7.1 P P 0.00293 0.01 -0.6 NC 0.93 gb:BB416480 /DB_XREF=gi:16423346 /DB_XREF=BB416480 /CLONE=C430046P06 /FEA=EST /CNT=4 /TID=Mm.207758.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441533_at 3.6 4.1 A A 0.16 0.3 -0.6 NC 0.72 gb:BB080402 /DB_XREF=gi:16260592 /DB_XREF=BB080402 /CLONE=9330162K03 /FEA=EST /CNT=4 /TID=Mm.184028.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441536_at 21.6 13.9 P P 0.005859 0.01 -0.6 D 0.99 gb:AV362707 /DB_XREF=gi:16397551 /DB_XREF=AV362707 /CLONE=8030402P03 /FEA=EST /CNT=4 /TID=Mm.212972.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441640_at 31.4 22.6 P A 0.001953 0.06 -0.6 NC 0.99 gb:BM116859 /DB_XREF=gi:17079877 /DB_XREF=L0842B04-3 /CLONE=L0842B04 /FEA=EST /CNT=4 /TID=Mm.90185.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441663_at 14.3 9.2 A A 0.06 0.33 -0.6 NC 0.92 gb:BB372972 /DB_XREF=gi:16407126 /DB_XREF=BB372972 /CLONE=C130068A13 /FEA=EST /CNT=4 /TID=Mm.210177.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441679_at 49 36.4 P P 0.000244 0.000244 -0.6 NC 0.99 gb:BB126796 /DB_XREF=gi:16262296 /DB_XREF=BB126796 /CLONE=9630017C03 /FEA=EST /CNT=4 /TID=Mm.213317.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441705_at 10.4 2.4 A A 0.17 0.53 -0.6 NC 0.55 gb:BG145559 /DB_XREF=gi:12648966 /DB_XREF=uu89g06.x1 /CLONE=IMAGE:3383986 /FEA=EST /CNT=4 /TID=Mm.217344.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441772_at 21.6 32.9 P M 0.005859 0.05 -0.6 NC 0.9 gb:BB831315 /DB_XREF=gi:17009558 /DB_XREF=BB831315 /CLONE=G930016C20 /FEA=EST /CNT=4 /TID=Mm.214114.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441777_at 23.1 11.8 A A 0.11 0.43 -0.6 NC 0.54 gb:BB741819 /DB_XREF=gi:16144824 /DB_XREF=BB741819 /CLONE=F520004F19 /FEA=EST /CNT=4 /TID=Mm.139987.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441930_x_ 1331.7 847.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB089991 /DB_XREF=gi:8673238 /DB_XREF=BB089991 /CLONE=9430024J06 /FEA=EST /CNT=4 /TID=Mm.166455.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441933_x_ 16.1 6.5 A A 0.3 0.63 -0.6 NC 0.6 gb:BB187210 /DB_XREF=gi:8847781 /DB_XREF=BB187210 /CLONE=A330041A12 /FEA=EST /CNT=4 /TID=Mm.170290.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441968_at 79.1 57.1 P P 0.00415 0.03 -0.6 D 0.99 gb:BB101988 /DB_XREF=gi:16261368 /DB_XREF=BB101988 /CLONE=9430079M16 /FEA=EST /CNT=24 /TID=Mm.161936.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442041_at 32 29.8 P P 0.000732 0.00293 -0.6 NC 0.96 gb:BB373645 /DB_XREF=gi:16407197 /DB_XREF=BB373645 /CLONE=C130071F21 /FEA=EST /CNT=8 /TID=Mm.37841.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442073_at 46.5 30.4 P P 0.000244 0.000732 -0.6 NC 0.96 gb:BQ266693 /DB_XREF=gi:20491758 /DB_XREF=NISC_ff14e05.x1 /CLONE=IMAGE:2865873 /FEA=EST /CNT=8 /TID=Mm.37417.1 /TIER=ConsEnd /STK=3
MOE430_2_1442094_at 96.3 48 P P 0.000244 0.001221 -0.6 NC 0.98 gb:BB470038 /DB_XREF=gi:16427712 /DB_XREF=BB470038 /CLONE=D230030K18 /FEA=EST /CNT=6 /TID=Mm.213341.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442316_x_ 11 8.6 A A 0.24 0.39 -0.6 NC 0.25 gb:BB119893 /DB_XREF=gi:8772461 /DB_XREF=BB119893 /CLONE=9530073I12 /FEA=EST /CNT=5 /TID=Mm.215389.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442353_at 3.4 1.9 A A 0.56 0.66 -0.6 NC 0.33 gb:BB167428 /DB_XREF=gi:16269066 /DB_XREF=BB167428 /CLONE=A130093I16 /FEA=EST /CNT=7 /TID=Mm.212682.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442421_at 20.7 13.2 P A 0.02 0.12 -0.6 NC 0.5 gb:AV337624 /DB_XREF=gi:16396519 /DB_XREF=AV337624 /CLONE=6430402F03 /FEA=EST /CNT=5 /TID=Mm.190363.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442521_at 10.7 3.7 A A 0.53 0.63 -0.6 NC 0.33 gb:BB017528 /DB_XREF=gi:16257527 /DB_XREF=BB017528 /CLONE=4930568O12 /FEA=EST /CNT=4 /TID=Mm.183448.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442524_at 17.7 12.7 A A 0.11 0.17 -0.6 NC 0.88 gb:AI836848 /DB_XREF=gi:5471061 /DB_XREF=UI-M-AJ0-abd-f-11-0-UI.s1 /CLONE=UI-M-AJ0-abd-f-11-0-UI /FEA=EST /CNT=4 /TID=Mm.36724.1 /T
MOE430_2_1442539_at 40.7 24.9 P P 0.01 0.03 -0.6 NC 0.93 gb:BM119368 /DB_XREF=gi:17087394 /DB_XREF=L0924E01-3 /CLONE=L0924E01 /FEA=EST /CNT=4 /TID=Mm.218437.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442555_at 2.2 2 A A 0.78 0.87 -0.6 NC 0.82 gb:BB076824 /DB_XREF=gi:15406908 /DB_XREF=BB076824 /CLONE=9330129C02 /FEA=EST /CNT=4 /TID=Mm.162314.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442568_at 10.1 4.9 A A 0.12 0.09 -0.6 NC 0.5 gb:BM213120 /DB_XREF=gi:17770902 /DB_XREF=C0831H09-3 /CLONE=C0831H09 /FEA=EST /CNT=4 /TID=Mm.211767.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442599_at 17.7 11.5 P A 0.01 0.17 -0.6 NC 0.74 gb:BB668140 /DB_XREF=gi:16399589 /DB_XREF=BB668140 /CLONE=C920030C23 /FEA=EST /CNT=4 /TID=Mm.211739.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442661_at 2.6 3.1 A A 0.63 0.5 -0.6 NC 0.58 gb:C80828 /DB_XREF=gi:2521158 /DB_XREF=C80828 /CLONE=J0088H11 /FEA=EST /CNT=4 /TID=Mm.25088.1 /TIER=ConsEnd /STK=3 /UG=Mm.25088 /
MOE430_2_1442668_at 7.6 3.3 A A 0.5 0.36 -0.6 NC 0.45 gb:BG071662 /DB_XREF=gi:12554231 /DB_XREF=H3101G02-3 /CLONE=H3101G02 /FEA=EST /CNT=4 /TID=Mm.17776.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442678_at 25.5 15.6 P A 0.01 0.12 -0.6 NC 0.98 gb:AW986603 /DB_XREF=gi:8181285 /DB_XREF=uf85c08.x1 /CLONE=IMAGE:1528910 /FEA=EST /CNT=4 /TID=Mm.215125.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442682_at 19.9 16.5 P P 0.01 0.000244 -0.6 NC 0.39 gb:BB376471 /DB_XREF=gi:16407513 /DB_XREF=BB376471 /CLONE=C130085F16 /FEA=EST /CNT=4 /TID=Mm.137494.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442701_at 1.2 0.3 A A 0.9 0.98 -0.6 NC 0.66 gb:AV170656 /DB_XREF=gi:5377093 /DB_XREF=AV170656 /CLONE=3110099K07 /FEA=EST /CNT=4 /TID=Mm.45729.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442705_at 10.2 7.2 A A 0.43 0.5 -0.6 NC 0.5 gb:C76938 /DB_XREF=gi:2517268 /DB_XREF=C76938 /CLONE=J0023C01 /FEA=EST /CNT=4 /TID=Mm.172607.1 /TIER=ConsEnd /STK=3 /UG=Mm.17260
MOE430_2_1442884_at 438.2 280.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB476818 /DB_XREF=gi:16440223 /DB_XREF=BB476818 /CLONE=D330021I23 /FEA=EST /CNT=4 /TID=Mm.209954.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442901_at 7.4 5 A A 0.11 0.33 -0.6 NC 0.34 gb:BM238581 /DB_XREF=gi:17873851 /DB_XREF=K0520A05-3 /CLONE=K0520A05 /FEA=EST /CNT=4 /TID=Mm.193608.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442999_at 95.4 68.8 A A 0.17 0.3 -0.6 NC 0.97 gb:BB342280 /DB_XREF=gi:16404566 /DB_XREF=BB342280 /CLONE=B930036G03 /FEA=EST /CNT=3 /TID=Mm.35473.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443065_at 8.9 7 A A 0.32 0.36 -0.6 NC 0.41 gb:BB432433 /DB_XREF=gi:16424219 /DB_XREF=BB432433 /CLONE=C630045K06 /FEA=EST /CNT=3 /TID=Mm.207993.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443105_at 9.9 4.8 A A 0.14 0.14 -0.6 NC 0.5 gb:BB084240 /DB_XREF=gi:16260783 /DB_XREF=BB084240 /CLONE=9330187N10 /FEA=EST /CNT=3 /TID=Mm.216147.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443132_at 12.8 4.9 A A 0.06 0.24 -0.6 NC 0.62 gb:BB528953 /DB_XREF=gi:16445512 /DB_XREF=BB528953 /CLONE=D930049D19 /FEA=EST /CNT=3 /TID=Mm.39818.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443151_at 12 9.8 P A 0.03 0.09 -0.6 NC 0.5 gb:BB528638 /DB_XREF=gi:16445465 /DB_XREF=BB528638 /CLONE=D930047I20 /FEA=EST /CNT=3 /TID=Mm.207310.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443166_at 7.7 2.3 A A 0.39 0.53 -0.6 NC 0.35 gb:BB440867 /DB_XREF=gi:16424690 /DB_XREF=BB440867 /CLONE=D030024C09 /FEA=EST /CNT=3 /TID=Mm.209168.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443191_at 1.4 0.5 A A 0.85 0.82 -0.6 NC 0.35 gb:BB528225 /DB_XREF=gi:16444614 /DB_XREF=BB528225 /CLONE=D930045I23 /FEA=EST /CNT=3 /TID=Mm.169926.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443203_at 3.2 2.9 A A 0.56 0.56 -0.6 NC 0.5 gb:BB389299 /DB_XREF=gi:16408705 /DB_XREF=BB389299 /CLONE=C230061O21 /FEA=EST /CNT=3 /TID=Mm.208976.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443249_at 19.7 12.7 A A 0.14 0.17 -0.6 NC 0.5 gb:BM247240 /DB_XREF=gi:17882510 /DB_XREF=K0749B02-3 /CLONE=K0749B02 /FEA=EST /CNT=3 /TID=Mm.218338.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443265_at 1.8 0.8 A A 0.69 0.9 -0.6 NC 0.55 gb:BG068522 /DB_XREF=gi:12551091 /DB_XREF=H3066E02-3 /CLONE=H3066E02 /FEA=EST /CNT=3 /TID=Mm.104007.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443276_at 10.4 4.7 A A 0.09 0.1 -0.6 NC 0.5 gb:BB432990 /DB_XREF=gi:15412095 /DB_XREF=BB432990 /CLONE=C630048L11 /FEA=EST /CNT=3 /TID=Mm.129084.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443277_at 3.8 3.8 A A 0.56 0.46 -0.6 NC 0.51 gb:BB392250 /DB_XREF=gi:16409014 /DB_XREF=BB392250 /CLONE=C230078I21 /FEA=EST /CNT=3 /TID=Mm.132061.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443385_at 6 4.4 A A 0.33 0.56 -0.6 NC 0.45 gb:BG066390 /DB_XREF=gi:12548959 /DB_XREF=H3042D11-3 /CLONE=H3042D11 /FEA=EST /CNT=3 /TID=Mm.25001.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443504_at 8.3 6.8 A A 0.43 0.66 -0.6 NC 0.55 gb:BB107293 /DB_XREF=gi:15407985 /DB_XREF=BB107293 /CLONE=9530005G10 /FEA=EST /CNT=3 /TID=Mm.210037.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443577_at 4.5 6.2 A A 0.46 0.75 -0.6 NC 0.6 gb:AV261494 /DB_XREF=gi:16388963 /DB_XREF=AV261494 /CLONE=4930422D11 /FEA=EST /CNT=3 /TID=Mm.72499.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443606_at 13 12.1 A A 0.3 0.33 -0.6 NC 0.5 gb:AW122376 /DB_XREF=gi:6097877 /DB_XREF=UI-M-BH2.2-aow-b-12-0-UI.s1 /CLONE=UI-M-BH2.2-aow-b-12-0-UI /FEA=EST /CNT=3 /TID=Mm.7669
MOE430_2_1443632_at 6.5 5.6 A A 0.39 0.53 -0.6 NC 0.5 gb:BM124337 /DB_XREF=gi:17108105 /DB_XREF=L0538G02-3 /CLONE=L0538G02 /FEA=EST /CNT=3 /TID=Mm.33325.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443734_at 8.8 5.3 A A 0.63 0.8 -0.6 NC 0.27 gb:BE335271 /DB_XREF=gi:9209047 /DB_XREF=ug96d06.x1 /CLONE=IMAGE:1550219 /FEA=EST /CNT=3 /TID=Mm.100532.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443737_at 32.5 23.2 A A 0.27 0.3 -0.6 NC 0.93 gb:BE955001 /DB_XREF=gi:10598098 /DB_XREF=UI-M-BH4-bbk-d-10-0-UI.s1 /CLONE=UI-M-BH4-bbk-d-10-0-UI /FEA=EST /CNT=3 /TID=Mm.39380.1 
MOE430_2_1443789_x_ 12.4 11.8 A A 0.14 0.24 -0.6 NC 0.5 gb:AV206319 /DB_XREF=gi:6147172 /DB_XREF=AV206319 /CLONE=1700086A11 /FEA=EST /CNT=3 /TID=Mm.65528.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443814_x_ 69.4 62.5 P P 0.000244 0.000244 -0.6 NC 0.99 gb:BB542535 /DB_XREF=gi:9613758 /DB_XREF=BB542535 /CLONE=E130120M24 /FEA=EST /CNT=3 /TID=Mm.209186.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1443819_x_ 565.3 288.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB379928 /DB_XREF=gi:9099639 /DB_XREF=BB379928 /CLONE=C230002L23 /FEA=EST /CNT=3 /TID=Mm.129207.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443847_x_ 265 182.8 P P 0.000244 0.000732 -0.6 D 0.99 gb:BB342212 /DB_XREF=gi:9051921 /DB_XREF=BB342212 /CLONE=B930036A10 /FEA=EST /CNT=3 /TID=Mm.125743.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443867_at 27.5 3.3 A A 0.1 0.24 -0.6 NC 0.9 gb:BB320633 /DB_XREF=gi:16403321 /DB_XREF=BB320633 /CLONE=B230387C07 /FEA=EST /CNT=13 /TID=Mm.157775.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443898_at 44.2 25.7 P P 0.001221 0.000244 -0.6 NC 0.76 gb:BB826733 /DB_XREF=gi:17004976 /DB_XREF=BB826733 /CLONE=G830044E18 /FEA=EST /CNT=13 /TID=Mm.212393.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443911_at 14.4 6.6 P A 0.01 0.14 -0.6 NC 0.64 gb:BB364789 /DB_XREF=gi:16406283 /DB_XREF=BB364789 /CLONE=C130023G17 /FEA=EST /CNT=9 /TID=Mm.207869.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443931_at 14.3 9 A A 0.06 0.12 -0.6 NC 0.54 gb:AW548399 /DB_XREF=gi:7193820 /DB_XREF=L0036B05-3 /CLONE=L0036B05 /FEA=EST /CNT=17 /TID=Mm.218258.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443937_at 18.4 10.3 P A 0.001709 0.12 -0.6 NC 0.58 gb:BE634648 /DB_XREF=gi:9917336 /DB_XREF=uv84c03.x1 /CLONE=IMAGE:3413860 /FEA=EST /CNT=10 /TID=Mm.35287.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1443942_at 12.9 10.6 A A 0.14 0.21 -0.6 NC 0.63 gb:BF318475 /DB_XREF=gi:11266986 /DB_XREF=ux10d02.x1 /CLONE=IMAGE:3471075 /FEA=EST /CNT=9 /TID=Mm.155512.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1443957_at 26.2 12.2 A P 0.08 0.01 -0.6 NC 0.46 gb:BF471786 /DB_XREF=gi:11540969 /DB_XREF=UI-M-BH3-awc-g-11-0-UI.r1 /CLONE=UI-M-BH3-awc-g-11-0-UI /FEA=EST /CNT=7 /TID=Mm.194217.
MOE430_2_1443970_at 9.1 5 A A 0.6 0.6 -0.6 NC 0.31 gb:AI845574 /DB_XREF=gi:5489480 /DB_XREF=UI-M-AQ1-adx-b-05-0-UI.s1 /CLONE=UI-M-AQ1-adx-b-05-0-UI /FEA=EST /CNT=7 /TID=Mm.41830.1 /
MOE430_2_1444013_at 6.2 3.9 A A 0.56 0.62 -0.6 NC 0.29 gb:BB528764 /DB_XREF=gi:16445480 /DB_XREF=BB528764 /CLONE=D930048C11 /FEA=EST /CNT=6 /TID=Mm.187787.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444127_at 15.8 8.4 A A 0.11 0.3 -0.6 NC 0.5 gb:BE988432 /DB_XREF=gi:10664767 /DB_XREF=UI-M-CG0p-bhv-g-02-0-UI.s1 /CLONE=UI-M-CG0p-bhv-g-02-0-UI /FEA=EST /CNT=5 /TID=Mm.15596
MOE430_2_1444140_at 12 8.5 P P 0.01 0.02 -0.6 NC 0.33 gb:BB468014 /DB_XREF=gi:16427449 /DB_XREF=BB468014 /CLONE=D230017J23 /FEA=EST /CNT=5 /TID=Mm.193004.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444174_at 5.8 3.1 A A 0.63 0.6 -0.6 NC 0.29 gb:BB081424 /DB_XREF=gi:16260652 /DB_XREF=BB081424 /CLONE=9330169A12 /FEA=EST /CNT=5 /TID=Mm.131296.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444178_at 15.7 8.9 A A 0.12 0.3 -0.6 NC 0.5 gb:BB609792 /DB_XREF=gi:16451507 /DB_XREF=BB609792 /CLONE=1190008K20 /FEA=EST /CNT=5 /TID=Mm.103412.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444189_at 13.8 17.8 A A 0.27 0.43 -0.6 NC 0.59 gb:BE686561 /DB_XREF=gi:10074185 /DB_XREF=uv98h04.x1 /CLONE=IMAGE:3415255 /FEA=EST /CNT=5 /TID=Mm.31571.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444201_at 13.8 7.9 A A 0.36 0.39 -0.6 NC 0.39 gb:AV299234 /DB_XREF=gi:15405885 /DB_XREF=AV299234 /CLONE=5730466J08 /FEA=EST /CNT=5 /TID=Mm.209146.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444204_at 3 0.9 A A 0.5 0.97 -0.6 NC 0.79 gb:BE687976 /DB_XREF=gi:10075600 /DB_XREF=uw41c10.x1 /CLONE=IMAGE:3419250 /FEA=EST /CNT=5 /TID=Mm.138620.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444227_at 1 0.5 A A 0.69 0.85 -0.6 NC 0.76 gb:BM943148 /DB_XREF=gi:19403011 /DB_XREF=UI-M-CG0p-beq-h-06-0-UI.r1 /CLONE=UI-M-CG0p-beq-h-06-0-UI /FEA=EST /CNT=5 /TID=Mm.1516
MOE430_2_1444276_at 9.5 8.1 P A 0.04 0.24 -0.6 NC 0.5 gb:BB762293 /DB_XREF=gi:16207511 /DB_XREF=BB762293 /CLONE=G370007H24 /FEA=EST /CNT=5 /TID=Mm.193368.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444382_at 13 7.3 A A 0.06 0.43 -0.6 NC 0.97 gb:BI202437 /DB_XREF=gi:14668409 /DB_XREF=UI-M-CG0p-bro-f-02-0-UI.s1 /CLONE=UI-M-CG0p-bro-f-02-0-UI /FEA=EST /CNT=4 /TID=Mm.211372
MOE430_2_1444524_at 32.2 24.4 P A 0.03 0.12 -0.6 NC 0.96 gb:BE943672 /DB_XREF=gi:10521431 /DB_XREF=UI-M-BH3-avm-a-04-0-UI.s1 /CLONE=UI-M-BH3-avm-a-04-0-UI /FEA=EST /CNT=4 /TID=Mm.135655
MOE430_2_1444529_at 0.3 0.7 A A 0.9 0.82 -0.6 NC 0.7 gb:BM197200 /DB_XREF=gi:17749298 /DB_XREF=C0345D04-3 /CLONE=C0345D04 /FEA=EST /CNT=4 /TID=Mm.145922.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444533_at 8.6 7.3 P A 0.04 0.19 -0.6 NC 0.5 gb:BF457410 /DB_XREF=gi:11523579 /DB_XREF=UI-M-BZ1-blg-c-06-0-UI.s1 /CLONE=UI-M-BZ1-blg-c-06-0-UI /FEA=EST /CNT=4 /TID=Mm.119771.1 
MOE430_2_1444655_at 12.1 14 A A 0.33 0.33 -0.6 NC 0.49 gb:BG070178 /DB_XREF=gi:12552747 /DB_XREF=H3084E09-3 /CLONE=H3084E09 /FEA=EST /CNT=4 /TID=Mm.103949.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444709_at 13 9.4 P P 0.005859 0.008057 -0.6 NC 0.5 gb:BB009500 /DB_XREF=gi:15403235 /DB_XREF=BB009500 /CLONE=4732490C08 /FEA=EST /CNT=4 /TID=Mm.23459.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444802_at 6.7 6.6 A A 0.33 0.27 -0.6 NC 0.69 gb:BB155320 /DB_XREF=gi:16268251 /DB_XREF=BB155320 /CLONE=A130024J03 /FEA=EST /CNT=3 /TID=Mm.193909.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444949_at 1.8 0.8 A A 0.59 0.66 -0.6 NC 0.5 gb:BG068671 /DB_XREF=gi:12551240 /DB_XREF=H3068B01-3 /CLONE=H3068B01 /FEA=EST /CNT=3 /TID=Mm.173633.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445097_at 16.8 11.1 A A 0.08 0.19 -0.6 NC 0.5 gb:BI076698 /DB_XREF=gi:14515355 /DB_XREF=L0210E07-3 /CLONE=L0210E07 /FEA=EST /CNT=3 /TID=Mm.197265.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445129_at 0.9 0.6 A A 0.98 0.99 -0.6 NC 0.5 gb:BG075410 /DB_XREF=gi:12557979 /DB_XREF=H3146H04-3 /CLONE=H3146H04 /FEA=EST /CNT=3 /TID=Mm.182800.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445194_at 0.6 0.9 A A 0.69 0.66 -0.6 NC 0.72 gb:BB355006 /DB_XREF=gi:16405670 /DB_XREF=BB355006 /CLONE=C030004A01 /FEA=EST /CNT=3 /TID=Mm.126345.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445223_at 24.2 17.4 P P 0.00415 0.005859 -0.6 NC 0.81 gb:BB534764 /DB_XREF=gi:16446443 /DB_XREF=BB534764 /CLONE=E030038M15 /FEA=EST /CNT=3 /TID=Mm.187832.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445256_at 12 11.3 P A 0.008057 0.21 -0.6 NC 0.99 gb:BM238599 /DB_XREF=gi:17873869 /DB_XREF=K0520C08-3 /CLONE=K0520C08 /FEA=EST /CNT=3 /TID=Mm.218506.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445271_at 11.4 10.8 A A 0.06 0.06 -0.6 NC 0.73 gb:BB433710 /DB_XREF=gi:16424303 /DB_XREF=BB433710 /CLONE=C820003E23 /FEA=EST /CNT=3 /TID=Mm.168406.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445316_at 7.6 4 A A 0.53 0.69 -0.6 NC 0.5 gb:BE996328 /DB_XREF=gi:10681176 /DB_XREF=UI-M-CG0p-bie-b-01-0-UI.s1 /CLONE=UI-M-CG0p-bie-b-01-0-UI /FEA=EST /CNT=3 /TID=Mm.156667
MOE430_2_1445368_at 8.9 7.7 M A 0.05 0.11 -0.6 NC 0.5 gb:BB071596 /DB_XREF=gi:16260117 /DB_XREF=BB071596 /CLONE=8030498C05 /FEA=EST /CNT=3 /TID=Mm.207245.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445386_at 2.8 1.8 A A 0.66 0.75 -0.6 NC 0.4 gb:BE980734 /DB_XREF=gi:10649087 /DB_XREF=UI-M-BG2-bcm-d-11-0-UI.s1 /CLONE=UI-M-BG2-bcm-d-11-0-UI /FEA=EST /CNT=3 /TID=Mm.151182
MOE430_2_1445400_at 8.3 7.4 A A 0.1 0.21 -0.6 NC 0.49 gb:BM217870 /DB_XREF=gi:17777229 /DB_XREF=C0903B12-3 /CLONE=C0903B12 /FEA=EST /CNT=3 /TID=Mm.105195.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445404_at 12.5 10 A A 0.33 0.6 -0.6 NC 0.34 gb:BB054454 /DB_XREF=gi:15404134 /DB_XREF=BB054454 /CLONE=6720471I09 /FEA=EST /CNT=3 /TID=Mm.60332.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445413_at 77.6 45.2 P P 0.01 0.02 -0.6 D 0.99 gb:BB098946 /DB_XREF=gi:16261277 /DB_XREF=BB098946 /CLONE=9430066B12 /FEA=EST /CNT=3 /TID=Mm.183944.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445494_at 0.7 0.3 A A 0.84 0.96 -0.6 NC 0.55 gb:BG065302 /DB_XREF=gi:12547865 /DB_XREF=H3029E09-3 /CLONE=H3029E09 /FEA=EST /CNT=3 /TID=Mm.197212.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445569_at 5.3 2.5 A A 0.27 0.75 -0.6 NC 0.5 gb:AI843425 /DB_XREF=gi:5477638 /DB_XREF=UI-M-AQ1-aec-b-07-0-UI.s1 /CLONE=UI-M-AQ1-aec-b-07-0-UI /FEA=EST /CNT=3 /TID=Mm.39827.1 /
MOE430_2_1445605_s_ 9.7 4.7 P A 0.005859 0.08 -0.6 NC 0.5 gb:AI835491 /DB_XREF=gi:5469704 /DB_XREF=UI-M-AQ0-aag-h-04-0-UI.s1 /CLONE=UI-M-AQ0-aag-h-04-0-UI /FEA=EST /CNT=3 /TID=Mm.31336.1 /
MOE430_2_1445722_at 18 14.2 P A 0.03 0.27 -0.6 NC 0.57 gb:BB200250 /DB_XREF=gi:16271405 /DB_XREF=BB200250 /CLONE=A430022J01 /FEA=EST /CNT=4 /TID=Mm.209671.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445735_at 0.6 0.7 A A 0.78 0.72 -0.6 NC 0.81 gb:BG065683 /DB_XREF=gi:12548246 /DB_XREF=H3034A07-3 /CLONE=H3034A07 /FEA=EST /CNT=3 /TID=Mm.24911.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445751_at 2.6 1.2 A A 0.63 0.69 -0.6 NC 0.48 gb:BG070136 /DB_XREF=gi:12552705 /DB_XREF=H3084A11-3 /CLONE=H3084A11 /FEA=EST /CNT=3 /TID=Mm.173196.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445792_at 3.6 2.3 A A 0.53 0.63 -0.6 NC 0.5 gb:BG071073 /DB_XREF=gi:12553642 /DB_XREF=H3094D08-3 /CLONE=H3094D08 /FEA=EST /CNT=3 /TID=Mm.11349.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445805_x_ 25.9 17.7 A A 0.08 0.12 -0.6 NC 0.58 gb:BG069378 /DB_XREF=gi:12552035 /DB_XREF=H3076F11-3 /CLONE=H3076F11 /FEA=EST /CNT=3 /TID=Mm.35909.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445936_at 14.9 13.1 A A 0.06 0.11 -0.6 NC 0.5 gb:BG064637 /DB_XREF=gi:12547200 /DB_XREF=H3022B08-3 /CLONE=H3022B08 /FEA=EST /CNT=2 /TID=Mm.197233.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445962_at 0.9 0.5 A A 0.63 0.96 -0.6 NC 0.5 gb:BG067856 /DB_XREF=gi:12550425 /DB_XREF=H3059A01-3 /CLONE=H3059A01 /FEA=EST /CNT=2 /TID=Mm.173089.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445983_at 4.3 0.7 A A 0.39 0.66 -0.6 NC 0.5 gb:BG066776 /DB_XREF=gi:12549345 /DB_XREF=H3046G09-3 /CLONE=H3046G09 /FEA=EST /CNT=2 /TID=Mm.172835.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445996_at 9.4 5.7 A A 0.33 0.36 -0.6 NC 0.5 gb:BG069729 /DB_XREF=gi:12552298 /DB_XREF=H3079E02-3 /CLONE=H3079E02 /FEA=EST /CNT=2 /TID=Mm.173442.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446062_at 8.4 9.1 A A 0.09 0.21 -0.6 NC 0.66 gb:BB328910 /DB_XREF=gi:16403886 /DB_XREF=BB328910 /CLONE=B530004C07 /FEA=EST /CNT=2 /TID=Mm.153649.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446068_at 8.4 4.3 A A 0.36 0.59 -0.6 NC 0.6 gb:BB053697 /DB_XREF=gi:16259688 /DB_XREF=BB053697 /CLONE=6720465D13 /FEA=EST /CNT=2 /TID=Mm.207529.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446080_at 8.3 8.8 A A 0.24 0.24 -0.6 NC 0.5 gb:AW555089 /DB_XREF=gi:7200512 /DB_XREF=L0249G11-3 /CLONE=L0249G11 /FEA=EST /CNT=2 /TID=Mm.182760.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446129_at 8.7 7.6 A P 0.09 0.03 -0.6 NC 0.45 gb:AV370053 /DB_XREF=gi:15406780 /DB_XREF=AV370053 /CLONE=9030206N18 /FEA=EST /CNT=2 /TID=Mm.214721.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446292_at 0.8 0.4 A A 0.88 0.93 -0.6 NC 0.54 gb:BB002531 /DB_XREF=gi:16214734 /DB_XREF=BB002531 /CLONE=4631440J18 /FEA=EST /CNT=2 /TID=Mm.209073.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446304_at 14.5 7.4 A A 0.43 0.3 -0.6 NC 0.06 gb:BG063422 /DB_XREF=gi:12545985 /DB_XREF=H3007B01-3 /CLONE=H3007B01 /FEA=EST /CNT=2 /TID=Mm.102539.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446317_at 0.7 0.7 A A 0.63 0.75 -0.6 NC 0.57 gb:BB327831 /DB_XREF=gi:16403786 /DB_XREF=BB327831 /CLONE=B430303F05 /FEA=EST /CNT=2 /TID=Mm.210205.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446326_at 18.6 11.7 P P 0.001221 0.005859 -0.6 NC 0.94 gb:BB150460 /DB_XREF=gi:15408931 /DB_XREF=BB150460 /CLONE=A030006E05 /FEA=EST /CNT=2 /TID=Mm.208527.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446353_at 25.2 11.1 A A 0.12 0.29 -0.6 NC 0.5 gb:BB220206 /DB_XREF=gi:16353485 /DB_XREF=BB220206 /CLONE=A530059D09 /FEA=EST /CNT=2 /TID=Mm.123364.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446385_at 38.7 19.8 A A 0.09 0.1 -0.6 NC 0.73 gb:BB449881 /DB_XREF=gi:16425404 /DB_XREF=BB449881 /CLONE=D030073P05 /FEA=EST /CNT=2 /TID=Mm.212919.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446390_at 0.8 0.6 A A 0.88 0.98 -0.6 NC 0.74 gb:BB383786 /DB_XREF=gi:16408204 /DB_XREF=BB383786 /CLONE=C230030F12 /FEA=EST /CNT=2 /TID=Mm.208938.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446405_at 9.7 6.9 A A 0.09 0.21 -0.6 NC 0.49 gb:AW555391 /DB_XREF=gi:7200910 /DB_XREF=L0255C04-3 /CLONE=L0255C04 /FEA=EST /CNT=2 /TID=Mm.182776.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446575_at 7.9 9.2 A A 0.21 0.6 -0.6 NC 0.5 gb:C77583 /DB_XREF=gi:2517913 /DB_XREF=C77583 /CLONE=J0034B01 /FEA=EST /CNT=2 /TID=Mm.172646.1 /TIER=ConsEnd /STK=2 /UG=Mm.17264
MOE430_2_1446622_at 0.3 0.3 A A 0.88 0.99 -0.6 NC 0.62 gb:BB191623 /DB_XREF=gi:15409532 /DB_XREF=BB191623 /CLONE=A330068G13 /FEA=EST /CNT=2 /TID=Mm.207778.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446664_at 2.4 1 A A 0.62 0.75 -0.6 NC 0.8 gb:BG066120 /DB_XREF=gi:12548683 /DB_XREF=H3039B08-3 /CLONE=H3039B08 /FEA=EST /CNT=2 /TID=Mm.155197.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446678_at 4.7 2.4 A A 0.36 0.63 -0.6 NC 0.76 gb:C76436 /DB_XREF=gi:2516766 /DB_XREF=C76436 /CLONE=J0010F02 /FEA=EST /CNT=2 /TID=Mm.155180.1 /TIER=ConsEnd /STK=2 /UG=Mm.15518
MOE430_2_1446682_at 18.3 19.4 A A 0.08 0.14 -0.6 NC 0.37 gb:BB660139 /DB_XREF=gi:16493960 /DB_XREF=BB660139 /CLONE=D430033D22 /FEA=EST /CNT=2 /TID=Mm.205979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446727_at 9.2 6.7 A A 0.12 0.42 -0.6 NC 0.5 gb:BG068282 /DB_XREF=gi:12550851 /DB_XREF=H3063G04-3 /CLONE=H3063G04 /FEA=EST /CNT=2 /TID=Mm.173535.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446744_at 12.6 5.9 A A 0.36 0.6 -0.6 NC 0.5 gb:BB437982 /DB_XREF=gi:16424490 /DB_XREF=BB437982 /CLONE=D030007L02 /FEA=EST /CNT=2 /TID=Mm.214714.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446820_at 19.2 10 P P 0.02 0.04 -0.6 NC 0.5 gb:AV336222 /DB_XREF=gi:15406435 /DB_XREF=AV336222 /CLONE=6330583I20 /FEA=EST /CNT=2 /TID=Mm.210457.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446830_at 8.6 7.4 A A 0.11 0.3 -0.6 NC 0.5 gb:BG070405 /DB_XREF=gi:12552974 /DB_XREF=H3087A04-3 /CLONE=H3087A04 /FEA=EST /CNT=2 /TID=Mm.173242.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446863_at 3.6 1 A A 0.46 0.87 -0.6 NC 0.57 gb:AU024004 /DB_XREF=gi:3394351 /DB_XREF=AU024004 /CLONE=J0442H01 /FEA=EST /CNT=2 /TID=Mm.108709.2 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446903_at 2.4 3.9 A A 0.75 0.8 -0.6 NC 0.5 gb:C87533 /DB_XREF=gi:2919490 /DB_XREF=C87533 /CLONE=J0247B12 /FEA=EST /CNT=2 /TID=Mm.173082.1 /TIER=ConsEnd /STK=2 /UG=Mm.17308
MOE430_2_1446927_at 2.7 2.5 A A 0.63 0.6 -0.6 NC 0.42 gb:BI076724 /DB_XREF=gi:14515381 /DB_XREF=L0228H03-3 /CLONE=L0228H03 /FEA=EST /CNT=2 /TID=Mm.197270.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446934_at 5.6 3.1 A A 0.1 0.27 -0.6 NC 0.5 gb:BB548287 /DB_XREF=gi:16447664 /DB_XREF=BB548287 /CLONE=E230007A11 /FEA=EST /CNT=2 /TID=Mm.180859.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447021_at 3.9 1.2 A A 0.53 0.63 -0.6 NC 0.35 gb:AW542000 /DB_XREF=gi:7184513 /DB_XREF=C0153E06-3 /CLONE=C0153E06 /FEA=EST /CNT=2 /TID=Mm.218668.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447024_at 42.2 27.3 P P 0.000244 0.001953 -0.6 NC 0.99 gb:BM197847 /DB_XREF=gi:17750168 /DB_XREF=C0340D10-3 /CLONE=C0340D10 /FEA=EST /CNT=2 /TID=Mm.217561.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447074_at 9.2 5.3 M A 0.05 0.43 -0.6 NC 0.51 gb:BG068627 /DB_XREF=gi:12551196 /DB_XREF=H3067F02-3 /CLONE=H3067F02 /FEA=EST /CNT=2 /TID=Mm.173622.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447079_at 2.7 1.1 A A 0.72 0.87 -0.6 NC 0.87 gb:BG068881 /DB_XREF=gi:12551450 /DB_XREF=H3070C11-3 /CLONE=H3070C11 /FEA=EST /CNT=2 /TID=Mm.173693.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447088_at 10.7 6.7 A A 0.24 0.39 -0.6 NC 0.57 gb:BE957062 /DB_XREF=gi:10602235 /DB_XREF=UI-M-BG2-bcb-d-11-0-UI.s1 /CLONE=UI-M-BG2-bcb-d-11-0-UI /FEA=EST /CNT=2 /TID=Mm.151022.
MOE430_2_1447203_at 11.3 9.7 A A 0.14 0.36 -0.6 NC 0.45 gb:BG069791 /DB_XREF=gi:12552360 /DB_XREF=H3080B09-3 /CLONE=H3080B09 /FEA=EST /CNT=2 /TID=Mm.173448.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447216_at 6.5 4.5 A A 0.39 0.43 -0.6 NC 0.37 gb:BB130571 /DB_XREF=gi:16266295 /DB_XREF=BB130571 /CLONE=9630045N18 /FEA=EST /CNT=2 /TID=Mm.208744.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447236_at 3.6 1.9 A A 0.5 0.56 -0.6 NC 0.09 gb:AW120553 /DB_XREF=gi:6095886 /DB_XREF=UI-M-BH1-ana-e-11-0-UI.s2 /CLONE=UI-M-BH1-ana-e-11-0-UI /FEA=EST /CNT=2 /TID=Mm.39620.1 /
MOE430_2_1447274_at 17.5 8.1 A A 0.21 0.24 -0.6 NC 0.74 gb:BM219281 /DB_XREF=gi:17779039 /DB_XREF=C0922F10-3 /CLONE=C0922F10 /FEA=EST /CNT=2 /TID=Mm.218663.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447282_at 15.7 11.8 M A 0.05 0.08 -0.6 NC 0.76 gb:BE979542 /DB_XREF=gi:10646550 /DB_XREF=UI-M-BG2-bby-c-10-0-UI.s1 /CLONE=UI-M-BG2-bby-c-10-0-UI /FEA=EST /CNT=2 /TID=Mm.171123.
MOE430_2_1447298_at 2.2 0.6 A A 0.66 0.93 -0.6 NC 0.72 gb:BE953578 /DB_XREF=gi:10595235 /DB_XREF=UI-M-CC1-bac-e-01-0-UI.s1 /CLONE=UI-M-CC1-bac-e-01-0-UI /FEA=EST /CNT=2 /TID=Mm.156741.
MOE430_2_1447342_at 0.4 0.5 A A 0.91 0.96 -0.6 NC 0.5 gb:BB751335 /DB_XREF=gi:16155571 /DB_XREF=BB751335 /CLONE=G130205B07 /FEA=EST /CNT=2 /TID=Mm.207662.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447418_at 10.9 6.4 P A 0.04 0.36 -0.6 NC 0.63 gb:BE979359 /DB_XREF=gi:10646171 /DB_XREF=UI-M-BG2-bbx-b-08-0-UI.s1 /CLONE=UI-M-BG2-bbx-b-08-0-UI /FEA=EST /CNT=2 /TID=Mm.54171.1
MOE430_2_1447445_at 10.6 5.8 A A 0.36 0.46 -0.6 NC 0.5 gb:BE991251 /DB_XREF=gi:10670658 /DB_XREF=UI-M-BZ1-bds-g-11-0-UI.s1 /CLONE=UI-M-BZ1-bds-g-11-0-UI /FEA=EST /CNT=2 /TID=Mm.44793.1 
MOE430_2_1447534_at 16.1 13.1 P P 0.00415 0.03 -0.6 NC 0.5 gb:AI428054 /DB_XREF=gi:4273980 /DB_XREF=ml43b09.x1 /CLONE=IMAGE:514745 /FEA=EST /CNT=2 /TID=Mm.152610.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447566_at 72.6 47.3 A A 0.08 0.12 -0.6 D 0.99 gb:AI837378 /DB_XREF=gi:5471591 /DB_XREF=UI-M-AP0-abm-b-03-0-UI.s1 /CLONE=UI-M-AP0-abm-b-03-0-UI /FEA=EST /CNT=2 /TID=Mm.151539.1
MOE430_2_1447599_x_ 36.8 28 A A 0.06 0.14 -0.6 NC 0.91 gb:BB024474 /DB_XREF=gi:8197975 /DB_XREF=BB024474 /CLONE=5330422A04 /FEA=EST /CNT=2 /TID=Mm.160786.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447608_x_ 59.9 37 M A 0.05 0.17 -0.6 NC 0.91 gb:BB286831 /DB_XREF=gi:8987280 /DB_XREF=BB286831 /CLONE=B020015F07 /FEA=EST /CNT=2 /TID=Mm.133173.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447612_x_ 327 209.1 P P 0.008057 0.03 -0.6 D 0.99 gb:BB494168 /DB_XREF=gi:9452795 /DB_XREF=BB494168 /CLONE=D530037M23 /FEA=EST /CNT=2 /TID=Mm.37678.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447661_at 5.2 3.2 A A 0.26 0.46 -0.6 NC 0.5 gb:BB377136 /DB_XREF=gi:9089957 /DB_XREF=BB377136 /CLONE=C130088D11 /FEA=EST /CNT=2 /TID=Mm.208899.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447665_at 2.3 1.5 A A 0.5 0.69 -0.6 NC 0.5 gb:BB429846 /DB_XREF=gi:9269573 /DB_XREF=BB429846 /CLONE=C630030G19 /FEA=EST /CNT=2 /TID=Mm.168334.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447738_s_ 61.1 38.5 P P 0.001221 0.000244 -0.6 NC 0.91 gb:AI430801 /DB_XREF=gi:4276637 /DB_XREF=mh85g04.x1 /CLONE=IMAGE:457782 /FEA=EST /CNT=2 /TID=Mm.203871.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447850_x_ 26.4 42.5 P P 0.04 0.01 -0.6 D 0.99 gb:BB076798 /DB_XREF=gi:8641858 /DB_XREF=BB076798 /CLONE=9330128J04 /FEA=EST /CNT=2 /TID=Mm.117283.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447861_x_ 142.4 102.2 P P 0.001221 0.000244 -0.6 D 0.99 gb:AV329643 /DB_XREF=gi:6369695 /DB_XREF=AV329643 /CLONE=6330504N11 /FEA=EST /CNT=2 /TID=Mm.92045.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447871_at 0.8 0.3 A A 0.93 0.98 -0.6 NC 0.76 gb:BI714072 /DB_XREF=gi:15689767 /DB_XREF=ie31h10.x1 /FEA=EST /CNT=2 /TID=Mm.206363.1 /TIER=ConsEnd /STK=2 /UG=Mm.206363 /UG_TITLE=E
MOE430_2_1447883_x_ 4057.1 2837.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB299566 /DB_XREF=gi:9000271 /DB_XREF=BB299566 /CLONE=B230009G14 /FEA=EST /CNT=2 /TID=Mm.178546.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447890_at 22.5 15.7 P P 0.005859 0.008057 -0.6 NC 0.5 gb:BB412039 /DB_XREF=gi:9233394 /DB_XREF=BB412039 /CLONE=C430025G11 /FEA=EST /CNT=2 /TID=Mm.168066.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447929_at 113.5 86.7 P P 0.00415 0.001953 -0.6 NC 0.99 gb:AW060821 /DB_XREF=gi:6008572 /DB_XREF=UI-M-BH1-amx-b-05-0-UI.s1 /CLONE=UI-M-BH1-amx-b-05-0-UI /FEA=EST /CNT=26 /TID=Mm.70975.
MOE430_2_1447936_at 5161.5 3309.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:AA939619 /DB_XREF=gi:3100396 /DB_XREF=vz93g05.r1 /CLONE=IMAGE:1344824 /FEA=EST /CNT=16 /TID=Mm.45149.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1447947_at 55.2 30.7 P P 0.001953 0.000732 -0.6 NC 0.96 gb:BM220786 /DB_XREF=gi:17780996 /DB_XREF=C0945F05-3 /CLONE=C0945F05 /FEA=EST /CNT=18 /TID=Mm.25185.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448059_at 6.2 4.6 A A 0.35 0.46 -0.6 NC 0.5 gb:BE655476 /DB_XREF=gi:9981389 /DB_XREF=UI-M-BH0-ajk-d-08-0-UI.r1 /CLONE=UI-M-BH0-ajk-d-08-0-UI /FEA=EST /CNT=8 /TID=Mm.24909.1 /T
MOE430_2_1448096_at 10.2 6.2 P A 0.001221 0.19 -0.6 NC 0.66 gb:AI649089 /DB_XREF=gi:4729923 /DB_XREF=uk25f01.x1 /CLONE=IMAGE:1970041 /FEA=EST /CNT=3 /TID=Mm.82665.3 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1448111_at 799.3 541.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_018737.1 /DB_XREF=gi:9055197 /GEN=Ctps2 /FEA=FLmRNA /CNT=236 /TID=Mm.2065.1 /TIER=FL+Stack /STK=212 /UG=Mm.2065 /LL=55936 /D
MOE430_2_1448189_a_ 759.5 487.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_022009.1 /DB_XREF=gi:11528489 /GEN=Fliih /FEA=FLmRNA /CNT=256 /TID=Mm.25044.1 /TIER=FL+Stack /STK=139 /UG=Mm.25044 /LL=14248 /
MOE430_2_1448214_at 32.7 18.1 P P 0.01 0.01 -0.6 NC 0.5 gb:AK011810.1 /DB_XREF=gi:12848169 /FEA=FLmRNA /CNT=259 /TID=Mm.22676.1 /TIER=Stack /STK=13 /UG=Mm.22676 /LL=68263 /UG_GENE=Pdhb /
MOE430_2_1448276_at 2134.9 1366.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_053082.1 /DB_XREF=gi:16716364 /GEN=Tm4sf7 /FEA=FLmRNA /CNT=147 /TID=Mm.195498.1 /TIER=FL+Stack /STK=105 /UG=Mm.195498 /LL=20
MOE430_2_1448290_at 1.7 1.1 A A 0.78 0.72 -0.6 NC 0.5 gb:NM_011036.1 /DB_XREF=gi:6754979 /GEN=Pap /FEA=FLmRNA /CNT=137 /TID=Mm.2553.1 /TIER=FL+Stack /STK=101 /UG=Mm.2553 /LL=18489 /DEF
MOE430_2_1448303_at 9.4 7.4 A A 0.19 0.39 -0.6 NC 0.5 gb:NM_053110.1 /DB_XREF=gi:16716408 /GEN=Gpnmb /FEA=FLmRNA /CNT=151 /TID=Mm.23567.1 /TIER=FL+Stack /STK=98 /UG=Mm.23567 /LL=93695
MOE430_2_1448436_a_ 579.5 399.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008390.1 /DB_XREF=gi:6680466 /GEN=Irf1 /FEA=FLmRNA /CNT=112 /TID=Mm.1246.1 /TIER=FL+Stack /STK=74 /UG=Mm.1246 /LL=16362 /DEF=
MOE430_2_1448474_at 226.6 142.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_021605.1 /DB_XREF=gi:11037791 /GEN=Nek7 /FEA=FLmRNA /CNT=196 /TID=Mm.143817.1 /TIER=FL+Stack /STK=68 /UG=Mm.143817 /LL=59125
MOE430_2_1448477_at 297 182.2 P P 0.000244 0.000732 -0.6 D 0.99 gb:NM_021528.1 /DB_XREF=gi:10946955 /GEN=C4st2-pending /FEA=FLmRNA /CNT=95 /TID=Mm.28934.1 /TIER=FL+Stack /STK=68 /UG=Mm.28934 /LL=
MOE430_2_1448534_at 189.2 114.8 P P 0.000732 0.000732 -0.6 D 0.99 gb:NM_007547.1 /DB_XREF=gi:6671639 /GEN=Ptpns1 /FEA=FLmRNA /CNT=135 /TID=Mm.1682.1 /TIER=FL /STK=2 /UG=Mm.1682 /LL=19261 /DEF=Mus 
MOE430_2_1448566_at 6.4 6.2 A A 0.36 0.46 -0.6 NC 0.25 gb:AF226613.1 /DB_XREF=gi:7109246 /GEN=Fpn1 /FEA=FLmRNA /CNT=139 /TID=Mm.28756.1 /TIER=FL /STK=6 /UG=Mm.28756 /LL=53945 /DEF=Mus m
MOE430_2_1448577_x_ 533.4 342.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC004829.1 /DB_XREF=gi:13435995 /FEA=FLmRNA /CNT=206 /TID=Mm.2079.1 /TIER=FL+Stack /STK=57 /UG=Mm.2079 /LL=20973 /UG_GENE=Syng
MOE430_2_1448696_at 0.5 1.5 A A 0.72 0.78 -0.6 NC 0.51 gb:NM_010417.1 /DB_XREF=gi:6754179 /GEN=Heph /FEA=FLmRNA /CNT=58 /TID=Mm.27494.1 /TIER=FL+Stack /STK=46 /UG=Mm.27494 /LL=15203 /DE
MOE430_2_1448776_at 62.1 35.5 P A 0.01 0.08 -0.6 NC 0.99 gb:BE368753 /DB_XREF=gi:9314116 /DB_XREF=601222738F1 /CLONE=IMAGE:3591681 /FEA=FLmRNA /CNT=69 /TID=Mm.70462.1 /TIER=ConsEnd /STK
MOE430_2_1448813_at 11.6 5.1 A A 0.36 0.53 -0.6 NC 0.5 gb:NM_023383.1 /DB_XREF=gi:13184049 /GEN=Aadac /FEA=FLmRNA /CNT=90 /TID=Mm.24547.1 /TIER=FL+Stack /STK=38 /UG=Mm.24547 /LL=67758 /
MOE430_2_1448894_at 311 246 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008012.1 /DB_XREF=gi:6679790 /GEN=Fgfrp /FEA=FLmRNA /CNT=55 /TID=Mm.5378.1 /TIER=FL+Stack /STK=33 /UG=Mm.5378 /LL=14187 /DEF=
MOE430_2_1448900_at 163.1 102 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_138583.1 /DB_XREF=gi:20070387 /GEN=D16H22S680E /FEA=FLmRNA /CNT=59 /TID=Mm.27502.1 /TIER=FL+Stack /STK=33 /UG=Mm.27502 /LL=
MOE430_2_1448929_at 28.6 16.5 P P 0.01 0.03 -0.6 NC 0.9 gb:NM_028784.1 /DB_XREF=gi:13386349 /GEN=1200014I03Rik /FEA=FLmRNA /CNT=67 /TID=Mm.17403.1 /TIER=FL+Stack /STK=31 /UG=Mm.17403 /LL=
MOE430_2_1448950_at 155.3 106.3 P P 0.01 0.02 -0.6 NC 0.99 gb:NM_008362.1 /DB_XREF=gi:6680416 /GEN=Il1r1 /FEA=FLmRNA /CNT=50 /TID=Mm.896.1 /TIER=FL+Stack /STK=30 /UG=Mm.896 /LL=16177 /DEF=Mu
MOE430_2_1448961_at 366.4 224.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008880.1 /DB_XREF=gi:6679386 /GEN=Plscr2 /FEA=FLmRNA /CNT=91 /TID=Mm.10306.1 /TIER=FL+Stack /STK=29 /UG=Mm.10306 /LL=18828 /D
MOE430_2_1448988_at 3.6 3.6 A A 0.24 0.33 -0.6 NC 0.5 gb:BB728073 /DB_XREF=gi:16111348 /DB_XREF=BB728073 /CLONE=E860033A04 /FEA=FLmRNA /CNT=325 /TID=Mm.2445.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1449008_at 857 488.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_011657.1 /DB_XREF=gi:6755904 /GEN=Tulp3 /FEA=FLmRNA /CNT=61 /TID=Mm.12887.1 /TIER=FL+Stack /STK=27 /UG=Mm.12887 /LL=22158 /DE
MOE430_2_1449013_at 260.7 159.5 P P 0.000244 0.000732 -0.6 D 0.99 gb:BC003433.1 /DB_XREF=gi:13097377 /FEA=FLmRNA /CNT=57 /TID=Mm.30029.1 /TIER=FL+Stack /STK=27 /UG=Mm.30029 /LL=13631 /UG_GENE=Eef2
MOE430_2_1449128_at 55.6 29 P P 0.000732 0.005859 -0.6 D 0.99 gb:NM_025918.1 /DB_XREF=gi:13385405 /GEN=2610001E01Rik /FEA=FLmRNA /CNT=58 /TID=Mm.28624.1 /TIER=FL+Stack /STK=22 /UG=Mm.28624 /LL
MOE430_2_1449183_at 1530.9 1099.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_007744.1 /DB_XREF=gi:6680981 /GEN=Comt /FEA=FLmRNA /CNT=84 /TID=Mm.35853.1 /TIER=FL+Stack /STK=19 /UG=Mm.35853 /LL=12846 /DE
MOE430_2_1449250_at 42.1 23.3 P P 0.005859 0.008057 -0.6 NC 0.5 gb:NM_033573.1 /DB_XREF=gi:15809011 /GEN=Prcc /FEA=FLmRNA /CNT=32 /TID=Mm.35089.1 /TIER=FL+Stack /STK=17 /UG=Mm.35089 /LL=94315 /D
MOE430_2_1449286_at 10 8.3 A A 0.17 0.36 -0.6 NC 0.63 gb:NM_030699.1 /DB_XREF=gi:13507635 /GEN=Ntng1 /FEA=FLmRNA /CNT=30 /TID=Mm.39262.1 /TIER=FL+Stack /STK=16 /UG=Mm.39262 /LL=80883 /D
MOE430_2_1449310_at 7.9 3.1 A A 0.12 0.66 -0.6 NC 0.88 gb:BC005440.1 /DB_XREF=gi:13529403 /FEA=FLmRNA /CNT=34 /TID=Mm.4630.1 /TIER=FL+Stack /STK=15 /UG=Mm.4630 /LL=19217 /UG_GENE=Ptger2
MOE430_2_1449318_at 19.5 10 P A 0.000244 0.19 -0.6 NC 0.98 gb:NM_134028.1 /DB_XREF=gi:19527245 /GEN=AI504772 /FEA=FLmRNA /CNT=27 /TID=Mm.200079.1 /TIER=FL+Stack /STK=15 /UG=Mm.200079 /LL=10
MOE430_2_1449384_at 10.8 7.1 A A 0.46 0.63 -0.6 NC 0.73 gb:NM_025737.1 /DB_XREF=gi:13385197 /GEN=4931417E11Rik /FEA=FLmRNA /CNT=19 /TID=Mm.32219.1 /TIER=FL+Stack /STK=12 /UG=Mm.32219 /LL
MOE430_2_1449511_a_ 455 262.9 P P 0.000732 0.000732 -0.6 D 0.99 gb:NM_133772.1 /DB_XREF=gi:19526995 /GEN=1210002E11Rik /FEA=FLmRNA /CNT=46 /TID=Mm.6667.1 /TIER=FL+Stack /STK=8 /UG=Mm.6667 /LL=76
MOE430_2_1449540_at 3.8 1.3 A A 0.56 0.69 -0.6 NC 0.66 gb:NM_023894.1 /DB_XREF=gi:12963858 /GEN=1600026O01Rik /FEA=FLmRNA /CNT=10 /TID=Mm.156958.1 /TIER=FL+Stack /STK=8 /UG=Mm.156958 /L
MOE430_2_1449604_at 14.4 9.3 A A 0.06 0.33 -0.6 NC 0.5 gb:BQ127142 /DB_XREF=gi:20201053 /DB_XREF=ii60b12.x1 /CLONE=IMAGE:5945831 /FEA=EST /CNT=5 /TID=Mm.220379.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1449725_at 6.2 8.2 A A 0.08 0.09 -0.6 NC 0.59 gb:AI324119 /DB_XREF=gi:4058548 /DB_XREF=mh23g03.x1 /CLONE=IMAGE:443380 /FEA=EST /CNT=1 /TID=Mm.170041.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449739_at 15.2 12.9 A A 0.12 0.26 -0.6 NC 0.5 gb:AU044268 /DB_XREF=gi:3979803 /DB_XREF=AU044268 /CLONE=J0917D06 /FEA=EST /CNT=1 /TID=Mm.201436.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1449865_at 40.2 24.8 P P 0.02 0.03 -0.6 NC 0.94 gb:NM_009152.1 /DB_XREF=gi:6677910 /GEN=Sema3a /FEA=FLmRNA /CNT=32 /TID=Mm.5020.1 /TIER=FL /STK=1 /UG=Mm.5020 /LL=20346 /DEF=Mus 
MOE430_2_1449871_at 64.4 50.6 P P 0.000732 0.00415 -0.6 NC 0.99 gb:NM_023814.1 /DB_XREF=gi:12963834 /GEN=Tbx18 /FEA=FLmRNA /CNT=10 /TID=Mm.118184.1 /TIER=FL /STK=5 /UG=Mm.118184 /LL=76365 /DEF=M
MOE430_2_1449926_at 2.1 2.5 A A 0.56 0.66 -0.6 NC 0.74 gb:NM_011617.1 /DB_XREF=gi:6755838 /GEN=Tnfsf7 /FEA=FLmRNA /CNT=4 /TID=Mm.42228.1 /TIER=FL /STK=4 /UG=Mm.42228 /LL=21948 /DEF=Mus 
MOE430_2_1450018_s_ 94.6 79.6 P P 0.005859 0.01 -0.6 D 0.99 gb:BB032012 /DB_XREF=gi:15403590 /DB_XREF=BB032012 /CLONE=5830468I05 /FEA=FLmRNA /CNT=155 /TID=Mm.41116.1 /TIER=Stack /STK=112 /U
MOE430_2_1450070_s_ 557.8 355.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BF456404 /DB_XREF=gi:11522573 /DB_XREF=UI-M-BZ1-bkw-h-04-0-UI.s1 /CLONE=UI-M-BZ1-bkw-h-04-0-UI /FEA=FLmRNA /CNT=61 /TID=Mm.20
MOE430_2_1450099_a_ 1082 676.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_008094.1 /DB_XREF=gi:6679954 /GEN=Gba /FEA=FLmRNA /CNT=21 /TID=Mm.5031.1 /TIER=FL /STK=2 /UG=Mm.5031 /LL=14466 /DEF=Mus mus
MOE430_2_1450107_a_ 136.1 93 P P 0.000732 0.00415 -0.6 D 0.99 gb:NM_023132.1 /DB_XREF=gi:12963508 /GEN=Renbp /FEA=FLmRNA /CNT=24 /TID=Mm.28280.1 /TIER=FL /STK=2 /UG=Mm.28280 /LL=19703 /DEF=Mu
MOE430_2_1450178_at 33.2 14.5 P P 0.000244 0.001953 -0.6 NC 0.99 gb:NM_054054.1 /DB_XREF=gi:16905088 /GEN=Fsrg3 /FEA=FLmRNA /CNT=16 /TID=Mm.24536.1 /TIER=FL /STK=2 /UG=Mm.24536 /LL=114642 /DEF=Mu
MOE430_2_1450256_at 0.5 0.9 A A 0.6 0.85 -0.6 NC 0.91 gb:NM_009887.1 /DB_XREF=gi:6753409 /GEN=Cer1 /FEA=FLmRNA /CNT=7 /TID=Mm.6780.1 /TIER=FL /STK=2 /UG=Mm.6780 /LL=12622 /DEF=Mus mus
MOE430_2_1450326_at 10.3 6.7 A A 0.27 0.53 -0.6 NC 0.5 gb:NM_009167.1 /DB_XREF=gi:6677936 /GEN=Shc3 /FEA=FLmRNA /CNT=3 /TID=Mm.4803.1 /TIER=FL /STK=2 /UG=Mm.4803 /LL=20418 /DEF=Mus mus
MOE430_2_1450446_a_ 66.1 37.7 P P 0.00415 0.008057 -0.6 NC 0.99 gb:AB000710.1 /DB_XREF=gi:2274773 /GEN=SSI-1 /FEA=FLmRNA /CNT=14 /TID=Mm.130.1 /TIER=FL /STK=1 /UG=Mm.130 /LL=12703 /DEF=Mus musc
MOE430_2_1450472_s_ 133.2 98.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BI150236 /DB_XREF=gi:14610237 /DB_XREF=602915447F1 /CLONE=IMAGE:5065930 /FEA=FLmRNA /CNT=19 /TID=Mm.7320.1 /TIER=ConsEnd /STK=
MOE430_2_1450581_at 28.3 18.2 A A 0.36 0.27 -0.6 NC 0.28 gb:NM_015738.1 /DB_XREF=gi:7657113 /GEN=Galr3 /FEA=FLmRNA /CNT=1 /TID=Mm.57148.1 /TIER=FL /STK=1 /UG=Mm.57148 /LL=14429 /DEF=Mus m
MOE430_2_1450675_at 361.6 267.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_133716.1 /DB_XREF=gi:19526897 /GEN=1810031K02Rik /FEA=FLmRNA /CNT=87 /TID=Mm.145384.1 /TIER=FL+Stack /STK=30 /UG=Mm.145384 /
MOE430_2_1450716_at 4157.4 3028.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:D67076.1 /DB_XREF=gi:1813339 /GEN=ADAMTS-1 /FEA=FLmRNA /CNT=94 /TID=Mm.1421.1 /TIER=FL+Stack /STK=17 /UG=Mm.1421 /LL=11504 /DE
MOE430_2_1450770_at 4.1 1.2 A A 0.86 0.79 -0.6 NC 0.5 gb:BC023359.1 /DB_XREF=gi:19484220 /FEA=FLmRNA /CNT=62 /TID=Mm.86928.1 /TIER=FL+Stack /STK=10 /UG=Mm.86928 /LL=67419 /UG_GENE=3632
MOE430_2_1450784_at 665.2 443 P P 0.000244 0.000244 -0.6 D 0.99 gb:NM_016678.1 /DB_XREF=gi:7710063 /GEN=Reck /FEA=FLmRNA /CNT=42 /TID=Mm.20862.1 /TIER=FL+Stack /STK=9 /UG=Mm.20862 /LL=53614 /DEF
MOE430_2_1450878_at 1511.2 987.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK008404.1 /DB_XREF=gi:12842569 /FEA=FLmRNA /CNT=88 /TID=Mm.25353.1 /TIER=Stack /STK=37 /UG=Mm.25353 /LL=66527 /UG_GENE=2210417
MOE430_2_1450905_at 15 7.9 A A 0.06 0.19 -0.6 NC 0.76 gb:BB765457 /DB_XREF=gi:16193520 /DB_XREF=BB765457 /CLONE=G370051I17 /FEA=FLmRNA /CNT=106 /TID=Mm.103764.1 /TIER=Stack /STK=13 /U
MOE430_2_1450918_s_ 226.6 121.1 P P 0.00293 0.01 -0.6 D 0.99 gb:BG868120 /DB_XREF=gi:14218660 /DB_XREF=602787218F1 /CLONE=IMAGE:4913213 /FEA=FLmRNA /CNT=80 /TID=Mm.22845.1 /TIER=Stack /STK=2



MOE430_2_1451070_at 1216.4 890.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC013758.1 /DB_XREF=gi:15489316 /FEA=FLmRNA /CNT=327 /TID=Mm.205830.1 /TIER=FL+Stack /STK=210 /UG=Mm.205830 /LL=14567 /UG_GENE=
MOE430_2_1451081_a_ 1003.6 654.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:U94988.1 /DB_XREF=gi:11036455 /GEN=nulp1 /FEA=FLmRNA /CNT=313 /TID=Mm.2875.1 /TIER=FL+Stack /STK=166 /UG=Mm.2875 /LL=66855 /DEF=
MOE430_2_1451149_at 506.2 330.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC008527.1 /DB_XREF=gi:14250209 /FEA=FLmRNA /CNT=180 /TID=Mm.22403.1 /TIER=FL+Stack /STK=90 /UG=Mm.22403 /LL=72157 /UG_GENE=26
MOE430_2_1451207_at 673.9 471.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC023022.1 /DB_XREF=gi:18605990 /FEA=FLmRNA /CNT=141 /TID=Mm.27199.1 /TIER=FL+Stack /STK=64 /UG=Mm.27199 /DEF=Mus musculus, clone
MOE430_2_1451310_a_ 3626.9 2517.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:J02583.1 /DB_XREF=gi:192681 /FEA=FLmRNA /CNT=83 /TID=Mm.930.2 /TIER=FL+Stack /STK=38 /UG=Mm.930 /LL=13039 /UG_GENE=Ctsl /UG_TITL
MOE430_2_1451314_a_ 279.8 181.3 P P 0.000732 0.000732 -0.6 NC 0.97 gb:L08431.1 /DB_XREF=gi:202348 /FEA=FLmRNA /CNT=52 /TID=Mm.1021.2 /TIER=FL+Stack /STK=38 /UG=Mm.1021 /LL=22329 /UG_GENE=Vcam1 /DE
MOE430_2_1451352_s_ 327.5 195.2 P P 0.001953 0.005859 -0.6 D 0.99 gb:BC022124.1 /DB_XREF=gi:18381006 /FEA=FLmRNA /CNT=39 /TID=Mm.18821.2 /TIER=FL+Stack /STK=32 /UG=Mm.18821 /LL=116871 /UG_GENE=Mt
MOE430_2_1451497_at 11.3 6.5 A A 0.11 0.53 -0.6 NC 0.5 gb:BG243172 /DB_XREF=gi:12752987 /DB_XREF=602355277F1 /CLONE=IMAGE:4483674 /FEA=FLmRNA /CNT=83 /TID=Mm.43737.1 /TIER=ConsEnd /ST
MOE430_2_1451529_at 38.1 29.5 P A 0.01 0.08 -0.6 NC 0.93 gb:BC017611.1 /DB_XREF=gi:17160879 /FEA=FLmRNA /CNT=29 /TID=Mm.44416.1 /TIER=FL+Stack /STK=12 /UG=Mm.44416 /DEF=Mus musculus, clone 
MOE430_2_1451544_at 61.3 27.7 P M 0.01 0.05 -0.6 NC 0.98 gb:BC017613.1 /DB_XREF=gi:17160885 /FEA=FLmRNA /CNT=37 /TID=Mm.216384.1 /TIER=FL+Stack /STK=10 /UG=Mm.216384 /DEF=Mus musculus, clon
MOE430_2_1451589_at 133.1 91.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC026208.1 /DB_XREF=gi:20072190 /FEA=FLmRNA /CNT=16 /TID=Mm.27612.1 /TIER=FL /STK=6 /UG=Mm.27612 /DEF=Mus musculus, Similar to LOC
MOE430_2_1451615_at 9.4 8.7 A A 0.17 0.49 -0.6 NC 0.74 gb:BC026374.1 /DB_XREF=gi:20071335 /FEA=FLmRNA /CNT=7 /TID=Mm.120297.1 /TIER=FL /STK=5 /UG=Mm.120297 /DEF=Mus musculus, clone MGC:3
MOE430_2_1451621_at 269.1 160.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC002200.1 /DB_XREF=gi:12805454 /FEA=FLmRNA /CNT=90 /TID=Mm.26611.1 /TIER=FL /STK=4 /UG=Mm.26611 /LL=78825 /UG_GENE=5830417C01
MOE430_2_1451643_a_ 896.8 575.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC007147.1 /DB_XREF=gi:13938059 /FEA=FLmRNA /CNT=16 /TID=Mm.197516.1 /TIER=FL /STK=3 /UG=Mm.197516 /LL=19342 /UG_GENE=Rab4b /D
MOE430_2_1451663_a_ 241.9 172 P P 0.001221 0.001221 -0.6 D 0.99 gb:AF220019.1 /DB_XREF=gi:12407368 /GEN=Trim3 /FEA=FLmRNA /CNT=4 /TID=Mm.29290.1 /TIER=FL /STK=3 /UG=Mm.29290 /LL=55992 /DEF=Mus m
MOE430_2_1451708_at 14.2 7.9 M A 0.05 0.19 -0.6 NC 0.5 gb:AF045766.1 /DB_XREF=gi:3282841 /GEN=GPR33 /FEA=FLmRNA /CNT=4 /TID=Mm.12890.1 /TIER=FL /STK=2 /UG=Mm.12890 /LL=14762 /DEF=Mus m
MOE430_2_1451743_at 249.4 169.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC026369.1 /DB_XREF=gi:20071329 /FEA=FLmRNA /CNT=52 /TID=Mm.220363.1 /TIER=FL /STK=1 /UG=Mm.220363 /DEF=Mus musculus, similar to hy
MOE430_2_1451814_a_ 93.9 68.3 P P 0.000732 0.000732 -0.6 NC 0.99 gb:AF061972.1 /DB_XREF=gi:3820524 /FEA=FLmRNA /CNT=7 /TID=Mm.20801.2 /TIER=FL /STK=1 /UG=Mm.20801 /LL=53415 /UG_GENE=Htatip2 /DEF=
MOE430_2_1451861_at 18.4 7.9 A A 0.17 0.27 -0.6 NC 0.48 gb:BC016199.1 /DB_XREF=gi:16740633 /FEA=FLmRNA /CNT=3 /TID=Mm.213214.1 /TIER=FL /STK=1 /UG=Mm.213214 /DEF=Mus musculus, Similar to RIK
MOE430_2_1451886_at 24.3 14.7 P P 0.01 0.02 -0.6 NC 0.69 gb:AF215896.1 /DB_XREF=gi:11385415 /GEN=Speg /FEA=FLmRNA /CNT=1 /TID=Mm.2104.2 /TIER=FL /STK=1 /UG=Mm.2104 /LL=11790 /DEF=Mus mus
MOE430_2_1451931_x_ 34.7 12 A A 0.06 0.17 -0.6 NC 0.98 gb:M69068.1 /DB_XREF=gi:199791 /FEA=FLmRNA /CNT=1 /TID=Mm.33263.5 /TIER=FL /STK=1 /UG=Mm.33263 /LL=14964 /UG_GENE=H2-D1 /DEF=Mus
MOE430_2_1451936_a_ 78.5 42.6 P A 0.02 0.14 -0.6 NC 0.98 gb:BC013688.1 /DB_XREF=gi:15489158 /FEA=FLmRNA /CNT=1 /TID=Mm.90520.2 /TIER=FL /STK=1 /UG=Mm.90520 /LL=26462 /UG_GENE=Txnrd2 /DEF
MOE430_2_1452055_at 825.9 575.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB770944 /DB_XREF=gi:16197258 /DB_XREF=BB770944 /CLONE=G370118L18 /FEA=FLmRNA /CNT=118 /TID=Mm.165042.1 /TIER=Stack /STK=31 /
MOE430_2_1452207_at 1026.3 664.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:Y15163.1 /DB_XREF=gi:3059126 /GEN=mrg1 /FEA=mRNA /CNT=148 /TID=Mm.9524.2 /TIER=Stack /STK=57 /UG=Mm.9524 /LL=17684 /DEF=Mus mus
MOE430_2_1452213_at 149.6 86.3 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM239615 /DB_XREF=gi:17874885 /DB_XREF=K0537D07-3 /CLONE=K0537D07 /FEA=mRNA /CNT=89 /TID=Mm.28253.1 /TIER=Stack /STK=47 /UG=M
MOE430_2_1452238_at 58.6 46.2 P P 0.001953 0.00293 -0.6 NC 0.95 gb:BB130716 /DB_XREF=gi:16266310 /DB_XREF=BB130716 /CLONE=9630046O06 /FEA=mRNA /CNT=170 /TID=Mm.6461.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452246_at 659.6 414.6 P P 0.000244 0.000244 -0.6 D 0.99 gb:U58888.1 /DB_XREF=gi:1407662 /FEA=mRNA /CNT=130 /TID=Mm.4165.1 /TIER=Stack /STK=35 /UG=Mm.4165 /LL=20409 /UG_GENE=Sh3d3 /DEF=M
MOE430_2_1452249_at 175 132.2 P P 0.008057 0.01 -0.6 D 0.99 gb:BC022643.1 /DB_XREF=gi:18490571 /FEA=mRNA /CNT=59 /TID=Mm.206145.1 /TIER=Stack /STK=35 /UG=Mm.206145 /LL=106042 /UG_GENE=111005
MOE430_2_1452327_at 372.8 280.4 P P 0.000732 0.001953 -0.6 D 0.99 gb:BF164393 /DB_XREF=gi:11044705 /DB_XREF=601772722F1 /CLONE=IMAGE:3991828 /FEA=mRNA /CNT=45 /TID=Mm.40574.1 /TIER=Stack /STK=13 /
MOE430_2_1452357_at 611.3 392.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF033350.1 /DB_XREF=gi:3986408 /GEN=Cdcrel-1 /FEA=mRNA /CNT=132 /TID=Mm.29976.1 /TIER=Stack /STK=45 /UG=Mm.29976 /LL=18951 /DEF=
MOE430_2_1452359_at 290 197.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:BI248354 /DB_XREF=gi:14794168 /DB_XREF=602966964F1 /CLONE=IMAGE:5116671 /FEA=mRNA /CNT=103 /TID=Mm.30122.1 /TIER=Stack /STK=39 
MOE430_2_1452404_at 37.5 23.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB321846 /DB_XREF=gi:15411402 /DB_XREF=BB321846 /CLONE=B330003E09 /FEA=mRNA /CNT=22 /TID=Mm.100282.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1452453_a_ 8.8 6.1 A A 0.36 0.63 -0.6 NC 0.57 gb:X14836.1 /DB_XREF=gi:50416 /FEA=mRNA /CNT=11 /TID=Mm.8037.2 /TIER=ConsEnd /STK=0 /UG=Mm.8037 /LL=12322 /UG_GENE=Camk2a /UG_TIT
MOE430_2_1452562_at 2.4 0.9 A A 0.75 0.94 -0.6 NC 0.54 gb:Z29652.1 /DB_XREF=gi:984671 /GEN=Smcy /FEA=mRNA /CNT=1 /TID=Mm.1064.2 /TIER=ConsEnd /STK=0 /UG=Mm.1064 /LL=20592 /DEF=M.musculu
MOE430_2_1452631_at 16.1 8.1 A A 0.08 0.33 -0.6 NC 0.91 gb:AI852705 /DB_XREF=gi:5496611 /DB_XREF=UI-M-BH0-aji-e-08-0-UI.s1 /CLONE=UI-M-BH0-aji-e-08-0-UI /FEA=mRNA /CNT=21 /TID=Mm.219578.1 
MOE430_2_1452803_at 324.6 256.5 P P 0.001221 0.005859 -0.6 D 0.99 gb:BM208214 /DB_XREF=gi:17764315 /DB_XREF=C0624A10-3 /CLONE=C0624A10 /FEA=mRNA /CNT=75 /TID=Mm.22213.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1452804_at 41.3 28.4 P P 0.01 0.03 -0.6 NC 0.98 gb:BG298252 /DB_XREF=gi:13062537 /DB_XREF=602396411F1 /CLONE=IMAGE:4511210 /FEA=mRNA /CNT=49 /TID=Mm.33810.1 /TIER=Stack /STK=38 
MOE430_2_1452857_at 44 21.7 P P 0.001953 0.01 -0.6 NC 0.93 gb:AW546339 /DB_XREF=gi:7191748 /DB_XREF=L0006H04-3 /CLONE=L0006H04 /FEA=mRNA /CNT=85 /TID=Mm.29496.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1452864_at 70.4 50.3 P P 0.001221 0.000732 -0.6 NC 0.86 gb:BM022689 /DB_XREF=gi:16537037 /DB_XREF=id64b12.x1 /CLONE=IMAGE:5667814 /FEA=mRNA /CNT=36 /TID=Mm.29257.1 /TIER=Stack /STK=27 /U
MOE430_2_1452943_at 13.3 5.8 A A 0.24 0.33 -0.6 NC 0.5 gb:BF383782 /DB_XREF=gi:11365087 /DB_XREF=602044693F1 /CLONE=IMAGE:4194167 /FEA=mRNA /CNT=108 /TID=Mm.37515.1 /TIER=ConsEnd /STK=
MOE430_2_1452979_at 51.3 34.5 P P 0.000244 0.00415 -0.6 NC 0.9 gb:AK014265.1 /DB_XREF=gi:12851996 /FEA=mRNA /CNT=29 /TID=Mm.82354.1 /TIER=Stack /STK=16 /UG=Mm.82354 /LL=73242 /UG_GENE=3110080J0
MOE430_2_1452988_at 154.1 93.3 P P 0.001953 0.008057 -0.6 D 0.99 gb:AK011997.1 /DB_XREF=gi:12848469 /FEA=mRNA /CNT=31 /TID=Mm.116833.1 /TIER=Stack /STK=15 /UG=Mm.116833 /LL=67170 /UG_GENE=2610306
MOE430_2_1452989_at 14 8.1 P M 0.01 0.05 -0.6 NC 0.53 gb:BB315961 /DB_XREF=gi:9022996 /DB_XREF=BB315961 /CLONE=B230362A02 /FEA=mRNA /CNT=36 /TID=Mm.82240.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1453025_at 25.3 13.8 P M 0.01 0.05 -0.6 NC 0.35 gb:AK011824.1 /DB_XREF=gi:12848191 /FEA=mRNA /CNT=14 /TID=Mm.778.1 /TIER=Stack /STK=12 /UG=Mm.778 /LL=70437 /UG_GENE=2610107G07Rik
MOE430_2_1453187_at 65.4 59.1 P P 0.00293 0.000732 -0.6 NC 0.92 gb:AV062896 /DB_XREF=gi:16380822 /DB_XREF=AV062896 /CLONE=2010004M21 /FEA=mRNA /CNT=31 /TID=Mm.38806.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1453287_at 52.6 30.6 P P 0.00415 0.01 -0.6 MD 0.99 gb:AK012871.1 /DB_XREF=gi:12849899 /FEA=mRNA /CNT=19 /TID=Mm.27619.1 /TIER=Stack /STK=8 /UG=Mm.27619 /LL=67434 /UG_GENE=0610012A05
MOE430_2_1453297_at 13.2 15.5 A A 0.53 0.43 -0.6 NC 0.45 gb:AK016850.1 /DB_XREF=gi:12855804 /FEA=mRNA /CNT=14 /TID=Mm.154327.1 /TIER=ConsEnd /STK=7 /UG=Mm.154327 /LL=71146 /UG_GENE=49334
MOE430_2_1453414_at 17.1 11.2 P P 0.000732 0.005859 -0.6 NC 0.69 gb:BB133023 /DB_XREF=gi:15408426 /DB_XREF=BB133023 /CLONE=9830004P05 /FEA=mRNA /CNT=26 /TID=Mm.101711.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1453470_a_ 99.5 61.4 P A 0.00415 0.06 -0.6 D 0.99 gb:BG094302 /DB_XREF=gi:12576865 /DB_XREF=uu75e02.x1 /CLONE=IMAGE:3382370 /FEA=mRNA /CNT=19 /TID=Mm.202311.2 /TIER=ConsEnd /STK=2
MOE430_2_1453495_at 6.1 1.6 A A 0.66 0.91 -0.6 NC 0.66 gb:AK009217.1 /DB_XREF=gi:12843870 /FEA=mRNA /CNT=6 /TID=Mm.20163.1 /TIER=ConsEnd /STK=2 /UG=Mm.20163 /LL=69511 /UG_GENE=2310008B
MOE430_2_1453498_x_ 264.7 163.2 P P 0.000244 0.000732 -0.6 D 0.99 gb:AK003108.1 /DB_XREF=gi:12833560 /FEA=mRNA /CNT=9 /TID=Mm.181033.3 /TIER=ConsEnd /STK=2 /UG=Mm.181033 /LL=68428 /UG_GENE=101000
MOE430_2_1453526_at 6.3 3.1 A A 0.3 0.14 -0.6 NC 0.5 gb:AK015686.1 /DB_XREF=gi:12854112 /FEA=mRNA /CNT=5 /TID=Mm.55809.1 /TIER=ConsEnd /STK=2 /UG=Mm.55809 /LL=74954 /UG_GENE=4930503E
MOE430_2_1453561_x_ 5.6 7 P P 0.02 0.01 -0.6 NC 0.92 gb:BB809910 /DB_XREF=gi:16982539 /DB_XREF=BB809910 /CLONE=G730001L09 /FEA=mRNA /CNT=3 /TID=Mm.160045.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453661_at 20.1 17.4 P A 0.04 0.21 -0.6 NC 0.5 gb:AK018659.1 /DB_XREF=gi:12858476 /FEA=mRNA /CNT=5 /TID=Mm.119115.1 /TIER=ConsEnd /STK=1 /UG=Mm.119115 /LL=71585 /UG_GENE=913040
MOE430_2_1453737_at 58.1 34.8 P P 0.00293 0.001953 -0.6 NC 0.99 gb:BI157060 /DB_XREF=gi:14617061 /DB_XREF=602921341F1 /CLONE=IMAGE:5061419 /FEA=mRNA /CNT=30 /TID=Mm.28661.1 /TIER=ConsEnd /STK=0
MOE430_2_1453750_x_ 44.6 25.4 P P 0.000244 0.008057 -0.6 NC 0.99 gb:BI654600 /DB_XREF=gi:15568836 /DB_XREF=603285507F1 /CLONE=IMAGE:5329728 /FEA=mRNA /CNT=18 /TID=Mm.38610.3 /TIER=ConsEnd /STK=0
MOE430_2_1453770_at 11.3 7.2 P A 0.04 0.09 -0.6 NC 0.5 gb:AV294399 /DB_XREF=gi:16392612 /DB_XREF=AV294399 /CLONE=5530600K16 /FEA=mRNA /CNT=16 /TID=Mm.105759.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453776_at 30.1 18.9 M A 0.05 0.08 -0.6 NC 0.94 gb:BB632998 /DB_XREF=gi:16469502 /DB_XREF=BB632998 /CLONE=A230103P11 /FEA=mRNA /CNT=10 /TID=Mm.133427.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453822_at 16.7 17.2 P P 0.03 0.03 -0.6 NC 0.74 gb:BG916281 /DB_XREF=gi:14296757 /DB_XREF=602815007F1 /CLONE=IMAGE:4937280 /FEA=mRNA /CNT=5 /TID=Mm.174759.1 /TIER=ConsEnd /STK=
MOE430_2_1453843_at 24.3 9.9 A A 0.14 0.36 -0.6 NC 0.51 gb:BF384198 /DB_XREF=gi:11365503 /DB_XREF=602045438F1 /CLONE=IMAGE:4194969 /FEA=mRNA /CNT=4 /TID=Mm.159453.1 /TIER=ConsEnd /STK=0
MOE430_2_1453889_at 1.1 0.7 A A 0.74 0.97 -0.6 NC 0.83 gb:AK015492.1 /DB_XREF=gi:12853856 /FEA=mRNA /CNT=3 /TID=Mm.109161.1 /TIER=ConsEnd /STK=2 /UG=Mm.109161 /LL=74883 /UG_GENE=493046
MOE430_2_1453913_a_ 86.5 67.1 P P 0.008057 0.02 -0.6 D 0.99 gb:BE691515 /DB_XREF=gi:10079139 /DB_XREF=uv68d11.x1 /CLONE=IMAGE:3412341 /FEA=mRNA /CNT=2 /TID=Mm.14814.2 /TIER=ConsEnd /STK=1 /U
MOE430_2_1453971_at 12.9 10.1 A A 0.21 0.33 -0.6 NC 0.5 gb:AK018435.1 /DB_XREF=gi:12858133 /FEA=mRNA /CNT=3 /TID=Mm.158703.1 /TIER=ConsEnd /STK=0 /UG=Mm.158703 /LL=71463 /UG_GENE=843042
MOE430_2_1454008_at 2.3 1.5 A A 0.66 0.85 -0.6 NC 0.58 gb:AK008118.1 /DB_XREF=gi:12842104 /FEA=mRNA /CNT=2 /TID=Mm.33202.2 /TIER=ConsEnd /STK=0 /UG=Mm.33202 /LL=71974 /UG_GENE=2410018A
MOE430_2_1454038_at 1 1.3 A A 0.82 0.96 -0.6 NC 0.5 gb:AK014652.1 /DB_XREF=gi:12852642 /FEA=mRNA /CNT=1 /TID=Mm.159244.1 /TIER=ConsEnd /STK=0 /UG=Mm.159244 /LL=74574 /UG_GENE=483340
MOE430_2_1454061_at 13 8 P P 0.04 0.01 -0.6 NC 0.18 gb:AK017246.1 /DB_XREF=gi:12856387 /GEN=Gt(ROSA)26asSor /FEA=mRNA /CNT=1 /TID=Mm.781.2 /TIER=ConsEnd /STK=0 /UG=Mm.781 /LL=14911 /
MOE430_2_1454112_a_ 14 9.8 A A 0.52 0.39 -0.6 NC 0.28 gb:AK012779.1 /DB_XREF=gi:12849746 /FEA=mRNA /CNT=1 /TID=Mm.196262.3 /TIER=ConsEnd /STK=0 /UG=Mm.196262 /LL=66296 /UG_GENE=241000
MOE430_2_1454190_at 9.2 5 A A 0.53 0.43 -0.6 NC 0.18 gb:AK020677.1 /DB_XREF=gi:12861330 /FEA=mRNA /CNT=1 /TID=Mm.160145.1 /TIER=ConsEnd /STK=0 /UG=Mm.160145 /LL=78883 /UG_GENE=963001
MOE430_2_1454227_at 11.8 9.2 P A 0.03 0.14 -0.6 NC 0.97 gb:AK015389.1 /DB_XREF=gi:12853711 /GEN=Htatip2 /FEA=mRNA /CNT=1 /TID=Mm.220139.1 /TIER=ConsEnd /STK=0 /UG=Mm.220139 /UG_TITLE=Mus
MOE430_2_1454235_a_ 30.5 23 A A 0.12 0.14 -0.6 NC 0.5 gb:AK006421.1 /DB_XREF=gi:12839514 /FEA=mRNA /CNT=1 /TID=Mm.156885.2 /TIER=ConsEnd /STK=0 /UG=Mm.156885 /LL=66262 /UG_GENE=181001
MOE430_2_1454239_at 3.8 2.8 A A 0.33 0.53 -0.6 NC 0.7 gb:AK016301.1 /DB_XREF=gi:12854980 /FEA=mRNA /CNT=1 /TID=Mm.159632.1 /TIER=ConsEnd /STK=0 /UG=Mm.159632 /LL=75952 /UG_GENE=493057
MOE430_2_1454254_s_ 5.1 2.7 A A 0.39 0.5 -0.6 NC 0.5 gb:AK002767.1 /DB_XREF=gi:12832990 /FEA=mRNA /CNT=1 /TID=Mm.195522.1 /TIER=ConsEnd /STK=0 /UG=Mm.195522 /LL=68367 /UG_GENE=061003
MOE430_2_1454258_at 18 11.5 A A 0.27 0.39 -0.6 NC 0.86 gb:AK003565.1 /DB_XREF=gi:12834307 /FEA=mRNA /CNT=1 /TID=Mm.158214.1 /TIER=ConsEnd /STK=0 /UG=Mm.158214 /LL=68500 /UG_GENE=111000
MOE430_2_1454301_at 21.7 10.6 A A 0.12 0.24 -0.6 NC 0.5 gb:BB532219 /DB_XREF=gi:9584148 /DB_XREF=BB532219 /CLONE=E030022O03 /FEA=mRNA /CNT=3 /TID=Mm.158924.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454334_at 1.3 0.7 A A 0.9 0.9 -0.6 NC 0.5 gb:AK013051.1 /DB_XREF=gi:12850176 /FEA=mRNA /CNT=2 /TID=Mm.76237.1 /TIER=ConsEnd /STK=0 /UG=Mm.76237 /LL=69243 /UG_GENE=2810409C
MOE430_2_1454367_at 17.2 11.5 A A 0.36 0.24 -0.6 NC 0.5 gb:AK015130.1 /DB_XREF=gi:12853350 /FEA=mRNA /CNT=2 /TID=Mm.78346.1 /TIER=ConsEnd /STK=0 /UG=Mm.78346 /LL=73951 /UG_GENE=4930413G
MOE430_2_1454371_at 3.6 0.8 A A 0.5 0.87 -0.6 NC 0.55 gb:AK005920.1 /DB_XREF=gi:12838750 /GEN=Mg29 /FEA=mRNA /CNT=2 /TID=Mm.69315.1 /TIER=ConsEnd /STK=0 /UG=Mm.69315 /UG_TITLE=Mus mus
MOE430_2_1454403_at 9 5.8 A A 0.55 0.5 -0.6 NC 0.5 gb:AK015514.1 /DB_XREF=gi:12853890 /FEA=mRNA /CNT=1 /TID=Mm.159585.1 /TIER=ConsEnd /STK=0 /UG=Mm.159585 /LL=75816 /UG_GENE=493046
MOE430_2_1454670_at 340.6 262 P P 0.000244 0.000244 -0.6 D 0.99 gb:AW556696 /DB_XREF=gi:7202125 /DB_XREF=L0272B01-3 /CLONE=L0272B01 /FEA=EST /CNT=160 /TID=Mm.200885.1 /TIER=Stack /STK=78 /UG=M
MOE430_2_1454671_at 427.8 276.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB005488 /DB_XREF=gi:16214909 /DB_XREF=BB005488 /CLONE=4732466K09 /FEA=EST /CNT=130 /TID=Mm.30221.1 /TIER=Stack /STK=78 /UG=M
MOE430_2_1454751_at 21.1 16 P A 0.008057 0.14 -0.6 NC 0.5 gb:BM247306 /DB_XREF=gi:17882576 /DB_XREF=K0749H07-3 /CLONE=K0749H07 /FEA=EST /CNT=68 /TID=Mm.24857.1 /TIER=Stack /STK=55 /UG=Mm
MOE430_2_1454752_at 6.8 4.2 A A 0.27 0.11 -0.6 NC 0.28 gb:AV307961 /DB_XREF=gi:15405998 /DB_XREF=AV307961 /CLONE=5730557I02 /FEA=EST /CNT=57 /TID=Mm.38269.1 /TIER=Stack /STK=55 /UG=Mm.
MOE430_2_1454960_at 647.4 434.5 P P 0.001221 0.001221 -0.6 D 0.99 gb:BI646741 /DB_XREF=gi:15560977 /DB_XREF=603279769F1 /CLONE=IMAGE:5320025 /FEA=EST /CNT=65 /TID=Mm.28611.1 /TIER=Stack /STK=32 /UG
MOE430_2_1454987_a_ 169.8 100.9 P P 0.000244 0.000244 -0.6 D 0.99 gb:AI323545 /DB_XREF=gi:4057974 /DB_XREF=mp28f08.x1 /CLONE=IMAGE:570567 /FEA=EST /CNT=35 /TID=Mm.15479.2 /TIER=Stack /STK=31 /UG=M
MOE430_2_1455029_at 22.3 9 P A 0.00415 0.11 -0.6 NC 0.77 gb:BB342219 /DB_XREF=gi:16404563 /DB_XREF=BB342219 /CLONE=B930036B02 /FEA=EST /CNT=35 /TID=Mm.203900.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1455080_at 7.6 3.4 A A 0.3 0.56 -0.6 NC 0.5 gb:BB375209 /DB_XREF=gi:16407373 /DB_XREF=BB375209 /CLONE=C130078N17 /FEA=EST /CNT=55 /TID=Mm.218545.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1455101_at 22.1 19.9 P P 0.00293 0.001953 -0.6 NC 0.91 gb:BE631955 /DB_XREF=gi:9914643 /DB_XREF=uu09h08.x1 /CLONE=IMAGE:3371487 /FEA=EST /CNT=25 /TID=Mm.80476.1 /TIER=Stack /STK=25 /UG=
MOE430_2_1455109_at 24.4 20.5 P P 0.001953 0.000244 -0.6 NC 0.68 gb:BG071620 /DB_XREF=gi:12554189 /DB_XREF=H3101C04-3 /CLONE=H3101C04 /FEA=EST /CNT=85 /TID=Mm.200511.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1455137_at 12.4 9.5 A A 0.33 0.53 -0.6 NC 0.5 gb:AW536472 /DB_XREF=gi:7178889 /DB_XREF=G0104H06-3 /CLONE=G0104H06 /FEA=EST /CNT=54 /TID=Mm.11007.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1455198_a_ 253 161.8 P P 0.000244 0.000732 -0.6 D 0.99 gb:BB550312 /DB_XREF=gi:16447903 /DB_XREF=BB550312 /CLONE=E230021I15 /FEA=EST /CNT=22 /TID=Mm.23096.3 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1455265_a_ 13 7.1 A A 0.49 0.66 -0.6 NC 0.82 gb:BB100249 /DB_XREF=gi:8752817 /DB_XREF=BB100249 /CLONE=9430072A08 /FEA=EST /CNT=21 /TID=Mm.181709.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455461_at 12.5 7.4 A A 0.19 0.19 -0.6 NC 0.68 gb:BQ174983 /DB_XREF=gi:20350475 /DB_XREF=UI-M-DJ2-bwb-j-20-0-UI.s1 /CLONE=UI-M-DJ2-bwb-j-20-0-UI /FEA=EST /CNT=19 /TID=Mm.35367.1
MOE430_2_1455482_at 434.1 304.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BQ175609 /DB_XREF=gi:20351101 /DB_XREF=UI-M-DJ2-bvx-m-04-0-UI.s1 /CLONE=UI-M-DJ2-bvx-m-04-0-UI /FEA=EST /CNT=86 /TID=Mm.632.6 
MOE430_2_1455494_at 2333 1388.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:BI794771 /DB_XREF=gi:15822496 /DB_XREF=ic64f12.x2 /CLONE=IMAGE:5658407 /FEA=EST /CNT=18 /TID=Mm.22621.2 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455679_at 7.9 7.5 A A 0.12 0.33 -0.6 NC 0.5 gb:BE457727 /DB_XREF=gi:9480174 /DB_XREF=us96c11.x1 /CLONE=IMAGE:3326228 /FEA=EST /CNT=34 /TID=Mm.200618.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1455755_at 33.4 33.1 A A 0.06 0.11 -0.6 NC 0.96 gb:BB026554 /DB_XREF=gi:8202812 /DB_XREF=BB026554 /CLONE=5330434A13 /FEA=EST /CNT=11 /TID=Mm.70999.1 /TIER=Stack /STK=8 /UG=Mm.70
MOE430_2_1455779_at 69.4 39.9 P P 0.005859 0.00293 -0.6 NC 0.86 gb:BQ175021 /DB_XREF=gi:20350513 /DB_XREF=UI-M-DJ2-bwd-c-07-0-UI.s1 /CLONE=UI-M-DJ2-bwd-c-07-0-UI /FEA=EST /CNT=13 /TID=Mm.23195
MOE430_2_1455809_x_ 676.7 416.2 P P 0.001221 0.001221 -0.6 D 0.99 gb:BB224153 /DB_XREF=gi:8892765 /DB_XREF=BB224153 /CLONE=A530085F12 /FEA=EST /CNT=59 /TID=Mm.34315.3 /TIER=Stack /STK=59 /UG=Mm.
MOE430_2_1455874_at 40.4 24.3 P P 0.001221 0.01 -0.6 NC 0.98 gb:AA940303 /DB_XREF=gi:3099847 /DB_XREF=vz43d11.r1 /CLONE=IMAGE:1329237 /FEA=EST /CNT=39 /TID=Mm.45155.2 /TIER=Stack /STK=32 /UG=M
MOE430_2_1455908_a_ 2774.1 1837.8 P P 0.000732 0.000732 -0.6 D 0.99 gb:AV102733 /DB_XREF=gi:5250281 /DB_XREF=AV102733 /CLONE=2410108P07 /FEA=EST /CNT=28 /TID=Mm.34126.2 /TIER=Stack /STK=27 /UG=Mm.3
MOE430_2_1455931_at 8.1 4.6 A A 0.19 0.43 -0.6 NC 0.5 gb:BB460687 /DB_XREF=gi:16426561 /DB_XREF=BB460687 /CLONE=D130068A06 /FEA=EST /CNT=40 /TID=Mm.205308.2 /TIER=Stack /STK=24 /UG=M
MOE430_2_1456045_at 74.6 50.2 P P 0.000732 0.001953 -0.6 D 0.99 gb:AV173571 /DB_XREF=gi:16383881 /DB_XREF=AV173571 /CLONE=5730405O07 /FEA=EST /CNT=25 /TID=Mm.46729.2 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1456110_at 36.5 29.2 A A 0.39 0.36 -0.6 NC 0.5 gb:BB320513 /DB_XREF=gi:16403317 /DB_XREF=BB320513 /CLONE=B230386D16 /FEA=EST /CNT=93 /TID=Mm.41929.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456143_at 99.9 77.3 P P 0.000244 0.000732 -0.6 NC 0.99 gb:BM203042 /DB_XREF=gi:17757477 /DB_XREF=C0248E03-3 /CLONE=C0248E03 /FEA=EST /CNT=28 /TID=Mm.218583.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456146_at 39.3 37 P M 0.005859 0.05 -0.6 D 0.99 gb:BI735554 /DB_XREF=gi:15712567 /DB_XREF=603357666F1 /CLONE=IMAGE:5364809 /FEA=EST /CNT=23 /TID=Mm.206203.1 /TIER=Stack /STK=14 /U
MOE430_2_1456149_at 6.3 3.2 A A 0.71 0.69 -0.6 NC 0.5 gb:BB386621 /DB_XREF=gi:16408447 /DB_XREF=BB386621 /CLONE=C230047J02 /FEA=EST /CNT=23 /TID=Mm.36275.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456178_at 14.7 10.7 A P 0.08 0.01 -0.6 NC 0.22 gb:BF730112 /DB_XREF=gi:12047976 /DB_XREF=mab59g02.x1 /CLONE=IMAGE:3974595 /FEA=EST /CNT=25 /TID=Mm.122640.1 /TIER=Stack /STK=14 /U
MOE430_2_1456236_s_ 327.6 224.6 P P 0.000244 0.001221 -0.6 D 0.99 gb:AU019438 /DB_XREF=gi:3375022 /DB_XREF=AU019438 /CLONE=J0517G05 /FEA=EST /CNT=13 /TID=Mm.202706.1 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1456251_x_ 974.8 579.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB132602 /DB_XREF=gi:8786992 /DB_XREF=BB132602 /CLONE=9830001K12 /FEA=EST /CNT=13 /TID=Mm.1508.2 /TIER=Stack /STK=13 /UG=Mm.15
MOE430_2_1456392_at 193.4 129.2 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM118381 /DB_XREF=gi:17086407 /DB_XREF=L0910B11-3 /CLONE=L0910B11 /FEA=EST /CNT=41 /TID=Mm.39339.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456442_at 83.5 57.2 P P 0.000244 0.001221 -0.6 D 0.99 gb:BG065737 /DB_XREF=gi:12548300 /DB_XREF=H3034F07-3 /CLONE=H3034F07 /FEA=EST /CNT=13 /TID=Mm.200929.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456452_at 8.3 6.6 A A 0.3 0.3 -0.6 NC 0.5 gb:AV279505 /DB_XREF=gi:16391278 /DB_XREF=AV279505 /CLONE=4933407O07 /FEA=EST /CNT=10 /TID=Mm.79114.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456552_at 2.5 1.6 A A 0.6 0.87 -0.6 NC 0.5 gb:BB021606 /DB_XREF=gi:16257709 /DB_XREF=BB021606 /CLONE=5330406O12 /FEA=EST /CNT=9 /TID=Mm.129645.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1456570_at 8.3 5.1 A A 0.33 0.53 -0.6 NC 0.65 gb:BB801576 /DB_XREF=gi:16971199 /DB_XREF=BB801576 /CLONE=G630038C05 /FEA=EST /CNT=9 /TID=Mm.166384.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456618_at 20.2 13.1 M A 0.05 0.12 -0.6 NC 0.5 gb:BE985602 /DB_XREF=gi:10659078 /DB_XREF=UI-M-CG0p-bep-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bep-e-07-0-UI /FEA=EST /CNT=32 /TID=Mm.295
MOE430_2_1456642_x_ 5582.9 3475.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:AV295650 /DB_XREF=gi:6327667 /DB_XREF=AV295650 /CLONE=5730435N04 /FEA=EST /CNT=11 /TID=Mm.1.2 /TIER=Stack /STK=8 /UG=Mm.1 /LL=
MOE430_2_1456678_at 1.3 1.3 A A 0.88 0.82 -0.6 NC 0.5 gb:AV314270 /DB_XREF=gi:16394431 /DB_XREF=AV314270 /CLONE=5830417I11 /FEA=EST /CNT=9 /TID=Mm.133369.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456844_at 0.7 0.3 A A 0.85 0.91 -0.6 NC 0.5 gb:AV346472 /DB_XREF=gi:15406626 /DB_XREF=AV346472 /CLONE=6430579P05 /FEA=EST /CNT=7 /TID=Mm.74265.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456864_at 63.3 42.6 P P 0.000244 0.000732 -0.6 NC 0.99 gb:BB210733 /DB_XREF=gi:8875686 /DB_XREF=BB210733 /CLONE=A430099G08 /FEA=EST /CNT=7 /TID=Mm.131217.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456866_x_ 6.8 1.9 A A 0.63 0.75 -0.6 NC 0.5 gb:AV047101 /DB_XREF=gi:4866766 /DB_XREF=AV047101 /CLONE=1700065K23 /FEA=EST /CNT=7 /TID=Mm.45613.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456887_at 61.2 35.4 P P 0.001953 0.00415 -0.6 D 0.99 gb:AW228687 /DB_XREF=gi:6557983 /DB_XREF=up19c06.x1 /CLONE=IMAGE:2654794 /FEA=EST /CNT=10 /TID=Mm.59898.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1456903_at 164.4 105.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB470225 /DB_XREF=gi:16427738 /DB_XREF=BB470225 /CLONE=D230032H18 /FEA=EST /CNT=14 /TID=Mm.25693.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456914_at 16 11.8 P P 0.001953 0.03 -0.6 NC 0.58 gb:AV231970 /DB_XREF=gi:15405003 /DB_XREF=AV231970 /CLONE=4632410P17 /FEA=EST /CNT=8 /TID=Mm.38384.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456962_at 8.1 7.5 A A 0.11 0.39 -0.6 NC 0.5 gb:BB451758 /DB_XREF=gi:16425592 /DB_XREF=BB451758 /CLONE=D130012K04 /FEA=EST /CNT=7 /TID=Mm.90134.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456969_at 46.6 28.4 P P 0.00415 0.001221 -0.6 NC 0.98 gb:BB043424 /DB_XREF=gi:16258779 /DB_XREF=BB043424 /CLONE=6030473J12 /FEA=EST /CNT=6 /TID=Mm.112933.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456973_at 15.8 10.1 P A 0.01 0.24 -0.6 NC 0.95 gb:BM232132 /DB_XREF=gi:17867402 /DB_XREF=K0318H06-3 /CLONE=K0318H06 /FEA=EST /CNT=6 /TID=Mm.214730.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456996_at 7.6 6.2 A A 0.14 0.27 -0.6 NC 0.5 gb:BB284213 /DB_XREF=gi:8984662 /DB_XREF=BB284213 /CLONE=A930105C04 /FEA=EST /CNT=6 /TID=Mm.40558.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457143_at 40.4 22.8 P P 0.001953 0.008057 -0.6 NC 0.98 gb:BB322292 /DB_XREF=gi:16403413 /DB_XREF=BB322292 /CLONE=B330014E22 /FEA=EST /CNT=10 /TID=Mm.138931.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457206_at 11.6 5.9 A A 0.11 0.17 -0.6 NC 0.5 gb:BB439768 /DB_XREF=gi:16424596 /DB_XREF=BB439768 /CLONE=D030018P15 /FEA=EST /CNT=5 /TID=Mm.121685.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457209_at 15 9.6 P M 0.03 0.05 -0.6 NC 0.44 gb:BB125647 /DB_XREF=gi:16262204 /DB_XREF=BB125647 /CLONE=9630007F03 /FEA=EST /CNT=5 /TID=Mm.122309.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457321_at 20.8 14.4 P P 0.003662 0.01 -0.6 NC 0.5 gb:BE630574 /DB_XREF=gi:9913262 /DB_XREF=uu37e06.x1 /CLONE=IMAGE:3374146 /FEA=EST /CNT=7 /TID=Mm.118591.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1457388_at 13.4 9.2 A A 0.08 0.3 -0.6 NC 0.55 gb:BB528241 /DB_XREF=gi:16444620 /DB_XREF=BB528241 /CLONE=D930045K22 /FEA=EST /CNT=5 /TID=Mm.207905.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457404_at 72.6 37.7 P P 0.000732 0.000244 -0.6 D 0.99 gb:BM240058 /DB_XREF=gi:17875328 /DB_XREF=K0545E06-3 /CLONE=K0545E06 /FEA=EST /CNT=5 /TID=Mm.217305.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457432_at 0.4 0.7 A A 0.93 0.93 -0.6 NC 0.5 gb:BB357661 /DB_XREF=gi:9069489 /DB_XREF=BB357661 /CLONE=C030023G16 /FEA=EST /CNT=5 /TID=Mm.197632.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457456_at 21 9.6 A A 0.17 0.3 -0.6 NC 0.58 gb:AI481735 /DB_XREF=gi:4374961 /DB_XREF=vh33h05.x1 /CLONE=IMAGE:888825 /FEA=EST /CNT=5 /TID=Mm.207692.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457570_at 4.7 2 A A 0.21 0.36 -0.6 NC 0.5 gb:BB169751 /DB_XREF=gi:16269264 /DB_XREF=BB169751 /CLONE=A230012K17 /FEA=EST /CNT=4 /TID=Mm.101527.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457713_at 6.9 4.3 A A 0.06 0.35 -0.6 NC 0.5 gb:BB341696 /DB_XREF=gi:16404538 /DB_XREF=BB341696 /CLONE=B930033H10 /FEA=EST /CNT=7 /TID=Mm.69042.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457845_at 8 7.3 M A 0.05 0.16 -0.6 NC 0.5 gb:AI504798 /DB_XREF=gi:4402649 /DB_XREF=vl19f09.x1 /CLONE=IMAGE:972713 /FEA=EST /CNT=5 /TID=Mm.139219.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458003_at 19 8.3 P M 0.01 0.06 -0.6 NC 0.51 gb:BG070609 /DB_XREF=gi:12553178 /DB_XREF=H3089B10-3 /CLONE=H3089B10 /FEA=EST /CNT=4 /TID=Mm.166739.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458024_at 6.8 5.7 P A 0.02 0.24 -0.6 NC 0.58 gb:BB339393 /DB_XREF=gi:16404400 /DB_XREF=BB339393 /CLONE=B930018B01 /FEA=EST /CNT=4 /TID=Mm.44299.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458098_at 2.6 1.2 A A 0.43 0.75 -0.6 NC 0.83 gb:BB279619 /DB_XREF=gi:16401179 /DB_XREF=BB279619 /CLONE=A930018O04 /FEA=EST /CNT=3 /TID=Mm.93215.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458142_at 13.1 8.8 P A 0.01 0.18 -0.6 NC 0.74 gb:AV339913 /DB_XREF=gi:16396802 /DB_XREF=AV339913 /CLONE=6430511K22 /FEA=EST /CNT=3 /TID=Mm.118690.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458194_at 14.1 7.1 A A 0.3 0.43 -0.6 NC 0.51 gb:AV355474 /DB_XREF=gi:16397335 /DB_XREF=AV355474 /CLONE=7330411N07 /FEA=EST /CNT=3 /TID=Mm.139270.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458246_at 5 4.4 A A 0.43 0.11 -0.6 NC 0.33 gb:BM934733 /DB_XREF=gi:19393885 /DB_XREF=UI-M-BH2.2-aql-c-06-0-UI.r1 /CLONE=UI-M-BH2.2-aql-c-06-0-UI /FEA=EST /CNT=3 /TID=Mm.59200
MOE430_2_1458268_s_ 507.1 325.8 P P 0.000732 0.001953 -0.6 D 0.99 gb:AI649005 /DB_XREF=gi:4729839 /DB_XREF=uk34a10.x1 /CLONE=IMAGE:1970874 /FEA=EST /CNT=3 /TID=Mm.200652.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458274_at 15.4 14.5 P A 0.008057 0.14 -0.6 NC 0.88 gb:AV242394 /DB_XREF=gi:16386750 /DB_XREF=AV242394 /CLONE=4831408E05 /FEA=EST /CNT=3 /TID=Mm.60025.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458309_at 37.3 17.5 P P 0.01 0.01 -0.6 NC 0.79 gb:BM122422 /DB_XREF=gi:17106190 /DB_XREF=L0509F09-3 /CLONE=L0509F09 /FEA=EST /CNT=3 /TID=Mm.214364.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458323_at 1.2 0.4 A A 0.8 0.93 -0.6 NC 0.5 gb:BB257479 /DB_XREF=gi:8950312 /DB_XREF=BB257479 /CLONE=A730080A17 /FEA=EST /CNT=3 /TID=Mm.113997.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458364_s_ 628.6 414.7 P P 0.000244 0.000244 -0.6 D 0.99 gb:BM068979 /DB_XREF=gi:16908526 /DB_XREF=id71e10.x1 /CLONE=IMAGE:5668699 /FEA=EST /CNT=15 /TID=Mm.27214.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458459_a_ 7.8 4.2 A A 0.14 0.36 -0.6 NC 0.5 gb:BB312740 /DB_XREF=gi:16402825 /DB_XREF=BB312740 /CLONE=B230337J15 /FEA=EST /CNT=6 /TID=Mm.31753.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458493_a_ 8.9 4 P A 0.03 0.39 -0.6 NC 0.3 gb:BE982367 /DB_XREF=gi:10652452 /DB_XREF=UI-M-CG0p-bfe-c-04-0-UI.s1 /CLONE=UI-M-CG0p-bfe-c-04-0-UI /FEA=EST /CNT=5 /TID=Mm.13131
MOE430_2_1458716_at 3.1 0.4 A A 0.75 0.78 -0.6 NC 0.5 gb:BB376480 /DB_XREF=gi:16407514 /DB_XREF=BB376480 /CLONE=C130085G02 /FEA=EST /CNT=4 /TID=Mm.209212.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458763_at 3.7 2.7 A A 0.27 0.24 -0.6 NC 0.51 gb:C78024 /DB_XREF=gi:2518354 /DB_XREF=C78024 /CLONE=J0041F04 /FEA=EST /CNT=3 /TID=Mm.172676.1 /TIER=ConsEnd /STK=2 /UG=Mm.17267
MOE430_2_1458896_at 13.4 10.3 A A 0.36 0.53 -0.6 NC 0.62 gb:BB279987 /DB_XREF=gi:16401209 /DB_XREF=BB279987 /CLONE=A930022E20 /FEA=EST /CNT=3 /TID=Mm.212084.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458897_at 75.7 45.5 P P 0.01 0.01 -0.6 NC 0.99 gb:BB794320 /DB_XREF=gi:16963939 /DB_XREF=BB794320 /CLONE=G430149L16 /FEA=EST /CNT=3 /TID=Mm.213349.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459047_x_ 0.7 0.8 A A 0.78 0.78 -0.6 NC 0.8 gb:BB749667 /DB_XREF=gi:16153903 /DB_XREF=BB749667 /CLONE=G030105N21 /FEA=EST /CNT=3 /TID=Mm.207305.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459054_at 28.4 16.6 A M 0.06 0.05 -0.6 NC 0.62 gb:BB496939 /DB_XREF=gi:16441907 /DB_XREF=BB496939 /CLONE=D630005H08 /FEA=EST /CNT=3 /TID=Mm.89623.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459085_at 16.6 14.7 P A 0.04 0.19 -0.6 NC 0.5 gb:BG066528 /DB_XREF=gi:12549185 /DB_XREF=H3045A04-3 /CLONE=H3045A04 /FEA=EST /CNT=3 /TID=Mm.5873.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459116_at 1.3 0.8 A A 0.66 0.82 -0.6 NC 0.54 gb:BG068845 /DB_XREF=gi:12551414 /DB_XREF=H3069H11-3 /CLONE=H3069H11 /FEA=EST /CNT=3 /TID=Mm.173681.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459124_at 20.8 10.6 A A 0.08 0.27 -0.6 NC 0.54 gb:BG068653 /DB_XREF=gi:12551222 /DB_XREF=H3067H07-3 /CLONE=H3067H07 /FEA=EST /CNT=3 /TID=Mm.173627.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459127_at 6.5 3.6 A A 0.53 0.72 -0.6 NC 0.5 gb:BQ174864 /DB_XREF=gi:20350356 /DB_XREF=UI-M-DJ2-bwc-a-19-0-UI.s1 /CLONE=UI-M-DJ2-bwc-a-19-0-UI /FEA=EST /CNT=3 /TID=Mm.44516.1
MOE430_2_1459141_at 2.4 1.1 A A 0.87 0.99 -0.6 NC 0.93 gb:BB667838 /DB_XREF=gi:16399287 /DB_XREF=BB667838 /CLONE=C730046D02 /FEA=EST /CNT=3 /TID=Mm.175096.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459149_at 8.7 3.4 A A 0.53 0.36 -0.6 NC 0.4 gb:BM122336 /DB_XREF=gi:17106104 /DB_XREF=L0508F03-3 /CLONE=L0508F03 /FEA=EST /CNT=3 /TID=Mm.218397.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459157_at 1.3 0.4 A A 0.94 0.99 -0.6 NC 0.72 gb:BG072245 /DB_XREF=gi:12554814 /DB_XREF=H3108D05-3 /CLONE=H3108D05 /FEA=EST /CNT=2 /TID=Mm.173926.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1459222_x_ 7.3 6.7 A A 0.27 0.6 -0.6 NC 0.36 gb:BG069057 /DB_XREF=gi:12551626 /DB_XREF=H3072C06-3 /CLONE=H3072C06 /FEA=EST /CNT=2 /TID=Mm.173753.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459354_at 0.7 0.3 A A 0.96 0.93 -0.6 NC 0.73 gb:AV264369 /DB_XREF=gi:16389206 /DB_XREF=AV264369 /CLONE=4930445H08 /FEA=EST /CNT=2 /TID=Mm.212742.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459411_at 15.8 8.2 A A 0.14 0.27 -0.6 NC 0.5 gb:BB162504 /DB_XREF=gi:16268697 /DB_XREF=BB162504 /CLONE=A130067M18 /FEA=EST /CNT=2 /TID=Mm.207863.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459429_at 12.9 7.1 A A 0.24 0.27 -0.6 NC 0.36 gb:AW538151 /DB_XREF=gi:7180568 /DB_XREF=C0103H01-3 /CLONE=C0103H01 /FEA=EST /CNT=2 /TID=Mm.182545.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459487_at 6 2.5 A A 0.46 0.6 -0.6 NC 0.39 gb:AU024006 /DB_XREF=gi:3394353 /DB_XREF=AU024006 /CLONE=J0442H03 /FEA=EST /CNT=2 /TID=Mm.173688.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459505_at 5.1 1.6 A A 0.27 0.39 -0.6 NC 0.5 gb:BG069138 /DB_XREF=gi:12551707 /DB_XREF=H3073B07-3 /CLONE=H3073B07 /FEA=EST /CNT=2 /TID=Mm.173782.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459544_at 5.2 4.4 A A 0.08 0.43 -0.6 NC 0.55 gb:BB180990 /DB_XREF=gi:16270037 /DB_XREF=BB180990 /CLONE=A230088E03 /FEA=EST /CNT=2 /TID=Mm.212654.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459644_at 10.8 7.2 P A 0.03 0.19 -0.6 NC 0.55 gb:BB770535 /DB_XREF=gi:16212804 /DB_XREF=BB770535 /CLONE=G370114D10 /FEA=EST /CNT=2 /TID=Mm.211610.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459653_at 1.9 0.5 A A 0.36 0.85 -0.6 NC 0.9 gb:BG068885 /DB_XREF=gi:12551454 /DB_XREF=H3070D03-3 /CLONE=H3070D03 /FEA=EST /CNT=2 /TID=Mm.173694.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459683_at 12.2 5.6 A A 0.19 0.46 -0.6 NC 0.5 gb:AW123906 /DB_XREF=gi:6099436 /DB_XREF=UI-M-BH2.1-app-g-12-0-UI.s1 /CLONE=UI-M-BH2.1-app-g-12-0-UI /FEA=EST /CNT=2 /TID=Mm.59179
MOE430_2_1459689_at 11 6.4 P A 0.008057 0.17 -0.6 NC 0.9 gb:BE331869 /DB_XREF=gi:9205578 /DB_XREF=us51b06.x1 /CLONE=IMAGE:3215891 /FEA=EST /CNT=2 /TID=Mm.209023.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459754_x_ 10.9 8.4 A A 0.36 0.5 -0.6 NC 0.66 gb:BB095432 /DB_XREF=gi:8740466 /DB_XREF=BB095432 /CLONE=9430051B03 /FEA=EST /CNT=2 /TID=Mm.189877.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459796_at 1.4 0.3 A A 0.78 0.99 -0.6 NC 0.62 gb:AV204968 /DB_XREF=gi:6145821 /DB_XREF=AV204968 /CLONE=1700061E18 /FEA=EST /CNT=2 /TID=Mm.48752.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459889_at 8.1 6 A A 0.08 0.3 -0.6 NC 0.5 gb:AV373372 /DB_XREF=gi:15406843 /DB_XREF=AV373372 /CLONE=9030623F02 /FEA=EST /CNT=3 /TID=Mm.97893.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1459919_a_ 26.9 19 P P 0.00293 0.03 -0.6 NC 0.63 gb:BE288498 /DB_XREF=gi:9168230 /DB_XREF=601095774F1 /CLONE=IMAGE:3490147 /FEA=EST /CNT=6 /TID=Mm.35571.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1459928_at 16.9 7.6 A A 0.24 0.39 -0.6 NC 0.53 gb:BG172753 /DB_XREF=gi:12679456 /DB_XREF=602337180F1 /CLONE=IMAGE:4460395 /FEA=EST /CNT=3 /TID=Mm.13144.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1460019_at 0.4 1.4 A A 0.8 0.93 -0.6 NC 0.58 gb:AI507006 /DB_XREF=gi:4404857 /DB_XREF=vi75f12.x1 /CLONE=IMAGE:918095 /FEA=EST /CNT=8 /TID=Mm.33624.1 /TIER=Stack /STK=8 /UG=Mm.33
MOE430_2_1460051_at 3.9 2 A A 0.36 0.6 -0.6 NC 0.39 gb:AW990746 /DB_XREF=gi:8186479 /DB_XREF=uf10e10.x1 /CLONE=IMAGE:1510986 /FEA=EST /CNT=16 /TID=Mm.59997.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1460078_at 18.1 8 A A 0.46 0.46 -0.6 NC 0.3 gb:AW125038 /DB_XREF=gi:6100568 /DB_XREF=UI-M-BH2.1-apx-a-09-0-UI.s1 /CLONE=UI-M-BH2.1-apx-a-09-0-UI /FEA=EST /CNT=8 /TID=Mm.10622
MOE430_2_1460167_at 511 333.1 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC012407.1 /DB_XREF=gi:15214564 /FEA=FLmRNA /CNT=262 /TID=Mm.30250.1 /TIER=FL+Stack /STK=175 /UG=Mm.30250 /LL=28121 /UG_GENE=D
MOE430_2_1460263_at 44.6 23 P P 0.008057 0.04 -0.6 NC 0.79 gb:C76364 /DB_XREF=gi:2516694 /DB_XREF=C76364 /CLONE=J0009D04 /FEA=EST /CNT=1 /TID=Mm.200149.1 /TIER=ConsEnd /STK=0 /UG=Mm.20014
MOE430_2_1460303_at 166.7 119.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:AW556220 /DB_XREF=gi:7201649 /DB_XREF=L0265D10-3 /CLONE=L0265D10 /FEA=FLmRNA /CNT=182 /TID=Mm.4918.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1460341_at 319.6 230.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF189817.1 /DB_XREF=gi:6013424 /GEN=Evt2 /FEA=FLmRNA /CNT=317 /TID=Mm.28491.1 /TIER=FL+Stack /STK=193 /UG=Mm.28491 /DEF=Mus mus
MOE430_2_1460346_at 2039.4 1386.4 P P 0.000244 0.000244 -0.6 D 0.99 gb:BC011284.1 /DB_XREF=gi:15030074 /FEA=FLmRNA /CNT=137 /TID=Mm.620.1 /TIER=FL+Stack /STK=80 /UG=Mm.620 /LL=11883 /UG_GENE=Arsa /D
MOE430_2_1460409_at 732.6 529.7 P P 0.000732 0.000732 -0.6 D 0.99 gb:AI987925 /DB_XREF=gi:5819719 /DB_XREF=um08h07.x1 /CLONE=IMAGE:2182525 /FEA=mRNA /CNT=146 /TID=Mm.18522.1 /TIER=Stack /STK=11 /U
MOE430_2_1460457_at 15.5 9.1 P A 0.04 0.14 -0.6 NC 0.5 gb:AK012993.1 /DB_XREF=gi:12850080 /FEA=mRNA /CNT=14 /TID=Mm.31786.1 /TIER=Stack /STK=9 /UG=Mm.31786 /LL=69975 /UG_GENE=2810405F17
MOE430_2_1460466_at 197.1 122 P P 0.000244 0.000244 -0.6 D 0.99 gb:BB824055 /DB_XREF=gi:17002298 /DB_XREF=BB824055 /CLONE=G830030N12 /FEA=mRNA /CNT=66 /TID=Mm.32508.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1460475_at 13 3.9 A A 0.17 0.46 -0.6 NC 0.5 gb:AV310576 /DB_XREF=gi:6363611 /DB_XREF=AV310576 /CLONE=5730591F06 /FEA=mRNA /CNT=5 /TID=Mm.196661.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460520_at 34.9 23.2 A A 0.17 0.24 -0.6 NC 0.72 gb:AK014178.1 /DB_XREF=gi:12851871 /FEA=mRNA /CNT=1 /TID=Mm.171536.1 /TIER=ConsEnd /STK=0 /UG=Mm.171536 /LL=73195 /UG_GENE=311004
MOE430_2_1460546_at 20 11.4 A A 0.33 0.5 -0.6 NC 0.8 gb:BB187947 /DB_XREF=gi:16270596 /DB_XREF=BB187947 /CLONE=A330045L01 /FEA=EST /CNT=95 /TID=Mm.41708.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1460579_at 37.8 24.6 P P 0.000244 0.001953 -0.6 NC 0.99 gb:BQ085436 /DB_XREF=gi:20044640 /DB_XREF=ih76a08.x1 /CLONE=IMAGE:5682326 /FEA=EST /CNT=25 /TID=Mm.24680.2 /TIER=Stack /STK=20 /UG=
MOE430_2_1460589_at 26.6 18.1 P A 0.000732 0.06 -0.6 NC 0.3 gb:AV270881 /DB_XREF=gi:15405441 /DB_XREF=AV270881 /CLONE=4931402G12 /FEA=EST /CNT=42 /TID=Mm.97531.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1460619_at 66.1 39.4 P P 0.001953 0.000244 -0.6 NC 0.98 gb:AU067683 /DB_XREF=gi:4968420 /DB_XREF=AU067683 /CLONE=MNCb-0387 /FEA=EST /CNT=32 /TID=Mm.30903.1 /TIER=Stack /STK=22 /UG=Mm.3
MOE430_2_1460652_at 176.3 133.2 P P 0.005859 0.008057 -0.6 NC 0.98 gb:NM_007953.1 /DB_XREF=gi:6679692 /GEN=Esrra /FEA=FLmRNA /CNT=68 /TID=Mm.2563.1 /TIER=FL+Stack /STK=33 /UG=Mm.2563 /LL=26379 /DEF=
MOE430_2_1460700_at 1004.8 698.5 P P 0.000244 0.000244 -0.6 D 0.99 gb:AK004083.1 /DB_XREF=gi:12835126 /FEA=mRNA /CNT=154 /TID=Mm.3948.1 /TIER=Stack /STK=89 /UG=Mm.3948 /LL=68733 /UG_GENE=1110034C02
MOE430_2_1460709_a_ 386.7 197.8 P P 0.000244 0.000244 -0.6 D 0.99 gb:BG071718 /DB_XREF=gi:12554287 /DB_XREF=H3102D06-3 /CLONE=H3102D06 /FEA=EST /CNT=112 /TID=Mm.43745.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1460718_s_ 3628.6 2453 P P 0.000244 0.000244 -0.6 D 0.99 gb:AF192558.2 /DB_XREF=gi:6468759 /GEN=Mtch1 /FEA=FLmRNA /CNT=78 /TID=Mm.196578.1 /TIER=FL+Stack /STK=25 /UG=Mm.196578 /LL=56462 /
MOE430_2_AFFX-18S 89.5 60.1 P P 0.000446 0.002867 -0.6 D 0.99 Mus musculus /REF=X00686 /DEF=Mouse gene for 18S rRNA /LEN=1869 (_5, _M, _3 represent transcript regions 5 prime, Middle, and 3 prime respectively)
MOE430_2_AFFX-BioB 102.6 79.3 P P 0.000581 0.002275 -0.6 D 1 Escherichia coli /REF=J04423 /DEF=E coli bioB gene biotin synthetase /LEN=1114 (-5, -M, -3 represent transcript regions 5 prime, Middle, and 3 prime res
MOE430_2_AFFX-CreX 5792.3 3708.2 P P 0.000044 0.000044 -0.6 D 1 Bacteriophage /REF=X03453 /DEF=Bacteriophage P1 cre recombinase protein /LEN=1058 (-5 and -3 represent transcript regions 5 prime and 3 prime resp
MOE430_2_AFFX-r2-E 473.9 313.6 P P 0.000244 0.000244 -0.6 D 0.99 E. coli  GEN=bioC  DB_XREF=gb:J04423.1  NOTE=SIF corresponding to nucleotides 4257-4573 of gb:J04423.1  DEF=E.coli 7,8-diamino-pelargonic acid (bioA
MOE430_2_AFFX-r2-E 2322.9 1481.5 P P 0.000244 0.000244 -0.6 D 0.99 E. coli  GEN=bioD  DB_XREF=gb:J04423.1  NOTE=SIF corresponding to nucleotides 5312-5559 of gb:J04423.1, not 100% identical  DEF=E.coli 7,8-diamino-p
MOE430_2_1415743_at 215 124.7 P P 0.000732 0.00293 -0.7 D 0.99 gb:NM_010412.2 /DB_XREF=gi:6996923 /GEN=Hdac5 /FEA=FLmRNA /CNT=125 /TID=Mm.22665.1 /TIER=FL+Stack /STK=63 /UG=Mm.22665 /LL=15184 /
MOE430_2_1415797_at 311.4 200.6 P P 0.000732 0.001221 -0.7 D 0.99 gb:NM_007584.1 /DB_XREF=gi:6680827 /GEN=Ddr1 /FEA=FLmRNA /CNT=379 /TID=Mm.5021.1 /TIER=FL+Stack /STK=263 /UG=Mm.5021 /LL=12305 /DE
MOE430_2_1415935_at 3178.4 1953.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_022315.1 /DB_XREF=gi:11612492 /GEN=Smoc2 /FEA=FLmRNA /CNT=227 /TID=Mm.30162.1 /TIER=FL+Stack /STK=165 /UG=Mm.30162 /LL=64074
MOE430_2_1416023_at 25.8 16.7 A A 0.08 0.06 -0.7 NC 0.73 gb:NM_010174.1 /DB_XREF=gi:6753809 /GEN=Fabp3 /FEA=FLmRNA /CNT=232 /TID=Mm.22220.1 /TIER=FL+Stack /STK=143 /UG=Mm.22220 /LL=14077 /
MOE430_2_1416072_at 27.6 17.2 P A 0.03 0.14 -0.7 NC 0.99 gb:NM_133654.1 /DB_XREF=gi:19526791 /GEN=Cd34 /FEA=FLmRNA /CNT=203 /TID=Mm.29798.1 /TIER=FL+Stack /STK=133 /UG=Mm.29798 /LL=12490 
MOE430_2_1416188_at 72.1 54.5 P P 0.000244 0.01 -0.7 D 0.99 gb:NM_010299.1 /DB_XREF=gi:6806916 /GEN=Gm2a /FEA=FLmRNA /CNT=231 /TID=Mm.4140.1 /TIER=FL /STK=2 /UG=Mm.4140 /LL=14667 /DEF=Mus m
MOE430_2_1416195_at 484.3 284.3 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_008916.1 /DB_XREF=gi:6679448 /GEN=Pps /FEA=FLmRNA /CNT=174 /TID=Mm.1458.1 /TIER=FL+Stack /STK=115 /UG=Mm.1458 /LL=19062 /DEF
MOE430_2_1416542_at 139.9 101.9 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_009343.1 /DB_XREF=gi:6678266 /GEN=Tctex3 /FEA=FLmRNA /CNT=118 /TID=Mm.18643.1 /TIER=FL+Stack /STK=83 /UG=Mm.18643 /LL=21652 /
MOE430_2_1416543_at 1771.1 1106.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_010902.1 /DB_XREF=gi:6754831 /GEN=Nfe2l2 /FEA=FLmRNA /CNT=173 /TID=Mm.1025.1 /TIER=FL+Stack /STK=83 /UG=Mm.1025 /LL=18024 /DE
MOE430_2_1416632_at 192 138.5 P P 0.000732 0.01 -0.7 D 0.99 gb:NM_008615.1 /DB_XREF=gi:6678911 /GEN=Mod1 /FEA=FLmRNA /CNT=300 /TID=Mm.148155.1 /TIER=FL+Stack /STK=77 /UG=Mm.148155 /LL=17436 
MOE430_2_1416727_a_ 3133.9 1736 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_025797.1 /DB_XREF=gi:13385267 /GEN=0610009N12Rik /FEA=FLmRNA /CNT=158 /TID=Mm.31018.1 /TIER=FL+Stack /STK=71 /UG=Mm.31018 /L
MOE430_2_1416741_at 429.8 281.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:AW744319 /DB_XREF=gi:7656151 /DB_XREF=ur30g12.y1 /CLONE=IMAGE:3025894 /FEA=FLmRNA /CNT=155 /TID=Mm.7281.1 /TIER=ConsEnd /STK=1
MOE430_2_1416808_at 1783.2 989.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_010917.1 /DB_XREF=gi:6754853 /GEN=Nid1 /FEA=FLmRNA /CNT=287 /TID=Mm.4691.1 /TIER=FL+Stack /STK=68 /UG=Mm.4691 /LL=18073 /DEF
MOE430_2_1416823_a_ 230.8 109.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:AU067756 /DB_XREF=gi:4968493 /DB_XREF=AU067756 /CLONE=MNCb-1487 /FEA=FLmRNA /CNT=132 /TID=Mm.18502.1 /TIER=Stack /STK=11 /UG
MOE430_2_1416900_s_ 74.9 33.2 A A 0.08 0.14 -0.7 NC 0.53 gb:NM_138647.1 /DB_XREF=gi:20149717 /GEN=Lass1 /FEA=FLmRNA /CNT=81 /TID=Mm.154167.1 /TIER=FL+Stack /STK=65 /UG=Mm.154167 /LL=93898
MOE430_2_1417014_at 238.2 161.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:AF250139.1 /DB_XREF=gi:7644381 /FEA=FLmRNA /CNT=159 /TID=Mm.21549.1 /TIER=FL /STK=1 /UG=Mm.21549 /LL=80888 /UG_GENE=Cryac /DEF=
MOE430_2_1417081_a_ 850.1 487.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC004829.1 /DB_XREF=gi:13435995 /FEA=FLmRNA /CNT=206 /TID=Mm.2079.1 /TIER=FL+Stack /STK=57 /UG=Mm.2079 /LL=20973 /UG_GENE=Syng
MOE430_2_1417104_at 4059.9 2304.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC001999.1 /DB_XREF=gi:12805084 /FEA=FLmRNA /CNT=103 /TID=Mm.20829.1 /TIER=FL+Stack /STK=56 /UG=Mm.20829 /LL=13732 /UG_GENE=Em
MOE430_2_1417115_at 149.4 100.5 P P 0.000244 0.000244 -0.7 NC 0.99 gb:NM_009582.1 /DB_XREF=gi:7106456 /GEN=Map3k12 /FEA=FLmRNA /CNT=96 /TID=Mm.4358.1 /TIER=FL+Stack /STK=56 /UG=Mm.4358 /LL=26404 /D
MOE430_2_1417147_at 297.4 179.5 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_019833.1 /DB_XREF=gi:9790000 /GEN=AB030186 /FEA=FLmRNA /CNT=104 /TID=Mm.5166.1 /TIER=FL+Stack /STK=55 /UG=Mm.5166 /LL=56279 
MOE430_2_1417151_a_ 9.6 8.4 P A 0.04 0.3 -0.7 NC 0.5 gb:NM_008747.1 /DB_XREF=gi:6679153 /GEN=Ntsr2 /FEA=FLmRNA /CNT=61 /TID=Mm.5153.1 /TIER=FL+Stack /STK=55 /UG=Mm.5153 /LL=18217 /DEF
MOE430_2_1417161_at 607.7 359 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_026373.1 /DB_XREF=gi:13385869 /GEN=5830466O21Rik /FEA=FLmRNA /CNT=112 /TID=Mm.29609.1 /TIER=FL+Stack /STK=54 /UG=Mm.29609 /L
MOE430_2_1417162_at 1186.7 700.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC004752.1 /DB_XREF=gi:13435791 /FEA=FLmRNA /CNT=106 /TID=Mm.182921.1 /TIER=FL+Stack /STK=54 /UG=Mm.182921 /LL=69660 /UG_GENE=2
MOE430_2_1417179_at 270.1 152.6 P P 0.00293 0.01 -0.7 D 0.99 gb:NM_019571.1 /DB_XREF=gi:9625044 /GEN=Tm4sf9-pending /FEA=FLmRNA /CNT=106 /TID=Mm.31927.1 /TIER=FL+Stack /STK=54 /UG=Mm.31927 /LL
MOE430_2_1417195_at 157.7 85.1 P P 0.001221 0.000244 -0.7 NC 0.99 gb:BG068292 /DB_XREF=gi:12550861 /DB_XREF=H3063H02-3 /CLONE=H3063H02 /FEA=FLmRNA /CNT=244 /TID=Mm.21514.1 /TIER=Stack /STK=18 /U
MOE430_2_1417218_at 295 183.3 P P 0.001221 0.00293 -0.7 D 0.99 gb:NM_133746.1 /DB_XREF=gi:19526949 /GEN=2810048G17Rik /FEA=FLmRNA /CNT=74 /TID=Mm.31663.1 /TIER=FL+Stack /STK=53 /UG=Mm.31663 /LL
MOE430_2_1417240_at 2039.8 1276.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_011777.1 /DB_XREF=gi:6756084 /GEN=Zyx /FEA=FLmRNA /CNT=160 /TID=Mm.4895.1 /TIER=FL+Stack /STK=51 /UG=Mm.4895 /LL=22793 /DEF=
MOE430_2_1417297_at 402 256.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_080553.1 /DB_XREF=gi:18017581 /GEN=Itpr3 /FEA=FLmRNA /CNT=124 /TID=Mm.26945.1 /TIER=FL+Stack /STK=49 /UG=Mm.26945 /LL=16440 /D
MOE430_2_1417314_at 26.7 15.8 A A 0.08 0.21 -0.7 NC 0.98 gb:NM_008198.1 /DB_XREF=gi:6996918 /GEN=H2-Bf /FEA=FLmRNA /CNT=187 /TID=Mm.653.1 /TIER=FL+Stack /STK=48 /UG=Mm.653 /LL=14962 /DEF=
MOE430_2_1417330_at 52.7 37.1 P P 0.000244 0.000244 -0.7 NC 0.99 gb:NM_018824.1 /DB_XREF=gi:9055343 /GEN=Slc23a1 /FEA=FLmRNA /CNT=87 /TID=Mm.103581.1 /TIER=FL /STK=2 /UG=Mm.103581 /LL=54338 /DEF=
MOE430_2_1417412_at 65.1 32 P A 0.01 0.17 -0.7 NC 0.99 gb:NM_007978.1 /DB_XREF=gi:6679734 /GEN=F8a /FEA=FLmRNA /CNT=68 /TID=Mm.5154.1 /TIER=FL+Stack /STK=46 /UG=Mm.5154 /LL=14070 /DEF=M
MOE430_2_1417534_at 691.8 408.7 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_010580.1 /DB_XREF=gi:6754379 /GEN=Itgb5 /FEA=FLmRNA /CNT=117 /TID=Mm.6424.1 /TIER=FL+Stack /STK=42 /UG=Mm.6424 /LL=16419 /DEF
MOE430_2_1417544_a_ 440 248.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_008028.1 /DB_XREF=gi:6679810 /GEN=Flot2 /FEA=FLmRNA /CNT=79 /TID=Mm.3840.1 /TIER=FL+Stack /STK=42 /UG=Mm.3840 /LL=14252 /DEF=
MOE430_2_1417575_at 64.3 51.4 P P 0.001221 0.008057 -0.7 NC 0.98 gb:NM_026580.1 /DB_XREF=gi:13386069 /GEN=4930586I02Rik /FEA=FLmRNA /CNT=93 /TID=Mm.46150.1 /TIER=FL+Stack /STK=41 /UG=Mm.46150 /LL=
MOE430_2_1417605_s_ 760.4 386.9 P P 0.000732 0.000732 -0.7 D 0.99 gb:NM_133926.1 /DB_XREF=gi:19527139 /GEN=AI505105 /FEA=FLmRNA /CNT=84 /TID=Mm.195955.1 /TIER=FL+Stack /STK=41 /UG=Mm.195955 /LL=10
MOE430_2_1417625_s_ 1616 986.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC015254.1 /DB_XREF=gi:15929639 /FEA=FLmRNA /CNT=72 /TID=Mm.6522.1 /TIER=FL+Stack /STK=40 /UG=Mm.6522 /LL=12778 /UG_GENE=Cmkor
MOE430_2_1417639_at 1.2 0.8 A A 0.88 0.98 -0.7 NC 0.53 gb:BC010590.1 /DB_XREF=gi:14714870 /FEA=FLmRNA /CNT=61 /TID=Mm.42185.1 /TIER=FL+Stack /STK=40 /UG=Mm.42185 /LL=30805 /UG_GENE=Slc2
MOE430_2_1417654_at 359.3 222 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_011521.1 /DB_XREF=gi:6755441 /GEN=Sdc4 /FEA=FLmRNA /CNT=177 /TID=Mm.3815.1 /TIER=FL+Stack /STK=39 /UG=Mm.3815 /LL=20971 /DEF
MOE430_2_1417663_a_ 457.1 290.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_013865.1 /DB_XREF=gi:7305306 /GEN=Ndr3 /FEA=FLmRNA /CNT=147 /TID=Mm.36775.1 /TIER=FL+Stack /STK=39 /UG=Mm.36775 /LL=29812 /D
MOE430_2_1417780_at 97.3 59.7 P P 0.000732 0.00293 -0.7 MD 0.99 gb:NM_026058.1 /DB_XREF=gi:13385555 /GEN=2900019C14Rik /FEA=FLmRNA /CNT=129 /TID=Mm.35511.1 /TIER=FL+Stack /STK=36 /UG=Mm.35511 /L
MOE430_2_1417823_at 256.7 147.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_013847.1 /DB_XREF=gi:7305082 /GEN=Gcat /FEA=FLmRNA /CNT=97 /TID=Mm.18618.1 /TIER=FL+Stack /STK=35 /UG=Mm.18618 /LL=26912 /DE
MOE430_2_1417872_at 1408.7 777.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:U41739.1 /DB_XREF=gi:2894671 /FEA=FLmRNA /CNT=130 /TID=Mm.3126.1 /TIER=FL+Stack /STK=34 /UG=Mm.3126 /LL=14199 /UG_GENE=Fhl1 /DE
MOE430_2_1417884_at 20.6 11.4 P P 0.005859 0.02 -0.7 NC 0.5 gb:NM_134038.1 /DB_XREF=gi:19527253 /GEN=AW743111 /FEA=FLmRNA /CNT=64 /TID=Mm.203951.1 /TIER=FL+Stack /STK=34 /UG=Mm.203951 /LL=1
MOE430_2_1417962_s_ 631.2 390.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_010284.1 /DB_XREF=gi:6857794 /GEN=Ghr /FEA=FLmRNA /CNT=99 /TID=Mm.3986.1 /TIER=FL+Stack /STK=32 /UG=Mm.3986 /LL=14600 /DEF=M
MOE430_2_1418135_at 233.5 173.1 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_133919.1 /DB_XREF=gi:19527131 /GEN=AW319193 /FEA=FLmRNA /CNT=71 /TID=Mm.34501.1 /TIER=FL+Stack /STK=29 /UG=Mm.34501 /LL=100
MOE430_2_1418174_at 257.6 172.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC018323.1 /DB_XREF=gi:17390756 /FEA=FLmRNA /CNT=100 /TID=Mm.3459.1 /TIER=FL+Stack /STK=28 /UG=Mm.3459 /LL=13170 /UG_GENE=Dbp /
MOE430_2_1418181_at 227.7 130.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC027445.1 /DB_XREF=gi:20071662 /FEA=FLmRNA /CNT=79 /TID=Mm.153891.1 /TIER=FL+Stack /STK=28 /UG=Mm.153891 /LL=19245 /UG_GENE=P
MOE430_2_1418300_a_ 3607.2 2211.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC010256.1 /DB_XREF=gi:16307419 /FEA=FLmRNA /CNT=95 /TID=Mm.42126.1 /TIER=FL+Stack /STK=26 /UG=Mm.42126 /LL=17347 /UG_GENE=Gprk
MOE430_2_1418390_at 223.6 132.5 P P 0.000244 0.001221 -0.7 D 0.99 gb:NM_138755.1 /DB_XREF=gi:20270290 /GEN=BC019181 /FEA=FLmRNA /CNT=68 /TID=Mm.37772.1 /TIER=FL+Stack /STK=24 /UG=Mm.37772 /LL=1922
MOE430_2_1418405_at 3.4 0.5 A A 0.63 0.66 -0.7 NC 0.5 gb:NM_019447.1 /DB_XREF=gi:9506778 /GEN=Hgfac /FEA=FLmRNA /CNT=52 /TID=Mm.27369.1 /TIER=FL+Stack /STK=24 /UG=Mm.27369 /LL=54426 /D
MOE430_2_1418425_at 18.1 11.3 P A 0.005859 0.08 -0.7 NC 0.46 gb:NM_130458.1 /DB_XREF=gi:18485517 /GEN=Osx-pending /FEA=FLmRNA /CNT=29 /TID=Mm.183708.1 /TIER=FL+Stack /STK=24 /UG=Mm.183708 /LL=
MOE430_2_1418500_at 7.8 4.4 A A 0.39 0.33 -0.7 NC 0.13 gb:NM_138742.1 /DB_XREF=gi:20270268 /GEN=Nap1l3 /FEA=FLmRNA /CNT=33 /TID=Mm.71004.1 /TIER=FL+Stack /STK=23 /UG=Mm.71004 /LL=54561 /
MOE430_2_1418594_a_ 250 145.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_010881.1 /DB_XREF=gi:6754799 /GEN=Ncoa1 /FEA=FLmRNA /CNT=55 /TID=Mm.2028.1 /TIER=FL+Stack /STK=21 /UG=Mm.2028 /LL=17977 /DEF
MOE430_2_1418701_at 760.6 455 P P 0.000244 0.000244 -0.7 D 0.99 gb:BI147855 /DB_XREF=gi:14607856 /DB_XREF=602912745F1 /CLONE=IMAGE:5053906 /FEA=FLmRNA /CNT=84 /TID=Mm.35853.1 /TIER=ConsEnd /STK
MOE430_2_1418829_a_ 114.1 73.5 P P 0.000732 0.001953 -0.7 D 0.99 gb:NM_013509.1 /DB_XREF=gi:7305026 /GEN=Eno2 /FEA=FLmRNA /CNT=61 /TID=Mm.3913.1 /TIER=FL+Stack /STK=17 /UG=Mm.3913 /LL=13807 /DEF=
MOE430_2_1418945_at 26.3 20.1 A A 0.06 0.12 -0.7 NC 0.77 gb:NM_010809.1 /DB_XREF=gi:6754713 /GEN=Mmp3 /FEA=FLmRNA /CNT=27 /TID=Mm.4993.1 /TIER=FL+Stack /STK=16 /UG=Mm.4993 /LL=17392 /DEF
MOE430_2_1418951_at 3.7 2.2 A A 0.56 0.53 -0.7 NC 0.41 gb:NM_138628.1 /DB_XREF=gi:20137009 /GEN=2310001N14Rik /FEA=FLmRNA /CNT=35 /TID=Mm.33173.1 /TIER=FL+Stack /STK=16 /UG=Mm.33173 /LL
MOE430_2_1419138_at 35.4 16 P A 0.02 0.27 -0.7 NC 0.72 gb:NM_019420.1 /DB_XREF=gi:9506416 /GEN=B3galt4 /FEA=FLmRNA /CNT=22 /TID=Mm.11132.1 /TIER=FL+Stack /STK=13 /UG=Mm.11132 /LL=54218 /
MOE430_2_1419188_s_ 30.3 15.3 P A 0.04 0.3 -0.7 NC 0.66 gb:NM_011336.1 /DB_XREF=gi:6755427 /GEN=Scya27 /FEA=FLmRNA /CNT=19 /TID=Mm.6660.1 /TIER=FL+Stack /STK=12 /UG=Mm.6660 /LL=20301 /DE
MOE430_2_1419223_a_ 21.3 11.2 A A 0.19 0.19 -0.7 NC 0.64 gb:AF143542.1 /DB_XREF=gi:4929244 /FEA=FLmRNA /CNT=16 /TID=Mm.3386.1 /TIER=FL+Stack /STK=12 /UG=Mm.3386 /LL=13527 /UG_GENE=Dtna /D
MOE430_2_1419405_at 27.2 14.1 A A 0.27 0.27 -0.7 NC 0.7 gb:NM_026523.1 /DB_XREF=gi:13386017 /GEN=3110023K12Rik /FEA=FLmRNA /CNT=17 /TID=Mm.22246.1 /TIER=FL+Stack /STK=10 /UG=Mm.22246 /LL
MOE430_2_1419413_at 24 15 A A 0.14 0.3 -0.7 NC 0.28 gb:NM_011332.1 /DB_XREF=gi:7549784 /GEN=Scya17 /FEA=FLmRNA /CNT=14 /TID=Mm.41988.1 /TIER=FL+Stack /STK=10 /UG=Mm.41988 /LL=20295 /
MOE430_2_1419416_a_ 435.7 233.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_011244.1 /DB_XREF=gi:7110710 /GEN=Rarg /FEA=FLmRNA /CNT=30 /TID=Mm.1273.1 /TIER=FL /STK=1 /UG=Mm.1273 /LL=19411 /DEF=Mus mus
MOE430_2_1419530_at 9.4 7.8 A A 0.19 0.24 -0.7 NC 0.5 gb:NM_008352.1 /DB_XREF=gi:6680396 /GEN=Il12b /FEA=FLmRNA /CNT=13 /TID=Mm.997.1 /TIER=FL+Stack /STK=9 /UG=Mm.997 /LL=16160 /DEF=Mus
MOE430_2_1419597_at 51 22.4 P A 0.001953 0.06 -0.7 NC 0.94 gb:AF016629.1 /DB_XREF=gi:2739472 /GEN=Ta /FEA=FLmRNA /CNT=27 /TID=Mm.6258.1 /TIER=FL /STK=1 /UG=Mm.6258 /LL=13607 /DEF=Mus muscu
MOE430_2_1419601_at 6.9 8.3 A A 0.21 0.3 -0.7 NC 0.77 gb:AF322631.1 /DB_XREF=gi:11993685 /GEN=Kcnj10 /FEA=FLmRNA /CNT=28 /TID=Mm.103709.1 /TIER=FL+Stack /STK=8 /UG=Mm.103709 /LL=16513 /
MOE430_2_1419615_at 17.9 12.8 A A 0.21 0.21 -0.7 NC 0.39 gb:NM_022413.1 /DB_XREF=gi:11967936 /GEN=Trpv6 /FEA=FLmRNA /CNT=15 /TID=Mm.158097.1 /TIER=FL+Stack /STK=8 /UG=Mm.158097 /LL=64177 /
MOE430_2_1419684_at 24.5 11.5 P A 0.02 0.24 -0.7 NC 0.86 gb:NM_021443.1 /DB_XREF=gi:10946817 /GEN=Scya8 /FEA=FLmRNA /CNT=15 /TID=Mm.42029.1 /TIER=FL /STK=7 /UG=Mm.42029 /LL=20307 /DEF=Mu
MOE430_2_1419690_at 162.1 79.3 P P 0.001953 0.008057 -0.7 D 0.99 gb:NM_025921.1 /DB_XREF=gi:13385409 /GEN=2610002M06Rik /FEA=FLmRNA /CNT=19 /TID=Mm.37274.1 /TIER=FL /STK=7 /UG=Mm.37274 /LL=67028 
MOE430_2_1419728_at 176.1 68.3 P P 0.001953 0.001953 -0.7 D 0.99 gb:NM_009141.1 /DB_XREF=gi:6677886 /GEN=Scyb5 /FEA=FLmRNA /CNT=12 /TID=Mm.4660.1 /TIER=FL /STK=7 /UG=Mm.4660 /LL=20311 /DEF=Mus m
MOE430_2_1419745_at 264.2 164.3 P P 0.001221 0.000244 -0.7 D 0.99 gb:NM_021493.1 /DB_XREF=gi:10946903 /GEN=4933428G20Rik /FEA=FLmRNA /CNT=34 /TID=Mm.44229.1 /TIER=FL /STK=6 /UG=Mm.44229 /LL=58996 
MOE430_2_1419787_a_ 128.8 140.1 P P 0.005859 0.01 -0.7 NC 0.92 gb:AI608468 /DB_XREF=gi:4617635 /DB_XREF=ma95e10.x1 /CLONE=IMAGE:318474 /FEA=EST /CNT=3 /TID=Mm.27442.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419931_at 9.9 5.5 P A 0.04 0.08 -0.7 NC 0.66 gb:AW537380 /DB_XREF=gi:7179797 /DB_XREF=G0115G10-3 /CLONE=G0115G10 /FEA=EST /CNT=1 /TID=Mm.198847.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420141_at 4.8 5.5 A A 0.27 0.3 -0.7 NC 0.68 gb:AA517023 /DB_XREF=gi:2256612 /DB_XREF=vh85f06.r1 /CLONE=IMAGE:893795 /FEA=EST /CNT=1 /TID=Mm.4902.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420172_at 1643.8 1003.2 P P 0.000244 0.000244 -0.7 MD 0.99 gb:C80049 /DB_XREF=gi:2520379 /DB_XREF=C80049 /CLONE=J0075G08 /FEA=EST /CNT=1 /TID=Mm.219481.1 /TIER=ConsEnd /STK=0 /UG=Mm.21948
MOE430_2_1420321_at 9.4 7.1 A A 0.21 0.42 -0.7 NC 0.59 gb:AA537359 /DB_XREF=gi:2283352 /DB_XREF=vk46f08.r1 /CLONE=IMAGE:949671 /FEA=EST /CNT=1 /TID=Mm.86441.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420357_s_ 0.5 1.6 A A 0.95 0.53 -0.7 NC 0.2 gb:NM_011726.1 /DB_XREF=gi:6756016 /GEN=Xlr3a /FEA=FLmRNA /CNT=7 /TID=Mm.195091.1 /TIER=FL /STK=6 /UG=Mm.195091 /LL=22445 /DEF=Mus
MOE430_2_1420378_at 9.5 6.7 P A 0.04 0.17 -0.7 NC 0.9 gb:BC003705.1 /DB_XREF=gi:13277589 /FEA=FLmRNA /CNT=34 /TID=Mm.1321.1 /TIER=FL /STK=5 /UG=Mm.1321 /LL=20390 /UG_GENE=Sftpd /DEF=M
MOE430_2_1420388_at 81.3 54.2 P P 0.00415 0.02 -0.7 D 0.99 gb:NM_008939.1 /DB_XREF=gi:6679484 /GEN=Prss12 /FEA=FLmRNA /CNT=25 /TID=Mm.9431.1 /TIER=FL /STK=5 /UG=Mm.9431 /LL=19142 /DEF=Mus m
MOE430_2_1420434_at 15.6 10.3 A A 0.36 0.3 -0.7 NC 0.3 gb:NM_053241.1 /DB_XREF=gi:16716564 /GEN=Cldn16 /FEA=FLmRNA /CNT=9 /TID=Mm.99375.1 /TIER=FL /STK=5 /UG=Mm.99375 /LL=114141 /DEF=Mu
MOE430_2_1420465_s_ 7.2 4 A A 0.33 0.39 -0.7 NC 0.36 gb:NM_031188.1 /DB_XREF=gi:13654244 /GEN=Mup1 /FEA=FLmRNA /CNT=47 /TID=Mm.157893.1 /TIER=FL /STK=5 /UG=Mm.157893 /LL=17840 /DEF=M
MOE430_2_1420532_at 46.5 33.7 P P 0.00293 0.01 -0.7 NC 0.99 gb:NM_015823.1 /DB_XREF=gi:7656905 /GEN=Acvrip1-pending /FEA=FLmRNA /CNT=25 /TID=Mm.193027.1 /TIER=FL /STK=4 /UG=Mm.193027 /LL=5079
MOE430_2_1420586_at 17.2 9.6 P A 0.03 0.09 -0.7 NC 0.5 gb:NM_028402.1 /DB_XREF=gi:13386307 /GEN=2900054J07Rik /FEA=FLmRNA /CNT=6 /TID=Mm.53849.1 /TIER=FL /STK=4 /UG=Mm.53849 /LL=72958 /D
MOE430_2_1420624_a_ 1248.9 795 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_016794.1 /DB_XREF=gi:7949161 /GEN=Vamp8 /FEA=FLmRNA /CNT=40 /TID=Mm.1838.1 /TIER=FL /STK=3 /UG=Mm.1838 /LL=22320 /DEF=Mus m
MOE430_2_1420658_at 15.1 9.8 A A 0.36 0.36 -0.7 NC 0.5 gb:AF053352.1 /DB_XREF=gi:3372544 /GEN=Ucp3 /FEA=FLmRNA /CNT=27 /TID=Mm.6254.1 /TIER=FL /STK=1 /UG=Mm.6254 /LL=22229 /DEF=Mus mus
MOE430_2_1420682_at 4.2 1.9 A A 0.5 0.69 -0.7 NC 0.5 gb:M14537.1 /DB_XREF=gi:191603 /FEA=FLmRNA /CNT=20 /TID=Mm.86425.1 /TIER=FL /STK=3 /UG=Mm.86425 /LL=11443 /UG_GENE=Chrnb1 /UG_TITL
MOE430_2_1420691_at 6.2 3.2 A A 0.33 0.5 -0.7 NC 0.5 gb:M30856.1 /DB_XREF=gi:198311 /FEA=FLmRNA /CNT=25 /TID=Mm.915.1 /TIER=FL /STK=3 /UG=Mm.915 /LL=16184 /UG_GENE=Il2ra /UG_TITLE=inter
MOE430_2_1420694_a_ 1.4 0.7 A A 0.82 0.96 -0.7 NC 0.92 gb:NM_007826.1 /DB_XREF=gi:6681128 /GEN=Dach1 /FEA=FLmRNA /CNT=16 /TID=Mm.12885.1 /TIER=FL /STK=3 /UG=Mm.12885 /LL=13134 /DEF=Mus
MOE430_2_1420720_at 1.4 0.6 A A 0.5 0.68 -0.7 NC 0.84 gb:BC026054.1 /DB_XREF=gi:19913453 /FEA=FLmRNA /CNT=15 /TID=Mm.10099.1 /TIER=FL /STK=3 /UG=Mm.10099 /LL=53324 /UG_GENE=Nptx2 /DEF
MOE430_2_1420776_a_ 257 177.8 P P 0.00415 0.03 -0.7 D 0.99 gb:NM_016709.1 /DB_XREF=gi:7709987 /GEN=Auh /FEA=FLmRNA /CNT=6 /TID=Mm.2733.1 /TIER=FL /STK=3 /UG=Mm.2733 /LL=11992 /DEF=Mus musc
MOE430_2_1420834_at 181.1 111.4 P P 0.001221 0.00293 -0.7 D 0.99 gb:BG871810 /DB_XREF=gi:14222350 /DB_XREF=602792568F1 /CLONE=IMAGE:4923713 /FEA=FLmRNA /CNT=215 /TID=Mm.28643.1 /TIER=Stack /STK=
MOE430_2_1420848_at 27.7 17.4 P P 0.01 0.000244 -0.7 NC 0.5 gb:NM_015752.1 /DB_XREF=gi:7657630 /GEN=Sufu /FEA=FLmRNA /CNT=149 /TID=Mm.88068.1 /TIER=FL /STK=2 /UG=Mm.88068 /LL=24069 /DEF=Mus 
MOE430_2_1420940_x_ 8.7 6.5 A A 0.19 0.53 -0.7 NC 0.82 gb:NM_009063.1 /DB_XREF=gi:6677744 /GEN=Rgs5 /FEA=FLmRNA /CNT=77 /TID=Mm.20954.1 /TIER=FL /STK=2 /UG=Mm.20954 /LL=19737 /DEF=Mus m
MOE430_2_1420972_at 26.5 16.5 P A 0.01 0.08 -0.7 NC 0.76 gb:NM_023598.1 /DB_XREF=gi:13128957 /GEN=Desrt /FEA=FLmRNA /CNT=54 /TID=Mm.46544.1 /TIER=FL /STK=2 /UG=Mm.46544 /LL=71371 /DEF=Mus
MOE430_2_1420979_at 243.7 138.2 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_011035.1 /DB_XREF=gi:6754977 /GEN=Pak1 /FEA=FLmRNA /CNT=61 /TID=Mm.200847.1 /TIER=FL /STK=2 /UG=Mm.200847 /LL=18479 /DEF=Mu
MOE430_2_1420996_at 123.8 81.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BM115056 /DB_XREF=gi:17078074 /DB_XREF=L0815A10-3 /CLONE=L0815A10 /FEA=FLmRNA /CNT=46 /TID=Mm.1685.1 /TIER=Stack /STK=10 /UG=
MOE430_2_1421044_at 453.2 280.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_008626.1 /DB_XREF=gi:6678933 /GEN=Mrc2 /FEA=FLmRNA /CNT=54 /TID=Mm.9020.1 /TIER=FL /STK=2 /UG=Mm.9020 /LL=17534 /DEF=Mus mu
MOE430_2_1421045_at 2034.1 1231 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB528408 /DB_XREF=gi:16444647 /DB_XREF=BB528408 /CLONE=D930046I06 /FEA=FLmRNA /CNT=54 /TID=Mm.9020.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1421094_at 10.8 7.9 A A 0.11 0.33 -0.7 NC 0.5 gb:NM_020256.1 /DB_XREF=gi:9937985 /GEN=Kaiso-pending /FEA=FLmRNA /CNT=22 /TID=Mm.100832.1 /TIER=FL /STK=2 /UG=Mm.100832 /LL=56805 /
MOE430_2_1421104_at 23.8 16.4 A A 0.11 0.12 -0.7 NC 0.5 gb:NM_008620.1 /DB_XREF=gi:6678921 /GEN=Mpa2 /FEA=FLmRNA /CNT=39 /TID=Mm.5057.1 /TIER=FL /STK=2 /UG=Mm.5057 /LL=17472 /DEF=Mus mu
MOE430_2_1421128_at 2.7 2.3 A A 0.75 0.79 -0.7 NC 0.23 gb:NM_009453.1 /DB_XREF=gi:6678474 /GEN=U2af1-rs2 /FEA=FLmRNA /CNT=21 /TID=Mm.6276.1 /TIER=FL /STK=2 /UG=Mm.6276 /LL=22184 /DEF=Mu
MOE430_2_1421232_at 21 16.5 P A 0.01 0.11 -0.7 NC 0.5 gb:NM_008881.1 /DB_XREF=gi:6679388 /GEN=Plxna1 /FEA=FLmRNA /CNT=30 /TID=Mm.3789.1 /TIER=FL /STK=2 /UG=Mm.3789 /LL=18844 /DEF=Mus m
MOE430_2_1421383_at 6.8 4.4 A A 0.17 0.21 -0.7 NC 0.8 gb:NM_025534.1 /DB_XREF=gi:13384957 /GEN=2310043N13Rik /FEA=FLmRNA /CNT=12 /TID=Mm.58179.1 /TIER=FL /STK=2 /UG=Mm.58179 /LL=66396 /
MOE430_2_1421393_at 12.7 5.4 A A 0.3 0.5 -0.7 NC 0.5 gb:NM_008172.1 /DB_XREF=gi:6680100 /GEN=Grin2d /FEA=FLmRNA /CNT=9 /TID=Mm.56936.1 /TIER=FL /STK=2 /UG=Mm.56936 /LL=14814 /DEF=Mus 
MOE430_2_1421426_at 7.2 2.5 A A 0.3 0.5 -0.7 NC 0.48 gb:NM_020259.1 /DB_XREF=gi:9938019 /GEN=Hhip /FEA=FLmRNA /CNT=6 /TID=Mm.103739.1 /TIER=FL /STK=2 /UG=Mm.103739 /LL=15245 /DEF=Mus 
MOE430_2_1421437_x_ 14.5 16.4 P A 0.001953 0.27 -0.7 NC 0.95 gb:NM_053139.1 /DB_XREF=gi:18087790 /GEN=Pcdhb14 /FEA=FLmRNA /CNT=11 /TID=Mm.196699.1 /TIER=FL /STK=2 /UG=Mm.196699 /LL=93885 /DEF
MOE430_2_1421469_a_ 584.7 343.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_011488.1 /DB_XREF=gi:6755671 /GEN=Stat5a /FEA=FLmRNA /CNT=6 /TID=Mm.4697.1 /TIER=FL /STK=2 /UG=Mm.4697 /LL=20850 /DEF=Mus mu
MOE430_2_1421490_at 4.2 1.2 A A 0.33 0.42 -0.7 NC 0.34 gb:NM_019628.1 /DB_XREF=gi:9790178 /GEN=Prpmp5 /FEA=FLmRNA /CNT=5 /TID=Mm.4491.1 /TIER=FL /STK=2 /UG=Mm.4491 /LL=56272 /DEF=Mus m
MOE430_2_1421520_at 15.6 18.8 A A 0.08 0.08 -0.7 NC 0.65 gb:NM_020604.1 /DB_XREF=gi:10181139 /GEN=Jph1 /FEA=FLmRNA /CNT=6 /TID=Mm.143761.1 /TIER=FL /STK=2 /UG=Mm.143761 /LL=57339 /DEF=Mu
MOE430_2_1421578_at 20.1 14.3 A A 0.3 0.36 -0.7 NC 0.69 gb:AF128218.1 /DB_XREF=gi:6652955 /GEN=ScyA4 /FEA=FLmRNA /CNT=6 /TID=Mm.1255.1 /TIER=FL /STK=2 /UG=Mm.1255 /LL=20303 /DEF=Mus mus
MOE430_2_1421594_a_ 109.3 58.5 P P 0.000244 0.02 -0.7 D 0.99 gb:NM_031394.1 /DB_XREF=gi:13878230 /GEN=Sytl2 /FEA=FLmRNA /CNT=4 /TID=Mm.26751.1 /TIER=FL /STK=2 /UG=Mm.26751 /LL=83671 /DEF=Mus 
MOE430_2_1421678_at 15 10.3 A A 0.33 0.6 -0.7 NC 0.5 gb:NM_019923.1 /DB_XREF=gi:9910289 /GEN=Itpr2 /FEA=FLmRNA /CNT=3 /TID=Mm.88406.1 /TIER=FL /STK=2 /UG=Mm.88406 /LL=16439 /DEF=Mus m
MOE430_2_1421812_at 2166 1249.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK014566.1 /DB_XREF=gi:12852498 /GEN=Tapbp /FEA=FLmRNA /CNT=277 /TID=Mm.14097.1 /TIER=Stack /STK=121 /UG=Mm.14097 /LL=21356 /UG
MOE430_2_1421854_at 4.9 3.2 A A 0.36 0.56 -0.7 NC 0.5 gb:NM_008013.1 /DB_XREF=gi:6996914 /GEN=Fgl2 /FEA=FLmRNA /CNT=90 /TID=Mm.3040.1 /TIER=FL /STK=1 /UG=Mm.3040 /LL=14190 /DEF=Mus mus
MOE430_2_1421867_at 255.6 171.5 P P 0.00293 0.005859 -0.7 D 0.99 gb:AW908839 /DB_XREF=gi:8074072 /DB_XREF=uf38b08.x1 /CLONE=IMAGE:1513623 /FEA=FLmRNA /CNT=182 /TID=Mm.4918.1 /TIER=Stack /STK=14 /
MOE430_2_1421886_at 5.6 4.3 A A 0.08 0.19 -0.7 NC 0.74 gb:BB471450 /DB_XREF=gi:9388639 /DB_XREF=BB471450 /CLONE=D230039G02 /FEA=FLmRNA /CNT=91 /TID=Mm.6357.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1421937_at 26.3 18.4 A A 0.09 0.12 -0.7 NC 0.99 gb:NM_011932.1 /DB_XREF=gi:6753603 /GEN=Dapp1 /FEA=FLmRNA /CNT=51 /TID=Mm.33987.1 /TIER=FL+Stack /STK=16 /UG=Mm.33987 /LL=26377 /D
MOE430_2_1422034_a_ 212.1 119.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_023128.1 /DB_XREF=gi:12963500 /GEN=Palm /FEA=FLmRNA /CNT=16 /TID=Mm.34650.1 /TIER=FL /STK=1 /UG=Mm.34650 /LL=18483 /DEF=Mus
MOE430_2_1422050_at 5.9 5.3 A A 0.36 0.09 -0.7 NC 0.46 gb:AF222442.1 /DB_XREF=gi:7248789 /FEA=FLmRNA /CNT=14 /TID=Mm.4293.1 /TIER=ConsEnd /STK=0 /UG=Mm.4293 /LL=20231 /UG_GENE=Sax1 /UG
MOE430_2_1422056_at 12 3.4 A A 0.14 0.63 -0.7 NC 0.63 gb:AF149094.1 /DB_XREF=gi:5326871 /FEA=FLmRNA /CNT=10 /TID=Mm.100263.1 /TIER=FL /STK=1 /UG=Mm.100263 /LL=18209 /UG_GENE=Ntn3 /DEF
MOE430_2_1422077_at 7.8 2.4 A A 0.46 0.63 -0.7 NC 0.36 gb:AA571017 /DB_XREF=gi:2345946 /DB_XREF=vl92g12.r1 /CLONE=IMAGE:988198 /FEA=FLmRNA /CNT=17 /TID=Mm.219001.1 /TIER=ConsEnd /STK=0 
MOE430_2_1422106_a_ 275.9 166.6 P P 0.00415 0.008057 -0.7 D 0.99 gb:NM_013539.1 /DB_XREF=gi:7305112 /GEN=Grcc9 /FEA=FLmRNA /CNT=7 /TID=Mm.2624.1 /TIER=FL /STK=1 /UG=Mm.2624 /LL=14794 /DEF=Mus mu



MOE430_2_1422137_at 5.6 5.8 A A 0.36 0.53 -0.7 NC 0.7 gb:NM_025777.1 /DB_XREF=gi:13385245 /GEN=9030623N16Rik /FEA=FLmRNA /CNT=8 /TID=Mm.171333.1 /TIER=FL /STK=1 /UG=Mm.171333 /LL=66811
MOE430_2_1422139_at 15.7 8.5 A P 0.09 0.03 -0.7 NC 0.75 gb:X02389.1 /DB_XREF=gi:55127 /FEA=FLmRNA /CNT=7 /TID=Mm.4183.1 /TIER=ConsEnd /STK=1 /UG=Mm.4183 /LL=18792 /UG_GENE=Plau /UG_TITLE
MOE430_2_1422159_at 3.1 1.4 A A 0.46 0.53 -0.7 NC 0.34 gb:BC027049.1 /DB_XREF=gi:20073325 /FEA=FLmRNA /CNT=7 /TID=Mm.87155.1 /TIER=FL /STK=1 /UG=Mm.87155 /LL=19023 /UG_GENE=Ppef2 /DEF=
MOE430_2_1422347_at 1 0.4 A A 0.78 0.93 -0.7 NC 0.87 gb:NM_010935.1 /DB_XREF=gi:6754883 /GEN=Npy6r /FEA=FLmRNA /CNT=1 /TID=Mm.57234.1 /TIER=FL /STK=1 /UG=Mm.57234 /LL=18169 /DEF=Mus m
MOE430_2_1422385_at 1.6 0.9 A A 0.69 0.87 -0.7 NC 0.7 gb:NM_021368.1 /DB_XREF=gi:11496248 /GEN=Ors16 /FEA=FLmRNA /CNT=1 /TID=Mm.88825.1 /TIER=FL /STK=1 /UG=Mm.88825 /LL=58168 /DEF=Mus
MOE430_2_1422436_at 12.4 8.9 A A 0.11 0.12 -0.7 NC 0.5 gb:AK008695.1 /DB_XREF=gi:12843045 /FEA=FLmRNA /CNT=382 /TID=Mm.153729.1 /TIER=ConsEnd /STK=1 /UG=Mm.153729 /LL=67373 /UG_GENE=22
MOE430_2_1422558_at 645.8 415.3 P P 0.000732 0.001221 -0.7 D 0.99 gb:AF015887.1 /DB_XREF=gi:2555078 /FEA=FLmRNA /CNT=90 /TID=Mm.7329.1 /TIER=FL+Stack /STK=36 /UG=Mm.7329 /LL=14431 /UG_GENE=Gamt /D
MOE430_2_1422561_at 1701.6 1139.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_011782.1 /DB_XREF=gi:6752975 /GEN=Adamts5 /FEA=FLmRNA /CNT=66 /TID=Mm.39718.1 /TIER=FL+Stack /STK=35 /UG=Mm.39718 /LL=23794 
MOE430_2_1422638_s_ 32.6 21.3 P A 0.001221 0.06 -0.7 D 0.99 gb:NM_018750.1 /DB_XREF=gi:9055291 /GEN=Nore1-pending /FEA=FLmRNA /CNT=49 /TID=Mm.195953.1 /TIER=FL+Stack /STK=23 /UG=Mm.195953 /LL
MOE430_2_1422671_s_ 414.5 286.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_028279.1 /DB_XREF=gi:13386297 /GEN=Naalad2 /FEA=FLmRNA /CNT=30 /TID=Mm.7060.1 /TIER=FL+Stack /STK=20 /UG=Mm.7060 /LL=72560 /D
MOE430_2_1422721_at 10.4 5.8 A A 0.5 0.66 -0.7 NC 0.46 gb:NM_031880.1 /DB_XREF=gi:13994214 /GEN=Tnk1 /FEA=FLmRNA /CNT=42 /TID=Mm.28874.1 /TIER=FL+Stack /STK=16 /UG=Mm.28874 /LL=83813 /D
MOE430_2_1422977_at 128.4 68.8 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_010327.1 /DB_XREF=gi:6754039 /GEN=Gp1bb /FEA=FLmRNA /CNT=16 /TID=Mm.20365.1 /TIER=FL /STK=0 /UG=Mm.20365 /LL=14724 /DEF=Mus
MOE430_2_1422990_at 48.5 40.9 P A 0.04 0.19 -0.7 NC 0.98 gb:NM_008591.1 /DB_XREF=gi:6678867 /GEN=Met /FEA=FLmRNA /CNT=16 /TID=Mm.86844.1 /TIER=FL /STK=0 /UG=Mm.86844 /LL=17295 /DEF=Mus m
MOE430_2_1423021_s_ 57.5 31.9 P P 0.03 0.03 -0.7 NC 0.82 gb:NM_013564.2 /DB_XREF=gi:20452467 /GEN=Insl3 /FEA=FLmRNA /CNT=3 /TID=Mm.193452.1 /TIER=FL /STK=0 /UG=Mm.193452 /LL=16336 /DEF=Mu
MOE430_2_1423137_at 539 368.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:AI324330 /DB_XREF=gi:4058759 /DB_XREF=mr02c02.y1 /CLONE=IMAGE:596258 /FEA=FLmRNA /CNT=127 /TID=Mm.27348.1 /TIER=Stack /STK=8 /U
MOE430_2_1423227_at 1.5 1.3 A A 0.87 0.87 -0.7 NC 0.84 gb:AA798563 /DB_XREF=gi:2861518 /DB_XREF=vx75h11.r1 /CLONE=IMAGE:1281093 /FEA=FLmRNA /CNT=98 /TID=Mm.14046.1 /TIER=Stack /STK=25 /
MOE430_2_1423297_at 379.4 188.9 P P 0.000732 0.000732 -0.7 D 0.99 gb:AV228987 /DB_XREF=gi:16385606 /DB_XREF=AV228987 /CLONE=4631403G19 /FEA=FLmRNA /CNT=257 /TID=Mm.44106.1 /TIER=Stack /STK=17 /U
MOE430_2_1423330_at 81 53.4 P P 0.01 0.005859 -0.7 NC 0.53 gb:AK006149.1 /DB_XREF=gi:12839095 /GEN=Ensa /FEA=FLmRNA /CNT=36 /TID=Mm.27040.1 /TIER=Stack /STK=15 /UG=Mm.27040 /LL=56205 /UG_TIT
MOE430_2_1423540_at 1109.6 624.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB767478 /DB_XREF=gi:16210147 /DB_XREF=BB767478 /CLONE=G370074D18 /FEA=FLmRNA /CNT=40 /TID=Mm.42247.1 /TIER=Stack /STK=12 /UG
MOE430_2_1423557_at 356.6 200.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB283936 /DB_XREF=gi:8984385 /DB_XREF=BB283936 /CLONE=A930103N12 /FEA=FLmRNA /CNT=68 /TID=Mm.216207.1 /TIER=Stack /STK=11 /UG
MOE430_2_1423570_at 12.7 6.1 A A 0.11 0.36 -0.7 NC 0.5 gb:AW413978 /DB_XREF=gi:6940127 /DB_XREF=uo97f05.x1 /CLONE=IMAGE:2650497 /FEA=FLmRNA /CNT=104 /TID=Mm.15691.1 /TIER=Stack /STK=10 
MOE430_2_1423572_at 291.1 185.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BE991142 /DB_XREF=gi:10670299 /DB_XREF=UI-M-BZ1-bdr-d-01-0-UI.s1 /CLONE=UI-M-BZ1-bdr-d-01-0-UI /FEA=FLmRNA /CNT=106 /TID=Mm.69
MOE430_2_1423611_at 24.4 18.4 P A 0.01 0.06 -0.7 NC 0.93 gb:AW319615 /DB_XREF=gi:6749159 /DB_XREF=um99d08.x1 /CLONE=IMAGE:2352879 /FEA=FLmRNA /CNT=175 /TID=Mm.1265.1 /TIER=Stack /STK=8 /
MOE430_2_1423630_at 25.7 11.8 A A 0.36 0.56 -0.7 NC 0.8 gb:BM899392 /DB_XREF=gi:19382180 /DB_XREF=UI-M-DJ1-btq-e-07-0-UI.s1 /CLONE=UI-M-DJ1-btq-e-07-0-UI /FEA=FLmRNA /CNT=65 /TID=Mm.34
MOE430_2_1423663_at 418.3 269.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC025820.1 /DB_XREF=gi:19387934 /FEA=FLmRNA /CNT=248 /TID=Mm.27707.1 /TIER=FL+Stack /STK=184 /UG=Mm.27707 /DEF=Mus musculus, sim
MOE430_2_1423865_at 217.9 129.6 P P 0.000244 0.001221 -0.7 D 0.99 gb:BC025941.1 /DB_XREF=gi:19683981 /FEA=FLmRNA /CNT=111 /TID=Mm.30015.1 /TIER=FL+Stack /STK=88 /UG=Mm.30015 /LL=100434 /UG_GENE=A
MOE430_2_1423885_at 348.7 225.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:J03484.1 /DB_XREF=gi:198694 /FEA=FLmRNA /CNT=190 /TID=Mm.1249.1 /TIER=FL+Stack /STK=84 /UG=Mm.1249 /LL=16781 /UG_GENE=Lamc1 /DE
MOE430_2_1424029_at 724.1 422.4 P P 0.000732 0.000732 -0.7 D 0.99 gb:BC017540.1 /DB_XREF=gi:17028441 /FEA=FLmRNA /CNT=127 /TID=Mm.21485.1 /TIER=FL+Stack /STK=60 /UG=Mm.21485 /LL=72480 /UG_GENE=26
MOE430_2_1424064_at 710.7 495.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC016408.1 /DB_XREF=gi:16741105 /FEA=FLmRNA /CNT=144 /TID=Mm.182563.1 /TIER=FL+Stack /STK=57 /UG=Mm.182563 /LL=76308 /UG_GENE=
MOE430_2_1424096_at 14.3 10 P A 0.01 0.08 -0.7 NC 0.92 gb:BC006780.1 /DB_XREF=gi:13904995 /FEA=FLmRNA /CNT=127 /TID=Mm.22657.1 /TIER=FL+Stack /STK=54 /UG=Mm.22657 /LL=110308 /UG_GENE=K
MOE430_2_1424104_at 513.7 370.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:AY033432.1 /DB_XREF=gi:14192750 /FEA=FLmRNA /CNT=109 /TID=Mm.29989.1 /TIER=FL+Stack /STK=53 /UG=Mm.29989 /LL=68592 /UG_GENE=111
MOE430_2_1424228_at 38 22.5 P P 0.00293 0.01 -0.7 D 0.99 gb:AK019868.1 /DB_XREF=gi:12860245 /FEA=FLmRNA /CNT=63 /TID=Mm.215115.1 /TIER=ConsEnd /STK=0 /UG=Mm.215115 /LL=78929 /UG_GENE=503
MOE430_2_1424341_s_ 3.4 3.7 A A 0.12 0.36 -0.7 NC 0.27 gb:AW146252 /DB_XREF=gi:6167988 /DB_XREF=um39f09.x1 /CLONE=IMAGE:2247689 /FEA=FLmRNA /CNT=71 /TID=Mm.192215.2 /TIER=Stack /STK=12
MOE430_2_1424356_a_ 213.2 131.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC024445.1 /DB_XREF=gi:19354459 /FEA=FLmRNA /CNT=64 /TID=Mm.24349.1 /TIER=FL+Stack /STK=36 /UG=Mm.24349 /DEF=Mus musculus, Simila
MOE430_2_1424518_at 329.2 175.4 P P 0.000244 0.000732 -0.7 D 0.99 gb:BC020489.1 /DB_XREF=gi:18088055 /FEA=FLmRNA /CNT=54 /TID=Mm.28305.1 /TIER=FL+Stack /STK=27 /UG=Mm.28305 /LL=71898 /UG_GENE=2310
MOE430_2_1424520_at 116.6 80.6 P P 0.001953 0.001953 -0.7 NC 0.99 gb:BC012391.1 /DB_XREF=gi:15341750 /FEA=FLmRNA /CNT=47 /TID=Mm.28354.1 /TIER=FL+Stack /STK=27 /UG=Mm.28354 /LL=69893 /UG_GENE=2010
MOE430_2_1424544_at 236.9 151 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC012437.1 /DB_XREF=gi:15214619 /FEA=FLmRNA /CNT=61 /TID=Mm.157125.1 /TIER=FL+Stack /STK=25 /UG=Mm.157125 /DEF=Mus musculus, clon
MOE430_2_1424606_at 10.8 3.8 A A 0.53 0.72 -0.7 NC 0.5 gb:BC024854.1 /DB_XREF=gi:19353694 /FEA=FLmRNA /CNT=36 /TID=Mm.35242.1 /TIER=FL+Stack /STK=23 /UG=Mm.35242 /DEF=Mus musculus, clone 
MOE430_2_1424615_at 261.9 164.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG063931 /DB_XREF=gi:12546494 /DB_XREF=H3013E05-3 /CLONE=H3013E05 /FEA=FLmRNA /CNT=221 /TID=Mm.28397.1 /TIER=Stack /STK=136 /
MOE430_2_1424719_a_ 2.1 0.5 A A 0.56 0.99 -0.7 D 0.99 gb:M18775.1 /DB_XREF=gi:201114 /FEA=FLmRNA /CNT=63 /TID=Mm.1287.2 /TIER=FL+Stack /STK=12 /UG=Mm.1287 /LL=17762 /UG_GENE=Mapt /UG_T
MOE430_2_1424755_at 90.2 61.3 P P 0.001953 0.00293 -0.7 NC 0.98 gb:BC017516.1 /DB_XREF=gi:17028403 /FEA=FLmRNA /CNT=56 /TID=Mm.50610.1 /TIER=FL+Stack /STK=17 /UG=Mm.50610 /DEF=Mus musculus, Simila
MOE430_2_1424831_at 173.8 103 P P 0.005859 0.01 -0.7 D 0.99 gb:BC023348.1 /DB_XREF=gi:19483893 /FEA=FLmRNA /CNT=29 /TID=Mm.23333.1 /TIER=FL+Stack /STK=14 /UG=Mm.23333 /DEF=Mus musculus, similar
MOE430_2_1424868_at 8.9 2.9 A A 0.09 0.53 -0.7 NC 0.51 gb:BC015294.1 /DB_XREF=gi:15929744 /FEA=FLmRNA /CNT=36 /TID=Mm.39974.1 /TIER=ConsEnd /STK=1 /UG=Mm.39974 /UG_TITLE=Mus musculus, clo
MOE430_2_1424996_at 171.4 102.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC023121.1 /DB_XREF=gi:18605671 /FEA=FLmRNA /CNT=35 /TID=Mm.11778.1 /TIER=FL+Stack /STK=9 /UG=Mm.11778 /DEF=Mus musculus, clone M
MOE430_2_1425032_at 4.7 2.6 A A 0.21 0.59 -0.7 NC 0.63 gb:BC024677.1 /DB_XREF=gi:19353043 /FEA=FLmRNA /CNT=15 /TID=Mm.110829.1 /TIER=FL+Stack /STK=8 /UG=Mm.110829 /DEF=Mus musculus, clone
MOE430_2_1425123_at 26.8 15.6 P A 0.04 0.19 -0.7 NC 0.5 gb:BC025816.1 /DB_XREF=gi:19388012 /FEA=FLmRNA /CNT=22 /TID=Mm.86446.1 /TIER=FL /STK=6 /UG=Mm.86446 /DEF=Mus musculus, Similar to chro
MOE430_2_1425155_x_ 181.3 102.8 P P 0.005859 0.01 -0.7 D 0.99 gb:M21149.1 /DB_XREF=gi:192806 /FEA=FLmRNA /CNT=9 /TID=Mm.795.2 /TIER=FL /STK=5 /UG=Mm.795 /LL=12977 /UG_GENE=Csf1 /UG_TITLE=colon
MOE430_2_1425185_at 666 393.5 P P 0.000732 0.001221 -0.7 D 0.99 gb:BB245100 /DB_XREF=gi:16355367 /DB_XREF=BB245100 /CLONE=A730007C13 /FEA=FLmRNA /CNT=90 /TID=Mm.26611.1 /TIER=Stack /STK=28 /UG
MOE430_2_1425201_a_ 235.6 133.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC024619.1 /DB_XREF=gi:19354262 /FEA=FLmRNA /CNT=19 /TID=Mm.46339.1 /TIER=FL /STK=4 /UG=Mm.46339 /LL=68180 /UG_GENE=6430559E15
MOE430_2_1425225_at 22.9 9.7 A A 0.11 0.14 -0.7 NC 0.5 gb:BC027310.1 /DB_XREF=gi:20072701 /FEA=FLmRNA /CNT=10 /TID=Mm.137745.1 /TIER=FL /STK=4 /UG=Mm.137745 /DEF=Mus musculus, clone MGC:
MOE430_2_1425273_s_ 76.6 49.3 P P 0.000244 0.00415 -0.7 D 0.99 gb:BE573195 /DB_XREF=gi:9816915 /DB_XREF=601332879F2 /CLONE=IMAGE:3710419 /FEA=FLmRNA /CNT=43 /TID=Mm.220873.1 /TIER=ConsEnd /ST
MOE430_2_1425544_at 47.6 30.4 P A 0.02 0.08 -0.7 NC 0.95 gb:BG067450 /DB_XREF=gi:12550019 /DB_XREF=H3054E11-3 /CLONE=H3054E11 /FEA=FLmRNA /CNT=40 /TID=Mm.80531.1 /TIER=Stack /STK=12 /UG
MOE430_2_1425583_at 9.9 5.5 A A 0.39 0.6 -0.7 NC 0.5 gb:BC010605.1 /DB_XREF=gi:14714898 /FEA=FLmRNA /CNT=15 /TID=Mm.1232.3 /TIER=FL /STK=1 /UG=Mm.1232 /DEF=Mus musculus, clone MGC:6728
MOE430_2_1425676_a_ 1182.6 776.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC006735.1 /DB_XREF=gi:13879507 /FEA=FLmRNA /CNT=9 /TID=Mm.29492.2 /TIER=FL /STK=1 /UG=Mm.29492 /LL=54325 /UG_GENE=Elovl1 /DEF=
MOE430_2_1425745_a_ 949.7 595.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC004057.1 /DB_XREF=gi:13278518 /FEA=FLmRNA /CNT=10 /TID=Mm.86322.2 /TIER=FL /STK=1 /UG=Mm.86322 /LL=57752 /UG_GENE=Tacc2 /DEF
MOE430_2_1425819_at 30.5 18.2 A A 0.11 0.19 -0.7 NC 0.5 gb:BC018187.1 /DB_XREF=gi:17390413 /FEA=FLmRNA /CNT=5 /TID=Mm.214768.1 /TIER=FL /STK=1 /UG=Mm.214768 /DEF=Mus musculus, clone MGC:2
MOE430_2_1425876_a_ 10.7 8.7 A A 0.09 0.33 -0.7 NC 0.5 gb:AF325532.1 /DB_XREF=gi:11935176 /FEA=FLmRNA /CNT=4 /TID=Mm.157704.2 /TIER=FL /STK=1 /UG=Mm.157704 /LL=93683 /UG_GENE=Glce-pendi
MOE430_2_1425902_a_ 142.6 88.3 P P 0.001221 0.00415 -0.7 D 0.99 gb:AF155372.1 /DB_XREF=gi:5081805 /GEN=Nfkb2 /FEA=FLmRNA /CNT=2 /TID=Mm.20225.2 /TIER=FL /STK=1 /UG=Mm.20225 /LL=18034 /DEF=Mus mu
MOE430_2_1426069_s_ 33.6 11.7 P A 0.008057 0.09 -0.7 NC 0.99 gb:BC016100.1 /DB_XREF=gi:16359274 /FEA=FLmRNA /CNT=1 /TID=Mm.99143.1 /TIER=FL /STK=1 /UG=Mm.99143 /DEF=Mus musculus, clone MGC:276
MOE430_2_1426186_a_ 4.5 1.1 A A 0.8 0.87 -0.7 NC 0.44 gb:AB016516.1 /DB_XREF=gi:3721899 /FEA=FLmRNA /CNT=1 /TID=Mm.5055.2 /TIER=FL /STK=1 /UG=Mm.5055 /LL=14176 /UG_GENE=Fgf5 /DEF=Mus m
MOE430_2_1426244_at 117.3 62.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC027056.1 /DB_XREF=gi:20071691 /FEA=FLmRNA /CNT=290 /TID=Mm.194045.1 /TIER=FL+Stack /STK=26 /UG=Mm.194045 /DEF=Mus musculus, clo
MOE430_2_1426353_at 1531.2 860.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:AI746342 /DB_XREF=gi:5124606 /DB_XREF=ul05g02.x1 /CLONE=IMAGE:2065202 /FEA=FLmRNA /CNT=128 /TID=Mm.121721.2 /TIER=Stack /STK=77 
MOE430_2_1426387_x_ 1153.2 753.4 P P 0.00293 0.008057 -0.7 D 0.99 gb:BF135641 /DB_XREF=gi:10974772 /DB_XREF=601782014F1 /CLONE=IMAGE:4010234 /FEA=FLmRNA /CNT=121 /TID=Mm.30245.1 /TIER=ConsEnd /ST
MOE430_2_1426934_at 52.2 28.1 P P 0.001953 0.008057 -0.7 NC 0.98 gb:BC013565.1 /DB_XREF=gi:15488868 /FEA=mRNA /CNT=75 /TID=Mm.5296.1 /TIER=Stack /STK=37 /UG=Mm.5296 /DEF=Mus musculus, clone IMAGE:3
MOE430_2_1426971_at 65 47 P P 0.000244 0.00293 -0.7 D 0.99 gb:AK004894.1 /DB_XREF=gi:12836423 /FEA=mRNA /CNT=70 /TID=Mm.1183.1 /TIER=Stack /STK=31 /UG=Mm.1183 /LL=74153 /UG_GENE=1300004C08R
MOE430_2_1427175_at 12.8 7.3 A A 0.17 0.24 -0.7 NC 0.5 gb:BC004761.1 /DB_XREF=gi:13435815 /FEA=mRNA /CNT=41 /TID=Mm.28642.1 /TIER=Stack /STK=11 /UG=Mm.28642 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427183_at 3873.6 2502.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC023060.1 /DB_XREF=gi:18606201 /FEA=mRNA /CNT=19 /TID=Mm.44176.1 /TIER=Stack /STK=11 /UG=Mm.44176 /DEF=Mus musculus, Similar to EG
MOE430_2_1427209_at 15.1 8.5 A A 0.08 0.08 -0.7 NC 0.5 gb:AW910654 /DB_XREF=gi:8075897 /DB_XREF=ur86d09.x1 /CLONE=IMAGE:3157169 /FEA=mRNA /CNT=56 /TID=Mm.200834.1 /TIER=Stack /STK=8 /UG
MOE430_2_1427226_at 260.1 180.8 P P 0.000732 0.000732 -0.7 D 0.99 gb:BE377619 /DB_XREF=gi:9322984 /DB_XREF=601230547F1 /CLONE=IMAGE:3594442 /FEA=mRNA /CNT=151 /TID=Mm.139695.1 /TIER=ConsEnd /STK=
MOE430_2_1427403_at 8.4 6.5 A A 0.27 0.6 -0.7 NC 0.5 gb:BC004814.1 /DB_XREF=gi:13435953 /FEA=mRNA /CNT=3 /TID=Mm.206599.1 /TIER=ConsEnd /STK=2 /UG=Mm.206599 /DEF=Mus musculus, clone IMA
MOE430_2_1427532_at 0.6 0.3 A A 0.66 0.53 -0.7 NC 0.41 gb:BB622792 /DB_XREF=gi:16461717 /DB_XREF=BB622792 /CLONE=6430545M20 /FEA=mRNA /CNT=10 /TID=Mm.167298.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427581_at 35.9 14.7 A A 0.08 0.08 -0.7 NC 0.5 gb:BI737649 /DB_XREF=gi:15714662 /DB_XREF=603358562F1 /CLONE=IMAGE:5365791 /FEA=mRNA /CNT=6 /TID=Mm.103787.1 /TIER=ConsEnd /STK=0
MOE430_2_1427605_at 6.3 3.7 A A 0.72 0.72 -0.7 NC 0.5 gb:X66177.1 /DB_XREF=gi:312229 /GEN=Hox-2.7 /FEA=mRNA /CNT=3 /TID=Mm.4682.1 /TIER=ConsEnd /STK=0 /UG=Mm.4682 /LL=15410 /UG_TITLE=ho
MOE430_2_1427651_x_ 11.2 9.7 A A 0.27 0.24 -0.7 NC 0.92 gb:X00246.1 /DB_XREF=gi:53085 /FEA=mRNA /CNT=2 /TID=Mm.33263.8 /TIER=ConsEnd /STK=0 /UG=Mm.33263 /LL=14964 /UG_GENE=H2-D1 /UG_TIT
MOE430_2_1427669_a_ 4 2.5 A A 0.66 0.72 -0.7 NC 0.69 gb:AF070066.1 /DB_XREF=gi:3360513 /FEA=mRNA /CNT=1 /TID=Mm.8321.4 /TIER=ConsEnd /STK=0 /UG=Mm.8321 /LL=12704 /UG_GENE=Cit /DEF=Mu
MOE430_2_1427682_a_ 69.8 40.5 P P 0.01 0.04 -0.7 NC 0.99 gb:X06746.1 /DB_XREF=gi:52812 /FEA=mRNA /CNT=1 /TID=Mm.1353.2 /TIER=ConsEnd /STK=0 /UG=Mm.1353 /LL=13654 /UG_GENE=Egr2 /UG_TITLE=e
MOE430_2_1427686_at 0.3 0.4 A A 0.82 0.95 -0.7 NC 0.16 gb:AF011423.1 /DB_XREF=gi:2367475 /GEN=VR13 /FEA=mRNA /CNT=1 /TID=Mm.195087.1 /TIER=ConsEnd /STK=0 /UG=Mm.195087 /LL=22304 /DEF=M
MOE430_2_1427689_a_ 1240.2 710.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:AJ242777.1 /DB_XREF=gi:4995750 /GEN=ABINs /FEA=mRNA /CNT=1 /TID=Mm.24782.3 /TIER=ConsEnd /STK=0 /UG=Mm.24782 /LL=57783 /DEF=Mu
MOE430_2_1427754_a_ 120.7 64.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:L29457.1 /DB_XREF=gi:487852 /GEN=BraDnm2 /FEA=mRNA /CNT=1 /TID=Mm.16080.3 /TIER=ConsEnd /STK=0 /UG=Mm.16080 /LL=13429 /DEF=Mus
MOE430_2_1427793_at 1.5 0.8 A A 0.5 0.82 -0.7 NC 0.53 gb:AB028868.1 /DB_XREF=gi:5103286 /GEN=P4(21)n /FEA=mRNA /CNT=2 /TID=Mm.42043.1 /TIER=ConsEnd /STK=0 /UG=Mm.42043 /LL=58363 /UG_TIT
MOE430_2_1428057_a_ 45.4 26.3 P P 0.000732 0.005859 -0.7 NC 0.93 gb:BC028439.1 /DB_XREF=gi:20306437 /FEA=mRNA /CNT=1 /TID=Mm.35669.1 /TIER=ConsEnd /STK=0 /UG=Mm.35669 /LL=66395 /UG_GENE=2310047C
MOE430_2_1428187_at 409.4 271.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK018679.1 /DB_XREF=gi:12858505 /FEA=mRNA /CNT=115 /TID=Mm.40620.1 /TIER=Stack /STK=76 /UG=Mm.40620 /LL=71587 /UG_GENE=9130415E
MOE430_2_1428195_at 52.3 31.5 P P 0.005859 0.001953 -0.7 NC 0.97 gb:BB558695 /DB_XREF=gi:9645061 /DB_XREF=BB558695 /CLONE=E330035G24 /FEA=mRNA /CNT=145 /TID=Mm.28589.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1428197_at 673.8 364 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK020159.1 /DB_XREF=gi:12860659 /FEA=mRNA /CNT=129 /TID=Mm.21814.1 /TIER=Stack /STK=73 /UG=Mm.21814 /LL=68155 /UG_GENE=6720474K
MOE430_2_1428271_at 163.1 119.1 P P 0.001221 0.00415 -0.7 D 0.99 gb:AK008243.1 /DB_XREF=gi:12842310 /FEA=mRNA /CNT=91 /TID=Mm.34506.1 /TIER=Stack /STK=63 /UG=Mm.34506 /LL=67131 /UG_GENE=2010015A2
MOE430_2_1428332_at 519 351.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:AW556858 /DB_XREF=gi:7202287 /DB_XREF=L0274C03-3 /CLONE=L0274C03 /FEA=mRNA /CNT=102 /TID=Mm.46653.1 /TIER=Stack /STK=52 /UG=M
MOE430_2_1428802_at 15.3 10 A P 0.09 0.03 -0.7 NC 0.5 gb:BB283751 /DB_XREF=gi:8984200 /DB_XREF=BB283751 /CLONE=A930103E04 /FEA=mRNA /CNT=59 /TID=Mm.148719.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1428821_at 364.6 226.3 P P 0.000244 0.000732 -0.7 D 0.99 gb:AK010891.1 /DB_XREF=gi:12846646 /FEA=mRNA /CNT=73 /TID=Mm.24244.1 /TIER=Stack /STK=20 /UG=Mm.24244 /LL=67512 /UG_GENE=2510002J0
MOE430_2_1428901_at 52.5 32 P P 0.000732 0.001221 -0.7 D 0.99 gb:AK004450.1 /DB_XREF=gi:12835638 /FEA=mRNA /CNT=25 /TID=Mm.23732.1 /TIER=Stack /STK=18 /UG=Mm.23732 /LL=68857 /UG_GENE=1190002H0
MOE430_2_1428909_at 26.7 13.3 P A 0.00415 0.12 -0.7 NC 0.99 gb:BI683916 /DB_XREF=gi:15646544 /DB_XREF=603306739F1 /CLONE=IMAGE:5342792 /FEA=mRNA /CNT=131 /TID=Mm.22482.1 /TIER=Stack /STK=12 
MOE430_2_1428915_at 322.3 214.2 P P 0.000244 0.000732 -0.7 D 0.99 gb:AK002609.1 /DB_XREF=gi:12832719 /FEA=mRNA /CNT=31 /TID=Mm.35325.1 /TIER=Stack /STK=17 /UG=Mm.35325 /LL=68346 /UG_GENE=0610012J0
MOE430_2_1428942_at 1289.2 873.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:AA796766 /DB_XREF=gi:2859721 /DB_XREF=vp27c11.r1 /CLONE=IMAGE:1077908 /FEA=mRNA /CNT=34 /TID=Mm.142740.1 /TIER=Stack /STK=16 /U
MOE430_2_1429045_at 446.7 277.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:AW060936 /DB_XREF=gi:6008687 /DB_XREF=UI-M-BH1-anv-e-05-0-UI.s1 /CLONE=UI-M-BH1-anv-e-05-0-UI /FEA=mRNA /CNT=73 /TID=Mm.45797
MOE430_2_1429046_at 337.5 236.3 P P 0.000244 0.000732 -0.7 D 0.99 gb:BI697997 /DB_XREF=gi:15660626 /DB_XREF=603344144F1 /CLONE=IMAGE:5371835 /FEA=mRNA /CNT=73 /TID=Mm.45797.1 /TIER=ConsEnd /STK=0
MOE430_2_1429159_at 10.8 8 P A 0.00415 0.21 -0.7 NC 0.96 gb:AK018605.1 /DB_XREF=gi:12858397 /FEA=mRNA /CNT=38 /TID=Mm.2935.1 /TIER=Stack /STK=10 /UG=Mm.2935 /LL=66693 /UG_GENE=4631408O11R
MOE430_2_1429210_at 72.9 43.7 P P 0.008057 0.01 -0.7 NC 0.97 gb:BE290548 /DB_XREF=gi:9171667 /DB_XREF=601088291F1 /CLONE=IMAGE:3482902 /FEA=mRNA /CNT=30 /TID=Mm.154093.1 /TIER=ConsEnd /STK=0
MOE430_2_1429279_at 118.3 80.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK017602.1 /DB_XREF=gi:12856926 /FEA=mRNA /CNT=16 /TID=Mm.218342.1 /TIER=Stack /STK=8 /UG=Mm.218342 /LL=70560 /UG_GENE=Wars2 /U
MOE430_2_1429333_at 1.2 1 A A 0.96 0.93 -0.7 NC 0.95 gb:AK006866.1 /DB_XREF=gi:12840151 /FEA=mRNA /CNT=40 /TID=Mm.67677.1 /TIER=Stack /STK=37 /UG=Mm.67677 /LL=73470 /UG_GENE=1700063D0
MOE430_2_1429374_at 0.9 1.1 A A 0.91 0.91 -0.7 NC 0.88 gb:AK005586.1 /DB_XREF=gi:12838242 /FEA=mRNA /CNT=34 /TID=Mm.27023.1 /TIER=Stack /STK=29 /UG=Mm.27023 /LL=75439 /UG_GENE=1700001F0
MOE430_2_1429386_at 6.5 3.9 A A 0.43 0.3 -0.7 NC 0.5 gb:BI082535 /DB_XREF=gi:14500865 /DB_XREF=602877910F1 /CLONE=IMAGE:5009594 /FEA=mRNA /CNT=64 /TID=Mm.153050.1 /TIER=ConsEnd /STK=
MOE430_2_1429438_at 85.9 49.6 P P 0.000732 0.00293 -0.7 D 0.99 gb:AV318805 /DB_XREF=gi:15406123 /DB_XREF=AV318805 /CLONE=6030401J07 /FEA=mRNA /CNT=35 /TID=Mm.196328.1 /TIER=Stack /STK=22 /UG=
MOE430_2_1429577_at 7.1 2.1 A A 0.5 0.66 -0.7 NC 0.22 gb:AK006688.1 /DB_XREF=gi:12839905 /FEA=mRNA /CNT=17 /TID=Mm.75065.1 /TIER=Stack /STK=14 /UG=Mm.75065 /LL=67320 /UG_GENE=1700042N0
MOE430_2_1429688_at 32.6 21.8 P P 0.000732 0.005859 -0.7 MD 0.99 gb:BB713508 /DB_XREF=gi:16066677 /DB_XREF=BB713508 /CLONE=B020047H03 /FEA=mRNA /CNT=15 /TID=Mm.71643.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429706_at 1.3 0.6 A A 0.82 0.99 -0.7 NC 0.88 gb:AK005734.1 /DB_XREF=gi:12838463 /FEA=mRNA /CNT=11 /TID=Mm.63799.1 /TIER=Stack /STK=10 /UG=Mm.63799 /LL=75470 /UG_GENE=1700007L1
MOE430_2_1429835_at 3.7 0.9 A A 0.53 0.82 -0.7 NC 0.5 gb:AK009778.1 /DB_XREF=gi:12844783 /GEN=Xrcc1 /FEA=mRNA /CNT=19 /TID=Mm.4347.2 /TIER=ConsEnd /STK=7 /UG=Mm.4347 /LL=22594 /UG_TITL
MOE430_2_1429909_at 17.4 12.8 A A 0.09 0.06 -0.7 NC 0.95 gb:AK014682.1 /DB_XREF=gi:12852685 /FEA=mRNA /CNT=12 /TID=Mm.63526.1 /TIER=ConsEnd /STK=6 /UG=Mm.63526 /LL=74608 /UG_GENE=4833411
MOE430_2_1429975_at 5.5 4.7 A A 0.14 0.33 -0.7 NC 0.62 gb:AK016501.1 /DB_XREF=gi:12855268 /FEA=mRNA /CNT=10 /TID=Mm.30957.1 /TIER=ConsEnd /STK=5 /UG=Mm.30957 /LL=70993 /UG_GENE=4931432
MOE430_2_1429994_s_ 3.5 1 A A 0.56 0.72 -0.7 NC 0.37 gb:AK008688.1 /DB_XREF=gi:12843035 /FEA=mRNA /CNT=7 /TID=Mm.34966.1 /TIER=ConsEnd /STK=5 /UG=Mm.34966 /LL=72303 /UG_GENE=2210009K
MOE430_2_1430116_at 3.9 0.6 A A 0.36 0.84 -0.7 NC 0.7 gb:AK020053.1 /DB_XREF=gi:12860516 /FEA=mRNA /CNT=5 /TID=Mm.124012.1 /TIER=ConsEnd /STK=4 /UG=Mm.124012 /LL=77875 /UG_GENE=603042
MOE430_2_1430175_at 4.3 4.9 A A 0.14 0.53 -0.7 NC 0.59 gb:AI746562 /DB_XREF=gi:5124826 /DB_XREF=ul08f05.x1 /CLONE=IMAGE:2076225 /FEA=mRNA /CNT=8 /TID=Mm.109485.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430191_at 66.8 42.1 P P 0.001221 0.001221 -0.7 NC 0.94 gb:BB748887 /DB_XREF=gi:16153123 /DB_XREF=BB748887 /CLONE=G030101J04 /FEA=mRNA /CNT=6 /TID=Mm.158737.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430392_at 17.1 9.5 A A 0.08 0.14 -0.7 NC 0.5 gb:AK020657.1 /DB_XREF=gi:12861305 /FEA=mRNA /CNT=6 /TID=Mm.118852.1 /TIER=ConsEnd /STK=2 /UG=Mm.118852 /LL=78741 /UG_GENE=953008
MOE430_2_1430462_at 2.9 1.9 A A 0.43 0.53 -0.7 NC 0.92 gb:AK009124.1 /DB_XREF=gi:12843723 /FEA=mRNA /CNT=4 /TID=Mm.158769.1 /TIER=ConsEnd /STK=2 /UG=Mm.158769 /LL=71886 /UG_GENE=231000
MOE430_2_1430571_s_ 143.5 98.8 P P 0.000732 0.00293 -0.7 D 0.99 gb:AK010815.1 /DB_XREF=gi:12846519 /FEA=mRNA /CNT=15 /TID=Mm.954.1 /TIER=ConsEnd /STK=1 /UG=Mm.954 /LL=76813 /UG_GENE=2410153K17R
MOE430_2_1430835_at 9 2.4 A A 0.33 0.46 -0.7 NC 0.37 gb:AK017973.1 /DB_XREF=gi:12857485 /FEA=mRNA /CNT=4 /TID=Mm.24861.1 /TIER=ConsEnd /STK=1 /UG=Mm.24861 /LL=76041 /UG_GENE=5830436D
MOE430_2_1430836_at 1.7 0.6 A A 0.75 0.95 -0.7 NC 0.94 gb:AV265458 /DB_XREF=gi:6253493 /DB_XREF=AV265458 /CLONE=4930507F11 /FEA=mRNA /CNT=4 /TID=Mm.158661.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430913_at 10.9 6.6 A A 0.11 0.33 -0.7 NC 0.5 gb:AK007800.1 /DB_XREF=gi:12841578 /FEA=mRNA /CNT=3 /TID=Mm.158807.1 /TIER=ConsEnd /STK=1 /UG=Mm.158807 /LL=72295 /UG_GENE=181004
MOE430_2_1431057_a_ 1746 1041.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK009847.1 /DB_XREF=gi:12844895 /FEA=mRNA /CNT=12 /TID=Mm.22345.3 /TIER=ConsEnd /STK=0 /UG=Mm.22345 /LL=76453 /UG_GENE=2310046
MOE430_2_1431127_at 26 17.2 P A 0.04 0.3 -0.7 NC 0.85 gb:BQ180054 /DB_XREF=gi:20355546 /DB_XREF=UI-M-EW0-bww-p-19-0-UI.r1 /CLONE=IMAGE:5704194 /FEA=mRNA /CNT=18 /TID=Mm.44186.1 /TIER=
MOE430_2_1431260_at 13.6 7.9 A A 0.08 0.33 -0.7 NC 0.87 gb:BE847798 /DB_XREF=gi:10306137 /DB_XREF=uw41c01.y1 /CLONE=IMAGE:3419232 /FEA=mRNA /CNT=8 /TID=Mm.131275.1 /TIER=ConsEnd /STK=0 
MOE430_2_1431338_at 3.2 2.1 A A 0.6 0.63 -0.7 NC 0.17 gb:AK014376.1 /DB_XREF=gi:12852184 /FEA=mRNA /CNT=4 /TID=Mm.158760.1 /TIER=ConsEnd /STK=0 /UG=Mm.158760 /LL=71822 /UG_GENE=330000
MOE430_2_1431394_a_ 47.8 23.2 P P 0.000244 0.00415 -0.7 NC 0.99 gb:AK014938.1 /DB_XREF=gi:12853065 /FEA=mRNA /CNT=3 /TID=Mm.37558.2 /TIER=ConsEnd /STK=0 /UG=Mm.37558 /LL=66725 /UG_GENE=4921513O
MOE430_2_1431653_at 1.2 0.3 A A 0.69 0.99 -0.7 NC 0.8 gb:AK017898.1 /DB_XREF=gi:12857384 /FEA=mRNA /CNT=2 /TID=Mm.196320.2 /TIER=ConsEnd /STK=1 /UG=Mm.196320 /LL=76015 /UG_GENE=583040
MOE430_2_1431656_at 0.8 0.4 A A 0.87 0.99 -0.7 NC 0.98 gb:AK021281.1 /DB_XREF=gi:12862123 /FEA=mRNA /CNT=2 /TID=Mm.160098.1 /TIER=ConsEnd /STK=1 /UG=Mm.160098 /LL=78571 /UG_GENE=C63005
MOE430_2_1431721_a_ 1.4 0.7 A A 0.97 0.99 -0.7 NC 0.5 gb:BC024104.1 /DB_XREF=gi:18848269 /FEA=mRNA /CNT=2 /TID=Mm.80798.2 /TIER=ConsEnd /STK=0 /UG=Mm.80798 /LL=66901 /UG_GENE=1300015B
MOE430_2_1431795_a_ 24.3 12.4 P A 0.04 0.24 -0.7 D 0.99 gb:AK014333.1 /DB_XREF=gi:12852112 /FEA=mRNA /CNT=1 /TID=Mm.4083.2 /TIER=ConsEnd /STK=0 /UG=Mm.4083 /LL=20347 /UG_GENE=Sema3b /UG
MOE430_2_1431883_at 12.2 7.8 A A 0.11 0.17 -0.7 NC 0.54 gb:AK015286.1 /DB_XREF=gi:12853563 /FEA=mRNA /CNT=1 /TID=Mm.195517.1 /TIER=ConsEnd /STK=0 /UG=Mm.195517 /LL=68182 /UG_GENE=493052
MOE430_2_1431894_at 29.3 13.3 A A 0.08 0.39 -0.7 NC 0.82 gb:AK014762.1 /DB_XREF=gi:12852798 /FEA=mRNA /CNT=1 /TID=Mm.159562.1 /TIER=ConsEnd /STK=0 /UG=Mm.159562 /LL=75765 /UG_GENE=483342
MOE430_2_1431928_at 3.2 0.5 A A 0.53 0.63 -0.7 NC 0.76 gb:AK010153.1 /DB_XREF=gi:12845398 /FEA=mRNA /CNT=1 /TID=Mm.158773.1 /TIER=ConsEnd /STK=0 /UG=Mm.158773 /LL=71922 /UG_GENE=231007
MOE430_2_1432047_at 1.8 0.5 A A 0.66 0.91 -0.7 NC 0.94 gb:AK018093.1 /DB_XREF=gi:12857650 /FEA=mRNA /CNT=1 /TID=Mm.159690.1 /TIER=ConsEnd /STK=0 /UG=Mm.159690 /LL=76135 /UG_GENE=623042
MOE430_2_1432144_a_ 1096.2 700.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK015870.1 /DB_XREF=gi:12854375 /FEA=mRNA /CNT=1 /TID=Mm.182005.2 /TIER=ConsEnd /STK=0 /UG=Mm.182005 /LL=68098 /UG_GENE=672040
MOE430_2_1432206_at 12.8 7.5 P A 0.01 0.11 -0.7 NC 0.7 gb:AK018484.1 /DB_XREF=gi:12858205 /FEA=mRNA /CNT=1 /TID=Mm.158718.1 /TIER=ConsEnd /STK=0 /UG=Mm.158718 /LL=71528 /UG_GENE=903040
MOE430_2_1432217_a_ 1 0.5 A A 0.9 0.94 -0.7 NC 0.5 gb:AK016839.1 /DB_XREF=gi:12855787 /FEA=mRNA /CNT=1 /TID=Mm.25949.2 /TIER=ConsEnd /STK=0 /UG=Mm.25949 /LL=71860 /UG_GENE=1700019F
MOE430_2_1432262_at 135.3 75.1 P P 0.000732 0.000732 -0.7 NC 0.99 gb:AK015696.1 /DB_XREF=gi:12854126 /FEA=mRNA /CNT=1 /TID=Mm.89561.1 /TIER=ConsEnd /STK=0 /UG=Mm.89561 /LL=75007 /UG_GENE=4930504E
MOE430_2_1432333_a_ 5.1 1.6 A A 0.39 0.6 -0.7 NC 0.5 gb:AK006232.1 /DB_XREF=gi:12839217 /FEA=mRNA /CNT=1 /TID=Mm.45611.2 /TIER=ConsEnd /STK=0 /UG=Mm.45611 /LL=76573 /UG_GENE=1700027D
MOE430_2_1432421_at 4.5 3.1 A A 0.21 0.39 -0.7 NC 0.81 gb:AK014190.1 /DB_XREF=gi:12851889 /GEN=Pms2 /FEA=mRNA /CNT=1 /TID=Mm.220142.1 /TIER=ConsEnd /STK=0 /UG=Mm.220142 /UG_TITLE=Mus m
MOE430_2_1432524_at 12.5 9.8 P A 0.00293 0.14 -0.7 NC 0.8 gb:AK016085.1 /DB_XREF=gi:12854687 /FEA=mRNA /CNT=1 /TID=Mm.159490.1 /TIER=ConsEnd /STK=0 /UG=Mm.159490 /LL=75287 /UG_GENE=493055
MOE430_2_1432563_at 1 0.8 A A 0.66 0.96 -0.7 NC 0.99 gb:AK018963.1 /DB_XREF=gi:12858944 /FEA=mRNA /CNT=1 /TID=Mm.160109.1 /TIER=ConsEnd /STK=0 /UG=Mm.160109 /LL=78639 /UG_GENE=170011
MOE430_2_1432572_at 4.8 3.5 A A 0.46 0.56 -0.7 NC 0.5 gb:AV319627 /DB_XREF=gi:16394888 /DB_XREF=AV319627 /CLONE=6030408M06 /FEA=mRNA /CNT=5 /TID=Mm.159947.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432587_at 1.9 0.6 A A 0.24 0.53 -0.7 NC 0.85 gb:AI452210 /DB_XREF=gi:4300328 /DB_XREF=mp85c11.x1 /CLONE=IMAGE:576020 /FEA=mRNA /CNT=4 /TID=Mm.181112.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1432607_at 3.5 2.2 A A 0.6 0.88 -0.7 NC 0.73 gb:AI120134 /DB_XREF=gi:3520458 /DB_XREF=uh82g05.r1 /CLONE=IMAGE:1764248 /FEA=mRNA /CNT=3 /TID=Mm.158354.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432648_at 9.6 7.2 A A 0.14 0.14 -0.7 NC 0.5 gb:AK015513.1 /DB_XREF=gi:12853888 /FEA=mRNA /CNT=3 /TID=Mm.66966.1 /TIER=ConsEnd /STK=0 /UG=Mm.66966 /LL=75026 /UG_GENE=4930466F
MOE430_2_1432657_at 1.3 1 A A 0.56 0.69 -0.7 NC 0.39 gb:AV277205 /DB_XREF=gi:6265242 /DB_XREF=AV277205 /CLONE=4932441D14 /FEA=mRNA /CNT=2 /TID=Mm.1453.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1432684_at 14.6 10.6 A A 0.3 0.43 -0.7 NC 0.51 gb:AV255540 /DB_XREF=gi:6242999 /DB_XREF=AV255540 /CLONE=4921521C08 /FEA=mRNA /CNT=2 /TID=Mm.158481.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432740_at 9.5 5.4 A A 0.14 0.6 -0.7 NC 0.64 gb:AK014738.1 /DB_XREF=gi:12852765 /FEA=mRNA /CNT=2 /TID=Mm.159249.1 /TIER=ConsEnd /STK=0 /UG=Mm.159249 /LL=74586 /UG_GENE=483342
MOE430_2_1432783_at 10.9 6 A A 0.24 0.69 -0.7 NC 0.51 gb:BB015742 /DB_XREF=gi:8186678 /DB_XREF=BB015742 /CLONE=4930556A17 /FEA=mRNA /CNT=2 /TID=Mm.160042.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432880_at 4.8 2.3 A A 0.39 0.5 -0.7 NC 0.5 gb:AK018356.1 /DB_XREF=gi:12858019 /FEA=mRNA /CNT=1 /TID=Mm.159556.1 /TIER=ConsEnd /STK=0 /UG=Mm.159556 /LL=75742 /UG_GENE=682040
MOE430_2_1432890_at 1.8 0.7 A A 0.69 0.8 -0.7 NC 0.36 gb:AK011375.1 /DB_XREF=gi:12847457 /FEA=mRNA /CNT=1 /TID=Mm.158829.1 /TIER=ConsEnd /STK=0 /UG=Mm.158829 /LL=72460 /UG_GENE=261001
MOE430_2_1432895_at 2.8 1.6 A A 0.53 0.53 -0.7 NC 0.5 gb:AK018498.1 /DB_XREF=gi:12858227 /FEA=mRNA /CNT=1 /TID=Mm.159232.1 /TIER=ConsEnd /STK=0 /UG=Mm.159232 /LL=74538 /UG_GENE=903040
MOE430_2_1432917_at 0.2 0.2 A A 0.78 0.99 -0.7 NC 0.91 gb:AK016741.1 /DB_XREF=gi:12855639 /FEA=mRNA /CNT=1 /TID=Mm.195704.1 /TIER=ConsEnd /STK=0 /UG=Mm.195704 /LL=74449 /UG_GENE=493340
MOE430_2_1432922_at 1.2 1.4 A A 0.63 0.88 -0.7 NC 0.85 gb:AK016831.1 /DB_XREF=gi:12855776 /FEA=mRNA /CNT=1 /TID=Mm.158605.1 /TIER=ConsEnd /STK=0 /UG=Mm.158605 /LL=71180 /UG_GENE=493341
MOE430_2_1433098_at 13 7.5 P A 0.008057 0.17 -0.7 NC 0.72 gb:AK014962.1 /DB_XREF=gi:12853103 /FEA=mRNA /CNT=1 /TID=Mm.158482.1 /TIER=ConsEnd /STK=0 /UG=Mm.158482 /LL=70890 /UG_GENE=492152
MOE430_2_1433247_at 1.2 0.6 A A 0.75 0.9 -0.7 NC 0.54 gb:AK021269.1 /DB_XREF=gi:12862106 /FEA=mRNA /CNT=1 /TID=Mm.159960.1 /TIER=ConsEnd /STK=0 /UG=Mm.159960 /LL=77625 /UG_GENE=C53000
MOE430_2_1433412_at 31.2 15.5 A A 0.27 0.3 -0.7 NC 0.5 gb:AK017641.1 /DB_XREF=gi:12856984 /FEA=mRNA /CNT=1 /TID=Mm.28796.1 /TIER=ConsEnd /STK=0 /UG=Mm.28796 /LL=70566 /UG_GENE=5730446C
MOE430_2_1433417_at 16.6 9.9 P A 0.008057 0.19 -0.7 NC 0.86 gb:AK020225.1 /DB_XREF=gi:12860740 /FEA=mRNA /CNT=1 /TID=Mm.159930.1 /TIER=ConsEnd /STK=0 /UG=Mm.159930 /LL=77506 /UG_GENE=803049
MOE430_2_1433460_at 302.1 176 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB329157 /DB_XREF=gi:16403909 /DB_XREF=BB329157 /CLONE=B530045F04 /FEA=EST /CNT=216 /TID=Mm.205578.1 /TIER=Stack /STK=174 /UG=
MOE430_2_1433508_at 411.4 244.2 P P 0.000244 0.000732 -0.7 D 0.99 gb:AV025472 /DB_XREF=gi:16356441 /DB_XREF=AV025472 /CLONE=1200013L21 /FEA=EST /CNT=150 /TID=Mm.34576.1 /TIER=Stack /STK=113 /UG=M
MOE430_2_1433628_at 210.3 141.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:BQ044689 /DB_XREF=gi:19795420 /DB_XREF=UI-M-EM0-bvm-b-24-0-UI.r1 /CLONE=IMAGE:5693879 /FEA=EST /CNT=101 /TID=Mm.27862.1 /TIER=
MOE430_2_1433653_at 21 17.5 A A 0.24 0.21 -0.7 NC 0.91 gb:BG173681 /DB_XREF=gi:12680384 /DB_XREF=602336820F1 /CLONE=IMAGE:4459829 /FEA=EST /CNT=122 /TID=Mm.37877.1 /TIER=Stack /STK=76 /
MOE430_2_1433695_at 430.5 264.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:BQ174762 /DB_XREF=gi:20350254 /DB_XREF=UI-M-DJ2-bwb-m-20-0-UI.s1 /CLONE=UI-M-DJ2-bwb-m-20-0-UI /FEA=EST /CNT=77 /TID=Mm.4101
MOE430_2_1433702_at 187 127.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:BI663634 /DB_XREF=gi:15577867 /DB_XREF=603288342F1 /CLONE=IMAGE:5322202 /FEA=EST /CNT=111 /TID=Mm.27216.1 /TIER=Stack /STK=69 /U
MOE430_2_1433711_s_ 542.9 324.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG076140 /DB_XREF=gi:12558709 /DB_XREF=H3156B03-3 /CLONE=H3156B03 /FEA=EST /CNT=107 /TID=Mm.29742.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1433717_at 584.2 416.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BI903574 /DB_XREF=gi:16165532 /DB_XREF=603168582F1 /CLONE=IMAGE:5256525 /FEA=EST /CNT=103 /TID=Mm.29398.1 /TIER=Stack /STK=67 /U
MOE430_2_1433748_at 160.7 104.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG073303 /DB_XREF=gi:12555872 /DB_XREF=H3121A08-3 /CLONE=H3121A08 /FEA=EST /CNT=97 /TID=Mm.7778.1 /TIER=Stack /STK=64 /UG=Mm.



MOE430_2_1433768_at 1546.6 992 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG071905 /DB_XREF=gi:12554474 /DB_XREF=H3104E03-3 /CLONE=H3104E03 /FEA=EST /CNT=99 /TID=Mm.27390.1 /TIER=Stack /STK=62 /UG=Mm
MOE430_2_1433804_at 93.9 59 P P 0.000244 0.000732 -0.7 D 0.99 gb:BF224937 /DB_XREF=gi:11132356 /DB_XREF=uz43h08.x1 /CLONE=IMAGE:3671871 /FEA=EST /CNT=345 /TID=Mm.28598.1 /TIER=Stack /STK=23 /UG
MOE430_2_1433854_at 682.7 418.6 P P 0.000488 0.000488 -0.7 D 0.99 gb:BG064061 /DB_XREF=gi:12546624 /DB_XREF=H3015A12-3 /CLONE=H3015A12 /FEA=EST /CNT=100 /TID=Mm.39995.1 /TIER=Stack /STK=56 /UG=M
MOE430_2_1433884_at 9.8 4 P A 0.04 0.36 -0.7 NC 0.57 gb:BM118245 /DB_XREF=gi:17081263 /DB_XREF=L0863C08-3 /CLONE=L0863C08 /FEA=EST /CNT=93 /TID=Mm.200817.1 /TIER=Stack /STK=54 /UG=M
MOE430_2_1434177_at 91.5 83 P P 0.000244 0.01 -0.7 D 0.99 gb:AI551117 /DB_XREF=gi:4483480 /DB_XREF=vx39a03.x1 /CLONE=IMAGE:1277548 /FEA=EST /CNT=139 /TID=Mm.21657.1 /TIER=Stack /STK=39 /UG=
MOE430_2_1434293_at 29 23.1 A A 0.09 0.14 -0.7 NC 0.82 gb:AV242548 /DB_XREF=gi:16386762 /DB_XREF=AV242548 /CLONE=4831410E22 /FEA=EST /CNT=40 /TID=Mm.220986.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1434302_at 87.2 59.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:BI646173 /DB_XREF=gi:15560409 /DB_XREF=603276392F1 /CLONE=IMAGE:5316550 /FEA=EST /CNT=128 /TID=Mm.87452.1 /TIER=Stack /STK=35 /U
MOE430_2_1434334_at 101.9 59.5 P P 0.000732 0.01 -0.7 D 0.99 gb:AW557946 /DB_XREF=gi:7203375 /DB_XREF=L0288F05-3 /CLONE=L0288F05 /FEA=EST /CNT=48 /TID=Mm.1881.1 /TIER=Stack /STK=34 /UG=Mm.18
MOE430_2_1434361_at 398.2 293 P P 0.001221 0.00415 -0.7 D 0.99 gb:AV238214 /DB_XREF=gi:16386409 /DB_XREF=AV238214 /CLONE=4732426E14 /FEA=EST /CNT=55 /TID=Mm.103057.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434364_at 42.5 26.9 P P 0.001953 0.001953 -0.7 NC 0.99 gb:BG072756 /DB_XREF=gi:12555325 /DB_XREF=H3114E12-3 /CLONE=H3114E12 /FEA=EST /CNT=39 /TID=Mm.103704.2 /TIER=Stack /STK=34 /UG=M
MOE430_2_1434372_at 11.9 5.2 A A 0.12 0.45 -0.7 NC 0.49 gb:BE688358 /DB_XREF=gi:10075915 /DB_XREF=uw44a07.x1 /CLONE=IMAGE:3464820 /FEA=EST /CNT=85 /TID=Mm.6381.1 /TIER=Stack /STK=33 /UG=
MOE430_2_1434414_at 119.9 72 P P 0.000244 0.000732 -0.7 D 0.99 gb:BM227994 /DB_XREF=gi:17790478 /DB_XREF=K0253E06-3 /CLONE=K0253E06 /FEA=EST /CNT=50 /TID=Mm.10029.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434447_at 212.5 110.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG060788 /DB_XREF=gi:12529630 /DB_XREF=L0907H03-3 /CLONE=L0907H03 /FEA=EST /CNT=59 /TID=Mm.200539.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1434472_at 214.9 142 P P 0.000244 0.000244 -0.7 D 0.99 gb:AV287497 /DB_XREF=gi:16392092 /DB_XREF=AV287497 /CLONE=5031436O03 /FEA=EST /CNT=69 /TID=Mm.10141.2 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434786_at 194.5 118.2 P P 0.001953 0.00293 -0.7 D 0.99 gb:AW492237 /DB_XREF=gi:7062518 /DB_XREF=UI-M-BH3-atl-b-05-0-UI.s1 /CLONE=UI-M-BH3-atl-b-05-0-UI /FEA=EST /CNT=36 /TID=Mm.28282.1 /
MOE430_2_1434844_at 47.5 25.5 P P 0.000244 0.008057 -0.7 NC 0.98 gb:BF582632 /DB_XREF=gi:11656347 /DB_XREF=602094022F1 /CLONE=IMAGE:4208405 /FEA=EST /CNT=31 /TID=Mm.27182.3 /TIER=Stack /STK=24 /U
MOE430_2_1435191_at 173.4 82.7 P P 0.000732 0.001221 -0.7 D 0.99 gb:BM231053 /DB_XREF=gi:17866323 /DB_XREF=K0304E10-3 /CLONE=K0304E10 /FEA=EST /CNT=25 /TID=Mm.22608.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435229_at 44 29.5 P P 0.008057 0.01 -0.7 NC 0.97 gb:BI729743 /DB_XREF=gi:15706756 /DB_XREF=603349465F1 /CLONE=IMAGE:5356720 /FEA=EST /CNT=38 /TID=Mm.45231.1 /TIER=Stack /STK=18 /UG
MOE430_2_1435387_at 205.3 147.1 P P 0.001221 0.008057 -0.7 D 0.99 gb:BB191000 /DB_XREF=gi:16270741 /DB_XREF=BB191000 /CLONE=A330065C21 /FEA=EST /CNT=24 /TID=Mm.121949.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435559_at 7.3 7.1 A A 0.36 0.53 -0.7 NC 0.71 gb:BB200233 /DB_XREF=gi:16271401 /DB_XREF=BB200233 /CLONE=A430022D23 /FEA=EST /CNT=26 /TID=Mm.28931.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435679_at 93.8 49.3 P P 0.000244 0.00415 -0.7 D 0.99 gb:BB770843 /DB_XREF=gi:16212938 /DB_XREF=BB770843 /CLONE=G370117O21 /FEA=EST /CNT=18 /TID=Mm.116864.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435800_a_ 3556.4 1955.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB779100 /DB_XREF=gi:16939800 /DB_XREF=BB779100 /CLONE=G430050O16 /FEA=EST /CNT=17 /TID=Mm.193526.3 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435831_at 3 1.4 A A 0.78 0.75 -0.7 NC 0.46 gb:BB427704 /DB_XREF=gi:16423841 /DB_XREF=BB427704 /CLONE=C630013E24 /FEA=EST /CNT=16 /TID=Mm.24785.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435839_at 1.6 0.4 A A 0.66 0.85 -0.7 NC 0.2 gb:BB764793 /DB_XREF=gi:16193037 /DB_XREF=BB764793 /CLONE=G370039G20 /FEA=EST /CNT=14 /TID=Mm.86624.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435943_at 60.2 33.1 P A 0.03 0.12 -0.7 NC 0.99 gb:AI647687 /DB_XREF=gi:4726365 /DB_XREF=uk37h07.x1 /CLONE=IMAGE:1971229 /FEA=EST /CNT=15 /TID=Mm.200576.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1435945_a_ 75.6 39.1 P M 0.000244 0.05 -0.7 D 0.99 gb:BG865910 /DB_XREF=gi:14216450 /DB_XREF=602788149F1 /CLONE=IMAGE:4913965 /FEA=EST /CNT=15 /TID=Mm.9911.3 /TIER=Stack /STK=12 /UG
MOE430_2_1435990_at 274.3 159.9 P P 0.001221 0.001221 -0.7 D 0.99 gb:BG073461 /DB_XREF=gi:12556030 /DB_XREF=H3122H02-3 /CLONE=H3122H02 /FEA=EST /CNT=17 /TID=Mm.23038.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436063_at 271.5 154.4 P P 0.000244 0.001953 -0.7 D 0.99 gb:BB667197 /DB_XREF=gi:16398646 /DB_XREF=BB667197 /CLONE=6820427H12 /FEA=EST /CNT=15 /TID=Mm.77067.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436138_at 53.4 34.3 P P 0.01 0.000732 -0.7 NC 0.5 gb:BB078627 /DB_XREF=gi:15406966 /DB_XREF=BB078627 /CLONE=9330154G22 /FEA=EST /CNT=11 /TID=Mm.44865.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436192_at 317 187.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:AV270520 /DB_XREF=gi:15405435 /DB_XREF=AV270520 /CLONE=4930549O03 /FEA=EST /CNT=26 /TID=Mm.24362.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436286_at 18.4 15.7 M P 0.05 0.001221 -0.7 NC 0.42 gb:BB333971 /DB_XREF=gi:16404035 /DB_XREF=BB333971 /CLONE=B830017H08 /FEA=EST /CNT=10 /TID=Mm.188297.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436325_at 32.3 20.5 P P 0.00293 0.01 -0.7 NC 0.97 gb:BB507557 /DB_XREF=gi:9516520 /DB_XREF=BB507557 /CLONE=D730013J16 /FEA=EST /CNT=34 /TID=Mm.88712.1 /TIER=Stack /STK=9 /UG=Mm.8
MOE430_2_1436468_at 43.6 26.3 P A 0.03 0.06 -0.7 NC 0.72 gb:BB553914 /DB_XREF=gi:16448356 /DB_XREF=BB553914 /CLONE=E330009O14 /FEA=EST /CNT=9 /TID=Mm.101884.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436605_at 39.6 26.6 P P 0.005859 0.02 -0.7 NC 0.62 gb:BB022982 /DB_XREF=gi:15403411 /DB_XREF=BB022982 /CLONE=5330413I19 /FEA=EST /CNT=10 /TID=Mm.35041.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436634_at 0.4 0.7 A A 0.78 0.88 -0.7 NC 0.6 gb:BB733242 /DB_XREF=gi:16132392 /DB_XREF=BB733242 /CLONE=E970036L21 /FEA=EST /CNT=9 /TID=Mm.212826.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436739_at 34.1 22.1 M A 0.05 0.27 -0.7 NC 0.94 gb:AI551199 /DB_XREF=gi:4483562 /DB_XREF=vo61f08.x1 /CLONE=IMAGE:1054407 /FEA=EST /CNT=81 /TID=Mm.35062.1 /TIER=Stack /STK=77 /UG=M
MOE430_2_1436754_at 19 10.7 A A 0.14 0.27 -0.7 NC 0.55 gb:BB360523 /DB_XREF=gi:15411672 /DB_XREF=BB360523 /CLONE=C030047L10 /FEA=EST /CNT=117 /TID=Mm.37751.1 /TIER=Stack /STK=61 /UG=M
MOE430_2_1437082_at 9.6 5.2 A A 0.11 0.17 -0.7 NC 0.5 gb:BB246410 /DB_XREF=gi:16355474 /DB_XREF=BB246410 /CLONE=A730014G18 /FEA=EST /CNT=46 /TID=Mm.46044.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437100_x_ 402.2 248.3 P P 0.000244 0.001953 -0.7 D 0.99 gb:BB206220 /DB_XREF=gi:8871173 /DB_XREF=BB206220 /CLONE=A430073H16 /FEA=EST /CNT=26 /TID=Mm.30018.2 /TIER=Stack /STK=26 /UG=Mm.
MOE430_2_1437255_at 19.8 6 A A 0.09 0.43 -0.7 NC 0.63 gb:BE986026 /DB_XREF=gi:10659934 /DB_XREF=UI-M-CG0p-beu-b-03-0-UI.s1 /CLONE=UI-M-CG0p-beu-b-03-0-UI /FEA=EST /CNT=25 /TID=Mm.218
MOE430_2_1437345_a_ 570 368.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB223872 /DB_XREF=gi:8892484 /DB_XREF=BB223872 /CLONE=A530084B15 /FEA=EST /CNT=20 /TID=Mm.15985.4 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437615_s_ 217.9 123.5 P P 0.000732 0.001953 -0.7 D 0.99 gb:BB270615 /DB_XREF=gi:8967630 /DB_XREF=BB270615 /CLONE=A830049D22 /FEA=EST /CNT=16 /TID=Mm.19091.2 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437629_at 243.7 147 P P 0.000244 0.000244 -0.7 D 0.99 gb:AV321315 /DB_XREF=gi:15406194 /DB_XREF=AV321315 /CLONE=6030432F23 /FEA=EST /CNT=84 /TID=Mm.87033.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437847_x_ 8.8 6.7 A A 0.09 0.24 -0.7 NC 0.91 gb:AV130230 /DB_XREF=gi:5316465 /DB_XREF=AV130230 /CLONE=2700075C05 /FEA=EST /CNT=14 /TID=Mm.28275.3 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1437966_at 14.9 19.1 A A 0.17 0.3 -0.7 NC 0.68 gb:AV329802 /DB_XREF=gi:15406359 /DB_XREF=AV329802 /CLONE=6330505P20 /FEA=EST /CNT=13 /TID=Mm.40967.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437971_at 2.2 1.5 A A 0.72 0.82 -0.7 NC 0.49 gb:BB753919 /DB_XREF=gi:16184272 /DB_XREF=BB753919 /CLONE=G270038A04 /FEA=EST /CNT=13 /TID=Mm.200528.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438126_at 9.6 6.8 M A 0.05 0.17 -0.7 NC 0.5 gb:BB408277 /DB_XREF=gi:16415667 /DB_XREF=BB408277 /CLONE=C430005L07 /FEA=EST /CNT=13 /TID=Mm.132422.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438148_at 9.4 4.8 A A 0.08 0.23 -0.7 NC 0.41 gb:BB829808 /DB_XREF=gi:17008051 /DB_XREF=BB829808 /CLONE=G930008M04 /FEA=EST /CNT=12 /TID=Mm.214043.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438156_x_ 83 62.3 P P 0.000732 0.01 -0.7 D 0.99 gb:BB119196 /DB_XREF=gi:8771764 /DB_XREF=BB119196 /CLONE=9530069K06 /FEA=EST /CNT=12 /TID=Mm.18522.3 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1438157_s_ 1583.3 995.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB096843 /DB_XREF=gi:8741877 /DB_XREF=BB096843 /CLONE=9430057A10 /FEA=EST /CNT=12 /TID=Mm.179920.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438196_at 62.8 45.4 P P 0.000244 0.00293 -0.7 NC 0.99 gb:BB727537 /DB_XREF=gi:16110812 /DB_XREF=BB727537 /CLONE=E860026H11 /FEA=EST /CNT=114 /TID=Mm.38198.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1438201_at 172.6 97.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:AV290622 /DB_XREF=gi:16392283 /DB_XREF=AV290622 /CLONE=5230400L03 /FEA=EST /CNT=29 /TID=Mm.32334.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438232_at 66.3 39.4 P P 0.000244 0.001953 -0.7 D 0.99 gb:AV322952 /DB_XREF=gi:16395225 /DB_XREF=AV322952 /CLONE=6230404J10 /FEA=EST /CNT=32 /TID=Mm.187748.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1438298_a_ 1.8 1.1 A A 0.78 0.93 -0.7 NC 0.5 gb:AI326328 /DB_XREF=gi:4060757 /DB_XREF=ml58f07.x1 /CLONE=IMAGE:516229 /FEA=EST /CNT=14 /TID=Mm.87382.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438313_at 18.3 8.6 P A 0.00293 0.06 -0.7 NC 0.9 gb:BB233366 /DB_XREF=gi:8913221 /DB_XREF=BB233366 /CLONE=A630043D11 /FEA=EST /CNT=12 /TID=Mm.124117.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438321_x_ 557.5 331.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB010153 /DB_XREF=gi:8130510 /DB_XREF=BB010153 /CLONE=4732494A13 /FEA=EST /CNT=12 /TID=Mm.46412.4 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438366_x_ 59.8 30.6 P P 0.00293 0.000244 -0.7 NC 0.94 gb:BB144743 /DB_XREF=gi:8799680 /DB_XREF=BB144743 /CLONE=9930026O18 /FEA=EST /CNT=11 /TID=Mm.28842.4 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438370_x_ 250.8 147.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB357126 /DB_XREF=gi:9068954 /DB_XREF=BB357126 /CLONE=C030019A08 /FEA=EST /CNT=11 /TID=Mm.29947.5 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438475_at 12.5 5.7 A A 0.17 0.24 -0.7 NC 0.5 gb:BM246462 /DB_XREF=gi:17881732 /DB_XREF=K0738E07-3 /CLONE=K0738E07 /FEA=EST /CNT=13 /TID=Mm.96828.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438497_at 16.6 9.8 P A 0.01 0.08 -0.7 NC 0.91 gb:BB474360 /DB_XREF=gi:16439849 /DB_XREF=BB474360 /CLONE=D330006D04 /FEA=EST /CNT=12 /TID=Mm.130610.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438711_at 13.3 4.7 A A 0.09 0.27 -0.7 NC 0.5 gb:BB667651 /DB_XREF=gi:16399100 /DB_XREF=BB667651 /CLONE=C730030C11 /FEA=EST /CNT=26 /TID=Mm.8359.2 /TIER=Stack /STK=9 /UG=Mm.8
MOE430_2_1438715_at 219.9 108.5 P P 0.000732 0.00293 -0.7 D 0.99 gb:BG093811 /DB_XREF=gi:12576374 /DB_XREF=mab44e10.x1 /CLONE=IMAGE:3973338 /FEA=EST /CNT=19 /TID=Mm.44710.1 /TIER=Stack /STK=9 /UG
MOE430_2_1438722_at 15.6 7.5 A A 0.19 0.14 -0.7 NC 0.48 gb:AI854368 /DB_XREF=gi:5498274 /DB_XREF=UI-M-BG1-aic-e-12-0-UI.s1 /CLONE=UI-M-BG1-aic-e-12-0-UI /FEA=EST /CNT=15 /TID=Mm.41762.2 /
MOE430_2_1438941_x_ 904.2 507.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:AV330806 /DB_XREF=gi:6370858 /DB_XREF=AV330806 /CLONE=6330517B15 /FEA=EST /CNT=9 /TID=Mm.34758.2 /TIER=Stack /STK=9 /UG=Mm.347
MOE430_2_1439003_s_ 11 7.2 A A 0.19 0.18 -0.7 NC 0.73 gb:AV271377 /DB_XREF=gi:6259414 /DB_XREF=AV271377 /CLONE=4931408I19 /FEA=EST /CNT=9 /TID=Mm.104758.1 /TIER=Stack /STK=9 /UG=Mm.10
MOE430_2_1439018_at 91.6 62.8 P P 0.000244 0.000732 -0.7 D 0.99 gb:AV329790 /DB_XREF=gi:16396086 /DB_XREF=AV329790 /CLONE=6330505N24 /FEA=EST /CNT=79 /TID=Mm.27654.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439068_at 17 10.3 P P 0.00415 0.008057 -0.7 NC 0.93 gb:AV287655 /DB_XREF=gi:16392105 /DB_XREF=AV287655 /CLONE=5031438M17 /FEA=EST /CNT=14 /TID=Mm.133423.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439169_at 25.4 17.6 P P 0.03 0.02 -0.7 NC 0.53 gb:BB471557 /DB_XREF=gi:16427930 /DB_XREF=BB471557 /CLONE=D230039L18 /FEA=EST /CNT=10 /TID=Mm.162982.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439307_at 21 14.1 A P 0.09 0.04 -0.7 NC 0.27 gb:BB054169 /DB_XREF=gi:15404126 /DB_XREF=BB054169 /CLONE=6720469B08 /FEA=EST /CNT=8 /TID=Mm.132265.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439310_at 1 0.6 A A 0.93 0.96 -0.7 NC 0.96 gb:BB228351 /DB_XREF=gi:15410235 /DB_XREF=BB228351 /CLONE=A630012P03 /FEA=EST /CNT=8 /TID=Mm.123751.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439312_at 9 6.7 A A 0.09 0.3 -0.7 NC 0.62 gb:BB429362 /DB_XREF=gi:16423988 /DB_XREF=BB429362 /CLONE=C630028A22 /FEA=EST /CNT=8 /TID=Mm.131942.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439420_x_ 50.4 35 P A 0.01 0.24 -0.7 NC 0.5 gb:BB208329 /DB_XREF=gi:8873282 /DB_XREF=BB208329 /CLONE=A430087L14 /FEA=EST /CNT=8 /TID=Mm.130623.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1439440_x_ 753.8 521 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB397672 /DB_XREF=gi:9217068 /DB_XREF=BB397672 /CLONE=C330004N14 /FEA=EST /CNT=8 /TID=Mm.21852.4 /TIER=Stack /STK=8 /UG=Mm.21
MOE430_2_1439497_at 31.7 18.2 P P 0.001953 0.03 -0.7 NC 0.78 gb:BG065013 /DB_XREF=gi:12547576 /DB_XREF=H3026D08-3 /CLONE=H3026D08 /FEA=EST /CNT=20 /TID=Mm.157670.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439501_at 8.1 3.7 A A 0.5 0.46 -0.7 NC 0.58 gb:BM233760 /DB_XREF=gi:17869018 /DB_XREF=K0340H10-3 /CLONE=K0340H10 /FEA=EST /CNT=12 /TID=Mm.216121.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439566_at 19.2 9.9 P P 0.001221 0.03 -0.7 NC 0.79 gb:BB245373 /DB_XREF=gi:8938119 /DB_XREF=BB245373 /CLONE=A730008P19 /FEA=EST /CNT=11 /TID=Mm.138080.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439582_at 61.2 32.7 P A 0.00293 0.06 -0.7 D 0.99 gb:BG074706 /DB_XREF=gi:12557275 /DB_XREF=H3138C11-3 /CLONE=H3138C11 /FEA=EST /CNT=9 /TID=Mm.103081.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439594_at 15 5.8 P A 0.02 0.39 -0.7 NC 0.98 gb:BG087177 /DB_XREF=gi:12569741 /DB_XREF=H3136D12-5 /CLONE=H3136D12 /FEA=EST /CNT=8 /TID=Mm.169789.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439646_at 8.1 6 A A 0.43 0.75 -0.7 NC 0.51 gb:BB026034 /DB_XREF=gi:16257962 /DB_XREF=BB026034 /CLONE=5330431D23 /FEA=EST /CNT=9 /TID=Mm.200341.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439720_at 4 1.5 A A 0.5 0.69 -0.7 NC 0.99 gb:AV263855 /DB_XREF=gi:15405397 /DB_XREF=AV263855 /CLONE=4930441N24 /FEA=EST /CNT=7 /TID=Mm.212770.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439771_s_ 17.8 11.3 P P 0.000732 0.04 -0.7 NC 0.86 gb:BG070246 /DB_XREF=gi:12552815 /DB_XREF=H3085C05-3 /CLONE=H3085C05 /FEA=EST /CNT=21 /TID=Mm.27652.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439805_at 103.9 74.1 P P 0.000244 0.000244 -0.7 NC 0.99 gb:BB488160 /DB_XREF=gi:16441611 /DB_XREF=BB488160 /CLONE=D430048B19 /FEA=EST /CNT=15 /TID=Mm.218542.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439910_a_ 24.3 10 P A 0.03 0.14 -0.7 NC 0.62 gb:BE985167 /DB_XREF=gi:10658197 /DB_XREF=UI-M-CG0p-bdi-c-07-0-UI.s1 /CLONE=UI-M-CG0p-bdi-c-07-0-UI /FEA=EST /CNT=8 /TID=Mm.35475.
MOE430_2_1439914_at 20.6 14 P P 0.00415 0.03 -0.7 NC 0.5 gb:AV274085 /DB_XREF=gi:16390451 /DB_XREF=AV274085 /CLONE=4932416H05 /FEA=EST /CNT=7 /TID=Mm.137576.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439915_at 50.7 28.4 P P 0.001953 0.005859 -0.7 NC 0.99 gb:BG073335 /DB_XREF=gi:12555904 /DB_XREF=H3121D10-3 /CLONE=H3121D10 /FEA=EST /CNT=7 /TID=Mm.102889.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439953_at 10.3 5.3 P A 0.03 0.19 -0.7 NC 0.78 gb:BB709170 /DB_XREF=gi:16062339 /DB_XREF=BB709170 /CLONE=A930104B08 /FEA=EST /CNT=7 /TID=Mm.64662.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439988_at 10 5.2 A A 0.27 0.19 -0.7 NC 0.23 gb:BG066975 /DB_XREF=gi:12549544 /DB_XREF=H3049B09-3 /CLONE=H3049B09 /FEA=EST /CNT=7 /TID=Mm.172125.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440184_at 12.7 6.5 M A 0.05 0.36 -0.7 NC 0.46 gb:BB021877 /DB_XREF=gi:8194275 /DB_XREF=BB021877 /CLONE=5330407N12 /FEA=EST /CNT=6 /TID=Mm.132776.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440215_at 260.2 150.4 P P 0.000244 0.000732 -0.7 D 0.99 gb:BG068916 /DB_XREF=gi:12551485 /DB_XREF=H3070F11-3 /CLONE=H3070F11 /FEA=EST /CNT=15 /TID=Mm.12057.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440398_at 9 6.8 A A 0.36 0.27 -0.7 NC 0.11 gb:BE956773 /DB_XREF=gi:10601654 /DB_XREF=UI-M-BG2-bbo-b-08-0-UI.s1 /CLONE=UI-M-BG2-bbo-b-08-0-UI /FEA=EST /CNT=6 /TID=Mm.151091
MOE430_2_1440411_at 19 17.6 P P 0.01 0.02 -0.7 NC 0.99 gb:BB535327 /DB_XREF=gi:16446530 /DB_XREF=BB535327 /CLONE=E030042O04 /FEA=EST /CNT=6 /TID=Mm.187844.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440462_at 6.9 5.3 A A 0.24 0.3 -0.7 NC 0.66 gb:AV339681 /DB_XREF=gi:6379733 /DB_XREF=AV339681 /CLONE=6430510D18 /FEA=EST /CNT=6 /TID=Mm.94304.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440522_at 24.6 13.2 P A 0.03 0.06 -0.7 NC 0.7 gb:BB349472 /DB_XREF=gi:16405223 /DB_XREF=BB349472 /CLONE=B930075F07 /FEA=EST /CNT=6 /TID=Mm.31795.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440561_at 5.4 4.1 A A 0.39 0.53 -0.7 NC 0.4 gb:BM118746 /DB_XREF=gi:17086772 /DB_XREF=L0915F01-3 /CLONE=L0915F01 /FEA=EST /CNT=5 /TID=Mm.45353.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440668_at 434.9 220.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BM235389 /DB_XREF=gi:17870659 /DB_XREF=K0417E08-3 /CLONE=K0417E08 /FEA=EST /CNT=5 /TID=Mm.65306.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440701_at 4.2 1.6 A A 0.46 0.56 -0.7 NC 0.71 gb:BM229163 /DB_XREF=gi:17792004 /DB_XREF=K0274E01-3 /CLONE=K0274E01 /FEA=EST /CNT=5 /TID=Mm.214360.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440822_x_ 395.4 256.8 P P 0.000732 0.001221 -0.7 D 0.99 gb:BB333366 /DB_XREF=gi:9042129 /DB_XREF=BB333366 /CLONE=B830010J20 /FEA=EST /CNT=5 /TID=Mm.200568.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440860_at 61.8 63.8 P P 0.000244 0.001221 -0.7 NC 0.66 gb:BB126987 /DB_XREF=gi:16262316 /DB_XREF=BB126987 /CLONE=9630018K02 /FEA=EST /CNT=12 /TID=Mm.105162.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440895_at 60.6 33.9 P A 0.03 0.06 -0.7 D 0.99 gb:BB122340 /DB_XREF=gi:8774908 /DB_XREF=BB122340 /CLONE=9530085H16 /FEA=EST /CNT=8 /TID=Mm.154488.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1440975_at 244.3 154.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB275943 /DB_XREF=gi:16400865 /DB_XREF=BB275943 /CLONE=A830095F23 /FEA=EST /CNT=9 /TID=Mm.44857.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441026_at 35 15.5 A A 0.09 0.12 -0.7 MD 0.99 gb:BB552308 /DB_XREF=gi:16448144 /DB_XREF=BB552308 /CLONE=E230037B21 /FEA=EST /CNT=6 /TID=Mm.213013.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441057_at 8.6 5 A A 0.08 0.3 -0.7 NC 0.76 gb:BB291766 /DB_XREF=gi:16401499 /DB_XREF=BB291766 /CLONE=B130007O05 /FEA=EST /CNT=6 /TID=Mm.131761.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441368_at 120.6 82.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB102769 /DB_XREF=gi:16261391 /DB_XREF=BB102769 /CLONE=9430084D06 /FEA=EST /CNT=5 /TID=Mm.101435.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441408_at 3.3 1 A A 0.56 0.75 -0.7 NC 0.23 gb:BG071781 /DB_XREF=gi:12554361 /DB_XREF=H3103C04-3 /CLONE=H3103C04 /FEA=EST /CNT=4 /TID=Mm.17822.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441454_at 57.6 53.1 P P 0.00415 0.04 -0.7 NC 0.98 gb:AV274462 /DB_XREF=gi:15405586 /DB_XREF=AV274462 /CLONE=4932418O04 /FEA=EST /CNT=4 /TID=Mm.189598.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441717_at 1.5 2 A A 0.66 0.78 -0.7 NC 0.51 gb:AU024162 /DB_XREF=gi:3394509 /DB_XREF=AU024162 /CLONE=J0447F04 /FEA=EST /CNT=4 /TID=Mm.26409.1 /TIER=ConsEnd /STK=4 /UG=Mm.26
MOE430_2_1441756_at 14.2 12.5 A A 0.19 0.3 -0.7 NC 0.49 gb:BI499715 /DB_XREF=gi:15339059 /DB_XREF=ie44h07.x1 /FEA=EST /CNT=4 /TID=Mm.202434.1 /TIER=ConsEnd /STK=4 /UG=Mm.202434 /UG_TITLE=E
MOE430_2_1441787_at 1.9 1.3 A A 0.9 0.8 -0.7 NC 0.5 gb:AW764198 /DB_XREF=gi:7696148 /DB_XREF=ur72e03.x1 /CLONE=IMAGE:3155836 /FEA=EST /CNT=4 /TID=Mm.105083.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441798_at 15.9 9.1 A A 0.24 0.43 -0.7 NC 0.64 gb:BE943681 /DB_XREF=gi:10521440 /DB_XREF=UI-M-BH3-avm-b-02-0-UI.s1 /CLONE=UI-M-BH3-avm-b-02-0-UI /FEA=EST /CNT=4 /TID=Mm.152455
MOE430_2_1441879_x_ 30.4 15.1 P P 0.001221 0.000732 -0.7 NC 0.94 gb:AV218897 /DB_XREF=gi:6159738 /DB_XREF=AV218897 /CLONE=3010081E12 /FEA=EST /CNT=4 /TID=Mm.147427.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441922_x_ 58 52.4 P A 0.01 0.08 -0.7 NC 0.53 gb:BB322416 /DB_XREF=gi:9030730 /DB_XREF=BB322416 /CLONE=B330015J04 /FEA=EST /CNT=4 /TID=Mm.128473.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441948_x_ 2008.3 1171.6 P P 0.000732 0.000732 -0.7 D 0.99 gb:AV343684 /DB_XREF=gi:6384743 /DB_XREF=AV343684 /CLONE=6430539B22 /FEA=EST /CNT=4 /TID=Mm.63287.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441963_at 133.7 72.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB427703 /DB_XREF=gi:16423840 /DB_XREF=BB427703 /CLONE=C630013E23 /FEA=EST /CNT=19 /TID=Mm.40621.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442004_at 33.3 22.7 P P 0.005859 0.02 -0.7 NC 0.92 gb:BB346825 /DB_XREF=gi:16405062 /DB_XREF=BB346825 /CLONE=B930063C14 /FEA=EST /CNT=13 /TID=Mm.116902.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442051_at 291.6 164.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:BE691662 /DB_XREF=gi:10079286 /DB_XREF=uv65a11.x1 /CLONE=IMAGE:3412028 /FEA=EST /CNT=7 /TID=Mm.62358.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442126_at 30.4 18.7 P P 0.01 0.008057 -0.7 NC 0.79 gb:AI464148 /DB_XREF=gi:4318178 /DB_XREF=vc37e05.x1 /CLONE=IMAGE:776768 /FEA=EST /CNT=6 /TID=Mm.157422.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442226_at 2.3 0.3 A A 0.75 0.43 -0.7 NC 0.06 gb:AV348197 /DB_XREF=gi:16397109 /DB_XREF=AV348197 /CLONE=6430702L12 /FEA=EST /CNT=5 /TID=Mm.134093.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442256_at 76.6 36.2 P P 0.001953 0.00415 -0.7 NC 0.99 gb:BB541041 /DB_XREF=gi:15412225 /DB_XREF=BB541041 /CLONE=E130111N20 /FEA=EST /CNT=5 /TID=Mm.38111.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442294_at 0.5 0.3 A A 0.93 0.92 -0.7 NC 0.1 gb:BB636451 /DB_XREF=gi:16472321 /DB_XREF=BB636451 /CLONE=A530001F19 /FEA=EST /CNT=5 /TID=Mm.131226.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442408_at 202.4 121.5 P P 0.000732 0.000732 -0.7 D 0.99 gb:BE981170 /DB_XREF=gi:10649999 /DB_XREF=UI-M-CG0p-bcz-b-09-0-UI.s1 /CLONE=UI-M-CG0p-bcz-b-09-0-UI /FEA=EST /CNT=5 /TID=Mm.23414
MOE430_2_1442417_at 11.5 8.8 A A 0.21 0.33 -0.7 NC 0.53 gb:AI506534 /DB_XREF=gi:4404385 /DB_XREF=vn38g05.x1 /CLONE=IMAGE:1023512 /FEA=EST /CNT=5 /TID=Mm.34565.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442533_at 3.7 3.4 P A 0.04 0.3 -0.7 NC 0.59 gb:BG068293 /DB_XREF=gi:12550862 /DB_XREF=H3063H03-3 /CLONE=H3063H03 /FEA=EST /CNT=4 /TID=Mm.173560.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442609_at 13 8.2 P P 0.04 0.03 -0.7 NC 0.5 gb:BB534545 /DB_XREF=gi:16446406 /DB_XREF=BB534545 /CLONE=E030037I22 /FEA=EST /CNT=4 /TID=Mm.202283.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442640_at 8.4 3.2 A A 0.36 0.46 -0.7 NC 0.42 gb:BB530448 /DB_XREF=gi:16445771 /DB_XREF=BB530448 /CLONE=E030010B12 /FEA=EST /CNT=4 /TID=Mm.170054.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442645_at 16.2 8.5 P A 0.04 0.33 -0.7 NC 0.79 gb:BB350662 /DB_XREF=gi:16405316 /DB_XREF=BB350662 /CLONE=B930080P13 /FEA=EST /CNT=4 /TID=Mm.126153.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442684_x_ 35.1 34.8 P P 0.02 0.03 -0.7 NC 0.94 gb:BB459907 /DB_XREF=gi:16426474 /DB_XREF=BB459907 /CLONE=D130064I03 /FEA=EST /CNT=4 /TID=Mm.202252.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442738_at 15.1 12 A A 0.19 0.33 -0.7 NC 0.76 gb:AI480644 /DB_XREF=gi:4373870 /DB_XREF=vh54d04.x1 /CLONE=IMAGE:890791 /FEA=EST /CNT=4 /TID=Mm.45643.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442741_at 3.2 4.6 A A 0.69 0.75 -0.7 NC 0.35 gb:BE650309 /DB_XREF=gi:9976133 /DB_XREF=UI-M-BH2.1-apr-g-04-0-UI.r1 /CLONE=UI-M-BH2.1-apr-g-04-0-UI /FEA=EST /CNT=4 /TID=Mm.59181.
MOE430_2_1442775_at 30.3 20.3 P P 0.001953 0.000244 -0.7 NC 0.93 gb:AI481700 /DB_XREF=gi:4374926 /DB_XREF=vh30b04.x1 /CLONE=IMAGE:888463 /FEA=EST /CNT=4 /TID=Mm.87234.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442785_at 10.1 5.6 M A 0.05 0.3 -0.7 NC 0.71 gb:BG147662 /DB_XREF=gi:12651070 /DB_XREF=mab52c11.x1 /CLONE=IMAGE:3974012 /FEA=EST /CNT=4 /TID=Mm.175790.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442837_at 1.1 0.7 A A 0.65 0.66 -0.7 NC 0.57 gb:BB134628 /DB_XREF=gi:16266604 /DB_XREF=BB134628 /CLONE=9830116N24 /FEA=EST /CNT=4 /TID=Mm.208430.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442969_at 13.7 6.1 P A 0.01 0.53 -0.7 NC 0.79 gb:BG069831 /DB_XREF=gi:12552400 /DB_XREF=H3080F02-3 /CLONE=H3080F02 /FEA=EST /CNT=3 /TID=Mm.26243.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442976_at 2.2 2 A A 0.6 0.69 -0.7 NC 0.44 gb:BG066943 /DB_XREF=gi:12549512 /DB_XREF=H3048G08-3 /CLONE=H3048G08 /FEA=EST /CNT=3 /TID=Mm.25110.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442997_at 3.4 1.7 A A 0.53 0.6 -0.7 NC 0.5 gb:BB362600 /DB_XREF=gi:16406044 /DB_XREF=BB362600 /CLONE=C130012D05 /FEA=EST /CNT=3 /TID=Mm.208825.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443064_at 1.1 2 A A 0.6 0.75 -0.7 NC 0.73 gb:BB334571 /DB_XREF=gi:16404069 /DB_XREF=BB334571 /CLONE=B830024C08 /FEA=EST /CNT=3 /TID=Mm.149763.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443176_at 7 4.9 P A 0.04 0.56 -0.7 NC 0.9 gb:BB410394 /DB_XREF=gi:15411979 /DB_XREF=BB410394 /CLONE=C430018A09 /FEA=EST /CNT=3 /TID=Mm.209068.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443192_at 6.9 6.8 A A 0.24 0.21 -0.7 NC 0.5 gb:BB033993 /DB_XREF=gi:16258257 /DB_XREF=BB033993 /CLONE=5830487P08 /FEA=EST /CNT=3 /TID=Mm.207584.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443213_at 13 14.9 A A 0.14 0.24 -0.7 NC 0.7 gb:BB163885 /DB_XREF=gi:16268791 /DB_XREF=BB163885 /CLONE=A130074L23 /FEA=EST /CNT=3 /TID=Mm.120782.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443244_at 10.5 6 A A 0.14 0.19 -0.7 NC 0.5 gb:BB199464 /DB_XREF=gi:16271312 /DB_XREF=BB199464 /CLONE=A430015E17 /FEA=EST /CNT=3 /TID=Mm.207920.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443398_at 10.5 7.6 A A 0.17 0.6 -0.7 NC 0.5 gb:BE952593 /DB_XREF=gi:10593208 /DB_XREF=UI-M-BH4-azh-f-07-0-UI.s1 /CLONE=UI-M-BH4-azh-f-07-0-UI /FEA=EST /CNT=3 /TID=Mm.151180.1
MOE430_2_1443429_at 4.4 1.7 A A 0.63 0.82 -0.7 NC 0.5 gb:BB337711 /DB_XREF=gi:16404279 /DB_XREF=BB337711 /CLONE=B930009J12 /FEA=EST /CNT=3 /TID=Mm.210261.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443432_at 2.2 0.9 A A 0.69 0.69 -0.7 NC 0.48 gb:BG068354 /DB_XREF=gi:12550923 /DB_XREF=H3064E11-3 /CLONE=H3064E11 /FEA=EST /CNT=3 /TID=Mm.173544.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443445_at 13.5 7.3 A A 0.17 0.3 -0.7 NC 0.97 gb:BM238212 /DB_XREF=gi:17873482 /DB_XREF=K0513G12-3 /CLONE=K0513G12 /FEA=EST /CNT=3 /TID=Mm.215503.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443646_at 1.6 0.6 A A 0.56 0.85 -0.7 NC 0.62 gb:BE956042 /DB_XREF=gi:10600189 /DB_XREF=UI-M-BH4-bav-c-05-0-UI.s1 /CLONE=UI-M-BH4-bav-c-05-0-UI /FEA=EST /CNT=3 /TID=Mm.76702.1 
MOE430_2_1443741_x_ 10.3 5 A A 0.14 0.36 -0.7 NC 0.41 gb:BB238423 /DB_XREF=gi:8920889 /DB_XREF=BB238423 /CLONE=A630071J05 /FEA=EST /CNT=3 /TID=Mm.160848.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443815_x_ 11.8 7.5 A A 0.14 0.12 -0.7 NC 0.54 gb:AV360460 /DB_XREF=gi:6407748 /DB_XREF=AV360460 /CLONE=7530412M05 /FEA=EST /CNT=3 /TID=Mm.90363.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443888_at 8.4 3.4 A A 0.16 0.36 -0.7 NC 0.5 gb:BB426608 /DB_XREF=gi:16423704 /DB_XREF=BB426608 /CLONE=C630002N03 /FEA=EST /CNT=9 /TID=Mm.11986.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443977_at 71.1 56.7 P P 0.01 0.01 -0.7 NC 0.99 gb:BB538930 /DB_XREF=gi:16446959 /DB_XREF=BB538930 /CLONE=E130014H10 /FEA=EST /CNT=11 /TID=Mm.102334.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443990_at 21 12.1 P A 0.03 0.14 -0.7 NC 0.97 gb:AW124632 /DB_XREF=gi:6100162 /DB_XREF=UI-M-BH2.1-apw-c-01-0-UI.s1 /CLONE=UI-M-BH2.1-apw-c-01-0-UI /FEA=EST /CNT=8 /TID=Mm.8068
MOE430_2_1444424_at 10.6 7.4 A A 0.11 0.39 -0.7 NC 0.5 gb:AI447570 /DB_XREF=gi:4304912 /DB_XREF=mr26e03.x1 /CLONE=IMAGE:598588 /FEA=EST /CNT=4 /TID=Mm.218393.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444588_at 13.3 9.7 A A 0.14 0.3 -0.7 NC 0.5 gb:AI592278 /DB_XREF=gi:4601326 /DB_XREF=mt15d05.y1 /CLONE=IMAGE:621129 /FEA=EST /CNT=4 /TID=Mm.33032.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444651_at 41.9 21.1 P P 0.03 0.01 -0.7 NC 0.5 gb:AW554716 /DB_XREF=gi:7200139 /DB_XREF=L0244E01-3 /CLONE=L0244E01 /FEA=EST /CNT=4 /TID=Mm.103108.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444737_at 3.2 1.7 A A 0.46 0.39 -0.7 NC 0.5 gb:BG063050 /DB_XREF=gi:12545536 /DB_XREF=H3001E04-3 /CLONE=H3001E04 /FEA=EST /CNT=4 /TID=Mm.100530.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444742_at 4.5 8.2 A A 0.21 0.12 -0.7 NC 0.36 gb:BB200542 /DB_XREF=gi:16271449 /DB_XREF=BB200542 /CLONE=A430025E23 /FEA=EST /CNT=4 /TID=Mm.185054.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444877_at 9 5.2 A A 0.27 0.63 -0.7 NC 0.93 gb:C85493 /DB_XREF=gi:2917450 /DB_XREF=C85493 /CLONE=J0209B06 /FEA=EST /CNT=3 /TID=Mm.172975.1 /TIER=ConsEnd /STK=2 /UG=Mm.17297
MOE430_2_1445111_at 44.5 24.9 P P 0.001953 0.01 -0.7 NC 0.73 gb:AW548720 /DB_XREF=gi:7194143 /DB_XREF=L0040F05-3 /CLONE=L0040F05 /FEA=EST /CNT=3 /TID=Mm.215518.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445150_at 20.6 7.1 P P 0.00415 0.03 -0.7 NC 0.58 gb:BB376789 /DB_XREF=gi:16407541 /DB_XREF=BB376789 /CLONE=C130086L18 /FEA=EST /CNT=3 /TID=Mm.221070.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445174_at 1.3 0.2 A A 0.66 0.97 -0.7 NC 0.94 gb:BG071676 /DB_XREF=gi:12554245 /DB_XREF=H3101H08-3 /CLONE=H3101H08 /FEA=EST /CNT=3 /TID=Mm.174002.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445348_at 4.5 3.1 A A 0.53 0.53 -0.7 NC 0.5 gb:BB153353 /DB_XREF=gi:8808290 /DB_XREF=BB153353 /CLONE=A130012N07 /FEA=EST /CNT=3 /TID=Mm.209341.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445475_at 13.8 7.3 A A 0.46 0.43 -0.7 NC 0.5 gb:BB003750 /DB_XREF=gi:15389571 /DB_XREF=BB003750 /CLONE=4732456M09 /FEA=EST /CNT=3 /TID=Mm.219463.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445487_at 0.7 0.4 A A 0.85 0.99 -0.7 NC 0.87 gb:BG069178 /DB_XREF=gi:12551747 /DB_XREF=H3073E12-3 /CLONE=H3073E12 /FEA=EST /CNT=3 /TID=Mm.173701.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445596_at 4.6 2.6 A A 0.43 0.56 -0.7 NC 0.5 gb:BM936287 /DB_XREF=gi:19395439 /DB_XREF=UI-M-CG0p-bna-f-04-0-UI.r1 /CLONE=UI-M-CG0p-bna-f-04-0-UI /FEA=EST /CNT=3 /TID=Mm.15627
MOE430_2_1445644_at 3.2 2.2 A A 0.27 0.53 -0.7 NC 0.5 gb:BI558786 /DB_XREF=gi:15446100 /DB_XREF=603241016F1 /CLONE=IMAGE:5294067 /FEA=EST /CNT=3 /TID=Mm.151693.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445716_at 2.1 2 A A 0.53 0.69 -0.7 NC 0.6 gb:BB220832 /DB_XREF=gi:16353541 /DB_XREF=BB220832 /CLONE=A530062E24 /FEA=EST /CNT=4 /TID=Mm.164597.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1445812_at 4.4 3.9 A A 0.24 0.5 -0.7 NC 0.5 gb:BG067820 /DB_XREF=gi:12550389 /DB_XREF=H3058E08-3 /CLONE=H3058E08 /FEA=EST /CNT=3 /TID=Mm.172134.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445826_at 1.4 0.5 A A 0.72 0.8 -0.7 NC 0.5 gb:BB162745 /DB_XREF=gi:15409145 /DB_XREF=BB162745 /CLONE=A130069E23 /FEA=EST /CNT=3 /TID=Mm.207623.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445851_at 5 3.6 A A 0.53 0.5 -0.7 NC 0.26 gb:AW123068 /DB_XREF=gi:6098598 /DB_XREF=UI-M-BH2.1-apc-b-06-0-UI.s1 /CLONE=UI-M-BH2.1-apc-b-06-0-UI /FEA=EST /CNT=3 /TID=Mm.54197
MOE430_2_1445857_at 7.1 3.3 A A 0.5 0.5 -0.7 NC 0.5 gb:AI267133 /DB_XREF=gi:3885291 /DB_XREF=uj11c11.x1 /CLONE=IMAGE:1907732 /FEA=EST /CNT=3 /TID=Mm.16407.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445864_at 1.3 1.2 A A 0.8 0.88 -0.7 NC 0.98 gb:BB181260 /DB_XREF=gi:16270055 /DB_XREF=BB181260 /CLONE=A230090D05 /FEA=EST /CNT=3 /TID=Mm.184842.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445887_at 1.8 1.1 A A 0.91 0.99 -0.7 NC 0.5 gb:BB049570 /DB_XREF=gi:16259523 /DB_XREF=BB049570 /CLONE=6530409F06 /FEA=EST /CNT=3 /TID=Mm.215903.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445922_at 16.5 9.9 P M 0.02 0.05 -0.7 NC 0.97 gb:BG073328 /DB_XREF=gi:12555897 /DB_XREF=H3121D03-3 /CLONE=H3121D03 /FEA=EST /CNT=2 /TID=Mm.182647.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445934_at 39 30.1 A A 0.27 0.27 -0.7 NC 0.39 gb:BG066446 /DB_XREF=gi:12549015 /DB_XREF=H3043B02-3 /CLONE=H3043B02 /FEA=EST /CNT=2 /TID=Mm.172757.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445997_at 0.5 0.6 A A 0.79 0.8 -0.7 NC 0.66 gb:BG071839 /DB_XREF=gi:12554408 /DB_XREF=H3103G05-3 /CLONE=H3103G05 /FEA=EST /CNT=2 /TID=Mm.17827.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446020_at 1.1 1.1 A A 0.94 0.97 -0.7 NC 0.5 gb:BG071081 /DB_XREF=gi:12553650 /DB_XREF=H3094E04-3 /CLONE=H3094E04 /FEA=EST /CNT=2 /TID=Mm.173366.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446098_at 17.3 11.7 P P 0.00415 0.04 -0.7 NC 0.93 gb:AV320759 /DB_XREF=gi:16394996 /DB_XREF=AV320759 /CLONE=6030426N06 /FEA=EST /CNT=2 /TID=Mm.212822.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446445_at 5.7 1.4 A A 0.19 0.69 -0.7 NC 0.66 gb:BB452598 /DB_XREF=gi:16425692 /DB_XREF=BB452598 /CLONE=D130018F08 /FEA=EST /CNT=2 /TID=Mm.215969.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446553_at 1.4 0.7 A A 0.53 0.88 -0.7 NC 0.83 gb:BM246401 /DB_XREF=gi:17881671 /DB_XREF=K0737F11-3 /CLONE=K0737F11 /FEA=EST /CNT=2 /TID=Mm.217414.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446566_at 27.1 12.9 P P 0.01 0.03 -0.7 NC 0.88 gb:BB461266 /DB_XREF=gi:16426633 /DB_XREF=BB461266 /CLONE=D130070O08 /FEA=EST /CNT=2 /TID=Mm.168852.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446611_at 11.4 7.9 A A 0.09 0.46 -0.7 NC 0.95 gb:BI076711 /DB_XREF=gi:14515368 /DB_XREF=L0221A06-3 /CLONE=L0221A06 /FEA=EST /CNT=2 /TID=Mm.197267.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447025_at 5 4.2 A A 0.14 0.36 -0.7 NC 0.55 gb:BE981615 /DB_XREF=gi:10650901 /DB_XREF=UI-M-CG0p-bcv-c-01-0-UI.s1 /CLONE=UI-M-CG0p-bcv-c-01-0-UI /FEA=EST /CNT=2 /TID=Mm.1512
MOE430_2_1447055_at 4.6 2.5 A A 0.46 0.6 -0.7 NC 0.45 gb:BB769600 /DB_XREF=gi:16212142 /DB_XREF=BB769600 /CLONE=G370098B20 /FEA=EST /CNT=2 /TID=Mm.211366.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447104_at 6.2 2.6 A A 0.23 0.56 -0.7 NC 0.68 gb:BF462860 /DB_XREF=gi:11532083 /DB_XREF=UI-M-CG0p-bni-h-11-0-UI.s1 /CLONE=UI-M-CG0p-bni-h-11-0-UI /FEA=EST /CNT=2 /TID=Mm.156256
MOE430_2_1447144_at 5.7 3.1 A A 0.19 0.36 -0.7 NC 0.5 gb:AI788861 /DB_XREF=gi:5336577 /DB_XREF=uk54h10.x1 /CLONE=IMAGE:1972867 /FEA=EST /CNT=2 /TID=Mm.100021.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447195_at 5 3.6 A A 0.5 0.5 -0.7 NC 0.73 gb:AI526849 /DB_XREF=gi:4440984 /DB_XREF=uj47b05.x1 /CLONE=IMAGE:1923057 /FEA=EST /CNT=2 /TID=Mm.218178.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447196_at 1.6 1.5 A A 0.53 0.72 -0.7 NC 0.5 gb:BB615096 /DB_XREF=gi:16455407 /DB_XREF=BB615096 /CLONE=4930422A03 /FEA=EST /CNT=2 /TID=Mm.55711.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447258_at 13.6 8.4 P A 0.01 0.08 -0.7 NC 0.87 gb:BI076789 /DB_XREF=gi:14515458 /DB_XREF=L0268D03-3 /CLONE=L0268D03 /FEA=EST /CNT=2 /TID=Mm.210555.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447272_s_ 19.7 11.7 P P 0.000732 0.01 -0.7 NC 0.88 gb:BM249532 /DB_XREF=gi:17884802 /DB_XREF=K0834H12-3 /CLONE=K0834H12 /FEA=EST /CNT=2 /TID=Mm.217468.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447344_at 15.9 8.5 M A 0.05 0.17 -0.7 NC 0.57 gb:AI447264 /DB_XREF=gi:4302770 /DB_XREF=mr01a06.x1 /CLONE=IMAGE:596146 /FEA=EST /CNT=2 /TID=Mm.33850.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447357_at 11.3 16.1 A A 0.11 0.12 -0.7 NC 0.5 gb:AI853801 /DB_XREF=gi:5497707 /DB_XREF=UI-M-BH0-ajg-g-12-0-UI.s1 /CLONE=UI-M-BH0-ajg-g-12-0-UI /FEA=EST /CNT=2 /TID=Mm.140741.1 /T
MOE430_2_1447539_at 0.8 0.4 A A 0.56 0.92 -0.7 NC 0.65 gb:BE951080 /DB_XREF=gi:10590059 /DB_XREF=UI-M-BH4-azf-e-01-0-UI.s1 /CLONE=UI-M-BH4-azf-e-01-0-UI /FEA=EST /CNT=2 /TID=Mm.150674.1
MOE430_2_1447555_at 2.6 1.6 A A 0.46 0.42 -0.7 NC 0.5 gb:BM197099 /DB_XREF=gi:17749172 /DB_XREF=C0343C08-3 /CLONE=C0343C08 /FEA=EST /CNT=2 /TID=Mm.216356.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447595_x_ 13.8 9.8 P A 0.01 0.24 -0.7 NC 0.68 gb:AV050083 /DB_XREF=gi:5135855 /DB_XREF=AV050083 /CLONE=1810012K16 /FEA=EST /CNT=2 /TID=Mm.46108.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447636_x_ 30.7 31.2 A A 0.09 0.24 -0.7 NC 0.96 gb:BB157255 /DB_XREF=gi:8813185 /DB_XREF=BB157255 /CLONE=A130035H05 /FEA=EST /CNT=2 /TID=Mm.122336.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447715_x_ 4.9 2.6 A A 0.39 0.39 -0.7 NC 0.39 gb:AV208733 /DB_XREF=gi:6149585 /DB_XREF=AV208733 /CLONE=1700110C21 /FEA=EST /CNT=2 /TID=Mm.72775.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447737_at 4.1 3.2 A A 0.33 0.46 -0.7 NC 0.71 gb:AV120107 /DB_XREF=gi:5302258 /DB_XREF=AV120107 /CLONE=2610307O10 /FEA=EST /CNT=2 /TID=Mm.200494.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447934_at 23.8 38.1 P P 0.005615 0.01 -0.7 NC 0.27 gb:BB128741 /DB_XREF=gi:16266145 /DB_XREF=BB128741 /CLONE=9630033F20 /FEA=EST /CNT=25 /TID=Mm.82551.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1447946_at 84.3 49 P P 0.000244 0.005859 -0.7 D 0.99 gb:AV350138 /DB_XREF=gi:15406685 /DB_XREF=AV350138 /CLONE=6530425B06 /FEA=EST /CNT=11 /TID=Mm.44609.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448005_at 582.8 332 P P 0.001221 0.001953 -0.7 D 0.99 gb:BI658899 /DB_XREF=gi:15573148 /DB_XREF=603301471F1 /CLONE=IMAGE:5342033 /FEA=EST /CNT=24 /TID=Mm.24385.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1448019_at 138.1 67.9 P P 0.000244 0.001221 -0.7 NC 0.99 gb:BE849316 /DB_XREF=gi:10307655 /DB_XREF=uw05g11.y1 /CLONE=IMAGE:3415844 /FEA=EST /CNT=11 /TID=Mm.24343.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448039_at 7.2 1.8 A A 0.6 0.6 -0.7 NC 0.04 gb:AI265656 /DB_XREF=gi:3883814 /DB_XREF=uj04e02.x1 /CLONE=IMAGE:1890938 /FEA=EST /CNT=8 /TID=Mm.26748.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448072_at 16.2 8.6 A A 0.11 0.39 -0.7 NC 0.74 gb:AI481463 /DB_XREF=gi:4374689 /DB_XREF=vg97c12.x1 /CLONE=IMAGE:873910 /FEA=EST /CNT=4 /TID=Mm.212362.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448177_at 4.3 2.7 A A 0.6 0.69 -0.7 NC 0.5 gb:AW048052 /DB_XREF=gi:5908581 /DB_XREF=UI-M-BH1-alv-g-05-0-UI.s1 /CLONE=UI-M-BH1-alv-g-05-0-UI /FEA=FLmRNA /CNT=240 /TID=Mm.161
MOE430_2_1448296_x_ 123.2 69.1 A A 0.12 0.17 -0.7 NC 0.99 gb:NM_009446.1 /DB_XREF=gi:6678464 /GEN=Tuba3 /FEA=FLmRNA /CNT=142 /TID=Mm.34312.1 /TIER=FL+Stack /STK=100 /UG=Mm.34312 /LL=22144 
MOE430_2_1448300_at 1778.1 1072.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_025569.1 /DB_XREF=gi:13385009 /GEN=Mgst3 /FEA=FLmRNA /CNT=216 /TID=Mm.29823.1 /TIER=FL+Stack /STK=98 /UG=Mm.29823 /LL=66447 /
MOE430_2_1448338_at 0.6 0.3 A A 0.45 0.87 -0.7 NC 0.82 gb:BB468025 /DB_XREF=gi:16427450 /DB_XREF=BB468025 /CLONE=D230017K17 /FEA=FLmRNA /CNT=151 /TID=Mm.14894.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1448428_at 449.6 257.7 P P 0.001953 0.001953 -0.7 D 0.99 gb:NM_008675.1 /DB_XREF=gi:6679017 /GEN=Nbl1 /FEA=FLmRNA /CNT=122 /TID=Mm.9404.1 /TIER=FL+Stack /STK=75 /UG=Mm.9404 /LL=17965 /DEF
MOE430_2_1448429_at 695.6 346.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_013755.1 /DB_XREF=gi:7305120 /GEN=Gyg1 /FEA=FLmRNA /CNT=139 /TID=Mm.6375.1 /TIER=FL+Stack /STK=75 /UG=Mm.6375 /LL=27357 /DEF
MOE430_2_1448457_at 22.4 16.4 A A 0.39 0.24 -0.7 NC 0.44 gb:NM_019956.1 /DB_XREF=gi:9910293 /GEN=Krt2-6g /FEA=FLmRNA /CNT=197 /TID=Mm.89769.1 /TIER=FL+Stack /STK=71 /UG=Mm.89769 /LL=56735 
MOE430_2_1448489_at 513.8 261.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_133880.1 /DB_XREF=gi:19527095 /GEN=AI507170 /FEA=FLmRNA /CNT=127 /TID=Mm.22116.1 /TIER=FL+Stack /STK=67 /UG=Mm.22116 /LL=100
MOE430_2_1448541_at 450.1 257.1 P P 0.000732 0.000244 -0.7 D 0.99 gb:AU079968 /DB_XREF=gi:6084723 /DB_XREF=AU079968 /CLONE=MNCb-5023 /FEA=FLmRNA /CNT=198 /TID=Mm.20354.1 /TIER=Stack /STK=20 /UG
MOE430_2_1448606_at 1346.3 820.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:U70622.1 /DB_XREF=gi:1655990 /GEN=vzg-1 /FEA=FLmRNA /CNT=118 /TID=Mm.4772.1 /TIER=FL+Stack /STK=13 /UG=Mm.4772 /LL=14745 /DEF=M
MOE430_2_1448611_at 421.4 227.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_133791.1 /DB_XREF=gi:19526991 /GEN=C85457 /FEA=FLmRNA /CNT=244 /TID=Mm.21514.1 /TIER=FL+Stack /STK=53 /UG=Mm.21514 /LL=97466
MOE430_2_1448613_at 1406.3 916.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_007899.1 /DB_XREF=gi:6681256 /GEN=Ecm1 /FEA=FLmRNA /CNT=126 /TID=Mm.3433.1 /TIER=FL+Stack /STK=53 /UG=Mm.3433 /LL=13601 /DE
MOE430_2_1448614_at 46.7 43.1 P P 0.00293 0.008057 -0.7 NC 0.86 gb:BI202534 /DB_XREF=gi:14668506 /DB_XREF=UI-M-CG0p-brh-g-06-0-UI.s1 /CLONE=UI-M-CG0p-brh-g-06-0-UI /FEA=FLmRNA /CNT=167 /TID=Mm
MOE430_2_1448743_at 73 60.3 P P 0.000244 0.001221 -0.7 NC 0.98 gb:NM_138744.1 /DB_XREF=gi:20270272 /GEN=AU014939 /FEA=FLmRNA /CNT=108 /TID=Mm.200783.1 /TIER=FL+Stack /STK=43 /UG=Mm.200783 /LL=9
MOE430_2_1448817_at 202.3 120.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_134150.1 /DB_XREF=gi:19527387 /GEN=AI850305 /FEA=FLmRNA /CNT=92 /TID=Mm.203921.1 /TIER=FL+Stack /STK=38 /UG=Mm.203921 /LL=10
MOE430_2_1448859_at 8.9 5.3 A A 0.24 0.23 -0.7 NC 0.5 gb:AF030636.1 /DB_XREF=gi:3550071 /GEN=angie2 /FEA=FLmRNA /CNT=74 /TID=Mm.10116.1 /TIER=FL /STK=3 /UG=Mm.10116 /LL=55985 /DEF=Mus 
MOE430_2_1448919_at 378.3 235.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_025422.1 /DB_XREF=gi:13384811 /GEN=1110055L24Rik /FEA=FLmRNA /CNT=80 /TID=Mm.30109.1 /TIER=FL+Stack /STK=31 /UG=Mm.30109 /LL=
MOE430_2_1448942_at 455.5 243.4 P P 0.000732 0.001953 -0.7 D 0.99 gb:NM_025331.1 /DB_XREF=gi:13384697 /GEN=0610037B21Rik /FEA=FLmRNA /CNT=60 /TID=Mm.25547.1 /TIER=FL+Stack /STK=30 /UG=Mm.25547 /LL
MOE430_2_1448967_at 626.8 427.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_025623.1 /DB_XREF=gi:13385083 /GEN=2700063N13Rik /FEA=FLmRNA /CNT=77 /TID=Mm.38244.1 /TIER=FL+Stack /STK=29 /UG=Mm.38244 /LL
MOE430_2_1449029_at 405.5 284.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_021462.1 /DB_XREF=gi:10946851 /GEN=Mknk2 /FEA=FLmRNA /CNT=95 /TID=Mm.42126.1 /TIER=FL /STK=1 /UG=Mm.42126 /LL=17347 /DEF=Mu
MOE430_2_1449082_at 55.8 35.3 P P 0.000732 0.01 -0.7 NC 0.98 gb:NM_015776.1 /DB_XREF=gi:7657328 /GEN=Mfap5-pending /FEA=FLmRNA /CNT=81 /TID=Mm.41931.1 /TIER=FL+Stack /STK=16 /UG=Mm.41931 /LL=5
MOE430_2_1449097_at 99.1 55.4 P A 0.00415 0.11 -0.7 D 0.99 gb:NM_013711.1 /DB_XREF=gi:7305602 /GEN=Txnrd2 /FEA=FLmRNA /CNT=43 /TID=Mm.90520.1 /TIER=FL+Stack /STK=23 /UG=Mm.90520 /LL=26462 /D
MOE430_2_1449110_at 2916.5 1852.9 P P 0.000244 0.000732 -0.7 D 0.99 gb:BC018275.1 /DB_XREF=gi:17390648 /FEA=FLmRNA /CNT=192 /TID=Mm.687.1 /TIER=FL+Stack /STK=22 /UG=Mm.687 /LL=11852 /UG_GENE=Arhb /D
MOE430_2_1449226_at 156.8 129.2 P P 0.008057 0.04 -0.7 D 0.99 gb:NM_010430.1 /DB_XREF=gi:6754193 /GEN=Hic1 /FEA=FLmRNA /CNT=40 /TID=Mm.57250.1 /TIER=FL+Stack /STK=18 /UG=Mm.57250 /LL=15248 /DE
MOE430_2_1449351_s_ 523.4 328.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_019971.1 /DB_XREF=gi:10242384 /GEN=Pdgfc /FEA=FLmRNA /CNT=56 /TID=Mm.40268.1 /TIER=FL+Stack /STK=13 /UG=Mm.40268 /LL=54635 /D
MOE430_2_1449402_at 306.6 187.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:AB046929.1 /DB_XREF=gi:13516975 /GEN=mC6ST-2 /FEA=FLmRNA /CNT=44 /TID=Mm.44827.1 /TIER=FL+Stack /STK=11 /UG=Mm.44827 /LL=60322
MOE430_2_1449409_at 11.7 6.8 A A 0.27 0.19 -0.7 NC 0.5 gb:NM_026935.1 /DB_XREF=gi:18079234 /GEN=Sult1c1 /FEA=FLmRNA /CNT=26 /TID=Mm.19320.1 /TIER=FL+Stack /STK=11 /UG=Mm.19320 /LL=69083 
MOE430_2_1449449_at 41.4 24.8 A A 0.08 0.11 -0.7 NC 0.9 gb:BC024960.1 /DB_XREF=gi:19353389 /FEA=FLmRNA /CNT=67 /TID=Mm.28768.1 /TIER=FL+Stack /STK=10 /UG=Mm.28768 /LL=64292 /UG_GENE=Ptge
MOE430_2_1449451_at 11.2 5 M A 0.06 0.08 -0.7 NC 0.31 gb:NM_025867.1 /DB_XREF=gi:13385351 /GEN=2310046M08Rik /FEA=FLmRNA /CNT=31 /TID=Mm.12638.1 /TIER=FL+Stack /STK=10 /UG=Mm.12638 /LL
MOE430_2_1449523_at 617.3 435.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_009746.1 /DB_XREF=gi:6753175 /GEN=Bcl7c /FEA=FLmRNA /CNT=20 /TID=Mm.2898.1 /TIER=FL+Stack /STK=8 /UG=Mm.2898 /LL=12055 /DEF=
MOE430_2_1449551_at 833.8 434.2 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_008659.1 /DB_XREF=gi:6678985 /GEN=Myo1c /FEA=FLmRNA /CNT=181 /TID=Mm.25194.1 /TIER=FL /STK=2 /UG=Mm.25194 /LL=17913 /DEF=Mu
MOE430_2_1449600_at 20.2 16.8 P A 0.03 0.24 -0.7 NC 0.98 gb:AA682050 /DB_XREF=gi:2663082 /DB_XREF=vu13b10.s1 /CLONE=IMAGE:1180507 /FEA=EST /CNT=2 /TID=Mm.25191.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1449692_at 1.1 2.5 A A 0.43 0.69 -0.7 NC 0.91 gb:C80388 /DB_XREF=gi:2520718 /DB_XREF=C80388 /CLONE=J0081A03 /FEA=EST /CNT=1 /TID=Mm.197785.1 /TIER=ConsEnd /STK=1 /UG=Mm.19778
MOE430_2_1449755_at 18.2 8.3 A A 0.06 0.19 -0.7 NC 0.83 gb:BG066235 /DB_XREF=gi:12548804 /DB_XREF=H3040E09-3 /CLONE=H3040E09 /FEA=EST /CNT=1 /TID=Mm.24993.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449818_at 21.8 9.9 A A 0.09 0.17 -0.7 NC 0.22 gb:NM_008830.1 /DB_XREF=gi:6679296 /GEN=Abcb4 /FEA=FLmRNA /CNT=14 /TID=Mm.14172.1 /TIER=FL /STK=6 /UG=Mm.14172 /LL=18670 /DEF=Mus
MOE430_2_1449888_at 54.3 32.8 A A 0.06 0.3 -0.7 NC 0.99 gb:U81983.1 /DB_XREF=gi:1805269 /GEN=EPAS1 /FEA=FLmRNA /CNT=27 /TID=Mm.1415.1 /TIER=FL /STK=4 /UG=Mm.1415 /LL=13819 /DEF=Mus musc
MOE430_2_1449896_at 5.9 7.4 A A 0.46 0.43 -0.7 NC 0.71 gb:NM_053015.1 /DB_XREF=gi:18543178 /GEN=ln /FEA=FLmRNA /CNT=22 /TID=Mm.17675.1 /TIER=FL /STK=4 /UG=Mm.17675 /LL=16920 /DEF=Mus mu
MOE430_2_1450049_a_ 13.1 8.3 P A 0.005859 0.19 -0.7 NC 0.68 gb:NM_010435.1 /DB_XREF=gi:6754201 /GEN=Hira /FEA=FLmRNA /CNT=69 /TID=Mm.15694.1 /TIER=FL /STK=2 /UG=Mm.15694 /LL=15260 /DEF=Mus m
MOE430_2_1450170_x_ 328.4 190.2 P P 0.000244 0.000732 -0.7 D 0.99 gb:NM_010380.1 /DB_XREF=gi:6754117 /GEN=H2-D1 /FEA=FLmRNA /CNT=11 /TID=Mm.33263.1 /TIER=FL /STK=2 /UG=Mm.33263 /LL=14964 /DEF=Mus
MOE430_2_1450187_a_ 731.3 462.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_016658.1 /DB_XREF=gi:7710025 /GEN=Galt /FEA=FLmRNA /CNT=11 /TID=Mm.2420.1 /TIER=FL /STK=2 /UG=Mm.2420 /LL=14430 /DEF=Mus mus
MOE430_2_1450227_at 46.6 35.7 P P 0.000244 0.001953 -0.7 D 0.99 gb:BM199504 /DB_XREF=gi:17752373 /DB_XREF=C0450G07-3 /CLONE=C0450G07 /FEA=FLmRNA /CNT=11 /TID=Mm.214766.1 /TIER=ConsEnd /STK=1 
MOE430_2_1450444_a_ 24.2 10.4 A A 0.19 0.3 -0.7 NC 0.5 gb:NM_013839.1 /DB_XREF=gi:7305320 /GEN=Nr1h3 /FEA=FLmRNA /CNT=20 /TID=Mm.22690.1 /TIER=FL /STK=1 /UG=Mm.22690 /LL=22259 /DEF=Mus 
MOE430_2_1450554_at 2.9 0.8 A A 0.49 0.87 -0.7 NC 0.88 gb:NM_010030.1 /DB_XREF=gi:6753623 /GEN=Defb2 /FEA=FLmRNA /CNT=3 /TID=Mm.41981.1 /TIER=FL /STK=1 /UG=Mm.41981 /LL=13215 /DEF=Mus m
MOE430_2_1450684_at 166 97.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_007960.1 /DB_XREF=gi:6679700 /GEN=Etv1 /FEA=FLmRNA /CNT=157 /TID=Mm.4866.1 /TIER=FL+Stack /STK=27 /UG=Mm.4866 /LL=14009 /DEF
MOE430_2_1451012_a_ 1403.4 752.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:AV216648 /DB_XREF=gi:6157493 /DB_XREF=AV216648 /CLONE=2410165I03 /FEA=FLmRNA /CNT=234 /TID=Mm.193526.1 /TIER=Stack /STK=15 /UG
MOE430_2_1451036_at 920.7 582.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB095517 /DB_XREF=gi:8740551 /DB_XREF=BB095517 /CLONE=9430051G22 /FEA=FLmRNA /CNT=250 /TID=Mm.206799.1 /TIER=Stack /STK=9 /UG
MOE430_2_1451155_at 9.3 6.1 A A 0.12 0.21 -0.7 NC 0.5 gb:BB644164 /DB_XREF=gi:15402253 /DB_XREF=BB644164 /CLONE=B230218O03 /FEA=FLmRNA /CNT=420 /TID=Mm.27880.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1451194_at 9.9 6 A A 0.19 0.43 -0.7 NC 0.88 gb:BC024112.1 /DB_XREF=gi:18848232 /FEA=FLmRNA /CNT=473 /TID=Mm.218862.1 /TIER=FL+Stack /STK=69 /UG=Mm.218862 /DEF=Mus musculus, clo
MOE430_2_1451239_a_ 3.3 0.7 A A 0.3 0.94 -0.7 NC 0.5 gb:BC022130.1 /DB_XREF=gi:18381137 /FEA=FLmRNA /CNT=87 /TID=Mm.18004.1 /TIER=FL+Stack /STK=53 /UG=Mm.18004 /DEF=Mus musculus, Simila
MOE430_2_1451501_a_ 625.7 386.5 P P 0.000732 0.000732 -0.7 D 0.99 gb:BC024375.1 /DB_XREF=gi:19354411 /FEA=FLmRNA /CNT=22 /TID=Mm.3986.2 /TIER=FL+Stack /STK=14 /UG=Mm.3986 /LL=14600 /UG_GENE=Ghr /D
MOE430_2_1451707_s_ 128.3 68.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BC011108.1 /DB_XREF=gi:15079231 /FEA=FLmRNA /CNT=4 /TID=Mm.32975.1 /TIER=FL /STK=2 /UG=Mm.32975 /LL=71699 /UG_GENE=1010001P06R
MOE430_2_1451736_a_ 1171.6 868.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:AW541674 /DB_XREF=gi:7184091 /DB_XREF=C0148A11-3 /CLONE=C0148A11 /FEA=FLmRNA /CNT=73 /TID=Mm.3906.4 /TIER=Stack /STK=25 /UG=
MOE430_2_1451809_s_ 21.2 17.6 P P 0.000732 0.00293 -0.7 NC 0.97 gb:AF439556.1 /DB_XREF=gi:17105176 /FEA=FLmRNA /CNT=10 /TID=Mm.23989.1 /TIER=FL /STK=1 /UG=Mm.23989 /LL=73170 /UG_GENE=3110037C01
MOE430_2_1451908_a_ 56.6 28.9 A A 0.06 0.12 -0.7 NC 0.99 gb:BC005766.1 /DB_XREF=gi:13543195 /FEA=FLmRNA /CNT=1 /TID=Mm.29571.1 /TIER=FL /STK=1 /UG=Mm.29571 /LL=74136 /UG_GENE=1200017E04R
MOE430_2_1451938_a_ 12.4 6.7 A A 0.12 0.24 -0.7 NC 0.75 gb:BC003748.1 /DB_XREF=gi:13277689 /FEA=FLmRNA /CNT=1 /TID=Mm.6202.2 /TIER=FL /STK=1 /UG=Mm.6202 /LL=20649 /UG_GENE=Sntb1 /DEF=Mu
MOE430_2_1451954_at 4.1 3.6 A A 0.6 0.46 -0.7 NC 0.57 gb:L17305.1 /DB_XREF=gi:309272 /FEA=FLmRNA /CNT=1 /TID=Mm.10656.1 /TIER=FL /STK=1 /UG=Mm.10656 /DEF=Mouse granuloma associated factor 
MOE430_2_1452072_at 10.1 7.2 A A 0.12 0.39 -0.7 NC 0.5 gb:W34301 /DB_XREF=gi:1316211 /DB_XREF=ma99f07.r1 /CLONE=IMAGE:318853 /FEA=FLmRNA /CNT=41 /TID=Mm.33762.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1452145_at 305 197.9 P P 0.000244 0.000732 -0.7 D 0.99 gb:BC027358.1 /DB_XREF=gi:20071793 /FEA=mRNA /CNT=179 /TID=Mm.22183.1 /TIER=Stack /STK=111 /UG=Mm.22183 /LL=100198 /UG_GENE=AI7853
MOE430_2_1452250_a_ 5400.8 3160.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:BI455189 /DB_XREF=gi:15245845 /DB_XREF=603173633F1 /CLONE=IMAGE:5253008 /FEA=mRNA /CNT=142 /TID=Mm.1949.1 /TIER=Stack /STK=34 /
MOE430_2_1452274_at 765.6 560 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG976649 /DB_XREF=gi:14364286 /DB_XREF=602846954F1 /CLONE=IMAGE:4977565 /FEA=mRNA /CNT=217 /TID=Mm.220972.1 /TIER=Stack /STK=2
MOE430_2_1452295_at 169.3 97.9 P P 0.000244 0.001221 -0.7 D 0.99 gb:AV291712 /DB_XREF=gi:16392411 /DB_XREF=AV291712 /CLONE=5430409C21 /FEA=mRNA /CNT=43 /TID=Mm.73682.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1452351_at 46.8 27.9 P P 0.000732 0.000732 -0.7 NC 0.97 gb:BC025847.1 /DB_XREF=gi:19484009 /FEA=mRNA /CNT=19 /TID=Mm.34720.1 /TIER=Stack /STK=10 /UG=Mm.34720 /DEF=Mus musculus, clone IMAGE
MOE430_2_1452376_at 100.6 66.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BE951951 /DB_XREF=gi:10591828 /DB_XREF=UI-M-CC0-ayg-h-12-0-UI.s1 /CLONE=UI-M-CC0-ayg-h-12-0-UI /FEA=mRNA /CNT=69 /TID=Mm.4112
MOE430_2_1452416_at 9.4 6.3 A A 0.19 0.63 -0.7 NC 0.95 gb:X53802.1 /DB_XREF=gi:52692 /FEA=mRNA /CNT=20 /TID=Mm.2856.2 /TIER=ConsEnd /STK=2 /UG=Mm.2856 /LL=16194 /UG_GENE=Il6ra /DEF=Mouse
MOE430_2_1452451_at 13.4 10.8 A A 0.08 0.19 -0.7 NC 0.66 gb:AF240460.1 /DB_XREF=gi:12005329 /FEA=mRNA /CNT=18 /TID=Mm.41849.1 /TIER=ConsEnd /STK=0 /UG=Mm.41849 /LL=65115 /UG_GENE=Bean-pe
MOE430_2_1452456_at 25.4 11.1 P A 0.03 0.06 -0.7 NC 0.5 gb:BE653335 /DB_XREF=gi:9979235 /DB_XREF=UI-M-AJ1-ahh-g-12-0-UI.r1 /CLONE=UI-M-AJ1-ahh-g-12-0-UI /FEA=mRNA /CNT=9 /TID=Mm.200421.
MOE430_2_1452464_a_ 111.5 76.6 P P 0.000732 0.00293 -0.7 D 0.99 gb:AJ414378.1 /DB_XREF=gi:15982235 /GEN=MNPEPL /FEA=mRNA /CNT=13 /TID=Mm.27075.2 /TIER=ConsEnd /STK=0 /UG=Mm.27075 /LL=66559 /DE
MOE430_2_1452490_a_ 354.9 252.2 P P 0.000244 0.001221 -0.7 D 0.99 gb:BC010597.1 /DB_XREF=gi:14714883 /FEA=mRNA /CNT=1 /TID=Mm.14555.2 /TIER=ConsEnd /STK=1 /UG=Mm.14555 /LL=11772 /UG_GENE=Ap2a2 /D
MOE430_2_1452592_at 24 22.2 P A 0.001953 0.11 -0.7 NC 0.96 gb:AV066880 /DB_XREF=gi:5186708 /DB_XREF=AV066880 /CLONE=2010200A11 /FEA=mRNA /CNT=29 /TID=Mm.24679.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1452595_at 374.2 274.5 P P 0.000732 0.000244 -0.7 D 0.99 gb:BB443585 /DB_XREF=gi:16424894 /DB_XREF=BB443585 /CLONE=D030041M02 /FEA=mRNA /CNT=49 /TID=Mm.23156.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1452703_at 308.2 213.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG072404 /DB_XREF=gi:12554973 /DB_XREF=H3110B06-3 /CLONE=H3110B06 /FEA=mRNA /CNT=145 /TID=Mm.28589.2 /TIER=Stack /STK=73 /UG=
MOE430_2_1452847_at 116.6 57.8 P A 0.02 0.06 -0.7 NC 0.81 gb:AK010455.1 /DB_XREF=gi:12845913 /FEA=mRNA /CNT=45 /TID=Mm.7852.1 /TIER=Stack /STK=31 /UG=Mm.7852 /LL=71962 /UG_GENE=2410008K03R
MOE430_2_1453031_at 9.2 9 A A 0.33 0.39 -0.7 NC 0.53 gb:AK002365.1 /DB_XREF=gi:12832291 /FEA=mRNA /CNT=48 /TID=Mm.28766.1 /TIER=Stack /STK=11 /UG=Mm.28766 /LL=68344 /UG_GENE=0610009B1
MOE430_2_1453112_a_ 11.1 6.9 A A 0.36 0.39 -0.7 NC 0.5 gb:AK006063.1 /DB_XREF=gi:12838967 /FEA=mRNA /CNT=39 /TID=Mm.46115.2 /TIER=Stack /STK=38 /UG=Mm.46115 /LL=67580 /UG_GENE=4930442L2
MOE430_2_1453119_at 104.1 58.5 P P 0.000244 0.000732 -0.7 D 0.99 gb:BB530087 /DB_XREF=gi:16445719 /DB_XREF=BB530087 /CLONE=E030007A11 /FEA=mRNA /CNT=62 /TID=Mm.20675.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1453145_at 25.2 14.4 P P 0.000244 0.01 -0.7 NC 0.93 gb:AK007420.1 /DB_XREF=gi:12840962 /FEA=mRNA /CNT=76 /TID=Mm.206757.1 /TIER=ConsEnd /STK=2 /UG=Mm.206757 /LL=66776 /UG_GENE=49334
MOE430_2_1453215_at 119.2 73.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK015573.1 /DB_XREF=gi:12853967 /FEA=mRNA /CNT=17 /TID=Mm.99696.1 /TIER=Stack /STK=12 /UG=Mm.99696 /LL=75019 /UG_GENE=4930474F2
MOE430_2_1453298_at 2.3 0.8 A A 0.43 0.94 -0.7 NC 0.59 gb:AK013777.1 /DB_XREF=gi:12851269 /GEN=Ptpn21 /FEA=mRNA /CNT=11 /TID=Mm.4420.3 /TIER=ConsEnd /STK=7 /UG=Mm.4420 /LL=24000 /UG_TIT
MOE430_2_1453299_a_ 955.2 567.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:AK008143.1 /DB_XREF=gi:12842147 /GEN=Pnp /FEA=mRNA /CNT=10 /TID=Mm.17932.3 /TIER=ConsEnd /STK=7 /UG=Mm.17932 /LL=18950 /UG_TITL
MOE430_2_1453321_at 17.5 8.4 A A 0.14 0.39 -0.7 NC 0.51 gb:AK003938.1 /DB_XREF=gi:12834903 /FEA=mRNA /CNT=21 /TID=Mm.6671.1 /TIER=ConsEnd /STK=6 /UG=Mm.6671 /LL=68655 /UG_GENE=1110027O1
MOE430_2_1453355_at 22.2 12.1 P P 0.01 0.01 -0.7 NC 0.54 gb:AK007980.1 /DB_XREF=gi:12841879 /FEA=mRNA /CNT=7 /TID=Mm.202157.1 /TIER=ConsEnd /STK=5 /UG=Mm.202157 /LL=75607 /UG_GENE=181007
MOE430_2_1453365_at 3.6 5.3 A A 0.21 0.14 -0.7 NC 0.65 gb:AK018430.1 /DB_XREF=gi:12858125 /FEA=mRNA /CNT=15 /TID=Mm.25833.1 /TIER=ConsEnd /STK=4 /UG=Mm.25833 /LL=71478 /UG_GENE=8430421
MOE430_2_1453376_at 6.2 6 A A 0.3 0.39 -0.7 NC 0.72 gb:AV273436 /DB_XREF=gi:16390315 /DB_XREF=AV273436 /CLONE=4932411D08 /FEA=mRNA /CNT=18 /TID=Mm.159836.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1453382_at 22.3 14.5 P P 0.02 0.04 -0.7 NC 0.5 gb:BB340152 /DB_XREF=gi:9048915 /DB_XREF=BB340152 /CLONE=B930022K21 /FEA=mRNA /CNT=6 /TID=Mm.171080.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1453449_at 13.3 9.8 A A 0.27 0.6 -0.7 NC 0.58 gb:AK006831.1 /DB_XREF=gi:12840106 /FEA=mRNA /CNT=5 /TID=Mm.108849.1 /TIER=ConsEnd /STK=3 /UG=Mm.108849 /LL=67342 /UG_GENE=170005
MOE430_2_1453481_at 9 6.5 P A 0.01 0.33 -0.7 NC 0.85 gb:BB342242 /DB_XREF=gi:9051951 /DB_XREF=BB342242 /CLONE=B930036C20 /FEA=mRNA /CNT=17 /TID=Mm.147275.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453510_s_ 7.4 3.9 A A 0.21 0.53 -0.7 NC 0.62 gb:AK016375.1 /DB_XREF=gi:12855079 /FEA=mRNA /CNT=7 /TID=Mm.159618.1 /TIER=ConsEnd /STK=2 /UG=Mm.159618 /LL=75906 /UG_GENE=493058
MOE430_2_1453515_at 3 0.5 A A 0.69 0.98 -0.7 NC 0.53 gb:AK017550.1 /DB_XREF=gi:12856842 /FEA=mRNA /CNT=6 /TID=Mm.22587.3 /TIER=ConsEnd /STK=2 /UG=Mm.22587 /LL=59032 /UG_GENE=G4-1-pen
MOE430_2_1453532_at 2.1 1.5 A A 0.69 0.96 -0.7 NC 0.5 gb:AK016814.1 /DB_XREF=gi:12855750 /FEA=mRNA /CNT=4 /TID=Mm.159553.1 /TIER=ConsEnd /STK=2 /UG=Mm.159553 /LL=75727 /UG_GENE=493341
MOE430_2_1453541_at 18.9 11.3 P P 0.000732 0.03 -0.7 NC 0.71 gb:BM232561 /DB_XREF=gi:17867831 /DB_XREF=K0325A08-3 /CLONE=K0325A08 /FEA=mRNA /CNT=3 /TID=Mm.160341.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453563_at 16.9 11.7 A A 0.06 0.21 -0.7 NC 0.62 gb:AK012340.1 /DB_XREF=gi:12849016 /FEA=mRNA /CNT=32 /TID=Mm.28451.1 /TIER=ConsEnd /STK=1 /UG=Mm.28451 /LL=67824 /UG_GENE=1110025
MOE430_2_1453602_at 7.8 3.6 A A 0.33 0.39 -0.7 NC 0.53 gb:AK012642.1 /DB_XREF=gi:12849521 /FEA=mRNA /CNT=7 /TID=Mm.158810.1 /TIER=ConsEnd /STK=1 /UG=Mm.158810 /LL=72350 /UG_GENE=281000
MOE430_2_1453677_a_ 22.4 14.8 A A 0.21 0.36 -0.7 NC 0.5 gb:AK007348.1 /DB_XREF=gi:12840838 /FEA=mRNA /CNT=4 /TID=Mm.34714.2 /TIER=ConsEnd /STK=1 /UG=Mm.34714 /LL=70377 /UG_GENE=1810063P
MOE430_2_1453701_at 8.9 6.1 A A 0.17 0.33 -0.7 NC 0.51 gb:AV255000 /DB_XREF=gi:6242459 /DB_XREF=AV255000 /CLONE=4921515E04 /FEA=mRNA /CNT=3 /TID=Mm.158480.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453721_a_ 136.8 83.6 P P 0.000732 0.001221 -0.7 NC 0.98 gb:AK015878.1 /DB_XREF=gi:12854386 /GEN=Slc31a2 /FEA=mRNA /CNT=3 /TID=Mm.17804.2 /TIER=ConsEnd /STK=1 /UG=Mm.17804 /LL=20530 /UG_T
MOE430_2_1453746_at 86.3 58.5 P P 0.001953 0.008057 -0.7 D 0.99 gb:AI606033 /DB_XREF=gi:4615200 /DB_XREF=mu48a07.y1 /CLONE=IMAGE:642612 /FEA=mRNA /CNT=25 /TID=Mm.52297.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453923_at 18.9 8.6 P A 0.01 0.06 -0.7 NC 0.5 gb:AK016114.1 /DB_XREF=gi:12854728 /FEA=mRNA /CNT=2 /TID=Mm.195737.1 /TIER=ConsEnd /STK=1 /UG=Mm.195737 /LL=75338 /UG_GENE=493055
MOE430_2_1454257_at 19.5 14.5 A A 0.12 0.27 -0.7 NC 0.5 gb:AK008871.1 /DB_XREF=gi:12843324 /GEN=Sptlc2 /FEA=mRNA /CNT=1 /TID=Mm.220144.1 /TIER=ConsEnd /STK=0 /UG=Mm.220144 /UG_TITLE=Mus 
MOE430_2_1454331_at 1.3 0.5 A A 0.82 0.99 -0.7 NC 0.76 gb:BB104606 /DB_XREF=gi:8757174 /DB_XREF=BB104606 /CLONE=9430092D12 /FEA=mRNA /CNT=2 /TID=Mm.159918.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454412_at 22.7 10.2 P A 0.02 0.3 -0.7 NC 0.69 gb:AK013077.1 /DB_XREF=gi:12850217 /FEA=mRNA /CNT=1 /TID=Mm.158873.1 /TIER=ConsEnd /STK=0 /UG=Mm.158873 /LL=72731 /UG_GENE=281041
MOE430_2_1454444_at 1.1 1.4 A A 0.85 0.95 -0.7 NC 0.58 gb:AK017501.1 /DB_XREF=gi:12856768 /FEA=mRNA /CNT=1 /TID=Mm.158389.1 /TIER=ConsEnd /STK=0 /UG=Mm.158389 /LL=70496 /UG_GENE=573040
MOE430_2_1454477_at 9.3 2.5 A A 0.36 0.46 -0.7 NC 0.5 gb:AK017429.1 /DB_XREF=gi:12856660 /FEA=mRNA /CNT=1 /TID=Mm.158698.1 /TIER=ConsEnd /STK=0 /UG=Mm.158698 /LL=71431 /UG_GENE=553040
MOE430_2_1454524_at 40.2 24.4 P A 0.01 0.14 -0.7 NC 0.99 gb:AK010184.1 /DB_XREF=gi:12845445 /FEA=mRNA /CNT=1 /TID=Mm.158338.1 /TIER=ConsEnd /STK=0 /UG=Mm.158338 /LL=70213 /UG_GENE=231007
MOE430_2_1454528_at 7.2 6.1 A A 0.08 0.17 -0.7 NC 0.66 gb:AK020846.1 /DB_XREF=gi:12861555 /FEA=mRNA /CNT=1 /TID=Mm.160029.1 /TIER=ConsEnd /STK=0 /UG=Mm.160029 /LL=77953 /UG_GENE=A93001
MOE430_2_1454658_at 1253 859.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:BI408416 /DB_XREF=gi:15169339 /DB_XREF=602963867F1 /CLONE=IMAGE:5119120 /FEA=EST /CNT=101 /TID=Mm.2644.1 /TIER=Stack /STK=90 /UG
MOE430_2_1454693_at 146.8 98.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BQ176116 /DB_XREF=gi:20351608 /DB_XREF=UI-M-DJ2-bwg-k-07-0-UI.s1 /CLONE=UI-M-DJ2-bwg-k-07-0-UI /FEA=EST /CNT=84 /TID=Mm.41322
MOE430_2_1454718_at 135.8 82.7 P P 0.000244 0.000244 -0.7 NC 0.99 gb:BB136042 /DB_XREF=gi:16266654 /DB_XREF=BB136042 /CLONE=9830132F24 /FEA=EST /CNT=72 /TID=Mm.25136.1 /TIER=Stack /STK=63 /UG=Mm
MOE430_2_1454822_x_ 120.5 77.2 P P 0.01 0.008057 -0.7 NC 0.98 gb:BB271021 /DB_XREF=gi:8968037 /DB_XREF=BB271021 /CLONE=A830052E09 /FEA=EST /CNT=45 /TID=Mm.28143.2 /TIER=Stack /STK=44 /UG=Mm.
MOE430_2_1454855_at 52.5 30.7 P P 0.000244 0.00293 -0.7 NC 0.95 gb:BQ176520 /DB_XREF=gi:20352012 /DB_XREF=UI-M-DJ2-bvw-l-12-0-UI.s1 /CLONE=UI-M-DJ2-bvw-l-12-0-UI /FEA=EST /CNT=47 /TID=Mm.86277.1
MOE430_2_1454894_at 911.9 536.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB139801 /DB_XREF=gi:15408497 /DB_XREF=BB139801 /CLONE=9830166G07 /FEA=EST /CNT=57 /TID=Mm.139674.1 /TIER=Stack /STK=37 /UG=M
MOE430_2_1454979_at 458.3 286.2 P P 0.000244 0.000732 -0.7 D 0.99 gb:BM120370 /DB_XREF=gi:17088396 /DB_XREF=L0939A03-3 /CLONE=L0939A03 /FEA=EST /CNT=59 /TID=Mm.195916.1 /TIER=Stack /STK=31 /UG=M
MOE430_2_1455016_at 7.4 4.1 A A 0.46 0.39 -0.7 NC 0.02 gb:BB215162 /DB_XREF=gi:16353019 /DB_XREF=BB215162 /CLONE=A530025E09 /FEA=EST /CNT=40 /TID=Mm.30550.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455318_at 3.7 1.5 A A 0.56 0.8 -0.7 NC 0.5 gb:BB323688 /DB_XREF=gi:16403471 /DB_XREF=BB323688 /CLONE=B430010N18 /FEA=EST /CNT=30 /TID=Mm.69002.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1455379_at 9.7 6.6 A A 0.39 0.46 -0.7 NC 0.34 gb:AV279160 /DB_XREF=gi:16391244 /DB_XREF=AV279160 /CLONE=4933406D15 /FEA=EST /CNT=16 /TID=Mm.44897.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1455436_at 905.8 650.6 P P 0.000244 0.000244 -0.7 D 0.99 gb:BM114282 /DB_XREF=gi:17077300 /DB_XREF=L0802D07-3 /CLONE=L0802D07 /FEA=EST /CNT=24 /TID=Mm.29362.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455437_at 599 330.5 P P 0.000244 0.000244 -0.7 D 0.99 gb:AV369969 /DB_XREF=gi:16397782 /DB_XREF=AV369969 /CLONE=9030204A07 /FEA=EST /CNT=32 /TID=Mm.36404.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455460_at 5.6 2.2 A A 0.09 0.75 -0.7 NC 0.84 gb:BM932705 /DB_XREF=gi:19391857 /DB_XREF=UI-M-CG0p-bnn-e-06-0-UI.r1 /CLONE=UI-M-CG0p-bnn-e-06-0-UI /FEA=EST /CNT=23 /TID=Mm.292
MOE430_2_1455568_at 55.5 32.2 P P 0.00293 0.03 -0.7 NC 0.5 gb:BI689456 /DB_XREF=gi:15652085 /DB_XREF=603315316F1 /CLONE=IMAGE:5355483 /FEA=EST /CNT=14 /TID=Mm.46977.2 /TIER=Stack /STK=11 /UG
MOE430_2_1455579_at 1.1 1.1 A A 0.63 0.82 -0.7 NC 0.74 gb:BF119305 /DB_XREF=gi:10958345 /DB_XREF=601757318F1 /CLONE=IMAGE:3986621 /FEA=EST /CNT=47 /TID=Mm.4908.3 /TIER=Stack /STK=10 /UG
MOE430_2_1455596_a_ 248.9 139.2 P P 0.00293 0.008057 -0.7 D 0.99 gb:BB663640 /DB_XREF=gi:16497394 /DB_XREF=BB663640 /CLONE=D930050G13 /FEA=EST /CNT=18 /TID=Mm.206548.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455632_at 13.5 7.5 M A 0.05 0.39 -0.7 NC 0.88 gb:BE446953 /DB_XREF=gi:9446619 /DB_XREF=ut34g08.x1 /CLONE=IMAGE:3329822 /FEA=EST /CNT=12 /TID=Mm.4702.3 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455642_a_ 276.2 165.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:AI844703 /DB_XREF=gi:5488609 /DB_XREF=UI-M-AL1-ahr-h-06-0-UI.s1 /CLONE=UI-M-AL1-ahr-h-06-0-UI /FEA=EST /CNT=10 /TID=Mm.32883.2 /
MOE430_2_1455709_at 7.9 4.4 A A 0.5 0.24 -0.7 NC 0.27 gb:BM211929 /DB_XREF=gi:17769287 /DB_XREF=C0814E12-3 /CLONE=C0814E12 /FEA=EST /CNT=10 /TID=Mm.216231.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455722_at 8.7 4.9 P A 0.04 0.33 -0.7 NC 0.73 gb:BB425316 /DB_XREF=gi:16423583 /DB_XREF=BB425316 /CLONE=C530046C09 /FEA=EST /CNT=9 /TID=Mm.65397.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1455733_at 163.8 128.9 P P 0.000244 0.000244 -0.7 D 0.99 gb:AW208927 /DB_XREF=gi:6514867 /DB_XREF=uo65f07.x1 /CLONE=IMAGE:2647429 /FEA=EST /CNT=29 /TID=Mm.82938.2 /TIER=Stack /STK=8 /UG=M
MOE430_2_1455769_at 2.4 0.6 A A 0.43 0.82 -0.7 NC 0.69 gb:AV221520 /DB_XREF=gi:16384749 /DB_XREF=AV221520 /CLONE=3425401D14 /FEA=EST /CNT=15 /TID=Mm.32073.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1455861_at 6 5.2 A A 0.19 0.39 -0.7 NC 0.59 gb:AV307614 /DB_XREF=gi:16393955 /DB_XREF=AV307614 /CLONE=5730554E19 /FEA=EST /CNT=49 /TID=Mm.220339.1 /TIER=Stack /STK=34 /UG=Mm



MOE430_2_1455925_at 7.6 6.1 A A 0.33 0.46 -0.7 NC 0.86 gb:AV349236 /DB_XREF=gi:15406679 /DB_XREF=AV349236 /CLONE=6530402E09 /FEA=EST /CNT=39 /TID=Mm.63232.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1456130_at 105.3 64.7 P P 0.000244 0.001221 -0.7 D 0.99 gb:BG068705 /DB_XREF=gi:12551274 /DB_XREF=H3068D12-3 /CLONE=H3068D12 /FEA=EST /CNT=17 /TID=Mm.11989.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456183_at 9.7 8.3 A A 0.24 0.14 -0.7 NC 0.5 gb:BB555196 /DB_XREF=gi:16448526 /DB_XREF=BB555196 /CLONE=E330017M15 /FEA=EST /CNT=14 /TID=Mm.148643.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456195_x_ 890.5 529.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB543979 /DB_XREF=gi:9615202 /DB_XREF=BB543979 /CLONE=E130214B14 /FEA=EST /CNT=14 /TID=Mm.6424.5 /TIER=Stack /STK=14 /UG=Mm.6
MOE430_2_1456222_at 23.7 14.3 P A 0.01 0.17 -0.7 NC 0.5 gb:BF020871 /DB_XREF=gi:10752203 /DB_XREF=uw69g03.x1 /CLONE=IMAGE:3467284 /FEA=EST /CNT=14 /TID=Mm.206715.3 /TIER=Stack /STK=13 /UG
MOE430_2_1456226_x_ 2194.3 1027.1 P P 0.000244 0.001953 -0.7 D 0.99 gb:BB234940 /DB_XREF=gi:8917711 /DB_XREF=BB234940 /CLONE=A630052C08 /FEA=EST /CNT=14 /TID=Mm.5021.4 /TIER=Stack /STK=13 /UG=Mm.5
MOE430_2_1456304_at 10.9 14.4 A A 0.24 0.43 -0.7 NC 0.5 gb:BF463551 /DB_XREF=gi:11532734 /DB_XREF=UI-M-CG0p-bno-h-04-0-UI.s1 /CLONE=UI-M-CG0p-bno-h-04-0-UI /FEA=EST /CNT=12 /TID=Mm.441
MOE430_2_1456430_at 15.7 10.3 A P 0.08 0.03 -0.7 NC 0.5 gb:BB410567 /DB_XREF=gi:16423249 /DB_XREF=BB410567 /CLONE=C430018P22 /FEA=EST /CNT=11 /TID=Mm.6148.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456529_at 4.2 3.7 A A 0.56 0.66 -0.7 NC 0.34 gb:AW121569 /DB_XREF=gi:6096902 /DB_XREF=UI-M-BH2.2-aop-g-07-0-UI.s1 /CLONE=UI-M-BH2.2-aop-g-07-0-UI /FEA=EST /CNT=11 /TID=Mm.2989
MOE430_2_1456534_at 3.7 2.1 A A 0.56 0.69 -0.7 NC 0.75 gb:BE994130 /DB_XREF=gi:10677061 /DB_XREF=UI-M-CG0p-bih-c-02-0-UI.s1 /CLONE=UI-M-CG0p-bih-c-02-0-UI /FEA=EST /CNT=12 /TID=Mm.4389.
MOE430_2_1456563_at 12.8 8.8 P A 0.008057 0.12 -0.7 NC 0.88 gb:BB769119 /DB_XREF=gi:16211661 /DB_XREF=BB769119 /CLONE=G370092I22 /FEA=EST /CNT=9 /TID=Mm.33621.1 /TIER=Stack /STK=9 /UG=Mm.33
MOE430_2_1456596_at 4.7 2.6 A A 0.14 0.63 -0.7 NC 0.75 gb:BB093996 /DB_XREF=gi:8677245 /DB_XREF=BB093996 /CLONE=9430044M03 /FEA=EST /CNT=176 /TID=Mm.72979.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456641_at 56.6 36.5 P P 0.000732 0.01 -0.7 NC 0.98 gb:AV225851 /DB_XREF=gi:16385259 /DB_XREF=AV225851 /CLONE=3830432C23 /FEA=EST /CNT=12 /TID=Mm.29881.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456673_at 0.6 0.9 A A 0.97 0.98 -0.7 NC 0.78 gb:AW554761 /DB_XREF=gi:7200184 /DB_XREF=L0245A12-3 /CLONE=L0245A12 /FEA=EST /CNT=10 /TID=Mm.100810.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456701_at 7.8 6.7 A A 0.06 0.23 -0.7 NC 0.5 gb:BB338431 /DB_XREF=gi:9047194 /DB_XREF=BB338431 /CLONE=B930013G11 /FEA=EST /CNT=9 /TID=Mm.29600.3 /TIER=Stack /STK=8 /UG=Mm.29
MOE430_2_1456710_at 25.9 16.9 P P 0.000244 0.01 -0.7 D 0.99 gb:BB481932 /DB_XREF=gi:16440866 /DB_XREF=BB481932 /CLONE=D430006J15 /FEA=EST /CNT=8 /TID=Mm.119259.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456765_at 45.3 24 A A 0.08 0.27 -0.7 MD 0.99 gb:AV339861 /DB_XREF=gi:16396798 /DB_XREF=AV339861 /CLONE=6430511F03 /FEA=EST /CNT=12 /TID=Mm.19738.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456861_at 31.8 17.2 P P 0.000244 0.00415 -0.7 NC 0.99 gb:BB830168 /DB_XREF=gi:17008411 /DB_XREF=BB830168 /CLONE=G930010J06 /FEA=EST /CNT=7 /TID=Mm.214480.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456937_at 78 56.8 P P 0.000244 0.005859 -0.7 D 0.99 gb:BB748621 /DB_XREF=gi:16152857 /DB_XREF=BB748621 /CLONE=G030001E14 /FEA=EST /CNT=7 /TID=Mm.141313.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456955_at 7.5 6.7 M A 0.05 0.33 -0.7 NC 0.73 gb:BB560470 /DB_XREF=gi:16449121 /DB_XREF=BB560470 /CLONE=E530020K13 /FEA=EST /CNT=7 /TID=Mm.211236.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457058_at 661.7 404.3 P P 0.000244 0.000244 -0.7 D 0.99 gb:BM125019 /DB_XREF=gi:17108787 /DB_XREF=L0548H08-3 /CLONE=L0548H08 /FEA=EST /CNT=14 /TID=Mm.89563.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457090_at 8.7 8 A A 0.14 0.33 -0.7 NC 0.5 gb:AV244724 /DB_XREF=gi:16386960 /DB_XREF=AV244724 /CLONE=4831433L12 /FEA=EST /CNT=7 /TID=Mm.107477.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457202_at 0.5 0.4 A A 0.75 0.92 -0.7 NC 0.44 gb:BB364990 /DB_XREF=gi:16406301 /DB_XREF=BB364990 /CLONE=C130025D12 /FEA=EST /CNT=5 /TID=Mm.210258.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457215_at 3.3 4.7 A A 0.46 0.56 -0.7 NC 0.5 gb:BB429361 /DB_XREF=gi:16423987 /DB_XREF=BB429361 /CLONE=C630028A20 /FEA=EST /CNT=5 /TID=Mm.186626.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457224_at 0.8 1.5 A A 0.87 0.91 -0.7 NC 0.85 gb:BB207439 /DB_XREF=gi:16352246 /DB_XREF=BB207439 /CLONE=A430081P18 /FEA=EST /CNT=5 /TID=Mm.213465.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457309_at 4.4 3.3 A A 0.5 0.56 -0.7 NC 0.87 gb:BG070223 /DB_XREF=gi:12552792 /DB_XREF=H3085A06-3 /CLONE=H3085A06 /FEA=EST /CNT=8 /TID=Mm.24755.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457352_x_ 3.9 3 A A 0.3 0.3 -0.7 NC 0.4 gb:AI481066 /DB_XREF=gi:4374292 /DB_XREF=vf92b07.x1 /CLONE=IMAGE:851221 /FEA=EST /CNT=6 /TID=Mm.197449.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457371_at 1.9 1 A A 0.72 0.82 -0.7 NC 0.28 gb:BE285361 /DB_XREF=gi:9162934 /DB_XREF=601091410F1 /CLONE=IMAGE:3485906 /FEA=EST /CNT=6 /TID=Mm.139176.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457482_at 26 14.6 P A 0.01 0.17 -0.7 NC 0.8 gb:BB361206 /DB_XREF=gi:16405917 /DB_XREF=BB361206 /CLONE=C130003A21 /FEA=EST /CNT=4 /TID=Mm.132171.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457483_at 22.8 17.6 P M 0.01 0.05 -0.7 NC 0.8 gb:BM214036 /DB_XREF=gi:17772086 /DB_XREF=C0845B10-3 /CLONE=C0845B10 /FEA=EST /CNT=4 /TID=Mm.217790.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457595_at 1.6 1 A A 0.63 0.78 -0.7 NC 0.8 gb:BB702278 /DB_XREF=gi:16051102 /DB_XREF=BB702278 /CLONE=7420439L10 /FEA=EST /CNT=4 /TID=Mm.212160.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457635_s_ 98.5 48.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB096079 /DB_XREF=gi:8741113 /DB_XREF=BB096079 /CLONE=9430053O15 /FEA=EST /CNT=4 /TID=Mm.129481.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457675_at 78.1 38.3 P P 0.000244 0.001221 -0.7 NC 0.99 gb:BG063089 /DB_XREF=gi:12545575 /DB_XREF=H3002A07-3 /CLONE=H3002A07 /FEA=EST /CNT=17 /TID=Mm.36907.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457794_at 14.3 8.8 P A 0.04 0.09 -0.7 NC 0.62 gb:BB154130 /DB_XREF=gi:15409001 /DB_XREF=BB154130 /CLONE=A130019L06 /FEA=EST /CNT=5 /TID=Mm.170613.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457806_at 33.6 18 P A 0.04 0.21 -0.7 NC 0.6 gb:BB292932 /DB_XREF=gi:16401624 /DB_XREF=BB292932 /CLONE=B130015K01 /FEA=EST /CNT=5 /TID=Mm.74694.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457817_at 4.6 3.3 A A 0.39 0.35 -0.7 NC 0.68 gb:AI661358 /DB_XREF=gi:4764941 /DB_XREF=va10e03.x1 /CLONE=IMAGE:722524 /FEA=EST /CNT=5 /TID=Mm.86731.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457819_at 2.6 0.8 A A 0.69 0.91 -0.7 NC 0.72 gb:AI549833 /DB_XREF=gi:4482196 /DB_XREF=ve83f11.y1 /CLONE=IMAGE:832845 /FEA=EST /CNT=5 /TID=Mm.40146.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457851_at 8.4 5 A A 0.14 0.09 -0.7 NC 0.15 gb:BG066654 /DB_XREF=gi:12549146 /DB_XREF=H3044E10-3 /CLONE=H3044E10 /FEA=EST /CNT=4 /TID=Mm.154707.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457973_at 0.6 0.4 A A 0.53 0.94 -0.7 NC 0.93 gb:BB750203 /DB_XREF=gi:16154439 /DB_XREF=BB750203 /CLONE=G130002G05 /FEA=EST /CNT=4 /TID=Mm.202577.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458139_at 3.7 1.7 A A 0.66 0.59 -0.7 NC 0.31 gb:BB465823 /DB_XREF=gi:16427146 /DB_XREF=BB465823 /CLONE=D230004P03 /FEA=EST /CNT=3 /TID=Mm.130299.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458158_at 5.2 2.7 A A 0.3 0.46 -0.7 NC 0.5 gb:BB475553 /DB_XREF=gi:16440036 /DB_XREF=BB475553 /CLONE=D330013L20 /FEA=EST /CNT=3 /TID=Mm.209433.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458223_at 4.9 2.2 A A 0.69 0.94 -0.7 NC 0.53 gb:C85810 /DB_XREF=gi:2917767 /DB_XREF=C85810 /CLONE=J0215A01 /FEA=EST /CNT=3 /TID=Mm.200672.1 /TIER=ConsEnd /STK=3 /UG=Mm.20067
MOE430_2_1458291_at 4.8 0.9 A A 0.69 0.87 -0.7 NC 0.57 gb:BE951169 /DB_XREF=gi:10590242 /DB_XREF=UI-M-BH4-azg-e-08-0-UI.s1 /CLONE=UI-M-BH4-azg-e-08-0-UI /FEA=EST /CNT=3 /TID=Mm.151196.1
MOE430_2_1458407_s_ 138 84.4 P P 0.000244 0.000244 -0.7 D 0.99 gb:BG144063 /DB_XREF=gi:12647463 /DB_XREF=ut68h01.x1 /CLONE=IMAGE:3333336 /FEA=EST /CNT=8 /TID=Mm.204761.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458425_at 13.2 5.9 A A 0.19 0.53 -0.7 NC 0.64 gb:BM945176 /DB_XREF=gi:19428761 /DB_XREF=UI-M-EM0-bvf-j-22-0-UI.r2 /CLONE=IMAGE:5691381 /FEA=EST /CNT=6 /TID=Mm.212737.1 /TIER=Co
MOE430_2_1458434_at 2 1.1 A A 0.91 0.8 -0.7 NC 0.19 gb:BB245484 /DB_XREF=gi:16355401 /DB_XREF=BB245484 /CLONE=A730009L09 /FEA=EST /CNT=6 /TID=Mm.127269.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458559_at 13.7 4.6 A A 0.12 0.18 -0.7 NC 0.5 gb:AV327476 /DB_XREF=gi:16395637 /DB_XREF=AV327476 /CLONE=6330419B13 /FEA=EST /CNT=4 /TID=Mm.100288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458623_at 6.4 2.1 A A 0.43 0.75 -0.7 NC 0.77 gb:AI413154 /DB_XREF=gi:4256658 /DB_XREF=mc18h01.x1 /CLONE=IMAGE:348913 /FEA=EST /CNT=4 /TID=Mm.212170.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458652_at 1.3 0.8 A A 0.93 0.88 -0.7 NC 0.42 gb:BM055474 /DB_XREF=gi:16813395 /DB_XREF=id82d11.x1 /CLONE=IMAGE:5669804 /FEA=EST /CNT=4 /TID=Mm.45873.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458787_at 0.7 2.2 A A 0.82 0.8 -0.7 NC 0.5 gb:BM202423 /DB_XREF=gi:17756574 /DB_XREF=C0238H12-3 /CLONE=C0238H12 /FEA=EST /CNT=3 /TID=Mm.217663.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458821_at 3.2 1.6 A A 0.69 0.72 -0.7 NC 0.65 gb:AW456869 /DB_XREF=gi:7027086 /DB_XREF=UI-M-BH3-aqz-d-02-0-UI.s1 /CLONE=UI-M-BH3-aqz-d-02-0-UI /FEA=EST /CNT=3 /TID=Mm.101093.1
MOE430_2_1458834_at 8.8 3 A A 0.06 0.21 -0.7 NC 0.5 gb:BG066627 /DB_XREF=gi:12549119 /DB_XREF=H3044C07-3 /CLONE=H3044C07 /FEA=EST /CNT=3 /TID=Mm.172777.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458893_at 19 12.7 P A 0.04 0.27 -0.7 NC 0.65 gb:BE979140 /DB_XREF=gi:10645759 /DB_XREF=UI-M-BG2-bbr-f-04-0-UI.s1 /CLONE=UI-M-BG2-bbr-f-04-0-UI /FEA=EST /CNT=3 /TID=Mm.76777.1 /
MOE430_2_1458898_at 2.5 0.6 A A 0.19 0.6 -0.7 NC 0.95 gb:C77876 /DB_XREF=gi:2518206 /DB_XREF=C77876 /CLONE=J0039B01 /FEA=EST /CNT=3 /TID=Mm.172668.1 /TIER=ConsEnd /STK=2 /UG=Mm.17266
MOE430_2_1459365_at 4.7 4.5 A A 0.43 0.66 -0.7 NC 0.5 gb:AV241872 /DB_XREF=gi:16386688 /DB_XREF=AV241872 /CLONE=4831401C21 /FEA=EST /CNT=2 /TID=Mm.212858.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459395_at 19.7 8.9 A A 0.08 0.21 -0.7 NC 0.66 gb:BG074624 /DB_XREF=gi:12557193 /DB_XREF=H3137D01-3 /CLONE=H3137D01 /FEA=EST /CNT=2 /TID=Mm.197272.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459414_at 37.2 17.8 P A 0.04 0.24 -0.7 NC 0.94 gb:AW543639 /DB_XREF=gi:7186056 /DB_XREF=C0172C12-3 /CLONE=C0172C12 /FEA=EST /CNT=2 /TID=Mm.182572.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459478_at 6.7 4.6 A A 0.14 0.43 -0.7 NC 0.71 gb:BG063235 /DB_XREF=gi:12545798 /DB_XREF=H3004F11-3 /CLONE=H3004F11 /FEA=EST /CNT=2 /TID=Mm.24489.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459514_at 15.1 9.1 A A 0.21 0.43 -0.7 NC 0.5 gb:BG072987 /DB_XREF=gi:12555556 /DB_XREF=H3117C11-3 /CLONE=H3117C11 /FEA=EST /CNT=2 /TID=Mm.182622.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459545_at 2 0.4 A A 0.66 0.91 -0.7 NC 0.81 gb:AU023042 /DB_XREF=gi:3393389 /DB_XREF=AU023042 /CLONE=J0424H08 /FEA=EST /CNT=2 /TID=Mm.173589.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459611_at 0.6 2.8 A A 0.82 0.56 -0.7 NC 0.5 gb:BB094170 /DB_XREF=gi:15407813 /DB_XREF=BB094170 /CLONE=9430045I11 /FEA=EST /CNT=2 /TID=Mm.208377.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459624_at 0.8 0.4 A A 0.9 0.99 -0.7 NC 0.6 gb:AV230414 /DB_XREF=gi:16385729 /DB_XREF=AV230414 /CLONE=4631429I09 /FEA=EST /CNT=2 /TID=Mm.208788.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459673_at 1.5 0.7 A A 0.85 0.95 -0.7 NC 0.36 gb:BB171591 /DB_XREF=gi:16269363 /DB_XREF=BB171591 /CLONE=A230029D22 /FEA=EST /CNT=2 /TID=Mm.207657.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459766_x_ 47.4 26.6 A A 0.12 0.27 -0.7 NC 0.84 gb:BB055869 /DB_XREF=gi:8463017 /DB_XREF=BB055869 /CLONE=6720484M18 /FEA=EST /CNT=2 /TID=Mm.125450.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459863_x_ 35.2 26.9 A A 0.06 0.19 -0.7 NC 0.99 gb:BB006096 /DB_XREF=gi:8095510 /DB_XREF=BB006096 /CLONE=4732469N15 /FEA=EST /CNT=2 /TID=Mm.166829.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459908_at 25.2 12.1 P A 0.005859 0.24 -0.7 D 0.99 gb:BM942688 /DB_XREF=gi:19402551 /DB_XREF=UI-M-CG0p-bdd-c-02-0-UI.r1 /CLONE=UI-M-CG0p-bdd-c-02-0-UI /FEA=EST /CNT=12 /TID=Mm.202
MOE430_2_1459920_at 35.6 21.9 P P 0.001221 0.01 -0.7 NC 0.97 gb:AA163908 /DB_XREF=gi:1739853 /DB_XREF=mr27d01.r1 /CLONE=IMAGE:598657 /FEA=EST /CNT=5 /TID=Mm.1065.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460009_at 52.2 27.5 P P 0.000244 0.000244 -0.7 NC 0.97 gb:BB667115 /DB_XREF=gi:16398564 /DB_XREF=BB667115 /CLONE=4022441D06 /FEA=EST /CNT=9 /TID=Mm.12246.2 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1460062_at 87 59.1 P P 0.000732 0.001953 -0.7 D 0.99 gb:AW122265 /DB_XREF=gi:6097736 /DB_XREF=UI-M-BH2.2-aov-h-04-0-UI.s1 /CLONE=UI-M-BH2.2-aov-h-04-0-UI /FEA=EST /CNT=5 /TID=Mm.14844
MOE430_2_1460192_at 692.4 388.8 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_020573.1 /DB_XREF=gi:10181107 /GEN=Osbpl1a /FEA=FLmRNA /CNT=132 /TID=Mm.18502.1 /TIER=FL+Stack /STK=68 /UG=Mm.18502 /LL=6429
MOE430_2_1460299_at 10.2 6.3 A A 0.12 0.12 -0.7 NC 0.5 gb:NM_019944.1 /DB_XREF=gi:9910267 /GEN=Hlxb9 /FEA=FLmRNA /CNT=5 /TID=Mm.103760.1 /TIER=FL /STK=2 /UG=Mm.103760 /LL=15285 /DEF=Mus
MOE430_2_1460365_a_ 1476.2 893.1 P P 0.000244 0.000244 -0.7 D 0.99 gb:L31397.1 /DB_XREF=gi:487856 /GEN=BreDnm19 /FEA=FLmRNA /CNT=57 /TID=Mm.16080.1 /TIER=FL+Stack /STK=18 /UG=Mm.16080 /LL=13429 /DE
MOE430_2_1460534_at 0.9 0.3 A A 0.85 0.94 -0.7 NC 0.6 gb:AK017429.1 /DB_XREF=gi:12856660 /FEA=mRNA /CNT=1 /TID=Mm.158698.1 /TIER=ConsEnd /STK=0 /UG=Mm.158698 /LL=71431 /UG_GENE=553040
MOE430_2_1460550_at 82.9 57.2 P P 0.000244 0.001953 -0.7 D 0.99 gb:BE952757 /DB_XREF=gi:10593555 /DB_XREF=UI-M-BH4-azj-g-02-0-UI.s1 /CLONE=UI-M-BH4-azj-g-02-0-UI /FEA=EST /CNT=61 /TID=Mm.24379.1 
MOE430_2_1460566_at 176 106.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:BB765000 /DB_XREF=gi:16193215 /DB_XREF=BB765000 /CLONE=G370042E22 /FEA=EST /CNT=48 /TID=Mm.36501.1 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1460600_at 0.8 0.2 A A 0.75 0.9 -0.7 NC 0.8 gb:AW550321 /DB_XREF=gi:7195749 /DB_XREF=L0063A12-3 /CLONE=L0063A12 /FEA=EST /CNT=15 /TID=Mm.38094.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1460629_at 12.4 10.1 A A 0.06 0.19 -0.7 NC 0.65 gb:BB033733 /DB_XREF=gi:15403628 /DB_XREF=BB033733 /CLONE=5830484E22 /FEA=EST /CNT=16 /TID=Mm.117087.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1460647_a_ 337 208.7 P P 0.000244 0.000244 -0.7 D 0.99 gb:NM_010150.1 /DB_XREF=gi:6753767 /GEN=Nr2f6 /FEA=FLmRNA /CNT=108 /TID=Mm.2376.1 /TIER=FL+Stack /STK=57 /UG=Mm.2376 /LL=13864 /DE
MOE430_2_AFFX-BioC 388.9 224.5 P P 0.000044 0.000044 -0.7 D 1 Escherichia coli /REF=J04423 /DEF=E coli bioC protein /LEN=777 (-5 and -3 represent transcript regions 5 prime and 3 prime respectively)
MOE430_2_AFFX-BioD 1507.6 929.2 P P 0.000044 0.00006 -0.7 D 1 Escherichia coli /REF=J04423 /DEF=E coli bioD gene dethiobiotin synthetase /LEN=676 (-5 and -3 represent transcript regions 5 prime and 3 prime respec
MOE430_2_AFFX-r2-E 158.1 91.7 P P 0.000244 0.000244 -0.7 D 0.99 E. coli  GEN=bioB  DB_XREF=gb:J04423.1  NOTE=SIF corresponding to nucleotides 2071-2304 of gb:J04423.1  DEF=E.coli 7,8-diamino-pelargonic acid (bioA
MOE430_2_AFFX-r2-E 197.8 120.5 P P 0.000244 0.000244 -0.7 D 0.99 E. coli  GEN=bioB  DB_XREF=gb:J04423.1  NOTE=SIF corresponding to nucleotides 2393-2682 of gb:J04423.1  DEF=E.coli 7,8-diamino-pelargonic acid (bioA
MOE430_2_AFFX-r2-E 2322 1487.8 P P 0.000244 0.000244 -0.7 D 0.99 E. coli  GEN=bioD  DB_XREF=gb:J04423.1  NOTE=SIF corresponding to nucleotides 5024-5244 of gb:J04423.1  DEF=E.coli 7,8-diamino-pelargonic acid (bioA
MOE430_2_1415776_at 220.2 123.3 P P 0.000732 0.00415 -0.8 D 0.99 gb:NM_007437.1 /DB_XREF=gi:6680677 /GEN=Aldh3a2 /FEA=FLmRNA /CNT=528 /TID=Mm.4210.1 /TIER=FL+Stack /STK=414 /UG=Mm.4210 /LL=11671 /
MOE430_2_1415996_at 754.2 370.7 P P 0.001221 0.001953 -0.8 D 0.99 gb:NM_023719.1 /DB_XREF=gi:13994377 /GEN=Txnip /FEA=FLmRNA /CNT=320 /TID=Mm.77432.1 /TIER=FL+Stack /STK=149 /UG=Mm.77432 /LL=56338 
MOE430_2_1416001_a_ 146.2 74.9 A A 0.11 0.39 -0.8 NC 0.97 gb:NM_028071.1 /DB_XREF=gi:19482159 /GEN=Clp-pending /FEA=FLmRNA /CNT=278 /TID=Mm.141741.1 /TIER=FL+Stack /STK=148 /UG=Mm.141741 /L
MOE430_2_1416137_at 236.9 164.2 P P 0.001221 0.00293 -0.8 D 0.99 gb:NM_009674.1 /DB_XREF=gi:6753061 /GEN=Anxa7 /FEA=FLmRNA /CNT=346 /TID=Mm.20794.1 /TIER=FL+Stack /STK=122 /UG=Mm.20794 /LL=11750 
MOE430_2_1416273_at 242.1 183.8 P P 0.000244 0.001953 -0.8 D 0.99 gb:NM_009396.1 /DB_XREF=gi:6678374 /GEN=Tnfaip2 /FEA=FLmRNA /CNT=180 /TID=Mm.4348.1 /TIER=FL+Stack /STK=103 /UG=Mm.4348 /LL=21928 /
MOE430_2_1416406_at 328.3 231.2 P P 0.000244 0.000732 -0.8 D 0.99 gb:NM_008556.1 /DB_XREF=gi:6678811 /GEN=Pea15 /FEA=FLmRNA /CNT=266 /TID=Mm.544.1 /TIER=FL+Stack /STK=91 /UG=Mm.544 /LL=18611 /DEF=
MOE430_2_1416442_at 646.1 298 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_010499.1 /DB_XREF=gi:6754281 /GEN=Ier2 /FEA=FLmRNA /CNT=176 /TID=Mm.399.1 /TIER=FL+Stack /STK=89 /UG=Mm.399 /LL=15936 /DEF=M
MOE430_2_1416695_at 1248.4 693.8 P P 0.000732 0.000732 -0.8 D 0.99 gb:BC002055.1 /DB_XREF=gi:12805192 /FEA=FLmRNA /CNT=194 /TID=Mm.1508.1 /TIER=FL+Stack /STK=73 /UG=Mm.1508 /LL=12257 /UG_GENE=Bzrp 
MOE430_2_1416716_at 15.4 20.3 A A 0.12 0.24 -0.8 NC 0.54 gb:NM_010112.1 /DB_XREF=gi:6753729 /GEN=Efs /FEA=FLmRNA /CNT=109 /TID=Mm.28543.1 /TIER=FL+Stack /STK=72 /UG=Mm.28543 /LL=13644 /DE
MOE430_2_1416985_at 376.6 210 P P 0.000244 0.000244 -0.8 D 0.99 gb:D87968.1 /DB_XREF=gi:1864014 /FEA=FLmRNA /CNT=135 /TID=Mm.1682.1 /TIER=FL+Stack /STK=61 /UG=Mm.1682 /LL=19261 /UG_GENE=Ptpns1 /
MOE430_2_1417013_at 537.5 322.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_030704.1 /DB_XREF=gi:13507645 /GEN=Cryac /FEA=FLmRNA /CNT=159 /TID=Mm.21549.1 /TIER=FL+Stack /STK=60 /UG=Mm.21549 /LL=80888 /
MOE430_2_1417049_at 6.5 6.1 A A 0.43 0.63 -0.8 NC 0.73 gb:AF069311.1 /DB_XREF=gi:3746649 /FEA=FLmRNA /CNT=88 /TID=Mm.195461.1 /TIER=FL+Stack /STK=59 /UG=Mm.195461 /LL=19746 /UG_GENE=Rhc
MOE430_2_1417185_at 2789 1564.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC002070.1 /DB_XREF=gi:12805220 /FEA=FLmRNA /CNT=158 /TID=Mm.8180.1 /TIER=FL+Stack /STK=53 /UG=Mm.8180 /LL=110454 /UG_GENE=Ly6a
MOE430_2_1417196_s_ 306.8 171.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:BG068292 /DB_XREF=gi:12550861 /DB_XREF=H3063H02-3 /CLONE=H3063H02 /FEA=FLmRNA /CNT=244 /TID=Mm.21514.1 /TIER=Stack /STK=18 /U
MOE430_2_1417198_at 31.7 17 P P 0.00415 0.03 -0.8 NC 0.91 gb:BB706436 /DB_XREF=gi:16055271 /DB_XREF=BB706436 /CLONE=7420489N15 /FEA=FLmRNA /CNT=244 /TID=Mm.21514.1 /TIER=Stack /STK=9 /UG
MOE430_2_1417212_at 108.7 67.1 P P 0.000244 0.000732 -0.8 D 0.99 gb:NM_026633.1 /DB_XREF=gi:13386123 /GEN=9530058B02Rik /FEA=FLmRNA /CNT=69 /TID=Mm.34532.1 /TIER=FL+Stack /STK=53 /UG=Mm.34532 /LL
MOE430_2_1417329_at 472.1 301.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:AY004874.1 /DB_XREF=gi:12000322 /GEN=Slc23a1 /FEA=FLmRNA /CNT=87 /TID=Mm.103581.1 /TIER=FL+Stack /STK=48 /UG=Mm.103581 /LL=54338
MOE430_2_1417406_at 823.6 487.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:AF366401.1 /DB_XREF=gi:14029831 /FEA=FLmRNA /CNT=82 /TID=Mm.153684.1 /TIER=FL+Stack /STK=46 /UG=Mm.153684 /LL=55942 /UG_GENE=11
MOE430_2_1417423_at 988.2 653.2 P P 0.000732 0.000732 -0.8 D 0.99 gb:NM_023168.1 /DB_XREF=gi:12963550 /GEN=1110025J15Rik /FEA=FLmRNA /CNT=163 /TID=Mm.41665.1 /TIER=FL+Stack /STK=45 /UG=Mm.41665 /LL
MOE430_2_1417551_at 17.7 11.8 A A 0.14 0.5 -0.8 NC 0.76 gb:NM_009907.1 /DB_XREF=gi:6753449 /GEN=Cln3 /FEA=FLmRNA /CNT=65 /TID=Mm.135.1 /TIER=FL+Stack /STK=42 /UG=Mm.135 /LL=12752 /DEF=Mu
MOE430_2_1417604_at 700.5 400.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_133926.1 /DB_XREF=gi:19527139 /GEN=AI505105 /FEA=FLmRNA /CNT=84 /TID=Mm.195955.1 /TIER=FL+Stack /STK=41 /UG=Mm.195955 /LL=10
MOE430_2_1417634_at 451.6 244.9 P P 0.00293 0.01 -0.8 D 0.99 gb:NM_011435.1 /DB_XREF=gi:6755599 /GEN=Sod3 /FEA=FLmRNA /CNT=100 /TID=Mm.2407.1 /TIER=FL /STK=2 /UG=Mm.2407 /LL=20657 /DEF=Mus m
MOE430_2_1417717_a_ 4.6 4.6 A A 0.5 0.66 -0.8 NC 0.5 gb:M20234.1 /DB_XREF=gi:202247 /FEA=FLmRNA /CNT=133 /TID=Mm.1365.1 /TIER=FL+Stack /STK=37 /UG=Mm.1365 /LL=22173 /UG_GENE=Tyr /UG_T
MOE430_2_1417809_at 85.1 33.9 P P 0.001953 0.04 -0.8 D 0.99 gb:NM_008767.1 /DB_XREF=gi:6679179 /GEN=Slc22a1l /FEA=FLmRNA /CNT=70 /TID=Mm.15093.1 /TIER=FL+Stack /STK=36 /UG=Mm.15093 /LL=18400 /
MOE430_2_1417930_at 974 538.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_008668.1 /DB_XREF=gi:6679003 /GEN=Nab2 /FEA=FLmRNA /CNT=53 /TID=Mm.6549.1 /TIER=FL+Stack /STK=33 /UG=Mm.6549 /LL=17937 /DEF=
MOE430_2_1417969_at 170.5 85.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_133765.1 /DB_XREF=gi:19526979 /GEN=2310046N15Rik /FEA=FLmRNA /CNT=58 /TID=Mm.24829.1 /TIER=FL+Stack /STK=32 /UG=Mm.24829 /LL
MOE430_2_1417980_a_ 279.3 146.2 P P 0.000244 0.000732 -0.8 D 0.99 gb:NM_133748.1 /DB_XREF=gi:19526953 /GEN=2900053I11Rik /FEA=FLmRNA /CNT=102 /TID=Mm.27136.1 /TIER=FL+Stack /STK=32 /UG=Mm.27136 /LL
MOE430_2_1418172_at 1219.2 687 P P 0.000732 0.001953 -0.8 D 0.99 gb:AF117613.1 /DB_XREF=gi:4886903 /GEN=Hbp /FEA=FLmRNA /CNT=89 /TID=Mm.17249.1 /TIER=FL+Stack /STK=28 /UG=Mm.17249 /LL=15199 /DEF=
MOE430_2_1418303_at 3 1.7 A A 0.78 0.88 -0.8 NC 0.59 gb:NM_026627.1 /DB_XREF=gi:13386111 /GEN=1700113O17Rik /FEA=FLmRNA /CNT=34 /TID=Mm.23887.1 /TIER=FL+Stack /STK=26 /UG=Mm.23887 /LL
MOE430_2_1418328_at 24 12.3 A A 0.11 0.46 -0.8 NC 0.81 gb:AF017174.2 /DB_XREF=gi:16950577 /FEA=FLmRNA /CNT=55 /TID=Mm.34881.1 /TIER=FL+Stack /STK=25 /UG=Mm.34881 /LL=12895 /UG_GENE=Cpt1
MOE430_2_1418385_at 33.5 18.5 A A 0.11 0.11 -0.8 NC 0.71 gb:AK013884.1 /DB_XREF=gi:12851421 /FEA=FLmRNA /CNT=56 /TID=Mm.218848.1 /TIER=ConsEnd /STK=1 /UG=Mm.218848 /LL=67116 /UG_GENE=301
MOE430_2_1418460_at 82.6 33.2 P P 0.000732 0.000244 -0.8 D 0.99 gb:NM_012059.2 /DB_XREF=gi:7657563 /GEN=Sh3d19 /FEA=FLmRNA /CNT=68 /TID=Mm.2454.1 /TIER=FL+Stack /STK=23 /UG=Mm.2454 /LL=27059 /DE
MOE430_2_1418463_at 767.1 461 P P 0.000244 0.000732 -0.8 D 0.99 gb:NM_008841.1 /DB_XREF=gi:6679320 /GEN=Pik3r2 /FEA=FLmRNA /CNT=70 /TID=Mm.12945.1 /TIER=FL+Stack /STK=23 /UG=Mm.12945 /LL=18709 /D
MOE430_2_1418488_s_ 3.4 2.9 A A 0.3 0.56 -0.8 NC 0.88 gb:AF302127.3 /DB_XREF=gi:18087895 /FEA=FLmRNA /CNT=40 /TID=Mm.35290.1 /TIER=FL+Stack /STK=23 /UG=Mm.35290 /LL=72388 /UG_GENE=Ankr
MOE430_2_1418518_at 256.5 184.7 P P 0.000732 0.001953 -0.8 D 0.99 gb:NM_011046.1 /DB_XREF=gi:6754995 /GEN=Pcsk3 /FEA=FLmRNA /CNT=100 /TID=Mm.5241.1 /TIER=FL+Stack /STK=22 /UG=Mm.5241 /LL=18550 /DE
MOE430_2_1418525_at 16.3 9.8 A A 0.06 0.19 -0.8 NC 0.87 gb:BG088656 /DB_XREF=gi:12571220 /DB_XREF=H3156A03-5 /CLONE=H3156A03 /FEA=FLmRNA /CNT=107 /TID=Mm.28192.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1418710_at 759 332.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_007652.1 /DB_XREF=gi:6671713 /GEN=Cd59a /FEA=FLmRNA /CNT=90 /TID=Mm.8457.1 /TIER=FL+Stack /STK=19 /UG=Mm.8457 /LL=12509 /DEF
MOE430_2_1418751_at 13.5 8.8 P A 0.01 0.27 -0.8 NC 0.96 gb:NM_019436.1 /DB_XREF=gi:9507100 /GEN=Sit-pending /FEA=FLmRNA /CNT=27 /TID=Mm.31775.1 /TIER=FL+Stack /STK=19 /UG=Mm.31775 /LL=5439
MOE430_2_1418900_at 29.1 19.7 A A 0.06 0.21 -0.8 NC 0.51 gb:BB764242 /DB_XREF=gi:16192648 /DB_XREF=BB764242 /CLONE=G370034A05 /FEA=FLmRNA /CNT=111 /TID=Mm.28917.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1418958_at 14.3 9 A A 0.09 0.5 -0.8 NC 0.72 gb:NM_019871.1 /DB_XREF=gi:9845231 /GEN=Amac1 /FEA=FLmRNA /CNT=18 /TID=Mm.6211.1 /TIER=FL+Stack /STK=16 /UG=Mm.6211 /LL=56293 /DE
MOE430_2_1419062_at 422 250.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_013813.1 /DB_XREF=gi:7305030 /GEN=Epb4.1l3 /FEA=FLmRNA /CNT=40 /TID=Mm.17951.1 /TIER=FL+Stack /STK=14 /UG=Mm.17951 /LL=13823 /
MOE430_2_1419084_a_ 3.5 0.9 A A 0.72 0.88 -0.8 NC 0.5 gb:NM_008790.1 /DB_XREF=gi:6679224 /GEN=Pcp2 /FEA=FLmRNA /CNT=15 /TID=Mm.41456.1 /TIER=FL+Stack /STK=14 /UG=Mm.41456 /LL=18545 /DE
MOE430_2_1419178_at 3.1 1.9 A A 0.56 0.63 -0.8 NC 0.34 gb:M58149.1 /DB_XREF=gi:192031 /GEN=antigen receptor /FEA=FLmRNA /CNT=35 /TID=Mm.4513.1 /TIER=FL+Stack /STK=12 /UG=Mm.4513 /LL=12502
MOE430_2_1419182_at 1459.5 873.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_022814.1 /DB_XREF=gi:12738841 /GEN=Polydom-pending /FEA=FLmRNA /CNT=39 /TID=Mm.20131.1 /TIER=FL+Stack /STK=12 /UG=Mm.20131 /L
MOE430_2_1419299_at 124.2 91.9 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_025563.1 /DB_XREF=gi:13384999 /GEN=2010012O05Rik /FEA=FLmRNA /CNT=20 /TID=Mm.87163.1 /TIER=FL+Stack /STK=11 /UG=Mm.87163 /LL
MOE430_2_1419326_at 11.6 4.5 A A 0.21 0.5 -0.8 NC 0.69 gb:NM_026188.1 /DB_XREF=gi:13385699 /GEN=1700028P14Rik /FEA=FLmRNA /CNT=13 /TID=Mm.72786.1 /TIER=FL+Stack /STK=11 /UG=Mm.72786 /LL
MOE430_2_1419394_s_ 9 5 P A 0.04 0.21 -0.8 NC 0.54 gb:NM_013650.1 /DB_XREF=gi:7305452 /GEN=S100a8 /FEA=FLmRNA /CNT=18 /TID=Mm.21567.1 /TIER=FL+Stack /STK=10 /UG=Mm.21567 /LL=20201 /
MOE430_2_1419666_x_ 159.9 90.6 P P 0.000732 0.008057 -0.8 D 0.99 gb:NM_019738.1 /DB_XREF=gi:9790144 /GEN=Nupr1 /FEA=FLmRNA /CNT=28 /TID=Mm.18742.1 /TIER=FL /STK=7 /UG=Mm.18742 /LL=56312 /DEF=Mus 
MOE430_2_1419679_at 13.1 8.2 P A 0.03 0.19 -0.8 NC 0.9 gb:BE986745 /DB_XREF=gi:10661386 /DB_XREF=UI-M-CG0p-bey-c-06-0-UI.s1 /CLONE=UI-M-CG0p-bey-c-06-0-UI /FEA=FLmRNA /CNT=52 /TID=Mm
MOE430_2_1419681_a_ 3.5 2 A A 0.75 0.82 -0.8 NC 0.49 gb:NM_015768.1 /DB_XREF=gi:7656931 /GEN=Prok1 /FEA=FLmRNA /CNT=16 /TID=Mm.87365.1 /TIER=FL /STK=7 /UG=Mm.87365 /LL=50501 /DEF=Mus 
MOE430_2_1419698_at 6.3 6.1 A A 0.09 0.19 -0.8 NC 0.5 gb:NM_019494.1 /DB_XREF=gi:9507070 /GEN=Scyb11 /FEA=FLmRNA /CNT=16 /TID=Mm.131723.1 /TIER=FL /STK=2 /UG=Mm.131723 /LL=56066 /DEF=M
MOE430_2_1419705_at 51 28.3 P P 0.005859 0.04 -0.8 D 0.99 gb:NM_019513.1 /DB_XREF=gi:9506462 /GEN=Car5b /FEA=FLmRNA /CNT=19 /TID=Mm.117015.1 /TIER=FL /STK=7 /UG=Mm.117015 /LL=56078 /DEF=M
MOE430_2_1419733_at 4.2 1.5 A A 0.36 0.43 -0.8 NC 0.49 gb:NM_026223.1 /DB_XREF=gi:13385729 /GEN=4921508O11Rik /FEA=FLmRNA /CNT=10 /TID=Mm.78116.1 /TIER=FL /STK=7 /UG=Mm.78116 /LL=67537 
MOE430_2_1419759_at 7 4 A A 0.39 0.21 -0.8 NC 0.5 gb:BB819674 /DB_XREF=gi:16992303 /DB_XREF=BB819674 /CLONE=G830001D23 /FEA=FLmRNA /CNT=32 /TID=Mm.16086.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1419835_s_ 3132.7 1813.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:AW123286 /DB_XREF=gi:6098816 /DB_XREF=UI-M-BH2.1-apg-g-06-0-UI.s1 /CLONE=UI-M-BH2.1-apg-g-06-0-UI /FEA=EST /CNT=1 /TID=Mm.21517
MOE430_2_1419837_at 0.7 0.9 A A 0.87 0.97 -0.8 NC 0.94 gb:AV145466 /DB_XREF=gi:5349599 /DB_XREF=AV145466 /CLONE=2810443C10 /FEA=EST /CNT=1 /TID=Mm.46608.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1419921_s_ 33.4 13 P A 0.03 0.08 -0.8 NC 0.62 gb:AW548146 /DB_XREF=gi:7193566 /DB_XREF=L0031H07-3 /CLONE=L0031H07 /FEA=EST /CNT=1 /TID=Mm.201818.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419969_at 1.4 0.4 A A 0.69 0.96 -0.8 NC 0.93 gb:C77386 /DB_XREF=gi:2517716 /DB_XREF=C77386 /CLONE=J0030C05 /FEA=EST /CNT=1 /TID=Mm.201109.1 /TIER=ConsEnd /STK=0 /UG=Mm.20110
MOE430_2_1420077_at 2.5 0.8 A A 0.69 0.93 -0.8 NC 0.57 gb:AI452102 /DB_XREF=gi:4299571 /DB_XREF=mp61f09.x1 /CLONE=IMAGE:573737 /FEA=EST /CNT=1 /TID=Mm.31753.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420080_a_ 10.3 8.5 A A 0.14 0.17 -0.8 NC 0.5 gb:AI324119 /DB_XREF=gi:4058548 /DB_XREF=mh23g03.x1 /CLONE=IMAGE:443380 /FEA=EST /CNT=1 /TID=Mm.170041.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1420109_at 3.2 0.7 A A 0.53 0.75 -0.8 NC 0.57 gb:AA511245 /DB_XREF=gi:2249099 /DB_XREF=vh78a04.r1 /CLONE=IMAGE:893070 /FEA=EST /CNT=1 /TID=Mm.4193.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420294_at 10.6 3.4 A A 0.46 0.72 -0.8 NC 0.49 gb:BB279752 /DB_XREF=gi:8976774 /DB_XREF=BB279752 /CLONE=A930019J19 /FEA=EST /CNT=1 /TID=Mm.130349.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420416_at 106.7 61 P P 0.000244 0.000732 -0.8 D 0.99 gb:D85028.2 /DB_XREF=gi:18389545 /GEN=sema3A /FEA=FLmRNA /CNT=32 /TID=Mm.5020.1 /TIER=FL /STK=5 /UG=Mm.5020 /LL=20346 /DEF=Mus mu
MOE430_2_1420429_at 10 5 A A 0.18 0.43 -0.8 NC 0.65 gb:NM_053128.1 /DB_XREF=gi:18087776 /GEN=Pcdhb3 /FEA=FLmRNA /CNT=11 /TID=Mm.82308.1 /TIER=FL /STK=5 /UG=Mm.82308 /LL=93874 /DEF=M
MOE430_2_1420445_at 5.2 3 A A 0.63 0.88 -0.8 NC 0.93 gb:NM_020516.1 /DB_XREF=gi:10048451 /GEN=Slc16a8 /FEA=FLmRNA /CNT=9 /TID=Mm.6212.1 /TIER=FL /STK=5 /UG=Mm.6212 /LL=57274 /DEF=Mus 
MOE430_2_1420470_at 1.3 1.2 A A 0.72 0.69 -0.8 NC 0.6 gb:NM_018751.1 /DB_XREF=gi:9055353 /GEN=Sult1a2 /FEA=FLmRNA /CNT=6 /TID=Mm.10108.1 /TIER=FL /STK=5 /UG=Mm.10108 /LL=20888 /DEF=Mus
MOE430_2_1420505_a_ 325.4 180.9 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_009295.1 /DB_XREF=gi:6678178 /GEN=Stxbp1 /FEA=FLmRNA /CNT=30 /TID=Mm.3129.1 /TIER=FL /STK=4 /UG=Mm.3129 /LL=20910 /DEF=Mus m
MOE430_2_1420582_at 2.5 1.3 A A 0.53 0.69 -0.8 NC 0.5 gb:AF373412.1 /DB_XREF=gi:16033428 /GEN=Signr4 /FEA=FLmRNA /CNT=7 /TID=Mm.52281.1 /TIER=FL /STK=4 /UG=Mm.52281 /LL=170780 /DEF=Mus
MOE430_2_1420588_at 2.1 1.3 A A 0.66 0.8 -0.8 NC 0.31 gb:NM_029325.1 /DB_XREF=gi:19263327 /GEN=1700024E17Rik /FEA=FLmRNA /CNT=5 /TID=Mm.159533.1 /TIER=FL /STK=4 /UG=Mm.159533 /LL=75526
MOE430_2_1420755_a_ 5.3 1.3 A A 0.53 0.56 -0.8 NC 0.5 gb:NM_016694.1 /DB_XREF=gi:7710077 /GEN=Park2 /FEA=FLmRNA /CNT=6 /TID=Mm.42046.1 /TIER=FL /STK=2 /UG=Mm.42046 /LL=50873 /DEF=Mus m
MOE430_2_1420842_at 1708.8 968 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB794653 /DB_XREF=gi:16964272 /DB_XREF=BB794653 /CLONE=G431001E24 /FEA=FLmRNA /CNT=288 /TID=Mm.29855.1 /TIER=Stack /STK=57 /U
MOE430_2_1421152_a_ 152 67.8 P P 0.000732 0.000244 -0.8 D 0.99 gb:NM_010308.1 /DB_XREF=gi:6754011 /GEN=Gnao /FEA=FLmRNA /CNT=21 /TID=Mm.20964.1 /TIER=FL /STK=2 /UG=Mm.20964 /LL=14681 /DEF=Mus 
MOE430_2_1421153_at 39.1 21.4 P M 0.00293 0.05 -0.8 D 0.99 gb:BB819653 /DB_XREF=gi:16992282 /DB_XREF=BB819653 /CLONE=G830001C01 /FEA=FLmRNA /CNT=20 /TID=Mm.178767.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1421161_at 15.5 7.6 P P 0.00293 0.008057 -0.8 NC 0.99 gb:NM_007568.1 /DB_XREF=gi:6680811 /GEN=Btc /FEA=FLmRNA /CNT=16 /TID=Mm.2024.1 /TIER=FL /STK=2 /UG=Mm.2024 /LL=12223 /DEF=Mus mus
MOE430_2_1421704_a_ 1.2 0.6 A A 0.78 0.87 -0.8 NC 0.5 gb:NM_011084.1 /DB_XREF=gi:6755059 /GEN=Pik3c2g /FEA=FLmRNA /CNT=2 /TID=Mm.10301.1 /TIER=FL /STK=2 /UG=Mm.10301 /LL=18705 /DEF=Mus
MOE430_2_1421960_at 208.1 103.9 P P 0.000244 0.000244 -0.8 D 0.99 gb:BM195250 /DB_XREF=gi:17746626 /DB_XREF=C0306D11-3 /CLONE=C0306D11 /FEA=FLmRNA /CNT=29 /TID=Mm.41938.1 /TIER=Stack /STK=11 /UG
MOE430_2_1421979_at 323.3 155.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:BM214765 /DB_XREF=gi:17773035 /DB_XREF=C0855E09-3 /CLONE=C0855E09 /FEA=FLmRNA /CNT=18 /TID=Mm.2529.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1422145_at 23.1 12.3 P P 0.000244 0.02 -0.8 NC 0.99 gb:NM_010795.1 /DB_XREF=gi:6754685 /GEN=Mgat3 /FEA=FLmRNA /CNT=6 /TID=Mm.57077.1 /TIER=FL /STK=1 /UG=Mm.57077 /LL=17309 /DEF=Mus m
MOE430_2_1422191_at 4.1 2.9 A A 0.5 0.69 -0.8 NC 0.5 gb:NM_021325.1 /DB_XREF=gi:10946633 /GEN=Mox2r /FEA=FLmRNA /CNT=4 /TID=Mm.143773.1 /TIER=FL /STK=1 /UG=Mm.143773 /LL=57781 /DEF=M
MOE430_2_1422204_at 1.4 0.8 A A 0.55 0.94 -0.8 NC 0.9 gb:NM_011924.1 /DB_XREF=gi:6753151 /GEN=Avpr1b /FEA=FLmRNA /CNT=3 /TID=Mm.89986.1 /TIER=FL /STK=1 /UG=Mm.89986 /LL=26361 /DEF=Mus 
MOE430_2_1422324_a_ 46.5 26.6 P P 0.00415 0.000244 -0.8 NC 0.98 gb:NM_008970.1 /DB_XREF=gi:6679538 /GEN=Pthlh /FEA=FLmRNA /CNT=1 /TID=Mm.28440.1 /TIER=FL /STK=1 /UG=Mm.28440 /LL=19227 /DEF=Mus m



MOE430_2_1422504_at 102.2 57.1 P P 0.00293 0.001221 -0.8 D 0.99 gb:NM_010298.1 /DB_XREF=gi:14149638 /GEN=Glrb /FEA=FLmRNA /CNT=101 /TID=Mm.29422.1 /TIER=FL+Stack /STK=67 /UG=Mm.29422 /LL=14658 /D
MOE430_2_1422529_s_ 18.2 10.4 A A 0.06 0.21 -0.8 NC 0.5 gb:NM_009814.1 /DB_XREF=gi:6753291 /GEN=Casq2 /FEA=FLmRNA /CNT=122 /TID=Mm.15343.1 /TIER=FL+Stack /STK=44 /UG=Mm.15343 /LL=12373 /
MOE430_2_1422607_at 155.7 91.6 P P 0.000732 0.000732 -0.8 D 0.99 gb:BI901633 /DB_XREF=gi:16189125 /DB_XREF=id14g10.x1 /CLONE=IMAGE:5663418 /FEA=FLmRNA /CNT=157 /TID=Mm.4866.1 /TIER=Stack /STK=16 /
MOE430_2_1422629_s_ 19.7 11.3 A A 0.06 0.36 -0.8 NC 0.8 gb:NM_015756.1 /DB_XREF=gi:7657565 /GEN=shrm /FEA=FLmRNA /CNT=68 /TID=Mm.46014.1 /TIER=FL+Stack /STK=24 /UG=Mm.46014 /LL=27428 /DE
MOE430_2_1422866_at 3.3 1.8 A A 0.33 0.3 -0.8 NC 0.1 gb:NM_007731.1 /DB_XREF=gi:6680961 /GEN=Col13a1 /FEA=FLmRNA /CNT=22 /TID=Mm.10805.1 /TIER=FL+Stack /STK=9 /UG=Mm.10805 /LL=12817 /D
MOE430_2_1422871_at 15.3 11 A A 0.06 0.36 -0.8 NC 0.59 gb:NM_010603.1 /DB_XREF=gi:6754427 /GEN=Kcnj12 /FEA=FLmRNA /CNT=15 /TID=Mm.4970.1 /TIER=FL+Stack /STK=9 /UG=Mm.4970 /LL=16515 /DEF
MOE430_2_1422892_s_ 3.5 1.9 A A 0.6 0.69 -0.8 NC 0.5 gb:U13648.1 /DB_XREF=gi:606924 /GEN=H-2E alpha /FEA=FLmRNA /CNT=61 /TID=Mm.15680.1 /TIER=FL+Stack /STK=8 /UG=Mm.15680 /LL=14968 /DE
MOE430_2_1422919_at 8.3 1.3 A A 0.11 0.5 -0.8 NC 0.5 gb:NM_013751.1 /DB_XREF=gi:7305156 /GEN=Hrasrs-pending /FEA=FLmRNA /CNT=11 /TID=Mm.103650.1 /TIER=FL /STK=7 /UG=Mm.103650 /LL=27281
MOE430_2_1422955_at 31 16.4 P A 0.03 0.27 -0.8 NC 0.94 gb:NM_138649.1 /DB_XREF=gi:20149721 /GEN=Bk-pending /FEA=FLmRNA /CNT=7 /TID=Mm.156558.1 /TIER=FL /STK=1 /UG=Mm.156558 /LL=110058 /D
MOE430_2_1422956_at 7.2 5 A A 0.5 0.46 -0.8 NC 0.49 gb:NM_033077.1 /DB_XREF=gi:14861843 /GEN=D1Pas1 /FEA=FLmRNA /CNT=5 /TID=Mm.206727.1 /TIER=FL /STK=1 /UG=Mm.206727 /LL=110957 /DEF
MOE430_2_1423062_at 899.6 535.2 P P 0.000244 0.000732 -0.8 D 0.99 gb:AV175389 /DB_XREF=gi:16384293 /DB_XREF=AV175389 /CLONE=5730419J04 /FEA=FLmRNA /CNT=174 /TID=Mm.29254.1 /TIER=Stack /STK=73 /UG
MOE430_2_1423146_at 9 6.9 M A 0.05 0.36 -0.8 NC 0.53 gb:AV337579 /DB_XREF=gi:16396501 /DB_XREF=AV337579 /CLONE=6430402A09 /FEA=FLmRNA /CNT=47 /TID=Mm.137268.1 /TIER=Stack /STK=40 /U
MOE430_2_1423240_at 113.9 56.3 P P 0.000732 0.00415 -0.8 D 0.99 gb:BG868120 /DB_XREF=gi:14218660 /DB_XREF=602787218F1 /CLONE=IMAGE:4913213 /FEA=FLmRNA /CNT=80 /TID=Mm.22845.1 /TIER=Stack /STK=2
MOE430_2_1423298_at 799 477.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK019491.1 /DB_XREF=gi:12859732 /GEN=Add3 /FEA=FLmRNA /CNT=257 /TID=Mm.44106.1 /TIER=Stack /STK=8 /UG=Mm.44106 /LL=27360 /UG_TIT
MOE430_2_1423350_at 1034.4 589.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AA510713 /DB_XREF=gi:2248567 /DB_XREF=vh60c04.r1 /CLONE=IMAGE:891366 /FEA=FLmRNA /CNT=70 /TID=Mm.37204.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423378_at 106.4 49.4 P A 0.02 0.06 -0.8 D 0.99 gb:AI838132 /DB_XREF=gi:5472345 /DB_XREF=UI-M-AL0-abw-c-08-0-UI.s1 /CLONE=UI-M-AL0-abw-c-08-0-UI /FEA=FLmRNA /CNT=32 /TID=Mm.395
MOE430_2_1423452_at 281.8 193.2 P P 0.000244 0.001221 -0.8 D 0.99 gb:BG064688 /DB_XREF=gi:12547262 /DB_XREF=H3022H03-3 /CLONE=H3022H03 /FEA=FLmRNA /CNT=149 /TID=Mm.25559.1 /TIER=Stack /STK=10 /U
MOE430_2_1423468_at 571.1 323.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC027251.1 /DB_XREF=gi:20073134 /FEA=FLmRNA /CNT=31 /TID=Mm.181033.1 /TIER=Stack /STK=18 /UG=Mm.181033 /LL=68428 /UG_GENE=10100
MOE430_2_1423478_at 6.4 1.2 A A 0.33 0.56 -0.8 NC 0.16 gb:BF660388 /DB_XREF=gi:11925522 /DB_XREF=maa89a09.x1 /CLONE=IMAGE:3823792 /FEA=FLmRNA /CNT=40 /TID=Mm.4182.1 /TIER=Stack /STK=17
MOE430_2_1423558_at 96.8 59.6 A A 0.09 0.14 -0.8 MD 0.99 gb:BF537076 /DB_XREF=gi:11624444 /DB_XREF=602048981F1 /CLONE=IMAGE:4188189 /FEA=FLmRNA /CNT=68 /TID=Mm.216207.1 /TIER=ConsEnd /ST
MOE430_2_1423604_at 5.7 2.6 A A 0.56 0.46 -0.8 NC 0.3 gb:BB804298 /DB_XREF=gi:16976927 /DB_XREF=BB804298 /CLONE=G630063D14 /FEA=FLmRNA /CNT=20 /TID=Mm.4778.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1423717_at 1279.4 718.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC024871.1 /DB_XREF=gi:19352989 /FEA=FLmRNA /CNT=240 /TID=Mm.27450.1 /TIER=FL+Stack /STK=139 /UG=Mm.27450 /LL=56248 /UG_GENE=A
MOE430_2_1423754_at 6272 3759.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC010291.1 /DB_XREF=gi:16307487 /FEA=FLmRNA /CNT=207 /TID=Mm.141021.1 /TIER=FL+Stack /STK=126 /UG=Mm.141021 /LL=66141 /UG_GENE=
MOE430_2_1423771_at 1622 940.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC009660.1 /DB_XREF=gi:16307145 /FEA=FLmRNA /CNT=159 /TID=Mm.3124.1 /TIER=FL+Stack /STK=117 /UG=Mm.3124 /LL=73128 /UG_GENE=3110
MOE430_2_1424047_at 413 231.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC016218.1 /DB_XREF=gi:16740685 /FEA=FLmRNA /CNT=123 /TID=Mm.29181.1 /TIER=FL+Stack /STK=59 /UG=Mm.29181 /LL=66512 /UG_GENE=250
MOE430_2_1424083_at 20.3 13.3 P P 0.00415 0.01 -0.8 NC 0.84 gb:BC006638.1 /DB_XREF=gi:13879325 /FEA=FLmRNA /CNT=180 /TID=Mm.220991.1 /TIER=FL+Stack /STK=55 /UG=Mm.220991 /DEF=Mus musculus, Sim
MOE430_2_1424239_at 284.7 150.9 P P 0.000732 0.000244 -0.8 D 0.99 gb:BC006820.1 /DB_XREF=gi:13905071 /FEA=FLmRNA /CNT=69 /TID=Mm.41261.1 /TIER=FL+Stack /STK=43 /UG=Mm.41261 /LL=75687 /UG_GENE=2310
MOE430_2_1424334_at 161.7 90.7 P P 0.01 0.01 -0.8 D 0.99 gb:BC010346.1 /DB_XREF=gi:16307592 /FEA=FLmRNA /CNT=61 /TID=Mm.32883.1 /TIER=FL+Stack /STK=37 /UG=Mm.32883 /LL=74257 /UG_GENE=2210
MOE430_2_1424337_at 186.4 108.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC016091.1 /DB_XREF=gi:16359253 /FEA=FLmRNA /CNT=65 /TID=Mm.181464.1 /TIER=FL+Stack /STK=37 /UG=Mm.181464 /LL=69024 /UG_GENE=15
MOE430_2_1424367_a_ 2.2 2.2 A A 0.43 0.75 -0.8 NC 0.44 gb:AB017136.1 /DB_XREF=gi:4150949 /FEA=FLmRNA /CNT=67 /TID=Mm.228.1 /TIER=FL+Stack /STK=35 /UG=Mm.228 /LL=26557 /UG_GENE=Homer2-p
MOE430_2_1424379_at 71.7 37.7 P P 0.005859 0.04 -0.8 D 0.99 gb:BC019393.1 /DB_XREF=gi:18043167 /FEA=FLmRNA /CNT=50 /TID=Mm.27736.1 /TIER=FL+Stack /STK=35 /UG=Mm.27736 /LL=12348 /UG_GENE=Car
MOE430_2_1424797_a_ 171.6 92.3 P P 0.001221 0.001953 -0.8 D 0.99 gb:U80011.1 /DB_XREF=gi:1930007 /GEN=Pitx2 /FEA=FLmRNA /CNT=17 /TID=Mm.1385.2 /TIER=FL+Stack /STK=16 /UG=Mm.1385 /LL=18741 /DEF=Mu
MOE430_2_1424881_at 11.1 8.1 P A 0.02 0.33 -0.8 NC 0.55 gb:AV237242 /DB_XREF=gi:15405121 /DB_XREF=AV237242 /CLONE=4732420B02 /FEA=FLmRNA /CNT=117 /TID=Mm.40298.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1424935_at 13.6 10.9 P P 0.02 0.04 -0.8 NC 0.9 gb:BC019941.1 /DB_XREF=gi:18044773 /FEA=FLmRNA /CNT=23 /TID=Mm.102080.1 /TIER=FL+Stack /STK=11 /UG=Mm.102080 /DEF=Mus musculus, hyp
MOE430_2_1424994_at 29.3 18.7 M A 0.05 0.12 -0.8 NC 0.79 gb:BC025834.1 /DB_XREF=gi:19387999 /FEA=FLmRNA /CNT=50 /TID=Mm.197182.1 /TIER=FL+Stack /STK=9 /UG=Mm.197182 /DEF=Mus musculus, simila
MOE430_2_1425121_a_ 9.9 7.3 A A 0.3 0.56 -0.8 NC 0.98 gb:BC010247.1 /DB_XREF=gi:16307403 /FEA=FLmRNA /CNT=10 /TID=Mm.137882.1 /TIER=FL /STK=6 /UG=Mm.137882 /DEF=Mus musculus, clone MGC:
MOE430_2_1425125_at 23.2 6 A A 0.12 0.3 -0.8 NC 0.96 gb:AF356506.1 /DB_XREF=gi:19263076 /FEA=FLmRNA /CNT=16 /TID=Mm.123013.1 /TIER=FL /STK=6 /UG=Mm.123013 /DEF=Mus musculus EF-9 mRNA
MOE430_2_1425268_a_ 186 89.8 P P 0.001221 0.00415 -0.8 D 0.99 gb:BB752266 /DB_XREF=gi:16200724 /DB_XREF=BB752266 /CLONE=G270012M11 /FEA=FLmRNA /CNT=35 /TID=Mm.158962.1 /TIER=Stack /STK=18 /U
MOE430_2_1425386_at 0.7 0.6 A A 0.96 0.99 -0.8 NC 0.66 gb:BC020160.1 /DB_XREF=gi:18043247 /FEA=FLmRNA /CNT=8 /TID=Mm.72179.1 /TIER=FL /STK=2 /UG=Mm.72179 /LL=74614 /UG_GENE=4833422F24R
MOE430_2_1425396_a_ 10 6.9 A A 0.24 0.27 -0.8 NC 0.5 gb:BC011474.1 /DB_XREF=gi:15079274 /FEA=FLmRNA /CNT=7 /TID=Mm.142.1 /TIER=FL /STK=2 /UG=Mm.142 /LL=16818 /UG_GENE=Lck /DEF=Mus mu
MOE430_2_1425425_a_ 0.2 0.3 A A 0.72 0.96 -0.8 NC 0.8 gb:BC004048.1 /DB_XREF=gi:13278500 /FEA=FLmRNA /CNT=3 /TID=Mm.32831.2 /TIER=FL /STK=2 /UG=Mm.32831 /LL=24117 /UG_GENE=Wif1 /DEF=M
MOE430_2_1425426_a_ 11.4 7.6 A A 0.56 0.5 -0.8 NC 0.5 gb:BC019116.1 /DB_XREF=gi:17512283 /FEA=FLmRNA /CNT=3 /TID=Mm.87279.2 /TIER=FL /STK=2 /UG=Mm.87279 /LL=17258 /UG_GENE=Mef2a /DEF=
MOE430_2_1425450_at 19.7 10.8 P A 0.03 0.11 -0.8 NC 0.5 gb:AY065557.1 /DB_XREF=gi:18086513 /GEN=Ym2 /FEA=FLmRNA /CNT=2 /TID=Mm.215253.1 /TIER=FL /STK=2 /UG=Mm.215253 /DEF=Mus musculus p
MOE430_2_1425496_at 53.4 30.8 P P 0.000244 0.000732 -0.8 D 0.99 gb:AY083616.1 /DB_XREF=gi:19918915 /FEA=FLmRNA /CNT=126 /TID=Mm.38313.1 /TIER=FL /STK=1 /UG=Mm.38313 /LL=69158 /UG_GENE=1810036E2
MOE430_2_1425704_at 173.8 144 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC022224.1 /DB_XREF=gi:18490589 /FEA=FLmRNA /CNT=10 /TID=Mm.192213.1 /TIER=FL /STK=1 /UG=Mm.192213 /DEF=Mus musculus, Similar to hy
MOE430_2_1425714_a_ 10.1 6.8 P A 0.00415 0.33 -0.8 NC 0.78 gb:AF361364.1 /DB_XREF=gi:19850564 /GEN=Nfam1 /FEA=FLmRNA /CNT=8 /TID=Mm.32584.1 /TIER=FL /STK=1 /UG=Mm.32584 /LL=74039 /DEF=Mus 
MOE430_2_1425732_a_ 116.2 85.1 P P 0.000244 0.000732 -0.8 D 0.99 gb:D31824.1 /DB_XREF=gi:699613 /GEN=mMxi1 /FEA=FLmRNA /CNT=7 /TID=Mm.2154.2 /TIER=FL /STK=1 /UG=Mm.2154 /LL=17859 /DEF=Mouse mRNA
MOE430_2_1425746_at 1.9 2.8 A A 0.72 0.82 -0.8 NC 0.5 gb:BC021771.1 /DB_XREF=gi:18255680 /FEA=FLmRNA /CNT=9 /TID=Mm.215255.1 /TIER=FL /STK=1 /UG=Mm.215255 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425840_a_ 365.8 195.1 P P 0.005859 0.01 -0.8 D 0.99 gb:AF080090.1 /DB_XREF=gi:3377765 /FEA=FLmRNA /CNT=3 /TID=Mm.12903.2 /TIER=FL /STK=1 /UG=Mm.12903 /LL=20350 /UG_GENE=Sema3f /DEF=
MOE430_2_1425873_a_ 7.7 7.9 A A 0.36 0.69 -0.8 NC 0.28 gb:U58861.1 /DB_XREF=gi:1381730 /GEN=OB-Rl /FEA=FLmRNA /CNT=5 /TID=Mm.4756.5 /TIER=FL /STK=1 /UG=Mm.4756 /LL=16847 /DEF=Mus muscu
MOE430_2_1425923_at 8.9 5 A A 0.53 0.56 -0.8 NC 0.5 gb:M36277.1 /DB_XREF=gi:200093 /GEN=N-myc /FEA=FLmRNA /CNT=2 /TID=Mm.16469.2 /TIER=FL /STK=1 /UG=Mm.16469 /LL=18109 /DEF=Mus musc
MOE430_2_1425927_a_ 663.2 333.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AF375476.1 /DB_XREF=gi:14150812 /FEA=FLmRNA /CNT=2 /TID=Mm.1566.2 /TIER=FL /STK=1 /UG=Mm.1566 /LL=107503 /UG_GENE=Atf5 /DEF=Mu
MOE430_2_1426097_a_ 19.8 9.6 A A 0.12 0.46 -0.8 NC 0.84 gb:BC018462.1 /DB_XREF=gi:17391086 /FEA=FLmRNA /CNT=1 /TID=Mm.41516.1 /TIER=FL /STK=1 /UG=Mm.41516 /DEF=Mus musculus, clone MGC:279
MOE430_2_1426154_s_ 7.9 4.9 A A 0.78 0.72 -0.8 NC 0.93 gb:M27608.1 /DB_XREF=gi:199874 /FEA=FLmRNA /CNT=1 /TID=Mm.157893.3 /TIER=FL /STK=1 /UG=Mm.157893 /LL=17840 /UG_GENE=Mup1 /UG_TITL
MOE430_2_1426260_a_ 3542.9 2041.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:D87867.1 /DB_XREF=gi:1660991 /GEN=UGP1a1 /FEA=FLmRNA /CNT=20 /TID=Mm.42472.3 /TIER=FL+Stack /STK=19 /UG=Mm.42472 /LL=22236 /DE
MOE430_2_1426282_at 8.9 4.5 A A 0.23 0.39 -0.8 NC 0.49 gb:AF282980.1 /DB_XREF=gi:12642539 /FEA=FLmRNA /CNT=69 /TID=Mm.131127.1 /TIER=FL+Stack /STK=12 /UG=Mm.131127 /LL=76119 /UG_GENE=62
MOE430_2_1426396_at 6.1 5.1 A A 0.5 0.33 -0.8 NC 0.33 gb:AK017904.1 /DB_XREF=gi:12857392 /GEN=Cd3z /FEA=FLmRNA /CNT=37 /TID=Mm.1224.4 /TIER=Stack /STK=34 /UG=Mm.1224 /LL=12503 /UG_TITL
MOE430_2_1426440_at 413.3 224 P P 0.000244 0.001221 -0.8 D 0.99 gb:AK009385.1 /DB_XREF=gi:12844151 /FEA=FLmRNA /CNT=76 /TID=Mm.2804.1 /TIER=Stack /STK=19 /UG=Mm.2804 /LL=66375 /UG_GENE=2310016E2
MOE430_2_1426574_a_ 339 220.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:BI410363 /DB_XREF=gi:15171286 /DB_XREF=602966649F1 /CLONE=IMAGE:5121708 /FEA=FLmRNA /CNT=51 /TID=Mm.44106.2 /TIER=Stack /STK=14
MOE430_2_1426616_at 26.8 14.6 P P 0.001953 0.00415 -0.8 NC 0.99 gb:BF583294 /DB_XREF=gi:11657012 /DB_XREF=602101758F1 /CLONE=IMAGE:4224734 /FEA=FLmRNA /CNT=54 /TID=Mm.28122.1 /TIER=ConsEnd /ST
MOE430_2_1426656_at 308.1 186 P P 0.000244 0.000244 -0.8 D 0.99 gb:BM118729 /DB_XREF=gi:17086755 /DB_XREF=L0915C11-3 /CLONE=L0915C11 /FEA=mRNA /CNT=169 /TID=Mm.46412.1 /TIER=Stack /STK=151 /UG
MOE430_2_1426714_at 52.9 27.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK003278.1 /DB_XREF=gi:12833844 /FEA=mRNA /CNT=125 /TID=Mm.25013.1 /TIER=Stack /STK=95 /UG=Mm.25013 /LL=68489 /UG_GENE=1110002C
MOE430_2_1426865_a_ 190.1 122 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB698413 /DB_XREF=gi:16047237 /DB_XREF=BB698413 /CLONE=7120499N16 /FEA=mRNA /CNT=120 /TID=Mm.4974.3 /TIER=Stack /STK=15 /UG=M
MOE430_2_1427009_at 27.6 19.7 A A 0.33 0.53 -0.8 NC 0.5 gb:AV224009 /DB_XREF=gi:15404857 /DB_XREF=AV224009 /CLONE=3830416K05 /FEA=mRNA /CNT=59 /TID=Mm.4339.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1427013_at 35.8 18.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:AJ245857.1 /DB_XREF=gi:18073136 /GEN=MNCA9 /FEA=mRNA /CNT=39 /TID=Mm.45576.1 /TIER=Stack /STK=25 /UG=Mm.45576 /DEF=Mus musculu
MOE430_2_1427020_at 2670.1 1544.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC026446.1 /DB_XREF=gi:20072299 /FEA=mRNA /CNT=38 /TID=Mm.44135.1 /TIER=Stack /STK=25 /UG=Mm.44135 /DEF=Mus musculus, clone IMAGE
MOE430_2_1427028_at 9.7 9.2 A A 0.24 0.39 -0.8 NC 0.5 gb:BB516297 /DB_XREF=gi:16443086 /DB_XREF=BB516297 /CLONE=D830015D13 /FEA=mRNA /CNT=38 /TID=Mm.135987.1 /TIER=Stack /STK=24 /UG=
MOE430_2_1427029_at 9.5 6 P A 0.01 0.09 -0.8 NC 0.5 gb:AK008764.1 /DB_XREF=gi:12843158 /FEA=mRNA /CNT=31 /TID=Mm.7122.1 /TIER=Stack /STK=24 /UG=Mm.7122 /LL=74260 /UG_GENE=2210021K23R
MOE430_2_1427033_at 277.6 167.1 P P 0.00293 0.01 -0.8 D 0.99 gb:BC025944.1 /DB_XREF=gi:19683983 /FEA=mRNA /CNT=60 /TID=Mm.29332.1 /TIER=Stack /STK=23 /UG=Mm.29332 /LL=71972 /UG_GENE=2410003M
MOE430_2_1427060_at 1786.9 1051.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:BI414398 /DB_XREF=gi:15175321 /DB_XREF=602986261F1 /CLONE=IMAGE:5142254 /FEA=mRNA /CNT=132 /TID=Mm.8385.1 /TIER=Stack /STK=20 /
MOE430_2_1427122_at 5.9 1.8 A A 0.24 0.33 -0.8 NC 0.65 gb:BE653037 /DB_XREF=gi:9978903 /DB_XREF=UI-M-AN1-afj-a-01-0-UI.r1 /CLONE=UI-M-AN1-afj-a-01-0-UI /FEA=mRNA /CNT=31 /TID=Mm.22891.1 
MOE430_2_1427182_s_ 49.3 28.9 P P 0.000244 0.001953 -0.8 D 0.99 gb:BG070238 /DB_XREF=gi:12552807 /DB_XREF=H3085B09-3 /CLONE=H3085B09 /FEA=mRNA /CNT=30 /TID=Mm.22131.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1427435_at 4 2.7 A A 0.6 0.56 -0.8 NC 0.5 gb:BC023100.1 /DB_XREF=gi:18606223 /FEA=mRNA /CNT=5 /TID=Mm.215169.1 /TIER=ConsEnd /STK=1 /UG=Mm.215169 /UG_TITLE=Mus musculus, clon
MOE430_2_1427520_a_ 0.2 0.1 A A 0.8 0.98 -0.8 NC 0.78 gb:AJ293626.1 /DB_XREF=gi:9886713 /GEN=MYHC-IIX /FEA=mRNA /CNT=13 /TID=Mm.42156.1 /TIER=ConsEnd /STK=0 /UG=Mm.42156 /LL=17879 /DE
MOE430_2_1427593_at 48.2 30.2 A A 0.11 0.06 -0.8 NC 0.97 gb:BB620112 /DB_XREF=gi:16459274 /DB_XREF=BB620112 /CLONE=5830482E24 /FEA=mRNA /CNT=4 /TID=Mm.219613.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427746_x_ 25.5 15 A A 0.12 0.36 -0.8 NC 0.92 gb:S70184.1 /DB_XREF=gi:546340 /GEN=MHC I /FEA=mRNA /CNT=1 /TID=Mm.16771.5 /TIER=ConsEnd /STK=0 /UG=Mm.16771 /LL=14972 /DEF=MHC I=
MOE430_2_1428040_at 2.1 1.3 A A 0.63 0.93 -0.8 NC 0.58 gb:AY080897.1 /DB_XREF=gi:20373112 /FEA=mRNA /CNT=3 /TID=Mm.221027.1 /TIER=ConsEnd /STK=0 /UG=Mm.221027 /LL=246086 /UG_GENE=Onecu
MOE430_2_1428082_at 588.8 305.8 P P 0.000244 0.000732 -0.8 D 0.99 gb:AK006541.1 /DB_XREF=gi:12839697 /GEN=Facl5 /FEA=mRNA /CNT=183 /TID=Mm.30263.1 /TIER=Stack /STK=137 /UG=Mm.30263 /LL=71879 /UG_TI
MOE430_2_1428115_a_ 136.4 60.6 P P 0.001953 0.008057 -0.8 D 0.99 gb:AK005230.1 /DB_XREF=gi:12837641 /FEA=mRNA /CNT=126 /TID=Mm.32870.1 /TIER=Stack /STK=108 /UG=Mm.32870 /LL=76338 /UG_GENE=1500012
MOE430_2_1428321_at 69.8 38.9 P P 0.001221 0.000732 -0.8 D 0.99 gb:AK003593.1 /DB_XREF=gi:12834356 /FEA=mRNA /CNT=90 /TID=Mm.41287.1 /TIER=Stack /STK=54 /UG=Mm.41287 /LL=68519 /UG_GENE=1110008N2
MOE430_2_1428420_a_ 116 69.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK005443.1 /DB_XREF=gi:12837997 /FEA=mRNA /CNT=62 /TID=Mm.28857.1 /TIER=Stack /STK=44 /UG=Mm.28857 /LL=74190 /UG_GENE=1600013K1
MOE430_2_1428717_at 307.4 153.7 P P 0.000732 0.005859 -0.8 D 0.99 gb:AK012765.1 /DB_XREF=gi:12849721 /FEA=mRNA /CNT=66 /TID=Mm.41557.1 /TIER=Stack /STK=24 /UG=Mm.41557 /LL=69938 /UG_GENE=2810019K2
MOE430_2_1428767_at 19.5 6.3 A A 0.3 0.5 -0.8 NC 0.84 gb:AK007710.1 /DB_XREF=gi:12841427 /FEA=mRNA /CNT=51 /TID=Mm.27385.1 /TIER=Stack /STK=22 /UG=Mm.27385 /LL=69146 /UG_GENE=1810036L0
MOE430_2_1428896_at 905.8 519.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK004179.1 /DB_XREF=gi:12835269 /FEA=mRNA /CNT=31 /TID=Mm.28951.1 /TIER=Stack /STK=18 /UG=Mm.28951 /LL=68797 /UG_GENE=Pdgfrl /UG
MOE430_2_1428948_at 1.1 0.3 A A 0.72 0.69 -0.8 NC 0.49 gb:BE952741 /DB_XREF=gi:10593522 /DB_XREF=UI-M-BH4-azj-e-09-0-UI.s1 /CLONE=UI-M-BH4-azj-e-09-0-UI /FEA=mRNA /CNT=29 /TID=Mm.10010
MOE430_2_1429076_a_ 234.6 111.5 P P 0.000732 0.00415 -0.8 D 0.99 gb:BB550907 /DB_XREF=gi:9637273 /DB_XREF=BB550907 /CLONE=E230024P05 /FEA=mRNA /CNT=17 /TID=Mm.44300.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1429119_at 1072.7 516 P P 0.000244 0.000732 -0.8 D 0.99 gb:AK005287.1 /DB_XREF=gi:12837738 /FEA=mRNA /CNT=25 /TID=Mm.180162.1 /TIER=Stack /STK=11 /UG=Mm.180162 /LL=68993 /UG_GENE=1500019
MOE430_2_1429358_at 14.1 7.6 P A 0.04 0.27 -0.8 NC 0.5 gb:BM200880 /DB_XREF=gi:17754377 /DB_XREF=C0217C10-3 /CLONE=C0217C10 /FEA=mRNA /CNT=88 /TID=Mm.87130.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1429500_at 40 15.1 P P 0.000244 0.01 -0.8 NC 0.99 gb:AK013543.1 /DB_XREF=gi:12850946 /FEA=mRNA /CNT=43 /TID=Mm.24256.1 /TIER=ConsEnd /STK=5 /UG=Mm.24256 /LL=72917 /UG_GENE=2900017
MOE430_2_1429677_at 29.4 17.1 A A 0.3 0.43 -0.8 NC 0.73 gb:AK006811.1 /DB_XREF=gi:12840078 /FEA=mRNA /CNT=13 /TID=Mm.50115.1 /TIER=Stack /STK=11 /UG=Mm.50115 /LL=73363 /UG_GENE=1700056E2
MOE430_2_1429722_at 739.9 334.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK020335.1 /DB_XREF=gi:12860894 /FEA=mRNA /CNT=48 /TID=Mm.33277.1 /TIER=Stack /STK=9 /UG=Mm.33277 /LL=77757 /UG_GENE=9230111I22R
MOE430_2_1429814_at 11.8 7.3 A A 0.09 0.36 -0.8 NC 0.63 gb:AV232168 /DB_XREF=gi:6184683 /DB_XREF=AV232168 /CLONE=4632412I06 /FEA=mRNA /CNT=13 /TID=Mm.196499.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1429842_at 13.6 6.7 P A 0.008057 0.14 -0.8 NC 0.68 gb:AK007262.1 /DB_XREF=gi:12840697 /FEA=mRNA /CNT=11 /TID=Mm.30494.1 /TIER=ConsEnd /STK=7 /UG=Mm.30494 /LL=76668 /UG_GENE=1700124
MOE430_2_1429903_at 71.6 46.2 P P 0.000732 0.005859 -0.8 NC 0.98 gb:AK018271.1 /DB_XREF=gi:12857900 /GEN=Req /FEA=mRNA /CNT=9 /TID=Mm.212937.1 /TIER=ConsEnd /STK=6 /UG=Mm.212937 /UG_TITLE=Mus mu
MOE430_2_1429953_at 3.2 1.6 A A 0.6 0.72 -0.8 NC 0.5 gb:AK008705.1 /DB_XREF=gi:12843063 /FEA=mRNA /CNT=9 /TID=Mm.33501.1 /TIER=ConsEnd /STK=5 /UG=Mm.33501 /LL=70134 /UG_GENE=2210011C
MOE430_2_1429954_at 4 0.9 A A 0.27 0.6 -0.8 NC 0.5 gb:AK014135.1 /DB_XREF=gi:12851811 /FEA=mRNA /CNT=16 /TID=Mm.25684.1 /TIER=ConsEnd /STK=5 /UG=Mm.25684 /LL=73149 /UG_GENE=3110037
MOE430_2_1429976_at 5.9 3.2 P A 0.04 0.46 -0.8 NC 0.59 gb:AK005146.1 /DB_XREF=gi:12836867 /FEA=mRNA /CNT=10 /TID=Mm.26780.3 /TIER=ConsEnd /STK=5 /UG=Mm.26780 /LL=76499 /UG_GENE=Clasp2-p
MOE430_2_1429991_at 2.4 1.7 A A 0.39 0.69 -0.8 NC 0.94 gb:AK014242.1 /DB_XREF=gi:12851963 /FEA=mRNA /CNT=7 /TID=Mm.55115.1 /TIER=ConsEnd /STK=5 /UG=Mm.55115 /LL=73191 /UG_GENE=3110069A
MOE430_2_1430118_at 5.8 5.2 A A 0.39 0.56 -0.8 NC 0.5 gb:AK020725.1 /DB_XREF=gi:12861398 /FEA=mRNA /CNT=5 /TID=Mm.71287.1 /TIER=ConsEnd /STK=4 /UG=Mm.71287 /LL=78449 /UG_GENE=A330042I0
MOE430_2_1430165_at 13.6 6.1 A A 0.12 0.08 -0.8 NC 0.57 gb:AI661948 /DB_XREF=gi:4765531 /DB_XREF=mz63d10.x1 /CLONE=IMAGE:718099 /FEA=mRNA /CNT=7 /TID=Mm.197470.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430186_at 6.1 4.5 A A 0.17 0.43 -0.8 NC 0.5 gb:AK009298.1 /DB_XREF=gi:12844008 /FEA=mRNA /CNT=7 /TID=Mm.158290.1 /TIER=ConsEnd /STK=3 /UG=Mm.158290 /LL=69592 /UG_GENE=231001
MOE430_2_1430228_at 15.7 10 A A 0.17 0.09 -0.8 NC 0.5 gb:AV308327 /DB_XREF=gi:6340841 /DB_XREF=AV308327 /CLONE=5730564G15 /FEA=mRNA /CNT=6 /TID=Mm.116998.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430247_at 14.4 8.9 A A 0.27 0.39 -0.8 NC 0.5 gb:AK009382.1 /DB_XREF=gi:12844148 /FEA=mRNA /CNT=5 /TID=Mm.159736.1 /TIER=ConsEnd /STK=3 /UG=Mm.159736 /LL=76441 /UG_GENE=231001
MOE430_2_1430281_at 0.3 0.8 A A 0.68 0.75 -0.8 NC 0.88 gb:AK005860.1 /DB_XREF=gi:12838656 /FEA=mRNA /CNT=4 /TID=Mm.47058.1 /TIER=ConsEnd /STK=3 /UG=Mm.47058 /LL=69286 /UG_GENE=1700011E
MOE430_2_1430316_at 42.9 24.9 P M 0.01 0.05 -0.8 NC 0.99 gb:BB454777 /DB_XREF=gi:16425893 /DB_XREF=BB454777 /CLONE=D130033N01 /FEA=mRNA /CNT=18 /TID=Mm.45303.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430388_a_ 4437.5 2490.9 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK008108.1 /DB_XREF=gi:12842085 /FEA=mRNA /CNT=6 /TID=Mm.35807.2 /TIER=ConsEnd /STK=2 /UG=Mm.35807 /LL=72043 /UG_GENE=2010004N
MOE430_2_1430421_a_ 1258.1 716 P P 0.000244 0.000732 -0.8 D 0.99 gb:AK003909.1 /DB_XREF=gi:12834860 /GEN=Rab3d /FEA=mRNA /CNT=4 /TID=Mm.29968.4 /TIER=ConsEnd /STK=2 /UG=Mm.29968 /LL=19340 /UG_TIT
MOE430_2_1430489_at 8.5 3 M A 0.05 0.33 -0.8 NC 0.9 gb:BB086802 /DB_XREF=gi:8652589 /DB_XREF=BB086802 /CLONE=9430004L16 /FEA=mRNA /CNT=3 /TID=Mm.51434.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430514_a_ 1236.1 668.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK002762.1 /DB_XREF=gi:12832981 /FEA=mRNA /CNT=3 /TID=Mm.178550.3 /TIER=ConsEnd /STK=2 /UG=Mm.178550 /LL=66478 /UG_GENE=241002
MOE430_2_1430579_at 8.3 3 A A 0.66 0.69 -0.8 NC 0.5 gb:AW045551 /DB_XREF=gi:5906080 /DB_XREF=UI-M-BH1-aks-e-03-0-UI.s1 /CLONE=UI-M-BH1-aks-e-03-0-UI /FEA=mRNA /CNT=16 /TID=Mm.45427
MOE430_2_1430775_at 21.2 10.2 P A 0.03 0.16 -0.8 NC 0.98 gb:BB225339 /DB_XREF=gi:16353951 /DB_XREF=BB225339 /CLONE=A530090N21 /FEA=mRNA /CNT=4 /TID=Mm.158817.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430786_at 7.4 5.4 A A 0.63 0.36 -0.8 NC 0.03 gb:BE991102 /DB_XREF=gi:10670256 /DB_XREF=UI-M-BZ1-bdq-g-08-0-UI.s1 /CLONE=UI-M-BZ1-bdq-g-08-0-UI /FEA=mRNA /CNT=6 /TID=Mm.45669
MOE430_2_1430793_at 8.5 4.9 A A 0.35 0.56 -0.8 NC 0.46 gb:AK016487.1 /DB_XREF=gi:12855246 /FEA=mRNA /CNT=5 /TID=Mm.55063.1 /TIER=ConsEnd /STK=1 /UG=Mm.55063 /LL=70989 /UG_GENE=4931429I1
MOE430_2_1430803_at 1.3 1.1 A A 0.5 0.69 -0.8 NC 0.69 gb:BB074761 /DB_XREF=gi:8639821 /DB_XREF=BB074761 /CLONE=9330021P11 /FEA=mRNA /CNT=4 /TID=Mm.53701.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430847_a_ 14.2 15.7 M A 0.05 0.09 -0.8 NC 0.84 gb:AK015641.1 /DB_XREF=gi:12854047 /GEN=Crem /FEA=mRNA /CNT=4 /TID=Mm.220180.1 /TIER=ConsEnd /STK=1 /UG=Mm.220180 /UG_TITLE=Mus m
MOE430_2_1430878_at 1.7 1.2 A A 0.63 0.5 -0.8 NC 0.5 gb:AV078837 /DB_XREF=gi:5198665 /DB_XREF=AV078837 /CLONE=2210406H18 /FEA=mRNA /CNT=3 /TID=Mm.133081.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431103_at 10.3 4.1 P A 0.04 0.27 -0.8 NC 0.76 gb:AK016350.1 /DB_XREF=gi:12855044 /FEA=mRNA /CNT=10 /TID=Mm.141235.1 /TIER=ConsEnd /STK=0 /UG=Mm.141235 /LL=75890 /UG_GENE=49305
MOE430_2_1431114_at 35.7 18.3 A A 0.14 0.19 -0.8 NC 0.5 gb:BB656539 /DB_XREF=gi:16490367 /DB_XREF=BB656539 /CLONE=D130036O06 /FEA=mRNA /CNT=13 /TID=Mm.109852.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431155_at 7.4 4.9 A A 0.33 0.46 -0.8 NC 0.5 gb:AK016014.1 /DB_XREF=gi:12854588 /FEA=mRNA /CNT=8 /TID=Mm.159451.1 /TIER=ConsEnd /STK=0 /UG=Mm.159451 /LL=75184 /UG_GENE=493054
MOE430_2_1431292_a_ 413.6 198.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK002699.1 /DB_XREF=gi:12832873 /GEN=Ptk9l /FEA=mRNA /CNT=5 /TID=Mm.21852.2 /TIER=ConsEnd /STK=0 /UG=Mm.21852 /LL=23999 /UG_TITL
MOE430_2_1431359_a_ 370.1 209.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK003526.1 /DB_XREF=gi:12834245 /FEA=mRNA /CNT=4 /TID=Mm.3336.1 /TIER=ConsEnd /STK=0 /UG=Mm.3336 /LL=68480 /UG_GENE=1110007C09
MOE430_2_1431422_a_ 224.5 124.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK009744.1 /DB_XREF=gi:12844725 /GEN=Dusp14 /FEA=mRNA /CNT=3 /TID=Mm.142293.2 /TIER=ConsEnd /STK=0 /UG=Mm.142293 /LL=56405 /UG
MOE430_2_1431487_at 15.3 9.2 A A 0.06 0.17 -0.8 NC 0.5 gb:BB770888 /DB_XREF=gi:16197236 /DB_XREF=BB770888 /CLONE=G370118F03 /FEA=mRNA /CNT=3 /TID=Mm.12958.2 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431530_a_ 64.1 36 P P 0.000244 0.001953 -0.8 D 0.99 gb:AK015705.1 /DB_XREF=gi:12854141 /FEA=mRNA /CNT=3 /TID=Mm.31927.2 /TIER=ConsEnd /STK=1 /UG=Mm.31927 /LL=56224 /UG_GENE=Tm4sf9-p
MOE430_2_1431626_at 12.6 5.8 A A 0.09 0.39 -0.8 NC 0.5 gb:AK016983.1 /DB_XREF=gi:12856012 /FEA=mRNA /CNT=2 /TID=Mm.50944.1 /TIER=ConsEnd /STK=1 /UG=Mm.50944 /LL=71232 /UG_GENE=4933429K
MOE430_2_1431758_at 6.5 2.5 A A 0.53 0.6 -0.8 NC 0.31 gb:AK006395.1 /DB_XREF=gi:12839475 /FEA=mRNA /CNT=2 /TID=Mm.158765.1 /TIER=ConsEnd /STK=0 /UG=Mm.158765 /LL=71866 /UG_GENE=170002
MOE430_2_1431803_at 10.2 7.3 A A 0.46 0.56 -0.8 NC 0.39 gb:AK004933.1 /DB_XREF=gi:12836492 /FEA=mRNA /CNT=1 /TID=Mm.46933.2 /TIER=ConsEnd /STK=0 /UG=Mm.46933 /LL=68444 /UG_GENE=1300007K
MOE430_2_1431856_a_ 362.9 193.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK012868.1 /DB_XREF=gi:12849893 /FEA=mRNA /CNT=1 /TID=Mm.34776.2 /TIER=ConsEnd /STK=0 /UG=Mm.34776 /LL=72709 /UG_GENE=2810036M
MOE430_2_1432181_s_ 279.6 165.8 P P 0.001953 0.005859 -0.8 D 0.99 gb:AK013765.1 /DB_XREF=gi:12851253 /FEA=mRNA /CNT=1 /TID=Mm.219419.2 /TIER=ConsEnd /STK=0 /UG=Mm.219419 /LL=72962 /UG_GENE=290007
MOE430_2_1432310_at 9.9 4.3 A A 0.46 0.66 -0.8 NC 0.5 gb:AK018308.1 /DB_XREF=gi:12857951 /FEA=mRNA /CNT=1 /TID=Mm.159723.1 /TIER=ConsEnd /STK=0 /UG=Mm.159723 /LL=76241 /UG_GENE=653040
MOE430_2_1432348_at 6.4 2.7 A A 0.5 0.56 -0.8 NC 0.27 gb:AK006616.1 /DB_XREF=gi:12839804 /FEA=mRNA /CNT=1 /TID=Mm.195662.1 /TIER=ConsEnd /STK=0 /UG=Mm.195662 /LL=73277 /UG_GENE=170003
MOE430_2_1432418_a_ 5.3 1.6 A A 0.36 0.56 -0.8 NC 0.55 gb:AK018487.1 /DB_XREF=gi:12858210 /GEN=Ckmt1 /FEA=mRNA /CNT=1 /TID=Mm.970.3 /TIER=ConsEnd /STK=0 /UG=Mm.970 /LL=12716 /UG_TITLE=
MOE430_2_1432436_a_ 257.3 198.5 P P 0.000244 0.005859 -0.8 D 0.99 gb:AK007618.1 /DB_XREF=gi:12841270 /FEA=mRNA /CNT=1 /TID=Mm.27450.2 /TIER=ConsEnd /STK=0 /UG=Mm.27450 /LL=56248 /UG_GENE=Akl3l-pen
MOE430_2_1432448_at 13.8 9.4 A A 0.09 0.19 -0.8 NC 0.81 gb:AK011165.1 /DB_XREF=gi:12847112 /FEA=mRNA /CNT=1 /TID=Mm.158358.1 /TIER=ConsEnd /STK=0 /UG=Mm.158358 /LL=70319 /UG_GENE=260000
MOE430_2_1432469_at 9.6 5.7 A A 0.36 0.52 -0.8 NC 0.5 gb:AK007061.1 /DB_XREF=gi:12840421 /FEA=mRNA /CNT=1 /TID=Mm.159027.1 /TIER=ConsEnd /STK=0 /UG=Mm.159027 /LL=73547 /UG_GENE=170009
MOE430_2_1432478_a_ 129.6 77.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK015966.1 /DB_XREF=gi:12854517 /FEA=mRNA /CNT=1 /TID=Mm.19126.1 /TIER=ConsEnd /STK=0 /UG=Mm.19126 /LL=75234 /UG_GENE=4930534K
MOE430_2_1432498_at 2.8 1 A A 0.43 0.5 -0.8 NC 0.5 gb:AK006145.1 /DB_XREF=gi:12839088 /FEA=mRNA /CNT=1 /TID=Mm.159541.1 /TIER=ConsEnd /STK=0 /UG=Mm.159541 /LL=75642 /UG_GENE=170002
MOE430_2_1432521_at 2.1 1.1 A A 0.8 0.95 -0.8 NC 0.57 gb:AK007076.1 /DB_XREF=gi:12840440 /FEA=mRNA /CNT=1 /TID=Mm.159028.1 /TIER=ConsEnd /STK=0 /UG=Mm.159028 /LL=73555 /UG_GENE=170009
MOE430_2_1432698_at 4.7 1.7 A A 0.36 0.6 -0.8 NC 0.13 gb:AV151862 /DB_XREF=gi:5357068 /DB_XREF=AV151862 /CLONE=2900024I21 /FEA=mRNA /CNT=2 /TID=Mm.158891.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432720_at 2.4 1 A A 0.8 0.95 -0.8 NC 0.24 gb:AK014687.1 /DB_XREF=gi:12852690 /FEA=mRNA /CNT=2 /TID=Mm.159255.1 /TIER=ConsEnd /STK=0 /UG=Mm.159255 /LL=74607 /UG_GENE=483341
MOE430_2_1432864_at 26.3 9.9 P A 0.01 0.17 -0.8 NC 0.5 gb:AK021359.1 /DB_XREF=gi:12862227 /FEA=mRNA /CNT=2 /TID=Mm.160008.1 /TIER=ConsEnd /STK=0 /UG=Mm.160008 /LL=77859 /UG_GENE=D73005
MOE430_2_1432916_at 2.1 2 A A 0.6 0.56 -0.8 NC 0.53 gb:AK017515.1 /DB_XREF=gi:12856791 /FEA=mRNA /CNT=1 /TID=Mm.158393.1 /TIER=ConsEnd /STK=0 /UG=Mm.158393 /LL=70515 /UG_GENE=573040
MOE430_2_1433006_at 5.6 1.2 A A 0.33 0.75 -0.8 NC 0.5 gb:AK017364.1 /DB_XREF=gi:12856566 /FEA=mRNA /CNT=1 /TID=Mm.158696.1 /TIER=ConsEnd /STK=0 /UG=Mm.158696 /LL=71424 /UG_GENE=543043
MOE430_2_1433240_at 4.2 2.1 A A 0.39 0.36 -0.8 NC 0.5 gb:AK020414.1 /DB_XREF=gi:12860993 /FEA=mRNA /CNT=1 /TID=Mm.159880.1 /TIER=ConsEnd /STK=0 /UG=Mm.159880 /LL=77266 /UG_GENE=943001
MOE430_2_1433360_at 26.1 15.3 P A 0.03 0.09 -0.8 NC 0.5 gb:AK006261.1 /DB_XREF=gi:12839263 /FEA=mRNA /CNT=1 /TID=Mm.195663.1 /TIER=ConsEnd /STK=0 /UG=Mm.195663 /LL=73279 /UG_GENE=170002
MOE430_2_1433509_s_ 19.9 12.8 P A 0.04 0.08 -0.8 NC 0.71 gb:BQ174328 /DB_XREF=gi:20349819 /DB_XREF=UI-M-DJ2-bvx-d-06-0-UI.s1 /CLONE=UI-M-DJ2-bvx-d-06-0-UI /FEA=EST /CNT=173 /TID=Mm.14633
MOE430_2_1433600_at 85.6 44.2 P P 0.000244 0.000732 -0.8 D 0.99 gb:BB333433 /DB_XREF=gi:16403998 /DB_XREF=BB333433 /CLONE=B830011M21 /FEA=EST /CNT=104 /TID=Mm.25215.1 /TIER=Stack /STK=84 /UG=M
MOE430_2_1433620_at 229.1 139.6 P P 0.03 0.03 -0.8 NC 0.99 gb:BM119750 /DB_XREF=gi:17087776 /DB_XREF=L0930B07-3 /CLONE=L0930B07 /FEA=EST /CNT=128 /TID=Mm.33856.1 /TIER=Stack /STK=81 /UG=M
MOE430_2_1433645_at 529.5 337.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:BM207133 /DB_XREF=gi:17762864 /DB_XREF=C0608C04-3 /CLONE=C0608C04 /FEA=EST /CNT=124 /TID=Mm.30015.2 /TIER=Stack /STK=77 /UG=M
MOE430_2_1433678_at 5.8 2.4 A A 0.6 0.72 -0.8 NC 0.22 gb:BB210623 /DB_XREF=gi:15409999 /DB_XREF=BB210623 /CLONE=A430098J23 /FEA=EST /CNT=85 /TID=Mm.203915.1 /TIER=Stack /STK=73 /UG=M
MOE430_2_1433699_at 30.7 16.5 P P 0.000244 0.005859 -0.8 MD 0.99 gb:BM241351 /DB_XREF=gi:17876621 /DB_XREF=K0615G01-3 /CLONE=K0615G01 /FEA=EST /CNT=80 /TID=Mm.116683.1 /TIER=Stack /STK=70 /UG=M
MOE430_2_1433727_at 7.7 8.4 A A 0.33 0.3 -0.8 NC 0.5 gb:AV025920 /DB_XREF=gi:16356455 /DB_XREF=AV025920 /CLONE=1200016J01 /FEA=EST /CNT=106 /TID=Mm.27909.1 /TIER=Stack /STK=66 /UG=Mm
MOE430_2_1434121_at 32.9 13.7 P P 0.000732 0.03 -0.8 NC 0.96 gb:BB756793 /DB_XREF=gi:16203120 /DB_XREF=BB756793 /CLONE=G270078K03 /FEA=EST /CNT=53 /TID=Mm.1662.2 /TIER=Stack /STK=42 /UG=Mm.
MOE430_2_1434194_at 195.1 119 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV337593 /DB_XREF=gi:16396505 /DB_XREF=AV337593 /CLONE=6430402B20 /FEA=EST /CNT=84 /TID=Mm.32545.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1434333_a_ 84.4 35.4 P P 0.001221 0.001221 -0.8 D 0.99 gb:AW557946 /DB_XREF=gi:7203375 /DB_XREF=L0288F05-3 /CLONE=L0288F05 /FEA=EST /CNT=48 /TID=Mm.1881.1 /TIER=Stack /STK=34 /UG=Mm.18
MOE430_2_1434500_at 341.4 197.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:BF585303 /DB_XREF=gi:11658931 /DB_XREF=602101969F2 /CLONE=IMAGE:4225241 /FEA=EST /CNT=37 /TID=Mm.41871.2 /TIER=Stack /STK=31 /U
MOE430_2_1434505_a_ 35.3 20 A A 0.08 0.21 -0.8 NC 0.86 gb:BF465109 /DB_XREF=gi:11534292 /DB_XREF=UI-M-CG0p-bqg-h-01-0-UI.s1 /CLONE=UI-M-CG0p-bqg-h-01-0-UI /FEA=EST /CNT=31 /TID=Mm.3293
MOE430_2_1434559_at 17.7 8.8 P A 0.01 0.09 -0.8 NC 0.98 gb:AW536415 /DB_XREF=gi:7178832 /DB_XREF=G0104C01-3 /CLONE=G0104C01 /FEA=EST /CNT=39 /TID=Mm.34200.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434642_at 2714.1 1595.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB546344 /DB_XREF=gi:16447448 /DB_XREF=BB546344 /CLONE=E130309J19 /FEA=EST /CNT=54 /TID=Mm.1187.2 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1434667_at 520.6 311.9 P P 0.000244 0.000244 -0.8 D 0.99 gb:BG229308 /DB_XREF=gi:12716812 /DB_XREF=ux70a03.x1 /CLONE=IMAGE:3515428 /FEA=EST /CNT=47 /TID=Mm.29315.1 /TIER=Stack /STK=27 /UG
MOE430_2_1434726_at 17.3 9.3 P A 0.03 0.17 -0.8 NC 0.79 gb:AV278444 /DB_XREF=gi:16391162 /DB_XREF=AV278444 /CLONE=4933402B14 /FEA=EST /CNT=29 /TID=Mm.23401.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1434815_a_ 108.1 51.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AI451985 /DB_XREF=gi:4298755 /DB_XREF=mq46b10.x1 /CLONE=IMAGE:581755 /FEA=EST /CNT=26 /TID=Mm.33793.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1434866_x_ 407.5 153.3 P P 0.008057 0.001221 -0.8 D 0.99 gb:BB021753 /DB_XREF=gi:8194118 /DB_XREF=BB021753 /CLONE=5330407G14 /FEA=EST /CNT=26 /TID=Mm.18522.2 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1435108_at 72.4 35.6 P A 0.03 0.24 -0.8 D 0.99 gb:BG295243 /DB_XREF=gi:13056683 /DB_XREF=602392524F1 /CLONE=IMAGE:4504541 /FEA=EST /CNT=24 /TID=Mm.38191.1 /TIER=Stack /STK=20 /U



MOE430_2_1435171_at 82.3 42.8 P P 0.00415 0.008057 -0.8 D 0.99 gb:BB667085 /DB_XREF=gi:16398534 /DB_XREF=BB667085 /CLONE=2810416G20 /FEA=EST /CNT=27 /TID=Mm.133496.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435234_at 108.8 67.6 P P 0.000244 0.000732 -0.8 D 0.99 gb:BM234716 /DB_XREF=gi:17869986 /DB_XREF=K0405B06-3 /CLONE=K0405B06 /FEA=EST /CNT=62 /TID=Mm.9636.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1435330_at 7.3 6 A A 0.09 0.33 -0.8 NC 0.83 gb:BG092516 /DB_XREF=gi:12575079 /DB_XREF=mac12e05.x1 /CLONE=IMAGE:3999465 /FEA=EST /CNT=95 /TID=Mm.447.1 /TIER=Stack /STK=17 /UG=
MOE430_2_1435408_at 7.8 3.7 A A 0.11 0.5 -0.8 NC 0.73 gb:BB485732 /DB_XREF=gi:16441304 /DB_XREF=BB485732 /CLONE=D430033E05 /FEA=EST /CNT=19 /TID=Mm.187454.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435426_s_ 58.3 30.1 P A 0.008057 0.08 -0.8 D 0.99 gb:AV301763 /DB_XREF=gi:16393424 /DB_XREF=AV301763 /CLONE=5730495L12 /FEA=EST /CNT=143 /TID=Mm.220974.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435465_at 25.6 17.8 P A 0.00293 0.19 -0.8 NC 0.98 gb:AW049906 /DB_XREF=gi:5910435 /DB_XREF=UI-M-BH1-ami-b-10-0-UI.s1 /CLONE=UI-M-BH1-ami-b-10-0-UI /FEA=EST /CNT=29 /TID=Mm.46675.1
MOE430_2_1435467_at 27.2 17.9 P A 0.03 0.3 -0.8 NC 0.98 gb:BM936783 /DB_XREF=gi:19395935 /DB_XREF=UI-M-CG0p-bqc-c-01-0-UI.r1 /CLONE=UI-M-CG0p-bqc-c-01-0-UI /FEA=EST /CNT=25 /TID=Mm.232
MOE430_2_1435472_at 149.2 73.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:BG069617 /DB_XREF=gi:12552186 /DB_XREF=H3078C08-3 /CLONE=H3078C08 /FEA=EST /CNT=32 /TID=Mm.11581.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1435504_at 110.4 63.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:BM217861 /DB_XREF=gi:17777216 /DB_XREF=C0903B02-3 /CLONE=C0903B02 /FEA=EST /CNT=17 /TID=Mm.141984.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435623_at 15.7 10.9 A A 0.53 0.27 -0.8 NC 0.29 gb:BB334927 /DB_XREF=gi:15411576 /DB_XREF=BB334927 /CLONE=B830028P19 /FEA=EST /CNT=15 /TID=Mm.31808.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435678_at 6.2 2.9 A A 0.39 0.72 -0.8 NC 0.74 gb:AW045679 /DB_XREF=gi:5906208 /DB_XREF=UI-M-BH1-akq-b-03-0-UI.s1 /CLONE=UI-M-BH1-akq-b-03-0-UI /FEA=EST /CNT=18 /TID=Mm.45203.1
MOE430_2_1435729_at 13.8 5 A A 0.21 0.33 -0.8 NC 0.5 gb:AW488490 /DB_XREF=gi:7058760 /DB_XREF=UI-M-BH3-arq-b-12-0-UI.s1 /CLONE=UI-M-BH3-arq-b-12-0-UI /FEA=EST /CNT=14 /TID=Mm.41680.2 
MOE430_2_1435747_at 5.7 2.8 A A 0.08 0.46 -0.8 NC 0.9 gb:AV141013 /DB_XREF=gi:16382898 /DB_XREF=AV141013 /CLONE=2810407H08 /FEA=EST /CNT=33 /TID=Mm.32472.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435902_at 294.8 166.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:BM120193 /DB_XREF=gi:17088219 /DB_XREF=L0936C07-3 /CLONE=L0936C07 /FEA=EST /CNT=27 /TID=Mm.34191.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1435964_a_ 388.8 204.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB194075 /DB_XREF=gi:16270883 /DB_XREF=BB194075 /CLONE=A330080K09 /FEA=EST /CNT=14 /TID=Mm.82938.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436077_a_ 11.1 6.3 A A 0.09 0.36 -0.8 NC 0.4 gb:BF730694 /DB_XREF=gi:12048558 /DB_XREF=mab67h02.x1 /CLONE=IMAGE:3975411 /FEA=EST /CNT=15 /TID=Mm.22025.2 /TIER=Stack /STK=11 /U
MOE430_2_1436115_at 9 4.1 A A 0.24 0.33 -0.8 NC 0.33 gb:BB829749 /DB_XREF=gi:17007992 /DB_XREF=BB829749 /CLONE=G930008I03 /FEA=EST /CNT=12 /TID=Mm.81916.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436150_at 97.8 43 P P 0.001953 0.03 -0.8 D 0.99 gb:BB391675 /DB_XREF=gi:15411679 /DB_XREF=BB391675 /CLONE=C230075H18 /FEA=EST /CNT=11 /TID=Mm.39215.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436193_at 251.3 134.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB392263 /DB_XREF=gi:16409021 /DB_XREF=BB392263 /CLONE=C230078J17 /FEA=EST /CNT=26 /TID=Mm.18905.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436297_a_ 1253.2 765.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:AW212189 /DB_XREF=gi:6518208 /DB_XREF=uo83f05.x1 /CLONE=IMAGE:2649153 /FEA=EST /CNT=10 /TID=Mm.41665.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1436528_at 315.8 186.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AI842353 /DB_XREF=gi:5476566 /DB_XREF=UI-M-AM1-afz-h-05-0-UI.s1 /CLONE=UI-M-AM1-afz-h-05-0-UI /FEA=EST /CNT=22 /TID=Mm.24417.1 /
MOE430_2_1436542_at 197.6 158.8 P P 0.000732 0.001953 -0.8 D 0.99 gb:BE948730 /DB_XREF=gi:10526489 /DB_XREF=UI-M-BH3-avj-a-05-0-UI.s1 /CLONE=UI-M-BH3-avj-a-05-0-UI /FEA=EST /CNT=26 /TID=Mm.213000.2
MOE430_2_1436608_at 32.7 23.4 P A 0.04 0.19 -0.8 NC 0.96 gb:BB457436 /DB_XREF=gi:16426159 /DB_XREF=BB457436 /CLONE=D130052A12 /FEA=EST /CNT=10 /TID=Mm.130036.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436620_at 40.1 23.9 P P 0.01 0.000732 -0.8 NC 0.87 gb:BQ173899 /DB_XREF=gi:20349385 /DB_XREF=UI-M-DJ2-bvv-c-08-0-UI.s1 /CLONE=UI-M-DJ2-bvv-c-08-0-UI /FEA=EST /CNT=13 /TID=Mm.19101.
MOE430_2_1436665_a_ 281.4 161.2 P P 0.000244 0.001221 -0.8 D 0.99 gb:BB554226 /DB_XREF=gi:16448405 /DB_XREF=BB554226 /CLONE=E330012C08 /FEA=EST /CNT=8 /TID=Mm.29618.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436913_at 27.8 11 A A 0.06 0.14 -0.8 NC 0.83 gb:BB479310 /DB_XREF=gi:16440545 /DB_XREF=BB479310 /CLONE=D330037M02 /FEA=EST /CNT=38 /TID=Mm.17647.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1436916_at 2.7 1.4 A A 0.6 0.56 -0.8 NC 0.5 gb:BB733119 /DB_XREF=gi:16116394 /DB_XREF=BB733119 /CLONE=E970035E10 /FEA=EST /CNT=38 /TID=Mm.32665.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1436974_at 10.1 6.8 P A 0.01 0.24 -0.8 NC 0.53 gb:AV327597 /DB_XREF=gi:16395678 /DB_XREF=AV327597 /CLONE=6330420E11 /FEA=EST /CNT=34 /TID=Mm.133580.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1437012_x_ 36.5 18.6 P P 0.001953 0.03 -0.8 NC 0.99 gb:BB226235 /DB_XREF=gi:8896880 /DB_XREF=BB226235 /CLONE=A530096E21 /FEA=EST /CNT=31 /TID=Mm.24028.2 /TIER=Stack /STK=30 /UG=Mm.
MOE430_2_1437073_x_ 516.3 308.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB115446 /DB_XREF=gi:8768014 /DB_XREF=BB115446 /CLONE=9530050H23 /FEA=EST /CNT=28 /TID=Mm.46067.2 /TIER=Stack /STK=27 /UG=Mm.4
MOE430_2_1437092_at 21.5 12.9 P A 0.008057 0.09 -0.8 D 0.99 gb:AV042829 /DB_XREF=gi:16380409 /DB_XREF=AV042829 /CLONE=1700024K14 /FEA=EST /CNT=27 /TID=Mm.73088.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437217_at 49.7 37.3 P P 0.000244 0.005859 -0.8 D 0.99 gb:BM225135 /DB_XREF=gi:17786629 /DB_XREF=K0206H06-3 /CLONE=K0206H06 /FEA=EST /CNT=29 /TID=Mm.135084.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1437276_at 41.6 27.8 P P 0.000244 0.00293 -0.8 NC 0.98 gb:BE200208 /DB_XREF=gi:8712377 /DB_XREF=ug60e09.x1 /CLONE=IMAGE:1546792 /FEA=EST /CNT=21 /TID=Mm.61428.1 /TIER=Stack /STK=21 /UG=
MOE430_2_1437388_at 21.1 10.6 A A 0.21 0.39 -0.8 NC 0.78 gb:AV309082 /DB_XREF=gi:16394136 /DB_XREF=AV309082 /CLONE=5730576K14 /FEA=EST /CNT=19 /TID=Mm.9615.2 /TIER=Stack /STK=19 /UG=Mm.9
MOE430_2_1437418_at 1.2 0.5 A A 0.91 0.97 -0.8 NC 0.71 gb:BG070683 /DB_XREF=gi:12553252 /DB_XREF=H3090A03-3 /CLONE=H3090A03 /FEA=EST /CNT=20 /TID=Mm.11171.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437496_at 88.5 53.2 P P 0.001221 0.03 -0.8 D 0.99 gb:BI901271 /DB_XREF=gi:16204669 /DB_XREF=id21c03.x1 /CLONE=IMAGE:5663621 /FEA=EST /CNT=20 /TID=Mm.45423.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437504_at 9.5 6.1 A A 0.09 0.3 -0.8 NC 0.54 gb:AV316605 /DB_XREF=gi:15406084 /DB_XREF=AV316605 /CLONE=5830437K10 /FEA=EST /CNT=20 /TID=Mm.124291.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1437671_x_ 2656.5 1408.9 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB378796 /DB_XREF=gi:9091674 /DB_XREF=BB378796 /CLONE=C130095M22 /FEA=EST /CNT=17 /TID=Mm.22345.5 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437699_at 5.4 3.9 P A 0.04 0.39 -0.8 NC 0.5 gb:BB031353 /DB_XREF=gi:16258180 /DB_XREF=BB031353 /CLONE=5830463L21 /FEA=EST /CNT=15 /TID=Mm.131315.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437778_at 7 4.6 A A 0.6 0.5 -0.8 NC 0.07 gb:BE985326 /DB_XREF=gi:10658519 /DB_XREF=UI-M-CG0p-bdk-c-06-0-UI.s1 /CLONE=UI-M-CG0p-bdk-c-06-0-UI /FEA=EST /CNT=16 /TID=Mm.1524
MOE430_2_1437785_at 160.8 103.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV364944 /DB_XREF=gi:16397627 /DB_XREF=AV364944 /CLONE=8430403M15 /FEA=EST /CNT=21 /TID=Mm.96708.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437803_at 5 2.8 A A 0.33 0.53 -0.8 NC 0.39 gb:BB699099 /DB_XREF=gi:16047923 /DB_XREF=BB699099 /CLONE=7420408E08 /FEA=EST /CNT=15 /TID=Mm.4172.2 /TIER=Stack /STK=14 /UG=Mm.4
MOE430_2_1437865_at 5 3.8 A A 0.53 0.6 -0.8 NC 0.5 gb:AW546433 /DB_XREF=gi:7191842 /DB_XREF=L0008C02-3 /CLONE=L0008C02 /FEA=EST /CNT=29 /TID=Mm.196324.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437877_at 6.5 3.2 A A 0.06 0.17 -0.8 NC 0.73 gb:BB711506 /DB_XREF=gi:16064675 /DB_XREF=BB711506 /CLONE=B020024M07 /FEA=EST /CNT=26 /TID=Mm.26219.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438167_x_ 622.4 369.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV269574 /DB_XREF=gi:6257611 /DB_XREF=AV269574 /CLONE=4930544A12 /FEA=EST /CNT=12 /TID=Mm.27707.4 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1438266_at 80.5 58.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB764453 /DB_XREF=gi:16192760 /DB_XREF=BB764453 /CLONE=G370035O09 /FEA=EST /CNT=14 /TID=Mm.30858.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438292_x_ 1522.2 886.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB559878 /DB_XREF=gi:9646244 /DB_XREF=BB559878 /CLONE=E530001G03 /FEA=EST /CNT=13 /TID=Mm.19352.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438312_s_ 3591.3 2176.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB324823 /DB_XREF=gi:9033137 /DB_XREF=BB324823 /CLONE=B430111O16 /FEA=EST /CNT=12 /TID=Mm.182396.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438314_at 21.2 9.5 A A 0.36 0.56 -0.8 NC 0.75 gb:BB431090 /DB_XREF=gi:9270817 /DB_XREF=BB431090 /CLONE=C630036J17 /FEA=EST /CNT=12 /TID=Mm.4597.6 /TIER=Stack /STK=11 /UG=Mm.4
MOE430_2_1438316_a_ 734 437.9 P P 0.000244 0.000732 -0.8 D 0.99 gb:BB375402 /DB_XREF=gi:9088215 /DB_XREF=BB375402 /CLONE=C130079P20 /FEA=EST /CNT=12 /TID=Mm.68230.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438346_at 0.9 0.4 A A 0.66 0.6 -0.8 NC 0.5 gb:AV275309 /DB_XREF=gi:16390651 /DB_XREF=AV275309 /CLONE=4932427I16 /FEA=EST /CNT=11 /TID=Mm.78531.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438449_at 5.7 2.6 A A 0.33 0.56 -0.8 NC 0.5 gb:BB310300 /DB_XREF=gi:9011005 /DB_XREF=BB310300 /CLONE=B230315B07 /FEA=EST /CNT=15 /TID=Mm.153613.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438638_x_ 69.2 45.4 P P 0.03 0.04 -0.8 NC 0.96 gb:BB195788 /DB_XREF=gi:8860741 /DB_XREF=BB195788 /CLONE=A330091A19 /FEA=EST /CNT=10 /TID=Mm.51997.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438697_at 4.2 0.8 A A 0.63 0.66 -0.8 NC 0.24 gb:BB136947 /DB_XREF=gi:8791884 /DB_XREF=BB136947 /CLONE=9830139D19 /FEA=EST /CNT=40 /TID=Mm.77839.1 /TIER=Stack /STK=9 /UG=Mm.7
MOE430_2_1438724_at 40.6 24.6 A A 0.11 0.24 -0.8 NC 0.98 gb:AI875442 /DB_XREF=gi:5549491 /DB_XREF=uk48c08.x1 /CLONE=IMAGE:1972238 /FEA=EST /CNT=33 /TID=Mm.44153.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438740_at 28.9 29.7 M A 0.05 0.17 -0.8 NC 0.85 gb:AV167182 /DB_XREF=gi:15404638 /DB_XREF=AV167182 /CLONE=3110052G03 /FEA=EST /CNT=15 /TID=Mm.38075.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438780_at 5.4 3.1 A A 0.69 0.69 -0.8 NC 0.02 gb:BQ175482 /DB_XREF=gi:20350974 /DB_XREF=UI-M-DJ2-bwc-p-24-0-UI.s1 /CLONE=UI-M-DJ2-bwc-p-24-0-UI /FEA=EST /CNT=11 /TID=Mm.40343
MOE430_2_1438831_at 29.8 19.8 P M 0.001221 0.05 -0.8 NC 0.99 gb:BB208315 /DB_XREF=gi:16352324 /DB_XREF=BB208315 /CLONE=A430087K17 /FEA=EST /CNT=10 /TID=Mm.111206.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438855_x_ 631.1 374 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB233088 /DB_XREF=gi:8912943 /DB_XREF=BB233088 /CLONE=A630041P16 /FEA=EST /CNT=10 /TID=Mm.4348.3 /TIER=Stack /STK=9 /UG=Mm.43
MOE430_2_1438931_s_ 367.4 176.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV016566 /DB_XREF=gi:4793558 /DB_XREF=AV016566 /CLONE=1110066B07 /FEA=EST /CNT=9 /TID=Mm.29742.2 /TIER=Stack /STK=9 /UG=Mm.297
MOE430_2_1438966_x_ 9.5 4.4 A A 0.3 0.19 -0.8 NC 0.12 gb:AV290700 /DB_XREF=gi:6304731 /DB_XREF=AV290700 /CLONE=5230401E10 /FEA=EST /CNT=9 /TID=Mm.41573.11 /TIER=Stack /STK=9 /UG=Mm.41
MOE430_2_1438967_x_ 2.2 2.3 A A 0.53 0.6 -0.8 NC 0.18 gb:AV259665 /DB_XREF=gi:6247124 /DB_XREF=AV259665 /CLONE=4930405L18 /FEA=EST /CNT=9 /TID=Mm.60331.1 /TIER=Stack /STK=9 /UG=Mm.603
MOE430_2_1439124_at 27.1 14.3 P A 0.008057 0.09 -0.8 NC 0.77 gb:BB747838 /DB_XREF=gi:16150775 /DB_XREF=BB747838 /CLONE=F530207J01 /FEA=EST /CNT=11 /TID=Mm.44185.2 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1439383_x_ 18 12.3 A A 0.24 0.27 -0.8 NC 0.93 gb:BB558642 /DB_XREF=gi:9645008 /DB_XREF=BB558642 /CLONE=E330035D17 /FEA=EST /CNT=8 /TID=Mm.21156.6 /TIER=Stack /STK=8 /UG=Mm.21
MOE430_2_1439589_at 3.9 2.2 A A 0.43 0.85 -0.8 NC 0.77 gb:BM239715 /DB_XREF=gi:17874985 /DB_XREF=K0539A07-3 /CLONE=K0539A07 /FEA=EST /CNT=8 /TID=Mm.216510.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439592_at 23.8 13.8 P A 0.03 0.12 -0.8 NC 0.84 gb:BE945978 /DB_XREF=gi:10523737 /DB_XREF=UI-M-BH3-awv-e-07-0-UI.s1 /CLONE=UI-M-BH3-awv-e-07-0-UI /FEA=EST /CNT=8 /TID=Mm.47051.1
MOE430_2_1439693_a_ 19.6 8.6 M A 0.05 0.27 -0.8 NC 0.37 gb:BB504521 /DB_XREF=gi:16442726 /DB_XREF=BB504521 /CLONE=D630049A02 /FEA=EST /CNT=7 /TID=Mm.133921.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439791_at 45.2 27.2 P P 0.01 0.02 -0.8 NC 0.98 gb:BB116558 /DB_XREF=gi:16261856 /DB_XREF=BB116558 /CLONE=9530056G19 /FEA=EST /CNT=13 /TID=Mm.131742.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1439798_at 5.9 1.5 A A 0.56 0.82 -0.8 NC 0.12 gb:BB779859 /DB_XREF=gi:16940559 /DB_XREF=BB779859 /CLONE=G430060K15 /FEA=EST /CNT=12 /TID=Mm.31665.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439835_x_ 1.6 1.3 A A 0.53 0.85 -0.8 NC 0.62 gb:BB253618 /DB_XREF=gi:8946364 /DB_XREF=BB253618 /CLONE=A730058F03 /FEA=EST /CNT=9 /TID=Mm.133471.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439869_at 13.4 5.8 A A 0.19 0.5 -0.8 NC 0.5 gb:BB326106 /DB_XREF=gi:16403626 /DB_XREF=BB326106 /CLONE=B430203N20 /FEA=EST /CNT=8 /TID=Mm.38380.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440087_at 4.1 0.8 A A 0.39 0.82 -0.8 NC 0.75 gb:BB560357 /DB_XREF=gi:16449096 /DB_XREF=BB560357 /CLONE=E530016L24 /FEA=EST /CNT=6 /TID=Mm.138398.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440104_at 13.9 8.6 P P 0.001953 0.007813 -0.8 NC 0.31 gb:BB208180 /DB_XREF=gi:15409918 /DB_XREF=BB208180 /CLONE=A430087B05 /FEA=EST /CNT=6 /TID=Mm.193920.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440251_s_ 13.5 6.5 A A 0.27 0.53 -0.8 NC 0.5 gb:BE947768 /DB_XREF=gi:10525527 /DB_XREF=UI-M-BH3-axa-c-03-0-UI.s1 /CLONE=UI-M-BH3-axa-c-03-0-UI /FEA=EST /CNT=8 /TID=Mm.37512.1 
MOE430_2_1440358_at 3.8 1.5 A A 0.72 0.82 -0.8 NC 0.5 gb:BQ174741 /DB_XREF=gi:20350233 /DB_XREF=UI-M-DJ2-bwb-i-14-0-UI.s1 /CLONE=UI-M-DJ2-bwb-i-14-0-UI /FEA=EST /CNT=8 /TID=Mm.138417.1
MOE430_2_1440361_at 8.9 2.6 P A 0.02 0.43 -0.8 NC 0.5 gb:BB272510 /DB_XREF=gi:8969529 /DB_XREF=BB272510 /CLONE=A830076I15 /FEA=EST /CNT=7 /TID=Mm.126874.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440435_at 4.5 3 A A 0.6 0.75 -0.8 NC 0.5 gb:BB126077 /DB_XREF=gi:16262246 /DB_XREF=BB126077 /CLONE=9630011C09 /FEA=EST /CNT=6 /TID=Mm.33431.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440456_at 1 0.6 A A 0.69 0.88 -0.8 NC 0.94 gb:BB169396 /DB_XREF=gi:16269243 /DB_XREF=BB169396 /CLONE=A230008D12 /FEA=EST /CNT=6 /TID=Mm.184692.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440471_x_ 11.9 5.9 P A 0.001221 0.12 -0.8 NC 0.55 gb:BB533980 /DB_XREF=gi:9585909 /DB_XREF=BB533980 /CLONE=E030032O05 /FEA=EST /CNT=6 /TID=Mm.80488.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440607_at 13.1 13.3 A A 0.12 0.43 -0.8 NC 0.97 gb:BB085679 /DB_XREF=gi:16260858 /DB_XREF=BB085679 /CLONE=9330209B10 /FEA=EST /CNT=5 /TID=Mm.131351.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440638_at 15.5 12.3 A A 0.24 0.46 -0.8 NC 0.17 gb:BB183586 /DB_XREF=gi:16270259 /DB_XREF=BB183586 /CLONE=A230107N01 /FEA=EST /CNT=5 /TID=Mm.131386.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440650_at 13.1 10.8 A A 0.19 0.09 -0.8 NC 0.5 gb:BB503709 /DB_XREF=gi:16442643 /DB_XREF=BB503709 /CLONE=D630044M07 /FEA=EST /CNT=5 /TID=Mm.209871.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440712_at 18.8 9.5 A A 0.3 0.3 -0.8 NC 0.5 gb:BB278215 /DB_XREF=gi:16401054 /DB_XREF=BB278215 /CLONE=A930009P03 /FEA=EST /CNT=5 /TID=Mm.132719.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440754_at 26.6 7.9 A A 0.09 0.17 -0.8 NC 0.88 gb:BG797192 /DB_XREF=gi:14143732 /DB_XREF=ic12a02.x1 /FEA=EST /CNT=5 /TID=Mm.193602.1 /TIER=ConsEnd /STK=5 /UG=Mm.193602 /UG_TITLE=
MOE430_2_1440807_at 6.4 5.3 P A 0.01 0.11 -0.8 NC 0.88 gb:BB337886 /DB_XREF=gi:9046649 /DB_XREF=BB337886 /CLONE=B930010F20 /FEA=EST /CNT=5 /TID=Mm.132480.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441006_at 15.8 7.2 A A 0.12 0.36 -0.8 NC 0.5 gb:BB270693 /DB_XREF=gi:8967708 /DB_XREF=BB270693 /CLONE=A830049K03 /FEA=EST /CNT=7 /TID=Mm.62979.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441015_at 7.3 5.1 A A 0.39 0.56 -0.8 NC 0.5 gb:BG068659 /DB_XREF=gi:12551228 /DB_XREF=H3068A01-3 /CLONE=H3068A01 /FEA=EST /CNT=6 /TID=Mm.173628.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441113_at 7.3 3.9 A A 0.56 0.6 -0.8 NC 0.11 gb:BB205989 /DB_XREF=gi:16352046 /DB_XREF=BB205989 /CLONE=A430071A18 /FEA=EST /CNT=6 /TID=Mm.26188.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441128_at 26.3 15.2 P P 0.04 0.04 -0.8 NC 0.5 gb:BB376197 /DB_XREF=gi:16407486 /DB_XREF=BB376197 /CLONE=C130084A18 /FEA=EST /CNT=6 /TID=Mm.48337.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441204_at 15.7 9.3 P M 0.02 0.05 -0.8 NC 0.69 gb:BB154198 /DB_XREF=gi:16268147 /DB_XREF=BB154198 /CLONE=A130019P10 /FEA=EST /CNT=5 /TID=Mm.207398.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441254_at 76.9 54.1 P P 0.000244 0.000732 -0.8 D 0.99 gb:BM932536 /DB_XREF=gi:19391688 /DB_XREF=UI-M-CG0p-bnf-d-03-0-UI.r1 /CLONE=UI-M-CG0p-bnf-d-03-0-UI /FEA=EST /CNT=5 /TID=Mm.13237
MOE430_2_1441278_at 15.8 7.2 A A 0.3 0.27 -0.8 NC 0.42 gb:AI503156 /DB_XREF=gi:4401007 /DB_XREF=vn01f08.x1 /CLONE=IMAGE:1006503 /FEA=EST /CNT=5 /TID=Mm.84684.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441280_at 1.9 0.9 A A 0.72 0.94 -0.8 NC 0.87 gb:BF322939 /DB_XREF=gi:11272415 /DB_XREF=maa36d03.x1 /CLONE=IMAGE:3813149 /FEA=EST /CNT=5 /TID=Mm.100281.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1441546_at 26.8 11.9 A A 0.08 0.14 -0.8 NC 0.98 gb:BB464777 /DB_XREF=gi:16427024 /DB_XREF=BB464777 /CLONE=D130094K04 /FEA=EST /CNT=4 /TID=Mm.212279.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441556_at 66.1 35.2 P P 0.000244 0.000732 -0.8 NC 0.98 gb:BB476958 /DB_XREF=gi:16440242 /DB_XREF=BB476958 /CLONE=D330022D14 /FEA=EST /CNT=4 /TID=Mm.137929.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441575_at 0.4 0.5 A A 0.9 0.9 -0.8 NC 0.6 gb:BB055950 /DB_XREF=gi:16259793 /DB_XREF=BB055950 /CLONE=6720485J18 /FEA=EST /CNT=4 /TID=Mm.131013.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441633_at 7.7 7.5 A A 0.46 0.56 -0.8 NC 0.46 gb:AV339195 /DB_XREF=gi:16396731 /DB_XREF=AV339195 /CLONE=6430502J16 /FEA=EST /CNT=4 /TID=Mm.94182.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441657_at 11 2.8 A A 0.27 0.66 -0.8 NC 0.58 gb:BI104953 /DB_XREF=gi:14555846 /DB_XREF=602892771F1 /CLONE=IMAGE:5037905 /FEA=EST /CNT=4 /TID=Mm.85089.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441817_at 1 0.7 A A 0.85 0.97 -0.8 NC 0.5 gb:AV209598 /DB_XREF=gi:6150332 /DB_XREF=AV209598 /CLONE=1700120G01 /FEA=EST /CNT=4 /TID=Mm.107621.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441854_at 0.5 0.2 A A 0.75 0.96 -0.8 NC 0.92 gb:BB159143 /DB_XREF=gi:8815073 /DB_XREF=BB159143 /CLONE=A130044B14 /FEA=EST /CNT=4 /TID=Mm.130933.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441952_x_ 223.9 140.4 P P 0.000244 0.001221 -0.8 D 0.99 gb:BB431070 /DB_XREF=gi:9270797 /DB_XREF=BB431070 /CLONE=C630036I01 /FEA=EST /CNT=4 /TID=Mm.117224.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441974_at 4.6 1.2 A A 0.5 0.63 -0.8 NC 0.36 gb:BB209139 /DB_XREF=gi:16352417 /DB_XREF=BB209139 /CLONE=A430091D19 /FEA=EST /CNT=15 /TID=Mm.215586.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442054_at 25.4 22.1 P A 0.03 0.06 -0.8 NC 0.66 gb:BG092264 /DB_XREF=gi:12574816 /DB_XREF=mac07d07.x1 /CLONE=IMAGE:3999036 /FEA=EST /CNT=7 /TID=Mm.154433.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442188_at 4.6 0.9 A A 0.39 0.6 -0.8 NC 0.58 gb:BE979116 /DB_XREF=gi:10645711 /DB_XREF=UI-M-BG2-bbr-c-10-0-UI.s1 /CLONE=UI-M-BG2-bbr-c-10-0-UI /FEA=EST /CNT=6 /TID=Mm.59149.1 
MOE430_2_1442199_at 3.3 2.5 A A 0.69 0.66 -0.8 NC 0.5 gb:BE634596 /DB_XREF=gi:9917284 /DB_XREF=uv83g08.x1 /CLONE=IMAGE:3413822 /FEA=EST /CNT=6 /TID=Mm.30626.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442463_at 9.2 4 A A 0.11 0.53 -0.8 NC 0.74 gb:BG067054 /DB_XREF=gi:12549623 /DB_XREF=H3050A09-3 /CLONE=H3050A09 /FEA=EST /CNT=4 /TID=Mm.139031.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442509_at 26.5 19.9 P P 0.003906 0.01 -0.8 NC 0.96 gb:BG070099 /DB_XREF=gi:12552668 /DB_XREF=H3083F06-3 /CLONE=H3083F06 /FEA=EST /CNT=4 /TID=Mm.168138.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442562_at 13.8 7.5 A A 0.11 0.17 -0.8 NC 0.5 gb:BB346556 /DB_XREF=gi:9058382 /DB_XREF=BB346556 /CLONE=B930061P07 /FEA=EST /CNT=4 /TID=Mm.129036.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442586_at 26.3 13.1 P M 0.04 0.05 -0.8 NC 0.74 gb:BB456057 /DB_XREF=gi:16426009 /DB_XREF=BB456057 /CLONE=D130043N08 /FEA=EST /CNT=4 /TID=Mm.205391.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442623_at 10.9 6.5 A A 0.33 0.5 -0.8 NC 0.5 gb:BB455909 /DB_XREF=gi:16425993 /DB_XREF=BB455909 /CLONE=D130043C18 /FEA=EST /CNT=4 /TID=Mm.132788.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442625_at 11.9 13.1 P P 0.03 0.001953 -0.8 NC 0.53 gb:BG070581 /DB_XREF=gi:12553150 /DB_XREF=H3088H06-3 /CLONE=H3088H06 /FEA=EST /CNT=4 /TID=Mm.157379.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442718_at 2.5 0.7 A A 0.66 0.75 -0.8 NC 0.5 gb:BB250300 /DB_XREF=gi:16355777 /DB_XREF=BB250300 /CLONE=A730040F03 /FEA=EST /CNT=4 /TID=Mm.124834.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442782_at 15.3 9.5 P A 0.01 0.32 -0.8 NC 0.69 gb:BI499981 /DB_XREF=gi:15339325 /DB_XREF=ie13b10.x1 /FEA=EST /CNT=4 /TID=Mm.152215.1 /TIER=ConsEnd /STK=3 /UG=Mm.152215 /UG_TITLE=E
MOE430_2_1442881_at 23.6 18.6 P P 0.04 0.02 -0.8 NC 0.51 gb:BF462648 /DB_XREF=gi:11531831 /DB_XREF=UI-M-CG0p-bng-a-09-0-UI.s1 /CLONE=UI-M-CG0p-bng-a-09-0-UI /FEA=EST /CNT=4 /TID=Mm.59110
MOE430_2_1442970_at 1.1 0.8 A A 0.84 0.8 -0.8 NC 0.5 gb:BG075855 /DB_XREF=gi:12558424 /DB_XREF=H3152F06-3 /CLONE=H3152F06 /FEA=EST /CNT=3 /TID=Mm.130372.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443016_at 4 0.6 A A 0.53 0.8 -0.8 NC 0.92 gb:BB217387 /DB_XREF=gi:16353188 /DB_XREF=BB217387 /CLONE=A530043E24 /FEA=EST /CNT=3 /TID=Mm.164523.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443043_at 0.7 0.6 A A 0.8 0.96 -0.8 NC 0.53 gb:BB005135 /DB_XREF=gi:15389862 /DB_XREF=BB005135 /CLONE=4732464P15 /FEA=EST /CNT=3 /TID=Mm.44542.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443053_at 1 0.4 A A 0.93 0.96 -0.8 NC 0.83 gb:BB523104 /DB_XREF=gi:16443777 /DB_XREF=BB523104 /CLONE=D930011P18 /FEA=EST /CNT=3 /TID=Mm.136244.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443154_at 7.5 4.1 A A 0.19 0.5 -0.8 NC 0.5 gb:AV321900 /DB_XREF=gi:16395133 /DB_XREF=AV321900 /CLONE=6030438J01 /FEA=EST /CNT=3 /TID=Mm.210256.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443263_at 12.1 7.9 A A 0.21 0.43 -0.8 NC 0.66 gb:AV365508 /DB_XREF=gi:16397644 /DB_XREF=AV365508 /CLONE=8430408H05 /FEA=EST /CNT=3 /TID=Mm.218614.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443296_at 16.5 8.9 A A 0.12 0.23 -0.8 NC 0.79 gb:AW539955 /DB_XREF=gi:7182372 /DB_XREF=C0126F08-3 /CLONE=C0126F08 /FEA=EST /CNT=3 /TID=Mm.102574.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443414_at 12 5.4 P A 0.01 0.3 -0.8 NC 0.63 gb:C78513 /DB_XREF=gi:2518843 /DB_XREF=C78513 /CLONE=J0050E03 /FEA=EST /CNT=3 /TID=Mm.37806.1 /TIER=ConsEnd /STK=3 /UG=Mm.37806 /
MOE430_2_1443517_at 6 4.2 A A 0.27 0.63 -0.8 NC 0.5 gb:BG061911 /DB_XREF=gi:12531882 /DB_XREF=L0953D08-3 /CLONE=L0953D08 /FEA=EST /CNT=3 /TID=Mm.102720.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443539_at 13.7 8.2 A A 0.11 0.24 -0.8 NC 0.45 gb:BE957000 /DB_XREF=gi:10602109 /DB_XREF=UI-M-BG2-bbq-g-01-0-UI.s1 /CLONE=UI-M-BG2-bbq-g-01-0-UI /FEA=EST /CNT=3 /TID=Mm.151020.
MOE430_2_1443660_at 2.9 1.6 A A 0.56 0.72 -0.8 NC 0.5 gb:BB750724 /DB_XREF=gi:16154960 /DB_XREF=BB750724 /CLONE=G130201P20 /FEA=EST /CNT=3 /TID=Mm.210281.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443726_at 36.5 20 A A 0.14 0.33 -0.8 NC 0.74 gb:AV010327 /DB_XREF=gi:16356131 /DB_XREF=AV010327 /CLONE=1110025H03 /FEA=EST /CNT=3 /TID=Mm.212475.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443742_x_ 2.1 1.1 A A 0.39 0.86 -0.8 NC 0.93 gb:BB085654 /DB_XREF=gi:8651439 /DB_XREF=BB085654 /CLONE=9330200P05 /FEA=EST /CNT=3 /TID=Mm.125969.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443866_at 10.8 3.3 A A 0.19 0.33 -0.8 NC 0.5 gb:AV359781 /DB_XREF=gi:16397413 /DB_XREF=AV359781 /CLONE=7530401K18 /FEA=EST /CNT=14 /TID=Mm.184968.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1443946_s_ 20 11.5 A A 0.56 0.69 -0.8 NC 0.95 gb:BG067252 /DB_XREF=gi:12549821 /DB_XREF=H3052C06-3 /CLONE=H3052C06 /FEA=EST /CNT=8 /TID=Mm.17575.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444000_at 7.3 1.8 A A 0.43 0.82 -0.8 NC 0.9 gb:BB448693 /DB_XREF=gi:16425292 /DB_XREF=BB448693 /CLONE=D030067P14 /FEA=EST /CNT=7 /TID=Mm.129691.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444038_at 20 7.1 M A 0.05 0.36 -0.8 NC 0.85 gb:BI076720 /DB_XREF=gi:14515377 /DB_XREF=L0227D05-3 /CLONE=L0227D05 /FEA=EST /CNT=6 /TID=Mm.173239.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444088_at 9.9 3.5 A A 0.11 0.46 -0.8 NC 0.5 gb:BE447255 /DB_XREF=gi:9446832 /DB_XREF=ut50f11.x1 /CLONE=IMAGE:3331341 /FEA=EST /CNT=6 /TID=Mm.138132.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444159_at 14.6 6.6 P A 0.03 0.39 -0.8 NC 0.86 gb:BM243903 /DB_XREF=gi:17879173 /DB_XREF=K0703G01-3 /CLONE=K0703G01 /FEA=EST /CNT=5 /TID=Mm.215332.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444165_at 83.4 47 P P 0.000732 0.000732 -0.8 NC 0.93 gb:BB530994 /DB_XREF=gi:16445846 /DB_XREF=BB530994 /CLONE=E030012M19 /FEA=EST /CNT=5 /TID=Mm.213428.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444206_at 23.3 14.9 P P 0.000732 0.008057 -0.8 NC 0.5 gb:BB121580 /DB_XREF=gi:8774148 /DB_XREF=BB121580 /CLONE=9530082J22 /FEA=EST /CNT=5 /TID=Mm.100208.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444245_at 10.2 6 A A 0.16 0.43 -0.8 NC 0.88 gb:BB205226 /DB_XREF=gi:16351943 /DB_XREF=BB205226 /CLONE=A430062N15 /FEA=EST /CNT=6 /TID=Mm.31263.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444441_at 7.7 4 A A 0.52 0.36 -0.8 NC 0.49 gb:AW490909 /DB_XREF=gi:7061183 /DB_XREF=UI-M-BH3-atc-e-03-0-UI.s1 /CLONE=UI-M-BH3-atc-e-03-0-UI /FEA=EST /CNT=4 /TID=Mm.101856.1 
MOE430_2_1444482_at 10.7 6.6 A A 0.33 0.33 -0.8 NC 0.5 gb:BB164560 /DB_XREF=gi:16268837 /DB_XREF=BB164560 /CLONE=A130078K24 /FEA=EST /CNT=4 /TID=Mm.117150.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444485_at 23 9.9 A A 0.14 0.39 -0.8 NC 0.57 gb:BB448781 /DB_XREF=gi:16425302 /DB_XREF=BB448781 /CLONE=D030068F07 /FEA=EST /CNT=4 /TID=Mm.168631.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444503_at 36.9 20.9 P A 0.008057 0.14 -0.8 NC 0.5 gb:AW764297 /DB_XREF=gi:7696249 /DB_XREF=ur74d03.x1 /CLONE=IMAGE:3156005 /FEA=EST /CNT=4 /TID=Mm.105084.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444791_at 23.4 15.3 P M 0.005859 0.05 -0.8 NC 0.5 gb:BG073304 /DB_XREF=gi:12555873 /DB_XREF=H3121A09-3 /CLONE=H3121A09 /FEA=EST /CNT=3 /TID=Mm.197247.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444900_at 9.3 8.3 A A 0.08 0.17 -0.8 NC 0.5 gb:BG066572 /DB_XREF=gi:12549229 /DB_XREF=H3045E06-3 /CLONE=H3045E06 /FEA=EST /CNT=3 /TID=Mm.155182.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444931_at 3 1.2 A A 0.3 0.69 -0.8 NC 0.5 gb:BB515632 /DB_XREF=gi:16443024 /DB_XREF=BB515632 /CLONE=D830011B13 /FEA=EST /CNT=3 /TID=Mm.212284.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444986_at 1.5 0.7 A A 0.5 0.78 -0.8 NC 0.59 gb:BG068960 /DB_XREF=gi:12551529 /DB_XREF=H3071B10-3 /CLONE=H3071B10 /FEA=EST /CNT=3 /TID=Mm.173713.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445090_at 12.9 4.9 A A 0.17 0.46 -0.8 NC 0.5 gb:BG075351 /DB_XREF=gi:12557920 /DB_XREF=H3146C01-3 /CLONE=H3146C01 /FEA=EST /CNT=3 /TID=Mm.182793.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445109_at 1.3 0.4 A A 0.63 0.96 -0.8 NC 0.86 gb:BB260673 /DB_XREF=gi:8957120 /DB_XREF=BB260673 /CLONE=A730095H17 /FEA=EST /CNT=3 /TID=Mm.137984.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445136_at 7.3 4.1 A A 0.39 0.5 -0.8 NC 0.19 gb:BG068694 /DB_XREF=gi:12551263 /DB_XREF=H3068D01-3 /CLONE=H3068D01 /FEA=EST /CNT=3 /TID=Mm.173641.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445191_at 29.9 16.6 P P 0.008057 0.03 -0.8 NC 0.5 gb:BB762153 /DB_XREF=gi:16196157 /DB_XREF=BB762153 /CLONE=G370005M01 /FEA=EST /CNT=3 /TID=Mm.212773.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445252_at 23.4 14.1 P M 0.001953 0.05 -0.8 NC 0.93 gb:BB373408 /DB_XREF=gi:16407173 /DB_XREF=BB373408 /CLONE=C130070D21 /FEA=EST /CNT=3 /TID=Mm.209989.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445282_at 33.7 17.5 P A 0.000244 0.06 -0.8 MD 0.99 gb:BG071242 /DB_XREF=gi:12553811 /DB_XREF=H3096D11-3 /CLONE=H3096D11 /FEA=EST /CNT=3 /TID=Mm.173867.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445319_at 3.2 2 A A 0.39 0.53 -0.8 NC 0.5 gb:AV265592 /DB_XREF=gi:16389365 /DB_XREF=AV265592 /CLONE=4930509G02 /FEA=EST /CNT=3 /TID=Mm.60709.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445437_at 36.5 22 P A 0.03 0.06 -0.8 NC 0.99 gb:BE948587 /DB_XREF=gi:10526346 /DB_XREF=UI-M-BH3-awa-d-09-0-UI.s4 /CLONE=UI-M-BH3-awa-d-09-0-UI /FEA=EST /CNT=3 /TID=Mm.177885
MOE430_2_1445463_at 11.8 6.2 A A 0.39 0.55 -0.8 NC 0.5 gb:BE983885 /DB_XREF=gi:10655536 /DB_XREF=UI-M-CG0p-bge-e-02-0-UI.s1 /CLONE=UI-M-CG0p-bge-e-02-0-UI /FEA=EST /CNT=3 /TID=Mm.15180
MOE430_2_1445492_at 23.6 12.9 P P 0.00293 0.01 -0.8 NC 0.5 gb:BE956567 /DB_XREF=gi:10601240 /DB_XREF=UI-M-BG2-bbl-g-07-0-UI.s1 /CLONE=UI-M-BG2-bbl-g-07-0-UI /FEA=EST /CNT=3 /TID=Mm.54206.1 /
MOE430_2_1445547_at 5.5 3.7 A A 0.33 0.6 -0.8 NC 0.79 gb:BG083598 /DB_XREF=gi:12566166 /DB_XREF=H3090A01-5 /CLONE=H3090A01 /FEA=EST /CNT=3 /TID=Mm.173292.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445588_at 13.2 8.3 A A 0.14 0.27 -0.8 NC 0.82 gb:AI315673 /DB_XREF=gi:4030940 /DB_XREF=uj37f04.x1 /CLONE=IMAGE:1922143 /FEA=EST /CNT=3 /TID=Mm.19760.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445621_at 16.5 8.7 A A 0.09 0.17 -0.8 NC 0.5 gb:AI593401 /DB_XREF=gi:4602449 /DB_XREF=vu35f10.x1 /CLONE=IMAGE:1193419 /FEA=EST /CNT=3 /TID=Mm.74682.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445635_at 12.3 5.1 A A 0.17 0.63 -0.8 NC 0.92 gb:AW492957 /DB_XREF=gi:7063238 /DB_XREF=UI-M-BH3-atx-g-08-0-UI.s1 /CLONE=UI-M-BH3-atx-g-08-0-UI /FEA=EST /CNT=3 /TID=Mm.102149.1 
MOE430_2_1445728_at 8 3.5 A A 0.52 0.69 -0.8 NC 0.5 gb:BB667663 /DB_XREF=gi:16399112 /DB_XREF=BB667663 /CLONE=C730031D20 /FEA=EST /CNT=4 /TID=Mm.211673.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445808_at 3.2 1.2 A A 0.36 0.82 -0.8 NC 0.5 gb:AI315089 /DB_XREF=gi:4030356 /DB_XREF=uj23g09.x1 /CLONE=IMAGE:1920832 /FEA=EST /CNT=3 /TID=Mm.214726.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1446236_at 7.9 3 A A 0.09 0.24 -0.8 NC 0.5 gb:BB390992 /DB_XREF=gi:16408886 /DB_XREF=BB390992 /CLONE=C230072F16 /FEA=EST /CNT=2 /TID=Mm.215887.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446512_at 1.9 0.8 A A 0.75 0.78 -0.8 NC 0.33 gb:BB439838 /DB_XREF=gi:16424601 /DB_XREF=BB439838 /CLONE=D030019D23 /FEA=EST /CNT=2 /TID=Mm.215935.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446596_at 11.5 9.2 P P 0.01 0.01 -0.8 NC 0.5 gb:AW554440 /DB_XREF=gi:7199863 /DB_XREF=L0240G12-3 /CLONE=L0240G12 /FEA=EST /CNT=2 /TID=Mm.182744.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446635_at 1.1 0.9 A A 0.82 0.88 -0.8 NC 0.85 gb:BG067657 /DB_XREF=gi:12550226 /DB_XREF=H3056G07-3 /CLONE=H3056G07 /FEA=EST /CNT=2 /TID=Mm.155207.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1446772_at 5.7 4.1 A A 0.19 0.53 -0.8 NC 0.71 gb:BB453864 /DB_XREF=gi:16425808 /DB_XREF=BB453864 /CLONE=D130027E05 /FEA=EST /CNT=2 /TID=Mm.215970.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446819_at 0.7 0.7 A A 0.71 0.85 -0.8 NC 0.91 gb:BB431448 /DB_XREF=gi:16424164 /DB_XREF=BB431448 /CLONE=C630038L06 /FEA=EST /CNT=2 /TID=Mm.186069.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446847_at 7 2.9 A A 0.19 0.33 -0.8 NC 0.25 gb:BB476065 /DB_XREF=gi:16440113 /DB_XREF=BB476065 /CLONE=D330016F04 /FEA=EST /CNT=2 /TID=Mm.156217.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446893_at 19.6 19.6 P A 0.03 0.19 -0.8 NC 0.5 gb:BB104418 /DB_XREF=gi:16261434 /DB_XREF=BB104418 /CLONE=9430091H18 /FEA=EST /CNT=2 /TID=Mm.213234.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446951_at 85.9 44.4 P P 0.000732 0.000244 -0.8 D 0.99 gb:BB526042 /DB_XREF=gi:16444248 /DB_XREF=BB526042 /CLONE=D930031A02 /FEA=EST /CNT=2 /TID=Mm.150294.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446992_at 5.1 4.2 A A 0.56 0.56 -0.8 NC 0.57 gb:AW553482 /DB_XREF=gi:7198905 /DB_XREF=L0227G08-3 /CLONE=L0227G08 /FEA=EST /CNT=2 /TID=Mm.182724.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447011_at 10 6.4 A A 0.19 0.46 -0.8 NC 0.5 gb:BB340673 /DB_XREF=gi:16404481 /DB_XREF=BB340673 /CLONE=B930026J19 /FEA=EST /CNT=2 /TID=Mm.208672.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447038_x_ 6.2 3.6 A A 0.39 0.55 -0.8 NC 0.5 gb:BM218981 /DB_XREF=gi:17778652 /DB_XREF=C0918E04-3 /CLONE=C0918E04 /FEA=EST /CNT=2 /TID=Mm.132762.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447171_at 1.8 1.9 A A 0.72 0.5 -0.8 NC 0.5 gb:BM218892 /DB_XREF=gi:17778546 /DB_XREF=C0917C11-3 /CLONE=C0917C11 /FEA=EST /CNT=2 /TID=Mm.191013.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447187_at 22.4 12.8 P A 0.001221 0.06 -0.8 NC 0.91 gb:BG074176 /DB_XREF=gi:12556745 /DB_XREF=H3131G05-3 /CLONE=H3131G05 /FEA=EST /CNT=2 /TID=Mm.182702.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447237_at 4.6 1.5 A A 0.42 0.53 -0.8 NC 0.58 gb:BE950979 /DB_XREF=gi:10589853 /DB_XREF=UI-M-BH4-azp-c-06-0-UI.s1 /CLONE=UI-M-BH4-azp-c-06-0-UI /FEA=EST /CNT=2 /TID=Mm.48731.1 
MOE430_2_1447351_x_ 0.8 0.5 A A 0.5 0.91 -0.8 NC 0.82 gb:BM250340 /DB_XREF=gi:17885610 /DB_XREF=K0848A08-3 /CLONE=K0848A08 /FEA=EST /CNT=2 /TID=Mm.217474.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447373_at 11.5 2.2 A A 0.24 0.6 -0.8 NC 0.57 gb:AW121856 /DB_XREF=gi:6097230 /DB_XREF=UI-M-BH2.3-aoi-b-09-0-UI.s1 /CLONE=UI-M-BH2.3-aoi-b-09-0-UI /FEA=EST /CNT=2 /TID=Mm.48682.
MOE430_2_1447448_s_ 267.2 210.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:C86813 /DB_XREF=gi:2918770 /DB_XREF=C86813 /CLONE=J0233D01 /FEA=EST /CNT=2 /TID=Mm.200959.1 /TIER=ConsEnd /STK=2 /UG=Mm.20095
MOE430_2_1447531_x_ 8.4 7.6 A A 0.27 0.39 -0.8 NC 0.5 gb:BB387556 /DB_XREF=gi:9110379 /DB_XREF=BB387556 /CLONE=C230052D16 /FEA=EST /CNT=2 /TID=Mm.167741.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447540_at 33.2 20.1 P A 0.01 0.14 -0.8 NC 0.5 gb:AV167924 /DB_XREF=gi:5374361 /DB_XREF=AV167924 /CLONE=3110059D01 /FEA=EST /CNT=2 /TID=Mm.40745.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447544_at 138.2 77.8 P P 0.01 0.03 -0.8 D 0.99 gb:BB486335 /DB_XREF=gi:16441374 /DB_XREF=BB486335 /CLONE=D430036A17 /FEA=EST /CNT=2 /TID=Mm.135087.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447677_x_ 10.9 7.6 A A 0.11 0.39 -0.8 NC 0.75 gb:AV169600 /DB_XREF=gi:5376037 /DB_XREF=AV169600 /CLONE=3110086J02 /FEA=EST /CNT=2 /TID=Mm.166571.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447688_at 16.9 9.8 A A 0.36 0.56 -0.8 NC 0.5 gb:BB402828 /DB_XREF=gi:9222224 /DB_XREF=BB402828 /CLONE=C330029H07 /FEA=EST /CNT=2 /TID=Mm.167951.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447735_x_ 6.5 3.9 A A 0.69 0.45 -0.8 NC 0.01 gb:BB360470 /DB_XREF=gi:9072298 /DB_XREF=BB360470 /CLONE=C030047F02 /FEA=EST /CNT=2 /TID=Mm.138114.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447765_at 3.9 2.3 A A 0.56 0.94 -0.8 NC 0.73 gb:BB206316 /DB_XREF=gi:8871269 /DB_XREF=BB206316 /CLONE=A430075C22 /FEA=EST /CNT=2 /TID=Mm.125600.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447772_at 3.1 1.5 A A 0.63 0.87 -0.8 NC 0.29 gb:BB323133 /DB_XREF=gi:9031447 /DB_XREF=BB323133 /CLONE=B330033M13 /FEA=EST /CNT=2 /TID=Mm.170796.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447800_x_ 1567.6 808.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV085634 /DB_XREF=gi:5217082 /DB_XREF=AV085634 /CLONE=2310014F03 /FEA=EST /CNT=2 /TID=Mm.141092.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447812_x_ 658 402.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV014577 /DB_XREF=gi:4791569 /DB_XREF=AV014577 /CLONE=1110055E19 /FEA=EST /CNT=2 /TID=Mm.45507.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447842_x_ 927.7 610 P P 0.000732 0.00293 -0.8 D 0.99 gb:AV143687 /DB_XREF=gi:5347682 /DB_XREF=AV143687 /CLONE=2810431M06 /FEA=EST /CNT=2 /TID=Mm.126229.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447932_at 5 1.6 A A 0.12 0.43 -0.8 NC 0.5 gb:BB212424 /DB_XREF=gi:16352776 /DB_XREF=BB212424 /CLONE=A430110L10 /FEA=EST /CNT=19 /TID=Mm.105955.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1448241_at 471.6 241.7 P P 0.000244 0.000732 -0.8 D 0.99 gb:BC004651.1 /DB_XREF=gi:13435547 /FEA=FLmRNA /CNT=231 /TID=Mm.4140.1 /TIER=FL+Stack /STK=115 /UG=Mm.4140 /LL=14667 /UG_GENE=Gm2
MOE430_2_1448306_at 664.9 346.7 P P 0.000244 0.000732 -0.8 D 0.99 gb:NM_010907.1 /DB_XREF=gi:6754839 /GEN=Nfkbia /FEA=FLmRNA /CNT=183 /TID=Mm.8884.1 /TIER=FL+Stack /STK=97 /UG=Mm.8884 /LL=18035 /DE
MOE430_2_1448397_at 7.3 6.5 P A 0.04 0.27 -0.8 NC 0.74 gb:BC016507.1 /DB_XREF=gi:16741361 /FEA=FLmRNA /CNT=106 /TID=Mm.25652.1 /TIER=FL+Stack /STK=79 /UG=Mm.25652 /LL=14623 /UG_GENE=Gjb
MOE430_2_1448426_at 176.7 112 P P 0.001221 0.005859 -0.8 D 0.99 gb:BI217574 /DB_XREF=gi:14671018 /DB_XREF=602934007F1 /CLONE=IMAGE:5097408 /FEA=FLmRNA /CNT=252 /TID=Mm.141020.1 /TIER=Stack /STK=
MOE430_2_1448699_at 749.6 419.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_025317.1 /DB_XREF=gi:13384681 /GEN=Mrpl54 /FEA=FLmRNA /CNT=84 /TID=Mm.43397.1 /TIER=FL+Stack /STK=45 /UG=Mm.43397 /LL=66047 /
MOE430_2_1448728_a_ 39.9 17.2 P A 0.01 0.17 -0.8 NC 0.98 gb:AB026551.2 /DB_XREF=gi:13702145 /GEN=INAP /FEA=FLmRNA /CNT=111 /TID=Mm.3732.1 /TIER=FL+Stack /STK=36 /UG=Mm.3732 /LL=80859 /DEF
MOE430_2_1448825_at 66.6 32.8 P P 0.00293 0.005859 -0.8 NC 0.98 gb:NM_133667.1 /DB_XREF=gi:19526815 /GEN=Pdk2 /FEA=FLmRNA /CNT=142 /TID=Mm.29768.1 /TIER=FL+Stack /STK=37 /UG=Mm.29768 /LL=18604 /
MOE430_2_1448842_at 1536.6 926.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_033037.1 /DB_XREF=gi:14719433 /GEN=Cdo1 /FEA=FLmRNA /CNT=310 /TID=Mm.29996.1 /TIER=FL+Stack /STK=36 /UG=Mm.29996 /LL=12583 /
MOE430_2_1448861_at 84.4 47.7 P P 0.000244 0.000732 -0.8 D 0.99 gb:NM_011633.1 /DB_XREF=gi:6755866 /GEN=Traf5 /FEA=FLmRNA /CNT=53 /TID=Mm.196445.1 /TIER=FL+Stack /STK=35 /UG=Mm.196445 /LL=22033 /
MOE430_2_1448996_at 41.4 25 P A 0.03 0.17 -0.8 D 0.99 gb:NM_009073.1 /DB_XREF=gi:6677762 /GEN=Rom1 /FEA=FLmRNA /CNT=78 /TID=Mm.679.1 /TIER=FL+Stack /STK=28 /UG=Mm.679 /LL=19881 /DEF=M
MOE430_2_1448997_at 67.3 37.6 P P 0.000244 0.001953 -0.8 NC 0.99 gb:AB013464.1 /DB_XREF=gi:3660534 /GEN=CLM1-A /FEA=FLmRNA /CNT=81 /TID=Mm.20443.1 /TIER=FL /STK=1 /UG=Mm.20443 /LL=19157 /DEF=Mu
MOE430_2_1449091_at 0.7 0.3 A A 0.96 0.99 -0.8 NC 0.78 gb:BC003868.1 /DB_XREF=gi:13278019 /FEA=FLmRNA /CNT=65 /TID=Mm.25836.1 /TIER=FL+Stack /STK=23 /UG=Mm.25836 /LL=54420 /UG_GENE=Cldn
MOE430_2_1449124_at 138.2 89 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_016846.1 /DB_XREF=gi:8394179 /GEN=Rgl1 /FEA=FLmRNA /CNT=64 /TID=Mm.4485.1 /TIER=FL+Stack /STK=22 /UG=Mm.4485 /LL=19731 /DEF=
MOE430_2_1449177_at 0.5 1.7 A A 0.78 0.72 -0.8 NC 0.6 gb:NM_007628.1 /DB_XREF=gi:6680863 /GEN=Ccna1 /FEA=FLmRNA /CNT=22 /TID=Mm.4815.1 /TIER=FL+Stack /STK=20 /UG=Mm.4815 /LL=12427 /DEF
MOE430_2_1449396_at 671.9 434.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_009675.1 /DB_XREF=gi:6753065 /GEN=Aoc3 /FEA=FLmRNA /CNT=30 /TID=Mm.10734.1 /TIER=FL+Stack /STK=12 /UG=Mm.10734 /LL=11754 /DE
MOE430_2_1449507_a_ 1205 671.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_010581.1 /DB_XREF=gi:6754381 /GEN=Itgp /FEA=FLmRNA /CNT=83 /TID=Mm.167842.1 /TIER=FL+Stack /STK=8 /UG=Mm.167842 /LL=16423 /DE
MOE430_2_1449524_at 73.2 27.5 P A 0.01 0.12 -0.8 NC 0.99 gb:NM_010099.1 /DB_XREF=gi:6753711 /GEN=Eda /FEA=FLmRNA /CNT=27 /TID=Mm.6258.1 /TIER=FL+Stack /STK=8 /UG=Mm.6258 /LL=13607 /DEF=M
MOE430_2_1449560_at 10.4 5.4 A A 0.39 0.63 -0.8 NC 0.5 gb:NM_027157.1 /DB_XREF=gi:13386205 /GEN=2310043L02Rik /FEA=FLmRNA /CNT=15 /TID=Mm.38303.1 /TIER=FL /STK=7 /UG=Mm.38303 /LL=69664 /
MOE430_2_1449626_s_ 265.8 148.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:AI849317 /DB_XREF=gi:5493223 /DB_XREF=UI-M-AJ1-aha-c-10-0-UI.s1 /CLONE=UI-M-AJ1-aha-c-10-0-UI /FEA=EST /CNT=1 /TID=Mm.200110.1 /
MOE430_2_1449641_at 14.6 7.2 A A 0.09 0.12 -0.8 NC 0.54 gb:AI508733 /DB_XREF=gi:4407638 /DB_XREF=vb41g08.y1 /CLONE=IMAGE:751550 /FEA=EST /CNT=3 /TID=Mm.37619.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449936_at 36.6 25.4 P P 0.008057 0.01 -0.8 NC 0.94 gb:NM_028982.1 /DB_XREF=gi:13386361 /GEN=8430419L09Rik /FEA=FLmRNA /CNT=81 /TID=Mm.34182.1 /TIER=FL /STK=3 /UG=Mm.34182 /LL=74525 /
MOE430_2_1449984_at 3.1 1.3 A A 0.66 0.5 -0.8 NC 0.16 gb:NM_009140.1 /DB_XREF=gi:6677884 /GEN=Scyb2 /FEA=FLmRNA /CNT=4 /TID=Mm.4979.1 /TIER=FL /STK=3 /UG=Mm.4979 /LL=20310 /DEF=Mus mu
MOE430_2_1450078_at 3.8 2.9 A A 0.53 0.56 -0.8 NC 0.5 gb:NM_013724.1 /DB_XREF=gi:7305326 /GEN=Nrk /FEA=FLmRNA /CNT=48 /TID=Mm.89850.1 /TIER=FL /STK=2 /UG=Mm.89850 /LL=27206 /DEF=Mus m
MOE430_2_1450138_a_ 3147.1 1714.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_009254.1 /DB_XREF=gi:6678096 /GEN=Serpinb6 /FEA=FLmRNA /CNT=14 /TID=Mm.2623.1 /TIER=FL /STK=2 /UG=Mm.2623 /LL=20719 /DEF=Mus
MOE430_2_1450175_a_ 10 6.5 P M 0.01 0.05 -0.8 NC 0.59 gb:NM_022326.1 /DB_XREF=gi:11612506 /GEN=Ctsm /FEA=FLmRNA /CNT=18 /TID=Mm.46080.1 /TIER=FL /STK=2 /UG=Mm.46080 /LL=64139 /DEF=Mus
MOE430_2_1450216_at 41.9 27.7 P P 0.005859 0.000732 -0.8 NC 0.5 gb:NM_053141.1 /DB_XREF=gi:16716436 /GEN=Pcdhb16 /FEA=FLmRNA /CNT=8 /TID=Mm.197441.1 /TIER=FL /STK=2 /UG=Mm.197441 /LL=93887 /DEF=
MOE430_2_1450293_at 9.5 5.3 A A 0.24 0.43 -0.8 NC 0.45 gb:AF311316.2 /DB_XREF=gi:12661155 /FEA=FLmRNA /CNT=6 /TID=Mm.87790.1 /TIER=FL /STK=2 /UG=Mm.87790 /LL=17147 /UG_GENE=Mageb3 /DEF
MOE430_2_1450336_at 7.1 5.1 P A 0.01 0.56 -0.8 NC 0.98 gb:NM_010940.1 /DB_XREF=gi:6754891 /GEN=Nsccn1 /FEA=FLmRNA /CNT=2 /TID=Mm.10098.1 /TIER=FL /STK=2 /UG=Mm.10098 /LL=18192 /DEF=Mus
MOE430_2_1450378_at 383.8 230.5 P P 0.000732 0.000244 -0.8 D 0.99 gb:AF043943.1 /DB_XREF=gi:3169278 /FEA=FLmRNA /CNT=277 /TID=Mm.14097.1 /TIER=FL /STK=1 /UG=Mm.14097 /LL=21356 /UG_GENE=Tapbp /DEF
MOE430_2_1450387_s_ 39.4 27.7 P A 0.03 0.06 -0.8 NC 0.98 gb:NM_009647.1 /DB_XREF=gi:6753021 /GEN=Ak4 /FEA=FLmRNA /CNT=131 /TID=Mm.42040.1 /TIER=FL+Stack /STK=70 /UG=Mm.42040 /LL=11639 /DE
MOE430_2_1450395_at 263.8 179.2 P P 0.000732 0.000732 -0.8 D 0.99 gb:NM_011396.1 /DB_XREF=gi:6755539 /GEN=Slc22a5 /FEA=FLmRNA /CNT=93 /TID=Mm.42253.1 /TIER=FL+Stack /STK=52 /UG=Mm.42253 /LL=20520 /
MOE430_2_1450409_a_ 492.2 238.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_026353.1 /DB_XREF=gi:13385855 /GEN=4930570C03Rik /FEA=FLmRNA /CNT=27 /TID=Mm.28955.1 /TIER=FL /STK=1 /UG=Mm.28955 /LL=67739 
MOE430_2_1450440_at 88.5 48 P P 0.000244 0.005859 -0.8 D 0.99 gb:BE534815 /DB_XREF=gi:9763460 /DB_XREF=601231932F1 /CLONE=IMAGE:3595999 /FEA=FLmRNA /CNT=35 /TID=Mm.88367.1 /TIER=ConsEnd /STK
MOE430_2_1450498_at 44.8 26.8 P A 0.008057 0.14 -0.8 NC 0.98 gb:BB586520 /DB_XREF=gi:11483064 /DB_XREF=BB586520 /CLONE=9570002M16 /FEA=FLmRNA /CNT=11 /TID=Mm.89959.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1450592_at 0.9 0.4 A A 0.78 0.98 -0.8 NC 0.58 gb:NM_013621.1 /DB_XREF=gi:7305352 /GEN=Olfr69 /FEA=FLmRNA /CNT=1 /TID=Mm.103630.1 /TIER=FL /STK=1 /UG=Mm.103630 /LL=18370 /DEF=Mu
MOE430_2_1450594_at 8.6 5.7 A A 0.3 0.46 -0.8 NC 0.58 gb:NM_020280.1 /DB_XREF=gi:9937975 /GEN=Magea4 /FEA=FLmRNA /CNT=1 /TID=Mm.57150.1 /TIER=FL /STK=1 /UG=Mm.57150 /LL=17140 /DEF=Mus
MOE430_2_1450608_at 12.2 5.5 A A 0.17 0.39 -0.8 NC 0.5 gb:NM_010377.1 /DB_XREF=gi:6754113 /GEN=H1f3 /FEA=FLmRNA /CNT=1 /TID=Mm.8048.1 /TIER=FL /STK=1 /UG=Mm.8048 /LL=14957 /DEF=Mus musc
MOE430_2_1450658_at 597.2 294.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB658835 /DB_XREF=gi:16492659 /DB_XREF=BB658835 /CLONE=D330012A01 /FEA=FLmRNA /CNT=66 /TID=Mm.39718.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1450672_a_ 330.5 182.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:NM_011637.2 /DB_XREF=gi:11119415 /GEN=Trex1 /FEA=FLmRNA /CNT=45 /TID=Mm.17632.1 /TIER=FL+Stack /STK=31 /UG=Mm.17632 /LL=22040 /D
MOE430_2_1450828_at 14.8 10.2 P A 0.03 0.09 -0.8 NC 0.5 gb:NM_080451.1 /DB_XREF=gi:18093093 /GEN=Synpo2-pending /FEA=FLmRNA /CNT=10 /TID=Mm.212349.1 /TIER=FL /STK=0 /UG=Mm.212349 /LL=118
MOE430_2_1450930_at 3.3 0.9 A A 0.53 0.75 -0.8 NC 0.5 gb:AK002992.1 /DB_XREF=gi:12833375 /GEN=Hpca /FEA=FLmRNA /CNT=31 /TID=Mm.43587.1 /TIER=Stack /STK=21 /UG=Mm.43587 /LL=15444 /UG_TIT
MOE430_2_1450967_at 1144.7 668.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV291250 /DB_XREF=gi:6305281 /DB_XREF=AV291250 /CLONE=5430401N19 /FEA=FLmRNA /CNT=26 /TID=Mm.133350.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1450990_at 5.1 2.3 A A 0.8 0.78 -0.8 NC 0.5 gb:AW107802 /DB_XREF=gi:6078602 /DB_XREF=um23a08.x1 /CLONE=IMAGE:2225366 /FEA=FLmRNA /CNT=193 /TID=Mm.22515.1 /TIER=Stack /STK=27
MOE430_2_1451046_at 178.7 97.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:AA014267 /DB_XREF=gi:1475166 /DB_XREF=mi63f09.r1 /CLONE=IMAGE:468233 /FEA=FLmRNA /CNT=40 /TID=Mm.3105.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1451060_at 25.2 7.6 P A 0.008057 0.14 -0.8 NC 0.97 gb:BI103049 /DB_XREF=gi:14553955 /DB_XREF=602888684F1 /CLONE=IMAGE:5043885 /FEA=FLmRNA /CNT=33 /TID=Mm.35434.1 /TIER=ConsEnd /STK
MOE430_2_1451114_at 133 76.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC027248.1 /DB_XREF=gi:20071227 /FEA=FLmRNA /CNT=223 /TID=Mm.28858.1 /TIER=FL+Stack /STK=110 /UG=Mm.28858 /LL=67213 /UG_GENE=28
MOE430_2_1451148_at 567.1 221.4 P P 0.001953 0.00415 -0.8 D 0.99 gb:AF316872.1 /DB_XREF=gi:13492049 /FEA=FLmRNA /CNT=233 /TID=Mm.18539.1 /TIER=FL+Stack /STK=91 /UG=Mm.18539 /LL=68943 /UG_GENE=119
MOE430_2_1451204_at 3690.3 2392.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC016096.1 /DB_XREF=gi:16359266 /FEA=FLmRNA /CNT=105 /TID=Mm.83840.1 /TIER=FL+Stack /STK=65 /UG=Mm.83840 /LL=71145 /UG_GENE=493
MOE430_2_1451264_at 736.6 400.7 P P 0.000244 0.000732 -0.8 D 0.99 gb:BC019939.1 /DB_XREF=gi:18043320 /FEA=FLmRNA /CNT=120 /TID=Mm.2962.1 /TIER=FL+Stack /STK=48 /UG=Mm.2962 /LL=105012 /UG_GENE=2610
MOE430_2_1451290_at 1585.2 999.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC010596.1 /DB_XREF=gi:14714881 /FEA=FLmRNA /CNT=95 /TID=Mm.196239.1 /TIER=FL+Stack /STK=41 /UG=Mm.196239 /LL=66734 /UG_GENE=49
MOE430_2_1451318_a_ 21.1 15.1 A A 0.08 0.39 -0.8 NC 0.96 gb:M57697.1 /DB_XREF=gi:198942 /GEN=lynB /FEA=FLmRNA /CNT=80 /TID=Mm.1834.1 /TIER=FL+Stack /STK=37 /UG=Mm.1834 /LL=17096 /DEF=Mous
MOE430_2_1451339_at 277.7 162.2 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC027197.1 /DB_XREF=gi:20073172 /FEA=FLmRNA /CNT=65 /TID=Mm.23352.1 /TIER=FL+Stack /STK=34 /UG=Mm.23352 /DEF=Mus musculus, Simila
MOE430_2_1451386_at 889.5 514.9 P P 0.000732 0.00293 -0.8 D 0.99 gb:BC027279.1 /DB_XREF=gi:20071025 /FEA=FLmRNA /CNT=66 /TID=Mm.24021.1 /TIER=FL+Stack /STK=27 /UG=Mm.24021 /DEF=Mus musculus, clone 
MOE430_2_1451390_s_ 206.2 110.1 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC011495.1 /DB_XREF=gi:15079310 /FEA=FLmRNA /CNT=51 /TID=Mm.32646.1 /TIER=FL+Stack /STK=27 /UG=Mm.32646 /LL=68818 /UG_GENE=1110
MOE430_2_1451489_at 94.1 60.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC019996.1 /DB_XREF=gi:18044818 /FEA=FLmRNA /CNT=38 /TID=Mm.35781.1 /TIER=FL+Stack /STK=15 /UG=Mm.35781 /LL=71998 /UG_GENE=1810
MOE430_2_1451596_a_ 716.3 357.5 P P 0.000244 0.000732 -0.8 D 0.99 gb:AF068749.1 /DB_XREF=gi:3659693 /GEN=SPHK1b /FEA=FLmRNA /CNT=9 /TID=Mm.20944.1 /TIER=FL /STK=6 /UG=Mm.20944 /LL=20698 /DEF=Mus 
MOE430_2_1451611_at 151.6 97.9 P P 0.000244 0.000732 -0.8 D 0.99 gb:BC024581.1 /DB_XREF=gi:19354515 /FEA=FLmRNA /CNT=9 /TID=Mm.34938.1 /TIER=FL /STK=5 /UG=Mm.34938 /DEF=Mus musculus, Similar to HRAS
MOE430_2_1451633_a_ 0.9 0.9 A A 0.66 0.78 -0.8 NC 0.71 gb:BC025929.1 /DB_XREF=gi:19684132 /FEA=FLmRNA /CNT=10 /TID=Mm.95398.2 /TIER=FL /STK=4 /UG=Mm.95398 /LL=14699 /UG_GENE=Gng1 /DEF=
MOE430_2_1451680_at 145.8 100.4 P P 0.001953 0.01 -0.8 D 0.99 gb:BC011325.1 /DB_XREF=gi:15030143 /FEA=FLmRNA /CNT=28 /TID=Mm.181594.1 /TIER=FL /STK=2 /UG=Mm.181594 /LL=76650 /UG_GENE=1700127B
MOE430_2_1451859_at 9.1 3.4 A A 0.11 0.46 -0.8 NC 0.62 gb:D86420.1 /DB_XREF=gi:1944394 /FEA=FLmRNA /CNT=8 /TID=Mm.6973.3 /TIER=FL /STK=1 /UG=Mm.6973 /LL=16700 /UG_GENE=Krtap6-1 /DEF=Mu
MOE430_2_1451986_s_ 319.9 179.3 P P 0.000732 0.000732 -0.8 D 0.99 gb:BC027199.1 /DB_XREF=gi:20073184 /FEA=FLmRNA /CNT=63 /TID=Mm.33284.1 /TIER=FL+Stack /STK=32 /UG=Mm.33284 /DEF=Mus musculus, Simila
MOE430_2_1452001_at 15.8 9.3 A A 0.3 0.11 -0.8 NC 0.89 gb:L09600.1 /DB_XREF=gi:293826 /GEN=Nfe2 /FEA=FLmRNA /CNT=42 /TID=Mm.3216.1 /TIER=FL+Stack /STK=19 /UG=Mm.3216 /LL=18022 /DEF=Mous
MOE430_2_1452179_at 22.5 16.1 P P 0.01 0.01 -0.8 NC 0.78 gb:BG066552 /DB_XREF=gi:12549209 /DB_XREF=H3045C07-3 /CLONE=H3045C07 /FEA=mRNA /CNT=207 /TID=Mm.28483.1 /TIER=Stack /STK=75 /UG=
MOE430_2_1452244_at 308.1 180.9 P P 0.000244 0.000732 -0.8 D 0.99 gb:AK018128.1 /DB_XREF=gi:12857703 /FEA=mRNA /CNT=92 /TID=Mm.63262.1 /TIER=Stack /STK=36 /UG=Mm.63262 /LL=70717 /UG_GENE=6330406I15
MOE430_2_1452330_a_ 2672.7 1553.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB765827 /DB_XREF=gi:16196779 /DB_XREF=BB765827 /CLONE=G370056N06 /FEA=mRNA /CNT=20 /TID=Mm.28978.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1452527_a_ 550.8 322.7 P P 0.000732 0.00415 -0.8 D 0.99 gb:AJ251462.1 /DB_XREF=gi:7739960 /GEN=P2X4 /FEA=mRNA /CNT=1 /TID=Mm.27861.4 /TIER=ConsEnd /STK=0 /UG=Mm.27861 /LL=18438 /DEF=Mus
MOE430_2_1452615_s_ 101.5 57 P P 0.000732 0.000732 -0.8 NC 0.99 gb:BE631036 /DB_XREF=gi:9913713 /DB_XREF=uu53a10.x1 /CLONE=IMAGE:3375642 /FEA=mRNA /CNT=17 /TID=Mm.29670.1 /TIER=Stack /STK=12 /UG
MOE430_2_1452619_a_ 34.5 17.6 P P 0.000244 0.005859 -0.8 D 0.99 gb:AI463408 /DB_XREF=gi:4317438 /DB_XREF=uc39h05.x1 /CLONE=IMAGE:1400409 /FEA=mRNA /CNT=20 /TID=Mm.154155.1 /TIER=Stack /STK=10 /UG
MOE430_2_1452798_s_ 110 64.9 P P 0.000244 0.001953 -0.8 D 0.99 gb:AK009250.1 /DB_XREF=gi:12843928 /FEA=mRNA /CNT=55 /TID=Mm.31598.1 /TIER=Stack /STK=39 /UG=Mm.31598 /LL=69546 /UG_GENE=2310009E0
MOE430_2_1453090_x_ 2.5 0.3 A A 0.39 0.6 -0.8 NC 0.66 gb:BM228792 /DB_XREF=gi:17791550 /DB_XREF=K0268A12-3 /CLONE=K0268A12 /FEA=mRNA /CNT=103 /TID=Mm.26391.1 /TIER=Stack /STK=93 /UG=
MOE430_2_1453166_at 238.3 116.9 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK008216.1 /DB_XREF=gi:12842269 /FEA=mRNA /CNT=29 /TID=Mm.69732.1 /TIER=Stack /STK=18 /UG=Mm.69732 /LL=69874 /UG_GENE=2010012O1
MOE430_2_1453173_at 92.4 33.8 P A 0.01 0.14 -0.8 D 0.99 gb:AK019906.1 /DB_XREF=gi:12860299 /FEA=mRNA /CNT=31 /TID=Mm.70371.1 /TIER=Stack /STK=17 /UG=Mm.70371 /LL=67861 /UG_GENE=2310005E1
MOE430_2_1453387_at 7.7 1.7 A A 0.5 0.69 -0.8 NC 0.42 gb:BB095161 /DB_XREF=gi:8740195 /DB_XREF=BB095161 /CLONE=9430049O06 /FEA=mRNA /CNT=7 /TID=Mm.78049.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1453447_at 12.5 6.6 A A 0.14 0.43 -0.8 NC 0.62 gb:AK007150.1 /DB_XREF=gi:12840536 /FEA=mRNA /CNT=5 /TID=Mm.200628.1 /TIER=ConsEnd /STK=3 /UG=Mm.200628 /LL=77036 /UG_GENE=170010
MOE430_2_1453456_at 17.6 9.7 P A 0.03 0.21 -0.8 NC 0.77 gb:BM117709 /DB_XREF=gi:17080727 /DB_XREF=L0855B05-3 /CLONE=L0855B05 /FEA=mRNA /CNT=4 /TID=Mm.158938.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1453556_x_ 1455.4 817.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK002762.1 /DB_XREF=gi:12832981 /FEA=mRNA /CNT=3 /TID=Mm.178550.3 /TIER=ConsEnd /STK=2 /UG=Mm.178550 /LL=66478 /UG_GENE=241002
MOE430_2_1453578_at 20.7 12.6 M P 0.05 0.02 -0.8 NC 0.68 gb:BM939099 /DB_XREF=gi:19398251 /DB_XREF=UI-M-BZ1-bkc-c-08-0-UI.r1 /CLONE=UI-M-BZ1-bkc-c-08-0-UI /FEA=mRNA /CNT=20 /TID=Mm.8115
MOE430_2_1453629_at 4.9 0.9 A A 0.53 0.66 -0.8 NC 0.11 gb:AK015587.1 /DB_XREF=gi:12853984 /FEA=mRNA /CNT=6 /TID=Mm.159587.1 /TIER=ConsEnd /STK=1 /UG=Mm.159587 /LL=75818 /UG_GENE=493047
MOE430_2_1453709_at 13.2 10.4 A A 0.12 0.09 -0.8 NC 0.5 gb:AV172660 /DB_XREF=gi:5379098 /DB_XREF=AV172660 /CLONE=3426406O18 /FEA=mRNA /CNT=3 /TID=Mm.48683.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453909_at 7.3 4.7 A A 0.56 0.6 -0.8 NC 0.5 gb:AK015708.1 /DB_XREF=gi:12854145 /FEA=mRNA /CNT=3 /TID=Mm.159412.1 /TIER=ConsEnd /STK=1 /UG=Mm.159412 /LL=75056 /UG_GENE=493050
MOE430_2_1454006_a_ 117.2 70.1 P P 0.000732 0.005859 -0.8 D 0.99 gb:AK016964.1 /DB_XREF=gi:12855980 /GEN=D0H8S2298E /FEA=mRNA /CNT=2 /TID=Mm.29301.2 /TIER=ConsEnd /STK=0 /UG=Mm.29301 /LL=108159 
MOE430_2_1454063_at 23.2 12.8 A A 0.14 0.3 -0.8 NC 0.77 gb:AK016789.1 /DB_XREF=gi:12855713 /FEA=mRNA /CNT=1 /TID=Mm.158558.1 /TIER=ConsEnd /STK=0 /UG=Mm.158558 /LL=71088 /UG_GENE=493341
MOE430_2_1454184_a_ 33.7 21.4 P P 0.01 0.01 -0.8 NC 0.4 gb:AK011359.1 /DB_XREF=gi:12847430 /GEN=Ikbkb /FEA=mRNA /CNT=1 /TID=Mm.28269.3 /TIER=ConsEnd /STK=0 /UG=Mm.28269 /LL=16150 /UG_TITL
MOE430_2_1454299_at 7.5 5.3 A A 0.19 0.11 -0.8 NC 0.5 gb:AV250295 /DB_XREF=gi:6237754 /DB_XREF=AV250295 /CLONE=4833422B07 /FEA=mRNA /CNT=3 /TID=Mm.206828.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454434_at 8.6 3.5 A A 0.09 0.27 -0.8 NC 0.5 gb:AK018539.1 /DB_XREF=gi:12858290 /FEA=mRNA /CNT=1 /TID=Mm.158716.1 /TIER=ConsEnd /STK=0 /UG=Mm.158716 /LL=71526 /UG_GENE=903060
MOE430_2_1454595_at 9.5 5.6 A A 0.21 0.33 -0.8 NC 0.5 gb:AK015439.1 /DB_XREF=gi:12853783 /FEA=mRNA /CNT=1 /TID=Mm.159340.1 /TIER=ConsEnd /STK=0 /UG=Mm.159340 /LL=74858 /UG_GENE=493045
MOE430_2_1454596_at 0.8 0.5 A A 0.88 0.99 -0.8 NC 0.81 gb:AK013453.1 /DB_XREF=gi:12850817 /FEA=mRNA /CNT=1 /TID=Mm.158886.1 /TIER=ConsEnd /STK=0 /UG=Mm.158886 /LL=72815 /UG_GENE=281048
MOE430_2_1454741_s_ 871.3 509.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:BG064061 /DB_XREF=gi:12546624 /DB_XREF=H3015A12-3 /CLONE=H3015A12 /FEA=EST /CNT=100 /TID=Mm.39995.1 /TIER=Stack /STK=56 /UG=M
MOE430_2_1454745_at 353.1 205.7 P P 0.000732 0.000732 -0.8 D 0.99 gb:BG074320 /DB_XREF=gi:12556889 /DB_XREF=H3133F07-3 /CLONE=H3133F07 /FEA=EST /CNT=105 /TID=Mm.28836.1 /TIER=Stack /STK=56 /UG=M
MOE430_2_1454784_at 14.8 10.6 A A 0.14 0.11 -0.8 NC 0.5 gb:AV340742 /DB_XREF=gi:16396883 /DB_XREF=AV340742 /CLONE=6430516N12 /FEA=EST /CNT=50 /TID=Mm.40464.1 /TIER=Stack /STK=50 /UG=Mm
MOE430_2_1454803_a_ 122.9 70.9 P P 0.001953 0.03 -0.8 D 0.99 gb:BB183559 /DB_XREF=gi:8842642 /DB_XREF=BB183559 /CLONE=A230107F14 /FEA=EST /CNT=47 /TID=Mm.206218.2 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1454838_s_ 199.8 101.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB323985 /DB_XREF=gi:9032299 /DB_XREF=BB323985 /CLONE=B430102I11 /FEA=EST /CNT=51 /TID=Mm.21597.2 /TIER=Stack /STK=42 /UG=Mm.2
MOE430_2_1454898_s_ 654.5 344 P P 0.000244 0.000244 -0.8 D 0.99 gb:AU016407 /DB_XREF=gi:3371411 /DB_XREF=AU016407 /CLONE=J0724F08 /FEA=EST /CNT=41 /TID=Mm.27681.2 /TIER=Stack /STK=37 /UG=Mm.276
MOE430_2_1455017_a_ 89.7 45.2 P P 0.00293 0.005859 -0.8 D 0.99 gb:AV370364 /DB_XREF=gi:15406790 /DB_XREF=AV370364 /CLONE=9030216B10 /FEA=EST /CNT=37 /TID=Mm.23458.2 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1455061_a_ 997.9 644.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB718075 /DB_XREF=gi:16071244 /DB_XREF=BB718075 /CLONE=C730010N10 /FEA=EST /CNT=30 /TID=Mm.142498.2 /TIER=Stack /STK=27 /UG=M
MOE430_2_1455125_at 12.2 8.4 A A 0.3 0.56 -0.8 NC 0.93 gb:BB115902 /DB_XREF=gi:8768470 /DB_XREF=BB115902 /CLONE=9530052H15 /FEA=EST /CNT=25 /TID=Mm.27644.1 /TIER=Stack /STK=24 /UG=Mm.2
MOE430_2_1455149_at 180.3 92.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB072090 /DB_XREF=gi:16260139 /DB_XREF=BB072090 /CLONE=9030008G05 /FEA=EST /CNT=24 /TID=Mm.5269.1 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1455179_at 4.1 3.4 A A 0.24 0.33 -0.8 NC 0.45 gb:BG066186 /DB_XREF=gi:12548749 /DB_XREF=H3039H08-3 /CLONE=H3039H08 /FEA=EST /CNT=36 /TID=Mm.22747.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455180_at 15.3 5.7 P A 0.01 0.17 -0.8 NC 0.99 gb:BG063148 /DB_XREF=gi:12545711 /DB_XREF=H3003F04-3 /CLONE=H3003F04 /FEA=EST /CNT=32 /TID=Mm.27585.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455186_a_ 22.7 7.9 P A 0.03 0.39 -0.8 NC 0.88 gb:BI556771 /DB_XREF=gi:15444085 /DB_XREF=603239495F1 /CLONE=IMAGE:5292503 /FEA=EST /CNT=27 /TID=Mm.33800.2 /TIER=Stack /STK=21 /UG
MOE430_2_1455210_at 90.5 57.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:BQ174722 /DB_XREF=gi:20350214 /DB_XREF=UI-M-DJ2-bwb-e-16-0-UI.s1 /CLONE=UI-M-DJ2-bwb-e-16-0-UI /FEA=EST /CNT=31 /TID=Mm.36557
MOE430_2_1455272_at 0.8 0.4 A A 0.6 0.91 -0.8 NC 0.64 gb:BB429139 /DB_XREF=gi:16423977 /DB_XREF=BB429139 /CLONE=C630026A06 /FEA=EST /CNT=26 /TID=Mm.128925.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1455280_at 8.5 5.1 A A 0.17 0.3 -0.8 NC 0.84 gb:BI452538 /DB_XREF=gi:15243194 /DB_XREF=603169725F1 /CLONE=IMAGE:5249167 /FEA=EST /CNT=18 /TID=Mm.116505.1 /TIER=Stack /STK=18 /U
MOE430_2_1455446_x_ 159.3 92.7 P P 0.00415 0.00415 -0.8 NC 0.98 gb:BF228057 /DB_XREF=gi:11136147 /DB_XREF=uz39b10.x1 /CLONE=IMAGE:3671419 /FEA=EST /CNT=16 /TID=Mm.28430.3 /TIER=Stack /STK=13 /UG=
MOE430_2_1455470_x_ 1938.9 1131.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV027151 /DB_XREF=gi:4806761 /DB_XREF=AV027151 /CLONE=1300006B07 /FEA=EST /CNT=14 /TID=Mm.200673.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455924_at 53.3 27.6 P P 0.00415 0.000244 -0.8 NC 0.99 gb:AV220161 /DB_XREF=gi:15404790 /DB_XREF=AV220161 /CLONE=3021401M16 /FEA=EST /CNT=110 /TID=Mm.193647.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1456073_s_ 39.8 18.9 P P 0.000244 0.00415 -0.8 NC 0.93 gb:AV220875 /DB_XREF=gi:16384698 /DB_XREF=AV220875 /CLONE=3230401P04 /FEA=EST /CNT=18 /TID=Mm.48983.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1456101_at 2.6 0.7 A A 0.5 0.63 -0.8 NC 0.5 gb:AV048064 /DB_XREF=gi:16380562 /DB_XREF=AV048064 /CLONE=1700072J23 /FEA=EST /CNT=17 /TID=Mm.28555.2 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1456133_x_ 1331.9 806 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB543646 /DB_XREF=gi:9614869 /DB_XREF=BB543646 /CLONE=E130211M19 /FEA=EST /CNT=16 /TID=Mm.6424.4 /TIER=Stack /STK=15 /UG=Mm.6
MOE430_2_1456233_at 0.3 0.2 A A 0.72 0.84 -0.8 NC 0.54 gb:BB080923 /DB_XREF=gi:15407583 /DB_XREF=BB080923 /CLONE=9330165L24 /FEA=EST /CNT=13 /TID=Mm.204710.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456258_at 41.2 19.2 P P 0.000732 0.00415 -0.8 NC 0.99 gb:BG072869 /DB_XREF=gi:12555438 /DB_XREF=H3115H09-3 /CLONE=H3115H09 /FEA=EST /CNT=18 /TID=Mm.100800.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456404_at 1012.9 680.7 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB475194 /DB_XREF=gi:16439974 /DB_XREF=BB475194 /CLONE=D330012A01 /FEA=EST /CNT=35 /TID=Mm.77471.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456412_a_ 273 122.3 P P 0.000244 0.000244 -0.8 D 0.99 gb:BB530223 /DB_XREF=gi:9582152 /DB_XREF=BB530223 /CLONE=E030007K05 /FEA=EST /CNT=17 /TID=Mm.1458.2 /TIER=Stack /STK=10 /UG=Mm.1
MOE430_2_1456422_at 20.5 9.5 P P 0.001221 0.03 -0.8 NC 0.53 gb:AV276849 /DB_XREF=gi:16390870 /DB_XREF=AV276849 /CLONE=4932437G19 /FEA=EST /CNT=14 /TID=Mm.69053.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456434_x_ 123.9 93.3 A A 0.06 0.19 -0.8 D 0.99 gb:BB764222 /DB_XREF=gi:16208590 /DB_XREF=BB764222 /CLONE=G370033N06 /FEA=EST /CNT=11 /TID=Mm.21549.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456613_at 10.2 2 A A 0.39 0.63 -0.8 NC 0.39 gb:BE985161 /DB_XREF=gi:10658185 /DB_XREF=UI-M-CG0p-bdi-b-11-0-UI.s1 /CLONE=UI-M-CG0p-bdi-b-11-0-UI /FEA=EST /CNT=49 /TID=Mm.3776.
MOE430_2_1456764_at 4.8 3.6 A A 0.33 0.53 -0.8 NC 0.5 gb:BB427860 /DB_XREF=gi:16423856 /DB_XREF=BB427860 /CLONE=C630014L24 /FEA=EST /CNT=13 /TID=Mm.40542.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457016_at 11.7 8 A A 0.46 0.3 -0.8 NC 0.5 gb:BB495222 /DB_XREF=gi:9466806 /DB_XREF=BB495222 /CLONE=D530047A07 /FEA=EST /CNT=6 /TID=Mm.137364.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457049_at 11.8 5.4 P A 0.02 0.5 -0.8 NC 0.65 gb:BB010754 /DB_XREF=gi:16257210 /DB_XREF=BB010754 /CLONE=4732497F11 /FEA=EST /CNT=9 /TID=Mm.153673.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457094_at 9.4 5.7 A P 0.14 0.03 -0.8 NC 0.5 gb:AV229195 /DB_XREF=gi:16385629 /DB_XREF=AV229195 /CLONE=4631405H01 /FEA=EST /CNT=6 /TID=Mm.225.1 /TIER=ConsEnd /STK=5 /UG=Mm.2
MOE430_2_1457222_at 11.5 13.6 P P 0.000732 0.04 -0.8 NC 0.5 gb:BM122875 /DB_XREF=gi:17106643 /DB_XREF=L0516C06-3 /CLONE=L0516C06 /FEA=EST /CNT=5 /TID=Mm.213965.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457249_at 20.5 6.2 A A 0.06 0.09 -0.8 NC 0.93 gb:AI482041 /DB_XREF=gi:4375267 /DB_XREF=vh91e04.x1 /CLONE=IMAGE:894366 /FEA=EST /CNT=5 /TID=Mm.74754.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457252_x_ 227.3 72.9 P P 0.00293 0.000244 -0.8 NC 0.99 gb:BB118582 /DB_XREF=gi:8771150 /DB_XREF=BB118582 /CLONE=9530066I22 /FEA=EST /CNT=5 /TID=Mm.121970.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457311_at 22.4 9.3 P P 0.01 0.02 -0.8 NC 0.83 gb:AW490258 /DB_XREF=gi:7060528 /DB_XREF=UI-M-BH3-atb-g-04-0-UI.s1 /CLONE=UI-M-BH3-atb-g-04-0-UI /FEA=EST /CNT=8 /TID=Mm.95896.1 /
MOE430_2_1457433_x_ 56.3 23.5 A A 0.09 0.3 -0.8 NC 0.5 gb:BB187816 /DB_XREF=gi:8848387 /DB_XREF=BB187816 /CLONE=A330044N22 /FEA=EST /CNT=5 /TID=Mm.127665.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457439_at 4.9 3.2 P A 0.03 0.6 -0.8 NC 0.92 gb:BM239546 /DB_XREF=gi:17874804 /DB_XREF=K0536B05-3 /CLONE=K0536B05 /FEA=EST /CNT=7 /TID=Mm.214585.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457492_at 16.3 10.8 P A 0.03 0.09 -0.8 NC 0.54 gb:AW553130 /DB_XREF=gi:7198553 /DB_XREF=L0222D03-3 /CLONE=L0222D03 /FEA=EST /CNT=4 /TID=Mm.103033.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457521_at 3.6 1 A A 0.82 0.88 -0.8 NC 0.74 gb:BG066533 /DB_XREF=gi:12549190 /DB_XREF=H3045A09-3 /CLONE=H3045A09 /FEA=EST /CNT=4 /TID=Mm.5874.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457602_at 4.3 1.9 A A 0.62 0.88 -0.8 NC 0.7 gb:BF714674 /DB_XREF=gi:12013946 /DB_XREF=mab02d11.x1 /CLONE=IMAGE:3825092 /FEA=EST /CNT=4 /TID=Mm.31777.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1457605_at 4 1.7 A A 0.69 0.88 -0.8 NC 0.5 gb:BB818797 /DB_XREF=gi:16991426 /DB_XREF=BB818797 /CLONE=G730046H06 /FEA=EST /CNT=4 /TID=Mm.213370.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457618_at 12.2 6.1 P A 0.01 0.36 -0.8 NC 0.77 gb:BQ034009 /DB_XREF=gi:19769288 /DB_XREF=UI-1-CF0-amp-h-11-0-UI.s1 /CLONE=UI-1-CF0-amp-h-11-0-UI /FEA=EST /CNT=4 /TID=Mm.218978.
MOE430_2_1457637_at 16.7 9.1 P A 0.005859 0.24 -0.8 D 0.99 gb:BE992966 /DB_XREF=gi:10674651 /DB_XREF=UI-M-BZ1-bjc-g-10-0-UI.s1 /CLONE=UI-M-BZ1-bjc-g-10-0-UI /FEA=EST /CNT=4 /TID=Mm.193956.1 
MOE430_2_1457690_at 10.9 8.3 A A 0.19 0.33 -0.8 NC 0.5 gb:BB560050 /DB_XREF=gi:16449067 /DB_XREF=BB560050 /CLONE=E530005C20 /FEA=EST /CNT=10 /TID=Mm.101990.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457779_at 169.7 103.6 P P 0.000244 0.000244 -0.8 D 0.99 gb:AV013305 /DB_XREF=gi:4790297 /DB_XREF=AV013305 /CLONE=1110046J04 /FEA=EST /CNT=5 /TID=Mm.46650.1 /TIER=ConsEnd /STK=3 /UG=Mm.
MOE430_2_1457828_at 20.1 12.3 P P 0.01 0.04 -0.8 NC 0.53 gb:BE690800 /DB_XREF=gi:10078507 /DB_XREF=uu61f06.x1 /CLONE=IMAGE:3376451 /FEA=EST /CNT=8 /TID=Mm.139163.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1457883_at 30.7 20.6 P P 0.001953 0.000244 -0.8 NC 0.95 gb:BB225963 /DB_XREF=gi:16354019 /DB_XREF=BB225963 /CLONE=A530095B21 /FEA=EST /CNT=4 /TID=Mm.212481.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458027_at 11.1 8.7 A A 0.14 0.21 -0.8 NC 0.5 gb:BB343967 /DB_XREF=gi:16404826 /DB_XREF=BB343967 /CLONE=B930047K20 /FEA=EST /CNT=4 /TID=Mm.125932.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458058_at 16 7.5 P A 0.01 0.21 -0.8 NC 0.55 gb:AV352368 /DB_XREF=gi:16397238 /DB_XREF=AV352368 /CLONE=7030407E18 /FEA=EST /CNT=3 /TID=Mm.207602.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1458099_at 12.9 10.2 P A 0.01 0.06 -0.8 NC 0.76 gb:BB291417 /DB_XREF=gi:16401463 /DB_XREF=BB291417 /CLONE=B130004P22 /FEA=EST /CNT=3 /TID=Mm.214692.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458231_at 1 0.4 A A 0.66 0.82 -0.8 NC 0.71 gb:BG070827 /DB_XREF=gi:12553484 /DB_XREF=H3092E11-3 /CLONE=H3092E11 /FEA=EST /CNT=3 /TID=Mm.26055.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458242_at 5.5 3.6 A A 0.46 0.75 -0.8 NC 0.88 gb:BB229756 /DB_XREF=gi:15410273 /DB_XREF=BB229756 /CLONE=A630023H14 /FEA=EST /CNT=3 /TID=Mm.167702.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458283_at 7.9 7.3 A A 0.36 0.5 -0.8 NC 0.5 gb:BB819272 /DB_XREF=gi:16991901 /DB_XREF=BB819272 /CLONE=G730048O15 /FEA=EST /CNT=3 /TID=Mm.213302.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458322_x_ 25.9 21.6 A A 0.09 0.17 -0.8 NC 0.7 gb:BB139156 /DB_XREF=gi:8794093 /DB_XREF=BB139156 /CLONE=9830163L10 /FEA=EST /CNT=3 /TID=Mm.54220.2 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458379_at 3.5 2.1 A A 0.66 0.5 -0.8 NC 0.44 gb:BB079733 /DB_XREF=gi:15407004 /DB_XREF=BB079733 /CLONE=9330159F19 /FEA=EST /CNT=11 /TID=Mm.132789.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458424_at 8.4 2.4 A A 0.09 0.39 -0.8 NC 0.5 gb:BI133940 /DB_XREF=gi:14584188 /DB_XREF=UI-M-BH3-bsg-d-01-0-UI.s1 /CLONE=UI-M-BH3-bsg-d-01-0-UI /FEA=EST /CNT=6 /TID=Mm.197463.1
MOE430_2_1458457_at 18.1 14.5 M P 0.05 0.04 -0.8 NC 0.74 gb:BB750877 /DB_XREF=gi:16155113 /DB_XREF=BB750877 /CLONE=G130202N18 /FEA=EST /CNT=6 /TID=Mm.209556.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458495_at 9 4 A A 0.08 0.39 -0.8 NC 0.5 gb:BM942825 /DB_XREF=gi:19402688 /DB_XREF=UI-M-CG0p-bdi-e-08-0-UI.r1 /CLONE=UI-M-CG0p-bdi-e-08-0-UI /FEA=EST /CNT=5 /TID=Mm.15605
MOE430_2_1458521_at 9.3 7.1 A A 0.18 0.36 -0.8 NC 0.5 gb:BE981396 /DB_XREF=gi:10650461 /DB_XREF=UI-M-CG0p-bdb-g-02-0-UI.s1 /CLONE=UI-M-CG0p-bdb-g-02-0-UI /FEA=EST /CNT=5 /TID=Mm.86909
MOE430_2_1458528_at 21.1 6.3 P P 0.01 0.04 -0.8 NC 0.92 gb:AW491643 /DB_XREF=gi:7061924 /DB_XREF=UI-M-BH3-atq-f-05-0-UI.s1 /CLONE=UI-M-BH3-atq-f-05-0-UI /FEA=EST /CNT=5 /TID=Mm.101972.1 /
MOE430_2_1459006_a_ 4.9 3.6 A A 0.36 0.63 -0.8 NC 0.65 gb:BE943898 /DB_XREF=gi:10521657 /DB_XREF=UI-M-BH3-avo-f-01-0-UI.s1 /CLONE=UI-M-BH3-avo-f-01-0-UI /FEA=EST /CNT=3 /TID=Mm.40142.1 /
MOE430_2_1459098_at 27.7 18 P A 0.01 0.11 -0.8 NC 0.98 gb:BG072223 /DB_XREF=gi:12554792 /DB_XREF=H3108B06-3 /CLONE=H3108B06 /FEA=EST /CNT=3 /TID=Mm.173922.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459240_at 45.9 35.2 P P 0.00415 0.001953 -0.8 NC 0.6 gb:BG076173 /DB_XREF=gi:12558742 /DB_XREF=H3156E01-3 /CLONE=H3156E01 /FEA=EST /CNT=2 /TID=Mm.182868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459242_at 24.7 15.2 A A 0.09 0.29 -0.8 NC 0.87 gb:AW556311 /DB_XREF=gi:7201740 /DB_XREF=L0266F03-3 /CLONE=L0266F03 /FEA=EST /CNT=2 /TID=Mm.103176.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459264_at 6 3.5 M A 0.05 0.14 -0.8 NC 0.5 gb:BB384542 /DB_XREF=gi:16408266 /DB_XREF=BB384542 /CLONE=C230035B12 /FEA=EST /CNT=2 /TID=Mm.195036.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459320_at 43.1 18.9 P P 0.001221 0.005859 -0.8 D 0.99 gb:BB265030 /DB_XREF=gi:16400251 /DB_XREF=BB265030 /CLONE=A830018I15 /FEA=EST /CNT=2 /TID=Mm.193866.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459445_at 2.5 1.7 A A 0.56 0.53 -0.8 NC 0.5 gb:BG070662 /DB_XREF=gi:12553231 /DB_XREF=H3089G06-3 /CLONE=H3089G06 /FEA=EST /CNT=2 /TID=Mm.173289.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459558_at 4.3 2.6 A A 0.17 0.39 -0.8 NC 0.5 gb:BB335133 /DB_XREF=gi:16404096 /DB_XREF=BB335133 /CLONE=B830032F23 /FEA=EST /CNT=2 /TID=Mm.213478.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459595_at 13.6 8.9 P A 0.01 0.08 -0.8 NC 0.71 gb:AW495413 /DB_XREF=gi:7065694 /DB_XREF=UI-M-BH3-auy-a-11-0-UI.s1 /CLONE=UI-M-BH3-auy-a-11-0-UI /FEA=EST /CNT=2 /TID=Mm.40128.1 /
MOE430_2_1459668_at 14.1 5 P A 0.04 0.36 -0.8 NC 0.98 gb:BI319389 /DB_XREF=gi:15450290 /DB_XREF=ie43f08.x1 /FEA=EST /CNT=2 /TID=Mm.139326.1 /TIER=ConsEnd /STK=2 /UG=Mm.139326 /UG_TITLE=E
MOE430_2_1459733_at 17.7 15.6 P P 0.04 0.04 -0.8 NC 0.72 gb:AI606844 /DB_XREF=gi:4616011 /DB_XREF=vw17b12.x1 /CLONE=IMAGE:1244063 /FEA=EST /CNT=2 /TID=Mm.37875.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459746_at 13.7 8.1 P A 0.03 0.06 -0.8 NC 0.55 gb:AW125678 /DB_XREF=gi:6101208 /DB_XREF=UI-M-BH2.2-aqi-d-09-0-UI.s1 /CLONE=UI-M-BH2.2-aqi-d-09-0-UI /FEA=EST /CNT=2 /TID=Mm.85302.
MOE430_2_1459804_at 0.6 0.3 A A 0.9 0.99 -0.8 NC 0.86 gb:BB475090 /DB_XREF=gi:9392279 /DB_XREF=BB475090 /CLONE=D330011G18 /FEA=EST /CNT=2 /TID=Mm.132238.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459823_at 303.3 168 P P 0.01 0.01 -0.8 D 0.99 gb:AV222756 /DB_XREF=gi:6171933 /DB_XREF=AV222756 /CLONE=3830404B07 /FEA=EST /CNT=2 /TID=Mm.56173.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459846_x_ 119.8 72.8 P A 0.00415 0.14 -0.8 NC 0.59 gb:AV100225 /DB_XREF=gi:5247773 /DB_XREF=AV100225 /CLONE=2410058L01 /FEA=EST /CNT=2 /TID=Mm.112125.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459856_at 6.8 5.7 A A 0.19 0.36 -0.8 NC 0.4 gb:BB444619 /DB_XREF=gi:9287231 /DB_XREF=BB444619 /CLONE=D030046N05 /FEA=EST /CNT=2 /TID=Mm.178454.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459895_at 44.9 24.5 P A 0.01 0.09 -0.8 D 0.99 gb:BI083334 /DB_XREF=gi:14501664 /DB_XREF=602875609F1 /CLONE=IMAGE:5007243 /FEA=EST /CNT=23 /TID=Mm.40641.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1460073_at 4 1 A A 0.3 0.53 -0.8 NC 0.5 gb:BE980582 /DB_XREF=gi:10648725 /DB_XREF=UI-M-BG2-bck-g-06-0-UI.s1 /CLONE=UI-M-BG2-bck-g-06-0-UI /FEA=EST /CNT=4 /TID=Mm.48667.1
MOE430_2_1460104_at 9.8 5.5 A A 0.14 0.39 -0.8 NC 0.51 gb:BB070125 /DB_XREF=gi:16260067 /DB_XREF=BB070125 /CLONE=8030489C12 /FEA=EST /CNT=3 /TID=Mm.215338.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460190_at 7.4 2 A A 0.6 0.78 -0.8 NC 0.77 gb:NM_009678.1 /DB_XREF=gi:6753071 /GEN=Ap1m2 /FEA=FLmRNA /CNT=124 /TID=Mm.22239.1 /TIER=FL+Stack /STK=72 /UG=Mm.22239 /LL=11768 /
MOE430_2_1460227_at 1716.1 994.4 P P 0.000244 0.000244 -0.8 D 0.99 gb:BC008107.1 /DB_XREF=gi:14198085 /FEA=FLmRNA /CNT=60 /TID=Mm.8245.1 /TIER=FL+Stack /STK=28 /UG=Mm.8245 /LL=21857 /UG_GENE=Timp /
MOE430_2_1460241_a_ 175.1 101.4 P P 0.001221 0.001221 -0.8 D 0.99 gb:BB829192 /DB_XREF=gi:17007435 /DB_XREF=BB829192 /CLONE=G930006B21 /FEA=FLmRNA /CNT=57 /TID=Mm.38248.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1460330_at 999.7 450.8 P P 0.000244 0.000244 -0.8 D 0.99 gb:AW702161 /DB_XREF=gi:7586311 /DB_XREF=uq98g04.x1 /CLONE=IMAGE:2939190 /FEA=FLmRNA /CNT=76 /TID=Mm.7214.1 /TIER=Stack /STK=21 /U
MOE430_2_1460379_at 29.9 16.2 A A 0.24 0.46 -0.8 NC 0.5 gb:AV307188 /DB_XREF=gi:16393901 /DB_XREF=AV307188 /CLONE=5730551B08 /FEA=FLmRNA /CNT=22 /TID=Mm.3546.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1460387_a_ 162.6 90.4 P P 0.000244 0.000732 -0.8 D 0.99 gb:AF156856.1 /DB_XREF=gi:5917656 /FEA=FLmRNA /CNT=1 /TID=Mm.196345.2 /TIER=FL /STK=1 /UG=Mm.196345 /LL=22619 /UG_GENE=Ysg2 /DEF=
MOE430_2_1460439_at 159.7 92.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:AK017789.1 /DB_XREF=gi:12857214 /FEA=mRNA /CNT=50 /TID=Mm.26554.1 /TIER=Stack /STK=38 /UG=Mm.26554 /LL=70661 /UG_GENE=5730525O2
MOE430_2_1460586_at 670 351.5 P P 0.000244 0.000244 -0.8 D 0.99 gb:BE573060 /DB_XREF=gi:9816884 /DB_XREF=601332826F2 /CLONE=IMAGE:3710167 /FEA=EST /CNT=44 /TID=Mm.38527.1 /TIER=Stack /STK=16 /UG
MOE430_2_AFFX-BioB 171.2 95.5 P P 0.000044 0.000044 -0.8 D 1 Escherichia coli /REF=J04423 /DEF=E coli bioB gene biotin synthetase /LEN=1114 (-5, -M, -3 represent transcript regions 5 prime, Middle, and 3 prime res
MOE430_2_AFFX-BioC 457.6 289.7 P P 0.000044 0.000044 -0.8 D 1 Escherichia coli /REF=J04423 /DEF=E coli bioC protein /LEN=777 (-5 and -3 represent transcript regions 5 prime and 3 prime respectively)
MOE430_2_AFFX-BioD 773.9 449.8 P P 0.000044 0.000052 -0.8 D 1 Escherichia coli /REF=J04423 /DEF=E coli bioD gene dethiobiotin synthetase /LEN=676 (-5 and -3 represent transcript regions 5 prime and 3 prime respec
MOE430_2_AFFX-CreX 3837.4 2338.2 P P 0.000044 0.000044 -0.8 D 1 Bacteriophage /REF=X03453 /DEF=Bacteriophage P1 cre recombinase protein /LEN=1058 (-5 and -3 represent transcript regions 5 prime and 3 prime resp
MOE430_2_1415899_at 135.4 78.1 P P 0.001953 0.001953 -0.9 D 0.99 gb:NM_008416.1 /DB_XREF=gi:6680511 /GEN=Junb /FEA=FLmRNA /CNT=302 /TID=Mm.1167.1 /TIER=FL+Stack /STK=177 /UG=Mm.1167 /LL=16477 /DE
MOE430_2_1416002_x_ 155.1 79 P P 0.001221 0.01 -0.9 D 0.99 gb:NM_028071.1 /DB_XREF=gi:19482159 /GEN=Clp-pending /FEA=FLmRNA /CNT=278 /TID=Mm.141741.1 /TIER=FL+Stack /STK=148 /UG=Mm.141741 /L
MOE430_2_1416138_at 1329.1 765.5 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC008997.1 /DB_XREF=gi:14290463 /FEA=FLmRNA /CNT=346 /TID=Mm.20794.1 /TIER=FL+Stack /STK=81 /UG=Mm.20794 /LL=11750 /UG_GENE=An
MOE430_2_1416391_at 81.3 40.1 P P 0.000244 0.00293 -0.9 D 0.99 gb:NM_133735.1 /DB_XREF=gi:19526931 /GEN=1110069M14Rik /FEA=FLmRNA /CNT=122 /TID=Mm.176845.1 /TIER=FL+Stack /STK=93 /UG=Mm.176845 
MOE430_2_1416407_at 863.4 453.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:AI323543 /DB_XREF=gi:4057972 /DB_XREF=mp28b03.x1 /CLONE=IMAGE:570509 /FEA=FLmRNA /CNT=266 /TID=Mm.544.1 /TIER=Stack /STK=38 /UG
MOE430_2_1416418_at 882 505.8 P P 0.000244 0.000244 -0.9 D 0.99 gb:AF180518.1 /DB_XREF=gi:13241281 /FEA=FLmRNA /CNT=303 /TID=Mm.14638.1 /TIER=FL+Stack /STK=90 /UG=Mm.14638 /LL=57436 /UG_GENE=Ga
MOE430_2_1416444_at 6.8 1.5 A A 0.43 0.69 -0.9 NC 0.55 gb:NM_019423.1 /DB_XREF=gi:9507146 /GEN=Elovl2 /FEA=FLmRNA /CNT=140 /TID=Mm.2567.1 /TIER=FL+Stack /STK=89 /UG=Mm.2567 /LL=54326 /DE
MOE430_2_1416677_at 35 24.2 A A 0.07 0.19 -0.9 NC 0.99 gb:NM_013475.1 /DB_XREF=gi:7304898 /GEN=Apoh /FEA=FLmRNA /CNT=198 /TID=Mm.2266.1 /TIER=FL+Stack /STK=74 /UG=Mm.2266 /LL=11818 /DEF
MOE430_2_1416749_at 305.2 173.1 P P 0.000244 0.000732 -0.9 D 0.99 gb:NM_019564.1 /DB_XREF=gi:9625026 /GEN=Prss11 /FEA=FLmRNA /CNT=144 /TID=Mm.30156.1 /TIER=FL+Stack /STK=71 /UG=Mm.30156 /LL=56213 /
MOE430_2_1416817_at 28.3 13 P A 0.00415 0.12 -0.9 NC 0.99 gb:BB631269 /DB_XREF=gi:16468069 /DB_XREF=BB631269 /CLONE=A130067H22 /FEA=FLmRNA /CNT=196 /TID=Mm.143817.1 /TIER=ConsEnd /STK=0
MOE430_2_1417005_at 232.4 125.5 P P 0.000244 0.000732 -0.9 D 0.99 gb:NM_008450.1 /DB_XREF=gi:6680575 /GEN=Klc1 /FEA=FLmRNA /CNT=198 /TID=Mm.20354.1 /TIER=FL+Stack /STK=60 /UG=Mm.20354 /LL=16593 /DE
MOE430_2_1417194_at 32.5 17.9 P P 0.00293 0.03 -0.9 NC 0.95 gb:AW701319 /DB_XREF=gi:7585448 /DB_XREF=un81f07.x1 /CLONE=IMAGE:2537317 /FEA=FLmRNA /CNT=106 /TID=Mm.2597.1 /TIER=ConsEnd /STK=1
MOE430_2_1417271_a_ 306 109.9 P P 0.000732 0.000732 -0.9 NC 0.99 gb:NM_007932.1 /DB_XREF=gi:6679648 /GEN=Eng /FEA=FLmRNA /CNT=113 /TID=Mm.4851.1 /TIER=FL+Stack /STK=50 /UG=Mm.4851 /LL=13805 /DEF=
MOE430_2_1417439_at 1949.1 893.1 P P 0.000244 0.000244 -0.9 D 0.99 gb:NM_054042.1 /DB_XREF=gi:16923943 /GEN=Tem1-pending /FEA=FLmRNA /CNT=65 /TID=Mm.29597.1 /TIER=FL+Stack /STK=45 /UG=Mm.29597 /LL=
MOE430_2_1417455_at 347.9 187 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC014690.1 /DB_XREF=gi:15928416 /FEA=FLmRNA /CNT=145 /TID=Mm.1291.1 /TIER=FL+Stack /STK=44 /UG=Mm.1291 /LL=21809 /UG_GENE=Tgfb3
MOE430_2_1417505_s_ 1970.3 1085.4 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC004619.1 /DB_XREF=gi:14919383 /FEA=FLmRNA /CNT=109 /TID=Mm.15617.1 /TIER=FL+Stack /STK=43 /UG=Mm.15617 /LL=16157 /UG_GENE=Il11
MOE430_2_1417600_at 384 210.6 P P 0.000244 0.000732 -0.9 D 0.99 gb:NM_021301.1 /DB_XREF=gi:10946597 /GEN=Slc15a2 /FEA=FLmRNA /CNT=62 /TID=Mm.63479.1 /TIER=FL+Stack /STK=41 /UG=Mm.63479 /LL=57738 
MOE430_2_1417782_at 18.7 10.8 P P 0.001221 0.02 -0.9 NC 0.89 gb:BB006809 /DB_XREF=gi:16257029 /DB_XREF=BB006809 /CLONE=4732473F12 /FEA=FLmRNA /CNT=129 /TID=Mm.35511.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1417893_at 742.1 423.8 P P 0.000244 0.000244 -0.9 D 0.99 gb:NM_053197.1 /DB_XREF=gi:16716498 /GEN=Sfxn3 /FEA=FLmRNA /CNT=85 /TID=Mm.36169.1 /TIER=FL+Stack /STK=34 /UG=Mm.36169 /LL=94280 /D
MOE430_2_1417903_at 30.1 14.1 A A 0.09 0.3 -0.9 NC 0.99 gb:NM_018769.1 /DB_XREF=gi:9055203 /GEN=Dfna5h /FEA=FLmRNA /CNT=41 /TID=Mm.20458.1 /TIER=FL+Stack /STK=34 /UG=Mm.20458 /LL=54722 /D
MOE430_2_1417946_at 39.9 24.4 P P 0.001221 0.01 -0.9 NC 0.99 gb:NM_134130.1 /DB_XREF=gi:19527359 /GEN=Labh3-pending /FEA=FLmRNA /CNT=43 /TID=Mm.7100.1 /TIER=FL+Stack /STK=33 /UG=Mm.7100 /LL=10
MOE430_2_1418004_a_ 82.3 25.6 P P 0.001953 0.01 -0.9 D 0.99 gb:NM_023056.1 /DB_XREF=gi:12746433 /GEN=1810009M01Rik /FEA=FLmRNA /CNT=102 /TID=Mm.28385.1 /TIER=FL+Stack /STK=31 /UG=Mm.28385 /L
MOE430_2_1418043_at 17.1 11.3 A A 0.06 0.3 -0.9 NC 0.63 gb:BB436535 /DB_XREF=gi:16424391 /DB_XREF=BB436535 /CLONE=C820019D04 /FEA=FLmRNA /CNT=102 /TID=Mm.20845.1 /TIER=Stack /STK=18 /U
MOE430_2_1418199_at 7.4 3.8 A A 0.43 0.53 -0.9 NC 0.18 gb:NM_053149.1 /DB_XREF=gi:16716440 /GEN=Hgn-pending /FEA=FLmRNA /CNT=62 /TID=Mm.25793.1 /TIER=FL+Stack /STK=28 /UG=Mm.25793 /LL=93
MOE430_2_1418448_at 1056.1 567.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:NM_009101.1 /DB_XREF=gi:6677818 /GEN=Rras /FEA=FLmRNA /CNT=67 /TID=Mm.257.1 /TIER=FL+Stack /STK=23 /UG=Mm.257 /LL=20130 /DEF=Mu
MOE430_2_1418490_at 5.1 2.6 A A 0.75 0.87 -0.9 NC 0.99 gb:NM_133902.2 /DB_XREF=gi:20589948 /GEN=Sds /FEA=FLmRNA /CNT=33 /TID=Mm.5162.1 /TIER=FL+Stack /STK=23 /UG=Mm.5162 /LL=104125 /DEF
MOE430_2_1418611_at 36.5 13.6 P A 0.03 0.12 -0.9 NC 0.84 gb:NM_013533.1 /DB_XREF=gi:7305102 /GEN=Grca /FEA=FLmRNA /CNT=33 /TID=Mm.2514.1 /TIER=FL+Stack /STK=21 /UG=Mm.2514 /LL=14788 /DEF=
MOE430_2_1418712_at 508.5 279.7 P P 0.000244 0.000244 -0.9 D 0.99 gb:NM_021454.1 /DB_XREF=gi:10946837 /GEN=Borg3-pending /FEA=FLmRNA /CNT=53 /TID=Mm.34268.1 /TIER=FL+Stack /STK=19 /UG=Mm.34268 /LL=
MOE430_2_1418733_at 263.9 126 P P 0.000732 0.000244 -0.9 D 0.99 gb:NM_011658.1 /DB_XREF=gi:6755906 /GEN=Twist /FEA=FLmRNA /CNT=37 /TID=Mm.3280.1 /TIER=FL+Stack /STK=19 /UG=Mm.3280 /LL=22160 /DEF=
MOE430_2_1418796_at 242.9 158.5 P P 0.000244 0.000244 -0.9 D 0.99 gb:NM_009131.1 /DB_XREF=gi:6677868 /GEN=Scgf /FEA=FLmRNA /CNT=39 /TID=Mm.20428.1 /TIER=FL+Stack /STK=18 /UG=Mm.20428 /LL=20256 /DE
MOE430_2_1418807_at 15.8 5.1 M M 0.05 0.06 -0.9 NC 0.62 gb:NM_026084.1 /DB_XREF=gi:13385581 /GEN=3110070M22Rik /FEA=FLmRNA /CNT=22 /TID=Mm.46679.1 /TIER=FL+Stack /STK=18 /UG=Mm.46679 /LL
MOE430_2_1418947_at 114.7 76.8 P P 0.000732 0.000244 -0.9 NC 0.99 gb:NM_011848.1 /DB_XREF=gi:6754819 /GEN=Nek3 /FEA=FLmRNA /CNT=23 /TID=Mm.41413.1 /TIER=FL+Stack /STK=16 /UG=Mm.41413 /LL=23954 /DE
MOE430_2_1419080_at 7.6 3.6 A A 0.33 0.72 -0.9 NC 0.5 gb:NM_010275.1 /DB_XREF=gi:7110600 /GEN=Gdnf /FEA=FLmRNA /CNT=22 /TID=Mm.4679.1 /TIER=FL+Stack /STK=14 /UG=Mm.4679 /LL=14573 /DEF=
MOE430_2_1419187_at 4.3 1.7 A A 0.63 0.69 -0.9 NC 0.5 gb:NM_029588.1 /DB_XREF=gi:13386419 /GEN=1700012L04Rik /FEA=FLmRNA /CNT=20 /TID=Mm.20221.1 /TIER=FL+Stack /STK=12 /UG=Mm.20221 /LL=
MOE430_2_1419193_a_ 20.3 9.5 P A 0.02 0.17 -0.9 NC 0.95 gb:NM_022024.1 /DB_XREF=gi:11993949 /GEN=Gmfg /FEA=FLmRNA /CNT=23 /TID=Mm.29766.1 /TIER=FL+Stack /STK=12 /UG=Mm.29766 /LL=63986 /D
MOE430_2_1419312_at 21.3 9.2 A A 0.21 0.36 -0.9 NC 0.5 gb:NM_007504.1 /DB_XREF=gi:6671588 /GEN=Atp2a1 /FEA=FLmRNA /CNT=58 /TID=Mm.35134.1 /TIER=FL+Stack /STK=11 /UG=Mm.35134 /LL=11937 /D
MOE430_2_1419350_at 35.5 12.2 P A 0.01 0.21 -0.9 NC 0.99 gb:NM_133255.1 /DB_XREF=gi:18875435 /GEN=MGC28586 /FEA=FLmRNA /CNT=115 /TID=Mm.18266.1 /TIER=FL+Stack /STK=10 /UG=Mm.18266 /LL=17
MOE430_2_1419409_at 10.4 5 A A 0.3 0.5 -0.9 NC 0.51 gb:NM_026822.1 /DB_XREF=gi:13386169 /GEN=Sprrl5 /FEA=FLmRNA /CNT=21 /TID=Mm.41969.1 /TIER=FL+Stack /STK=10 /UG=Mm.41969 /LL=68720 /D
MOE430_2_1419549_at 1.1 0.4 A A 0.87 0.97 -0.9 NC 0.42 gb:NM_007482.1 /DB_XREF=gi:7106254 /GEN=Arg1 /FEA=FLmRNA /CNT=164 /TID=Mm.154144.1 /TIER=FL+Stack /STK=8 /UG=Mm.154144 /LL=11846 /D
MOE430_2_1419579_at 3.6 0.7 A A 0.85 0.78 -0.9 NC 0.21 gb:NM_080852.1 /DB_XREF=gi:18252791 /GEN=Slc7a12-pending /FEA=FLmRNA /CNT=27 /TID=Mm.215250.1 /TIER=FL+Stack /STK=8 /UG=Mm.215250 /
MOE430_2_1419648_at 732.6 399.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:BQ176602 /DB_XREF=gi:20352094 /DB_XREF=UI-M-DJ2-bvy-l-22-0-UI.s1 /CLONE=UI-M-DJ2-bvy-l-22-0-UI /FEA=FLmRNA /CNT=181 /TID=Mm.25
MOE430_2_1419803_s_ 609.3 353.7 P P 0.000244 0.000244 -0.9 D 0.99 gb:C76605 /DB_XREF=gi:2516935 /DB_XREF=C76605 /CLONE=J0014F09 /FEA=EST /CNT=1 /TID=Mm.197863.1 /TIER=ConsEnd /STK=1 /UG=Mm.19786
MOE430_2_1419811_at 105.1 49 P P 0.000244 0.00293 -0.9 D 0.99 gb:AW125421 /DB_XREF=gi:6100951 /DB_XREF=UI-M-BH2.3-aqh-f-02-0-UI.s1 /CLONE=UI-M-BH2.3-aqh-f-02-0-UI /FEA=EST /CNT=1 /TID=Mm.20180
MOE430_2_1419829_a_ 42.6 21.8 P M 0.00293 0.05 -0.9 D 0.99 gb:AW049055 /DB_XREF=gi:5909584 /DB_XREF=UI-M-BH1-amt-b-05-0-UI.s1 /CLONE=UI-M-BH1-amt-b-05-0-UI /FEA=EST /CNT=1 /TID=Mm.45086.2 
MOE430_2_1419831_at 5.1 3.9 P A 0.003662 0.33 -0.9 NC 0.94 gb:AA416453 /DB_XREF=gi:2075745 /DB_XREF=vc52f02.r1 /CLONE=IMAGE:778203 /FEA=EST /CNT=1 /TID=Mm.215223.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419958_at 4 3.1 A A 0.72 0.8 -0.9 NC 0.3 gb:AU019881 /DB_XREF=gi:3375465 /DB_XREF=AU019881 /CLONE=J0523H03 /FEA=EST /CNT=1 /TID=Mm.201533.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420269_at 9.6 4.9 A A 0.17 0.17 -0.9 NC 0.07 gb:AV159176 /DB_XREF=gi:5402811 /DB_XREF=AV159176 /CLONE=3010022D13 /FEA=EST /CNT=1 /TID=Mm.2470.2 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1420272_at 26 65.6 A A 0.11 0.24 -0.9 NC 0.99 gb:AV340322 /DB_XREF=gi:6380374 /DB_XREF=AV340322 /CLONE=6430514F15 /FEA=EST /CNT=1 /TID=Mm.218598.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420347_at 8.5 3.5 P A 0.01 0.3 -0.9 NC 0.76 gb:NM_011126.1 /DB_XREF=gi:10242374 /GEN=Plunc /FEA=FLmRNA /CNT=9 /TID=Mm.28438.1 /TIER=FL /STK=6 /UG=Mm.28438 /LL=18843 /DEF=Mus 
MOE430_2_1420455_at 9.6 2.6 P A 0.01 0.43 -0.9 NC 0.98 gb:NM_008104.1 /DB_XREF=gi:6679968 /GEN=Gcm2 /FEA=FLmRNA /CNT=8 /TID=Mm.1399.1 /TIER=FL /STK=5 /UG=Mm.1399 /LL=107889 /DEF=Mus m
MOE430_2_1420508_at 143.2 76.4 P P 0.000732 0.00415 -0.9 D 0.99 gb:BQ030845 /DB_XREF=gi:19766124 /DB_XREF=UI-1-CF0-bic-a-08-0-UI.s1 /CLONE=UI-1-CF0-bic-a-08-0-UI /FEA=FLmRNA /CNT=50 /TID=Mm.1290
MOE430_2_1420546_at 13.8 7.7 A A 0.09 0.39 -0.9 NC 0.9 gb:NM_009377.1 /DB_XREF=gi:6678336 /GEN=Th /FEA=FLmRNA /CNT=10 /TID=Mm.1292.1 /TIER=FL /STK=4 /UG=Mm.1292 /LL=21823 /DEF=Mus musc
MOE430_2_1420904_at 65.3 40.1 P P 0.005859 0.01 -0.9 NC 0.99 gb:NM_008359.1 /DB_XREF=gi:6680410 /GEN=Il17r /FEA=FLmRNA /CNT=88 /TID=Mm.4481.1 /TIER=FL /STK=2 /UG=Mm.4481 /LL=16172 /DEF=Mus mus
MOE430_2_1421076_at 223.8 139.4 P P 0.000244 0.001221 -0.9 D 0.99 gb:NM_133210.1 /DB_XREF=gi:18875357 /GEN=RBT1 /FEA=FLmRNA /CNT=24 /TID=Mm.200120.1 /TIER=FL /STK=2 /UG=Mm.200120 /LL=170742 /DEF=
MOE430_2_1421445_at 7.6 3.1 A A 0.18 0.5 -0.9 NC 0.21 gb:NM_021353.1 /DB_XREF=gi:10946675 /GEN=Slc26a3 /FEA=FLmRNA /CNT=9 /TID=Mm.116904.1 /TIER=FL /STK=2 /UG=Mm.116904 /LL=13487 /DEF=
MOE430_2_1421484_at 4.9 4.1 A A 0.43 0.45 -0.9 NC 0.57 gb:NM_053184.1 /DB_XREF=gi:16716476 /GEN=Ugt2a1 /FEA=FLmRNA /CNT=5 /TID=Mm.154806.1 /TIER=FL /STK=2 /UG=Mm.154806 /LL=94215 /DEF=M
MOE430_2_1421595_at 7.3 3.9 A A 0.21 0.56 -0.9 NC 0.5 gb:NM_021416.1 /DB_XREF=gi:10946777 /GEN=AB041544 /FEA=FLmRNA /CNT=4 /TID=Mm.133057.1 /TIER=FL /STK=2 /UG=Mm.133057 /LL=58227 /DE
MOE430_2_1421725_at 10 4.9 A A 0.21 0.5 -0.9 NC 0.5 gb:NM_030727.2 /DB_XREF=gi:15011890 /GEN=Pres /FEA=FLmRNA /CNT=2 /TID=Mm.160370.1 /TIER=FL /STK=2 /UG=Mm.160370 /LL=80979 /DEF=Mu
MOE430_2_1421799_at 2 0.8 A A 0.66 0.78 -0.9 NC 0.5 gb:NM_011910.1 /DB_XREF=gi:6755930 /GEN=Uts2 /FEA=FLmRNA /CNT=2 /TID=Mm.89984.1 /TIER=FL /STK=2 /UG=Mm.89984 /LL=24111 /DEF=Mus m
MOE430_2_1421990_at 4.6 2.2 A A 0.12 0.53 -0.9 NC 0.75 gb:NM_009306.1 /DB_XREF=gi:6678196 /GEN=Syt1 /FEA=FLmRNA /CNT=17 /TID=Mm.5101.1 /TIER=FL /STK=1 /UG=Mm.5101 /LL=20979 /DEF=Mus mu
MOE430_2_1422107_at 50.7 26.8 P P 0.000244 0.00415 -0.9 D 0.99 gb:NM_026629.1 /DB_XREF=gi:13386115 /GEN=2410066E13Rik /FEA=FLmRNA /CNT=7 /TID=Mm.140839.1 /TIER=FL /STK=1 /UG=Mm.140839 /LL=68235
MOE430_2_1422183_a_ 38.5 23.5 P A 0.000244 0.14 -0.9 D 0.99 gb:NM_007416.1 /DB_XREF=gi:6680659 /GEN=Adra1b /FEA=FLmRNA /CNT=4 /TID=Mm.39086.1 /TIER=FL /STK=1 /UG=Mm.39086 /LL=11548 /DEF=Mus 
MOE430_2_1422317_a_ 37.4 18.8 P A 0.03 0.33 -0.9 MD 0.99 gb:NM_010743.1 /DB_XREF=gi:7106346 /GEN=Il1rl1 /FEA=FLmRNA /CNT=1 /TID=Mm.35692.1 /TIER=FL /STK=1 /UG=Mm.35692 /LL=17082 /DEF=Mus m
MOE430_2_1422644_at 1.8 0.9 A A 0.78 0.96 -0.9 NC 0.71 gb:NM_015825.1 /DB_XREF=gi:7657557 /GEN=Sh3bgr /FEA=FLmRNA /CNT=53 /TID=Mm.28638.1 /TIER=FL+Stack /STK=22 /UG=Mm.28638 /LL=50795 /D
MOE430_2_1422646_at 13.2 7.9 M A 0.05 0.26 -0.9 NC 0.54 gb:BB315904 /DB_XREF=gi:16403069 /DB_XREF=BB315904 /CLONE=B230361K19 /FEA=FLmRNA /CNT=68 /TID=Mm.87532.1 /TIER=Stack /STK=11 /UG
MOE430_2_1422826_at 9.2 4.5 A A 0.21 0.36 -0.9 NC 0.5 gb:NM_008340.1 /DB_XREF=gi:6680378 /GEN=Igfals /FEA=FLmRNA /CNT=46 /TID=Mm.3135.1 /TIER=FL+Stack /STK=10 /UG=Mm.3135 /LL=16005 /DEF=
MOE430_2_1422847_a_ 518.9 257.8 P P 0.000244 0.000244 -0.9 D 0.99 gb:AF251036.1 /DB_XREF=gi:7582410 /FEA=FLmRNA /CNT=88 /TID=Mm.2314.1 /TIER=FL+Stack /STK=9 /UG=Mm.2314 /LL=18753 /UG_GENE=Prkcd /D
MOE430_2_1423002_at 23.5 11.2 A A 0.6 0.6 -0.9 NC 0.31 gb:NM_053182.1 /DB_XREF=gi:16716472 /GEN=Pag /FEA=FLmRNA /CNT=10 /TID=Mm.152424.1 /TIER=FL /STK=0 /UG=Mm.152424 /LL=94212 /DEF=Mu
MOE430_2_1423023_at 13.2 12.7 A A 0.3 0.82 -0.9 NC 0.5 gb:NM_018780.1 /DB_XREF=gi:9055339 /GEN=Sfrp5 /FEA=FLmRNA /CNT=4 /TID=Mm.103731.1 /TIER=FL /STK=0 /UG=Mm.103731 /LL=54612 /DEF=Mus
MOE430_2_1423288_s_ 63.3 37 P A 0.00293 0.14 -0.9 D 0.99 gb:AA016422 /DB_XREF=gi:1478652 /DB_XREF=mh38e02.r1 /CLONE=IMAGE:444794 /FEA=FLmRNA /CNT=54 /TID=Mm.4880.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423392_at 948.4 475.6 P P 0.000244 0.000732 -0.9 D 0.99 gb:BB398988 /DB_XREF=gi:15411723 /DB_XREF=BB398988 /CLONE=C330012B17 /FEA=FLmRNA /CNT=264 /TID=Mm.22409.1 /TIER=Stack /STK=8 /UG
MOE430_2_1423632_at 87.6 38.5 P P 0.001953 0.01 -0.9 D 0.99 gb:BB667360 /DB_XREF=gi:16398809 /DB_XREF=BB667360 /CLONE=C730005C02 /FEA=FLmRNA /CNT=33 /TID=Mm.35434.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1423718_at 767.7 408.1 P P 0.000244 0.000732 -0.9 D 0.99 gb:BC019174.1 /DB_XREF=gi:17512427 /FEA=FLmRNA /CNT=240 /TID=Mm.27450.1 /TIER=FL /STK=4 /UG=Mm.27450 /LL=56248 /UG_GENE=Akl3l-pend
MOE430_2_1423967_at 1064.9 443.8 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC015297.1 /DB_XREF=gi:15929749 /FEA=FLmRNA /CNT=117 /TID=Mm.34650.2 /TIER=FL+Stack /STK=71 /UG=Mm.34650 /LL=18483 /UG_GENE=Pa
MOE430_2_1424123_at 7.2 5 A A 0.3 0.21 -0.9 NC 0.5 gb:BC011209.1 /DB_XREF=gi:15029953 /FEA=FLmRNA /CNT=70 /TID=Mm.18109.1 /TIER=FL+Stack /STK=52 /UG=Mm.18109 /DEF=Mus musculus, clone 
MOE430_2_1424157_at 1491.8 787.3 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC027084.1 /DB_XREF=gi:20072041 /FEA=FLmRNA /CNT=100 /TID=Mm.112139.1 /TIER=FL+Stack /STK=48 /UG=Mm.112139 /DEF=Mus musculus, Sim
MOE430_2_1424158_at 50.4 34.7 P A 0.02 0.12 -0.9 NC 0.98 gb:BE652078 /DB_XREF=gi:9977915 /DB_XREF=UI-M-AO0-abz-b-02-0-UI.r1 /CLONE=UI-M-AO0-abz-b-02-0-UI /FEA=FLmRNA /CNT=100 /TID=Mm.11
MOE430_2_1424250_a_ 58.9 31.6 P A 0.03 0.06 -0.9 NC 0.92 gb:BC012262.1 /DB_XREF=gi:15126666 /FEA=FLmRNA /CNT=63 /TID=Mm.34514.1 /TIER=FL+Stack /STK=43 /UG=Mm.34514 /LL=71704 /UG_GENE=Arhg
MOE430_2_1424352_at 2.5 0.4 A A 0.72 0.88 -0.9 NC 0.55 gb:BC025936.1 /DB_XREF=gi:19683977 /FEA=FLmRNA /CNT=100 /TID=Mm.56950.1 /TIER=FL+Stack /STK=36 /UG=Mm.56950 /DEF=Mus musculus, clone
MOE430_2_1424463_at 41.9 22.9 P A 0.000732 0.08 -0.9 D 0.99 gb:BC016598.1 /DB_XREF=gi:19116233 /FEA=FLmRNA /CNT=97 /TID=Mm.31343.1 /TIER=FL+Stack /STK=30 /UG=Mm.31343 /LL=75675 /UG_GENE=2210
MOE430_2_1424673_at 0.8 0.6 A A 0.36 0.42 -0.9 NC 0.41 gb:BC021766.1 /DB_XREF=gi:18256045 /FEA=FLmRNA /CNT=28 /TID=Mm.197689.1 /TIER=FL+Stack /STK=20 /UG=Mm.197689 /LL=94071 /UG_GENE=C
MOE430_2_1424678_at 21.6 8 A A 0.12 0.36 -0.9 NC 0.5 gb:AF113520.1 /DB_XREF=gi:6580805 /GEN=Actl7b /FEA=FLmRNA /CNT=38 /TID=Mm.87699.1 /TIER=FL+Stack /STK=20 /UG=Mm.87699 /LL=11471 /DE
MOE430_2_1424680_at 35.5 17.9 A A 0.08 0.27 -0.9 D 0.99 gb:BC025893.1 /DB_XREF=gi:19483988 /FEA=FLmRNA /CNT=34 /TID=Mm.66334.1 /TIER=FL+Stack /STK=20 /UG=Mm.66334 /DEF=Mus musculus, similar
MOE430_2_1424783_a_ 1401.6 833.8 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC019434.1 /DB_XREF=gi:18043822 /FEA=FLmRNA /CNT=66 /TID=Mm.42472.1 /TIER=FL+Stack /STK=16 /UG=Mm.42472 /LL=22236 /UG_GENE=Ugt1
MOE430_2_1424822_at 3.7 0.7 A A 0.46 0.53 -0.9 NC 0.5 gb:BC025223.1 /DB_XREF=gi:19484122 /FEA=FLmRNA /CNT=131 /TID=Mm.27548.1 /TIER=FL+Stack /STK=14 /UG=Mm.27548 /DEF=Mus musculus, simila
MOE430_2_1424829_at 177.8 106.5 P P 0.00415 0.01 -0.9 D 0.99 gb:BC013092.1 /DB_XREF=gi:15341832 /FEA=FLmRNA /CNT=60 /TID=Mm.90302.1 /TIER=FL+Stack /STK=14 /UG=Mm.90302 /DEF=Mus musculus, Simila
MOE430_2_1425060_s_ 8.4 7.9 P P 0.03 0.02 -0.9 NC 0.55 gb:BG969810 /DB_XREF=gi:14357447 /DB_XREF=602838729F1 /CLONE=IMAGE:4973262 /FEA=FLmRNA /CNT=55 /TID=Mm.181579.2 /TIER=Stack /STK=
MOE430_2_1425222_x_ 1.5 0.3 A A 0.72 0.98 -0.9 NC 0.96 gb:AB056443.1 /DB_XREF=gi:19032278 /GEN=mOAT6-S /FEA=FLmRNA /CNT=8 /TID=Mm.187584.2 /TIER=FL /STK=4 /UG=Mm.187584 /LL=171405 /DE
MOE430_2_1425256_a_ 6.1 3.5 A A 0.53 0.69 -0.9 NC 0.48 gb:BC024834.1 /DB_XREF=gi:19354147 /FEA=FLmRNA /CNT=5 /TID=Mm.108804.1 /TIER=FL /STK=4 /UG=Mm.108804 /LL=75356 /UG_GENE=4930563F1
MOE430_2_1425286_at 13.2 7.7 A A 0.46 0.6 -0.9 NC 0.73 gb:AF445456.1 /DB_XREF=gi:17646447 /GEN=Crygn /FEA=FLmRNA /CNT=11 /TID=Mm.63484.1 /TIER=FL /STK=3 /UG=Mm.63484 /DEF=Mus musculus g
MOE430_2_1425363_at 15.2 11.1 P A 0.008057 0.12 -0.9 NC 0.83 gb:BC022180.1 /DB_XREF=gi:18381160 /FEA=FLmRNA /CNT=13 /TID=Mm.79157.1 /TIER=FL /STK=2 /UG=Mm.79157 /LL=71257 /UG_GENE=4933429D13
MOE430_2_1425369_a_ 5.3 4 A A 0.78 0.72 -0.9 NC 0.5 gb:AF047389.1 /DB_XREF=gi:3264587 /GEN=Sox10 /FEA=FLmRNA /CNT=11 /TID=Mm.1493.2 /TIER=FL /STK=2 /UG=Mm.1493 /LL=20665 /DEF=Mus mu
MOE430_2_1425476_at 634.2 309 P P 0.000244 0.000244 -0.9 D 0.99 gb:BM250666 /DB_XREF=gi:17885936 /DB_XREF=K0853D09-3 /CLONE=K0853D09 /FEA=FLmRNA /CNT=117 /TID=Mm.155579.1 /TIER=Stack /STK=58 /
MOE430_2_1425525_a_ 451.4 226.5 P P 0.000244 0.000244 -0.9 D 0.99 gb:AF089751.1 /DB_XREF=gi:4019303 /FEA=FLmRNA /CNT=37 /TID=Mm.27861.2 /TIER=FL /STK=1 /UG=Mm.27861 /LL=18438 /UG_GENE=P2rx4 /DEF=M
MOE430_2_1425549_at 2.6 1 A A 0.72 0.96 -0.9 NC 0.77 gb:BC014744.1 /DB_XREF=gi:15928540 /FEA=FLmRNA /CNT=21 /TID=Mm.998.2 /TIER=FL /STK=1 /UG=Mm.998 /LL=19164 /UG_GENE=Psen1 /DEF=Mus
MOE430_2_1425598_a_ 20.7 14.8 A A 0.12 0.12 -0.9 NC 0.77 gb:M64608.1 /DB_XREF=gi:198938 /GEN=lyn /FEA=FLmRNA /CNT=22 /TID=Mm.1834.2 /TIER=FL /STK=1 /UG=Mm.1834 /LL=17096 /UG_TITLE=Yamaguc
MOE430_2_1425664_at 35.4 21.9 A A 0.17 0.36 -0.9 NC 0.66 gb:BC019571.1 /DB_XREF=gi:18044144 /FEA=FLmRNA /CNT=13 /TID=Mm.220313.1 /TIER=FL /STK=1 /UG=Mm.220313 /DEF=Mus musculus, clone MGC:
MOE430_2_1425683_at 1.8 1.2 A A 0.69 0.82 -0.9 NC 0.88 gb:BC006040.1 /DB_XREF=gi:13543782 /FEA=FLmRNA /CNT=8 /TID=Mm.190637.1 /TIER=FL /STK=1 /UG=Mm.190637 /DEF=Mus musculus, clone MGC:7
MOE430_2_1425749_at 21.9 13.3 P A 0.01 0.09 -0.9 NC 0.92 gb:BC024598.1 /DB_XREF=gi:19353297 /FEA=FLmRNA /CNT=9 /TID=Mm.220297.1 /TIER=FL /STK=1 /UG=Mm.220297 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425751_at 11.6 6.2 A A 0.11 0.43 -0.9 NC 0.5 gb:BC014805.1 /DB_XREF=gi:15928674 /FEA=FLmRNA /CNT=7 /TID=Mm.207060.1 /TIER=FL /STK=1 /UG=Mm.207060 /DEF=Mus musculus, Similar to so
MOE430_2_1425757_a_ 2.3 1.3 A A 0.33 0.72 -0.9 NC 0.93 gb:BC022970.1 /DB_XREF=gi:18606432 /FEA=FLmRNA /CNT=6 /TID=Mm.155709.2 /TIER=FL /STK=1 /UG=Mm.155709 /LL=63859 /UG_GENE=Impg1 /DE
MOE430_2_1425778_at 12.1 5.4 A A 0.21 0.36 -0.9 NC 0.28 gb:BC026393.1 /DB_XREF=gi:20072274 /FEA=FLmRNA /CNT=6 /TID=Mm.219580.1 /TIER=FL /STK=1 /UG=Mm.219580 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425787_a_ 10 3.6 P A 0.005859 0.39 -0.9 NC 0.5 gb:AB050743.1 /DB_XREF=gi:12957168 /GEN=slp3-b /FEA=FLmRNA /CNT=5 /TID=Mm.171278.2 /TIER=FL /STK=1 /UG=Mm.171278 /LL=83672 /DEF=Mu
MOE430_2_1425869_a_ 275.4 126.1 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC010403.1 /DB_XREF=gi:14714536 /FEA=FLmRNA /CNT=3 /TID=Mm.4338.2 /TIER=FL /STK=1 /UG=Mm.4338 /LL=19165 /UG_GENE=Psen2 /DEF=Mu
MOE430_2_1426104_at 5.6 2.9 A A 0.53 0.39 -0.9 NC 0.15 gb:AF128892.1 /DB_XREF=gi:6996646 /FEA=FLmRNA /CNT=1 /TID=Mm.4437.2 /TIER=FL /STK=1 /UG=Mm.4437 /LL=26416 /UG_GENE=Mapk14 /DEF=Mu
MOE430_2_1426235_a_ 312 195.1 P P 0.000244 0.000244 -0.9 D 0.99 gb:U09114.1 /DB_XREF=gi:483917 /FEA=FLmRNA /CNT=271 /TID=Mm.2338.2 /TIER=FL+Stack /STK=32 /UG=Mm.2338 /LL=14645 /UG_GENE=Glns /DEF
MOE430_2_1426236_a_ 954.5 482.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:AI391218 /DB_XREF=gi:4217225 /DB_XREF=mb52h11.y1 /CLONE=IMAGE:333093 /FEA=FLmRNA /CNT=271 /TID=Mm.2338.2 /TIER=Stack /STK=14 /U
MOE430_2_1426245_s_ 401.4 230.9 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC027056.1 /DB_XREF=gi:20071691 /FEA=FLmRNA /CNT=290 /TID=Mm.194045.1 /TIER=FL+Stack /STK=26 /UG=Mm.194045 /DEF=Mus musculus, clo
MOE430_2_1426543_x_ 292.4 147.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:BF168366 /DB_XREF=gi:11048718 /DB_XREF=601774351F1 /CLONE=IMAGE:3994764 /FEA=FLmRNA /CNT=107 /TID=Mm.41423.1 /TIER=ConsEnd /ST
MOE430_2_1426584_a_ 420 224.9 P P 0.000244 0.000732 -0.9 D 0.99 gb:BI143942 /DB_XREF=gi:14603943 /DB_XREF=602908034F1 /CLONE=IMAGE:5064897 /FEA=FLmRNA /CNT=571 /TID=Mm.104920.1 /TIER=Stack /STK=
MOE430_2_1426588_at 6 3.4 A A 0.5 0.56 -0.9 NC 0.5 gb:BB486886 /DB_XREF=gi:16441440 /DB_XREF=BB486886 /CLONE=D430039B07 /FEA=FLmRNA /CNT=25 /TID=Mm.209875.1 /TIER=Stack /STK=12 /U
MOE430_2_1426594_at 3.1 1.2 A A 0.53 0.75 -0.9 NC 0.46 gb:BG067753 /DB_XREF=gi:12550322 /DB_XREF=H3057G09-3 /CLONE=H3057G09 /FEA=FLmRNA /CNT=84 /TID=Mm.27789.2 /TIER=Stack /STK=11 /UG
MOE430_2_1426624_a_ 593.3 355.5 P P 0.000244 0.000732 -0.9 D 0.99 gb:BI660196 /DB_XREF=gi:15574432 /DB_XREF=603302576F1 /CLONE=IMAGE:5348395 /FEA=FLmRNA /CNT=106 /TID=Mm.27114.1 /TIER=Stack /STK=8
MOE430_2_1426940_at 575.1 339 P P 0.000244 0.000244 -0.9 D 0.99 gb:BI412808 /DB_XREF=gi:15173731 /DB_XREF=602989331F1 /CLONE=IMAGE:5145415 /FEA=mRNA /CNT=135 /TID=Mm.27490.1 /TIER=Stack /STK=35 
MOE430_2_1426947_x_ 3121.2 1480.5 P P 0.000244 0.000244 -0.9 D 0.99 gb:BI455189 /DB_XREF=gi:15245845 /DB_XREF=603173633F1 /CLONE=IMAGE:5253008 /FEA=mRNA /CNT=142 /TID=Mm.1949.1 /TIER=Stack /STK=34 /
MOE430_2_1427201_at 99.8 63.2 P P 0.000244 0.000732 -0.9 D 0.99 gb:AJ277212.1 /DB_XREF=gi:13397908 /FEA=mRNA /CNT=46 /TID=Mm.220895.1 /TIER=Stack /STK=9 /UG=Mm.220895 /DEF=Mus musculus mRNA for h
MOE430_2_1427221_at 3.4 1.3 A A 0.6 0.87 -0.9 NC 0.51 gb:AJ428067.1 /DB_XREF=gi:18250729 /GEN=Xtrp3s1 /FEA=mRNA /CNT=101 /TID=Mm.27208.1 /TIER=Stack /STK=84 /UG=Mm.27208 /LL=102680 /DEF
MOE430_2_1427347_s_ 2782.5 1493.6 P P 0.000244 0.000244 -0.9 D 0.99 gb:BC003475.1 /DB_XREF=gi:13097482 /FEA=mRNA /CNT=16 /TID=Mm.200858.1 /TIER=ConsEnd /STK=6 /UG=Mm.200858 /LL=73710 /UG_GENE=24101
MOE430_2_1427393_at 1.8 1.9 A A 0.3 0.85 -0.9 NC 0.98 gb:M23109.1 /DB_XREF=gi:193317 /FEA=mRNA /CNT=12 /TID=Mm.1235.1 /TIER=ConsEnd /STK=2 /UG=Mm.1235 /LL=14071 /UG_GENE=F9 /UG_TITLE=
MOE430_2_1427481_a_ 4.2 3.7 A A 0.36 0.72 -0.9 NC 0.5 gb:BC027114.1 /DB_XREF=gi:20071903 /FEA=mRNA /CNT=10 /TID=Mm.44101.2 /TIER=ConsEnd /STK=0 /UG=Mm.44101 /DEF=Mus musculus, clone IMAG
MOE430_2_1427538_at 3.8 1.9 A A 0.82 0.9 -0.9 NC 0.22 gb:AJ319726.1 /DB_XREF=gi:14349042 /FEA=mRNA /CNT=6 /TID=Mm.196768.1 /TIER=ConsEnd /STK=0 /UG=Mm.196768 /LL=170936 /UG_GENE=Zfp369
MOE430_2_1427597_at 21.5 12.9 A A 0.19 0.5 -0.9 NC 0.95 gb:BC021518.1 /DB_XREF=gi:18204840 /FEA=mRNA /CNT=3 /TID=Mm.215159.1 /TIER=ConsEnd /STK=0 /UG=Mm.215159 /DEF=Mus musculus, clone IMA



MOE430_2_1427778_at 1.1 0.4 A A 0.75 0.96 -0.9 NC 0.79 gb:AJ300674.1 /DB_XREF=gi:15020837 /GEN=Defb8 /FEA=mRNA /CNT=1 /TID=Mm.207066.1 /TIER=ConsEnd /STK=0 /UG=Mm.207066 /DEF=Mus muscu
MOE430_2_1427866_x_ 0.5 0.2 A A 0.99 0.99 -0.9 NC 0.95 gb:AF071431.1 /DB_XREF=gi:5732443 /FEA=mRNA /CNT=1 /TID=Mm.220129.1 /TIER=ConsEnd /STK=0 /UG=Mm.220129 /DEF=Mus musculus beta globin 
MOE430_2_1428035_at 16.1 10.6 P P 0.02 0.02 -0.9 NC 0.65 gb:AF448787.1 /DB_XREF=gi:20271165 /FEA=mRNA /CNT=4 /TID=Mm.85046.1 /TIER=ConsEnd /STK=3 /UG=Mm.85046 /LL=71313 /UG_GENE=4933432K
MOE430_2_1428038_at 8.6 6.1 P A 0.03 0.19 -0.9 NC 0.85 gb:BC028561.1 /DB_XREF=gi:20306558 /FEA=mRNA /CNT=5 /TID=Mm.34995.1 /TIER=ConsEnd /STK=0 /UG=Mm.34995 /DEF=Mus musculus, clone IMAG
MOE430_2_1428064_at 358 165 P P 0.000244 0.000244 -0.9 D 0.99 gb:BI248650 /DB_XREF=gi:14795251 /DB_XREF=602993091F1 /CLONE=IMAGE:5148694 /FEA=mRNA /CNT=298 /TID=Mm.41443.1 /TIER=Stack /STK=236
MOE430_2_1428122_s_ 433.7 240.8 P P 0.000244 0.000244 -0.9 D 0.99 gb:BB556671 /DB_XREF=gi:16448715 /DB_XREF=BB556671 /CLONE=E330024M11 /FEA=mRNA /CNT=169 /TID=Mm.23017.1 /TIER=Stack /STK=104 /UG
MOE430_2_1428211_at 22.4 17.5 A A 0.11 0.46 -0.9 NC 0.86 gb:AK016685.1 /DB_XREF=gi:12855557 /FEA=mRNA /CNT=89 /TID=Mm.40725.1 /TIER=Stack /STK=71 /UG=Mm.40725 /LL=74443 /UG_GENE=4933406E2
MOE430_2_1428347_at 7.8 3.9 A A 0.08 0.29 -0.9 NC 0.5 gb:AK005148.1 /DB_XREF=gi:12836871 /FEA=mRNA /CNT=86 /TID=Mm.28206.1 /TIER=Stack /STK=50 /UG=Mm.28206 /LL=76493 /UG_GENE=1500004I0
MOE430_2_1428428_at 460.6 235.3 P P 0.000244 0.000732 -0.9 D 0.99 gb:AK004244.1 /DB_XREF=gi:12835359 /FEA=mRNA /CNT=85 /TID=Mm.25616.1 /TIER=Stack /STK=43 /UG=Mm.25616 /LL=68758 /UG_GENE=1110054D1
MOE430_2_1428450_at 567.9 318.7 P P 0.000244 0.000244 -0.9 D 0.99 gb:BQ174032 /DB_XREF=gi:20349523 /DB_XREF=UI-M-DJ2-bvv-l-17-0-UI.s1 /CLONE=UI-M-DJ2-bvv-l-17-0-UI /FEA=mRNA /CNT=102 /TID=Mm.3426
MOE430_2_1428550_at 119.2 70.1 P P 0.000244 0.000244 -0.9 D 0.99 gb:AK007503.1 /DB_XREF=gi:12841091 /FEA=mRNA /CNT=44 /TID=Mm.28065.1 /TIER=Stack /STK=33 /UG=Mm.28065 /LL=69101 /UG_GENE=1810015A1
MOE430_2_1428738_a_ 465.7 232 P P 0.000244 0.000244 -0.9 D 0.99 gb:BG072279 /DB_XREF=gi:12554848 /DB_XREF=H3108G07-3 /CLONE=H3108G07 /FEA=mRNA /CNT=113 /TID=Mm.154012.1 /TIER=Stack /STK=23 /UG
MOE430_2_1428784_at 23.8 15.9 A A 0.12 0.3 -0.9 NC 0.97 gb:BB474868 /DB_XREF=gi:16439925 /DB_XREF=BB474868 /CLONE=D330010B08 /FEA=mRNA /CNT=51 /TID=Mm.798.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1428954_at 101.1 59.7 P P 0.000732 0.005859 -0.9 D 0.99 gb:AK004710.1 /DB_XREF=gi:12836083 /GEN=Slc9a3r2 /FEA=mRNA /CNT=23 /TID=Mm.21587.2 /TIER=Stack /STK=16 /UG=Mm.21587 /LL=65962 /UG_T
MOE430_2_1429071_at 38.9 17.8 P P 0.001953 0.01 -0.9 D 0.99 gb:AK006146.1 /DB_XREF=gi:12839090 /FEA=mRNA /CNT=18 /TID=Mm.45105.1 /TIER=Stack /STK=13 /UG=Mm.45105 /LL=69429 /UG_GENE=1700020C0
MOE430_2_1429098_s_ 48.7 21.1 P P 0.01 0.01 -0.9 NC 0.99 gb:AK006481.1 /DB_XREF=gi:12839605 /FEA=mRNA /CNT=18 /TID=Mm.33340.1 /TIER=Stack /STK=12 /UG=Mm.33340 /LL=75570 /UG_GENE=1700029B2
MOE430_2_1429166_s_ 13.3 6.4 P A 0.03 0.24 -0.9 NC 0.93 gb:AW494443 /DB_XREF=gi:7064724 /DB_XREF=UI-M-BH3-aum-d-09-0-UI.s1 /CLONE=UI-M-BH3-aum-d-09-0-UI /FEA=mRNA /CNT=27 /TID=Mm.3885
MOE430_2_1429209_at 309.7 163.3 P P 0.000244 0.000244 -0.9 D 0.99 gb:AW124041 /DB_XREF=gi:6099571 /DB_XREF=UI-M-BH2.1-apn-d-07-0-UI.s1 /CLONE=UI-M-BH2.1-apn-d-07-0-UI /FEA=mRNA /CNT=30 /TID=Mm.15
MOE430_2_1429598_at 8.4 4.5 A A 0.56 0.56 -0.9 NC 0.51 gb:AK009747.1 /DB_XREF=gi:12844730 /FEA=mRNA /CNT=22 /TID=Mm.24619.1 /TIER=Stack /STK=13 /UG=Mm.24619 /LL=74183 /UG_GENE=2310042D1
MOE430_2_1429702_at 12.1 3.9 A A 0.27 0.56 -0.9 NC 0.54 gb:BB492881 /DB_XREF=gi:9451508 /DB_XREF=BB492881 /CLONE=D530030C05 /FEA=mRNA /CNT=13 /TID=Mm.138210.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429712_at 371.3 238.9 P P 0.000244 0.001221 -0.9 D 0.99 gb:AK005093.1 /DB_XREF=gi:12836785 /FEA=mRNA /CNT=58 /TID=Mm.180095.1 /TIER=Stack /STK=9 /UG=Mm.180095 /LL=13999 /UG_GENE=Etohi1 /U
MOE430_2_1429830_a_ 560.2 266.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:AK005507.1 /DB_XREF=gi:12838111 /GEN=Cd59a /FEA=mRNA /CNT=18 /TID=Mm.8457.2 /TIER=ConsEnd /STK=7 /UG=Mm.8457 /LL=12509 /UG_TITL
MOE430_2_1429843_at 11 4.6 A A 0.46 0.27 -0.9 NC 0.5 gb:AK012898.1 /DB_XREF=gi:12849943 /FEA=mRNA /CNT=13 /TID=Mm.100168.1 /TIER=ConsEnd /STK=7 /UG=Mm.100168 /LL=72690 /UG_GENE=28100
MOE430_2_1429851_at 7.6 5.1 A A 0.33 0.43 -0.9 NC 0.5 gb:AK005650.1 /DB_XREF=gi:12838335 /FEA=mRNA /CNT=13 /TID=Mm.27659.1 /TIER=ConsEnd /STK=7 /UG=Mm.27659 /LL=69329 /UG_GENE=1700003
MOE430_2_1429901_at 10.2 6.8 A A 0.19 0.24 -0.9 NC 0.54 gb:AK018248.1 /DB_XREF=gi:12857868 /FEA=mRNA /CNT=10 /TID=Mm.82644.1 /TIER=ConsEnd /STK=6 /UG=Mm.82644 /LL=76197 /UG_GENE=6330571
MOE430_2_1430013_at 23 11.2 A A 0.14 0.24 -0.9 NC 0.79 gb:BE993118 /DB_XREF=gi:10674963 /DB_XREF=UI-M-BZ1-bjq-g-01-0-UI.s1 /CLONE=UI-M-BZ1-bjq-g-01-0-UI /FEA=mRNA /CNT=6 /TID=Mm.64302.1
MOE430_2_1430066_at 9.9 5.9 A A 0.33 0.53 -0.9 NC 0.5 gb:AK014044.1 /DB_XREF=gi:12851675 /FEA=mRNA /CNT=8 /TID=Mm.32229.1 /TIER=ConsEnd /STK=4 /UG=Mm.32229 /LL=73114 /UG_GENE=3110012E
MOE430_2_1430081_at 24.9 9.5 A A 0.08 0.5 -0.9 NC 0.74 gb:AK004823.1 /DB_XREF=gi:12836296 /FEA=mRNA /CNT=8 /TID=Mm.159804.1 /TIER=ConsEnd /STK=4 /UG=Mm.159804 /LL=76901 /UG_GENE=120001
MOE430_2_1430301_at 13.3 8.4 P P 0.000244 0.04 -0.9 NC 0.75 gb:AK002951.1 /DB_XREF=gi:12833308 /FEA=mRNA /CNT=18 /TID=Mm.152102.1 /TIER=ConsEnd /STK=2 /UG=Mm.152102 /LL=74101 /UG_GENE=07100
MOE430_2_1430307_a_ 592.6 297.3 P P 0.000244 0.000244 -0.9 D 0.99 gb:AK006387.1 /DB_XREF=gi:12839461 /GEN=Mod1 /FEA=mRNA /CNT=10 /TID=Mm.148155.2 /TIER=ConsEnd /STK=2 /UG=Mm.148155 /LL=17436 /UG_T
MOE430_2_1430659_at 23.8 7.4 P A 0.04 0.11 -0.9 NC 0.83 gb:AK016070.1 /DB_XREF=gi:12854665 /FEA=mRNA /CNT=8 /TID=Mm.23355.1 /TIER=ConsEnd /STK=1 /UG=Mm.23355 /LL=67656 /UG_GENE=4930548H
MOE430_2_1430754_at 2.4 1.1 A A 0.8 0.99 -0.9 NC 0.85 gb:AV265787 /DB_XREF=gi:6253822 /DB_XREF=AV265787 /CLONE=4930511H11 /FEA=mRNA /CNT=5 /TID=Mm.67455.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430757_at 36.8 15.8 P M 0.04 0.05 -0.9 NC 0.5 gb:AK020727.1 /DB_XREF=gi:12861401 /FEA=mRNA /CNT=5 /TID=Mm.159988.1 /TIER=ConsEnd /STK=1 /UG=Mm.159988 /LL=77754 /UG_GENE=A33010
MOE430_2_1430868_at 5.3 2.7 P A 0.02 0.63 -0.9 NC 0.95 gb:BB236207 /DB_XREF=gi:16354814 /DB_XREF=BB236207 /CLONE=A630057N03 /FEA=mRNA /CNT=3 /TID=Mm.61350.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430894_at 16 12.1 A A 0.39 0.46 -0.9 NC 0.5 gb:AK017439.1 /DB_XREF=gi:12856675 /FEA=mRNA /CNT=3 /TID=Mm.218511.1 /TIER=ConsEnd /STK=1 /UG=Mm.218511 /LL=71377 /UG_GENE=553040
MOE430_2_1430931_at 1.8 0.4 A A 0.63 0.93 -0.9 NC 0.57 gb:AV278800 /DB_XREF=gi:6266837 /DB_XREF=AV278800 /CLONE=4933403O03 /FEA=mRNA /CNT=3 /TID=Mm.84896.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431138_at 17.8 12 A A 0.24 0.46 -0.9 NC 0.91 gb:AK019600.1 /DB_XREF=gi:12859895 /FEA=mRNA /CNT=12 /TID=Mm.196521.3 /TIER=ConsEnd /STK=0 /UG=Mm.196521 /LL=78795 /UG_GENE=49304
MOE430_2_1431142_s_ 132.9 63.9 P P 0.000244 0.000244 -0.9 D 0.99 gb:AK017403.1 /DB_XREF=gi:12856624 /FEA=mRNA /CNT=11 /TID=Mm.29953.1 /TIER=ConsEnd /STK=0 /UG=Mm.29953 /LL=71361 /UG_GENE=5430437
MOE430_2_1431208_a_ 81 50.9 A A 0.12 0.17 -0.9 NC 0.65 gb:BF468098 /DB_XREF=gi:11537281 /DB_XREF=UI-M-CD0-ayl-g-04-0-UI.r1 /CLONE=UI-M-CD0-ayl-g-04-0-UI /FEA=mRNA /CNT=11 /TID=Mm.21587
MOE430_2_1431230_a_ 211.8 118.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:Z74630 /DB_XREF=gi:1405907 /DB_XREF=MMCAG14 /CLONE=cag14 /FEA=mRNA /CNT=7 /TID=Mm.41220.1 /TIER=ConsEnd /STK=0 /UG=Mm.41220 
MOE430_2_1431362_a_ 1528.1 851.1 P P 0.000244 0.000244 -0.9 D 0.99 gb:AK006809.1 /DB_XREF=gi:12840075 /GEN=Smoc2 /FEA=mRNA /CNT=4 /TID=Mm.30162.2 /TIER=ConsEnd /STK=0 /UG=Mm.30162 /LL=64074 /UG_TIT
MOE430_2_1431425_a_ 10.2 4.8 A A 0.17 0.14 -0.9 NC 0.58 gb:AK015972.1 /DB_XREF=gi:12854526 /FEA=mRNA /CNT=3 /TID=Mm.196275.2 /TIER=ConsEnd /STK=0 /UG=Mm.196275 /LL=75137 /UG_GENE=493053
MOE430_2_1431519_at 6.8 4.4 A A 0.36 0.42 -0.9 NC 0.5 gb:AV279288 /DB_XREF=gi:6267325 /DB_XREF=AV279288 /CLONE=4933406L23 /FEA=mRNA /CNT=4 /TID=Mm.158129.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431553_at 0.9 0.5 A A 0.82 0.97 -0.9 NC 0.98 gb:AK014660.1 /DB_XREF=gi:12852653 /FEA=mRNA /CNT=2 /TID=Mm.1810.2 /TIER=ConsEnd /STK=1 /UG=Mm.1810 /LL=14219 /UG_GENE=Ctgf /UG_TI
MOE430_2_1431623_at 12.3 5.9 A A 0.09 0.27 -0.9 NC 0.5 gb:AK006278.1 /DB_XREF=gi:12839290 /FEA=mRNA /CNT=2 /TID=Mm.69353.1 /TIER=ConsEnd /STK=1 /UG=Mm.69353 /LL=69442 /UG_GENE=1700023H
MOE430_2_1431733_at 3.8 2.3 A A 0.63 0.66 -0.9 NC 0.69 gb:AK018401.1 /DB_XREF=gi:12858084 /FEA=mRNA /CNT=2 /TID=Mm.158704.1 /TIER=ConsEnd /STK=0 /UG=Mm.158704 /LL=71481 /UG_GENE=843041
MOE430_2_1431845_at 7.9 3.7 A A 0.5 0.56 -0.9 NC 0.63 gb:AK012749.1 /DB_XREF=gi:12849697 /FEA=mRNA /CNT=1 /TID=Mm.158857.1 /TIER=ConsEnd /STK=0 /UG=Mm.158857 /LL=72659 /UG_GENE=281001
MOE430_2_1431892_a_ 105.3 52 P P 0.000244 0.000244 -0.9 D 0.99 gb:AK011892.1 /DB_XREF=gi:12848296 /FEA=mRNA /CNT=1 /TID=Mm.54993.1 /TIER=ConsEnd /STK=0 /UG=Mm.54993 /LL=72469 /UG_GENE=2610205J
MOE430_2_1432072_at 7.4 4.2 A A 0.21 0.3 -0.9 NC 0.4 gb:AK016720.1 /DB_XREF=gi:12855610 /GEN=Kif2 /FEA=mRNA /CNT=1 /TID=Mm.4415.4 /TIER=ConsEnd /STK=0 /UG=Mm.4415 /LL=16563 /UG_TITLE=k
MOE430_2_1432169_at 6.8 3.1 A A 0.17 0.6 -0.9 NC 0.82 gb:AK014957.1 /DB_XREF=gi:12853095 /FEA=mRNA /CNT=1 /TID=Mm.195585.1 /TIER=ConsEnd /STK=0 /UG=Mm.195585 /LL=70915 /UG_GENE=492152
MOE430_2_1432176_a_ 81 53.3 P P 0.02 0.03 -0.9 NC 0.97 gb:AK018588.1 /DB_XREF=gi:12858371 /GEN=Eng /FEA=mRNA /CNT=1 /TID=Mm.4851.2 /TIER=ConsEnd /STK=0 /UG=Mm.4851 /LL=13805 /UG_TITLE=e
MOE430_2_1432197_at 18.3 8.1 A A 0.12 0.46 -0.9 NC 0.83 gb:AK016841.1 /DB_XREF=gi:12855790 /FEA=mRNA /CNT=1 /TID=Mm.158608.1 /TIER=ConsEnd /STK=0 /UG=Mm.158608 /LL=71186 /UG_GENE=493341
MOE430_2_1432219_at 4.7 3.7 A A 0.53 0.75 -0.9 NC 0.5 gb:AK020079.1 /DB_XREF=gi:12860548 /FEA=mRNA /CNT=1 /TID=Mm.132646.2 /TIER=ConsEnd /STK=0 /UG=Mm.132646 /LL=74035 /UG_GENE=463241
MOE430_2_1432314_at 0.2 0.3 A A 0.98 0.99 -0.9 NC 0.76 gb:AK016115.1 /DB_XREF=gi:12854730 /FEA=mRNA /CNT=1 /TID=Mm.159478.1 /TIER=ConsEnd /STK=0 /UG=Mm.159478 /LL=75253 /UG_GENE=493055
MOE430_2_1432389_at 16.4 9.7 A A 0.17 0.39 -0.9 NC 0.45 gb:AK017105.1 /DB_XREF=gi:12856194 /FEA=mRNA /CNT=1 /TID=Mm.158629.1 /TIER=ConsEnd /STK=0 /UG=Mm.158629 /LL=71243 /UG_GENE=493343
MOE430_2_1432404_at 5.5 2.3 A A 0.36 0.6 -0.9 NC 0.5 gb:AK015698.1 /DB_XREF=gi:12854130 /FEA=mRNA /CNT=1 /TID=Mm.159422.1 /TIER=ConsEnd /STK=0 /UG=Mm.159422 /LL=75087 /UG_GENE=493050
MOE430_2_1432567_at 3.5 3.9 A A 0.36 0.39 -0.9 NC 0.5 gb:BB750361 /DB_XREF=gi:16154597 /DB_XREF=BB750361 /CLONE=G130003D12 /FEA=mRNA /CNT=5 /TID=Mm.168813.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1432577_at 4.2 2.4 A A 0.3 0.69 -0.9 NC 0.5 gb:AA517572 /DB_XREF=gi:2257096 /DB_XREF=vh80e10.r1 /CLONE=IMAGE:893322 /FEA=mRNA /CNT=4 /TID=Mm.161211.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432598_at 7.6 1.8 A A 0.17 0.6 -0.9 NC 0.5 gb:AA718299 /DB_XREF=gi:2730573 /DB_XREF=vu35g04.r1 /CLONE=IMAGE:1193430 /FEA=mRNA /CNT=3 /TID=Mm.158872.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432807_at 5.8 3.7 A A 0.5 0.72 -0.9 NC 0.5 gb:AV314930 /DB_XREF=gi:6280348 /DB_XREF=AV314930 /CLONE=5830426K05 /FEA=mRNA /CNT=2 /TID=Mm.51078.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432823_at 3.8 1.8 A A 0.72 0.78 -0.9 NC 0.5 gb:AK005920.1 /DB_XREF=gi:12838750 /GEN=Mg29 /FEA=mRNA /CNT=2 /TID=Mm.69315.1 /TIER=ConsEnd /STK=1 /UG=Mm.69315 /UG_TITLE=Mus mus
MOE430_2_1432897_at 0.7 1.1 A A 0.8 0.72 -0.9 NC 0.05 gb:AK015328.1 /DB_XREF=gi:12853624 /FEA=mRNA /CNT=1 /TID=Mm.159576.1 /TIER=ConsEnd /STK=0 /UG=Mm.159576 /LL=75797 /UG_GENE=493043
MOE430_2_1432988_at 13.1 7.8 A A 0.3 0.49 -0.9 NC 0.63 gb:AK011729.1 /DB_XREF=gi:12848038 /FEA=mRNA /CNT=1 /TID=Mm.158830.1 /TIER=ConsEnd /STK=0 /UG=Mm.158830 /LL=72464 /UG_GENE=261004
MOE430_2_1433129_at 35.8 21.6 A A 0.08 0.43 -0.9 NC 0.93 gb:AK013628.1 /DB_XREF=gi:12851062 /FEA=mRNA /CNT=1 /TID=Mm.158914.1 /TIER=ConsEnd /STK=0 /UG=Mm.158914 /LL=72956 /UG_GENE=290004
MOE430_2_1433163_at 26.9 14.3 A A 0.21 0.36 -0.9 NC 0.6 gb:AK018087.1 /DB_XREF=gi:12857643 /FEA=mRNA /CNT=1 /TID=Mm.159692.1 /TIER=ConsEnd /STK=0 /UG=Mm.159692 /LL=76141 /UG_GENE=623041
MOE430_2_1433237_at 3.9 0.7 A A 0.72 0.69 -0.9 NC 0.13 gb:AK014451.1 /DB_XREF=gi:12852312 /FEA=mRNA /CNT=1 /TID=Mm.158433.1 /TIER=ConsEnd /STK=0 /UG=Mm.158433 /LL=70708 /UG_GENE=383042
MOE430_2_1433281_at 4.1 3.1 A A 0.43 0.46 -0.9 NC 0.2 gb:AK020342.1 /DB_XREF=gi:12860904 /FEA=mRNA /CNT=1 /TID=Mm.160018.1 /TIER=ConsEnd /STK=0 /UG=Mm.160018 /LL=77902 /UG_GENE=923011
MOE430_2_1433290_at 0.5 0.5 A A 0.85 0.94 -0.9 NC 0.95 gb:AK021151.1 /DB_XREF=gi:12861941 /FEA=mRNA /CNT=1 /TID=Mm.159958.1 /TIER=ConsEnd /STK=0 /UG=Mm.159958 /LL=77620 /UG_GENE=C03004
MOE430_2_1433387_at 0.8 0.7 A A 0.75 0.69 -0.9 NC 0.5 gb:AK013576.1 /DB_XREF=gi:12850992 /FEA=mRNA /CNT=1 /TID=Mm.158912.1 /TIER=ConsEnd /STK=0 /UG=Mm.158912 /LL=72951 /UG_GENE=290002
MOE430_2_1433494_at 71.5 22 P P 0.008057 0.04 -0.9 NC 0.86 gb:BB180184 /DB_XREF=gi:16269991 /DB_XREF=BB180184 /CLONE=A230082P20 /FEA=EST /CNT=142 /TID=Mm.29947.3 /TIER=Stack /STK=126 /UG=M
MOE430_2_1433551_at 10.4 4.5 P A 0.04 0.43 -0.9 NC 0.96 gb:AV173683 /DB_XREF=gi:16383915 /DB_XREF=AV173683 /CLONE=5730406G13 /FEA=EST /CNT=108 /TID=Mm.24704.1 /TIER=Stack /STK=95 /UG=M
MOE430_2_1433590_at 8 2.3 P A 0.005859 0.56 -0.9 NC 0.78 gb:BM239854 /DB_XREF=gi:17875124 /DB_XREF=K0541E04-3 /CLONE=K0541E04 /FEA=EST /CNT=120 /TID=Mm.33788.2 /TIER=Stack /STK=86 /UG=M
MOE430_2_1433670_at 354.5 191.2 P P 0.000244 0.000732 -0.9 D 0.99 gb:BE571790 /DB_XREF=gi:9815510 /DB_XREF=601333779F1 /CLONE=IMAGE:3711186 /FEA=EST /CNT=99 /TID=Mm.4908.2 /TIER=Stack /STK=74 /UG=
MOE430_2_1433796_at 1142.5 589.3 P P 0.000244 0.000244 -0.9 D 0.99 gb:BI734389 /DB_XREF=gi:15711402 /DB_XREF=603351135F1 /CLONE=IMAGE:5358704 /FEA=EST /CNT=80 /TID=Mm.206209.1 /TIER=Stack /STK=60 /U
MOE430_2_1433802_at 21.9 10.5 A A 0.12 0.39 -0.9 NC 0.99 gb:BM114677 /DB_XREF=gi:17077695 /DB_XREF=L0808F04-3 /CLONE=L0808F04 /FEA=EST /CNT=64 /TID=Mm.91736.1 /TIER=Stack /STK=60 /UG=Mm
MOE430_2_1433898_at 219.5 132.8 P P 0.000244 0.000732 -0.9 D 0.99 gb:AV000840 /DB_XREF=gi:16356002 /DB_XREF=AV000840 /CLONE=0610009N05 /FEA=EST /CNT=69 /TID=Mm.46067.1 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1433909_at 94.3 31.1 P P 0.001221 0.00293 -0.9 NC 0.94 gb:AW048713 /DB_XREF=gi:5909242 /DB_XREF=UI-M-BH1-amy-c-05-0-UI.s1 /CLONE=UI-M-BH1-amy-c-05-0-UI /FEA=EST /CNT=54 /TID=Mm.6083.1
MOE430_2_1434248_at 28.4 18.6 A A 0.17 0.3 -0.9 NC 0.66 gb:BM243756 /DB_XREF=gi:17879026 /DB_XREF=K0701D03-3 /CLONE=K0701D03 /FEA=EST /CNT=43 /TID=Mm.80643.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434262_at 22 8.1 P A 0.03 0.39 -0.9 NC 0.92 gb:AV259693 /DB_XREF=gi:6247152 /DB_XREF=AV259693 /CLONE=4930405N14 /FEA=EST /CNT=49 /TID=Mm.99677.2 /TIER=Stack /STK=37 /UG=Mm.9
MOE430_2_1434900_at 481.1 268.6 P P 0.000244 0.000244 -0.9 D 0.99 gb:BM196656 /DB_XREF=gi:17748559 /DB_XREF=C0334D10-3 /CLONE=C0334D10 /FEA=EST /CNT=51 /TID=Mm.24862.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1435094_at 1.3 0.5 A A 0.75 0.98 -0.9 NC 0.51 gb:BI145872 /DB_XREF=gi:14605873 /DB_XREF=602911167F1 /CLONE=IMAGE:5052280 /FEA=EST /CNT=27 /TID=Mm.30176.1 /TIER=Stack /STK=20 /UG
MOE430_2_1435128_at 37.6 16.5 P A 0.03 0.17 -0.9 D 0.99 gb:BB429313 /DB_XREF=gi:16423984 /DB_XREF=BB429313 /CLONE=C630027D21 /FEA=EST /CNT=20 /TID=Mm.218620.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1435211_at 53.9 31.6 P P 0.01 0.03 -0.9 NC 0.99 gb:BB554351 /DB_XREF=gi:16448413 /DB_XREF=BB554351 /CLONE=E330013D05 /FEA=EST /CNT=22 /TID=Mm.177413.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1435318_at 1.7 0.5 A A 0.87 0.99 -0.9 NC 0.64 gb:BF461536 /DB_XREF=gi:11530719 /DB_XREF=UI-M-CG0p-bmq-c-05-0-UI.s1 /CLONE=UI-M-CG0p-bmq-c-05-0-UI /FEA=EST /CNT=18 /TID=Mm.13
MOE430_2_1435917_at 49.1 30.1 M A 0.05 0.07 -0.9 NC 0.98 gb:BM937735 /DB_XREF=gi:19396887 /DB_XREF=UI-M-CC1-azx-f-03-0-UI.r1 /CLONE=UI-M-CC1-azx-f-03-0-UI /FEA=EST /CNT=18 /TID=Mm.23068.1
MOE430_2_1435961_at 44.7 21.5 P A 0.01 0.17 -0.9 NC 0.93 gb:BB702376 /DB_XREF=gi:16051200 /DB_XREF=BB702376 /CLONE=7420440N10 /FEA=EST /CNT=15 /TID=Mm.42652.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436055_at 1.4 1.2 A A 0.94 0.99 -0.9 NC 0.84 gb:AI506528 /DB_XREF=gi:4404379 /DB_XREF=vn38e04.x1 /CLONE=IMAGE:1023486 /FEA=EST /CNT=31 /TID=Mm.34439.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1436142_at 6.6 0.3 A A 0.14 0.62 -0.9 NC 0.74 gb:BM218877 /DB_XREF=gi:17778530 /DB_XREF=C0917B02-3 /CLONE=C0917B02 /FEA=EST /CNT=11 /TID=Mm.54484.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436189_at 25.6 26.2 P A 0.008057 0.14 -0.9 NC 0.98 gb:BG144109 /DB_XREF=gi:12647509 /DB_XREF=ut69d11.x1 /CLONE=IMAGE:3333165 /FEA=EST /CNT=47 /TID=Mm.99453.1 /TIER=Stack /STK=10 /UG
MOE430_2_1436196_at 27.5 14.8 P P 0.03 0.03 -0.9 NC 0.83 gb:BE691546 /DB_XREF=gi:10079170 /DB_XREF=uv68h10.x1 /CLONE=IMAGE:3412387 /FEA=EST /CNT=22 /TID=Mm.30811.1 /TIER=Stack /STK=10 /UG
MOE430_2_1436199_at 5.5 3.1 A A 0.39 0.63 -0.9 NC 0.4 gb:AU042532 /DB_XREF=gi:3956767 /DB_XREF=AU042532 /CLONE=J1022B06 /FEA=EST /CNT=16 /TID=Mm.50674.1 /TIER=Stack /STK=10 /UG=Mm.50
MOE430_2_1436244_a_ 531.9 361.8 P P 0.000244 0.000244 -0.9 D 0.99 gb:AU067681 /DB_XREF=gi:4968418 /DB_XREF=AU067681 /CLONE=MNCb-0375 /FEA=EST /CNT=12 /TID=Mm.38608.2 /TIER=Stack /STK=10 /UG=Mm.3
MOE430_2_1436356_at 47.7 25.8 P P 0.000244 0.00415 -0.9 NC 0.99 gb:AW107196 /DB_XREF=gi:6077996 /DB_XREF=um12a12.x1 /CLONE=IMAGE:2182846 /FEA=EST /CNT=20 /TID=Mm.40604.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1436417_at 6.4 2.2 A A 0.5 0.75 -0.9 NC 0.5 gb:BG070700 /DB_XREF=gi:12553269 /DB_XREF=H3090B08-3 /CLONE=H3090B08 /FEA=EST /CNT=11 /TID=Mm.11178.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436434_at 21 11.5 P A 0.03 0.17 -0.9 NC 0.5 gb:BG967674 /DB_XREF=gi:14355311 /DB_XREF=602833479F1 /CLONE=IMAGE:4987986 /FEA=EST /CNT=13 /TID=Mm.32009.2 /TIER=Stack /STK=9 /UG
MOE430_2_1436456_at 48.2 27.3 P P 0.000732 0.00293 -0.9 D 0.99 gb:BQ031896 /DB_XREF=gi:19767175 /DB_XREF=UI-1-CF0-aov-h-11-0-UI.s1 /CLONE=UI-1-CF0-aov-h-11-0-UI /FEA=EST /CNT=16 /TID=Mm.193130.
MOE430_2_1436566_at 393.5 259.9 P P 0.000244 0.000244 -0.9 D 0.99 gb:AV364488 /DB_XREF=gi:16397612 /DB_XREF=AV364488 /CLONE=8230402D24 /FEA=EST /CNT=12 /TID=Mm.24511.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1436622_at 124.7 62.5 P P 0.01 0.005859 -0.9 D 0.99 gb:AW492241 /DB_XREF=gi:7062522 /DB_XREF=UI-M-BH3-atl-b-10-0-UI.s1 /CLONE=UI-M-BH3-atl-b-10-0-UI /FEA=EST /CNT=13 /TID=Mm.33027.1 /
MOE430_2_1436655_at 12.2 4 P A 0.01 0.14 -0.9 NC 0.79 gb:BE986653 /DB_XREF=gi:10661130 /DB_XREF=UI-M-CG0p-bew-f-08-0-UI.s1 /CLONE=UI-M-CG0p-bew-f-08-0-UI /FEA=EST /CNT=9 /TID=Mm.30092
MOE430_2_1436672_at 16.8 8.1 A A 0.11 0.33 -0.9 NC 0.69 gb:BB766329 /DB_XREF=gi:16193981 /DB_XREF=BB766329 /CLONE=G370063A08 /FEA=EST /CNT=8 /TID=Mm.100056.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436785_a_ 34.2 18.6 P A 0.01 0.21 -0.9 NC 0.9 gb:AV024133 /DB_XREF=gi:4801125 /DB_XREF=AV024133 /CLONE=1200001A08 /FEA=EST /CNT=57 /TID=Mm.46347.1 /TIER=Stack /STK=54 /UG=Mm.4
MOE430_2_1436930_x_ 174.9 105.9 P P 0.00293 0.001953 -0.9 D 0.99 gb:BB000512 /DB_XREF=gi:7840440 /DB_XREF=BB000512 /CLONE=2510005O14 /FEA=EST /CNT=36 /TID=Mm.1710.2 /TIER=Stack /STK=35 /UG=Mm.1
MOE430_2_1436932_at 5.3 1.7 A A 0.5 0.43 -0.9 NC 0.13 gb:AV231424 /DB_XREF=gi:16385856 /DB_XREF=AV231424 /CLONE=4632406N02 /FEA=EST /CNT=37 /TID=Mm.35398.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1436978_at 46.4 32.5 P P 0.005859 0.03 -0.9 D 0.99 gb:AV273409 /DB_XREF=gi:16390310 /DB_XREF=AV273409 /CLONE=4932411A18 /FEA=EST /CNT=32 /TID=Mm.78839.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1437054_x_ 0.1 0.1 A A 0.8 0.96 -0.9 NC 0.96 gb:AV209063 /DB_XREF=gi:6153298 /DB_XREF=AV209063 /CLONE=1700112K10 /FEA=EST /CNT=28 /TID=Mm.42733.2 /TIER=Stack /STK=28 /UG=Mm.4
MOE430_2_1437270_a_ 144.9 59.7 P P 0.001221 0.001221 -0.9 D 0.99 gb:BB825816 /DB_XREF=gi:17004059 /DB_XREF=BB825816 /CLONE=G830039M09 /FEA=EST /CNT=22 /TID=Mm.32518.2 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1437293_x_ 11.3 7.7 A A 0.19 0.36 -0.9 NC 0.59 gb:BB561487 /DB_XREF=gi:9647853 /DB_XREF=BB561487 /CLONE=E530215I06 /FEA=EST /CNT=47 /TID=Mm.41163.1 /TIER=Stack /STK=20 /UG=Mm.4
MOE430_2_1437341_x_ 736.5 591 P P 0.000244 0.000732 -0.9 D 0.99 gb:BB251922 /DB_XREF=gi:8944668 /DB_XREF=BB251922 /CLONE=A730048L08 /FEA=EST /CNT=20 /TID=Mm.15711.3 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437523_s_ 1 0.2 A A 0.56 0.97 -0.9 NC 0.9 gb:BB519683 /DB_XREF=gi:9571141 /DB_XREF=BB519683 /CLONE=D830037M07 /FEA=EST /CNT=17 /TID=Mm.72173.3 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437584_at 3.5 1.7 A A 0.39 0.75 -0.9 NC 0.5 gb:BE685667 /DB_XREF=gi:10073343 /DB_XREF=uu57b06.x1 /CLONE=IMAGE:3376019 /FEA=EST /CNT=18 /TID=Mm.37808.1 /TIER=Stack /STK=16 /UG
MOE430_2_1437729_at 128.6 68.1 P P 0.000732 0.000732 -0.9 D 0.99 gb:BG141806 /DB_XREF=gi:12645201 /DB_XREF=ia94e01.x1 /CLONE=IMAGE:5646025 /FEA=EST /CNT=122 /TID=Mm.142380.7 /TIER=Stack /STK=14 /U
MOE430_2_1437755_at 0.5 0.5 A A 0.87 0.99 -0.9 NC 0.77 gb:BB503566 /DB_XREF=gi:16442626 /DB_XREF=BB503566 /CLONE=D630044A17 /FEA=EST /CNT=36 /TID=Mm.90122.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437759_at 7.9 5.1 A A 0.56 0.53 -0.9 NC 0.5 gb:AV343511 /DB_XREF=gi:16397001 /DB_XREF=AV343511 /CLONE=6430537P16 /FEA=EST /CNT=33 /TID=Mm.86991.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437762_at 5.9 3.1 A A 0.19 0.33 -0.9 NC 0.5 gb:BB130995 /DB_XREF=gi:15408380 /DB_XREF=BB130995 /CLONE=9630048H03 /FEA=EST /CNT=20 /TID=Mm.132695.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437890_at 17.2 10.5 P A 0.02 0.21 -0.9 NC 0.92 gb:BE951353 /DB_XREF=gi:10590701 /DB_XREF=UI-M-CC0-axz-g-04-0-UI.s1 /CLONE=UI-M-CC0-axz-g-04-0-UI /FEA=EST /CNT=18 /TID=Mm.38347.2
MOE430_2_1437956_at 5.3 2.4 A A 0.6 0.69 -0.9 NC 0.5 gb:AV281292 /DB_XREF=gi:16391519 /DB_XREF=AV281292 /CLONE=4933423M21 /FEA=EST /CNT=14 /TID=Mm.84980.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437968_at 20.3 8 A A 0.3 0.56 -0.9 NC 0.48 gb:AI385669 /DB_XREF=gi:4199132 /DB_XREF=me61b09.x1 /CLONE=IMAGE:400025 /FEA=EST /CNT=13 /TID=Mm.3292.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438052_at 10.5 6.2 A A 0.17 0.43 -0.9 NC 0.65 gb:BM239436 /DB_XREF=gi:17874706 /DB_XREF=K0534D09-3 /CLONE=K0534D09 /FEA=EST /CNT=18 /TID=Mm.130953.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438195_at 334.2 186.3 P P 0.000244 0.000244 -0.9 D 0.99 gb:BI453591 /DB_XREF=gi:15244247 /DB_XREF=603173712F1 /CLONE=IMAGE:5253147 /FEA=EST /CNT=114 /TID=Mm.38198.1 /TIER=Stack /STK=11 /U
MOE430_2_1438352_at 10.6 10.2 A A 0.46 0.53 -0.9 NC 0.66 gb:BM217851 /DB_XREF=gi:17777200 /DB_XREF=C0903A01-3 /CLONE=C0903A01 /FEA=EST /CNT=11 /TID=Mm.132237.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438379_x_ 17.1 3.6 P P 0.04 0.02 -0.9 NC 0.96 gb:AV330311 /DB_XREF=gi:6370363 /DB_XREF=AV330311 /CLONE=6330512P12 /FEA=EST /CNT=11 /TID=Mm.34338.3 /TIER=Stack /STK=11 /UG=Mm.3
MOE430_2_1438417_at 90.8 69.3 P P 0.00293 0.00415 -0.9 MD 0.99 gb:BB809239 /DB_XREF=gi:16981868 /DB_XREF=BB809239 /CLONE=G630094L18 /FEA=EST /CNT=31 /TID=Mm.46661.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438446_x_ 97.4 43.7 A A 0.09 0.09 -0.9 NC 0.87 gb:BB530223 /DB_XREF=gi:9582152 /DB_XREF=BB530223 /CLONE=E030007K05 /FEA=EST /CNT=17 /TID=Mm.1458.2 /TIER=Stack /STK=10 /UG=Mm.1
MOE430_2_1438606_a_ 2564.5 1410.5 P P 0.000244 0.000244 -0.9 D 0.99 gb:BB814844 /DB_XREF=gi:16987473 /DB_XREF=BB814844 /CLONE=G730025P13 /FEA=EST /CNT=10 /TID=Mm.22409.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438634_x_ 1821.2 922.6 P P 0.000244 0.000244 -0.9 D 0.99 gb:BB105164 /DB_XREF=gi:8757732 /DB_XREF=BB105164 /CLONE=9430094I20 /FEA=EST /CNT=10 /TID=Mm.200673.8 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438636_s_ 14.8 9.2 A A 0.19 0.5 -0.9 NC 0.5 gb:BB213765 /DB_XREF=gi:8878718 /DB_XREF=BB213765 /CLONE=A530013M15 /FEA=EST /CNT=10 /TID=Mm.49108.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438717_a_ 19.2 7.3 P A 0.02 0.24 -0.9 NC 0.97 gb:BG070848 /DB_XREF=gi:12553505 /DB_XREF=H3092H03-3 /CLONE=H3092H03 /FEA=EST /CNT=18 /TID=Mm.11295.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438746_at 5.2 4.3 A A 0.06 0.12 -0.9 NC 0.71 gb:BB253959 /DB_XREF=gi:8946705 /DB_XREF=BB253959 /CLONE=A730059K22 /FEA=EST /CNT=15 /TID=Mm.138256.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438757_at 12.9 4.8 A A 0.14 0.27 -0.9 NC 0.5 gb:BM240956 /DB_XREF=gi:17876226 /DB_XREF=K0609H05-3 /CLONE=K0609H05 /FEA=EST /CNT=12 /TID=Mm.129275.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438758_at 357.6 190.2 P P 0.000732 0.000732 -0.9 D 0.99 gb:AU046270 /DB_XREF=gi:3982453 /DB_XREF=AU046270 /CLONE=J0950D05 /FEA=EST /CNT=12 /TID=Mm.19006.2 /TIER=Stack /STK=9 /UG=Mm.190
MOE430_2_1438796_at 15 8 A A 0.12 0.39 -0.9 NC 0.91 gb:BE692107 /DB_XREF=gi:10079731 /DB_XREF=ut24g12.x1 /CLONE=IMAGE:3328870 /FEA=EST /CNT=20 /TID=Mm.38274.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1439038_at 94.6 55.5 P P 0.000244 0.000732 -0.9 D 0.99 gb:BF455240 /DB_XREF=gi:11521409 /DB_XREF=UI-M-BZ1-bkb-e-01-0-UI.s1 /CLONE=UI-M-BZ1-bkb-e-01-0-UI /FEA=EST /CNT=26 /TID=Mm.100459
MOE430_2_1439043_at 13.5 5.7 P A 0.04 0.09 -0.9 NC 0.49 gb:BE982794 /DB_XREF=gi:10653393 /DB_XREF=UI-M-CG0p-bfd-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bfd-g-04-0-UI /FEA=EST /CNT=18 /TID=Mm.1965
MOE430_2_1439051_a_ 34.1 22.5 A A 0.3 0.39 -0.9 NC 0.5 gb:BE985602 /DB_XREF=gi:10659078 /DB_XREF=UI-M-CG0p-bep-e-07-0-UI.s1 /CLONE=UI-M-CG0p-bep-e-07-0-UI /FEA=EST /CNT=32 /TID=Mm.295
MOE430_2_1439153_at 14.8 6.2 A A 0.11 0.43 -0.9 NC 0.51 gb:AV274826 /DB_XREF=gi:16390606 /DB_XREF=AV274826 /CLONE=4932422L03 /FEA=EST /CNT=17 /TID=Mm.76758.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1439519_at 11.3 6.8 A A 0.14 0.33 -0.9 NC 0.64 gb:BB501712 /DB_XREF=gi:16442446 /DB_XREF=BB501712 /CLONE=D630035O09 /FEA=EST /CNT=10 /TID=Mm.23737.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439586_at 19.3 15.4 A A 0.09 0.17 -0.9 NC 0.84 gb:BM240205 /DB_XREF=gi:17875475 /DB_XREF=K0548C08-3 /CLONE=K0548C08 /FEA=EST /CNT=8 /TID=Mm.117429.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439596_at 10.3 6.1 P A 0.03 0.14 -0.9 NC 0.9 gb:BB526799 /DB_XREF=gi:16444371 /DB_XREF=BB526799 /CLONE=D930036E12 /FEA=EST /CNT=8 /TID=Mm.26003.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439610_at 15.4 8.7 P A 0.001221 0.06 -0.9 NC 0.98 gb:BE980253 /DB_XREF=gi:10648074 /DB_XREF=UI-M-BG2-bch-a-09-0-UI.s1 /CLONE=UI-M-BG2-bch-a-09-0-UI /FEA=EST /CNT=8 /TID=Mm.100092.
MOE430_2_1439732_at 1.6 0.5 A A 0.5 0.84 -0.9 NC 0.76 gb:BB129764 /DB_XREF=gi:16266225 /DB_XREF=BB129764 /CLONE=9630041I08 /FEA=EST /CNT=7 /TID=Mm.102147.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439768_x_ 1.8 0.5 A A 0.6 0.9 -0.9 NC 0.68 gb:BB271145 /DB_XREF=gi:8968161 /DB_XREF=BB271145 /CLONE=A830052O08 /FEA=EST /CNT=7 /TID=Mm.134512.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439970_at 9 10.3 A A 0.08 0.36 -0.9 NC 0.81 gb:BM247333 /DB_XREF=gi:17882603 /DB_XREF=K0800C08-3 /CLONE=K0800C08 /FEA=EST /CNT=11 /TID=Mm.169143.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1440008_at 13.6 5.5 A A 0.43 0.66 -0.9 NC 0.66 gb:AI414041 /DB_XREF=gi:4257545 /DB_XREF=ma03h09.x1 /CLONE=IMAGE:303521 /FEA=EST /CNT=7 /TID=Mm.86666.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440023_at 6.7 4.2 A A 0.27 0.43 -0.9 NC 0.71 gb:BB366630 /DB_XREF=gi:16406452 /DB_XREF=BB366630 /CLONE=C130034H07 /FEA=EST /CNT=6 /TID=Mm.76658.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440091_at 97.8 56.1 P P 0.000244 0.00415 -0.9 D 0.99 gb:BB212184 /DB_XREF=gi:16352758 /DB_XREF=BB212184 /CLONE=A430109D20 /FEA=EST /CNT=6 /TID=Mm.209554.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440102_at 19.5 11.9 A A 0.21 0.33 -0.9 NC 0.5 gb:AV265826 /DB_XREF=gi:16389389 /DB_XREF=AV265826 /CLONE=4930511K10 /FEA=EST /CNT=6 /TID=Mm.87054.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440166_x_ 0.9 0.6 A A 0.91 0.96 -0.9 NC 0.73 gb:BB378627 /DB_XREF=gi:9091501 /DB_XREF=BB378627 /CLONE=C130095B09 /FEA=EST /CNT=6 /TID=Mm.40573.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440210_at 17.2 7 A A 0.27 0.43 -0.9 NC 0.63 gb:BB342913 /DB_XREF=gi:16404597 /DB_XREF=BB342913 /CLONE=B930041E13 /FEA=EST /CNT=12 /TID=Mm.114810.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440355_at 28.1 16.9 P A 0.03 0.09 -0.9 NC 0.89 gb:BF454057 /DB_XREF=gi:11520153 /DB_XREF=maa56e10.x1 /CLONE=IMAGE:3820891 /FEA=EST /CNT=8 /TID=Mm.33018.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1440431_at 29.8 19.1 P P 0.001221 0.03 -0.9 D 0.99 gb:BB053468 /DB_XREF=gi:16259677 /DB_XREF=BB053468 /CLONE=6720463J16 /FEA=EST /CNT=6 /TID=Mm.210003.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440519_at 5.5 2.4 A A 0.63 0.65 -0.9 NC 0.5 gb:AV302930 /DB_XREF=gi:15405923 /DB_XREF=AV302930 /CLONE=5730507L14 /FEA=EST /CNT=6 /TID=Mm.51682.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440735_at 0.4 0.3 A A 0.93 0.96 -0.9 NC 0.62 gb:BB283168 /DB_XREF=gi:8983617 /DB_XREF=BB283168 /CLONE=A930101C17 /FEA=EST /CNT=5 /TID=Mm.132811.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440925_at 25 13.2 P P 0.005859 0.005859 -0.9 NC 0.83 gb:BG073024 /DB_XREF=gi:12555593 /DB_XREF=H3117G03-3 /CLONE=H3117G03 /FEA=EST /CNT=9 /TID=Mm.37872.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441014_at 3.8 0.4 A A 0.27 0.6 -0.9 NC 0.88 gb:BM240259 /DB_XREF=gi:17875529 /DB_XREF=K0549D09-3 /CLONE=K0549D09 /FEA=EST /CNT=6 /TID=Mm.215662.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441079_at 3.2 0.9 A A 0.56 0.78 -0.9 NC 0.51 gb:BE852447 /DB_XREF=gi:10310786 /DB_XREF=uw20e06.x1 /CLONE=IMAGE:3417250 /FEA=EST /CNT=6 /TID=Mm.30618.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441181_at 8.1 4.1 A A 0.24 0.39 -0.9 NC 0.5 gb:BE957389 /DB_XREF=gi:10602889 /DB_XREF=UI-M-BG2-bcf-g-03-0-UI.s1 /CLONE=UI-M-BG2-bcf-g-03-0-UI /FEA=EST /CNT=5 /TID=Mm.153642.1
MOE430_2_1441319_at 16 7.4 A A 0.21 0.36 -0.9 NC 0.4 gb:BB449095 /DB_XREF=gi:16425328 /DB_XREF=BB449095 /CLONE=D030069N10 /FEA=EST /CNT=9 /TID=Mm.132614.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441494_at 3.1 1.2 A A 0.53 0.66 -0.9 NC 0.5 gb:BB160773 /DB_XREF=gi:16268576 /DB_XREF=BB160773 /CLONE=A130055K14 /FEA=EST /CNT=4 /TID=Mm.207616.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441550_at 7.9 5.4 A P 0.27 0.04 -0.9 NC 0.49 gb:BB083737 /DB_XREF=gi:16260757 /DB_XREF=BB083737 /CLONE=9330184L24 /FEA=EST /CNT=4 /TID=Mm.119051.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441564_at 3.6 2.3 A A 0.21 0.6 -0.9 NC 0.57 gb:AV277330 /DB_XREF=gi:16390970 /DB_XREF=AV277330 /CLONE=4932441L17 /FEA=EST /CNT=4 /TID=Mm.103053.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441653_at 4.9 0.5 A A 0.63 0.91 -0.9 NC 0.79 gb:BB228771 /DB_XREF=gi:15410243 /DB_XREF=BB228771 /CLONE=A630018C21 /FEA=EST /CNT=4 /TID=Mm.209957.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441669_at 5.3 1.8 A A 0.6 0.63 -0.9 NC 0.33 gb:BB131936 /DB_XREF=gi:16266421 /DB_XREF=BB131936 /CLONE=9630056I05 /FEA=EST /CNT=4 /TID=Mm.209397.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441715_at 0.4 0.4 A A 0.63 0.88 -0.9 NC 0.48 gb:BB283960 /DB_XREF=gi:8984409 /DB_XREF=BB283960 /CLONE=A930103O17 /FEA=EST /CNT=4 /TID=Mm.132446.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441764_at 14.5 7.7 P A 0.01 0.06 -0.9 NC 0.92 gb:BF730739 /DB_XREF=gi:12048603 /DB_XREF=mab68f10.x1 /CLONE=IMAGE:3975690 /FEA=EST /CNT=4 /TID=Mm.136470.1 /TIER=ConsEnd /STK=4 /



MOE430_2_1441774_at 9.9 6.1 P A 0.000244 0.24 -0.9 NC 0.82 gb:BB782131 /DB_XREF=gi:16942831 /DB_XREF=BB782131 /CLONE=G430078F24 /FEA=EST /CNT=4 /TID=Mm.115794.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441888_x_ 12.5 4.4 A A 0.3 0.5 -0.9 NC 0.55 gb:BB289281 /DB_XREF=gi:8989730 /DB_XREF=BB289281 /CLONE=B020039G18 /FEA=EST /CNT=4 /TID=Mm.132707.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441898_at 11.8 6.3 A A 0.39 0.5 -0.9 NC 0.14 gb:BB560129 /DB_XREF=gi:9646495 /DB_XREF=BB560129 /CLONE=E530011F12 /FEA=EST /CNT=4 /TID=Mm.138397.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441929_at 4.4 2.4 A A 0.12 0.46 -0.9 NC 0.84 gb:AV370012 /DB_XREF=gi:6417659 /DB_XREF=AV370012 /CLONE=9030204P17 /FEA=EST /CNT=4 /TID=Mm.155698.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441946_at 1.6 0.5 A A 0.66 0.98 -0.9 NC 0.87 gb:AV239969 /DB_XREF=gi:6192473 /DB_XREF=AV239969 /CLONE=4732437H13 /FEA=EST /CNT=4 /TID=Mm.77620.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441947_x_ 213.3 112.3 P P 0.000732 0.000732 -0.9 D 0.99 gb:BB327032 /DB_XREF=gi:9035795 /DB_XREF=BB327032 /CLONE=B430214D05 /FEA=EST /CNT=4 /TID=Mm.125629.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442150_at 31.6 24.1 P P 0.00415 0.000732 -0.9 NC 0.94 gb:BE949437 /DB_XREF=gi:10527196 /DB_XREF=UI-M-BH3-avi-h-07-0-UI.s1 /CLONE=UI-M-BH3-avi-h-07-0-UI /FEA=EST /CNT=8 /TID=Mm.205708.1 
MOE430_2_1442212_at 6.8 7.1 A A 0.24 0.43 -0.9 NC 0.63 gb:BB519218 /DB_XREF=gi:16443316 /DB_XREF=BB519218 /CLONE=D830034L15 /FEA=EST /CNT=5 /TID=Mm.48723.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442220_at 0.7 0.2 A A 0.82 0.87 -0.9 NC 0.48 gb:BB313387 /DB_XREF=gi:16402884 /DB_XREF=BB313387 /CLONE=B230341L10 /FEA=EST /CNT=5 /TID=Mm.39840.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442357_at 13.7 8.2 A A 0.12 0.36 -0.9 NC 0.77 gb:AW049965 /DB_XREF=gi:5910494 /DB_XREF=UI-M-BH1-ant-d-03-0-UI.s1 /CLONE=UI-M-BH1-ant-d-03-0-UI /FEA=EST /CNT=7 /TID=Mm.157708.1 
MOE430_2_1442386_at 23.4 14.7 P P 0.001953 0.02 -0.9 NC 0.86 gb:BB318879 /DB_XREF=gi:16403226 /DB_XREF=BB318879 /CLONE=B230377K10 /FEA=EST /CNT=5 /TID=Mm.40641.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442432_x_ 12.5 5.5 A A 0.11 0.27 -0.9 NC 0.34 gb:BE630630 /DB_XREF=gi:9913318 /DB_XREF=uu38f02.x1 /CLONE=IMAGE:3374235 /FEA=EST /CNT=5 /TID=Mm.78893.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442683_at 30.4 37 A A 0.08 0.06 -0.9 NC 0.93 gb:BB459907 /DB_XREF=gi:16426474 /DB_XREF=BB459907 /CLONE=D130064I03 /FEA=EST /CNT=4 /TID=Mm.202252.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442730_at 5.2 1.7 A A 0.72 0.69 -0.9 NC 0.28 gb:AW146046 /DB_XREF=gi:6167782 /DB_XREF=um36d11.x1 /CLONE=IMAGE:2236629 /FEA=EST /CNT=4 /TID=Mm.170965.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1442737_at 15 2.6 A A 0.12 0.36 -0.9 NC 0.37 gb:BB246384 /DB_XREF=gi:16355471 /DB_XREF=BB246384 /CLONE=A730014E24 /FEA=EST /CNT=4 /TID=Mm.133492.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442746_at 7.7 7.9 A A 0.53 0.69 -0.9 NC 0.5 gb:AW490031 /DB_XREF=gi:7060301 /DB_XREF=UI-M-BH3-asv-c-02-0-UI.s1 /CLONE=UI-M-BH3-asv-c-02-0-UI /FEA=EST /CNT=4 /TID=Mm.151713.1
MOE430_2_1442879_at 0.4 0.2 A A 0.87 0.96 -0.9 NC 0.89 gb:AU022083 /DB_XREF=gi:3387042 /DB_XREF=AU022083 /CLONE=J0408B09 /FEA=EST /CNT=4 /TID=Mm.36449.1 /TIER=ConsEnd /STK=3 /UG=Mm.36
MOE430_2_1442922_at 3.5 2 A A 0.69 0.6 -0.9 NC 0.07 gb:BB184676 /DB_XREF=gi:16270346 /DB_XREF=BB184676 /CLONE=A330015A18 /FEA=EST /CNT=4 /TID=Mm.210488.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442964_at 12 8.1 A A 0.19 0.39 -0.9 NC 0.44 gb:BG069088 /DB_XREF=gi:12551657 /DB_XREF=H3072F02-3 /CLONE=H3072F02 /FEA=EST /CNT=3 /TID=Mm.135646.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443222_at 9.8 5.8 P A 0.04 0.33 -0.9 NC 0.86 gb:BB341550 /DB_XREF=gi:16404530 /DB_XREF=BB341550 /CLONE=B930032K05 /FEA=EST /CNT=3 /TID=Mm.182725.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443274_at 9.2 5.6 A A 0.09 0.43 -0.9 NC 0.81 gb:AV276688 /DB_XREF=gi:16390850 /DB_XREF=AV276688 /CLONE=4932435O22 /FEA=EST /CNT=3 /TID=Mm.50754.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443312_at 1.4 0.4 A A 0.9 0.98 -0.9 NC 0.83 gb:C76313 /DB_XREF=gi:2516643 /DB_XREF=C76313 /CLONE=J0008E09 /FEA=EST /CNT=3 /TID=Mm.34927.1 /TIER=ConsEnd /STK=3 /UG=Mm.34927 /
MOE430_2_1443388_at 14.1 7.1 A A 0.12 0.12 -0.9 NC 0.5 gb:BB203418 /DB_XREF=gi:16351701 /DB_XREF=BB203418 /CLONE=A430051M24 /FEA=EST /CNT=3 /TID=Mm.207883.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443425_at 18.9 9.1 A A 0.09 0.11 -0.9 NC 0.5 gb:BB238570 /DB_XREF=gi:16354960 /DB_XREF=BB238570 /CLONE=A630072G14 /FEA=EST /CNT=3 /TID=Mm.208678.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443587_at 6.4 3.7 A A 0.53 0.39 -0.9 NC 0.45 gb:BB704622 /DB_XREF=gi:16053457 /DB_XREF=BB704622 /CLONE=7420466F08 /FEA=EST /CNT=3 /TID=Mm.126857.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443634_at 2.7 1.4 A A 0.6 0.78 -0.9 NC 0.68 gb:BB761583 /DB_XREF=gi:16207176 /DB_XREF=BB761583 /CLONE=G270144K10 /FEA=EST /CNT=3 /TID=Mm.145145.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443648_at 9.2 3.8 A A 0.14 0.11 -0.9 NC 0.82 gb:BB748696 /DB_XREF=gi:16152932 /DB_XREF=BB748696 /CLONE=G030001J10 /FEA=EST /CNT=3 /TID=Mm.184166.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443719_x_ 48.3 26.3 P A 0.01 0.08 -0.9 NC 0.59 gb:AW763628 /DB_XREF=gi:7695569 /DB_XREF=ur63e02.x1 /CLONE=IMAGE:3154970 /FEA=EST /CNT=3 /TID=Mm.215323.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443752_at 32.7 28.6 A A 0.19 0.43 -0.9 NC 0.99 gb:BB139156 /DB_XREF=gi:8794093 /DB_XREF=BB139156 /CLONE=9830163L10 /FEA=EST /CNT=3 /TID=Mm.54220.2 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443806_x_ 0.4 0.3 A A 0.9 0.91 -0.9 NC 0.77 gb:BB557862 /DB_XREF=gi:9644228 /DB_XREF=BB557862 /CLONE=E330031C02 /FEA=EST /CNT=3 /TID=Mm.137733.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443914_at 5.8 2.6 A A 0.33 0.69 -0.9 NC 0.76 gb:BB219373 /DB_XREF=gi:16353398 /DB_XREF=BB219373 /CLONE=A530054G09 /FEA=EST /CNT=9 /TID=Mm.58924.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443926_at 66.3 45.7 P P 0.001953 0.00415 -0.9 NC 0.98 gb:BM124348 /DB_XREF=gi:17108116 /DB_XREF=L0538H10-3 /CLONE=L0538H10 /FEA=EST /CNT=8 /TID=Mm.133461.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443930_at 1.2 0.6 A A 0.75 0.88 -0.9 NC 0.58 gb:AI644578 /DB_XREF=gi:4723053 /DB_XREF=mo29h12.x1 /CLONE=IMAGE:555047 /FEA=EST /CNT=8 /TID=Mm.130687.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444150_at 7.9 1.4 A A 0.14 0.46 -0.9 NC 0.51 gb:BB462549 /DB_XREF=gi:9379738 /DB_XREF=BB462549 /CLONE=D130076M17 /FEA=EST /CNT=5 /TID=Mm.132458.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444244_at 23.3 16.5 P P 0.01 0.04 -0.9 NC 0.62 gb:BM933750 /DB_XREF=gi:19392902 /DB_XREF=UI-M-BZ1-bjs-b-05-0-UI.r2 /CLONE=UI-M-BZ1-bjs-b-05-0-UI /FEA=EST /CNT=6 /TID=Mm.152298.1 
MOE430_2_1444269_at 9.2 4.2 A A 0.21 0.6 -0.9 NC 0.5 gb:BM120561 /DB_XREF=gi:17088587 /DB_XREF=L0941C08-3 /CLONE=L0941C08 /FEA=EST /CNT=5 /TID=Mm.209702.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444305_at 7.4 3.7 A A 0.33 0.43 -0.9 NC 0.75 gb:BE952392 /DB_XREF=gi:10592802 /DB_XREF=UI-M-BH4-azn-b-10-0-UI.s1 /CLONE=UI-M-BH4-azn-b-10-0-UI /FEA=EST /CNT=5 /TID=Mm.86734.1 
MOE430_2_1444381_at 12.7 7.9 A A 0.27 0.3 -0.9 NC 0.36 gb:BB262224 /DB_XREF=gi:16400043 /DB_XREF=BB262224 /CLONE=A830005F24 /FEA=EST /CNT=4 /TID=Mm.65403.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444386_at 6 4.4 A A 0.06 0.39 -0.9 NC 0.5 gb:BB388392 /DB_XREF=gi:16408605 /DB_XREF=BB388392 /CLONE=C230056P17 /FEA=EST /CNT=4 /TID=Mm.167754.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444430_at 10.5 5.2 A A 0.43 0.43 -0.9 NC 0.1 gb:BB481523 /DB_XREF=gi:16440815 /DB_XREF=BB481523 /CLONE=D430004H12 /FEA=EST /CNT=4 /TID=Mm.169208.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444483_at 22.1 10.5 A A 0.06 0.27 -0.9 NC 0.4 gb:BE986271 /DB_XREF=gi:10660430 /DB_XREF=UI-M-CG0p-bgq-c-12-0-UI.s1 /CLONE=UI-M-CG0p-bgq-c-12-0-UI /FEA=EST /CNT=4 /TID=Mm.1529
MOE430_2_1444509_at 9 2.8 A A 0.46 0.46 -0.9 NC 0.09 gb:AI847347 /DB_XREF=gi:5491293 /DB_XREF=UI-M-AI1-afr-e-02-0-UI.s1 /CLONE=UI-M-AI1-afr-e-02-0-UI /FEA=EST /CNT=4 /TID=Mm.33899.1 /TIE
MOE430_2_1444864_at 11 3.4 A A 0.09 0.19 -0.9 NC 0.5 gb:BG065821 /DB_XREF=gi:12548384 /DB_XREF=H3035F06-3 /CLONE=H3035F06 /FEA=EST /CNT=3 /TID=Mm.155205.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445373_at 3.7 2.2 A A 0.5 0.46 -0.9 NC 0.37 gb:BE987947 /DB_XREF=gi:10663754 /DB_XREF=UI-M-CG0p-bhn-b-06-0-UI.s1 /CLONE=UI-M-CG0p-bhn-b-06-0-UI /FEA=EST /CNT=3 /TID=Mm.1518
MOE430_2_1445387_at 5.8 1.5 P A 0.01 0.46 -0.9 NC 0.69 gb:BM118663 /DB_XREF=gi:17086689 /DB_XREF=L0914D01-3 /CLONE=L0914D01 /FEA=EST /CNT=3 /TID=Mm.213300.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445424_at 2.6 1.1 A A 0.63 0.93 -0.9 NC 0.93 gb:BB082380 /DB_XREF=gi:15407609 /DB_XREF=BB082380 /CLONE=9330174L21 /FEA=EST /CNT=3 /TID=Mm.204718.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445679_at 7.1 3.6 A A 0.19 0.36 -0.9 NC 0.39 gb:BF458407 /DB_XREF=gi:11524576 /DB_XREF=UI-M-BZ1-blq-d-10-0-UI.s1 /CLONE=UI-M-BZ1-blq-d-10-0-UI /FEA=EST /CNT=3 /TID=Mm.38549.1 /
MOE430_2_1445852_at 0.4 0.4 A A 0.96 0.91 -0.9 NC 0.7 gb:BG066285 /DB_XREF=gi:12548854 /DB_XREF=H3041B07-3 /CLONE=H3041B07 /FEA=EST /CNT=3 /TID=Mm.154699.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445886_at 7.8 5.1 A A 0.12 0.27 -0.9 NC 0.62 gb:AW544251 /DB_XREF=gi:7186668 /DB_XREF=C0179F02-3 /CLONE=C0179F02 /FEA=EST /CNT=3 /TID=Mm.182576.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445927_at 20.5 6.7 A A 0.33 0.39 -0.9 NC 0.34 gb:BG066320 /DB_XREF=gi:12548889 /DB_XREF=H3041E11-3 /CLONE=H3041E11 /FEA=EST /CNT=2 /TID=Mm.155200.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446111_at 2.4 1.5 A A 0.5 0.56 -0.9 NC 0.5 gb:BG069972 /DB_XREF=gi:12552629 /DB_XREF=H3083B11-3 /CLONE=H3083B11 /FEA=EST /CNT=2 /TID=Mm.155225.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446127_at 10 5 A A 0.36 0.43 -0.9 NC 0.5 gb:AV363000 /DB_XREF=gi:16397569 /DB_XREF=AV363000 /CLONE=8030406L20 /FEA=EST /CNT=2 /TID=Mm.207530.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446162_at 7.3 0.4 A A 0.69 0.9 -0.9 NC 0.76 gb:BB435741 /DB_XREF=gi:16424375 /DB_XREF=BB435741 /CLONE=C820015E17 /FEA=EST /CNT=2 /TID=Mm.125979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446234_at 19.1 11.8 P M 0.001953 0.05 -0.9 NC 0.74 gb:BB125985 /DB_XREF=gi:16262234 /DB_XREF=BB125985 /CLONE=9630010F18 /FEA=EST /CNT=2 /TID=Mm.213244.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446239_at 9.8 6.1 A A 0.27 0.53 -0.9 NC 0.5 gb:BB525939 /DB_XREF=gi:16444230 /DB_XREF=BB525939 /CLONE=D930030E17 /FEA=EST /CNT=2 /TID=Mm.55591.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446337_at 4.5 7.1 A A 0.39 0.08 -0.9 NC 0.31 gb:BB411609 /DB_XREF=gi:16423294 /DB_XREF=BB411609 /CLONE=C430023I11 /FEA=EST /CNT=2 /TID=Mm.209071.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446474_at 22.5 9.6 P A 0.04 0.19 -0.9 NC 0.5 gb:BB298031 /DB_XREF=gi:16402025 /DB_XREF=BB298031 /CLONE=B130065E05 /FEA=EST /CNT=2 /TID=Mm.216701.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446506_at 8.7 4.2 A A 0.21 0.5 -0.9 NC 0.83 gb:AU067734 /DB_XREF=gi:4968471 /DB_XREF=AU067734 /CLONE=MNCb-1050 /FEA=EST /CNT=2 /TID=Mm.208683.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446752_at 10 6.4 A A 0.12 0.27 -0.9 NC 0.5 gb:BG066148 /DB_XREF=gi:12548711 /DB_XREF=H3039E02-3 /CLONE=H3039E02 /FEA=EST /CNT=2 /TID=Mm.172695.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446790_at 3.6 0.9 A A 0.46 0.46 -0.9 NC 0.05 gb:C78948 /DB_XREF=gi:2519278 /DB_XREF=C78948 /CLONE=J0057G12 /FEA=EST /CNT=2 /TID=Mm.52270.1 /TIER=ConsEnd /STK=2 /UG=Mm.52270 /
MOE430_2_1446849_at 18.1 8 P A 0.02 0.45 -0.9 NC 0.92 gb:AW555234 /DB_XREF=gi:7200657 /DB_XREF=L0251G01-3 /CLONE=L0251G01 /FEA=EST /CNT=2 /TID=Mm.182763.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446856_at 4 1.5 A A 0.56 0.9 -0.9 NC 0.64 gb:BG063256 /DB_XREF=gi:12545819 /DB_XREF=H3004H09-3 /CLONE=H3004H09 /FEA=EST /CNT=2 /TID=Mm.24493.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446876_at 13.5 9.1 A A 0.17 0.46 -0.9 NC 0.85 gb:BB361118 /DB_XREF=gi:16405903 /DB_XREF=BB361118 /CLONE=C130002I15 /FEA=EST /CNT=2 /TID=Mm.209353.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447010_at 7 9 A A 0.56 0.46 -0.9 NC 0.46 gb:AW548274 /DB_XREF=gi:7193695 /DB_XREF=L0034A02-3 /CLONE=L0034A02 /FEA=EST /CNT=2 /TID=Mm.182632.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447091_at 9.5 4.1 A A 0.43 0.5 -0.9 NC 0.5 gb:BB243554 /DB_XREF=gi:16355271 /DB_XREF=BB243554 /CLONE=A630096M02 /FEA=EST /CNT=2 /TID=Mm.208232.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447109_at 12.4 4.9 M A 0.05 0.27 -0.9 NC 0.55 gb:AW494850 /DB_XREF=gi:7065131 /DB_XREF=UI-M-BH3-auu-b-07-0-UI.s1 /CLONE=UI-M-BH3-auu-b-07-0-UI /FEA=EST /CNT=2 /TID=Mm.38722.1 
MOE430_2_1447169_at 1.1 0.4 A A 0.75 0.75 -0.9 NC 0.66 gb:BB284628 /DB_XREF=gi:8985077 /DB_XREF=BB284628 /CLONE=A930106H10 /FEA=EST /CNT=2 /TID=Mm.166086.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447226_at 10.3 6.5 A A 0.46 0.5 -0.9 NC 0.5 gb:AI326206 /DB_XREF=gi:4060635 /DB_XREF=ms36f05.x1 /CLONE=IMAGE:613665 /FEA=EST /CNT=2 /TID=Mm.212390.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447233_at 17.8 7.3 A A 0.3 0.5 -0.9 NC 0.57 gb:BE946517 /DB_XREF=gi:10524276 /DB_XREF=UI-M-BH3-awl-b-05-0-UI.s1 /CLONE=UI-M-BH3-awl-b-05-0-UI /FEA=EST /CNT=2 /TID=Mm.150285.1
MOE430_2_1447259_at 10.7 4.7 A A 0.3 0.45 -0.9 NC 0.5 gb:BM220087 /DB_XREF=gi:17780081 /DB_XREF=C0934F12-3 /CLONE=C0934F12 /FEA=EST /CNT=2 /TID=Mm.215639.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447291_at 4.7 1.3 A A 0.69 0.69 -0.9 NC 0.22 gb:BE979346 /DB_XREF=gi:10646145 /DB_XREF=UI-M-BG2-bbx-a-06-0-UI.s1 /CLONE=UI-M-BG2-bbx-a-06-0-UI /FEA=EST /CNT=2 /TID=Mm.151067.
MOE430_2_1447466_at 1.3 0.9 A A 0.9 0.98 -0.9 NC 0.88 gb:AI586037 /DB_XREF=gi:4571934 /DB_XREF=vs42f04.x1 /CLONE=IMAGE:1148959 /FEA=EST /CNT=2 /TID=Mm.36510.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447552_s_ 1.3 0.5 A A 0.8 0.82 -0.9 NC 0.33 gb:AV169798 /DB_XREF=gi:5376235 /DB_XREF=AV169798 /CLONE=3110089D13 /FEA=EST /CNT=2 /TID=Mm.45702.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447568_at 20.1 8.9 P A 0.03 0.39 -0.9 NC 0.63 gb:AI452045 /DB_XREF=gi:4299174 /DB_XREF=mq60a01.x1 /CLONE=IMAGE:583080 /FEA=EST /CNT=2 /TID=Mm.31740.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447711_x_ 164.7 92.6 P P 0.00293 0.008057 -0.9 D 0.99 gb:BB265147 /DB_XREF=gi:8961607 /DB_XREF=BB265147 /CLONE=A830019D20 /FEA=EST /CNT=2 /TID=Mm.125457.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447725_at 9.2 4 A A 0.12 0.36 -0.9 NC 0.58 gb:BE948505 /DB_XREF=gi:10526264 /DB_XREF=UI-M-BH3-awr-e-06-0-UI.s1 /CLONE=UI-M-BH3-awr-e-06-0-UI /FEA=EST /CNT=2 /TID=Mm.40742.1
MOE430_2_1447761_x_ 1.7 0.5 A A 0.36 0.43 -0.9 NC 0.7 gb:AV261043 /DB_XREF=gi:6248502 /DB_XREF=AV261043 /CLONE=4930417H03 /FEA=EST /CNT=2 /TID=Mm.97399.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447785_x_ 11.9 6.9 P A 0.01 0.24 -0.9 NC 0.98 gb:AV102237 /DB_XREF=gi:5249785 /DB_XREF=AV102237 /CLONE=2410094A19 /FEA=EST /CNT=2 /TID=Mm.167920.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447803_x_ 56.9 42.2 P A 0.03 0.06 -0.9 D 0.99 gb:BB136012 /DB_XREF=gi:8790949 /DB_XREF=BB136012 /CLONE=9830132D17 /FEA=EST /CNT=2 /TID=Mm.70286.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447899_x_ 84.1 38.1 A A 0.06 0.08 -0.9 NC 0.99 gb:AV099587 /DB_XREF=gi:5247135 /DB_XREF=AV099587 /CLONE=2410049F08 /FEA=EST /CNT=2 /TID=Mm.177379.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447916_at 2.2 1 A A 0.6 0.79 -0.9 NC 0.41 gb:BE983896 /DB_XREF=gi:10655558 /DB_XREF=UI-M-CG0p-bge-f-04-0-UI.s1 /CLONE=UI-M-CG0p-bge-f-04-0-UI /FEA=EST /CNT=2 /TID=Mm.15142
MOE430_2_1447956_at 18.3 9.7 A A 0.12 0.27 -0.9 NC 0.5 gb:BG065711 /DB_XREF=gi:12548274 /DB_XREF=H3034D03-3 /CLONE=H3034D03 /FEA=EST /CNT=5 /TID=Mm.5516.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1448083_at 3.1 1 A A 0.5 0.82 -0.9 NC 0.5 gb:BE861826 /DB_XREF=gi:10380159 /DB_XREF=UI-M-AH1-agt-e-06-0-UI.r1 /CLONE=UI-M-AH1-agt-e-06-0-UI /FEA=EST /CNT=4 /TID=Mm.40940.2 /
MOE430_2_1448320_at 257.6 144.9 P P 0.001953 0.000732 -0.9 D 0.99 gb:NM_009287.1 /DB_XREF=gi:6678160 /GEN=Stim1 /FEA=FLmRNA /CNT=168 /TID=Mm.645.1 /TIER=FL+Stack /STK=92 /UG=Mm.645 /LL=20866 /DEF=
MOE430_2_1448350_at 409.4 219.7 P P 0.000732 0.001953 -0.9 D 0.99 gb:NM_133768.1 /DB_XREF=gi:19526985 /GEN=2510006M18Rik /FEA=FLmRNA /CNT=175 /TID=Mm.23869.1 /TIER=FL+Stack /STK=87 /UG=Mm.23869 /L
MOE430_2_1448559_at 639.1 313.2 P P 0.000244 0.000732 -0.9 D 0.99 gb:NM_008027.1 /DB_XREF=gi:6679808 /GEN=Flot1 /FEA=FLmRNA /CNT=121 /TID=Mm.2931.1 /TIER=FL+Stack /STK=59 /UG=Mm.2931 /LL=14251 /DEF
MOE430_2_1448632_at 293.7 185.1 P P 0.000244 0.001953 -0.9 D 0.99 gb:NM_013640.1 /DB_XREF=gi:7305416 /GEN=Psmb10 /FEA=FLmRNA /CNT=105 /TID=Mm.787.1 /TIER=FL+Stack /STK=51 /UG=Mm.787 /LL=19171 /DE
MOE430_2_1448767_s_ 2.2 0.9 A A 0.9 0.99 -0.9 NC 0.92 gb:BC026833.1 /DB_XREF=gi:20073041 /FEA=FLmRNA /CNT=131 /TID=Mm.21198.1 /TIER=FL+Stack /STK=41 /UG=Mm.21198 /LL=14618 /UG_GENE=Gjb
MOE430_2_1448985_at 162.4 94.1 P P 0.00293 0.00293 -0.9 D 0.99 gb:NM_134068.1 /DB_XREF=gi:19527287 /GEN=1110028K04Rik /FEA=FLmRNA /CNT=37 /TID=Mm.46262.1 /TIER=FL+Stack /STK=29 /UG=Mm.46262 /LL
MOE430_2_1449073_at 765.2 436.4 P P 0.000244 0.000244 -0.9 D 0.99 gb:NM_026839.1 /DB_XREF=gi:14780885 /GEN=1110055E19Rik /FEA=FLmRNA /CNT=59 /TID=Mm.39046.1 /TIER=FL+Stack /STK=24 /UG=Mm.39046 /LL
MOE430_2_1449084_s_ 967.4 503.7 P P 0.000244 0.000244 -0.9 D 0.99 gb:NM_012059.2 /DB_XREF=gi:7657563 /GEN=Sh3d19 /FEA=FLmRNA /CNT=68 /TID=Mm.2454.1 /TIER=FL+Stack /STK=23 /UG=Mm.2454 /LL=27059 /DE
MOE430_2_1449117_at 1789.5 827.9 P P 0.001221 0.001953 -0.9 D 0.99 gb:NM_010592.1 /DB_XREF=gi:6754403 /GEN=Jund1 /FEA=FLmRNA /CNT=112 /TID=Mm.1175.1 /TIER=FL+Stack /STK=22 /UG=Mm.1175 /LL=16478 /DE
MOE430_2_1449172_a_ 1 0.3 A A 0.82 0.88 -0.9 NC 0.5 gb:NM_011698.1 /DB_XREF=gi:6755970 /GEN=Veli2-pending /FEA=FLmRNA /CNT=25 /TID=Mm.20472.1 /TIER=FL+Stack /STK=20 /UG=Mm.20472 /LL=22
MOE430_2_1449229_a_ 78.4 44.3 P P 0.000244 0.001221 -0.9 D 0.99 gb:NM_016912.1 /DB_XREF=gi:8393079 /GEN=Cdkl2 /FEA=FLmRNA /CNT=42 /TID=Mm.18133.1 /TIER=FL+Stack /STK=18 /UG=Mm.18133 /LL=53886 /DE
MOE430_2_1449259_at 29.2 11.9 A A 0.3 0.46 -0.9 NC 0.98 gb:AF263365.1 /DB_XREF=gi:9082183 /GEN=rab3d /FEA=FLmRNA /CNT=129 /TID=Mm.29968.1 /TIER=FL+Stack /STK=16 /UG=Mm.29968 /LL=19340 /DE
MOE430_2_1449270_at 55 23.5 P P 0.000244 0.000732 -0.9 NC 0.94 gb:BB559706 /DB_XREF=gi:9646072 /DB_XREF=BB559706 /CLONE=E330040D03 /FEA=FLmRNA /CNT=64 /TID=Mm.83454.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1449475_at 7.5 3.4 P A 0.03 0.6 -0.9 NC 0.87 gb:NM_138652.1 /DB_XREF=gi:20149727 /GEN=Atp12a /FEA=FLmRNA /CNT=12 /TID=Mm.87122.1 /TIER=FL+Stack /STK=10 /UG=Mm.87122 /LL=192113
MOE430_2_1449527_at 17.1 11 P P 0.008057 0.01 -0.9 NC 0.65 gb:NM_053132.1 /DB_XREF=gi:16716430 /GEN=Pcdhb7 /FEA=FLmRNA /CNT=26 /TID=Mm.44755.1 /TIER=FL+Stack /STK=8 /UG=Mm.44755 /LL=93878 /
MOE430_2_1449555_a_ 22.1 12.8 P M 0.000244 0.05 -0.9 NC 0.97 gb:NM_021564.1 /DB_XREF=gi:10947005 /GEN=Fetub /FEA=FLmRNA /CNT=57 /TID=Mm.28461.1 /TIER=FL /STK=7 /UG=Mm.28461 /LL=59083 /DEF=Mus
MOE430_2_1449620_s_ 52.2 28.8 P P 0.01 0.02 -0.9 NC 0.99 gb:AW125421 /DB_XREF=gi:6100951 /DB_XREF=UI-M-BH2.3-aqh-f-02-0-UI.s1 /CLONE=UI-M-BH2.3-aqh-f-02-0-UI /FEA=EST /CNT=1 /TID=Mm.20180
MOE430_2_1449623_at 208.4 105.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:AI196535 /DB_XREF=gi:3749141 /DB_XREF=ui65a06.x1 /CLONE=IMAGE:1887250 /FEA=EST /CNT=1 /TID=Mm.195473.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1449649_at 13.2 8.3 A A 0.14 0.3 -0.9 NC 0.5 gb:AI790362 /DB_XREF=gi:5338078 /DB_XREF=uk99c07.x1 /CLONE=IMAGE:2064684 /FEA=EST /CNT=4 /TID=Mm.200697.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449680_at 11.4 6 P A 0.01 0.19 -0.9 NC 0.5 gb:C80678 /DB_XREF=gi:2521008 /DB_XREF=C80678 /CLONE=J0086C01 /FEA=EST /CNT=1 /TID=Mm.25084.1 /TIER=ConsEnd /STK=0 /UG=Mm.25084 /
MOE430_2_1449731_s_ 561.3 247 P P 0.000732 0.000244 -0.9 D 0.99 gb:AI462015 /DB_XREF=gi:4316045 /DB_XREF=ub69d10.x1 /CLONE=IMAGE:1382995 /FEA=EST /CNT=1 /TID=Mm.203821.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1449740_s_ 2.9 1.8 A A 0.5 0.5 -0.9 NC 0.23 gb:C79957 /DB_XREF=gi:2520287 /DB_XREF=C79957 /CLONE=J0074D05 /FEA=EST /CNT=1 /TID=Mm.202149.1 /TIER=ConsEnd /STK=1 /UG=Mm.20214
MOE430_2_1449807_x_ 0.7 0.5 A A 0.85 0.85 -0.9 NC 0.77 gb:AV379247 /DB_XREF=gi:6428256 /DB_XREF=AV379247 /CLONE=9230004G21 /FEA=EST /CNT=1 /TID=Mm.45112.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449903_at 1.5 0.4 A A 0.78 0.98 -0.9 NC 0.96 gb:NM_019465.1 /DB_XREF=gi:9506516 /GEN=Crtam /FEA=FLmRNA /CNT=9 /TID=Mm.42791.1 /TIER=FL /STK=4 /UG=Mm.42791 /LL=54698 /DEF=Mus m
MOE430_2_1449959_x_ 17.5 6.9 A A 0.19 0.56 -0.9 NC 0.54 gb:NM_026335.1 /DB_XREF=gi:13385837 /GEN=Sprrl9 /FEA=FLmRNA /CNT=7 /TID=Mm.23784.1 /TIER=FL /STK=3 /UG=Mm.23784 /LL=67718 /DEF=Mus
MOE430_2_1449982_at 18.8 8.5 A A 0.12 0.46 -0.9 NC 0.91 gb:NM_008350.1 /DB_XREF=gi:6680392 /GEN=Il11 /FEA=FLmRNA /CNT=5 /TID=Mm.35814.1 /TIER=FL /STK=3 /UG=Mm.35814 /LL=16156 /DEF=Mus mu
MOE430_2_1450228_a_ 62.9 27.2 P A 0.03 0.24 -0.9 NC 0.7 gb:NM_008844.1 /DB_XREF=gi:6679322 /GEN=Pip5k1c /FEA=FLmRNA /CNT=11 /TID=Mm.29836.1 /TIER=FL /STK=2 /UG=Mm.29836 /LL=18717 /DEF=Mu
MOE430_2_1450327_at 66.4 27.2 P P 0.000244 0.00415 -0.9 NC 0.99 gb:NM_011028.1 /DB_XREF=gi:6754965 /GEN=P2rxl1 /FEA=FLmRNA /CNT=3 /TID=Mm.8032.1 /TIER=FL /STK=2 /UG=Mm.8032 /LL=18440 /DEF=Mus mu
MOE430_2_1450419_at 1.2 0.5 A A 0.65 0.96 -0.9 D 0.99 gb:NM_023475.1 /DB_XREF=gi:13443007 /GEN=Serhl /FEA=FLmRNA /CNT=32 /TID=Mm.199675.1 /TIER=FL /STK=1 /UG=Mm.199675 /LL=68607 /DEF=M
MOE430_2_1450445_at 17.8 6.8 P A 0.00415 0.36 -0.9 NC 0.94 gb:U73910.1 /DB_XREF=gi:1657434 /GEN=Phex /FEA=FLmRNA /CNT=18 /TID=Mm.2529.1 /TIER=FL /STK=1 /UG=Mm.2529 /LL=18675 /DEF=Mus muscu
MOE430_2_1450586_at 49 31 P P 0.000244 0.01 -0.9 D 0.99 gb:NM_007539.1 /DB_XREF=gi:6671631 /GEN=Bdkrb /FEA=FLmRNA /CNT=1 /TID=Mm.57076.1 /TIER=FL /STK=1 /UG=Mm.57076 /LL=12061 /DEF=Mus m
MOE430_2_1450809_at 5.3 1.8 A A 0.23 0.55 -0.9 NC 0.5 gb:NM_032542.1 /DB_XREF=gi:14211543 /GEN=Sval2 /FEA=FLmRNA /CNT=4 /TID=Mm.138766.1 /TIER=FL /STK=1 /UG=Mm.138766 /LL=84543 /DEF=Mu
MOE430_2_1450912_at 7.6 3.4 A A 0.09 0.21 -0.9 NC 0.72 gb:BB236617 /DB_XREF=gi:15410429 /DB_XREF=BB236617 /CLONE=A630060F02 /FEA=FLmRNA /CNT=141 /TID=Mm.4046.1 /TIER=Stack /STK=25 /UG
MOE430_2_1450992_a_ 293.7 151.4 P P 0.000244 0.000244 -0.9 D 0.99 gb:AW547821 /DB_XREF=gi:7193238 /DB_XREF=L0027B06-3 /CLONE=L0027B06 /FEA=FLmRNA /CNT=40 /TID=Mm.4734.1 /TIER=Stack /STK=26 /UG=M
MOE430_2_1451147_x_ 11.3 4.9 A A 0.3 0.56 -0.9 NC 0.73 gb:BC016109.1 /DB_XREF=gi:16359299 /FEA=FLmRNA /CNT=134 /TID=Mm.22524.1 /TIER=FL+Stack /STK=92 /UG=Mm.22524 /DEF=Mus musculus, clone
MOE430_2_1451229_at 168.8 110.6 P P 0.000244 0.000732 -0.9 D 0.99 gb:BC016208.1 /DB_XREF=gi:16740658 /FEA=FLmRNA /CNT=96 /TID=Mm.206218.1 /TIER=FL+Stack /STK=55 /UG=Mm.206218 /DEF=Mus musculus, Sim
MOE430_2_1451322_at 25.9 9.9 P A 0.000244 0.19 -0.9 NC 0.99 gb:BC024580.1 /DB_XREF=gi:19354036 /FEA=FLmRNA /CNT=60 /TID=Mm.28108.1 /TIER=FL+Stack /STK=37 /UG=Mm.28108 /LL=69574 /UG_GENE=2310
MOE430_2_1451523_a_ 102.9 49 P P 0.001221 0.01 -0.9 D 0.99 gb:BC026740.1 /DB_XREF=gi:20071253 /FEA=FLmRNA /CNT=45 /TID=Mm.24635.1 /TIER=FL+Stack /STK=12 /UG=Mm.24635 /LL=69674 /UG_GENE=2310
MOE430_2_1451547_at 13 9.2 P A 0.04 0.42 -0.9 NC 0.59 gb:BC023358.1 /DB_XREF=gi:19483966 /FEA=FLmRNA /CNT=22 /TID=Mm.24153.1 /TIER=FL+Stack /STK=10 /UG=Mm.24153 /LL=70337 /UG_GENE=0610
MOE430_2_1451729_at 20.2 9.9 P A 0.02 0.12 -0.9 NC 0.8 gb:BM939768 /DB_XREF=gi:19398920 /DB_XREF=UI-M-CG0p-bhn-c-09-0-UI.r1 /CLONE=UI-M-CG0p-bhn-c-09-0-UI /FEA=FLmRNA /CNT=157 /TID=M
MOE430_2_1451767_at 6.3 2.1 A A 0.27 0.53 -0.9 NC 0.5 gb:BE370703 /DB_XREF=gi:9316066 /DB_XREF=601218843F1 /CLONE=IMAGE:3587723 /FEA=FLmRNA /CNT=21 /TID=Mm.4149.1 /TIER=ConsEnd /STK=
MOE430_2_1451862_a_ 9.6 7.9 P A 0.04 0.36 -0.9 NC 0.68 gb:M23182.1 /DB_XREF=gi:200291 /FEA=FLmRNA /CNT=3 /TID=Mm.89962.2 /TIER=FL /STK=1 /UG=Mm.89962 /LL=18646 /UG_GENE=Pfp /DEF=Mouse 
MOE430_2_1451969_s_ 797.2 430.3 P P 0.000732 0.000732 -0.9 D 0.99 gb:BC014870.1 /DB_XREF=gi:15928822 /FEA=FLmRNA /CNT=103 /TID=Mm.23981.1 /TIER=FL+Stack /STK=64 /UG=Mm.23981 /DEF=Mus musculus, clone
MOE430_2_1451989_a_ 873.7 452.3 P P 0.000244 0.000244 -0.9 D 0.99 gb:BB311034 /DB_XREF=gi:16402667 /DB_XREF=BB311034 /CLONE=B230321B18 /FEA=FLmRNA /CNT=290 /TID=Mm.194045.1 /TIER=Stack /STK=161 
MOE430_2_1452275_at 22.5 12.5 A A 0.06 0.21 -0.9 NC 0.63 gb:BI792508 /DB_XREF=gi:15820233 /DB_XREF=ic37d08.y1 /CLONE=IMAGE:5655974 /FEA=mRNA /CNT=217 /TID=Mm.220972.1 /TIER=ConsEnd /STK=0 
MOE430_2_1452309_at 90.7 42.1 P P 0.000244 0.001221 -0.9 D 0.99 gb:BB409331 /DB_XREF=gi:16423172 /DB_XREF=BB409331 /CLONE=C430013L02 /FEA=mRNA /CNT=52 /TID=Mm.28567.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1452353_at 127.6 89.6 P P 0.000244 0.001953 -0.9 D 0.99 gb:BB762731 /DB_XREF=gi:16192102 /DB_XREF=BB762731 /CLONE=G370014J22 /FEA=mRNA /CNT=36 /TID=Mm.52748.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1452410_a_ 81.4 34.1 P P 0.000244 0.03 -0.9 D 0.99 gb:BG867327 /DB_XREF=gi:14217867 /DB_XREF=602788678F1 /CLONE=IMAGE:4919970 /FEA=mRNA /CNT=17 /TID=Mm.48757.1 /TIER=ConsEnd /STK=
MOE430_2_1452440_at 295.3 178.8 P P 0.01 0.008057 -0.9 NC 0.99 gb:BI730298 /DB_XREF=gi:15707311 /DB_XREF=603350276F1 /CLONE=IMAGE:5357634 /FEA=mRNA /CNT=25 /TID=Mm.8983.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1452646_at 912.9 514.2 P P 0.001953 0.001953 -0.9 D 0.99 gb:AK003956.1 /DB_XREF=gi:12834929 /FEA=mRNA /CNT=372 /TID=Mm.30000.1 /TIER=Stack /STK=254 /UG=Mm.30000 /LL=68728 /UG_GENE=1110029
MOE430_2_1452779_at 3.2 1 A A 0.56 0.69 -0.9 NC 0.18 gb:AK014009.1 /DB_XREF=gi:12851623 /FEA=mRNA /CNT=61 /TID=Mm.23960.1 /TIER=Stack /STK=42 /UG=Mm.23960 /LL=76980 /UG_GENE=3110006E1
MOE430_2_1452937_s_ 286.2 166.9 P P 0.000244 0.000732 -0.9 D 0.99 gb:BQ031123 /DB_XREF=gi:19766402 /DB_XREF=UI-1-CF0-alz-f-07-0-UI.s1 /CLONE=UI-1-CF0-alz-f-07-0-UI /FEA=mRNA /CNT=22 /TID=Mm.196498.1
MOE430_2_1453022_at 24.7 12.8 A A 0.09 0.36 -0.9 NC 0.81 gb:AK003305.1 /DB_XREF=gi:12833890 /FEA=mRNA /CNT=31 /TID=Mm.46367.1 /TIER=Stack /STK=12 /UG=Mm.46367 /LL=68453 /UG_GENE=1110002J1
MOE430_2_1453063_at 344.2 173 P P 0.000732 0.001221 -0.9 D 0.99 gb:AK009844.1 /DB_XREF=gi:12844890 /FEA=mRNA /CNT=119 /TID=Mm.36879.1 /TIER=Stack /STK=30 /UG=Mm.36879 /LL=74325 /UG_GENE=Cltb /UG
MOE430_2_1453262_at 8.9 3.1 A A 0.26 0.5 -0.9 NC 0.78 gb:AK012851.1 /DB_XREF=gi:12849866 /FEA=mRNA /CNT=22 /TID=Mm.10434.1 /TIER=Stack /STK=9 /UG=Mm.10434 /LL=72669 /UG_GENE=2810032G03
MOE430_2_1453266_at 433.3 179.4 P P 0.000244 0.000244 -0.9 D 0.99 gb:BB767069 /DB_XREF=gi:16194417 /DB_XREF=BB767069 /CLONE=G370069K10 /FEA=mRNA /CNT=48 /TID=Mm.33277.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1453303_at 74.9 44.2 P P 0.005859 0.03 -0.9 D 0.99 gb:BI076733 /DB_XREF=gi:14515390 /DB_XREF=L0231H12-3 /CLONE=L0231H12 /FEA=mRNA /CNT=10 /TID=Mm.39954.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1453315_at 39.2 19.9 M A 0.05 0.3 -0.9 NC 0.76 gb:AK020702.1 /DB_XREF=gi:12861367 /FEA=mRNA /CNT=22 /TID=Mm.27358.1 /TIER=ConsEnd /STK=6 /UG=Mm.27358 /LL=78428 /UG_GENE=A030010
MOE430_2_1453347_at 3.1 0.9 A A 0.72 0.99 -0.9 NC 0.94 gb:AK017048.1 /DB_XREF=gi:12856106 /FEA=mRNA /CNT=11 /TID=Mm.158174.1 /TIER=ConsEnd /STK=5 /UG=Mm.158174 /LL=67748 /UG_GENE=49305
MOE430_2_1453383_at 1.1 0.4 A A 0.9 0.99 -0.9 NC 0.86 gb:AV042408 /DB_XREF=gi:4862073 /DB_XREF=AV042408 /CLONE=1700022F17 /FEA=mRNA /CNT=6 /TID=Mm.45773.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1453560_at 2.8 0.9 A A 0.5 0.95 -0.9 NC 0.88 gb:BF319743 /DB_XREF=gi:11268548 /DB_XREF=uy63c12.x1 /CLONE=IMAGE:3664246 /FEA=mRNA /CNT=3 /TID=Mm.27723.2 /TIER=ConsEnd /STK=2 /U
MOE430_2_1453608_at 73.3 38.7 P P 0.00293 0.01 -0.9 D 0.99 gb:BB046307 /DB_XREF=gi:16259406 /DB_XREF=BB046307 /CLONE=6030498P10 /FEA=mRNA /CNT=9 /TID=Mm.46038.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453668_at 2.9 1.4 A A 0.46 0.82 -0.9 NC 0.4 gb:BB126170 /DB_XREF=gi:16262259 /DB_XREF=BB126170 /CLONE=9630012B19 /FEA=mRNA /CNT=4 /TID=Mm.212478.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453730_at 5.4 1.2 A A 0.27 0.53 -0.9 NC 0.5 gb:AK015593.1 /DB_XREF=gi:12853991 /FEA=mRNA /CNT=27 /TID=Mm.24182.1 /TIER=ConsEnd /STK=0 /UG=Mm.24182 /LL=67630 /UG_GENE=1700010
MOE430_2_1453851_a_ 468.8 209.3 P P 0.000244 0.001221 -0.9 D 0.99 gb:AK007410.1 /DB_XREF=gi:12840945 /GEN=Gadd45g /FEA=mRNA /CNT=4 /TID=Mm.9653.2 /TIER=ConsEnd /STK=0 /UG=Mm.9653 /LL=23882 /UG_TIT
MOE430_2_1454152_a_ 4.3 1.1 A A 0.72 0.91 -0.9 NC 0.6 gb:AK020792.1 /DB_XREF=gi:12861487 /GEN=Gprk2l /FEA=mRNA /CNT=1 /TID=Mm.117076.2 /TIER=ConsEnd /STK=0 /UG=Mm.117076 /LL=14772 /UG_T
MOE430_2_1454205_at 6 2 A A 0.56 0.87 -0.9 NC 0.58 gb:AK015411.1 /DB_XREF=gi:12853744 /FEA=mRNA /CNT=1 /TID=Mm.159111.1 /TIER=ConsEnd /STK=0 /UG=Mm.159111 /LL=73993 /UG_GENE=493044
MOE430_2_1454341_at 5.8 3.4 A A 0.27 0.46 -0.9 NC 0.5 gb:AV278881 /DB_XREF=gi:6266918 /DB_XREF=AV278881 /CLONE=4933404I11 /FEA=mRNA /CNT=2 /TID=Mm.67528.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1454369_a_ 43.4 25.9 P P 0.00415 0.01 -0.9 NC 0.91 gb:AV166177 /DB_XREF=gi:5372614 /DB_XREF=AV166177 /CLONE=3110041H08 /FEA=mRNA /CNT=2 /TID=Mm.27908.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454479_at 8.9 2.8 A A 0.6 0.53 -0.9 NC 0.08 gb:AK017129.1 /DB_XREF=gi:12856233 /FEA=mRNA /CNT=1 /TID=Mm.158659.1 /TIER=ConsEnd /STK=0 /UG=Mm.158659 /LL=71299 /UG_GENE=493343
MOE430_2_1454685_at 51.9 26.4 P P 0.000244 0.00293 -0.9 D 0.99 gb:BQ177047 /DB_XREF=gi:20352539 /DB_XREF=UI-M-DJ2-bwa-o-06-0-UI.s1 /CLONE=UI-M-DJ2-bwa-o-06-0-UI /FEA=EST /CNT=85 /TID=Mm.20665
MOE430_2_1454699_at 395.8 174.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:BG076140 /DB_XREF=gi:12558709 /DB_XREF=H3156B03-3 /CLONE=H3156B03 /FEA=EST /CNT=107 /TID=Mm.29742.1 /TIER=Stack /STK=68 /UG=M
MOE430_2_1454844_at 20.5 14.8 P A 0.04 0.06 -0.9 NC 0.5 gb:AW049955 /DB_XREF=gi:5910484 /DB_XREF=UI-M-BH1-ant-c-04-0-UI.s1 /CLONE=UI-M-BH1-ant-c-04-0-UI /FEA=EST /CNT=44 /TID=Mm.23072.1 
MOE430_2_1455071_at 109.4 55.5 P P 0.02 0.03 -0.9 D 0.99 gb:BG072012 /DB_XREF=gi:12554581 /DB_XREF=H3105G01-3 /CLONE=H3105G01 /FEA=EST /CNT=53 /TID=Mm.29197.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455350_at 80 33.9 P P 0.001221 0.01 -0.9 D 0.99 gb:BB667368 /DB_XREF=gi:16398817 /DB_XREF=BB667368 /CLONE=C730006C01 /FEA=EST /CNT=97 /TID=Mm.5390.1 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1455392_at 7.9 2.8 A A 0.43 0.46 -0.9 NC 0.5 gb:BB081437 /DB_XREF=gi:16260654 /DB_XREF=BB081437 /CLONE=9330169C04 /FEA=EST /CNT=51 /TID=Mm.40741.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1455448_at 55.3 29.1 P P 0.008057 0.01 -0.9 NC 0.99 gb:BG804066 /DB_XREF=gi:17950981 /DB_XREF=0251-94 /FEA=EST /CNT=26 /TID=Mm.38171.1 /TIER=Stack /STK=13 /UG=Mm.38171 /UG_TITLE=ESTs
MOE430_2_1455497_at 70 42.9 P P 0.001221 0.01 -0.9 D 0.99 gb:BB799608 /DB_XREF=gi:16969231 /DB_XREF=BB799608 /CLONE=G630024G09 /FEA=EST /CNT=17 /TID=Mm.133564.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455629_at 2.5 1.1 A A 0.72 0.72 -0.9 NC 0.48 gb:BE957273 /DB_XREF=gi:10602656 /DB_XREF=UI-M-BG2-bce-c-08-0-UI.s1 /CLONE=UI-M-BG2-bce-c-08-0-UI /FEA=EST /CNT=11 /TID=Mm.54161
MOE430_2_1455741_a_ 280.4 162.5 P P 0.000732 0.000732 -0.9 D 0.99 gb:AW553715 /DB_XREF=gi:7199138 /DB_XREF=L0230G07-3 /CLONE=L0230G07 /FEA=EST /CNT=13 /TID=Mm.21657.2 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456029_a_ 129.4 68 P P 0.00293 0.008057 -0.9 D 0.99 gb:AW543761 /DB_XREF=gi:7186178 /DB_XREF=C0173G09-3 /CLONE=C0173G09 /FEA=EST /CNT=20 /TID=Mm.205578.2 /TIER=Stack /STK=19 /UG=Mm



MOE430_2_1456069_at 31.2 12.3 P P 0.000244 0.005859 -0.9 D 0.99 gb:BM117918 /DB_XREF=gi:17080936 /DB_XREF=L0858A06-3 /CLONE=L0858A06 /FEA=EST /CNT=20 /TID=Mm.3386.7 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1456192_x_ 10 6.8 A A 0.3 0.45 -0.9 NC 0.78 gb:AV209112 /DB_XREF=gi:6149945 /DB_XREF=AV209112 /CLONE=1700112N11 /FEA=EST /CNT=14 /TID=Mm.46095.1 /TIER=Stack /STK=14 /UG=Mm.4
MOE430_2_1456202_at 10.6 7.2 A A 0.33 0.6 -0.9 NC 0.5 gb:AV330559 /DB_XREF=gi:16396145 /DB_XREF=AV330559 /CLONE=6330514E13 /FEA=EST /CNT=16 /TID=Mm.154498.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456291_x_ 20.2 9.5 P A 0.01 0.19 -0.9 NC 0.76 gb:BB114693 /DB_XREF=gi:8767261 /DB_XREF=BB114693 /CLONE=9530047B11 /FEA=EST /CNT=13 /TID=Mm.181811.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456300_at 22.4 12.9 A A 0.17 0.14 -0.9 NC 0.63 gb:AV290889 /DB_XREF=gi:16392329 /DB_XREF=AV290889 /CLONE=5330400M03 /FEA=EST /CNT=12 /TID=Mm.133436.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456507_at 11.2 8.7 A A 0.11 0.3 -0.9 NC 0.5 gb:BG923959 /DB_XREF=gi:14304435 /DB_XREF=602825662F1 /CLONE=IMAGE:4954503 /FEA=EST /CNT=13 /TID=Mm.74335.1 /TIER=Stack /STK=9 /UG
MOE430_2_1456521_at 6.3 3.5 A A 0.09 0.59 -0.9 NC 0.81 gb:BG069809 /DB_XREF=gi:12552378 /DB_XREF=H3080D04-3 /CLONE=H3080D04 /FEA=EST /CNT=14 /TID=Mm.24295.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456771_at 1.5 0.9 A A 0.46 0.87 -0.9 NC 0.9 gb:AW109834 /DB_XREF=gi:6822547 /DB_XREF=MT1229 /CLONE=MT1229 /FEA=EST /CNT=18 /TID=Mm.69039.1 /TIER=ConsEnd /STK=7 /UG=Mm.6903
MOE430_2_1456974_at 4.4 2.6 A A 0.36 0.42 -0.9 NC 0.5 gb:BG067274 /DB_XREF=gi:12549843 /DB_XREF=H3052E06-3 /CLONE=H3052E06 /FEA=EST /CNT=6 /TID=Mm.25480.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456979_at 22.4 9.8 P P 0.001221 0.03 -0.9 NC 0.94 gb:BB527274 /DB_XREF=gi:16444454 /DB_XREF=BB527274 /CLONE=D930039A18 /FEA=EST /CNT=6 /TID=Mm.129249.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457164_at 6 3.8 A A 0.5 0.66 -0.9 NC 0.33 gb:BB309395 /DB_XREF=gi:16402505 /DB_XREF=BB309395 /CLONE=B230310H18 /FEA=EST /CNT=5 /TID=Mm.186329.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457400_at 38.3 21.6 A A 0.12 0.12 -0.9 NC 0.5 gb:BB368921 /DB_XREF=gi:16406707 /DB_XREF=BB368921 /CLONE=C130045N11 /FEA=EST /CNT=5 /TID=Mm.209893.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457450_at 12.9 8 A A 0.11 0.33 -0.9 NC 0.5 gb:BB328717 /DB_XREF=gi:16403863 /DB_XREF=BB328717 /CLONE=B530001G22 /FEA=EST /CNT=5 /TID=Mm.210332.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457462_at 9.1 5.7 A A 0.63 0.53 -0.9 NC 0.23 gb:BG069510 /DB_XREF=gi:12552079 /DB_XREF=H3077B07-3 /CLONE=H3077B07 /FEA=EST /CNT=5 /TID=Mm.173414.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457543_at 16.9 19.3 A A 0.09 0.21 -0.9 NC 0.5 gb:BB105776 /DB_XREF=gi:15407968 /DB_XREF=BB105776 /CLONE=9430096N11 /FEA=EST /CNT=4 /TID=Mm.23166.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457614_at 5.2 2.7 A A 0.5 0.53 -0.9 NC 0.28 gb:BB792339 /DB_XREF=gi:16961385 /DB_XREF=BB792339 /CLONE=G430140P15 /FEA=EST /CNT=4 /TID=Mm.214191.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457866_at 1.8 0.4 A A 0.78 0.98 -0.9 NC 0.94 gb:C77723 /DB_XREF=gi:2518053 /DB_XREF=C77723 /CLONE=J0036F06 /FEA=EST /CNT=4 /TID=Mm.172660.1 /TIER=ConsEnd /STK=3 /UG=Mm.17266
MOE430_2_1458069_at 13.5 4.5 P A 0.03 0.33 -0.9 NC 0.5 gb:BM240056 /DB_XREF=gi:17875326 /DB_XREF=K0545E03-3 /CLONE=K0545E03 /FEA=EST /CNT=3 /TID=Mm.215480.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458071_at 3.6 1 A A 0.43 0.8 -0.9 NC 0.54 gb:BB334974 /DB_XREF=gi:16404087 /DB_XREF=BB334974 /CLONE=B830029H09 /FEA=EST /CNT=3 /TID=Mm.185319.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458121_at 4.4 1.3 A A 0.43 0.69 -0.9 NC 0.36 gb:BB472447 /DB_XREF=gi:16428045 /DB_XREF=BB472447 /CLONE=D230045E12 /FEA=EST /CNT=3 /TID=Mm.132768.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458129_at 15.4 8.4 A A 0.19 0.21 -0.9 NC 0.5 gb:BB559501 /DB_XREF=gi:16449008 /DB_XREF=BB559501 /CLONE=E330039D10 /FEA=EST /CNT=3 /TID=Mm.194694.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458175_at 27.6 19.8 P A 0.03 0.21 -0.9 NC 0.99 gb:BB007686 /DB_XREF=gi:16257064 /DB_XREF=BB007686 /CLONE=4732478M10 /FEA=EST /CNT=3 /TID=Mm.58021.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458204_at 17.2 7.9 A A 0.53 0.27 -0.9 NC 0.11 gb:BB559858 /DB_XREF=gi:16449047 /DB_XREF=BB559858 /CLONE=E530001D12 /FEA=EST /CNT=3 /TID=Mm.140062.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458316_at 1 0.2 A A 0.69 0.9 -0.9 NC 0.71 gb:BB222785 /DB_XREF=gi:8891397 /DB_XREF=BB222785 /CLONE=A530079H17 /FEA=EST /CNT=3 /TID=Mm.120372.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458321_at 8.4 3.6 A A 0.21 0.27 -0.9 NC 0.08 gb:BB558275 /DB_XREF=gi:9644641 /DB_XREF=BB558275 /CLONE=E330033C11 /FEA=EST /CNT=3 /TID=Mm.134041.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458497_at 16.8 5.3 A A 0.08 0.27 -0.9 NC 0.65 gb:BM878504 /DB_XREF=gi:19246170 /DB_XREF=if41a08.y1 /CLONE=IMAGE: /FEA=EST /CNT=5 /TID=Mm.219427.1 /TIER=ConsEnd /STK=2 /UG=Mm.21
MOE430_2_1458506_at 1.2 0.8 A A 0.66 0.96 -0.9 NC 0.95 gb:BI735399 /DB_XREF=gi:15712412 /DB_XREF=603356886F1 /CLONE=IMAGE:5364237 /FEA=EST /CNT=6 /TID=Mm.206197.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1458557_at 8.2 4.1 A A 0.06 0.27 -0.9 NC 0.53 gb:BG069872 /DB_XREF=gi:12552441 /DB_XREF=H3081A08-3 /CLONE=H3081A08 /FEA=EST /CNT=4 /TID=Mm.161857.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458605_at 9.7 4.8 A A 0.09 0.33 -0.9 NC 0.64 gb:AW107249 /DB_XREF=gi:6078049 /DB_XREF=um12h08.x1 /CLONE=IMAGE:2182911 /FEA=EST /CNT=4 /TID=Mm.74624.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1458647_at 2.3 2.4 A A 0.88 0.85 -0.9 NC 0.5 gb:BF469287 /DB_XREF=gi:11538470 /DB_XREF=UI-M-BH3-auf-e-12-0-UI.r1 /CLONE=UI-M-BH3-auf-e-12-0-UI /FEA=EST /CNT=4 /TID=Mm.101507.1
MOE430_2_1458877_at 7 3.9 A A 0.17 0.39 -0.9 NC 0.41 gb:AW492245 /DB_XREF=gi:7062526 /DB_XREF=UI-M-BH3-atl-c-02-0-UI.s1 /CLONE=UI-M-BH3-atl-c-02-0-UI /FEA=EST /CNT=3 /TID=Mm.102048.1 /
MOE430_2_1459104_at 5.1 2.9 A A 0.11 0.21 -0.9 NC 0.5 gb:BB449877 /DB_XREF=gi:16425403 /DB_XREF=BB449877 /CLONE=D030073O17 /FEA=EST /CNT=3 /TID=Mm.209218.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459204_at 5.7 3.5 A A 0.33 0.6 -0.9 NC 0.73 gb:BG070275 /DB_XREF=gi:12552844 /DB_XREF=H3085E12-3 /CLONE=H3085E12 /FEA=EST /CNT=2 /TID=Mm.10998.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459241_at 3.3 0.9 A A 0.52 0.74 -0.9 NC 0.5 gb:BG067629 /DB_XREF=gi:12550198 /DB_XREF=H3056E02-3 /CLONE=H3056E02 /FEA=EST /CNT=2 /TID=Mm.9711.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459452_at 2.2 1.2 A A 0.75 0.75 -0.9 NC 0.65 gb:BG072191 /DB_XREF=gi:12554760 /DB_XREF=H3107G09-3 /CLONE=H3107G09 /FEA=EST /CNT=2 /TID=Mm.217100.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459518_at 7.3 5.6 P A 0.02 0.43 -0.9 NC 0.7 gb:BG062201 /DB_XREF=gi:12532446 /DB_XREF=L0958H01-3 /CLONE=L0958H01 /FEA=EST /CNT=2 /TID=Mm.202494.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459589_at 26.8 14.1 A A 0.14 0.33 -0.9 NC 0.88 gb:C85932 /DB_XREF=gi:2917889 /DB_XREF=C85932 /CLONE=J0217B04 /FEA=EST /CNT=2 /TID=Mm.200251.1 /TIER=ConsEnd /STK=2 /UG=Mm.20025
MOE430_2_1459662_at 4.5 3.6 A A 0.21 0.56 -0.9 NC 0.78 gb:BE945018 /DB_XREF=gi:10522777 /DB_XREF=UI-M-BZ0-axh-h-06-0-UI.s1 /CLONE=UI-M-BZ0-axh-h-06-0-UI /FEA=EST /CNT=2 /TID=Mm.152326.1
MOE430_2_1459771_x_ 52.9 10.6 P A 0.04 0.17 -0.9 D 0.99 gb:BB361171 /DB_XREF=gi:9072999 /DB_XREF=BB361171 /CLONE=C130002N03 /FEA=EST /CNT=2 /TID=Mm.132953.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459840_s_ 189.4 77.2 P P 0.000244 0.000244 -0.9 D 0.99 gb:AV365721 /DB_XREF=gi:6413368 /DB_XREF=AV365721 /CLONE=8430411L08 /FEA=EST /CNT=2 /TID=Mm.94138.1 /TIER=ConsEnd /STK=2 /UG=Mm.
MOE430_2_1459849_x_ 0.4 0.2 A A 0.56 0.69 -0.9 NC 0.82 gb:BB240193 /DB_XREF=gi:8924801 /DB_XREF=BB240193 /CLONE=A630080P11 /FEA=EST /CNT=2 /TID=Mm.165047.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459926_at 7.4 3.4 A A 0.17 0.39 -0.9 NC 0.81 gb:BG079055 /DB_XREF=gi:12561623 /DB_XREF=H3035C07-5 /CLONE=H3035C07 /FEA=EST /CNT=4 /TID=Mm.24933.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1459939_at 4 1 A A 0.43 0.87 -0.9 NC 0.82 gb:BG076089 /DB_XREF=gi:12558658 /DB_XREF=H3155E05-3 /CLONE=H3155E05 /FEA=EST /CNT=2 /TID=Mm.103273.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459994_x_ 5.1 2.4 A A 0.33 0.43 -0.9 NC 0.35 gb:AV027486 /DB_XREF=gi:4807096 /DB_XREF=AV027486 /CLONE=1300010B01 /FEA=EST /CNT=12 /TID=Mm.21757.3 /TIER=Stack /STK=12 /UG=Mm.2
MOE430_2_1460103_at 4.5 3.3 A A 0.36 0.24 -0.9 NC 0.5 gb:BG071165 /DB_XREF=gi:12553734 /DB_XREF=H3095D12-3 /CLONE=H3095D12 /FEA=EST /CNT=3 /TID=Mm.214465.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460617_s_ 183.4 97.9 P P 0.000732 0.00293 -0.9 D 0.99 gb:AV220161 /DB_XREF=gi:15404790 /DB_XREF=AV220161 /CLONE=3021401M16 /FEA=EST /CNT=110 /TID=Mm.193647.1 /TIER=Stack /STK=25 /UG=M
MOE430_2_1460658_at 3.8 1.9 A A 0.53 0.72 -0.9 NC 0.5 gb:AW551707 /DB_XREF=gi:7197046 /DB_XREF=L0201E10-3 /CLONE=L0201E10 /FEA=EST /CNT=1 /TID=Mm.199566.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1460694_s_ 908.2 480.7 P P 0.000244 0.000244 -0.9 D 0.99 gb:BM203457 /DB_XREF=gi:17758021 /DB_XREF=C0254G05-3 /CLONE=C0254G05 /FEA=mRNA /CNT=95 /TID=Mm.22588.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1460740_at 99.9 54.6 P P 0.00293 0.01 -0.9 D 0.99 gb:BQ173953 /DB_XREF=gi:20349444 /DB_XREF=UI-M-DJ2-bvv-m-12-0-UI.s1 /CLONE=UI-M-DJ2-bvv-m-12-0-UI /FEA=mRNA /CNT=119 /TID=Mm.36
MOE430_2_1416226_at 3106.2 1563 P P 0.000244 0.000244 -1 D 0.99 gb:BC010275.1 /DB_XREF=gi:16307454 /FEA=FLmRNA /CNT=277 /TID=Mm.30010.1 /TIER=FL+Stack /STK=110 /UG=Mm.30010 /LL=11867 /UG_GENE=A
MOE430_2_1416367_at 280.6 106.2 P P 0.000244 0.000244 -1 D 0.99 gb:NM_025363.1 /DB_XREF=gi:13384727 /GEN=1110001J03Rik /FEA=FLmRNA /CNT=124 /TID=Mm.24091.1 /TIER=FL+Stack /STK=94 /UG=Mm.24091 /LL
MOE430_2_1416424_at 1925.9 1016.5 P P 0.000244 0.000244 -1 D 0.99 gb:BC011116.1 /DB_XREF=gi:15029789 /FEA=FLmRNA /CNT=246 /TID=Mm.104975.1 /TIER=FL+Stack /STK=90 /UG=Mm.104975 /LL=66905 /UG_GENE=
MOE430_2_1416457_at 1239.8 601.5 P P 0.000244 0.000244 -1 D 0.99 gb:NM_016765.1 /DB_XREF=gi:7949034 /GEN=Ddah2 /FEA=FLmRNA /CNT=195 /TID=Mm.1457.1 /TIER=FL+Stack /STK=88 /UG=Mm.1457 /LL=51793 /DE
MOE430_2_1416513_at 484.7 256.7 P P 0.000244 0.000244 -1 D 0.99 gb:BC026051.1 /DB_XREF=gi:19913503 /FEA=FLmRNA /CNT=157 /TID=Mm.68887.1 /TIER=FL+Stack /STK=84 /UG=Mm.68887 /LL=16779 /UG_GENE=Lam
MOE430_2_1416576_at 342.3 163.3 P P 0.000732 0.001953 -1 D 0.99 gb:NM_007707.1 /DB_XREF=gi:6671757 /GEN=Cish3 /FEA=FLmRNA /CNT=114 /TID=Mm.3468.1 /TIER=FL+Stack /STK=81 /UG=Mm.3468 /LL=12702 /DE
MOE430_2_1417021_a_ 3.1 1.6 A A 0.6 0.8 -1 NC 0.75 gb:NM_012046.1 /DB_XREF=gi:6755623 /GEN=Spo11 /FEA=FLmRNA /CNT=63 /TID=Mm.23495.1 /TIER=FL+Stack /STK=60 /UG=Mm.23495 /LL=26972 /D
MOE430_2_1417070_at 100.3 62.9 P P 0.000244 0.000244 -1 D 0.99 gb:NM_133969.1 /DB_XREF=gi:19527189 /GEN=AW111961 /FEA=FLmRNA /CNT=101 /TID=Mm.1554.1 /TIER=FL+Stack /STK=58 /UG=Mm.1554 /LL=1022
MOE430_2_1417225_at 1669.9 678.8 P P 0.000244 0.000244 -1 D 0.99 gb:NM_022992.1 /DB_XREF=gi:14149749 /GEN=Arl6ip5 /FEA=FLmRNA /CNT=128 /TID=Mm.30009.1 /TIER=FL+Stack /STK=52 /UG=Mm.30009 /LL=65106
MOE430_2_1417268_at 111.1 62.1 P P 0.000732 0.00415 -1 D 0.99 gb:NM_009841.1 /DB_XREF=gi:6753331 /GEN=Cd14 /FEA=FLmRNA /CNT=91 /TID=Mm.3460.1 /TIER=FL+Stack /STK=50 /UG=Mm.3460 /LL=12475 /DEF=
MOE430_2_1417311_at 237.8 115 P P 0.000244 0.000244 -1 D 0.99 gb:NM_024223.1 /DB_XREF=gi:13195645 /GEN=0610010I23Rik /FEA=FLmRNA /CNT=180 /TID=Mm.133825.1 /TIER=FL+Stack /STK=48 /UG=Mm.133825 /
MOE430_2_1417618_at 163.7 116.8 P P 0.000244 0.001953 -1 D 0.99 gb:NM_010582.1 /DB_XREF=gi:6754383 /GEN=Itih2 /FEA=FLmRNA /CNT=89 /TID=Mm.182043.1 /TIER=FL+Stack /STK=40 /UG=Mm.182043 /LL=16425 /D
MOE430_2_1417932_at 177.4 104.2 P P 0.000244 0.001953 -1 D 0.99 gb:NM_008360.1 /DB_XREF=gi:6680412 /GEN=Il18 /FEA=FLmRNA /CNT=43 /TID=Mm.1410.1 /TIER=FL+Stack /STK=33 /UG=Mm.1410 /LL=16173 /DEF=M
MOE430_2_1418175_at 185.4 94.7 P P 0.000244 0.000732 -1 D 0.99 gb:BC006716.1 /DB_XREF=gi:13879474 /FEA=FLmRNA /CNT=145 /TID=Mm.44170.1 /TIER=FL+Stack /STK=28 /UG=Mm.44170 /LL=22337 /UG_GENE=Vd
MOE430_2_1418177_at 6.4 2 A A 0.3 0.46 -1 NC 0.58 gb:AF233778.1 /DB_XREF=gi:14626501 /GEN=Gabrg2 /FEA=FLmRNA /CNT=56 /TID=Mm.5309.1 /TIER=FL+Stack /STK=28 /UG=Mm.5309 /LL=14406 /DE
MOE430_2_1418189_s_ 80.8 45.9 P P 0.000244 0.001221 -1 D 0.99 gb:AA560093 /DB_XREF=gi:2331558 /DB_XREF=vl29d03.r1 /CLONE=IMAGE:973637 /FEA=FLmRNA /CNT=85 /TID=Mm.218611.1 /TIER=ConsEnd /STK=0 
MOE430_2_1418190_at 1.3 2 A A 0.78 0.88 -1 NC 0.69 gb:NM_011134.1 /DB_XREF=gi:7242182 /GEN=Pon1 /FEA=FLmRNA /CNT=79 /TID=Mm.30107.1 /TIER=FL+Stack /STK=28 /UG=Mm.30107 /LL=18979 /DE
MOE430_2_1418289_at 20.8 5.5 M A 0.05 0.27 -1 NC 0.62 gb:AI413223 /DB_XREF=gi:4256727 /DB_XREF=mc31d03.x1 /CLONE=IMAGE:350117 /FEA=FLmRNA /CNT=96 /TID=Mm.23742.1 /TIER=Stack /STK=35 /U
MOE430_2_1418421_at 13.5 6.2 A A 0.17 0.36 -1 NC 0.76 gb:NM_007528.1 /DB_XREF=gi:6671615 /GEN=Bazf /FEA=FLmRNA /CNT=32 /TID=Mm.12930.1 /TIER=FL+Stack /STK=24 /UG=Mm.12930 /LL=12029 /DE
MOE430_2_1418474_at 65.2 33.8 P P 0.000732 0.005859 -1 D 0.99 gb:NM_033146.1 /DB_XREF=gi:14994309 /GEN=1500005A01Rik /FEA=FLmRNA /CNT=41 /TID=Mm.40667.1 /TIER=FL+Stack /STK=23 /UG=Mm.40667 /LL
MOE430_2_1418671_at 54.6 18.1 P A 0.01 0.09 -1 NC 0.99 gb:U85020.1 /DB_XREF=gi:4099204 /FEA=FLmRNA /CNT=71 /TID=Mm.10682.1 /TIER=FL+Stack /STK=20 /UG=Mm.10682 /LL=12337 /UG_GENE=Capn5 /
MOE430_2_1418831_at 3.2 3 A A 0.6 0.72 -1 NC 0.65 gb:NM_019762.1 /DB_XREF=gi:9790162 /GEN=Pkp3 /FEA=FLmRNA /CNT=100 /TID=Mm.29603.1 /TIER=FL+Stack /STK=17 /UG=Mm.29603 /LL=56460 /D
MOE430_2_1418910_at 1.4 0.4 A A 0.87 0.98 -1 NC 0.5 gb:NM_007557.1 /DB_XREF=gi:6680799 /GEN=Bmp7 /FEA=FLmRNA /CNT=35 /TID=Mm.595.1 /TIER=FL+Stack /STK=16 /UG=Mm.595 /LL=12162 /DEF=M
MOE430_2_1418980_a_ 99 49.5 P P 0.000732 0.00293 -1 D 0.99 gb:NM_009923.1 /DB_XREF=gi:6753475 /GEN=Cnp1 /FEA=FLmRNA /CNT=51 /TID=Mm.15711.1 /TIER=FL+Stack /STK=15 /UG=Mm.15711 /LL=12799 /DE
MOE430_2_1419123_a_ 450.5 216.4 P P 0.000244 0.000244 -1 D 0.99 gb:NM_019971.1 /DB_XREF=gi:10242384 /GEN=Pdgfc /FEA=FLmRNA /CNT=56 /TID=Mm.40268.1 /TIER=FL+Stack /STK=13 /UG=Mm.40268 /LL=54635 /D
MOE430_2_1419139_at 9.7 8.5 A A 0.27 0.46 -1 NC 0.81 gb:NM_008109.1 /DB_XREF=gi:6679980 /GEN=Gdf5 /FEA=FLmRNA /CNT=19 /TID=Mm.4744.1 /TIER=FL+Stack /STK=13 /UG=Mm.4744 /LL=14563 /DEF=
MOE430_2_1419332_at 7.2 2.3 A A 0.24 0.59 -1 NC 0.69 gb:NM_019397.1 /DB_XREF=gi:9506562 /GEN=Egfl6 /FEA=FLmRNA /CNT=20 /TID=Mm.37707.1 /TIER=FL+Stack /STK=11 /UG=Mm.37707 /LL=54156 /DE
MOE430_2_1419359_at 101.5 53.2 P P 0.008057 0.02 -1 D 0.99 gb:NM_138753.1 /DB_XREF=gi:20270288 /GEN=Clp1 /FEA=FLmRNA /CNT=108 /TID=Mm.8763.1 /TIER=FL+Stack /STK=10 /UG=Mm.8763 /LL=192231 /D
MOE430_2_1419429_at 35.7 22.9 P P 0.01 0.01 -1 NC 0.9 gb:NM_016673.1 /DB_XREF=gi:7710005 /GEN=Cntfr /FEA=FLmRNA /CNT=19 /TID=Mm.30367.1 /TIER=FL+Stack /STK=10 /UG=Mm.30367 /LL=12804 /DE
MOE430_2_1419665_a_ 219.8 124.5 P P 0.000244 0.000732 -1 D 0.99 gb:NM_019738.1 /DB_XREF=gi:9790144 /GEN=Nupr1 /FEA=FLmRNA /CNT=28 /TID=Mm.18742.1 /TIER=FL /STK=7 /UG=Mm.18742 /LL=56312 /DEF=Mus 
MOE430_2_1419886_at 23.4 8.1 P A 0.04 0.39 -1 NC 0.97 gb:BG079602 /DB_XREF=gi:12562170 /DB_XREF=H3042D08-5 /CLONE=H3042D08 /FEA=EST /CNT=3 /TID=Mm.5781.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419974_at 10.6 6.9 P A 0.04 0.21 -1 NC 0.63 gb:C76618 /DB_XREF=gi:2516948 /DB_XREF=C76618 /CLONE=J0014H04 /FEA=EST /CNT=1 /TID=Mm.206843.1 /TIER=ConsEnd /STK=1 /UG=Mm.20684
MOE430_2_1420032_at 6.6 5.9 A A 0.08 0.53 -1 NC 0.58 gb:C85740 /DB_XREF=gi:2917697 /DB_XREF=C85740 /CLONE=J0213H11 /FEA=EST /CNT=1 /TID=Mm.197875.1 /TIER=ConsEnd /STK=0 /UG=Mm.19787
MOE430_2_1420041_at 14.8 8.2 P A 0.000244 0.11 -1 NC 0.96 gb:C79309 /DB_XREF=gi:2519639 /DB_XREF=C79309 /CLONE=J0064C11 /FEA=EST /CNT=1 /TID=Mm.88235.1 /TIER=ConsEnd /STK=1 /UG=Mm.88235 /
MOE430_2_1420122_at 1.2 0.4 A A 0.9 0.94 -1 NC 0.58 gb:AA517858 /DB_XREF=gi:2257382 /DB_XREF=vh82e03.r1 /CLONE=IMAGE:893500 /FEA=EST /CNT=1 /TID=Mm.204205.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420151_at 5 1.4 A A 0.56 0.88 -1 NC 0.62 gb:AV206800 /DB_XREF=gi:6147653 /DB_XREF=AV206800 /CLONE=1700090K22 /FEA=EST /CNT=1 /TID=Mm.76865.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420336_at 92.4 47.9 P P 0.000244 0.000244 -1 D 0.99 gb:NM_025629.1 /DB_XREF=gi:13385091 /GEN=2010109H09Rik /FEA=FLmRNA /CNT=13 /TID=Mm.175389.1 /TIER=FL /STK=6 /UG=Mm.175389 /LL=6654
MOE430_2_1420533_at 19 5.9 P A 0.00415 0.24 -1 NC 0.79 gb:NM_021896.1 /DB_XREF=gi:11230803 /GEN=Gucy1a3 /FEA=FLmRNA /CNT=25 /TID=Mm.143831.1 /TIER=FL /STK=4 /UG=Mm.143831 /LL=60596 /DEF
MOE430_2_1420654_a_ 33.8 14.3 P A 0.00415 0.11 -1 D 0.99 gb:NM_028803.1 /DB_XREF=gi:17975507 /GEN=Gbe1 /FEA=FLmRNA /CNT=37 /TID=Mm.29201.1 /TIER=FL /STK=3 /UG=Mm.29201 /LL=74185 /DEF=Mus
MOE430_2_1420925_at 8.4 3.9 A A 0.14 0.21 -1 NC 0.5 gb:BM116982 /DB_XREF=gi:17080000 /DB_XREF=L0844E10-3 /CLONE=L0844E10 /FEA=FLmRNA /CNT=91 /TID=Mm.4804.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1420944_at 17.5 18.7 A A 0.36 0.75 -1 NC 0.92 gb:AK014497.1 /DB_XREF=gi:12852393 /GEN=Zfp185 /FEA=FLmRNA /CNT=63 /TID=Mm.1161.1 /TIER=Stack /STK=41 /UG=Mm.1161 /LL=22673 /UG_TIT
MOE430_2_1421011_at 951.2 409.7 P P 0.000244 0.000244 -1 D 0.99 gb:NM_053262.1 /DB_XREF=gi:16716596 /GEN=Hsd17b11 /FEA=FLmRNA /CNT=27 /TID=Mm.1187.1 /TIER=FL /STK=2 /UG=Mm.1187 /LL=114664 /DEF=M
MOE430_2_1421034_a_ 163.1 68.8 P P 0.000244 0.00293 -1 D 0.99 gb:NM_010557.1 /DB_XREF=gi:6754333 /GEN=Il4ra /FEA=FLmRNA /CNT=52 /TID=Mm.1009.1 /TIER=FL /STK=2 /UG=Mm.1009 /LL=16190 /DEF=Mus mus
MOE430_2_1421131_a_ 5 1.5 A A 0.36 0.5 -1 NC 0.5 gb:AV174549 /DB_XREF=gi:15404730 /DB_XREF=AV174549 /CLONE=5730411A13 /FEA=FLmRNA /CNT=17 /TID=Mm.116646.1 /TIER=Stack /STK=8 /UG
MOE430_2_1421146_at 76.7 36.4 P P 0.01 0.03 -1 NC 0.86 gb:NM_054050.1 /DB_XREF=gi:16905082 /GEN=Grf2 /FEA=FLmRNA /CNT=30 /TID=Mm.219623.1 /TIER=FL /STK=2 /UG=Mm.219623 /LL=107746 /DEF=M
MOE430_2_1421184_a_ 131 78 P P 0.001953 0.04 -1 D 0.99 gb:NM_027334.1 /DB_XREF=gi:13386219 /GEN=2210414H16Rik /FEA=FLmRNA /CNT=12 /TID=Mm.220975.1 /TIER=FL /STK=2 /UG=Mm.220975 /LL=7015
MOE430_2_1421358_at 114.2 45.8 P P 0.03 0.03 -1 NC 0.99 gb:NM_013819.1 /DB_XREF=gi:7305128 /GEN=H2-M3 /FEA=FLmRNA /CNT=9 /TID=Mm.14437.1 /TIER=FL /STK=2 /UG=Mm.14437 /LL=14991 /DEF=Mus 
MOE430_2_1421380_at 9 5.3 A A 0.14 0.36 -1 NC 0.36 gb:BB445997 /DB_XREF=gi:16425052 /DB_XREF=BB445997 /CLONE=D030054E05 /FEA=FLmRNA /CNT=12 /TID=Mm.46791.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1421403_at 30.4 18.7 P A 0.001953 0.08 -1 D 0.99 gb:NM_053191.1 /DB_XREF=gi:16716490 /GEN=Pi15 /FEA=FLmRNA /CNT=9 /TID=Mm.190620.1 /TIER=FL /STK=2 /UG=Mm.190620 /LL=94227 /DEF=Mus
MOE430_2_1421405_at 9.5 3.4 A A 0.27 0.5 -1 NC 0.5 gb:NM_011769.1 /DB_XREF=gi:6756076 /GEN=Zim1 /FEA=FLmRNA /CNT=8 /TID=Mm.89976.1 /TIER=FL /STK=2 /UG=Mm.89976 /LL=22776 /DEF=Mus m
MOE430_2_1421699_at 2.4 1 A A 0.69 0.85 -1 NC 0.88 gb:NM_017468.1 /DB_XREF=gi:8567349 /GEN=Enam /FEA=FLmRNA /CNT=2 /TID=Mm.8014.1 /TIER=FL /STK=2 /UG=Mm.8014 /LL=13801 /DEF=Mus mus
MOE430_2_1421781_at 25.9 10.8 A A 0.27 0.3 -1 NC 0.42 gb:NM_009476.1 /DB_XREF=gi:6678512 /GEN=Upk2 /FEA=FLmRNA /CNT=2 /TID=Mm.4453.1 /TIER=FL /STK=2 /UG=Mm.4453 /LL=22269 /DEF=Mus mus
MOE430_2_1422091_at 21.5 8 M A 0.05 0.27 -1 NC 0.68 gb:NM_008825.1 /DB_XREF=gi:6679284 /GEN=Pfkfb2 /FEA=FLmRNA /CNT=10 /TID=Mm.4255.1 /TIER=FL /STK=1 /UG=Mm.4255 /LL=18640 /DEF=Mus m
MOE430_2_1422201_at 6.2 3 A A 0.27 0.53 -1 NC 0.77 gb:NM_010389.1 /DB_XREF=gi:6754129 /GEN=H2-Ob /FEA=FLmRNA /CNT=4 /TID=Mm.29188.1 /TIER=FL /STK=1 /UG=Mm.29188 /LL=15002 /DEF=Mus 
MOE430_2_1422234_at 22.3 11.3 A A 0.21 0.3 -1 NC 0.39 gb:NM_009314.1 /DB_XREF=gi:6678212 /GEN=Tacr2 /FEA=FLmRNA /CNT=3 /TID=Mm.8054.1 /TIER=FL /STK=1 /UG=Mm.8054 /LL=21337 /DEF=Mus mus
MOE430_2_1422242_at 13.2 7 A A 0.46 0.5 -1 NC 0.41 gb:NM_007845.1 /DB_XREF=gi:6681162 /GEN=Defcr-rs10 /FEA=FLmRNA /CNT=3 /TID=Mm.14733.1 /TIER=FL /STK=1 /UG=Mm.14733 /LL=13219 /DEF=M
MOE430_2_1422323_a_ 10.1 5.7 A A 0.6 0.78 -1 NC 0.5 gb:NM_010691.1 /DB_XREF=gi:7242153 /GEN=Lbx1h /FEA=FLmRNA /CNT=1 /TID=Mm.116815.1 /TIER=FL /STK=1 /UG=Mm.116815 /LL=16814 /DEF=Mu
MOE430_2_1422448_at 17.1 8.8 A A 0.3 0.56 -1 NC 0.5 gb:NM_009363.1 /DB_XREF=gi:6678308 /GEN=Tff2 /FEA=FLmRNA /CNT=129 /TID=Mm.1825.1 /TIER=FL+Stack /STK=111 /UG=Mm.1825 /LL=21785 /DEF
MOE430_2_1422494_s_ 35.6 20.1 P A 0.001221 0.08 -1 D 0.99 gb:NM_053180.1 /DB_XREF=gi:16716468 /GEN=PNQLARE /FEA=FLmRNA /CNT=98 /TID=Mm.202346.1 /TIER=FL+Stack /STK=72 /UG=Mm.202346 /LL=94
MOE430_2_1422737_at 112.2 48.1 P P 0.000244 0.00415 -1 D 0.99 gb:NM_008679.1 /DB_XREF=gi:6679025 /GEN=Ncoa3 /FEA=FLmRNA /CNT=72 /TID=Mm.1011.1 /TIER=FL+Stack /STK=15 /UG=Mm.1011 /LL=17979 /DEF
MOE430_2_1422802_at 5.5 3 A A 0.21 0.21 -1 NC 0.03 gb:NM_007850.1 /DB_XREF=gi:13937344 /GEN=Defcr3 /FEA=FLmRNA /CNT=25 /TID=Mm.175392.1 /TIER=FL+Stack /STK=11 /UG=Mm.175392 /LL=13237
MOE430_2_1422839_at 6.6 4.2 A A 0.39 0.53 -1 NC 0.69 gb:NM_009718.1 /DB_XREF=gi:6753131 /GEN=Neurog2 /FEA=FLmRNA /CNT=22 /TID=Mm.42017.1 /TIER=FL+Stack /STK=10 /UG=Mm.42017 /LL=11924 /
MOE430_2_1422925_s_ 5.3 1.8 A A 0.46 0.78 -1 NC 0.5 gb:NM_134246.1 /DB_XREF=gi:19527405 /GEN=Pte2a-pending /FEA=FLmRNA /CNT=19 /TID=Mm.202331.1 /TIER=FL /STK=5 /UG=Mm.202331 /LL=17128
MOE430_2_1423012_at 24.1 9.2 A A 0.09 0.3 -1 NC 0.59 gb:NM_018801.1 /DB_XREF=gi:9055363 /GEN=Syt7 /FEA=FLmRNA /CNT=6 /TID=Mm.88819.1 /TIER=FL /STK=0 /UG=Mm.88819 /LL=54525 /DEF=Mus m
MOE430_2_1423084_at 3.8 2.5 A A 0.33 0.5 -1 NC 0.62 gb:BB223909 /DB_XREF=gi:16353837 /DB_XREF=BB223909 /CLONE=A530084E06 /FEA=FLmRNA /CNT=84 /TID=Mm.123510.1 /TIER=Stack /STK=59 /U
MOE430_2_1423243_at 5.6 4.9 A A 0.39 0.29 -1 NC 0.15 gb:BB375478 /DB_XREF=gi:16407402 /DB_XREF=BB375478 /CLONE=C130080H12 /FEA=FLmRNA /CNT=139 /TID=Mm.2814.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1423343_at 9.3 7 A A 0.14 0.27 -1 NC 0.26 gb:BB667135 /DB_XREF=gi:16398584 /DB_XREF=BB667135 /CLONE=4022446N14 /FEA=FLmRNA /CNT=29 /TID=Mm.143799.1 /TIER=Stack /STK=14 /U
MOE430_2_1423393_at 1668.2 864.7 P P 0.000244 0.000244 -1 D 0.99 gb:AV228252 /DB_XREF=gi:16385529 /DB_XREF=AV228252 /CLONE=4432414N07 /FEA=FLmRNA /CNT=264 /TID=Mm.22409.1 /TIER=Stack /STK=68 /U
MOE430_2_1423547_at 25.7 13.3 P A 0.005859 0.09 -1 D 0.99 gb:AW208566 /DB_XREF=gi:6514506 /DB_XREF=uo61c09.x1 /CLONE=IMAGE:2647024 /FEA=FLmRNA /CNT=267 /TID=Mm.45436.1 /TIER=Stack /STK=11
MOE430_2_1423911_at 354.4 214.3 P P 0.000244 0.000244 -1 D 0.99 gb:BC023062.1 /DB_XREF=gi:18606204 /FEA=FLmRNA /CNT=149 /TID=Mm.205569.1 /TIER=FL+Stack /STK=81 /UG=Mm.205569 /DEF=Mus musculus, clo
MOE430_2_1423984_a_ 187 91.5 P P 0.000732 0.001221 -1 D 0.99 gb:BC003762.1 /DB_XREF=gi:13277728 /FEA=FLmRNA /CNT=85 /TID=Mm.4710.2 /TIER=FL+Stack /STK=70 /UG=Mm.4710 /LL=17537 /UG_GENE=Mrg2 /
MOE430_2_1423996_a_ 87.9 36.1 P A 0.03 0.11 -1 D 0.99 gb:AF000304.1 /DB_XREF=gi:2654493 /GEN=il-4r /FEA=FLmRNA /CNT=78 /TID=Mm.1009.2 /TIER=FL /STK=1 /UG=Mm.1009 /LL=16190 /DEF=Mus musc
MOE430_2_1424150_at 114.3 55.1 P P 0.01 0.04 -1 D 0.99 gb:BC024955.1 /DB_XREF=gi:19353521 /FEA=FLmRNA /CNT=73 /TID=Mm.1532.1 /TIER=FL+Stack /STK=49 /UG=Mm.1532 /DEF=Mus musculus, clone MG
MOE430_2_1424305_at 4.9 1.4 A A 0.27 0.66 -1 NC 0.5 gb:BC006026.1 /DB_XREF=gi:13543747 /FEA=FLmRNA /CNT=129 /TID=Mm.1192.1 /TIER=FL+Stack /STK=38 /UG=Mm.1192 /LL=16069 /UG_GENE=Igj /D
MOE430_2_1424329_a_ 370.9 165.9 P P 0.000244 0.000244 -1 D 0.99 gb:BC025098.1 /DB_XREF=gi:19264057 /FEA=FLmRNA /CNT=70 /TID=Mm.2664.1 /TIER=FL+Stack /STK=37 /UG=Mm.2664 /LL=65116 /UG_GENE=Prrg2 
MOE430_2_1424358_at 626.4 294.7 P P 0.000244 0.000244 -1 D 0.99 gb:BC016265.1 /DB_XREF=gi:16740794 /FEA=FLmRNA /CNT=51 /TID=Mm.23551.1 /TIER=FL+Stack /STK=36 /UG=Mm.23551 /DEF=Mus musculus, Simila
MOE430_2_1424433_at 132.7 60.6 P A 0.00415 0.06 -1 D 0.99 gb:BC021619.1 /DB_XREF=gi:18204903 /FEA=FLmRNA /CNT=51 /TID=Mm.27166.1 /TIER=FL+Stack /STK=33 /UG=Mm.27166 /LL=76467 /UG_GENE=2310
MOE430_2_1424537_at 8.1 4 P A 0.01 0.36 -1 NC 0.89 gb:AB055854.1 /DB_XREF=gi:13537511 /GEN=mgclh /FEA=FLmRNA /CNT=27 /TID=Mm.50678.1 /TIER=FL+Stack /STK=26 /UG=Mm.50678 /LL=71847 /U
MOE430_2_1424962_at 19.5 9.1 A A 0.14 0.33 -1 NC 0.5 gb:BC010814.1 /DB_XREF=gi:14789880 /FEA=FLmRNA /CNT=34 /TID=Mm.26618.1 /TIER=FL+Stack /STK=10 /UG=Mm.26618 /DEF=Mus musculus, clone 
MOE430_2_1425013_at 7.8 4.7 A A 0.08 0.17 -1 NC 0.5 gb:AF332006.1 /DB_XREF=gi:13445629 /GEN=Ornt2 /FEA=FLmRNA /CNT=11 /TID=Mm.193029.1 /TIER=FL+Stack /STK=9 /UG=Mm.193029 /LL=83885 /D
MOE430_2_1425120_x_ 45.1 13 P A 0.03 0.19 -1 NC 0.5 gb:BC021795.1 /DB_XREF=gi:18257334 /FEA=FLmRNA /CNT=13 /TID=Mm.46348.1 /TIER=FL /STK=6 /UG=Mm.46348 /DEF=Mus musculus, Similar to TLH
MOE430_2_1425217_a_ 11.6 6.1 A A 0.27 0.6 -1 NC 0.91 gb:AF041862.1 /DB_XREF=gi:3241994 /FEA=FLmRNA /CNT=18 /TID=Mm.30717.1 /TIER=FL /STK=4 /UG=Mm.30717 /LL=20975 /UG_GENE=Synj2 /DEF=M
MOE430_2_1425246_at 7.5 6.2 A A 0.33 0.36 -1 NC 0.5 gb:BC025862.1 /DB_XREF=gi:19483951 /FEA=FLmRNA /CNT=6 /TID=Mm.46190.1 /TIER=FL /STK=4 /UG=Mm.46190 /DEF=Mus musculus, clone MGC:324
MOE430_2_1425477_x_ 1.6 0.7 A A 0.85 0.99 -1 NC 0.6 gb:M15848.1 /DB_XREF=gi:199245 /FEA=FLmRNA /CNT=82 /TID=Mm.6716.2 /TIER=FL /STK=1 /UG=Mm.6716 /LL=14961 /UG_GENE=H2-Ab1 /UG_TITLE
MOE430_2_1425604_at 4 2.5 A A 0.43 0.6 -1 NC 0.36 gb:BC023080.1 /DB_XREF=gi:18605837 /FEA=FLmRNA /CNT=13 /TID=Mm.220346.1 /TIER=FL /STK=1 /UG=Mm.220346 /DEF=Mus musculus, Similar to v-
MOE430_2_1425764_a_ 483.5 272.7 P P 0.000244 0.000732 -1 D 0.99 gb:AF031467.1 /DB_XREF=gi:3298578 /GEN=Eca40 /FEA=FLmRNA /CNT=5 /TID=Mm.24210.2 /TIER=FL /STK=1 /UG=Mm.24210 /LL=12036 /DEF=Mus m
MOE430_2_1426074_at 29.7 16.4 P P 0.001953 0.01 -1 NC 0.99 gb:BC006770.1 /DB_XREF=gi:13879576 /FEA=FLmRNA /CNT=1 /TID=Mm.220150.1 /TIER=FL /STK=1 /UG=Mm.220150 /DEF=Mus musculus, clone MGC:8
MOE430_2_1426261_s_ 975.5 506.1 P P 0.000244 0.000244 -1 D 0.99 gb:D87867.1 /DB_XREF=gi:1660991 /GEN=UGP1a1 /FEA=FLmRNA /CNT=20 /TID=Mm.42472.3 /TIER=FL+Stack /STK=19 /UG=Mm.42472 /LL=22236 /DE
MOE430_2_1426541_a_ 619 287.3 P P 0.000244 0.000244 -1 D 0.99 gb:BF168366 /DB_XREF=gi:11048718 /DB_XREF=601774351F1 /CLONE=IMAGE:3994764 /FEA=FLmRNA /CNT=107 /TID=Mm.41423.1 /TIER=ConsEnd /ST
MOE430_2_1426542_at 170.2 59.7 P P 0.000244 0.000244 -1 D 0.99 gb:BF168366 /DB_XREF=gi:11048718 /DB_XREF=601774351F1 /CLONE=IMAGE:3994764 /FEA=FLmRNA /CNT=107 /TID=Mm.41423.1 /TIER=ConsEnd /ST
MOE430_2_1426655_a_ 182.4 76.5 P P 0.000244 0.000244 -1 D 0.99 gb:BM118729 /DB_XREF=gi:17086755 /DB_XREF=L0915C11-3 /CLONE=L0915C11 /FEA=mRNA /CNT=169 /TID=Mm.46412.1 /TIER=Stack /STK=151 /UG
MOE430_2_1426875_s_ 202 109.8 P P 0.000244 0.000244 -1 D 0.99 gb:BM210600 /DB_XREF=gi:17767513 /DB_XREF=C0667C12-3 /CLONE=C0667C12 /FEA=mRNA /CNT=73 /TID=Mm.1364.1 /TIER=Stack /STK=46 /UG=M
MOE430_2_1427015_at 43.9 21.8 P P 0.000244 0.008057 -1 NC 0.95 gb:BI732921 /DB_XREF=gi:15709934 /DB_XREF=603355062F1 /CLONE=IMAGE:5362334 /FEA=mRNA /CNT=37 /TID=Mm.22915.1 /TIER=Stack /STK=25 /
MOE430_2_1427040_at 860.9 412.9 P P 0.000244 0.000244 -1 D 0.99 gb:U13371.1 /DB_XREF=gi:987223 /FEA=mRNA /CNT=52 /TID=Mm.1314.1 /TIER=Stack /STK=22 /UG=Mm.1314 /LL=16543 /UG_GENE=Kdt1 /UG_TITLE=
MOE430_2_1427070_at 348.2 159.9 P P 0.000244 0.001221 -1 D 0.99 gb:BF459077 /DB_XREF=gi:11525246 /DB_XREF=UI-M-BZ1-bly-h-10-0-UI.s1 /CLONE=UI-M-BZ1-bly-h-10-0-UI /FEA=mRNA /CNT=38 /TID=Mm.21509
MOE430_2_1427126_at 739.1 319.6 P P 0.000244 0.000244 -1 D 0.99 gb:M12573.1 /DB_XREF=gi:194018 /FEA=mRNA /CNT=23 /TID=Mm.6388.1 /TIER=Stack /STK=15 /UG=Mm.6388 /LL=15511 /UG_GENE=Hsp70-1 /UG_TIT
MOE430_2_1427127_x_ 808.9 386.5 P P 0.000244 0.000244 -1 D 0.99 gb:M12573.1 /DB_XREF=gi:194018 /FEA=mRNA /CNT=23 /TID=Mm.6388.1 /TIER=Stack /STK=15 /UG=Mm.6388 /LL=15511 /UG_GENE=Hsp70-1 /UG_TIT
MOE430_2_1427217_at 13.6 10.8 P P 0.01 0.03 -1 NC 0.55 gb:AV172851 /DB_XREF=gi:15404651 /DB_XREF=AV172851 /CLONE=3732412P20 /FEA=mRNA /CNT=14 /TID=Mm.82396.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427325_s_ 29.2 16 P A 0.00293 0.09 -1 NC 0.99 gb:BB014626 /DB_XREF=gi:15403319 /DB_XREF=BB014626 /CLONE=4930483L24 /FEA=mRNA /CNT=20 /TID=Mm.77877.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1427368_x_ 67.2 36.3 P P 0.005859 0.00293 -1 NC 0.94 gb:BG867327 /DB_XREF=gi:14217867 /DB_XREF=602788678F1 /CLONE=IMAGE:4919970 /FEA=mRNA /CNT=17 /TID=Mm.48757.1 /TIER=ConsEnd /STK=
MOE430_2_1427703_at 24.7 16.4 A A 0.12 0.33 -1 NC 0.72 gb:L25109.1 /DB_XREF=gi:602479 /FEA=mRNA /CNT=1 /TID=Mm.56337.2 /TIER=ConsEnd /STK=0 /UG=Mm.56337 /LL=18472 /UG_GENE=Pafah1b1 /DEF
MOE430_2_1427751_a_ 12.1 6.2 A A 0.3 0.21 -1 NC 0.39 gb:X65506.1 /DB_XREF=gi:53115 /FEA=mRNA /CNT=1 /TID=Mm.4976.1 /TIER=ConsEnd /STK=0 /UG=Mm.4976 /LL=16673 /UG_GENE=Krt1-5 /DEF=M.mu
MOE430_2_1427838_at 81.3 45.5 P P 0.000244 0.000244 -1 D 0.99 gb:M28739.1 /DB_XREF=gi:202226 /FEA=mRNA /CNT=1 /TID=Mm.195084.1 /TIER=ConsEnd /STK=0 /UG=Mm.195084 /LL=22151 /UG_GENE=Tubb2 /UG_
MOE430_2_1427946_s_ 8.1 4.6 A A 0.14 0.17 -1 NC 0.5 gb:BC028831.1 /DB_XREF=gi:20381137 /FEA=mRNA /CNT=29 /TID=Mm.27907.1 /TIER=Stack /STK=14 /UG=Mm.27907 /DEF=Mus musculus, Similar to dih
MOE430_2_1428394_at 238.2 124.6 P P 0.000244 0.001953 -1 D 0.99 gb:AK005293.1 /DB_XREF=gi:12837747 /GEN=Nfatc2 /FEA=mRNA /CNT=69 /TID=Mm.116802.5 /TIER=Stack /STK=45 /UG=Mm.116802 /LL=18019 /UG_T
MOE430_2_1428466_at 456 208 P P 0.000244 0.000244 -1 D 0.99 gb:AK011183.1 /DB_XREF=gi:12847139 /FEA=mRNA /CNT=83 /TID=Mm.178246.1 /TIER=Stack /STK=40 /UG=Mm.178246 /LL=72450 /UG_GENE=2600010
MOE430_2_1428516_a_ 429.9 194.9 P P 0.000244 0.000244 -1 D 0.99 gb:BI903628 /DB_XREF=gi:16165618 /DB_XREF=603168975F1 /CLONE=IMAGE:5256955 /FEA=mRNA /CNT=75 /TID=Mm.196150.1 /TIER=Stack /STK=35 
MOE430_2_1428636_at 283.1 163.8 P P 0.000244 0.000244 -1 D 0.99 gb:AK015015.1 /DB_XREF=gi:12853186 /FEA=mRNA /CNT=40 /TID=Mm.41944.1 /TIER=Stack /STK=28 /UG=Mm.41944 /LL=74051 /UG_GENE=4921538B1
MOE430_2_1428955_x_ 66.1 46.4 P M 0.001953 0.05 -1 D 0.99 gb:AK004710.1 /DB_XREF=gi:12836083 /GEN=Slc9a3r2 /FEA=mRNA /CNT=23 /TID=Mm.21587.2 /TIER=Stack /STK=16 /UG=Mm.21587 /LL=65962 /UG_T
MOE430_2_1429352_at 103.6 27.5 P A 0.01 0.12 -1 NC 0.99 gb:AK003797.1 /DB_XREF=gi:12834679 /FEA=mRNA /CNT=41 /TID=Mm.28252.1 /TIER=Stack /STK=32 /UG=Mm.28252 /LL=68591 /UG_GENE=1110018O1
MOE430_2_1429417_at 0.9 0.4 A A 0.69 0.93 -1 NC 0.5 gb:AK019528.1 /DB_XREF=gi:12859793 /FEA=mRNA /CNT=32 /TID=Mm.84007.1 /TIER=Stack /STK=23 /UG=Mm.84007 /LL=78923 /UG_GENE=4833446K1
MOE430_2_1429548_at 9.6 4.2 A A 0.33 0.53 -1 NC 0.76 gb:AK006471.1 /DB_XREF=gi:12839588 /FEA=mRNA /CNT=18 /TID=Mm.23377.1 /TIER=Stack /STK=15 /UG=Mm.23377 /LL=75671 /UG_GENE=1700028O0
MOE430_2_1429570_at 69.8 39.6 P A 0.03 0.21 -1 D 0.99 gb:AK018636.1 /DB_XREF=gi:12858444 /FEA=mRNA /CNT=19 /TID=Mm.207971.1 /TIER=Stack /STK=14 /UG=Mm.207971 /LL=74568 /UG_GENE=9130019
MOE430_2_1429611_at 14.4 7.3 A A 0.08 0.27 -1 NC 0.64 gb:AK018840.1 /DB_XREF=gi:12858786 /FEA=mRNA /CNT=14 /TID=Mm.45831.1 /TIER=Stack /STK=13 /UG=Mm.45831 /LL=78414 /UG_GENE=1700034E1
MOE430_2_1429704_at 8.1 4.2 P A 0.03 0.27 -1 NC 0.51 gb:AK007202.1 /DB_XREF=gi:12840612 /FEA=mRNA /CNT=11 /TID=Mm.67216.1 /TIER=Stack /STK=10 /UG=Mm.67216 /LL=73613 /UG_GENE=1700113N1



MOE430_2_1429804_at 18.2 17.7 A A 0.33 0.53 -1 NC 0.69 gb:AK014809.1 /DB_XREF=gi:12852870 /FEA=mRNA /CNT=10 /TID=Mm.55669.1 /TIER=Stack /STK=8 /UG=Mm.55669 /LL=70840 /UG_GENE=4921504E14
MOE430_2_1429810_at 3.1 2.4 A A 0.5 0.39 -1 NC 0.48 gb:BM123174 /DB_XREF=gi:17106942 /DB_XREF=L0520F03-3 /CLONE=L0520F03 /FEA=mRNA /CNT=20 /TID=Mm.40332.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429858_at 4.2 3.8 A A 0.56 0.5 -1 NC 0.5 gb:AK005861.1 /DB_XREF=gi:12838658 /FEA=mRNA /CNT=9 /TID=Mm.50108.1 /TIER=ConsEnd /STK=7 /UG=Mm.50108 /LL=75467 /UG_GENE=1700011E
MOE430_2_1429932_at 4.5 3.3 A A 0.43 0.43 -1 NC 0.48 gb:AV215452 /DB_XREF=gi:6156297 /DB_XREF=AV215452 /CLONE=2410148K06 /FEA=mRNA /CNT=7 /TID=Mm.53380.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1430109_at 26.1 14.1 P A 0.03 0.12 -1 NC 0.63 gb:AA409371 /DB_XREF=gi:2068733 /DB_XREF=EST03818 /CLONE=C0040F11 /FEA=mRNA /CNT=5 /TID=Mm.159087.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1430157_at 3 2.4 A A 0.5 0.6 -1 NC 0.5 gb:AK007082.1 /DB_XREF=gi:12840450 /FEA=mRNA /CNT=7 /TID=Mm.159162.1 /TIER=ConsEnd /STK=3 /UG=Mm.159162 /LL=74293 /UG_GENE=170009
MOE430_2_1430252_at 22.4 11.2 P A 0.005371 0.33 -1 NC 0.97 gb:BB753814 /DB_XREF=gi:16184209 /DB_XREF=BB753814 /CLONE=G270036K04 /FEA=mRNA /CNT=5 /TID=Mm.37347.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430310_at 192.6 66 P P 0.000244 0.000244 -1 D 0.99 gb:BB535262 /DB_XREF=gi:16446513 /DB_XREF=BB535262 /CLONE=E030042J20 /FEA=mRNA /CNT=14 /TID=Mm.174368.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430320_at 0.8 0.2 A A 0.84 0.91 -1 NC 0.7 gb:AK013510.1 /DB_XREF=gi:12850899 /GEN=Dmd /FEA=mRNA /CNT=10 /TID=Mm.742.2 /TIER=ConsEnd /STK=2 /UG=Mm.742 /LL=13405 /UG_TITLE=d
MOE430_2_1430325_at 11.9 4.6 P A 0.01 0.39 -1 NC 0.98 gb:AV269478 /DB_XREF=gi:6257515 /DB_XREF=AV269478 /CLONE=4930543B13 /FEA=mRNA /CNT=8 /TID=Mm.63908.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430355_a_ 497.5 252.7 P P 0.000732 0.000732 -1 D 0.99 gb:AK003108.1 /DB_XREF=gi:12833560 /FEA=mRNA /CNT=9 /TID=Mm.181033.3 /TIER=ConsEnd /STK=2 /UG=Mm.181033 /LL=68428 /UG_GENE=101000
MOE430_2_1430366_at 18.7 10.6 A A 0.12 0.21 -1 NC 0.57 gb:AK012005.1 /DB_XREF=gi:12848480 /FEA=mRNA /CNT=7 /TID=Mm.159786.1 /TIER=ConsEnd /STK=2 /UG=Mm.159786 /LL=76791 /UG_GENE=261030
MOE430_2_1430383_at 2 1 A A 0.72 0.74 -1 NC 0.57 gb:AU022382 /DB_XREF=gi:3387341 /DB_XREF=AU022382 /CLONE=J0413C03 /FEA=mRNA /CNT=6 /TID=Mm.98097.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1430454_x_ 40.7 24.2 P A 0.00415 0.11 -1 NC 0.81 gb:AK013244.1 /DB_XREF=gi:12850487 /GEN=Bcl2l2 /FEA=mRNA /CNT=5 /TID=Mm.6967.2 /TIER=ConsEnd /STK=2 /UG=Mm.6967 /LL=12050 /UG_TITLE
MOE430_2_1430461_at 9.1 5.5 A A 0.14 0.43 -1 NC 0.86 gb:AK007214.1 /DB_XREF=gi:12840627 /FEA=mRNA /CNT=4 /TID=Mm.159037.1 /TIER=ConsEnd /STK=2 /UG=Mm.159037 /LL=73606 /UG_GENE=170012
MOE430_2_1430498_at 12 2.9 P A 0.00415 0.3 -1 NC 0.88 gb:AI448485 /DB_XREF=gi:4283014 /DB_XREF=mp63f03.x1 /CLONE=IMAGE:573917 /FEA=mRNA /CNT=3 /TID=Mm.98071.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1430506_at 2.3 2.4 A A 0.75 0.75 -1 NC 0.34 gb:BB440067 /DB_XREF=gi:9282679 /DB_XREF=BB440067 /CLONE=D030020C14 /FEA=mRNA /CNT=3 /TID=Mm.96272.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430537_at 5 6.9 A A 0.39 0.46 -1 NC 0.59 gb:AK019481.1 /DB_XREF=gi:12859715 /FEA=mRNA /CNT=36 /TID=Mm.44494.1 /TIER=ConsEnd /STK=1 /UG=Mm.44494 /LL=68260 /UG_GENE=4632406
MOE430_2_1430539_at 135.1 70 P P 0.001221 0.00293 -1 D 0.99 gb:BB469133 /DB_XREF=gi:16427592 /DB_XREF=BB469133 /CLONE=D230022M06 /FEA=mRNA /CNT=27 /TID=Mm.64962.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430593_at 12.1 9.6 A A 0.27 0.24 -1 NC 0.5 gb:BB549724 /DB_XREF=gi:16447842 /DB_XREF=BB549724 /CLONE=E230017D17 /FEA=mRNA /CNT=10 /TID=Mm.55884.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430630_at 71.2 34.5 P P 0.00293 0.005859 -1 D 0.99 gb:BB236218 /DB_XREF=gi:16354816 /DB_XREF=BB236218 /CLONE=A630057N24 /FEA=mRNA /CNT=9 /TID=Mm.77706.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430704_at 166.1 85.7 P P 0.001221 0.01 -1 D 0.99 gb:BB497580 /DB_XREF=gi:9471667 /DB_XREF=BB497580 /CLONE=D630009H23 /FEA=mRNA /CNT=6 /TID=Mm.123339.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430881_at 1.7 0.9 A A 0.27 0.56 -1 NC 0.75 gb:AK020190.1 /DB_XREF=gi:12860697 /FEA=mRNA /CNT=3 /TID=Mm.159854.1 /TIER=ConsEnd /STK=1 /UG=Mm.159854 /LL=77119 /UG_GENE=763040
MOE430_2_1431143_x_ 223.1 118.1 P P 0.000244 0.000244 -1 D 0.99 gb:AK017403.1 /DB_XREF=gi:12856624 /FEA=mRNA /CNT=11 /TID=Mm.29953.1 /TIER=ConsEnd /STK=0 /UG=Mm.29953 /LL=71361 /UG_GENE=5430437
MOE430_2_1431216_s_ 1.4 0.4 A A 0.66 0.95 -1 NC 0.81 gb:BI730538 /DB_XREF=gi:15707551 /DB_XREF=603350908F1 /CLONE=IMAGE:5358577 /FEA=mRNA /CNT=9 /TID=Mm.181754.1 /TIER=ConsEnd /STK=0
MOE430_2_1431245_at 3.7 1.7 A A 0.56 0.53 -1 NC 0.28 gb:BG100370 /DB_XREF=gi:12595687 /DB_XREF=uy09e08.y1 /CLONE=IMAGE:3657686 /FEA=mRNA /CNT=6 /TID=Mm.81022.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431342_at 18.4 7.5 A A 0.17 0.6 -1 NC 0.85 gb:AK016283.1 /DB_XREF=gi:12854954 /FEA=mRNA /CNT=4 /TID=Mm.160682.1 /TIER=ConsEnd /STK=0 /UG=Mm.160682 /UG_TITLE=Mus musculus adul
MOE430_2_1431343_at 2.3 2.2 A A 0.66 0.66 -1 NC 0.5 gb:BB623994 /DB_XREF=gi:16462604 /DB_XREF=BB623994 /CLONE=7530408I21 /FEA=mRNA /CNT=4 /TID=Mm.159022.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431367_at 5.7 1.6 P A 0.008057 0.6 -1 NC 0.84 gb:AK013582.1 /DB_XREF=gi:12850999 /FEA=mRNA /CNT=5 /TID=Mm.158909.1 /TIER=ConsEnd /STK=0 /UG=Mm.158909 /LL=72925 /UG_GENE=290002
MOE430_2_1431417_at 14.3 7.7 P A 0.03 0.36 -1 NC 0.69 gb:AK010826.1 /DB_XREF=gi:12846539 /FEA=mRNA /CNT=3 /TID=Mm.41758.2 /TIER=ConsEnd /STK=0 /UG=Mm.41758 /LL=67374 /UG_GENE=Jcam2 /U
MOE430_2_1431463_at 0.4 0.1 A A 0.95 0.97 -1 NC 0.82 gb:AK015391.1 /DB_XREF=gi:12853714 /FEA=mRNA /CNT=4 /TID=Mm.196283.1 /TIER=ConsEnd /STK=3 /UG=Mm.196283 /LL=73984 /UG_GENE=493044
MOE430_2_1431679_at 9.9 4.7 A A 0.11 0.36 -1 NC 0.66 gb:AK011092.1 /DB_XREF=gi:12846989 /FEA=mRNA /CNT=1 /TID=Mm.159807.1 /TIER=ConsEnd /STK=1 /UG=Mm.159807 /LL=76939 /UG_GENE=251004
MOE430_2_1431840_at 4.2 1 A A 0.66 0.85 -1 NC 0.64 gb:AK014482.1 /DB_XREF=gi:12852366 /FEA=mRNA /CNT=1 /TID=Mm.133223.1 /TIER=ConsEnd /STK=0 /UG=Mm.133223 /LL=70785 /UG_GENE=443240
MOE430_2_1432025_at 8.8 4.7 A A 0.06 0.69 -1 NC 0.6 gb:AK016987.1 /DB_XREF=gi:12856017 /FEA=mRNA /CNT=1 /TID=Mm.158649.1 /TIER=ConsEnd /STK=0 /UG=Mm.158649 /LL=71278 /UG_GENE=493343
MOE430_2_1432031_at 2 0.6 A A 0.63 0.93 -1 NC 0.79 gb:AK016200.1 /DB_XREF=gi:12854839 /FEA=mRNA /CNT=1 /TID=Mm.159511.1 /TIER=ConsEnd /STK=0 /UG=Mm.159511 /LL=75370 /UG_GENE=493056
MOE430_2_1432083_a_ 25.3 13.3 A A 0.24 0.63 -1 NC 0.98 gb:AK015011.1 /DB_XREF=gi:12853180 /FEA=mRNA /CNT=1 /TID=Mm.3207.2 /TIER=ConsEnd /STK=0 /UG=Mm.3207 /LL=16977 /UG_GENE=Lrpb7 /UG_T
MOE430_2_1432125_at 6.4 3.1 A A 0.63 0.9 -1 NC 0.78 gb:AK017991.1 /DB_XREF=gi:12857507 /GEN=Ap3m2 /FEA=mRNA /CNT=1 /TID=Mm.10647.2 /TIER=ConsEnd /STK=0 /UG=Mm.10647 /LL=64933 /UG_TIT
MOE430_2_1432445_at 3.9 2.3 A A 0.5 0.53 -1 NC 0.1 gb:AK009387.1 /DB_XREF=gi:12844153 /FEA=mRNA /CNT=1 /TID=Mm.158289.1 /TIER=ConsEnd /STK=0 /UG=Mm.158289 /LL=69578 /UG_GENE=231001
MOE430_2_1432503_a_ 0.5 0.2 A A 0.85 0.8 -1 NC 0.86 gb:AK006040.1 /DB_XREF=gi:12838932 /GEN=Pdcl2 /FEA=mRNA /CNT=1 /TID=Mm.143764.2 /TIER=ConsEnd /STK=0 /UG=Mm.143764 /LL=79455 /UG_T
MOE430_2_1432547_at 1.1 0.5 A A 0.78 0.94 -1 NC 0.73 gb:AK021047.1 /DB_XREF=gi:12861817 /FEA=mRNA /CNT=1 /TID=Mm.160091.1 /TIER=ConsEnd /STK=0 /UG=Mm.160091 /LL=78537 /UG_GENE=C03000
MOE430_2_1432559_at 6.4 3.9 A A 0.24 0.35 -1 NC 0.5 gb:AK008868.1 /DB_XREF=gi:12843319 /FEA=mRNA /CNT=1 /TID=Mm.158334.1 /TIER=ConsEnd /STK=0 /UG=Mm.158334 /LL=70157 /UG_GENE=221040
MOE430_2_1432661_at 3.4 1.1 A A 0.33 0.5 -1 NC 0.45 gb:AV004462 /DB_XREF=gi:4781312 /DB_XREF=AV004462 /CLONE=0610042E11 /FEA=mRNA /CNT=2 /TID=Mm.47220.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432735_at 13.9 9.8 A A 0.12 0.39 -1 NC 0.85 gb:AK006066.1 /DB_XREF=gi:12838973 /FEA=mRNA /CNT=2 /TID=Mm.159146.1 /TIER=ConsEnd /STK=0 /UG=Mm.159146 /LL=74231 /UG_GENE=170001
MOE430_2_1432797_at 4.8 3.7 A A 0.5 0.6 -1 NC 0.76 gb:AK013738.1 /DB_XREF=gi:12851218 /FEA=mRNA /CNT=2 /TID=Mm.177202.1 /TIER=ConsEnd /STK=0 /UG=Mm.177202 /LL=73031 /UG_GENE=290006
MOE430_2_1432907_at 3 1.2 A A 0.5 0.79 -1 NC 0.66 gb:AK007287.1 /DB_XREF=gi:12840736 /FEA=mRNA /CNT=1 /TID=Mm.159035.1 /TIER=ConsEnd /STK=0 /UG=Mm.159035 /LL=73602 /UG_GENE=170012
MOE430_2_1432944_at 6.2 3.5 A A 0.09 0.36 -1 NC 0.82 gb:AK013658.1 /DB_XREF=gi:12851103 /FEA=mRNA /CNT=1 /TID=Mm.158927.1 /TIER=ConsEnd /STK=0 /UG=Mm.158927 /LL=73027 /UG_GENE=290004
MOE430_2_1432951_at 6 2.5 A A 0.69 0.5 -1 NC 0.12 gb:AK015416.1 /DB_XREF=gi:12853751 /FEA=mRNA /CNT=1 /TID=Mm.159295.1 /TIER=ConsEnd /STK=0 /UG=Mm.159295 /LL=74681 /UG_GENE=493044
MOE430_2_1433139_at 8.3 4.3 A A 0.17 0.52 -1 NC 0.5 gb:AK015764.1 /DB_XREF=gi:12854224 /FEA=mRNA /CNT=1 /TID=Mm.34205.2 /TIER=ConsEnd /STK=0 /UG=Mm.34205 /LL=66830 /UG_GENE=4930511N
MOE430_2_1433230_at 4.9 3.5 A A 0.5 0.69 -1 NC 0.5 gb:AK017563.1 /DB_XREF=gi:12856861 /FEA=mRNA /CNT=1 /TID=Mm.158397.1 /TIER=ConsEnd /STK=0 /UG=Mm.158397 /LL=70522 /UG_GENE=573041
MOE430_2_1433490_s_ 650.7 328 P P 0.000244 0.000244 -1 D 0.99 gb:BG075070 /DB_XREF=gi:12557639 /DB_XREF=H3142H09-3 /CLONE=H3142H09 /FEA=EST /CNT=264 /TID=Mm.814.1 /TIER=Stack /STK=129 /UG=Mm
MOE430_2_1433491_at 255.3 105.9 P P 0.000244 0.000244 -1 D 0.99 gb:AV262885 /DB_XREF=gi:6250808 /DB_XREF=AV262885 /CLONE=4930432K05 /FEA=EST /CNT=264 /TID=Mm.814.1 /TIER=Stack /STK=12 /UG=Mm.81
MOE430_2_1433492_at 149 73.8 P P 0.000732 0.001953 -1 D 0.99 gb:BE951907 /DB_XREF=gi:10591740 /DB_XREF=UI-M-CC0-ayg-d-04-0-UI.s1 /CLONE=UI-M-CC0-ayg-d-04-0-UI /FEA=EST /CNT=264 /TID=Mm.814.1
MOE430_2_1433907_at 37.7 9.9 P A 0.005859 0.1 -1 D 0.99 gb:BQ175824 /DB_XREF=gi:20351316 /DB_XREF=UI-M-DJ2-bwf-e-15-0-UI.s1 /CLONE=UI-M-DJ2-bwf-e-15-0-UI /FEA=EST /CNT=73 /TID=Mm.41577.
MOE430_2_1433972_at 4 0.6 A A 0.53 0.78 -1 NC 0.63 gb:BB558154 /DB_XREF=gi:9644520 /DB_XREF=BB558154 /CLONE=E330032I02 /FEA=EST /CNT=151 /TID=Mm.124805.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1434032_at 23.2 14.8 A A 0.09 0.33 -1 NC 0.69 gb:BQ175381 /DB_XREF=gi:20350873 /DB_XREF=UI-M-DJ2-bwc-n-09-0-UI.s1 /CLONE=UI-M-DJ2-bwc-n-09-0-UI /FEA=EST /CNT=49 /TID=Mm.2133.2
MOE430_2_1434098_at 0.9 0.2 A A 0.85 0.99 -1 NC 0.96 gb:BM899590 /DB_XREF=gi:19382378 /DB_XREF=UI-M-DJ1-bud-b-02-0-UI.s1 /CLONE=UI-M-DJ1-bud-b-02-0-UI /FEA=EST /CNT=43 /TID=Mm.113877
MOE430_2_1434313_at 115.3 49.4 P P 0.001953 0.01 -1 D 0.99 gb:BB762434 /DB_XREF=gi:16207584 /DB_XREF=BB762434 /CLONE=G370010L10 /FEA=EST /CNT=45 /TID=Mm.32416.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1434501_at 53.2 20.8 P A 0.04 0.14 -1 D 0.99 gb:AW049756 /DB_XREF=gi:5910285 /DB_XREF=UI-M-BH1-anm-a-11-0-UI.s1 /CLONE=UI-M-BH1-anm-a-11-0-UI /FEA=EST /CNT=36 /TID=Mm.39112.
MOE430_2_1434628_a_ 23.9 11.6 P P 0.005859 0.01 -1 D 0.99 gb:BF228009 /DB_XREF=gi:11136081 /DB_XREF=uz38e08.x1 /CLONE=IMAGE:3671366 /FEA=EST /CNT=32 /TID=Mm.35465.4 /TIER=Stack /STK=28 /UG=
MOE430_2_1434795_at 544.3 276.7 P P 0.000244 0.000244 -1 D 0.99 gb:BB174877 /DB_XREF=gi:16269631 /DB_XREF=BB174877 /CLONE=A230053P21 /FEA=EST /CNT=32 /TID=Mm.35321.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1434802_s_ 1.7 1 A A 0.6 0.91 -1 NC 0.85 gb:BE945709 /DB_XREF=gi:10523468 /DB_XREF=UI-M-BZ0-axp-b-12-0-UI.s1 /CLONE=UI-M-BZ0-axp-b-12-0-UI /FEA=EST /CNT=27 /TID=Mm.41282.1
MOE430_2_1434830_at 109.4 64.9 P P 0.000732 0.000244 -1 NC 0.99 gb:BB036846 /DB_XREF=gi:15403715 /DB_XREF=BB036846 /CLONE=5930420M08 /FEA=EST /CNT=94 /TID=Mm.40991.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1435132_at 240.7 118.9 P P 0.000244 0.000244 -1 D 0.99 gb:AI505698 /DB_XREF=gi:4403549 /DB_XREF=vk44f06.x1 /CLONE=IMAGE:949475 /FEA=EST /CNT=20 /TID=Mm.33493.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435343_at 8.4 6.1 A A 0.08 0.43 -1 NC 0.5 gb:BF715043 /DB_XREF=gi:12014315 /DB_XREF=mab05b07.x1 /CLONE=IMAGE:3825349 /FEA=EST /CNT=43 /TID=Mm.27147.1 /TIER=Stack /STK=17 /U
MOE430_2_1435433_at 16.2 8.6 A A 0.08 0.19 -1 NC 0.5 gb:BE688580 /DB_XREF=gi:10076204 /DB_XREF=uw47e05.x1 /CLONE=IMAGE:3465152 /FEA=EST /CNT=74 /TID=Mm.89393.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1435705_at 11.5 5.5 A A 0.12 0.39 -1 NC 0.86 gb:BB305660 /DB_XREF=gi:16402157 /DB_XREF=BB305660 /CLONE=B230201H23 /FEA=EST /CNT=17 /TID=Mm.101865.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435741_at 119.5 90.3 P P 0.000244 0.000732 -1 D 0.99 gb:BB312125 /DB_XREF=gi:16402766 /DB_XREF=BB312125 /CLONE=B230331L10 /FEA=EST /CNT=42 /TID=Mm.100167.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1435772_at 19.6 10.2 P A 0.04 0.46 -1 NC 0.97 gb:AV122249 /DB_XREF=gi:16382453 /DB_XREF=AV122249 /CLONE=2610511N21 /FEA=EST /CNT=49 /TID=Mm.39822.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435845_at 7.6 4.1 A A 0.69 0.72 -1 NC 0.16 gb:BB764479 /DB_XREF=gi:16192774 /DB_XREF=BB764479 /CLONE=G370036C05 /FEA=EST /CNT=16 /TID=Mm.23601.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435849_at 7.1 4 A A 0.08 0.75 -1 NC 0.58 gb:BB013412 /DB_XREF=gi:16257325 /DB_XREF=BB013412 /CLONE=4930466L21 /FEA=EST /CNT=13 /TID=Mm.44464.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1436109_at 8.6 5.7 A A 0.3 0.33 -1 NC 0.18 gb:BE980249 /DB_XREF=gi:10648066 /DB_XREF=UI-M-BG2-bch-a-04-0-UI.s1 /CLONE=UI-M-BG2-bch-a-04-0-UI /FEA=EST /CNT=13 /TID=Mm.220844
MOE430_2_1436272_at 59 25.3 P P 0.00293 0.01 -1 NC 0.99 gb:BQ175872 /DB_XREF=gi:20351364 /DB_XREF=UI-M-DJ2-bwf-m-19-0-UI.s1 /CLONE=UI-M-DJ2-bwf-m-19-0-UI /FEA=EST /CNT=15 /TID=Mm.29999
MOE430_2_1436293_x_ 19.6 9.1 A A 0.06 0.39 -1 NC 0.9 gb:AI852300 /DB_XREF=gi:5496206 /DB_XREF=UI-M-BH0-aje-f-03-0-UI.s1 /CLONE=UI-M-BH0-aje-f-03-0-UI /FEA=EST /CNT=10 /TID=Mm.41807.1 /T
MOE430_2_1436359_at 21.7 10.5 P M 0.001953 0.05 -1 D 0.99 gb:BF471533 /DB_XREF=gi:11540716 /DB_XREF=UI-M-BH3-avt-e-11-0-UI.r1 /CLONE=UI-M-BH3-avt-e-11-0-UI /FEA=EST /CNT=15 /TID=Mm.143446.
MOE430_2_1436425_at 30.7 12.6 P P 0.04 0.001953 -1 NC 0.51 gb:BB486252 /DB_XREF=gi:16441364 /DB_XREF=BB486252 /CLONE=D430035K20 /FEA=EST /CNT=16 /TID=Mm.26246.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1436497_at 3.9 1.1 A A 0.6 0.82 -1 NC 0.5 gb:BI793666 /DB_XREF=gi:15821391 /DB_XREF=ie36e12.x1 /FEA=EST /CNT=9 /TID=Mm.205992.1 /TIER=Stack /STK=9 /UG=Mm.205992 /UG_TITLE=EST
MOE430_2_1436515_at 34.4 25.3 P M 0.00415 0.05 -1 D 0.99 gb:BB529913 /DB_XREF=gi:16445690 /DB_XREF=BB529913 /CLONE=E030004N02 /FEA=EST /CNT=27 /TID=Mm.88186.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436538_at 14.3 10.3 A A 0.27 0.63 -1 NC 0.63 gb:AV084342 /DB_XREF=gi:16381265 /DB_XREF=AV084342 /CLONE=2310006J04 /FEA=EST /CNT=20 /TID=Mm.196281.4 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436544_at 134.8 55.3 P P 0.000244 0.000732 -1 D 0.99 gb:BB016769 /DB_XREF=gi:16257473 /DB_XREF=BB016769 /CLONE=4930564C02 /FEA=EST /CNT=25 /TID=Mm.30781.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436776_x_ 9.3 5.9 A A 0.08 0.43 -1 NC 0.88 gb:AA061682 /DB_XREF=gi:1555500 /DB_XREF=ml34a03.r1 /CLONE=IMAGE:513868 /FEA=EST /CNT=91 /TID=Mm.99143.2 /TIER=Stack /STK=56 /UG=M
MOE430_2_1437317_at 24.4 14.1 P A 0.03 0.43 -1 NC 0.5 gb:BB735820 /DB_XREF=gi:16134970 /DB_XREF=BB735820 /CLONE=F430005D20 /FEA=EST /CNT=24 /TID=Mm.1183.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437458_x_ 1259.3 717.1 P P 0.000732 0.001953 -1 D 0.99 gb:AV075715 /DB_XREF=gi:5195543 /DB_XREF=AV075715 /CLONE=2210015B03 /FEA=EST /CNT=18 /TID=Mm.196344.5 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437602_at 4.2 4.3 A A 0.39 0.53 -1 NC 0.75 gb:BB667175 /DB_XREF=gi:16398624 /DB_XREF=BB667175 /CLONE=4922504A13 /FEA=EST /CNT=16 /TID=Mm.61336.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437652_at 6.8 5 A A 0.63 0.66 -1 NC 0.5 gb:BF466175 /DB_XREF=gi:11535358 /DB_XREF=UI-M-CG0p-bqu-d-07-0-UI.s1 /CLONE=UI-M-CG0p-bqu-d-07-0-UI /FEA=EST /CNT=20 /TID=Mm.236
MOE430_2_1437667_a_ 29.4 15 P P 0.005859 0.01 -1 NC 0.98 gb:AW553304 /DB_XREF=gi:7198727 /DB_XREF=L0225B12-3 /CLONE=L0225B12 /FEA=EST /CNT=17 /TID=Mm.21908.5 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437913_at 3.1 1.4 A A 0.63 0.87 -1 NC 0.5 gb:AI326167 /DB_XREF=gi:4060596 /DB_XREF=mt75f01.x1 /CLONE=IMAGE:635737 /FEA=EST /CNT=17 /TID=Mm.196731.2 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437989_at 125.7 67.8 P P 0.000244 0.000244 -1 D 0.99 gb:BB357157 /DB_XREF=gi:9068985 /DB_XREF=BB357157 /CLONE=C030019C19 /FEA=EST /CNT=13 /TID=Mm.100167.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438055_at 24.4 11.7 A A 0.19 0.3 -1 NC 0.82 gb:BB035017 /DB_XREF=gi:16258294 /DB_XREF=BB035017 /CLONE=5033427L05 /FEA=EST /CNT=27 /TID=Mm.38002.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438121_at 16 9.5 P A 0.04 0.5 -1 NC 0.77 gb:BB387980 /DB_XREF=gi:16408574 /DB_XREF=BB387980 /CLONE=C230053O12 /FEA=EST /CNT=15 /TID=Mm.102508.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438123_at 2.1 1.3 A A 0.71 0.84 -1 NC 0.5 gb:BB762627 /DB_XREF=gi:16207696 /DB_XREF=BB762627 /CLONE=G370013H22 /FEA=EST /CNT=14 /TID=Mm.37908.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438892_at 8.8 4 A A 0.06 0.53 -1 NC 0.86 gb:BB088198 /DB_XREF=gi:16260969 /DB_XREF=BB088198 /CLONE=9430014N24 /FEA=EST /CNT=9 /TID=Mm.132462.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439123_at 18 9.4 P P 0.04 0.03 -1 NC 0.95 gb:BB367687 /DB_XREF=gi:9079516 /DB_XREF=BB367687 /CLONE=C130039C08 /FEA=EST /CNT=12 /TID=Mm.180959.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439179_a_ 11.2 5.5 A A 0.06 0.24 -1 NC 0.25 gb:BB202848 /DB_XREF=gi:16271766 /DB_XREF=BB202848 /CLONE=A430049B19 /FEA=EST /CNT=10 /TID=Mm.32324.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439354_at 7.6 4.6 P A 0.001221 0.24 -1 NC 0.58 gb:BM237299 /DB_XREF=gi:17872569 /DB_XREF=K0449A01-3 /CLONE=K0449A01 /FEA=EST /CNT=8 /TID=Mm.72268.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1439561_at 59.7 42.4 P P 0.000244 0.000244 -1 NC 0.99 gb:BB322051 /DB_XREF=gi:15411412 /DB_XREF=BB322051 /CLONE=B330007D01 /FEA=EST /CNT=17 /TID=Mm.23769.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439676_at 12.3 7.6 P P 0.03 0.03 -1 NC 0.51 gb:BM239512 /DB_XREF=gi:17874770 /DB_XREF=K0535E10-3 /CLONE=K0535E10 /FEA=EST /CNT=7 /TID=Mm.182845.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439967_at 36.5 19.9 P P 0.000244 0.008057 -1 NC 0.89 gb:AW457219 /DB_XREF=gi:7027436 /DB_XREF=UI-M-BH3-aqx-g-08-0-UI.s1 /CLONE=UI-M-BH3-aqx-g-08-0-UI /FEA=EST /CNT=7 /TID=Mm.101158.1
MOE430_2_1440004_at 6.2 3.8 A A 0.33 0.63 -1 NC 0.68 gb:BB431131 /DB_XREF=gi:15412044 /DB_XREF=BB431131 /CLONE=C630036M16 /FEA=EST /CNT=7 /TID=Mm.41210.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440096_at 14.9 8.3 P A 0.008057 0.19 -1 NC 0.99 gb:BB005258 /DB_XREF=gi:16214892 /DB_XREF=BB005258 /CLONE=4732465J06 /FEA=EST /CNT=6 /TID=Mm.106335.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440171_x_ 19.3 9.8 A A 0.08 0.24 -1 NC 0.5 gb:BB026409 /DB_XREF=gi:8202479 /DB_XREF=BB026409 /CLONE=5330432O06 /FEA=EST /CNT=6 /TID=Mm.79436.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440256_at 1.4 2.1 A A 0.66 0.85 -1 NC 0.55 gb:BE981862 /DB_XREF=gi:10651419 /DB_XREF=UI-M-CG0p-bde-b-04-0-UI.s1 /CLONE=UI-M-CG0p-bde-b-04-0-UI /FEA=EST /CNT=13 /TID=Mm.151
MOE430_2_1440309_at 8.6 3.1 A A 0.39 0.49 -1 NC 0.72 gb:AV251213 /DB_XREF=gi:16387605 /DB_XREF=AV251213 /CLONE=4833430A08 /FEA=EST /CNT=7 /TID=Mm.212819.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440325_at 28.9 8.1 P A 0.001953 0.11 -1 D 0.99 gb:AV332226 /DB_XREF=gi:16396209 /DB_XREF=AV332226 /CLONE=6330531L09 /FEA=EST /CNT=7 /TID=Mm.32301.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440340_at 13.4 6.3 P A 0.03 0.33 -1 NC 0.57 gb:BB799560 /DB_XREF=gi:16969183 /DB_XREF=BB799560 /CLONE=G630024C09 /FEA=EST /CNT=7 /TID=Mm.182140.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440473_at 4.9 3.8 A A 0.53 0.63 -1 NC 0.51 gb:BE952568 /DB_XREF=gi:10593153 /DB_XREF=UI-M-BH4-azh-d-06-0-UI.s1 /CLONE=UI-M-BH4-azh-d-06-0-UI /FEA=EST /CNT=6 /TID=Mm.151158.
MOE430_2_1440503_at 3 0.8 A A 0.6 0.91 -1 NC 0.5 gb:BM222304 /DB_XREF=gi:17782863 /DB_XREF=K0118E04-3 /CLONE=K0118E04 /FEA=EST /CNT=6 /TID=Mm.217904.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440652_at 4.7 2.1 A A 0.36 0.46 -1 NC 0.5 gb:BB529324 /DB_XREF=gi:16445581 /DB_XREF=BB529324 /CLONE=E030001E22 /FEA=EST /CNT=5 /TID=Mm.132306.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440707_at 7.8 2.2 A A 0.12 0.43 -1 NC 0.64 gb:AV298122 /DB_XREF=gi:15405865 /DB_XREF=AV298122 /CLONE=5730454K20 /FEA=EST /CNT=5 /TID=Mm.62785.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440865_at 33 12.3 P P 0.000244 0.001221 -1 NC 0.99 gb:BB193024 /DB_XREF=gi:16270815 /DB_XREF=BB193024 /CLONE=A330075D07 /FEA=EST /CNT=10 /TID=Mm.19963.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440911_at 262.3 156.5 P P 0.000244 0.001953 -1 D 0.99 gb:AI429655 /DB_XREF=gi:4275581 /DB_XREF=mf74c11.x1 /CLONE=IMAGE:420020 /FEA=EST /CNT=12 /TID=Mm.46702.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440921_at 4.4 0.7 A A 0.46 0.56 -1 NC 0.17 gb:AI527293 /DB_XREF=gi:4441428 /DB_XREF=uj45e02.x1 /CLONE=IMAGE:1922906 /FEA=EST /CNT=10 /TID=Mm.161578.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441011_at 5.2 2.1 A A 0.75 0.8 -1 NC 0.54 gb:AU014702 /DB_XREF=gi:3369493 /DB_XREF=AU014702 /CLONE=J0701E08 /FEA=EST /CNT=6 /TID=Mm.37231.1 /TIER=ConsEnd /STK=4 /UG=Mm.37
MOE430_2_1441150_x_ 32.7 8.9 P A 0.03 0.19 -1 NC 0.98 gb:BB829165 /DB_XREF=gi:17007408 /DB_XREF=BB829165 /CLONE=G930006A07 /FEA=EST /CNT=5 /TID=Mm.215901.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441311_at 4.4 1.8 A A 0.82 0.88 -1 NC 0.85 gb:BG063083 /DB_XREF=gi:12545569 /DB_XREF=H3001H12-3 /CLONE=H3001H12 /FEA=EST /CNT=5 /TID=Mm.196198.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441509_at 9.2 4.7 A A 0.21 0.43 -1 NC 0.62 gb:BB152912 /DB_XREF=gi:16268053 /DB_XREF=BB152912 /CLONE=A130009I22 /FEA=EST /CNT=4 /TID=Mm.207544.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441512_at 9.9 3.8 A A 0.09 0.43 -1 NC 0.89 gb:BB039760 /DB_XREF=gi:16258564 /DB_XREF=BB039760 /CLONE=6030445D17 /FEA=EST /CNT=4 /TID=Mm.97196.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441522_at 11.1 4.4 A A 0.06 0.46 -1 NC 0.65 gb:BB083931 /DB_XREF=gi:16260769 /DB_XREF=BB083931 /CLONE=9330185P08 /FEA=EST /CNT=4 /TID=Mm.119068.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441565_at 4.5 2.9 A A 0.3 0.69 -1 NC 0.1 gb:BB016866 /DB_XREF=gi:15403336 /DB_XREF=BB016866 /CLONE=4930564M06 /FEA=EST /CNT=4 /TID=Mm.108869.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441601_at 5.3 2.4 A A 0.46 0.63 -1 NC 0.59 gb:BB212440 /DB_XREF=gi:16352780 /DB_XREF=BB212440 /CLONE=A430110M16 /FEA=EST /CNT=4 /TID=Mm.208636.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441741_at 5.4 1 A A 0.5 0.82 -1 NC 0.5 gb:C88202 /DB_XREF=gi:2920159 /DB_XREF=C88202 /CLONE=J0258E03 /FEA=EST /CNT=4 /TID=Mm.42451.1 /TIER=ConsEnd /STK=4 /UG=Mm.42451 /
MOE430_2_1441769_at 22.9 13.8 P P 0.03 0.01 -1 NC 0.91 gb:BB731108 /DB_XREF=gi:16114383 /DB_XREF=BB731108 /CLONE=E970004A18 /FEA=EST /CNT=4 /TID=Mm.209264.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441780_at 5.1 2 A A 0.24 0.46 -1 NC 0.57 gb:AW493922 /DB_XREF=gi:7064203 /DB_XREF=UI-M-BH3-auh-f-08-0-UI.s1 /CLONE=UI-M-BH3-auh-f-08-0-UI /FEA=EST /CNT=4 /TID=Mm.102268.1 
MOE430_2_1441820_at 2.5 1 A A 0.53 0.75 -1 NC 0.5 gb:BE979937 /DB_XREF=gi:10647372 /DB_XREF=UI-M-BG2-bcp-b-09-0-UI.s1 /CLONE=UI-M-BG2-bcp-b-09-0-UI /FEA=EST /CNT=4 /TID=Mm.44963.1
MOE430_2_1441937_s_ 353.5 224.8 P P 0.000244 0.000732 -1 D 0.99 gb:AV371921 /DB_XREF=gi:6419568 /DB_XREF=AV371921 /CLONE=9030421M17 /FEA=EST /CNT=4 /TID=Mm.97688.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441988_at 11 6.9 A A 0.21 0.3 -1 NC 0.69 gb:AI482429 /DB_XREF=gi:4375655 /DB_XREF=vg74b11.x1 /CLONE=IMAGE:871677 /FEA=EST /CNT=17 /TID=Mm.216238.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442028_at 10.2 5.9 A A 0.27 0.32 -1 NC 0.5 gb:AI593864 /DB_XREF=gi:4602912 /DB_XREF=vt81f10.x1 /CLONE=IMAGE:1177579 /FEA=EST /CNT=10 /TID=Mm.24822.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442218_at 0.8 0.4 A A 0.82 0.95 -1 NC 0.98 gb:BM201230 /DB_XREF=gi:17754903 /DB_XREF=C0221H07-3 /CLONE=C0221H07 /FEA=EST /CNT=5 /TID=Mm.35284.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442593_at 10.3 4 A A 0.08 0.27 -1 NC 0.5 gb:AW553880 /DB_XREF=gi:7199303 /DB_XREF=L0233A05-3 /CLONE=L0233A05 /FEA=EST /CNT=4 /TID=Mm.103073.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442715_at 0.9 0.9 A A 0.69 0.8 -1 NC 0.79 gb:BB310819 /DB_XREF=gi:16402652 /DB_XREF=BB310819 /CLONE=B230318C15 /FEA=EST /CNT=4 /TID=Mm.131976.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442902_at 8.1 2.4 A A 0.8 0.78 -1 NC 0.22 gb:BG069309 /DB_XREF=gi:12551878 /DB_XREF=H3075A03-3 /CLONE=H3075A03 /FEA=EST /CNT=4 /TID=Mm.11439.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442916_at 1.1 0.7 A A 0.78 0.88 -1 NC 0.59 gb:BB202300 /DB_XREF=gi:16271693 /DB_XREF=BB202300 /CLONE=A430045J05 /FEA=EST /CNT=4 /TID=Mm.125754.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442940_at 7.2 5.3 A A 0.21 0.43 -1 NC 0.5 gb:BG067902 /DB_XREF=gi:12550471 /DB_XREF=H3059E04-3 /CLONE=H3059E04 /FEA=EST /CNT=3 /TID=Mm.9792.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443072_at 13.6 6.8 A A 0.3 0.43 -1 NC 0.29 gb:BG064897 /DB_XREF=gi:12547460 /DB_XREF=H3025A11-3 /CLONE=H3025A11 /FEA=EST /CNT=3 /TID=Mm.102500.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443164_at 10.5 4.5 A A 0.12 0.6 -1 NC 0.62 gb:BG069263 /DB_XREF=gi:12551832 /DB_XREF=H3074E04-3 /CLONE=H3074E04 /FEA=EST /CNT=3 /TID=Mm.171784.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443355_at 22.8 6.9 P A 0.01 0.12 -1 NC 0.85 gb:AW543004 /DB_XREF=gi:7185421 /DB_XREF=C0164E09-3 /CLONE=C0164E09 /FEA=EST /CNT=3 /TID=Mm.120898.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443391_at 3.7 2.3 A A 0.62 0.53 -1 NC 0.5 gb:BB449626 /DB_XREF=gi:16425377 /DB_XREF=BB449626 /CLONE=D030072N16 /FEA=EST /CNT=3 /TID=Mm.209216.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443438_at 7.8 1.6 A A 0.43 0.6 -1 NC 0.5 gb:AI596377 /DB_XREF=gi:4605425 /DB_XREF=vj53g10.x1 /CLONE=IMAGE:932802 /FEA=EST /CNT=3 /TID=Mm.202720.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443585_at 19.8 8.8 A A 0.12 0.21 -1 NC 0.5 gb:BF464785 /DB_XREF=gi:11533968 /DB_XREF=UI-M-CG0p-bqc-f-06-0-UI.s1 /CLONE=UI-M-CG0p-bqc-f-06-0-UI /FEA=EST /CNT=3 /TID=Mm.15142
MOE430_2_1443680_at 6.6 2.4 P A 0.03 0.43 -1 NC 0.91 gb:AW124671 /DB_XREF=gi:6100201 /DB_XREF=UI-M-BH2.1-apw-f-08-0-UI.s1 /CLONE=UI-M-BH2.1-apw-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.15119
MOE430_2_1443802_at 7.5 5 A A 0.6 0.6 -1 NC 0.48 gb:BB156756 /DB_XREF=gi:8812686 /DB_XREF=BB156756 /CLONE=A130033C03 /FEA=EST /CNT=3 /TID=Mm.215479.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443820_x_ 32.3 19.3 P P 0.000732 0.04 -1 NC 0.99 gb:BB339820 /DB_XREF=gi:9048583 /DB_XREF=BB339820 /CLONE=B930020M09 /FEA=EST /CNT=3 /TID=Mm.126584.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443985_at 13.2 6.2 A A 0.06 0.43 -1 NC 0.5 gb:BB435659 /DB_XREF=gi:16424373 /DB_XREF=BB435659 /CLONE=C820014O08 /FEA=EST /CNT=8 /TID=Mm.44297.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444283_at 5.2 0.5 A A 0.6 0.85 -1 NC 0.68 gb:BB223831 /DB_XREF=gi:16353826 /DB_XREF=BB223831 /CLONE=A530083O13 /FEA=EST /CNT=5 /TID=Mm.208073.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444380_at 14.1 5.7 A A 0.36 0.27 -1 NC 0.5 gb:AI844869 /DB_XREF=gi:5488740 /DB_XREF=UI-M-AH1-agx-d-12-0-UI.s1 /CLONE=UI-M-AH1-agx-d-12-0-UI /FEA=EST /CNT=4 /TID=Mm.40468.1 /T
MOE430_2_1444556_at 6.2 2.1 A A 0.18 0.63 -1 NC 0.5 gb:BB223018 /DB_XREF=gi:16353758 /DB_XREF=BB223018 /CLONE=A530080H10 /FEA=EST /CNT=4 /TID=Mm.123480.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444660_at 16.5 10.3 P P 0.03 0.02 -1 NC 0.86 gb:BB486179 /DB_XREF=gi:16441353 /DB_XREF=BB486179 /CLONE=D430035F02 /FEA=EST /CNT=4 /TID=Mm.207907.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444790_at 6.2 1.5 A A 0.43 0.63 -1 NC 0.62 gb:AV048499 /DB_XREF=gi:5134271 /DB_XREF=AV048499 /CLONE=1810005O22 /FEA=EST /CNT=4 /TID=Mm.179314.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444811_at 34.1 15.5 P P 0.000244 0.03 -1 D 0.99 gb:BM293801 /DB_XREF=gi:18021888 /DB_XREF=C0277D04-3 /CLONE=C0277D04 /FEA=EST /CNT=3 /TID=Mm.216421.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445392_at 3.5 0.9 A A 0.56 0.82 -1 NC 0.5 gb:BE951001 /DB_XREF=gi:10589897 /DB_XREF=UI-M-BH4-azp-e-05-0-UI.s1 /CLONE=UI-M-BH4-azp-e-05-0-UI /FEA=EST /CNT=3 /TID=Mm.156881.
MOE430_2_1445501_at 3.1 0.9 A A 0.72 0.87 -1 NC 0.5 gb:BB425108 /DB_XREF=gi:16423561 /DB_XREF=BB425108 /CLONE=C530045D16 /FEA=EST /CNT=3 /TID=Mm.108570.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445549_at 4.3 2.3 A A 0.39 0.78 -1 NC 0.5 gb:AI852373 /DB_XREF=gi:5496279 /DB_XREF=UI-M-BH0-ajo-e-01-0-UI.s1 /CLONE=UI-M-BH0-ajo-e-01-0-UI /FEA=EST /CNT=3 /TID=Mm.40550.1 /T
MOE430_2_1445597_s_ 123.8 72.4 P P 0.000244 0.005859 -1 D 0.99 gb:BB404920 /DB_XREF=gi:9224316 /DB_XREF=BB404920 /CLONE=C330038H20 /FEA=EST /CNT=3 /TID=Mm.219841.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445704_x_ 10.1 3.9 A A 0.12 0.27 -1 NC 0.88 gb:AV350110 /DB_XREF=gi:6391167 /DB_XREF=AV350110 /CLONE=6530423M16 /FEA=EST /CNT=3 /TID=Mm.157077.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445767_at 2.7 1.3 A A 0.53 0.6 -1 NC 0.13 gb:BB451347 /DB_XREF=gi:16425543 /DB_XREF=BB451347 /CLONE=D130009B11 /FEA=EST /CNT=3 /TID=Mm.129782.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445813_at 3.3 2.2 A A 0.36 0.5 -1 NC 0.86 gb:BB205459 /DB_XREF=gi:16351980 /DB_XREF=BB205459 /CLONE=A430065M16 /FEA=EST /CNT=3 /TID=Mm.122698.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445870_at 52.1 40 P P 0.000244 0.001953 -1 D 0.99 gb:BB367621 /DB_XREF=gi:16406560 /DB_XREF=BB367621 /CLONE=C130038M02 /FEA=EST /CNT=3 /TID=Mm.212884.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446112_at 9.8 5.1 A A 0.17 0.43 -1 NC 0.5 gb:BG068973 /DB_XREF=gi:12551542 /DB_XREF=H3071C11-3 /CLONE=H3071C11 /FEA=EST /CNT=2 /TID=Mm.173715.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446393_at 5.8 4.2 A A 0.3 0.33 -1 NC 0.56 gb:BG066145 /DB_XREF=gi:12548708 /DB_XREF=H3039D11-3 /CLONE=H3039D11 /FEA=EST /CNT=2 /TID=Mm.154751.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446417_at 58.5 39.9 P P 0.000244 0.000244 -1 D 0.99 gb:AW553625 /DB_XREF=gi:7199048 /DB_XREF=L0229F06-3 /CLONE=L0229F06 /FEA=EST /CNT=2 /TID=Mm.182729.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446463_at 16.4 16.8 A P 0.08 0.01 -1 NC 0.54 gb:AW546342 /DB_XREF=gi:7191751 /DB_XREF=L0006H07-3 /CLONE=L0006H07 /FEA=EST /CNT=2 /TID=Mm.182598.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446603_at 1.5 0.3 A A 0.82 0.98 -1 NC 0.94 gb:AW554842 /DB_XREF=gi:7200265 /DB_XREF=L0246C01-3 /CLONE=L0246C01 /FEA=EST /CNT=2 /TID=Mm.182756.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446626_at 23.5 13.9 P A 0.04 0.33 -1 NC 0.99 gb:BM233202 /DB_XREF=gi:17868472 /DB_XREF=K0333F11-3 /CLONE=K0333F11 /FEA=EST /CNT=2 /TID=Mm.214694.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446690_at 0.6 0.2 A A 0.78 0.99 -1 NC 0.9 gb:BB520662 /DB_XREF=gi:16443427 /DB_XREF=BB520662 /CLONE=D830045E21 /FEA=EST /CNT=2 /TID=Mm.209682.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446703_at 0.2 0.5 A A 0.82 0.94 -1 NC 0.57 gb:AW539241 /DB_XREF=gi:7181658 /DB_XREF=C0117E04-3 /CLONE=C0117E04 /FEA=EST /CNT=2 /TID=Mm.102586.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1446740_at 0.9 0.9 A A 0.75 0.36 -1 NC 0.17 gb:BG070481 /DB_XREF=gi:12553050 /DB_XREF=H3087G11-3 /CLONE=H3087G11 /FEA=EST /CNT=2 /TID=Mm.25962.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446747_at 0.6 0.3 A A 0.72 0.9 -1 NC 0.87 gb:BB234775 /DB_XREF=gi:16354708 /DB_XREF=BB234775 /CLONE=A630051F18 /FEA=EST /CNT=2 /TID=Mm.23360.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446813_s_ 3.3 1.7 A A 0.36 0.5 -1 NC 0.5 gb:BG068374 /DB_XREF=gi:12550943 /DB_XREF=H3064G07-3 /CLONE=H3064G07 /FEA=EST /CNT=2 /TID=Mm.26330.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446866_at 5.2 3.9 A A 0.33 0.39 -1 NC 0.5 gb:AW553891 /DB_XREF=gi:7199314 /DB_XREF=L0233B06-3 /CLONE=L0233B06 /FEA=EST /CNT=2 /TID=Mm.218684.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446867_at 8.3 2.1 A A 0.69 0.87 -1 NC 0.45 gb:BG067702 /DB_XREF=gi:12550271 /DB_XREF=H3057C04-3 /CLONE=H3057C04 /FEA=EST /CNT=2 /TID=Mm.25470.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446871_at 4.8 2.4 A A 0.6 0.69 -1 NC 0.69 gb:C87101 /DB_XREF=gi:2919058 /DB_XREF=C87101 /CLONE=J0239E11 /FEA=EST /CNT=2 /TID=Mm.155155.1 /TIER=ConsEnd /STK=2 /UG=Mm.15515
MOE430_2_1446901_at 2.9 1.1 A A 0.53 0.68 -1 NC 0.55 gb:AU022077 /DB_XREF=gi:3387036 /DB_XREF=AU022077 /CLONE=J0408A11 /FEA=EST /CNT=2 /TID=Mm.173498.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1446914_at 11.9 6.3 P A 0.01 0.39 -1 NC 0.54 gb:C80425 /DB_XREF=gi:2520755 /DB_XREF=C80425 /CLONE=J0081G02 /FEA=EST /CNT=2 /TID=Mm.103866.1 /TIER=ConsEnd /STK=2 /UG=Mm.10386
MOE430_2_1446924_at 1.1 0.7 A A 0.53 0.94 -1 NC 0.69 gb:AU019726 /DB_XREF=gi:3375310 /DB_XREF=AU019726 /CLONE=J0521F07 /FEA=EST /CNT=2 /TID=Mm.26180.1 /TIER=ConsEnd /STK=2 /UG=Mm.26
MOE430_2_1447092_at 5.8 4.4 A A 0.5 0.63 -1 NC 0.5 gb:BG063222 /DB_XREF=gi:12545785 /DB_XREF=H3004E06-3 /CLONE=H3004E06 /FEA=EST /CNT=2 /TID=Mm.171799.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447095_at 10.8 3.4 A A 0.36 0.63 -1 NC 0.74 gb:C86942 /DB_XREF=gi:2918899 /DB_XREF=C86942 /CLONE=J0236F05 /FEA=EST /CNT=2 /TID=Mm.9708.1 /TIER=ConsEnd /STK=2 /UG=Mm.9708 /LL
MOE430_2_1447212_at 3.4 1.4 A A 0.56 0.53 -1 NC 0.22 gb:BB165759 /DB_XREF=gi:16268926 /DB_XREF=BB165759 /CLONE=A130084I06 /FEA=EST /CNT=2 /TID=Mm.213018.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447495_at 12.7 6.8 A A 0.21 0.5 -1 NC 0.97 gb:AI850911 /DB_XREF=gi:5494817 /DB_XREF=UI-M-BH0-akd-a-08-0-UI.s1 /CLONE=UI-M-BH0-akd-a-08-0-UI /FEA=EST /CNT=2 /TID=Mm.199320.1 /
MOE430_2_1447501_at 8.7 3.4 P A 0.04 0.43 -1 NC 0.66 gb:BE957357 /DB_XREF=gi:10602825 /DB_XREF=UI-M-BG2-bcf-c-09-0-UI.s1 /CLONE=UI-M-BG2-bcf-c-09-0-UI /FEA=EST /CNT=2 /TID=Mm.48666.1 
MOE430_2_1447509_at 51.5 30.7 P A 0.00415 0.09 -1 D 0.99 gb:AI606242 /DB_XREF=gi:4615409 /DB_XREF=vo02d12.x1 /CLONE=IMAGE:1040279 /FEA=EST /CNT=2 /TID=Mm.157427.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447511_at 10.3 4.4 A A 0.21 0.46 -1 NC 0.5 gb:AW120684 /DB_XREF=gi:6095982 /DB_XREF=UI-M-BH2.3-anz-c-07-0-UI.s1 /CLONE=UI-M-BH2.3-anz-c-07-0-UI /FEA=EST /CNT=2 /TID=Mm.20049
MOE430_2_1447527_at 52.1 23.1 P P 0.04 0.04 -1 NC 0.99 gb:AI606908 /DB_XREF=gi:4616075 /DB_XREF=vw29a12.x1 /CLONE=IMAGE:1245214 /FEA=EST /CNT=2 /TID=Mm.99929.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447645_x_ 4.4 1.8 A A 0.09 0.39 -1 NC 0.68 gb:BB287293 /DB_XREF=gi:8987742 /DB_XREF=BB287293 /CLONE=B020018C07 /FEA=EST /CNT=2 /TID=Mm.125563.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447663_at 6.8 4.3 A A 0.43 0.39 -1 NC 0.42 gb:BB044824 /DB_XREF=gi:8451210 /DB_XREF=BB044824 /CLONE=6030490M13 /FEA=EST /CNT=2 /TID=Mm.148328.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447702_x_ 0.6 0.3 A A 0.49 0.93 -1 NC 0.98 gb:AV152162 /DB_XREF=gi:5357368 /DB_XREF=AV152162 /CLONE=2900029G03 /FEA=EST /CNT=2 /TID=Mm.177339.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447796_at 13.4 5.5 A A 0.33 0.27 -1 NC 0.5 gb:AV262174 /DB_XREF=gi:6250097 /DB_XREF=AV262174 /CLONE=4930428I15 /FEA=EST /CNT=2 /TID=Mm.181689.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447853_x_ 14.9 7.6 A A 0.11 0.27 -1 NC 0.74 gb:BB040841 /DB_XREF=gi:8447227 /DB_XREF=BB040841 /CLONE=6030451P11 /FEA=EST /CNT=2 /TID=Mm.153975.3 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447859_at 4 0.9 A A 0.46 0.8 -1 NC 0.5 gb:BB077781 /DB_XREF=gi:8642841 /DB_XREF=BB077781 /CLONE=9330145C08 /FEA=EST /CNT=2 /TID=Mm.137272.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448027_at 155.6 75.4 P P 0.000244 0.000244 -1 D 0.99 gb:AI428254 /DB_XREF=gi:4274180 /DB_XREF=mn89e12.x1 /CLONE=IMAGE:551278 /FEA=EST /CNT=11 /TID=Mm.23414.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448031_at 80.1 44.5 P P 0.00293 0.03 -1 D 0.99 gb:AA231554 /DB_XREF=gi:1853861 /DB_XREF=mw31f08.r1 /CLONE=IMAGE:672327 /FEA=EST /CNT=12 /TID=Mm.28905.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448045_at 7.3 4.8 A A 0.3 0.6 -1 NC 0.57 gb:AI551151 /DB_XREF=gi:4483514 /DB_XREF=vx42a10.x1 /CLONE=IMAGE:1277850 /FEA=EST /CNT=12 /TID=Mm.35221.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1448064_at 4.6 2.9 A A 0.33 0.63 -1 NC 0.5 gb:BG079520 /DB_XREF=gi:12562088 /DB_XREF=H3041D07-5 /CLONE=H3041D07 /FEA=EST /CNT=5 /TID=Mm.5751.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448143_at 2663.1 1317.8 P P 0.000244 0.000244 -1 D 0.99 gb:NM_009656.1 /DB_XREF=gi:6753035 /GEN=Aldh2 /FEA=FLmRNA /CNT=478 /TID=Mm.2621.1 /TIER=FL+Stack /STK=170 /UG=Mm.2621 /LL=11669 /DE
MOE430_2_1448200_at 912.5 412.1 P P 0.000244 0.000732 -1 D 0.99 gb:NM_015749.1 /DB_XREF=gi:7657638 /GEN=Tcn2 /FEA=FLmRNA /CNT=400 /TID=Mm.20948.1 /TIER=FL+Stack /STK=135 /UG=Mm.20948 /LL=21452 /
MOE430_2_1448207_at 307 157.2 P P 0.000244 0.000244 -1 D 0.99 gb:NM_010688.1 /DB_XREF=gi:6754507 /GEN=Lasp1 /FEA=FLmRNA /CNT=301 /TID=Mm.200673.1 /TIER=FL /STK=1 /UG=Mm.200673 /LL=16796 /DEF=M
MOE430_2_1448260_at 4.9 2.8 A A 0.17 0.33 -1 NC 0.5 gb:NM_011670.1 /DB_XREF=gi:6755928 /GEN=Uchl1 /FEA=FLmRNA /CNT=206 /TID=Mm.29807.1 /TIER=FL+Stack /STK=111 /UG=Mm.29807 /LL=22223 /
MOE430_2_1448433_a_ 4326.1 1953.2 P P 0.000244 0.000244 -1 D 0.99 gb:NM_008788.1 /DB_XREF=gi:6679220 /GEN=Pcolce /FEA=FLmRNA /CNT=152 /TID=Mm.18808.1 /TIER=FL+Stack /STK=74 /UG=Mm.18808 /LL=18542 /
MOE430_2_1448469_at 368.7 206.8 P P 0.000244 0.000732 -1 D 0.99 gb:X14480.1 /DB_XREF=gi:53383 /FEA=FLmRNA /CNT=287 /TID=Mm.4691.1 /TIER=Stack /STK=132 /UG=Mm.4691 /LL=18073 /UG_GENE=Nid1 /UG_TITL
MOE430_2_1448914_a_ 315.8 155.9 P P 0.000244 0.005859 -1 D 0.99 gb:BM233698 /DB_XREF=gi:17868968 /DB_XREF=K0340C08-3 /CLONE=K0340C08 /FEA=FLmRNA /CNT=78 /TID=Mm.795.1 /TIER=Stack /STK=14 /UG=
MOE430_2_1449081_at 28.6 15.7 A A 0.21 0.46 -1 NC 0.98 gb:NM_053200.1 /DB_XREF=gi:16716504 /GEN=Ces3 /FEA=FLmRNA /CNT=81 /TID=Mm.120807.1 /TIER=FL+Stack /STK=23 /UG=Mm.120807 /LL=104158
MOE430_2_1449106_at 6.1 4.5 A A 0.5 0.63 -1 NC 0.5 gb:NM_008161.1 /DB_XREF=gi:6680076 /GEN=Gpx3 /FEA=FLmRNA /CNT=307 /TID=Mm.7156.1 /TIER=FL+Stack /STK=22 /UG=Mm.7156 /LL=14778 /DEF
MOE430_2_1449296_a_ 116.2 77.2 P M 0.01 0.05 -1 D 0.99 gb:M58045.1 /DB_XREF=gi:192650 /GEN=2,3-cyclic-nucleotide 3-phosphodiesterase /FEA=FLmRNA /CNT=51 /TID=Mm.15711.1 /TIER=FL /STK=1 /UG=M
MOE430_2_1449428_at 5.9 1.8 A A 0.53 0.72 -1 NC 0.79 gb:NM_019815.1 /DB_XREF=gi:9790074 /GEN=Cldn18 /FEA=FLmRNA /CNT=32 /TID=Mm.35090.1 /TIER=FL+Stack /STK=11 /UG=Mm.35090 /LL=56492 /D
MOE430_2_1449497_at 6.4 5.3 A A 0.12 0.6 -1 NC 0.71 gb:AF128214.1 /DB_XREF=gi:6652947 /GEN=Ll12b /FEA=FLmRNA /CNT=13 /TID=Mm.997.1 /TIER=FL /STK=2 /UG=Mm.997 /LL=16160 /DEF=Mus muscu
MOE430_2_1449590_a_ 273 150.6 P P 0.000244 0.001221 -1 D 0.99 gb:AB004879.1 /DB_XREF=gi:2209064 /FEA=FLmRNA /CNT=18 /TID=Mm.2045.1 /TIER=FL /STK=6 /UG=Mm.2045 /LL=17532 /UG_GENE=Mras /DEF=Mus
MOE430_2_1449642_at 0.3 0.8 A A 0.8 0.69 -1 NC 0.65 gb:AA267307 /DB_XREF=gi:1904041 /DB_XREF=mz74c01.r1 /CLONE=IMAGE:719136 /FEA=EST /CNT=3 /TID=Mm.3007.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449652_at 1.2 0.8 A A 0.93 0.82 -1 NC 0.35 gb:AV318995 /DB_XREF=gi:6284412 /DB_XREF=AV318995 /CLONE=6030403F05 /FEA=EST /CNT=2 /TID=Mm.212816.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449696_at 20.4 11 A A 0.08 0.11 -1 NC 0.5 gb:AU022700 /DB_XREF=gi:3387675 /DB_XREF=AU022700 /CLONE=J0419D03 /FEA=EST /CNT=1 /TID=Mm.206804.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1449735_at 10.5 5.1 A A 0.6 0.3 -1 NC 0.3 gb:BG074689 /DB_XREF=gi:12557258 /DB_XREF=H3138B02-3 /CLONE=H3138B02 /FEA=EST /CNT=1 /TID=Mm.172079.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449742_at 1.6 0.9 A A 0.72 0.78 -1 NC 0.5 gb:AA522020 /DB_XREF=gi:2262765 /DB_XREF=vh78e12.r1 /CLONE=IMAGE:893134 /FEA=EST /CNT=1 /TID=Mm.199822.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449764_x_ 4.9 1.5 A A 0.08 0.69 -1 NC 0.7 gb:AV075508 /DB_XREF=gi:5195336 /DB_XREF=AV075508 /CLONE=2210014B16 /FEA=EST /CNT=1 /TID=Mm.64249.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449766_at 2.1 0.7 A A 0.8 0.9 -1 NC 0.65 gb:AV165454 /DB_XREF=gi:5371891 /DB_XREF=AV165454 /CLONE=3110037A08 /FEA=EST /CNT=1 /TID=Mm.45188.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449847_a_ 16.4 7.3 P A 0.000732 0.12 -1 NC 0.98 gb:BC016197.1 /DB_XREF=gi:16740627 /FEA=FLmRNA /CNT=73 /TID=Mm.38108.1 /TIER=FL /STK=1 /UG=Mm.38108 /LL=68018 /UG_GENE=Col4a3bp /D
MOE430_2_1449950_at 6 1.6 A A 0.11 0.3 -1 NC 0.5 gb:NM_026583.1 /DB_XREF=gi:13386071 /GEN=5830415L20Rik /FEA=FLmRNA /CNT=20 /TID=Mm.46184.1 /TIER=FL /STK=3 /UG=Mm.46184 /LL=68152 /
MOE430_2_1449963_at 3.3 0.6 A A 0.6 0.66 -1 NC 0.5 gb:NM_029351.1 /DB_XREF=gi:13386389 /GEN=2310040M23Rik /FEA=FLmRNA /CNT=9 /TID=Mm.75707.1 /TIER=FL /STK=3 /UG=Mm.75707 /LL=75586 /
MOE430_2_1449983_a_ 261 139 P P 0.000244 0.001221 -1 D 0.99 gb:NM_020282.1 /DB_XREF=gi:9937969 /GEN=Nqo2 /FEA=FLmRNA /CNT=5 /TID=Mm.46307.1 /TIER=FL /STK=3 /UG=Mm.46307 /LL=18105 /DEF=Mus m
MOE430_2_1450101_a_ 14.3 7.2 P A 0.02 0.14 -1 NC 0.74 gb:BB329638 /DB_XREF=gi:9038401 /DB_XREF=BB329638 /CLONE=B630016D19 /FEA=FLmRNA /CNT=27 /TID=Mm.149760.1 /TIER=Stack /STK=12 /UG
MOE430_2_1450258_a_ 17 6.3 A A 0.17 0.55 -1 NC 0.69 gb:NM_010488.1 /DB_XREF=gi:6754265 /GEN=Elavl4 /FEA=FLmRNA /CNT=7 /TID=Mm.3970.1 /TIER=FL /STK=2 /UG=Mm.3970 /LL=15572 /DEF=Mus mu
MOE430_2_1450315_at 10.9 6.8 P A 0.04 0.36 -1 NC 0.76 gb:NM_030736.1 /DB_XREF=gi:13507695 /GEN=V3R8 /FEA=FLmRNA /CNT=3 /TID=Mm.160376.1 /TIER=FL /STK=2 /UG=Mm.160376 /LL=81011 /DEF=Mu
MOE430_2_1450340_a_ 12.9 6.1 A A 0.46 0.56 -1 NC 0.5 gb:NM_019701.1 /DB_XREF=gi:9789908 /GEN=Clcnk1l-pending /FEA=FLmRNA /CNT=2 /TID=Mm.24882.1 /TIER=FL /STK=2 /UG=Mm.24882 /LL=56365 /D
MOE430_2_1450352_at 8 2.8 A A 0.6 0.82 -1 NC 0.5 gb:NM_008639.1 /DB_XREF=gi:6678953 /GEN=Mtnr1a /FEA=FLmRNA /CNT=2 /TID=Mm.5133.1 /TIER=FL /STK=2 /UG=Mm.5133 /LL=17773 /DEF=Mus m
MOE430_2_1450376_at 272.1 181 P P 0.000244 0.000244 -1 D 0.99 gb:BB825697 /DB_XREF=gi:17003940 /DB_XREF=BB825697 /CLONE=G830039D05 /FEA=FLmRNA /CNT=289 /TID=Mm.2154.1 /TIER=Stack /STK=24 /UG
MOE430_2_1450398_at 10 4.1 A A 0.19 0.46 -1 NC 0.5 gb:AF319542.1 /DB_XREF=gi:11386002 /FEA=FLmRNA /CNT=110 /TID=Mm.68998.1 /TIER=FL /STK=1 /UG=Mm.68998 /LL=16529 /UG_GENE=Kcnk5 /DE
MOE430_2_1450471_at 70.3 47.6 P P 0.000244 0.008057 -1 D 0.99 gb:AB008192.1 /DB_XREF=gi:4630836 /GEN=smad3 /FEA=FLmRNA /CNT=19 /TID=Mm.7320.1 /TIER=FL /STK=1 /UG=Mm.7320 /LL=17127 /DEF=Mus mu
MOE430_2_1450704_at 8 4.9 A A 0.24 0.46 -1 NC 0.86 gb:NM_010544.1 /DB_XREF=gi:14149642 /GEN=Ihh /FEA=FLmRNA /CNT=30 /TID=Mm.2543.1 /TIER=FL+Stack /STK=22 /UG=Mm.2543 /LL=16147 /DEF=
MOE430_2_1450834_at 13.4 4.5 A A 0.27 0.6 -1 NC 0.5 gb:NM_010242.1 /DB_XREF=gi:6753919 /GEN=Fut4 /FEA=FLmRNA /CNT=4 /TID=Mm.57034.1 /TIER=FL /STK=0 /UG=Mm.57034 /LL=14345 /DEF=Mus mu
MOE430_2_1450958_at 2327.8 1197.9 P P 0.000244 0.000244 -1 D 0.99 gb:BQ177170 /DB_XREF=gi:20352662 /DB_XREF=UI-M-DJ2-bwa-h-02-0-UI.s1 /CLONE=UI-M-DJ2-bwa-h-02-0-UI /FEA=FLmRNA /CNT=157 /TID=Mm.
MOE430_2_1451019_at 199.7 80.5 P P 0.000244 0.000244 -1 D 0.99 gb:AK017474.1 /DB_XREF=gi:12856726 /FEA=FLmRNA /CNT=100 /TID=Mm.29561.1 /TIER=Stack /STK=11 /UG=Mm.29561 /LL=56464 /UG_GENE=Ctsf /U
MOE430_2_1451479_a_ 793.9 423.6 P P 0.000732 0.000732 -1 D 0.99 gb:BC019937.1 /DB_XREF=gi:18043376 /FEA=FLmRNA /CNT=32 /TID=Mm.23504.1 /TIER=FL+Stack /STK=16 /UG=Mm.23504 /LL=68777 /UG_GENE=1110
MOE430_2_1451617_at 15.1 9.4 A A 0.24 0.24 -1 NC 0.5 gb:BC013125.1 /DB_XREF=gi:15341884 /FEA=FLmRNA /CNT=341 /TID=Mm.2965.1 /TIER=FL /STK=4 /UG=Mm.2965 /DEF=Mus musculus, Similar to rhodo
MOE430_2_1451637_a_ 3.5 0.5 A A 0.71 0.99 -1 NC 0.98 gb:BC021401.1 /DB_XREF=gi:18204737 /FEA=FLmRNA /CNT=5 /TID=Mm.200411.2 /TIER=FL /STK=4 /UG=Mm.200411 /LL=17830 /UG_GENE=Muc10 /DE
MOE430_2_1451903_at 7.8 4.1 A A 0.06 0.39 -1 NC 0.6 gb:BC026950.1 /DB_XREF=gi:20071307 /FEA=FLmRNA /CNT=1 /TID=Mm.220169.1 /TIER=FL /STK=1 /UG=Mm.220169 /DEF=Mus musculus, Similar to kyn
MOE430_2_1451914_a_ 3.2 1.4 A A 0.66 0.97 -1 NC 0.94 gb:AF100423.1 /DB_XREF=gi:6693690 /GEN=ADD2 /FEA=FLmRNA /CNT=1 /TID=Mm.104155.2 /TIER=FL /STK=1 /UG=Mm.104155 /LL=11519 /DEF=Mus 
MOE430_2_1452301_at 86.3 36.2 A A 0.11 0.24 -1 NC 0.99 gb:AK004004.1 /DB_XREF=gi:12835003 /FEA=mRNA /CNT=40 /TID=Mm.47702.1 /TIER=Stack /STK=17 /UG=Mm.47702 /LL=67689 /UG_GENE=1700001N1
MOE430_2_1452318_a_ 872.6 432.8 P P 0.000244 0.000244 -1 D 0.99 gb:M12573.1 /DB_XREF=gi:194018 /FEA=mRNA /CNT=23 /TID=Mm.6388.1 /TIER=Stack /STK=15 /UG=Mm.6388 /LL=15511 /UG_GENE=Hsp70-1 /UG_TIT
MOE430_2_1452355_at 14.9 4.7 A A 0.24 0.53 -1 NC 0.5 gb:BE950435 /DB_XREF=gi:10589101 /DB_XREF=UI-M-CE0-ayw-e-05-0-UI.s1 /CLONE=UI-M-CE0-ayw-e-05-0-UI /FEA=mRNA /CNT=23 /TID=Mm.1037
MOE430_2_1452384_at 33.2 27.6 P P 0.01 0.03 -1 NC 0.95 gb:AV224446 /DB_XREF=gi:15404869 /DB_XREF=AV224446 /CLONE=3830420L23 /FEA=mRNA /CNT=105 /TID=Mm.53371.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1452519_a_ 206.9 105.4 P P 0.000244 0.000244 -1 D 0.99 gb:X14678.1 /DB_XREF=gi:54803 /FEA=mRNA /CNT=1 /TID=Mm.192224.3 /TIER=ConsEnd /STK=0 /UG=Mm.192224 /LL=22695 /UG_GENE=Zfp36 /UG_TI
MOE430_2_1452990_at 4.1 1.4 A A 0.5 0.75 -1 NC 0.42 gb:AV316320 /DB_XREF=gi:15406078 /DB_XREF=AV316320 /CLONE=5830435K05 /FEA=mRNA /CNT=23 /TID=Mm.24388.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453065_at 24.1 11.1 P M 0.03 0.05 -1 NC 0.73 gb:BQ175320 /DB_XREF=gi:20350812 /DB_XREF=UI-M-DJ2-bwc-b-23-0-UI.s1 /CLONE=UI-M-DJ2-bwc-b-23-0-UI /FEA=mRNA /CNT=44 /TID=Mm.100
MOE430_2_1453184_at 2.9 8.3 A A 0.56 0.56 -1 NC 0.5 gb:AK009716.1 /DB_XREF=gi:12844684 /FEA=mRNA /CNT=53 /TID=Mm.33622.1 /TIER=Stack /STK=11 /UG=Mm.33622 /LL=69640 /UG_GENE=2310040C0
MOE430_2_1453310_at 14.1 4.3 P A 0.00293 0.27 -1 NC 0.99 gb:AK013818.1 /DB_XREF=gi:12851323 /FEA=mRNA /CNT=10 /TID=Mm.63579.1 /TIER=ConsEnd /STK=7 /UG=Mm.63579 /LL=73075 /UG_GENE=2900084
MOE430_2_1453329_s_ 23.1 13.7 P P 0.01 0.02 -1 NC 0.94 gb:AK018248.1 /DB_XREF=gi:12857868 /FEA=mRNA /CNT=10 /TID=Mm.82644.1 /TIER=ConsEnd /STK=6 /UG=Mm.82644 /LL=76197 /UG_GENE=6330571
MOE430_2_1453432_at 2.2 0.7 A A 0.53 0.9 -1 NC 0.95 gb:AW045458 /DB_XREF=gi:5906027 /DB_XREF=UI-M-BH1-akr-h-07-0-UI.s1 /CLONE=UI-M-BH1-akr-h-07-0-UI /FEA=mRNA /CNT=6 /TID=Mm.44612.1
MOE430_2_1453503_at 10.7 4.9 A A 0.17 0.39 -1 NC 0.79 gb:BE691430 /DB_XREF=gi:10079054 /DB_XREF=ut17a07.x1 /CLONE=IMAGE:3328116 /FEA=mRNA /CNT=7 /TID=Mm.99782.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1453687_at 10.4 5.6 A A 0.39 0.69 -1 NC 0.93 gb:AV253110 /DB_XREF=gi:6240569 /DB_XREF=AV253110 /CLONE=4833445E16 /FEA=mRNA /CNT=3 /TID=Mm.138545.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453943_a_ 12 5.8 A A 0.5 0.63 -1 NC 0.28 gb:AK020693.1 /DB_XREF=gi:12861351 /FEA=mRNA /CNT=2 /TID=Mm.19941.2 /TIER=ConsEnd /STK=1 /UG=Mm.19941 /LL=56318 /UG_GENE=Acpp /UG
MOE430_2_1454000_s_ 0.5 0.4 A A 0.82 0.95 -1 NC 0.53 gb:BE282424 /DB_XREF=gi:9157983 /DB_XREF=601102661F1 /CLONE=IMAGE:3494894 /FEA=mRNA /CNT=2 /TID=Mm.195726.1 /TIER=ConsEnd /STK=0 
MOE430_2_1454172_at 8 4.1 A A 0.14 0.39 -1 NC 0.15 gb:AK020114.1 /DB_XREF=gi:12860598 /FEA=mRNA /CNT=1 /TID=Mm.160015.1 /TIER=ConsEnd /STK=0 /UG=Mm.160015 /LL=77893 /UG_GENE=672042
MOE430_2_1454287_at 2.9 1.5 A A 0.78 0.85 -1 NC 0.5 gb:AI131964 /DB_XREF=gi:3601980 /DB_XREF=uc35g05.r1 /CLONE=IMAGE:1400024 /FEA=mRNA /CNT=4 /TID=Mm.158158.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1454310_at 2.8 1.1 A A 0.56 0.69 -1 NC 0.5 gb:BB034128 /DB_XREF=gi:8440514 /DB_XREF=BB034128 /CLONE=5830490A12 /FEA=mRNA /CNT=3 /TID=Mm.159681.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454395_at 10.3 6 A A 0.24 0.21 -1 NC 0.24 gb:AK014550.1 /DB_XREF=gi:12852477 /FEA=mRNA /CNT=1 /TID=Mm.159167.1 /TIER=ConsEnd /STK=0 /UG=Mm.159167 /LL=74348 /UG_GENE=463240
MOE430_2_1454464_at 1.1 0.5 A A 0.46 0.69 -1 NC 0.5 gb:AK012529.1 /DB_XREF=gi:12849332 /FEA=mRNA /CNT=1 /TID=Mm.158848.1 /TIER=ConsEnd /STK=0 /UG=Mm.158848 /LL=72626 /UG_GENE=270007
MOE430_2_1454637_at 159.1 99 P M 0.01 0.05 -1 NC 0.98 gb:BM942651 /DB_XREF=gi:19402514 /DB_XREF=UI-M-CG0p-bdb-f-03-0-UI.r1 /CLONE=UI-M-CG0p-bdb-f-03-0-UI /FEA=EST /CNT=141 /TID=Mm.275
MOE430_2_1455269_a_ 20.6 7.2 P A 0.04 0.36 -1 NC 0.99 gb:BB740218 /DB_XREF=gi:16143223 /DB_XREF=BB740218 /CLONE=F430203P03 /FEA=EST /CNT=21 /TID=Mm.27317.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1455421_x_ 107 56.7 P P 0.000244 0.001221 -1 D 0.99 gb:AW490145 /DB_XREF=gi:7060415 /DB_XREF=UI-M-BH3-asy-e-06-0-UI.s1 /CLONE=UI-M-BH3-asy-e-06-0-UI /FEA=EST /CNT=15 /TID=Mm.22885.2
MOE430_2_1455909_at 4.9 2.7 A A 0.17 0.46 -1 NC 0.5 gb:BB807669 /DB_XREF=gi:16980298 /DB_XREF=BB807669 /CLONE=G630083E10 /FEA=EST /CNT=29 /TID=Mm.99224.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1456122_at 25.9 5.2 P A 0.005859 0.11 -1 NC 0.78 gb:BM196783 /DB_XREF=gi:17748742 /DB_XREF=C0337E01-3 /CLONE=C0337E01 /FEA=EST /CNT=18 /TID=Mm.138343.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456211_at 3.3 0.8 A A 0.69 0.9 -1 NC 0.64 gb:BB003937 /DB_XREF=gi:15389605 /DB_XREF=BB003937 /CLONE=4732457J09 /FEA=EST /CNT=15 /TID=Mm.37991.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456263_at 8.6 2.6 A A 0.36 0.6 -1 NC 0.72 gb:BE996506 /DB_XREF=gi:10681354 /DB_XREF=UI-M-CG0p-big-b-08-0-UI.s1 /CLONE=UI-M-CG0p-big-b-08-0-UI /FEA=EST /CNT=15 /TID=Mm.17381
MOE430_2_1456309_x_ 1161 470.4 P P 0.000244 0.000732 -1 D 0.99 gb:BG146595 /DB_XREF=gi:12650003 /DB_XREF=mab92e02.x1 /CLONE=IMAGE:3977930 /FEA=EST /CNT=12 /TID=Mm.200673.5 /TIER=Stack /STK=12 /
MOE430_2_1456425_at 9 6.5 P A 0.02 0.14 -1 NC 0.58 gb:BG069615 /DB_XREF=gi:12552184 /DB_XREF=H3078C06-3 /CLONE=H3078C06 /FEA=EST /CNT=20 /TID=Mm.26150.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456513_at 15.5 7.2 A A 0.08 0.39 -1 NC 0.9 gb:AV244034 /DB_XREF=gi:16386886 /DB_XREF=AV244034 /CLONE=4831427E02 /FEA=EST /CNT=12 /TID=Mm.133288.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456677_at 19.4 12 P M 0.01 0.05 -1 NC 0.85 gb:AV230520 /DB_XREF=gi:15404965 /DB_XREF=AV230520 /CLONE=4631432M22 /FEA=EST /CNT=9 /TID=Mm.116886.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456741_s_ 8.8 1.5 A A 0.06 0.39 -1 NC 0.78 gb:BB348674 /DB_XREF=gi:9060502 /DB_XREF=BB348674 /CLONE=B930071L07 /FEA=EST /CNT=8 /TID=Mm.15571.8 /TIER=Stack /STK=8 /UG=Mm.15
MOE430_2_1456781_at 3.8 1.2 A A 0.56 0.75 -1 NC 0.54 gb:AW121365 /DB_XREF=gi:6096698 /DB_XREF=UI-M-BH2.2-aom-e-01-0-UI.s1 /CLONE=UI-M-BH2.2-aom-e-01-0-UI /FEA=EST /CNT=9 /TID=Mm.6539
MOE430_2_1457103_at 11.5 4.2 A A 0.46 0.6 -1 NC 0.5 gb:BG072043 /DB_XREF=gi:12554612 /DB_XREF=H3106A09-3 /CLONE=H3106A09 /FEA=EST /CNT=6 /TID=Mm.199160.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457211_at 5 1.5 A A 0.12 0.55 -1 NC 0.46 gb:BB543271 /DB_XREF=gi:16447296 /DB_XREF=BB543271 /CLONE=E130209A20 /FEA=EST /CNT=5 /TID=Mm.209932.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457467_at 18.7 7.2 P M 0.01 0.05 -1 NC 0.94 gb:BB362579 /DB_XREF=gi:16406040 /DB_XREF=BB362579 /CLONE=C130012B06 /FEA=EST /CNT=5 /TID=Mm.31842.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457655_x_ 1.4 0.9 A A 0.52 0.85 -1 NC 0.63 gb:BB253117 /DB_XREF=gi:8945863 /DB_XREF=BB253117 /CLONE=A730056A04 /FEA=EST /CNT=4 /TID=Mm.117219.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457679_at 7.9 3 A A 0.3 0.78 -1 NC 0.71 gb:BB198448 /DB_XREF=gi:16271163 /DB_XREF=BB198448 /CLONE=A430002M03 /FEA=EST /CNT=13 /TID=Mm.23483.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457710_at 1.7 0.8 A A 0.66 0.78 -1 NC 0.88 gb:BE952825 /DB_XREF=gi:10593695 /DB_XREF=UI-M-BH4-azk-e-07-0-UI.s1 /CLONE=UI-M-BH4-azk-e-07-0-UI /FEA=EST /CNT=8 /TID=Mm.40345.1 
MOE430_2_1457764_at 0.7 0.3 A A 0.9 0.94 -1 NC 0.5 gb:BG066733 /DB_XREF=gi:12549302 /DB_XREF=H3046C11-3 /CLONE=H3046C11 /FEA=EST /CNT=5 /TID=Mm.171086.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457775_at 4.3 2.7 A A 0.43 0.72 -1 NC 0.55 gb:BB485245 /DB_XREF=gi:16441245 /DB_XREF=BB485245 /CLONE=D430030K01 /FEA=EST /CNT=5 /TID=Mm.211198.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457778_at 9.5 4.7 A A 0.24 0.36 -1 NC 0.58 gb:BB364290 /DB_XREF=gi:16406229 /DB_XREF=BB364290 /CLONE=C130021A04 /FEA=EST /CNT=5 /TID=Mm.126705.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457799_at 3.3 1.8 A A 0.6 0.63 -1 NC 0.75 gb:AW489633 /DB_XREF=gi:7059903 /DB_XREF=UI-M-BH3-asm-f-11-0-UI.s1 /CLONE=UI-M-BH3-asm-f-11-0-UI /FEA=EST /CNT=5 /TID=Mm.157521.1
MOE430_2_1457825_x_ 852.5 457.6 P P 0.000244 0.000244 -1 D 0.99 gb:BB515151 /DB_XREF=gi:9566609 /DB_XREF=BB515151 /CLONE=D830007B12 /FEA=EST /CNT=5 /TID=Mm.135946.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457869_at 1.5 0.8 A A 0.72 0.99 -1 NC 0.98 gb:BB745211 /DB_XREF=gi:16148150 /DB_XREF=BB745211 /CLONE=F530007E14 /FEA=EST /CNT=4 /TID=Mm.210088.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457901_at 14.1 10.8 P A 0.01 0.11 -1 NC 0.83 gb:BB244812 /DB_XREF=gi:16355342 /DB_XREF=BB244812 /CLONE=A730004L21 /FEA=EST /CNT=4 /TID=Mm.132841.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457991_at 3.4 2.8 A A 0.27 0.36 -1 NC 0.74 gb:BB052061 /DB_XREF=gi:16259609 /DB_XREF=BB052061 /CLONE=6720451G05 /FEA=EST /CNT=5 /TID=Mm.161241.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458030_at 5.4 1.9 A A 0.43 0.56 -1 NC 0.39 gb:BG070409 /DB_XREF=gi:12552978 /DB_XREF=H3087A08-3 /CLONE=H3087A08 /FEA=EST /CNT=3 /TID=Mm.173327.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458199_at 8.6 4.9 A A 0.5 0.56 -1 NC 0.5 gb:AV228155 /DB_XREF=gi:16385521 /DB_XREF=AV228155 /CLONE=4432414E12 /FEA=EST /CNT=3 /TID=Mm.212620.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458280_at 18.2 6.1 A A 0.12 0.43 -1 NC 0.5 gb:BG229036 /DB_XREF=gi:12716540 /DB_XREF=ux65e06.x1 /CLONE=IMAGE:3515219 /FEA=EST /CNT=3 /TID=Mm.162218.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1458305_at 11.3 4.8 A A 0.06 0.56 -1 NC 0.95 gb:BB749399 /DB_XREF=gi:16153635 /DB_XREF=BB749399 /CLONE=G030104E06 /FEA=EST /CNT=3 /TID=Mm.213462.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458378_at 6 1.9 A A 0.43 0.53 -1 NC 0.3 gb:AV325957 /DB_XREF=gi:16395524 /DB_XREF=AV325957 /CLONE=6330407C01 /FEA=EST /CNT=13 /TID=Mm.132574.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458517_at 21.7 11.6 P A 0.04 0.14 -1 NC 0.88 gb:BI076610 /DB_XREF=gi:14515267 /DB_XREF=L0022A02-3 /CLONE=L0022A02 /FEA=EST /CNT=5 /TID=Mm.172198.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458571_at 7.2 3.4 A A 0.21 0.5 -1 NC 0.57 gb:BB488016 /DB_XREF=gi:16441592 /DB_XREF=BB488016 /CLONE=D430047D06 /FEA=EST /CNT=4 /TID=Mm.135160.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458675_at 6.3 3 A A 0.53 0.69 -1 NC 0.41 gb:BM214131 /DB_XREF=gi:17772207 /DB_XREF=C0846D04-3 /CLONE=C0846D04 /FEA=EST /CNT=5 /TID=Mm.218415.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458687_at 2.2 1.6 A A 0.66 0.88 -1 NC 0.81 gb:BG070509 /DB_XREF=gi:12553078 /DB_XREF=H3088B04-3 /CLONE=H3088B04 /FEA=EST /CNT=4 /TID=Mm.173259.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458711_at 9.9 2.5 A A 0.27 0.46 -1 NC 0.5 gb:BB762344 /DB_XREF=gi:16192000 /DB_XREF=BB762344 /CLONE=G370008H09 /FEA=EST /CNT=4 /TID=Mm.212400.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458718_at 1.7 0.3 A A 0.82 0.99 -1 NC 0.97 gb:BE634580 /DB_XREF=gi:9917268 /DB_XREF=uv83e06.x1 /CLONE=IMAGE:3413794 /FEA=EST /CNT=4 /TID=Mm.32834.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458738_at 13.9 5.4 M A 0.05 0.27 -1 NC 0.59 gb:C87678 /DB_XREF=gi:2919635 /DB_XREF=C87678 /CLONE=J0249C01 /FEA=EST /CNT=3 /TID=Mm.173086.1 /TIER=ConsEnd /STK=2 /UG=Mm.17308
MOE430_2_1458861_at 4.3 0.9 A A 0.46 0.87 -1 NC 0.45 gb:BE980547 /DB_XREF=gi:10648650 /DB_XREF=UI-M-BG2-bck-d-06-0-UI.s1 /CLONE=UI-M-BG2-bck-d-06-0-UI /FEA=EST /CNT=3 /TID=Mm.59191.1
MOE430_2_1458883_at 1.7 1.4 A A 0.63 0.78 -1 NC 0.5 gb:BG071795 /DB_XREF=gi:12554353 /DB_XREF=H3103B08-3 /CLONE=H3103B08 /FEA=EST /CNT=3 /TID=Mm.174016.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458963_at 25.2 16.2 P P 0.000732 0.005859 -1 NC 0.9 gb:BB397062 /DB_XREF=gi:16411485 /DB_XREF=BB397062 /CLONE=C330002B18 /FEA=EST /CNT=3 /TID=Mm.123362.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459046_at 2.6 1.2 A A 0.5 0.56 -1 NC 0.5 gb:BB220391 /DB_XREF=gi:16353496 /DB_XREF=BB220391 /CLONE=A530060A04 /FEA=EST /CNT=3 /TID=Mm.207102.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459281_at 1.8 1.2 A A 0.6 0.87 -1 NC 0.74 gb:BB182935 /DB_XREF=gi:16270179 /DB_XREF=BB182935 /CLONE=A230102O20 /FEA=EST /CNT=2 /TID=Mm.208534.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459297_at 4.9 3.3 A A 0.5 0.75 -1 NC 0.36 gb:BG075822 /DB_XREF=gi:12558391 /DB_XREF=H3152C02-3 /CLONE=H3152C02 /FEA=EST /CNT=2 /TID=Mm.197300.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459331_at 17.2 11.2 A A 0.19 0.29 -1 NC 0.55 gb:BB530856 /DB_XREF=gi:16445823 /DB_XREF=BB530856 /CLONE=E030012C13 /FEA=EST /CNT=2 /TID=Mm.213366.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459512_at 9.7 6.8 P P 0.04 0.02 -1 NC 0.64 gb:BM123004 /DB_XREF=gi:17106772 /DB_XREF=L0518B12-3 /CLONE=L0518B12 /FEA=EST /CNT=2 /TID=Mm.217236.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459542_at 2.7 0.9 A A 0.59 0.66 -1 NC 0.53 gb:BG073919 /DB_XREF=gi:12556488 /DB_XREF=H3128G03-3 /CLONE=H3128G03 /FEA=EST /CNT=2 /TID=Mm.197262.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459913_at 9 5.7 A A 0.08 0.11 -1 NC 0.45 gb:AI645293 /DB_XREF=gi:4723768 /DB_XREF=mq48g09.y1 /CLONE=IMAGE:582016 /FEA=EST /CNT=10 /TID=Mm.89570.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1460072_at 19.4 10.8 A A 0.21 0.21 -1 NC 0.5 gb:BM507022 /DB_XREF=gi:18678165 /DB_XREF=ih31f12.x1 /CLONE=IMAGE:5678759 /FEA=EST /CNT=4 /TID=Mm.152488.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1460088_at 19.6 14.8 P A 0.02 0.33 -1 NC 0.71 gb:AV209518 /DB_XREF=gi:6150272 /DB_XREF=AV209518 /CLONE=1700120A01 /FEA=EST /CNT=5 /TID=Mm.154180.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1460098_at 15.2 8.1 A A 0.09 0.11 -1 NC 0.5 gb:BB363968 /DB_XREF=gi:16406183 /DB_XREF=BB363968 /CLONE=C130019I03 /FEA=EST /CNT=4 /TID=Mm.186698.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460173_at 1844.4 926 P P 0.000244 0.000244 -1 D 0.99 gb:BC010840.1 /DB_XREF=gi:14789971 /FEA=FLmRNA /CNT=301 /TID=Mm.200673.1 /TIER=FL+Stack /STK=131 /UG=Mm.200673 /LL=16796 /UG_GENE=
MOE430_2_1460181_at 8 5 M A 0.05 0.36 -1 NC 0.51 gb:NM_009133.1 /DB_XREF=gi:6677872 /GEN=Sclip /FEA=FLmRNA /CNT=166 /TID=Mm.2319.1 /TIER=FL+Stack /STK=95 /UG=Mm.2319 /LL=20262 /DEF
MOE430_2_1460215_at 47.8 22.7 A A 0.14 0.33 -1 NC 0.99 gb:BB729239 /DB_XREF=gi:16112514 /DB_XREF=BB729239 /CLONE=E860106J19 /FEA=FLmRNA /CNT=139 /TID=Mm.7387.1 /TIER=Stack /STK=34 /UG
MOE430_2_1460220_a_ 558.6 280.4 P P 0.000244 0.000244 -1 D 0.99 gb:NM_007778.1 /DB_XREF=gi:6681042 /GEN=Csf1 /FEA=FLmRNA /CNT=78 /TID=Mm.795.1 /TIER=FL+Stack /STK=32 /UG=Mm.795 /LL=12977 /DEF=Mu
MOE430_2_1460364_at 53.4 23 P A 0.00415 0.11 -1 NC 0.86 gb:AI550317 /DB_XREF=gi:4482680 /DB_XREF=vx03h09.x1 /CLONE=IMAGE:1263425 /FEA=FLmRNA /CNT=49 /TID=Mm.32950.2 /TIER=Stack /STK=10 /U
MOE430_2_1460559_at 1214.1 649.8 P P 0.000244 0.000244 -1 D 0.99 gb:BB038765 /DB_XREF=gi:15403765 /DB_XREF=BB038765 /CLONE=6030407H20 /FEA=EST /CNT=48 /TID=Mm.21917.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1460735_at 576.7 323.2 P P 0.001221 0.00293 -1 D 0.99 gb:BM203457 /DB_XREF=gi:17758021 /DB_XREF=C0254G05-3 /CLONE=C0254G05 /FEA=mRNA /CNT=95 /TID=Mm.22588.1 /TIER=Stack /STK=16 /UG=
MOE430_2_AFFX-BioB 107.4 54.3 P P 0.00006 0.000662 -1 D 1 Escherichia coli /REF=J04423 /DEF=E coli bioB gene biotin synthetase /LEN=1114 (-5, -M, -3 represent transcript regions 5 prime, Middle, and 3 prime res
MOE430_2_1416069_at 156.6 71.8 P P 0.000244 0.000732 -1.1 D 0.99 gb:NM_019703.1 /DB_XREF=gi:9790050 /GEN=Pfkp /FEA=FLmRNA /CNT=244 /TID=Mm.108076.1 /TIER=FL+Stack /STK=133 /UG=Mm.108076 /LL=56421 
MOE430_2_1416468_at 3.5 0.6 A A 0.69 0.99 -1.1 NC 0.92 gb:NM_013467.1 /DB_XREF=gi:7304880 /GEN=Aldh1a1 /FEA=FLmRNA /CNT=197 /TID=Mm.4514.1 /TIER=FL+Stack /STK=87 /UG=Mm.4514 /LL=11668 /D
MOE430_2_1416538_at 210.5 75.6 P P 0.001221 0.001953 -1.1 D 0.99 gb:BM248160 /DB_XREF=gi:17883430 /DB_XREF=K0812E02-3 /CLONE=K0812E02 /FEA=FLmRNA /CNT=190 /TID=Mm.196345.1 /TIER=Stack /STK=34 /U
MOE430_2_1416584_at 273.6 136.4 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_008550.1 /DB_XREF=gi:6678791 /GEN=Man2b2 /FEA=FLmRNA /CNT=111 /TID=Mm.761.1 /TIER=FL+Stack /STK=80 /UG=Mm.761 /LL=17160 /DEF
MOE430_2_1416599_at 300.8 138 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_031184.1 /DB_XREF=gi:13626037 /GEN=Gli5 /FEA=FLmRNA /CNT=123 /TID=Mm.28087.1 /TIER=FL /STK=2 /UG=Mm.28087 /LL=83396 /DEF=Mus
MOE430_2_1416623_at 356.5 162.5 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_013691.1 /DB_XREF=gi:8567413 /GEN=Thbs3 /FEA=FLmRNA /CNT=90 /TID=Mm.2114.1 /TIER=FL+Stack /STK=78 /UG=Mm.2114 /LL=21827 /DEF
MOE430_2_1416629_at 63.5 34.9 P P 0.00415 0.01 -1.1 NC 0.99 gb:NM_009201.1 /DB_XREF=gi:6678004 /GEN=Slc1a7 /FEA=FLmRNA /CNT=152 /TID=Mm.1056.1 /TIER=FL+Stack /STK=77 /UG=Mm.1056 /LL=20514 /DE
MOE430_2_1416646_at 8.5 1.9 A A 0.46 0.62 -1.1 NC 0.59 gb:NM_007423.1 /DB_XREF=gi:6680667 /GEN=Afp /FEA=FLmRNA /CNT=178 /TID=Mm.80.1 /TIER=FL+Stack /STK=76 /UG=Mm.80 /LL=11576 /DEF=Mus 
MOE430_2_1416662_at 331.3 158.5 P P 0.000244 0.000732 -1.1 D 0.99 gb:NM_138665.1 /DB_XREF=gi:20149747 /GEN=MGC6279 /FEA=FLmRNA /CNT=252 /TID=Mm.141020.1 /TIER=FL+Stack /STK=75 /UG=Mm.141020 /LL=1
MOE430_2_1416673_at 69.7 23.8 P P 0.000244 0.000732 -1.1 D 0.99 gb:NM_019517.1 /DB_XREF=gi:9506418 /GEN=Bace2 /FEA=FLmRNA /CNT=108 /TID=Mm.28116.1 /TIER=FL+Stack /STK=75 /UG=Mm.28116 /LL=56175 /
MOE430_2_1416875_at 6.2 3.5 A A 0.66 0.87 -1.1 NC 0.5 gb:BC011200.1 /DB_XREF=gi:15029936 /FEA=FLmRNA /CNT=86 /TID=Mm.202348.1 /TIER=FL+Stack /STK=66 /UG=Mm.202348 /LL=64099 /UG_GENE=P
MOE430_2_1416968_a_ 422.5 207.7 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_133943.1 /DB_XREF=gi:19527163 /GEN=AI195443 /FEA=FLmRNA /CNT=76 /TID=Mm.157103.1 /TIER=FL+Stack /STK=62 /UG=Mm.157103 /LL=10
MOE430_2_1417108_at 197.2 117.8 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_029091.1 /DB_XREF=gi:13386369 /GEN=1200014P03Rik /FEA=FLmRNA /CNT=99 /TID=Mm.34789.1 /TIER=FL+Stack /STK=56 /UG=Mm.34789 /LL
MOE430_2_1417229_at 581.6 207.4 P P 0.000244 0.000244 -1.1 D 0.99 gb:AF084459.1 /DB_XREF=gi:3462901 /GEN=Capn1 /FEA=FLmRNA /CNT=97 /TID=Mm.6221.1 /TIER=FL /STK=1 /UG=Mm.6221 /LL=12333 /DEF=Mus mu
MOE430_2_1417288_at 255.5 116 P P 0.000244 0.000732 -1.1 D 0.99 gb:BC010215.1 /DB_XREF=gi:16307353 /FEA=FLmRNA /CNT=134 /TID=Mm.148782.1 /TIER=FL+Stack /STK=49 /UG=Mm.148782 /LL=83436 /UG_GENE=P
MOE430_2_1417414_at 25.6 9 A A 0.09 0.11 -1.1 NC 0.24 gb:NM_011889.1 /DB_XREF=gi:6755467 /GEN=Sept3 /FEA=FLmRNA /CNT=74 /TID=Mm.41226.1 /TIER=FL+Stack /STK=46 /UG=Mm.41226 /LL=24050 /D



MOE430_2_1417441_at 239.8 95.1 P P 0.008057 0.04 -1.1 D 0.99 gb:NM_013888.1 /DB_XREF=gi:13994137 /GEN=Jdp1-pending /FEA=FLmRNA /CNT=76 /TID=Mm.32550.1 /TIER=FL+Stack /STK=45 /UG=Mm.32550 /LL=3
MOE430_2_1417479_at 30.1 17.2 P A 0.01 0.12 -1.1 NC 0.68 gb:AV367559 /DB_XREF=gi:15406755 /DB_XREF=AV367559 /CLONE=8430435A13 /FEA=FLmRNA /CNT=80 /TID=Mm.22587.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1417758_at 200.7 69.5 P P 0.000732 0.000732 -1.1 NC 0.98 gb:NM_010575.1 /DB_XREF=gi:6754375 /GEN=Itga2b /FEA=FLmRNA /CNT=54 /TID=Mm.26646.1 /TIER=FL+Stack /STK=37 /UG=Mm.26646 /LL=16399 /D
MOE430_2_1417803_at 3.3 0.6 A A 0.26 0.53 -1.1 NC 0.53 gb:AF365876.1 /DB_XREF=gi:14091314 /FEA=FLmRNA /CNT=60 /TID=Mm.45481.1 /TIER=FL /STK=7 /UG=Mm.45481 /LL=66183 /UG_GENE=1110032A04
MOE430_2_1417937_at 786.2 362.9 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_021532.1 /DB_XREF=gi:10946963 /GEN=Thyex3-pending /FEA=FLmRNA /CNT=69 /TID=Mm.46662.1 /TIER=FL+Stack /STK=33 /UG=Mm.46662 /LL
MOE430_2_1417987_at 538.4 258.4 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_025295.1 /DB_XREF=gi:13384647 /GEN=Btd /FEA=FLmRNA /CNT=67 /TID=Mm.142518.1 /TIER=FL+Stack /STK=32 /UG=Mm.142518 /LL=26363 /D
MOE430_2_1418085_at 13.2 7.6 P P 0.03 0.01 -1.1 NC 0.5 gb:NM_008860.1 /DB_XREF=gi:6679354 /GEN=Prkcz /FEA=FLmRNA /CNT=51 /TID=Mm.28561.1 /TIER=FL+Stack /STK=30 /UG=Mm.28561 /LL=18762 /D
MOE430_2_1418133_at 89.9 36.6 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_033601.1 /DB_XREF=gi:15809013 /GEN=Bcl3 /FEA=FLmRNA /CNT=51 /TID=Mm.1068.1 /TIER=FL+Stack /STK=29 /UG=Mm.1068 /LL=12051 /DEF
MOE430_2_1418536_at 29.5 15 P P 0.02 0.001953 -1.1 NC 0.79 gb:M29881.1 /DB_XREF=gi:199601 /FEA=FLmRNA /CNT=50 /TID=Mm.34421.1 /TIER=FL+Stack /STK=22 /UG=Mm.34421 /LL=15018 /UG_GENE=H2-Q7 /
MOE430_2_1418606_at 1.6 0.3 A A 0.46 0.97 -1.1 NC 0.98 gb:BC013463.1 /DB_XREF=gi:15488635 /FEA=FLmRNA /CNT=38 /TID=Mm.24420.1 /TIER=FL+Stack /STK=21 /UG=Mm.24420 /LL=15430 /UG_GENE=Hox
MOE430_2_1418626_a_ 725.3 354.2 P P 0.000244 0.000732 -1.1 D 0.99 gb:NM_013492.1 /DB_XREF=gi:7304966 /GEN=Clu /FEA=FLmRNA /CNT=222 /TID=Mm.196344.1 /TIER=FL+Stack /STK=20 /UG=Mm.196344 /LL=12759 /D
MOE430_2_1418842_at 4.5 0.9 A A 0.66 0.9 -1.1 NC 0.87 gb:NM_008225.1 /DB_XREF=gi:6680186 /GEN=Hcls1 /FEA=FLmRNA /CNT=45 /TID=Mm.4091.1 /TIER=FL+Stack /STK=17 /UG=Mm.4091 /LL=15163 /DEF
MOE430_2_1418917_at 73.8 28.8 P P 0.00293 0.008057 -1.1 D 0.99 gb:BI696085 /DB_XREF=gi:15658714 /DB_XREF=603345911F1 /CLONE=IMAGE:5373674 /FEA=FLmRNA /CNT=52 /TID=Mm.35551.1 /TIER=ConsEnd /STK
MOE430_2_1419015_at 578.4 243.7 P P 0.00293 0.005859 -1.1 D 0.99 gb:NM_016873.1 /DB_XREF=gi:8394540 /GEN=Wisp2 /FEA=FLmRNA /CNT=21 /TID=Mm.13828.1 /TIER=FL+Stack /STK=15 /UG=Mm.13828 /LL=22403 /D
MOE430_2_1419127_at 11 5.8 A A 0.43 0.3 -1.1 NC 0.49 gb:NM_023456.1 /DB_XREF=gi:12963682 /GEN=0710005A05Rik /FEA=FLmRNA /CNT=20 /TID=Mm.154796.1 /TIER=FL+Stack /STK=13 /UG=Mm.154796 /
MOE430_2_1419379_x_ 3.9 4 A A 0.6 0.66 -1.1 NC 0.5 gb:NM_052823.1 /DB_XREF=gi:16554571 /GEN=Fxyd2 /FEA=FLmRNA /CNT=30 /TID=Mm.22742.1 /TIER=FL+Stack /STK=10 /UG=Mm.22742 /LL=11936 /D
MOE430_2_1419551_s_ 113.2 73 P P 0.000244 0.00415 -1.1 D 0.99 gb:BG919998 /DB_XREF=gi:14300474 /DB_XREF=602823393F1 /CLONE=IMAGE:4952183 /FEA=FLmRNA /CNT=129 /TID=Mm.29404.1 /TIER=Stack /STK=
MOE430_2_1419571_at 6 1.1 A A 0.5 0.46 -1.1 NC 0.5 gb:BC013783.1 /DB_XREF=gi:15489378 /FEA=FLmRNA /CNT=61 /TID=Mm.18188.1 /TIER=FL /STK=5 /UG=Mm.18188 /LL=114304 /UG_GENE=Slc28a3 /D
MOE430_2_1419622_at 0.2 0.1 A A 0.82 0.94 -1.1 NC 0.79 gb:NM_009467.1 /DB_XREF=gi:6678500 /GEN=Ugt2b5 /FEA=FLmRNA /CNT=11 /TID=Mm.29157.1 /TIER=FL+Stack /STK=8 /UG=Mm.29157 /LL=22238 /D
MOE430_2_1419706_a_ 2094.6 940.7 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_031185.1 /DB_XREF=gi:13626039 /GEN=Akap12 /FEA=FLmRNA /CNT=18 /TID=Mm.27481.1 /TIER=FL /STK=7 /UG=Mm.27481 /LL=83397 /DEF=M
MOE430_2_1419845_at 6.3 4.4 A A 0.21 0.42 -1.1 NC 0.51 gb:AI325350 /DB_XREF=gi:4059779 /DB_XREF=mi09d02.y1 /CLONE=IMAGE:463011 /FEA=EST /CNT=3 /TID=Mm.33781.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419965_at 4.4 2.5 A A 0.63 0.63 -1.1 NC 0.68 gb:C79445 /DB_XREF=gi:2519775 /DB_XREF=C79445 /CLONE=J0066E03 /FEA=EST /CNT=1 /TID=Mm.197936.1 /TIER=ConsEnd /STK=1 /UG=Mm.19793
MOE430_2_1419987_at 4.8 1.7 A A 0.3 0.82 -1.1 NC 0.86 gb:C80388 /DB_XREF=gi:2520718 /DB_XREF=C80388 /CLONE=J0081A03 /FEA=EST /CNT=1 /TID=Mm.197785.1 /TIER=ConsEnd /STK=0 /UG=Mm.19778
MOE430_2_1420221_at 2.7 0.5 A A 0.43 0.88 -1.1 NC 0.59 gb:BB192718 /DB_XREF=gi:8853337 /DB_XREF=BB192718 /CLONE=A330073L10 /FEA=EST /CNT=1 /TID=Mm.86710.3 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420970_at 51.2 22.3 P M 0.00415 0.05 -1.1 D 0.99 gb:NM_007406.1 /DB_XREF=gi:6680645 /GEN=Adcy7 /FEA=FLmRNA /CNT=67 /TID=Mm.18658.1 /TIER=FL /STK=2 /UG=Mm.18658 /LL=11513 /DEF=Mus
MOE430_2_1421291_at 2.7 1.5 A A 0.24 0.88 -1.1 NC 0.95 gb:NM_010553.1 /DB_XREF=gi:6754325 /GEN=Il18rap /FEA=FLmRNA /CNT=14 /TID=Mm.20466.1 /TIER=FL /STK=2 /UG=Mm.20466 /LL=16174 /DEF=Mus
MOE430_2_1421514_a_ 16.8 3.8 A A 0.12 0.21 -1.1 NC 0.25 gb:NM_133194.1 /DB_XREF=gi:18875335 /GEN=Scml2 /FEA=FLmRNA /CNT=6 /TID=Mm.159173.1 /TIER=FL /STK=2 /UG=Mm.159173 /LL=107815 /DEF=M
MOE430_2_1421571_a_ 501 244.5 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_010741.1 /DB_XREF=gi:6754581 /GEN=Ly6c /FEA=FLmRNA /CNT=4 /TID=Mm.1583.1 /TIER=FL /STK=2 /UG=Mm.1583 /LL=17067 /DEF=Mus mus
MOE430_2_1421690_s_ 21.8 8.7 A A 0.19 0.53 -1.1 NC 0.74 gb:NM_007427.1 /DB_XREF=gi:6671528 /GEN=Agrp /FEA=FLmRNA /CNT=3 /TID=Mm.56995.1 /TIER=FL /STK=2 /UG=Mm.56995 /LL=11604 /DEF=Mus m
MOE430_2_1421936_at 29.3 5.8 P A 0.000732 0.19 -1.1 D 0.99 gb:AF163255.1 /DB_XREF=gi:5733601 /GEN=DAPP1 /FEA=FLmRNA /CNT=51 /TID=Mm.33987.1 /TIER=FL /STK=1 /UG=Mm.33987 /LL=26377 /DEF=Mus
MOE430_2_1422155_at 642.6 292.4 P P 0.000244 0.000244 -1.1 D 0.99 gb:BC015270.1 /DB_XREF=gi:15929685 /FEA=FLmRNA /CNT=5 /TID=Mm.15595.1 /TIER=FL /STK=1 /UG=Mm.15595 /LL=15263 /UG_GENE=Hist1 /DEF=M
MOE430_2_1422166_at 9.7 2.5 A A 0.27 0.69 -1.1 NC 0.93 gb:AF350411.1 /DB_XREF=gi:14586773 /FEA=FLmRNA /CNT=6 /TID=Mm.197579.1 /TIER=FL /STK=1 /UG=Mm.197579 /LL=93675 /UG_GENE=Dcl1 /DEF=
MOE430_2_1422230_s_ 5.9 0.8 A A 0.3 0.69 -1.1 NC 0.78 gb:NM_007812.1 /DB_XREF=gi:6681102 /GEN=Cyp2a5 /FEA=FLmRNA /CNT=3 /TID=Mm.154643.1 /TIER=FL /STK=1 /UG=Mm.154643 /LL=13087 /DEF=M
MOE430_2_1422258_at 2 1.2 A A 0.56 0.56 -1.1 NC 0.5 gb:NM_033269.1 /DB_XREF=gi:15149488 /GEN=Chrm3 /FEA=FLmRNA /CNT=2 /TID=Mm.154803.1 /TIER=FL /STK=1 /UG=Mm.154803 /LL=12671 /DEF=M
MOE430_2_1422357_at 0.4 0.2 A A 0.8 0.99 -1.1 NC 0.97 gb:NM_020019.1 /DB_XREF=gi:9910403 /GEN=Magea6 /FEA=FLmRNA /CNT=1 /TID=Mm.196414.1 /TIER=FL /STK=1 /UG=Mm.196414 /LL=17142 /DEF=M
MOE430_2_1422476_at 358.9 144.9 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_023065.1 /DB_XREF=gi:15212491 /GEN=Ifi30 /FEA=FLmRNA /CNT=152 /TID=Mm.30241.1 /TIER=FL+Stack /STK=78 /UG=Mm.30241 /LL=65972 /D
MOE430_2_1422705_at 337.3 158 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_022995.1 /DB_XREF=gi:17105323 /GEN=N4wbp4-pending /FEA=FLmRNA /CNT=133 /TID=Mm.41009.1 /TIER=FL+Stack /STK=17 /UG=Mm.41009 /
MOE430_2_1422706_at 595.5 282.5 P P 0.000244 0.000244 -1.1 D 0.99 gb:AV370981 /DB_XREF=gi:15406809 /DB_XREF=AV370981 /CLONE=9030406G08 /FEA=FLmRNA /CNT=133 /TID=Mm.41009.1 /TIER=Stack /STK=14 /U
MOE430_2_1422906_at 464.1 200.3 P P 0.000244 0.000732 -1.1 D 0.99 gb:NM_011920.1 /DB_XREF=gi:6752943 /GEN=Abcg2 /FEA=FLmRNA /CNT=24 /TID=Mm.196728.1 /TIER=FL+Stack /STK=8 /UG=Mm.196728 /LL=26357 /
MOE430_2_1422912_at 823.8 397.5 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_007554.1 /DB_XREF=gi:6680795 /GEN=Bmp4 /FEA=FLmRNA /CNT=20 /TID=Mm.6813.1 /TIER=FL+Stack /STK=8 /UG=Mm.6813 /LL=12159 /DEF=
MOE430_2_1422918_at 8.8 2.4 A A 0.24 0.66 -1.1 NC 0.5 gb:NM_023707.1 /DB_XREF=gi:12963792 /GEN=1810009J06Rik /FEA=FLmRNA /CNT=12 /TID=Mm.46246.1 /TIER=FL /STK=7 /UG=Mm.46246 /LL=73626 /
MOE430_2_1423011_at 5.8 2.7 A A 0.12 0.24 -1.1 NC 0.31 gb:NM_007963.1 /DB_XREF=gi:6679704 /GEN=Evi1 /FEA=FLmRNA /CNT=6 /TID=Mm.56965.1 /TIER=FL /STK=0 /UG=Mm.56965 /LL=14013 /DEF=Mus mu
MOE430_2_1423983_at 4 3.7 A A 0.72 0.72 -1.1 NC 0.51 gb:BC011475.1 /DB_XREF=gi:15079276 /FEA=FLmRNA /CNT=100 /TID=Mm.204705.1 /TIER=FL+Stack /STK=70 /UG=Mm.204705 /DEF=Mus musculus, Sim
MOE430_2_1424233_at 2.1 0.7 A A 0.36 0.82 -1.1 NC 0.81 gb:BC002076.1 /DB_XREF=gi:12805230 /FEA=FLmRNA /CNT=66 /TID=Mm.153716.1 /TIER=FL+Stack /STK=44 /UG=Mm.153716 /LL=17286 /UG_GENE=M
MOE430_2_1424354_at 132.9 64.9 P P 0.000244 0.000244 -1.1 D 0.99 gb:BC020080.1 /DB_XREF=gi:18043290 /FEA=FLmRNA /CNT=68 /TID=Mm.46356.1 /TIER=FL+Stack /STK=36 /UG=Mm.46356 /DEF=Mus musculus, clone 
MOE430_2_1424525_at 27.5 14.4 P P 0.01 0.001953 -1.1 NC 0.86 gb:BC024515.1 /DB_XREF=gi:19354484 /FEA=FLmRNA /CNT=34 /TID=Mm.20298.1 /TIER=FL+Stack /STK=27 /UG=Mm.20298 /DEF=Mus musculus, Simila
MOE430_2_1424722_at 8.3 1.5 A A 0.27 0.66 -1.1 NC 0.73 gb:BC021390.1 /DB_XREF=gi:18204719 /FEA=FLmRNA /CNT=57 /TID=Mm.18802.1 /TIER=FL+Stack /STK=18 /UG=Mm.18802 /LL=71775 /UG_GENE=1300
MOE430_2_1424757_at 148.2 68.6 P P 0.001953 0.04 -1.1 D 0.99 gb:BC018242.1 /DB_XREF=gi:17390561 /FEA=FLmRNA /CNT=44 /TID=Mm.101670.1 /TIER=FL+Stack /STK=17 /UG=Mm.101670 /DEF=Mus musculus, Sim
MOE430_2_1424943_at 0.9 0.5 A A 0.72 0.78 -1.1 NC 0.21 gb:BC013476.1 /DB_XREF=gi:15488659 /FEA=FLmRNA /CNT=16 /TID=Mm.207068.1 /TIER=FL+Stack /STK=11 /UG=Mm.207068 /DEF=Mus musculus, Sim
MOE430_2_1425025_at 85.4 42.8 P P 0.000244 0.02 -1.1 D 0.99 gb:BC022145.1 /DB_XREF=gi:18381042 /FEA=FLmRNA /CNT=42 /TID=Mm.200891.1 /TIER=FL+Stack /STK=8 /UG=Mm.200891 /DEF=Mus musculus, clone
MOE430_2_1425301_at 3 1.3 A A 0.53 0.56 -1.1 NC 0.5 gb:AF001287.1 /DB_XREF=gi:2358272 /FEA=FLmRNA /CNT=9 /TID=Mm.30313.2 /TIER=FL /STK=3 /UG=Mm.30313 /LL=17968 /UG_GENE=Ncam2 /DEF=M
MOE430_2_1425345_at 16.2 6 A A 0.43 0.53 -1.1 NC 0.5 gb:BC013553.1 /DB_XREF=gi:15488845 /FEA=FLmRNA /CNT=28 /TID=Mm.149916.1 /TIER=FL /STK=2 /UG=Mm.149916 /DEF=Mus musculus, clone MGC:
MOE430_2_1425441_at 16.8 8.4 A A 0.27 0.46 -1.1 NC 0.64 gb:BC024810.1 /DB_XREF=gi:19353483 /FEA=FLmRNA /CNT=4 /TID=Mm.219543.1 /TIER=FL /STK=2 /UG=Mm.219543 /DEF=Mus musculus, clone MGC:3
MOE430_2_1425626_at 99.2 47.2 P P 0.01 0.03 -1.1 NC 0.87 gb:J03952.1 /DB_XREF=gi:193687 /FEA=FLmRNA /CNT=11 /TID=Mm.2011.2 /TIER=FL /STK=1 /UG=Mm.2011 /LL=14862 /UG_GENE=Gstm1 /UG_TITLE=g
MOE430_2_1425741_at 26.6 10.8 P A 0.01 0.09 -1.1 NC 0.87 gb:AF338472.1 /DB_XREF=gi:14028713 /FEA=FLmRNA /CNT=12 /TID=Mm.152452.1 /TIER=FL /STK=1 /UG=Mm.152452 /LL=117601 /UG_GENE=Arhgap14
MOE430_2_1425766_x_ 15.2 5.3 A A 0.17 0.36 -1.1 NC 0.23 gb:BC006659.1 /DB_XREF=gi:13879363 /FEA=FLmRNA /CNT=5 /TID=Mm.196686.1 /TIER=FL /STK=1 /UG=Mm.196686 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425900_at 3.1 1.1 A A 0.53 0.78 -1.1 NC 0.54 gb:BC016235.1 /DB_XREF=gi:16740724 /FEA=FLmRNA /CNT=2 /TID=Mm.213213.1 /TIER=FL /STK=1 /UG=Mm.213213 /DEF=Mus musculus, Similar to he
MOE430_2_1425917_at 4.9 1.8 A A 0.59 0.72 -1.1 NC 0.26 gb:BC024930.1 /DB_XREF=gi:19353168 /FEA=FLmRNA /CNT=2 /TID=Mm.219544.1 /TIER=FL /STK=1 /UG=Mm.219544 /DEF=Mus musculus, Similar to his
MOE430_2_1426045_at 17.9 6.4 P A 0.00415 0.33 -1.1 NC 0.98 gb:D84435.1 /DB_XREF=gi:1945620 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.15 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus sp. mRNA
MOE430_2_1426056_at 7 1.4 A A 0.36 0.87 -1.1 NC 0.79 gb:AF030178.1 /DB_XREF=gi:2623159 /GEN=GPI1 /FEA=FLmRNA /CNT=1 /TID=Mm.6354.2 /TIER=FL /STK=1 /UG=Mm.6354 /LL=14755 /DEF=Mus musc
MOE430_2_1426210_x_ 807.7 444.3 P P 0.000732 0.000732 -1.1 D 0.99 gb:BC014870.1 /DB_XREF=gi:15928822 /FEA=FLmRNA /CNT=103 /TID=Mm.23981.1 /TIER=FL+Stack /STK=64 /UG=Mm.23981 /DEF=Mus musculus, clone
MOE430_2_1426288_at 101.4 47 P P 0.000244 0.000244 -1.1 D 0.99 gb:AF247637.1 /DB_XREF=gi:17224415 /FEA=FLmRNA /CNT=20 /TID=Mm.25242.1 /TIER=FL+Stack /STK=12 /UG=Mm.25242 /DEF=Mus musculus LDLR d
MOE430_2_1426603_at 6.1 3.8 A A 0.53 0.53 -1.1 NC 0.4 gb:BB761884 /DB_XREF=gi:16207287 /DB_XREF=BB761884 /CLONE=G270149E24 /FEA=FLmRNA /CNT=70 /TID=Mm.87471.1 /TIER=Stack /STK=10 /UG
MOE430_2_1426606_at 4.6 2.3 A A 0.33 0.56 -1.1 NC 0.65 gb:BB426194 /DB_XREF=gi:16423657 /DB_XREF=BB426194 /CLONE=C530050M20 /FEA=FLmRNA /CNT=32 /TID=Mm.219653.1 /TIER=Stack /STK=10 /U
MOE430_2_1427447_a_ 1266.6 526.4 P P 0.000244 0.000244 -1.1 D 0.99 gb:BC003984.1 /DB_XREF=gi:13278324 /FEA=mRNA /CNT=43 /TID=Mm.27268.1 /TIER=ConsEnd /STK=0 /UG=Mm.27268 /DEF=Mus musculus, clone IMAG
MOE430_2_1427458_at 12.8 5.9 A A 0.3 0.69 -1.1 NC 0.83 gb:BG248060 /DB_XREF=gi:12757875 /DB_XREF=602359995F1 /CLONE=IMAGE:4488406 /FEA=mRNA /CNT=16 /TID=Mm.27757.2 /TIER=ConsEnd /STK=
MOE430_2_1427675_at 0.3 0.3 A A 0.75 0.88 -1.1 NC 0.5 gb:Y12724.1 /DB_XREF=gi:3892595 /GEN=mpr2 /FEA=mRNA /CNT=1 /TID=Mm.20850.1 /TIER=ConsEnd /STK=0 /UG=Mm.20850 /LL=22297 /DEF=Mus m
MOE430_2_1427681_s_ 5.4 2.3 A A 0.21 0.6 -1.1 NC 0.5 gb:AF011413.1 /DB_XREF=gi:2367455 /GEN=VR3 /FEA=mRNA /CNT=1 /TID=Mm.195088.1 /TIER=ConsEnd /STK=0 /UG=Mm.195088 /LL=22309 /DEF=Mu
MOE430_2_1427781_at 1 0.3 A A 0.5 0.96 -1.1 NC 0.87 gb:AJ290944.2 /DB_XREF=gi:15020660 /GEN=Usmg2 /FEA=mRNA /CNT=1 /TID=Mm.190610.1 /TIER=ConsEnd /STK=0 /UG=Mm.190610 /LL=83677 /DEF
MOE430_2_1427873_at 3 1 A A 0.43 0.6 -1.1 NC 0.09 gb:U03065.1 /DB_XREF=gi:437265 /GEN=Defcr15 /FEA=mRNA /CNT=1 /TID=Mm.195047.1 /TIER=ConsEnd /STK=0 /UG=Mm.195047 /LL=13234 /DEF=Mu
MOE430_2_1428034_a_ 4.1 2.2 A A 0.66 0.75 -1.1 NC 0.58 gb:BC028507.1 /DB_XREF=gi:20306991 /FEA=mRNA /CNT=3 /TID=Mm.198677.2 /TIER=ConsEnd /STK=0 /UG=Mm.198677 /LL=21942 /UG_GENE=Tnfrsf9
MOE430_2_1428058_at 37 17.9 P P 0.005859 0.000732 -1.1 NC 0.72 gb:BC028439.1 /DB_XREF=gi:20306437 /FEA=mRNA /CNT=1 /TID=Mm.35669.1 /TIER=ConsEnd /STK=0 /UG=Mm.35669 /LL=66395 /UG_GENE=2310047C
MOE430_2_1428221_at 52.7 41.6 A A 0.21 0.46 -1.1 NC 0.99 gb:AK019849.1 /DB_XREF=gi:12860212 /FEA=mRNA /CNT=98 /TID=Mm.153340.1 /TIER=Stack /STK=70 /UG=Mm.153340 /LL=78267 /UG_GENE=4931406
MOE430_2_1428808_at 306.8 145.4 P P 0.000244 0.000244 -1.1 D 0.99 gb:BQ177191 /DB_XREF=gi:20352683 /DB_XREF=UI-M-DJ2-bwa-j-20-0-UI.s1 /CLONE=UI-M-DJ2-bwa-j-20-0-UI /FEA=mRNA /CNT=29 /TID=Mm.4502
MOE430_2_1429350_at 7.7 5.3 A A 0.17 0.39 -1.1 NC 0.59 gb:AV260051 /DB_XREF=gi:6247510 /DB_XREF=AV260051 /CLONE=4930408I11 /FEA=mRNA /CNT=35 /TID=Mm.71090.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1429573_at 9.4 4.2 A A 0.08 0.46 -1.1 NC 0.83 gb:AK014934.1 /DB_XREF=gi:12853059 /FEA=mRNA /CNT=16 /TID=Mm.29672.1 /TIER=Stack /STK=14 /UG=Mm.29672 /LL=70887 /UG_GENE=4921520P2
MOE430_2_1429629_at 26.1 14.6 P P 0.000244 0.01 -1.1 NC 0.94 gb:BB432141 /DB_XREF=gi:15412073 /DB_XREF=BB432141 /CLONE=C630043P15 /FEA=mRNA /CNT=35 /TID=Mm.156568.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1429729_at 5.3 4.4 A A 0.39 0.5 -1.1 NC 0.5 gb:BB462518 /DB_XREF=gi:16426774 /DB_XREF=BB462518 /CLONE=D130076K21 /FEA=mRNA /CNT=27 /TID=Mm.200709.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429778_at 97.3 38.9 P M 0.00415 0.05 -1.1 D 0.99 gb:AK015354.1 /DB_XREF=gi:12853662 /FEA=mRNA /CNT=19 /TID=Mm.116942.1 /TIER=Stack /STK=8 /UG=Mm.116942 /LL=71648 /UG_GENE=Optn /UG
MOE430_2_1429813_at 3.6 1.3 A A 0.3 0.53 -1.1 NC 0.5 gb:AV338887 /DB_XREF=gi:16396697 /DB_XREF=AV338887 /CLONE=6430500N07 /FEA=mRNA /CNT=13 /TID=Mm.196499.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429877_at 2.3 0.9 A A 0.39 0.6 -1.1 NC 0.35 gb:AV253991 /DB_XREF=gi:16387978 /DB_XREF=AV253991 /CLONE=4921506N18 /FEA=mRNA /CNT=17 /TID=Mm.195711.1 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1429948_x_ 9.4 3.7 A A 0.56 0.53 -1.1 NC 0.12 gb:AK013953.1 /DB_XREF=gi:12851535 /FEA=mRNA /CNT=11 /TID=Mm.195923.1 /TIER=ConsEnd /STK=5 /UG=Mm.195923 /LL=69264 /UG_GENE=31100
MOE430_2_1430000_at 5.1 2.9 M A 0.05 0.46 -1.1 NC 0.87 gb:AK020978.1 /DB_XREF=gi:12861727 /FEA=mRNA /CNT=7 /TID=Mm.135345.1 /TIER=ConsEnd /STK=5 /UG=Mm.135345 /LL=78871 /UG_GENE=B23011
MOE430_2_1430005_a_ 5.6 1.9 A A 0.63 0.69 -1.1 NC 0.76 gb:AK016990.1 /DB_XREF=gi:12856022 /FEA=mRNA /CNT=6 /TID=Mm.159219.2 /TIER=ConsEnd /STK=5 /UG=Mm.159219 /LL=74481 /UG_GENE=493343
MOE430_2_1430073_at 5.9 2.4 A A 0.5 0.53 -1.1 NC 0.6 gb:BB767924 /DB_XREF=gi:16210502 /DB_XREF=BB767924 /CLONE=G370079K13 /FEA=mRNA /CNT=6 /TID=Mm.154106.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1430441_at 1.2 1.1 A A 0.87 0.96 -1.1 NC 0.95 gb:AK017111.1 /DB_XREF=gi:12856204 /FEA=mRNA /CNT=5 /TID=Mm.67695.1 /TIER=ConsEnd /STK=2 /UG=Mm.67695 /LL=71270 /UG_GENE=4933438K
MOE430_2_1430540_at 19.1 6.4 P A 0.03 0.24 -1.1 NC 0.92 gb:BB023259 /DB_XREF=gi:8195988 /DB_XREF=BB023259 /CLONE=5330414O08 /FEA=mRNA /CNT=27 /TID=Mm.45133.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430615_at 7 1.1 A A 0.74 0.66 -1.1 NC 0.06 gb:AK014905.1 /DB_XREF=gi:12853017 /FEA=mRNA /CNT=13 /TID=Mm.84065.1 /TIER=ConsEnd /STK=1 /UG=Mm.84065 /LL=70892 /UG_GENE=4921517
MOE430_2_1430792_at 7.6 4.5 A A 0.11 0.3 -1.1 NC 0.5 gb:AK014334.1 /DB_XREF=gi:12852113 /FEA=mRNA /CNT=5 /TID=Mm.31210.1 /TIER=ConsEnd /STK=1 /UG=Mm.31210 /LL=70770 /UG_GENE=3230402G
MOE430_2_1430801_at 6.4 2 A A 0.78 0.78 -1.1 NC 0.28 gb:AK009750.1 /DB_XREF=gi:12844734 /FEA=mRNA /CNT=5 /TID=Mm.81622.1 /TIER=ConsEnd /STK=1 /UG=Mm.81622 /LL=76460 /UG_GENE=2310042E
MOE430_2_1430942_at 12.6 4 A A 0.27 0.46 -1.1 NC 0.5 gb:AV367796 /DB_XREF=gi:6415443 /DB_XREF=AV367796 /CLONE=8430437O03 /FEA=mRNA /CNT=3 /TID=Mm.158722.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430957_at 6.3 0.8 A A 0.27 0.33 -1.1 NC 0.5 gb:AK011368.1 /DB_XREF=gi:12847446 /FEA=mRNA /CNT=3 /TID=Mm.158359.1 /TIER=ConsEnd /STK=1 /UG=Mm.158359 /LL=70321 /UG_GENE=261001
MOE430_2_1431136_at 50.6 28 P A 0.04 0.21 -1.1 NC 0.99 gb:BG808645 /DB_XREF=gi:17955627 /DB_XREF=2094-57 /FEA=mRNA /CNT=13 /TID=Mm.133593.1 /TIER=ConsEnd /STK=0 /UG=Mm.133593 /LL=76877
MOE430_2_1431461_at 4.2 1.7 A A 0.43 0.75 -1.1 NC 0.48 gb:AK016843.1 /DB_XREF=gi:12855793 /FEA=mRNA /CNT=4 /TID=Mm.56401.1 /TIER=ConsEnd /STK=3 /UG=Mm.56401 /LL=71134 /UG_GENE=4933417E
MOE430_2_1431671_at 17.9 9.9 P P 0.01 0.04 -1.1 NC 0.68 gb:BB012182 /DB_XREF=gi:8135323 /DB_XREF=BB012182 /CLONE=4930447A16 /FEA=mRNA /CNT=2 /TID=Mm.107630.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431725_at 8.9 6.5 P A 0.005859 0.08 -1.1 NC 0.84 gb:AK013585.1 /DB_XREF=gi:12851003 /GEN=Fmn2 /FEA=mRNA /CNT=2 /TID=Mm.41105.2 /TIER=ConsEnd /STK=0 /UG=Mm.41105 /LL=54418 /UG_TIT
MOE430_2_1431806_at 11.5 7.1 A A 0.11 0.43 -1.1 NC 0.5 gb:AK016444.1 /DB_XREF=gi:12855176 /FEA=mRNA /CNT=1 /TID=Mm.134495.1 /TIER=ConsEnd /STK=0 /UG=Mm.134495 /LL=77059 /UG_GENE=493140
MOE430_2_1431906_at 4.1 2 A A 0.43 0.66 -1.1 NC 0.5 gb:AK012503.1 /DB_XREF=gi:12849292 /FEA=mRNA /CNT=1 /TID=Mm.158843.1 /TIER=ConsEnd /STK=0 /UG=Mm.158843 /LL=72563 /UG_GENE=270006
MOE430_2_1432028_at 4.5 1.3 A A 0.39 0.56 -1.1 NC 0.36 gb:AK015534.1 /DB_XREF=gi:12853915 /FEA=mRNA /CNT=1 /TID=Mm.159394.1 /TIER=ConsEnd /STK=0 /UG=Mm.159394 /LL=74998 /UG_GENE=493047
MOE430_2_1432046_at 1.3 1.2 A A 0.56 0.72 -1.1 NC 0.5 gb:AK015084.1 /DB_XREF=gi:12853290 /FEA=mRNA /CNT=1 /TID=Mm.159060.1 /TIER=ConsEnd /STK=0 /UG=Mm.159060 /LL=73791 /UG_GENE=493040
MOE430_2_1432077_at 1.1 0.1 A A 0.69 0.99 -1.1 NC 0.94 gb:AK005318.1 /DB_XREF=gi:12837786 /FEA=mRNA /CNT=1 /TID=Mm.219763.1 /TIER=ConsEnd /STK=0 /UG=Mm.219763 /LL=69016 /UG_GENE=150003
MOE430_2_1432109_at 5.3 2.6 A A 0.19 0.53 -1.1 NC 0.5 gb:AK016303.1 /DB_XREF=gi:12854983 /FEA=mRNA /CNT=1 /TID=Mm.159614.1 /TIER=ConsEnd /STK=0 /UG=Mm.159614 /LL=75892 /UG_GENE=493057
MOE430_2_1432226_at 7.8 2.6 P A 0.03 0.24 -1.1 NC 0.33 gb:AK016069.1 /DB_XREF=gi:12854663 /FEA=mRNA /CNT=1 /TID=Mm.159487.1 /TIER=ConsEnd /STK=0 /UG=Mm.159487 /LL=75281 /UG_GENE=493054
MOE430_2_1432233_at 7.7 1.1 A A 0.78 0.85 -1.1 NC 0.29 gb:AK003851.1 /DB_XREF=gi:12834768 /FEA=mRNA /CNT=1 /TID=Mm.158218.1 /TIER=ConsEnd /STK=0 /UG=Mm.158218 /LL=68584 /UG_GENE=111002
MOE430_2_1432397_at 16.2 10.9 A A 0.11 0.27 -1.1 NC 0.86 gb:AK005983.1 /DB_XREF=gi:12838851 /FEA=mRNA /CNT=1 /TID=Mm.195544.1 /TIER=ConsEnd /STK=0 /UG=Mm.195544 /LL=69390 /UG_GENE=170001
MOE430_2_1432466_a_ 52.2 33.5 P A 0.008057 0.08 -1.1 D 0.99 gb:AK019319.1 /DB_XREF=gi:12859466 /GEN=Apoe /FEA=mRNA /CNT=1 /TID=Mm.138866.2 /TIER=ConsEnd /STK=0 /UG=Mm.138866 /LL=11816 /UG_TI
MOE430_2_1432765_at 0.4 0.2 A A 0.87 0.99 -1.1 NC 0.65 gb:BB709298 /DB_XREF=gi:16062467 /DB_XREF=BB709298 /CLONE=A930105H06 /FEA=mRNA /CNT=2 /TID=Mm.159896.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1432770_at 9 5 A A 0.27 0.39 -1.1 NC 0.5 gb:AV004223 /DB_XREF=gi:4781073 /DB_XREF=AV004223 /CLONE=0610040A22 /FEA=mRNA /CNT=2 /TID=Mm.57667.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432961_at 3 0.4 A A 0.53 0.93 -1.1 NC 0.72 gb:AK011527.1 /DB_XREF=gi:12847709 /FEA=mRNA /CNT=1 /TID=Mm.158372.1 /TIER=ConsEnd /STK=0 /UG=Mm.158372 /LL=70410 /UG_GENE=261002
MOE430_2_1433119_at 8 3.7 A A 0.39 0.53 -1.1 NC 0.5 gb:AK015474.1 /DB_XREF=gi:12853833 /FEA=mRNA /CNT=1 /TID=Mm.159293.1 /TIER=ConsEnd /STK=0 /UG=Mm.159293 /LL=74678 /UG_GENE=493045
MOE430_2_1433150_at 12.4 12.3 A A 0.11 0.24 -1.1 NC 0.5 gb:AK016815.1 /DB_XREF=gi:12855752 /FEA=mRNA /CNT=1 /TID=Mm.158604.1 /TIER=ConsEnd /STK=0 /UG=Mm.158604 /LL=71178 /UG_GENE=493341
MOE430_2_1433282_at 0.2 0.5 A A 0.85 0.94 -1.1 NC 0.92 gb:AK015935.1 /DB_XREF=gi:12854471 /FEA=mRNA /CNT=1 /TID=Mm.195731.1 /TIER=ConsEnd /STK=0 /UG=Mm.195731 /LL=75204 /UG_GENE=493052
MOE430_2_1433525_at 102.1 58.3 P P 0.005859 0.02 -1.1 D 0.99 gb:AW558570 /DB_XREF=gi:7203915 /DB_XREF=L0295G02-3 /CLONE=L0295G02 /FEA=EST /CNT=117 /TID=Mm.45447.1 /TIER=Stack /STK=107 /UG=M
MOE430_2_1433639_at 628.6 233.9 P P 0.000244 0.000732 -1.1 D 0.99 gb:AW548096 /DB_XREF=gi:7193516 /DB_XREF=L0031B10-3 /CLONE=L0031B10 /FEA=EST /CNT=101 /TID=Mm.12180.1 /TIER=Stack /STK=78 /UG=Mm
MOE430_2_1433876_at 10.3 3.6 A A 0.46 0.6 -1.1 NC 0.5 gb:AV337650 /DB_XREF=gi:16396525 /DB_XREF=AV337650 /CLONE=6430402H13 /FEA=EST /CNT=58 /TID=Mm.103448.1 /TIER=Stack /STK=55 /UG=M
MOE430_2_1434303_at 68.4 30.3 P M 0.001953 0.05 -1.1 NC 0.98 gb:AV307311 /DB_XREF=gi:16393922 /DB_XREF=AV307311 /CLONE=5730552A12 /FEA=EST /CNT=128 /TID=Mm.87452.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1434438_at 378.6 196.3 P P 0.000244 0.001953 -1.1 D 0.99 gb:BF148012 /DB_XREF=gi:11029407 /DB_XREF=uw93b05.x1 /CLONE=IMAGE:3469521 /FEA=EST /CNT=72 /TID=Mm.196544.2 /TIER=Stack /STK=32 /U
MOE430_2_1434581_at 277.5 120 P P 0.000732 0.000244 -1.1 D 0.99 gb:BB167663 /DB_XREF=gi:16269096 /DB_XREF=BB167663 /CLONE=A130094M04 /FEA=EST /CNT=48 /TID=Mm.120914.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1434959_at 16.5 8.5 A A 0.21 0.24 -1.1 NC 0.5 gb:AV367068 /DB_XREF=gi:16397692 /DB_XREF=AV367068 /CLONE=8430427E20 /FEA=EST /CNT=29 /TID=Mm.31123.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434960_at 36.5 12.5 M A 0.05 0.17 -1.1 D 0.99 gb:AW555571 /DB_XREF=gi:7200994 /DB_XREF=L0256D07-3 /CLONE=L0256D07 /FEA=EST /CNT=29 /TID=Mm.19440.1 /TIER=Stack /STK=22 /UG=Mm.
MOE430_2_1435147_x_ 1.4 0.6 A A 0.69 0.72 -1.1 NC 0.5 gb:BB333386 /DB_XREF=gi:16403995 /DB_XREF=BB333386 /CLONE=B830010O15 /FEA=EST /CNT=61 /TID=Mm.129786.1 /TIER=Stack /STK=27 /UG=M
MOE430_2_1435370_a_ 24.5 8.3 P A 0.008057 0.08 -1.1 NC 0.99 gb:AI315015 /DB_XREF=gi:4030282 /DB_XREF=uj23d06.x1 /CLONE=IMAGE:1920779 /FEA=EST /CNT=21 /TID=Mm.120807.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435417_at 284.5 133 P P 0.000244 0.000244 -1.1 D 0.99 gb:BG063189 /DB_XREF=gi:12545752 /DB_XREF=H3004B04-3 /CLONE=H3004B04 /FEA=EST /CNT=26 /TID=Mm.27054.1 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435606_at 52.8 22.9 P P 0.000732 0.00415 -1.1 NC 0.98 gb:BF147815 /DB_XREF=gi:11029210 /DB_XREF=us41h10.x1 /CLONE=IMAGE:3169699 /FEA=EST /CNT=18 /TID=Mm.74204.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1435670_at 7.8 2.1 A A 0.24 0.56 -1.1 NC 0.75 gb:AV237028 /DB_XREF=gi:15405117 /DB_XREF=AV237028 /CLONE=4732417M19 /FEA=EST /CNT=30 /TID=Mm.137021.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1435785_at 288.9 143.4 P P 0.000244 0.000244 -1.1 D 0.99 gb:AV245241 /DB_XREF=gi:15405243 /DB_XREF=AV245241 /CLONE=4831437C03 /FEA=EST /CNT=23 /TID=Mm.40638.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1436163_at 2.9 1.4 A A 0.63 0.94 -1.1 NC 0.97 gb:AI035293 /DB_XREF=gi:3259003 /DB_XREF=uc89f02.x1 /CLONE=IMAGE:1432827 /FEA=EST /CNT=61 /TID=Mm.30176.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1436371_at 13.6 6.4 A A 0.19 0.46 -1.1 NC 0.4 gb:BQ176828 /DB_XREF=gi:20352320 /DB_XREF=UI-M-DJ2-bvz-h-10-0-UI.s1 /CLONE=UI-M-DJ2-bvz-h-10-0-UI /FEA=EST /CNT=14 /TID=Mm.87036.
MOE430_2_1436682_at 10.3 5.1 A A 0.06 0.6 -1.1 NC 0.75 gb:AW259435 /DB_XREF=gi:6632489 /DB_XREF=up29e07.x1 /CLONE=IMAGE:2655780 /FEA=EST /CNT=8 /TID=Mm.3532.4 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436696_x_ 8.9 2.6 P A 0.03 0.43 -1.1 NC 0.72 gb:AV038436 /DB_XREF=gi:4858101 /DB_XREF=AV038436 /CLONE=1600029N05 /FEA=EST /CNT=8 /TID=Mm.36666.3 /TIER=Stack /STK=8 /UG=Mm.366
MOE430_2_1436882_at 15.8 7.1 A A 0.06 0.08 -1.1 NC 0.57 gb:AV210814 /DB_XREF=gi:6151294 /DB_XREF=AV210814 /CLONE=1700126I09 /FEA=EST /CNT=44 /TID=Mm.22470.3 /TIER=Stack /STK=39 /UG=Mm.2
MOE430_2_1436962_at 15 6.7 A A 0.24 0.3 -1.1 NC 0.75 gb:AV303905 /DB_XREF=gi:16393561 /DB_XREF=AV303905 /CLONE=5730516M01 /FEA=EST /CNT=47 /TID=Mm.45451.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1437324_x_ 10 3.3 A A 0.39 0.6 -1.1 NC 0.54 gb:BB504826 /DB_XREF=gi:9493620 /DB_XREF=BB504826 /CLONE=D630050D09 /FEA=EST /CNT=21 /TID=Mm.41573.3 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437498_at 42 20.3 P P 0.001221 0.00415 -1.1 NC 0.99 gb:BB327336 /DB_XREF=gi:16403742 /DB_XREF=BB327336 /CLONE=B430216N15 /FEA=EST /CNT=22 /TID=Mm.19788.4 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1437561_at 6.6 3.9 A A 0.24 0.3 -1.1 NC 0.42 gb:AV313371 /DB_XREF=gi:16394376 /DB_XREF=AV313371 /CLONE=5830409K14 /FEA=EST /CNT=20 /TID=Mm.51874.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1437689_x_ 1500.8 711.9 P P 0.000244 0.000244 -1.1 D 0.99 gb:AV152288 /DB_XREF=gi:5357494 /DB_XREF=AV152288 /CLONE=2900035F02 /FEA=EST /CNT=16 /TID=Mm.196344.6 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437707_at 6.1 2.6 P A 0.01 0.33 -1.1 NC 0.86 gb:BB835597 /DB_XREF=gi:17013840 /DB_XREF=BB835597 /CLONE=G930037P09 /FEA=EST /CNT=15 /TID=Mm.70588.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437788_at 10.3 4.9 A A 0.27 0.33 -1.1 NC 0.5 gb:BB473680 /DB_XREF=gi:16439747 /DB_XREF=BB473680 /CLONE=D330002E16 /FEA=EST /CNT=18 /TID=Mm.26121.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437876_at 6.5 2.6 A A 0.6 0.8 -1.1 NC 0.51 gb:BE852308 /DB_XREF=gi:10310647 /DB_XREF=uw24f08.x1 /CLONE=IMAGE:3417639 /FEA=EST /CNT=35 /TID=Mm.9598.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1438336_at 17.1 5.9 P A 0.03 0.27 -1.1 NC 0.54 gb:BB307004 /DB_XREF=gi:16402254 /DB_XREF=BB307004 /CLONE=B230210M17 /FEA=EST /CNT=11 /TID=Mm.214716.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438414_at 7.4 3 A A 0.39 0.39 -1.1 NC 0.5 gb:BF466700 /DB_XREF=gi:11535848 /DB_XREF=UI-M-CG0p-bqx-c-12-0-UI.s1 /CLONE=UI-M-CG0p-bqx-c-12-0-UI /FEA=EST /CNT=21 /TID=Mm.1020
MOE430_2_1438845_at 0.6 0.4 A A 0.63 0.97 -1.1 NC 0.95 gb:BB000927 /DB_XREF=gi:7840855 /DB_XREF=BB000927 /CLONE=2700052P09 /FEA=EST /CNT=10 /TID=Mm.22360.2 /TIER=Stack /STK=9 /UG=Mm.22
MOE430_2_1439015_at 136.3 54.8 P P 0.000244 0.000244 -1.1 D 0.99 gb:AV221299 /DB_XREF=gi:16384729 /DB_XREF=AV221299 /CLONE=3322401F03 /FEA=EST /CNT=61 /TID=Mm.203929.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439052_at 6.5 3.4 A A 0.39 0.53 -1.1 NC 0.5 gb:BE986799 /DB_XREF=gi:10661494 /DB_XREF=UI-M-CG0p-bey-h-08-0-UI.s1 /CLONE=UI-M-CG0p-bey-h-08-0-UI /FEA=EST /CNT=25 /TID=Mm.411
MOE430_2_1439203_at 1.5 1.2 A A 0.5 0.75 -1.1 NC 0.55 gb:BB206010 /DB_XREF=gi:16352052 /DB_XREF=BB206010 /CLONE=A430071D14 /FEA=EST /CNT=10 /TID=Mm.163844.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439204_at 1.9 1.8 A A 0.63 0.72 -1.1 NC 0.5 gb:BB096886 /DB_XREF=gi:8741920 /DB_XREF=BB096886 /CLONE=9430057D05 /FEA=EST /CNT=10 /TID=Mm.33983.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1439287_at 9.6 1.7 A A 0.63 0.82 -1.1 NC 0.5 gb:BB667182 /DB_XREF=gi:16398631 /DB_XREF=BB667182 /CLONE=4922504H16 /FEA=EST /CNT=9 /TID=Mm.181332.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439406_x_ 9.7 7.2 P A 0.00415 0.11 -1.1 NC 0.97 gb:BB530332 /DB_XREF=gi:9582261 /DB_XREF=BB530332 /CLONE=E030009D19 /FEA=EST /CNT=8 /TID=Mm.20175.3 /TIER=Stack /STK=8 /UG=Mm.20
MOE430_2_1439555_at 5.7 2.6 A A 0.6 0.69 -1.1 NC 0.13 gb:BB704706 /DB_XREF=gi:16053541 /DB_XREF=BB704706 /CLONE=7420468G14 /FEA=EST /CNT=9 /TID=Mm.133505.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439564_at 13.3 5.2 A A 0.46 0.66 -1.1 NC 0.63 gb:AV270327 /DB_XREF=gi:16389850 /DB_XREF=AV270327 /CLONE=4930548L10 /FEA=EST /CNT=14 /TID=Mm.67234.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439577_at 10.9 3.2 A A 0.21 0.36 -1.1 NC 0.89 gb:BE995645 /DB_XREF=gi:10680103 /DB_XREF=UI-M-CG0p-bia-g-09-0-UI.s1 /CLONE=UI-M-CG0p-bia-g-09-0-UI /FEA=EST /CNT=9 /TID=Mm.152473
MOE430_2_1439614_at 6.9 3 A A 0.09 0.56 -1.1 NC 0.34 gb:BB308379 /DB_XREF=gi:15411390 /DB_XREF=BB308379 /CLONE=B230220M13 /FEA=EST /CNT=8 /TID=Mm.33581.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439766_x_ 39.7 23.8 P P 0.005859 0.01 -1.1 D 0.99 gb:BB089170 /DB_XREF=gi:8654964 /DB_XREF=BB089170 /CLONE=9430020N21 /FEA=EST /CNT=7 /TID=Mm.58184.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1440001_at 33.7 12.1 P A 0.03 0.17 -1.1 NC 0.99 gb:BM116147 /DB_XREF=gi:17079165 /DB_XREF=L0831C08-3 /CLONE=L0831C08 /FEA=EST /CNT=7 /TID=Mm.215858.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440009_at 5 0.9 A A 0.6 0.46 -1.1 NC 0.48 gb:AV229538 /DB_XREF=gi:15404938 /DB_XREF=AV229538 /CLONE=4631413D08 /FEA=EST /CNT=6 /TID=Mm.54680.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440232_at 7.4 2.9 A A 0.63 0.72 -1.1 NC 0.5 gb:BE980177 /DB_XREF=gi:10647872 /DB_XREF=UI-M-BG2-bcq-e-12-0-UI.s1 /CLONE=UI-M-BG2-bcq-e-12-0-UI /FEA=EST /CNT=10 /TID=Mm.100088
MOE430_2_1440463_at 27.4 15.9 P P 0.000244 0.008057 -1.1 NC 0.98 gb:BB538949 /DB_XREF=gi:9594449 /DB_XREF=BB538949 /CLONE=E130014I20 /FEA=EST /CNT=6 /TID=Mm.212834.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440770_at 1.7 1.2 A A 0.46 0.63 -1.1 NC 0.53 gb:AI505544 /DB_XREF=gi:4403395 /DB_XREF=vr26b11.x1 /CLONE=IMAGE:1121757 /FEA=EST /CNT=5 /TID=Mm.33482.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440798_x_ 2.5 1 A A 0.5 0.75 -1.1 NC 0.5 gb:AV039925 /DB_XREF=gi:4859590 /DB_XREF=AV039925 /CLONE=1700010C22 /FEA=EST /CNT=5 /TID=Mm.41298.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440804_at 5.2 3 A A 0.43 0.62 -1.1 NC 0.5 gb:BB548312 /DB_XREF=gi:9619740 /DB_XREF=BB548312 /CLONE=E230007D16 /FEA=EST /CNT=5 /TID=Mm.156694.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440842_at 0.7 0.8 A A 0.72 0.96 -1.1 NC 0.88 gb:AI449439 /DB_XREF=gi:4290011 /DB_XREF=mp94a04.x1 /CLONE=IMAGE:576846 /FEA=EST /CNT=16 /TID=Mm.38162.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440906_at 9.7 4.3 A A 0.17 0.33 -1.1 NC 0.73 gb:BB431636 /DB_XREF=gi:16424174 /DB_XREF=BB431636 /CLONE=C630039M24 /FEA=EST /CNT=8 /TID=Mm.133639.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441050_at 16.3 9 P A 0.03 0.12 -1.1 NC 0.5 gb:BB235490 /DB_XREF=gi:16354770 /DB_XREF=BB235490 /CLONE=A630054F14 /FEA=EST /CNT=6 /TID=Mm.105293.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441071_at 4 1.1 A A 0.39 0.93 -1.1 NC 0.97 gb:BB181225 /DB_XREF=gi:16270053 /DB_XREF=BB181225 /CLONE=A230089O20 /FEA=EST /CNT=6 /TID=Mm.165748.1 /TIER=ConsEnd /STK=4 /UG=M



MOE430_2_1441603_at 5.9 2.5 M A 0.05 0.39 -1.1 NC 0.88 gb:BQ174132 /DB_XREF=gi:20349623 /DB_XREF=UI-M-DJ2-bvv-n-18-0-UI.s1 /CLONE=UI-M-DJ2-bvv-n-18-0-UI /FEA=EST /CNT=4 /TID=Mm.211411.
MOE430_2_1442138_at 2.9 0.4 A A 0.63 0.78 -1.1 NC 0.36 gb:BE955672 /DB_XREF=gi:10599450 /DB_XREF=UI-M-BH4-bbd-d-05-0-UI.s1 /CLONE=UI-M-BH4-bbd-d-05-0-UI /FEA=EST /CNT=6 /TID=Mm.45424.1
MOE430_2_1442389_at 12.7 8.1 A A 0.19 0.36 -1.1 NC 0.5 gb:BB147559 /DB_XREF=gi:15408666 /DB_XREF=BB147559 /CLONE=9930039M09 /FEA=EST /CNT=5 /TID=Mm.105369.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442431_at 20.1 18.9 P M 0.00415 0.06 -1.1 NC 0.84 gb:BB526037 /DB_XREF=gi:16444247 /DB_XREF=BB526037 /CLONE=D930030P14 /FEA=EST /CNT=5 /TID=Mm.44500.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442810_x_ 1 0.5 A A 0.68 0.75 -1.1 NC 0.6 gb:BB452274 /DB_XREF=gi:16425644 /DB_XREF=BB452274 /CLONE=D130016G11 /FEA=EST /CNT=5 /TID=Mm.153332.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442952_at 5.5 1.1 A A 0.33 0.69 -1.1 NC 0.09 gb:BG066106 /DB_XREF=gi:12548669 /DB_XREF=H3039A02-3 /CLONE=H3039A02 /FEA=EST /CNT=3 /TID=Mm.172678.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443067_at 6.2 2.9 A A 0.53 0.66 -1.1 NC 0.5 gb:BB355888 /DB_XREF=gi:16405730 /DB_XREF=BB355888 /CLONE=C030010L03 /FEA=EST /CNT=3 /TID=Mm.208935.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443076_at 7.5 3.4 A A 0.43 0.6 -1.1 NC 0.5 gb:BB078150 /DB_XREF=gi:16260458 /DB_XREF=BB078150 /CLONE=9330151K04 /FEA=EST /CNT=3 /TID=Mm.39865.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443197_at 6.2 2.4 A A 0.69 0.84 -1.1 NC 0.5 gb:BB501165 /DB_XREF=gi:16442383 /DB_XREF=BB501165 /CLONE=D630033J01 /FEA=EST /CNT=3 /TID=Mm.44256.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443588_at 16.1 8.4 P A 0.03 0.24 -1.1 NC 0.58 gb:AW551766 /DB_XREF=gi:7197189 /DB_XREF=L0203E12-3 /CLONE=L0203E12 /FEA=EST /CNT=3 /TID=Mm.102968.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443715_at 4.1 2.3 A A 0.39 0.43 -1.1 NC 0.24 gb:AW457420 /DB_XREF=gi:7027637 /DB_XREF=UI-M-BH3-ark-d-10-0-UI.s1 /CLONE=UI-M-BH3-ark-d-10-0-UI /FEA=EST /CNT=3 /TID=Mm.101192.1 
MOE430_2_1443998_at 16.4 4 A A 0.12 0.46 -1.1 NC 0.82 gb:BE980823 /DB_XREF=gi:10649280 /DB_XREF=UI-M-BG2-bcn-e-01-0-UI.s1 /CLONE=UI-M-BG2-bcn-e-01-0-UI /FEA=EST /CNT=7 /TID=Mm.131143
MOE430_2_1444067_at 3.8 1.2 A A 0.33 0.63 -1.1 NC 0.39 gb:BB382197 /DB_XREF=gi:16408066 /DB_XREF=BB382197 /CLONE=C230018D24 /FEA=EST /CNT=7 /TID=Mm.132533.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444117_at 5.2 2.3 A A 0.53 0.82 -1.1 NC 0.41 gb:AI849018 /DB_XREF=gi:5492924 /DB_XREF=UI-M-AJ1-ahd-g-10-0-UI.s1 /CLONE=UI-M-AJ1-ahd-g-10-0-UI /FEA=EST /CNT=5 /TID=Mm.44915.1 /T
MOE430_2_1444252_at 2.2 0.8 A A 0.6 0.88 -1.1 NC 0.77 gb:BF466370 /DB_XREF=gi:11535553 /DB_XREF=UI-M-CG0p-bqw-g-04-0-UI.s1 /CLONE=UI-M-CG0p-bqw-g-04-0-UI /FEA=EST /CNT=6 /TID=Mm.1264
MOE430_2_1444316_at 11.2 7.6 A A 0.36 0.5 -1.1 NC 0.59 gb:BE948119 /DB_XREF=gi:10525878 /DB_XREF=UI-M-BH3-awn-b-04-0-UI.s1 /CLONE=UI-M-BH3-awn-b-04-0-UI /FEA=EST /CNT=5 /TID=Mm.150429
MOE430_2_1444336_at 2.7 0.5 A A 0.46 0.72 -1.1 NC 0.5 gb:BM117404 /DB_XREF=gi:17080422 /DB_XREF=L0851B10-3 /CLONE=L0851B10 /FEA=EST /CNT=4 /TID=Mm.213376.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444346_at 2.5 1.2 A A 0.63 0.8 -1.1 NC 0.8 gb:BE333826 /DB_XREF=gi:9207602 /DB_XREF=us43f11.x1 /CLONE=IMAGE:3215181 /FEA=EST /CNT=4 /TID=Mm.127890.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444362_at 3.2 1 A A 0.72 0.78 -1.1 NC 0.5 gb:BE984243 /DB_XREF=gi:10656273 /DB_XREF=UI-M-CG0p-bgd-a-10-0-UI.s1 /CLONE=UI-M-CG0p-bgd-a-10-0-UI /FEA=EST /CNT=4 /TID=Mm.15145
MOE430_2_1444691_at 7 5.3 A A 0.19 0.39 -1.1 NC 0.5 gb:BB667397 /DB_XREF=gi:16398846 /DB_XREF=BB667397 /CLONE=C730009D23 /FEA=EST /CNT=4 /TID=Mm.211715.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444897_at 4.9 1.9 A A 0.3 0.8 -1.1 NC 0.95 gb:BG070907 /DB_XREF=gi:12553399 /DB_XREF=H3091F03-3 /CLONE=H3091F03 /FEA=EST /CNT=3 /TID=Mm.11244.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444975_at 6.7 3.1 A A 0.27 0.33 -1.1 NC 0.5 gb:BG070101 /DB_XREF=gi:12552670 /DB_XREF=H3083F08-3 /CLONE=H3083F08 /FEA=EST /CNT=3 /TID=Mm.12301.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445003_at 5.1 1.1 A A 0.33 0.43 -1.1 NC 0.5 gb:BB205408 /DB_XREF=gi:16351973 /DB_XREF=BB205408 /CLONE=A430065E16 /FEA=EST /CNT=3 /TID=Mm.191907.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445105_at 4.6 0.6 A A 0.33 0.78 -1.1 NC 0.5 gb:AI504618 /DB_XREF=gi:4402469 /DB_XREF=vp10b10.x1 /CLONE=IMAGE:1068187 /FEA=EST /CNT=3 /TID=Mm.138747.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445390_at 7.6 4.6 P A 0.04 0.5 -1.1 NC 0.93 gb:AW550509 /DB_XREF=gi:7195937 /DB_XREF=L0065E08-3 /CLONE=L0065E08 /FEA=EST /CNT=3 /TID=Mm.218678.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445407_at 2 1.4 A A 0.66 0.6 -1.1 NC 0.71 gb:AU024336 /DB_XREF=gi:3394683 /DB_XREF=AU024336 /CLONE=J0451B06 /FEA=EST /CNT=3 /TID=Mm.173724.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1445500_at 15.2 8.9 A A 0.08 0.24 -1.1 NC 0.89 gb:AW538733 /DB_XREF=gi:7181150 /DB_XREF=C0111B05-3 /CLONE=C0111B05 /FEA=EST /CNT=3 /TID=Mm.105014.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445546_at 6 3.2 A A 0.3 0.66 -1.1 NC 0.5 gb:AI844685 /DB_XREF=gi:5488591 /DB_XREF=UI-M-AL1-ahr-f-09-0-UI.s1 /CLONE=UI-M-AL1-ahr-f-09-0-UI /FEA=EST /CNT=3 /TID=Mm.34572.1 /TI
MOE430_2_1445578_at 17 5.2 P A 0.001953 0.09 -1.1 NC 0.75 gb:BF464298 /DB_XREF=gi:11533481 /DB_XREF=UI-M-CG0p-bnu-f-06-0-UI.s1 /CLONE=UI-M-CG0p-bnu-f-06-0-UI /FEA=EST /CNT=3 /TID=Mm.15762
MOE430_2_1445594_at 6.6 2.3 A A 0.3 0.69 -1.1 NC 0.5 gb:BF729633 /DB_XREF=gi:12047497 /DB_XREF=mab66b07.x1 /CLONE=IMAGE:3975132 /FEA=EST /CNT=3 /TID=Mm.157589.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445689_at 34.9 17.5 P P 0.000732 0.00415 -1.1 NC 0.96 gb:AA717264 /DB_XREF=gi:2729538 /DB_XREF=vt02g03.r1 /CLONE=IMAGE:1161940 /FEA=EST /CNT=3 /TID=Mm.7202.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445699_at 6 3.3 A A 0.43 0.6 -1.1 NC 0.5 gb:BM940493 /DB_XREF=gi:19399645 /DB_XREF=UI-M-CG0p-bhb-g-09-0-UI.r1 /CLONE=UI-M-CG0p-bhb-g-09-0-UI /FEA=EST /CNT=3 /TID=Mm.1541
MOE430_2_1445736_at 1.1 0.4 A A 0.85 0.88 -1.1 NC 0.89 gb:BG068693 /DB_XREF=gi:12551262 /DB_XREF=H3068C12-3 /CLONE=H3068C12 /FEA=EST /CNT=3 /TID=Mm.173640.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445781_at 32.8 15 A A 0.36 0.6 -1.1 NC 0.82 gb:BG072274 /DB_XREF=gi:12554843 /DB_XREF=H3108G02-3 /CLONE=H3108G02 /FEA=EST /CNT=3 /TID=Mm.173929.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445818_at 3.7 1.9 A A 0.43 0.36 -1.1 NC 0.24 gb:BB020030 /DB_XREF=gi:16257629 /DB_XREF=BB020030 /CLONE=4930595D20 /FEA=EST /CNT=3 /TID=Mm.183506.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445840_at 0.9 0.4 A A 0.72 0.75 -1.1 NC 0.5 gb:BB079768 /DB_XREF=gi:16260542 /DB_XREF=BB079768 /CLONE=9330159I19 /FEA=EST /CNT=3 /TID=Mm.39922.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446108_at 6.8 2.2 A A 0.46 0.78 -1.1 NC 0.75 gb:BB320171 /DB_XREF=gi:16403295 /DB_XREF=BB320171 /CLONE=B230384I03 /FEA=EST /CNT=2 /TID=Mm.208668.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446121_at 4.7 2.8 A A 0.46 0.5 -1.1 NC 0.5 gb:BB522317 /DB_XREF=gi:16443641 /DB_XREF=BB522317 /CLONE=D930007D21 /FEA=EST /CNT=2 /TID=Mm.209694.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446311_at 4.4 1 A A 0.39 0.69 -1.1 NC 0.64 gb:BB220521 /DB_XREF=gi:16353505 /DB_XREF=BB220521 /CLONE=A530060I07 /FEA=EST /CNT=2 /TID=Mm.215010.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446318_at 10.2 5.4 P P 0.008057 0.03 -1.1 NC 0.79 gb:BB273207 /DB_XREF=gi:16400749 /DB_XREF=BB273207 /CLONE=A830082F08 /FEA=EST /CNT=2 /TID=Mm.215697.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446454_at 4.7 1.2 A A 0.63 0.63 -1.1 NC 0.49 gb:BB420397 /DB_XREF=gi:16423472 /DB_XREF=BB420397 /CLONE=C530021P16 /FEA=EST /CNT=2 /TID=Mm.209094.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446509_at 15.5 8.8 P A 0.005859 0.21 -1.1 NC 0.91 gb:BB541614 /DB_XREF=gi:16447212 /DB_XREF=BB541614 /CLONE=E130115D16 /FEA=EST /CNT=2 /TID=Mm.209917.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446524_at 20.2 9.2 P A 0.00415 0.43 -1.1 NC 0.97 gb:BB396283 /DB_XREF=gi:16409984 /DB_XREF=BB396283 /CLONE=C230096N06 /FEA=EST /CNT=2 /TID=Mm.213327.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446568_at 1.3 0.9 A A 0.85 0.95 -1.1 NC 0.44 gb:BB522252 /DB_XREF=gi:16443629 /DB_XREF=BB522252 /CLONE=D930006P12 /FEA=EST /CNT=2 /TID=Mm.209693.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446628_at 15.5 9.2 P A 0.03 0.33 -1.1 NC 0.85 gb:BB157159 /DB_XREF=gi:16268371 /DB_XREF=BB157159 /CLONE=A130034P12 /FEA=EST /CNT=2 /TID=Mm.100075.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446645_at 13.7 4.9 A A 0.46 0.46 -1.1 NC 0.5 gb:BB249985 /DB_XREF=gi:16355754 /DB_XREF=BB249985 /CLONE=A730037C10 /FEA=EST /CNT=2 /TID=Mm.32923.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446942_at 0.4 1 A A 0.82 0.87 -1.1 NC 0.54 gb:BM198887 /DB_XREF=gi:17751530 /DB_XREF=C0409G03-3 /CLONE=C0409G03 /FEA=EST /CNT=2 /TID=Mm.211812.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447273_x_ 13.8 8.6 P A 0.005615 0.21 -1.1 NC 0.89 gb:BM249532 /DB_XREF=gi:17884802 /DB_XREF=K0834H12-3 /CLONE=K0834H12 /FEA=EST /CNT=2 /TID=Mm.217468.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447302_at 15.6 6.6 A A 0.39 0.46 -1.1 NC 0.96 gb:BE956835 /DB_XREF=gi:10601777 /DB_XREF=UI-M-BG2-bbo-h-02-0-UI.s1 /CLONE=UI-M-BG2-bbo-h-02-0-UI /FEA=EST /CNT=2 /TID=Mm.70998.1
MOE430_2_1447507_at 3.9 1.9 A A 0.24 0.36 -1.1 NC 0.5 gb:BG066799 /DB_XREF=gi:12549368 /DB_XREF=H3047A11-3 /CLONE=H3047A11 /FEA=EST /CNT=2 /TID=Mm.37007.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447567_at 5.9 0.8 A A 0.29 0.5 -1.1 NC 0.83 gb:BM118129 /DB_XREF=gi:17081147 /DB_XREF=L0860G07-3 /CLONE=L0860G07 /FEA=EST /CNT=2 /TID=Mm.215997.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447626_x_ 4.1 1.5 A A 0.72 0.85 -1.1 NC 0.65 gb:BB440050 /DB_XREF=gi:9282662 /DB_XREF=BB440050 /CLONE=D030020B09 /FEA=EST /CNT=2 /TID=Mm.168594.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447731_at 1 0.2 A A 0.79 0.93 -1.1 NC 0.5 gb:BB305002 /DB_XREF=gi:9005707 /DB_XREF=BB305002 /CLONE=B230116G02 /FEA=EST /CNT=2 /TID=Mm.129583.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447777_x_ 5.5 1 A A 0.56 0.94 -1.1 NC 0.93 gb:AV297116 /DB_XREF=gi:6329139 /DB_XREF=AV297116 /CLONE=5730446K21 /FEA=EST /CNT=2 /TID=Mm.189837.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447806_s_ 6.9 3.2 A A 0.43 0.69 -1.1 NC 0.5 gb:BB036235 /DB_XREF=gi:8442621 /DB_XREF=BB036235 /CLONE=5930413E09 /FEA=EST /CNT=2 /TID=Mm.111904.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447915_x_ 1.9 0.6 A A 0.72 0.95 -1.1 NC 0.69 gb:AV366661 /DB_XREF=gi:6414308 /DB_XREF=AV366661 /CLONE=8430422K07 /FEA=EST /CNT=2 /TID=Mm.92697.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447953_at 13.6 14 A A 0.09 0.39 -1.1 NC 0.82 gb:AW047140 /DB_XREF=gi:5907669 /DB_XREF=UI-M-BH1-alu-c-10-0-UI.s1 /CLONE=UI-M-BH1-alu-c-10-0-UI /FEA=EST /CNT=8 /TID=Mm.192246.1 /
MOE430_2_1448069_at 31.2 18.5 P P 0.01 0.001953 -1.1 NC 0.97 gb:BE373761 /DB_XREF=gi:9319124 /DB_XREF=601226167F1 /CLONE=IMAGE:3584272 /FEA=EST /CNT=4 /TID=Mm.188720.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448415_a_ 68.5 35.3 P M 0.001953 0.05 -1.1 D 0.99 gb:NM_009153.1 /DB_XREF=gi:6677912 /GEN=Sema3b /FEA=FLmRNA /CNT=159 /TID=Mm.4083.1 /TIER=FL+Stack /STK=76 /UG=Mm.4083 /LL=20347 /D
MOE430_2_1448529_at 2146.4 1037.9 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_009378.1 /DB_XREF=gi:6678338 /GEN=Thbd /FEA=FLmRNA /CNT=93 /TID=Mm.24096.1 /TIER=FL+Stack /STK=63 /UG=Mm.24096 /LL=21824 /DE
MOE430_2_1448856_a_ 162.4 99.9 P P 0.000244 0.000732 -1.1 D 0.99 gb:NM_026322.1 /DB_XREF=gi:20588753 /GEN=Msra /FEA=FLmRNA /CNT=60 /TID=Mm.26713.1 /TIER=FL+Stack /STK=35 /UG=Mm.26713 /LL=110265 /
MOE430_2_1449203_at 6.7 3.9 P A 0.04 0.33 -1.1 NC 0.5 gb:NM_130861.1 /DB_XREF=gi:18699999 /GEN=Slc21a7 /FEA=FLmRNA /CNT=34 /TID=Mm.190930.1 /TIER=FL+Stack /STK=19 /UG=Mm.190930 /LL=1080
MOE430_2_1449223_at 28.4 10.5 A A 0.19 0.33 -1.1 NC 0.5 gb:NM_019964.1 /DB_XREF=gi:9910415 /GEN=Dnajb8 /FEA=FLmRNA /CNT=28 /TID=Mm.20392.1 /TIER=FL+Stack /STK=18 /UG=Mm.20392 /LL=56691 /D
MOE430_2_1449247_at 3.9 1.5 A A 0.39 0.85 -1.1 NC 0.5 gb:NM_028513.1 /DB_XREF=gi:13386315 /GEN=1700052K15Rik /FEA=FLmRNA /CNT=27 /TID=Mm.30958.1 /TIER=FL+Stack /STK=17 /UG=Mm.30958 /LL
MOE430_2_1449285_at 3.8 0.8 A A 0.33 0.56 -1.1 NC 0.78 gb:NM_009979.1 /DB_XREF=gi:6753545 /GEN=Cst9 /FEA=FLmRNA /CNT=19 /TID=Mm.21005.1 /TIER=FL+Stack /STK=16 /UG=Mm.21005 /LL=13013 /DE
MOE430_2_1449411_at 8.2 4 A A 0.5 0.75 -1.1 NC 0.99 gb:NM_031174.1 /DB_XREF=gi:13626027 /GEN=Dscam /FEA=FLmRNA /CNT=32 /TID=Mm.32077.1 /TIER=FL+Stack /STK=11 /UG=Mm.32077 /LL=13508 /
MOE430_2_1449424_at 11.9 3.4 A A 0.17 0.5 -1.1 NC 0.96 gb:NM_013738.1 /DB_XREF=gi:7305392 /GEN=Plek2 /FEA=FLmRNA /CNT=27 /TID=Mm.103380.1 /TIER=FL+Stack /STK=11 /UG=Mm.103380 /LL=27260 /
MOE430_2_1449640_at 11.9 6.7 A A 0.08 0.33 -1.1 NC 0.62 gb:AI604175 /DB_XREF=gi:4613337 /DB_XREF=mt04c04.y1 /CLONE=IMAGE:620070 /FEA=EST /CNT=3 /TID=Mm.23979.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449805_at 22.7 17.9 A A 0.19 0.27 -1.1 NC 0.79 gb:D19363 /DB_XREF=gi:1089193 /DB_XREF=MUSGS00732 /CLONE=mb1456 /FEA=EST /CNT=1 /TID=Mm.23810.1 /TIER=ConsEnd /STK=1 /UG=Mm.238
MOE430_2_1449887_at 0.4 0.3 A A 0.71 0.99 -1.1 NC 0.55 gb:BI695131 /DB_XREF=gi:15657760 /DB_XREF=603345262F1 /CLONE=IMAGE:5373063 /FEA=FLmRNA /CNT=52 /TID=Mm.53232.1 /TIER=ConsEnd /STK
MOE430_2_1449967_at 4.8 1.6 A A 0.56 0.78 -1.1 NC 0.6 gb:NM_011376.1 /DB_XREF=gi:7106402 /GEN=Sim1 /FEA=FLmRNA /CNT=8 /TID=Mm.4774.1 /TIER=FL /STK=3 /UG=Mm.4774 /LL=20464 /DEF=Mus mus
MOE430_2_1450109_s_ 5.3 2 A A 0.3 0.46 -1.1 NC 0.41 gb:NM_013806.1 /DB_XREF=gi:11184218 /GEN=Abcc2 /FEA=FLmRNA /CNT=30 /TID=Mm.39054.1 /TIER=FL /STK=2 /UG=Mm.39054 /LL=12780 /DEF=Mu
MOE430_2_1450280_a_ 4.4 2.5 A A 0.39 0.3 -1.1 NC 0.41 gb:NM_009102.1 /DB_XREF=gi:6677820 /GEN=Rrh /FEA=FLmRNA /CNT=4 /TID=Mm.3917.1 /TIER=FL /STK=2 /UG=Mm.3917 /LL=20132 /DEF=Mus musc
MOE430_2_1450296_at 1.8 3.1 A A 0.24 0.5 -1.1 NC 0.85 gb:NM_010737.1 /DB_XREF=gi:6754573 /GEN=Klrb1a /FEA=FLmRNA /CNT=5 /TID=Mm.16729.1 /TIER=FL /STK=2 /UG=Mm.16729 /LL=17057 /DEF=Mus m
MOE430_2_1450313_at 14.2 4.1 A A 0.5 0.63 -1.1 NC 0.34 gb:NM_031873.1 /DB_XREF=gi:13994202 /GEN=Tas1r2 /FEA=FLmRNA /CNT=3 /TID=Mm.190612.1 /TIER=FL /STK=2 /UG=Mm.190612 /LL=83770 /DEF=M
MOE430_2_1450355_a_ 927.4 426.3 P P 0.000244 0.000244 -1.1 D 0.99 gb:NM_007599.1 /DB_XREF=gi:6680841 /GEN=Capg /FEA=FLmRNA /CNT=2 /TID=Mm.18626.1 /TIER=FL /STK=2 /UG=Mm.18626 /LL=12332 /DEF=Mus m
MOE430_2_1450564_x_ 3.7 3 A A 0.69 0.85 -1.1 NC 0.83 gb:NM_010502.1 /DB_XREF=gi:6754289 /GEN=Ifna1 /FEA=FLmRNA /CNT=2 /TID=Mm.57127.1 /TIER=FL /STK=1 /UG=Mm.57127 /LL=15962 /DEF=Mus m
MOE430_2_1450699_at 272.4 126.8 P P 0.001953 0.00415 -1.1 D 0.99 gb:NM_009150.1 /DB_XREF=gi:6677906 /GEN=Selenbp1 /FEA=FLmRNA /CNT=79 /TID=Mm.636.1 /TIER=FL+Stack /STK=22 /UG=Mm.636 /LL=20341 /DE
MOE430_2_1450855_at 134.7 56.5 P P 0.000732 0.008057 -1.1 D 0.99 gb:BF468290 /DB_XREF=gi:11537473 /DB_XREF=UI-M-CC0-ayg-b-08-0-UI.r1 /CLONE=UI-M-CC0-ayg-b-08-0-UI /FEA=FLmRNA /CNT=191 /TID=Mm.2
MOE430_2_1450997_at 235.7 106.9 P P 0.000732 0.001221 -1.1 D 0.99 gb:AV173139 /DB_XREF=gi:16383725 /DB_XREF=AV173139 /CLONE=4432404O09 /FEA=FLmRNA /CNT=149 /TID=Mm.25559.1 /TIER=Stack /STK=20 /U
MOE430_2_1451475_at 355.7 163 P P 0.000732 0.00293 -1.1 D 0.99 gb:BC019530.1 /DB_XREF=gi:18043490 /FEA=FLmRNA /CNT=63 /TID=Mm.3085.1 /TIER=FL+Stack /STK=16 /UG=Mm.3085 /LL=67784 /UG_GENE=623042
MOE430_2_1451486_at 32.1 12.9 P A 0.00293 0.17 -1.1 D 0.99 gb:BC006902.1 /DB_XREF=gi:13905211 /FEA=FLmRNA /CNT=38 /TID=Mm.153218.1 /TIER=FL+Stack /STK=15 /UG=Mm.153218 /LL=71706 /UG_GENE=12
MOE430_2_1451769_s_ 2.7 0.6 A A 0.85 0.97 -1.1 NC 0.9 gb:BB265776 /DB_XREF=gi:16400308 /DB_XREF=BB265776 /CLONE=A830022B16 /FEA=FLmRNA /CNT=15 /TID=Mm.195071.1 /TIER=Stack /STK=10 /U
MOE430_2_1451805_at 6.2 2 M A 0.05 0.36 -1.1 NC 0.62 gb:BI737352 /DB_XREF=gi:15714365 /DB_XREF=603358012F1 /CLONE=IMAGE:5365275 /FEA=FLmRNA /CNT=16 /TID=Mm.54737.1 /TIER=ConsEnd /STK
MOE430_2_1452004_at 1.7 0.7 A A 0.8 0.91 -1.1 NC 0.78 gb:AF330212.1 /DB_XREF=gi:12744897 /FEA=FLmRNA /CNT=21 /TID=Mm.4361.1 /TIER=FL+Stack /STK=17 /UG=Mm.4361 /LL=12310 /UG_GENE=Calca /
MOE430_2_1452417_x_ 6.4 2.7 A A 0.19 0.75 -1.1 NC 0.82 gb:AV057155 /DB_XREF=gi:5156902 /DB_XREF=AV057155 /CLONE=1810044K02 /FEA=mRNA /CNT=13 /TID=Mm.104747.14 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1452509_at 3.1 1.6 A A 0.17 0.5 -1.1 NC 0.5 gb:AJ307017.1 /DB_XREF=gi:14041781 /GEN=Usp9y /FEA=mRNA /CNT=1 /TID=Mm.220151.1 /TIER=ConsEnd /STK=0 /UG=Mm.220151 /DEF=Mus muscu
MOE430_2_1452547_s_ 1.7 1.3 A A 0.53 0.75 -1.1 NC 0.69 gb:M16810.1 /DB_XREF=gi:202080 /FEA=mRNA /CNT=1 /TID=Mm.33263.11 /TIER=ConsEnd /STK=0 /UG=Mm.33263 /LL=14964 /UG_GENE=H2-D1 /DEF=
MOE430_2_1452559_at 5.8 2.5 A A 0.78 0.96 -1.1 NC 0.35 gb:BC017159.1 /DB_XREF=gi:16877858 /FEA=mRNA /CNT=1 /TID=Mm.213207.1 /TIER=ConsEnd /STK=0 /UG=Mm.213207 /DEF=Mus musculus, clone IMA
MOE430_2_1452569_at 7.2 2.8 A A 0.36 0.43 -1.1 NC 0.29 gb:AB037192.1 /DB_XREF=gi:8926865 /FEA=mRNA /CNT=1 /TID=Mm.24074.2 /TIER=ConsEnd /STK=0 /UG=Mm.24074 /LL=28253 /UG_GENE=Slc21a10 /
MOE430_2_1452599_s_ 288 129.2 P P 0.000244 0.000244 -1.1 D 0.99 gb:AV039444 /DB_XREF=gi:16356631 /DB_XREF=AV039444 /CLONE=1700007D08 /FEA=mRNA /CNT=33 /TID=Mm.203870.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1452634_at 6.6 2 A A 0.66 0.66 -1.1 NC 0.5 gb:BB713033 /DB_XREF=gi:16066202 /DB_XREF=BB713033 /CLONE=B020039K14 /FEA=mRNA /CNT=9 /TID=Mm.210927.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1452823_at 11 4.7 A A 0.17 0.36 -1.1 NC 0.18 gb:AK002661.1 /DB_XREF=gi:12832810 /FEA=mRNA /CNT=77 /TID=Mm.27395.1 /TIER=Stack /STK=34 /UG=Mm.27395 /LL=76263 /UG_GENE=0610025I19
MOE430_2_1452845_at 45.8 21.5 P P 0.005859 0.001953 -1.1 NC 0.51 gb:BB726995 /DB_XREF=gi:16110270 /DB_XREF=BB726995 /CLONE=E860021J17 /FEA=mRNA /CNT=82 /TID=Mm.84648.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1452948_at 8.9 4.7 A A 0.53 0.6 -1.1 NC 0.5 gb:AK007540.1 /DB_XREF=gi:12841151 /FEA=mRNA /CNT=30 /TID=Mm.34368.1 /TIER=Stack /STK=18 /UG=Mm.34368 /LL=69769 /UG_GENE=1810019A0
MOE430_2_1452995_at 13.1 3.8 A A 0.65 0.72 -1.1 NC 0.77 gb:AK019109.1 /DB_XREF=gi:12859144 /FEA=mRNA /CNT=19 /TID=Mm.65359.1 /TIER=Stack /STK=14 /UG=Mm.65359 /LL=78373 /UG_GENE=2410015C2
MOE430_2_1453239_a_ 3.2 2 A A 0.43 0.36 -1.1 NC 0.5 gb:AK012869.1 /DB_XREF=gi:12849895 /FEA=mRNA /CNT=41 /TID=Mm.183030.2 /TIER=Stack /STK=10 /UG=Mm.183030 /LL=67559 /UG_GENE=5430429
MOE430_2_1453345_at 15.2 7.9 A A 0.19 0.39 -1.1 NC 0.57 gb:AK014427.1 /DB_XREF=gi:12852270 /FEA=mRNA /CNT=16 /TID=Mm.38884.1 /TIER=ConsEnd /STK=5 /UG=Mm.38884 /LL=70701 /UG_GENE=3830408
MOE430_2_1453400_at 7.9 3.4 A A 0.56 0.6 -1.1 NC 0.5 gb:AK016963.1 /DB_XREF=gi:12855978 /FEA=mRNA /CNT=6 /TID=Mm.44678.1 /TIER=ConsEnd /STK=4 /UG=Mm.44678 /LL=71200 /UG_GENE=4933428D
MOE430_2_1453594_at 4 0.8 A A 0.6 0.96 -1.1 NC 0.88 gb:AW047945 /DB_XREF=gi:5908474 /DB_XREF=UI-M-BH1-aln-e-08-0-UI.s1 /CLONE=UI-M-BH1-aln-e-08-0-UI /FEA=mRNA /CNT=12 /TID=Mm.45083.
MOE430_2_1453896_at 2.4 1.8 A A 0.43 0.69 -1.1 NC 0.64 gb:AK015986.1 /DB_XREF=gi:12854547 /FEA=mRNA /CNT=3 /TID=Mm.159438.1 /TIER=ConsEnd /STK=2 /UG=Mm.159438 /LL=75144 /UG_GENE=493053
MOE430_2_1453947_at 3.7 2 A A 0.43 0.42 -1.1 NC 0.27 gb:BB091323 /DB_XREF=gi:8674570 /DB_XREF=BB091323 /CLONE=9430029L23 /FEA=mRNA /CNT=2 /TID=Mm.159885.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454072_at 15.1 6.5 P A 0.001953 0.17 -1.1 NC 0.97 gb:AK014627.1 /DB_XREF=gi:12852599 /FEA=mRNA /CNT=1 /TID=Mm.159246.1 /TIER=ConsEnd /STK=0 /UG=Mm.159246 /LL=74576 /UG_GENE=473141
MOE430_2_1454138_a_ 0.5 0.4 A A 0.91 0.8 -1.1 NC 0.76 gb:AK021186.1 /DB_XREF=gi:12861988 /GEN=Stk31 /FEA=mRNA /CNT=1 /TID=Mm.128054.2 /TIER=ConsEnd /STK=0 /UG=Mm.128054 /LL=77485 /UG_T
MOE430_2_1454203_at 4.3 1.9 A A 0.17 0.46 -1.1 NC 0.65 gb:AK006856.1 /DB_XREF=gi:12840135 /FEA=mRNA /CNT=1 /TID=Mm.73222.1 /TIER=ConsEnd /STK=0 /UG=Mm.73222 /LL=73376 /UG_GENE=1700061J
MOE430_2_1454210_at 12.5 5.6 A A 0.17 0.53 -1.1 NC 0.69 gb:AK016974.1 /DB_XREF=gi:12855996 /FEA=mRNA /CNT=1 /TID=Mm.158634.1 /TIER=ConsEnd /STK=0 /UG=Mm.158634 /LL=71248 /UG_GENE=493342
MOE430_2_1454260_at 17.7 5 A A 0.17 0.46 -1.1 NC 0.71 gb:AK015669.1 /DB_XREF=gi:12854087 /GEN=Kist /FEA=mRNA /CNT=1 /TID=Mm.57007.2 /TIER=ConsEnd /STK=0 /UG=Mm.57007 /LL=16589 /UG_TITLE
MOE430_2_1454320_at 24.2 6 A A 0.17 0.5 -1.1 NC 0.51 gb:AK020016.1 /DB_XREF=gi:12860468 /FEA=mRNA /CNT=2 /TID=Mm.159951.1 /TIER=ConsEnd /STK=0 /UG=Mm.159951 /LL=77599 /UG_GENE=583042
MOE430_2_1454326_at 4.1 1.3 A A 0.5 0.85 -1.1 NC 0.73 gb:AV041343 /DB_XREF=gi:4861008 /DB_XREF=AV041343 /CLONE=1700017H01 /FEA=mRNA /CNT=2 /TID=Mm.159146.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454355_at 2.4 1.5 A A 0.69 0.94 -1.1 NC 0.5 gb:AV052383 /DB_XREF=gi:5138155 /DB_XREF=AV052383 /CLONE=1810021M19 /FEA=mRNA /CNT=2 /TID=Mm.57789.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454531_at 4.8 2.8 A A 0.43 0.56 -1.1 NC 0.5 gb:AK021141.1 /DB_XREF=gi:12861926 /FEA=mRNA /CNT=1 /TID=Mm.159965.1 /TIER=ConsEnd /STK=0 /UG=Mm.159965 /LL=77646 /UG_GENE=C03004
MOE430_2_1454674_at 569.8 235.8 P P 0.000732 0.000244 -1.1 D 0.99 gb:AU067669 /DB_XREF=gi:4968406 /DB_XREF=AU067669 /CLONE=MNCb-0291 /FEA=EST /CNT=98 /TID=Mm.5264.1 /TIER=Stack /STK=77 /UG=Mm.52
MOE430_2_1454676_s_ 135.8 65.8 P P 0.000732 0.000244 -1.1 D 0.99 gb:BB452539 /DB_XREF=gi:16425684 /DB_XREF=BB452539 /CLONE=D130017O09 /FEA=EST /CNT=111 /TID=Mm.203952.1 /TIER=Stack /STK=76 /UG=
MOE430_2_1455041_at 2.9 1.5 A A 0.5 0.78 -1.1 NC 0.53 gb:BG071097 /DB_XREF=gi:12553666 /DB_XREF=H3094F08-3 /CLONE=H3094F08 /FEA=EST /CNT=83 /TID=Mm.3765.2 /TIER=Stack /STK=27 /UG=Mm.
MOE430_2_1455112_at 208.3 80.6 P P 0.000244 0.000244 -1.1 D 0.99 gb:BB772185 /DB_XREF=gi:16213876 /DB_XREF=BB772185 /CLONE=G370140M05 /FEA=EST /CNT=39 /TID=Mm.29953.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455345_at 214.4 112.3 P P 0.000244 0.000732 -1.1 D 0.99 gb:BI663145 /DB_XREF=gi:15577378 /DB_XREF=603286760F1 /CLONE=IMAGE:5320766 /FEA=EST /CNT=28 /TID=Mm.205107.1 /TIER=Stack /STK=16 /U
MOE430_2_1455445_at 8.4 4.5 A A 0.11 0.39 -1.1 NC 0.5 gb:BB800230 /DB_XREF=gi:16969853 /DB_XREF=BB800230 /CLONE=G630028K16 /FEA=EST /CNT=16 /TID=Mm.44427.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1455451_at 1.1 0.3 A A 0.75 0.88 -1.1 NC 0.46 gb:AW552116 /DB_XREF=gi:7197539 /DB_XREF=L0208E07-3 /CLONE=L0208E07 /FEA=EST /CNT=17 /TID=Mm.22056.1 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1455514_at 98.9 53.4 P P 0.000732 0.00415 -1.1 D 0.99 gb:BM022687 /DB_XREF=gi:16537035 /DB_XREF=id64b09.x1 /CLONE=IMAGE:5667808 /FEA=EST /CNT=19 /TID=Mm.48727.1 /TIER=Stack /STK=12 /UG=
MOE430_2_1455650_at 8.4 2.9 A A 0.17 0.56 -1.1 NC 0.68 gb:AA016705 /DB_XREF=gi:1478936 /DB_XREF=mg90g02.r1 /CLONE=IMAGE:440306 /FEA=EST /CNT=30 /TID=Mm.212712.3 /TIER=Stack /STK=9 /UG=M
MOE430_2_1455702_at 51.6 19.5 P P 0.000244 0.005859 -1.1 NC 0.99 gb:BM234499 /DB_XREF=gi:17869769 /DB_XREF=K0401D06-3 /CLONE=K0401D06 /FEA=EST /CNT=12 /TID=Mm.202304.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455718_at 10.7 3 A A 0.3 0.5 -1.1 NC 0.5 gb:AV280422 /DB_XREF=gi:16391423 /DB_XREF=AV280422 /CLONE=4933414G08 /FEA=EST /CNT=10 /TID=Mm.41878.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1455900_x_ 69.2 26.8 P P 0.000732 0.001953 -1.1 D 0.99 gb:BB041811 /DB_XREF=gi:8448197 /DB_XREF=BB041811 /CLONE=6030458C10 /FEA=EST /CNT=28 /TID=Mm.18843.6 /TIER=Stack /STK=28 /UG=Mm.
MOE430_2_1455937_at 4.7 2.5 A A 0.3 0.5 -1.1 NC 0.5 gb:BB085030 /DB_XREF=gi:8650810 /DB_XREF=BB085030 /CLONE=9330197A21 /FEA=EST /CNT=25 /TID=Mm.63119.1 /TIER=Stack /STK=24 /UG=Mm.6
MOE430_2_1455969_at 35.9 16.2 P A 0.00415 0.11 -1.1 NC 0.97 gb:BB198496 /DB_XREF=gi:16271173 /DB_XREF=BB198496 /CLONE=A430003C11 /FEA=EST /CNT=66 /TID=Mm.52295.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456119_at 1.4 0.2 A A 0.82 0.91 -1.1 NC 0.5 gb:AV334671 /DB_XREF=gi:16396307 /DB_XREF=AV334671 /CLONE=6330563B19 /FEA=EST /CNT=30 /TID=Mm.101058.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1456219_at 15.8 5.7 P A 0.007568 0.19 -1.1 NC 0.5 gb:AV322605 /DB_XREF=gi:16395207 /DB_XREF=AV322605 /CLONE=6230401A02 /FEA=EST /CNT=14 /TID=Mm.67963.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456621_at 10.4 4.1 A A 0.45 0.72 -1.1 NC 0.5 gb:BB745929 /DB_XREF=gi:16148866 /DB_XREF=BB745929 /CLONE=F530012H08 /FEA=EST /CNT=15 /TID=Mm.164983.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456683_at 9.8 7.8 A A 0.27 0.3 -1.1 NC 0.48 gb:BM200011 /DB_XREF=gi:17753122 /DB_XREF=C0204D08-3 /CLONE=C0204D08 /FEA=EST /CNT=9 /TID=Mm.80600.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1456925_at 79.3 30.9 P P 0.001221 0.02 -1.1 D 0.99 gb:AW490413 /DB_XREF=gi:7060684 /DB_XREF=UI-M-BH3-asp-f-10-0-UI.s1 /CLONE=UI-M-BH3-asp-f-10-0-UI /FEA=EST /CNT=7 /TID=Mm.133563.1 
MOE430_2_1457364_at 5.9 2.3 A A 0.56 0.46 -1.1 NC 0.5 gb:AV079079 /DB_XREF=gi:16381112 /DB_XREF=AV079079 /CLONE=2210407M02 /FEA=EST /CNT=7 /TID=Mm.215818.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457520_at 27.4 7.9 A A 0.06 0.27 -1.1 NC 0.88 gb:C76369 /DB_XREF=gi:2516699 /DB_XREF=C76369 /CLONE=J0009D09 /FEA=EST /CNT=4 /TID=Mm.24905.1 /TIER=ConsEnd /STK=4 /UG=Mm.24905 /
MOE430_2_1457634_at 1.7 0.5 A A 0.72 0.8 -1.1 NC 0.63 gb:BG093687 /DB_XREF=gi:12576250 /DB_XREF=mab42c05.x1 /CLONE=IMAGE:3972872 /FEA=EST /CNT=4 /TID=Mm.135394.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1457639_at 16 6.5 P A 0.01 0.17 -1.1 NC 0.92 gb:AI849595 /DB_XREF=gi:5493501 /DB_XREF=UI-M-AH1-agr-e-11-0-UI.s1 /CLONE=UI-M-AH1-agr-e-11-0-UI /FEA=EST /CNT=4 /TID=Mm.40876.1 /T
MOE430_2_1457643_x_ 8.7 4.4 A A 0.72 0.63 -1.1 NC 0.5 gb:AV161067 /DB_XREF=gi:5404702 /DB_XREF=AV161067 /CLONE=3010065C03 /FEA=EST /CNT=4 /TID=Mm.140700.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457939_at 17.2 11.6 P A 0.02 0.36 -1.1 NC 0.98 gb:BB467783 /DB_XREF=gi:16427417 /DB_XREF=BB467783 /CLONE=D230016J04 /FEA=EST /CNT=4 /TID=Mm.132755.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457956_at 25 16.9 A A 0.09 0.39 -1.1 NC 0.69 gb:BB777776 /DB_XREF=gi:16938476 /DB_XREF=BB777776 /CLONE=G430042C18 /FEA=EST /CNT=4 /TID=Mm.35160.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458002_at 1.7 0.4 A A 0.6 0.88 -1.1 NC 0.59 gb:BB337911 /DB_XREF=gi:16404296 /DB_XREF=BB337911 /CLONE=B930010H11 /FEA=EST /CNT=4 /TID=Mm.210886.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458067_at 8.6 3.4 P A 0.03 0.24 -1.1 NC 0.5 gb:BG066116 /DB_XREF=gi:12548679 /DB_XREF=H3039B04-3 /CLONE=H3039B04 /FEA=EST /CNT=3 /TID=Mm.138465.2 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458125_at 27.3 10.6 P P 0.005859 0.03 -1.1 NC 0.78 gb:BM199710 /DB_XREF=gi:17752672 /DB_XREF=C0455D10-3 /CLONE=C0455D10 /FEA=EST /CNT=3 /TID=Mm.217603.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458207_at 7.1 1.6 A A 0.5 0.72 -1.1 NC 0.74 gb:BB180782 /DB_XREF=gi:16270026 /DB_XREF=BB180782 /CLONE=A230087C09 /FEA=EST /CNT=3 /TID=Mm.103267.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458389_at 10.5 3.9 A A 0.19 0.5 -1.1 NC 0.75 gb:BB211886 /DB_XREF=gi:16352726 /DB_XREF=BB211886 /CLONE=A430107H08 /FEA=EST /CNT=8 /TID=Mm.166859.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458547_at 5 1.2 A A 0.53 0.69 -1.1 NC 0.5 gb:AI415667 /DB_XREF=gi:4259171 /DB_XREF=mc66c08.x1 /CLONE=IMAGE:353486 /FEA=EST /CNT=5 /TID=Mm.29695.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458555_at 11.5 3.1 A A 0.24 0.5 -1.1 NC 0.63 gb:AU022229 /DB_XREF=gi:3387188 /DB_XREF=AU022229 /CLONE=J0410F04 /FEA=EST /CNT=4 /TID=Mm.11820.1 /TIER=ConsEnd /STK=2 /UG=Mm.11
MOE430_2_1458735_at 5.3 1.8 A A 0.43 0.36 -1.1 NC 0.5 gb:BG075836 /DB_XREF=gi:12558405 /DB_XREF=H3152D05-3 /CLONE=H3152D05 /FEA=EST /CNT=3 /TID=Mm.103232.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458778_at 9.7 5.4 M A 0.05 0.24 -1.1 NC 0.66 gb:BM939280 /DB_XREF=gi:19398432 /DB_XREF=UI-M-BZ1-bkm-e-10-0-UI.r1 /CLONE=UI-M-BZ1-bkm-e-10-0-UI /FEA=EST /CNT=3 /TID=Mm.219012
MOE430_2_1458803_at 11.4 6.6 A A 0.09 0.27 -1.1 NC 0.91 gb:BB837976 /DB_XREF=gi:17016197 /DB_XREF=BB837976 /CLONE=G930050J23 /FEA=EST /CNT=3 /TID=Mm.214166.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459205_at 4.6 2.4 A A 0.6 0.91 -1.1 NC 0.89 gb:BI076746 /DB_XREF=gi:14515403 /DB_XREF=L0242C08-3 /CLONE=L0242C08 /FEA=EST /CNT=2 /TID=Mm.197279.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459338_at 3 1.3 A A 0.5 0.6 -1.1 NC 0.5 gb:BB096051 /DB_XREF=gi:16261208 /DB_XREF=BB096051 /CLONE=9430053N03 /FEA=EST /CNT=2 /TID=Mm.215361.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459391_at 12.2 3.6 A A 0.1 0.53 -1.1 NC 0.9 gb:BB128256 /DB_XREF=gi:16262417 /DB_XREF=BB128256 /CLONE=9630028O18 /FEA=EST /CNT=2 /TID=Mm.207415.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459500_at 4 1 A A 0.66 0.53 -1.1 NC 0.15 gb:C85351 /DB_XREF=gi:2917308 /DB_XREF=C85351 /CLONE=J0206G07 /FEA=EST /CNT=2 /TID=Mm.172970.1 /TIER=ConsEnd /STK=2 /UG=Mm.17297
MOE430_2_1459525_at 4.2 4.9 A A 0.3 0.46 -1.1 NC 0.48 gb:AW557962 /DB_XREF=gi:7203391 /DB_XREF=L0288H04-3 /CLONE=L0288H04 /FEA=EST /CNT=2 /TID=Mm.182855.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459541_at 6 2 A A 0.21 0.6 -1.1 NC 0.5 gb:BG068340 /DB_XREF=gi:12550909 /DB_XREF=H3064D09-3 /CLONE=H3064D09 /FEA=EST /CNT=2 /TID=Mm.173556.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459552_at 43.8 12.9 P A 0.01 0.17 -1.1 NC 0.98 gb:BB404047 /DB_XREF=gi:16415555 /DB_XREF=BB404047 /CLONE=C330034M05 /FEA=EST /CNT=2 /TID=Mm.210132.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459979_x_ 9 2.7 P A 0.04 0.3 -1.1 NC 0.5 gb:AV232843 /DB_XREF=gi:6185357 /DB_XREF=AV232843 /CLONE=4632418D12 /FEA=EST /CNT=2 /TID=Mm.85883.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460074_x_ 189.2 97 P P 0.00293 0.02 -1.1 D 0.99 gb:AV006210 /DB_XREF=gi:4783060 /DB_XREF=AV006210 /CLONE=1020009E03 /FEA=EST /CNT=4 /TID=Mm.201440.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1460079_at 5.9 3.1 A A 0.43 0.63 -1.1 NC 0.62 gb:BB357147 /DB_XREF=gi:9068975 /DB_XREF=BB357147 /CLONE=C030019C01 /FEA=EST /CNT=7 /TID=Mm.44430.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1460163_at 2.3 0.3 A A 0.53 0.91 -1.1 NC 0.6 gb:BB039211 /DB_XREF=gi:15403780 /DB_XREF=BB039211 /CLONE=6030441E06 /FEA=EST /CNT=3 /TID=Mm.161013.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460242_at 43.3 12.7 P P 0.000732 0.01 -1.1 D 0.99 gb:NM_010016.1 /DB_XREF=gi:6753599 /GEN=Daf1 /FEA=FLmRNA /CNT=111 /TID=Mm.20236.1 /TIER=FL+Stack /STK=18 /UG=Mm.20236 /LL=13136 /D
MOE430_2_1460513_a_ 48.6 26 P A 0.008057 0.08 -1.1 MD 0.99 gb:AK017486.1 /DB_XREF=gi:12856745 /FEA=mRNA /CNT=1 /TID=Mm.219577.2 /TIER=ConsEnd /STK=0 /UG=Mm.219577 /UG_TITLE=Mus musculus, Sim
MOE430_2_1416644_a_ 41.1 24.9 A A 0.07 0.36 -1.2 NC 0.99 gb:BB116052 /DB_XREF=gi:15408095 /DB_XREF=BB116052 /CLONE=9530053C20 /FEA=FLmRNA /CNT=159 /TID=Mm.4083.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1416650_at 1.2 0.3 A A 0.6 0.97 -1.2 NC 0.69 gb:NM_138954.1 /DB_XREF=gi:20336739 /GEN=Rfpl4 /FEA=FLmRNA /CNT=101 /TID=Mm.28764.1 /TIER=FL+Stack /STK=76 /UG=Mm.28764 /LL=192658 
MOE430_2_1416713_at 874.5 345.7 P P 0.000732 0.000732 -1.2 D 0.99 gb:NM_026481.1 /DB_XREF=gi:13385967 /GEN=2700055K07Rik /FEA=FLmRNA /CNT=115 /TID=Mm.29358.1 /TIER=FL+Stack /STK=72 /UG=Mm.29358 /L
MOE430_2_1417050_at 15.1 5.4 A A 0.11 0.17 -1.2 NC 0.54 gb:NM_026161.1 /DB_XREF=gi:13385665 /GEN=0710001E10Rik /FEA=FLmRNA /CNT=75 /TID=Mm.41630.1 /TIER=FL+Stack /STK=59 /UG=Mm.41630 /LL



MOE430_2_1417214_at 24.9 15.7 P P 0.000732 0.03 -1.2 D 0.99 gb:NM_030554.1 /DB_XREF=gi:13385281 /GEN=Rab27b /FEA=FLmRNA /CNT=87 /TID=Mm.190553.1 /TIER=FL+Stack /STK=53 /UG=Mm.190553 /LL=8071
MOE430_2_1417276_at 39.8 22 P M 0.001953 0.05 -1.2 D 0.99 gb:NM_008807.1 /DB_XREF=gi:6679256 /GEN=Tulp2 /FEA=FLmRNA /CNT=66 /TID=Mm.133800.1 /TIER=FL+Stack /STK=50 /UG=Mm.133800 /LL=56734 /
MOE430_2_1417500_a_ 76 25.7 P P 0.000244 0.000244 -1.2 D 0.99 gb:BC016492.1 /DB_XREF=gi:16741319 /FEA=FLmRNA /CNT=172 /TID=Mm.18843.1 /TIER=FL+Stack /STK=43 /UG=Mm.18843 /LL=21817 /UG_GENE=Tg
MOE430_2_1417838_at 22.5 11.1 A A 0.11 0.27 -1.2 NC 0.5 gb:NM_023546.1 /DB_XREF=gi:12963726 /GEN=1700029H17Rik /FEA=FLmRNA /CNT=49 /TID=Mm.20995.1 /TIER=FL+Stack /STK=35 /UG=Mm.20995 /LL
MOE430_2_1417920_at 5.9 2.8 A A 0.39 0.36 -1.2 NC 0.33 gb:NM_033603.1 /DB_XREF=gi:17298673 /GEN=Amn /FEA=FLmRNA /CNT=73 /TID=Mm.197639.1 /TIER=FL+Stack /STK=33 /UG=Mm.197639 /LL=93835 /
MOE430_2_1418118_at 19.7 9.7 P A 0.04 0.06 -1.2 NC 0.54 gb:NM_009202.1 /DB_XREF=gi:6678006 /GEN=Slc22a1 /FEA=FLmRNA /CNT=106 /TID=Mm.594.1 /TIER=FL+Stack /STK=29 /UG=Mm.594 /LL=20517 /DE
MOE430_2_1418131_at 280.5 121.9 P P 0.000244 0.000732 -1.2 D 0.99 gb:NM_018851.1 /DB_XREF=gi:9256565 /GEN=Samhd1 /FEA=FLmRNA /CNT=82 /TID=Mm.196457.1 /TIER=FL+Stack /STK=29 /UG=Mm.196457 /LL=56045
MOE430_2_1418345_at 325.3 113.8 P P 0.000244 0.000244 -1.2 D 0.99 gb:NM_023517.1 /DB_XREF=gi:12963712 /GEN=Tnfsf13 /FEA=FLmRNA /CNT=47 /TID=Mm.54359.1 /TIER=FL+Stack /STK=25 /UG=Mm.54359 /LL=69583 
MOE430_2_1418461_at 57.8 23.3 P P 0.001221 0.00415 -1.2 D 0.99 gb:BB127390 /DB_XREF=gi:16262347 /DB_XREF=BB127390 /CLONE=9630021F01 /FEA=FLmRNA /CNT=68 /TID=Mm.2454.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1418482_at 240.9 107.6 P P 0.000244 0.000244 -1.2 D 0.99 gb:NM_019720.1 /DB_XREF=gi:9790028 /GEN=Tsp10-pending /FEA=FLmRNA /CNT=42 /TID=Mm.24833.1 /TIER=FL+Stack /STK=23 /UG=Mm.24833 /LL=5
MOE430_2_1418586_at 151.9 73.9 P P 0.001221 0.01 -1.2 D 0.99 gb:NM_009624.1 /DB_XREF=gi:6752979 /GEN=Adcy9 /FEA=FLmRNA /CNT=48 /TID=Mm.4294.1 /TIER=FL+Stack /STK=21 /UG=Mm.4294 /LL=11515 /DEF
MOE430_2_1418608_at 7 3.1 A A 0.36 0.39 -1.2 NC 0.35 gb:NM_027416.1 /DB_XREF=gi:13386229 /GEN=2310068O22Rik /FEA=FLmRNA /CNT=30 /TID=Mm.20079.1 /TIER=FL+Stack /STK=21 /UG=Mm.20079 /LL
MOE430_2_1418619_at 43.8 19.9 P A 0.04 0.17 -1.2 NC 0.96 gb:NM_008319.1 /DB_XREF=gi:6680336 /GEN=Icam5 /FEA=FLmRNA /CNT=24 /TID=Mm.4629.1 /TIER=FL+Stack /STK=21 /UG=Mm.4629 /LL=15898 /DEF
MOE430_2_1419007_at 18.9 7.8 P A 0.01 0.19 -1.2 NC 0.98 gb:NM_011776.1 /DB_XREF=gi:6756082 /GEN=Zp3 /FEA=FLmRNA /CNT=24 /TID=Mm.1381.1 /TIER=FL+Stack /STK=15 /UG=Mm.1381 /LL=22788 /DEF=M
MOE430_2_1419477_at 990.7 363.3 P P 0.000244 0.000732 -1.2 D 0.99 gb:NM_053109.1 /DB_XREF=gi:16716406 /GEN=Ocil-pending /FEA=FLmRNA /CNT=26 /TID=Mm.197536.1 /TIER=FL+Stack /STK=9 /UG=Mm.197536 /LL=9
MOE430_2_1419550_a_ 123.2 38.5 P P 0.000244 0.00293 -1.2 D 0.99 gb:NM_016866.1 /DB_XREF=gi:8394346 /GEN=Stk39 /FEA=FLmRNA /CNT=129 /TID=Mm.29404.1 /TIER=FL+Stack /STK=8 /UG=Mm.29404 /LL=53416 /D
MOE430_2_1419564_at 30.6 11.1 P P 0.01 0.03 -1.2 NC 0.96 gb:BI250080 /DB_XREF=gi:14798076 /DB_XREF=602995433F1 /CLONE=IMAGE:5150888 /FEA=FLmRNA /CNT=60 /TID=Mm.2464.1 /TIER=ConsEnd /STK=
MOE430_2_1419576_at 5.7 2.6 A A 0.39 0.82 -1.2 NC 0.58 gb:BC013639.1 /DB_XREF=gi:15489044 /FEA=FLmRNA /CNT=32 /TID=Mm.57221.1 /TIER=FL+Stack /STK=8 /UG=Mm.57221 /LL=15408 /UG_GENE=Hoxb
MOE430_2_1419952_at 23.1 3.4 A A 0.11 0.23 -1.2 NC 0.95 gb:AU014962 /DB_XREF=gi:3369753 /DB_XREF=AU014962 /CLONE=J0705B11 /FEA=EST /CNT=1 /TID=Mm.195237.1 /TIER=ConsEnd /STK=0 /UG=Mm.1
MOE430_2_1420133_at 6 2.6 A A 0.39 0.69 -1.2 NC 0.5 gb:AU017237 /DB_XREF=gi:3372436 /DB_XREF=AU017237 /CLONE=J0736C10 /FEA=EST /CNT=1 /TID=Mm.28381.2 /TIER=ConsEnd /STK=1 /UG=Mm.28
MOE430_2_1420262_at 6.5 3.4 A A 0.36 0.65 -1.2 NC 0.64 gb:AV291437 /DB_XREF=gi:6305468 /DB_XREF=AV291437 /CLONE=5430404H20 /FEA=EST /CNT=1 /TID=Mm.62618.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420355_at 29 8.3 P A 0.03 0.43 -1.2 D 0.99 gb:NM_019497.1 /DB_XREF=gi:9506748 /GEN=Gprk2l /FEA=FLmRNA /CNT=8 /TID=Mm.117076.1 /TIER=FL /STK=6 /UG=Mm.117076 /LL=14772 /DEF=Mu
MOE430_2_1420632_a_ 130.2 62.5 P A 0.01 0.06 -1.2 D 0.99 gb:AF069954.2 /DB_XREF=gi:7770080 /GEN=Gng3lg /FEA=FLmRNA /CNT=23 /TID=Mm.15985.1 /TIER=FL /STK=3 /UG=Mm.15985 /LL=14705 /DEF=Mus 
MOE430_2_1420833_at 241.8 116.3 P P 0.000244 0.000732 -1.2 D 0.99 gb:NM_009497.1 /DB_XREF=gi:6678550 /GEN=Vamp2 /FEA=FLmRNA /CNT=215 /TID=Mm.28643.1 /TIER=FL /STK=2 /UG=Mm.28643 /LL=22318 /DEF=Mu
MOE430_2_1420926_at 20.8 9.8 A A 0.17 0.56 -1.2 NC 0.59 gb:NM_007492.1 /DB_XREF=gi:6671578 /GEN=Arx /FEA=FLmRNA /CNT=65 /TID=Mm.51819.1 /TIER=FL /STK=2 /UG=Mm.51819 /LL=11878 /DEF=Mus m
MOE430_2_1421420_at 6.5 2 A A 0.56 0.72 -1.2 NC 0.5 gb:AF215982.1 /DB_XREF=gi:7546846 /GEN=Ccr10 /FEA=FLmRNA /CNT=7 /TID=Mm.103813.1 /TIER=FL /STK=2 /UG=Mm.103813 /LL=12777 /DEF=Mus
MOE430_2_1421693_a_ 1 0.9 A A 0.85 0.87 -1.2 NC 0.44 gb:NM_054053.1 /DB_XREF=gi:16905086 /GEN=Mass1 /FEA=FLmRNA /CNT=2 /TID=Mm.137091.1 /TIER=FL /STK=2 /UG=Mm.137091 /LL=110789 /DEF=
MOE430_2_1421852_at 3 0.7 A A 0.66 0.72 -1.2 NC 0.33 gb:BI107337 /DB_XREF=gi:14558230 /DB_XREF=602894370F1 /CLONE=IMAGE:5039393 /FEA=FLmRNA /CNT=110 /TID=Mm.68998.1 /TIER=Stack /STK=5
MOE430_2_1422104_at 3.5 2.2 A A 0.63 0.98 -1.2 NC 0.97 gb:AF395732.1 /DB_XREF=gi:15811380 /GEN=Vsx1 /FEA=FLmRNA /CNT=7 /TID=Mm.207061.1 /TIER=FL /STK=1 /UG=Mm.207061 /LL=114889 /DEF=Mu
MOE430_2_1422263_at 6.6 3.3 A A 0.53 0.53 -1.2 NC 0.5 gb:NM_009747.1 /DB_XREF=gi:6753179 /GEN=Bdkrb2 /FEA=FLmRNA /CNT=2 /TID=Mm.4500.1 /TIER=FL /STK=1 /UG=Mm.4500 /LL=12062 /DEF=Mus m
MOE430_2_1422266_at 2.5 0.7 A A 0.56 0.9 -1.2 NC 0.83 gb:NM_010850.1 /DB_XREF=gi:6754769 /GEN=Mycs /FEA=FLmRNA /CNT=2 /TID=Mm.57246.1 /TIER=FL /STK=1 /UG=Mm.57246 /LL=17870 /DEF=Mus m
MOE430_2_1422289_a_ 4.5 1.8 A A 0.46 0.87 -1.2 NC 0.62 gb:NM_029636.1 /DB_XREF=gi:13386423 /GEN=1600010J02Rik /FEA=FLmRNA /CNT=2 /TID=Mm.46088.1 /TIER=FL /STK=1 /UG=Mm.46088 /LL=76503 /D
MOE430_2_1422291_at 2.6 0.5 A A 0.46 0.95 -1.2 NC 0.55 gb:NM_007720.1 /DB_XREF=gi:6671773 /GEN=Cmkbr8 /FEA=FLmRNA /CNT=2 /TID=Mm.8000.1 /TIER=FL /STK=1 /UG=Mm.8000 /LL=12776 /DEF=Mus m
MOE430_2_1422356_at 1.4 0.7 A A 0.9 0.98 -1.2 NC 0.46 gb:NM_053240.1 /DB_XREF=gi:16716562 /GEN=V1rb10 /FEA=FLmRNA /CNT=1 /TID=Mm.213190.1 /TIER=FL /STK=1 /UG=Mm.213190 /LL=113867 /DEF=
MOE430_2_1422416_s_ 18.3 7.5 P A 0.03 0.3 -1.2 NC 0.92 gb:NM_016983.1 /DB_XREF=gi:8850239 /GEN=Vpreb2 /FEA=FLmRNA /CNT=1 /TID=Mm.195090.1 /TIER=FL /STK=1 /UG=Mm.195090 /LL=22363 /DEF=M
MOE430_2_1422588_at 11.2 5.2 A A 0.12 0.5 -1.2 NC 0.74 gb:NM_010669.1 /DB_XREF=gi:6754487 /GEN=Krt2-6b /FEA=FLmRNA /CNT=36 /TID=Mm.196352.1 /TIER=FL+Stack /STK=31 /UG=Mm.196352 /LL=16688
MOE430_2_1422987_at 56 25 P A 0.04 0.3 -1.2 NC 0.99 gb:NM_008744.1 /DB_XREF=gi:6679147 /GEN=Ntn1 /FEA=FLmRNA /CNT=12 /TID=Mm.39095.1 /TIER=FL /STK=0 /UG=Mm.39095 /LL=18208 /DEF=Mus m
MOE430_2_1423380_s_ 811.4 392.4 P P 0.000244 0.000732 -1.2 D 0.99 gb:BF227641 /DB_XREF=gi:11135635 /DB_XREF=uz31g08.x1 /CLONE=IMAGE:3670718 /FEA=FLmRNA /CNT=24 /TID=Mm.27908.1 /TIER=Stack /STK=10 
MOE430_2_1423878_at 366.2 156.9 P P 0.000244 0.000244 -1.2 D 0.99 gb:BC027408.1 /DB_XREF=gi:20072736 /FEA=FLmRNA /CNT=125 /TID=Mm.38774.1 /TIER=FL+Stack /STK=86 /UG=Mm.38774 /LL=71683 /UG_GENE=06
MOE430_2_1423946_at 2925.7 1259.1 P P 0.000244 0.000244 -1.2 D 0.99 gb:BC024556.1 /DB_XREF=gi:19354024 /FEA=FLmRNA /CNT=118 /TID=Mm.27971.1 /TIER=FL+Stack /STK=74 /UG=Mm.27971 /DEF=Mus musculus, clone
MOE430_2_1424007_at 2.6 0.6 A A 0.56 0.91 -1.2 NC 0.5 gb:L42114.1 /DB_XREF=gi:18654373 /GEN=GDF10 /FEA=FLmRNA /CNT=85 /TID=Mm.40323.1 /TIER=FL+Stack /STK=65 /UG=Mm.40323 /DEF=Mus musc
MOE430_2_1424479_at 9.1 2 A A 0.39 0.65 -1.2 NC 0.71 gb:AF090691.1 /DB_XREF=gi:3639091 /GEN=Cres /FEA=FLmRNA /CNT=33 /TID=Mm.20435.1 /TIER=FL+Stack /STK=30 /UG=Mm.20435 /LL=13012 /DEF
MOE430_2_1424814_a_ 10 2 A A 0.56 0.72 -1.2 NC 0.37 gb:BC025541.1 /DB_XREF=gi:19343873 /FEA=FLmRNA /CNT=34 /TID=Mm.46135.1 /TIER=FL+Stack /STK=15 /UG=Mm.46135 /LL=66813 /UG_GENE=9030
MOE430_2_1424976_at 36.5 13.9 P A 0.01 0.21 -1.2 NC 0.99 gb:BC021307.1 /DB_XREF=gi:18204658 /FEA=FLmRNA /CNT=19 /TID=Mm.120274.1 /TIER=FL+Stack /STK=10 /UG=Mm.120274 /DEF=Mus musculus, clon
MOE430_2_1425130_a_ 9.1 3.3 A A 0.53 0.55 -1.2 NC 0.73 gb:U28216.1 /DB_XREF=gi:915379 /FEA=FLmRNA /CNT=7 /TID=Mm.4654.2 /TIER=FL /STK=6 /UG=Mm.4654 /LL=19259 /UG_GENE=Ptpn5 /DEF=Mus mu
MOE430_2_1425171_at 8.3 3.5 A A 0.5 0.6 -1.2 NC 0.35 gb:BG296967 /DB_XREF=gi:13060148 /DB_XREF=602394811F1 /CLONE=IMAGE:4506602 /FEA=FLmRNA /CNT=341 /TID=Mm.2965.1 /TIER=Stack /STK=1
MOE430_2_1425295_at 2.5 0.8 A A 0.5 0.9 -1.2 NC 0.78 gb:BC020070.1 /DB_XREF=gi:18043631 /FEA=FLmRNA /CNT=8 /TID=Mm.153688.1 /TIER=FL /STK=3 /UG=Mm.153688 /DEF=Mus musculus, Similar to eo
MOE430_2_1425519_a_ 149.7 57.3 P P 0.000244 0.000244 -1.2 D 0.99 gb:BC003476.1 /DB_XREF=gi:13097485 /FEA=FLmRNA /CNT=38 /TID=Mm.7043.1 /TIER=FL /STK=1 /UG=Mm.7043 /LL=16149 /UG_GENE=Ii /DEF=Mus m
MOE430_2_1425564_at 3.6 1.1 A A 0.55 0.88 -1.2 NC 0.58 gb:AB024496.1 /DB_XREF=gi:18146802 /GEN=NRSFREST /FEA=FLmRNA /CNT=39 /TID=Mm.117547.1 /TIER=FL /STK=1 /UG=Mm.117547 /DEF=Mus mu
MOE430_2_1425707_a_ 1 0.2 A A 0.82 0.87 -1.2 NC 0.69 gb:AB029502.1 /DB_XREF=gi:6594329 /FEA=FLmRNA /CNT=8 /TID=Mm.4276.4 /TIER=FL /STK=1 /UG=Mm.4276 /LL=16522 /UG_GENE=Kcnj6 /DEF=Mus
MOE430_2_1425743_at 11.2 6.3 A A 0.17 0.24 -1.2 NC 0.5 gb:AF396656.1 /DB_XREF=gi:15150307 /FEA=FLmRNA /CNT=11 /TID=Mm.196624.1 /TIER=FL /STK=1 /UG=Mm.196624 /LL=13445 /UG_GENE=Cdkap1 /D
MOE430_2_1425881_at 13.3 8.3 P A 0.03 0.09 -1.2 NC 0.5 gb:AF113598.1 /DB_XREF=gi:5081397 /FEA=FLmRNA /CNT=4 /TID=Mm.43505.1 /TIER=FL /STK=1 /UG=Mm.43505 /LL=114871 /UG_GENE=Psg28 /DEF=
MOE430_2_1425998_at 2.5 1.1 A A 0.66 0.85 -1.2 NC 0.57 gb:BC026819.1 /DB_XREF=gi:20073075 /FEA=FLmRNA /CNT=1 /TID=Mm.38674.3 /TIER=FL /STK=1 /UG=Mm.38674 /LL=27359 /UG_GENE=Sytl4 /DEF=M
MOE430_2_1426006_at 9.5 1.8 A A 0.53 0.72 -1.2 NC 0.5 gb:AB000499.1 /DB_XREF=gi:4176403 /FEA=FLmRNA /CNT=1 /TID=Mm.40615.5 /TIER=FL /STK=1 /UG=Mm.40615 /LL=16536 /UG_GENE=Kcnq2 /DEF=M
MOE430_2_1426221_at 1239.9 508.4 P P 0.000244 0.000244 -1.2 D 0.99 gb:BC004727.1 /DB_XREF=gi:13435731 /FEA=FLmRNA /CNT=209 /TID=Mm.34060.1 /TIER=FL+Stack /STK=47 /UG=Mm.34060 /LL=67776 /UG_GENE=583
MOE430_2_1426493_a_ 12.3 8.3 A A 0.19 0.43 -1.2 NC 0.5 gb:BB798224 /DB_XREF=gi:16967847 /DB_XREF=BB798224 /CLONE=G630012I08 /FEA=FLmRNA /CNT=57 /TID=Mm.891.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1427264_at 6.1 1.1 A A 0.39 0.69 -1.2 NC 0.28 gb:BG067914 /DB_XREF=gi:12550483 /DB_XREF=H3059F05-3 /CLONE=H3059F05 /FEA=mRNA /CNT=26 /TID=Mm.6838.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1427311_at 11.4 5.7 P A 0.01 0.3 -1.2 NC 0.96 gb:BB380312 /DB_XREF=gi:16407906 /DB_XREF=BB380312 /CLONE=C230006E20 /FEA=mRNA /CNT=61 /TID=Mm.26671.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1427363_at 32.4 11.9 A A 0.12 0.36 -1.2 NC 0.88 gb:BC003304.1 /DB_XREF=gi:13937666 /FEA=mRNA /CNT=7 /TID=Mm.131354.1 /TIER=ConsEnd /STK=5 /UG=Mm.131354 /UG_TITLE=Mus musculus, clon
MOE430_2_1427371_at 107.5 57.6 P P 0.000244 0.000732 -1.2 D 0.99 gb:BC026496.1 /DB_XREF=gi:20071479 /FEA=mRNA /CNT=16 /TID=Mm.138955.1 /TIER=ConsEnd /STK=4 /UG=Mm.138955 /DEF=Mus musculus, clone IM
MOE430_2_1427380_at 2.8 1.4 A A 0.36 0.75 -1.2 NC 0.91 gb:X01389.1 /DB_XREF=gi:53373 /FEA=mRNA /CNT=10 /TID=Mm.142722.1 /TIER=ConsEnd /STK=3 /UG=Mm.142722 /LL=18050 /UG_GENE=Ngfg /UG_TI
MOE430_2_1427536_at 11.4 7.3 A A 0.33 0.39 -1.2 NC 0.5 gb:AI615965 /DB_XREF=gi:4625132 /DB_XREF=mq61b03.y1 /CLONE=IMAGE:583181 /FEA=mRNA /CNT=7 /TID=Mm.20857.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427690_a_ 35 15.2 A A 0.11 0.53 -1.2 NC 0.78 gb:AJ311312.1 /DB_XREF=gi:14787416 /GEN=Tpte /FEA=mRNA /CNT=1 /TID=Mm.207085.2 /TIER=ConsEnd /STK=0 /UG=Mm.207085 /DEF=Mus musculu
MOE430_2_1427710_at 12.1 7.4 A A 0.24 0.43 -1.2 NC 0.5 gb:BC013491.1 /DB_XREF=gi:15488689 /FEA=mRNA /CNT=1 /TID=Mm.117324.1 /TIER=ConsEnd /STK=0 /UG=Mm.117324 /DEF=Mus musculus, clone IMA
MOE430_2_1427711_a_ 3.2 0.6 A A 0.6 0.9 -1.2 NC 0.5 gb:X15351.1 /DB_XREF=gi:53020 /GEN=CEA /FEA=mRNA /CNT=1 /TID=Mm.14114.6 /TIER=ConsEnd /STK=0 /UG=Mm.14114 /LL=26365 /DEF=Mouse mR
MOE430_2_1427745_x_ 10.7 5.1 A A 0.33 0.53 -1.2 NC 0.71 gb:X63005.1 /DB_XREF=gi:53796 /GEN=PRP MP5 /FEA=mRNA /CNT=1 /TID=Mm.4491.2 /TIER=ConsEnd /STK=0 /UG=Mm.4491 /LL=56272 /DEF=M.musc
MOE430_2_1427770_a_ 3 1.4 A A 0.66 0.66 -1.2 NC 0.5 gb:X69698.1 /DB_XREF=gi:312591 /GEN=Glut-3 /FEA=mRNA /CNT=1 /TID=Mm.3726.2 /TIER=ConsEnd /STK=0 /UG=Mm.3726 /LL=20527 /UG_TITLE=sol
MOE430_2_1428030_at 4.3 2.2 A A 0.46 0.6 -1.2 NC 0.79 gb:AF373288.1 /DB_XREF=gi:20385541 /FEA=mRNA /CNT=4 /TID=Mm.55652.1 /TIER=ConsEnd /STK=0 /UG=Mm.55652 /DEF=Mus musculus testase 4 mR
MOE430_2_1428039_at 7.4 2.8 A A 0.24 0.6 -1.2 NC 0.76 gb:BC027497.1 /DB_XREF=gi:20381442 /FEA=mRNA /CNT=4 /TID=Mm.21966.2 /TIER=ConsEnd /STK=0 /UG=Mm.21966 /LL=73953 /UG_GENE=4930421J
MOE430_2_1428885_at 19.9 8 A A 0.14 0.69 -1.2 NC 0.85 gb:BM230731 /DB_XREF=gi:17866001 /DB_XREF=K0300D08-3 /CLONE=K0300D08 /FEA=mRNA /CNT=53 /TID=Mm.30192.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1429021_at 8.6 4.1 P A 0.04 0.33 -1.2 NC 0.55 gb:AK013481.1 /DB_XREF=gi:12850859 /FEA=mRNA /CNT=36 /TID=Mm.49646.1 /TIER=Stack /STK=14 /UG=Mm.49646 /LL=72911 /UG_GENE=2900005C2
MOE430_2_1429379_at 1.2 0.2 A A 0.69 0.99 -1.2 NC 0.99 gb:AK004726.1 /DB_XREF=gi:12836114 /FEA=mRNA /CNT=85 /TID=Mm.10817.1 /TIER=Stack /STK=27 /UG=Mm.10817 /LL=114332 /UG_GENE=Xlkd1 /UG
MOE430_2_1429693_at 59.6 24 P A 0.02 0.19 -1.2 D 0.99 gb:AK017619.1 /DB_XREF=gi:12856954 /FEA=mRNA /CNT=15 /TID=Mm.42174.1 /TIER=Stack /STK=10 /UG=Mm.42174 /LL=70555 /UG_GENE=5730435J1
MOE430_2_1430003_at 24 12 A A 0.21 0.43 -1.2 NC 0.7 gb:BB238530 /DB_XREF=gi:8920981 /DB_XREF=BB238530 /CLONE=A630071P18 /FEA=mRNA /CNT=6 /TID=Mm.218573.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1430011_at 2.4 1.2 A A 0.53 0.72 -1.2 NC 0.63 gb:AV120999 /DB_XREF=gi:5306713 /DB_XREF=AV120999 /CLONE=2610317O13 /FEA=mRNA /CNT=6 /TID=Mm.117049.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1430092_at 14.9 5.6 P A 0.00415 0.36 -1.2 NC 0.7 gb:BB785152 /DB_XREF=gi:16953648 /DB_XREF=BB785152 /CLONE=G430100L20 /FEA=mRNA /CNT=6 /TID=Mm.30717.7 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1430105_at 9 4.1 A A 0.26 0.63 -1.2 NC 0.5 gb:AK006690.1 /DB_XREF=gi:12839908 /FEA=mRNA /CNT=6 /TID=Mm.41309.1 /TIER=ConsEnd /STK=4 /UG=Mm.41309 /LL=73321 /UG_GENE=1700042O
MOE430_2_1430224_at 13.2 6 A A 0.35 0.69 -1.2 NC 0.5 gb:AK006001.1 /DB_XREF=gi:12838873 /FEA=mRNA /CNT=6 /TID=Mm.80928.1 /TIER=ConsEnd /STK=3 /UG=Mm.80928 /LL=71856 /UG_GENE=1700015L
MOE430_2_1430587_at 19.3 8 A A 0.17 0.21 -1.2 NC 0.78 gb:AK016918.1 /DB_XREF=gi:12855905 /FEA=mRNA /CNT=11 /TID=Mm.34749.1 /TIER=ConsEnd /STK=1 /UG=Mm.34749 /LL=71169 /UG_GENE=4933425
MOE430_2_1430760_a_ 3.1 0.4 A A 0.45 0.82 -1.2 NC 0.69 gb:AV284294 /DB_XREF=gi:6277043 /DB_XREF=AV284294 /CLONE=4933440F11 /FEA=mRNA /CNT=5 /TID=Mm.79212.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431479_at 1.4 0.7 A A 0.72 0.91 -1.2 NC 0.86 gb:AK014961.1 /DB_XREF=gi:12853101 /FEA=mRNA /CNT=3 /TID=Mm.158484.1 /TIER=ConsEnd /STK=2 /UG=Mm.158484 /LL=70901 /UG_GENE=492152
MOE430_2_1431964_at 5.1 3 A A 0.39 0.53 -1.2 NC 0.58 gb:AK014921.1 /DB_XREF=gi:12853042 /FEA=mRNA /CNT=1 /TID=Mm.158489.1 /TIER=ConsEnd /STK=0 /UG=Mm.158489 /LL=70912 /UG_GENE=492151
MOE430_2_1432145_at 7.7 2.1 A A 0.27 0.66 -1.2 NC 0.9 gb:AK009506.1 /DB_XREF=gi:12844343 /FEA=mRNA /CNT=1 /TID=Mm.158291.1 /TIER=ConsEnd /STK=0 /UG=Mm.158291 /LL=69593 /UG_GENE=231002
MOE430_2_1432171_at 3.1 1.1 A A 0.33 0.6 -1.2 NC 0.88 gb:AK016753.1 /DB_XREF=gi:12855657 /FEA=mRNA /CNT=1 /TID=Mm.66969.2 /TIER=ConsEnd /STK=0 /UG=Mm.66969 /LL=74668 /UG_GENE=4930435E
MOE430_2_1432194_at 6.2 2 M A 0.05 0.6 -1.2 NC 0.63 gb:AK020565.1 /DB_XREF=gi:12861183 /FEA=mRNA /CNT=1 /TID=Mm.159922.1 /TIER=ConsEnd /STK=0 /UG=Mm.159922 /LL=77442 /UG_GENE=953002
MOE430_2_1432242_at 5.6 1.1 A A 0.5 0.8 -1.2 NC 0.93 gb:AK015409.1 /DB_XREF=gi:12853741 /FEA=mRNA /CNT=1 /TID=Mm.158743.1 /TIER=ConsEnd /STK=0 /UG=Mm.158743 /LL=71647 /UG_GENE=493044
MOE430_2_1432278_at 5.1 1.8 A A 0.08 0.43 -1.2 NC 0.5 gb:AK015554.1 /DB_XREF=gi:12853941 /FEA=mRNA /CNT=1 /TID=Mm.195719.1 /TIER=ConsEnd /STK=0 /UG=Mm.195719 /LL=74900 /UG_GENE=493047
MOE430_2_1432375_a_ 12.7 4.5 A A 0.21 0.53 -1.2 NC 0.5 gb:AK015193.1 /DB_XREF=gi:12853433 /FEA=mRNA /CNT=1 /TID=Mm.196313.3 /TIER=ConsEnd /STK=0 /UG=Mm.196313 /LL=70060 /UG_GENE=170002
MOE430_2_1432528_at 5 2.7 A A 0.46 0.46 -1.2 NC 0.5 gb:AK006227.1 /DB_XREF=gi:12839210 /FEA=mRNA /CNT=1 /TID=Mm.159531.1 /TIER=ConsEnd /STK=0 /UG=Mm.159531 /LL=75521 /UG_GENE=170002
MOE430_2_1432796_at 2.6 1 A A 0.63 0.87 -1.2 NC 0.29 gb:AK014238.1 /DB_XREF=gi:12851959 /FEA=mRNA /CNT=2 /TID=Mm.53901.1 /TIER=ConsEnd /STK=0 /UG=Mm.53901 /LL=73202 /UG_GENE=3110067C
MOE430_2_1432809_at 5.9 1.5 A A 0.72 0.68 -1.2 NC 0.5 gb:AV209363 /DB_XREF=gi:6150155 /DB_XREF=AV209363 /CLONE=1700113P08 /FEA=mRNA /CNT=2 /TID=Mm.159165.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1433193_at 13 3.8 A A 0.27 0.6 -1.2 NC 0.5 gb:AK015305.1 /DB_XREF=gi:12853590 /FEA=mRNA /CNT=1 /TID=Mm.159277.1 /TIER=ConsEnd /STK=0 /UG=Mm.159277 /LL=74650 /UG_GENE=493043
MOE430_2_1433238_at 10.7 3.3 A A 0.14 0.46 -1.2 NC 0.62 gb:AK015415.1 /DB_XREF=gi:12853750 /FEA=mRNA /CNT=1 /TID=Mm.159105.1 /TIER=ConsEnd /STK=0 /UG=Mm.159105 /LL=73982 /UG_GENE=493044
MOE430_2_1433258_at 4 2.3 A A 0.27 0.85 -1.2 NC 0.72 gb:AK020729.1 /DB_XREF=gi:12861404 /FEA=mRNA /CNT=1 /TID=Mm.160022.1 /TIER=ConsEnd /STK=0 /UG=Mm.160022 /LL=77919 /UG_GENE=A33010
MOE430_2_1433269_at 3.2 1 A A 0.6 0.94 -1.2 NC 0.62 gb:AK016108.1 /DB_XREF=gi:12854719 /FEA=mRNA /CNT=1 /TID=Mm.159476.1 /TIER=ConsEnd /STK=0 /UG=Mm.159476 /LL=75246 /UG_GENE=493055
MOE430_2_1433285_at 2 1 A A 0.69 0.95 -1.2 NC 0.91 gb:AK020387.1 /DB_XREF=gi:12860961 /FEA=mRNA /CNT=1 /TID=Mm.159934.1 /TIER=ConsEnd /STK=0 /UG=Mm.159934 /LL=77518 /UG_GENE=933017
MOE430_2_1433378_at 6.6 2.1 A A 0.19 0.46 -1.2 NC 0.92 gb:AK020425.1 /DB_XREF=gi:12861005 /FEA=mRNA /CNT=1 /TID=Mm.159877.1 /TIER=ConsEnd /STK=0 /UG=Mm.159877 /LL=77250 /UG_GENE=943001
MOE430_2_1433393_at 2.7 1.2 A A 0.72 0.82 -1.2 NC 0.35 gb:AK014370.1 /DB_XREF=gi:12852175 /FEA=mRNA /CNT=1 /TID=Mm.158818.1 /TIER=ConsEnd /STK=0 /UG=Mm.158818 /LL=72411 /UG_GENE=330000
MOE430_2_1433529_at 210.2 96.8 P P 0.000244 0.000244 -1.2 D 0.99 gb:AU067747 /DB_XREF=gi:4968484 /DB_XREF=AU067747 /CLONE=MNCb-1405 /FEA=EST /CNT=117 /TID=Mm.28649.1 /TIER=Stack /STK=106 /UG=Mm
MOE430_2_1433877_at 76.7 27.5 P P 0.02 0.02 -1.2 D 0.99 gb:BB407092 /DB_XREF=gi:15411885 /DB_XREF=BB407092 /CLONE=C330049G02 /FEA=EST /CNT=63 /TID=Mm.204656.1 /TIER=Stack /STK=55 /UG=M
MOE430_2_1434146_at 3.8 2.4 A A 0.46 0.5 -1.2 NC 0.6 gb:BB749143 /DB_XREF=gi:16153379 /DB_XREF=BB749143 /CLONE=G030102O13 /FEA=EST /CNT=42 /TID=Mm.133488.1 /TIER=Stack /STK=41 /UG=M
MOE430_2_1434489_at 17.7 6.4 P A 0.03 0.23 -1.2 NC 0.86 gb:AI481208 /DB_XREF=gi:4374434 /DB_XREF=vh20f01.x1 /CLONE=IMAGE:876025 /FEA=EST /CNT=57 /TID=Mm.34554.2 /TIER=Stack /STK=31 /UG=Mm
MOE430_2_1434874_x_ 13.2 12.4 A A 0.53 0.56 -1.2 NC 0.5 gb:BB115902 /DB_XREF=gi:8768470 /DB_XREF=BB115902 /CLONE=9530052H15 /FEA=EST /CNT=25 /TID=Mm.27644.1 /TIER=Stack /STK=24 /UG=Mm.2
MOE430_2_1435040_at 389.7 136 P P 0.000244 0.000244 -1.2 D 0.99 gb:AV228493 /DB_XREF=gi:16385552 /DB_XREF=AV228493 /CLONE=4432416I15 /FEA=EST /CNT=39 /TID=Mm.35559.1 /TIER=Stack /STK=21 /UG=Mm.
MOE430_2_1435269_at 16.3 7.7 A A 0.21 0.24 -1.2 NC 0.5 gb:BF730076 /DB_XREF=gi:12047940 /DB_XREF=mab59a01.x1 /CLONE=IMAGE:3974305 /FEA=EST /CNT=22 /TID=Mm.45225.2 /TIER=Stack /STK=18 /U
MOE430_2_1435405_at 13.6 4.6 A A 0.27 0.46 -1.2 NC 0.58 gb:BF020504 /DB_XREF=gi:10751836 /DB_XREF=ux20b12.x1 /CLONE=IMAGE:3472031 /FEA=EST /CNT=20 /TID=Mm.981.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435418_at 9.3 2.4 A A 0.66 0.42 -1.2 NC 0.18 gb:AV330315 /DB_XREF=gi:15406370 /DB_XREF=AV330315 /CLONE=6330513A04 /FEA=EST /CNT=21 /TID=Mm.20839.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1435436_at 567.6 241.2 P P 0.000244 0.000244 -1.2 D 0.99 gb:BI647951 /DB_XREF=gi:15562187 /DB_XREF=603276037F1 /CLONE=IMAGE:5316560 /FEA=EST /CNT=46 /TID=Mm.87705.1 /TIER=Stack /STK=16 /UG
MOE430_2_1435537_at 13.8 3.1 A A 0.08 0.53 -1.2 NC 0.75 gb:BB075247 /DB_XREF=gi:15406865 /DB_XREF=BB075247 /CLONE=9330106B22 /FEA=EST /CNT=36 /TID=Mm.41736.2 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435790_at 6 3.7 A A 0.69 0.46 -1.2 NC 0.01 gb:BG864960 /DB_XREF=gi:14215498 /DB_XREF=602799421F1 /CLONE=IMAGE:4934884 /FEA=EST /CNT=18 /TID=Mm.32720.1 /TIER=Stack /STK=13 /U
MOE430_2_1435852_at 21.2 9.1 A A 0.17 0.33 -1.2 NC 0.75 gb:BB459220 /DB_XREF=gi:16426378 /DB_XREF=BB459220 /CLONE=D130060H24 /FEA=EST /CNT=13 /TID=Mm.44948.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1435876_at 0.5 0.2 A A 0.53 0.87 -1.2 NC 0.87 gb:BM230059 /DB_XREF=gi:17793175 /DB_XREF=K0289C02-3 /CLONE=K0289C02 /FEA=EST /CNT=27 /TID=Mm.27549.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436195_at 153.9 75.3 P P 0.000244 0.000732 -1.2 D 0.99 gb:BM933144 /DB_XREF=gi:19392296 /DB_XREF=UI-M-BH3-brx-a-05-0-UI.r1 /CLONE=UI-M-BH3-brx-a-05-0-UI /FEA=EST /CNT=23 /TID=Mm.116770
MOE430_2_1436521_at 13.8 5.7 A A 0.27 0.27 -1.2 NC 0.5 gb:AI596194 /DB_XREF=gi:4605242 /DB_XREF=uk23b11.x1 /CLONE=IMAGE:1969821 /FEA=EST /CNT=23 /TID=Mm.36796.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436743_at 5.5 2.2 A A 0.43 0.43 -1.2 NC 0.49 gb:BB543585 /DB_XREF=gi:9614808 /DB_XREF=BB543585 /CLONE=E130211C21 /FEA=EST /CNT=87 /TID=Mm.100843.1 /TIER=Stack /STK=72 /UG=Mm
MOE430_2_1437306_at 32.4 17.3 M A 0.05 0.14 -1.2 NC 0.99 gb:BG071013 /DB_XREF=gi:12553582 /DB_XREF=H3093G05-3 /CLONE=H3093G05 /FEA=EST /CNT=28 /TID=Mm.12522.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437528_x_ 0.3 0.2 A A 0.82 0.99 -1.2 NC 0.83 gb:BB318702 /DB_XREF=gi:9025737 /DB_XREF=BB318702 /CLONE=B230376K23 /FEA=EST /CNT=17 /TID=Mm.46698.3 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1438077_at 2.5 1.4 A A 0.6 0.69 -1.2 NC 0.46 gb:BG068054 /DB_XREF=gi:12550623 /DB_XREF=H3061C04-3 /CLONE=H3061C04 /FEA=EST /CNT=20 /TID=Mm.22313.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438224_at 10 6.3 A A 0.27 0.33 -1.2 NC 0.5 gb:BE572265 /DB_XREF=gi:9815985 /DB_XREF=601330155F1 /CLONE=IMAGE:3707724 /FEA=EST /CNT=18 /TID=Mm.33246.1 /TIER=Stack /STK=11 /UG
MOE430_2_1438237_at 12.6 6.5 A A 0.36 0.6 -1.2 NC 0.71 gb:BM198106 /DB_XREF=gi:17750520 /DB_XREF=C0355D03-3 /CLONE=C0355D03 /FEA=EST /CNT=18 /TID=Mm.21900.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438251_x_ 277.1 94.8 P P 0.001953 0.001221 -1.2 D 0.99 gb:BB559067 /DB_XREF=gi:9645433 /DB_XREF=BB559067 /CLONE=E330037D02 /FEA=EST /CNT=15 /TID=Mm.30156.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438344_at 2.4 1 A A 0.63 0.87 -1.2 NC 0.53 gb:AV334098 /DB_XREF=gi:16396281 /DB_XREF=AV334098 /CLONE=6330554B22 /FEA=EST /CNT=11 /TID=Mm.133582.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438367_x_ 24.8 9.8 M A 0.05 0.24 -1.2 NC 0.94 gb:BB495385 /DB_XREF=gi:9467138 /DB_XREF=BB495385 /CLONE=D530048B15 /FEA=EST /CNT=11 /TID=Mm.5021.6 /TIER=Stack /STK=11 /UG=Mm.5
MOE430_2_1438393_at 2.8 0.8 A A 0.69 0.82 -1.2 NC 0.5 gb:BB700210 /DB_XREF=gi:16049034 /DB_XREF=BB700210 /CLONE=7420418O13 /FEA=EST /CNT=11 /TID=Mm.100444.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438609_x_ 14 3.8 A A 0.36 0.24 -1.2 NC 0.03 gb:AV007148 /DB_XREF=gi:4784135 /DB_XREF=AV007148 /CLONE=1110003C01 /FEA=EST /CNT=10 /TID=Mm.39469.3 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438639_x_ 4.9 2 A A 0.8 0.84 -1.2 NC 0.5 gb:BB045793 /DB_XREF=gi:8452179 /DB_XREF=BB045793 /CLONE=6030496L20 /FEA=EST /CNT=10 /TID=Mm.90507.1 /TIER=Stack /STK=10 /UG=Mm.9
MOE430_2_1438766_at 18.5 8.4 A A 0.19 0.21 -1.2 NC 0.5 gb:AV001197 /DB_XREF=gi:16356018 /DB_XREF=AV001197 /CLONE=0610011E17 /FEA=EST /CNT=17 /TID=Mm.67851.1 /TIER=Stack /STK=9 /UG=Mm.6
MOE430_2_1438772_at 5.6 1.8 A A 0.39 0.69 -1.2 NC 0.54 gb:BB227141 /DB_XREF=gi:16354077 /DB_XREF=BB227141 /CLONE=A630002D23 /FEA=EST /CNT=12 /TID=Mm.121689.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438807_at 22.7 11.3 A A 0.08 0.19 -1.2 NC 0.5 gb:BB251000 /DB_XREF=gi:16355834 /DB_XREF=BB251000 /CLONE=A730044B04 /FEA=EST /CNT=11 /TID=Mm.38819.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438820_at 5.6 0.5 A A 0.33 0.46 -1.2 NC 0.42 gb:AV225034 /DB_XREF=gi:16385154 /DB_XREF=AV225034 /CLONE=3830425G12 /FEA=EST /CNT=10 /TID=Mm.50751.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438911_at 17.7 7.6 P A 0.03 0.14 -1.2 NC 0.91 gb:BB283891 /DB_XREF=gi:8984340 /DB_XREF=BB283891 /CLONE=A930103L09 /FEA=EST /CNT=9 /TID=Mm.126500.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438949_at 18.4 6.4 A A 0.39 0.39 -1.2 NC 0.39 gb:BB533403 /DB_XREF=gi:9585332 /DB_XREF=BB533403 /CLONE=E030030A10 /FEA=EST /CNT=9 /TID=Mm.34315.7 /TIER=Stack /STK=9 /UG=Mm.34
MOE430_2_1439130_at 3.2 0.6 A A 0.75 0.91 -1.2 NC 0.69 gb:BB131502 /DB_XREF=gi:16266382 /DB_XREF=BB131502 /CLONE=9630053I10 /FEA=EST /CNT=11 /TID=Mm.132283.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439254_at 4.3 1.6 A A 0.56 0.66 -1.2 NC 0.31 gb:BE981392 /DB_XREF=gi:10650453 /DB_XREF=UI-M-CG0p-bdb-f-10-0-UI.s1 /CLONE=UI-M-CG0p-bdb-f-10-0-UI /FEA=EST /CNT=9 /TID=Mm.13139
MOE430_2_1439304_at 8.1 4.7 P A 0.01 0.3 -1.2 MD 0.99 gb:BM242340 /DB_XREF=gi:17877610 /DB_XREF=K0630F12-3 /CLONE=K0630F12 /FEA=EST /CNT=8 /TID=Mm.201305.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439329_a_ 7.3 4.1 A A 0.39 0.55 -1.2 NC 0.5 gb:BE981414 /DB_XREF=gi:10650497 /DB_XREF=UI-M-CG0p-bdb-h-08-0-UI.s1 /CLONE=UI-M-CG0p-bdb-h-08-0-UI /FEA=EST /CNT=8 /TID=Mm.4121
MOE430_2_1439369_x_ 73.3 30.4 A A 0.06 0.06 -1.2 NC 0.99 gb:AV002797 /DB_XREF=gi:4779647 /DB_XREF=AV002797 /CLONE=0610020H24 /FEA=EST /CNT=8 /TID=Mm.21587.4 /TIER=Stack /STK=8 /UG=Mm.215
MOE430_2_1439816_at 21.4 7.6 P A 0.000244 0.18 -1.2 D 0.99 gb:BM120676 /DB_XREF=gi:17088702 /DB_XREF=L0942G08-3 /CLONE=L0942G08 /FEA=EST /CNT=10 /TID=Mm.94288.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440060_at 7.4 2.5 A A 0.56 0.39 -1.2 NC 0.1 gb:AV306340 /DB_XREF=gi:16393790 /DB_XREF=AV306340 /CLONE=5730539D01 /FEA=EST /CNT=6 /TID=Mm.145294.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440112_at 16.3 8.8 P A 0.01 0.11 -1.2 NC 0.98 gb:BB132359 /DB_XREF=gi:16266473 /DB_XREF=BB132359 /CLONE=9630061D19 /FEA=EST /CNT=6 /TID=Mm.125651.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440127_a_ 5.3 2.5 A A 0.46 0.63 -1.2 NC 0.71 gb:AW123182 /DB_XREF=gi:6098712 /DB_XREF=UI-M-BH2.1-apd-f-02-0-UI.s1 /CLONE=UI-M-BH2.1-apd-f-02-0-UI /FEA=EST /CNT=6 /TID=Mm.71030
MOE430_2_1440147_at 5.9 1.2 A A 0.3 0.53 -1.2 NC 0.5 gb:BM118120 /DB_XREF=gi:17081138 /DB_XREF=L0860F07-3 /CLONE=L0860F07 /FEA=EST /CNT=6 /TID=Mm.39578.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440213_a_ 6 3.1 A A 0.39 0.56 -1.2 NC 0.5 gb:BE200030 /DB_XREF=gi:8712199 /DB_XREF=ug72f04.x1 /CLONE=IMAGE:1547935 /FEA=EST /CNT=10 /TID=Mm.18422.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440484_at 4.7 2.2 A A 0.11 0.36 -1.2 NC 0.5 gb:BB525782 /DB_XREF=gi:16444209 /DB_XREF=BB525782 /CLONE=D930029E11 /FEA=EST /CNT=8 /TID=Mm.138002.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440549_at 11 5.4 P A 0.04 0.24 -1.2 NC 0.68 gb:BM207373 /DB_XREF=gi:17763172 /DB_XREF=C0611H03-3 /CLONE=C0611H03 /FEA=EST /CNT=5 /TID=Mm.214699.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440617_at 24 10.7 P A 0.000732 0.14 -1.2 D 0.99 gb:BB072673 /DB_XREF=gi:16260159 /DB_XREF=BB072673 /CLONE=9030616D13 /FEA=EST /CNT=5 /TID=Mm.183897.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440704_at 2.6 1.5 A A 0.5 0.6 -1.2 NC 0.77 gb:BM248364 /DB_XREF=gi:17883634 /DB_XREF=K0815G01-3 /CLONE=K0815G01 /FEA=EST /CNT=5 /TID=Mm.121561.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440739_at 35.5 13.1 P P 0.000244 0.01 -1.2 D 0.99 gb:AW228853 /DB_XREF=gi:6558149 /DB_XREF=up22h04.x1 /CLONE=IMAGE:2655127 /FEA=EST /CNT=5 /TID=Mm.199554.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440788_at 12.9 2.2 A A 0.3 0.74 -1.2 NC 0.83 gb:BB316368 /DB_XREF=gi:9023403 /DB_XREF=BB316368 /CLONE=B230364B04 /FEA=EST /CNT=5 /TID=Mm.128599.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440848_at 5.3 2.1 A A 0.43 0.6 -1.2 NC 0.5 gb:BE628680 /DB_XREF=gi:9911368 /DB_XREF=uu06a03.x1 /CLONE=IMAGE:3371116 /FEA=EST /CNT=13 /TID=Mm.24401.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1441284_at 2.8 1.2 A A 0.72 0.91 -1.2 NC 0.5 gb:BB283819 /DB_XREF=gi:8984268 /DB_XREF=BB283819 /CLONE=A930103H11 /FEA=EST /CNT=5 /TID=Mm.55194.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441338_at 15.7 2.9 A A 0.11 0.53 -1.2 NC 0.5 gb:BB036132 /DB_XREF=gi:16258356 /DB_XREF=BB036132 /CLONE=5930412G12 /FEA=EST /CNT=6 /TID=Mm.187787.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441389_at 227.8 106.3 P P 0.000244 0.000244 -1.2 D 0.99 gb:BB045448 /DB_XREF=gi:16259351 /DB_XREF=BB045448 /CLONE=6030495D02 /FEA=EST /CNT=5 /TID=Mm.183689.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441595_at 1.4 0.6 A A 0.75 0.85 -1.2 NC 0.5 gb:BM239778 /DB_XREF=gi:17875048 /DB_XREF=K0540A12-3 /CLONE=K0540A12 /FEA=EST /CNT=4 /TID=Mm.215789.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441605_at 4.4 2.1 A A 0.33 0.87 -1.2 NC 0.95 gb:BB229621 /DB_XREF=gi:16354315 /DB_XREF=BB229621 /CLONE=A630022M13 /FEA=EST /CNT=4 /TID=Mm.213281.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441618_at 11.6 4.7 P A 0.03 0.36 -1.2 NC 0.87 gb:BG065709 /DB_XREF=gi:12548272 /DB_XREF=H3034C12-3 /CLONE=H3034C12 /FEA=EST /CNT=4 /TID=Mm.31117.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441836_x_ 1.6 0.6 A A 0.56 0.96 -1.2 NC 0.83 gb:AV045004 /DB_XREF=gi:4864669 /DB_XREF=AV045004 /CLONE=1700040M13 /FEA=EST /CNT=4 /TID=Mm.177870.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441859_x_ 0.3 0.3 A A 0.93 0.91 -1.2 NC 0.77 gb:BB167026 /DB_XREF=gi:8822967 /DB_XREF=BB167026 /CLONE=A130091E03 /FEA=EST /CNT=4 /TID=Mm.155692.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441928_x_ 56.8 27 P A 0.00293 0.11 -1.2 NC 0.57 gb:BB139475 /DB_XREF=gi:8794412 /DB_XREF=BB139475 /CLONE=9830164P18 /FEA=EST /CNT=4 /TID=Mm.131755.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441950_s_ 2.5 0.7 A A 0.6 0.98 -1.2 NC 0.94 gb:AV064063 /DB_XREF=gi:5183891 /DB_XREF=AV064063 /CLONE=2010009D24 /FEA=EST /CNT=4 /TID=Mm.46328.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442191_at 8.6 6.2 A A 0.11 0.46 -1.2 NC 0.76 gb:BB179576 /DB_XREF=gi:16269959 /DB_XREF=BB179576 /CLONE=A230079O06 /FEA=EST /CNT=6 /TID=Mm.100005.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442230_at 2.8 0.7 A A 0.53 0.91 -1.2 NC 0.62 gb:BG081925 /DB_XREF=gi:12564493 /DB_XREF=H3070E07-5 /CLONE=H3070E07 /FEA=EST /CNT=5 /TID=Mm.173699.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442260_at 8.6 2.5 A A 0.39 0.5 -1.2 NC 0.2 gb:BB278985 /DB_XREF=gi:15411024 /DB_XREF=BB278985 /CLONE=A930014J19 /FEA=EST /CNT=5 /TID=Mm.131657.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442387_at 9.8 6.3 A A 0.11 0.46 -1.2 NC 0.5 gb:AI503297 /DB_XREF=gi:4401148 /DB_XREF=vn81h01.x1 /CLONE=IMAGE:1038385 /FEA=EST /CNT=5 /TID=Mm.212876.1 /TIER=ConsEnd /STK=3 /UG=



MOE430_2_1442450_at 7.4 1.1 A A 0.39 0.53 -1.2 NC 0.5 gb:BG068042 /DB_XREF=gi:12550611 /DB_XREF=H3061B03-3 /CLONE=H3061B03 /FEA=EST /CNT=4 /TID=Mm.155628.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442592_at 11.5 5 A A 0.3 0.46 -1.2 NC 0.5 gb:BB476336 /DB_XREF=gi:16440156 /DB_XREF=BB476336 /CLONE=D330017N13 /FEA=EST /CNT=4 /TID=Mm.153261.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442680_at 4.7 1.8 A A 0.56 0.56 -1.2 NC 0.14 gb:AW548716 /DB_XREF=gi:7194139 /DB_XREF=L0040E11-3 /CLONE=L0040E11 /FEA=EST /CNT=4 /TID=Mm.156925.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442700_at 4.8 2.6 A A 0.39 0.66 -1.2 NC 0.62 gb:BG793493 /DB_XREF=gi:14129063 /DB_XREF=UTSW_SM12G8 /CLONE=UTSW_SM12G8 /FEA=EST /CNT=4 /TID=Mm.45913.1 /TIER=ConsEnd /STK=3 
MOE430_2_1442704_at 6.6 1.6 A A 0.14 0.19 -1.2 NC 0.5 gb:BM250739 /DB_XREF=gi:17886009 /DB_XREF=K0854E03-3 /CLONE=K0854E03 /FEA=EST /CNT=4 /TID=Mm.214935.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442781_at 12 6.5 M A 0.05 0.39 -1.2 NC 0.5 gb:BB134886 /DB_XREF=gi:8789823 /DB_XREF=BB134886 /CLONE=9830119M18 /FEA=EST /CNT=4 /TID=Mm.130857.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442955_at 6.8 2.6 A A 0.39 0.33 -1.2 NC 0.05 gb:BG069257 /DB_XREF=gi:12551826 /DB_XREF=H3074D10-3 /CLONE=H3074D10 /FEA=EST /CNT=3 /TID=Mm.103987.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443237_at 3.8 2.1 A A 0.36 0.39 -1.2 NC 0.5 gb:BB539486 /DB_XREF=gi:16447031 /DB_XREF=BB539486 /CLONE=E130019E14 /FEA=EST /CNT=3 /TID=Mm.207806.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443273_at 2.4 1.5 A A 0.45 0.5 -1.2 NC 0.46 gb:BB529019 /DB_XREF=gi:16445527 /DB_XREF=BB529019 /CLONE=D930049I16 /FEA=EST /CNT=3 /TID=Mm.213365.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443322_at 4.2 1.1 A A 0.33 0.53 -1.2 NC 0.5 gb:AV328597 /DB_XREF=gi:15406336 /DB_XREF=AV328597 /CLONE=6330442M07 /FEA=EST /CNT=3 /TID=Mm.91794.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443627_at 9 3.1 A A 0.21 0.43 -1.2 NC 0.5 gb:BE952812 /DB_XREF=gi:10593671 /DB_XREF=UI-M-BH4-azk-d-05-0-UI.s1 /CLONE=UI-M-BH4-azk-d-05-0-UI /FEA=EST /CNT=3 /TID=Mm.150918.1
MOE430_2_1443702_at 3.5 0.5 A A 0.43 0.98 -1.2 NC 0.96 gb:BE197560 /DB_XREF=gi:8709729 /DB_XREF=us74g04.x1 /CLONE=IMAGE:3256950 /FEA=EST /CNT=3 /TID=Mm.133082.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443743_at 2.7 0.6 A A 0.45 0.85 -1.2 NC 0.93 gb:AV046402 /DB_XREF=gi:4866067 /DB_XREF=AV046402 /CLONE=1700054O13 /FEA=EST /CNT=3 /TID=Mm.71180.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444032_at 5.5 1.5 A A 0.46 0.43 -1.2 NC 0.15 gb:AI746421 /DB_XREF=gi:5124685 /DB_XREF=ul06h02.x1 /CLONE=IMAGE:2065299 /FEA=EST /CNT=6 /TID=Mm.218561.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444069_at 2.7 2.9 A A 0.66 0.8 -1.2 NC 0.5 gb:AW557842 /DB_XREF=gi:7203271 /DB_XREF=L0287C08-3 /CLONE=L0287C08 /FEA=EST /CNT=7 /TID=Mm.103258.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444218_at 10.2 4 P A 0.01 0.53 -1.2 NC 0.95 gb:AI117684 /DB_XREF=gi:3518008 /DB_XREF=ui48e07.x1 /CLONE=IMAGE:1885668 /FEA=EST /CNT=5 /TID=Mm.28735.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444224_at 10.3 5.7 A A 0.11 0.33 -1.2 NC 0.75 gb:AI550170 /DB_XREF=gi:4482533 /DB_XREF=mn19g01.y1 /CLONE=IMAGE:538416 /FEA=EST /CNT=5 /TID=Mm.105246.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444300_at 3.6 1.4 A A 0.69 0.78 -1.2 NC 0.65 gb:BE947846 /DB_XREF=gi:10525605 /DB_XREF=UI-M-BH3-axe-a-12-0-UI.s1 /CLONE=UI-M-BH3-axe-a-12-0-UI /FEA=EST /CNT=5 /TID=Mm.150402.
MOE430_2_1444388_at 9.8 2.8 A A 0.36 0.53 -1.2 NC 0.5 gb:BB020727 /DB_XREF=gi:16257658 /DB_XREF=BB020727 /CLONE=5330403F21 /FEA=EST /CNT=4 /TID=Mm.183515.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444393_at 3.7 1.5 A A 0.66 0.88 -1.2 NC 0.5 gb:BB525809 /DB_XREF=gi:16444211 /DB_XREF=BB525809 /CLONE=D930029H24 /FEA=EST /CNT=4 /TID=Mm.208684.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444477_at 9.7 2.7 A A 0.36 0.43 -1.2 NC 0.5 gb:AW492301 /DB_XREF=gi:7062582 /DB_XREF=UI-M-BH3-atl-h-02-0-UI.s1 /CLONE=UI-M-BH3-atl-h-02-0-UI /FEA=EST /CNT=4 /TID=Mm.102055.1 /
MOE430_2_1444804_at 2 1 A A 0.85 0.93 -1.2 NC 0.62 gb:BG065832 /DB_XREF=gi:12548395 /DB_XREF=H3035G05-3 /CLONE=H3035G05 /FEA=EST /CNT=3 /TID=Mm.154695.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444817_at 15.5 4 P A 0.001221 0.19 -1.2 NC 0.86 gb:BG076348 /DB_XREF=gi:12558917 /DB_XREF=H3158F08-3 /CLONE=H3158F08 /FEA=EST /CNT=3 /TID=Mm.194267.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444889_at 36.9 16.9 P P 0.001953 0.03 -1.2 NC 0.99 gb:BB537004 /DB_XREF=gi:16446735 /DB_XREF=BB537004 /CLONE=E130003L17 /FEA=EST /CNT=3 /TID=Mm.216134.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444980_at 5.1 2.3 A A 0.32 0.66 -1.2 NC 0.87 gb:BE996518 /DB_XREF=gi:10681366 /DB_XREF=UI-M-CG0p-big-c-09-0-UI.s1 /CLONE=UI-M-CG0p-big-c-09-0-UI /FEA=EST /CNT=3 /TID=Mm.153232
MOE430_2_1445045_at 2.7 1 A A 0.75 0.78 -1.2 NC 0.55 gb:C75994 /DB_XREF=gi:2516324 /DB_XREF=C75994 /CLONE=J0001F09 /FEA=EST /CNT=3 /TID=Mm.149570.2 /TIER=ConsEnd /STK=2 /UG=Mm.14957
MOE430_2_1445056_at 11.8 7.3 A A 0.09 0.39 -1.2 NC 0.84 gb:AV380845 /DB_XREF=gi:16398237 /DB_XREF=AV380845 /CLONE=9230102K24 /FEA=EST /CNT=3 /TID=Mm.44986.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445237_at 2.3 0.6 A A 0.71 0.91 -1.2 NC 0.5 gb:BG071753 /DB_XREF=gi:12554322 /DB_XREF=H3102G12-3 /CLONE=H3102G12 /FEA=EST /CNT=3 /TID=Mm.17805.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445289_at 4 1.6 A A 0.6 0.72 -1.2 NC 0.48 gb:BG071377 /DB_XREF=gi:12553957 /DB_XREF=H3098C05-3 /CLONE=H3098C05 /FEA=EST /CNT=3 /TID=Mm.173883.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445399_at 1.9 1.4 A A 0.56 0.69 -1.2 NC 0.5 gb:AV294178 /DB_XREF=gi:16392586 /DB_XREF=AV294178 /CLONE=5530402E10 /FEA=EST /CNT=3 /TID=Mm.85557.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445452_at 14.1 4.7 A A 0.09 0.63 -1.2 NC 0.57 gb:BB218245 /DB_XREF=gi:16353275 /DB_XREF=BB218245 /CLONE=A530048J22 /FEA=EST /CNT=3 /TID=Mm.123297.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445471_at 8 4.5 A A 0.24 0.43 -1.2 NC 0.36 gb:BG075398 /DB_XREF=gi:12557967 /DB_XREF=H3146G03-3 /CLONE=H3146G03 /FEA=EST /CNT=3 /TID=Mm.103162.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445798_at 6.4 1.6 A A 0.14 0.6 -1.2 NC 0.51 gb:BB297161 /DB_XREF=gi:16401959 /DB_XREF=BB297161 /CLONE=B130052P05 /FEA=EST /CNT=3 /TID=Mm.211138.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446109_at 20.2 7.7 A A 0.29 0.24 -1.2 NC 0.5 gb:BB038935 /DB_XREF=gi:16258521 /DB_XREF=BB038935 /CLONE=6030410O16 /FEA=EST /CNT=2 /TID=Mm.209277.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446126_at 7.3 4 A A 0.19 0.27 -1.2 NC 0.5 gb:BG076050 /DB_XREF=gi:12558619 /DB_XREF=H3155A07-3 /CLONE=H3155A07 /FEA=EST /CNT=2 /TID=Mm.182857.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446142_at 8.6 2.4 A A 0.3 0.56 -1.2 NC 0.75 gb:BB366293 /DB_XREF=gi:16406417 /DB_XREF=BB366293 /CLONE=C130033B14 /FEA=EST /CNT=2 /TID=Mm.126760.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446238_at 17.7 6.9 A A 0.12 0.46 -1.2 NC 0.62 gb:AV275253 /DB_XREF=gi:16390641 /DB_XREF=AV275253 /CLONE=4932427E03 /FEA=EST /CNT=2 /TID=Mm.32693.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446355_at 2.8 0.8 A A 0.75 0.8 -1.2 NC 0.68 gb:BB256846 /DB_XREF=gi:16399660 /DB_XREF=BB256846 /CLONE=A730075L14 /FEA=EST /CNT=2 /TID=Mm.208353.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446409_at 4.4 2.4 A A 0.75 0.59 -1.2 NC 0.03 gb:BB002028 /DB_XREF=gi:16214709 /DB_XREF=BB002028 /CLONE=4631414F19 /FEA=EST /CNT=2 /TID=Mm.213062.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446531_at 10 2.8 A A 0.06 0.43 -1.2 NC 0.58 gb:C77533 /DB_XREF=gi:2517863 /DB_XREF=C77533 /CLONE=J0033A09 /FEA=EST /CNT=2 /TID=Mm.172640.1 /TIER=ConsEnd /STK=2 /UG=Mm.17264
MOE430_2_1446545_at 0.8 0.7 A A 0.53 0.96 -1.2 NC 0.86 gb:BB452161 /DB_XREF=gi:16425630 /DB_XREF=BB452161 /CLONE=D130015G17 /FEA=EST /CNT=2 /TID=Mm.209231.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446670_at 10.3 4.1 A A 0.19 0.36 -1.2 NC 0.5 gb:BM241206 /DB_XREF=gi:17876476 /DB_XREF=K0613F11-3 /CLONE=K0613F11 /FEA=EST /CNT=2 /TID=Mm.215836.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446826_at 2.5 0.5 A A 0.66 0.95 -1.2 NC 0.65 gb:BB125172 /DB_XREF=gi:15408195 /DB_XREF=BB125172 /CLONE=9630003J20 /FEA=EST /CNT=2 /TID=Mm.186527.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446989_at 2.5 0.9 A A 0.53 0.96 -1.2 NC 0.84 gb:AU042951 /DB_XREF=gi:3957186 /DB_XREF=AU042951 /CLONE=J1036D09 /FEA=EST /CNT=2 /TID=Mm.17705.1 /TIER=ConsEnd /STK=2 /UG=Mm.17
MOE430_2_1447003_at 20.2 7.8 P A 0.03 0.42 -1.2 NC 0.86 gb:AW553679 /DB_XREF=gi:7199102 /DB_XREF=L0230D04-3 /CLONE=L0230D04 /FEA=EST /CNT=2 /TID=Mm.182732.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447222_at 6.7 2.4 A A 0.24 0.56 -1.2 NC 0.5 gb:AI854582 /DB_XREF=gi:5498488 /DB_XREF=UI-M-BH0-ake-a-07-0-UI.s1 /CLONE=UI-M-BH0-ake-a-07-0-UI /FEA=EST /CNT=2 /TID=Mm.86619.1 /T
MOE430_2_1447365_at 5.1 3.4 A A 0.53 0.63 -1.2 NC 0.74 gb:BE944943 /DB_XREF=gi:10522702 /DB_XREF=UI-M-BZ0-axh-a-01-0-UI.s1 /CLONE=UI-M-BZ0-axh-a-01-0-UI /FEA=EST /CNT=2 /TID=Mm.39674.1 
MOE430_2_1447581_at 3 0.8 A A 0.75 0.69 -1.2 NC 0.57 gb:AI427801 /DB_XREF=gi:4273727 /DB_XREF=mm32c10.x1 /CLONE=IMAGE:523218 /FEA=EST /CNT=2 /TID=Mm.23350.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447592_at 17.4 6.5 A A 0.6 0.46 -1.2 NC 0.2 gb:BB451008 /DB_XREF=gi:9312043 /DB_XREF=BB451008 /CLONE=D130007E02 /FEA=EST /CNT=2 /TID=Mm.167781.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447671_x_ 36.1 21 P A 0.04 0.19 -1.2 D 0.99 gb:BB359704 /DB_XREF=gi:9071532 /DB_XREF=BB359704 /CLONE=C030041H17 /FEA=EST /CNT=2 /TID=Mm.134612.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447749_at 12.7 3.1 A A 0.39 0.43 -1.2 NC 0.5 gb:BB419334 /DB_XREF=gi:9240689 /DB_XREF=BB419334 /CLONE=C530015L21 /FEA=EST /CNT=2 /TID=Mm.170170.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447755_at 0.9 0.8 A A 0.95 0.87 -1.2 NC 0.33 gb:BE956616 /DB_XREF=gi:10601340 /DB_XREF=UI-M-BG2-bbm-d-01-0-UI.s1 /CLONE=UI-M-BG2-bbm-d-01-0-UI /FEA=EST /CNT=2 /TID=Mm.151000
MOE430_2_1447906_at 7.8 4.6 M A 0.05 0.14 -1.2 NC 0.5 gb:BB435965 /DB_XREF=gi:9275692 /DB_XREF=BB435965 /CLONE=C820016F13 /FEA=EST /CNT=2 /TID=Mm.137759.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448063_at 116.2 49.4 P P 0.005859 0.03 -1.2 D 0.99 gb:AW226526 /DB_XREF=gi:6555822 /DB_XREF=up08f11.x1 /CLONE=IMAGE:2651469 /FEA=EST /CNT=5 /TID=Mm.215060.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1448649_at 618.8 262.5 P P 0.000244 0.000244 -1.2 D 0.99 gb:NM_007934.1 /DB_XREF=gi:6679652 /GEN=Enpep /FEA=FLmRNA /CNT=77 /TID=Mm.1193.1 /TIER=FL+Stack /STK=50 /UG=Mm.1193 /LL=13809 /DEF
MOE430_2_1448886_at 55.9 20.7 P P 0.00293 0.01 -1.2 D 0.99 gb:NM_008091.1 /DB_XREF=gi:6679950 /GEN=Gata3 /FEA=FLmRNA /CNT=79 /TID=Mm.606.1 /TIER=FL+Stack /STK=33 /UG=Mm.606 /LL=14462 /DEF=M
MOE430_2_1448891_at 4.5 2 A A 0.11 0.63 -1.2 NC 0.9 gb:BC016551.1 /DB_XREF=gi:16741468 /FEA=FLmRNA /CNT=73 /TID=Mm.45173.1 /TIER=FL+Stack /STK=33 /UG=Mm.45173 /LL=80891 /UG_GENE=Msr
MOE430_2_1449215_at 24.3 8.6 P A 0.001953 0.12 -1.2 MD 0.99 gb:NM_019723.1 /DB_XREF=gi:9790130 /GEN=Slc22a9 /FEA=FLmRNA /CNT=33 /TID=Mm.154284.1 /TIER=FL+Stack /STK=18 /UG=Mm.154284 /LL=56517
MOE430_2_1449246_at 38 16.4 A A 0.33 0.5 -1.2 NC 0.98 gb:NM_016759.1 /DB_XREF=gi:7949124 /GEN=Rap2ip /FEA=FLmRNA /CNT=32 /TID=Mm.2560.1 /TIER=FL+Stack /STK=17 /UG=Mm.2560 /LL=51799 /DE
MOE430_2_1449385_at 3.6 1.1 A A 0.5 0.5 -1.2 NC 0.5 gb:BC021836.1 /DB_XREF=gi:18256860 /FEA=FLmRNA /CNT=25 /TID=Mm.26719.1 /TIER=FL+Stack /STK=12 /UG=Mm.26719 /LL=27400 /UG_GENE=Hsd
MOE430_2_1449433_at 11.4 4.3 A A 0.46 0.39 -1.2 NC 0.44 gb:NM_033321.1 /DB_XREF=gi:15277324 /GEN=P2rx5 /FEA=FLmRNA /CNT=13 /TID=Mm.156893.1 /TIER=FL+Stack /STK=11 /UG=Mm.156893 /LL=94045
MOE430_2_1449440_at 7.6 0.8 A A 0.27 0.63 -1.2 NC 0.8 gb:NM_022883.1 /DB_XREF=gi:12584971 /GEN=Lpin3 /FEA=FLmRNA /CNT=76 /TID=Mm.61792.1 /TIER=FL+Stack /STK=10 /UG=Mm.61792 /LL=64899 /D
MOE430_2_1449465_at 6.7 2.1 A A 0.53 0.8 -1.2 NC 0.41 gb:NM_011261.1 /DB_XREF=gi:6755311 /GEN=Reln /FEA=FLmRNA /CNT=31 /TID=Mm.3057.1 /TIER=FL+Stack /STK=10 /UG=Mm.3057 /LL=19699 /DEF=
MOE430_2_1449580_s_ 50.7 26.2 P A 0.02 0.24 -1.2 NC 0.99 gb:NM_010388.1 /DB_XREF=gi:6754123 /GEN=H2-DMb2 /FEA=FLmRNA /CNT=21 /TID=Mm.195060.1 /TIER=FL /STK=6 /UG=Mm.195060 /LL=15000 /DEF
MOE430_2_1449596_at 0.4 0.3 A A 0.8 0.99 -1.2 NC 0.96 gb:C78142 /DB_XREF=gi:2518472 /DB_XREF=C78142 /CLONE=J0043D10 /FEA=EST /CNT=2 /TID=Mm.16861.1 /TIER=ConsEnd /STK=2 /UG=Mm.16861 /
MOE430_2_1449682_s_ 17.3 11.3 P A 0.03 0.17 -1.2 NC 0.99 gb:C79445 /DB_XREF=gi:2519775 /DB_XREF=C79445 /CLONE=J0066E03 /FEA=EST /CNT=1 /TID=Mm.197936.1 /TIER=ConsEnd /STK=0 /UG=Mm.19793
MOE430_2_1449703_at 6.4 4.2 A A 0.33 0.6 -1.2 NC 0.59 gb:AU016206 /DB_XREF=gi:3371210 /DB_XREF=AU016206 /CLONE=J0722A09 /FEA=EST /CNT=1 /TID=Mm.207273.1 /TIER=ConsEnd /STK=0 /UG=Mm.2
MOE430_2_1449772_at 30.9 12.8 P A 0.02 0.09 -1.2 NC 0.98 gb:C77429 /DB_XREF=gi:2517759 /DB_XREF=C77429 /CLONE=J0030H04 /FEA=EST /CNT=1 /TID=Mm.206807.1 /TIER=ConsEnd /STK=0 /UG=Mm.20680
MOE430_2_1449824_at 14.2 6.6 A A 0.06 0.23 -1.2 NC 0.83 gb:NM_021400.1 /DB_XREF=gi:10946747 /GEN=Prg4 /FEA=FLmRNA /CNT=10 /TID=Mm.212696.1 /TIER=FL /STK=6 /UG=Mm.212696 /LL=65022 /DEF=M
MOE430_2_1449911_at 8.2 3.1 A A 0.46 0.63 -1.2 NC 0.37 gb:NM_008479.1 /DB_XREF=gi:6678653 /GEN=Lag3 /FEA=FLmRNA /CNT=9 /TID=Mm.4528.1 /TIER=FL /STK=4 /UG=Mm.4528 /LL=16768 /DEF=Mus mus
MOE430_2_1450477_at 2.3 0.8 A A 0.24 0.77 -1.2 NC 0.79 gb:NM_008312.1 /DB_XREF=gi:7110636 /GEN=Htr2c /FEA=FLmRNA /CNT=10 /TID=Mm.378.1 /TIER=FL /STK=1 /UG=Mm.378 /LL=15560 /DEF=Mus musc
MOE430_2_1450521_a_ 11.8 2.9 A A 0.17 0.46 -1.2 NC 0.86 gb:NM_011558.2 /DB_XREF=gi:18373336 /GEN=Tcrg-V4 /FEA=FLmRNA /CNT=4 /TID=Mm.1289.1 /TIER=FL /STK=1 /UG=Mm.1289 /LL=21638 /DEF=Mus
MOE430_2_1450572_at 18.5 5 A A 0.17 0.39 -1.2 NC 0.5 gb:NM_007432.1 /DB_XREF=gi:6671534 /GEN=Akp3 /FEA=FLmRNA /CNT=1 /TID=Mm.46793.1 /TIER=FL /STK=1 /UG=Mm.46793 /LL=11648 /DEF=Mus m
MOE430_2_1450725_s_ 6.2 2.8 A A 0.3 0.6 -1.2 NC 0.69 gb:NM_011797.1 /DB_XREF=gi:6753263 /GEN=Car14 /FEA=FLmRNA /CNT=41 /TID=Mm.34556.1 /TIER=FL+Stack /STK=16 /UG=Mm.34556 /LL=23831 /D
MOE430_2_1450952_at 6.6 3.3 A A 0.39 0.72 -1.2 NC 0.5 gb:AV005660 /DB_XREF=gi:4782510 /DB_XREF=AV005660 /CLONE=1010001J11 /FEA=FLmRNA /CNT=193 /TID=Mm.34145.1 /TIER=Stack /STK=11 /UG
MOE430_2_1450999_a_ 6.6 1.7 A A 0.5 0.43 -1.2 NC 0.24 gb:AI507132 /DB_XREF=gi:4404983 /DB_XREF=vi78a11.x1 /CLONE=IMAGE:918332 /FEA=FLmRNA /CNT=46 /TID=Mm.46136.1 /TIER=Stack /STK=20 /UG
MOE430_2_1451837_at 10.7 4.5 P A 0.01 0.24 -1.2 NC 0.51 gb:BC024722.1 /DB_XREF=gi:19353725 /FEA=FLmRNA /CNT=5 /TID=Mm.219562.1 /TIER=FL /STK=1 /UG=Mm.219562 /DEF=Mus musculus, clone MGC:3
MOE430_2_1451934_at 3.5 2.1 A A 0.36 0.46 -1.2 NC 0.5 gb:M69069.1 /DB_XREF=gi:199795 /FEA=FLmRNA /CNT=1 /TID=Mm.33263.6 /TIER=FL /STK=1 /UG=Mm.33263 /LL=14964 /UG_GENE=H2-D1 /UG_TITLE
MOE430_2_1452141_a_ 3006.2 1268.6 P P 0.000244 0.000244 -1.2 D 0.99 gb:BC001991.1 /DB_XREF=gi:12805068 /FEA=mRNA /CNT=449 /TID=Mm.22699.2 /TIER=Stack /STK=195 /UG=Mm.22699 /LL=20363 /UG_GENE=Sepp1 /
MOE430_2_1452240_at 5.7 1.5 A A 0.43 0.82 -1.2 NC 0.75 gb:AV327653 /DB_XREF=gi:16395694 /DB_XREF=AV327653 /CLONE=6330421P05 /FEA=mRNA /CNT=161 /TID=Mm.29205.1 /TIER=Stack /STK=37 /UG=
MOE430_2_1452388_at 79.7 34.5 P P 0.01 0.03 -1.2 D 0.99 gb:AW763765 /DB_XREF=gi:7695708 /DB_XREF=ur65c12.x1 /CLONE=IMAGE:3155158 /FEA=mRNA /CNT=39 /TID=Mm.196559.1 /TIER=Stack /STK=10 /U
MOE430_2_1452504_s_ 107.5 46.9 P P 0.000244 0.000732 -1.2 D 0.99 gb:BC022594.1 /DB_XREF=gi:18490939 /FEA=mRNA /CNT=2 /TID=Mm.215165.1 /TIER=ConsEnd /STK=0 /UG=Mm.215165 /DEF=Mus musculus, Similar to
MOE430_2_1452539_a_ 3.5 1.5 A A 0.66 0.56 -1.2 NC 0.24 gb:X84237.1 /DB_XREF=gi:809045 /GEN=TCRzeta /FEA=mRNA /CNT=1 /TID=Mm.1224.5 /TIER=ConsEnd /STK=0 /UG=Mm.1224 /LL=12503 /DEF=M.mus
MOE430_2_1452613_at 17.4 13.3 P A 0.04 0.36 -1.2 NC 0.8 gb:AV070874 /DB_XREF=gi:5190702 /DB_XREF=AV070874 /CLONE=2010321A21 /FEA=mRNA /CNT=23 /TID=Mm.196321.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1452729_at 28.8 11.2 P A 0.03 0.36 -1.2 NC 0.93 gb:BE446919 /DB_XREF=gi:9446421 /DB_XREF=ut01c10.x1 /CLONE=IMAGE:3326610 /FEA=mRNA /CNT=80 /TID=Mm.732.1 /TIER=Stack /STK=57 /UG=M
MOE430_2_1453591_at 19 7.7 P A 0.00293 0.27 -1.2 NC 0.75 gb:AK017626.1 /DB_XREF=gi:12856962 /FEA=mRNA /CNT=11 /TID=Mm.216457.1 /TIER=ConsEnd /STK=1 /UG=Mm.216457 /LL=70544 /UG_GENE=57304
MOE430_2_1453690_at 1.5 1.3 A A 0.36 0.69 -1.2 NC 0.81 gb:AV292557 /DB_XREF=gi:6306588 /DB_XREF=AV292557 /CLONE=5430426E14 /FEA=mRNA /CNT=3 /TID=Mm.206739.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453801_at 10.9 4.1 P A 0.01 0.24 -1.2 NC 0.7 gb:AK004155.1 /DB_XREF=gi:12835231 /FEA=mRNA /CNT=10 /TID=Mm.180200.1 /TIER=ConsEnd /STK=0 /UG=Mm.180200 /LL=66198 /UG_GENE=11100
MOE430_2_1453816_at 6.4 2.6 P A 0.007813 0.56 -1.2 NC 0.91 gb:AK019991.1 /DB_XREF=gi:12860430 /FEA=mRNA /CNT=5 /TID=Mm.27796.2 /TIER=ConsEnd /STK=0 /UG=Mm.27796 /LL=59050 /UG_GENE=5730427N
MOE430_2_1453933_at 5.5 1.3 A A 0.66 0.96 -1.2 NC 0.73 gb:AK017066.1 /DB_XREF=gi:12856135 /FEA=mRNA /CNT=2 /TID=Mm.79184.1 /TIER=ConsEnd /STK=1 /UG=Mm.79184 /LL=71291 /UG_GENE=4933435E
MOE430_2_1453992_at 4.8 0.7 M A 0.05 0.69 -1.2 NC 0.74 gb:AK015633.1 /DB_XREF=gi:12854038 /FEA=mRNA /CNT=2 /TID=Mm.78941.1 /TIER=ConsEnd /STK=0 /UG=Mm.78941 /LL=74977 /UG_GENE=4930486K
MOE430_2_1454051_at 2.8 2.5 A A 0.6 0.72 -1.2 NC 0.42 gb:AK011185.1 /DB_XREF=gi:12847142 /FEA=mRNA /CNT=1 /TID=Mm.158786.1 /TIER=ConsEnd /STK=0 /UG=Mm.158786 /LL=72125 /UG_GENE=260001
MOE430_2_1454217_at 7.2 4 A A 0.39 0.66 -1.2 NC 0.59 gb:AK016152.1 /DB_XREF=gi:12854774 /FEA=mRNA /CNT=1 /TID=Mm.108650.1 /TIER=ConsEnd /STK=0 /UG=Mm.108650 /LL=75301 /UG_GENE=493055
MOE430_2_1454362_at 9.2 4.3 A A 0.19 0.39 -1.2 NC 0.5 gb:AV363799 /DB_XREF=gi:6411446 /DB_XREF=AV363799 /CLONE=8030431A06 /FEA=mRNA /CNT=2 /TID=Mm.159863.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454421_at 6.1 2 A A 0.27 0.66 -1.2 NC 0.75 gb:AK015187.1 /DB_XREF=gi:12853426 /FEA=mRNA /CNT=1 /TID=Mm.159266.1 /TIER=ConsEnd /STK=0 /UG=Mm.159266 /LL=74634 /UG_GENE=493042
MOE430_2_1454708_at 248 101 P P 0.001953 0.01 -1.2 D 0.99 gb:BG065289 /DB_XREF=gi:12547852 /DB_XREF=H3029D05-3 /CLONE=H3029D05 /FEA=EST /CNT=100 /TID=Mm.1947.1 /TIER=Stack /STK=65 /UG=Mm
MOE430_2_1454849_x_ 1292.3 608.2 P P 0.000244 0.000244 -1.2 D 0.99 gb:BB433678 /DB_XREF=gi:9273405 /DB_XREF=BB433678 /CLONE=C820003B16 /FEA=EST /CNT=49 /TID=Mm.196344.4 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1454886_x_ 1.6 0.4 A A 0.9 0.99 -1.2 NC 0.59 gb:BB083438 /DB_XREF=gi:15407634 /DB_XREF=BB083438 /CLONE=9330182J15 /FEA=EST /CNT=38 /TID=Mm.40472.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1454974_at 662.9 279.8 P P 0.000244 0.000244 -1.2 D 0.99 gb:BI143915 /DB_XREF=gi:14603916 /DB_XREF=602908005F1 /CLONE=IMAGE:5065033 /FEA=EST /CNT=88 /TID=Mm.3116.1 /TIER=Stack /STK=31 /UG
MOE430_2_1455618_x_ 11.5 0.6 P A 0.04 0.5 -1.2 NC 0.86 gb:BI440178 /DB_XREF=gi:15264868 /DB_XREF=ic50h12.x3 /CLONE=IMAGE:5657327 /FEA=EST /CNT=12 /TID=Mm.28655.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455649_at 11.7 3.7 A A 0.36 0.43 -1.2 NC 0.18 gb:BB106428 /DB_XREF=gi:8758996 /DB_XREF=BB106428 /CLONE=9530001F03 /FEA=EST /CNT=20 /TID=Mm.39657.1 /TIER=Stack /STK=9 /UG=Mm.39
MOE430_2_1455707_at 5.4 11.6 A A 0.21 0.19 -1.2 NC 0.5 gb:BB317550 /DB_XREF=gi:16403156 /DB_XREF=BB317550 /CLONE=B230370B12 /FEA=EST /CNT=10 /TID=Mm.130144.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1455711_at 150.5 59.9 P P 0.001221 0.01 -1.2 D 0.99 gb:AW122183 /DB_XREF=gi:6097632 /DB_XREF=UI-M-BH2.2-aov-a-05-0-UI.s1 /CLONE=UI-M-BH2.2-aov-a-05-0-UI /FEA=EST /CNT=10 /TID=Mm.8262
MOE430_2_1455720_at 50.3 20.7 P A 0.03 0.09 -1.2 NC 0.98 gb:BB477652 /DB_XREF=gi:16440343 /DB_XREF=BB477652 /CLONE=D330026B13 /FEA=EST /CNT=9 /TID=Mm.31953.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1455842_x_ 10.8 6 A A 0.09 0.17 -1.2 NC 0.31 gb:AW536567 /DB_XREF=gi:7178984 /DB_XREF=G0106A11-3 /CLONE=G0106A11 /FEA=EST /CNT=61 /TID=Mm.102507.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1456307_s_ 352.8 161.8 P P 0.000244 0.000244 -1.2 D 0.99 gb:BB746807 /DB_XREF=gi:16149744 /DB_XREF=BB746807 /CLONE=F530106F03 /FEA=EST /CNT=12 /TID=Mm.18658.2 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456545_at 5.9 3.4 A A 0.53 0.5 -1.2 NC 0.16 gb:AV247387 /DB_XREF=gi:16387224 /DB_XREF=AV247387 /CLONE=4832427N20 /FEA=EST /CNT=12 /TID=Mm.189286.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456586_x_ 358.3 117.3 P P 0.000244 0.000244 -1.2 D 0.99 gb:BB139464 /DB_XREF=gi:8794401 /DB_XREF=BB139464 /CLONE=9830164P03 /FEA=EST /CNT=9 /TID=Mm.115186.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1456901_at 4.2 2 A A 0.24 0.6 -1.2 NC 0.5 gb:AI450842 /DB_XREF=gi:4299829 /DB_XREF=ms85a04.x1 /CLONE=IMAGE:618318 /FEA=EST /CNT=8 /TID=Mm.130313.1 /TIER=ConsEnd /STK=6 /UG=
MOE430_2_1457040_at 6.7 3 A A 0.24 0.21 -1.2 NC 0.26 gb:BE947711 /DB_XREF=gi:10525470 /DB_XREF=UI-M-BH3-axd-f-02-0-UI.s1 /CLONE=UI-M-BH3-axd-f-02-0-UI /FEA=EST /CNT=11 /TID=Mm.44721.1
MOE430_2_1457120_at 2.9 1.6 A A 0.5 0.63 -1.2 NC 0.5 gb:BE456294 /DB_XREF=gi:9477224 /DB_XREF=ut04g02.x1 /CLONE=IMAGE:3326930 /FEA=EST /CNT=6 /TID=Mm.124174.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457127_at 3 1.5 A A 0.53 0.91 -1.2 NC 0.72 gb:BB625617 /DB_XREF=gi:16463855 /DB_XREF=BB625617 /CLONE=9230118I06 /FEA=EST /CNT=6 /TID=Mm.32684.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457140_s_ 0.4 0.2 A A 0.87 0.99 -1.2 NC 0.97 gb:BB003906 /DB_XREF=gi:8093354 /DB_XREF=BB003906 /CLONE=4732457G18 /FEA=EST /CNT=6 /TID=Mm.54754.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457269_at 9 3.2 A A 0.5 0.75 -1.2 NC 0.37 gb:AV289181 /DB_XREF=gi:16392192 /DB_XREF=AV289181 /CLONE=5033418M15 /FEA=EST /CNT=11 /TID=Mm.97614.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457401_at 16.5 6.7 A A 0.21 0.43 -1.2 NC 0.5 gb:AW492102 /DB_XREF=gi:7062383 /DB_XREF=UI-M-BH3-atj-c-10-0-UI.s1 /CLONE=UI-M-BH3-atj-c-10-0-UI /FEA=EST /CNT=5 /TID=Mm.102033.1 /
MOE430_2_1457421_at 3.9 1.1 A A 0.27 0.72 -1.2 NC 0.5 gb:AW491934 /DB_XREF=gi:7062215 /DB_XREF=UI-M-BH3-atd-b-09-0-UI.s1 /CLONE=UI-M-BH3-atd-b-09-0-UI /FEA=EST /CNT=5 /TID=Mm.102009.1 
MOE430_2_1457827_at 228.7 89 P P 0.000244 0.001221 -1.2 D 0.99 gb:BB084936 /DB_XREF=gi:16260814 /DB_XREF=BB084936 /CLONE=9330196J05 /FEA=EST /CNT=8 /TID=Mm.119116.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457918_at 7.4 2.3 A A 0.14 0.39 -1.2 NC 0.5 gb:BI133472 /DB_XREF=gi:14583720 /DB_XREF=UI-M-BH3-brx-e-01-0-UI.s1 /CLONE=UI-M-BH3-brx-e-01-0-UI /FEA=EST /CNT=4 /TID=Mm.196923.1 
MOE430_2_1457976_at 33.1 8.6 A A 0.19 0.46 -1.2 NC 0.5 gb:AI447935 /DB_XREF=gi:4307468 /DB_XREF=mr12f12.x1 /CLONE=IMAGE:597263 /FEA=EST /CNT=4 /TID=Mm.98244.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458095_at 4 1.9 A A 0.43 0.9 -1.2 NC 0.83 gb:BB524966 /DB_XREF=gi:16444066 /DB_XREF=BB524966 /CLONE=D930023J15 /FEA=EST /CNT=3 /TID=Mm.207701.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458298_at 3.8 1.3 A A 0.66 0.82 -1.2 NC 0.5 gb:AI462674 /DB_XREF=gi:4316704 /DB_XREF=vb62c08.x1 /CLONE=IMAGE:761582 /FEA=EST /CNT=3 /TID=Mm.71049.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458381_at 12.1 2 A A 0.24 0.6 -1.2 NC 0.5 gb:BB028501 /DB_XREF=gi:16258081 /DB_XREF=BB028501 /CLONE=5430407J11 /FEA=EST /CNT=9 /TID=Mm.110849.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458709_a_ 6.4 2.8 A A 0.53 0.77 -1.2 NC 0.39 gb:AV274704 /DB_XREF=gi:16390587 /DB_XREF=AV274704 /CLONE=4932422A07 /FEA=EST /CNT=4 /TID=Mm.78893.2 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458800_at 4 1.7 A A 0.39 0.43 -1.2 NC 0.1 gb:BG073675 /DB_XREF=gi:12556332 /DB_XREF=H3126G05-3 /CLONE=H3126G05 /FEA=EST /CNT=3 /TID=Mm.182666.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458934_at 10 3.1 A A 0.12 0.6 -1.2 NC 0.75 gb:BG068094 /DB_XREF=gi:12550663 /DB_XREF=H3061F11-3 /CLONE=H3061F11 /FEA=EST /CNT=3 /TID=Mm.155668.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459081_at 3.2 1.5 A A 0.46 0.53 -1.2 NC 0.75 gb:BG070908 /DB_XREF=gi:12553400 /DB_XREF=H3091F04-3 /CLONE=H3091F04 /FEA=EST /CNT=3 /TID=Mm.173313.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459182_at 9.5 5.1 A A 0.33 0.43 -1.2 NC 0.3 gb:BG069694 /DB_XREF=gi:12552263 /DB_XREF=H3079B03-3 /CLONE=H3079B03 /FEA=EST /CNT=2 /TID=Mm.150261.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459262_at 5.4 3.3 A A 0.11 0.69 -1.2 NC 0.51 gb:BB088759 /DB_XREF=gi:16260992 /DB_XREF=BB088759 /CLONE=9430018E19 /FEA=EST /CNT=2 /TID=Mm.213469.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459296_at 7.8 1.8 A A 0.06 0.53 -1.2 NC 0.8 gb:BB360492 /DB_XREF=gi:16405866 /DB_XREF=BB360492 /CLONE=C030047H17 /FEA=EST /CNT=2 /TID=Mm.155868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459336_at 0.5 0.5 A A 0.63 0.98 -1.2 NC 0.31 gb:BB443417 /DB_XREF=gi:16424879 /DB_XREF=BB443417 /CLONE=D030041B18 /FEA=EST /CNT=2 /TID=Mm.209185.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459435_at 11.3 4.4 A A 0.3 0.46 -1.2 NC 0.93 gb:BG063769 /DB_XREF=gi:12546420 /DB_XREF=H3012E09-3 /CLONE=H3012E09 /FEA=EST /CNT=2 /TID=Mm.102595.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459457_at 6.6 3.5 A A 0.27 0.56 -1.2 NC 0.5 gb:BG074866 /DB_XREF=gi:12557435 /DB_XREF=H3140D01-3 /CLONE=H3140D01 /FEA=EST /CNT=2 /TID=Mm.131075.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459506_at 13.2 1.4 A A 0.09 0.36 -1.2 NC 0.53 gb:AU022979 /DB_XREF=gi:3393326 /DB_XREF=AU022979 /CLONE=J0423E12 /FEA=EST /CNT=2 /TID=Mm.173584.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459627_at 15.4 3.5 A A 0.09 0.46 -1.2 NC 0.97 gb:BG070057 /DB_XREF=gi:12552549 /DB_XREF=H3082C06-3 /CLONE=H3082C06 /FEA=EST /CNT=2 /TID=Mm.173467.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459641_at 1 0.8 A A 0.5 0.46 -1.2 NC 0.33 gb:C76273 /DB_XREF=gi:2516603 /DB_XREF=C76273 /CLONE=J0007G05 /FEA=EST /CNT=2 /TID=Mm.172580.1 /TIER=ConsEnd /STK=2 /UG=Mm.17258
MOE430_2_1459726_at 13.1 6.7 A A 0.11 0.36 -1.2 NC 0.63 gb:AW125435 /DB_XREF=gi:6100965 /DB_XREF=UI-M-BH2.3-aqh-g-05-0-UI.s1 /CLONE=UI-M-BH2.3-aqh-g-05-0-UI /FEA=EST /CNT=2 /TID=Mm.65418
MOE430_2_1459872_x_ 9.7 3.6 A A 0.36 0.5 -1.2 NC 0.15 gb:BB425495 /DB_XREF=gi:9265222 /DB_XREF=BB425495 /CLONE=C530046N03 /FEA=EST /CNT=2 /TID=Mm.128808.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460071_at 6.5 2.5 A A 0.12 0.6 -1.2 NC 0.5 gb:BM232107 /DB_XREF=gi:17867377 /DB_XREF=K0318E06-3 /CLONE=K0318E06 /FEA=EST /CNT=4 /TID=Mm.217571.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1460115_at 17.8 8.1 A A 0.17 0.52 -1.2 NC 0.81 gb:BB748505 /DB_XREF=gi:16152741 /DB_XREF=BB748505 /CLONE=F530215B12 /FEA=EST /CNT=3 /TID=Mm.213630.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460230_at 15.6 7.1 P A 0.03 0.27 -1.2 NC 0.5 gb:NM_013681.1 /DB_XREF=gi:8567409 /GEN=Syn2 /FEA=FLmRNA /CNT=67 /TID=Mm.20892.1 /TIER=FL+Stack /STK=26 /UG=Mm.20892 /LL=20965 /DE
MOE430_2_1460273_a_ 14.3 5.6 P A 0.005859 0.33 -1.2 NC 0.97 gb:NM_010872.1 /DB_XREF=gi:6754789 /GEN=Birc1b /FEA=FLmRNA /CNT=9 /TID=Mm.89961.1 /TIER=FL /STK=5 /UG=Mm.89961 /LL=17948 /DEF=Mus 
MOE430_2_1460406_at 15.8 9.1 A A 0.11 0.43 -1.2 NC 0.53 gb:BC026410.1 /DB_XREF=gi:20071379 /FEA=mRNA /CNT=33 /TID=Mm.11869.1 /TIER=Stack /STK=14 /UG=Mm.11869 /DEF=Mus musculus, clone IMAGE
MOE430_2_1460496_at 13.8 3.8 A A 0.06 0.56 -1.2 NC 0.77 gb:BE862674 /DB_XREF=gi:10381873 /DB_XREF=UI-M-BH0-ajc-c-03-0-UI.r1 /CLONE=UI-M-BH0-ajc-c-03-0-UI /FEA=mRNA /CNT=8 /TID=Mm.51429.1
MOE430_2_1460595_at 7.6 2.9 A A 0.06 0.56 -1.2 NC 0.65 gb:BB364454 /DB_XREF=gi:16406241 /DB_XREF=BB364454 /CLONE=C130021L12 /FEA=EST /CNT=14 /TID=Mm.76710.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_AFFX-r2-B 0.5 0.2 A A 0.9 0.96 -1.2 NC 0.86 B. subtilis  GEN=pheA  DB_XREF=gb:M24537.1  NOTE=SIF corresponding to nucleotides 2116-2382 of gb:M24537.1  DEF=Bacillus subtillis sporulation protei
MOE430_2_1416401_at 551.6 269.2 P P 0.001221 0.00415 -1.3 D 0.99 gb:NM_007656.1 /DB_XREF=gi:6671717 /GEN=Kai1 /FEA=FLmRNA /CNT=154 /TID=Mm.4261.1 /TIER=FL+Stack /STK=92 /UG=Mm.4261 /LL=12521 /DEF=
MOE430_2_1416411_at 1598.4 496.4 P P 0.000244 0.000244 -1.3 D 0.99 gb:NM_008183.1 /DB_XREF=gi:6680120 /GEN=Gstm2 /FEA=FLmRNA /CNT=135 /TID=Mm.14601.1 /TIER=FL+Stack /STK=91 /UG=Mm.14601 /LL=14863 /
MOE430_2_1416455_a_ 238 81.7 P P 0.000244 0.001953 -1.3 D 0.99 gb:NM_009964.1 /DB_XREF=gi:6753529 /GEN=Cryab /FEA=FLmRNA /CNT=171 /TID=Mm.178.1 /TIER=FL+Stack /STK=88 /UG=Mm.178 /LL=12955 /DEF=
MOE430_2_1416598_at 1290.2 547.6 P P 0.000244 0.000244 -1.3 D 0.99 gb:BC021517.1 /DB_XREF=gi:18204445 /FEA=FLmRNA /CNT=123 /TID=Mm.28087.1 /TIER=FL+Stack /STK=79 /UG=Mm.28087 /LL=83396 /UG_GENE=Gli
MOE430_2_1416825_at 252.3 98.4 P P 0.000732 0.00293 -1.3 D 0.99 gb:NM_009228.1 /DB_XREF=gi:6678056 /GEN=Snta1 /FEA=FLmRNA /CNT=95 /TID=Mm.1541.1 /TIER=FL+Stack /STK=68 /UG=Mm.1541 /LL=20648 /DEF
MOE430_2_1416978_at 2785.4 1003.8 P P 0.000244 0.000244 -1.3 D 0.99 gb:NM_010189.1 /DB_XREF=gi:6753835 /GEN=Fcgrt /FEA=FLmRNA /CNT=178 /TID=Mm.3303.1 /TIER=FL+Stack /STK=61 /UG=Mm.3303 /LL=14132 /DEF
MOE430_2_1417235_at 85.8 33.9 P A 0.01 0.12 -1.3 D 0.99 gb:NM_020578.1 /DB_XREF=gi:10181213 /GEN=Ehd3 /FEA=FLmRNA /CNT=99 /TID=Mm.18526.1 /TIER=FL+Stack /STK=52 /UG=Mm.18526 /LL=57440 /D
MOE430_2_1417246_at 4.3 1.9 A A 0.62 0.78 -1.3 NC 0.5 gb:NM_007376.1 /DB_XREF=gi:6680607 /GEN=A2m /FEA=FLmRNA /CNT=190 /TID=Mm.27725.1 /TIER=FL+Stack /STK=51 /UG=Mm.27725 /LL=11287 /D
MOE430_2_1417283_at 122.3 58.2 P P 0.000244 0.01 -1.3 D 0.99 gb:NM_011838.1 /DB_XREF=gi:7106348 /GEN=Lynx1 /FEA=FLmRNA /CNT=78 /TID=Mm.35270.1 /TIER=FL+Stack /STK=50 /UG=Mm.35270 /LL=23936 /D
MOE430_2_1417289_at 107.3 46.7 P P 0.000244 0.000244 -1.3 D 0.99 gb:NM_031257.1 /DB_XREF=gi:13752586 /GEN=Plekha2 /FEA=FLmRNA /CNT=134 /TID=Mm.148782.1 /TIER=FL+Stack /STK=9 /UG=Mm.148782 /LL=8343
MOE430_2_1417336_a_ 52.8 14.9 P A 0.000244 0.08 -1.3 D 0.99 gb:NM_013757.1 /DB_XREF=gi:7305098 /GEN=Sytl4 /FEA=FLmRNA /CNT=54 /TID=Mm.38674.1 /TIER=FL+Stack /STK=48 /UG=Mm.38674 /LL=27359 /DE
MOE430_2_1417501_at 460.2 197.2 P P 0.000244 0.000244 -1.3 D 0.99 gb:NM_015797.1 /DB_XREF=gi:7657082 /GEN=Fbxo6b /FEA=FLmRNA /CNT=86 /TID=Mm.27445.1 /TIER=FL+Stack /STK=43 /UG=Mm.27445 /LL=50762 /D
MOE430_2_1417528_at 4 3.1 A A 0.53 0.69 -1.3 NC 0.5 gb:NM_015773.1 /DB_XREF=gi:7657606 /GEN=Spag6 /FEA=FLmRNA /CNT=59 /TID=Mm.31701.1 /TIER=FL+Stack /STK=43 /UG=Mm.31701 /LL=50525 /D
MOE430_2_1417580_s_ 296.3 133.6 P P 0.000244 0.000244 -1.3 D 0.99 gb:NM_019414.1 /DB_XREF=gi:9507078 /GEN=Selenbp2 /FEA=FLmRNA /CNT=105 /TID=Mm.196558.1 /TIER=FL+Stack /STK=41 /UG=Mm.196558 /LL=203
MOE430_2_1417709_at 30.4 18.8 P A 0.01 0.08 -1.3 D 0.99 gb:NM_010010.1 /DB_XREF=gi:6753589 /GEN=Cyp46 /FEA=FLmRNA /CNT=46 /TID=Mm.41911.1 /TIER=FL+Stack /STK=38 /UG=Mm.41911 /LL=13116 /D
MOE430_2_1417735_at 6.9 4.6 A A 0.21 0.5 -1.3 NC 0.92 gb:NM_025470.1 /DB_XREF=gi:13384887 /GEN=1810030J14Rik /FEA=FLmRNA /CNT=51 /TID=Mm.7150.1 /TIER=FL+Stack /STK=37 /UG=Mm.7150 /LL=6
MOE430_2_1417957_a_ 2.3 0.8 A A 0.9 0.99 -1.3 NC 0.86 gb:NM_133681.1 /DB_XREF=gi:19526839 /GEN=9030418M05Rik /FEA=FLmRNA /CNT=80 /TID=Mm.45994.1 /TIER=FL+Stack /STK=32 /UG=Mm.45994 /LL
MOE430_2_1417963_at 2343.8 903.2 P P 0.000244 0.000244 -1.3 D 0.99 gb:NM_011125.1 /DB_XREF=gi:6755111 /GEN=Pltp /FEA=FLmRNA /CNT=67 /TID=Mm.6105.1 /TIER=FL+Stack /STK=32 /UG=Mm.6105 /LL=18830 /DEF=M
MOE430_2_1418176_at 336.6 152.7 P P 0.00415 0.01 -1.3 D 0.99 gb:AV290079 /DB_XREF=gi:16392223 /DB_XREF=AV290079 /CLONE=5131400H15 /FEA=FLmRNA /CNT=145 /TID=Mm.44170.1 /TIER=Stack /STK=39 /U



MOE430_2_1418270_at 12.6 7.4 A A 0.21 0.5 -1.3 NC 0.7 gb:NM_013906.1 /DB_XREF=gi:7304856 /GEN=Adamts8 /FEA=FLmRNA /CNT=34 /TID=Mm.100582.1 /TIER=FL+Stack /STK=27 /UG=Mm.100582 /LL=3080
MOE430_2_1418412_at 104 81.1 P P 0.000244 0.01 -1.3 D 0.99 gb:NM_009413.1 /DB_XREF=gi:6678408 /GEN=Tpd52l1 /FEA=FLmRNA /CNT=36 /TID=Mm.7821.1 /TIER=FL+Stack /STK=24 /UG=Mm.7821 /LL=21987 /DE
MOE430_2_1418423_s_ 8.2 1.6 P A 0.03 0.33 -1.3 NC 0.85 gb:AF425083.1 /DB_XREF=gi:18251227 /GEN=Serpinb9g /FEA=FLmRNA /CNT=30 /TID=Mm.202781.1 /TIER=FL+Stack /STK=24 /UG=Mm.202781 /LL=207
MOE430_2_1418486_at 20 4.7 P A 0.000244 0.06 -1.3 D 0.99 gb:NM_011704.1 /DB_XREF=gi:6755978 /GEN=Vnn1 /FEA=FLmRNA /CNT=43 /TID=Mm.27154.1 /TIER=FL+Stack /STK=23 /UG=Mm.27154 /LL=22361 /DE
MOE430_2_1418559_at 11.6 4.9 A A 0.33 0.43 -1.3 NC 0.5 gb:NM_009355.1 /DB_XREF=gi:6678292 /GEN=Tesp1 /FEA=FLmRNA /CNT=24 /TID=Mm.10725.1 /TIER=FL+Stack /STK=22 /UG=Mm.10725 /LL=21755 /D
MOE430_2_1418582_at 10.9 5.3 A A 0.14 0.46 -1.3 NC 0.5 gb:NM_009824.1 /DB_XREF=gi:6753301 /GEN=Cbfa2t3h /FEA=FLmRNA /CNT=45 /TID=Mm.12429.1 /TIER=FL+Stack /STK=21 /UG=Mm.12429 /LL=12398 
MOE430_2_1418604_at 14.8 5.7 P A 0.03 0.69 -1.3 NC 0.85 gb:D49729.1 /DB_XREF=gi:1060930 /FEA=FLmRNA /CNT=30 /TID=Mm.4351.1 /TIER=FL /STK=1 /UG=Mm.4351 /LL=54140 /UG_GENE=Avpr1a /DEF=Mou
MOE430_2_1418872_at 73.3 29.8 P P 0.000244 0.001953 -1.3 D 0.99 gb:NM_011075.1 /DB_XREF=gi:6755045 /GEN=Abcb1b /FEA=FLmRNA /CNT=27 /TID=Mm.6404.1 /TIER=FL+Stack /STK=17 /UG=Mm.6404 /LL=18669 /DE
MOE430_2_1419131_at 2 0.6 A A 0.53 0.75 -1.3 NC 0.76 gb:NM_031164.1 /DB_XREF=gi:13624320 /GEN=F13b /FEA=FLmRNA /CNT=32 /TID=Mm.30105.1 /TIER=FL+Stack /STK=13 /UG=Mm.30105 /LL=14060 /D
MOE430_2_1419226_at 16.3 7.9 P A 0.01 0.43 -1.3 NC 0.71 gb:NM_032465.1 /DB_XREF=gi:14209685 /GEN=Tactile-pending /FEA=FLmRNA /CNT=19 /TID=Mm.29204.1 /TIER=FL+Stack /STK=12 /UG=Mm.29204 /LL
MOE430_2_1419295_at 185.3 81.3 P P 0.000732 0.000244 -1.3 D 0.99 gb:BC016447.1 /DB_XREF=gi:16741209 /FEA=FLmRNA /CNT=45 /TID=Mm.10353.1 /TIER=FL+Stack /STK=11 /UG=Mm.10353 /LL=26427 /UG_GENE=Oas
MOE430_2_1419297_at 8.7 4.1 A A 0.46 0.63 -1.3 NC 0.5 gb:NM_008206.1 /DB_XREF=gi:6680150 /GEN=H2-Oa /FEA=FLmRNA /CNT=24 /TID=Mm.116.1 /TIER=FL+Stack /STK=11 /UG=Mm.116 /LL=15001 /DEF=
MOE430_2_1419478_at 9.9 3.1 A A 0.3 0.55 -1.3 NC 0.65 gb:NM_021401.1 /DB_XREF=gi:10946749 /GEN=Sectm1 /FEA=FLmRNA /CNT=45 /TID=Mm.116986.1 /TIER=FL+Stack /STK=9 /UG=Mm.116986 /LL=58210
MOE430_2_1419515_at 10.7 3.4 A A 0.39 0.5 -1.3 NC 0.5 gb:NM_013710.1 /DB_XREF=gi:7305054 /GEN=Fgd2 /FEA=FLmRNA /CNT=24 /TID=Mm.20867.1 /TIER=FL+Stack /STK=9 /UG=Mm.20867 /LL=26382 /DEF
MOE430_2_1419594_at 4.9 1.8 A A 0.36 0.53 -1.3 NC 0.5 gb:NM_007800.1 /DB_XREF=gi:6681082 /GEN=Ctsg /FEA=FLmRNA /CNT=21 /TID=Mm.4858.1 /TIER=FL+Stack /STK=8 /UG=Mm.4858 /LL=13035 /DEF=M
MOE430_2_1419671_a_ 260.7 148.4 P P 0.001953 0.04 -1.3 D 0.99 gb:NM_134159.1 /DB_XREF=gi:19527393 /GEN=Il17rl /FEA=FLmRNA /CNT=35 /TID=Mm.32991.1 /TIER=FL /STK=7 /UG=Mm.32991 /LL=171095 /DEF=Mu
MOE430_2_1420144_x_ 2.7 1 A A 0.63 0.93 -1.3 NC 0.76 gb:AI464227 /DB_XREF=gi:4318257 /DB_XREF=vc42e08.x1 /CLONE=IMAGE:777254 /FEA=EST /CNT=1 /TID=Mm.36240.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420195_at 2.5 1.1 A A 0.46 0.56 -1.3 NC 0.81 gb:AV312182 /DB_XREF=gi:6277427 /DB_XREF=AV312182 /CLONE=5830400M14 /FEA=EST /CNT=1 /TID=Mm.73273.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420236_at 0.5 1 A A 0.82 0.78 -1.3 NC 0.6 gb:AA517747 /DB_XREF=gi:2257271 /DB_XREF=vh80h04.r1 /CLONE=IMAGE:893335 /FEA=EST /CNT=1 /TID=Mm.4242.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420353_at 5.3 2.3 A A 0.56 0.63 -1.3 NC 0.24 gb:NM_010735.1 /DB_XREF=gi:7106342 /GEN=Lta /FEA=FLmRNA /CNT=9 /TID=Mm.87787.1 /TIER=FL /STK=6 /UG=Mm.87787 /LL=16992 /DEF=Mus mus
MOE430_2_1420354_at 6.7 4.5 A A 0.19 0.3 -1.3 NC 0.44 gb:NM_031396.1 /DB_XREF=gi:13878234 /GEN=Cnnm1 /FEA=FLmRNA /CNT=8 /TID=Mm.39388.1 /TIER=FL /STK=6 /UG=Mm.39388 /LL=83674 /DEF=Mus
MOE430_2_1420398_at 2.3 0.3 A A 0.33 0.87 -1.3 NC 0.72 gb:NM_022881.1 /DB_XREF=gi:12738844 /GEN=Rgs18 /FEA=FLmRNA /CNT=21 /TID=Mm.130892.1 /TIER=FL /STK=5 /UG=Mm.130892 /LL=64214 /DEF=M
MOE430_2_1420525_a_ 8.6 1.4 A A 0.36 0.5 -1.3 NC 0.66 gb:NM_008769.1 /DB_XREF=gi:6679183 /GEN=Otc /FEA=FLmRNA /CNT=15 /TID=Mm.2611.1 /TIER=FL /STK=4 /UG=Mm.2611 /LL=18416 /DEF=Mus mus
MOE430_2_1420627_a_ 6.5 1.2 A A 0.39 0.66 -1.3 NC 0.39 gb:NM_007784.1 /DB_XREF=gi:6681054 /GEN=Csna /FEA=FLmRNA /CNT=33 /TID=Mm.25789.1 /TIER=FL /STK=3 /UG=Mm.25789 /LL=12990 /DEF=Mus m
MOE430_2_1420741_x_ 20.5 7.5 A A 0.46 0.65 -1.3 NC 0.5 gb:NM_029667.1 /DB_XREF=gi:13386427 /GEN=2310069N01Rik /FEA=FLmRNA /CNT=7 /TID=Mm.159744.1 /TIER=FL /STK=3 /UG=Mm.159744 /LL=76585
MOE430_2_1420884_at 2.3 0.5 A A 0.66 0.56 -1.3 NC 0.27 gb:AK008863.1 /DB_XREF=gi:12843311 /FEA=FLmRNA /CNT=90 /TID=Mm.29132.1 /TIER=Stack /STK=43 /UG=Mm.29132 /LL=66402 /UG_GENE=2310045
MOE430_2_1420984_at 26.5 12.6 P A 0.000732 0.12 -1.3 NC 0.98 gb:AF114437.1 /DB_XREF=gi:6434862 /GEN=Pctp /FEA=FLmRNA /CNT=38 /TID=Mm.5062.1 /TIER=Stack /STK=25 /UG=Mm.5062 /LL=18559 /DEF=Mus 
MOE430_2_1421156_a_ 6.8 2.4 A A 0.6 0.82 -1.3 NC 0.5 gb:NM_013505.1 /DB_XREF=gi:7305006 /GEN=Dsc2 /FEA=FLmRNA /CNT=18 /TID=Mm.4163.1 /TIER=FL /STK=2 /UG=Mm.4163 /LL=13506 /DEF=Mus mu
MOE430_2_1421282_at 7.8 2.1 A A 0.36 0.66 -1.3 NC 0.93 gb:NM_007555.1 /DB_XREF=gi:6671641 /GEN=Bmp5 /FEA=FLmRNA /CNT=18 /TID=Mm.56979.1 /TIER=FL /STK=2 /UG=Mm.56979 /LL=12160 /DEF=Mus 
MOE430_2_1421385_a_ 539.1 211 P P 0.000244 0.001221 -1.3 D 0.99 gb:NM_008663.1 /DB_XREF=gi:6678993 /GEN=Myo7a /FEA=FLmRNA /CNT=11 /TID=Mm.1403.1 /TIER=FL /STK=2 /UG=Mm.1403 /LL=17921 /DEF=Mus m
MOE430_2_1421392_a_ 181.3 57.1 P P 0.001221 0.03 -1.3 D 0.99 gb:NM_007464.1 /DB_XREF=gi:6680695 /GEN=Birc2 /FEA=FLmRNA /CNT=10 /TID=Mm.2026.1 /TIER=FL /STK=2 /UG=Mm.2026 /LL=11796 /DEF=Mus mu
MOE430_2_1421406_at 3.6 1.6 A A 0.33 0.5 -1.3 NC 0.34 gb:NM_053103.1 /DB_XREF=gi:16716396 /GEN=Lysal2 /FEA=FLmRNA /CNT=8 /TID=Mm.101046.1 /TIER=FL /STK=2 /UG=Mm.101046 /LL=93685 /DEF=M
MOE430_2_1421466_at 3.5 1.4 A A 0.69 0.96 -1.3 NC 0.93 gb:NM_080444.1 /DB_XREF=gi:17978257 /GEN=Asb10 /FEA=FLmRNA /CNT=7 /TID=Mm.207071.1 /TIER=FL /STK=2 /UG=Mm.207071 /LL=117590 /DEF=M
MOE430_2_1421627_at 6.6 3.2 A A 0.69 0.82 -1.3 NC 0.3 gb:NM_007966.1 /DB_XREF=gi:6679710 /GEN=Evx1 /FEA=FLmRNA /CNT=3 /TID=Mm.4910.1 /TIER=FL /STK=2 /UG=Mm.4910 /LL=14028 /DEF=Mus mus
MOE430_2_1421676_at 0.4 0.2 A A 0.98 0.99 -1.3 NC 0.85 gb:NM_029199.1 /DB_XREF=gi:13386373 /GEN=4930542N07Rik /FEA=FLmRNA /CNT=3 /TID=Mm.159452.1 /TIER=FL /STK=2 /UG=Mm.159452 /LL=75185
MOE430_2_1421864_at 8.7 2.8 A A 0.3 0.79 -1.3 NC 0.46 gb:NM_021294.1 /DB_XREF=gi:10946591 /GEN=Dbil5 /FEA=FLmRNA /CNT=52 /TID=Mm.46156.1 /TIER=FL /STK=1 /UG=Mm.46156 /LL=13168 /DEF=Mus
MOE430_2_1422316_at 3 1.9 A A 0.39 0.65 -1.3 NC 0.66 gb:NM_010326.1 /DB_XREF=gi:6754037 /GEN=Gp1ba /FEA=FLmRNA /CNT=1 /TID=Mm.6203.1 /TIER=FL /STK=1 /UG=Mm.6203 /LL=14723 /DEF=Mus mu
MOE430_2_1422346_at 2.8 1 A A 0.63 0.78 -1.3 NC 0.5 gb:NM_009385.1 /DB_XREF=gi:6678352 /GEN=Titf1 /FEA=FLmRNA /CNT=1 /TID=Mm.89972.1 /TIER=FL /STK=1 /UG=Mm.89972 /LL=21869 /DEF=Mus m
MOE430_2_1422375_a_ 20.6 10 A A 0.3 0.27 -1.3 NC 0.5 gb:NM_009710.1 /DB_XREF=gi:6753121 /GEN=Art1 /FEA=FLmRNA /CNT=1 /TID=Mm.31099.1 /TIER=FL /STK=1 /UG=Mm.31099 /LL=11870 /DEF=Mus mu
MOE430_2_1422815_at 7.3 1.7 A A 0.45 0.43 -1.3 NC 0.5 gb:NM_013485.1 /DB_XREF=gi:15375311 /GEN=C9 /FEA=FLmRNA /CNT=36 /TID=Mm.29095.1 /TIER=FL+Stack /STK=11 /UG=Mm.29095 /LL=12279 /DEF
MOE430_2_1423287_at 174.1 88.1 P P 0.000244 0.001221 -1.3 D 0.99 gb:AA016422 /DB_XREF=gi:1478652 /DB_XREF=mh38e02.r1 /CLONE=IMAGE:444794 /FEA=FLmRNA /CNT=54 /TID=Mm.4880.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1423366_at 6.9 2.7 A A 0.43 0.36 -1.3 NC 0.37 gb:AV359842 /DB_XREF=gi:16397420 /DB_XREF=AV359842 /CLONE=7530402M18 /FEA=FLmRNA /CNT=29 /TID=Mm.95735.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1423424_at 4.9 1.7 A A 0.53 0.53 -1.3 NC 0.5 gb:BB732077 /DB_XREF=gi:16115352 /DB_XREF=BB732077 /CLONE=E970020F22 /FEA=FLmRNA /CNT=55 /TID=Mm.4265.1 /TIER=Stack /STK=36 /UG=
MOE430_2_1423509_a_ 1.3 0.7 A A 0.66 0.97 -1.3 NC 0.87 gb:BM569571 /DB_XREF=gi:18851533 /DB_XREF=ih97a01.x1 /CLONE=IMAGE:5939977 /FEA=FLmRNA /CNT=60 /TID=Mm.415.1 /TIER=Stack /STK=14 /U
MOE430_2_1423526_at 20.4 5.8 P A 0.03 0.46 -1.3 NC 0.89 gb:BM247863 /DB_XREF=gi:17883133 /DB_XREF=K0808B02-3 /CLONE=K0808B02 /FEA=FLmRNA /CNT=51 /TID=Mm.25717.1 /TIER=Stack /STK=13 /UG
MOE430_2_1423579_a_ 1.3 1.4 A A 0.82 0.85 -1.3 NC 0.76 gb:BE996667 /DB_XREF=gi:10681516 /DB_XREF=UI-M-BZ1-biy-d-04-0-UI.s1 /CLONE=UI-M-BZ1-biy-d-04-0-UI /FEA=FLmRNA /CNT=34 /TID=Mm.101
MOE430_2_1424009_at 7.3 2.9 A A 0.19 0.33 -1.3 NC 0.5 gb:AB028625.1 /DB_XREF=gi:7023940 /GEN=INGAPrP /FEA=FLmRNA /CNT=71 /TID=Mm.33691.1 /TIER=FL+Stack /STK=65 /UG=Mm.33691 /LL=30053 /
MOE430_2_1424032_at 55.3 40.7 P A 0.02 0.12 -1.3 D 0.99 gb:BC021548.1 /DB_XREF=gi:18204257 /FEA=FLmRNA /CNT=97 /TID=Mm.28804.1 /TIER=FL+Stack /STK=60 /UG=Mm.28804 /LL=74096 /UG_GENE=0610
MOE430_2_1424450_at 12 5 A A 0.56 0.72 -1.3 NC 0.72 gb:BC008228.1 /DB_XREF=gi:14198328 /FEA=FLmRNA /CNT=90 /TID=Mm.103456.1 /TIER=FL+Stack /STK=31 /UG=Mm.103456 /DEF=Mus musculus, Sim
MOE430_2_1424975_at 1.7 0.3 A A 0.74 0.96 -1.3 NC 0.76 gb:AF293371.1 /DB_XREF=gi:15963499 /FEA=FLmRNA /CNT=14 /TID=Mm.35226.1 /TIER=FL+Stack /STK=10 /UG=Mm.35226 /DEF=Mus musculus sialic a
MOE430_2_1425216_at 7.8 2 A A 0.27 0.78 -1.3 NC 0.62 gb:AV370830 /DB_XREF=gi:16397832 /DB_XREF=AV370830 /CLONE=9030404G12 /FEA=FLmRNA /CNT=21 /TID=Mm.97338.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1425245_a_ 5.1 2.9 A A 0.3 0.36 -1.3 NC 0.5 gb:BC019741.1 /DB_XREF=gi:18044304 /FEA=FLmRNA /CNT=6 /TID=Mm.13264.1 /TIER=FL /STK=4 /UG=Mm.13264 /LL=50782 /UG_GENE=Rgs11 /DEF=
MOE430_2_1425272_at 81.6 35.9 P P 0.000732 0.000732 -1.3 NC 0.99 gb:AF083876.1 /DB_XREF=gi:3462841 /GEN=Xmp /FEA=FLmRNA /CNT=43 /TID=Mm.220873.1 /TIER=FL /STK=3 /UG=Mm.220873 /DEF=Mus musculus X
MOE430_2_1425412_at 13.8 4.7 A A 0.27 0.56 -1.3 NC 0.55 gb:AF486632.1 /DB_XREF=gi:19548955 /GEN=Mmig1 /FEA=FLmRNA /CNT=4 /TID=Mm.54174.1 /TIER=FL /STK=2 /UG=Mm.54174 /DEF=Mus musculus m
MOE430_2_1425688_a_ 4.9 1.1 A A 0.24 0.66 -1.3 NC 0.92 gb:AF227731.1 /DB_XREF=gi:12655893 /FEA=FLmRNA /CNT=18 /TID=Mm.30994.2 /TIER=FL /STK=1 /UG=Mm.30994 /LL=64705 /UG_GENE=Dpys /DEF=
MOE430_2_1425852_at 14.4 3.1 A A 0.43 0.66 -1.3 NC 0.5 gb:BC022688.1 /DB_XREF=gi:18490956 /FEA=FLmRNA /CNT=3 /TID=Mm.69030.1 /TIER=FL /STK=1 /UG=Mm.69030 /DEF=Mus musculus, Similar to RIKE
MOE430_2_1425928_at 9.8 5.3 A A 0.56 0.6 -1.3 NC 0.45 gb:BC024502.1 /DB_XREF=gi:19353978 /FEA=FLmRNA /CNT=2 /TID=Mm.219539.1 /TIER=FL /STK=1 /UG=Mm.219539 /DEF=Mus musculus, Similar to KIA
MOE430_2_1425937_a_ 544.1 202.2 P P 0.000244 0.000244 -1.3 D 0.99 gb:BC022111.1 /DB_XREF=gi:18381039 /FEA=FLmRNA /CNT=2 /TID=Mm.8763.2 /TIER=FL /STK=1 /UG=Mm.8763 /LL=192231 /UG_GENE=Clp1 /DEF=Mu
MOE430_2_1426199_x_ 2.4 0.9 A A 0.66 0.78 -1.3 NC 0.68 gb:AY058909.1 /DB_XREF=gi:16902043 /FEA=FLmRNA /CNT=1 /TID=Mm.220160.1 /TIER=FL /STK=1 /UG=Mm.220160 /DEF=Mus musculus anti-human C
MOE430_2_1426540_at 705.2 275.2 P P 0.000244 0.000732 -1.3 D 0.99 gb:AK010084.1 /DB_XREF=gi:12845282 /FEA=FLmRNA /CNT=107 /TID=Mm.41423.1 /TIER=Stack /STK=24 /UG=Mm.41423 /LL=71946 /UG_GENE=231006
MOE430_2_1427242_at 14.6 4.7 P A 0.000244 0.24 -1.3 D 0.99 gb:AK014844.1 /DB_XREF=gi:12852921 /GEN=Ddx4 /FEA=mRNA /CNT=46 /TID=Mm.12818.1 /TIER=Stack /STK=42 /UG=Mm.12818 /LL=13206 /UG_TITL
MOE430_2_1427531_a_ 64.7 27 M A 0.05 0.19 -1.3 D 0.99 gb:BF577497 /DB_XREF=gi:11651209 /DB_XREF=602092344F1 /CLONE=IMAGE:4206755 /FEA=mRNA /CNT=6 /TID=Mm.15093.2 /TIER=ConsEnd /STK=0 
MOE430_2_1427551_at 2.8 0.8 A A 0.53 0.88 -1.3 NC 0.71 gb:AF227912.1 /DB_XREF=gi:8099506 /FEA=mRNA /CNT=7 /TID=Mm.40752.2 /TIER=ConsEnd /STK=0 /UG=Mm.40752 /LL=57775 /UG_GENE=Usp29 /UG
MOE430_2_1427660_x_ 14.6 5.5 A A 0.09 0.39 -1.3 NC 0.72 gb:BC013496.1 /DB_XREF=gi:15488700 /FEA=mRNA /CNT=2 /TID=Mm.104747.19 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V2
MOE430_2_1427725_a_ 13.2 3.7 A A 0.46 0.69 -1.3 NC 0.5 gb:X57939.1 /DB_XREF=gi:53487 /GEN=OCT2 /FEA=mRNA /CNT=1 /TID=Mm.37811.6 /TIER=ConsEnd /STK=0 /UG=Mm.37811 /LL=18987 /DEF=Mouse m
MOE430_2_1427968_at 10.8 0.5 M A 0.06 0.8 -1.3 NC 0.81 gb:AF434662.1 /DB_XREF=gi:20378324 /FEA=mRNA /CNT=12 /TID=Mm.61195.1 /TIER=Stack /STK=10 /UG=Mm.61195 /DEF=Mus musculus testis expres
MOE430_2_1428005_at 1.6 1 A A 0.39 0.75 -1.3 NC 0.5 gb:AA958845 /DB_XREF=gi:3125075 /DB_XREF=ua19a01.r1 /CLONE=IMAGE:1347144 /FEA=mRNA /CNT=40 /TID=Mm.30022.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1428392_at 190.6 76.3 P P 0.000244 0.001953 -1.3 D 0.99 gb:AK018504.1 /DB_XREF=gi:12858235 /FEA=mRNA /CNT=78 /TID=Mm.40661.1 /TIER=Stack /STK=45 /UG=Mm.40661 /LL=71503 /UG_GENE=9030412M0
MOE430_2_1428809_at 12.4 5.2 P A 0.03 0.24 -1.3 NC 0.95 gb:BI729991 /DB_XREF=gi:15707004 /DB_XREF=603350088F1 /CLONE=IMAGE:5357805 /FEA=mRNA /CNT=25 /TID=Mm.40679.1 /TIER=Stack /STK=21 /
MOE430_2_1428995_at 22.7 11.7 A A 0.11 0.43 -1.3 NC 0.66 gb:AK005822.1 /DB_XREF=gi:12838595 /FEA=mRNA /CNT=22 /TID=Mm.41308.2 /TIER=Stack /STK=15 /UG=Mm.41308 /LL=75475 /UG_GENE=1700010G0
MOE430_2_1429177_x_ 2.4 0.8 A A 0.87 0.69 -1.3 NC 0.45 gb:AK004781.1 /DB_XREF=gi:12836219 /GEN=Sox17 /FEA=mRNA /CNT=16 /TID=Mm.5080.3 /TIER=Stack /STK=10 /UG=Mm.5080 /LL=20671 /UG_TITLE
MOE430_2_1429388_at 1.6 1 A A 0.53 0.8 -1.3 NC 0.65 gb:AK010332.1 /DB_XREF=gi:12845696 /FEA=mRNA /CNT=30 /TID=Mm.6047.1 /TIER=Stack /STK=26 /UG=Mm.6047 /LL=71950 /UG_GENE=2410002E02R
MOE430_2_1429467_s_ 7.8 3.6 A A 0.17 0.66 -1.3 NC 0.86 gb:BB118542 /DB_XREF=gi:8771110 /DB_XREF=BB118542 /CLONE=9530066F19 /FEA=mRNA /CNT=24 /TID=Mm.34918.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1429574_at 4.6 0.7 A A 0.56 0.75 -1.3 NC 0.6 gb:AK009020.1 /DB_XREF=gi:12843560 /FEA=mRNA /CNT=20 /TID=Mm.44194.1 /TIER=Stack /STK=14 /UG=Mm.44194 /LL=69454 /UG_GENE=Clic3 /UG_
MOE430_2_1429829_at 3.6 1.2 A A 0.43 0.72 -1.3 NC 0.77 gb:AK020538.1 /DB_XREF=gi:12861148 /FEA=mRNA /CNT=11 /TID=Mm.118350.1 /TIER=Stack /STK=8 /UG=Mm.118350 /LL=77397 /UG_GENE=9530003J
MOE430_2_1430048_at 9.8 5.6 A A 0.43 0.5 -1.3 NC 0.5 gb:AW455442 /DB_XREF=gi:7009177 /DB_XREF=UI-M-BH2.3-aqf-d-04-0-UI.s1 /CLONE=UI-M-BH2.3-aqf-d-04-0-UI /FEA=mRNA /CNT=12 /TID=Mm.335
MOE430_2_1430323_at 0.5 0.2 A A 0.85 0.96 -1.3 NC 0.98 gb:AK006737.1 /DB_XREF=gi:12839969 /FEA=mRNA /CNT=9 /TID=Mm.57578.1 /TIER=ConsEnd /STK=2 /UG=Mm.57578 /LL=73415 /UG_GENE=1700049E
MOE430_2_1430335_a_ 8 2.3 A A 0.43 0.52 -1.3 NC 0.22 gb:AK012493.1 /DB_XREF=gi:12849274 /GEN=Pax3 /FEA=mRNA /CNT=7 /TID=Mm.1371.2 /TIER=ConsEnd /STK=2 /UG=Mm.1371 /LL=18505 /UG_TITLE=
MOE430_2_1430459_at 6.2 3.4 A A 0.5 0.66 -1.3 NC 0.75 gb:AV370407 /DB_XREF=gi:6418054 /DB_XREF=AV370407 /CLONE=9030216M09 /FEA=mRNA /CNT=4 /TID=Mm.30797.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430685_at 45.6 25.2 P A 0.01 0.19 -1.3 NC 0.91 gb:AK018206.1 /DB_XREF=gi:12857816 /FEA=mRNA /CNT=7 /TID=Mm.159695.1 /TIER=ConsEnd /STK=1 /UG=Mm.159695 /LL=76156 /UG_GENE=633050
MOE430_2_1430758_x_ 11.4 4.9 A A 0.19 0.66 -1.3 NC 0.59 gb:AK020254.1 /DB_XREF=gi:12860779 /FEA=mRNA /CNT=5 /TID=Mm.196534.1 /TIER=ConsEnd /STK=1 /UG=Mm.196534 /LL=77666 /UG_GENE=903022
MOE430_2_1431254_at 13.8 5.1 A A 0.19 0.56 -1.3 NC 0.95 gb:BG807055 /DB_XREF=gi:17954014 /DB_XREF=2044-60 /FEA=mRNA /CNT=9 /TID=Mm.153428.1 /TIER=ConsEnd /STK=0 /UG=Mm.153428 /LL=74901 
MOE430_2_1431382_a_ 39.7 14.2 A A 0.17 0.36 -1.3 NC 0.97 gb:AK018895.1 /DB_XREF=gi:12858857 /FEA=mRNA /CNT=4 /TID=Mm.196382.3 /TIER=ConsEnd /STK=0 /UG=Mm.196382 /LL=78785 /UG_GENE=483341
MOE430_2_1431393_at 4.1 1.4 A A 0.36 0.56 -1.3 NC 0.5 gb:AK015397.1 /DB_XREF=gi:12853723 /FEA=mRNA /CNT=3 /TID=Mm.107632.1 /TIER=ConsEnd /STK=0 /UG=Mm.107632 /LL=75801 /UG_GENE=493044
MOE430_2_1431450_at 2.2 2.4 A A 0.53 0.66 -1.3 NC 0.83 gb:AK015384.1 /DB_XREF=gi:12853703 /FEA=mRNA /CNT=5 /TID=Mm.78557.1 /TIER=ConsEnd /STK=4 /UG=Mm.78557 /LL=75799 /UG_GENE=4930444P
MOE430_2_1431533_at 7.1 0.8 A A 0.6 0.69 -1.3 NC 0.65 gb:AK014983.1 /DB_XREF=gi:12853135 /FEA=mRNA /CNT=2 /TID=Mm.86677.1 /TIER=ConsEnd /STK=1 /UG=Mm.86677 /LL=77058 /UG_GENE=4921530D
MOE430_2_1431651_at 2.8 0.8 A A 0.69 0.72 -1.3 NC 0.68 gb:AK021166.1 /DB_XREF=gi:12861960 /FEA=mRNA /CNT=2 /TID=Mm.159953.1 /TIER=ConsEnd /STK=1 /UG=Mm.159953 /LL=77609 /UG_GENE=C33000
MOE430_2_1431819_at 12.8 6.6 A A 0.3 0.56 -1.3 NC 0.71 gb:AK016580.1 /DB_XREF=gi:12855393 /GEN=Aldh5a1 /FEA=mRNA /CNT=1 /TID=Mm.207044.1 /TIER=ConsEnd /STK=0 /UG=Mm.207044 /LL=110782 /U
MOE430_2_1431864_at 18 7.2 A A 0.12 0.5 -1.3 NC 0.76 gb:AK016870.1 /DB_XREF=gi:12855837 /FEA=mRNA /CNT=1 /TID=Mm.158603.1 /TIER=ConsEnd /STK=0 /UG=Mm.158603 /LL=71176 /UG_GENE=Fbxo24 
MOE430_2_1431888_s_ 1.5 0.6 A A 0.85 0.98 -1.3 NC 0.69 gb:AK005492.1 /DB_XREF=gi:12838086 /FEA=mRNA /CNT=1 /TID=Mm.195564.1 /TIER=ConsEnd /STK=0 /UG=Mm.195564 /LL=72242 /UG_GENE=160001
MOE430_2_1432050_at 13.1 1.3 P A 0.04 0.46 -1.3 NC 0.85 gb:AK016268.1 /DB_XREF=gi:12854931 /GEN=Samsn1 /FEA=mRNA /CNT=1 /TID=Mm.131406.5 /TIER=ConsEnd /STK=0 /UG=Mm.131406 /LL=67742 /UG
MOE430_2_1432240_at 11.2 3.9 A A 0.17 0.39 -1.3 NC 0.5 gb:AK015957.1 /DB_XREF=gi:12854504 /FEA=mRNA /CNT=1 /TID=Mm.159465.1 /TIER=ConsEnd /STK=0 /UG=Mm.159465 /LL=75207 /UG_GENE=493053
MOE430_2_1432267_at 10.1 3.7 A A 0.35 0.63 -1.3 NC 0.5 gb:AK020171.1 /DB_XREF=gi:12860675 /FEA=mRNA /CNT=1 /TID=Mm.159984.1 /TIER=ConsEnd /STK=0 /UG=Mm.159984 /LL=77741 /UG_GENE=672048
MOE430_2_1432289_a_ 20.8 6.3 A A 0.39 0.78 -1.3 NC 0.77 gb:AK009016.1 /DB_XREF=gi:12843553 /FEA=mRNA /CNT=1 /TID=Mm.45137.2 /TIER=ConsEnd /STK=0 /UG=Mm.45137 /LL=71912 /UG_GENE=2310032K
MOE430_2_1432413_at 10.4 3 A A 0.24 0.56 -1.3 NC 0.5 gb:AK013485.1 /DB_XREF=gi:12850864 /FEA=mRNA /CNT=1 /TID=Mm.158902.1 /TIER=ConsEnd /STK=0 /UG=Mm.158902 /LL=72889 /UG_GENE=290000
MOE430_2_1432473_a_ 2 0.7 A A 0.33 0.62 -1.3 NC 0.44 gb:AK015996.1 /DB_XREF=gi:12854565 /FEA=mRNA /CNT=1 /TID=Mm.158178.2 /TIER=ConsEnd /STK=0 /UG=Mm.158178 /LL=67928 /UG_GENE=170011
MOE430_2_1432644_at 3.3 1 A A 0.39 0.93 -1.3 NC 0.34 gb:AK018304.1 /DB_XREF=gi:12857945 /FEA=mRNA /CNT=3 /TID=Mm.159720.1 /TIER=ConsEnd /STK=0 /UG=Mm.159720 /LL=76225 /UG_GENE=643071
MOE430_2_1432655_at 8.9 1.9 A A 0.18 0.39 -1.3 NC 0.5 gb:AV220678 /DB_XREF=gi:6169855 /DB_XREF=AV220678 /CLONE=3222402N08 /FEA=mRNA /CNT=2 /TID=Mm.159115.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1433046_at 4.6 2.8 A A 0.43 0.5 -1.3 NC 0.5 gb:AK015981.1 /DB_XREF=gi:12854541 /FEA=mRNA /CNT=1 /TID=Mm.159450.1 /TIER=ConsEnd /STK=0 /UG=Mm.159450 /LL=75183 /UG_GENE=493053
MOE430_2_1433096_at 2.5 1 A A 0.72 0.75 -1.3 NC 0.5 gb:AK015567.1 /DB_XREF=gi:12853961 /FEA=mRNA /CNT=1 /TID=Mm.159400.1 /TIER=ConsEnd /STK=0 /UG=Mm.159400 /LL=75018 /UG_GENE=493047
MOE430_2_1433141_at 1.7 0.4 A A 0.6 0.88 -1.3 NC 0.86 gb:AK014814.1 /DB_XREF=gi:12852879 /FEA=mRNA /CNT=1 /TID=Mm.206821.1 /TIER=ConsEnd /STK=0 /UG=Mm.206821 /LL=70850 /UG_GENE=492150
MOE430_2_1433428_x_ 103.1 42.7 P P 0.001953 0.01 -1.3 D 0.99 gb:AW321975 /DB_XREF=gi:6751519 /DB_XREF=uo22a07.x1 /CLONE=IMAGE:2609844 /FEA=EST /CNT=361 /TID=Mm.18843.4 /TIER=Stack /STK=347 /U
MOE430_2_1433828_at 4.8 2.1 A A 0.36 0.75 -1.3 NC 0.82 gb:BG976678 /DB_XREF=gi:14364315 /DB_XREF=602847001F1 /CLONE=IMAGE:4977312 /FEA=EST /CNT=69 /TID=Mm.200366.1 /TIER=ConsEnd /STK=0
MOE430_2_1433847_at 17.5 6.9 P A 0.00415 0.09 -1.3 NC 0.98 gb:BB098407 /DB_XREF=gi:15407873 /DB_XREF=BB098407 /CLONE=9430063M07 /FEA=EST /CNT=64 /TID=Mm.56097.1 /TIER=Stack /STK=57 /UG=Mm
MOE430_2_1433865_at 1 0.1 A A 0.65 0.8 -1.3 NC 0.65 gb:BM225654 /DB_XREF=gi:17787299 /DB_XREF=K0214H10-3 /CLONE=K0214H10 /FEA=EST /CNT=65 /TID=Mm.25529.1 /TIER=Stack /STK=56 /UG=Mm
MOE430_2_1434226_at 13.6 3.2 P A 0.02 0.3 -1.3 NC 0.5 gb:AV221525 /DB_XREF=gi:15404809 /DB_XREF=AV221525 /CLONE=3425401E09 /FEA=EST /CNT=52 /TID=Mm.37591.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434315_at 12.1 9.6 A A 0.5 0.6 -1.3 NC 0.45 gb:BB667103 /DB_XREF=gi:16398552 /DB_XREF=BB667103 /CLONE=4022437H24 /FEA=EST /CNT=64 /TID=Mm.30766.1 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1434369_a_ 471.8 182.1 P P 0.000244 0.000244 -1.3 D 0.99 gb:AV016515 /DB_XREF=gi:4793507 /DB_XREF=AV016515 /CLONE=1110065N23 /FEA=EST /CNT=34 /TID=Mm.178.3 /TIER=Stack /STK=34 /UG=Mm.178
MOE430_2_1434432_at 111.9 44.2 P P 0.000244 0.000244 -1.3 D 0.99 gb:AW123157 /DB_XREF=gi:6098687 /DB_XREF=UI-M-BH2.1-apd-c-10-0-UI.s1 /CLONE=UI-M-BH2.1-apd-c-10-0-UI /FEA=EST /CNT=33 /TID=Mm.2870
MOE430_2_1434456_at 46.4 19.9 P P 0.000732 0.01 -1.3 D 0.99 gb:BG075955 /DB_XREF=gi:12558524 /DB_XREF=H3153G09-3 /CLONE=H3153G09 /FEA=EST /CNT=39 /TID=Mm.25869.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434914_at 249.2 92.9 P P 0.000244 0.000244 -1.3 D 0.99 gb:BB396668 /DB_XREF=gi:16411037 /DB_XREF=BB396668 /CLONE=C230098J04 /FEA=EST /CNT=26 /TID=Mm.29807.2 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1435026_at 4.5 2.1 A A 0.5 0.9 -1.3 NC 0.76 gb:BM117672 /DB_XREF=gi:17080690 /DB_XREF=L0854F04-3 /CLONE=L0854F04 /FEA=EST /CNT=50 /TID=Mm.22664.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435435_at 62.3 25.9 P P 0.001953 0.001953 -1.3 D 0.99 gb:BB357580 /DB_XREF=gi:9069408 /DB_XREF=BB357580 /CLONE=C030022H19 /FEA=EST /CNT=33 /TID=Mm.17573.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1435570_s_ 16.1 7.1 A A 0.08 0.53 -1.3 NC 0.84 gb:BB500602 /DB_XREF=gi:16442320 /DB_XREF=BB500602 /CLONE=D630029K05 /FEA=EST /CNT=26 /TID=Mm.27138.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1436258_at 3.4 1 A A 0.46 0.72 -1.3 NC 0.5 gb:BE651574 /DB_XREF=gi:9977398 /DB_XREF=UI-M-BH2.1-apz-g-03-0-UI.r1 /CLONE=UI-M-BH2.1-apz-g-03-0-UI /FEA=EST /CNT=12 /TID=Mm.82674
MOE430_2_1436267_a_ 37.1 18.1 P A 0.04 0.24 -1.3 NC 0.96 gb:BB127885 /DB_XREF=gi:15408269 /DB_XREF=BB127885 /CLONE=9630026H04 /FEA=EST /CNT=11 /TID=Mm.21158.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436483_at 2.9 0.9 A A 0.3 0.62 -1.3 NC 0.6 gb:BM116113 /DB_XREF=gi:17079131 /DB_XREF=L0830F09-3 /CLONE=L0830F09 /FEA=EST /CNT=9 /TID=Mm.86134.1 /TIER=Stack /STK=9 /UG=Mm.86
MOE430_2_1436823_x_ 2.2 0.9 A A 0.53 0.72 -1.3 NC 0.55 gb:AV148191 /DB_XREF=gi:5352324 /DB_XREF=AV148191 /CLONE=2810474B22 /FEA=EST /CNT=48 /TID=Mm.35830.4 /TIER=Stack /STK=47 /UG=Mm.3
MOE430_2_1436838_x_ 498.2 183.5 P P 0.000244 0.000244 -1.3 D 0.99 gb:BB160417 /DB_XREF=gi:8816357 /DB_XREF=BB160417 /CLONE=A130053B20 /FEA=EST /CNT=46 /TID=Mm.141741.4 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1437107_at 38.5 17.9 P M 0.000732 0.05 -1.3 D 0.99 gb:BB398063 /DB_XREF=gi:16412364 /DB_XREF=BB398063 /CLONE=C330006L04 /FEA=EST /CNT=110 /TID=Mm.193647.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437233_x_ 22.2 5.6 A A 0.36 0.39 -1.3 NC 0.42 gb:AV339269 /DB_XREF=gi:6379321 /DB_XREF=AV339269 /CLONE=6430503E18 /FEA=EST /CNT=22 /TID=Mm.29131.2 /TIER=Stack /STK=22 /UG=Mm.2
MOE430_2_1437609_at 3.8 2.6 A A 0.53 0.6 -1.3 NC 0.5 gb:AV278535 /DB_XREF=gi:16391171 /DB_XREF=AV278535 /CLONE=4933402I01 /FEA=EST /CNT=16 /TID=Mm.87383.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437695_at 4.6 1.6 A A 0.24 0.45 -1.3 NC 0.06 gb:BB332991 /DB_XREF=gi:15411530 /DB_XREF=BB332991 /CLONE=B830005M06 /FEA=EST /CNT=18 /TID=Mm.132780.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1437739_a_ 9.9 6.1 A A 0.43 0.46 -1.3 NC 0.44 gb:BB819102 /DB_XREF=gi:16991731 /DB_XREF=BB819102 /CLONE=G730047O09 /FEA=EST /CNT=39 /TID=Mm.107442.2 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437766_at 3.3 0.6 A A 0.43 0.66 -1.3 NC 0.87 gb:AA177898 /DB_XREF=gi:1759132 /DB_XREF=mt05a03.r1 /CLONE=IMAGE:620140 /FEA=EST /CNT=18 /TID=Mm.80706.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1437952_at 12.6 6.6 P A 0.04 0.3 -1.3 NC 0.97 gb:AU040096 /DB_XREF=gi:3953916 /DB_XREF=AU040096 /CLONE=J0800A03 /FEA=EST /CNT=16 /TID=Mm.11742.1 /TIER=Stack /STK=13 /UG=Mm.11
MOE430_2_1437990_x_ 4.2 1 A A 0.75 0.87 -1.3 NC 0.7 gb:AV147727 /DB_XREF=gi:5351860 /DB_XREF=AV147727 /CLONE=2810468D04 /FEA=EST /CNT=13 /TID=Mm.196718.5 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438097_at 23.8 7.2 P A 0.01 0.5 -1.3 D 0.99 gb:BG066967 /DB_XREF=gi:12549536 /DB_XREF=H3049A11-3 /CLONE=H3049A11 /FEA=EST /CNT=25 /TID=Mm.196478.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438483_at 7.8 2.3 A A 0.6 0.75 -1.3 NC 0.51 gb:BB794641 /DB_XREF=gi:16964260 /DB_XREF=BB794641 /CLONE=G431001E09 /FEA=EST /CNT=16 /TID=Mm.44249.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438518_at 11.7 4.9 A A 0.36 0.6 -1.3 NC 0.71 gb:BE995736 /DB_XREF=gi:10680289 /DB_XREF=UI-M-CG0p-bib-h-10-0-UI.s1 /CLONE=UI-M-CG0p-bib-h-10-0-UI /FEA=EST /CNT=13 /TID=Mm.37988
MOE430_2_1438561_x_ 34.4 12.4 P P 0.000244 0.001953 -1.3 NC 0.8 gb:BB400326 /DB_XREF=gi:9219722 /DB_XREF=BB400326 /CLONE=C330018B13 /FEA=EST /CNT=11 /TID=Mm.132417.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438584_at 16.6 8.1 A A 0.17 0.21 -1.3 NC 0.5 gb:AV273470 /DB_XREF=gi:16390327 /DB_XREF=AV273470 /CLONE=4932411G14 /FEA=EST /CNT=10 /TID=Mm.67391.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438586_at 4 1.4 A A 0.5 0.6 -1.3 NC 0.15 gb:BB539178 /DB_XREF=gi:16446994 /DB_XREF=BB539178 /CLONE=E130016P05 /FEA=EST /CNT=10 /TID=Mm.137011.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438721_a_ 7.6 2.6 A A 0.46 0.75 -1.3 NC 0.77 gb:BB668007 /DB_XREF=gi:16399456 /DB_XREF=BB668007 /CLONE=C920001K05 /FEA=EST /CNT=15 /TID=Mm.3960.4 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1438960_at 1.9 0.5 A A 0.6 0.91 -1.3 NC 0.73 gb:BB164652 /DB_XREF=gi:8820593 /DB_XREF=BB164652 /CLONE=A130079E13 /FEA=EST /CNT=9 /TID=Mm.130921.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1439613_at 11.1 3.2 A A 0.43 0.72 -1.3 NC 0.68 gb:AV271256 /DB_XREF=gi:15405459 /DB_XREF=AV271256 /CLONE=4931407E01 /FEA=EST /CNT=8 /TID=Mm.179693.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439818_at 12.9 5.5 A A 0.09 0.17 -1.3 NC 0.5 gb:BM240154 /DB_XREF=gi:17875424 /DB_XREF=K0547B10-3 /CLONE=K0547B10 /FEA=EST /CNT=9 /TID=Mm.191335.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439925_at 94.2 33.8 P P 0.000732 0.005859 -1.3 D 0.99 gb:BQ031166 /DB_XREF=gi:19766445 /DB_XREF=UI-1-CF0-amb-e-08-0-UI.s1 /CLONE=UI-1-CF0-amb-e-08-0-UI /FEA=EST /CNT=7 /TID=Mm.44024.1
MOE430_2_1440433_at 2.4 1.2 A A 0.33 0.91 -1.3 NC 0.81 gb:BB227153 /DB_XREF=gi:15410206 /DB_XREF=BB227153 /CLONE=A630002F15 /FEA=EST /CNT=6 /TID=Mm.132946.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440509_at 5.4 2 A A 0.27 0.6 -1.3 NC 0.62 gb:AV255326 /DB_XREF=gi:16388184 /DB_XREF=AV255326 /CLONE=4921518L22 /FEA=EST /CNT=6 /TID=Mm.66708.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440793_at 3.8 1.8 A A 0.5 0.72 -1.3 NC 0.68 gb:AV205680 /DB_XREF=gi:6146533 /DB_XREF=AV205680 /CLONE=1700081H16 /FEA=EST /CNT=5 /TID=Mm.67177.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441138_at 5.4 2.8 P A 0.04 0.63 -1.3 NC 0.8 gb:AV295543 /DB_XREF=gi:16392718 /DB_XREF=AV295543 /CLONE=5730435C12 /FEA=EST /CNT=6 /TID=Mm.186853.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441219_at 4.2 1.6 A A 0.46 0.69 -1.3 NC 0.5 gb:BB003338 /DB_XREF=gi:8092786 /DB_XREF=BB003338 /CLONE=4732454K09 /FEA=EST /CNT=5 /TID=Mm.116972.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441245_a_ 11.7 3.7 A A 0.59 0.85 -1.3 NC 0.5 gb:BB006567 /DB_XREF=gi:15390056 /DB_XREF=BB006567 /CLONE=4732472C10 /FEA=EST /CNT=5 /TID=Mm.32125.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441596_at 5.2 0.8 A A 0.33 0.59 -1.3 NC 0.33 gb:BB529529 /DB_XREF=gi:16445625 /DB_XREF=BB529529 /CLONE=E030002N20 /FEA=EST /CNT=4 /TID=Mm.118637.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441786_at 13.7 6.5 A A 0.5 0.75 -1.3 NC 0.5 gb:AW048005 /DB_XREF=gi:5908574 /DB_XREF=UI-M-BH1-alv-f-10-0-UI.s1 /CLONE=UI-M-BH1-alv-f-10-0-UI /FEA=EST /CNT=4 /TID=Mm.44801.1 /T
MOE430_2_1441863_x_ 6.4 2.4 A A 0.27 0.65 -1.3 NC 0.5 gb:AV089258 /DB_XREF=gi:5220706 /DB_XREF=AV089258 /CLONE=2310043C18 /FEA=EST /CNT=4 /TID=Mm.45511.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441868_x_ 8.9 3 A A 0.46 0.82 -1.3 NC 0.77 gb:BB190811 /DB_XREF=gi:8851430 /DB_XREF=BB190811 /CLONE=A330064C14 /FEA=EST /CNT=4 /TID=Mm.133065.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441885_s_ 0.3 0.1 A A 0.88 0.98 -1.3 NC 0.91 gb:BB278809 /DB_XREF=gi:8975831 /DB_XREF=BB278809 /CLONE=A930013K20 /FEA=EST /CNT=4 /TID=Mm.128300.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442399_at 13.9 4.8 A A 0.11 0.24 -1.3 NC 0.55 gb:BG072689 /DB_XREF=gi:12555258 /DB_XREF=H3113G06-3 /CLONE=H3113G06 /FEA=EST /CNT=5 /TID=Mm.172908.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442565_at 5.4 1.5 A A 0.46 0.72 -1.3 NC 0.5 gb:BB174272 /DB_XREF=gi:16269495 /DB_XREF=BB174272 /CLONE=A230050M14 /FEA=EST /CNT=4 /TID=Mm.184761.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443042_at 8.2 3.2 A A 0.33 0.39 -1.3 NC 0.39 gb:AV319139 /DB_XREF=gi:16394808 /DB_XREF=AV319139 /CLONE=6030404F16 /FEA=EST /CNT=3 /TID=Mm.209274.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443433_at 0.9 0.6 A A 0.78 0.99 -1.3 NC 0.95 gb:AV317262 /DB_XREF=gi:15406100 /DB_XREF=AV317262 /CLONE=5832416C20 /FEA=EST /CNT=3 /TID=Mm.189760.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443525_at 7.5 2.3 A A 0.27 0.69 -1.3 NC 0.8 gb:BB125520 /DB_XREF=gi:16262195 /DB_XREF=BB125520 /CLONE=9630005K15 /FEA=EST /CNT=3 /TID=Mm.152937.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443538_at 2.7 1 A A 0.46 0.56 -1.3 NC 0.84 gb:BE946938 /DB_XREF=gi:10524697 /DB_XREF=UI-M-BH3-axg-a-04-0-UI.s1 /CLONE=UI-M-BH3-axg-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.150862.1
MOE430_2_1443711_at 11.4 3.2 P A 0.01 0.21 -1.3 NC 0.56 gb:BG066492 /DB_XREF=gi:12549061 /DB_XREF=H3043F02-3 /CLONE=H3043F02 /FEA=EST /CNT=3 /TID=Mm.5822.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443780_at 4.7 1.7 A A 0.6 0.85 -1.3 NC 0.5 gb:BB040862 /DB_XREF=gi:8447248 /DB_XREF=BB040862 /CLONE=6030452C05 /FEA=EST /CNT=3 /TID=Mm.94437.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443823_s_ 1 0.3 A A 0.82 0.8 -1.3 NC 0.26 gb:AV325919 /DB_XREF=gi:6365971 /DB_XREF=AV325919 /CLONE=6330406O07 /FEA=EST /CNT=3 /TID=Mm.181435.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443837_x_ 23.2 6.7 P A 0.005859 0.24 -1.3 NC 0.9 gb:BB030997 /DB_XREF=gi:8385748 /DB_XREF=BB030997 /CLONE=5830460P03 /FEA=EST /CNT=3 /TID=Mm.131374.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443895_at 5.3 2 A A 0.56 0.93 -1.3 NC 0.73 gb:BB529327 /DB_XREF=gi:16445582 /DB_XREF=BB529327 /CLONE=E030001F04 /FEA=EST /CNT=14 /TID=Mm.40607.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444200_at 13.5 6 A A 0.09 0.39 -1.3 NC 0.55 gb:AI508702 /DB_XREF=gi:4407607 /DB_XREF=vb39c03.y1 /CLONE=IMAGE:751300 /FEA=EST /CNT=5 /TID=Mm.32601.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444547_at 1.1 1.8 A A 0.85 0.85 -1.3 NC 0.88 gb:AI449440 /DB_XREF=gi:4290018 /DB_XREF=mp94a08.x1 /CLONE=IMAGE:576854 /FEA=EST /CNT=4 /TID=Mm.218177.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444630_at 12.3 6.8 A A 0.63 0.75 -1.3 NC 0.59 gb:BB391360 /DB_XREF=gi:16408926 /DB_XREF=BB391360 /CLONE=C230074C23 /FEA=EST /CNT=5 /TID=Mm.190889.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444916_at 3.1 0.6 A A 0.85 0.94 -1.3 NC 0.68 gb:BG071936 /DB_XREF=gi:12554505 /DB_XREF=H3104H03-3 /CLONE=H3104H03 /FEA=EST /CNT=3 /TID=Mm.174543.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1444944_at 11.2 3.1 A A 0.09 0.6 -1.3 NC 0.91 gb:BG065698 /DB_XREF=gi:12548261 /DB_XREF=H3034C01-3 /CLONE=H3034C01 /FEA=EST /CNT=3 /TID=Mm.172593.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445185_at 2.5 0.5 A A 0.78 0.97 -1.3 NC 0.75 gb:BB017477 /DB_XREF=gi:16257524 /DB_XREF=BB017477 /CLONE=4930568J24 /FEA=EST /CNT=3 /TID=Mm.210465.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445215_at 2.5 1.2 A A 0.72 0.78 -1.3 NC 0.55 gb:BM119011 /DB_XREF=gi:17087037 /DB_XREF=L0919D03-3 /CLONE=L0919D03 /FEA=EST /CNT=3 /TID=Mm.218340.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445240_at 5.1 1 A A 0.36 0.53 -1.3 NC 0.5 gb:BG069568 /DB_XREF=gi:12552137 /DB_XREF=H3077G05-3 /CLONE=H3077G05 /FEA=EST /CNT=3 /TID=Mm.173420.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445347_at 4.6 1.9 A A 0.56 0.63 -1.3 NC 0.54 gb:BE946986 /DB_XREF=gi:10524745 /DB_XREF=UI-M-BH3-axg-e-06-0-UI.s1 /CLONE=UI-M-BH3-axg-e-06-0-UI /FEA=EST /CNT=3 /TID=Mm.150320.1
MOE430_2_1445476_at 22.6 7 A A 0.11 0.36 -1.3 NC 0.88 gb:AI481627 /DB_XREF=gi:4374853 /DB_XREF=vh24f01.x1 /CLONE=IMAGE:876409 /FEA=EST /CNT=3 /TID=Mm.33097.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445634_at 7.6 2.5 A A 0.39 0.56 -1.3 NC 0.5 gb:AI852238 /DB_XREF=gi:5496144 /DB_XREF=UI-M-BH0-ajc-g-07-0-UI.s1 /CLONE=UI-M-BH0-ajc-g-07-0-UI /FEA=EST /CNT=3 /TID=Mm.39908.1 /T
MOE430_2_1446362_at 3 1.2 A A 0.6 0.63 -1.3 NC 0.2 gb:BB049985 /DB_XREF=gi:16259531 /DB_XREF=BB049985 /CLONE=6530421N19 /FEA=EST /CNT=2 /TID=Mm.207958.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446415_at 7.4 2.5 A A 0.43 0.53 -1.3 NC 0.5 gb:BB169848 /DB_XREF=gi:15409254 /DB_XREF=BB169848 /CLONE=A230013I17 /FEA=EST /CNT=2 /TID=Mm.121002.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446634_at 3.3 1.3 A A 0.36 0.75 -1.3 NC 0.64 gb:BB519435 /DB_XREF=gi:16443335 /DB_XREF=BB519435 /CLONE=D830036C21 /FEA=EST /CNT=2 /TID=Mm.213359.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446637_at 16.8 6.5 P P 0.01 0.01 -1.3 NC 0.85 gb:AV266393 /DB_XREF=gi:15405409 /DB_XREF=AV266393 /CLONE=4930517E14 /FEA=EST /CNT=2 /TID=Mm.40948.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446660_at 5.8 0.9 P A 0.008057 0.6 -1.3 NC 0.92 gb:BG065574 /DB_XREF=gi:12548137 /DB_XREF=H3032G10-3 /CLONE=H3032G10 /FEA=EST /CNT=2 /TID=Mm.172564.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446704_at 7.6 2.6 A A 0.27 0.36 -1.3 NC 0.33 gb:BB438335 /DB_XREF=gi:16424512 /DB_XREF=BB438335 /CLONE=D030011D02 /FEA=EST /CNT=2 /TID=Mm.129278.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446873_at 2.3 1 A A 0.55 0.74 -1.3 NC 0.78 gb:AU024134 /DB_XREF=gi:3394481 /DB_XREF=AU024134 /CLONE=J0447B02 /FEA=EST /CNT=2 /TID=Mm.173702.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1447012_at 3.8 2.1 A A 0.56 0.62 -1.3 NC 0.37 gb:BB384728 /DB_XREF=gi:16408282 /DB_XREF=BB384728 /CLONE=C230036B22 /FEA=EST /CNT=2 /TID=Mm.100069.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447043_at 7.7 4.1 A A 0.17 0.75 -1.3 NC 0.79 gb:BB386653 /DB_XREF=gi:16408450 /DB_XREF=BB386653 /CLONE=C230047L12 /FEA=EST /CNT=2 /TID=Mm.127541.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447297_at 11 7.8 A A 0.14 0.32 -1.3 NC 0.42 gb:BE134115 /DB_XREF=gi:8596615 /DB_XREF=ug16c01.x1 /CLONE=IMAGE:1531776 /FEA=EST /CNT=2 /TID=Mm.132949.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447337_at 4.3 2.4 A A 0.66 0.63 -1.3 NC 0.46 gb:BM121907 /DB_XREF=gi:17105675 /DB_XREF=L0503B07-3 /CLONE=L0503B07 /FEA=EST /CNT=2 /TID=Mm.216727.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447362_at 5.5 1.3 A A 0.56 0.93 -1.3 NC 0.69 gb:AU045529 /DB_XREF=gi:3981712 /DB_XREF=AU045529 /CLONE=J0937A07 /FEA=EST /CNT=2 /TID=Mm.200255.1 /TIER=ConsEnd /STK=2 /UG=Mm.2
MOE430_2_1447420_at 1.7 0.5 A A 0.82 0.99 -1.3 NC 0.86 gb:BG066501 /DB_XREF=gi:12549070 /DB_XREF=H3043F11-3 /CLONE=H3043F11 /FEA=EST /CNT=2 /TID=Mm.172768.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447429_at 9.1 3.9 A A 0.43 0.5 -1.3 NC 0.5 gb:BE952724 /DB_XREF=gi:10593483 /DB_XREF=UI-M-BH4-azj-d-02-0-UI.s1 /CLONE=UI-M-BH4-azj-d-02-0-UI /FEA=EST /CNT=2 /TID=Mm.150741.1 
MOE430_2_1447440_at 5.5 1.9 A A 0.39 0.66 -1.3 NC 0.57 gb:AW047787 /DB_XREF=gi:5908316 /DB_XREF=UI-M-BH1-alk-f-09-0-UI.s1 /CLONE=UI-M-BH1-alk-f-09-0-UI /FEA=EST /CNT=2 /TID=Mm.151979.1 /T
MOE430_2_1447716_x_ 6.6 2.8 A A 0.56 0.53 -1.3 NC 0.5 gb:BB125223 /DB_XREF=gi:8779547 /DB_XREF=BB125223 /CLONE=9630003N23 /FEA=EST /CNT=2 /TID=Mm.119303.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447791_s_ 4.7 1 A A 0.45 0.5 -1.3 NC 0.39 gb:AV230778 /DB_XREF=gi:6183293 /DB_XREF=AV230778 /CLONE=4632401H08 /FEA=EST /CNT=2 /TID=Mm.87476.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447873_x_ 29.2 12.5 P A 0.04 0.24 -1.3 NC 0.94 gb:AV376592 /DB_XREF=gi:6424239 /DB_XREF=AV376592 /CLONE=9130211I17 /FEA=EST /CNT=2 /TID=Mm.98495.1 /TIER=ConsEnd /STK=2 /UG=Mm.9
MOE430_2_1447914_x_ 10.5 5.4 A A 0.12 0.21 -1.3 NC 0.93 gb:AV249015 /DB_XREF=gi:6236474 /DB_XREF=AV249015 /CLONE=4833411O04 /FEA=EST /CNT=2 /TID=Mm.83885.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448006_at 11.1 2.6 A A 0.5 0.88 -1.3 NC 0.5 gb:BE865106 /DB_XREF=gi:10386818 /DB_XREF=UI-M-BH2.1-apo-e-08-0-UI.r1 /CLONE=UI-M-BH2.1-apo-e-08-0-UI /FEA=EST /CNT=27 /TID=Mm.441
MOE430_2_1448265_x_ 2.4 0.6 A A 0.53 0.53 -1.3 NC 0.36 gb:BC015076.1 /DB_XREF=gi:15929264 /FEA=FLmRNA /CNT=154 /TID=Mm.33240.1 /TIER=FL+Stack /STK=109 /UG=Mm.33240 /LL=14012 /UG_GENE=Ev
MOE430_2_1448291_at 7.7 2.8 A A 0.66 0.85 -1.3 NC 0.57 gb:NM_013599.1 /DB_XREF=gi:7305276 /GEN=Mmp9 /FEA=FLmRNA /CNT=152 /TID=Mm.4406.1 /TIER=FL+Stack /STK=24 /UG=Mm.4406 /LL=17395 /DE
MOE430_2_1448329_at 5.8 2 A A 0.66 0.95 -1.3 NC 0.5 gb:NM_009619.1 /DB_XREF=gi:6752971 /GEN=Adam3 /FEA=FLmRNA /CNT=94 /TID=Mm.5168.1 /TIER=FL+Stack /STK=91 /UG=Mm.5168 /LL=11497 /DE
MOE430_2_1448452_at 8 2.9 A A 0.69 0.69 -1.3 NC 0.37 gb:BG069095 /DB_XREF=gi:12551664 /DB_XREF=H3072F09-3 /CLONE=H3072F09 /FEA=FLmRNA /CNT=157 /TID=Mm.3182.1 /TIER=Stack /STK=20 /UG
MOE430_2_1448511_at 48.3 20.2 P A 0.02 0.27 -1.3 NC 0.98 gb:NM_016933.2 /DB_XREF=gi:18640745 /GEN=Ptprcap /FEA=FLmRNA /CNT=87 /TID=Mm.41376.1 /TIER=FL+Stack /STK=65 /UG=Mm.41376 /LL=19265 
MOE430_2_1448749_at 1.9 1 A A 0.53 0.56 -1.3 NC 0.7 gb:AF181829.1 /DB_XREF=gi:8515108 /GEN=Plek /FEA=FLmRNA /CNT=79 /TID=Mm.98232.1 /TIER=FL /STK=1 /UG=Mm.98232 /LL=56193 /DEF=Mus mu
MOE430_2_1449163_at 19.1 11.9 A A 0.3 0.43 -1.3 NC 0.78 gb:NM_023059.1 /DB_XREF=gi:12746439 /GEN=Sigirr-pending /FEA=FLmRNA /CNT=45 /TID=Mm.38017.1 /TIER=FL+Stack /STK=20 /UG=Mm.38017 /LL=
MOE430_2_1449205_at 14.3 3.2 A A 0.11 0.53 -1.3 NC 0.5 gb:NM_026924.1 /DB_XREF=gi:13386181 /GEN=1810007D21Rik /FEA=FLmRNA /CNT=29 /TID=Mm.17542.1 /TIER=FL+Stack /STK=19 /UG=Mm.17542 /LL
MOE430_2_1449308_at 9.8 4.3 A A 0.3 0.53 -1.3 NC 0.5 gb:NM_016704.1 /DB_XREF=gi:7709995 /GEN=C6 /FEA=FLmRNA /CNT=39 /TID=Mm.20247.1 /TIER=FL+Stack /STK=15 /UG=Mm.20247 /LL=12274 /DEF=
MOE430_2_1449347_a_ 0.7 0.2 A A 0.96 0.97 -1.3 NC 0.81 gb:NM_021365.1 /DB_XREF=gi:10946693 /GEN=Xlr4 /FEA=FLmRNA /CNT=23 /TID=Mm.104764.1 /TIER=FL+Stack /STK=13 /UG=Mm.104764 /LL=27083 /
MOE430_2_1449592_at 14.9 3.4 A A 0.12 0.6 -1.3 NC 0.79 gb:NM_009328.1 /DB_XREF=gi:6678236 /GEN=Tcf15 /FEA=FLmRNA /CNT=13 /TID=Mm.3881.1 /TIER=FL /STK=6 /UG=Mm.3881 /LL=21407 /DEF=Mus mu
MOE430_2_1449867_at 8.2 3.6 A A 0.78 0.88 -1.3 NC 0.5 gb:NM_008272.1 /DB_XREF=gi:6680254 /GEN=Hoxc9 /FEA=FLmRNA /CNT=13 /TID=Mm.4765.1 /TIER=FL /STK=5 /UG=Mm.4765 /LL=15427 /DEF=Mus m
MOE430_2_1450065_at 84 37.9 P P 0.000244 0.000732 -1.3 D 0.99 gb:BQ176297 /DB_XREF=gi:20351789 /DB_XREF=UI-M-DJ2-bwg-n-03-0-UI.s1 /CLONE=UI-M-DJ2-bwg-n-03-0-UI /FEA=FLmRNA /CNT=67 /TID=Mm.1
MOE430_2_1450145_at 10.3 4 A A 0.14 0.39 -1.3 NC 0.51 gb:NM_019416.1 /DB_XREF=gi:9507136 /GEN=Spot1 /FEA=FLmRNA /CNT=15 /TID=Mm.117096.1 /TIER=FL /STK=2 /UG=Mm.117096 /LL=20749 /DEF=M
MOE430_2_1450575_at 1.9 0.6 A A 0.9 0.99 -1.3 NC 0.95 gb:NM_007699.1 /DB_XREF=gi:6680939 /GEN=Chrm4 /FEA=FLmRNA /CNT=1 /TID=Mm.57181.1 /TIER=FL /STK=1 /UG=Mm.57181 /LL=12672 /DEF=Mus 
MOE430_2_1450832_at 5.4 3.4 A A 0.5 0.5 -1.3 NC 0.5 gb:NM_008271.1 /DB_XREF=gi:6680252 /GEN=Hoxc5 /FEA=FLmRNA /CNT=5 /TID=Mm.20305.1 /TIER=FL /STK=0 /UG=Mm.20305 /LL=15424 /DEF=Mus m
MOE430_2_1451424_at 8.1 1.7 A A 0.17 0.36 -1.3 NC 0.5 gb:BC027245.1 /DB_XREF=gi:20071048 /FEA=FLmRNA /CNT=61 /TID=Mm.99989.1 /TIER=FL+Stack /STK=15 /UG=Mm.99989 /DEF=Mus musculus, clone 
MOE430_2_1451771_at 18.1 6.8 A A 0.11 0.49 -1.3 NC 0.85 gb:AF217002.1 /DB_XREF=gi:12004580 /GEN=calcium channel /FEA=FLmRNA /CNT=26 /TID=Mm.28433.1 /TIER=FL /STK=1 /UG=Mm.28433 /DEF=Mus m
MOE430_2_1451824_at 5.4 1.6 A A 0.53 0.78 -1.3 NC 0.46 gb:BC009817.1 /DB_XREF=gi:14602602 /FEA=FLmRNA /CNT=7 /TID=Mm.1420.2 /TIER=FL /STK=1 /UG=Mm.1420 /LL=12231 /UG_GENE=Btn1a1 /DEF=M
MOE430_2_1451855_at 1.1 0.8 A A 0.8 0.99 -1.3 NC 0.81 gb:BC017640.1 /DB_XREF=gi:17160960 /FEA=FLmRNA /CNT=3 /TID=Mm.213463.1 /TIER=FL /STK=1 /UG=Mm.213463 /DEF=Mus musculus, Similar to B-
MOE430_2_1451932_a_ 574.2 212.8 P P 0.001221 0.001953 -1.3 D 0.99 gb:BC016215.1 /DB_XREF=gi:16740678 /FEA=FLmRNA /CNT=1 /TID=Mm.45238.1 /TIER=FL /STK=1 /UG=Mm.45238 /DEF=Mus musculus, Similar to hypot
MOE430_2_1452492_a_ 6.6 2.5 A A 0.6 0.69 -1.3 NC 0.37 gb:BC022752.1 /DB_XREF=gi:18490548 /FEA=mRNA /CNT=4 /TID=Mm.103729.2 /TIER=ConsEnd /STK=0 /UG=Mm.103729 /LL=56857 /UG_GENE=Slc37a1
MOE430_2_1452498_at 7.8 7 P A 0.03 0.53 -1.3 NC 0.85 gb:BC018446.1 /DB_XREF=gi:17391054 /FEA=mRNA /CNT=2 /TID=Mm.214772.1 /TIER=ConsEnd /STK=0 /UG=Mm.214772 /UG_TITLE=Mus musculus, clon
MOE430_2_1453292_at 3.7 0.5 A A 0.6 0.78 -1.3 NC 0.44 gb:AV267198 /DB_XREF=gi:6255235 /DB_XREF=AV267198 /CLONE=4930524I09 /FEA=mRNA /CNT=14 /TID=Mm.84774.1 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1453323_at 12.8 5.9 A A 0.11 0.39 -1.3 NC 0.94 gb:AK013806.1 /DB_XREF=gi:12851310 /FEA=mRNA /CNT=13 /TID=Mm.59974.1 /TIER=ConsEnd /STK=6 /UG=Mm.59974 /LL=73018 /UG_GENE=2900079
MOE430_2_1453385_at 2.6 0.8 A A 0.43 0.62 -1.3 NC 0.22 gb:AK003723.1 /DB_XREF=gi:12834564 /FEA=mRNA /CNT=8 /TID=Mm.57689.1 /TIER=ConsEnd /STK=4 /UG=Mm.57689 /LL=74774 /UG_GENE=1110015C
MOE430_2_1453525_at 3.8 1 A A 0.53 0.87 -1.3 NC 0.15 gb:BB226761 /DB_XREF=gi:8897406 /DB_XREF=BB226761 /CLONE=A530098H02 /FEA=mRNA /CNT=5 /TID=Mm.98878.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453793_at 21.4 9.9 P A 0.02 0.21 -1.3 NC 0.5 gb:AI036213 /DB_XREF=gi:3259904 /DB_XREF=uh20f07.r1 /CLONE=IMAGE:1745989 /FEA=mRNA /CNT=8 /TID=Mm.25846.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453813_at 1 0.3 A A 0.69 0.93 -1.3 NC 0.94 gb:BB749845 /DB_XREF=gi:16154081 /DB_XREF=BB749845 /CLONE=G030201L16 /FEA=mRNA /CNT=6 /TID=Mm.103181.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453991_at 4.7 1.7 A A 0.66 0.69 -1.3 NC 0.36 gb:AK013198.1 /DB_XREF=gi:12850408 /FEA=mRNA /CNT=2 /TID=Mm.70546.3 /TIER=ConsEnd /STK=0 /UG=Mm.70546 /LL=104819 /UG_GENE=AI448222
MOE430_2_1454007_a_ 12.5 4.5 P A 0.01 0.46 -1.3 NC 0.79 gb:AK020384.1 /DB_XREF=gi:12860957 /FEA=mRNA /CNT=2 /TID=Mm.207298.2 /TIER=ConsEnd /STK=0 /UG=Mm.207298 /LL=77264 /UG_GENE=Zfp142 
MOE430_2_1454178_at 4.5 0.9 A A 0.69 0.87 -1.3 NC 0.72 gb:AK011565.1 /DB_XREF=gi:12847771 /FEA=mRNA /CNT=1 /TID=Mm.158306.1 /TIER=ConsEnd /STK=0 /UG=Mm.158306 /LL=69904 /UG_GENE=261002
MOE430_2_1454230_a_ 7.3 1.9 A A 0.27 0.66 -1.3 NC 0.62 gb:AK021314.1 /DB_XREF=gi:12862165 /FEA=mRNA /CNT=1 /TID=Mm.170682.2 /TIER=ConsEnd /STK=0 /UG=Mm.170682 /LL=74011 /UG_GENE=363241
MOE430_2_1454279_at 4.7 1.1 A A 0.63 0.93 -1.3 NC 0.79 gb:AA144866 /DB_XREF=gi:1714257 /DB_XREF=mr69d08.r1 /CLONE=IMAGE:602703 /FEA=mRNA /CNT=4 /TID=Mm.108994.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1454339_at 11.2 2.6 P A 0.03 0.3 -1.3 NC 0.86 gb:AV270738 /DB_XREF=gi:6258775 /DB_XREF=AV270738 /CLONE=4930551I15 /FEA=mRNA /CNT=2 /TID=Mm.50530.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1454438_at 7.9 3.5 A A 0.11 0.36 -1.3 NC 0.5 gb:AK017093.1 /DB_XREF=gi:12856176 /FEA=mRNA /CNT=1 /TID=Mm.34867.4 /TIER=ConsEnd /STK=0 /UG=Mm.34867 /LL=11891 /UG_GENE=Rab27a /U
MOE430_2_1454586_at 3.2 1.7 A A 0.46 0.6 -1.3 NC 0.57 gb:AK005121.1 /DB_XREF=gi:12836827 /FEA=mRNA /CNT=1 /TID=Mm.196663.1 /TIER=ConsEnd /STK=0 /UG=Mm.196663 /LL=76682 /UG_GENE=150000
MOE430_2_1455119_at 6.4 2.2 A A 0.43 0.8 -1.3 NC 0.5 gb:BB360564 /DB_XREF=gi:15411674 /DB_XREF=BB360564 /CLONE=C030048B12 /FEA=EST /CNT=26 /TID=Mm.39184.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455296_at 11 4 A A 0.27 0.5 -1.3 NC 0.5 gb:BE952286 /DB_XREF=gi:10592587 /DB_XREF=UI-M-CD0-ayk-h-06-0-UI.s1 /CLONE=UI-M-CD0-ayk-h-06-0-UI /FEA=EST /CNT=34 /TID=Mm.41626.
MOE430_2_1455343_at 4.2 0.9 A A 0.16 0.6 -1.3 NC 0.63 gb:BF159528 /DB_XREF=gi:11039630 /DB_XREF=601769023F1 /CLONE=IMAGE:3988421 /FEA=EST /CNT=17 /TID=Mm.3741.2 /TIER=Stack /STK=16 /UG
MOE430_2_1455530_at 8.5 3.6 P A 0.04 0.39 -1.3 NC 0.59 gb:BE686052 /DB_XREF=gi:10073676 /DB_XREF=uv90d11.x1 /CLONE=IMAGE:3414453 /FEA=EST /CNT=60 /TID=Mm.28362.4 /TIER=Stack /STK=11 /UG
MOE430_2_1455833_at 19.2 4.3 P A 0.03 0.46 -1.3 NC 0.65 gb:BG068103 /DB_XREF=gi:12550672 /DB_XREF=H3061G08-3 /CLONE=H3061G08 /FEA=EST /CNT=51 /TID=Mm.9705.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1455840_at 4.8 2.6 A A 0.6 0.71 -1.3 NC 0.64 gb:BM230524 /DB_XREF=gi:17793767 /DB_XREF=K0296G12-3 /CLONE=K0296G12 /FEA=EST /CNT=62 /TID=Mm.17258.1 /TIER=Stack /STK=39 /UG=Mm
MOE430_2_1455899_x_ 1001.4 586.7 P P 0.000244 0.000244 -1.3 D 0.99 gb:BB241535 /DB_XREF=gi:8934281 /DB_XREF=BB241535 /CLONE=A630087F01 /FEA=EST /CNT=28 /TID=Mm.3468.3 /TIER=Stack /STK=28 /UG=Mm.3
MOE430_2_1455957_x_ 1.5 0.6 A A 0.56 0.9 -1.3 NC 0.89 gb:AV034167 /DB_XREF=gi:4853832 /DB_XREF=AV034167 /CLONE=1600002M05 /FEA=EST /CNT=23 /TID=Mm.36666.4 /TIER=Stack /STK=23 /UG=Mm.
MOE430_2_1455963_at 4.4 1.7 A A 0.27 0.56 -1.3 NC 0.6 gb:AV317707 /DB_XREF=gi:16394616 /DB_XREF=AV317707 /CLONE=5832434N19 /FEA=EST /CNT=40 /TID=Mm.25840.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1456065_at 7.4 4 A A 0.14 0.3 -1.3 NC 0.5 gb:BB397001 /DB_XREF=gi:15411680 /DB_XREF=BB397001 /CLONE=C330001M22 /FEA=EST /CNT=30 /TID=Mm.132421.1 /TIER=Stack /STK=17 /UG=M
MOE430_2_1456100_at 6.6 1.1 A A 0.6 0.87 -1.3 NC 0.79 gb:AV279316 /DB_XREF=gi:16391256 /DB_XREF=AV279316 /CLONE=4933406N18 /FEA=EST /CNT=17 /TID=Mm.212777.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1456249_x_ 3 0.9 A A 0.56 0.69 -1.3 NC 0.31 gb:AV151500 /DB_XREF=gi:5356706 /DB_XREF=AV151500 /CLONE=2900018P07 /FEA=EST /CNT=13 /TID=Mm.2397.3 /TIER=Stack /STK=13 /UG=Mm.23
MOE430_2_1456289_at 8.9 4.5 A A 0.5 0.56 -1.3 NC 0.5 gb:BB786529 /DB_XREF=gi:16955025 /DB_XREF=BB786529 /CLONE=G430112C12 /FEA=EST /CNT=13 /TID=Mm.23995.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456409_at 10.2 3.3 A A 0.09 0.33 -1.3 NC 0.7 gb:BB308961 /DB_XREF=gi:16402459 /DB_XREF=BB308961 /CLONE=B230308G19 /FEA=EST /CNT=37 /TID=Mm.60400.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456424_s_ 3593.9 1374.1 P P 0.000244 0.000244 -1.3 D 0.99 gb:AI591480 /DB_XREF=gi:4600528 /DB_XREF=vt15g11.x1 /CLONE=IMAGE:1163204 /FEA=EST /CNT=13 /TID=Mm.7046.3 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456510_x_ 129.7 61.5 P P 0.008057 0.008057 -1.3 D 0.99 gb:BB703414 /DB_XREF=gi:16052249 /DB_XREF=BB703414 /CLONE=7420452A08 /FEA=EST /CNT=13 /TID=Mm.220975.3 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456619_at 2.5 0.4 A A 0.5 0.75 -1.3 NC 0.55 gb:BM204375 /DB_XREF=gi:17759241 /DB_XREF=C0268E06-3 /CLONE=C0268E06 /FEA=EST /CNT=27 /TID=Mm.33192.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1456766_at 5.2 2.7 A A 0.36 0.75 -1.3 NC 0.69 gb:BB036966 /DB_XREF=gi:15403719 /DB_XREF=BB036966 /CLONE=5930422B18 /FEA=EST /CNT=12 /TID=Mm.73164.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456998_at 6 3.4 P A 0.007324 0.36 -1.3 NC 0.9 gb:AU023363 /DB_XREF=gi:3393710 /DB_XREF=AU023363 /CLONE=J0430G08 /FEA=EST /CNT=6 /TID=Mm.26365.1 /TIER=ConsEnd /STK=6 /UG=Mm.26
MOE430_2_1457026_at 2.8 1.3 A A 0.75 0.82 -1.3 NC 0.83 gb:BB367422 /DB_XREF=gi:16406536 /DB_XREF=BB367422 /CLONE=C130037N08 /FEA=EST /CNT=29 /TID=Mm.74658.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457084_at 3.8 1.4 A A 0.56 0.72 -1.3 NC 0.59 gb:BG068754 /DB_XREF=gi:12551323 /DB_XREF=H3069A01-3 /CLONE=H3069A01 /FEA=EST /CNT=7 /TID=Mm.26389.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457471_at 8.4 1.9 A A 0.53 0.85 -1.3 NC 0.37 gb:BB075652 /DB_XREF=gi:16260301 /DB_XREF=BB075652 /CLONE=9330110N14 /FEA=EST /CNT=5 /TID=Mm.213397.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457485_at 4.3 1.6 A A 0.36 0.72 -1.3 NC 0.3 gb:BM119829 /DB_XREF=gi:17087855 /DB_XREF=L0931B03-3 /CLONE=L0931B03 /FEA=EST /CNT=4 /TID=Mm.174247.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457548_at 8.3 2.5 A A 0.08 0.46 -1.3 NC 0.78 gb:BB227648 /DB_XREF=gi:15410223 /DB_XREF=BB227648 /CLONE=A630006M12 /FEA=EST /CNT=4 /TID=Mm.208125.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457582_at 4.8 2.3 A A 0.46 0.53 -1.3 NC 0.65 gb:BB528233 /DB_XREF=gi:16444617 /DB_XREF=BB528233 /CLONE=D930045J11 /FEA=EST /CNT=4 /TID=Mm.209577.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457657_at 4.7 2.7 A A 0.53 0.5 -1.3 NC 0.26 gb:AI506888 /DB_XREF=gi:4404739 /DB_XREF=vl56f11.x1 /CLONE=IMAGE:976269 /FEA=EST /CNT=4 /TID=Mm.35341.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457704_at 17.9 9.7 P A 0.03 0.27 -1.3 NC 0.74 gb:BE982894 /DB_XREF=gi:10653515 /DB_XREF=UI-M-CG0p-bfh-e-02-0-UI.s1 /CLONE=UI-M-CG0p-bfh-e-02-0-UI /FEA=EST /CNT=10 /TID=Mm.2944
MOE430_2_1457755_at 96.7 31.7 P P 0.000732 0.000244 -1.3 D 0.99 gb:BQ174809 /DB_XREF=gi:20350301 /DB_XREF=UI-M-DJ2-bwb-h-15-0-UI.s1 /CLONE=UI-M-DJ2-bwb-h-15-0-UI /FEA=EST /CNT=6 /TID=Mm.103770
MOE430_2_1457904_at 3.9 1.2 A A 0.59 0.8 -1.3 NC 0.5 gb:BB125515 /DB_XREF=gi:16262194 /DB_XREF=BB125515 /CLONE=9630005J17 /FEA=EST /CNT=4 /TID=Mm.119320.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458077_at 12.5 5.6 P P 0.000732 0.03 -1.3 NC 0.86 gb:BB525358 /DB_XREF=gi:16444138 /DB_XREF=BB525358 /CLONE=D930026B05 /FEA=EST /CNT=3 /TID=Mm.137949.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458266_at 4.2 1.6 A A 0.43 0.75 -1.3 NC 0.5 gb:BB262837 /DB_XREF=gi:16400082 /DB_XREF=BB262837 /CLONE=A830008A03 /FEA=EST /CNT=3 /TID=Mm.131519.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458806_at 12 3.1 A A 0.06 0.33 -1.3 NC 0.83 gb:BG072069 /DB_XREF=gi:12554638 /DB_XREF=H3106D05-3 /CLONE=H3106D05 /FEA=EST /CNT=3 /TID=Mm.172192.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458958_at 4.7 0.9 A A 0.39 0.9 -1.3 NC 0.93 gb:BB078840 /DB_XREF=gi:16260490 /DB_XREF=BB078840 /CLONE=9330155G14 /FEA=EST /CNT=3 /TID=Mm.209041.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458986_at 14.8 4.7 A A 0.46 0.6 -1.3 NC 0.5 gb:AW489521 /DB_XREF=gi:7059791 /DB_XREF=UI-M-BH3-asb-d-05-0-UI.s1 /CLONE=UI-M-BH3-asb-d-05-0-UI /FEA=EST /CNT=3 /TID=Mm.45374.1 /
MOE430_2_1459066_at 3.5 1.1 A A 0.59 0.69 -1.3 NC 0.51 gb:AW123137 /DB_XREF=gi:6098667 /DB_XREF=UI-M-BH2.1-apd-a-12-0-UI.s1 /CLONE=UI-M-BH2.1-apd-a-12-0-UI /FEA=EST /CNT=3 /TID=Mm.65136
MOE430_2_1459206_at 4.9 1.7 A A 0.46 0.72 -1.3 NC 0.5 gb:BG076344 /DB_XREF=gi:12558913 /DB_XREF=H3158F04-3 /CLONE=H3158F04 /FEA=EST /CNT=2 /TID=Mm.182886.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459224_at 4.9 1.7 A A 0.46 0.6 -1.3 NC 0.46 gb:BB005980 /DB_XREF=gi:16256981 /DB_XREF=BB005980 /CLONE=4732469E12 /FEA=EST /CNT=2 /TID=Mm.207090.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459227_at 6.7 3.9 A A 0.38 0.72 -1.3 NC 0.71 gb:BG069937 /DB_XREF=gi:12552594 /DB_XREF=H3082G09-3 /CLONE=H3082G09 /FEA=EST /CNT=2 /TID=Mm.25862.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459385_at 5.6 3.5 A A 0.5 0.46 -1.3 NC 0.5 gb:BB528893 /DB_XREF=gi:16445503 /DB_XREF=BB528893 /CLONE=D930048P03 /FEA=EST /CNT=2 /TID=Mm.213364.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459493_at 23.6 10.9 A A 0.09 0.39 -1.3 NC 0.93 gb:BB161726 /DB_XREF=gi:16268641 /DB_XREF=BB161726 /CLONE=A130061P18 /FEA=EST /CNT=2 /TID=Mm.156669.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459574_at 4.3 2 A A 0.46 0.6 -1.3 NC 0.31 gb:C86865 /DB_XREF=gi:2918822 /DB_XREF=C86865 /CLONE=J0234E11 /FEA=EST /CNT=2 /TID=Mm.201147.1 /TIER=ConsEnd /STK=2 /UG=Mm.20114
MOE430_2_1459586_at 4.5 2.9 A A 0.19 0.56 -1.3 NC 0.82 gb:C78452 /DB_XREF=gi:2518782 /DB_XREF=C78452 /CLONE=J0048F01 /FEA=EST /CNT=2 /TID=Mm.172704.1 /TIER=ConsEnd /STK=2 /UG=Mm.17270
MOE430_2_1459607_at 4.2 0.6 A A 0.43 0.82 -1.3 NC 0.82 gb:BB284599 /DB_XREF=gi:8985048 /DB_XREF=BB284599 /CLONE=A930106G02 /FEA=EST /CNT=2 /TID=Mm.125556.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459656_at 3.1 1 A A 0.75 0.95 -1.3 NC 0.73 gb:AW826048 /DB_XREF=gi:7919125 /DB_XREF=us20f05.x1 /CLONE=IMAGE:3167649 /FEA=EST /CNT=2 /TID=Mm.150277.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459759_s_ 7.5 2.6 A A 0.27 0.53 -1.3 NC 0.33 gb:AV047076 /DB_XREF=gi:4866741 /DB_XREF=AV047076 /CLONE=1700065I17 /FEA=EST /CNT=2 /TID=Mm.87057.1 /TIER=ConsEnd /STK=2 /UG=Mm.8
MOE430_2_1459931_a_ 11.8 5.8 P A 0.01 0.27 -1.3 NC 0.5 gb:AA543171 /DB_XREF=gi:2291648 /DB_XREF=vj81h02.r1 /CLONE=IMAGE:935475 /FEA=EST /CNT=3 /TID=Mm.33640.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1459959_at 5.8 3.2 A A 0.56 0.5 -1.3 NC 0.5 gb:AW537404 /DB_XREF=gi:7179821 /DB_XREF=G0116B01-3 /CLONE=G0116B01 /FEA=EST /CNT=2 /TID=Mm.182535.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460145_at 0.5 0.5 A A 0.94 0.96 -1.3 NC 0.5 gb:BG069298 /DB_XREF=gi:12551867 /DB_XREF=H3074H04-3 /CLONE=H3074H04 /FEA=EST /CNT=3 /TID=Mm.173391.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460147_at 1.9 2.4 A A 0.27 0.63 -1.3 NC 0.8 gb:BB360886 /DB_XREF=gi:16405881 /DB_XREF=BB360886 /CLONE=C130001E07 /FEA=EST /CNT=3 /TID=Mm.39331.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460162_at 6.1 3.1 A A 0.19 0.5 -1.3 NC 0.5 gb:BG065776 /DB_XREF=gi:12548339 /DB_XREF=H3035B07-3 /CLONE=H3035B07 /FEA=EST /CNT=3 /TID=Mm.154733.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460204_at 17.5 7.5 P A 0.03 0.5 -1.3 NC 0.58 gb:NM_013689.1 /DB_XREF=gi:7305568 /GEN=Tec /FEA=FLmRNA /CNT=62 /TID=Mm.2350.1 /TIER=FL+Stack /STK=48 /UG=Mm.2350 /LL=21682 /DEF=M
MOE430_2_1460223_a_ 11.5 4.3 A A 0.12 0.39 -1.3 NC 0.5 gb:NM_013514.1 /DB_XREF=gi:7305036 /GEN=Epb4.9 /FEA=FLmRNA /CNT=62 /TID=Mm.20046.1 /TIER=FL+Stack /STK=30 /UG=Mm.20046 /LL=13829 /D
MOE430_2_1460489_at 2.8 0.9 A A 0.59 0.66 -1.3 NC 0.5 gb:AV270744 /DB_XREF=gi:16389901 /DB_XREF=AV270744 /CLONE=4930551J12 /FEA=mRNA /CNT=4 /TID=Mm.159029.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1460568_at 38.8 17.3 P M 0.01 0.05 -1.3 NC 0.98 gb:BI156583 /DB_XREF=gi:14616584 /DB_XREF=602923240F1 /CLONE=IMAGE:5063649 /FEA=EST /CNT=62 /TID=Mm.9845.1 /TIER=Stack /STK=29 /UG
MOE430_2_1460675_at 485.7 235.4 P P 0.000244 0.000244 -1.3 D 0.99 gb:AF411055.1 /DB_XREF=gi:15593236 /GEN=Pgrl /FEA=FLmRNA /CNT=147 /TID=Mm.29860.1 /TIER=FL+Stack /STK=80 /UG=Mm.29860 /LL=140559 /D
MOE430_2_1416242_at 7.2 4.8 M A 0.05 0.49 -1.4 NC 0.5 gb:NM_026167.1 /DB_XREF=gi:13385673 /GEN=1200009K10Rik /FEA=FLmRNA /CNT=144 /TID=Mm.26546.1 /TIER=FL+Stack /STK=108 /UG=Mm.26546 /
MOE430_2_1416318_at 402.1 168.7 P P 0.000732 0.001953 -1.4 D 0.99 gb:AF426024.1 /DB_XREF=gi:18034363 /GEN=Serpinb1 /FEA=FLmRNA /CNT=180 /TID=Mm.46316.1 /TIER=FL+Stack /STK=98 /UG=Mm.46316 /LL=66222
MOE430_2_1416490_at 6.3 0.9 A A 0.33 0.75 -1.4 NC 0.85 gb:NM_025458.1 /DB_XREF=gi:13384863 /GEN=1810015P03Rik /FEA=FLmRNA /CNT=102 /TID=Mm.23032.1 /TIER=FL+Stack /STK=86 /UG=Mm.23032 /L
MOE430_2_1416619_at 13.1 6.4 P A 0.005859 0.19 -1.4 NC 0.98 gb:NM_028732.1 /DB_XREF=gi:13386339 /GEN=4632428N05Rik /FEA=FLmRNA /CNT=193 /TID=Mm.33926.1 /TIER=FL+Stack /STK=43 /UG=Mm.33926 /L
MOE430_2_1416997_a_ 16.4 6.6 A A 0.06 0.12 -1.4 NC 0.5 gb:NM_010404.1 /DB_XREF=gi:6754157 /GEN=Hap1 /FEA=FLmRNA /CNT=118 /TID=Mm.10717.1 /TIER=FL+Stack /STK=61 /UG=Mm.10717 /LL=15114 /D
MOE430_2_1417901_a_ 10.8 3.4 A A 0.78 0.78 -1.4 NC 0.59 gb:NM_010492.1 /DB_XREF=gi:7106332 /GEN=Ica1 /FEA=FLmRNA /CNT=59 /TID=Mm.3545.1 /TIER=FL+Stack /STK=34 /UG=Mm.3545 /LL=15893 /DEF=M
MOE430_2_1418173_at 11.8 4.6 P A 0.03 0.27 -1.4 NC 0.91 gb:NM_133730.1 /DB_XREF=gi:19526921 /GEN=4631426H08Rik /FEA=FLmRNA /CNT=146 /TID=Mm.21408.1 /TIER=FL+Stack /STK=28 /UG=Mm.21408 /L
MOE430_2_1418240_at 281.1 111.1 P P 0.000732 0.000244 -1.4 D 0.99 gb:NM_010260.1 /DB_XREF=gi:6753949 /GEN=Gbp2 /FEA=FLmRNA /CNT=109 /TID=Mm.24038.1 /TIER=FL+Stack /STK=27 /UG=Mm.24038 /LL=14469 /D
MOE430_2_1418353_at 5.1 1.1 A A 0.33 0.6 -1.4 NC 0.21 gb:NM_007650.1 /DB_XREF=gi:6671715 /GEN=Cd5 /FEA=FLmRNA /CNT=38 /TID=Mm.779.1 /TIER=FL+Stack /STK=25 /UG=Mm.779 /LL=12507 /DEF=Mu
MOE430_2_1418360_at 36.1 10 P A 0.01 0.27 -1.4 NC 0.98 gb:NM_009548.2 /DB_XREF=gi:20127401 /GEN=Zfp179 /FEA=FLmRNA /CNT=38 /TID=Mm.89201.1 /TIER=FL+Stack /STK=25 /UG=Mm.89201 /LL=22671 /
MOE430_2_1418420_at 6 3 A A 0.8 0.72 -1.4 NC 0.55 gb:NM_010866.1 /DB_XREF=gi:6996931 /GEN=Myod1 /FEA=FLmRNA /CNT=42 /TID=Mm.1526.1 /TIER=FL+Stack /STK=24 /UG=Mm.1526 /LL=17927 /DEF
MOE430_2_1418454_at 263 94.8 P P 0.000732 0.00293 -1.4 D 0.99 gb:BC025131.1 /DB_XREF=gi:19264044 /FEA=FLmRNA /CNT=81 /TID=Mm.41931.1 /TIER=FL+Stack /STK=23 /UG=Mm.41931 /LL=50530 /UG_GENE=Mfap
MOE430_2_1418878_at 3.1 1.2 A A 0.39 0.6 -1.4 NC 0.5 gb:NM_007391.1 /DB_XREF=gi:6680625 /GEN=Acrv1 /FEA=FLmRNA /CNT=22 /TID=Mm.4776.1 /TIER=FL+Stack /STK=17 /UG=Mm.4776 /LL=11451 /DEF
MOE430_2_1419141_at 5.3 1.3 A A 0.87 0.98 -1.4 NC 0.57 gb:NM_007776.1 /DB_XREF=gi:6681038 /GEN=Crygd /FEA=FLmRNA /CNT=17 /TID=Mm.27202.1 /TIER=FL+Stack /STK=13 /UG=Mm.27202 /LL=12967 /D
MOE430_2_1419242_at 4 1.6 A A 0.75 0.66 -1.4 NC 0.5 gb:AF319955.1 /DB_XREF=gi:11612166 /GEN=Aump /FEA=FLmRNA /CNT=16 /TID=Mm.157655.1 /TIER=FL+Stack /STK=12 /UG=Mm.157655 /LL=77432 /
MOE430_2_1419836_at 8.3 1.8 A A 0.46 0.78 -1.4 NC 0.51 gb:AU040583 /DB_XREF=gi:3954403 /DB_XREF=AU040583 /CLONE=J0813D03 /FEA=EST /CNT=1 /TID=Mm.188567.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1420379_at 10.7 3.4 A A 0.56 0.39 -1.4 NC 0.04 gb:NM_013797.1 /DB_XREF=gi:7305496 /GEN=Slc21a1 /FEA=FLmRNA /CNT=46 /TID=Mm.103665.1 /TIER=FL /STK=2 /UG=Mm.103665 /LL=28248 /DEF=
MOE430_2_1420420_at 4.8 1 A A 0.36 0.75 -1.4 NC 0.5 gb:NM_010403.1 /DB_XREF=gi:6754155 /GEN=Hao1 /FEA=FLmRNA /CNT=14 /TID=Mm.26634.1 /TIER=FL /STK=5 /UG=Mm.26634 /LL=15112 /DEF=Mus m
MOE430_2_1420498_a_ 2487.5 873.1 P P 0.000244 0.000244 -1.4 D 0.99 gb:NM_023118.1 /DB_XREF=gi:12963488 /GEN=Dab2 /FEA=FLmRNA /CNT=61 /TID=Mm.34248.1 /TIER=FL /STK=4 /UG=Mm.34248 /LL=13132 /DEF=Mus
MOE430_2_1421150_at 12.2 5.3 A A 0.27 0.33 -1.4 NC 0.66 gb:L07911.1 /DB_XREF=gi:349300 /FEA=FLmRNA /CNT=27 /TID=Mm.1274.1 /TIER=FL /STK=1 /UG=Mm.1274 /LL=16656 /UG_GENE=Krc /DEF=Mouse Ig
MOE430_2_1421424_a_ 619.6 231.6 P P 0.000244 0.000244 -1.4 D 0.99 gb:NM_008486.1 /DB_XREF=gi:6678663 /GEN=Anpep /FEA=FLmRNA /CNT=6 /TID=Mm.4487.1 /TIER=FL /STK=2 /UG=Mm.4487 /LL=16790 /DEF=Mus mu
MOE430_2_1421492_at 13.9 6.4 A A 0.06 0.56 -1.4 NC 0.75 gb:NM_019455.1 /DB_XREF=gi:9507004 /GEN=Ptgds2 /FEA=FLmRNA /CNT=5 /TID=Mm.143720.1 /TIER=FL /STK=2 /UG=Mm.143720 /LL=54486 /DEF=Mu
MOE430_2_1421868_a_ 10.8 2.5 A A 0.11 0.42 -1.4 NC 0.71 gb:NM_026925.1 /DB_XREF=gi:13386183 /GEN=1810007A24Rik /FEA=FLmRNA /CNT=49 /TID=Mm.20407.1 /TIER=FL /STK=1 /UG=Mm.20407 /LL=69060 /
MOE430_2_1421959_s_ 70.6 20.6 P A 0.01 0.12 -1.4 D 0.99 gb:AF458089.1 /DB_XREF=gi:18092642 /GEN=Adcy3 /FEA=FLmRNA /CNT=29 /TID=Mm.41938.1 /TIER=FL /STK=1 /UG=Mm.41938 /LL=104111 /DEF=Mu
MOE430_2_1422037_at 10.1 3.9 A A 0.33 0.46 -1.4 NC 0.78 gb:NM_010055.1 /DB_XREF=gi:6753647 /GEN=Dlx3 /FEA=FLmRNA /CNT=15 /TID=Mm.5194.1 /TIER=FL /STK=1 /UG=Mm.5194 /LL=13393 /DEF=Mus mus
MOE430_2_1422298_at 8.7 3.5 A A 0.14 0.36 -1.4 NC 0.5 gb:NM_027778.1 /DB_XREF=gi:13386257 /GEN=5530401N06Rik /FEA=FLmRNA /CNT=2 /TID=Mm.158685.1 /TIER=FL /STK=1 /UG=Mm.158685 /LL=71386
MOE430_2_1422380_at 0.8 0.2 A A 0.9 0.98 -1.4 NC 0.96 gb:NM_020521.1 /DB_XREF=gi:10048463 /GEN=V1rb5 /FEA=FLmRNA /CNT=1 /TID=Mm.46816.1 /TIER=FL /STK=1 /UG=Mm.46816 /LL=107798 /DEF=Mu
MOE430_2_1422750_a_ 12.9 5.5 A A 0.53 0.63 -1.4 NC 0.5 gb:NM_053253.1 /DB_XREF=gi:17298679 /GEN=Blu /FEA=FLmRNA /CNT=21 /TID=Mm.28331.1 /TIER=FL+Stack /STK=15 /UG=Mm.28331 /LL=114602 /DE
MOE430_2_1422934_x_ 13.6 4.4 A A 0.24 0.63 -1.4 NC 0.74 gb:NM_007848.1 /DB_XREF=gi:6681170 /GEN=Defcr-rs7 /FEA=FLmRNA /CNT=6 /TID=Mm.14272.1 /TIER=FL /STK=3 /UG=Mm.14272 /LL=13226 /DEF=M
MOE430_2_1423061_at 73.4 31.9 P P 0.000732 0.000244 -1.4 NC 0.99 gb:BI739548 /DB_XREF=gi:15716561 /DB_XREF=603361796F1 /CLONE=IMAGE:5368967 /FEA=FLmRNA /CNT=191 /TID=Mm.29015.1 /TIER=Stack /STK=
MOE430_2_1423286_at 176.5 60.9 P P 0.000732 0.01 -1.4 D 0.99 gb:BQ174436 /DB_XREF=gi:20349927 /DB_XREF=UI-M-DJ2-bvy-g-15-0-UI.s1 /CLONE=UI-M-DJ2-bvy-g-15-0-UI /FEA=FLmRNA /CNT=54 /TID=Mm.48
MOE430_2_1423412_at 6.2 1.7 A A 0.43 0.43 -1.4 NC 0.69 gb:BI099836 /DB_XREF=gi:14550729 /DB_XREF=602884649F1 /CLONE=IMAGE:5039893 /FEA=FLmRNA /CNT=122 /TID=Mm.36863.1 /TIER=ConsEnd /ST
MOE430_2_1423713_at 95.7 28.3 P P 0.000244 0.01 -1.4 D 0.99 gb:BC015301.1 /DB_XREF=gi:15929758 /FEA=FLmRNA /CNT=180 /TID=Mm.22277.2 /TIER=FL+Stack /STK=140 /UG=Mm.22277 /LL=74610 /UG_GENE=48
MOE430_2_1423805_at 767.4 294.4 P P 0.000244 0.000244 -1.4 D 0.99 gb:BC016887.1 /DB_XREF=gi:16877247 /FEA=FLmRNA /CNT=210 /TID=Mm.34248.2 /TIER=FL+Stack /STK=54 /UG=Mm.34248 /LL=13132 /UG_GENE=Da
MOE430_2_1423844_s_ 18 6.6 P A 0.01 0.21 -1.4 NC 0.53 gb:BC026595.1 /DB_XREF=gi:20071820 /FEA=FLmRNA /CNT=138 /TID=Mm.206417.1 /TIER=FL+Stack /STK=92 /UG=Mm.206417 /DEF=Mus musculus, clo
MOE430_2_1424254_at 121.7 58.3 P P 0.000244 0.001953 -1.4 D 0.99 gb:BC027285.1 /DB_XREF=gi:20071022 /FEA=FLmRNA /CNT=65 /TID=Mm.175661.1 /TIER=FL+Stack /STK=42 /UG=Mm.175661 /LL=68713 /UG_GENE=1
MOE430_2_1424437_s_ 13.5 4.3 A A 0.3 0.75 -1.4 NC 0.83 gb:BC016200.1 /DB_XREF=gi:16740636 /FEA=FLmRNA /CNT=46 /TID=Mm.101876.1 /TIER=FL+Stack /STK=33 /UG=Mm.101876 /LL=76887 /UG_GENE=64
MOE430_2_1424677_at 56.7 25.7 P P 0.000244 0.01 -1.4 D 0.99 gb:AF336850.1 /DB_XREF=gi:14317946 /FEA=FLmRNA /CNT=32 /TID=Mm.87271.1 /TIER=FL+Stack /STK=20 /UG=Mm.87271 /LL=74519 /UG_GENE=Cyp2
MOE430_2_1424762_at 244.8 90.9 P P 0.000244 0.000244 -1.4 D 0.99 gb:BC023068.1 /DB_XREF=gi:18605993 /FEA=FLmRNA /CNT=27 /TID=Mm.137121.1 /TIER=FL+Stack /STK=17 /UG=Mm.137121 /DEF=Mus musculus, Sim
MOE430_2_1424848_at 1.3 0.3 A A 0.63 0.98 -1.4 NC 0.64 gb:AV356961 /DB_XREF=gi:6403963 /DB_XREF=AV356961 /CLONE=7330444E07 /FEA=FLmRNA /CNT=22 /TID=Mm.4123.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1424933_at 6.2 3.9 A A 0.27 0.3 -1.4 NC 0.5 gb:BC003985.1 /DB_XREF=gi:13278327 /FEA=FLmRNA /CNT=34 /TID=Mm.41339.1 /TIER=FL+Stack /STK=11 /UG=Mm.41339 /DEF=Mus musculus, Simila
MOE430_2_1424934_at 0.4 1.5 A A 0.43 0.38 -1.4 NC 0.83 gb:BC027200.1 /DB_XREF=gi:20071112 /FEA=FLmRNA /CNT=32 /TID=Mm.26741.1 /TIER=FL+Stack /STK=11 /UG=Mm.26741 /LL=71773 /UG_GENE=1300
MOE430_2_1425203_at 4.5 1 A A 0.33 0.85 -1.4 NC 0.74 gb:BC025594.1 /DB_XREF=gi:19344042 /FEA=FLmRNA /CNT=25 /TID=Mm.179331.1 /TIER=FL /STK=4 /UG=Mm.179331 /LL=112421 /UG_GENE=2810457
MOE430_2_1425382_a_ 2.5 0.9 A A 0.66 0.66 -1.4 NC 0.35 gb:U48399.1 /DB_XREF=gi:1808953 /GEN=mMIWC3 /FEA=FLmRNA /CNT=7 /TID=Mm.184351.1 /TIER=FL /STK=2 /UG=Mm.184351 /LL=11829 /DEF=Mus
MOE430_2_1425691_at 14 6.3 A A 0.39 0.43 -1.4 NC 0.48 gb:BM945167 /DB_XREF=gi:19428752 /DB_XREF=UI-M-EM0-bvf-j-04-0-UI.r2 /CLONE=IMAGE:5691363 /FEA=FLmRNA /CNT=15 /TID=Mm.218788.1 /TIE



MOE430_2_1425763_x_ 14.4 9.5 A A 0.39 0.39 -1.4 NC 0.23 gb:BC019425.1 /DB_XREF=gi:18043870 /FEA=FLmRNA /CNT=5 /TID=Mm.157783.6 /TIER=FL /STK=1 /UG=Mm.157783 /LL=104911 /UG_GENE=AI893585 
MOE430_2_1425771_at 7.4 2.8 A A 0.08 0.5 -1.4 NC 0.74 gb:BC018333.1 /DB_XREF=gi:17390777 /FEA=FLmRNA /CNT=8 /TID=Mm.77361.1 /TIER=FL /STK=1 /UG=Mm.77361 /DEF=Mus musculus, Similar to aldo-
MOE430_2_1425785_a_ 1.2 1.6 A A 0.6 0.78 -1.4 NC 0.54 gb:U19607.1 /DB_XREF=gi:643064 /GEN=txk /FEA=FLmRNA /CNT=5 /TID=Mm.3264.2 /TIER=FL /STK=1 /UG=Mm.3264 /LL=22165 /DEF=Mus musculus t
MOE430_2_1425984_at 4.4 0.4 A A 0.53 0.87 -1.4 NC 0.51 gb:AB040491.1 /DB_XREF=gi:15777922 /GEN=asp6 /FEA=FLmRNA /CNT=1 /TID=Mm.30477.2 /TIER=FL /STK=1 /UG=Mm.30477 /LL=53867 /DEF=Mus m
MOE430_2_1425987_a_ 14.8 3.7 A A 0.17 0.6 -1.4 NC 0.5 gb:L16912.1 /DB_XREF=gi:347143 /GEN=mSlo /FEA=FLmRNA /CNT=1 /TID=Mm.4123.3 /TIER=FL /STK=1 /UG=Mm.4123 /LL=16531 /UG_TITLE=potassiu
MOE430_2_1426070_a_ 7 3.3 A A 0.24 0.19 -1.4 NC 0.22 gb:AF107782.1 /DB_XREF=gi:4324646 /FEA=FLmRNA /CNT=1 /TID=Mm.56904.2 /TIER=FL /STK=1 /UG=Mm.56904 /LL=56543 /UG_GENE=Kcnd3 /DEF=M
MOE430_2_1426305_at 24.4 11.9 A A 0.53 0.43 -1.4 NC 0.28 gb:AF262335.1 /DB_XREF=gi:19919071 /GEN=Upk1a /FEA=FLmRNA /CNT=14 /TID=Mm.25471.1 /TIER=FL+Stack /STK=10 /UG=Mm.25471 /LL=109637 /
MOE430_2_1426937_at 151.4 45.2 P P 0.000244 0.00415 -1.4 D 0.99 gb:BG866356 /DB_XREF=gi:14216896 /DB_XREF=602785167F1 /CLONE=IMAGE:4911352 /FEA=mRNA /CNT=92 /TID=Mm.63262.1 /TIER=ConsEnd /STK=
MOE430_2_1427076_at 1.8 0.6 A A 0.88 0.99 -1.4 NC 0.77 gb:L20315.1 /DB_XREF=gi:431419 /FEA=mRNA /CNT=92 /TID=Mm.3999.1 /TIER=Stack /STK=19 /UG=Mm.3999 /LL=17476 /UG_GENE=Mpeg1 /DEF=Mus 
MOE430_2_1427454_at 6.7 1.5 A A 0.07 0.82 -1.4 NC 0.59 gb:AA048445 /DB_XREF=gi:1528124 /DB_XREF=mj29f05.r1 /CLONE=IMAGE:477537 /FEA=mRNA /CNT=21 /TID=Mm.4444.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1427756_x_ 13.4 6 A A 0.14 0.3 -1.4 NC 0.86 gb:M60430.1 /DB_XREF=gi:195159 /FEA=mRNA /CNT=1 /TID=Mm.196085.12 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /DEF
MOE430_2_1427822_a_ 4.8 1.5 A A 0.56 0.78 -1.4 NC 0.5 gb:U20265.1 /DB_XREF=gi:687693 /FEA=mRNA /CNT=1 /TID=Mm.22891.5 /TIER=ConsEnd /STK=0 /UG=Mm.22891 /LL=54158 /UG_GENE=Copg2as2 /UG
MOE430_2_1427942_at 82.3 23.4 P P 0.000732 0.000244 -1.4 D 0.99 gb:BC028805.1 /DB_XREF=gi:20380556 /FEA=mRNA /CNT=23 /TID=Mm.56322.1 /TIER=Stack /STK=15 /UG=Mm.56322 /DEF=Mus musculus, Similar to PA
MOE430_2_1428750_at 678.2 274.8 P P 0.001953 0.01 -1.4 D 0.99 gb:BF453885 /DB_XREF=gi:11520054 /DB_XREF=maa60a03.x1 /CLONE=IMAGE:3821069 /FEA=mRNA /CNT=52 /TID=Mm.195932.1 /TIER=Stack /STK=23 
MOE430_2_1428928_at 7.8 3.3 A A 0.3 0.66 -1.4 NC 0.72 gb:AK014145.1 /DB_XREF=gi:12851826 /FEA=mRNA /CNT=24 /TID=Mm.40240.1 /TIER=Stack /STK=17 /UG=Mm.40240 /LL=73120 /UG_GENE=3110038O1
MOE430_2_1429915_at 8.4 2 A A 0.19 0.66 -1.4 NC 0.68 gb:AK015207.1 /DB_XREF=gi:12853452 /FEA=mRNA /CNT=10 /TID=Mm.117687.1 /TIER=ConsEnd /STK=6 /UG=Mm.117687 /LL=74629 /UG_GENE=49304
MOE430_2_1429981_a_ 6.4 2.6 A A 0.06 0.5 -1.4 NC 0.5 gb:AK016936.1 /DB_XREF=gi:12855933 /FEA=mRNA /CNT=9 /TID=Mm.23804.1 /TIER=ConsEnd /STK=5 /UG=Mm.23804 /LL=71075 /UG_GENE=4933426K
MOE430_2_1430381_at 23.1 8.8 P A 0.02 0.3 -1.4 NC 0.7 gb:AK004357.1 /DB_XREF=gi:12835510 /FEA=mRNA /CNT=7 /TID=Mm.22257.1 /TIER=ConsEnd /STK=2 /UG=Mm.22257 /LL=54632 /UG_GENE=Ftsj /UG_
MOE430_2_1430618_at 1.3 0.7 A A 0.75 0.98 -1.4 NC 0.88 gb:AK011479.1 /DB_XREF=gi:12847629 /FEA=mRNA /CNT=12 /TID=Mm.90014.1 /TIER=ConsEnd /STK=1 /UG=Mm.90014 /LL=69918 /UG_GENE=2610020
MOE430_2_1430885_at 12.7 7.1 A A 0.14 0.36 -1.4 NC 0.41 gb:AK003645.1 /DB_XREF=gi:12834437 /FEA=mRNA /CNT=3 /TID=Mm.194594.1 /TIER=ConsEnd /STK=1 /UG=Mm.194594 /LL=68515 /UG_GENE=111001
MOE430_2_1431116_at 5.8 0.7 A A 0.36 0.72 -1.4 NC 0.69 gb:BB617959 /DB_XREF=gi:15396452 /DB_XREF=BB617959 /CLONE=5330427D20 /FEA=mRNA /CNT=13 /TID=Mm.127233.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431223_at 7.4 3.7 A A 0.24 0.36 -1.4 NC 0.5 gb:BM947502 /DB_XREF=gi:19431089 /DB_XREF=UI-M-EG0p-bvb-d-05-0-UI.r1 /CLONE=IMAGE:5689684 /FEA=mRNA /CNT=7 /TID=Mm.46549.1 /TIER=
MOE430_2_1431360_s_ 27.1 9.5 P A 0.02 0.16 -1.4 NC 0.62 gb:AI430409 /DB_XREF=gi:4276245 /DB_XREF=mf58h12.y1 /CLONE=IMAGE:418535 /FEA=mRNA /CNT=4 /TID=Mm.174820.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431433_at 6.4 1.7 A A 0.27 0.71 -1.4 NC 0.77 gb:BB656515 /DB_XREF=gi:16490343 /DB_XREF=BB656515 /CLONE=D130033P03 /FEA=mRNA /CNT=3 /TID=Mm.212695.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431652_at 5 1.6 A A 0.59 0.6 -1.4 NC 0.17 gb:AK007077.1 /DB_XREF=gi:12840442 /FEA=mRNA /CNT=2 /TID=Mm.190600.1 /TIER=ConsEnd /STK=1 /UG=Mm.190600 /LL=73572 /UG_GENE=170009
MOE430_2_1431703_at 5.1 1.9 A A 0.36 0.63 -1.4 NC 0.8 gb:BB665194 /DB_XREF=gi:16498902 /DB_XREF=BB665194 /CLONE=E130111L12 /FEA=mRNA /CNT=2 /TID=Mm.195650.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1431741_a_ 12.6 6.2 A A 0.21 0.24 -1.4 NC 0.5 gb:AK015115.1 /DB_XREF=gi:12853332 /FEA=mRNA /CNT=2 /TID=Mm.988.4 /TIER=ConsEnd /STK=0 /UG=Mm.988 /LL=67003 /UG_GENE=1500004O06Ri
MOE430_2_1432259_s_ 4.9 1.9 A A 0.24 0.56 -1.4 NC 0.36 gb:AK012922.1 /DB_XREF=gi:12849976 /FEA=mRNA /CNT=1 /TID=Mm.158863.1 /TIER=ConsEnd /STK=0 /UG=Mm.158863 /LL=72681 /UG_GENE=281004
MOE430_2_1432301_a_ 5 1.4 A A 0.33 0.46 -1.4 NC 0.58 gb:AK006951.1 /DB_XREF=gi:12840265 /FEA=mRNA /CNT=1 /TID=Mm.84934.1 /TIER=ConsEnd /STK=0 /UG=Mm.84934 /LL=73481 /UG_GENE=1700074P
MOE430_2_1432308_at 6.2 3.5 A A 0.39 0.43 -1.4 NC 0.5 gb:AK006829.1 /DB_XREF=gi:12840102 /FEA=mRNA /CNT=1 /TID=Mm.71904.1 /TIER=ConsEnd /STK=0 /UG=Mm.71904 /LL=73388 /UG_GENE=1700058C
MOE430_2_1432357_at 4.4 1.8 A A 0.63 0.78 -1.4 NC 0.66 gb:AK016233.1 /DB_XREF=gi:12854887 /FEA=mRNA /CNT=1 /TID=Mm.159615.1 /TIER=ConsEnd /STK=0 /UG=Mm.159615 /LL=75900 /UG_GENE=493056
MOE430_2_1432420_a_ 10.3 1.9 A A 0.69 0.82 -1.4 NC 0.5 gb:AK009097.1 /DB_XREF=gi:12843674 /FEA=mRNA /CNT=1 /TID=Mm.158769.2 /TIER=ConsEnd /STK=0 /UG=Mm.158769 /LL=71886 /UG_GENE=231000
MOE430_2_1432453_a_ 4.9 1.6 A A 0.6 0.72 -1.4 NC 0.5 gb:AK008019.1 /DB_XREF=gi:12841945 /GEN=Ms4a10 /FEA=mRNA /CNT=1 /TID=Mm.46300.2 /TIER=ConsEnd /STK=0 /UG=Mm.46300 /LL=69826 /UG_T
MOE430_2_1432680_at 4.3 1 A A 0.72 0.88 -1.4 NC 0.5 gb:AV374359 /DB_XREF=gi:6422006 /DB_XREF=AV374359 /CLONE=9130009M17 /FEA=mRNA /CNT=2 /TID=Mm.158734.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432901_at 7.5 3 A A 0.43 0.75 -1.4 NC 0.55 gb:AK018352.1 /DB_XREF=gi:12858014 /FEA=mRNA /CNT=1 /TID=Mm.159557.1 /TIER=ConsEnd /STK=0 /UG=Mm.159557 /LL=75748 /UG_GENE=662040
MOE430_2_1433121_at 4.6 1.5 A A 0.53 0.69 -1.4 NC 0.51 gb:AK018065.1 /DB_XREF=gi:12857614 /FEA=mRNA /CNT=1 /TID=Mm.159687.1 /TIER=ConsEnd /STK=0 /UG=Mm.159687 /LL=76126 /UG_GENE=583049
MOE430_2_1433126_at 7.8 1.8 A A 0.36 0.78 -1.4 NC 0.63 gb:AK019903.1 /DB_XREF=gi:12860296 /FEA=mRNA /CNT=1 /TID=Mm.38572.1 /TIER=ConsEnd /STK=0 /UG=Mm.38572 /LL=77062 /UG_GENE=5330422M
MOE430_2_1433153_at 2.3 0.9 A A 0.63 0.82 -1.4 NC 0.71 gb:AK020241.1 /DB_XREF=gi:12860762 /FEA=mRNA /CNT=1 /TID=Mm.159855.1 /TIER=ConsEnd /STK=0 /UG=Mm.159855 /LL=77120 /UG_GENE=903020
MOE430_2_1433220_at 3.4 1 A A 0.72 0.87 -1.4 NC 0.19 gb:AK020168.1 /DB_XREF=gi:12860670 /FEA=mRNA /CNT=1 /TID=Mm.160017.1 /TIER=ConsEnd /STK=0 /UG=Mm.160017 /LL=77898 /UG_GENE=672048
MOE430_2_1433276_at 27.1 10.7 A A 0.24 0.36 -1.4 NC 0.5 gb:AK016139.1 /DB_XREF=gi:12854757 /FEA=mRNA /CNT=1 /TID=Mm.206831.1 /TIER=ConsEnd /STK=0 /UG=Mm.206831 /LL=75333 /UG_GENE=493055
MOE430_2_1433306_at 10.2 3 A A 0.27 0.56 -1.4 NC 0.5 gb:AK015479.1 /DB_XREF=gi:12853840 /FEA=mRNA /CNT=1 /TID=Mm.159357.1 /TIER=ConsEnd /STK=0 /UG=Mm.159357 /LL=74898 /UG_GENE=493045
MOE430_2_1433316_at 7 1.6 A A 0.56 0.75 -1.4 NC 0.5 gb:AK015582.1 /DB_XREF=gi:12853978 /FEA=mRNA /CNT=1 /TID=Mm.159386.1 /TIER=ConsEnd /STK=0 /UG=Mm.159386 /LL=74983 /UG_GENE=493047
MOE430_2_1433485_x_ 5.7 1.7 A A 0.6 0.93 -1.4 NC 0.9 gb:BF159976 /DB_XREF=gi:11040083 /DB_XREF=601768152F1 /CLONE=IMAGE:3987493 /FEA=EST /CNT=168 /TID=Mm.13799.2 /TIER=Stack /STK=135 
MOE430_2_1433652_at 17.3 5.8 P A 0.03 0.3 -1.4 NC 0.5 gb:AV245981 /DB_XREF=gi:16387048 /DB_XREF=AV245981 /CLONE=4832403I23 /FEA=EST /CNT=79 /TID=Mm.24577.1 /TIER=Stack /STK=77 /UG=Mm.
MOE430_2_1433788_at 5.7 2.2 A A 0.43 0.59 -1.4 NC 0.5 gb:BM942887 /DB_XREF=gi:19402750 /DB_XREF=UI-M-BZ1-bec-h-03-0-UI.r1 /CLONE=UI-M-BZ1-bec-h-03-0-UI /FEA=EST /CNT=65 /TID=Mm.36691.
MOE430_2_1433902_at 7.8 2 A A 0.09 0.5 -1.4 NC 0.5 gb:BB469300 /DB_XREF=gi:16427619 /DB_XREF=BB469300 /CLONE=D230024C02 /FEA=EST /CNT=69 /TID=Mm.23904.1 /TIER=Stack /STK=53 /UG=Mm
MOE430_2_1434151_at 417.7 215.9 P P 0.000244 0.000732 -1.4 D 0.99 gb:AV171622 /DB_XREF=gi:16383588 /DB_XREF=AV171622 /CLONE=3300001H21 /FEA=EST /CNT=117 /TID=Mm.220975.2 /TIER=Stack /STK=40 /UG=M
MOE430_2_1434736_at 17.5 5 A A 0.3 0.36 -1.4 NC 0.5 gb:BB744589 /DB_XREF=gi:16147528 /DB_XREF=BB744589 /CLONE=F530003O12 /FEA=EST /CNT=131 /TID=Mm.45146.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1434925_at 8.9 1.9 A A 0.12 0.56 -1.4 NC 0.88 gb:BB264078 /DB_XREF=gi:16400177 /DB_XREF=BB264078 /CLONE=A830014A17 /FEA=EST /CNT=44 /TID=Mm.41771.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1434962_x_ 11.9 4.8 P A 0.02 0.43 -1.4 NC 0.81 gb:BQ174669 /DB_XREF=gi:20350161 /DB_XREF=UI-M-DJ2-bwb-i-17-0-UI.s1 /CLONE=UI-M-DJ2-bwb-i-17-0-UI /FEA=EST /CNT=25 /TID=Mm.6660.3 
MOE430_2_1435313_at 4.7 1.9 A A 0.29 0.72 -1.4 NC 0.49 gb:BB770873 /DB_XREF=gi:16212953 /DB_XREF=BB770873 /CLONE=G370118D17 /FEA=EST /CNT=18 /TID=Mm.80772.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435906_x_ 248.6 97.8 P P 0.000244 0.000732 -1.4 D 0.99 gb:BE197524 /DB_XREF=gi:8709693 /DB_XREF=us74c05.x1 /CLONE=IMAGE:3256904 /FEA=EST /CNT=17 /TID=Mm.24038.2 /TIER=Stack /STK=12 /UG=
MOE430_2_1436255_at 20.4 6.1 P A 0.03 0.19 -1.4 NC 0.99 gb:BB534613 /DB_XREF=gi:16446421 /DB_XREF=BB534613 /CLONE=E030037N21 /FEA=EST /CNT=13 /TID=Mm.28219.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436282_at 6.3 2 A A 0.17 0.27 -1.4 NC 0.66 gb:AV240299 /DB_XREF=gi:15405171 /DB_XREF=AV240299 /CLONE=4732440D04 /FEA=EST /CNT=10 /TID=Mm.77641.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436545_at 280.6 127.4 P P 0.00415 0.03 -1.4 D 0.99 gb:AV017487 /DB_XREF=gi:16356327 /DB_XREF=AV017487 /CLONE=1190001A16 /FEA=EST /CNT=22 /TID=Mm.34470.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436626_at 35.6 11.1 P A 0.00293 0.09 -1.4 D 0.99 gb:BB546141 /DB_XREF=gi:16447425 /DB_XREF=BB546141 /CLONE=E130308I04 /FEA=EST /CNT=10 /TID=Mm.65356.1 /TIER=Stack /STK=8 /UG=Mm.6
MOE430_2_1436751_at 4.8 2.6 A A 0.33 0.53 -1.4 NC 0.45 gb:BG070796 /DB_XREF=gi:12553365 /DB_XREF=H3091C05-3 /CLONE=H3091C05 /FEA=EST /CNT=79 /TID=Mm.20593.1 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1437076_at 9.7 5 A A 0.24 0.46 -1.4 NC 0.89 gb:BB279424 /DB_XREF=gi:15411043 /DB_XREF=BB279424 /CLONE=A930017M01 /FEA=EST /CNT=27 /TID=Mm.5252.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437245_at 7.8 2.6 A A 0.12 0.56 -1.4 NC 0.76 gb:BB778966 /DB_XREF=gi:16939666 /DB_XREF=BB778966 /CLONE=G430050E12 /FEA=EST /CNT=42 /TID=Mm.107370.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437811_x_ 101.8 41.7 P P 0.000732 0.005859 -1.4 D 0.99 gb:AV312368 /DB_XREF=gi:6277620 /DB_XREF=AV312368 /CLONE=5830401O15 /FEA=EST /CNT=15 /TID=Mm.100481.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1437813_at 24.4 8.1 P A 0.04 0.27 -1.4 NC 0.96 gb:BE948330 /DB_XREF=gi:10526089 /DB_XREF=UI-M-BH3-awp-d-12-0-UI.s1 /CLONE=UI-M-BH3-awp-d-12-0-UI /FEA=EST /CNT=17 /TID=Mm.87128
MOE430_2_1437831_at 0.9 0.4 A A 0.78 0.87 -1.4 NC 0.5 gb:BB834670 /DB_XREF=gi:17012913 /DB_XREF=BB834670 /CLONE=G930032H10 /FEA=EST /CNT=14 /TID=Mm.37930.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1438027_at 10.9 2.3 A A 0.21 0.43 -1.4 NC 0.9 gb:BB668084 /DB_XREF=gi:16399533 /DB_XREF=BB668084 /CLONE=C920021A02 /FEA=EST /CNT=22 /TID=Mm.80553.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438134_at 1.2 0.3 A A 0.63 0.91 -1.4 NC 0.64 gb:AV341417 /DB_XREF=gi:16396948 /DB_XREF=AV341417 /CLONE=6430521D13 /FEA=EST /CNT=12 /TID=Mm.115085.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1438183_x_ 290.9 130.6 P P 0.000244 0.000732 -1.4 D 0.99 gb:AV253518 /DB_XREF=gi:6240977 /DB_XREF=AV253518 /CLONE=4921501E04 /FEA=EST /CNT=12 /TID=Mm.104920.3 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438357_at 1.3 0.1 A A 0.6 0.72 -1.4 NC 0.5 gb:AV124256 /DB_XREF=gi:5310490 /DB_XREF=AV124256 /CLONE=2700017F10 /FEA=EST /CNT=11 /TID=Mm.181847.4 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438403_s_ 327.4 61.3 P P 0.000244 0.000244 -1.4 D 0.99 gb:BF537798 /DB_XREF=gi:11625166 /DB_XREF=602053404F1 /CLONE=IMAGE:4192561 /FEA=EST /CNT=31 /TID=Mm.218611.2 /TIER=Stack /STK=10 /
MOE430_2_1438526_at 4.1 1.2 A A 0.24 0.87 -1.4 NC 0.5 gb:BB025325 /DB_XREF=gi:16257922 /DB_XREF=BB025325 /CLONE=5330427M13 /FEA=EST /CNT=11 /TID=Mm.132031.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438982_s_ 2.1 0.3 A A 0.5 0.96 -1.4 NC 0.85 gb:BB251185 /DB_XREF=gi:8943931 /DB_XREF=BB251185 /CLONE=A730045B05 /FEA=EST /CNT=9 /TID=Mm.41764.2 /TIER=Stack /STK=9 /UG=Mm.41
MOE430_2_1439000_at 5.5 2 A A 0.39 0.69 -1.4 NC 0.63 gb:AV282564 /DB_XREF=gi:16391666 /DB_XREF=AV282564 /CLONE=4933430K11 /FEA=EST /CNT=9 /TID=Mm.179421.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1439022_at 80.1 26 P P 0.01 0.04 -1.4 D 0.99 gb:AV259240 /DB_XREF=gi:6246699 /DB_XREF=AV259240 /CLONE=4930404B09 /FEA=EST /CNT=36 /TID=Mm.41887.2 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1439045_x_ 3.9 0.2 A A 0.6 0.88 -1.4 NC 0.42 gb:AV376747 /DB_XREF=gi:16398087 /DB_XREF=AV376747 /CLONE=9130215F08 /FEA=EST /CNT=17 /TID=Mm.67539.2 /TIER=Stack /STK=8 /UG=Mm.6
MOE430_2_1439465_x_ 43.9 11 P A 0.005859 0.27 -1.4 NC 0.99 gb:AV277339 /DB_XREF=gi:6265376 /DB_XREF=AV277339 /CLONE=4932441M05 /FEA=EST /CNT=8 /TID=Mm.21450.5 /TIER=Stack /STK=8 /UG=Mm.21
MOE430_2_1439491_at 8.9 2.4 A A 0.46 0.66 -1.4 NC 0.5 gb:BB311440 /DB_XREF=gi:16402703 /DB_XREF=BB311440 /CLONE=B230324O09 /FEA=EST /CNT=13 /TID=Mm.94020.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439529_at 104.8 54.3 P A 0.01 0.24 -1.4 D 0.99 gb:AI845825 /DB_XREF=gi:5489731 /DB_XREF=UI-M-AO1-aeg-c-01-0-UI.s1 /CLONE=UI-M-AO1-aeg-c-01-0-UI /FEA=EST /CNT=12 /TID=Mm.44190.1 
MOE430_2_1439569_at 4.1 1 A A 0.66 0.93 -1.4 NC 0.71 gb:AV291031 /DB_XREF=gi:16392357 /DB_XREF=AV291031 /CLONE=5330401O04 /FEA=EST /CNT=11 /TID=Mm.23346.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439612_at 6.4 2.4 A A 0.39 0.3 -1.4 NC 0.2 gb:AW060892 /DB_XREF=gi:6008643 /DB_XREF=UI-M-BH1-anv-a-02-0-UI.s1 /CLONE=UI-M-BH1-anv-a-02-0-UI /FEA=EST /CNT=8 /TID=Mm.200496.1
MOE430_2_1439629_at 78.2 25.5 A A 0.14 0.27 -1.4 NC 0.5 gb:BB393078 /DB_XREF=gi:9116048 /DB_XREF=BB393078 /CLONE=C230081O04 /FEA=EST /CNT=8 /TID=Mm.153333.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439667_at 44.3 16.6 P A 0.00415 0.12 -1.4 NC 0.99 gb:BM898872 /DB_XREF=gi:19381660 /DB_XREF=UI-M-DJ1-bug-f-06-0-UI.s1 /CLONE=UI-M-DJ1-bug-f-06-0-UI /FEA=EST /CNT=8 /TID=Mm.76742.1 /
MOE430_2_1439836_at 2.8 0.7 A A 0.56 0.72 -1.4 NC 0.5 gb:BB138331 /DB_XREF=gi:8793268 /DB_XREF=BB138331 /CLONE=9830147G05 /FEA=EST /CNT=9 /TID=Mm.135985.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1439853_at 10.8 3.5 A A 0.43 0.66 -1.4 NC 0.5 gb:BF581125 /DB_XREF=gi:11654837 /DB_XREF=602100260F1 /CLONE=IMAGE:4220198 /FEA=EST /CNT=9 /TID=Mm.218626.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1440077_at 5.4 1.5 A A 0.33 0.36 -1.4 NC 0.5 gb:AV333665 /DB_XREF=gi:16396264 /DB_XREF=AV333665 /CLONE=6330549D23 /FEA=EST /CNT=6 /TID=Mm.94934.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440114_x_ 7.9 2.2 A A 0.6 0.36 -1.4 NC 0.02 gb:C79906 /DB_XREF=gi:2520236 /DB_XREF=C79906 /CLONE=J0073E11 /FEA=EST /CNT=6 /TID=Mm.196330.1 /TIER=ConsEnd /STK=6 /UG=Mm.19633
MOE430_2_1440225_at 1.8 0.4 A A 0.35 0.85 -1.4 NC 0.75 gb:BB083808 /DB_XREF=gi:15407645 /DB_XREF=BB083808 /CLONE=9330185D23 /FEA=EST /CNT=14 /TID=Mm.23478.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440234_at 31.4 10.7 P A 0.001953 0.08 -1.4 D 0.99 gb:BM250236 /DB_XREF=gi:17885506 /DB_XREF=K0846E10-3 /CLONE=K0846E10 /FEA=EST /CNT=10 /TID=Mm.24560.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440243_at 21.4 6.3 P A 0.04 0.39 -1.4 NC 0.9 gb:BB431014 /DB_XREF=gi:16424130 /DB_XREF=BB431014 /CLONE=C630036D15 /FEA=EST /CNT=8 /TID=Mm.132518.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440271_at 7.8 3.6 A A 0.27 0.56 -1.4 NC 0.5 gb:BF226395 /DB_XREF=gi:11134135 /DB_XREF=uz50g03.x1 /CLONE=IMAGE:3672532 /FEA=EST /CNT=9 /TID=Mm.34693.2 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440438_at 7.2 2.2 A A 0.6 0.66 -1.4 NC 0.3 gb:AW551910 /DB_XREF=gi:7197333 /DB_XREF=L0205E03-3 /CLONE=L0205E03 /FEA=EST /CNT=6 /TID=Mm.102977.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440515_at 6.8 2.4 A A 0.53 0.63 -1.4 NC 0.15 gb:BB769277 /DB_XREF=gi:16211819 /DB_XREF=BB769277 /CLONE=G370094E14 /FEA=EST /CNT=6 /TID=Mm.142692.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440708_at 32.2 13.2 A A 0.06 0.21 -1.4 NC 0.39 gb:BM121854 /DB_XREF=gi:17105622 /DB_XREF=L0502D08-3 /CLONE=L0502D08 /FEA=EST /CNT=5 /TID=Mm.213484.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440747_at 2.8 1.2 A A 0.5 0.66 -1.4 NC 0.49 gb:BB745944 /DB_XREF=gi:16148881 /DB_XREF=BB745944 /CLONE=F530012I11 /FEA=EST /CNT=5 /TID=Mm.208826.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440758_at 2 0.6 A A 0.43 0.69 -1.4 NC 0.5 gb:BB748724 /DB_XREF=gi:16152960 /DB_XREF=BB748724 /CLONE=G030001L13 /FEA=EST /CNT=5 /TID=Mm.208376.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440845_at 3.5 1.3 A A 0.46 0.8 -1.4 NC 0.71 gb:BB323696 /DB_XREF=gi:16403472 /DB_XREF=BB323696 /CLONE=B430011A04 /FEA=EST /CNT=16 /TID=Mm.216118.2 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440887_at 13.3 5.5 A A 0.11 0.39 -1.4 NC 0.5 gb:AW537434 /DB_XREF=gi:7179851 /DB_XREF=G0116D10-3 /CLONE=G0116D10 /FEA=EST /CNT=10 /TID=Mm.26022.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441180_at 17.2 5.3 A A 0.08 0.5 -1.4 NC 0.5 gb:BB404952 /DB_XREF=gi:16415582 /DB_XREF=BB404952 /CLONE=C330038K17 /FEA=EST /CNT=5 /TID=Mm.208540.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441258_at 2.7 1 A A 0.43 0.56 -1.4 NC 0.5 gb:BB316516 /DB_XREF=gi:16403110 /DB_XREF=BB316516 /CLONE=B230364M18 /FEA=EST /CNT=5 /TID=Mm.125661.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441627_at 12.1 3 P A 0.01 0.53 -1.4 NC 0.99 gb:BB130259 /DB_XREF=gi:16266264 /DB_XREF=BB130259 /CLONE=9630044I16 /FEA=EST /CNT=4 /TID=Mm.163584.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441667_s_ 1.3 0.7 A A 0.72 0.72 -1.4 NC 0.74 gb:C78565 /DB_XREF=gi:2518895 /DB_XREF=C78565 /CLONE=J0051D02 /FEA=EST /CNT=4 /TID=Mm.200562.1 /TIER=ConsEnd /STK=4 /UG=Mm.20056
MOE430_2_1441693_at 3.3 0.6 A A 0.33 0.5 -1.4 NC 0.57 gb:BB193360 /DB_XREF=gi:16270831 /DB_XREF=BB193360 /CLONE=A330076N17 /FEA=EST /CNT=4 /TID=Mm.133062.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441801_at 5.2 1.9 A A 0.6 0.72 -1.4 NC 0.71 gb:AI843843 /DB_XREF=gi:5478056 /DB_XREF=UI-M-AK1-aeu-a-08-0-UI.s1 /CLONE=UI-M-AK1-aeu-a-08-0-UI /FEA=EST /CNT=4 /TID=Mm.39367.1 /T
MOE430_2_1441850_x_ 202 115.8 P P 0.000732 0.00415 -1.4 D 0.99 gb:BB449960 /DB_XREF=gi:9310995 /DB_XREF=BB449960 /CLONE=D030074E09 /FEA=EST /CNT=4 /TID=Mm.169688.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441880_x_ 11.6 4.2 P A 0.01 0.27 -1.4 NC 0.5 gb:BB009770 /DB_XREF=gi:8130127 /DB_XREF=BB009770 /CLONE=4732491E12 /FEA=EST /CNT=4 /TID=Mm.106559.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441883_at 7.3 0.9 A A 0.27 0.63 -1.4 NC 0.5 gb:AV092359 /DB_XREF=gi:5239907 /DB_XREF=AV092359 /CLONE=2310068N01 /FEA=EST /CNT=4 /TID=Mm.45900.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441891_x_ 48.1 23.6 P P 0.000732 0.005859 -1.4 D 0.99 gb:BB338945 /DB_XREF=gi:9047708 /DB_XREF=BB338945 /CLONE=B930015J15 /FEA=EST /CNT=4 /TID=Mm.180210.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441905_x_ 4.1 0.8 A A 0.27 0.52 -1.4 NC 0.45 gb:BB264453 /DB_XREF=gi:8960909 /DB_XREF=BB264453 /CLONE=A830015E01 /FEA=EST /CNT=4 /TID=Mm.117170.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441913_at 1.6 0.6 A A 0.75 0.8 -1.4 NC 0.5 gb:BB386209 /DB_XREF=gi:9109007 /DB_XREF=BB386209 /CLONE=C230045D21 /FEA=EST /CNT=4 /TID=Mm.132658.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442209_at 14.2 4.5 A A 0.33 0.69 -1.4 NC 0.65 gb:BB251707 /DB_XREF=gi:16355880 /DB_XREF=BB251707 /CLONE=A730047K09 /FEA=EST /CNT=5 /TID=Mm.24275.2 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442460_at 3.4 2.4 A A 0.68 0.87 -1.4 NC 0.69 gb:BG071614 /DB_XREF=gi:12554183 /DB_XREF=H3101B09-3 /CLONE=H3101B09 /FEA=EST /CNT=4 /TID=Mm.17767.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442468_at 4.8 2.3 A A 0.66 0.66 -1.4 NC 0.5 gb:BB208571 /DB_XREF=gi:16352357 /DB_XREF=BB208571 /CLONE=A430088L10 /FEA=EST /CNT=4 /TID=Mm.132859.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442520_at 2.6 0.9 A A 0.43 0.82 -1.4 NC 0.91 gb:BG069002 /DB_XREF=gi:12551571 /DB_XREF=H3071F08-3 /CLONE=H3071F08 /FEA=EST /CNT=4 /TID=Mm.173732.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442706_at 3.8 1 A A 0.53 0.87 -1.4 NC 0.96 gb:BB425163 /DB_XREF=gi:9264890 /DB_XREF=BB425163 /CLONE=C530045H08 /FEA=EST /CNT=4 /TID=Mm.44560.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442876_at 3.2 1.7 A A 0.53 0.93 -1.4 NC 0.95 gb:BG068514 /DB_XREF=gi:12551083 /DB_XREF=H3066D06-3 /CLONE=H3066D06 /FEA=EST /CNT=4 /TID=Mm.26355.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443057_at 4.5 0.5 A A 0.14 0.6 -1.4 NC 0.97 gb:BB546069 /DB_XREF=gi:16447412 /DB_XREF=BB546069 /CLONE=E130308C11 /FEA=EST /CNT=3 /TID=Mm.213375.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443131_at 2.6 0.9 A A 0.78 0.8 -1.4 NC 0.35 gb:BB129908 /DB_XREF=gi:16266236 /DB_XREF=BB129908 /CLONE=9630042G05 /FEA=EST /CNT=3 /TID=Mm.208348.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443147_at 3.6 0.7 A A 0.53 0.82 -1.4 NC 0.5 gb:BB505010 /DB_XREF=gi:16442773 /DB_XREF=BB505010 /CLONE=D630050P18 /FEA=EST /CNT=3 /TID=Mm.23581.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443177_at 9 2.4 A A 0.27 0.5 -1.4 NC 0.74 gb:BB027505 /DB_XREF=gi:16258025 /DB_XREF=BB027505 /CLONE=5330437N14 /FEA=EST /CNT=3 /TID=Mm.98349.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443238_at 7.3 1.8 A A 0.16 0.69 -1.4 NC 0.5 gb:BB370461 /DB_XREF=gi:16406876 /DB_XREF=BB370461 /CLONE=C130053G19 /FEA=EST /CNT=3 /TID=Mm.209048.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443304_at 4.6 1 A A 0.66 0.88 -1.4 NC 0.5 gb:BB546375 /DB_XREF=gi:16447453 /DB_XREF=BB546375 /CLONE=E130309M09 /FEA=EST /CNT=3 /TID=Mm.209941.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443537_at 4.9 1.1 M A 0.05 0.36 -1.4 NC 0.48 gb:BB362079 /DB_XREF=gi:16405998 /DB_XREF=BB362079 /CLONE=C130009A20 /FEA=EST /CNT=3 /TID=Mm.133719.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443638_at 4.6 1.2 A A 0.66 0.75 -1.4 NC 0.21 gb:BM197773 /DB_XREF=gi:17750061 /DB_XREF=C0323B05-3 /CLONE=C0323B05 /FEA=EST /CNT=3 /TID=Mm.215778.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443788_at 0.3 0.4 A A 0.78 0.78 -1.4 NC 0.86 gb:BB395311 /DB_XREF=gi:9214707 /DB_XREF=BB395311 /CLONE=C230091J22 /FEA=EST /CNT=3 /TID=Mm.180090.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443812_x_ 3.3 0.5 A A 0.17 0.72 -1.4 NC 0.68 gb:BB319311 /DB_XREF=gi:9026346 /DB_XREF=BB319311 /CLONE=B230379L15 /FEA=EST /CNT=3 /TID=Mm.125663.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443925_at 12.5 6.7 A A 0.11 0.56 -1.4 NC 0.91 gb:BB474826 /DB_XREF=gi:16439916 /DB_XREF=BB474826 /CLONE=D330009M11 /FEA=EST /CNT=8 /TID=Mm.130636.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443997_at 4.2 1 A A 0.39 0.66 -1.4 NC 0.24 gb:BB387595 /DB_XREF=gi:16408530 /DB_XREF=BB387595 /CLONE=C230052G01 /FEA=EST /CNT=7 /TID=Mm.44913.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444185_at 8.1 2.2 A A 0.33 0.45 -1.4 NC 0.4 gb:BM222148 /DB_XREF=gi:17782680 /DB_XREF=K0115F02-3 /CLONE=K0115F02 /FEA=EST /CNT=5 /TID=Mm.218037.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444213_at 2.9 1 A A 0.53 0.53 -1.4 NC 0.39 gb:BB550582 /DB_XREF=gi:9636948 /DB_XREF=BB550582 /CLONE=E230023E04 /FEA=EST /CNT=5 /TID=Mm.188358.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444341_at 16.1 6.1 A A 0.24 0.46 -1.4 NC 0.78 gb:AV171553 /DB_XREF=gi:16383586 /DB_XREF=AV171553 /CLONE=3300001E03 /FEA=EST /CNT=4 /TID=Mm.178787.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444387_at 14.1 5.3 A A 0.11 0.39 -1.4 NC 0.88 gb:BB409982 /DB_XREF=gi:16423216 /DB_XREF=BB409982 /CLONE=C430016F20 /FEA=EST /CNT=4 /TID=Mm.208512.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444572_at 9.8 4.3 A A 0.66 0.63 -1.4 NC 0.5 gb:AW120630 /DB_XREF=gi:6095963 /DB_XREF=UI-M-BH2.3-anz-a-08-0-UI.s1 /CLONE=UI-M-BH2.3-anz-a-08-0-UI /FEA=EST /CNT=4 /TID=Mm.48712
MOE430_2_1445142_at 5.3 1.7 A A 0.43 0.6 -1.4 NC 0.49 gb:BB551060 /DB_XREF=gi:16448010 /DB_XREF=BB551060 /CLONE=E230025M10 /FEA=EST /CNT=3 /TID=Mm.137445.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445165_at 16.2 6.8 A A 0.33 0.75 -1.4 NC 0.5 gb:BM194850 /DB_XREF=gi:17746065 /DB_XREF=L0702A08-3 /CLONE=L0702A08 /FEA=EST /CNT=3 /TID=Mm.82578.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445231_at 7.5 3.1 A A 0.43 0.8 -1.4 NC 0.45 gb:BG070752 /DB_XREF=gi:12553321 /DB_XREF=H3090G07-3 /CLONE=H3090G07 /FEA=EST /CNT=3 /TID=Mm.173299.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445498_at 3.6 2.1 A A 0.39 0.75 -1.4 NC 0.97 gb:AW552101 /DB_XREF=gi:7197524 /DB_XREF=L0208C11-3 /CLONE=L0208C11 /FEA=EST /CNT=3 /TID=Mm.182693.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445586_at 1.3 0.4 A A 0.75 0.95 -1.4 NC 0.5 gb:BB283411 /DB_XREF=gi:8983860 /DB_XREF=BB283411 /CLONE=A930102C21 /FEA=EST /CNT=3 /TID=Mm.168437.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445858_at 9.6 2.9 P A 0.03 0.46 -1.4 NC 0.5 gb:AV284097 /DB_XREF=gi:16391804 /DB_XREF=AV284097 /CLONE=4933439G19 /FEA=EST /CNT=3 /TID=Mm.208799.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446023_at 8.5 2.7 A A 0.3 0.43 -1.4 NC 0.5 gb:AV024397 /DB_XREF=gi:16356405 /DB_XREF=AV024397 /CLONE=1200003A18 /FEA=EST /CNT=2 /TID=Mm.198025.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446123_at 8.1 1.1 A A 0.39 0.72 -1.4 NC 0.31 gb:AV274423 /DB_XREF=gi:16390524 /DB_XREF=AV274423 /CLONE=4932418L02 /FEA=EST /CNT=2 /TID=Mm.72944.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446172_at 11.1 8 A A 0.27 0.21 -1.4 NC 0.5 gb:BB121616 /DB_XREF=gi:16262028 /DB_XREF=BB121616 /CLONE=9530082M13 /FEA=EST /CNT=2 /TID=Mm.99944.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446205_at 12.7 4.2 A A 0.36 0.46 -1.4 NC 0.5 gb:BB204406 /DB_XREF=gi:16351828 /DB_XREF=BB204406 /CLONE=A430057L20 /FEA=EST /CNT=2 /TID=Mm.215574.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446551_at 2.7 0.6 A A 0.8 0.94 -1.4 NC 0.28 gb:BB165047 /DB_XREF=gi:16268866 /DB_XREF=BB165047 /CLONE=A130081C01 /FEA=EST /CNT=2 /TID=Mm.171665.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446588_at 5.7 1.8 A A 0.11 0.63 -1.4 NC 0.81 gb:AV337604 /DB_XREF=gi:16396507 /DB_XREF=AV337604 /CLONE=6430402D06 /FEA=EST /CNT=2 /TID=Mm.125621.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446591_at 9.3 2.5 P A 0.04 0.43 -1.4 NC 0.83 gb:BB432090 /DB_XREF=gi:15412071 /DB_XREF=BB432090 /CLONE=C630043M03 /FEA=EST /CNT=2 /TID=Mm.188108.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446663_at 6.3 1.6 A A 0.39 0.56 -1.4 NC 0.6 gb:BB537842 /DB_XREF=gi:16446787 /DB_XREF=BB537842 /CLONE=E130008A03 /FEA=EST /CNT=2 /TID=Mm.44933.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446767_at 12.5 3.6 P A 0.04 0.46 -1.4 NC 0.69 gb:AW555749 /DB_XREF=gi:7201172 /DB_XREF=L0259A09-3 /CLONE=L0259A09 /FEA=EST /CNT=2 /TID=Mm.182786.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446886_at 3 1.7 A A 0.6 0.78 -1.4 NC 0.5 gb:BB352603 /DB_XREF=gi:16405469 /DB_XREF=BB352603 /CLONE=B930089M20 /FEA=EST /CNT=2 /TID=Mm.213315.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446897_at 9.7 2.8 P A 0.03 0.75 -1.4 NC 0.96 gb:BG065430 /DB_XREF=gi:12547993 /DB_XREF=H3031A09-3 /CLONE=H3031A09 /FEA=EST /CNT=2 /TID=Mm.182537.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446983_at 9.8 2.1 P A 0.02 0.3 -1.4 NC 0.5 gb:BB139669 /DB_XREF=gi:16267394 /DB_XREF=BB139669 /CLONE=9830165M24 /FEA=EST /CNT=2 /TID=Mm.207871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447069_at 4.6 1.8 A A 0.5 0.87 -1.4 NC 0.5 gb:C79144 /DB_XREF=gi:2519474 /DB_XREF=C79144 /CLONE=J0061B04 /FEA=EST /CNT=2 /TID=Mm.172755.1 /TIER=ConsEnd /STK=2 /UG=Mm.17275
MOE430_2_1447300_at 7.7 3.1 A A 0.24 0.39 -1.4 NC 0.42 gb:BB040798 /DB_XREF=gi:16258634 /DB_XREF=BB040798 /CLONE=6030451H02 /FEA=EST /CNT=2 /TID=Mm.208855.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447307_at 1.6 0.5 A A 0.63 0.98 -1.4 NC 0.9 gb:BF458060 /DB_XREF=gi:11524229 /DB_XREF=UI-M-BZ1-blk-d-05-0-UI.s1 /CLONE=UI-M-BZ1-blk-d-05-0-UI /FEA=EST /CNT=2 /TID=Mm.131862.1 
MOE430_2_1447352_at 4.3 1 A A 0.69 0.8 -1.4 NC 0.29 gb:BB748743 /DB_XREF=gi:16152979 /DB_XREF=BB748743 /CLONE=G030001N01 /FEA=EST /CNT=2 /TID=Mm.211400.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447763_at 1.2 0.2 A A 0.84 0.91 -1.4 NC 0.82 gb:AV160090 /DB_XREF=gi:5403725 /DB_XREF=AV160090 /CLONE=3010040M24 /FEA=EST /CNT=2 /TID=Mm.45283.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448055_at 4 1.2 A A 0.66 0.88 -1.4 NC 0.69 gb:AI592747 /DB_XREF=gi:4601795 /DB_XREF=mt64h07.y1 /CLONE=IMAGE:634717 /FEA=EST /CNT=6 /TID=Mm.943.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1448408_at 37.6 8.7 A A 0.11 0.33 -1.4 NC 0.5 gb:NM_019424.1 /DB_XREF=gi:9506572 /GEN=Hps1 /FEA=FLmRNA /CNT=111 /TID=Mm.218381.1 /TIER=FL+Stack /STK=78 /UG=Mm.218381 /LL=192236
MOE430_2_1448468_a_ 22.6 9.3 A A 0.12 0.43 -1.4 NC 0.74 gb:BC014701.1 /DB_XREF=gi:15928439 /FEA=FLmRNA /CNT=85 /TID=Mm.1438.1 /TIER=FL+Stack /STK=69 /UG=Mm.1438 /LL=16497 /UG_GENE=Kcnab
MOE430_2_1448618_at 237.2 97.8 P P 0.000244 0.000732 -1.4 D 0.99 gb:NM_080638.1 /DB_XREF=gi:18079350 /GEN=2310009M24Rik /FEA=FLmRNA /CNT=128 /TID=Mm.24972.1 /TIER=FL+Stack /STK=53 /UG=Mm.24972 /L
MOE430_2_1448862_at 4.8 2.9 A A 0.5 0.82 -1.4 NC 0.8 gb:NM_010494.1 /DB_XREF=gi:6754273 /GEN=Icam2 /FEA=FLmRNA /CNT=51 /TID=Mm.394.1 /TIER=FL+Stack /STK=35 /UG=Mm.394 /LL=15896 /DEF=M
MOE430_2_1449134_s_ 0.4 0.1 A A 0.96 0.99 -1.4 NC 0.84 gb:NM_011461.1 /DB_XREF=gi:6755617 /GEN=Spic /FEA=FLmRNA /CNT=32 /TID=Mm.21642.1 /TIER=FL+Stack /STK=22 /UG=Mm.21642 /LL=20728 /DE
MOE430_2_1449153_at 8.4 5.2 A A 0.53 0.56 -1.4 NC 0.5 gb:BC019135.1 /DB_XREF=gi:17512328 /FEA=FLmRNA /CNT=31 /TID=Mm.2055.1 /TIER=FL+Stack /STK=21 /UG=Mm.2055 /LL=17381 /UG_GENE=Mmp12
MOE430_2_1449271_a_ 810.9 273.9 P P 0.000244 0.001221 -1.4 D 0.99 gb:NM_019487.1 /DB_XREF=gi:9507128 /GEN=Hebp2 /FEA=FLmRNA /CNT=52 /TID=Mm.35551.1 /TIER=FL+Stack /STK=16 /UG=Mm.35551 /LL=56016 /D
MOE430_2_1449872_at 3.4 2 A A 0.53 0.66 -1.4 NC 0.5 gb:NM_019960.1 /DB_XREF=gi:9910271 /GEN=Hspb3 /FEA=FLmRNA /CNT=9 /TID=Mm.41410.1 /TIER=FL /STK=5 /UG=Mm.41410 /LL=56534 /DEF=Mus m
MOE430_2_1450249_s_ 8.9 5.9 A A 0.12 0.5 -1.4 NC 0.5 gb:NM_008447.1 /DB_XREF=gi:6680569 /GEN=Kif5a /FEA=FLmRNA /CNT=11 /TID=Mm.30355.1 /TIER=FL /STK=2 /UG=Mm.30355 /LL=16572 /DEF=Mus m
MOE430_2_1450380_at 2087.3 804.2 P P 0.000244 0.000244 -1.4 D 0.99 gb:BM231893 /DB_XREF=gi:17867163 /DB_XREF=K0315H01-3 /CLONE=K0315H01 /FEA=FLmRNA /CNT=173 /TID=Mm.17580.1 /TIER=Stack /STK=69 /U
MOE430_2_1450719_at 56.6 27.9 P P 0.001953 0.03 -1.4 D 0.99 gb:NM_008585.1 /DB_XREF=gi:6678859 /GEN=Mep1a /FEA=FLmRNA /CNT=205 /TID=Mm.5346.1 /TIER=FL+Stack /STK=16 /UG=Mm.5346 /LL=17287 /DE



MOE430_2_1451047_at 7.4 4.6 A A 0.46 0.56 -1.4 NC 0.5 gb:BI966443 /DB_XREF=gi:16340848 /DB_XREF=id53d07.x1 /CLONE=IMAGE:5666749 /FEA=FLmRNA /CNT=262 /TID=Mm.193.1 /TIER=Stack /STK=8 /UG
MOE430_2_1451297_at 7.2 2 A A 0.39 0.91 -1.4 NC 0.96 gb:BC019856.1 /DB_XREF=gi:18044344 /FEA=FLmRNA /CNT=95 /TID=Mm.26207.1 /TIER=FL+Stack /STK=40 /UG=Mm.26207 /DEF=Mus musculus, clone 
MOE430_2_1451326_at 800.6 278 P P 0.000244 0.000244 -1.4 D 0.99 gb:BC019410.1 /DB_XREF=gi:18043200 /FEA=FLmRNA /CNT=119 /TID=Mm.24806.1 /TIER=FL+Stack /STK=36 /UG=Mm.24806 /LL=76491 /UG_GENE=18
MOE430_2_1452067_at 543.9 253.1 P P 0.000244 0.000732 -1.4 D 0.99 gb:BB026027 /DB_XREF=gi:16257961 /DB_XREF=BB026027 /CLONE=5330431D13 /FEA=FLmRNA /CNT=80 /TID=Mm.28890.1 /TIER=Stack /STK=22 /UG
MOE430_2_1452853_at 43.9 15 P A 0.01 0.32 -1.4 D 0.99 gb:AI790284 /DB_XREF=gi:5338000 /DB_XREF=uk58c02.x1 /CLONE=IMAGE:1973186 /FEA=mRNA /CNT=62 /TID=Mm.200905.1 /TIER=Stack /STK=28 /UG
MOE430_2_1453011_at 265.7 88.1 P P 0.000244 0.000244 -1.4 D 0.99 gb:AK007603.1 /DB_XREF=gi:12841246 /FEA=mRNA /CNT=25 /TID=Mm.45121.1 /TIER=Stack /STK=13 /UG=Mm.45121 /LL=69772 /UG_GENE=1810026B0
MOE430_2_1453057_at 5 0.8 A A 0.43 0.96 -1.4 NC 0.91 gb:AK006143.1 /DB_XREF=gi:12839085 /FEA=mRNA /CNT=24 /TID=Mm.56392.1 /TIER=Stack /STK=10 /UG=Mm.56392 /LL=76415 /UG_GENE=1700020B0
MOE430_2_1453377_at 5.8 2.6 A A 0.3 0.5 -1.4 NC 0.65 gb:AK008803.1 /DB_XREF=gi:12843221 /FEA=mRNA /CNT=15 /TID=Mm.40974.1 /TIER=ConsEnd /STK=4 /UG=Mm.40974 /LL=72281 /UG_GENE=2210402
MOE430_2_1453478_at 4.2 0.8 A A 0.39 0.69 -1.4 NC 0.5 gb:AK020487.1 /DB_XREF=gi:12861088 /FEA=mRNA /CNT=11 /TID=Mm.153177.1 /TIER=ConsEnd /STK=2 /UG=Mm.153177 /LL=77364 /UG_GENE=94300
MOE430_2_1453496_at 10.4 4.6 A A 0.21 0.46 -1.4 NC 0.74 gb:AK020485.1 /DB_XREF=gi:12861085 /FEA=mRNA /CNT=6 /TID=Mm.30588.1 /TIER=ConsEnd /STK=2 /UG=Mm.30588 /LL=77296 /UG_GENE=9430073N
MOE430_2_1453646_at 4.3 0.4 A A 0.35 0.88 -1.4 NC 0.94 gb:BM219138 /DB_XREF=gi:17778856 /DB_XREF=C0920F06-3 /CLONE=C0920F06 /FEA=mRNA /CNT=4 /TID=Mm.158945.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1453749_at 6.6 2.7 A A 0.43 0.75 -1.4 NC 0.5 gb:BB749723 /DB_XREF=gi:16153959 /DB_XREF=BB749723 /CLONE=G030201D05 /FEA=mRNA /CNT=13 /TID=Mm.179898.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453766_a_ 6.9 1.5 A A 0.3 0.36 -1.4 NC 0.41 gb:AK016516.1 /DB_XREF=gi:12855290 /FEA=mRNA /CNT=10 /TID=Mm.196288.2 /TIER=ConsEnd /STK=0 /UG=Mm.196288 /LL=77627 /UG_GENE=49314
MOE430_2_1453805_at 15.1 5 A A 0.46 0.69 -1.4 NC 0.5 gb:BB648622 /DB_XREF=gi:16482878 /DB_XREF=BB648622 /CLONE=C130029E22 /FEA=mRNA /CNT=8 /TID=Mm.195960.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1454057_at 7.3 2.8 A A 0.56 0.75 -1.4 NC 0.72 gb:AK015531.1 /DB_XREF=gi:12853912 /FEA=mRNA /CNT=1 /TID=Mm.159581.1 /TIER=ConsEnd /STK=0 /UG=Mm.159581 /LL=75807 /UG_GENE=493047
MOE430_2_1454066_at 15.6 8.7 A A 0.29 0.53 -1.4 NC 0.51 gb:AK014426.1 /DB_XREF=gi:12852269 /FEA=mRNA /CNT=1 /TID=Mm.196204.3 /TIER=ConsEnd /STK=0 /UG=Mm.196204 /LL=67014 /UG_GENE=181004
MOE430_2_1454160_at 4.8 2.2 A A 0.08 0.77 -1.4 NC 0.76 gb:AK019561.1 /DB_XREF=gi:12859840 /FEA=mRNA /CNT=1 /TID=Mm.160046.1 /TIER=ConsEnd /STK=0 /UG=Mm.160046 /LL=78105 /UG_GENE=493040
MOE430_2_1454337_at 2.6 0.4 A A 0.6 0.69 -1.4 NC 0.46 gb:AK018247.1 /DB_XREF=gi:12857867 /FEA=mRNA /CNT=2 /TID=Mm.93388.1 /TIER=ConsEnd /STK=0 /UG=Mm.93388 /LL=76188 /UG_GENE=6330571C
MOE430_2_1454488_at 5.4 4.2 A A 0.43 0.5 -1.4 NC 0.64 gb:AK015964.1 /DB_XREF=gi:12854515 /FEA=mRNA /CNT=1 /TID=Mm.159448.1 /TIER=ConsEnd /STK=0 /UG=Mm.159448 /LL=75169 /UG_GENE=493053
MOE430_2_1454588_at 20.2 5.6 A A 0.17 0.33 -1.4 NC 0.5 gb:AK020405.1 /DB_XREF=gi:12860981 /FEA=mRNA /CNT=1 /TID=Mm.159874.1 /TIER=ConsEnd /STK=0 /UG=Mm.159874 /LL=77247 /UG_GENE=943000
MOE430_2_1454672_at 3.9 1 A A 0.39 0.6 -1.4 NC 0.5 gb:BE952212 /DB_XREF=gi:10592420 /DB_XREF=UI-M-CD0-ayk-a-11-0-UI.s1 /CLONE=UI-M-CD0-ayk-a-11-0-UI /FEA=EST /CNT=86 /TID=Mm.41752.
MOE430_2_1454748_at 95.7 33.8 P A 0.03 0.12 -1.4 D 0.99 gb:AI174034 /DB_XREF=gi:3720176 /DB_XREF=ud63h10.x1 /CLONE=IMAGE:1450627 /FEA=EST /CNT=94 /TID=Mm.25245.1 /TIER=Stack /STK=55 /UG=M
MOE430_2_1454911_at 3.7 1.6 A A 0.69 0.69 -1.4 NC 0.4 gb:BG070187 /DB_XREF=gi:12552756 /DB_XREF=H3084F06-3 /CLONE=H3084F06 /FEA=EST /CNT=45 /TID=Mm.25894.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1455000_at 11.9 1.9 A A 0.27 0.63 -1.4 NC 0.46 gb:BB538372 /DB_XREF=gi:16446881 /DB_XREF=BB538372 /CLONE=E130011H22 /FEA=EST /CNT=32 /TID=Mm.32160.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1455040_s_ 3.2 2.9 A A 0.5 0.3 -1.4 NC 0.5 gb:BI965045 /DB_XREF=gi:16339450 /DB_XREF=id36b07.x1 /CLONE=IMAGE:5665116 /FEA=EST /CNT=29 /TID=Mm.232.1 /TIER=Stack /STK=28 /UG=Mm
MOE430_2_1455501_at 5 1.8 A A 0.6 0.9 -1.4 NC 0.68 gb:BB043465 /DB_XREF=gi:15403907 /DB_XREF=BB043465 /CLONE=6030474C01 /FEA=EST /CNT=30 /TID=Mm.36104.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456158_at 15 4.9 P A 0.03 0.43 -1.4 NC 0.5 gb:BB815856 /DB_XREF=gi:16988485 /DB_XREF=BB815856 /CLONE=G730031B19 /FEA=EST /CNT=17 /TID=Mm.129843.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1456212_x_ 403.4 191.4 P P 0.000244 0.000732 -1.4 D 0.99 gb:BB831725 /DB_XREF=gi:17009968 /DB_XREF=BB831725 /CLONE=G930018K04 /FEA=EST /CNT=15 /TID=Mm.3468.4 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1456288_at 2.7 0.4 A A 0.63 0.96 -1.4 NC 0.5 gb:BB134615 /DB_XREF=gi:15408451 /DB_XREF=BB134615 /CLONE=9830116M05 /FEA=EST /CNT=13 /TID=Mm.42147.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456455_at 1.4 0.2 A A 0.69 0.68 -1.4 NC 0.46 gb:AU015158 /DB_XREF=gi:3369949 /DB_XREF=AU015158 /CLONE=J0708D10 /FEA=EST /CNT=10 /TID=Mm.196508.9 /TIER=Stack /STK=10 /UG=Mm.1
MOE430_2_1456461_at 21.1 6.2 P A 0.01 0.19 -1.4 NC 0.75 gb:AW610680 /DB_XREF=gi:7315496 /DB_XREF=up35h10.x1 /CLONE=IMAGE:2699011 /FEA=EST /CNT=10 /TID=Mm.142822.10 /TIER=Stack /STK=10 /U
MOE430_2_1457101_at 8.8 1.4 A A 0.36 0.78 -1.4 NC 0.53 gb:BB201224 /DB_XREF=gi:16271550 /DB_XREF=BB201224 /CLONE=A430035F24 /FEA=EST /CNT=6 /TID=Mm.185066.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457300_at 3 1.2 A A 0.6 0.36 -1.4 NC 0.5 gb:BG071681 /DB_XREF=gi:12554250 /DB_XREF=H3102A03-3 /CLONE=H3102A03 /FEA=EST /CNT=11 /TID=Mm.202171.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457363_at 16 6.7 A A 0.36 0.72 -1.4 NC 0.7 gb:BB667691 /DB_XREF=gi:16399140 /DB_XREF=BB667691 /CLONE=C730033F21 /FEA=EST /CNT=7 /TID=Mm.211685.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457474_at 6.1 2.3 A A 0.24 0.53 -1.4 NC 0.62 gb:AV230021 /DB_XREF=gi:15404947 /DB_XREF=AV230021 /CLONE=4631423J08 /FEA=EST /CNT=4 /TID=Mm.189127.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457714_at 8.6 2.2 A A 0.63 0.78 -1.4 NC 0.86 gb:BF465998 /DB_XREF=gi:11535181 /DB_XREF=UI-M-CG0p-bqs-d-02-0-UI.s1 /CLONE=UI-M-CG0p-bqs-d-02-0-UI /FEA=EST /CNT=7 /TID=Mm.86589
MOE430_2_1458050_at 5 4.2 A A 0.5 0.6 -1.4 NC 0.5 gb:BB243259 /DB_XREF=gi:16355248 /DB_XREF=BB243259 /CLONE=A630095I05 /FEA=EST /CNT=3 /TID=Mm.124451.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458065_at 16.8 6 A A 0.11 0.46 -1.4 NC 0.79 gb:BM239481 /DB_XREF=gi:17874751 /DB_XREF=K0535B09-3 /CLONE=K0535B09 /FEA=EST /CNT=3 /TID=Mm.217282.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458106_at 2.6 2.6 A A 0.3 0.72 -1.4 NC 0.72 gb:BB443609 /DB_XREF=gi:16424896 /DB_XREF=BB443609 /CLONE=D030041N12 /FEA=EST /CNT=3 /TID=Mm.209211.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458211_at 0.3 0.1 A A 0.82 0.99 -1.4 NC 0.71 gb:BB296351 /DB_XREF=gi:16401895 /DB_XREF=BB296351 /CLONE=B130046H04 /FEA=EST /CNT=3 /TID=Mm.208327.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458858_at 6.1 2.5 A A 0.33 0.56 -1.4 NC 0.5 gb:AW537457 /DB_XREF=gi:7179874 /DB_XREF=G0116F09-3 /CLONE=G0116F09 /FEA=EST /CNT=3 /TID=Mm.182536.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458971_at 11.8 4.7 A A 0.36 0.43 -1.4 NC 0.5 gb:AW493372 /DB_XREF=gi:7063653 /DB_XREF=UI-M-BH3-aub-e-04-0-UI.s1 /CLONE=UI-M-BH3-aub-e-04-0-UI /FEA=EST /CNT=3 /TID=Mm.102205.1
MOE430_2_1459479_at 4.9 1.8 A A 0.39 0.5 -1.4 NC 0.5 gb:C76046 /DB_XREF=gi:2516376 /DB_XREF=C76046 /CLONE=J0002F02 /FEA=EST /CNT=2 /TID=Mm.172563.1 /TIER=ConsEnd /STK=2 /UG=Mm.17256
MOE430_2_1459524_at 7.7 2.5 A A 0.43 0.8 -1.4 NC 0.68 gb:C86509 /DB_XREF=gi:2918466 /DB_XREF=C86509 /CLONE=J0227H07 /FEA=EST /CNT=2 /TID=Mm.155210.1 /TIER=ConsEnd /STK=2 /UG=Mm.15521
MOE430_2_1459752_at 1.5 0.4 A A 0.78 0.82 -1.4 NC 0.59 gb:BB138871 /DB_XREF=gi:8793808 /DB_XREF=BB138871 /CLONE=9830162I10 /FEA=EST /CNT=2 /TID=Mm.85384.1 /TIER=ConsEnd /STK=2 /UG=Mm.8
MOE430_2_1459963_at 8.3 5.1 A A 0.56 0.69 -1.4 NC 0.51 gb:BM197061 /DB_XREF=gi:17749124 /DB_XREF=C0342E11-3 /CLONE=C0342E11 /FEA=EST /CNT=2 /TID=Mm.212166.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459999_at 29.1 12.1 A A 0.21 0.46 -1.4 NC 0.69 gb:AV350566 /DB_XREF=gi:6391623 /DB_XREF=AV350566 /CLONE=6530438H12 /FEA=EST /CNT=12 /TID=Mm.193042.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1460056_at 1 2 A A 0.6 0.6 -1.4 NC 0.59 gb:BB421876 /DB_XREF=gi:9243231 /DB_XREF=BB421876 /CLONE=C530028L20 /FEA=EST /CNT=6 /TID=Mm.87453.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1460166_at 2.2 1 A A 0.82 0.98 -1.4 NC 0.51 gb:BB271919 /DB_XREF=gi:8968935 /DB_XREF=BB271919 /CLONE=A830060C09 /FEA=FLmRNA /CNT=222 /TID=Mm.5163.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1460442_at 10.3 4.2 A A 0.19 0.36 -1.4 NC 0.5 gb:AI594148 /DB_XREF=gi:4603196 /DB_XREF=vn08c09.y1 /CLONE=IMAGE:1020592 /FEA=mRNA /CNT=44 /TID=Mm.103634.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1460469_at 10.3 8.1 A A 0.6 0.69 -1.4 NC 0.11 gb:BM250782 /DB_XREF=gi:17886052 /DB_XREF=K0855B04-3 /CLONE=K0855B04 /FEA=mRNA /CNT=16 /TID=Mm.198677.3 /TIER=ConsEnd /STK=6 /UG
MOE430_2_1460530_at 6.8 0.8 A A 0.71 0.69 -1.4 NC 0.22 gb:AK016828.1 /DB_XREF=gi:12855773 /FEA=mRNA /CNT=1 /TID=Mm.159210.1 /TIER=ConsEnd /STK=0 /UG=Mm.159210 /LL=74461 /UG_GENE=493341
MOE430_2_1460578_at 15.9 4.2 P A 0.04 0.56 -1.4 MD 0.99 gb:BM120195 /DB_XREF=gi:17088221 /DB_XREF=L0936C09-3 /CLONE=L0936C09 /FEA=EST /CNT=37 /TID=Mm.37936.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_AFFX-Phe 21.3 7 P A 0.03 0.48 -1.4 NC 0.66 Bacillus subtilis /REF=M24537 /DEF=B subtilis pheB, pheA genes corresponding to nucleotides 2017-3334 of M24537 /LEN=1409 (-5, -M, -3 represent tra
MOE430_2_1416416_x_ 2109 767.6 P P 0.000244 0.000244 -1.5 D 0.99 gb:NM_010358.1 /DB_XREF=gi:6754083 /GEN=Gstm1 /FEA=FLmRNA /CNT=297 /TID=Mm.2011.1 /TIER=FL+Stack /STK=90 /UG=Mm.2011 /LL=14862 /DE
MOE430_2_1416717_at 6.5 2 A A 0.33 0.8 -1.5 NC 0.5 gb:NM_009420.1 /DB_XREF=gi:6678422 /GEN=Tpx1 /FEA=FLmRNA /CNT=86 /TID=Mm.1296.1 /TIER=FL+Stack /STK=72 /UG=Mm.1296 /LL=22024 /DEF=
MOE430_2_1417421_at 149 44.7 P P 0.00415 0.04 -1.5 D 0.99 gb:BC005590.1 /DB_XREF=gi:13542772 /FEA=FLmRNA /CNT=97 /TID=Mm.24662.1 /TIER=FL+Stack /STK=45 /UG=Mm.24662 /LL=20193 /UG_GENE=S10
MOE430_2_1417588_at 6.1 1.8 A A 0.43 0.6 -1.5 NC 0.5 gb:NM_015736.1 /DB_XREF=gi:7657109 /GEN=Galnt3 /FEA=FLmRNA /CNT=92 /TID=Mm.38441.1 /TIER=FL+Stack /STK=41 /UG=Mm.38441 /LL=14425 /D
MOE430_2_1417672_at 15.6 6.5 A A 0.21 0.78 -1.5 NC 0.99 gb:NM_033552.1 /DB_XREF=gi:15809041 /GEN=Slc4a10 /FEA=FLmRNA /CNT=61 /TID=Mm.39933.1 /TIER=FL+Stack /STK=39 /UG=Mm.39933 /LL=94229 
MOE430_2_1418047_at 3.3 1.8 A A 0.43 0.43 -1.5 NC 0.46 gb:NM_009717.1 /DB_XREF=gi:6753129 /GEN=Neurod6 /FEA=FLmRNA /CNT=47 /TID=Mm.5106.1 /TIER=FL+Stack /STK=31 /UG=Mm.5106 /LL=11922 /D
MOE430_2_1418395_at 2.1 1.4 A A 0.56 0.72 -1.5 NC 0.66 gb:NM_026183.1 /DB_XREF=gi:13385693 /GEN=1300013J15Rik /FEA=FLmRNA /CNT=44 /TID=Mm.100741.1 /TIER=FL+Stack /STK=24 /UG=Mm.100741 /L
MOE430_2_1418615_at 4.5 1.1 A A 0.3 0.78 -1.5 NC 0.5 gb:NM_007495.1 /DB_XREF=gi:6671580 /GEN=Astn1 /FEA=FLmRNA /CNT=42 /TID=Mm.4599.1 /TIER=FL+Stack /STK=21 /UG=Mm.4599 /LL=11899 /DEF
MOE430_2_1418766_s_ 4 1.3 A A 0.75 0.93 -1.5 NC 0.36 gb:BC028829.1 /DB_XREF=gi:20381134 /FEA=FLmRNA /CNT=66 /TID=Mm.29550.1 /TIER=Stack /STK=22 /UG=Mm.29550 /LL=171284 /UG_GENE=Timd2 
MOE430_2_1418790_at 14.4 4.1 A A 0.06 0.39 -1.5 NC 0.64 gb:NM_080433.1 /DB_XREF=gi:17978245 /GEN=Zfp312 /FEA=FLmRNA /CNT=32 /TID=Mm.34644.1 /TIER=FL+Stack /STK=18 /UG=Mm.34644 /LL=54713 /
MOE430_2_1418890_a_ 100.3 31.3 P P 0.000732 0.01 -1.5 D 0.99 gb:BM230485 /DB_XREF=gi:17793723 /DB_XREF=K0296B02-3 /CLONE=K0296B02 /FEA=FLmRNA /CNT=129 /TID=Mm.29968.1 /TIER=Stack /STK=37 /U
MOE430_2_1419005_at 15.4 5.4 A A 0.46 0.5 -1.5 NC 0.55 gb:NM_021352.1 /DB_XREF=gi:10946673 /GEN=Crybb3 /FEA=FLmRNA /CNT=30 /TID=Mm.40616.1 /TIER=FL+Stack /STK=15 /UG=Mm.40616 /LL=12962 /
MOE430_2_1419329_at 417.2 201.9 P P 0.000732 0.005859 -1.5 D 0.99 gb:NM_011366.1 /DB_XREF=gi:6755503 /GEN=Sh3d4 /FEA=FLmRNA /CNT=26 /TID=Mm.5068.1 /TIER=FL+Stack /STK=11 /UG=Mm.5068 /LL=20410 /DEF
MOE430_2_1419748_at 2.8 0.9 A A 0.69 0.93 -1.5 NC 0.71 gb:NM_011994.1 /DB_XREF=gi:6752941 /GEN=Abcd2 /FEA=FLmRNA /CNT=24 /TID=Mm.4817.1 /TIER=FL /STK=6 /UG=Mm.4817 /LL=26874 /DEF=Mus m
MOE430_2_1419863_at 2.3 1.2 A A 0.69 0.91 -1.5 NC 0.5 gb:AI661894 /DB_XREF=gi:4765477 /DB_XREF=mz58b05.x1 /CLONE=IMAGE:717585 /FEA=EST /CNT=2 /TID=Mm.2802.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419904_at 7.9 1.8 A A 0.36 0.88 -1.5 NC 0.63 gb:AU067707 /DB_XREF=gi:4968444 /DB_XREF=AU067707 /CLONE=MNCb-0673 /FEA=EST /CNT=1 /TID=Mm.124753.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420163_at 6.5 1.8 A A 0.39 0.6 -1.5 NC 0.53 gb:AA511261 /DB_XREF=gi:2249115 /DB_XREF=vh78d01.r1 /CLONE=IMAGE:893089 /FEA=EST /CNT=1 /TID=Mm.4196.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420231_at 5.9 1.5 A A 0.46 0.56 -1.5 NC 0.28 gb:BB261287 /DB_XREF=gi:8957739 /DB_XREF=BB261287 /CLONE=A730098C13 /FEA=EST /CNT=1 /TID=Mm.145149.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420280_x_ 7.8 1.6 P A 0.02 0.43 -1.5 NC 0.5 gb:AV291496 /DB_XREF=gi:6305527 /DB_XREF=AV291496 /CLONE=5430405B04 /FEA=EST /CNT=1 /TID=Mm.133904.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420389_at 5.5 2.5 A A 0.39 0.56 -1.5 NC 0.5 gb:NM_008781.1 /DB_XREF=gi:6679210 /GEN=Pax3 /FEA=FLmRNA /CNT=27 /TID=Mm.1371.1 /TIER=FL /STK=5 /UG=Mm.1371 /LL=18505 /DEF=Mus mu
MOE430_2_1420399_at 7.5 2 A A 0.5 0.8 -1.5 NC 0.28 gb:NM_008114.1 /DB_XREF=gi:6679990 /GEN=Gfi1b /FEA=FLmRNA /CNT=19 /TID=Mm.10804.1 /TIER=FL /STK=5 /UG=Mm.10804 /LL=14582 /DEF=Mus 
MOE430_2_1420641_a_ 500.6 174.8 P P 0.000244 0.000732 -1.5 D 0.99 gb:AF174535.1 /DB_XREF=gi:5738221 /FEA=FLmRNA /CNT=28 /TID=Mm.28986.1 /TIER=FL /STK=3 /UG=Mm.28986 /LL=59010 /UG_GENE=Sqrdl /DEF=M
MOE430_2_1420680_at 1.9 1 A A 0.66 0.78 -1.5 NC 0.45 gb:NM_019541.1 /DB_XREF=gi:9506578 /GEN=Cts8 /FEA=FLmRNA /CNT=13 /TID=Mm.143728.1 /TIER=FL /STK=3 /UG=Mm.143728 /LL=56094 /DEF=Mu
MOE430_2_1421056_at 3.1 0.5 A A 0.66 0.96 -1.5 NC 0.37 gb:NM_007870.1 /DB_XREF=gi:6681204 /GEN=Dnase1l3 /FEA=FLmRNA /CNT=30 /TID=Mm.10287.1 /TIER=FL /STK=2 /UG=Mm.10287 /LL=13421 /DEF=M
MOE430_2_1421185_at 13.4 3.8 A A 0.08 0.66 -1.5 NC 0.99 gb:NM_027334.1 /DB_XREF=gi:13386219 /GEN=2210414H16Rik /FEA=FLmRNA /CNT=12 /TID=Mm.220975.1 /TIER=FL /STK=2 /UG=Mm.220975 /LL=7015
MOE430_2_1421374_a_ 1497.3 525.7 P P 0.000244 0.000244 -1.5 D 0.99 gb:NM_019503.1 /DB_XREF=gi:9506704 /GEN=Fxyd1 /FEA=FLmRNA /CNT=7 /TID=Mm.1491.1 /TIER=FL /STK=2 /UG=Mm.1491 /LL=56188 /DEF=Mus mu
MOE430_2_1421384_at 17.9 5.5 A A 0.43 0.56 -1.5 NC 0.5 gb:NM_010748.1 /DB_XREF=gi:6754591 /GEN=Lyst /FEA=FLmRNA /CNT=11 /TID=Mm.1423.1 /TIER=FL /STK=2 /UG=Mm.1423 /LL=17101 /DEF=Mus mus
MOE430_2_1421553_at 32.3 8 A A 0.09 0.36 -1.5 NC 0.65 gb:NM_010146.1 /DB_XREF=gi:6753763 /GEN=Epm2a /FEA=FLmRNA /CNT=4 /TID=Mm.89946.1 /TIER=FL /STK=2 /UG=Mm.89946 /LL=13853 /DEF=Mus 
MOE430_2_1421724_at 2.7 1.2 A A 0.5 0.39 -1.5 NC 0.42 gb:NM_030737.1 /DB_XREF=gi:13507697 /GEN=V3R7 /FEA=FLmRNA /CNT=2 /TID=Mm.160377.1 /TIER=FL /STK=2 /UG=Mm.160377 /LL=81012 /DEF=Mu
MOE430_2_1421804_at 2.5 0.8 A A 0.66 0.96 -1.5 NC 0.59 gb:NM_011598.1 /DB_XREF=gi:6755800 /GEN=Tlbp /FEA=FLmRNA /CNT=2 /TID=Mm.140155.1 /TIER=FL /STK=2 /UG=Mm.140155 /LL=21884 /DEF=Mus 
MOE430_2_1422062_at 9.9 3.8 A A 0.14 0.36 -1.5 NC 0.68 gb:BC003814.1 /DB_XREF=gi:13277875 /FEA=FLmRNA /CNT=9 /TID=Mm.1227.1 /TIER=FL /STK=1 /UG=Mm.1227 /LL=20288 /UG_GENE=Msr1 /DEF=Mus
MOE430_2_1423100_at 277.4 120.8 P P 0.000244 0.00293 -1.5 D 0.99 gb:AV026617 /DB_XREF=gi:4803609 /DB_XREF=AV026617 /CLONE=1210002H07 /FEA=FLmRNA /CNT=101 /TID=Mm.5043.1 /TIER=Stack /STK=55 /UG=
MOE430_2_1423379_at 110.2 44.4 P P 0.000732 0.01 -1.5 D 0.99 gb:BF227641 /DB_XREF=gi:11135635 /DB_XREF=uz31g08.x1 /CLONE=IMAGE:3670718 /FEA=FLmRNA /CNT=24 /TID=Mm.27908.1 /TIER=Stack /STK=10 
MOE430_2_1423639_at 21 7.5 A A 0.3 0.43 -1.5 NC 0.5 gb:AK020259.1 /DB_XREF=gi:12860787 /GEN=Hrh2 /FEA=FLmRNA /CNT=11 /TID=Mm.57243.1 /TIER=Stack /STK=8 /UG=Mm.57243 /LL=15466 /UG_TITL
MOE430_2_1423860_at 6.3 1 A A 0.56 0.91 -1.5 NC 0.5 gb:AB006361.1 /DB_XREF=gi:2317285 /FEA=FLmRNA /CNT=130 /TID=Mm.1008.1 /TIER=FL+Stack /STK=89 /UG=Mm.1008 /LL=19215 /UG_GENE=Ptgds 
MOE430_2_1423968_at 10.7 2.8 A A 0.27 0.6 -1.5 NC 0.5 gb:BC022134.1 /DB_XREF=gi:18381173 /FEA=FLmRNA /CNT=149 /TID=Mm.29147.1 /TIER=FL+Stack /STK=71 /UG=Mm.29147 /DEF=Mus musculus, clone
MOE430_2_1424022_at 121.2 37.3 P P 0.000732 0.03 -1.5 D 0.99 gb:BC022135.1 /DB_XREF=gi:18381079 /FEA=FLmRNA /CNT=97 /TID=Mm.34045.1 /TIER=FL+Stack /STK=61 /UG=Mm.34045 /LL=71839 /UG_GENE=1700
MOE430_2_1424701_at 3.9 1.6 A A 0.21 0.53 -1.5 NC 0.65 gb:BC024927.1 /DB_XREF=gi:19353153 /FEA=FLmRNA /CNT=46 /TID=Mm.128861.1 /TIER=FL+Stack /STK=19 /UG=Mm.128861 /DEF=Mus musculus, Sim
MOE430_2_1424968_at 34.1 17.6 P A 0.04 0.08 -1.5 NC 0.98 gb:BC027185.1 /DB_XREF=gi:20072611 /FEA=FLmRNA /CNT=22 /TID=Mm.26580.1 /TIER=FL+Stack /STK=10 /UG=Mm.26580 /DEF=Mus musculus, clone 
MOE430_2_1424987_at 98.3 27.6 P A 0.000732 0.11 -1.5 D 0.99 gb:BB128517 /DB_XREF=gi:16262436 /DB_XREF=BB128517 /CLONE=9630031D17 /FEA=FLmRNA /CNT=46 /TID=Mm.44508.1 /TIER=Stack /STK=25 /UG
MOE430_2_1425128_at 6.2 2.7 A A 0.5 0.69 -1.5 NC 0.53 gb:BC025206.1 /DB_XREF=gi:19484112 /FEA=FLmRNA /CNT=10 /TID=Mm.192369.1 /TIER=FL /STK=6 /UG=Mm.192369 /DEF=Mus musculus, similar to be
MOE430_2_1425627_x_ 195.7 80.1 P P 0.008057 0.00415 -1.5 NC 0.99 gb:J03952.1 /DB_XREF=gi:193687 /FEA=FLmRNA /CNT=11 /TID=Mm.2011.2 /TIER=FL /STK=1 /UG=Mm.2011 /LL=14862 /UG_GENE=Gstm1 /UG_TITLE=g
MOE430_2_1425638_at 6.1 0.8 A A 0.72 0.91 -1.5 NC 0.54 gb:BC027165.1 /DB_XREF=gi:20071697 /FEA=FLmRNA /CNT=19 /TID=Mm.38776.1 /TIER=FL /STK=1 /UG=Mm.38776 /DEF=Mus musculus, Similar to Cen
MOE430_2_1425669_at 9.3 4.2 A A 0.24 0.53 -1.5 NC 0.64 gb:BC020028.1 /DB_XREF=gi:18044832 /FEA=FLmRNA /CNT=11 /TID=Mm.122351.1 /TIER=FL /STK=1 /UG=Mm.122351 /DEF=Mus musculus, Similar to hy
MOE430_2_1426092_a_ 6.4 2 A A 0.19 0.53 -1.5 NC 0.57 gb:AF220141.1 /DB_XREF=gi:12407450 /GEN=Trim34 /FEA=FLmRNA /CNT=1 /TID=Mm.219657.4 /TIER=FL /STK=1 /UG=Mm.219657 /LL=94094 /DEF=Mu
MOE430_2_1426604_at 24.8 10.6 P A 0.00415 0.43 -1.5 NC 0.99 gb:BF714880 /DB_XREF=gi:12014152 /DB_XREF=mab04a08.x1 /CLONE=IMAGE:3825302 /FEA=FLmRNA /CNT=70 /TID=Mm.87471.1 /TIER=ConsEnd /STK
MOE430_2_1427034_at 12.1 4.3 A A 0.53 0.6 -1.5 NC 0.5 gb:BB667155 /DB_XREF=gi:16398604 /DB_XREF=BB667155 /CLONE=4222404N22 /FEA=mRNA /CNT=72 /TID=Mm.754.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1427219_at 18.8 8.4 P A 0.008057 0.21 -1.5 NC 0.97 gb:AV003927 /DB_XREF=gi:4780777 /DB_XREF=AV003927 /CLONE=0610038F02 /FEA=mRNA /CNT=8 /TID=Mm.89136.2 /TIER=Stack /STK=8 /UG=Mm.8
MOE430_2_1427424_at 5.5 1.2 A A 0.69 0.95 -1.5 NC 0.53 gb:BB399489 /DB_XREF=gi:16413119 /DB_XREF=BB399489 /CLONE=C330014C18 /FEA=mRNA /CNT=13 /TID=Mm.132399.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1427658_at 67.9 24.9 P P 0.000244 0.001221 -1.5 D 0.99 gb:BC022594.1 /DB_XREF=gi:18490939 /FEA=mRNA /CNT=2 /TID=Mm.215165.1 /TIER=ConsEnd /STK=0 /UG=Mm.215165 /DEF=Mus musculus, Similar to
MOE430_2_1427872_at 8.2 0.9 A A 0.3 0.75 -1.5 NC 0.78 gb:AF004858.1 /DB_XREF=gi:2443485 /FEA=mRNA /CNT=1 /TID=Mm.12806.1 /TIER=ConsEnd /STK=0 /UG=Mm.12806 /LL=19204 /UG_GENE=Ptafr /DEF
MOE430_2_1428317_at 19.2 9.1 P A 0.02 0.24 -1.5 NC 0.64 gb:AV291003 /DB_XREF=gi:16392351 /DB_XREF=AV291003 /CLONE=5330401L05 /FEA=mRNA /CNT=115 /TID=Mm.24543.2 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1428424_at 5.1 0.9 A A 0.19 0.6 -1.5 NC 0.5 gb:AI931488 /DB_XREF=gi:5667973 /DB_XREF=ul69g09.y1 /CLONE=IMAGE:2135872 /FEA=mRNA /CNT=67 /TID=Mm.153298.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1428525_at 3.6 1.4 A A 0.39 0.66 -1.5 NC 0.37 gb:AK015642.1 /DB_XREF=gi:12854049 /FEA=mRNA /CNT=42 /TID=Mm.40443.1 /TIER=Stack /STK=35 /UG=Mm.40443 /LL=75036 /UG_GENE=4930488B0
MOE430_2_1428923_at 6.5 1.2 A A 0.3 0.63 -1.5 NC 0.5 gb:AK005570.1 /DB_XREF=gi:12838217 /FEA=mRNA /CNT=26 /TID=Mm.44745.1 /TIER=Stack /STK=17 /UG=Mm.44745 /LL=76487 /UG_GENE=1600032L1
MOE430_2_1428981_at 7.1 1.8 A A 0.45 0.53 -1.5 NC 0.28 gb:AK012685.1 /DB_XREF=gi:12849599 /FEA=mRNA /CNT=51 /TID=Mm.30070.1 /TIER=Stack /STK=15 /UG=Mm.30070 /LL=76971 /UG_GENE=2810007J2
MOE430_2_1429223_a_ 1.8 0.6 A A 0.6 0.99 -1.5 NC 0.64 gb:AV290575 /DB_XREF=gi:16392275 /DB_XREF=AV290575 /CLONE=5230400G09 /FEA=mRNA /CNT=20 /TID=Mm.171314.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429472_at 7.2 2.6 A A 0.21 0.56 -1.5 NC 0.5 gb:AK014969.1 /DB_XREF=gi:12853113 /FEA=mRNA /CNT=21 /TID=Mm.84860.1 /TIER=Stack /STK=20 /UG=Mm.84860 /LL=74050 /UG_GENE=4921525O0
MOE430_2_1429673_at 5.3 1.2 A A 0.56 0.66 -1.5 NC 0.5 gb:BB234837 /DB_XREF=gi:8917677 /DB_XREF=BB234837 /CLONE=A630051K09 /FEA=mRNA /CNT=15 /TID=Mm.179806.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430379_at 11.2 6 P A 0.01 0.27 -1.5 NC 0.95 gb:BM220939 /DB_XREF=gi:17781175 /DB_XREF=C0947F04-3 /CLONE=C0947F04 /FEA=mRNA /CNT=7 /TID=Mm.160141.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1430433_at 20.9 7.9 A A 0.19 0.39 -1.5 NC 0.6 gb:AK016695.1 /DB_XREF=gi:12855572 /FEA=mRNA /CNT=5 /TID=Mm.159189.1 /TIER=ConsEnd /STK=2 /UG=Mm.159189 /LL=74401 /UG_GENE=493340
MOE430_2_1430592_at 4.7 1.6 A A 0.66 0.75 -1.5 NC 0.5 gb:AK018015.1 /DB_XREF=gi:12857543 /FEA=mRNA /CNT=10 /TID=Mm.161084.1 /TIER=ConsEnd /STK=1 /UG=Mm.161084 /LL=76086 /UG_GENE=58304
MOE430_2_1430604_a_ 259.8 79.4 P P 0.000244 0.000244 -1.5 D 0.99 gb:AW986632 /DB_XREF=gi:8181318 /DB_XREF=uf85g06.x1 /CLONE=IMAGE:1528954 /FEA=mRNA /CNT=10 /TID=Mm.34248.3 /TIER=ConsEnd /STK=1 /U
MOE430_2_1430666_at 7 1.5 A A 0.3 0.63 -1.5 NC 0.5 gb:AK015993.1 /DB_XREF=gi:12854560 /FEA=mRNA /CNT=7 /TID=Mm.133334.1 /TIER=ConsEnd /STK=1 /UG=Mm.133334 /LL=75156 /UG_GENE=493053
MOE430_2_1430806_at 3.4 0.6 A A 0.42 0.78 -1.5 NC 0.79 gb:BB375486 /DB_XREF=gi:16407407 /DB_XREF=BB375486 /CLONE=C130080H22 /FEA=mRNA /CNT=4 /TID=Mm.158866.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430937_at 20.8 8.8 A A 0.12 0.39 -1.5 NC 0.77 gb:AK020867.1 /DB_XREF=gi:12861582 /GEN=Ckmm /FEA=mRNA /CNT=3 /TID=Mm.160266.1 /TIER=ConsEnd /STK=1 /UG=Mm.160266 /UG_TITLE=Mus 
MOE430_2_1431008_at 5.1 2 A A 0.5 0.63 -1.5 NC 0.22 gb:BG916808 /DB_XREF=gi:14297284 /DB_XREF=602816063F1 /CLONE=IMAGE:4935351 /FEA=mRNA /CNT=24 /TID=Mm.56926.2 /TIER=ConsEnd /STK=
MOE430_2_1431047_at 8.7 2 A A 0.56 0.56 -1.5 NC 0.48 gb:AK018129.1 /DB_XREF=gi:12857705 /FEA=mRNA /CNT=18 /TID=Mm.122738.1 /TIER=ConsEnd /STK=0 /UG=Mm.122738 /LL=74009 /UG_GENE=63304
MOE430_2_1431151_at 3.1 0.9 A A 0.53 0.46 -1.5 NC 0.66 gb:AI787666 /DB_XREF=gi:5335382 /DB_XREF=ul21b07.y1 /CLONE=IMAGE:2088181 /FEA=mRNA /CNT=9 /TID=Mm.200739.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431387_at 1.1 0.3 A A 0.91 0.99 -1.5 NC 0.5 gb:AK015329.1 /DB_XREF=gi:12853625 /FEA=mRNA /CNT=3 /TID=Mm.160304.1 /TIER=ConsEnd /STK=0 /UG=Mm.160304 /UG_TITLE=Mus musculus adul
MOE430_2_1431490_at 0.8 0.3 A A 0.85 0.97 -1.5 NC 0.92 gb:BB283836 /DB_XREF=gi:8984285 /DB_XREF=BB283836 /CLONE=A930103I10 /FEA=mRNA /CNT=3 /TID=Mm.125526.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1431546_at 10.9 4 A A 0.17 0.56 -1.5 NC 0.5 gb:AK015738.1 /DB_XREF=gi:12854184 /FEA=mRNA /CNT=2 /TID=Mm.55855.1 /TIER=ConsEnd /STK=1 /UG=Mm.55855 /LL=75819 /UG_GENE=4930509K
MOE430_2_1431558_at 8.1 2.3 A A 0.43 0.53 -1.5 NC 0.29 gb:AK009380.1 /DB_XREF=gi:12844145 /FEA=mRNA /CNT=2 /TID=Mm.69926.1 /TIER=ConsEnd /STK=1 /UG=Mm.69926 /LL=69566 /UG_GENE=2310016D
MOE430_2_1431728_at 3.9 1.7 A A 0.5 0.85 -1.5 NC 0.5 gb:AK008217.1 /DB_XREF=gi:12842270 /FEA=mRNA /CNT=2 /TID=Mm.158820.1 /TIER=ConsEnd /STK=0 /UG=Mm.158820 /LL=72428 /UG_GENE=201001
MOE430_2_1431987_at 1.9 1 A A 0.66 0.91 -1.5 NC 0.72 gb:AK015742.1 /DB_XREF=gi:12854188 /FEA=mRNA /CNT=1 /TID=Mm.159302.1 /TIER=ConsEnd /STK=0 /UG=Mm.159302 /LL=74695 /UG_GENE=493051
MOE430_2_1432173_at 3.3 0.5 A A 0.46 0.93 -1.5 NC 0.62 gb:AK014669.1 /DB_XREF=gi:12852665 /FEA=mRNA /CNT=1 /TID=Mm.195684.1 /TIER=ConsEnd /STK=0 /UG=Mm.195684 /LL=73901 /UG_GENE=483340
MOE430_2_1432253_at 5.5 1.3 A A 0.21 0.69 -1.5 NC 0.75 gb:AK014953.1 /DB_XREF=gi:12853088 /FEA=mRNA /CNT=1 /TID=Mm.158497.1 /TIER=ConsEnd /STK=0 /UG=Mm.158497 /LL=70926 /UG_GENE=492152
MOE430_2_1432279_at 6.4 3.8 A A 0.18 0.53 -1.5 NC 0.9 gb:AK015448.1 /DB_XREF=gi:12853797 /FEA=mRNA /CNT=1 /TID=Mm.159351.1 /TIER=ConsEnd /STK=0 /UG=Mm.159351 /LL=74884 /UG_GENE=493045
MOE430_2_1432422_at 18.1 5.3 A A 0.06 0.39 -1.5 NC 0.66 gb:AK006873.1 /DB_XREF=gi:12840160 /FEA=mRNA /CNT=1 /TID=Mm.195765.1 /TIER=ConsEnd /STK=0 /UG=Mm.195765 /LL=76610 /UG_GENE=170006
MOE430_2_1432476_at 4.4 0.9 A A 0.78 0.95 -1.5 NC 0.9 gb:AK006654.1 /DB_XREF=gi:12839857 /FEA=mRNA /CNT=1 /TID=Mm.158993.1 /TIER=ConsEnd /STK=0 /UG=Mm.158993 /LL=73334 /UG_GENE=170004
MOE430_2_1432569_at 17.4 6.1 A A 0.12 0.39 -1.5 NC 0.77 gb:BF152799 /DB_XREF=gi:11034194 /DB_XREF=uz95f03.x1 /CLONE=IMAGE:3809405 /FEA=mRNA /CNT=6 /TID=Mm.76912.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1432690_at 1.9 1.1 A A 0.53 0.8 -1.5 NC 0.27 gb:AV371027 /DB_XREF=gi:6418674 /DB_XREF=AV371027 /CLONE=9030407C09 /FEA=mRNA /CNT=2 /TID=Mm.158721.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432705_at 4.2 0.8 A A 0.5 0.66 -1.5 NC 0.5 gb:BB025511 /DB_XREF=gi:8200417 /DB_XREF=BB025511 /CLONE=5330428N10 /FEA=mRNA /CNT=2 /TID=Mm.110449.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432833_at 2.4 0.8 A A 0.39 0.78 -1.5 NC 0.5 gb:BF152773 /DB_XREF=gi:11034168 /DB_XREF=uz95d06.x1 /CLONE=IMAGE:3809315 /FEA=mRNA /CNT=2 /TID=Mm.158628.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1432845_at 24 7.9 P A 0.008057 0.3 -1.5 NC 0.86 gb:BB654116 /DB_XREF=gi:16487944 /DB_XREF=BB654116 /CLONE=C820001I01 /FEA=mRNA /CNT=2 /TID=Mm.151332.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1433103_at 1.1 0.9 A A 0.75 0.98 -1.5 NC 0.92 gb:AK017552.1 /DB_XREF=gi:12856845 /FEA=mRNA /CNT=1 /TID=Mm.158384.1 /TIER=ConsEnd /STK=0 /UG=Mm.158384 /LL=70483 /UG_GENE=573041
MOE430_2_1433188_at 2.8 1.3 A A 0.5 0.72 -1.5 NC 0.48 gb:AK020969.1 /DB_XREF=gi:12861715 /FEA=mRNA /CNT=1 /TID=Mm.160033.1 /TIER=ConsEnd /STK=0 /UG=Mm.160033 /LL=77984 /UG_GENE=B23011
MOE430_2_1433223_at 8.8 2.2 A A 0.27 0.56 -1.5 NC 0.5 gb:AK017983.1 /DB_XREF=gi:12857497 /FEA=mRNA /CNT=1 /TID=Mm.159664.1 /TIER=ConsEnd /STK=0 /UG=Mm.159664 /LL=76059 /UG_GENE=583044
MOE430_2_1433262_at 2.4 0.9 A A 0.53 0.82 -1.5 NC 0.9 gb:AK020466.1 /DB_XREF=gi:12861059 /FEA=mRNA /CNT=1 /TID=Mm.159901.1 /TIER=ConsEnd /STK=0 /UG=Mm.159901 /LL=77338 /UG_GENE=943005
MOE430_2_1433308_at 10.7 3.8 A A 0.17 0.75 -1.5 NC 0.85 gb:AK020375.1 /DB_XREF=gi:12860945 /FEA=mRNA /CNT=1 /TID=Mm.159864.1 /TIER=ConsEnd /STK=0 /UG=Mm.159864 /LL=77203 /UG_GENE=933015
MOE430_2_1433346_at 3.1 1.1 A A 0.75 0.91 -1.5 NC 0.48 gb:AK017963.1 /DB_XREF=gi:12857474 /FEA=mRNA /CNT=1 /TID=Mm.159652.1 /TIER=ConsEnd /STK=0 /UG=Mm.159652 /LL=76029 /UG_GENE=583043
MOE430_2_1433501_at 325.2 99.4 P P 0.000732 0.000732 -1.5 D 0.99 gb:BG230336 /DB_XREF=gi:12717840 /DB_XREF=mac31e09.x1 /CLONE=IMAGE:4001392 /FEA=EST /CNT=143 /TID=Mm.25707.1 /TIER=Stack /STK=119 
MOE430_2_1434150_a_ 469.6 189.1 P P 0.000244 0.000244 -1.5 D 0.99 gb:AV171622 /DB_XREF=gi:16383588 /DB_XREF=AV171622 /CLONE=3300001H21 /FEA=EST /CNT=117 /TID=Mm.220975.2 /TIER=Stack /STK=40 /UG=M
MOE430_2_1434354_at 12.1 4.3 P A 0.00293 0.43 -1.5 NC 0.98 gb:BB549292 /DB_XREF=gi:16447788 /DB_XREF=BB549292 /CLONE=E230014O21 /FEA=EST /CNT=49 /TID=Mm.30026.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434399_at 7.4 3.7 A A 0.53 0.6 -1.5 NC 0.5 gb:AV231866 /DB_XREF=gi:15404999 /DB_XREF=AV231866 /CLONE=4632410F13 /FEA=EST /CNT=46 /TID=Mm.22969.1 /TIER=Stack /STK=33 /UG=Mm
MOE430_2_1434502_x_ 2.4 0.7 A A 0.5 0.69 -1.5 NC 0.36 gb:BB448377 /DB_XREF=gi:9290989 /DB_XREF=BB448377 /CLONE=D030066G12 /FEA=EST /CNT=32 /TID=Mm.7248.3 /TIER=Stack /STK=31 /UG=Mm.7
MOE430_2_1434798_at 10.5 1.9 A A 0.19 0.46 -1.5 NC 0.66 gb:BB769890 /DB_XREF=gi:16212423 /DB_XREF=BB769890 /CLONE=G370101L06 /FEA=EST /CNT=29 /TID=Mm.19298.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1435123_at 6.6 1.7 A A 0.46 0.66 -1.5 NC 0.49 gb:BB795377 /DB_XREF=gi:16964996 /DB_XREF=BB795377 /CLONE=G431004M17 /FEA=EST /CNT=28 /TID=Mm.37520.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1436044_at 7.6 4.7 A A 0.21 0.43 -1.5 NC 0.74 gb:BB452990 /DB_XREF=gi:16425734 /DB_XREF=BB452990 /CLONE=D130020M11 /FEA=EST /CNT=30 /TID=Mm.38127.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1436646_at 3.6 1.3 A A 0.6 0.82 -1.5 NC 0.72 gb:BB389250 /DB_XREF=gi:9112101 /DB_XREF=BB389250 /CLONE=C230061H23 /FEA=EST /CNT=9 /TID=Mm.63205.2 /TIER=Stack /STK=8 /UG=Mm.63
MOE430_2_1436661_at 2.7 0.4 A A 0.72 0.98 -1.5 NC 0.89 gb:BQ174532 /DB_XREF=gi:20350028 /DB_XREF=UI-M-DJ2-bvy-m-12-0-UI.s1 /CLONE=UI-M-DJ2-bvy-m-12-0-UI /FEA=EST /CNT=8 /TID=Mm.63192.
MOE430_2_1436683_at 3.8 1.5 A A 0.5 0.72 -1.5 NC 0.5 gb:BQ033083 /DB_XREF=gi:19768362 /DB_XREF=UI-1-CF0-axo-h-09-0-UI.s1 /CLONE=UI-1-CF0-axo-h-09-0-UI /FEA=EST /CNT=8 /TID=Mm.46161.1 /
MOE430_2_1436988_at 48.6 16.6 P A 0.01 0.36 -1.5 D 0.99 gb:BB322233 /DB_XREF=gi:15411416 /DB_XREF=BB322233 /CLONE=B330013L05 /FEA=EST /CNT=56 /TID=Mm.41113.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437240_at 22.3 6.8 P A 0.000244 0.17 -1.5 NC 0.94 gb:BM213322 /DB_XREF=gi:17771168 /DB_XREF=C0834G11-3 /CLONE=C0834G11 /FEA=EST /CNT=22 /TID=Mm.217764.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1437277_x_ 80.7 25.3 P P 0.000732 0.00415 -1.5 D 0.99 gb:BB550124 /DB_XREF=gi:9636490 /DB_XREF=BB550124 /CLONE=E230020I01 /FEA=EST /CNT=21 /TID=Mm.18843.7 /TIER=Stack /STK=21 /UG=Mm.1
MOE430_2_1437756_at 11 2.8 A A 0.14 0.56 -1.5 NC 0.5 gb:BF682515 /DB_XREF=gi:11956410 /DB_XREF=602116911F2 /CLONE=IMAGE:3468266 /FEA=EST /CNT=32 /TID=Mm.116971.1 /TIER=Stack /STK=14 /
MOE430_2_1437771_at 168.3 64.3 P P 0.000244 0.000244 -1.5 D 0.99 gb:BB783125 /DB_XREF=gi:16951621 /DB_XREF=BB783125 /CLONE=G430085K23 /FEA=EST /CNT=17 /TID=Mm.218695.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1438411_at 5.6 1.2 A A 0.53 0.87 -1.5 NC 0.74 gb:BB009113 /DB_XREF=gi:15403223 /DB_XREF=BB009113 /CLONE=4732488A18 /FEA=EST /CNT=31 /TID=Mm.33362.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438494_at 3.7 1.8 A A 0.21 0.3 -1.5 NC 0.5 gb:BB051552 /DB_XREF=gi:15404045 /DB_XREF=BB051552 /CLONE=6720430L06 /FEA=EST /CNT=12 /TID=Mm.57240.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438583_at 9.6 2.8 P A 0.02 0.43 -1.5 NC 0.5 gb:BM237810 /DB_XREF=gi:17873080 /DB_XREF=K0507D03-3 /CLONE=K0507D03 /FEA=EST /CNT=10 /TID=Mm.131647.1 /TIER=Stack /STK=10 /UG=M



MOE430_2_1438763_at 10.2 2.3 A A 0.21 0.72 -1.5 NC 0.64 gb:BB016751 /DB_XREF=gi:15403335 /DB_XREF=BB016751 /CLONE=4930564A01 /FEA=EST /CNT=12 /TID=Mm.116982.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438981_at 6.3 2.1 P A 0.01 0.71 -1.5 NC 0.63 gb:BB160675 /DB_XREF=gi:8816615 /DB_XREF=BB160675 /CLONE=A130054J06 /FEA=EST /CNT=9 /TID=Mm.132109.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1439054_at 31.5 12.7 A A 0.24 0.3 -1.5 NC 0.75 gb:BE691905 /DB_XREF=gi:10079529 /DB_XREF=ut22g10.x1 /CLONE=IMAGE:3328674 /FEA=EST /CNT=18 /TID=Mm.28161.3 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439285_at 3.6 0.6 A A 0.63 0.88 -1.5 NC 0.81 gb:BE981385 /DB_XREF=gi:10650439 /DB_XREF=UI-M-CG0p-bdb-f-02-0-UI.s1 /CLONE=UI-M-CG0p-bdb-f-02-0-UI /FEA=EST /CNT=9 /TID=Mm.50181
MOE430_2_1439623_at 31 18.1 P P 0.01 0.04 -1.5 MD 0.99 gb:BE687142 /DB_XREF=gi:10074766 /DB_XREF=uv99b05.x1 /CLONE=IMAGE:3415281 /FEA=EST /CNT=8 /TID=Mm.128985.1 /TIER=ConsEnd /STK=7 /U
MOE430_2_1439679_at 18 6.1 A A 0.3 0.63 -1.5 NC 0.44 gb:AV318990 /DB_XREF=gi:15406129 /DB_XREF=AV318990 /CLONE=6030403E12 /FEA=EST /CNT=7 /TID=Mm.138200.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439737_x_ 9.7 4 P A 0.03 0.21 -1.5 NC 0.98 gb:AU019660 /DB_XREF=gi:3375244 /DB_XREF=AU019660 /CLONE=J0520G05 /FEA=EST /CNT=7 /TID=Mm.202699.1 /TIER=ConsEnd /STK=7 /UG=Mm.2
MOE430_2_1440131_at 5.4 2.3 A A 0.56 0.87 -1.5 NC 0.5 gb:BB728649 /DB_XREF=gi:16111924 /DB_XREF=BB728649 /CLONE=E860039G06 /FEA=EST /CNT=6 /TID=Mm.210276.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440178_x_ 14.7 4.6 P A 0.03 0.33 -1.5 NC 0.5 gb:BB204558 /DB_XREF=gi:8869511 /DB_XREF=BB204558 /CLONE=A430058I15 /FEA=EST /CNT=6 /TID=Mm.122704.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440235_at 17.1 5.7 A A 0.27 0.43 -1.5 NC 0.33 gb:BB151146 /DB_XREF=gi:16267922 /DB_XREF=BB151146 /CLONE=A030011F23 /FEA=EST /CNT=9 /TID=Mm.32741.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440455_at 10.8 1.1 A A 0.39 0.5 -1.5 NC 0.5 gb:AI848599 /DB_XREF=gi:5492545 /DB_XREF=UI-M-AH1-agv-b-05-0-UI.s1 /CLONE=UI-M-AH1-agv-b-05-0-UI /FEA=EST /CNT=6 /TID=Mm.22965.1 /T
MOE430_2_1440653_at 5.8 2.2 A A 0.5 0.6 -1.5 NC 0.5 gb:BB473157 /DB_XREF=gi:16439663 /DB_XREF=BB473157 /CLONE=D230049P05 /FEA=EST /CNT=5 /TID=Mm.132772.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440723_at 19.3 4.3 P A 0.01 0.08 -1.5 NC 0.5 gb:BB361830 /DB_XREF=gi:16405973 /DB_XREF=BB361830 /CLONE=C130007C04 /FEA=EST /CNT=5 /TID=Mm.208307.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440930_a_ 11.4 3.1 A A 0.36 0.46 -1.5 NC 0.31 gb:BG807042 /DB_XREF=gi:17954001 /DB_XREF=2044-43 /FEA=EST /CNT=8 /TID=Mm.45098.1 /TIER=ConsEnd /STK=4 /UG=Mm.45098 /LL=99304 /UG_
MOE430_2_1441033_at 17.2 4.1 P A 0.00293 0.33 -1.5 NC 0.87 gb:BB667269 /DB_XREF=gi:16398718 /DB_XREF=BB667269 /CLONE=6820448A06 /FEA=EST /CNT=6 /TID=Mm.25225.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441151_at 3.8 2.5 A A 0.39 0.87 -1.5 NC 0.76 gb:BG071797 /DB_XREF=gi:12554355 /DB_XREF=H3103B10-3 /CLONE=H3103B10 /FEA=EST /CNT=5 /TID=Mm.42537.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441283_at 1.6 0.4 A A 0.72 0.88 -1.5 NC 0.26 gb:BG069528 /DB_XREF=gi:12552097 /DB_XREF=H3077D01-3 /CLONE=H3077D01 /FEA=EST /CNT=5 /TID=Mm.37824.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441436_at 6 3.8 A A 0.56 0.66 -1.5 NC 0.42 gb:BB375943 /DB_XREF=gi:16407457 /DB_XREF=BB375943 /CLONE=C130083B17 /FEA=EST /CNT=4 /TID=Mm.122742.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441446_at 3 0.7 A A 0.24 0.9 -1.5 NC 0.68 gb:BB225818 /DB_XREF=gi:16353999 /DB_XREF=BB225818 /CLONE=A530094E08 /FEA=EST /CNT=4 /TID=Mm.131290.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441631_at 18.8 6 P A 0.00293 0.12 -1.5 NC 0.68 gb:BB135916 /DB_XREF=gi:16266648 /DB_XREF=BB135916 /CLONE=9830131K01 /FEA=EST /CNT=4 /TID=Mm.209972.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441699_at 5.6 1.8 A A 0.6 0.63 -1.5 NC 0.5 gb:BE980564 /DB_XREF=gi:10648684 /DB_XREF=UI-M-BG2-bck-e-12-0-UI.s1 /CLONE=UI-M-BG2-bck-e-12-0-UI /FEA=EST /CNT=4 /TID=Mm.48722.1
MOE430_2_1441735_at 2.8 0.4 A A 0.39 0.63 -1.5 NC 0.5 gb:AV260864 /DB_XREF=gi:16388838 /DB_XREF=AV260864 /CLONE=4930415J05 /FEA=EST /CNT=4 /TID=Mm.189403.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442086_at 7.8 2 A A 0.56 0.91 -1.5 NC 0.77 gb:BB554559 /DB_XREF=gi:16448443 /DB_XREF=BB554559 /CLONE=E330014F01 /FEA=EST /CNT=7 /TID=Mm.34712.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442144_at 17.4 4.4 M A 0.05 0.46 -1.5 NC 0.5 gb:BF165671 /DB_XREF=gi:11046023 /DB_XREF=601777979F1 /CLONE=IMAGE:4019538 /FEA=EST /CNT=10 /TID=Mm.153507.1 /TIER=ConsEnd /STK=3
MOE430_2_1442197_at 12.4 3.6 A A 0.08 0.49 -1.5 NC 0.5 gb:AI480624 /DB_XREF=gi:4373850 /DB_XREF=vh52d01.x1 /CLONE=IMAGE:890593 /FEA=EST /CNT=6 /TID=Mm.24727.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442480_at 6.2 1.4 A A 0.3 0.56 -1.5 NC 0.5 gb:BE980519 /DB_XREF=gi:10648585 /DB_XREF=UI-M-BG2-bck-a-12-0-UI.s1 /CLONE=UI-M-BG2-bck-a-12-0-UI /FEA=EST /CNT=4 /TID=Mm.76750.1
MOE430_2_1442492_at 23.9 10.6 A A 0.06 0.36 -1.5 NC 0.68 gb:C76381 /DB_XREF=gi:2516711 /DB_XREF=C76381 /CLONE=J0009F06 /FEA=EST /CNT=4 /TID=Mm.24907.1 /TIER=ConsEnd /STK=3 /UG=Mm.24907 /
MOE430_2_1442585_at 19.1 6.2 A A 0.09 0.36 -1.5 NC 0.72 gb:BB539872 /DB_XREF=gi:16447082 /DB_XREF=BB539872 /CLONE=E130101H18 /FEA=EST /CNT=4 /TID=Mm.138201.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442614_at 5 0.9 A A 0.46 0.96 -1.5 NC 0.74 gb:BE945253 /DB_XREF=gi:10523012 /DB_XREF=UI-M-BZ0-axk-g-09-0-UI.s1 /CLONE=UI-M-BZ0-axk-g-09-0-UI /FEA=EST /CNT=4 /TID=Mm.150198.1
MOE430_2_1442628_at 4 0.6 A A 0.33 0.63 -1.5 NC 0.42 gb:BB350720 /DB_XREF=gi:16405319 /DB_XREF=BB350720 /CLONE=B930081F01 /FEA=EST /CNT=4 /TID=Mm.186558.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442702_at 5.1 1.5 A A 0.3 0.56 -1.5 NC 0.5 gb:BM933906 /DB_XREF=gi:19393058 /DB_XREF=UI-M-CG0p-bik-b-11-0-UI.r1 /CLONE=UI-M-CG0p-bik-b-11-0-UI /FEA=EST /CNT=4 /TID=Mm.152423
MOE430_2_1442899_at 9.4 2.9 A A 0.27 0.6 -1.5 NC 0.66 gb:AI847427 /DB_XREF=gi:5491333 /DB_XREF=UI-M-AI1-afr-h-11-0-UI.s1 /CLONE=UI-M-AI1-afr-h-11-0-UI /FEA=EST /CNT=4 /TID=Mm.39761.1 /TIE
MOE430_2_1442906_at 5.3 2 A A 0.46 0.63 -1.5 NC 0.5 gb:BB712138 /DB_XREF=gi:16065307 /DB_XREF=BB712138 /CLONE=B020033E12 /FEA=EST /CNT=4 /TID=Mm.145978.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442954_at 7.7 1.7 M A 0.05 0.6 -1.5 NC 0.82 gb:BG069418 /DB_XREF=gi:12551910 /DB_XREF=H3075D01-3 /CLONE=H3075D01 /FEA=EST /CNT=3 /TID=Mm.21262.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443013_at 14 5.3 A A 0.24 0.63 -1.5 NC 0.96 gb:AW552390 /DB_XREF=gi:7197729 /DB_XREF=L0211A08-3 /CLONE=L0211A08 /FEA=EST /CNT=3 /TID=Mm.218680.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443045_at 8.7 2.4 A A 0.14 0.53 -1.5 NC 0.84 gb:BG083626 /DB_XREF=gi:12566194 /DB_XREF=H3090C07-5 /CLONE=H3090C07 /FEA=EST /CNT=3 /TID=Mm.157380.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443085_at 9.5 4 A A 0.43 0.72 -1.5 NC 0.5 gb:AV312048 /DB_XREF=gi:16394281 /DB_XREF=AV312048 /CLONE=5830400A05 /FEA=EST /CNT=3 /TID=Mm.213328.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443109_at 19.7 6.4 P A 0.008057 0.09 -1.5 NC 0.98 gb:BB183029 /DB_XREF=gi:16270187 /DB_XREF=BB183029 /CLONE=A230103K09 /FEA=EST /CNT=3 /TID=Mm.121603.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443240_at 2.6 1 A A 0.53 0.88 -1.5 NC 0.7 gb:AV319208 /DB_XREF=gi:16394820 /DB_XREF=AV319208 /CLONE=6030404L23 /FEA=EST /CNT=3 /TID=Mm.213230.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443387_at 9.3 2.3 A A 0.08 0.39 -1.5 NC 0.73 gb:BB045044 /DB_XREF=gi:16259326 /DB_XREF=BB045044 /CLONE=6030491O17 /FEA=EST /CNT=3 /TID=Mm.202893.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443395_at 2.5 1.1 A A 0.63 0.72 -1.5 NC 0.5 gb:BG068024 /DB_XREF=gi:12550593 /DB_XREF=H3060H09-3 /CLONE=H3060H09 /FEA=EST /CNT=3 /TID=Mm.155627.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443406_at 52.9 20.2 M A 0.05 0.45 -1.5 NC 0.99 gb:BB126310 /DB_XREF=gi:16262270 /DB_XREF=BB126310 /CLONE=9630013D22 /FEA=EST /CNT=3 /TID=Mm.209831.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443685_at 2.4 0.5 A A 0.53 0.56 -1.5 NC 0.11 gb:AI842304 /DB_XREF=gi:5476557 /DB_XREF=UI-M-AM1-afz-g-08-0-UI.s1 /CLONE=UI-M-AM1-afz-g-08-0-UI /FEA=EST /CNT=3 /TID=Mm.44835.1 /T
MOE430_2_1443730_at 11.2 4.7 A A 0.33 0.63 -1.5 NC 0.5 gb:BB636633 /DB_XREF=gi:16472468 /DB_XREF=BB636633 /CLONE=A530019D14 /FEA=EST /CNT=3 /TID=Mm.208009.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443777_at 3.5 1 A A 0.72 0.75 -1.5 NC 0.76 gb:BB343867 /DB_XREF=gi:9053588 /DB_XREF=BB343867 /CLONE=B930046N17 /FEA=EST /CNT=3 /TID=Mm.133494.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443919_at 10.3 4 A A 0.12 0.5 -1.5 NC 0.85 gb:BB306111 /DB_XREF=gi:15411300 /DB_XREF=BB306111 /CLONE=B230206N24 /FEA=EST /CNT=8 /TID=Mm.133060.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444171_at 22.1 6.5 A A 0.09 0.3 -1.5 NC 0.76 gb:BB732233 /DB_XREF=gi:16115508 /DB_XREF=BB732233 /CLONE=E970022G15 /FEA=EST /CNT=5 /TID=Mm.213038.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444334_at 6.1 2.7 A A 0.56 0.63 -1.5 NC 0.5 gb:BM933859 /DB_XREF=gi:19393011 /DB_XREF=UI-M-BH3-bse-f-05-0-UI.r2 /CLONE=UI-M-BH3-bse-f-05-0-UI /FEA=EST /CNT=4 /TID=Mm.197005.1
MOE430_2_1444455_at 5.4 1.2 A A 0.33 0.66 -1.5 NC 0.5 gb:BE943756 /DB_XREF=gi:10521515 /DB_XREF=UI-M-BH3-avm-h-08-0-UI.s1 /CLONE=UI-M-BH3-avm-h-08-0-UI /FEA=EST /CNT=4 /TID=Mm.102086
MOE430_2_1444755_at 1.8 0.4 A A 0.63 0.99 -1.5 NC 0.97 gb:BB207182 /DB_XREF=gi:16352224 /DB_XREF=BB207182 /CLONE=A430080F23 /FEA=EST /CNT=4 /TID=Mm.122779.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444976_at 4.2 1.6 A A 0.43 0.78 -1.5 NC 0.65 gb:BG068488 /DB_XREF=gi:12551057 /DB_XREF=H3066B03-3 /CLONE=H3066B03 /FEA=EST /CNT=3 /TID=Mm.173588.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445071_at 5.6 1.9 A A 0.36 0.56 -1.5 NC 0.57 gb:BG066581 /DB_XREF=gi:12549238 /DB_XREF=H3045F05-3 /CLONE=H3045F05 /FEA=EST /CNT=3 /TID=Mm.172806.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445288_at 0.8 0.2 A A 0.39 0.78 -1.5 NC 0.71 gb:BG069010 /DB_XREF=gi:12551579 /DB_XREF=H3071G04-3 /CLONE=H3071G04 /FEA=EST /CNT=3 /TID=Mm.173735.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445466_at 6.4 1.9 A A 0.43 0.5 -1.5 NC 0.74 gb:BE957092 /DB_XREF=gi:10602295 /DB_XREF=UI-M-BG2-bcb-g-07-0-UI.s1 /CLONE=UI-M-BG2-bcb-g-07-0-UI /FEA=EST /CNT=3 /TID=Mm.151063.
MOE430_2_1445544_x_ 7.7 2.9 A A 0.43 0.66 -1.5 NC 0.62 gb:AI503817 /DB_XREF=gi:4401668 /DB_XREF=vm19d11.x1 /CLONE=IMAGE:990645 /FEA=EST /CNT=3 /TID=Mm.168525.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445638_at 2.1 0.7 A A 0.63 0.85 -1.5 NC 0.64 gb:AW492556 /DB_XREF=gi:7062837 /DB_XREF=UI-M-BH3-atg-g-12-0-UI.s1 /CLONE=UI-M-BH3-atg-g-12-0-UI /FEA=EST /CNT=3 /TID=Mm.101163.1 
MOE430_2_1445953_at 5.3 1.6 P A 0.01 0.39 -1.5 NC 0.6 gb:BG066258 /DB_XREF=gi:12548827 /DB_XREF=H3040H02-3 /CLONE=H3040H02 /FEA=EST /CNT=2 /TID=Mm.154701.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446247_at 4 1 A A 0.43 0.75 -1.5 NC 0.59 gb:BB125422 /DB_XREF=gi:16262186 /DB_XREF=BB125422 /CLONE=9630005B22 /FEA=EST /CNT=2 /TID=Mm.208755.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446444_at 3.4 2.5 A A 0.17 0.33 -1.5 NC 0.75 gb:BB449018 /DB_XREF=gi:16425319 /DB_XREF=BB449018 /CLONE=D030069G17 /FEA=EST /CNT=2 /TID=Mm.215950.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446536_at 13.9 5.7 P A 0.03 0.09 -1.5 NC 0.77 gb:BB482394 /DB_XREF=gi:16440919 /DB_XREF=BB482394 /CLONE=D430012F08 /FEA=EST /CNT=2 /TID=Mm.209474.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446651_at 3.8 1.9 A A 0.17 0.6 -1.5 NC 0.5 gb:BG067409 /DB_XREF=gi:12549978 /DB_XREF=H3054B04-3 /CLONE=H3054B04 /FEA=EST /CNT=2 /TID=Mm.221137.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446778_at 13.7 2.1 A A 0.36 0.78 -1.5 NC 0.82 gb:BB471471 /DB_XREF=gi:16427921 /DB_XREF=BB471471 /CLONE=D230039H05 /FEA=EST /CNT=2 /TID=Mm.210020.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447161_at 2.4 1.3 A A 0.69 0.75 -1.5 NC 0.49 gb:BB283544 /DB_XREF=gi:8983993 /DB_XREF=BB283544 /CLONE=A930102J12 /FEA=EST /CNT=2 /TID=Mm.125536.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447177_at 6.4 1.6 A A 0.3 0.56 -1.5 NC 0.72 gb:BG071584 /DB_XREF=gi:12554153 /DB_XREF=H3100G10-3 /CLONE=H3100G10 /FEA=EST /CNT=2 /TID=Mm.173989.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447179_at 14.4 9 A A 0.08 0.3 -1.5 NC 0.5 gb:BE951146 /DB_XREF=gi:10590194 /DB_XREF=UI-M-BH4-azg-c-07-0-UI.s1 /CLONE=UI-M-BH4-azg-c-07-0-UI /FEA=EST /CNT=2 /TID=Mm.150678.1
MOE430_2_1447325_at 9.7 1.9 A A 0.14 0.56 -1.5 NC 0.54 gb:AW824326 /DB_XREF=gi:7917403 /DB_XREF=us08g11.x1 /CLONE=IMAGE:3166532 /FEA=EST /CNT=2 /TID=Mm.105000.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447415_at 7.3 3.9 A A 0.11 0.39 -1.5 NC 0.72 gb:BB799439 /DB_XREF=gi:16969062 /DB_XREF=BB799439 /CLONE=G630023F21 /FEA=EST /CNT=2 /TID=Mm.214469.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447913_x_ 0.4 0.4 A A 0.85 0.72 -1.5 NC 0.77 gb:BB109183 /DB_XREF=gi:8761751 /DB_XREF=BB109183 /CLONE=9530016G02 /FEA=EST /CNT=2 /TID=Mm.131768.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448257_at 7.8 2.6 A A 0.5 0.63 -1.5 NC 0.39 gb:NM_007854.1 /DB_XREF=gi:6678012 /GEN=Slc29a2 /FEA=FLmRNA /CNT=129 /TID=Mm.4930.1 /TIER=FL+Stack /STK=112 /UG=Mm.4930 /LL=13340 /
MOE430_2_1448289_at 15.8 5.3 A A 0.08 0.56 -1.5 NC 0.6 gb:AB006714.1 /DB_XREF=gi:2342487 /FEA=FLmRNA /CNT=178 /TID=Mm.22695.1 /TIER=FL+Stack /STK=101 /UG=Mm.22695 /LL=12933 /UG_GENE=Crm
MOE430_2_1448330_at 1819.4 603.7 P P 0.000244 0.000244 -1.5 D 0.99 gb:NM_010358.1 /DB_XREF=gi:6754083 /GEN=Gstm1 /FEA=FLmRNA /CNT=297 /TID=Mm.2011.1 /TIER=FL+Stack /STK=90 /UG=Mm.2011 /LL=14862 /DE
MOE430_2_1448342_at 10.7 2.9 A A 0.36 0.63 -1.5 NC 0.7 gb:L35236.1 /DB_XREF=gi:529433 /FEA=FLmRNA /CNT=116 /TID=Mm.4936.1 /TIER=FL+Stack /STK=89 /UG=Mm.4936 /LL=26414 /UG_GENE=Mapk10 /D
MOE430_2_1448394_at 4.1 1.5 A A 0.56 0.72 -1.5 NC 0.57 gb:NM_010861.1 /DB_XREF=gi:6754777 /GEN=Mylpc /FEA=FLmRNA /CNT=130 /TID=Mm.1529.1 /TIER=FL+Stack /STK=79 /UG=Mm.1529 /LL=17906 /DE
MOE430_2_1448475_at 912.6 429.3 P P 0.000244 0.000244 -1.5 D 0.99 gb:NM_133859.1 /DB_XREF=gi:19527075 /GEN=2810002E22Rik /FEA=FLmRNA /CNT=127 /TID=Mm.27811.1 /TIER=FL+Stack /STK=68 /UG=Mm.27811 /L
MOE430_2_1448830_at 703.9 293.1 P P 0.000244 0.000244 -1.5 D 0.99 gb:NM_013642.1 /DB_XREF=gi:7305422 /GEN=Ptpn16 /FEA=FLmRNA /CNT=85 /TID=Mm.2404.1 /TIER=FL+Stack /STK=37 /UG=Mm.2404 /LL=19252 /DE
MOE430_2_1448955_s_ 4.1 1.4 A A 0.56 0.78 -1.5 NC 0.59 gb:NM_012061.1 /DB_XREF=gi:6753237 /GEN=Cadps /FEA=FLmRNA /CNT=46 /TID=Mm.5058.1 /TIER=FL+Stack /STK=30 /UG=Mm.5058 /LL=27062 /DEF
MOE430_2_1449380_at 6.1 2 A A 0.43 0.78 -1.5 NC 0.7 gb:NM_011861.1 /DB_XREF=gi:6754973 /GEN=Pacsin1 /FEA=FLmRNA /CNT=53 /TID=Mm.4926.1 /TIER=FL+Stack /STK=12 /UG=Mm.4926 /LL=23969 /DE
MOE430_2_1449431_at 0.5 0.2 A A 0.78 0.99 -1.5 NC 0.98 gb:NM_013838.1 /DB_XREF=gi:7305596 /GEN=Trrp6 /FEA=FLmRNA /CNT=13 /TID=Mm.8027.1 /TIER=FL+Stack /STK=11 /UG=Mm.8027 /LL=22068 /DEF=
MOE430_2_1449803_x_ 3.8 1 A A 0.43 0.69 -1.5 NC 0.5 gb:AV369255 /DB_XREF=gi:6416902 /DB_XREF=AV369255 /CLONE=9030017G24 /FEA=EST /CNT=1 /TID=Mm.96903.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449900_at 6.7 1 A A 0.06 0.66 -1.5 NC 0.68 gb:BF168119 /DB_XREF=gi:11048471 /DB_XREF=601776377F1 /CLONE=IMAGE:4017906 /FEA=FLmRNA /CNT=19 /TID=Mm.5120.1 /TIER=ConsEnd /STK
MOE430_2_1449962_at 0.4 0.2 A A 0.75 0.99 -1.5 NC 0.95 gb:NM_031390.1 /DB_XREF=gi:13878222 /GEN=Pramel3 /FEA=FLmRNA /CNT=9 /TID=Mm.108239.1 /TIER=FL /STK=3 /UG=Mm.108239 /LL=83565 /DEF=
MOE430_2_1449990_at 10.8 2.8 A A 0.36 0.56 -1.5 NC 0.39 gb:AF065914.1 /DB_XREF=gi:4587859 /GEN=Il2 /FEA=FLmRNA /CNT=12 /TID=Mm.14190.1 /TIER=FL /STK=3 /UG=Mm.14190 /LL=16183 /DEF=Mus musc
MOE430_2_1449999_a_ 9.9 4.8 A A 0.33 0.63 -1.5 NC 0.5 gb:NM_009784.1 /DB_XREF=gi:6753233 /GEN=Cacna2d1 /FEA=FLmRNA /CNT=3 /TID=Mm.30841.1 /TIER=FL /STK=3 /UG=Mm.30841 /LL=12293 /DEF=M
MOE430_2_1450182_at 9.5 1.8 A A 0.56 0.53 -1.5 NC 0.09 gb:NM_024412.1 /DB_XREF=gi:13259373 /GEN=Clcnk1 /FEA=FLmRNA /CNT=14 /TID=Mm.167900.1 /TIER=FL /STK=2 /UG=Mm.167900 /LL=12733 /DEF=
MOE430_2_1450290_at 9.1 1.9 A A 0.24 0.56 -1.5 NC 0.5 gb:NM_021396.1 /DB_XREF=gi:10946739 /GEN=Btdc /FEA=FLmRNA /CNT=4 /TID=Mm.116737.1 /TIER=FL /STK=2 /UG=Mm.116737 /LL=58205 /DEF=Mu
MOE430_2_1450465_at 8.3 3.3 A A 0.69 0.62 -1.5 NC 0.5 gb:NM_009872.1 /DB_XREF=gi:6753381 /GEN=Cdk5r2 /FEA=FLmRNA /CNT=19 /TID=Mm.153833.1 /TIER=FL /STK=1 /UG=Mm.153833 /LL=12570 /DEF=M
MOE430_2_1450689_at 1.6 0.8 A A 0.49 0.43 -1.5 NC 0.5 gb:NM_011645.1 /DB_XREF=gi:6755890 /GEN=Try3 /FEA=FLmRNA /CNT=63 /TID=Mm.57001.1 /TIER=FL+Stack /STK=26 /UG=Mm.57001 /LL=22073 /DE
MOE430_2_1451557_at 5.6 2.2 A A 0.5 0.82 -1.5 NC 0.5 gb:BC024120.1 /DB_XREF=gi:18848347 /FEA=FLmRNA /CNT=88 /TID=Mm.28110.1 /TIER=FL+Stack /STK=9 /UG=Mm.28110 /DEF=Mus musculus, Similar 
MOE430_2_1451612_at 7.1 2.4 A A 0.24 0.63 -1.5 NC 0.5 gb:BC027262.1 /DB_XREF=gi:20072672 /FEA=FLmRNA /CNT=8 /TID=Mm.192991.1 /TIER=FL /STK=5 /UG=Mm.192991 /DEF=Mus musculus, Similar to me
MOE430_2_1451651_at 13.3 5.1 A A 0.21 0.43 -1.5 NC 0.64 gb:BC025105.1 /DB_XREF=gi:19263873 /FEA=FLmRNA /CNT=11 /TID=Mm.26781.1 /TIER=FL /STK=3 /UG=Mm.26781 /DEF=Mus musculus, Similar to Ig s
MOE430_2_1451691_at 173.9 45.3 P P 0.001953 0.005859 -1.5 D 0.99 gb:BC008277.1 /DB_XREF=gi:14198448 /FEA=FLmRNA /CNT=13 /TID=Mm.219577.1 /TIER=FL /STK=2 /UG=Mm.219577 /DEF=Mus musculus, Similar to E
MOE430_2_1451976_s_ 0.5 0.2 A A 0.74 0.93 -1.5 NC 0.85 gb:AF401531.1 /DB_XREF=gi:15278127 /GEN=CKLF2-2 /FEA=FLmRNA /CNT=61 /TID=Mm.34728.1 /TIER=FL+Stack /STK=46 /UG=Mm.34728 /LL=69290 
MOE430_2_1452068_at 308.1 70.4 P P 0.01 0.04 -1.5 D 0.99 gb:BI106821 /DB_XREF=gi:14557714 /DB_XREF=602890571F1 /CLONE=IMAGE:5035960 /FEA=FLmRNA /CNT=80 /TID=Mm.28890.1 /TIER=ConsEnd /STK
MOE430_2_1453128_at 3.5 1.5 A A 0.72 0.56 -1.5 NC 0.22 gb:AV124537 /DB_XREF=gi:15404473 /DB_XREF=AV124537 /CLONE=2700019E22 /FEA=mRNA /CNT=85 /TID=Mm.10817.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1453138_at 19.5 8.5 A A 0.14 0.27 -1.5 NC 0.23 gb:AA560280 /DB_XREF=gi:2331745 /DB_XREF=vl38f02.r1 /CLONE=IMAGE:974523 /FEA=mRNA /CNT=52 /TID=Mm.179620.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1453185_at 10 2.5 A A 0.3 0.46 -1.5 NC 0.6 gb:BM239370 /DB_XREF=gi:17874640 /DB_XREF=K0533D02-3 /CLONE=K0533D02 /FEA=mRNA /CNT=93 /TID=Mm.100117.1 /TIER=Stack /STK=15 /UG=
MOE430_2_1453353_at 4.8 1.1 A A 0.56 0.87 -1.5 NC 0.74 gb:AK006712.1 /DB_XREF=gi:12839937 /FEA=mRNA /CNT=8 /TID=Mm.33196.1 /TIER=ConsEnd /STK=5 /UG=Mm.33196 /LL=73326 /UG_GENE=1700047I1
MOE430_2_1453672_at 11.1 2.4 A A 0.5 0.46 -1.5 NC 0.5 gb:AV138063 /DB_XREF=gi:5323793 /DB_XREF=AV138063 /CLONE=2810038L03 /FEA=mRNA /CNT=4 /TID=Mm.158869.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454113_at 6 1.1 A A 0.39 0.8 -1.5 NC 0.77 gb:AK015558.1 /DB_XREF=gi:12853947 /FEA=mRNA /CNT=1 /TID=Mm.159367.1 /TIER=ConsEnd /STK=0 /UG=Mm.159367 /LL=74913 /UG_GENE=493047
MOE430_2_1454296_at 8 1.2 A A 0.33 0.27 -1.5 NC 0.5 gb:AV228829 /DB_XREF=gi:6181348 /DB_XREF=AV228829 /CLONE=4631402F24 /FEA=mRNA /CNT=3 /TID=Mm.178176.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454409_at 0.9 0.4 A A 0.88 0.98 -1.5 NC 0.54 gb:AK014666.1 /DB_XREF=gi:12852660 /FEA=mRNA /CNT=1 /TID=Mm.159247.1 /TIER=ConsEnd /STK=0 /UG=Mm.159247 /LL=74578 /UG_GENE=483340
MOE430_2_1454858_x_ 432.8 142 P P 0.000244 0.000244 -1.5 D 0.99 gb:AV171622 /DB_XREF=gi:16383588 /DB_XREF=AV171622 /CLONE=3300001H21 /FEA=EST /CNT=117 /TID=Mm.220975.2 /TIER=Stack /STK=40 /UG=M
MOE430_2_1455178_at 210.6 77.9 P P 0.000244 0.000244 -1.5 D 0.99 gb:BB496468 /DB_XREF=gi:16441862 /DB_XREF=BB496468 /CLONE=D630003G22 /FEA=EST /CNT=39 /TID=Mm.100587.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1455192_at 17 6.4 M A 0.05 0.27 -1.5 NC 0.5 gb:BB385366 /DB_XREF=gi:16408331 /DB_XREF=BB385366 /CLONE=C230038N12 /FEA=EST /CNT=25 /TID=Mm.44401.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1455540_at 13.4 4.4 A A 0.09 0.53 -1.5 NC 0.76 gb:AV239350 /DB_XREF=gi:16386498 /DB_XREF=AV239350 /CLONE=4732433M03 /FEA=EST /CNT=74 /TID=Mm.21539.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455541_a_ 14.6 4.5 A A 0.19 0.56 -1.5 NC 0.85 gb:BE949408 /DB_XREF=gi:10527167 /DB_XREF=UI-M-BH3-avi-e-11-0-UI.s1 /CLONE=UI-M-BH3-avi-e-11-0-UI /FEA=EST /CNT=24 /TID=Mm.220899.2
MOE430_2_1456152_at 1.5 0.4 A A 0.63 0.99 -1.5 NC 0.99 gb:BB744177 /DB_XREF=gi:16147182 /DB_XREF=BB744177 /CLONE=F530001E16 /FEA=EST /CNT=18 /TID=Mm.41387.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1456435_at 4.7 1.7 A A 0.43 0.66 -1.5 NC 0.5 gb:AI425983 /DB_XREF=gi:4271914 /DB_XREF=mg36a02.x1 /CLONE=IMAGE:425834 /FEA=EST /CNT=11 /TID=Mm.19009.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1456445_at 8.5 2.2 A A 0.53 0.78 -1.5 NC 0.84 gb:AV257768 /DB_XREF=gi:15405359 /DB_XREF=AV257768 /CLONE=4921539H05 /FEA=EST /CNT=11 /TID=Mm.72970.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456671_at 5.9 1.3 A A 0.43 0.66 -1.5 NC 0.5 gb:BB534512 /DB_XREF=gi:16446403 /DB_XREF=BB534512 /CLONE=E030037F22 /FEA=EST /CNT=10 /TID=Mm.131312.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456837_at 7.3 2.2 A A 0.46 0.6 -1.5 NC 0.5 gb:BB262764 /DB_XREF=gi:16400075 /DB_XREF=BB262764 /CLONE=A830007L07 /FEA=EST /CNT=7 /TID=Mm.82625.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456850_at 4.6 1.2 A A 0.66 0.93 -1.5 NC 0.73 gb:BB329590 /DB_XREF=gi:16403935 /DB_XREF=BB329590 /CLONE=B630013A14 /FEA=EST /CNT=7 /TID=Mm.153577.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457072_at 1.9 0.7 A A 0.82 0.88 -1.5 NC 0.5 gb:BF731393 /DB_XREF=gi:12049257 /DB_XREF=mab78g12.x1 /CLONE=IMAGE:3976534 /FEA=EST /CNT=7 /TID=Mm.111894.1 /TIER=ConsEnd /STK=5 /
MOE430_2_1457156_at 5.4 1.3 A A 0.21 0.63 -1.5 NC 0.5 gb:BB245038 /DB_XREF=gi:16355363 /DB_XREF=BB245038 /CLONE=A730006K16 /FEA=EST /CNT=6 /TID=Mm.131457.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457536_at 5.3 2.6 A A 0.53 0.66 -1.5 NC 0.5 gb:BB171986 /DB_XREF=gi:16269386 /DB_XREF=BB171986 /CLONE=A230034F01 /FEA=EST /CNT=4 /TID=Mm.186305.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457640_x_ 24.4 6.3 A A 0.14 0.53 -1.5 NC 0.83 gb:BB202843 /DB_XREF=gi:8867796 /DB_XREF=BB202843 /CLONE=A430049B08 /FEA=EST /CNT=4 /TID=Mm.122902.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457665_x_ 0.4 0.2 A A 0.9 0.95 -1.5 NC 0.93 gb:AV376296 /DB_XREF=gi:6423943 /DB_XREF=AV376296 /CLONE=9130207F01 /FEA=EST /CNT=4 /TID=Mm.85083.1 /TIER=ConsEnd /STK=4 /UG=Mm.
MOE430_2_1457917_at 2 0.9 A A 0.53 0.95 -1.5 NC 0.79 gb:BB200032 /DB_XREF=gi:16271379 /DB_XREF=BB200032 /CLONE=A430019I05 /FEA=EST /CNT=4 /TID=Mm.163060.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457932_at 5.6 1.2 A A 0.77 0.77 -1.5 NC 0.44 gb:AI746482 /DB_XREF=gi:5124746 /DB_XREF=ul07e09.x1 /CLONE=IMAGE:2065384 /FEA=EST /CNT=4 /TID=Mm.105186.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458039_at 14.3 6.2 A A 0.09 0.69 -1.5 NC 0.99 gb:BM210032 /DB_XREF=gi:17766722 /DB_XREF=C0658A03-3 /CLONE=C0658A03 /FEA=EST /CNT=3 /TID=Mm.217756.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458408_at 16.4 3 A A 0.06 0.56 -1.5 NC 0.83 gb:BB160137 /DB_XREF=gi:16268535 /DB_XREF=BB160137 /CLONE=A130051B20 /FEA=EST /CNT=7 /TID=Mm.102765.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458598_at 14.7 4.4 A A 0.24 0.53 -1.5 NC 0.5 gb:BE979804 /DB_XREF=gi:10647087 /DB_XREF=UI-M-BG2-bbz-f-01-0-UI.s1 /CLONE=UI-M-BG2-bbz-f-01-0-UI /FEA=EST /CNT=4 /TID=Mm.65416.1 
MOE430_2_1458625_at 6 2.5 A A 0.5 0.63 -1.5 NC 0.77 gb:BQ175183 /DB_XREF=gi:20350675 /DB_XREF=UI-M-DJ2-bwd-f-10-0-UI.s1 /CLONE=UI-M-DJ2-bwd-f-10-0-UI /FEA=EST /CNT=4 /TID=Mm.102437.
MOE430_2_1458630_at 3.9 1.3 A A 0.6 0.52 -1.5 NC 0.1 gb:BM224051 /DB_XREF=gi:17785171 /DB_XREF=K0145C01-3 /CLONE=K0145C01 /FEA=EST /CNT=4 /TID=Mm.218424.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458743_at 10.6 0.5 A A 0.19 0.63 -1.5 NC 0.88 gb:BG069396 /DB_XREF=gi:12552053 /DB_XREF=H3076H05-3 /CLONE=H3076H05 /FEA=EST /CNT=3 /TID=Mm.173410.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458794_at 6.5 3.6 A A 0.17 0.39 -1.5 NC 0.86 gb:BG067309 /DB_XREF=gi:12549878 /DB_XREF=H3052H10-3 /CLONE=H3052H10 /FEA=EST /CNT=3 /TID=Mm.173004.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458836_at 1.9 0.3 A A 0.72 0.96 -1.5 NC 0.5 gb:AW557885 /DB_XREF=gi:7203314 /DB_XREF=L0287H04-3 /CLONE=L0287H04 /FEA=EST /CNT=3 /TID=Mm.182847.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458935_at 13.9 1.2 A A 0.66 0.72 -1.5 NC 0.5 gb:BG066527 /DB_XREF=gi:12549184 /DB_XREF=H3045A03-3 /CLONE=H3045A03 /FEA=EST /CNT=3 /TID=Mm.172796.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459050_at 6.9 0.6 A A 0.46 0.75 -1.5 NC 0.28 gb:AI853710 /DB_XREF=gi:5497581 /DB_XREF=UI-M-BH0-ajq-d-03-0-UI.s1 /CLONE=UI-M-BH0-ajq-d-03-0-UI /FEA=EST /CNT=3 /TID=Mm.150852.1 /T
MOE430_2_1459399_at 5 2.2 A A 0.21 0.8 -1.5 NC 0.75 gb:BB534766 /DB_XREF=gi:16446444 /DB_XREF=BB534766 /CLONE=E030038M17 /FEA=EST /CNT=2 /TID=Mm.211184.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459409_at 22.7 5.3 P A 0.04 0.36 -1.5 NC 0.6 gb:AU067733 /DB_XREF=gi:4968470 /DB_XREF=AU067733 /CLONE=MNCb-1025 /FEA=EST /CNT=2 /TID=Mm.212995.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459498_at 8.7 1 A A 0.21 0.66 -1.5 NC 0.5 gb:C80310 /DB_XREF=gi:2520640 /DB_XREF=C80310 /CLONE=J0079E09 /FEA=EST /CNT=2 /TID=Mm.172836.1 /TIER=ConsEnd /STK=2 /UG=Mm.17283
MOE430_2_1459684_at 4.3 0.5 A A 0.66 0.66 -1.5 NC 0.5 gb:BB361965 /DB_XREF=gi:16405987 /DB_XREF=BB361965 /CLONE=C130007N19 /FEA=EST /CNT=2 /TID=Mm.126617.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459701_x_ 1.1 0.8 A A 0.56 0.75 -1.5 NC 0.5 gb:AI467488 /DB_XREF=gi:4320825 /DB_XREF=vd58e01.x1 /CLONE=IMAGE:804792 /FEA=EST /CNT=2 /TID=Mm.88881.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459780_at 1.5 0.3 A A 0.53 0.96 -1.5 NC 0.91 gb:BB346914 /DB_XREF=gi:9058742 /DB_XREF=BB346914 /CLONE=B930063H16 /FEA=EST /CNT=2 /TID=Mm.126002.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460087_at 16.7 10.8 A A 0.27 0.46 -1.5 NC 0.5 gb:BE979275 /DB_XREF=gi:10646003 /DB_XREF=UI-M-BG2-bbs-b-02-0-UI.s1 /CLONE=UI-M-BG2-bbs-b-02-0-UI /FEA=EST /CNT=5 /TID=Mm.151059.
MOE430_2_1460143_at 5.8 1.9 A A 0.27 0.39 -1.5 NC 0.33 gb:BG066567 /DB_XREF=gi:12549224 /DB_XREF=H3045E01-3 /CLONE=H3045E01 /FEA=EST /CNT=3 /TID=Mm.172803.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460332_at 5.4 1.3 A A 0.17 0.43 -1.5 NC 0.96 gb:AK002622.1 /DB_XREF=gi:12832740 /GEN=Pln /FEA=FLmRNA /CNT=193 /TID=Mm.34145.1 /TIER=Stack /STK=91 /UG=Mm.34145 /LL=18821 /UG_TIT
MOE430_2_1460423_x_ 4 3.5 A A 0.39 0.46 -1.5 NC 0.57 gb:U29768.1 /DB_XREF=gi:896134 /FEA=mRNA /CNT=1 /TID=Mm.104747.25 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /D
MOE430_2_AFFX-Trpn 10.5 3.8 A A 0.07 0.48 -1.5 NC 0.57 Bacillus subtilis /REF=K01391 /DEF=B subtilis TrpE protein, TrpD protein, TrpC protein corresponding to nucleotides 1883-4400 of K01391 /LEN=2609 (-5
MOE430_2_1415806_at 363.5 87.7 P P 0.000732 0.000244 -1.6 D 0.99 gb:NM_008872.1 /DB_XREF=gi:6679374 /GEN=Plat /FEA=FLmRNA /CNT=301 /TID=Mm.154660.1 /TIER=FL+Stack /STK=249 /UG=Mm.154660 /LL=18791 
MOE430_2_1415875_at 10.4 3.4 A A 0.3 0.82 -1.6 NC 0.88 gb:NM_019643.1 /DB_XREF=gi:9790254 /GEN=Tera-pending /FEA=FLmRNA /CNT=259 /TID=Mm.18637.1 /TIER=ConsEnd /STK=0 /UG=Mm.18637 /LL=563
MOE430_2_1416040_at 2.5 1 A A 0.66 0.82 -1.6 NC 0.4 gb:NM_026334.1 /DB_XREF=gi:13385835 /GEN=2310051B21Rik /FEA=FLmRNA /CNT=204 /TID=Mm.46408.1 /TIER=FL+Stack /STK=139 /UG=Mm.46408 /
MOE430_2_1417065_at 1310.8 415.9 P P 0.000244 0.000244 -1.6 D 0.99 gb:NM_007913.1 /DB_XREF=gi:6681284 /GEN=Egr1 /FEA=FLmRNA /CNT=130 /TID=Mm.181959.1 /TIER=FL+Stack /STK=58 /UG=Mm.181959 /LL=13653 /
MOE430_2_1417307_at 4.3 1.1 A A 0.46 0.5 -1.6 NC 0.39 gb:BB085328 /DB_XREF=gi:8651112 /DB_XREF=BB085328 /CLONE=9330198N11 /FEA=FLmRNA /CNT=84 /TID=Mm.742.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1417370_at 13.6 3.4 A A 0.53 0.88 -1.6 NC 0.92 gb:NM_011575.1 /DB_XREF=gi:6755772 /GEN=Tff3 /FEA=FLmRNA /CNT=93 /TID=Mm.4641.1 /TIER=FL+Stack /STK=46 /UG=Mm.4641 /LL=21786 /DEF=M
MOE430_2_1417415_at 8.7 2.8 A A 0.43 0.56 -1.6 NC 0.5 gb:NM_010020.1 /DB_XREF=gi:6753605 /GEN=Slc6a3 /FEA=FLmRNA /CNT=54 /TID=Mm.41993.1 /TIER=FL+Stack /STK=46 /UG=Mm.41993 /LL=13162 /D
MOE430_2_1417561_at 26.6 11.3 A A 0.08 0.39 -1.6 NC 0.5 gb:NM_007469.1 /DB_XREF=gi:6680703 /GEN=Apoc1 /FEA=FLmRNA /CNT=74 /TID=Mm.182440.1 /TIER=FL+Stack /STK=41 /UG=Mm.182440 /LL=11812 
MOE430_2_1417601_at 9.4 2.2 A A 0.36 0.5 -1.6 NC 0.5 gb:NM_015811.1 /DB_XREF=gi:7657511 /GEN=Rgs1 /FEA=FLmRNA /CNT=62 /TID=Mm.103701.1 /TIER=FL+Stack /STK=41 /UG=Mm.103701 /LL=50778 /
MOE430_2_1418186_at 916.3 311.5 P P 0.000244 0.000244 -1.6 D 0.99 gb:BC012254.1 /DB_XREF=gi:15126648 /FEA=FLmRNA /CNT=67 /TID=Mm.2746.1 /TIER=FL+Stack /STK=28 /UG=Mm.2746 /LL=14871 /UG_GENE=Gstt1 
MOE430_2_1419063_at 0.9 0.1 A A 0.8 0.88 -1.6 NC 0.49 gb:BC016885.1 /DB_XREF=gi:16877241 /FEA=FLmRNA /CNT=39 /TID=Mm.5160.1 /TIER=FL+Stack /STK=14 /UG=Mm.5160 /LL=22239 /UG_GENE=Ugt8 /
MOE430_2_1419634_a_ 7.6 1.6 A A 0.12 0.66 -1.6 NC 0.96 gb:NM_010285.1 /DB_XREF=gi:6753983 /GEN=Ghrh /FEA=FLmRNA /CNT=11 /TID=Mm.144157.1 /TIER=FL+Stack /STK=8 /UG=Mm.144157 /LL=14601 /D
MOE430_2_1419814_s_ 330.3 115.5 P P 0.000244 0.000732 -1.6 D 0.99 gb:AI266795 /DB_XREF=gi:3884953 /DB_XREF=uj07b09.x1 /CLONE=IMAGE:1891193 /FEA=EST /CNT=1 /TID=Mm.198513.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419825_at 3.8 2.1 A A 0.53 0.56 -1.6 NC 0.5 gb:AI875121 /DB_XREF=gi:5549170 /DB_XREF=ul29g02.x1 /CLONE=IMAGE:2099762 /FEA=EST /CNT=1 /TID=Mm.39271.3 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420313_x_ 3.3 0.9 A A 0.62 0.56 -1.6 NC 0.56 gb:BG086638 /DB_XREF=gi:12569202 /DB_XREF=H3128G05-5 /CLONE=H3128G05 /FEA=EST /CNT=1 /TID=Mm.170660.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420400_at 2.7 0.5 A A 0.56 0.93 -1.6 NC 0.5 gb:NM_027832.1 /DB_XREF=gi:14269569 /GEN=Sval1 /FEA=FLmRNA /CNT=13 /TID=Mm.96996.1 /TIER=FL /STK=5 /UG=Mm.96996 /LL=71578 /DEF=Mus
MOE430_2_1420490_at 5.9 1.6 A A 0.46 0.8 -1.6 NC 0.59 gb:NM_008454.1 /DB_XREF=gi:7019442 /GEN=Klk16 /FEA=FLmRNA /CNT=47 /TID=Mm.19214.1 /TIER=FL /STK=4 /UG=Mm.19214 /LL=16615 /DEF=Mus 
MOE430_2_1420499_at 166.6 38.1 P P 0.000732 0.01 -1.6 D 0.99 gb:NM_008102.1 /DB_XREF=gi:6679966 /GEN=Gch /FEA=FLmRNA /CNT=53 /TID=Mm.10651.1 /TIER=FL /STK=2 /UG=Mm.10651 /LL=14528 /DEF=Mus m
MOE430_2_1420568_at 7.4 3.6 A A 0.12 0.75 -1.6 NC 0.5 gb:NM_009292.1 /DB_XREF=gi:6678172 /GEN=Stra8 /FEA=FLmRNA /CNT=8 /TID=Mm.5171.1 /TIER=FL /STK=4 /UG=Mm.5171 /LL=20899 /DEF=Mus mus
MOE430_2_1420633_a_ 1.2 0.6 A A 0.82 0.87 -1.6 NC 0.83 gb:NM_007785.1 /DB_XREF=gi:6681056 /GEN=Csng /FEA=FLmRNA /CNT=23 /TID=Mm.4908.1 /TIER=FL /STK=3 /UG=Mm.4908 /LL=12993 /DEF=Mus mu
MOE430_2_1421162_a_ 10.4 3.5 A A 0.56 0.66 -1.6 NC 0.18 gb:AF326553.1 /DB_XREF=gi:17225432 /FEA=FLmRNA /CNT=14 /TID=Mm.4771.1 /TIER=FL /STK=2 /UG=Mm.4771 /LL=18027 /UG_GENE=Nfia /DEF=Mus
MOE430_2_1421217_a_ 3358.9 1094.9 P P 0.000244 0.000244 -1.6 D 0.99 gb:NM_010708.1 /DB_XREF=gi:6754535 /GEN=Lgals9 /FEA=FLmRNA /CNT=14 /TID=Mm.18087.1 /TIER=FL /STK=2 /UG=Mm.18087 /LL=16859 /DEF=Mus
MOE430_2_1421265_a_ 11.7 2.4 A A 0.32 0.46 -1.6 NC 0.14 gb:NM_019547.1 /DB_XREF=gi:9507074 /GEN=Seb4l /FEA=FLmRNA /CNT=9 /TID=Mm.3865.1 /TIER=FL /STK=2 /UG=Mm.3865 /LL=56190 /DEF=Mus mus
MOE430_2_1421505_at 6.9 2.2 A A 0.75 0.8 -1.6 NC 0.81 gb:AF154573.1 /DB_XREF=gi:14317918 /GEN=Mix /FEA=FLmRNA /CNT=7 /TID=Mm.103647.1 /TIER=FL /STK=2 /UG=Mm.103647 /LL=27217 /DEF=Mus m



MOE430_2_1421593_at 2 0.6 A A 0.75 0.82 -1.6 NC 0.21 gb:AF001286.1 /DB_XREF=gi:2358270 /FEA=FLmRNA /CNT=4 /TID=Mm.30313.1 /TIER=FL /STK=1 /UG=Mm.30313 /LL=17968 /UG_GENE=Ncam2 /DEF=M
MOE430_2_1421739_a_ 5 2.3 A A 0.53 0.66 -1.6 NC 0.86 gb:NM_010768.1 /DB_XREF=gi:6754645 /GEN=Matk /FEA=FLmRNA /CNT=2 /TID=Mm.2918.1 /TIER=FL /STK=2 /UG=Mm.2918 /LL=17179 /DEF=Mus mus
MOE430_2_1421753_a_ 5.9 1.8 A A 0.66 0.63 -1.6 NC 0.5 gb:NM_010711.1 /DB_XREF=gi:6754539 /GEN=Lhx3 /FEA=FLmRNA /CNT=2 /TID=Mm.15655.1 /TIER=FL /STK=2 /UG=Mm.15655 /LL=16871 /DEF=Mus m
MOE430_2_1421815_at 1143.6 390.2 P P 0.000244 0.000244 -1.6 D 0.99 gb:AF353717.1 /DB_XREF=gi:14009839 /FEA=FLmRNA /CNT=173 /TID=Mm.17580.1 /TIER=FL /STK=1 /UG=Mm.17580 /LL=105298 /UG_GENE=AU040950
MOE430_2_1421922_at 166.3 61.6 P P 0.000244 0.04 -1.6 D 0.99 gb:BC018237.1 /DB_XREF=gi:17390546 /FEA=FLmRNA /CNT=45 /TID=Mm.46048.1 /TIER=FL /STK=1 /UG=Mm.46048 /LL=24056 /UG_GENE=Sh3bp5 /DE
MOE430_2_1421923_at 363.2 111.4 P P 0.000244 0.000244 -1.6 D 0.99 gb:BQ179335 /DB_XREF=gi:20354814 /DB_XREF=UI-M-EW0-bwv-l-13-0-UI.r1 /CLONE=IMAGE:5703708 /FEA=FLmRNA /CNT=45 /TID=Mm.46048.1 /TIE
MOE430_2_1421932_at 7.4 2.1 A A 0.24 0.72 -1.6 NC 0.57 gb:AF216290.1 /DB_XREF=gi:8895494 /FEA=FLmRNA /CNT=94 /TID=Mm.28003.1 /TIER=FL /STK=1 /UG=Mm.28003 /LL=12419 /UG_GENE=Cbx5 /DEF=M
MOE430_2_1422066_x_ 8.8 2.8 P A 0.03 0.3 -1.6 NC 0.66 gb:AF324826.1 /DB_XREF=gi:17225328 /GEN=Ly55d /FEA=FLmRNA /CNT=8 /TID=Mm.160364.1 /TIER=FL /STK=1 /UG=Mm.160364 /LL=80782 /DEF=Mu
MOE430_2_1422132_at 15.9 3.2 A A 0.17 0.39 -1.6 NC 0.5 gb:NM_010840.1 /DB_XREF=gi:6754761 /GEN=Mthfr /FEA=FLmRNA /CNT=11 /TID=Mm.89959.1 /TIER=FL /STK=1 /UG=Mm.89959 /LL=17769 /DEF=Mus 
MOE430_2_1422280_at 5.1 2.7 A A 0.63 0.8 -1.6 NC 0.63 gb:AB032200.1 /DB_XREF=gi:5869572 /GEN=Gzmk /FEA=FLmRNA /CNT=2 /TID=Mm.56993.1 /TIER=FL /STK=1 /UG=Mm.56993 /LL=14945 /DEF=Mus m
MOE430_2_1422367_at 9.9 1.8 A A 0.17 0.35 -1.6 NC 0.41 gb:NM_019485.1 /DB_XREF=gi:11464982 /GEN=Olfr70 /FEA=FLmRNA /CNT=1 /TID=Mm.88847.1 /TIER=FL /STK=1 /UG=Mm.88847 /LL=56014 /DEF=Mus
MOE430_2_1422401_at 6.1 2 A A 0.5 0.62 -1.6 NC 0.5 gb:NM_011478.1 /DB_XREF=gi:6755647 /GEN=Sprr3 /FEA=FLmRNA /CNT=1 /TID=Mm.57092.1 /TIER=FL /STK=1 /UG=Mm.57092 /LL=20766 /DEF=Mus m
MOE430_2_1422666_at 4.3 1 A A 0.5 0.75 -1.6 NC 0.84 gb:NM_023224.1 /DB_XREF=gi:13374562 /GEN=Cblc /FEA=FLmRNA /CNT=51 /TID=Mm.81698.1 /TIER=FL+Stack /STK=20 /UG=Mm.81698 /LL=80794 /D
MOE430_2_1422803_at 17.1 7 A A 0.19 0.78 -1.6 NC 0.69 gb:NM_031380.1 /DB_XREF=gi:13878202 /GEN=Fstl3 /FEA=FLmRNA /CNT=54 /TID=Mm.28863.1 /TIER=FL+Stack /STK=11 /UG=Mm.28863 /LL=83554 /D
MOE430_2_1422904_at 12.1 3 A A 0.6 0.78 -1.6 NC 0.5 gb:NM_018881.1 /DB_XREF=gi:9256538 /GEN=Fmo2 /FEA=FLmRNA /CNT=43 /TID=Mm.10929.1 /TIER=FL+Stack /STK=8 /UG=Mm.10929 /LL=55990 /DE
MOE430_2_1422957_at 2.8 0.8 A A 0.8 0.97 -1.6 NC 0.51 gb:NM_009914.1 /DB_XREF=gi:6753463 /GEN=Cmkbr3 /FEA=FLmRNA /CNT=4 /TID=Mm.57050.1 /TIER=FL /STK=1 /UG=Mm.57050 /LL=12771 /DEF=Mus
MOE430_2_1422962_a_ 26.3 8.9 A A 0.14 0.43 -1.6 NC 0.99 gb:NM_010724.1 /DB_XREF=gi:6755207 /GEN=Psmb8 /FEA=FLmRNA /CNT=2 /TID=Mm.13913.1 /TIER=FL /STK=1 /UG=Mm.13913 /LL=16913 /DEF=Mus 
MOE430_2_1423066_at 12 4.4 A A 0.14 0.19 -1.6 NC 0.5 gb:BB702511 /DB_XREF=gi:16051335 /DB_XREF=BB702511 /CLONE=7420441O20 /FEA=FLmRNA /CNT=313 /TID=Mm.5001.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1423153_x_ 64.7 25.5 P P 0.001953 0.01 -1.6 D 0.99 gb:AI987976 /DB_XREF=gi:5819770 /DB_XREF=um09g12.x1 /CLONE=IMAGE:2182630 /FEA=FLmRNA /CNT=86 /TID=Mm.8655.1 /TIER=Stack /STK=38 /U
MOE430_2_1423171_at 2.5 0.9 A A 0.56 0.82 -1.6 NC 0.66 gb:BB078052 /DB_XREF=gi:15406945 /DB_XREF=BB078052 /CLONE=9330151D11 /FEA=FLmRNA /CNT=109 /TID=Mm.40025.1 /TIER=Stack /STK=34 /U
MOE430_2_1424084_at 13.5 3.2 P A 0.01 0.3 -1.6 NC 0.97 gb:BB519382 /DB_XREF=gi:9570840 /DB_XREF=BB519382 /CLONE=D830035N10 /FEA=FLmRNA /CNT=180 /TID=Mm.220991.1 /TIER=Stack /STK=8 /UG
MOE430_2_1424599_at 6.2 1.2 A A 0.39 0.78 -1.6 NC 0.5 gb:BC021946.1 /DB_XREF=gi:18314525 /FEA=FLmRNA /CNT=55 /TID=Mm.28340.1 /TIER=FL+Stack /STK=23 /UG=Mm.28340 /DEF=Mus musculus, Simila
MOE430_2_1424676_s_ 4.5 1.7 A A 0.39 0.63 -1.6 NC 0.71 gb:BC026948.1 /DB_XREF=gi:20072491 /FEA=FLmRNA /CNT=46 /TID=Mm.27333.1 /TIER=FL+Stack /STK=20 /UG=Mm.27333 /DEF=Mus musculus, clone 
MOE430_2_1424966_at 5.9 1.9 A A 0.56 0.85 -1.6 NC 0.53 gb:BC019416.1 /DB_XREF=gi:18044441 /FEA=FLmRNA /CNT=23 /TID=Mm.29739.1 /TIER=FL+Stack /STK=10 /UG=Mm.29739 /DEF=Mus musculus, Simila
MOE430_2_1425205_at 2.3 0.5 A A 0.72 0.97 -1.6 NC 0.39 gb:BE553267 /DB_XREF=gi:9817754 /DB_XREF=ur44b04.y1 /CLONE=IMAGE:3153103 /FEA=FLmRNA /CNT=25 /TID=Mm.179331.1 /TIER=ConsEnd /STK=
MOE430_2_1425666_at 3.1 1.1 A A 0.56 0.63 -1.6 NC 0.5 gb:AB042155.1 /DB_XREF=gi:11463866 /GEN=Opr /FEA=FLmRNA /CNT=12 /TID=Mm.157721.1 /TIER=FL /STK=1 /UG=Mm.157721 /LL=65100 /DEF=Mus
MOE430_2_1425877_at 5.9 3.1 A A 0.46 0.74 -1.6 NC 0.5 gb:AF074489.1 /DB_XREF=gi:18000051 /GEN=Hyal3 /FEA=FLmRNA /CNT=4 /TID=Mm.214645.1 /TIER=FL /STK=1 /UG=Mm.214645 /DEF=Mus musculus h
MOE430_2_1426196_at 5.4 1.5 A A 0.27 0.43 -1.6 NC 0.5 gb:D84069.1 /DB_XREF=gi:1255633 /FEA=FLmRNA /CNT=1 /TID=MmAffx.1.27 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus musculus
MOE430_2_1426452_a_ 169.9 41.4 P P 0.000244 0.001953 -1.6 D 0.99 gb:BG070713 /DB_XREF=gi:12553282 /DB_XREF=H3090C11-3 /CLONE=H3090C11 /FEA=FLmRNA /CNT=36 /TID=Mm.26935.1 /TIER=Stack /STK=16 /UG
MOE430_2_1426466_s_ 9.2 1.5 A A 0.53 0.78 -1.6 NC 0.53 gb:BB311088 /DB_XREF=gi:9011793 /DB_XREF=BB311088 /CLONE=B230321K21 /FEA=FLmRNA /CNT=58 /TID=Mm.44829.1 /TIER=Stack /STK=13 /UG=
MOE430_2_1427373_at 20.7 5.1 A A 0.14 0.53 -1.6 NC 0.87 gb:BC010598.1 /DB_XREF=gi:14714885 /FEA=mRNA /CNT=9 /TID=Mm.153435.2 /TIER=ConsEnd /STK=4 /UG=Mm.153435 /DEF=Mus musculus, clone IMA
MOE430_2_1427477_at 11.1 4.7 A A 0.39 0.69 -1.6 NC 0.57 gb:BF138523 /DB_XREF=gi:10977563 /DB_XREF=601782980F1 /CLONE=IMAGE:4011115 /FEA=mRNA /CNT=18 /TID=Mm.86648.1 /TIER=ConsEnd /STK=0
MOE430_2_1427566_at 8.8 2.5 A A 0.36 0.6 -1.6 NC 0.66 gb:BC026460.1 /DB_XREF=gi:20072305 /FEA=mRNA /CNT=5 /TID=Mm.146428.1 /TIER=ConsEnd /STK=0 /UG=Mm.146428 /DEF=Mus musculus, clone IMA
MOE430_2_1428670_at 5.1 1.6 A A 0.5 0.6 -1.6 NC 0.5 gb:AW215497 /DB_XREF=gi:6526173 /DB_XREF=up04h01.x1 /CLONE=IMAGE:2651089 /FEA=mRNA /CNT=93 /TID=Mm.154195.1 /TIER=Stack /STK=26 /U
MOE430_2_1429135_at 9.7 3.5 A A 0.17 0.66 -1.6 NC 0.5 gb:AV015858 /DB_XREF=gi:4792850 /DB_XREF=AV015858 /CLONE=1110061N17 /FEA=mRNA /CNT=15 /TID=Mm.23496.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1429768_at 12.5 11.3 P P 0.000244 0.04 -1.6 NC 0.93 gb:BB355121 /DB_XREF=gi:16405682 /DB_XREF=BB355121 /CLONE=C030004H13 /FEA=mRNA /CNT=33 /TID=Mm.3386.6 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1429815_at 2.1 0.7 A A 0.66 0.8 -1.6 NC 0.63 gb:BB231718 /DB_XREF=gi:16354482 /DB_XREF=BB231718 /CLONE=A630034B15 /FEA=mRNA /CNT=13 /TID=Mm.66689.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1429905_at 4.3 0.7 A A 0.39 0.8 -1.6 NC 0.42 gb:BB041180 /DB_XREF=gi:8447566 /DB_XREF=BB041180 /CLONE=6030454E20 /FEA=mRNA /CNT=8 /TID=Mm.116912.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1430076_at 5 0.9 A A 0.46 0.69 -1.6 NC 0.72 gb:AK015290.1 /DB_XREF=gi:12853568 /FEA=mRNA /CNT=9 /TID=Mm.101656.1 /TIER=ConsEnd /STK=4 /UG=Mm.101656 /LL=76872 /UG_GENE=493043
MOE430_2_1430098_at 6.9 1.2 A A 0.46 0.53 -1.6 NC 0.5 gb:AK018150.1 /DB_XREF=gi:12857736 /FEA=mRNA /CNT=6 /TID=Mm.100277.1 /TIER=ConsEnd /STK=4 /UG=Mm.100277 /LL=70730 /UG_GENE=633040
MOE430_2_1430467_at 3.9 0.7 A A 0.72 0.82 -1.6 NC 0.62 gb:AK014870.1 /DB_XREF=gi:12852962 /FEA=mRNA /CNT=4 /TID=Mm.158494.1 /TIER=ConsEnd /STK=2 /UG=Mm.158494 /LL=70920 /UG_GENE=492151
MOE430_2_1430475_at 3.4 1.1 A A 0.6 0.66 -1.6 NC 0.5 gb:AK013187.1 /DB_XREF=gi:12850390 /GEN=Abcb10 /FEA=mRNA /CNT=4 /TID=Mm.160322.1 /TIER=ConsEnd /STK=2 /UG=Mm.160322 /UG_TITLE=Mus
MOE430_2_1430667_at 2.9 0.5 A A 0.63 0.88 -1.6 NC 0.5 gb:BB077413 /DB_XREF=gi:16260411 /DB_XREF=BB077413 /CLONE=9330137M19 /FEA=mRNA /CNT=7 /TID=Mm.133773.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430729_at 12.2 3.1 A A 0.27 0.72 -1.6 NC 0.5 gb:AK017955.1 /DB_XREF=gi:12857464 /FEA=mRNA /CNT=6 /TID=Mm.171682.1 /TIER=ConsEnd /STK=1 /UG=Mm.171682 /LL=76070 /UG_GENE=583042
MOE430_2_1430787_at 4.1 0.7 A A 0.46 0.8 -1.6 NC 0.74 gb:AK009897.1 /DB_XREF=gi:12844975 /FEA=mRNA /CNT=6 /TID=Mm.70018.1 /TIER=ConsEnd /STK=1 /UG=Mm.70018 /LL=69678 /UG_GENE=2310050B
MOE430_2_1430959_at 5.8 1.8 A A 0.72 0.87 -1.6 NC 0.6 gb:AK016052.1 /DB_XREF=gi:12854638 /FEA=mRNA /CNT=3 /TID=Mm.159461.1 /TIER=ConsEnd /STK=1 /UG=Mm.159461 /LL=75202 /UG_GENE=493054
MOE430_2_1431048_at 2.1 0.4 A A 0.85 0.98 -1.6 NC 0.97 gb:AK002822.1 /DB_XREF=gi:12833087 /GEN=Styx /FEA=mRNA /CNT=17 /TID=Mm.158068.2 /TIER=ConsEnd /STK=0 /UG=Mm.158068 /LL=56291 /UG_T
MOE430_2_1431454_at 1.8 0.4 A A 0.63 0.69 -1.6 NC 0.49 gb:AV267447 /DB_XREF=gi:6255484 /DB_XREF=AV267447 /CLONE=4930526F23 /FEA=mRNA /CNT=6 /TID=Mm.78172.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1431578_at 12.3 2.7 A A 0.33 0.46 -1.6 NC 0.16 gb:AK015863.1 /DB_XREF=gi:12854363 /FEA=mRNA /CNT=2 /TID=Mm.159315.1 /TIER=ConsEnd /STK=1 /UG=Mm.159315 /LL=74716 /UG_GENE=493052
MOE430_2_1431709_at 4.6 1.1 A A 0.53 0.98 -1.6 NC 0.88 gb:AK015732.1 /DB_XREF=gi:12854177 /GEN=Mtl5 /FEA=mRNA /CNT=2 /TID=Mm.50351.1 /TIER=ConsEnd /STK=0 /UG=Mm.50351 /UG_TITLE=Mus musc
MOE430_2_1431754_at 7.5 3.5 P A 0.01 0.21 -1.6 NC 0.99 gb:BE282424 /DB_XREF=gi:9157983 /DB_XREF=601102661F1 /CLONE=IMAGE:3494894 /FEA=mRNA /CNT=2 /TID=Mm.195726.1 /TIER=ConsEnd /STK=0 
MOE430_2_1431814_at 6 2.5 A A 0.53 0.87 -1.6 NC 0.5 gb:AK019856.1 /DB_XREF=gi:12860224 /FEA=mRNA /CNT=1 /TID=Mm.195816.1 /TIER=ConsEnd /STK=0 /UG=Mm.195816 /LL=78899 /UG_GENE=493244
MOE430_2_1431835_at 4.5 0.5 A A 0.3 0.6 -1.6 NC 0.59 gb:AK017700.1 /DB_XREF=gi:12857074 /FEA=mRNA /CNT=1 /TID=Mm.158409.1 /TIER=ConsEnd /STK=0 /UG=Mm.158409 /LL=70571 /UG_GENE=573047
MOE430_2_1431949_at 4.5 1.2 A A 0.39 0.6 -1.6 NC 0.55 gb:AK016034.1 /DB_XREF=gi:12854615 /FEA=mRNA /CNT=1 /TID=Mm.159458.1 /TIER=ConsEnd /STK=0 /UG=Mm.159458 /LL=75198 /UG_GENE=493054
MOE430_2_1432049_at 16.3 3.5 A A 0.14 0.39 -1.6 NC 0.5 gb:AK015180.1 /DB_XREF=gi:12853417 /FEA=mRNA /CNT=1 /TID=Mm.159273.1 /TIER=ConsEnd /STK=0 /UG=Mm.159273 /LL=74643 /UG_GENE=493042
MOE430_2_1432713_at 4.6 0.9 A A 0.33 0.69 -1.6 NC 0.92 gb:AV348551 /DB_XREF=gi:6389610 /DB_XREF=AV348551 /CLONE=6430709C05 /FEA=mRNA /CNT=2 /TID=Mm.159722.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432750_at 2 0.8 A A 0.18 0.87 -1.6 NC 0.86 gb:AV141193 /DB_XREF=gi:5345188 /DB_XREF=AV141193 /CLONE=2810409C01 /FEA=mRNA /CNT=2 /TID=Mm.76237.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432751_at 2.9 0.4 A A 0.63 0.93 -1.6 NC 0.81 gb:AV259206 /DB_XREF=gi:6246665 /DB_XREF=AV259206 /CLONE=4930403O18 /FEA=mRNA /CNT=2 /TID=Mm.78291.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432771_at 10.7 3.3 A A 0.27 0.53 -1.6 NC 0.5 gb:AK002857.1 /DB_XREF=gi:12833149 /FEA=mRNA /CNT=2 /TID=Mm.57667.1 /TIER=ConsEnd /STK=0 /UG=Mm.57667 /LL=68376 /UG_GENE=0610040A
MOE430_2_1432838_at 3.1 0.8 A A 0.87 0.82 -1.6 NC 0.5 gb:AK018288.1 /DB_XREF=gi:12857924 /FEA=mRNA /CNT=2 /TID=Mm.159718.1 /TIER=ConsEnd /STK=0 /UG=Mm.159718 /LL=76221 /UG_GENE=643059
MOE430_2_1432891_at 6.9 1.8 A A 0.3 0.66 -1.6 NC 0.66 gb:AK017856.1 /DB_XREF=gi:12857324 /FEA=mRNA /CNT=1 /TID=Mm.195574.1 /TIER=ConsEnd /STK=0 /UG=Mm.195574 /LL=70651 /UG_GENE=573056
MOE430_2_1433022_at 5.7 2.5 A A 0.39 0.46 -1.6 NC 0.11 gb:AK010109.1 /DB_XREF=gi:12845323 /FEA=mRNA /CNT=1 /TID=Mm.158336.1 /TIER=ConsEnd /STK=0 /UG=Mm.158336 /LL=70185 /UG_GENE=231006
MOE430_2_1433194_at 4.9 1.1 A A 0.36 0.9 -1.6 NC 0.63 gb:AK015305.1 /DB_XREF=gi:12853590 /FEA=mRNA /CNT=1 /TID=Mm.159277.1 /TIER=ConsEnd /STK=0 /UG=Mm.159277 /LL=74650 /UG_GENE=493043
MOE430_2_1433523_at 79 38.3 P P 0.000244 0.000244 -1.6 D 0.99 gb:BB521978 /DB_XREF=gi:16443588 /DB_XREF=BB521978 /CLONE=D930005D10 /FEA=EST /CNT=109 /TID=Mm.33766.1 /TIER=Stack /STK=108 /UG=M
MOE430_2_1433965_at 10.8 1.5 A A 0.36 0.78 -1.6 NC 0.68 gb:BQ176779 /DB_XREF=gi:20352271 /DB_XREF=UI-M-DJ2-bvz-n-19-0-UI.s1 /CLONE=UI-M-DJ2-bvz-n-19-0-UI /FEA=EST /CNT=55 /TID=Mm.40626.
MOE430_2_1434297_at 10.6 3.3 A A 0.14 0.43 -1.6 NC 0.93 gb:BB359887 /DB_XREF=gi:16405851 /DB_XREF=BB359887 /CLONE=C030043O08 /FEA=EST /CNT=47 /TID=Mm.38058.1 /TIER=Stack /STK=36 /UG=Mm
MOE430_2_1434531_at 4.7 0.9 A A 0.08 0.72 -1.6 NC 0.76 gb:BB400317 /DB_XREF=gi:15411774 /DB_XREF=BB400317 /CLONE=C330018B01 /FEA=EST /CNT=33 /TID=Mm.35141.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434917_at 7.5 3.1 A A 0.19 0.5 -1.6 NC 0.5 gb:BQ173923 /DB_XREF=gi:20349414 /DB_XREF=UI-M-DJ2-bvv-g-20-0-UI.s1 /CLONE=UI-M-DJ2-bvv-g-20-0-UI /FEA=EST /CNT=34 /TID=Mm.22847.1
MOE430_2_1434983_at 5 1.1 A A 0.43 0.85 -1.6 NC 0.88 gb:AV275573 /DB_XREF=gi:16390691 /DB_XREF=AV275573 /CLONE=4932428P20 /FEA=EST /CNT=24 /TID=Mm.87407.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1435371_x_ 7.3 2.7 A A 0.19 0.43 -1.6 NC 0.99 gb:AI315015 /DB_XREF=gi:4030282 /DB_XREF=uj23d06.x1 /CLONE=IMAGE:1920779 /FEA=EST /CNT=21 /TID=Mm.120807.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1435792_at 7.8 3.8 A A 0.08 0.69 -1.6 NC 0.98 gb:BB148221 /DB_XREF=gi:16267748 /DB_XREF=BB148221 /CLONE=9930106M03 /FEA=EST /CNT=28 /TID=Mm.99965.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1436492_x_ 4.1 1.6 A A 0.63 0.75 -1.6 NC 0.5 gb:AI842757 /DB_XREF=gi:5476970 /DB_XREF=UI-M-AP1-agi-b-01-0-UI.s1 /CLONE=UI-M-AP1-agi-b-01-0-UI /FEA=EST /CNT=9 /TID=Mm.39172.1 /TI
MOE430_2_1436894_at 4.9 1.7 A A 0.43 0.78 -1.6 NC 0.5 gb:BB324138 /DB_XREF=gi:16403492 /DB_XREF=BB324138 /CLONE=B430104L18 /FEA=EST /CNT=44 /TID=Mm.101743.1 /TIER=Stack /STK=38 /UG=M
MOE430_2_1437089_at 15.5 5.1 A A 0.33 0.5 -1.6 NC 0.5 gb:AV223337 /DB_XREF=gi:16385073 /DB_XREF=AV223337 /CLONE=3830409H07 /FEA=EST /CNT=29 /TID=Mm.99199.2 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437583_x_ 1.9 0.3 A A 0.85 0.66 -1.6 NC 0.5 gb:BB556915 /DB_XREF=gi:9643281 /DB_XREF=BB556915 /CLONE=E330025N19 /FEA=EST /CNT=18 /TID=Mm.7044.3 /TIER=Stack /STK=16 /UG=Mm.7
MOE430_2_1437922_at 3.1 0.5 A A 0.74 0.95 -1.6 NC 0.48 gb:BG066857 /DB_XREF=gi:12549426 /DB_XREF=H3047G06-3 /CLONE=H3047G06 /FEA=EST /CNT=15 /TID=Mm.30008.2 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437960_at 3.9 2.4 A A 0.46 0.66 -1.6 NC 0.35 gb:AV377864 /DB_XREF=gi:16398157 /DB_XREF=AV377864 /CLONE=9130403K24 /FEA=EST /CNT=13 /TID=Mm.81496.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438043_at 10 2.1 A A 0.53 0.5 -1.6 NC 0.41 gb:BE987325 /DB_XREF=gi:10662563 /DB_XREF=UI-M-CG0p-bgw-g-01-0-UI.s1 /CLONE=UI-M-CG0p-bgw-g-01-0-UI /FEA=EST /CNT=19 /TID=Mm.806
MOE430_2_1438332_at 7.1 2.5 A A 0.3 0.36 -1.6 NC 0.5 gb:BB127498 /DB_XREF=gi:15408259 /DB_XREF=BB127498 /CLONE=9630022J22 /FEA=EST /CNT=12 /TID=Mm.30090.2 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1438340_at 27.9 10.4 M A 0.05 0.24 -1.6 NC 0.85 gb:BB277600 /DB_XREF=gi:15410946 /DB_XREF=BB277600 /CLONE=A930006D11 /FEA=EST /CNT=11 /TID=Mm.124937.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438472_at 4.7 1.1 A A 0.6 0.75 -1.6 NC 0.49 gb:BF464818 /DB_XREF=gi:11534001 /DB_XREF=UI-M-CG0p-bqd-a-05-0-UI.s1 /CLONE=UI-M-CG0p-bqd-a-05-0-UI /FEA=EST /CNT=13 /TID=Mm.826
MOE430_2_1438645_x_ 60.4 20.6 A A 0.09 0.43 -1.6 NC 0.97 gb:BB558905 /DB_XREF=gi:9645271 /DB_XREF=BB558905 /CLONE=E330036G13 /FEA=EST /CNT=10 /TID=Mm.28116.3 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438706_at 4 0.8 A A 0.39 0.82 -1.6 NC 0.9 gb:BB309608 /DB_XREF=gi:16402537 /DB_XREF=BB309608 /CLONE=B230311I04 /FEA=EST /CNT=27 /TID=Mm.94525.1 /TIER=Stack /STK=9 /UG=Mm.9
MOE430_2_1438893_at 4.7 1.4 A A 0.27 0.53 -1.6 NC 0.9 gb:BB477585 /DB_XREF=gi:16440331 /DB_XREF=BB477585 /CLONE=D330025L15 /FEA=EST /CNT=9 /TID=Mm.131444.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1438989_s_ 11.1 1.4 A A 0.3 0.82 -1.6 NC 0.89 gb:BB386167 /DB_XREF=gi:9108964 /DB_XREF=BB386167 /CLONE=C230045A05 /FEA=EST /CNT=9 /TID=Mm.154516.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1439567_at 16.3 2.5 A A 0.33 0.56 -1.6 NC 0.53 gb:BF466144 /DB_XREF=gi:11535327 /DB_XREF=UI-M-CG0p-bqu-a-08-0-UI.s1 /CLONE=UI-M-CG0p-bqu-a-08-0-UI /FEA=EST /CNT=11 /TID=Mm.2346
MOE430_2_1439716_at 4.1 0.7 A A 0.69 0.9 -1.6 NC 0.5 gb:AV380798 /DB_XREF=gi:16398233 /DB_XREF=AV380798 /CLONE=9230102D24 /FEA=EST /CNT=7 /TID=Mm.213371.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439862_at 3.1 1.6 A A 0.46 0.72 -1.6 NC 0.84 gb:BB367351 /DB_XREF=gi:16406529 /DB_XREF=BB367351 /CLONE=C130037J04 /FEA=EST /CNT=8 /TID=Mm.71017.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440236_at 2.2 0.5 A A 0.66 0.72 -1.6 NC 0.36 gb:BB476795 /DB_XREF=gi:16440219 /DB_XREF=BB476795 /CLONE=D330021G18 /FEA=EST /CNT=9 /TID=Mm.209086.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440538_at 10.2 3.8 A A 0.09 0.63 -1.6 NC 0.81 gb:AU045829 /DB_XREF=gi:3982012 /DB_XREF=AU045829 /CLONE=J0942E03 /FEA=EST /CNT=6 /TID=Mm.17865.1 /TIER=ConsEnd /STK=5 /UG=Mm.17
MOE430_2_1440902_at 2 0.7 A A 0.27 0.5 -1.6 NC 0.5 gb:AI854460 /DB_XREF=gi:5498366 /DB_XREF=UI-M-BH0-ait-f-05-0-UI.s1 /CLONE=UI-M-BH0-ait-f-05-0-UI /FEA=EST /CNT=8 /TID=Mm.40963.1 /TIE
MOE430_2_1441025_at 6.6 1.7 A A 0.46 0.69 -1.6 NC 0.46 gb:BB333919 /DB_XREF=gi:16404033 /DB_XREF=BB333919 /CLONE=B830017A01 /FEA=EST /CNT=6 /TID=Mm.186261.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441221_at 4.2 1.8 A A 0.17 0.49 -1.6 NC 0.92 gb:BB391151 /DB_XREF=gi:16408907 /DB_XREF=BB391151 /CLONE=C230073G03 /FEA=EST /CNT=5 /TID=Mm.89554.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441295_at 26.5 9.3 P A 0.03 0.19 -1.6 NC 0.7 gb:BB712151 /DB_XREF=gi:16065320 /DB_XREF=BB712151 /CLONE=B020033F11 /FEA=EST /CNT=5 /TID=Mm.213318.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441472_at 9.8 3.1 A A 0.3 0.43 -1.6 NC 0.5 gb:BB227164 /DB_XREF=gi:16354079 /DB_XREF=BB227164 /CLONE=A630002H04 /FEA=EST /CNT=4 /TID=Mm.131299.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441523_at 10.2 3 A A 0.33 0.6 -1.6 NC 0.5 gb:BB485186 /DB_XREF=gi:16441238 /DB_XREF=BB485186 /CLONE=D430030F20 /FEA=EST /CNT=4 /TID=Mm.129310.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441849_at 33.4 9.1 A A 0.36 0.63 -1.6 NC 0.54 gb:AV046184 /DB_XREF=gi:4865849 /DB_XREF=AV046184 /CLONE=1700052C05 /FEA=EST /CNT=4 /TID=Mm.174853.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441914_x_ 7.5 3.6 A A 0.5 0.56 -1.6 NC 0.5 gb:BB391920 /DB_XREF=gi:9114879 /DB_XREF=BB391920 /CLONE=C230076O14 /FEA=EST /CNT=4 /TID=Mm.138276.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441961_at 7 3.7 A A 0.36 0.46 -1.6 NC 0.57 gb:BB698742 /DB_XREF=gi:16047566 /DB_XREF=BB698742 /CLONE=7420405A04 /FEA=EST /CNT=40 /TID=Mm.116616.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442447_at 14.7 4.2 A A 0.17 0.53 -1.6 NC 0.78 gb:BB151932 /DB_XREF=gi:16267977 /DB_XREF=BB151932 /CLONE=A130002O09 /FEA=EST /CNT=4 /TID=Mm.216313.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442615_at 6.9 2.4 A A 0.27 0.66 -1.6 NC 0.57 gb:BB727153 /DB_XREF=gi:16110428 /DB_XREF=BB727153 /CLONE=E860023B05 /FEA=EST /CNT=4 /TID=Mm.130736.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442753_at 9.6 3.9 P A 0.00293 0.36 -1.6 NC 0.98 gb:BF321807 /DB_XREF=gi:11271048 /DB_XREF=uz64h03.x1 /CLONE=IMAGE:3673877 /FEA=EST /CNT=4 /TID=Mm.157734.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1443081_at 10.9 4.2 A A 0.3 0.5 -1.6 NC 0.5 gb:BB531562 /DB_XREF=gi:16445939 /DB_XREF=BB531562 /CLONE=E030017M08 /FEA=EST /CNT=3 /TID=Mm.138391.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443142_at 11 0.7 A A 0.21 0.5 -1.6 NC 0.51 gb:BB136156 /DB_XREF=gi:16266662 /DB_XREF=BB136156 /CLONE=9830132N06 /FEA=EST /CNT=3 /TID=Mm.119717.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443672_at 5 1.6 A A 0.5 0.75 -1.6 NC 0.82 gb:AI415729 /DB_XREF=gi:4259233 /DB_XREF=mc76f02.x1 /CLONE=IMAGE:354459 /FEA=EST /CNT=3 /TID=Mm.23102.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443725_at 6.9 2.5 A A 0.33 0.66 -1.6 NC 0.5 gb:BE947293 /DB_XREF=gi:10525052 /DB_XREF=UI-M-BH3-awy-a-04-0-UI.s1 /CLONE=UI-M-BH3-awy-a-04-0-UI /FEA=EST /CNT=3 /TID=Mm.150348
MOE430_2_1443825_x_ 5.9 1.4 A A 0.33 0.69 -1.6 NC 0.5 gb:AV045081 /DB_XREF=gi:4864746 /DB_XREF=AV045081 /CLONE=1700041D10 /FEA=EST /CNT=3 /TID=Mm.46118.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443906_at 27.4 11.8 P M 0.000244 0.05 -1.6 D 0.99 gb:BE686894 /DB_XREF=gi:10074518 /DB_XREF=uw06h03.x1 /CLONE=IMAGE:3415925 /FEA=EST /CNT=10 /TID=Mm.154364.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444120_at 5.3 1.7 A A 0.43 0.66 -1.6 NC 0.54 gb:BG293813 /DB_XREF=gi:13053833 /DB_XREF=602390317F1 /CLONE=IMAGE:4501924 /FEA=EST /CNT=5 /TID=Mm.208133.1 /TIER=ConsEnd /STK=2 
MOE430_2_1444829_at 6.4 1.6 A A 0.39 0.46 -1.6 NC 0.06 gb:C78532 /DB_XREF=gi:2518862 /DB_XREF=C78532 /CLONE=J0050H04 /FEA=EST /CNT=3 /TID=Mm.5715.1 /TIER=ConsEnd /STK=2 /UG=Mm.5715 /LL
MOE430_2_1444928_at 7.1 2.6 A A 0.12 0.36 -1.6 NC 0.44 gb:BG071046 /DB_XREF=gi:12553615 /DB_XREF=H3094B03-3 /CLONE=H3094B03 /FEA=EST /CNT=3 /TID=Mm.173355.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445163_at 10.8 2.2 A A 0.12 0.46 -1.6 NC 0.51 gb:BG071767 /DB_XREF=gi:12554336 /DB_XREF=H3103A02-3 /CLONE=H3103A02 /FEA=EST /CNT=3 /TID=Mm.174012.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445184_at 1.5 0.2 A A 0.69 0.99 -1.6 NC 0.95 gb:BB132472 /DB_XREF=gi:16266480 /DB_XREF=BB132472 /CLONE=9630061O07 /FEA=EST /CNT=3 /TID=Mm.209191.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445188_at 2.8 0.6 A A 0.39 0.75 -1.6 NC 0.76 gb:BG072151 /DB_XREF=gi:12554720 /DB_XREF=H3107C12-3 /CLONE=H3107C12 /FEA=EST /CNT=3 /TID=Mm.173907.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445238_at 7.1 1.7 A A 0.21 0.5 -1.6 NC 0.5 gb:BB239244 /DB_XREF=gi:16355000 /DB_XREF=BB239244 /CLONE=A630076E17 /FEA=EST /CNT=3 /TID=Mm.205338.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445259_at 6.6 2.4 A A 0.3 0.39 -1.6 NC 0.83 gb:BE955837 /DB_XREF=gi:10599775 /DB_XREF=UI-M-BH4-bay-e-07-0-UI.s1 /CLONE=UI-M-BH4-bay-e-07-0-UI /FEA=EST /CNT=3 /TID=Mm.76760.1 
MOE430_2_1445383_at 18.6 3.7 M A 0.05 0.36 -1.6 NC 0.5 gb:BB528158 /DB_XREF=gi:16444598 /DB_XREF=BB528158 /CLONE=D930045C14 /FEA=EST /CNT=3 /TID=Mm.171033.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445435_at 4.5 0.5 A A 0.21 0.43 -1.6 NC 0.2 gb:AV269521 /DB_XREF=gi:16389778 /DB_XREF=AV269521 /CLONE=4930543H05 /FEA=EST /CNT=3 /TID=Mm.55993.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445458_at 9.1 2.1 A A 0.63 0.66 -1.6 NC 0.45 gb:AV224403 /DB_XREF=gi:16385106 /DB_XREF=AV224403 /CLONE=3830420I12 /FEA=EST /CNT=3 /TID=Mm.49067.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445533_at 3.1 0.9 A A 0.6 0.82 -1.6 NC 0.5 gb:BB471887 /DB_XREF=gi:16427983 /DB_XREF=BB471887 /CLONE=D230040P17 /FEA=EST /CNT=3 /TID=Mm.130519.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445930_at 2.5 1 A A 0.6 0.53 -1.6 NC 0.6 gb:BG069833 /DB_XREF=gi:12552402 /DB_XREF=H3080F04-3 /CLONE=H3080F04 /FEA=EST /CNT=2 /TID=Mm.36448.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446002_at 10 1.9 A A 0.33 0.63 -1.6 NC 0.62 gb:BG066832 /DB_XREF=gi:12549401 /DB_XREF=H3047D11-3 /CLONE=H3047D11 /FEA=EST /CNT=2 /TID=Mm.172850.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446018_at 3 0.8 A A 0.36 0.9 -1.6 NC 0.5 gb:BG066458 /DB_XREF=gi:12549027 /DB_XREF=H3043C04-3 /CLONE=H3043C04 /FEA=EST /CNT=2 /TID=Mm.172761.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446073_at 23.2 9.1 A A 0.14 0.27 -1.6 NC 0.5 gb:AV009993 /DB_XREF=gi:16356123 /DB_XREF=AV009993 /CLONE=1110021O10 /FEA=EST /CNT=2 /TID=Mm.194359.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446102_at 5.8 1.3 A A 0.3 0.8 -1.6 NC 0.76 gb:BG066577 /DB_XREF=gi:12549234 /DB_XREF=H3045F01-3 /CLONE=H3045F01 /FEA=EST /CNT=2 /TID=Mm.154743.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446227_at 1.7 0.5 A A 0.8 0.98 -1.6 NC 0.5 gb:BB277306 /DB_XREF=gi:16400962 /DB_XREF=BB277306 /CLONE=A930003O12 /FEA=EST /CNT=2 /TID=Mm.208478.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446298_at 8.6 3.2 A A 0.6 0.75 -1.6 NC 0.17 gb:BB209836 /DB_XREF=gi:16352501 /DB_XREF=BB209836 /CLONE=A430094H01 /FEA=EST /CNT=2 /TID=Mm.209120.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446374_at 24.7 8.2 P A 0.001221 0.12 -1.6 NC 0.97 gb:BB460605 /DB_XREF=gi:16426550 /DB_XREF=BB460605 /CLONE=D130067K17 /FEA=EST /CNT=2 /TID=Mm.209296.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446455_at 3.6 0.3 A A 0.6 0.72 -1.6 NC 0.5 gb:BB520649 /DB_XREF=gi:16443424 /DB_XREF=BB520649 /CLONE=D830045D21 /FEA=EST /CNT=2 /TID=Mm.209681.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446610_at 3.8 3 A A 0.36 0.72 -1.6 NC 0.7 gb:BB396016 /DB_XREF=gi:16409556 /DB_XREF=BB396016 /CLONE=C230095H21 /FEA=EST /CNT=2 /TID=Mm.147580.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446619_at 11.3 3.4 A A 0.08 0.46 -1.6 NC 0.76 gb:BB157945 /DB_XREF=gi:16268408 /DB_XREF=BB157945 /CLONE=A130038J17 /FEA=EST /CNT=2 /TID=Mm.23610.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446650_at 7.2 1.5 A A 0.33 0.56 -1.6 NC 0.37 gb:BB183485 /DB_XREF=gi:16270241 /DB_XREF=BB183485 /CLONE=A230106M14 /FEA=EST /CNT=2 /TID=Mm.208526.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446667_at 6 1.9 A A 0.39 0.8 -1.6 NC 0.48 gb:BB156317 /DB_XREF=gi:16268322 /DB_XREF=BB156317 /CLONE=A130030E04 /FEA=EST /CNT=2 /TID=Mm.207520.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446730_at 13.1 2.5 A A 0.27 0.46 -1.6 NC 0.21 gb:AV318442 /DB_XREF=gi:15406120 /DB_XREF=AV318442 /CLONE=5932401E17 /FEA=EST /CNT=2 /TID=Mm.212815.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446760_at 10.7 0.9 P A 0.02 0.6 -1.6 NC 0.63 gb:BB491449 /DB_XREF=gi:15412125 /DB_XREF=BB491449 /CLONE=D530021E24 /FEA=EST /CNT=2 /TID=Mm.134585.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446831_at 3.5 1.1 A A 0.53 0.63 -1.6 NC 0.5 gb:AU022192 /DB_XREF=gi:3387151 /DB_XREF=AU022192 /CLONE=J0410B06 /FEA=EST /CNT=2 /TID=Mm.26301.1 /TIER=ConsEnd /STK=2 /UG=Mm.26
MOE430_2_1446925_at 7.6 2 A A 0.08 0.46 -1.6 NC 0.92 gb:AU024680 /DB_XREF=gi:3395027 /DB_XREF=AU024680 /CLONE=J0458C12 /FEA=EST /CNT=2 /TID=Mm.12122.1 /TIER=ConsEnd /STK=2 /UG=Mm.12
MOE430_2_1446984_at 4.6 0.6 A A 0.43 0.9 -1.6 NC 0.82 gb:BB410041 /DB_XREF=gi:15411966 /DB_XREF=BB410041 /CLONE=C430016J02 /FEA=EST /CNT=2 /TID=Mm.209067.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447280_at 2.5 0.9 A A 0.5 0.8 -1.6 NC 0.58 gb:BE952768 /DB_XREF=gi:10593578 /DB_XREF=UI-M-BH4-azj-h-02-0-UI.s1 /CLONE=UI-M-BH4-azj-h-02-0-UI /FEA=EST /CNT=2 /TID=Mm.150744.1 
MOE430_2_1447513_at 2.8 1.2 A A 0.56 0.82 -1.6 NC 0.48 gb:BE957136 /DB_XREF=gi:10602381 /DB_XREF=UI-M-BG2-bcc-e-09-0-UI.s1 /CLONE=UI-M-BG2-bcc-e-09-0-UI /FEA=EST /CNT=2 /TID=Mm.54226.1
MOE430_2_1447658_x_ 9.6 2.3 A A 0.27 0.66 -1.6 NC 0.72 gb:BB322227 /DB_XREF=gi:9030541 /DB_XREF=BB322227 /CLONE=B330013K18 /FEA=EST /CNT=2 /TID=Mm.149158.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447727_at 5.1 1.3 A A 0.8 0.72 -1.6 NC 0.36 gb:BB216158 /DB_XREF=gi:8881111 /DB_XREF=BB216158 /CLONE=A530031B17 /FEA=EST /CNT=2 /TID=Mm.128365.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447870_x_ 8.7 2.9 A A 0.21 0.63 -1.6 NC 0.41 gb:BB099116 /DB_XREF=gi:8744150 /DB_XREF=BB099116 /CLONE=9430067C12 /FEA=EST /CNT=2 /TID=Mm.117738.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448301_s_ 49.6 14.7 P A 0.000732 0.09 -1.6 D 0.99 gb:AB030426 /DB_XREF=gi:6854605 /DB_XREF=AB030426 /CLONE=M18G800 /FEA=FLmRNA /CNT=180 /TID=Mm.46316.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1449316_at 5.1 1.1 A A 0.46 0.78 -1.6 NC 0.85 gb:NM_134127.1 /DB_XREF=gi:20373164 /GEN=AI787289 /FEA=FLmRNA /CNT=23 /TID=Mm.26539.1 /TIER=FL+Stack /STK=15 /UG=Mm.26539 /LL=1066
MOE430_2_1449572_at 2.3 0.2 A A 0.5 0.75 -1.6 NC 0.58 gb:M59811.1 /DB_XREF=gi:202153 /FEA=FLmRNA /CNT=10 /TID=Mm.3946.1 /TIER=FL /STK=1 /UG=Mm.3946 /LL=22045 /UG_GENE=Trhr /DEF=Mouse t
MOE430_2_1449726_at 2.9 0.6 A A 0.39 0.66 -1.6 NC 0.3 gb:AI482454 /DB_XREF=gi:4375680 /DB_XREF=vg40d04.x1 /CLONE=IMAGE:863815 /FEA=EST /CNT=1 /TID=Mm.174295.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1450217_at 7.6 1.1 A A 0.46 0.87 -1.6 NC 0.81 gb:NM_020279.1 /DB_XREF=gi:9931983 /GEN=Scya28 /FEA=FLmRNA /CNT=8 /TID=Mm.143745.1 /TIER=FL /STK=2 /UG=Mm.143745 /LL=56838 /DEF=M
MOE430_2_1450631_x_ 3.5 1 A A 0.5 0.69 -1.6 NC 0.73 gb:NM_007852.1 /DB_XREF=gi:13937346 /GEN=Defcr6 /FEA=FLmRNA /CNT=85 /TID=Mm.195048.1 /TIER=FL+Stack /STK=64 /UG=Mm.195048 /LL=13240
MOE430_2_1450791_at 12.7 4.5 A A 0.46 0.53 -1.6 NC 0.5 gb:NM_008726.1 /DB_XREF=gi:6679111 /GEN=Nppb /FEA=FLmRNA /CNT=15 /TID=Mm.2740.1 /TIER=FL /STK=6 /UG=Mm.2740 /LL=18158 /DEF=Mus mu
MOE430_2_1451030_at 14 8.3 A A 0.19 0.27 -1.6 NC 0.5 gb:AW146041 /DB_XREF=gi:6167777 /DB_XREF=um36d02.x1 /CLONE=IMAGE:2236611 /FEA=FLmRNA /CNT=91 /TID=Mm.27085.1 /TIER=Stack /STK=10 
MOE430_2_1451340_at 39.9 13.7 A A 0.12 0.21 -1.6 NC 0.92 gb:BC027152.1 /DB_XREF=gi:20072596 /FEA=FLmRNA /CNT=57 /TID=Mm.34316.1 /TIER=FL+Stack /STK=34 /UG=Mm.34316 /DEF=Mus musculus, Simila
MOE430_2_1451460_a_ 9.3 2.8 A A 0.27 0.53 -1.6 NC 0.16 gb:BC026598.1 /DB_XREF=gi:20072360 /FEA=FLmRNA /CNT=62 /TID=Mm.100765.1 /TIER=FL+Stack /STK=18 /UG=Mm.100765 /DEF=Mus musculus, clon
MOE430_2_1451656_at 6.9 1.7 A A 0.46 0.75 -1.6 NC 0.5 gb:BG061260 /DB_XREF=gi:12530572 /DB_XREF=L0904D05-5 /CLONE=L0904D05 /FEA=FLmRNA /CNT=9 /TID=Mm.89607.2 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1451710_at 12.1 3.8 A A 0.27 0.56 -1.6 NC 0.23 gb:AF391160.1 /DB_XREF=gi:18376822 /GEN=Oscar /FEA=FLmRNA /CNT=3 /TID=Mm.215149.1 /TIER=FL /STK=1 /UG=Mm.215149 /DEF=Mus musculus 
MOE430_2_1451863_at 4.9 1.3 A A 0.56 0.95 -1.6 NC 0.77 gb:AF441863.1 /DB_XREF=gi:17046507 /FEA=FLmRNA /CNT=3 /TID=Mm.20122.1 /TIER=FL /STK=1 /UG=Mm.20122 /DEF=Mus musculus urotensin II rece
MOE430_2_1452291_at 11.7 3.9 A A 0.12 0.6 -1.6 NC 0.89 gb:AV375176 /DB_XREF=gi:15412280 /DB_XREF=AV375176 /CLONE=9130022E22 /FEA=mRNA /CNT=42 /TID=Mm.29616.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1453378_at 3.2 1.9 A A 0.27 0.53 -1.6 NC 0.65 gb:BB219880 /DB_XREF=gi:8884833 /DB_XREF=BB219880 /CLONE=A530057J06 /FEA=mRNA /CNT=9 /TID=Mm.133367.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1453462_at 7.7 3.9 A A 0.43 0.56 -1.6 NC 0.5 gb:AV224550 /DB_XREF=gi:6173928 /DB_XREF=AV224550 /CLONE=3830421G09 /FEA=mRNA /CNT=4 /TID=Mm.49071.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1453587_at 10.4 0.8 A A 0.36 0.56 -1.6 NC 0.26 gb:BB503754 /DB_XREF=gi:9492548 /DB_XREF=BB503754 /CLONE=D630044P18 /FEA=mRNA /CNT=15 /TID=Mm.23336.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453660_at 7.2 2.4 A A 0.43 0.72 -1.6 NC 0.5 gb:AV352928 /DB_XREF=gi:6393985 /DB_XREF=AV352928 /CLONE=7030417K06 /FEA=mRNA /CNT=5 /TID=Mm.180855.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453845_at 10.2 3.6 A A 0.53 0.6 -1.6 NC 0.42 gb:BB751067 /DB_XREF=gi:16155303 /DB_XREF=BB751067 /CLONE=G130203M23 /FEA=mRNA /CNT=4 /TID=Mm.137688.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453934_at 7.4 0.9 A A 0.56 0.93 -1.6 NC 0.83 gb:AK015975.1 /DB_XREF=gi:12854531 /FEA=mRNA /CNT=2 /TID=Mm.159440.1 /TIER=ConsEnd /STK=1 /UG=Mm.159440 /LL=75151 /UG_GENE=493053
MOE430_2_1454111_at 4.7 0.5 A A 0.5 0.78 -1.6 NC 0.5 gb:AK015073.1 /DB_XREF=gi:12853273 /FEA=mRNA /CNT=1 /TID=Mm.159333.1 /TIER=ConsEnd /STK=0 /UG=Mm.159333 /LL=74847 /UG_GENE=493040



MOE430_2_1454238_a_ 6.1 2.5 A A 0.3 0.75 -1.6 NC 0.55 gb:AK005827.1 /DB_XREF=gi:12838603 /FEA=mRNA /CNT=1 /TID=Mm.195745.2 /TIER=ConsEnd /STK=0 /UG=Mm.195745 /LL=75500 /UG_GENE=170001
MOE430_2_1454481_at 2.4 0.6 A A 0.56 0.88 -1.6 NC 0.48 gb:AK015344.1 /DB_XREF=gi:12853646 /FEA=mRNA /CNT=1 /TID=Mm.160303.1 /TIER=ConsEnd /STK=0 /UG=Mm.160303 /UG_TITLE=Mus musculus adul
MOE430_2_1454484_at 13.8 3.9 A A 0.46 0.5 -1.6 NC 0.54 gb:AK016895.1 /DB_XREF=gi:12855872 /FEA=mRNA /CNT=1 /TID=Mm.158585.1 /TIER=ConsEnd /STK=0 /UG=Mm.158585 /LL=71143 /UG_GENE=493342
MOE430_2_1454544_at 5.1 1 A A 0.53 0.88 -1.6 NC 0.5 gb:AK020650.1 /DB_XREF=gi:12861294 /FEA=mRNA /CNT=1 /TID=Mm.160143.1 /TIER=ConsEnd /STK=0 /UG=Mm.160143 /LL=78850 /UG_GENE=953007
MOE430_2_1454646_at 1023.5 356.8 P P 0.000244 0.000244 -1.6 D 0.99 gb:BM245221 /DB_XREF=gi:17880491 /DB_XREF=K0721F05-3 /CLONE=K0721F05 /FEA=EST /CNT=162 /TID=Mm.30763.1 /TIER=Stack /STK=101 /UG=M
MOE430_2_1455038_at 5.5 1.4 A A 0.63 0.72 -1.6 NC 0.26 gb:AV299818 /DB_XREF=gi:16393212 /DB_XREF=AV299818 /CLONE=5730471H19 /FEA=EST /CNT=31 /TID=Mm.206337.1 /TIER=Stack /STK=28 /UG=M
MOE430_2_1455593_at 4.3 1.2 A A 0.39 0.69 -1.6 NC 0.5 gb:AI785548 /DB_XREF=gi:5333273 /DB_XREF=uj44b11.x1 /CLONE=IMAGE:1922781 /FEA=EST /CNT=25 /TID=Mm.29123.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1455886_at 1.8 1.3 A A 0.63 0.6 -1.6 NC 0.88 gb:BB385581 /DB_XREF=gi:16408349 /DB_XREF=BB385581 /CLONE=C230039N22 /FEA=EST /CNT=35 /TID=Mm.8585.2 /TIER=Stack /STK=29 /UG=Mm.
MOE430_2_1456064_at 2.3 0.3 A A 0.74 0.93 -1.6 NC 0.73 gb:AI323624 /DB_XREF=gi:4058053 /DB_XREF=mp78a12.x1 /CLONE=IMAGE:575326 /FEA=EST /CNT=29 /TID=Mm.40672.2 /TIER=Stack /STK=17 /UG=M
MOE430_2_1456108_x_ 15.7 4.3 A A 0.11 0.43 -1.6 NC 0.97 gb:BB546771 /DB_XREF=gi:9618199 /DB_XREF=BB546771 /CLONE=E130314D07 /FEA=EST /CNT=16 /TID=Mm.89201.3 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1456368_at 6.3 1.6 A A 0.36 0.75 -1.6 NC 0.5 gb:AV274161 /DB_XREF=gi:15405563 /DB_XREF=AV274161 /CLONE=4932417B12 /FEA=EST /CNT=11 /TID=Mm.78591.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456369_at 4.9 2 A A 0.36 0.43 -1.6 NC 0.5 gb:BB484991 /DB_XREF=gi:16441218 /DB_XREF=BB484991 /CLONE=D430029B19 /FEA=EST /CNT=11 /TID=Mm.133299.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1456417_at 9.3 2.1 A A 0.6 0.66 -1.6 NC 0.2 gb:BB126810 /DB_XREF=gi:15408237 /DB_XREF=BB126810 /CLONE=9630017D14 /FEA=EST /CNT=14 /TID=Mm.8062.2 /TIER=Stack /STK=10 /UG=Mm.8
MOE430_2_1456718_at 0.9 0.2 A A 0.72 0.96 -1.6 NC 0.8 gb:BB768133 /DB_XREF=gi:16196853 /DB_XREF=BB768133 /CLONE=G370081N12 /FEA=EST /CNT=8 /TID=Mm.23325.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1456960_at 15.1 4.8 A A 0.06 0.19 -1.6 NC 0.99 gb:BB555069 /DB_XREF=gi:16448509 /DB_XREF=BB555069 /CLONE=E330016N04 /FEA=EST /CNT=7 /TID=Mm.131056.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1456970_at 10.8 2.5 A A 0.53 0.56 -1.6 NC 0.31 gb:BF472513 /DB_XREF=gi:11541696 /DB_XREF=UI-M-BH3-axe-h-11-0-UI.r1 /CLONE=UI-M-BH3-axe-h-11-0-UI /FEA=EST /CNT=6 /TID=Mm.150411.1
MOE430_2_1457017_at 4.4 1.1 A A 0.11 0.36 -1.6 NC 0.8 gb:BB379103 /DB_XREF=gi:9091986 /DB_XREF=BB379103 /CLONE=C130097H24 /FEA=EST /CNT=6 /TID=Mm.168010.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457144_at 12.8 5.7 A A 0.24 0.43 -1.6 NC 0.5 gb:BG075631 /DB_XREF=gi:12558200 /DB_XREF=H3149E11-3 /CLONE=H3149E11 /FEA=EST /CNT=9 /TID=Mm.150315.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457184_at 32.7 9.5 M A 0.05 0.3 -1.6 D 0.99 gb:BB472173 /DB_XREF=gi:16428020 /DB_XREF=BB472173 /CLONE=D230044C05 /FEA=EST /CNT=5 /TID=Mm.209401.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457210_at 6.8 2 A A 0.36 0.66 -1.6 NC 0.5 gb:AV283954 /DB_XREF=gi:16391795 /DB_XREF=AV283954 /CLONE=4933438I15 /FEA=EST /CNT=5 /TID=Mm.45473.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457253_at 9 2.3 A A 0.11 0.72 -1.6 NC 0.98 gb:BB082291 /DB_XREF=gi:8647351 /DB_XREF=BB082291 /CLONE=9330174F16 /FEA=EST /CNT=5 /TID=Mm.32606.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457607_at 6.6 4.2 A A 0.75 0.75 -1.6 NC 0.13 gb:AW046457 /DB_XREF=gi:5906986 /DB_XREF=UI-M-BH1-akp-f-10-0-UI.s1 /CLONE=UI-M-BH1-akp-f-10-0-UI /FEA=EST /CNT=4 /TID=Mm.33311.1 /
MOE430_2_1458072_at 9.8 2.7 A A 0.24 0.6 -1.6 NC 0.45 gb:BB463650 /DB_XREF=gi:16426922 /DB_XREF=BB463650 /CLONE=D130082N20 /FEA=EST /CNT=3 /TID=Mm.100949.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458265_at 3.1 2.1 A A 0.36 0.46 -1.6 NC 0.62 gb:BB200905 /DB_XREF=gi:16271500 /DB_XREF=BB200905 /CLONE=A430031J12 /FEA=EST /CNT=3 /TID=Mm.137947.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458520_at 15 2.7 A A 0.17 0.6 -1.6 NC 0.72 gb:BG070459 /DB_XREF=gi:12553028 /DB_XREF=H3087E12-3 /CLONE=H3087E12 /FEA=EST /CNT=5 /TID=Mm.24716.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458940_at 6.1 2.1 P A 0.03 0.3 -1.6 NC 0.59 gb:BF147707 /DB_XREF=gi:11029102 /DB_XREF=us40a04.x1 /CLONE=IMAGE:3169518 /FEA=EST /CNT=3 /TID=Mm.148811.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1458962_at 7.6 4.5 A A 0.21 0.56 -1.6 NC 0.77 gb:BB165865 /DB_XREF=gi:16268935 /DB_XREF=BB165865 /CLONE=A130085C06 /FEA=EST /CNT=3 /TID=Mm.33047.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459024_at 2.9 0.4 A A 0.63 0.82 -1.6 NC 0.65 gb:BE952592 /DB_XREF=gi:10593206 /DB_XREF=UI-M-BH4-azh-f-06-0-UI.s1 /CLONE=UI-M-BH4-azh-f-06-0-UI /FEA=EST /CNT=3 /TID=Mm.48694.1 /
MOE430_2_1459174_at 2.6 0.4 A A 0.6 0.98 -1.6 NC 0.93 gb:BG075338 /DB_XREF=gi:12557907 /DB_XREF=H3146A12-3 /CLONE=H3146A12 /FEA=EST /CNT=2 /TID=Mm.182791.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459330_at 2.5 1 A A 0.72 0.91 -1.6 NC 0.86 gb:BB536006 /DB_XREF=gi:16446613 /DB_XREF=BB536006 /CLONE=E030047D12 /FEA=EST /CNT=2 /TID=Mm.209857.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459400_at 3.2 1 A A 0.62 0.69 -1.6 NC 0.55 gb:BB211129 /DB_XREF=gi:16352634 /DB_XREF=BB211129 /CLONE=A430103G07 /FEA=EST /CNT=2 /TID=Mm.213277.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459571_at 3.4 1 A A 0.5 0.55 -1.6 NC 0.41 gb:BM218317 /DB_XREF=gi:17777794 /DB_XREF=C0909C05-3 /CLONE=C0909C05 /FEA=EST /CNT=2 /TID=Mm.218155.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459695_at 45.8 16.3 P P 0.001953 0.000732 -1.6 D 0.99 gb:AU040352 /DB_XREF=gi:3954172 /DB_XREF=AU040352 /CLONE=J0804G04 /FEA=EST /CNT=2 /TID=Mm.38206.1 /TIER=ConsEnd /STK=2 /UG=Mm.38
MOE430_2_1459929_at 6.6 2.9 A A 0.23 0.72 -1.6 NC 0.97 gb:AI158971 /DB_XREF=gi:3692153 /DB_XREF=ui42h02.x1 /CLONE=IMAGE:1885107 /FEA=EST /CNT=3 /TID=Mm.173818.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1460099_at 6.3 1.9 A A 0.36 0.5 -1.6 NC 0.35 gb:BG094166 /DB_XREF=gi:12576729 /DB_XREF=uu72d06.x1 /CLONE=IMAGE:3381947 /FEA=EST /CNT=4 /TID=Mm.172300.1 /TIER=ConsEnd /STK=3 /U
MOE430_2_1460188_at 28.1 10.8 A A 0.06 0.43 -1.6 NC 0.91 gb:NM_013545.1 /DB_XREF=gi:7305132 /GEN=Hcph /FEA=FLmRNA /CNT=111 /TID=Mm.1484.1 /TIER=FL+Stack /STK=78 /UG=Mm.1484 /LL=15170 /DEF
MOE430_2_1460313_at 5.7 1.3 A A 0.39 0.5 -1.6 NC 0.5 gb:NM_010983.1 /DB_XREF=gi:7242164 /GEN=Olfr41 /FEA=FLmRNA /CNT=1 /TID=Mm.56901.1 /TIER=FL /STK=1 /UG=Mm.56901 /LL=18340 /DEF=Mus m
MOE430_2_1460418_x_ 30 9.2 P A 0.01 0.36 -1.6 NC 0.98 gb:X03052.1 /DB_XREF=gi:54820 /FEA=mRNA /CNT=2 /TID=Mm.42053.1 /TIER=ConsEnd /STK=0 /UG=Mm.42053 /LL=15033 /UG_GENE=H2-T18 /DEF=M
MOE430_2_1416760_at 45.9 18.4 A A 0.27 0.6 -1.7 NC 0.84 gb:NM_134045.1 /DB_XREF=gi:19527261 /GEN=AI415388 /FEA=FLmRNA /CNT=106 /TID=Mm.29337.1 /TIER=FL+Stack /STK=71 /UG=Mm.29337 /LL=104
MOE430_2_1416936_at 13.7 2.9 A A 0.63 0.75 -1.7 NC 0.42 gb:NM_007377.1 /DB_XREF=gi:6680609 /GEN=Aatk /FEA=FLmRNA /CNT=85 /TID=Mm.6826.1 /TIER=FL+Stack /STK=63 /UG=Mm.6826 /LL=11302 /DEF=
MOE430_2_1417092_at 21.8 6.7 A A 0.06 0.46 -1.7 NC 0.99 gb:BC013446.1 /DB_XREF=gi:15488603 /FEA=FLmRNA /CNT=107 /TID=Mm.3542.1 /TIER=FL+Stack /STK=57 /UG=Mm.3542 /LL=19228 /UG_GENE=Pthr 
MOE430_2_1417650_at 22 5.9 A A 0.21 0.33 -1.7 NC 0.09 gb:NM_133892.1 /DB_XREF=gi:19527105 /GEN=AW990848 /FEA=FLmRNA /CNT=240 /TID=Mm.26698.1 /TIER=FL+Stack /STK=39 /UG=Mm.26698 /LL=10
MOE430_2_1417856_at 85.1 23.2 P P 0.000244 0.000244 -1.7 D 0.99 gb:NM_009046.1 /DB_XREF=gi:6677710 /GEN=Relb /FEA=FLmRNA /CNT=51 /TID=Mm.1741.1 /TIER=FL+Stack /STK=35 /UG=Mm.1741 /LL=19698 /DEF=
MOE430_2_1418243_at 9.4 3.6 A A 0.24 0.53 -1.7 NC 0.5 gb:NM_007995.1 /DB_XREF=gi:6679762 /GEN=Fcna /FEA=FLmRNA /CNT=61 /TID=Mm.10510.1 /TIER=FL+Stack /STK=27 /UG=Mm.10510 /LL=14133 /DE
MOE430_2_1418601_at 73.1 27.9 P P 0.000732 0.01 -1.7 D 0.99 gb:NM_011921.1 /DB_XREF=gi:7106241 /GEN=Aldh1a7 /FEA=FLmRNA /CNT=38 /TID=Mm.14609.1 /TIER=FL+Stack /STK=21 /UG=Mm.14609 /LL=26358 /
MOE430_2_1418696_at 17.3 4.8 P A 0.04 0.3 -1.7 NC 0.97 gb:NM_138951.1 /DB_XREF=gi:20336733 /GEN=MGC37912 /FEA=FLmRNA /CNT=83 /TID=Mm.27244.1 /TIER=FL+Stack /STK=19 /UG=Mm.27244 /LL=192
MOE430_2_1419064_a_ 8.2 2 A A 0.78 0.93 -1.7 NC 0.5 gb:NM_011674.1 /DB_XREF=gi:6755936 /GEN=Ugt8 /FEA=FLmRNA /CNT=39 /TID=Mm.5160.1 /TIER=FL /STK=1 /UG=Mm.5160 /LL=22239 /DEF=Mus mu
MOE430_2_1419082_at 6.5 1.7 A A 0.19 0.62 -1.7 NC 0.5 gb:NM_011111.1 /DB_XREF=gi:6755097 /GEN=Serpinb2 /FEA=FLmRNA /CNT=23 /TID=Mm.5019.1 /TIER=FL+Stack /STK=14 /UG=Mm.5019 /LL=18788 /D
MOE430_2_1419129_at 11.6 4.7 A A 0.14 0.56 -1.7 NC 0.75 gb:NM_133980.1 /DB_XREF=gi:19527199 /GEN=AI648912 /FEA=FLmRNA /CNT=29 /TID=Mm.38775.1 /TIER=FL+Stack /STK=13 /UG=Mm.38775 /LL=1025
MOE430_2_1419303_at 9.9 3 A A 0.09 0.5 -1.7 NC 0.51 gb:BG695100 /DB_XREF=gi:13954671 /DB_XREF=NISC_iv12e04.w1 /CLONE=IMAGE:4317415 /FEA=FLmRNA /CNT=47 /TID=Mm.103615.1 /TIER=ConsEnd
MOE430_2_1419322_at 52.7 12.4 P P 0.000244 0.01 -1.7 MD 0.99 gb:NM_053072.1 /DB_XREF=gi:16716344 /GEN=Etohd4 /FEA=FLmRNA /CNT=19 /TID=Mm.152609.1 /TIER=FL+Stack /STK=11 /UG=Mm.152609 /LL=1399
MOE430_2_1419435_at 217.6 66.7 P P 0.000244 0.001953 -1.7 D 0.99 gb:NM_009676.1 /DB_XREF=gi:6753067 /GEN=Aox1 /FEA=FLmRNA /CNT=15 /TID=Mm.26787.1 /TIER=FL+Stack /STK=10 /UG=Mm.26787 /LL=11761 /DE
MOE430_2_1419674_a_ 51.6 9 P A 0.005859 0.39 -1.7 NC 0.98 gb:NM_007876.1 /DB_XREF=gi:6681216 /GEN=Dpep1 /FEA=FLmRNA /CNT=49 /TID=Mm.20388.1 /TIER=FL /STK=7 /UG=Mm.20388 /LL=13479 /DEF=Mus
MOE430_2_1419794_at 5.5 1.3 A A 0.6 0.88 -1.7 NC 0.54 gb:AI449520 /DB_XREF=gi:4290578 /DB_XREF=mp98e11.x1 /CLONE=IMAGE:577292 /FEA=EST /CNT=2 /TID=Mm.131319.3 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1419923_at 9.8 1.8 A A 0.11 0.75 -1.7 NC 0.99 gb:BB255841 /DB_XREF=gi:16398498 /DB_XREF=BB255841 /CLONE=A730070D15 /FEA=EST /CNT=1 /TID=Mm.132853.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420350_at 12.1 3.3 A A 0.08 0.5 -1.7 NC 0.86 gb:NM_028625.1 /DB_XREF=gi:13386333 /GEN=Sprrl2 /FEA=FLmRNA /CNT=11 /TID=Mm.89230.1 /TIER=FL /STK=6 /UG=Mm.89230 /LL=73722 /DEF=Mu
MOE430_2_1420692_at 8.8 1.5 A A 0.14 0.56 -1.7 NC 0.66 gb:AF054581.1 /DB_XREF=gi:2996040 /FEA=FLmRNA /CNT=25 /TID=Mm.915.1 /TIER=ConsEnd /STK=2 /UG=Mm.915 /LL=16184 /UG_GENE=Il2ra /UG_TI
MOE430_2_1421174_at 11.6 1.7 A A 0.42 0.71 -1.7 NC 0.5 gb:U34307.1 /DB_XREF=gi:976446 /FEA=FLmRNA /CNT=22 /TID=Mm.4677.1 /TIER=FL /STK=1 /UG=Mm.4677 /LL=16364 /UG_GENE=Irf4 /DEF=Mus mus
MOE430_2_1421248_at 18.7 6.1 A A 0.21 0.43 -1.7 NC 0.5 gb:NM_013722.1 /DB_XREF=gi:7305534 /GEN=Syn3 /FEA=FLmRNA /CNT=14 /TID=Mm.103645.1 /TIER=FL /STK=2 /UG=Mm.103645 /LL=27204 /DEF=Mu
MOE430_2_1421695_at 6.8 3.4 A A 0.46 0.75 -1.7 NC 0.91 gb:NM_080459.1 /DB_XREF=gi:17978271 /GEN=Strc /FEA=FLmRNA /CNT=2 /TID=Mm.213200.1 /TIER=FL /STK=2 /UG=Mm.213200 /LL=140476 /DEF=Mu
MOE430_2_1421976_at 100.5 25.3 P P 0.000244 0.000732 -1.7 D 0.99 gb:AF153199.1 /DB_XREF=gi:11095501 /FEA=FLmRNA /CNT=23 /TID=Mm.131266.1 /TIER=FL /STK=1 /UG=Mm.131266 /LL=58223 /UG_GENE=Mmp19 /D
MOE430_2_1422348_at 8.6 2.3 A A 0.39 0.6 -1.7 NC 0.66 gb:NM_010392.1 /DB_XREF=gi:6754135 /GEN=H2-Q2 /FEA=FLmRNA /CNT=1 /TID=Mm.46812.1 /TIER=FL /STK=1 /UG=Mm.46812 /LL=15013 /DEF=Mus 
MOE430_2_1422365_at 9.7 2.1 A A 0.69 0.75 -1.7 NC 0.5 gb:NM_020598.1 /DB_XREF=gi:10181105 /GEN=Olfr17 /FEA=FLmRNA /CNT=1 /TID=Mm.103814.1 /TIER=FL /STK=1 /UG=Mm.103814 /LL=18314 /DEF=M
MOE430_2_1422368_at 0.6 0.4 A A 0.74 0.72 -1.7 NC 0.49 gb:NM_053220.1 /DB_XREF=gi:16716526 /GEN=V1ra5 /FEA=FLmRNA /CNT=1 /TID=Mm.213172.1 /TIER=FL /STK=1 /UG=Mm.213172 /LL=113847 /DEF=M
MOE430_2_1422598_at 9.3 3.2 P A 0.01 0.53 -1.7 NC 0.97 gb:NM_009813.1 /DB_XREF=gi:6753289 /GEN=Casq1 /FEA=FLmRNA /CNT=55 /TID=Mm.12829.1 /TIER=FL+Stack /STK=29 /UG=Mm.12829 /LL=12372 /D
MOE430_2_1422734_a_ 1.2 0.6 A A 0.69 0.98 -1.7 NC 0.84 gb:BC011513.1 /DB_XREF=gi:15079339 /FEA=FLmRNA /CNT=104 /TID=Mm.1202.2 /TIER=FL+Stack /STK=15 /UG=Mm.1202 /LL=17863 /UG_GENE=Myb /
MOE430_2_1423125_at 9.3 1.8 A A 0.21 0.53 -1.7 NC 0.58 gb:BB088515 /DB_XREF=gi:16260982 /DB_XREF=BB088515 /CLONE=9430016L22 /FEA=FLmRNA /CNT=110 /TID=Mm.44752.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1423422_at 13.8 1.4 A A 0.3 0.66 -1.7 NC 0.5 gb:AV113827 /DB_XREF=gi:15404426 /DB_XREF=AV113827 /CLONE=2610024N06 /FEA=FLmRNA /CNT=58 /TID=Mm.51340.1 /TIER=Stack /STK=37 /UG
MOE430_2_1423529_at 4 1.3 A A 0.08 0.63 -1.7 NC 0.91 gb:Z47787.1 /DB_XREF=gi:3820432 /FEA=FLmRNA /CNT=19 /TID=Mm.140768.1 /TIER=Stack /STK=13 /UG=Mm.140768 /LL=14378 /UG_GENE=G6pc-rs /
MOE430_2_1423559_at 7.9 3.7 A A 0.53 0.66 -1.7 NC 0.18 gb:BB750192 /DB_XREF=gi:16154428 /DB_XREF=BB750192 /CLONE=G130002F04 /FEA=FLmRNA /CNT=23 /TID=Mm.1926.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1424125_at 8.6 2.5 A A 0.33 0.39 -1.7 NC 0.22 gb:BC023443.1 /DB_XREF=gi:19483869 /FEA=FLmRNA /CNT=55 /TID=Mm.72915.1 /TIER=FL+Stack /STK=52 /UG=Mm.72915 /DEF=Mus musculus, Simila
MOE430_2_1425012_at 5.4 1.7 A A 0.39 0.75 -1.7 NC 0.5 gb:BC010725.1 /DB_XREF=gi:14715113 /FEA=FLmRNA /CNT=11 /TID=Mm.183294.1 /TIER=FL+Stack /STK=9 /UG=Mm.183294 /DEF=Mus musculus, guan
MOE430_2_1425144_at 4.7 1.8 A A 0.46 0.53 -1.7 NC 0.5 gb:BC013660.1 /DB_XREF=gi:15489094 /FEA=FLmRNA /CNT=31 /TID=Mm.104394.1 /TIER=FL /STK=5 /UG=Mm.104394 /DEF=Mus musculus, Similar to ka
MOE430_2_1425609_at 10.9 1.5 A A 0.36 0.56 -1.7 NC 0.25 gb:AB002663.1 /DB_XREF=gi:3061281 /FEA=FLmRNA /CNT=21 /TID=Mm.4149.1 /TIER=FL /STK=1 /UG=Mm.4149 /LL=17969 /UG_GENE=Ncf1 /DEF=Mus
MOE430_2_1425648_at 20.1 5.6 A A 0.12 0.5 -1.7 NC 0.5 gb:BG069740 /DB_XREF=gi:12552309 /DB_XREF=H3079F03-3 /CLONE=H3079F03 /FEA=FLmRNA /CNT=15 /TID=Mm.173445.1 /TIER=Stack /STK=9 /UG
MOE430_2_1425650_at 10.6 1.6 A A 0.1 0.66 -1.7 NC 0.81 gb:AF229633.1 /DB_XREF=gi:7239365 /GEN=Grg4 /FEA=FLmRNA /CNT=14 /TID=Mm.103638.1 /TIER=FL /STK=1 /UG=Mm.103638 /LL=21888 /DEF=Mus 
MOE430_2_1425939_at 8.4 1.4 A A 0.17 0.49 -1.7 NC 0.79 gb:BC002033.1 /DB_XREF=gi:12805150 /FEA=FLmRNA /CNT=2 /TID=Mm.160367.1 /TIER=FL /STK=1 /UG=Mm.160367 /DEF=Mus musculus, Similar to RA
MOE430_2_1426022_a_ 57.9 18.3 P A 0.000732 0.11 -1.7 D 0.99 gb:BC021808.1 /DB_XREF=gi:18256315 /FEA=FLmRNA /CNT=1 /TID=Mm.83817.2 /TIER=FL /STK=1 /UG=Mm.83817 /LL=22351 /UG_GENE=Villp /DEF=M
MOE430_2_1426433_at 4 0.4 A A 0.46 0.69 -1.7 NC 0.53 gb:AI180873 /DB_XREF=gi:3731511 /DB_XREF=ub86e06.r1 /CLONE=IMAGE:1395394 /FEA=FLmRNA /CNT=41 /TID=Mm.33762.1 /TIER=ConsEnd /STK=0 
MOE430_2_1427220_a_ 3.4 0.8 A A 0.69 0.98 -1.7 NC 0.73 gb:AK007282.1 /DB_XREF=gi:12840730 /GEN=Svs5 /FEA=mRNA /CNT=231 /TID=Mm.140154.2 /TIER=Stack /STK=128 /UG=Mm.140154 /LL=20944 /UG_T
MOE430_2_1427346_at 7.7 3.6 P A 0.005859 0.38 -1.7 NC 0.75 gb:X96606.1 /DB_XREF=gi:1236762 /FEA=mRNA /CNT=18 /TID=Mm.3782.1 /TIER=ConsEnd /STK=6 /UG=Mm.3782 /LL=18422 /UG_GENE=Ott /DEF=M.m
MOE430_2_1427367_at 19.5 8.4 A A 0.33 0.6 -1.7 NC 0.74 gb:BC026645.1 /DB_XREF=gi:20072377 /FEA=mRNA /CNT=23 /TID=Mm.153676.1 /TIER=ConsEnd /STK=4 /UG=Mm.153676 /DEF=Mus musculus, clone IM
MOE430_2_1427386_at 5.7 2 A A 0.69 0.91 -1.7 NC 0.7 gb:BB235768 /DB_XREF=gi:16354790 /DB_XREF=BB235768 /CLONE=A630055L23 /FEA=mRNA /CNT=34 /TID=Mm.38481.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1427776_a_ 2.9 0.8 A A 0.5 0.72 -1.7 NC 0.33 gb:AF127141.1 /DB_XREF=gi:9754619 /GEN=Fgfr4 /FEA=mRNA /CNT=1 /TID=Mm.4912.2 /TIER=ConsEnd /STK=0 /UG=Mm.4912 /LL=14186 /DEF=Mus m
MOE430_2_1427825_at 6 1.6 A A 0.27 0.66 -1.7 NC 0.86 gb:AB037192.1 /DB_XREF=gi:8926865 /FEA=mRNA /CNT=1 /TID=Mm.24074.2 /TIER=ConsEnd /STK=0 /UG=Mm.24074 /LL=28253 /UG_GENE=Slc21a10 /
MOE430_2_1428250_at 64 32.5 P P 0.000732 0.01 -1.7 D 0.99 gb:AK018203.1 /DB_XREF=gi:12857811 /FEA=mRNA /CNT=82 /TID=Mm.103547.1 /TIER=Stack /STK=67 /UG=Mm.103547 /LL=76854 /UG_GENE=6330420
MOE430_2_1428719_at 10.8 3 A A 0.19 0.6 -1.7 NC 0.34 gb:AK008551.1 /DB_XREF=gi:12842802 /FEA=mRNA /CNT=34 /TID=Mm.38214.1 /TIER=Stack /STK=24 /UG=Mm.38214 /LL=70018 /UG_GENE=2010309G2
MOE430_2_1428934_at 5.8 0.7 A A 0.53 0.63 -1.7 NC 0.33 gb:AK005970.1 /DB_XREF=gi:12838830 /FEA=mRNA /CNT=23 /TID=Mm.76829.1 /TIER=Stack /STK=17 /UG=Mm.76829 /LL=75502 /UG_GENE=1700013O0
MOE430_2_1429569_a_ 8 0.7 A A 0.3 0.91 -1.7 NC 0.95 gb:AW741712 /DB_XREF=gi:7653492 /DB_XREF=ur59b07.x1 /CLONE=IMAGE:3154549 /FEA=mRNA /CNT=17 /TID=Mm.32767.2 /TIER=Stack /STK=14 /UG
MOE430_2_1429938_at 5.8 1.8 A A 0.52 0.78 -1.7 NC 0.55 gb:BB125806 /DB_XREF=gi:16262215 /DB_XREF=BB125806 /CLONE=9630008O22 /FEA=mRNA /CNT=14 /TID=Mm.53915.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1430084_at 11.8 1.5 A A 0.39 0.72 -1.7 NC 0.65 gb:AK002703.1 /DB_XREF=gi:12832881 /FEA=mRNA /CNT=8 /TID=Mm.196079.1 /TIER=ConsEnd /STK=4 /UG=Mm.196079 /LL=68385 /UG_GENE=061003
MOE430_2_1430207_at 12.9 5.6 A A 0.19 0.6 -1.7 NC 0.71 gb:AV265727 /DB_XREF=gi:6253762 /DB_XREF=AV265727 /CLONE=4930511C13 /FEA=mRNA /CNT=5 /TID=Mm.133050.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430223_at 5.4 1.3 A A 0.46 0.8 -1.7 NC 0.62 gb:AI507044 /DB_XREF=gi:4404895 /DB_XREF=vi77d10.x1 /CLONE=IMAGE:918259 /FEA=mRNA /CNT=6 /TID=Mm.33633.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430290_at 12.5 1.3 P A 0.01 0.35 -1.7 NC 0.81 gb:BM207059 /DB_XREF=gi:17762776 /DB_XREF=C0607C05-3 /CLONE=C0607C05 /FEA=mRNA /CNT=22 /TID=Mm.643.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430443_at 1.1 0.3 A A 0.75 0.99 -1.7 NC 0.88 gb:AK008930.1 /DB_XREF=gi:12843415 /GEN=Anxa10 /FEA=mRNA /CNT=5 /TID=Mm.42179.2 /TIER=ConsEnd /STK=2 /UG=Mm.42179 /LL=26359 /UG_TI
MOE430_2_1430541_at 11 3.6 A A 0.3 0.6 -1.7 NC 0.5 gb:AK019407.1 /DB_XREF=gi:12859598 /FEA=mRNA /CNT=19 /TID=Mm.220327.1 /TIER=ConsEnd /STK=1 /UG=Mm.220327 /UG_TITLE=Mus musculus 12 
MOE430_2_1430647_at 6.8 2.2 A A 0.24 0.46 -1.7 NC 0.5 gb:AK014169.1 /DB_XREF=gi:12851858 /FEA=mRNA /CNT=10 /TID=Mm.171530.1 /TIER=ConsEnd /STK=1 /UG=Mm.171530 /LL=75786 /UG_GENE=49304
MOE430_2_1430963_at 1.2 1.8 A A 0.21 0.56 -1.7 NC 0.77 gb:AK008762.1 /DB_XREF=gi:12843156 /FEA=mRNA /CNT=3 /TID=Mm.195555.1 /TIER=ConsEnd /STK=1 /UG=Mm.195555 /LL=70117 /UG_GENE=221002
MOE430_2_1431073_at 18.1 3.7 A A 0.14 0.33 -1.7 NC 0.5 gb:AK015225.1 /DB_XREF=gi:12853480 /FEA=mRNA /CNT=19 /TID=Mm.32215.1 /TIER=ConsEnd /STK=0 /UG=Mm.32215 /LL=74625 /UG_GENE=4930428
MOE430_2_1431374_at 15.1 2.8 A A 0.12 0.5 -1.7 NC 0.5 gb:AW519657 /DB_XREF=gi:7157739 /DB_XREF=up37b12.y1 /CLONE=IMAGE:2699135 /FEA=mRNA /CNT=4 /TID=Mm.102495.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431466_at 11.3 2.3 A A 0.39 0.6 -1.7 NC 0.5 gb:AK016101.1 /DB_XREF=gi:12854709 /FEA=mRNA /CNT=4 /TID=Mm.108451.1 /TIER=ConsEnd /STK=3 /UG=Mm.108451 /LL=75266 /UG_GENE=493055
MOE430_2_1431878_at 9.8 2.1 A A 0.27 0.6 -1.7 NC 0.5 gb:AK002633.1 /DB_XREF=gi:12832761 /FEA=mRNA /CNT=1 /TID=Mm.219673.3 /TIER=ConsEnd /STK=0 /UG=Mm.219673 /LL=67992 /UG_GENE=061001
MOE430_2_1432018_at 4.7 1.2 A A 0.12 0.8 -1.7 NC 0.93 gb:AK010738.1 /DB_XREF=gi:12846396 /FEA=mRNA /CNT=1 /TID=Mm.219774.1 /TIER=ConsEnd /STK=0 /UG=Mm.219774 /LL=73698 /UG_GENE=241008
MOE430_2_1432142_at 4.5 1.1 A A 0.5 0.87 -1.7 NC 0.88 gb:AK016089.1 /DB_XREF=gi:12854693 /FEA=mRNA /CNT=1 /TID=Mm.159491.1 /TIER=ConsEnd /STK=0 /UG=Mm.159491 /LL=75288 /UG_GENE=493055
MOE430_2_1432185_a_ 9.2 2.2 A A 0.5 0.66 -1.7 NC 0.35 gb:AK015385.1 /DB_XREF=gi:12853705 /FEA=mRNA /CNT=1 /TID=Mm.35034.2 /TIER=ConsEnd /STK=0 /UG=Mm.35034 /LL=74673 /UG_GENE=4930451F
MOE430_2_1432196_a_ 4 1.8 A A 0.56 0.6 -1.7 NC 0.21 gb:AK015320.1 /DB_XREF=gi:12853612 /FEA=mRNA /CNT=1 /TID=Mm.159282.2 /TIER=ConsEnd /STK=0 /UG=Mm.159282 /LL=74656 /UG_GENE=493043
MOE430_2_1432471_at 13.5 4.9 A A 0.12 0.53 -1.7 NC 0.64 gb:AK021056.1 /DB_XREF=gi:12861828 /FEA=mRNA /CNT=1 /TID=Mm.171387.1 /TIER=ConsEnd /STK=0 /UG=Mm.171387 /LL=77314 /UG_GENE=C03000
MOE430_2_1432853_at 10.3 3.3 A A 0.24 0.3 -1.7 NC 0.18 gb:AK013713.1 /DB_XREF=gi:12851181 /FEA=mRNA /CNT=2 /TID=Mm.158921.1 /TIER=ConsEnd /STK=0 /UG=Mm.158921 /LL=72987 /UG_GENE=290005
MOE430_2_1432941_at 3.7 0.8 A A 0.43 0.96 -1.7 NC 0.85 gb:AK017519.1 /DB_XREF=gi:12856796 /FEA=mRNA /CNT=1 /TID=Mm.158394.1 /TIER=ConsEnd /STK=0 /UG=Mm.158394 /LL=70516 /UG_GENE=573040
MOE430_2_1432993_at 4.8 2.2 A A 0.75 0.85 -1.7 NC 0.5 gb:AK015066.1 /DB_XREF=gi:12853265 /FEA=mRNA /CNT=1 /TID=Mm.159567.1 /TIER=ConsEnd /STK=0 /UG=Mm.159567 /LL=75774 /UG_GENE=493040
MOE430_2_1433272_at 12.2 1.9 A A 0.43 0.85 -1.7 NC 0.34 gb:AK020789.1 /DB_XREF=gi:12861483 /FEA=mRNA /CNT=1 /TID=Mm.159994.1 /TIER=ConsEnd /STK=0 /UG=Mm.159994 /LL=77788 /UG_GENE=A43011
MOE430_2_1434425_at 0.5 0.1 A A 0.69 0.98 -1.7 NC 0.93 gb:AI597080 /DB_XREF=gi:4606128 /DB_XREF=vj45d11.x1 /CLONE=IMAGE:931989 /FEA=EST /CNT=34 /TID=Mm.1160.1 /TIER=Stack /STK=33 /UG=Mm.
MOE430_2_1434450_s_ 20.6 8.4 P A 0.04 0.43 -1.7 NC 0.97 gb:BG073639 /DB_XREF=gi:12556296 /DB_XREF=H3126D03-3 /CLONE=H3126D03 /FEA=EST /CNT=40 /TID=Mm.41338.1 /TIER=Stack /STK=32 /UG=Mm
MOE430_2_1434747_at 14.9 2.8 A A 0.39 0.56 -1.7 NC 0.5 gb:BI963522 /DB_XREF=gi:16337927 /DB_XREF=id30f09.x1 /CLONE=IMAGE:5664904 /FEA=EST /CNT=85 /TID=Mm.2131.2 /TIER=Stack /STK=25 /UG=M
MOE430_2_1435022_at 3 0.7 A A 0.75 0.88 -1.7 NC 0.5 gb:BB366930 /DB_XREF=gi:16406485 /DB_XREF=BB366930 /CLONE=C130035K18 /FEA=EST /CNT=28 /TID=Mm.19287.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435288_at 9.6 2.9 A A 0.06 0.5 -1.7 NC 0.94 gb:BB740218 /DB_XREF=gi:16143223 /DB_XREF=BB740218 /CLONE=F430203P03 /FEA=EST /CNT=21 /TID=Mm.27317.3 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1436274_at 7.8 0.7 A A 0.43 0.8 -1.7 NC 0.8 gb:BB183577 /DB_XREF=gi:16270256 /DB_XREF=BB183577 /CLONE=A230107L04 /FEA=EST /CNT=11 /TID=Mm.76711.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436476_at 83.6 16.1 A A 0.14 0.36 -1.7 NC 0.98 gb:BB556938 /DB_XREF=gi:16448747 /DB_XREF=BB556938 /CLONE=E330026A03 /FEA=EST /CNT=9 /TID=Mm.35086.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436778_at 7.4 1.9 P A 0.01 0.69 -1.7 NC 0.75 gb:BG091932 /DB_XREF=gi:12574495 /DB_XREF=mac02b11.x1 /CLONE=IMAGE:3998541 /FEA=EST /CNT=151 /TID=Mm.23968.1 /TIER=Stack /STK=55 /
MOE430_2_1436831_at 0.2 0.2 A A 0.95 0.98 -1.7 NC 0.83 gb:AV042259 /DB_XREF=gi:16380400 /DB_XREF=AV042259 /CLONE=1700021K09 /FEA=EST /CNT=49 /TID=Mm.61131.1 /TIER=Stack /STK=46 /UG=Mm
MOE430_2_1437052_s_ 3.7 1 A A 0.5 0.69 -1.7 NC 0.4 gb:BB414515 /DB_XREF=gi:9235870 /DB_XREF=BB414515 /CLONE=C430037P04 /FEA=EST /CNT=28 /TID=Mm.21420.3 /TIER=Stack /STK=28 /UG=Mm.
MOE430_2_1437332_at 5.8 1.3 A A 0.43 0.82 -1.7 NC 0.5 gb:BB312372 /DB_XREF=gi:16402798 /DB_XREF=BB312372 /CLONE=B230334A10 /FEA=EST /CNT=20 /TID=Mm.94141.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1437429_at 69.5 24.6 P A 0.001953 0.08 -1.7 D 0.99 gb:BB193444 /DB_XREF=gi:16270837 /DB_XREF=BB193444 /CLONE=A330077F03 /FEA=EST /CNT=19 /TID=Mm.87329.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437996_s_ 1.2 0.3 A A 0.69 0.91 -1.7 NC 0.88 gb:BB131676 /DB_XREF=gi:8786066 /DB_XREF=BB131676 /CLONE=9630054L22 /FEA=EST /CNT=13 /TID=Mm.57395.1 /TIER=Stack /STK=13 /UG=Mm.5
MOE430_2_1438614_x_ 4.3 0.8 A A 0.56 0.63 -1.7 NC 0.5 gb:BB113429 /DB_XREF=gi:8765997 /DB_XREF=BB113429 /CLONE=9530041B03 /FEA=EST /CNT=10 /TID=Mm.92314.1 /TIER=Stack /STK=10 /UG=Mm.9
MOE430_2_1439042_at 4.5 0.8 A A 0.5 0.82 -1.7 NC 0.57 gb:BB427884 /DB_XREF=gi:16423859 /DB_XREF=BB427884 /CLONE=C630015A01 /FEA=EST /CNT=25 /TID=Mm.44245.2 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439368_a_ 92.5 26.1 P A 0.01 0.09 -1.7 D 0.99 gb:AV002797 /DB_XREF=gi:4779647 /DB_XREF=AV002797 /CLONE=0610020H24 /FEA=EST /CNT=8 /TID=Mm.21587.4 /TIER=Stack /STK=8 /UG=Mm.215
MOE430_2_1439409_x_ 7.2 0.9 A A 0.75 0.97 -1.7 NC 0.85 gb:BB006219 /DB_XREF=gi:8095623 /DB_XREF=BB006219 /CLONE=4732470I10 /FEA=EST /CNT=8 /TID=Mm.30438.2 /TIER=Stack /STK=8 /UG=Mm.304
MOE430_2_1439537_at 31.2 9 P A 0.008057 0.36 -1.7 D 0.99 gb:BG071024 /DB_XREF=gi:12553593 /DB_XREF=H3093H04-3 /CLONE=H3093H04 /FEA=EST /CNT=10 /TID=Mm.34195.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439547_at 17 5.1 P A 0.01 0.3 -1.7 NC 0.98 gb:AV257563 /DB_XREF=gi:16388418 /DB_XREF=AV257563 /CLONE=4921538D17 /FEA=EST /CNT=9 /TID=Mm.60430.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1439682_at 6.9 1.2 A A 0.21 0.52 -1.7 NC 0.49 gb:BB117670 /DB_XREF=gi:16261898 /DB_XREF=BB117670 /CLONE=9530062J16 /FEA=EST /CNT=7 /TID=Mm.215384.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439792_at 10.9 0.8 A A 0.39 0.99 -1.7 NC 0.83 gb:BE985527 /DB_XREF=gi:10658928 /DB_XREF=UI-M-CG0p-ben-f-02-0-UI.s1 /CLONE=UI-M-CG0p-ben-f-02-0-UI /FEA=EST /CNT=13 /TID=Mm.2442
MOE430_2_1440005_at 4.8 0.6 A A 0.39 0.79 -1.7 NC 0.5 gb:BB667396 /DB_XREF=gi:16398845 /DB_XREF=BB667396 /CLONE=C730009D12 /FEA=EST /CNT=7 /TID=Mm.209325.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440071_at 7.6 1.3 A A 0.27 0.56 -1.7 NC 0.41 gb:BB367260 /DB_XREF=gi:16406517 /DB_XREF=BB367260 /CLONE=C130037C20 /FEA=EST /CNT=6 /TID=Mm.126954.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440220_at 8.6 4.2 A A 0.43 0.53 -1.7 NC 0.51 gb:AV304145 /DB_XREF=gi:15405934 /DB_XREF=AV304145 /CLONE=5730519C19 /FEA=EST /CNT=11 /TID=Mm.33297.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440288_at 10.8 1.1 A A 0.36 0.53 -1.7 NC 0.5 gb:BE947744 /DB_XREF=gi:10525503 /DB_XREF=UI-M-BH3-axd-h-11-0-UI.s1 /CLONE=UI-M-BH3-axd-h-11-0-UI /FEA=EST /CNT=8 /TID=Mm.148752.
MOE430_2_1440601_at 4.5 2.1 A A 0.53 0.93 -1.7 NC 0.59 gb:BB279369 /DB_XREF=gi:16401158 /DB_XREF=BB279369 /CLONE=A930017F07 /FEA=EST /CNT=5 /TID=Mm.130060.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440656_at 6.5 1.7 A A 0.46 0.77 -1.7 NC 0.5 gb:BB458541 /DB_XREF=gi:16426284 /DB_XREF=BB458541 /CLONE=D130057K23 /FEA=EST /CNT=5 /TID=Mm.132305.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440661_at 4.9 0.8 A A 0.5 0.95 -1.7 NC 0.97 gb:BB668054 /DB_XREF=gi:16399503 /DB_XREF=BB668054 /CLONE=C920008P08 /FEA=EST /CNT=5 /TID=Mm.131203.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441134_at 6.2 1.3 A A 0.14 0.82 -1.7 NC 0.89 gb:BG063009 /DB_XREF=gi:12545660 /DB_XREF=H3003A08-3 /CLONE=H3003A08 /FEA=EST /CNT=6 /TID=Mm.128513.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441234_at 5.3 2.3 A A 0.43 0.85 -1.7 NC 0.58 gb:BE985476 /DB_XREF=gi:10658824 /DB_XREF=UI-M-CG0p-ben-a-04-0-UI.s1 /CLONE=UI-M-CG0p-ben-a-04-0-UI /FEA=EST /CNT=5 /TID=Mm.1516
MOE430_2_1441242_at 13.4 2.9 A A 0.12 0.53 -1.7 NC 0.88 gb:BB229546 /DB_XREF=gi:16354309 /DB_XREF=BB229546 /CLONE=A630022A19 /FEA=EST /CNT=5 /TID=Mm.133119.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441276_at 1.4 0.5 A A 0.72 0.91 -1.7 NC 0.84 gb:AV174021 /DB_XREF=gi:15404697 /DB_XREF=AV174021 /CLONE=5730407O19 /FEA=EST /CNT=5 /TID=Mm.119146.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441326_at 2.8 1 A A 0.63 0.85 -1.7 NC 0.42 gb:AV381752 /DB_XREF=gi:15412354 /DB_XREF=AV381752 /CLONE=9230118I10 /FEA=EST /CNT=7 /TID=Mm.131763.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441685_at 17.9 6 P A 0.02 0.21 -1.7 NC 0.75 gb:AV340971 /DB_XREF=gi:16396903 /DB_XREF=AV340971 /CLONE=6430518F11 /FEA=EST /CNT=4 /TID=Mm.101801.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441687_at 11.4 3.4 A A 0.24 0.5 -1.7 NC 0.28 gb:AW047257 /DB_XREF=gi:5907786 /DB_XREF=UI-M-BH1-amh-a-05-0-UI.s1 /CLONE=UI-M-BH1-amh-a-05-0-UI /FEA=EST /CNT=4 /TID=Mm.103301.
MOE430_2_1441727_s_ 40.9 11.7 P A 0.000732 0.14 -1.7 D 0.99 gb:BE628275 /DB_XREF=gi:9908538 /DB_XREF=uu28f01.x1 /CLONE=IMAGE:3373273 /FEA=EST /CNT=4 /TID=Mm.200881.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1442023_at 4 1.2 P A 0.02 0.6 -1.7 NC 0.63 gb:BB220605 /DB_XREF=gi:16353518 /DB_XREF=BB220605 /CLONE=A530060O18 /FEA=EST /CNT=12 /TID=Mm.131241.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442143_at 4.7 1.5 A A 0.65 0.69 -1.7 NC 0.29 gb:AI463477 /DB_XREF=gi:4317507 /DB_XREF=vw62c02.x1 /CLONE=IMAGE:1248386 /FEA=EST /CNT=10 /TID=Mm.29035.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442292_at 4.1 1 A A 0.36 0.75 -1.7 NC 0.64 gb:BB474042 /DB_XREF=gi:16439808 /DB_XREF=BB474042 /CLONE=D330004H03 /FEA=EST /CNT=5 /TID=Mm.169086.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442456_at 1.7 0.1 A A 0.53 0.56 -1.7 NC 0.25 gb:BG066112 /DB_XREF=gi:12548675 /DB_XREF=H3039A09-3 /CLONE=H3039A09 /FEA=EST /CNT=4 /TID=Mm.172679.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442479_at 8.1 1.9 A A 0.33 0.46 -1.7 NC 0.45 gb:BB306884 /DB_XREF=gi:15411336 /DB_XREF=BB306884 /CLONE=B230209P08 /FEA=EST /CNT=4 /TID=Mm.186286.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442604_at 14.7 1.5 A A 0.08 0.66 -1.7 NC 0.89 gb:BB479244 /DB_XREF=gi:16440534 /DB_XREF=BB479244 /CLONE=D330037G17 /FEA=EST /CNT=4 /TID=Mm.153264.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442674_at 13 3.8 A A 0.36 0.43 -1.7 NC 0.39 gb:BF661023 /DB_XREF=gi:11926157 /DB_XREF=maa71g08.x1 /CLONE=IMAGE:3822518 /FEA=EST /CNT=4 /TID=Mm.157536.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1442895_at 8.1 2.6 A A 0.08 0.36 -1.7 NC 0.66 gb:BG069795 /DB_XREF=gi:12552364 /DB_XREF=H3080C01-3 /CLONE=H3080C01 /FEA=EST /CNT=4 /TID=Mm.11425.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442904_at 9.2 2.9 A A 0.5 0.53 -1.7 NC 0.72 gb:BF466066 /DB_XREF=gi:11535249 /DB_XREF=UI-M-CG0p-bqt-b-08-0-UI.s1 /CLONE=UI-M-CG0p-bqt-b-08-0-UI /FEA=EST /CNT=4 /TID=Mm.10156
MOE430_2_1442971_at 4.2 1 A A 0.53 0.56 -1.7 NC 0.12 gb:BG069765 /DB_XREF=gi:12552334 /DB_XREF=H3079H05-3 /CLONE=H3079H05 /FEA=EST /CNT=3 /TID=Mm.11643.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443174_at 5.4 1.5 A A 0.36 0.88 -1.7 NC 0.53 gb:BB256637 /DB_XREF=gi:16399648 /DB_XREF=BB256637 /CLONE=A730074K21 /FEA=EST /CNT=3 /TID=Mm.208375.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443206_at 6.4 3.8 A A 0.24 0.24 -1.7 NC 0.7 gb:BG076102 /DB_XREF=gi:12558671 /DB_XREF=H3155F11-3 /CLONE=H3155F11 /FEA=EST /CNT=3 /TID=Mm.182861.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443324_at 7.4 1.6 P A 0.02 0.5 -1.7 NC 0.83 gb:BI454325 /DB_XREF=gi:15244981 /DB_XREF=603171559F1 /CLONE=IMAGE:5250830 /FEA=EST /CNT=3 /TID=Mm.213812.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1443356_at 2.9 1.9 A A 0.43 0.72 -1.7 NC 0.53 gb:BB377085 /DB_XREF=gi:16407581 /DB_XREF=BB377085 /CLONE=C130088A06 /FEA=EST /CNT=3 /TID=Mm.132241.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443666_at 3.1 1.3 A A 0.66 0.75 -1.7 NC 0.5 gb:BB833034 /DB_XREF=gi:17011277 /DB_XREF=BB833034 /CLONE=G930024M06 /FEA=EST /CNT=3 /TID=Mm.213400.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443690_at 6.8 1.6 A A 0.53 0.8 -1.7 NC 0.95 gb:BE991612 /DB_XREF=gi:10671538 /DB_XREF=UI-M-BZ1-bdx-c-03-0-UI.s1 /CLONE=UI-M-BZ1-bdx-c-03-0-UI /FEA=EST /CNT=3 /TID=Mm.101190.1
MOE430_2_1443839_at 4.1 0.5 A A 0.72 0.8 -1.7 NC 0.41 gb:AV209320 /DB_XREF=gi:6150118 /DB_XREF=AV209320 /CLONE=1700113M05 /FEA=EST /CNT=3 /TID=Mm.79012.1 /TIER=ConsEnd /STK=3 /UG=Mm



MOE430_2_1443893_at 6.2 2 A A 0.21 0.6 -1.7 NC 0.51 gb:BB119158 /DB_XREF=gi:16261941 /DB_XREF=BB119158 /CLONE=9530069D11 /FEA=EST /CNT=9 /TID=Mm.118764.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444063_at 5.7 1.2 A A 0.6 0.92 -1.7 NC 0.81 gb:AI606144 /DB_XREF=gi:4615311 /DB_XREF=vo10h11.x1 /CLONE=IMAGE:1049541 /FEA=EST /CNT=8 /TID=Mm.188613.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444111_at 5 1.3 A A 0.78 0.96 -1.7 NC 0.5 gb:AU067830 /DB_XREF=gi:4968567 /DB_XREF=AU067830 /CLONE=MNCb-2537 /FEA=EST /CNT=6 /TID=Mm.26679.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444517_at 8.3 1.3 A A 0.11 0.87 -1.7 NC 0.96 gb:AI551889 /DB_XREF=gi:4484252 /DB_XREF=vo97c06.x1 /CLONE=IMAGE:1067050 /FEA=EST /CNT=4 /TID=Mm.34980.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444654_at 13.3 3.8 A A 0.24 0.69 -1.7 NC 0.92 gb:BG068016 /DB_XREF=gi:12550585 /DB_XREF=H3060G12-3 /CLONE=H3060G12 /FEA=EST /CNT=4 /TID=Mm.173117.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444805_at 5.7 1.9 A A 0.3 0.6 -1.7 NC 0.78 gb:BG076234 /DB_XREF=gi:12558803 /DB_XREF=H3157C03-3 /CLONE=H3157C03 /FEA=EST /CNT=3 /TID=Mm.182876.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444850_at 8.2 1.9 A A 0.33 0.63 -1.7 NC 0.5 gb:BG066735 /DB_XREF=gi:12549304 /DB_XREF=H3046D01-3 /CLONE=H3046D01 /FEA=EST /CNT=3 /TID=Mm.173153.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444920_at 1.3 0.4 A A 0.62 0.97 -1.7 NC 0.71 gb:BG069269 /DB_XREF=gi:12551838 /DB_XREF=H3074E10-3 /CLONE=H3074E10 /FEA=EST /CNT=3 /TID=Mm.173387.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445049_at 8.2 3.3 A A 0.17 0.53 -1.7 NC 0.58 gb:BG066900 /DB_XREF=gi:12549469 /DB_XREF=H3048C12-3 /CLONE=H3048C12 /FEA=EST /CNT=3 /TID=Mm.172868.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445639_at 0.5 1.1 A A 0.72 0.8 -1.7 NC 0.31 gb:BB751940 /DB_XREF=gi:16200414 /DB_XREF=BB751940 /CLONE=G270007N16 /FEA=EST /CNT=3 /TID=Mm.67773.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445769_at 5.5 1.1 A A 0.43 0.56 -1.7 NC 0.25 gb:BG066750 /DB_XREF=gi:12549319 /DB_XREF=H3046E04-3 /CLONE=H3046E04 /FEA=EST /CNT=3 /TID=Mm.172825.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445952_at 13.2 3.2 A A 0.06 0.66 -1.7 NC 0.94 gb:BG076125 /DB_XREF=gi:12558694 /DB_XREF=H3155H11-3 /CLONE=H3155H11 /FEA=EST /CNT=2 /TID=Mm.182864.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446211_at 6.7 1.4 A A 0.12 0.39 -1.7 NC 0.55 gb:AW556352 /DB_XREF=gi:7201781 /DB_XREF=L0267B04-3 /CLONE=L0267B04 /FEA=EST /CNT=2 /TID=Mm.182809.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446505_at 5.1 0.6 A A 0.36 0.43 -1.7 NC 0.5 gb:BB213942 /DB_XREF=gi:16352922 /DB_XREF=BB213942 /CLONE=A530016A13 /FEA=EST /CNT=2 /TID=Mm.208007.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446528_at 5.3 2.9 A A 0.36 0.82 -1.7 NC 0.54 gb:BB206673 /DB_XREF=gi:16352164 /DB_XREF=BB206673 /CLONE=A430077G12 /FEA=EST /CNT=2 /TID=Mm.149075.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446574_at 10.9 4 A A 0.36 0.33 -1.7 NC 0.18 gb:BB481178 /DB_XREF=gi:16440776 /DB_XREF=BB481178 /CLONE=D430002F24 /FEA=EST /CNT=2 /TID=Mm.134874.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446787_at 8 2.1 A A 0.46 0.72 -1.7 NC 0.2 gb:BI076597 /DB_XREF=gi:14515254 /DB_XREF=L0007C01-3 /CLONE=L0007C01 /FEA=EST /CNT=2 /TID=Mm.197236.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446839_at 7.7 2.4 A A 0.72 0.72 -1.7 NC 0.53 gb:BM120498 /DB_XREF=gi:17088524 /DB_XREF=L0940E08-3 /CLONE=L0940E08 /FEA=EST /CNT=2 /TID=Mm.216863.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446889_at 4.6 1.4 A A 0.3 0.6 -1.7 NC 0.95 gb:C77308 /DB_XREF=gi:2517638 /DB_XREF=C77308 /CLONE=J0028H04 /FEA=EST /CNT=2 /TID=Mm.154728.1 /TIER=ConsEnd /STK=2 /UG=Mm.15472
MOE430_2_1447134_at 3.5 1.5 A A 0.27 0.43 -1.7 NC 0.5 gb:AW491472 /DB_XREF=gi:7061753 /DB_XREF=UI-M-BH3-asa-g-01-0-UI.s1 /CLONE=UI-M-BH3-asa-g-01-0-UI /FEA=EST /CNT=2 /TID=Mm.101949.1
MOE430_2_1447309_at 3.9 1.1 A A 0.33 0.53 -1.7 NC 0.5 gb:BB614421 /DB_XREF=gi:16454856 /DB_XREF=BB614421 /CLONE=4930539H17 /FEA=EST /CNT=2 /TID=Mm.212754.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447380_at 6.3 2 A A 0.12 0.43 -1.7 NC 0.65 gb:BB797326 /DB_XREF=gi:16966945 /DB_XREF=BB797326 /CLONE=G630005C23 /FEA=EST /CNT=2 /TID=Mm.214299.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447529_at 7.9 1.2 A A 0.39 0.85 -1.7 NC 0.9 gb:BG066242 /DB_XREF=gi:12548811 /DB_XREF=H3040F04-3 /CLONE=H3040F04 /FEA=EST /CNT=2 /TID=Mm.172712.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447553_x_ 6.5 2.1 A A 0.11 0.69 -1.7 NC 0.83 gb:BB312654 /DB_XREF=gi:9013359 /DB_XREF=BB312654 /CLONE=B230337E02 /FEA=EST /CNT=2 /TID=Mm.80338.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447950_at 9 4 A A 0.24 0.56 -1.7 NC 0.77 gb:BG228442 /DB_XREF=gi:12715946 /DB_XREF=ux43d01.x1 /CLONE=IMAGE:3512881 /FEA=EST /CNT=10 /TID=Mm.130965.2 /TIER=ConsEnd /STK=1 /
MOE430_2_1448073_at 6.8 2.6 A A 0.19 0.3 -1.7 NC 0.5 gb:AA175830 /DB_XREF=gi:1756960 /DB_XREF=ms98h05.r1 /CLONE=IMAGE:619641 /FEA=EST /CNT=4 /TID=Mm.215493.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1449104_at 6.3 3 A A 0.53 0.87 -1.7 NC 0.51 gb:NM_023478.1 /DB_XREF=gi:12963692 /GEN=Upk3 /FEA=FLmRNA /CNT=26 /TID=Mm.46214.1 /TIER=FL+Stack /STK=23 /UG=Mm.46214 /LL=22270 /D
MOE430_2_1449671_at 8.4 0.9 A A 0.19 0.29 -1.7 NC 0.46 gb:AW546472 /DB_XREF=gi:7191881 /DB_XREF=L0008F12-3 /CLONE=L0008F12 /FEA=EST /CNT=1 /TID=Mm.201472.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449715_at 1 0.7 A A 0.72 0.87 -1.7 NC 0.62 gb:C79309 /DB_XREF=gi:2519639 /DB_XREF=C79309 /CLONE=J0064C11 /FEA=EST /CNT=1 /TID=Mm.88235.1 /TIER=ConsEnd /STK=0 /UG=Mm.88235 /
MOE430_2_1449922_at 2.9 1 A A 0.43 0.45 -1.7 NC 0.09 gb:NM_025751.1 /DB_XREF=gi:13385217 /GEN=4933425L06Rik /FEA=FLmRNA /CNT=8 /TID=Mm.109093.1 /TIER=FL /STK=4 /UG=Mm.109093 /LL=66763
MOE430_2_1449975_a_ 25 5.3 A A 0.06 0.43 -1.7 NC 0.99 gb:AF250293.1 /DB_XREF=gi:10179808 /FEA=FLmRNA /CNT=6 /TID=Mm.42046.1 /TIER=FL /STK=3 /UG=Mm.42046 /LL=50873 /UG_GENE=Park2 /DEF=M
MOE430_2_1449986_at 4.6 1 A A 0.36 0.6 -1.7 NC 0.71 gb:NM_054100.1 /DB_XREF=gi:16905136 /GEN=2310034C09Rik /FEA=FLmRNA /CNT=4 /TID=Mm.160339.1 /TIER=FL /STK=3 /UG=Mm.160339 /LL=11717
MOE430_2_1450218_at 3.2 0.5 A A 0.42 0.72 -1.7 NC 0.5 gb:BG867337 /DB_XREF=gi:14217877 /DB_XREF=602788690F1 /CLONE=IMAGE:4919782 /FEA=FLmRNA /CNT=8 /TID=Mm.143745.1 /TIER=ConsEnd /ST
MOE430_2_1450461_at 9.2 4.1 A A 0.66 0.72 -1.7 NC 0.5 gb:NM_009331.1 /DB_XREF=gi:6678244 /GEN=Tcf7 /FEA=FLmRNA /CNT=17 /TID=Mm.200358.1 /TIER=FL /STK=1 /UG=Mm.200358 /LL=21414 /DEF=Mus
MOE430_2_1450585_at 7.7 1.5 A A 0.5 0.9 -1.7 NC 0.51 gb:NM_020503.1 /DB_XREF=gi:10048429 /GEN=T2r19 /FEA=FLmRNA /CNT=1 /TID=Mm.103803.1 /TIER=FL /STK=1 /UG=Mm.103803 /LL=57254 /DEF=M
MOE430_2_1450615_at 3.6 0.7 A A 0.5 0.75 -1.7 NC 0.24 gb:NM_017389.1 /DB_XREF=gi:8393285 /GEN=Ear4 /FEA=FLmRNA /CNT=1 /TID=Mm.57024.1 /TIER=FL /STK=1 /UG=Mm.57024 /LL=53877 /DEF=Mus mu
MOE430_2_1450774_at 13.6 3.6 A A 0.25 0.46 -1.7 NC 0.46 gb:NM_033478.1 /DB_XREF=gi:15638949 /GEN=Ly6g6d /FEA=FLmRNA /CNT=18 /TID=Mm.99863.1 /TIER=FL+Stack /STK=10 /UG=Mm.99863 /LL=114654
MOE430_2_1451006_at 72 24.4 P P 0.000732 0.04 -1.7 D 0.99 gb:AV286265 /DB_XREF=gi:16392000 /DB_XREF=AV286265 /CLONE=5031420O09 /FEA=FLmRNA /CNT=136 /TID=Mm.11223.1 /TIER=Stack /STK=17 /U
MOE430_2_1451032_at 8.1 2.5 P A 0.00415 0.66 -1.7 NC 0.94 gb:AV283456 /DB_XREF=gi:16391756 /DB_XREF=AV283456 /CLONE=4933434P21 /FEA=FLmRNA /CNT=72 /TID=Mm.46163.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1451156_s_ 6.5 2.2 A A 0.39 0.72 -1.7 NC 0.33 gb:BB628702 /DB_XREF=gi:16466067 /DB_XREF=BB628702 /CLONE=9630026O22 /FEA=FLmRNA /CNT=145 /TID=Mm.4141.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1451260_at 6.3 2 A A 0.33 0.5 -1.7 NC 0.5 gb:BC020001.1 /DB_XREF=gi:18043460 /FEA=FLmRNA /CNT=105 /TID=Mm.24457.1 /TIER=FL+Stack /STK=49 /UG=Mm.24457 /LL=72535 /UG_GENE=Ald
MOE430_2_1451372_a_ 12.4 6 A A 0.19 0.56 -1.7 NC 0.54 gb:U31510.1 /DB_XREF=gi:1209033 /FEA=FLmRNA /CNT=46 /TID=Mm.31099.2 /TIER=FL+Stack /STK=29 /UG=Mm.31099 /LL=11870 /UG_GENE=Art1 /D
MOE430_2_1451534_at 19.7 4.2 A A 0.36 0.53 -1.7 NC 0.7 gb:BC016093.1 /DB_XREF=gi:16359259 /FEA=FLmRNA /CNT=16 /TID=Mm.40871.1 /TIER=FL+Stack /STK=11 /UG=Mm.40871 /DEF=Mus musculus, Simila
MOE430_2_1451935_a_ 13.3 4.6 A A 0.5 0.66 -1.7 NC 0.5 gb:AF099020.1 /DB_XREF=gi:4539686 /GEN=Hai2 /FEA=FLmRNA /CNT=1 /TID=Mm.26835.3 /TIER=FL /STK=1 /UG=Mm.26835 /LL=20733 /DEF=Mus mus
MOE430_2_1452544_x_ 21 8.6 A A 0.14 0.66 -1.7 NC 0.99 gb:J00406.1 /DB_XREF=gi:199673 /FEA=mRNA /CNT=1 /TID=Mm.33263.10 /TIER=ConsEnd /STK=0 /UG=Mm.33263 /LL=14964 /UG_GENE=H2-D1 /UG_T
MOE430_2_1452565_x_ 2.8 0.7 A A 0.42 0.85 -1.7 NC 0.79 gb:M11024.1 /DB_XREF=gi:193080 /FEA=mRNA /CNT=1 /TID=Mm.1232.4 /TIER=ConsEnd /STK=0 /UG=Mm.1232 /UG_TITLE=Mus musculus, clone MGC:80
MOE430_2_1453258_at 21.2 6.7 A A 0.27 0.53 -1.7 NC 0.84 gb:BE628805 /DB_XREF=gi:9911493 /DB_XREF=uu08c08.x1 /CLONE=IMAGE:3371342 /FEA=mRNA /CNT=50 /TID=Mm.28921.4 /TIER=Stack /STK=9 /UG=
MOE430_2_1453655_at 6.6 1.9 A A 0.5 0.72 -1.7 NC 0.58 gb:BB013287 /DB_XREF=gi:8136438 /DB_XREF=BB013287 /CLONE=4930465D24 /FEA=mRNA /CNT=6 /TID=Mm.158144.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453707_at 2.7 0.2 A A 0.6 0.9 -1.7 NC 0.65 gb:AK015599.1 /DB_XREF=gi:12853998 /FEA=mRNA /CNT=3 /TID=Mm.159388.1 /TIER=ConsEnd /STK=1 /UG=Mm.159388 /LL=74988 /UG_GENE=493048
MOE430_2_1453835_at 6.4 1.7 A A 0.43 0.56 -1.7 NC 0.4 gb:AK015707.1 /DB_XREF=gi:12854144 /FEA=mRNA /CNT=5 /TID=Mm.72619.1 /TIER=ConsEnd /STK=0 /UG=Mm.72619 /LL=67641 /UG_GENE=4930505M
MOE430_2_1455452_x_ 8.6 2.1 A A 0.24 0.66 -1.7 NC 0.55 gb:AW552116 /DB_XREF=gi:7197539 /DB_XREF=L0208E07-3 /CLONE=L0208E07 /FEA=EST /CNT=17 /TID=Mm.22056.1 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1455923_at 7.4 3 A A 0.09 0.69 -1.7 NC 0.72 gb:BB352927 /DB_XREF=gi:16405500 /DB_XREF=BB352927 /CLONE=B930091L09 /FEA=EST /CNT=72 /TID=Mm.92272.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_1456137_at 8.8 1.7 M A 0.05 0.45 -1.7 NC 0.74 gb:BB132137 /DB_XREF=gi:15408413 /DB_XREF=BB132137 /CLONE=9630059H04 /FEA=EST /CNT=16 /TID=Mm.40176.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1456284_at 17.1 2.9 A A 0.36 0.6 -1.7 NC 0.5 gb:BB701775 /DB_XREF=gi:16050599 /DB_XREF=BB701775 /CLONE=7420433A22 /FEA=EST /CNT=14 /TID=Mm.28264.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1456493_at 8 2 A A 0.23 0.53 -1.7 NC 0.5 gb:BG072319 /DB_XREF=gi:12554888 /DB_XREF=H3109B12-3 /CLONE=H3109B12 /FEA=EST /CNT=19 /TID=Mm.220944.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456608_at 5.7 1.2 A A 0.5 0.75 -1.7 NC 0.5 gb:AW493737 /DB_XREF=gi:7064018 /DB_XREF=UI-M-BH3-auo-f-04-0-UI.s1 /CLONE=UI-M-BH3-auo-f-04-0-UI /FEA=EST /CNT=38 /TID=Mm.28413.2 
MOE430_2_1456784_at 9.5 1.1 A A 0.27 0.86 -1.7 NC 0.7 gb:BB011034 /DB_XREF=gi:16257219 /DB_XREF=BB011034 /CLONE=4732499D09 /FEA=EST /CNT=9 /TID=Mm.35005.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456801_at 0.6 0.4 A A 0.82 0.88 -1.7 NC 0.95 gb:BB032943 /DB_XREF=gi:16258230 /DB_XREF=BB032943 /CLONE=5830474D06 /FEA=EST /CNT=9 /TID=Mm.71922.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456965_at 21.7 3.6 A A 0.21 0.5 -1.7 NC 0.5 gb:BE949887 /DB_XREF=gi:10588553 /DB_XREF=UI-M-CD0-ayp-g-01-0-UI.s1 /CLONE=UI-M-CD0-ayp-g-01-0-UI /FEA=EST /CNT=7 /TID=Mm.39772.1 
MOE430_2_1457353_at 2.7 0.8 A A 0.45 0.69 -1.7 NC 0.46 gb:BB558081 /DB_XREF=gi:9644447 /DB_XREF=BB558081 /CLONE=E330032C19 /FEA=EST /CNT=6 /TID=Mm.137743.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457427_at 9 2.4 A A 0.19 0.66 -1.7 NC 0.97 gb:AI849122 /DB_XREF=gi:5493028 /DB_XREF=UI-M-AJ1-agy-a-06-0-UI.s1 /CLONE=UI-M-AJ1-agy-a-06-0-UI /FEA=EST /CNT=5 /TID=Mm.138798.1 /
MOE430_2_1457435_x_ 10.5 3.2 M A 0.06 0.66 -1.7 NC 0.94 gb:AV241307 /DB_XREF=gi:6193808 /DB_XREF=AV241307 /CLONE=4732447H18 /FEA=EST /CNT=5 /TID=Mm.49669.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457446_at 10.3 2.5 A A 0.19 0.46 -1.7 NC 0.39 gb:BB383296 /DB_XREF=gi:16408153 /DB_XREF=BB383296 /CLONE=C230027C17 /FEA=EST /CNT=6 /TID=Mm.102017.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457850_at 0.8 0.2 A A 0.87 0.99 -1.7 NC 0.99 gb:BG067824 /DB_XREF=gi:12550393 /DB_XREF=H3058E12-3 /CLONE=H3058E12 /FEA=EST /CNT=4 /TID=Mm.9773.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457870_at 5.5 2.1 A A 0.56 0.46 -1.7 NC 0.5 gb:BM244399 /DB_XREF=gi:17879669 /DB_XREF=K0710G11-3 /CLONE=K0710G11 /FEA=EST /CNT=4 /TID=Mm.138183.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457934_at 14.7 5.3 A A 0.09 0.36 -1.7 NC 0.42 gb:BM243776 /DB_XREF=gi:17879046 /DB_XREF=K0701F09-3 /CLONE=K0701F09 /FEA=EST /CNT=4 /TID=Mm.191687.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457994_at 6.9 2.7 A A 0.11 0.43 -1.7 NC 0.95 gb:AV274143 /DB_XREF=gi:16390468 /DB_XREF=AV274143 /CLONE=4932416O05 /FEA=EST /CNT=5 /TID=Mm.72938.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458052_at 4.5 1.2 A A 0.43 0.78 -1.7 NC 0.9 gb:BI076708 /DB_XREF=gi:14515365 /DB_XREF=L0218A06-3 /CLONE=L0218A06 /FEA=EST /CNT=3 /TID=Mm.117697.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458387_at 7.7 3.5 A A 0.32 0.43 -1.7 NC 0.81 gb:AV328592 /DB_XREF=gi:16395910 /DB_XREF=AV328592 /CLONE=6330442L20 /FEA=EST /CNT=8 /TID=Mm.91791.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458489_at 10.1 3.2 A A 0.36 0.66 -1.7 NC 0.54 gb:BM938362 /DB_XREF=gi:19397514 /DB_XREF=UI-M-CG0p-bfx-a-04-0-UI.r1 /CLONE=UI-M-CG0p-bfx-a-04-0-UI /FEA=EST /CNT=5 /TID=Mm.15139
MOE430_2_1458758_at 12.7 6.4 A A 0.24 0.66 -1.7 NC 0.76 gb:BG065982 /DB_XREF=gi:12548545 /DB_XREF=H3037E11-3 /CLONE=H3037E11 /FEA=EST /CNT=3 /TID=Mm.172649.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458913_at 1.4 0.7 A A 0.78 0.75 -1.7 NC 0.68 gb:AV245490 /DB_XREF=gi:16387005 /DB_XREF=AV245490 /CLONE=4831440E17 /FEA=EST /CNT=3 /TID=Mm.156689.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458955_at 4.6 1.4 A A 0.36 0.56 -1.7 NC 0.5 gb:BG069695 /DB_XREF=gi:12552264 /DB_XREF=H3079B04-3 /CLONE=H3079B04 /FEA=EST /CNT=3 /TID=Mm.173439.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459025_at 5.1 1.8 A A 0.36 0.53 -1.7 NC 0.66 gb:BF319593 /DB_XREF=gi:11268358 /DB_XREF=uy61c05.x1 /CLONE=IMAGE:3664040 /FEA=EST /CNT=3 /TID=Mm.50225.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1459110_at 16.8 5.3 A A 0.11 0.39 -1.7 NC 0.5 gb:BB344956 /DB_XREF=gi:16404913 /DB_XREF=BB344956 /CLONE=B930054B17 /FEA=EST /CNT=3 /TID=Mm.125906.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459122_at 0.3 0.1 A A 0.95 0.98 -1.7 NC 0.79 gb:BB393939 /DB_XREF=gi:16409199 /DB_XREF=BB393939 /CLONE=C230086A09 /FEA=EST /CNT=3 /TID=Mm.127822.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459156_at 2.3 1.2 A A 0.77 0.6 -1.7 NC 0.29 gb:BG066497 /DB_XREF=gi:12549066 /DB_XREF=H3043F07-3 /CLONE=H3043F07 /FEA=EST /CNT=2 /TID=Mm.172767.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459333_at 8.3 3.6 P A 0.01 0.56 -1.7 NC 0.91 gb:BG072401 /DB_XREF=gi:12554970 /DB_XREF=H3110B03-3 /CLONE=H3110B03 /FEA=EST /CNT=2 /TID=Mm.17671.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459427_at 2.6 1.9 A A 0.53 0.62 -1.7 NC 0.91 gb:BB126973 /DB_XREF=gi:15408242 /DB_XREF=BB126973 /CLONE=9630018I06 /FEA=EST /CNT=2 /TID=Mm.204724.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459551_at 10.6 3 P A 0.00293 0.8 -1.7 NC 0.97 gb:BB247338 /DB_XREF=gi:16355548 /DB_XREF=BB247338 /CLONE=A730018K07 /FEA=EST /CNT=2 /TID=Mm.208273.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459598_at 5.5 2 A A 0.75 0.95 -1.7 NC 0.9 gb:BB761531 /DB_XREF=gi:16195971 /DB_XREF=BB761531 /CLONE=G270144D04 /FEA=EST /CNT=2 /TID=Mm.169781.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459870_x_ 19.3 6 A A 0.19 0.39 -1.7 NC 0.5 gb:BB243653 /DB_XREF=gi:8936399 /DB_XREF=BB243653 /CLONE=A630097D08 /FEA=EST /CNT=2 /TID=Mm.130732.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459942_at 20.9 5.3 P A 0.02 0.36 -1.7 NC 0.99 gb:BB498693 /DB_XREF=gi:16442109 /DB_XREF=BB498693 /CLONE=D630016A21 /FEA=EST /CNT=2 /TID=Mm.169546.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460090_at 8.4 2.6 A A 0.17 0.63 -1.7 NC 0.5 gb:BE987442 /DB_XREF=gi:10662801 /DB_XREF=UI-M-CG0p-bgy-a-10-0-UI.s1 /CLONE=UI-M-CG0p-bgy-a-10-0-UI /FEA=EST /CNT=4 /TID=Mm.15183
MOE430_2_1460309_at 3.9 0.8 A A 0.43 0.75 -1.7 NC 0.96 gb:NM_009317.1 /DB_XREF=gi:6678216 /GEN=Tal2 /FEA=FLmRNA /CNT=5 /TID=Mm.56955.1 /TIER=FL /STK=1 /UG=Mm.56955 /LL=21350 /DEF=Mus mu
MOE430_2_1460374_at 3.7 1.4 A A 0.53 0.82 -1.7 NC 0.5 gb:U38806.1 /DB_XREF=gi:4151120 /FEA=FLmRNA /CNT=15 /TID=Mm.4669.1 /TIER=FL /STK=3 /UG=Mm.4669 /LL=11495 /UG_GENE=Adam2 /DEF=Mus 
MOE430_2_1460477_at 6 1.3 A A 0.56 0.82 -1.7 NC 0.86 gb:AK005816.1 /DB_XREF=gi:12838584 /FEA=mRNA /CNT=6 /TID=Mm.156906.1 /TIER=ConsEnd /STK=3 /UG=Mm.156906 /LL=70363 /UG_GENE=170001
MOE430_2_AFFX-ThrX 4.4 0.9 A A 0.41 0.74 -1.7 NC 0.68 Bacillus subtilis /REF=X04603 /DEF=B subtilis thrC, thrB genes corresponding to nucleotides 248-2229 of X04603 /LEN=2073 (-5, -M, -3 represent transc
MOE430_2_1416992_at 19.6 7.1 A A 0.63 0.75 -1.8 NC 0.82 gb:NM_008595.1 /DB_XREF=gi:6678871 /GEN=Mfng /FEA=FLmRNA /CNT=94 /TID=Mm.517.1 /TIER=FL+Stack /STK=61 /UG=Mm.517 /LL=17305 /DEF=Mu
MOE430_2_1417507_at 5.9 1.4 A A 0.27 0.72 -1.8 NC 0.74 gb:BC006732.1 /DB_XREF=gi:13879502 /FEA=FLmRNA /CNT=106 /TID=Mm.154456.1 /TIER=FL+Stack /STK=43 /UG=Mm.154456 /LL=13056 /UG_GENE=C
MOE430_2_1417642_at 7.7 2.2 A A 0.08 0.78 -1.8 NC 0.92 gb:NM_053080.1 /DB_XREF=gi:16716360 /GEN=Aldh1a3 /FEA=FLmRNA /CNT=70 /TID=Mm.140988.1 /TIER=FL /STK=2 /UG=Mm.140988 /LL=56847 /DEF
MOE430_2_1417942_at 7.2 2.4 A A 0.39 0.66 -1.8 NC 0.5 gb:NM_133743.1 /DB_XREF=gi:19526945 /GEN=C4.4a-pending /FEA=FLmRNA /CNT=46 /TID=Mm.51426.1 /TIER=FL+Stack /STK=33 /UG=Mm.51426 /LL=
MOE430_2_1418296_at 172.2 50.9 P P 0.000244 0.00415 -1.8 D 0.99 gb:NM_008761.2 /DB_XREF=gi:11612666 /GEN=Fxyd5 /FEA=FLmRNA /CNT=58 /TID=Mm.1870.1 /TIER=FL+Stack /STK=26 /UG=Mm.1870 /LL=18301 /DE
MOE430_2_1418418_a_ 2.2 1 A A 0.69 0.82 -1.8 NC 0.78 gb:NM_011167.1 /DB_XREF=gi:6755169 /GEN=Prlpc /FEA=FLmRNA /CNT=26 /TID=Mm.142728.1 /TIER=FL+Stack /STK=24 /UG=Mm.142728 /LL=19112 /
MOE430_2_1418704_at 867 256.7 P P 0.000244 0.000244 -1.8 D 0.99 gb:NM_009113.1 /DB_XREF=gi:6677834 /GEN=S100a13 /FEA=FLmRNA /CNT=47 /TID=Mm.6523.1 /TIER=FL+Stack /STK=19 /UG=Mm.6523 /LL=20196 /D
MOE430_2_1418734_at 3 0.2 A A 0.56 0.91 -1.8 NC 0.79 gb:U96752.1 /DB_XREF=gi:2454274 /FEA=FLmRNA /CNT=32 /TID=Mm.98914.1 /TIER=FL+Stack /STK=19 /UG=Mm.98914 /LL=15006 /UG_GENE=H2-Q1 /
MOE430_2_1418871_a_ 16.1 1.4 A A 0.17 0.46 -1.8 NC 0.5 gb:NM_025308.1 /DB_XREF=gi:13384667 /GEN=AA238765 /FEA=FLmRNA /CNT=21 /TID=Mm.36777.1 /TIER=FL+Stack /STK=17 /UG=Mm.36777 /LL=5390
MOE430_2_1419085_at 7.4 2.3 A A 0.27 0.56 -1.8 NC 0.45 gb:NM_008790.1 /DB_XREF=gi:6679224 /GEN=Pcp2 /FEA=FLmRNA /CNT=15 /TID=Mm.41456.1 /TIER=FL+Stack /STK=14 /UG=Mm.41456 /LL=18545 /DE
MOE430_2_1419315_at 9.2 2.6 A A 0.5 0.75 -1.8 NC 0.5 gb:NM_029612.1 /DB_XREF=gi:20514783 /GEN=Cd2f10-pending /FEA=FLmRNA /CNT=20 /TID=Mm.32551.1 /TIER=FL+Stack /STK=11 /UG=Mm.32551 /LL
MOE430_2_1419336_at 19.1 4.7 A A 0.09 0.53 -1.8 NC 0.5 gb:NM_007947.1 /DB_XREF=gi:6679676 /GEN=Erabp /FEA=FLmRNA /CNT=15 /TID=Mm.12867.1 /TIER=FL+Stack /STK=11 /UG=Mm.12867 /LL=13863 /D
MOE430_2_1419378_a_ 9.4 2.9 A A 0.08 0.24 -1.8 NC 0.5 gb:NM_052823.1 /DB_XREF=gi:16554571 /GEN=Fxyd2 /FEA=FLmRNA /CNT=30 /TID=Mm.22742.1 /TIER=FL+Stack /STK=10 /UG=Mm.22742 /LL=11936 /D
MOE430_2_1419771_at 7.4 3.2 P A 0.03 0.6 -1.8 NC 0.91 gb:AI592745 /DB_XREF=gi:4601793 /DB_XREF=mt64h01.y1 /CLONE=IMAGE:634705 /FEA=EST /CNT=3 /TID=Mm.23909.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1419782_at 4.4 0.6 A A 0.66 0.98 -1.8 NC 0.78 gb:AA517864 /DB_XREF=gi:2257388 /DB_XREF=vh82e10.r1 /CLONE=IMAGE:893514 /FEA=EST /CNT=2 /TID=Mm.34899.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1419790_at 8.7 1.9 A A 0.56 0.66 -1.8 NC 0.5 gb:AI530483 /DB_XREF=gi:4444618 /DB_XREF=mp71e03.y1 /CLONE=IMAGE:574684 /FEA=EST /CNT=3 /TID=Mm.421.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420001_at 8.5 3.1 A A 0.56 0.78 -1.8 NC 0.48 gb:C76002 /DB_XREF=gi:2516332 /DB_XREF=C76002 /CLONE=J0001G11 /FEA=EST /CNT=1 /TID=Mm.5438.1 /TIER=ConsEnd /STK=1 /UG=Mm.5438 /L
MOE430_2_1420250_at 3.8 1.1 A A 0.63 0.91 -1.8 NC 0.65 gb:AV084904 /DB_XREF=gi:5216352 /DB_XREF=AV084904 /CLONE=2310009A22 /FEA=EST /CNT=1 /TID=Mm.218266.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420599_at 11.4 3.8 A A 0.19 0.6 -1.8 NC 0.33 gb:NM_027087.1 /DB_XREF=gi:13386197 /GEN=2300006N05Rik /FEA=FLmRNA /CNT=5 /TID=Mm.158279.1 /TIER=FL /STK=4 /UG=Mm.158279 /LL=69464
MOE430_2_1421036_at 6.1 1.7 A A 0.5 0.6 -1.8 NC 0.5 gb:NM_008719.1 /DB_XREF=gi:6679101 /GEN=Npas2 /FEA=FLmRNA /CNT=26 /TID=Mm.2380.1 /TIER=FL /STK=2 /UG=Mm.2380 /LL=18143 /DEF=Mus m
MOE430_2_1421123_at 5.9 2.1 A A 0.63 0.85 -1.8 NC 0.81 gb:NM_009871.1 /DB_XREF=gi:6753383 /GEN=Cdk5r /FEA=FLmRNA /CNT=29 /TID=Mm.142275.1 /TIER=FL /STK=2 /UG=Mm.142275 /LL=12569 /DEF=M
MOE430_2_1421349_x_ 2.5 0.6 A A 0.46 0.91 -1.8 NC 0.85 gb:NM_021316.1 /DB_XREF=gi:10946619 /GEN=Bm88-pending /FEA=FLmRNA /CNT=11 /TID=Mm.87027.1 /TIER=FL /STK=2 /UG=Mm.87027 /LL=57754 /
MOE430_2_1421562_at 8.5 2.2 A A 0.11 0.43 -1.8 NC 0.5 gb:AF373410.1 /DB_XREF=gi:16033422 /GEN=Signr2 /FEA=FLmRNA /CNT=6 /TID=Mm.215729.1 /TIER=FL /STK=2 /UG=Mm.215729 /LL=170776 /DEF=M
MOE430_2_1421742_at 7.8 1.1 A A 0.39 0.56 -1.8 NC 0.75 gb:NM_008111.1 /DB_XREF=gi:6679984 /GEN=Gdi2 /FEA=FLmRNA /CNT=2 /TID=Mm.8070.1 /TIER=FL /STK=2 /UG=Mm.8070 /LL=14568 /DEF=Mus musc
MOE430_2_1422054_a_ 4.1 2.2 A A 0.3 0.66 -1.8 NC 0.76 gb:U36203.1 /DB_XREF=gi:1123024 /GEN=sno /FEA=FLmRNA /CNT=11 /TID=Mm.15406.1 /TIER=FL /STK=1 /UG=Mm.15406 /LL=20482 /DEF=Mus muscu
MOE430_2_1422682_s_ 2.3 0.8 A A 0.63 0.87 -1.8 NC 0.8 gb:NM_053243.1 /DB_XREF=gi:16716568 /GEN=Trygn16 /FEA=FLmRNA /CNT=54 /TID=Mm.214543.1 /TIER=FL+Stack /STK=19 /UG=Mm.214543 /LL=114
MOE430_2_1422699_at 8.8 3 A A 0.33 0.36 -1.8 NC 0.5 gb:NM_007440.1 /DB_XREF=gi:6680681 /GEN=Alox12 /FEA=FLmRNA /CNT=51 /TID=Mm.12286.1 /TIER=FL+Stack /STK=18 /UG=Mm.12286 /LL=11684 /D
MOE430_2_1423257_at 4.6 2.1 A A 0.56 0.69 -1.8 NC 0.5 gb:AI327006 /DB_XREF=gi:4061435 /DB_XREF=mj90a07.x1 /CLONE=IMAGE:483348 /FEA=FLmRNA /CNT=62 /TID=Mm.7459.1 /TIER=Stack /STK=22 /UG
MOE430_2_1423365_at 164.7 57.6 P P 0.000244 0.00415 -1.8 D 0.99 gb:AW494038 /DB_XREF=gi:7064319 /DB_XREF=UI-M-BH3-aui-a-04-0-UI.s1 /CLONE=UI-M-BH3-aui-a-04-0-UI /FEA=FLmRNA /CNT=46 /TID=Mm.2958
MOE430_2_1424249_a_ 5.3 1.8 A A 0.66 0.78 -1.8 NC 0.7 gb:BC024535.1 /DB_XREF=gi:19354003 /FEA=FLmRNA /CNT=64 /TID=Mm.10081.2 /TIER=FL+Stack /STK=43 /UG=Mm.10081 /LL=14632 /UG_GENE=Gli /
MOE430_2_1424363_at 7.6 3.4 A A 0.6 0.6 -1.8 NC 0.5 gb:BC027327.1 /DB_XREF=gi:20073164 /FEA=FLmRNA /CNT=39 /TID=Mm.84725.1 /TIER=FL+Stack /STK=36 /UG=Mm.84725 /DEF=Mus musculus, Simila
MOE430_2_1424901_at 2.8 0.4 A A 0.53 0.96 -1.8 NC 0.96 gb:BC018297.1 /DB_XREF=gi:17390702 /FEA=FLmRNA /CNT=16 /TID=Mm.80626.1 /TIER=FL+Stack /STK=12 /UG=Mm.80626 /LL=72077 /UG_GENE=2010
MOE430_2_1425108_a_ 4.7 0.6 A A 0.3 0.8 -1.8 NC 0.79 gb:BC004728.1 /DB_XREF=gi:13435734 /FEA=FLmRNA /CNT=21 /TID=Mm.26282.1 /TIER=FL /STK=6 /UG=Mm.26282 /DEF=Mus musculus, Similar to hypo
MOE430_2_1425221_at 3.9 0.5 A A 0.56 0.99 -1.8 NC 0.76 gb:BC023499.1 /DB_XREF=gi:19484052 /FEA=FLmRNA /CNT=9 /TID=Mm.190508.1 /TIER=FL /STK=4 /UG=Mm.190508 /DEF=Mus musculus, Similar to ant
MOE430_2_1425401_at 12.6 4.3 P A 0.03 0.56 -1.8 NC 0.89 gb:BC004603.1 /DB_XREF=gi:13435467 /FEA=FLmRNA /CNT=5 /TID=Mm.190626.1 /TIER=FL /STK=2 /UG=Mm.190626 /DEF=Mus musculus, Similar to RIK
MOE430_2_1425449_at 12.4 1 A A 0.27 0.56 -1.8 NC 0.77 gb:L43371.1 /DB_XREF=gi:1161099 /FEA=FLmRNA /CNT=2 /TID=Mm.200528.1 /TIER=FL /STK=2 /UG=Mm.200528 /LL=15249 /UG_GENE=Hpic53 /DEF=M
MOE430_2_1425555_at 3.5 0.9 A A 0.17 0.6 -1.8 NC 0.83 gb:AY072295.1 /DB_XREF=gi:19879559 /GEN=Pksc /FEA=FLmRNA /CNT=40 /TID=Mm.31439.1 /TIER=FL /STK=1 /UG=Mm.31439 /DEF=Mus musculus pr
MOE430_2_1425894_at 285.4 82.1 P P 0.000732 0.01 -1.8 D 0.99 gb:BC019711.1 /DB_XREF=gi:18044643 /FEA=FLmRNA /CNT=3 /TID=Mm.215151.1 /TIER=FL /STK=1 /UG=Mm.215151 /DEF=Mus musculus, clone MGC:1
MOE430_2_1425908_at 2.6 1.5 A A 0.5 0.69 -1.8 NC 0.28 gb:BC003294.1 /DB_XREF=gi:13097008 /FEA=FLmRNA /CNT=2 /TID=Mm.190621.1 /TIER=FL /STK=1 /UG=Mm.190621 /DEF=Mus musculus, clone MGC:7
MOE430_2_1426549_at 8 1.5 A A 0.6 0.66 -1.8 NC 0.5 gb:AV100640 /DB_XREF=gi:5248188 /DB_XREF=AV100640 /CLONE=2410063J16 /FEA=FLmRNA /CNT=26 /TID=Mm.197490.1 /TIER=Stack /STK=22 /UG
MOE430_2_1427054_s_ 205 64.1 P P 0.000244 0.000244 -1.8 D 0.99 gb:BC026627.1 /DB_XREF=gi:20071839 /FEA=mRNA /CNT=37 /TID=Mm.33546.1 /TIER=Stack /STK=21 /UG=Mm.33546 /DEF=Mus musculus, Similar to DK
MOE430_2_1427339_at 7.3 1.4 A A 0.36 0.63 -1.8 NC 0.73 gb:AW542735 /DB_XREF=gi:7185152 /DB_XREF=C0161B08-3 /CLONE=C0161B08 /FEA=mRNA /CNT=29 /TID=Mm.17586.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1427563_at 3 0.6 A A 0.88 0.97 -1.8 NC 0.39 gb:BE944666 /DB_XREF=gi:10522425 /DB_XREF=UI-M-BH3-avw-e-06-0-UI.s1 /CLONE=UI-M-BH3-avw-e-06-0-UI /FEA=mRNA /CNT=5 /TID=Mm.1504
MOE430_2_1427582_at 18.5 2.8 A A 0.3 0.43 -1.8 NC 0.5 gb:M92416.1 /DB_XREF=gi:193288 /GEN=Fgf6 /FEA=mRNA /CNT=5 /TID=Mm.3403.1 /TIER=ConsEnd /STK=0 /UG=Mm.3403 /LL=14177 /DEF=Mus muscu
MOE430_2_1428303_at 6.8 1 A A 0.69 0.91 -1.8 NC 0.54 gb:AK005160.1 /DB_XREF=gi:12836942 /FEA=mRNA /CNT=72 /TID=Mm.38347.1 /TIER=Stack /STK=57 /UG=Mm.38347 /LL=72014 /UG_GENE=1500005I02
MOE430_2_1428814_at 12 3.4 P A 0.01 0.46 -1.8 NC 0.97 gb:BB543376 /DB_XREF=gi:9614599 /DB_XREF=BB543376 /CLONE=E130209L03 /FEA=mRNA /CNT=22 /TID=Mm.133392.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1429133_at 5.3 1.4 A A 0.43 0.78 -1.8 NC 0.53 gb:AK015847.1 /DB_XREF=gi:12854341 /FEA=mRNA /CNT=16 /TID=Mm.179243.1 /TIER=Stack /STK=11 /UG=Mm.179243 /LL=75124 /UG_GENE=4930519
MOE430_2_1429241_at 13 3.9 A A 0.11 0.5 -1.8 NC 0.96 gb:AK018640.1 /DB_XREF=gi:12858451 /FEA=mRNA /CNT=53 /TID=Mm.98743.1 /TIER=Stack /STK=8 /UG=Mm.98743 /LL=74552 /UG_GENE=9130020G22
MOE430_2_1429547_at 7.1 2 A A 0.3 0.63 -1.8 NC 0.5 gb:AK005778.1 /DB_XREF=gi:12838528 /FEA=mRNA /CNT=24 /TID=Mm.33864.1 /TIER=Stack /STK=15 /UG=Mm.33864 /LL=67750 /UG_GENE=4930578I06
MOE430_2_1429865_at 3.2 1.1 A A 0.39 0.69 -1.8 NC 0.5 gb:AK016461.1 /DB_XREF=gi:12855204 /FEA=mRNA /CNT=11 /TID=Mm.72959.1 /TIER=ConsEnd /STK=7 /UG=Mm.72959 /LL=70979 /UG_GENE=4931417
MOE430_2_1430065_at 11 2.2 A A 0.21 0.53 -1.8 NC 0.97 gb:BB709254 /DB_XREF=gi:16062423 /DB_XREF=BB709254 /CLONE=A930104M03 /FEA=mRNA /CNT=9 /TID=Mm.159861.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1430200_at 8.3 3.1 A A 0.14 0.56 -1.8 NC 0.62 gb:BG067633 /DB_XREF=gi:12550202 /DB_XREF=H3056E06-3 /CLONE=H3056E06 /FEA=mRNA /CNT=5 /TID=Mm.9712.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430230_at 7.7 3.4 A A 0.24 0.56 -1.8 NC 0.54 gb:BB709109 /DB_XREF=gi:16062278 /DB_XREF=BB709109 /CLONE=A930101M23 /FEA=mRNA /CNT=6 /TID=Mm.218943.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430492_at 16.7 3.6 A A 0.3 0.5 -1.8 NC 0.5 gb:AV329676 /DB_XREF=gi:6369728 /DB_XREF=AV329676 /CLONE=6330505C01 /FEA=mRNA /CNT=3 /TID=Mm.26600.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430644_at 10.6 1.7 M A 0.05 0.69 -1.8 NC 0.94 gb:AK017044.1 /DB_XREF=gi:12856100 /FEA=mRNA /CNT=11 /TID=Mm.158662.1 /TIER=ConsEnd /STK=1 /UG=Mm.158662 /LL=71304 /UG_GENE=49334
MOE430_2_1430772_at 9.2 2.8 P A 0.01 0.53 -1.8 NC 0.99 gb:AV271161 /DB_XREF=gi:6259198 /DB_XREF=AV271161 /CLONE=4931406G06 /FEA=mRNA /CNT=4 /TID=Mm.35184.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430861_at 7.3 1.7 A A 0.39 0.63 -1.8 NC 0.48 gb:BM224757 /DB_XREF=gi:17786131 /DB_XREF=K0201A07-3 /CLONE=K0201A07 /FEA=mRNA /CNT=3 /TID=Mm.158782.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1430923_at 3 0.3 A A 0.33 0.91 -1.8 NC 0.58 gb:AK011946.1 /DB_XREF=gi:12848382 /FEA=mRNA /CNT=3 /TID=Mm.158833.1 /TIER=ConsEnd /STK=1 /UG=Mm.158833 /LL=72484 /UG_GENE=261030
MOE430_2_1431503_at 2.6 0.2 A A 0.46 0.69 -1.8 NC 0.5 gb:AK015788.1 /DB_XREF=gi:12854259 /FEA=mRNA /CNT=3 /TID=Mm.179221.1 /TIER=ConsEnd /STK=2 /UG=Mm.179221 /LL=75125 /UG_GENE=493051
MOE430_2_1431529_at 3.7 0.9 A A 0.74 0.87 -1.8 NC 0.22 gb:BB277126 /DB_XREF=gi:8974147 /DB_XREF=BB277126 /CLONE=A930002H02 /FEA=mRNA /CNT=3 /TID=Mm.159867.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431611_a_ 13.9 2.5 A A 0.24 0.63 -1.8 NC 0.99 gb:AK013775.1 /DB_XREF=gi:12851265 /GEN=Igsf4 /FEA=mRNA /CNT=2 /TID=Mm.20921.4 /TIER=ConsEnd /STK=1 /UG=Mm.20921 /LL=54725 /UG_TITL
MOE430_2_1431614_at 1.8 0.6 A A 0.68 0.99 -1.8 NC 0.93 gb:AK012929.1 /DB_XREF=gi:12849987 /FEA=mRNA /CNT=2 /TID=Mm.158862.1 /TIER=ConsEnd /STK=1 /UG=Mm.158862 /LL=72677 /UG_GENE=281004
MOE430_2_1431628_at 7.3 1.5 A A 0.21 0.39 -1.8 NC 0.5 gb:AV263300 /DB_XREF=gi:6251223 /DB_XREF=AV263300 /CLONE=4930435H24 /FEA=mRNA /CNT=2 /TID=Mm.159103.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431742_at 3.2 1.1 A A 0.56 0.87 -1.8 NC 0.65 gb:AK007854.1 /DB_XREF=gi:12841674 /FEA=mRNA /CNT=2 /TID=Mm.81192.1 /TIER=ConsEnd /STK=0 /UG=Mm.81192 /LL=69857 /UG_GENE=1810053B
MOE430_2_1431770_at 13.7 3.5 A A 0.3 0.39 -1.8 NC 0.5 gb:AK017525.1 /DB_XREF=gi:12856806 /FEA=mRNA /CNT=2 /TID=Mm.215961.1 /TIER=ConsEnd /STK=0 /UG=Mm.215961 /LL=70519 /UG_GENE=573040
MOE430_2_1431794_at 6.2 1.7 A A 0.5 0.69 -1.8 NC 0.21 gb:AK016545.1 /DB_XREF=gi:12855332 /FEA=mRNA /CNT=1 /TID=Mm.159183.1 /TIER=ConsEnd /STK=0 /UG=Mm.159183 /LL=74390 /UG_GENE=493243
MOE430_2_1431852_at 13.2 3 A A 0.24 0.6 -1.8 NC 0.5 gb:AK019785.1 /DB_XREF=gi:12860121 /FEA=mRNA /CNT=1 /TID=Mm.44124.1 /TIER=ConsEnd /STK=0 /UG=Mm.44124 /LL=77630 /UG_GENE=4930565F
MOE430_2_1431910_at 6.1 1.8 A A 0.75 0.8 -1.8 NC 0.5 gb:AK017676.1 /DB_XREF=gi:12857034 /FEA=mRNA /CNT=1 /TID=Mm.158413.1 /TIER=ConsEnd /STK=0 /UG=Mm.158413 /LL=70594 /UG_GENE=573046
MOE430_2_1432002_at 1.2 0.6 A A 0.72 0.99 -1.8 NC 0.73 gb:AK013397.1 /DB_XREF=gi:12850730 /FEA=mRNA /CNT=1 /TID=Mm.158887.1 /TIER=ConsEnd /STK=0 /UG=Mm.158887 /LL=72818 /UG_GENE=281047
MOE430_2_1432037_at 2.3 0.7 A A 0.69 0.9 -1.8 NC 0.82 gb:AK013208.1 /DB_XREF=gi:12850424 /FEA=mRNA /CNT=1 /TID=Mm.158874.1 /TIER=ConsEnd /STK=0 /UG=Mm.158874 /LL=72734 /UG_GENE=281043
MOE430_2_1432313_at 12.3 3.9 A A 0.21 0.53 -1.8 NC 0.75 gb:AK017038.1 /DB_XREF=gi:12856094 /FEA=mRNA /CNT=1 /TID=Mm.158666.1 /TIER=ConsEnd /STK=0 /UG=Mm.158666 /LL=71314 /UG_GENE=493343
MOE430_2_1432319_at 11.2 2.4 A A 0.27 0.63 -1.8 NC 0.78 gb:AK007004.1 /DB_XREF=gi:12840344 /FEA=mRNA /CNT=1 /TID=Mm.159158.1 /TIER=ConsEnd /STK=0 /UG=Mm.159158 /LL=74283 /UG_GENE=170008
MOE430_2_1432452_at 3.6 1.4 A A 0.8 0.96 -1.8 NC 0.72 gb:AK006789.1 /DB_XREF=gi:12840042 /FEA=mRNA /CNT=1 /TID=Mm.195698.1 /TIER=ConsEnd /STK=0 /UG=Mm.195698 /LL=74272 /UG_GENE=170005
MOE430_2_1432520_at 5.5 2.1 A A 0.33 0.75 -1.8 NC 0.5 gb:AK007163.1 /DB_XREF=gi:12840553 /GEN=Igh-VJ558 /FEA=mRNA /CNT=1 /TID=Mm.220146.1 /TIER=ConsEnd /STK=0 /UG=Mm.220146 /UG_TITLE=M
MOE430_2_1432594_at 5.4 1.5 A A 0.69 0.9 -1.8 NC 0.9 gb:AV280310 /DB_XREF=gi:6268347 /DB_XREF=AV280310 /CLONE=4933413I22 /FEA=mRNA /CNT=4 /TID=Mm.158583.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432881_at 4.6 1 A A 0.43 0.85 -1.8 NC 0.5 gb:AK016552.1 /DB_XREF=gi:12855345 /FEA=mRNA /CNT=1 /TID=Mm.159179.1 /TIER=ConsEnd /STK=0 /UG=Mm.159179 /LL=74380 /UG_GENE=493243



MOE430_2_1432946_at 14.4 3.8 P A 0.00293 0.33 -1.8 NC 0.79 gb:AK017228.1 /DB_XREF=gi:12856363 /FEA=mRNA /CNT=1 /TID=Mm.159216.1 /TIER=ConsEnd /STK=0 /UG=Mm.159216 /LL=74474 /UG_GENE=523040
MOE430_2_1433008_at 5.3 2.1 A A 0.24 0.72 -1.8 NC 0.85 gb:AK018221.1 /DB_XREF=gi:12857835 /FEA=mRNA /CNT=1 /TID=Mm.215611.1 /TIER=ConsEnd /STK=0 /UG=Mm.215611 /LL=76174 /UG_GENE=633052
MOE430_2_1433295_at 6.2 2.1 A A 0.35 0.78 -1.8 NC 0.5 gb:AK015432.1 /DB_XREF=gi:12853772 /FEA=mRNA /CNT=1 /TID=Mm.159099.1 /TIER=ConsEnd /STK=0 /UG=Mm.159099 /LL=73955 /UG_GENE=493044
MOE430_2_1433626_at 101 19.9 P P 0.000732 0.01 -1.8 D 0.99 gb:BB826296 /DB_XREF=gi:17004539 /DB_XREF=BB826296 /CLONE=G830042E16 /FEA=EST /CNT=101 /TID=Mm.55289.1 /TIER=Stack /STK=80 /UG=M
MOE430_2_1433769_at 8.3 4.2 A A 0.33 0.65 -1.8 NC 0.5 gb:BM201174 /DB_XREF=gi:17754817 /DB_XREF=C0221B04-3 /CLONE=C0221B04 /FEA=EST /CNT=79 /TID=Mm.86338.1 /TIER=Stack /STK=62 /UG=Mm
MOE430_2_1434007_at 8 1.9 A A 0.56 0.72 -1.8 NC 0.12 gb:AV300578 /DB_XREF=gi:16393309 /DB_XREF=AV300578 /CLONE=5730485C17 /FEA=EST /CNT=62 /TID=Mm.31158.1 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1434015_at 6.2 1.1 A A 0.36 0.72 -1.8 NC 0.5 gb:BB196807 /DB_XREF=gi:16271021 /DB_XREF=BB196807 /CLONE=A330096C23 /FEA=EST /CNT=47 /TID=Mm.41203.1 /TIER=Stack /STK=47 /UG=Mm
MOE430_2_1434156_at 7.7 1.4 A A 0.69 0.93 -1.8 NC 0.88 gb:BB046187 /DB_XREF=gi:16259401 /DB_XREF=BB046187 /CLONE=6030498G23 /FEA=EST /CNT=63 /TID=Mm.130656.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1434347_s_ 4.7 0.7 A A 0.56 0.96 -1.8 NC 0.87 gb:BB827830 /DB_XREF=gi:17006073 /DB_XREF=BB827830 /CLONE=G830049I16 /FEA=EST /CNT=41 /TID=Mm.200803.1 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1434368_at 5.7 2.4 A A 0.33 0.69 -1.8 NC 0.5 gb:BE456692 /DB_XREF=gi:9478024 /DB_XREF=up93b08.x1 /CLONE=IMAGE:2797431 /FEA=EST /CNT=36 /TID=Mm.46140.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1434527_at 3.4 0.7 A A 0.6 0.5 -1.8 NC 0.39 gb:BM226611 /DB_XREF=gi:17788593 /DB_XREF=K0230F07-3 /CLONE=K0230F07 /FEA=EST /CNT=33 /TID=Mm.95244.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1434592_at 9.2 2.3 A A 0.27 0.75 -1.8 NC 0.5 gb:BB735478 /DB_XREF=gi:16134628 /DB_XREF=BB735478 /CLONE=F430003D17 /FEA=EST /CNT=34 /TID=Mm.55209.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1435296_at 5.4 3.1 A A 0.39 0.5 -1.8 NC 0.5 gb:AV349563 /DB_XREF=gi:16397148 /DB_XREF=AV349563 /CLONE=6530413M06 /FEA=EST /CNT=19 /TID=Mm.141973.1 /TIER=Stack /STK=18 /UG=M
MOE430_2_1436218_at 4.5 1.4 A A 0.42 0.35 -1.8 NC 0.5 gb:AV337396 /DB_XREF=gi:16396459 /DB_XREF=AV337396 /CLONE=6430400I16 /FEA=EST /CNT=22 /TID=Mm.33656.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1436561_at 14.6 1.8 A A 0.21 0.39 -1.8 NC 0.5 gb:BB440055 /DB_XREF=gi:16424613 /DB_XREF=BB440055 /CLONE=D030020B18 /FEA=EST /CNT=13 /TID=Mm.14012.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1436741_at 8 0.7 A A 0.12 0.43 -1.8 NC 0.73 gb:BM228944 /DB_XREF=gi:17791743 /DB_XREF=K0270F07-3 /CLONE=K0270F07 /FEA=EST /CNT=76 /TID=Mm.37393.1 /TIER=Stack /STK=73 /UG=Mm
MOE430_2_1436903_at 1.8 0.3 A A 0.69 0.82 -1.8 NC 0.66 gb:AV278233 /DB_XREF=gi:16391119 /DB_XREF=AV278233 /CLONE=4933400K24 /FEA=EST /CNT=39 /TID=Mm.85019.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1437579_at 8 1.4 P A 0.03 0.9 -1.8 NC 0.6 gb:C77054 /DB_XREF=gi:2517384 /DB_XREF=C77054 /CLONE=J0025C11 /FEA=EST /CNT=18 /TID=Mm.212806.1 /TIER=Stack /STK=16 /UG=Mm.212806
MOE430_2_1438217_at 8.4 3.5 A A 0.53 0.66 -1.8 NC 0.5 gb:AW494804 /DB_XREF=gi:7065085 /DB_XREF=UI-M-BH3-aup-e-09-0-UI.s1 /CLONE=UI-M-BH3-aup-e-09-0-UI /FEA=EST /CNT=23 /TID=Mm.40022.1
MOE430_2_1438493_at 9.1 1.5 A A 0.14 0.63 -1.8 NC 0.5 gb:AW554531 /DB_XREF=gi:7199954 /DB_XREF=L0242A08-3 /CLONE=L0242A08 /FEA=EST /CNT=13 /TID=Mm.33492.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1438566_at 16.7 6.1 A A 0.12 0.33 -1.8 NC 0.27 gb:AV375081 /DB_XREF=gi:15412275 /DB_XREF=AV375081 /CLONE=9130020J17 /FEA=EST /CNT=19 /TID=Mm.24267.2 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438582_at 9.5 3.7 A A 0.08 0.56 -1.8 NC 0.96 gb:BB324594 /DB_XREF=gi:15411457 /DB_XREF=BB324594 /CLONE=B430109P06 /FEA=EST /CNT=10 /TID=Mm.131799.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1439055_at 213.9 54.2 P P 0.000244 0.01 -1.8 D 0.99 gb:AU022548 /DB_XREF=gi:3387523 /DB_XREF=AU022548 /CLONE=J0416D09 /FEA=EST /CNT=16 /TID=Mm.25892.1 /TIER=Stack /STK=8 /UG=Mm.258
MOE430_2_1439245_at 4.8 1 A A 0.36 0.87 -1.8 NC 0.68 gb:BB822587 /DB_XREF=gi:16995216 /DB_XREF=BB822587 /CLONE=G830022G04 /FEA=EST /CNT=9 /TID=Mm.220983.3 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439385_x_ 5.9 0.5 A A 0.39 0.66 -1.8 NC 0.63 gb:BB497755 /DB_XREF=gi:9472029 /DB_XREF=BB497755 /CLONE=D630010F17 /FEA=EST /CNT=8 /TID=Mm.27473.5 /TIER=Stack /STK=8 /UG=Mm.27
MOE430_2_1439987_at 6.8 1.1 A A 0.08 0.39 -1.8 NC 0.46 gb:BB277244 /DB_XREF=gi:15410930 /DB_XREF=BB277244 /CLONE=A930003E08 /FEA=EST /CNT=8 /TID=Mm.131697.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440034_at 2.2 0.7 A A 0.63 0.87 -1.8 NC 0.5 gb:BB277125 /DB_XREF=gi:16400939 /DB_XREF=BB277125 /CLONE=A930002G24 /FEA=EST /CNT=6 /TID=Mm.40579.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440212_at 9.5 1.3 A A 0.63 0.82 -1.8 NC 0.5 gb:AI788571 /DB_XREF=gi:5336287 /DB_XREF=uk46f08.x1 /CLONE=IMAGE:1972071 /FEA=EST /CNT=10 /TID=Mm.24114.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440504_at 4.7 1.1 A A 0.14 0.53 -1.8 NC 0.58 gb:BB397002 /DB_XREF=gi:16411481 /DB_XREF=BB397002 /CLONE=C330001M23 /FEA=EST /CNT=6 /TID=Mm.40931.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440565_at 12.3 3.6 A A 0.21 0.56 -1.8 NC 0.6 gb:BB667512 /DB_XREF=gi:16398961 /DB_XREF=BB667512 /CLONE=C730020C12 /FEA=EST /CNT=5 /TID=Mm.212883.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440625_at 9.5 2.1 A A 0.3 0.78 -1.8 NC 0.85 gb:BB547420 /DB_XREF=gi:16447568 /DB_XREF=BB547420 /CLONE=E130318G21 /FEA=EST /CNT=5 /TID=Mm.138356.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440927_x_ 2.9 0.9 A A 0.6 0.82 -1.8 NC 0.5 gb:AA214835 /DB_XREF=gi:1814598 /DB_XREF=mu85e06.r1 /CLONE=IMAGE:652354 /FEA=EST /CNT=8 /TID=Mm.17957.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1440939_at 13.5 4.5 A A 0.3 0.66 -1.8 NC 0.59 gb:BM245544 /DB_XREF=gi:17880814 /DB_XREF=K0726B07-3 /CLONE=K0726B07 /FEA=EST /CNT=7 /TID=Mm.214704.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1440944_at 2.9 0.9 A A 0.43 0.56 -1.8 NC 0.69 gb:BF463236 /DB_XREF=gi:11532419 /DB_XREF=UI-M-CG0p-bnl-b-04-0-UI.s1 /CLONE=UI-M-CG0p-bnl-b-04-0-UI /FEA=EST /CNT=7 /TID=Mm.121947
MOE430_2_1441488_at 5 3.4 A A 0.36 0.53 -1.8 NC 0.5 gb:AV277246 /DB_XREF=gi:16390948 /DB_XREF=AV277246 /CLONE=4932441G02 /FEA=EST /CNT=4 /TID=Mm.84843.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441600_at 8.2 2.8 A A 0.21 0.72 -1.8 NC 0.68 gb:BB667958 /DB_XREF=gi:16399407 /DB_XREF=BB667958 /CLONE=C920021A13 /FEA=EST /CNT=4 /TID=Mm.103118.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441654_at 4.6 1.3 A A 0.39 0.49 -1.8 NC 0.5 gb:BB345762 /DB_XREF=gi:16404983 /DB_XREF=BB345762 /CLONE=B930058H03 /FEA=EST /CNT=4 /TID=Mm.25379.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441674_at 9.3 2.4 A A 0.06 0.75 -1.8 NC 0.89 gb:BB377336 /DB_XREF=gi:16407604 /DB_XREF=BB377336 /CLONE=C130088O24 /FEA=EST /CNT=4 /TID=Mm.118326.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441734_at 10.7 3.9 A A 0.53 0.78 -1.8 NC 0.77 gb:BF470301 /DB_XREF=gi:11539484 /DB_XREF=UI-M-BH3-avb-h-08-0-UI.r1 /CLONE=UI-M-BH3-avb-h-08-0-UI /FEA=EST /CNT=4 /TID=Mm.102459.1
MOE430_2_1441845_at 47 16.1 P P 0.000244 0.03 -1.8 D 0.99 gb:BB388044 /DB_XREF=gi:9110874 /DB_XREF=BB388044 /CLONE=C230055D19 /FEA=EST /CNT=4 /TID=Mm.84450.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441873_at 2.3 0.8 A A 0.39 0.5 -1.8 NC 0.14 gb:AV225384 /DB_XREF=gi:6176699 /DB_XREF=AV225384 /CLONE=3830429G09 /FEA=EST /CNT=4 /TID=Mm.54573.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442200_at 3 1.4 A A 0.63 0.82 -1.8 NC 0.83 gb:BB115729 /DB_XREF=gi:8768297 /DB_XREF=BB115729 /CLONE=9530051L06 /FEA=EST /CNT=6 /TID=Mm.133557.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442797_x_ 5.4 0.8 A A 0.5 0.87 -1.8 NC 0.53 gb:AV258920 /DB_XREF=gi:6246379 /DB_XREF=AV258920 /CLONE=4930402J02 /FEA=EST /CNT=4 /TID=Mm.179762.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442850_at 5.8 1.4 A A 0.46 0.66 -1.8 NC 0.5 gb:BG071977 /DB_XREF=gi:12554546 /DB_XREF=H3105C11-3 /CLONE=H3105C11 /FEA=EST /CNT=4 /TID=Mm.35770.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443178_at 7.8 1.1 P A 0.03 0.75 -1.8 NC 0.99 gb:BB384408 /DB_XREF=gi:16408262 /DB_XREF=BB384408 /CLONE=C230033M15 /FEA=EST /CNT=3 /TID=Mm.102153.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443212_at 3.9 0.8 A A 0.39 0.9 -1.8 NC 0.51 gb:BB041834 /DB_XREF=gi:16258696 /DB_XREF=BB041834 /CLONE=6030458E08 /FEA=EST /CNT=3 /TID=Mm.112713.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443318_at 7.6 1.8 A A 0.24 0.78 -1.8 NC 0.88 gb:BB539070 /DB_XREF=gi:16446981 /DB_XREF=BB539070 /CLONE=E130016E03 /FEA=EST /CNT=3 /TID=Mm.121291.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443420_at 2 0.8 A A 0.75 0.97 -1.8 NC 0.51 gb:AW539458 /DB_XREF=gi:7181875 /DB_XREF=C0120B02-3 /CLONE=C0120B02 /FEA=EST /CNT=3 /TID=Mm.102573.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443563_at 5.3 1 A A 0.72 0.98 -1.8 NC 0.87 gb:BF466272 /DB_XREF=gi:11535455 /DB_XREF=UI-M-CG0p-bqv-e-05-0-UI.s1 /CLONE=UI-M-CG0p-bqv-e-05-0-UI /FEA=EST /CNT=3 /TID=Mm.15648
MOE430_2_1443589_at 18.1 2.8 P A 0.04 0.33 -1.8 NC 0.5 gb:C79245 /DB_XREF=gi:2519575 /DB_XREF=C79245 /CLONE=J0063B07 /FEA=EST /CNT=3 /TID=Mm.34942.1 /TIER=ConsEnd /STK=3 /UG=Mm.34942 /
MOE430_2_1443647_at 7.6 1.3 A A 0.56 0.82 -1.8 NC 0.58 gb:BE956390 /DB_XREF=gi:10600881 /DB_XREF=UI-M-BH4-bbb-e-12-0-UI.s1 /CLONE=UI-M-BH4-bbb-e-12-0-UI /FEA=EST /CNT=3 /TID=Mm.151088.
MOE430_2_1443695_at 5.1 1.6 A A 0.08 0.72 -1.8 NC 0.81 gb:AI035669 /DB_XREF=gi:3259360 /DB_XREF=ud60b09.x1 /CLONE=IMAGE:1450265 /FEA=EST /CNT=3 /TID=Mm.202667.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443714_at 16.6 2.5 M A 0.05 0.5 -1.8 NC 0.7 gb:AI451920 /DB_XREF=gi:4298302 /DB_XREF=mp74a10.x1 /CLONE=IMAGE:574938 /FEA=EST /CNT=3 /TID=Mm.31722.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443940_at 3.3 0.3 A A 0.35 0.82 -1.8 NC 0.73 gb:BB278297 /DB_XREF=gi:15410987 /DB_XREF=BB278297 /CLONE=A930010E21 /FEA=EST /CNT=9 /TID=Mm.134302.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1443971_x_ 2.4 0.6 A A 0.63 0.96 -1.8 NC 0.94 gb:BB414808 /DB_XREF=gi:9236163 /DB_XREF=BB414808 /CLONE=C430039E20 /FEA=EST /CNT=7 /TID=Mm.133293.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444039_at 8.4 2.2 A A 0.24 0.39 -1.8 NC 0.5 gb:BB134461 /DB_XREF=gi:15408450 /DB_XREF=BB134461 /CLONE=9830115I22 /FEA=EST /CNT=6 /TID=Mm.131573.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444040_at 13.1 4.3 M A 0.05 0.53 -1.8 NC 0.86 gb:AV370380 /DB_XREF=gi:16397811 /DB_XREF=AV370380 /CLONE=9030216F02 /FEA=EST /CNT=6 /TID=Mm.37610.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444315_at 11.5 3.5 A A 0.6 0.66 -1.8 NC 0.5 gb:BB499985 /DB_XREF=gi:16442242 /DB_XREF=BB499985 /CLONE=D630024D03 /FEA=EST /CNT=5 /TID=Mm.150222.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444322_at 6.7 1.5 A A 0.66 0.66 -1.8 NC 0.81 gb:AI413233 /DB_XREF=gi:4256737 /DB_XREF=mc32g06.x1 /CLONE=IMAGE:350266 /FEA=EST /CNT=5 /TID=Mm.27838.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444429_at 5.4 0.4 A A 0.39 0.75 -1.8 NC 0.5 gb:BB518226 /DB_XREF=gi:16443244 /DB_XREF=BB518226 /CLONE=D830028G10 /FEA=EST /CNT=4 /TID=Mm.38226.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444462_at 2.8 0.7 A A 0.63 0.96 -1.8 NC 0.83 gb:BB211718 /DB_XREF=gi:16352711 /DB_XREF=BB211718 /CLONE=A430106L17 /FEA=EST /CNT=4 /TID=Mm.206420.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444488_at 3.5 0.6 A A 0.66 0.93 -1.8 NC 0.77 gb:BE982890 /DB_XREF=gi:10653506 /DB_XREF=UI-M-CG0p-bfh-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bfh-d-09-0-UI /FEA=EST /CNT=4 /TID=Mm.15132
MOE430_2_1444597_at 3.5 1.8 A A 0.5 0.7 -1.8 NC 0.75 gb:BB711170 /DB_XREF=gi:16064339 /DB_XREF=BB711170 /CLONE=B020020M01 /FEA=EST /CNT=4 /TID=Mm.37523.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445307_at 9.8 1.8 A A 0.19 0.78 -1.8 NC 0.83 gb:BB051515 /DB_XREF=gi:16259588 /DB_XREF=BB051515 /CLONE=6720430F13 /FEA=EST /CNT=3 /TID=Mm.114187.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445336_at 8.9 1.3 A A 0.21 0.88 -1.8 NC 0.59 gb:BQ175429 /DB_XREF=gi:20350921 /DB_XREF=UI-M-DJ2-bwc-h-04-0-UI.s1 /CLONE=UI-M-DJ2-bwc-h-04-0-UI /FEA=EST /CNT=3 /TID=Mm.216734
MOE430_2_1445345_at 11 4.8 A A 0.06 0.33 -1.8 NC 0.5 gb:BM246527 /DB_XREF=gi:17881797 /DB_XREF=K0739D08-3 /CLONE=K0739D08 /FEA=EST /CNT=3 /TID=Mm.218406.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445457_at 7.1 2 A A 0.3 0.72 -1.8 NC 0.77 gb:BM730983 /DB_XREF=gi:19052316 /DB_XREF=ih65f11.x1 /CLONE=IMAGE:5681421 /FEA=EST /CNT=3 /TID=Mm.211280.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445511_at 11.7 4 A A 0.56 0.78 -1.8 NC 0.94 gb:BE980154 /DB_XREF=gi:10647825 /DB_XREF=UI-M-BG2-bcq-c-12-0-UI.s1 /CLONE=UI-M-BG2-bcq-c-12-0-UI /FEA=EST /CNT=3 /TID=Mm.151146
MOE430_2_1445711_at 3.7 0.9 A A 0.32 0.66 -1.8 NC 0.65 gb:BB163080 /DB_XREF=gi:8819021 /DB_XREF=BB163080 /CLONE=A130070O11 /FEA=EST /CNT=3 /TID=Mm.31925.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445713_at 5.5 1.4 A A 0.53 0.75 -1.8 NC 0.5 gb:BM932430 /DB_XREF=gi:19391582 /DB_XREF=UI-M-BH2.1-aoz-g-10-0-UI.r1 /CLONE=UI-M-BH2.1-aoz-g-10-0-UI /FEA=EST /CNT=3 /TID=Mm.1534
MOE430_2_1445816_at 3.2 0.5 A A 0.53 0.97 -1.8 NC 0.68 gb:BG068007 /DB_XREF=gi:12550576 /DB_XREF=H3060G03-3 /CLONE=H3060G03 /FEA=EST /CNT=3 /TID=Mm.173113.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445896_at 64.7 18.5 P P 0.000732 0.01 -1.8 D 0.99 gb:BG798172 /DB_XREF=gi:14162504 /DB_XREF=ic10f01.x1 /FEA=EST /CNT=3 /TID=Mm.194729.1 /TIER=ConsEnd /STK=2 /UG=Mm.194729 /UG_TITLE=
MOE430_2_1445919_at 3.4 0.9 A A 0.36 0.46 -1.8 NC 0.13 gb:BG063063 /DB_XREF=gi:12545549 /DB_XREF=H3001F09-3 /CLONE=H3001F09 /FEA=EST /CNT=2 /TID=Mm.171792.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446076_at 10.6 1.2 A A 0.24 0.56 -1.8 NC 0.41 gb:AW551891 /DB_XREF=gi:7197314 /DB_XREF=L0205B10-3 /CLONE=L0205B10 /FEA=EST /CNT=2 /TID=Mm.102974.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446101_at 11.2 2.1 A A 0.09 0.56 -1.8 NC 0.72 gb:BB040268 /DB_XREF=gi:15403809 /DB_XREF=BB040268 /CLONE=6030448B01 /FEA=EST /CNT=2 /TID=Mm.125853.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446296_at 8.2 2.2 A A 0.53 0.6 -1.8 NC 0.45 gb:BG070616 /DB_XREF=gi:12553185 /DB_XREF=H3089C05-3 /CLONE=H3089C05 /FEA=EST /CNT=2 /TID=Mm.173279.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446391_at 6.4 0.8 A A 0.39 0.77 -1.8 NC 0.92 gb:BB450769 /DB_XREF=gi:16425479 /DB_XREF=BB450769 /CLONE=D130006C04 /FEA=EST /CNT=2 /TID=Mm.209224.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446462_at 6.5 2.3 A A 0.24 0.53 -1.8 NC 0.72 gb:BB531809 /DB_XREF=gi:16445985 /DB_XREF=BB531809 /CLONE=E030019I06 /FEA=EST /CNT=2 /TID=Mm.136660.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446623_at 4 0.7 A A 0.46 0.88 -1.8 NC 0.72 gb:BB248618 /DB_XREF=gi:16355661 /DB_XREF=BB248618 /CLONE=A730027C07 /FEA=EST /CNT=2 /TID=Mm.208290.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446654_at 8.7 2.1 A A 0.14 0.53 -1.8 NC 0.97 gb:BI076806 /DB_XREF=gi:14515451 /DB_XREF=L0265D07-3 /CLONE=L0265D07 /FEA=EST /CNT=2 /TID=Mm.197291.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446741_at 4.7 1.2 A A 0.53 0.9 -1.8 NC 0.92 gb:BB473603 /DB_XREF=gi:16439737 /DB_XREF=BB473603 /CLONE=D330001M17 /FEA=EST /CNT=2 /TID=Mm.138144.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447142_at 3.3 0.6 A A 0.39 0.75 -1.8 NC 0.67 gb:AW542037 /DB_XREF=gi:7184550 /DB_XREF=C0154A04-3 /CLONE=C0154A04 /FEA=EST /CNT=2 /TID=Mm.202766.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447231_at 6.5 1.7 A A 0.39 0.5 -1.8 NC 0.71 gb:BM123508 /DB_XREF=gi:17107276 /DB_XREF=L0526C08-3 /CLONE=L0526C08 /FEA=EST /CNT=2 /TID=Mm.126822.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447370_at 2.2 0.3 A A 0.3 0.69 -1.8 NC 0.46 gb:AI505360 /DB_XREF=gi:4403211 /DB_XREF=vq03b10.x1 /CLONE=IMAGE:1093147 /FEA=EST /CNT=2 /TID=Mm.44139.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447469_at 9 1 A A 0.6 0.82 -1.8 NC 0.5 gb:BB836191 /DB_XREF=gi:17014434 /DB_XREF=BB836191 /CLONE=G930040H22 /FEA=EST /CNT=2 /TID=Mm.214556.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447565_at 5.1 2.8 A A 0.39 0.21 -1.8 NC 0.5 gb:AV205775 /DB_XREF=gi:6146628 /DB_XREF=AV205775 /CLONE=1700082C02 /FEA=EST /CNT=2 /TID=Mm.65458.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447578_at 5.3 1.7 A A 0.3 0.6 -1.8 NC 0.62 gb:AV206119 /DB_XREF=gi:6146972 /DB_XREF=AV206119 /CLONE=1700084J12 /FEA=EST /CNT=2 /TID=Mm.160606.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447611_at 4.5 1.2 A A 0.53 0.97 -1.8 NC 0.81 gb:AV205136 /DB_XREF=gi:6145989 /DB_XREF=AV205136 /CLONE=1700073E17 /FEA=EST /CNT=2 /TID=Mm.179075.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447747_x_ 25 4.2 A A 0.11 0.27 -1.8 NC 0.25 gb:BB479619 /DB_XREF=gi:9397228 /DB_XREF=BB479619 /CLONE=D330039O10 /FEA=EST /CNT=2 /TID=Mm.157846.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447840_x_ 17.2 2.7 A A 0.21 0.78 -1.8 NC 0.87 gb:BB289904 /DB_XREF=gi:8990353 /DB_XREF=BB289904 /CLONE=B020042J01 /FEA=EST /CNT=2 /TID=Mm.168543.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449488_at 17.8 5.4 A A 0.36 0.63 -1.8 NC 0.5 gb:NM_011097.1 /DB_XREF=gi:6755069 /GEN=Pitx1 /FEA=FLmRNA /CNT=26 /TID=Mm.4832.1 /TIER=FL+Stack /STK=9 /UG=Mm.4832 /LL=18740 /DEF=M
MOE430_2_1449637_at 8.6 2 A A 0.43 0.78 -1.8 NC 0.68 gb:AI425726 /DB_XREF=gi:4271657 /DB_XREF=me68h04.y1 /CLONE=IMAGE:400759 /FEA=EST /CNT=3 /TID=Mm.22789.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449665_at 6.2 1.4 A A 0.27 0.53 -1.8 NC 0.5 gb:AV251026 /DB_XREF=gi:16387581 /DB_XREF=AV251026 /CLONE=4833429A09 /FEA=EST /CNT=1 /TID=Mm.212701.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1449876_at 2.4 0.6 A A 0.53 0.94 -1.8 NC 0.64 gb:NM_011160.1 /DB_XREF=gi:6755155 /GEN=Prkg1 /FEA=FLmRNA /CNT=10 /TID=Mm.45826.1 /TIER=FL /STK=5 /UG=Mm.45826 /LL=19091 /DEF=Mus 
MOE430_2_1449978_at 2.3 0.5 A A 0.72 0.94 -1.8 NC 0.45 gb:NM_009571.1 /DB_XREF=gi:6677636 /GEN=Zfy2 /FEA=FLmRNA /CNT=5 /TID=Mm.4324.1 /TIER=FL /STK=3 /UG=Mm.4324 /LL=22768 /DEF=Mus musc
MOE430_2_1449980_a_ 5.9 0.5 A A 0.33 0.91 -1.8 NC 0.92 gb:NM_008072.1 /DB_XREF=gi:6679912 /GEN=Gabrd /FEA=FLmRNA /CNT=5 /TID=Mm.213198.1 /TIER=FL /STK=3 /UG=Mm.213198 /LL=14403 /DEF=Mu
MOE430_2_1450548_at 6.5 0.9 A A 0.46 0.87 -1.8 NC 0.5 gb:NM_008310.1 /DB_XREF=gi:6680320 /GEN=Htr1f /FEA=FLmRNA /CNT=3 /TID=Mm.5040.1 /TIER=FL /STK=1 /UG=Mm.5040 /LL=15557 /DEF=Mus mus
MOE430_2_1450771_at 2.2 0.4 A A 0.39 0.66 -1.8 NC 0.86 gb:NM_010243.1 /DB_XREF=gi:6753921 /GEN=Fut9 /FEA=FLmRNA /CNT=50 /TID=Mm.20448.1 /TIER=FL+Stack /STK=10 /UG=Mm.20448 /LL=14348 /DE
MOE430_2_1450956_at 5.2 1.9 A A 0.39 0.6 -1.8 NC 0.5 gb:BE133651 /DB_XREF=gi:8596151 /DB_XREF=ug04b01.x1 /CLONE=IMAGE:1530601 /FEA=FLmRNA /CNT=29 /TID=Mm.95735.1 /TIER=Stack /STK=11 /
MOE430_2_1451613_at 1.4 0.3 A A 0.63 0.98 -1.8 NC 0.5 gb:AY027660.1 /DB_XREF=gi:17864716 /FEA=FLmRNA /CNT=13 /TID=Mm.208047.1 /TIER=FL /STK=5 /UG=Mm.208047 /LL=68723 /UG_GENE=1110033K
MOE430_2_1451944_a_ 8.2 2.2 A A 0.39 0.53 -1.8 NC 0.2 gb:AB032771.1 /DB_XREF=gi:8843822 /GEN=RANKL 2 /FEA=FLmRNA /CNT=1 /TID=Mm.6426.2 /TIER=FL /STK=1 /UG=Mm.6426 /LL=21943 /DEF=Mus m
MOE430_2_1452127_a_ 225.4 39.6 P A 0.008057 0.06 -1.8 MD 0.99 gb:BM236743 /DB_XREF=gi:17872013 /DB_XREF=K0440E08-3 /CLONE=K0440E08 /FEA=FLmRNA /CNT=67 /TID=Mm.3414.2 /TIER=Stack /STK=10 /UG=
MOE430_2_1452679_at 38.7 16.3 P P 0.000244 0.01 -1.8 D 0.99 gb:AA986082 /DB_XREF=gi:3167957 /DB_XREF=uc81d12.x1 /CLONE=IMAGE:1432055 /FEA=mRNA /CNT=201 /TID=Mm.200858.2 /TIER=Stack /STK=92 /
MOE430_2_1453103_at 26.1 11.9 P A 0.01 0.09 -1.8 NC 0.99 gb:AK011936.1 /DB_XREF=gi:12848366 /FEA=mRNA /CNT=86 /TID=Mm.203875.1 /TIER=Stack /STK=50 /UG=Mm.203875 /LL=72478 /UG_GENE=2610209
MOE430_2_1453327_at 13.2 2.4 A A 0.21 0.53 -1.8 NC 0.95 gb:AK009986.1 /DB_XREF=gi:12845121 /FEA=mRNA /CNT=11 /TID=Mm.46378.1 /TIER=ConsEnd /STK=6 /UG=Mm.46378 /LL=75706 /UG_GENE=2310058
MOE430_2_1453397_at 0.7 0.2 A A 0.85 0.95 -1.8 NC 0.71 gb:AK018631.1 /DB_XREF=gi:12858436 /FEA=mRNA /CNT=6 /TID=Mm.5307.1 /TIER=ConsEnd /STK=4 /UG=Mm.5307 /LL=71620 /UG_GENE=9130016M20
MOE430_2_1453538_at 1.2 0.3 A A 0.66 0.69 -1.8 NC 0.62 gb:AK020730.1 /DB_XREF=gi:12861405 /FEA=mRNA /CNT=4 /TID=Mm.159991.1 /TIER=ConsEnd /STK=2 /UG=Mm.159991 /LL=77771 /UG_GENE=A33010
MOE430_2_1453632_at 10 3.2 A A 0.49 0.69 -1.8 NC 0.66 gb:BB548441 /DB_XREF=gi:16447686 /DB_XREF=BB548441 /CLONE=E230008E15 /FEA=mRNA /CNT=6 /TID=Mm.179335.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453678_at 1.9 0.6 A A 0.56 0.95 -1.8 NC 0.68 gb:AK007371.1 /DB_XREF=gi:12840877 /FEA=mRNA /CNT=4 /TID=Mm.22522.2 /TIER=ConsEnd /STK=1 /UG=Mm.22522 /LL=17190 /UG_GENE=Mbd1 /UG
MOE430_2_1453732_at 25.1 7.6 P A 0.03 0.24 -1.8 NC 0.92 gb:BF533688 /DB_XREF=gi:11621051 /DB_XREF=602074092F1 /CLONE=IMAGE:4211015 /FEA=mRNA /CNT=64 /TID=Mm.12716.1 /TIER=ConsEnd /STK=0
MOE430_2_1453883_at 10.4 2.1 A A 0.33 0.46 -1.8 NC 0.37 gb:AK016907.1 /DB_XREF=gi:12855889 /FEA=mRNA /CNT=3 /TID=Mm.79167.1 /TIER=ConsEnd /STK=2 /UG=Mm.79167 /LL=74458 /UG_GENE=4933425B
MOE430_2_1454391_at 7.1 1.9 A A 0.5 0.82 -1.8 NC 0.49 gb:BB630823 /DB_XREF=gi:16467691 /DB_XREF=BB630823 /CLONE=A130029I07 /FEA=mRNA /CNT=2 /TID=Mm.160013.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454411_at 9.3 1.3 A A 0.24 0.66 -1.8 NC 0.5 gb:AK019801.1 /DB_XREF=gi:12860141 /FEA=mRNA /CNT=1 /TID=Mm.158195.2 /TIER=ConsEnd /STK=0 /UG=Mm.158195 /LL=68308 /UG_GENE=493057
MOE430_2_1454442_at 10 2.6 A A 0.17 0.63 -1.8 NC 0.81 gb:AK017785.1 /DB_XREF=gi:12857208 /FEA=mRNA /CNT=1 /TID=Mm.159777.1 /TIER=ConsEnd /STK=0 /UG=Mm.159777 /LL=76739 /UG_GENE=573052
MOE430_2_1454463_at 8.5 2.4 A A 0.16 0.72 -1.8 NC 0.8 gb:AK014187.1 /DB_XREF=gi:12851885 /FEA=mRNA /CNT=1 /TID=Mm.158963.1 /TIER=ConsEnd /STK=0 /UG=Mm.158963 /LL=73183 /UG_GENE=311004
MOE430_2_1454681_at 3.2 1.1 A A 0.43 0.87 -1.8 NC 0.74 gb:BG070112 /DB_XREF=gi:12552681 /DB_XREF=H3083G08-3 /CLONE=H3083G08 /FEA=EST /CNT=167 /TID=Mm.23713.1 /TIER=Stack /STK=73 /UG=M
MOE430_2_1455848_at 1.2 0.3 A A 0.5 0.88 -1.8 NC 0.77 gb:BB524685 /DB_XREF=gi:16444020 /DB_XREF=BB524685 /CLONE=D930021K08 /FEA=EST /CNT=38 /TID=Mm.11921.1 /TIER=Stack /STK=37 /UG=Mm
MOE430_2_1456114_at 4.3 0.8 A A 0.43 0.95 -1.8 NC 0.74 gb:BI152841 /DB_XREF=gi:14612842 /DB_XREF=602917983F1 /CLONE=IMAGE:5068412 /FEA=EST /CNT=39 /TID=Mm.154494.1 /TIER=Stack /STK=15 /U
MOE430_2_1456198_at 5.8 1.2 A A 0.21 0.49 -1.8 NC 0.5 gb:AV051594 /DB_XREF=gi:5137366 /DB_XREF=AV051594 /CLONE=1810019D16 /FEA=EST /CNT=14 /TID=Mm.46276.1 /TIER=Stack /STK=14 /UG=Mm.4
MOE430_2_1456217_at 18.1 7.4 A A 0.08 0.27 -1.8 NC 0.5 gb:AV369711 /DB_XREF=gi:15406774 /DB_XREF=AV369711 /CLONE=9030023H10 /FEA=EST /CNT=15 /TID=Mm.21691.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456235_at 3.2 0.2 A A 0.46 0.8 -1.8 NC 0.58 gb:BB198406 /DB_XREF=gi:16271158 /DB_XREF=BB198406 /CLONE=A430002G17 /FEA=EST /CNT=13 /TID=Mm.124104.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1456278_x_ 8.2 1.6 P A 0.02 0.36 -1.8 NC 0.51 gb:BB225331 /DB_XREF=gi:8893942 /DB_XREF=BB225331 /CLONE=A530090N06 /FEA=EST /CNT=14 /TID=Mm.28597.5 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1456400_at 4.4 1.3 A A 0.5 0.63 -1.8 NC 0.42 gb:BB217651 /DB_XREF=gi:8882604 /DB_XREF=BB217651 /CLONE=A530045L17 /FEA=EST /CNT=18 /TID=Mm.130550.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456719_at 8.3 0.9 P A 0.04 0.63 -1.8 NC 0.5 gb:BB702923 /DB_XREF=gi:16051747 /DB_XREF=BB702923 /CLONE=7420446F23 /FEA=EST /CNT=8 /TID=Mm.145818.1 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456762_at 6.7 1.4 A A 0.39 0.75 -1.8 NC 0.69 gb:BM237714 /DB_XREF=gi:17872984 /DB_XREF=K0505H05-3 /CLONE=K0505H05 /FEA=EST /CNT=12 /TID=Mm.139189.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1456780_at 6 2 A A 0.39 0.78 -1.8 NC 0.7 gb:BM238855 /DB_XREF=gi:17874125 /DB_XREF=K0524E12-3 /CLONE=K0524E12 /FEA=EST /CNT=9 /TID=Mm.217280.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456786_at 17.6 6.5 P P 0.005859 0.01 -1.8 NC 0.9 gb:BB097063 /DB_XREF=gi:8742097 /DB_XREF=BB097063 /CLONE=9430058A09 /FEA=EST /CNT=9 /TID=Mm.200482.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456939_at 17.2 4.3 A A 0.66 0.53 -1.8 NC 0.39 gb:BB660640 /DB_XREF=gi:16494428 /DB_XREF=BB660640 /CLONE=D530019P21 /FEA=EST /CNT=7 /TID=Mm.187483.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457406_at 7 1.3 A A 0.6 0.85 -1.8 NC 0.35 gb:BB279425 /DB_XREF=gi:16401165 /DB_XREF=BB279425 /CLONE=A930017M02 /FEA=EST /CNT=5 /TID=Mm.185975.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457808_at 5.7 1.5 A A 0.53 0.98 -1.8 NC 0.83 gb:BE946928 /DB_XREF=gi:10524687 /DB_XREF=UI-M-BH3-awu-h-06-0-UI.s1 /CLONE=UI-M-BH3-awu-h-06-0-UI /FEA=EST /CNT=5 /TID=Mm.202329
MOE430_2_1458044_at 8.9 3.5 A A 0.06 0.24 -1.8 NC 0.5 gb:BQ175333 /DB_XREF=gi:20350825 /DB_XREF=UI-M-DJ2-bwc-f-05-0-UI.s1 /CLONE=UI-M-DJ2-bwc-f-05-0-UI /FEA=EST /CNT=3 /TID=Mm.131887.
MOE430_2_1458147_at 4.7 2.1 A A 0.49 0.85 -1.8 NC 0.69 gb:BB465982 /DB_XREF=gi:16427176 /DB_XREF=BB465982 /CLONE=D230005K10 /FEA=EST /CNT=3 /TID=Mm.209345.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458319_at 4.1 0.8 A A 0.33 0.6 -1.8 NC 0.5 gb:BB100748 /DB_XREF=gi:8753316 /DB_XREF=BB100748 /CLONE=9430074A13 /FEA=EST /CNT=3 /TID=Mm.77062.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458325_x_ 25 4.5 A A 0.21 0.46 -1.8 NC 0.98 gb:BB209296 /DB_XREF=gi:8874249 /DB_XREF=BB209296 /CLONE=A430091O09 /FEA=EST /CNT=3 /TID=Mm.133543.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458569_at 3.3 1.1 A A 0.3 0.53 -1.8 NC 0.58 gb:AW494058 /DB_XREF=gi:7064339 /DB_XREF=UI-M-BH3-aui-c-01-0-UI.s1 /CLONE=UI-M-BH3-aui-c-01-0-UI /FEA=EST /CNT=4 /TID=Mm.150423.1 /
MOE430_2_1458889_at 7.1 1 A A 0.3 0.63 -1.8 NC 0.5 gb:BB522862 /DB_XREF=gi:16443743 /DB_XREF=BB522862 /CLONE=D930010J12 /FEA=EST /CNT=3 /TID=Mm.207605.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459052_at 4.8 0.9 A A 0.63 0.88 -1.8 NC 0.5 gb:BE993484 /DB_XREF=gi:10675715 /DB_XREF=UI-M-BZ1-bjr-b-02-0-UI.s1 /CLONE=UI-M-BZ1-bjr-b-02-0-UI /FEA=EST /CNT=3 /TID=Mm.102097.1 /
MOE430_2_1459381_at 5.1 0.4 A A 0.78 0.9 -1.8 NC 0.51 gb:BM119377 /DB_XREF=gi:17087403 /DB_XREF=L0924E11-3 /CLONE=L0924E11 /FEA=EST /CNT=2 /TID=Mm.217242.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459468_at 6.7 2 A A 0.5 0.65 -1.8 NC 0.5 gb:C79743 /DB_XREF=gi:2520073 /DB_XREF=C79743 /CLONE=J0071C08 /FEA=EST /CNT=2 /TID=Mm.172795.1 /TIER=ConsEnd /STK=2 /UG=Mm.17279
MOE430_2_1459473_at 10.1 5.4 P A 0.04 0.46 -1.8 NC 0.94 gb:BB350487 /DB_XREF=gi:16405295 /DB_XREF=BB350487 /CLONE=B930080B11 /FEA=EST /CNT=2 /TID=Mm.202219.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459584_at 4.7 1.3 A A 0.46 0.87 -1.8 NC 0.81 gb:BB758535 /DB_XREF=gi:16190009 /DB_XREF=BB758535 /CLONE=G270099N10 /FEA=EST /CNT=2 /TID=Mm.212781.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459822_at 3.4 0.5 A A 0.63 0.96 -1.8 NC 0.5 gb:AV218533 /DB_XREF=gi:6159374 /DB_XREF=AV218533 /CLONE=3010045P14 /FEA=EST /CNT=2 /TID=Mm.85769.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459993_at 17.7 6 P A 0.000244 0.19 -1.8 NC 0.99 gb:AV233983 /DB_XREF=gi:16386100 /DB_XREF=AV233983 /CLONE=4632428D17 /FEA=EST /CNT=12 /TID=Mm.131569.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1459995_at 2.4 0.9 A A 0.6 0.53 -1.8 NC 0.3 gb:AV047656 /DB_XREF=gi:4867321 /DB_XREF=AV047656 /CLONE=1700069K11 /FEA=EST /CNT=12 /TID=Mm.46160.1 /TIER=Stack /STK=12 /UG=Mm.4
MOE430_2_1460274_at 14.8 4.7 A A 0.11 0.6 -1.8 NC 0.88 gb:NM_027622.1 /DB_XREF=gi:13937370 /GEN=4921530G04Rik /FEA=FLmRNA /CNT=6 /TID=Mm.158506.1 /TIER=FL /STK=5 /UG=Mm.158506 /LL=70956
MOE430_2_1460417_at 2.8 0.5 A A 0.43 0.98 -1.8 NC 0.94 gb:AB041803.1 /DB_XREF=gi:7670531 /FEA=mRNA /CNT=4 /TID=Mm.38558.1 /TIER=ConsEnd /STK=0 /UG=Mm.38558 /UG_TITLE=Mus musculus brain cD
MOE430_2_1460444_at 88.9 26.2 P P 0.000244 0.00293 -1.8 D 0.99 gb:AK004614.1 /DB_XREF=gi:12835904 /FEA=mRNA /CNT=85 /TID=Mm.495.1 /TIER=Stack /STK=27 /UG=Mm.495 /LL=74110 /UG_GENE=1200006I17Rik 
MOE430_2_1460526_at 6.1 1.5 A A 0.09 0.5 -1.8 NC 0.5 gb:AV250076 /DB_XREF=gi:6237535 /DB_XREF=AV250076 /CLONE=4833420L08 /FEA=mRNA /CNT=2 /TID=Mm.159249.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1460570_at 2.5 1.4 A A 0.56 0.72 -1.8 NC 0.95 gb:AV151597 /DB_XREF=gi:16383171 /DB_XREF=AV151597 /CLONE=2900019O05 /FEA=EST /CNT=28 /TID=Mm.41598.1 /TIER=Stack /STK=25 /UG=Mm
MOE430_2_AFFX-ThrX 6.9 1.5 A A 0.52 0.86 -1.8 NC 0.5 Bacillus subtilis /REF=X04603 /DEF=B subtilis thrC, thrB genes corresponding to nucleotides 248-2229 of X04603 /LEN=2073 (-5, -M, -3 represent transc
MOE430_2_1415960_at 9.5 4.5 A A 0.36 0.53 -1.9 NC 0.5 gb:NM_010824.1 /DB_XREF=gi:6754731 /GEN=Mpo /FEA=FLmRNA /CNT=182 /TID=Mm.4668.1 /TIER=FL+Stack /STK=158 /UG=Mm.4668 /LL=17523 /DEF
MOE430_2_1417318_at 5.5 0.9 A A 0.43 0.49 -1.9 NC 0.03 gb:AB060589.1 /DB_XREF=gi:16326312 /GEN=BRINP /FEA=FLmRNA /CNT=81 /TID=Mm.103776.1 /TIER=FL+Stack /STK=48 /UG=Mm.103776 /LL=56710 
MOE430_2_1417702_a_ 5.3 0.9 A A 0.52 0.78 -1.9 NC 0.5 gb:NM_080462.1 /DB_XREF=gi:17978275 /GEN=Hnmt /FEA=FLmRNA /CNT=63 /TID=Mm.33120.1 /TIER=FL+Stack /STK=38 /UG=Mm.33120 /LL=140483 /
MOE430_2_1417945_at 7.9 0.4 A A 0.43 0.72 -1.9 NC 0.5 gb:NM_013633.1 /DB_XREF=gi:7305398 /GEN=Pou5f1 /FEA=FLmRNA /CNT=48 /TID=Mm.17031.1 /TIER=FL+Stack /STK=33 /UG=Mm.17031 /LL=18999 /D
MOE430_2_1418398_a_ 27.1 8.2 P A 0.000732 0.33 -1.9 D 0.99 gb:AF175771.1 /DB_XREF=gi:11036699 /GEN=Phemx /FEA=FLmRNA /CNT=50 /TID=Mm.28172.1 /TIER=FL+Stack /STK=24 /UG=Mm.28172 /LL=27027 /D
MOE430_2_1418603_at 3.7 1.1 A A 0.43 0.69 -1.9 NC 0.5 gb:NM_016847.1 /DB_XREF=gi:8392952 /GEN=Avpr1a /FEA=FLmRNA /CNT=30 /TID=Mm.4351.1 /TIER=FL+Stack /STK=21 /UG=Mm.4351 /LL=54140 /DE
MOE430_2_1418614_at 10.8 3.3 A A 0.09 0.53 -1.9 NC 0.63 gb:NM_019659.1 /DB_XREF=gi:9790200 /GEN=Kcnj1 /FEA=FLmRNA /CNT=30 /TID=Mm.153837.1 /TIER=FL /STK=2 /UG=Mm.153837 /LL=56379 /DEF=Mu
MOE430_2_1418639_at 8.7 1.1 A A 0.53 0.75 -1.9 NC 0.5 gb:NM_011359.1 /DB_XREF=gi:6755479 /GEN=Sftpc /FEA=FLmRNA /CNT=87 /TID=Mm.24040.1 /TIER=FL+Stack /STK=20 /UG=Mm.24040 /LL=20389 /DE
MOE430_2_1418648_at 5.1 1.4 A A 0.5 0.78 -1.9 NC 0.68 gb:NM_028133.1 /DB_XREF=gi:15375329 /GEN=Egln3 /FEA=FLmRNA /CNT=122 /TID=Mm.33484.1 /TIER=FL+Stack /STK=20 /UG=Mm.33484 /LL=112407 
MOE430_2_1418752_at 192.4 59.7 P P 0.000244 0.000732 -1.9 D 0.99 gb:NM_007436.1 /DB_XREF=gi:6680675 /GEN=Aldh3a1 /FEA=FLmRNA /CNT=26 /TID=Mm.4257.1 /TIER=FL+Stack /STK=19 /UG=Mm.4257 /LL=11670 /DE
MOE430_2_1418778_at 191.7 33.3 P P 0.000244 0.005859 -1.9 D 0.99 gb:NM_025779.1 /DB_XREF=gi:13385247 /GEN=9030408N13Rik /FEA=FLmRNA /CNT=27 /TID=Mm.31056.1 /TIER=FL+Stack /STK=18 /UG=Mm.31056 /LL
MOE430_2_1419672_at 12.8 3 A A 0.5 0.56 -1.9 NC 0.11 gb:NM_009262.1 /DB_XREF=gi:6678110 /GEN=Spock1 /FEA=FLmRNA /CNT=51 /TID=Mm.5091.1 /TIER=FL /STK=7 /UG=Mm.5091 /LL=20745 /DEF=Mus m
MOE430_2_1420051_at 4.8 1.5 A A 0.5 0.78 -1.9 NC 0.76 gb:BE691368 /DB_XREF=gi:10078992 /DB_XREF=ut14e12.x1 /CLONE=IMAGE:3327886 /FEA=EST /CNT=1 /TID=Mm.139091.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1420173_at 1.8 1.1 A A 0.8 0.9 -1.9 NC 0.5 gb:C80900 /DB_XREF=gi:2521230 /DB_XREF=C80900 /CLONE=J0090C12 /FEA=EST /CNT=1 /TID=Mm.5978.1 /TIER=ConsEnd /STK=1 /UG=Mm.5978 /L



MOE430_2_1420264_at 10.3 1.4 A A 0.46 0.63 -1.9 NC 0.5 gb:BB288269 /DB_XREF=gi:8988718 /DB_XREF=BB288269 /CLONE=B020025K13 /FEA=EST /CNT=1 /TID=Mm.146026.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420293_at 7.8 2.7 A A 0.66 0.72 -1.9 NC 0.5 gb:BB279752 /DB_XREF=gi:8976774 /DB_XREF=BB279752 /CLONE=A930019J19 /FEA=EST /CNT=1 /TID=Mm.130349.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420410_at 10.3 2.8 A A 0.36 0.75 -1.9 NC 0.79 gb:NM_030676.1 /DB_XREF=gi:14010846 /GEN=Nr5a2 /FEA=FLmRNA /CNT=19 /TID=Mm.16794.1 /TIER=FL /STK=5 /UG=Mm.16794 /LL=26424 /DEF=Mu
MOE430_2_1420451_at 6.4 1.4 A A 0.53 0.72 -1.9 NC 0.46 gb:NM_021370.1 /DB_XREF=gi:10946701 /GEN=Inac-pending /FEA=FLmRNA /CNT=6 /TID=Mm.88839.1 /TIER=FL /STK=5 /UG=Mm.88839 /LL=58170 /DE
MOE430_2_1420648_at 4.4 1.4 A A 0.39 0.69 -1.9 NC 0.97 gb:NM_023835.1 /DB_XREF=gi:12963842 /GEN=Trim12 /FEA=FLmRNA /CNT=20 /TID=Mm.26466.1 /TIER=FL /STK=3 /UG=Mm.26466 /LL=76681 /DEF=Mu
MOE430_2_1420664_s_ 300.6 90.4 P P 0.000244 0.001221 -1.9 D 0.99 gb:NM_011171.1 /DB_XREF=gi:6755175 /GEN=Procr /FEA=FLmRNA /CNT=22 /TID=Mm.3243.1 /TIER=FL /STK=3 /UG=Mm.3243 /LL=19124 /DEF=Mus mu
MOE430_2_1421207_at 13.4 3.9 A A 0.17 0.46 -1.9 NC 0.5 gb:BB235045 /DB_XREF=gi:16354736 /DB_XREF=BB235045 /CLONE=A630052I18 /FEA=FLmRNA /CNT=18 /TID=Mm.4964.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1421230_a_ 8 2.9 A A 0.24 0.46 -1.9 NC 0.27 gb:NM_054043.1 /DB_XREF=gi:17157988 /GEN=Msi2h /FEA=FLmRNA /CNT=31 /TID=Mm.23878.1 /TIER=FL /STK=2 /UG=Mm.23878 /LL=76626 /DEF=Mus
MOE430_2_1421367_at 6.1 2.1 A A 0.27 0.82 -1.9 NC 0.5 gb:NM_026300.1 /DB_XREF=gi:13385795 /GEN=4930549C01Rik /FEA=FLmRNA /CNT=8 /TID=Mm.158168.1 /TIER=FL /STK=2 /UG=Mm.158168 /LL=67663
MOE430_2_1421561_at 6.9 1.8 A A 0.39 0.69 -1.9 NC 0.64 gb:NM_080641.1 /DB_XREF=gi:18079437 /GEN=Bhlhb4 /FEA=FLmRNA /CNT=4 /TID=Mm.134062.1 /TIER=FL /STK=2 /UG=Mm.134062 /LL=140489 /DEF=
MOE430_2_1421644_at 4.5 5.3 A A 0.24 0.8 -1.9 NC 0.79 gb:NM_011409.1 /DB_XREF=gi:6755571 /GEN=Slfn3 /FEA=FLmRNA /CNT=3 /TID=Mm.42125.1 /TIER=FL /STK=2 /UG=Mm.42125 /LL=20557 /DEF=Mus m
MOE430_2_1421942_s_ 15.8 4.9 A A 0.6 0.69 -1.9 NC 0.28 gb:M92420.1 /DB_XREF=gi:202155 /FEA=FLmRNA /CNT=40 /TID=Mm.219664.1 /TIER=FL /STK=1 /UG=Mm.219664 /LL=21802 /UG_GENE=Tgfa /DEF=Mo
MOE430_2_1422023_at 5.1 3.2 A A 0.66 0.72 -1.9 NC 0.33 gb:NM_007567.1 /DB_XREF=gi:6671647 /GEN=Bsn /FEA=FLmRNA /CNT=17 /TID=Mm.20425.1 /TIER=FL /STK=1 /UG=Mm.20425 /LL=12217 /DEF=Mus m
MOE430_2_1422030_at 8.4 2.4 A A 0.56 0.63 -1.9 NC 0.5 gb:AF326316.1 /DB_XREF=gi:16903212 /FEA=FLmRNA /CNT=20 /TID=Mm.173377.1 /TIER=FL /STK=1 /UG=Mm.173377 /LL=140494 /UG_GENE=Atp6v0a4
MOE430_2_1422108_at 15 3.5 P A 0.02 0.24 -1.9 NC 0.71 gb:NM_080464.1 /DB_XREF=gi:17978279 /GEN=Ppp1r3a /FEA=FLmRNA /CNT=14 /TID=Mm.209429.1 /TIER=FL /STK=1 /UG=Mm.209429 /LL=140491 /DE
MOE430_2_1422162_at 28 2.3 M A 0.05 0.46 -1.9 D 0.99 gb:NM_007831.1 /DB_XREF=gi:6681138 /GEN=Dcc /FEA=FLmRNA /CNT=6 /TID=Mm.57226.1 /TIER=FL /STK=1 /UG=Mm.57226 /LL=13176 /DEF=Mus mu
MOE430_2_1422217_a_ 12.8 0.8 A A 0.14 0.66 -1.9 NC 0.62 gb:NM_009992.1 /DB_XREF=gi:6753563 /GEN=Cyp1a1 /FEA=FLmRNA /CNT=4 /TID=Mm.14089.1 /TIER=FL /STK=1 /UG=Mm.14089 /LL=13076 /DEF=Mus
MOE430_2_1422332_at 5.8 0.4 A A 0.24 0.93 -1.9 NC 0.78 gb:NM_008333.1 /DB_XREF=gi:6680364 /GEN=Ifna11 /FEA=FLmRNA /CNT=1 /TID=Mm.14102.1 /TIER=FL /STK=1 /UG=Mm.14102 /LL=15964 /DEF=Mus m
MOE430_2_1422573_at 230 78 P P 0.000244 0.000732 -1.9 D 0.99 gb:D85596.1 /DB_XREF=gi:2094764 /GEN=AMPD3 /FEA=FLmRNA /CNT=54 /TID=Mm.3238.1 /TIER=FL+Stack /STK=33 /UG=Mm.3238 /LL=11717 /DEF=M
MOE430_2_1425146_at 10.8 2.3 A A 0.46 0.78 -1.9 NC 0.5 gb:BC024536.1 /DB_XREF=gi:19353613 /FEA=FLmRNA /CNT=39 /TID=Mm.17610.1 /TIER=FL /STK=5 /UG=Mm.17610 /LL=78652 /UG_GENE=2410075B13
MOE430_2_1425558_at 6.7 1.4 A A 0.39 0.69 -1.9 NC 0.5 gb:BC017147.1 /DB_XREF=gi:16877829 /FEA=FLmRNA /CNT=34 /TID=Mm.213403.1 /TIER=FL /STK=1 /UG=Mm.213403 /DEF=Mus musculus, clone MGC:
MOE430_2_1425828_at 5.1 0.7 A A 0.63 0.9 -1.9 NC 0.74 gb:AF357883.1 /DB_XREF=gi:13650145 /GEN=Nkx6-1 /FEA=FLmRNA /CNT=4 /TID=Mm.193072.1 /TIER=FL /STK=1 /UG=Mm.193072 /LL=18096 /DEF=M
MOE430_2_1425970_a_ 5.3 0.7 A A 0.3 0.56 -1.9 NC 0.5 gb:U15443.1 /DB_XREF=gi:558445 /GEN=c-ros /FEA=FLmRNA /CNT=1 /TID=Mm.4155.1 /TIER=FL /STK=1 /UG=Mm.4155 /LL=19886 /DEF=Mus musculu
MOE430_2_1426047_a_ 6.1 0.8 A A 0.56 0.8 -1.9 NC 0.58 gb:AF129509.1 /DB_XREF=gi:4768904 /FEA=FLmRNA /CNT=1 /TID=Mm.3771.3 /TIER=FL /STK=1 /UG=Mm.3771 /LL=19279 /UG_GENE=Ptprr /DEF=Mus 
MOE430_2_1426108_s_ 27.6 7 A A 0.14 0.46 -1.9 NC 0.75 gb:AY094172.1 /DB_XREF=gi:20152161 /FEA=FLmRNA /CNT=1 /TID=Mm.220298.2 /TIER=FL /STK=1 /UG=Mm.220298 /DEF=Mus musculus L-type calciu
MOE430_2_1426231_at 24.9 4.7 P A 0.001221 0.3 -1.9 D 0.99 gb:AF454755.1 /DB_XREF=gi:18042138 /GEN=Vit /FEA=FLmRNA /CNT=52 /TID=Mm.41547.1 /TIER=FL+Stack /STK=39 /UG=Mm.41547 /LL=74199 /DEF=
MOE430_2_1426914_at 1.8 0.4 A A 0.52 0.85 -1.9 NC 0.79 gb:BG076407 /DB_XREF=gi:12558976 /DB_XREF=H3159E02-3 /CLONE=H3159E02 /FEA=mRNA /CNT=66 /TID=Mm.25300.1 /TIER=Stack /STK=39 /UG=M
MOE430_2_1427519_at 9 1 A A 0.53 0.72 -1.9 NC 0.5 gb:BG311385 /DB_XREF=gi:13113186 /DB_XREF=ib24a12.y1 /CLONE=IMAGE:5648566 /FEA=mRNA /CNT=13 /TID=Mm.153916.1 /TIER=ConsEnd /STK=0 
MOE430_2_1427652_x_ 11.3 2.7 A A 0.46 0.5 -1.9 NC 0.5 gb:AF041861.1 /DB_XREF=gi:3241992 /FEA=mRNA /CNT=2 /TID=Mm.30717.4 /TIER=ConsEnd /STK=0 /UG=Mm.30717 /LL=20975 /UG_GENE=Synj2 /DEF
MOE430_2_1428067_at 17.2 3.8 P A 0.00415 0.19 -1.9 NC 0.5 gb:AK014511.1 /DB_XREF=gi:12852417 /FEA=mRNA /CNT=208 /TID=Mm.33230.1 /TIER=Stack /STK=184 /UG=Mm.33230 /LL=70784 /UG_GENE=4631404
MOE430_2_1428184_at 11.7 2.8 A A 0.09 0.56 -1.9 NC 0.5 gb:BB348639 /DB_XREF=gi:16405167 /DB_XREF=BB348639 /CLONE=B930071I11 /FEA=mRNA /CNT=83 /TID=Mm.37075.1 /TIER=Stack /STK=78 /UG=M
MOE430_2_1429608_at 11.7 1.4 A A 0.27 0.66 -1.9 NC 0.5 gb:AK007397.1 /DB_XREF=gi:12840922 /FEA=mRNA /CNT=18 /TID=Mm.46265.1 /TIER=Stack /STK=13 /UG=Mm.46265 /LL=69117 /UG_GENE=1810009C1
MOE430_2_1429925_at 3.1 0.7 A A 0.68 0.9 -1.9 NC 0.5 gb:AK016908.1 /DB_XREF=gi:12855890 /FEA=mRNA /CNT=8 /TID=Mm.79402.1 /TIER=ConsEnd /STK=6 /UG=Mm.79402 /LL=71183 /UG_GENE=4933425B
MOE430_2_1429950_at 14.8 2 A A 0.36 0.69 -1.9 NC 0.91 gb:AK010945.1 /DB_XREF=gi:12846734 /FEA=mRNA /CNT=11 /TID=Mm.81831.1 /TIER=ConsEnd /STK=5 /UG=Mm.81831 /LL=76589 /UG_GENE=2510009
MOE430_2_1430264_at 11.8 4.6 A A 0.09 0.36 -1.9 NC 0.5 gb:BM250295 /DB_XREF=gi:17885565 /DB_XREF=K0847D04-3 /CLONE=K0847D04 /FEA=mRNA /CNT=4 /TID=Mm.48011.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1430477_s_ 11.1 2.2 A A 0.43 0.87 -1.9 NC 0.5 gb:AK006309.1 /DB_XREF=gi:12839341 /FEA=mRNA /CNT=4 /TID=Mm.195622.1 /TIER=ConsEnd /STK=2 /UG=Mm.195622 /LL=71852 /UG_GENE=170002
MOE430_2_1430548_at 4.5 1.9 A A 0.46 0.63 -1.9 NC 0.4 gb:AK014588.1 /DB_XREF=gi:12852535 /FEA=mRNA /CNT=17 /TID=Mm.171304.1 /TIER=ConsEnd /STK=1 /UG=Mm.171304 /LL=74038 /UG_GENE=46324
MOE430_2_1430620_at 4.7 1.4 A A 0.39 0.8 -1.9 NC 0.87 gb:BB535557 /DB_XREF=gi:16446564 /DB_XREF=BB535557 /CLONE=E030044I16 /FEA=mRNA /CNT=11 /TID=Mm.159605.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1431029_at 4.8 0.9 A A 0.21 0.8 -1.9 NC 0.5 gb:BB638308 /DB_XREF=gi:16473967 /DB_XREF=BB638308 /CLONE=A630024L05 /FEA=mRNA /CNT=15 /TID=Mm.44746.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431291_at 16 6 A A 0.39 0.82 -1.9 NC 0.99 gb:AA200442 /DB_XREF=gi:1796646 /DB_XREF=mu33e06.r1 /CLONE=IMAGE:641218 /FEA=mRNA /CNT=5 /TID=Mm.176839.1 /TIER=ConsEnd /STK=0 /U
MOE430_2_1431400_a_ 10.3 3.7 A A 0.63 0.66 -1.9 NC 0.5 gb:AK017394.1 /DB_XREF=gi:12856612 /FEA=mRNA /CNT=3 /TID=Mm.3257.3 /TIER=ConsEnd /STK=0 /UG=Mm.3257 /LL=14457 /UG_GENE=Gas7 /UG_T
MOE430_2_1431525_at 9.2 2.1 A A 0.36 0.39 -1.9 NC 0.5 gb:AK018586.1 /DB_XREF=gi:12858367 /FEA=mRNA /CNT=3 /TID=Mm.159237.1 /TIER=ConsEnd /STK=1 /UG=Mm.159237 /LL=74554 /UG_GENE=913000
MOE430_2_1431541_at 4.5 0.7 A A 0.53 0.88 -1.9 NC 0.63 gb:AK016943.1 /DB_XREF=gi:12855946 /FEA=mRNA /CNT=2 /TID=Mm.29697.2 /TIER=ConsEnd /STK=1 /UG=Mm.29697 /LL=68292 /UG_GENE=1300006C
MOE430_2_1431594_at 9.9 2.1 A A 0.24 0.5 -1.9 NC 0.5 gb:AK015959.1 /DB_XREF=gi:12854508 /FEA=mRNA /CNT=2 /TID=Mm.22369.2 /TIER=ConsEnd /STK=1 /UG=Mm.22369 /LL=75221 /UG_GENE=4930533O
MOE430_2_1431624_a_ 8.5 2.5 A A 0.39 0.63 -1.9 NC 0.74 gb:AK020974.1 /DB_XREF=gi:12861721 /FEA=mRNA /CNT=2 /TID=Mm.82188.2 /TIER=ConsEnd /STK=1 /UG=Mm.82188 /LL=67233 /UG_GENE=2810449K
MOE430_2_1431699_at 18.8 4.5 A A 0.06 0.66 -1.9 NC 0.78 gb:AK019884.1 /DB_XREF=gi:12860271 /GEN=Fut4-ps1 /FEA=mRNA /CNT=2 /TID=Mm.160272.1 /TIER=ConsEnd /STK=0 /UG=Mm.160272 /LL=14346 /U
MOE430_2_1431797_at 12.8 2.7 A A 0.33 0.53 -1.9 NC 0.35 gb:AK019540.1 /DB_XREF=gi:12859811 /FEA=mRNA /CNT=1 /TID=Mm.160125.1 /TIER=ConsEnd /STK=0 /UG=Mm.160125 /LL=78758 /UG_GENE=492151
MOE430_2_1431950_at 6.9 1.3 A A 0.12 0.53 -1.9 NC 0.44 gb:AK015927.1 /DB_XREF=gi:12854459 /FEA=mRNA /CNT=1 /TID=Mm.159595.1 /TIER=ConsEnd /STK=0 /UG=Mm.159595 /LL=75831 /UG_GENE=493052
MOE430_2_1432208_at 4.6 1.7 A A 0.24 0.43 -1.9 NC 0.81 gb:AK015487.1 /DB_XREF=gi:12853850 /FEA=mRNA /CNT=1 /TID=Mm.159350.1 /TIER=ConsEnd /STK=0 /UG=Mm.159350 /LL=74881 /UG_GENE=493045
MOE430_2_1432629_at 5.1 1.2 A A 0.66 0.85 -1.9 NC 0.59 gb:BB015522 /DB_XREF=gi:8138724 /DB_XREF=BB015522 /CLONE=4930554K12 /FEA=mRNA /CNT=3 /TID=Mm.159477.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432971_at 18.9 4.3 M A 0.05 0.27 -1.9 NC 0.66 gb:AK014916.1 /DB_XREF=gi:12853035 /FEA=mRNA /CNT=1 /TID=Mm.159796.1 /TIER=ConsEnd /STK=0 /UG=Mm.159796 /LL=76859 /UG_GENE=492151
MOE430_2_1432990_at 10.2 2.3 P A 0.03 0.69 -1.9 NC 0.94 gb:AK018068.1 /DB_XREF=gi:12857618 /FEA=mRNA /CNT=1 /TID=Mm.159688.1 /TIER=ConsEnd /STK=0 /UG=Mm.159688 /LL=76128 /UG_GENE=583049
MOE430_2_1433020_at 4.4 1.1 A A 0.43 0.66 -1.9 NC 0.44 gb:AK017927.1 /DB_XREF=gi:12857425 /FEA=mRNA /CNT=1 /TID=Mm.159321.1 /TIER=ConsEnd /STK=0 /UG=Mm.159321 /LL=74730 /UG_GENE=583041
MOE430_2_1433068_at 16.3 2.3 A A 0.33 0.56 -1.9 NC 0.5 gb:AK018259.1 /DB_XREF=gi:12857883 /FEA=mRNA /CNT=1 /TID=Mm.215199.1 /TIER=ConsEnd /STK=0 /UG=Mm.215199 /LL=76878 /UG_GENE=633058
MOE430_2_1433117_at 6.1 1.3 A A 0.46 0.78 -1.9 NC 0.5 gb:AK009029.1 /DB_XREF=gi:12843576 /FEA=mRNA /CNT=1 /TID=Mm.158323.1 /TIER=ConsEnd /STK=0 /UG=Mm.158323 /LL=70084 /UG_GENE=230000
MOE430_2_1433162_at 12.4 2.3 A A 0.3 0.63 -1.9 NC 0.72 gb:AK018087.1 /DB_XREF=gi:12857643 /FEA=mRNA /CNT=1 /TID=Mm.159692.1 /TIER=ConsEnd /STK=0 /UG=Mm.159692 /LL=76141 /UG_GENE=623041
MOE430_2_1433212_at 3.2 0.9 A A 0.3 0.77 -1.9 NC 0.6 gb:AK012219.1 /DB_XREF=gi:12848829 /FEA=mRNA /CNT=1 /TID=Mm.158839.1 /TIER=ConsEnd /STK=0 /UG=Mm.158839 /LL=72539 /UG_GENE=270000
MOE430_2_1433333_at 9.2 2.8 A A 0.36 0.85 -1.9 NC 0.74 gb:AK021045.1 /DB_XREF=gi:12861815 /FEA=mRNA /CNT=1 /TID=Mm.160114.1 /TIER=ConsEnd /STK=0 /UG=Mm.160114 /LL=78693 /UG_GENE=C03000
MOE430_2_1435095_at 4.2 0.5 A A 0.6 0.95 -1.9 NC 0.75 gb:BE980202 /DB_XREF=gi:10647921 /DB_XREF=UI-M-BG2-bcq-h-04-0-UI.s1 /CLONE=UI-M-BG2-bcq-h-04-0-UI /FEA=EST /CNT=32 /TID=Mm.87041
MOE430_2_1435116_at 2.4 0.3 A A 0.8 0.93 -1.9 NC 0.57 gb:BB219003 /DB_XREF=gi:16353360 /DB_XREF=BB219003 /CLONE=A530052E22 /FEA=EST /CNT=28 /TID=Mm.41709.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435286_at 2.1 0.3 A A 0.66 0.82 -1.9 NC 0.77 gb:BB304438 /DB_XREF=gi:15411255 /DB_XREF=BB304438 /CLONE=B230112K05 /FEA=EST /CNT=21 /TID=Mm.71064.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435560_at 23.7 7.4 M A 0.05 0.46 -1.9 NC 0.91 gb:BI554446 /DB_XREF=gi:15441760 /DB_XREF=603235757F1 /CLONE=IMAGE:5309847 /FEA=EST /CNT=24 /TID=Mm.79264.1 /TIER=Stack /STK=15 /UG
MOE430_2_1435648_at 9.2 2.8 P A 0.04 0.53 -1.9 NC 0.94 gb:BB325766 /DB_XREF=gi:16403582 /DB_XREF=BB325766 /CLONE=B430119L13 /FEA=EST /CNT=32 /TID=Mm.23283.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1435657_at 16.9 4.8 P A 0.03 0.43 -1.9 NC 0.68 gb:BQ174439 /DB_XREF=gi:20349930 /DB_XREF=UI-M-DJ2-bvy-g-21-0-UI.s1 /CLONE=UI-M-DJ2-bvy-g-21-0-UI /FEA=EST /CNT=25 /TID=Mm.23125.1
MOE430_2_1436168_at 6.6 1.4 A A 0.39 0.6 -1.9 NC 0.5 gb:BB178367 /DB_XREF=gi:16269881 /DB_XREF=BB178367 /CLONE=A230073G04 /FEA=EST /CNT=52 /TID=Mm.24292.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1436409_at 13 2.6 A A 0.43 0.6 -1.9 NC 0.54 gb:AI604777 /DB_XREF=gi:4613944 /DB_XREF=me17h07.x1 /CLONE=IMAGE:387805 /FEA=EST /CNT=13 /TID=Mm.14022.2 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436667_at 4.3 1.1 A A 0.63 0.85 -1.9 NC 0.63 gb:BB500790 /DB_XREF=gi:16442343 /DB_XREF=BB500790 /CLONE=D630030O06 /FEA=EST /CNT=8 /TID=Mm.200285.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436876_at 9.9 2.3 A A 0.39 0.66 -1.9 NC 0.94 gb:AV337421 /DB_XREF=gi:16396460 /DB_XREF=AV337421 /CLONE=6430400M18 /FEA=EST /CNT=46 /TID=Mm.100348.1 /TIER=Stack /STK=40 /UG=M
MOE430_2_1437031_at 5.1 0.7 A A 0.33 0.66 -1.9 NC 0.88 gb:BB312460 /DB_XREF=gi:16402807 /DB_XREF=BB312460 /CLONE=B230334L04 /FEA=EST /CNT=29 /TID=Mm.44907.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437060_at 8.9 2.1 A A 0.27 0.46 -1.9 NC 0.57 gb:AV290148 /DB_XREF=gi:16392247 /DB_XREF=AV290148 /CLONE=5131401H15 /FEA=EST /CNT=46 /TID=Mm.26456.1 /TIER=Stack /STK=27 /UG=Mm
MOE430_2_1437582_at 3.1 0.3 A A 0.36 0.75 -1.9 NC 0.7 gb:BB556915 /DB_XREF=gi:9643281 /DB_XREF=BB556915 /CLONE=E330025N19 /FEA=EST /CNT=18 /TID=Mm.7044.3 /TIER=Stack /STK=16 /UG=Mm.7
MOE430_2_1437980_at 3.3 1.1 A A 0.39 0.6 -1.9 NC 0.46 gb:BB814947 /DB_XREF=gi:16987576 /DB_XREF=BB814947 /CLONE=G730026J05 /FEA=EST /CNT=13 /TID=Mm.190421.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1438448_at 4.1 0.8 A A 0.3 0.66 -1.9 NC 0.5 gb:BB217568 /DB_XREF=gi:8882521 /DB_XREF=BB217568 /CLONE=A530045G15 /FEA=EST /CNT=15 /TID=Mm.204765.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438819_at 9.8 3.2 A A 0.11 0.46 -1.9 NC 0.63 gb:BM239760 /DB_XREF=gi:17875030 /DB_XREF=K0539G11-3 /CLONE=K0539G11 /FEA=EST /CNT=10 /TID=Mm.213367.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438873_at 5.3 0.8 A A 0.1 0.56 -1.9 NC 0.5 gb:BF011300 /DB_XREF=gi:10711633 /DB_XREF=uy04b06.x1 /CLONE=IMAGE:3657011 /FEA=EST /CNT=10 /TID=Mm.133328.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1439260_a_ 82.2 16.1 P P 0.005859 0.000732 -1.9 D 0.99 gb:BB039510 /DB_XREF=gi:8445896 /DB_XREF=BB039510 /CLONE=6030443A19 /FEA=EST /CNT=9 /TID=Mm.53371.2 /TIER=Stack /STK=8 /UG=Mm.533
MOE430_2_1439292_at 11.6 3.6 A A 0.24 0.33 -1.9 NC 0.5 gb:AW121375 /DB_XREF=gi:6096708 /DB_XREF=UI-M-BH2.2-aom-e-12-0-UI.s1 /CLONE=UI-M-BH2.2-aom-e-12-0-UI /FEA=EST /CNT=9 /TID=Mm.6535
MOE430_2_1439336_at 18.6 4.5 P A 0.03 0.24 -1.9 NC 0.95 gb:BB531537 /DB_XREF=gi:16445936 /DB_XREF=BB531537 /CLONE=E030017J19 /FEA=EST /CNT=8 /TID=Mm.194488.1 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1439359_x_ 8.9 2.2 A A 0.43 0.69 -1.9 NC 0.59 gb:BF465348 /DB_XREF=gi:11534531 /DB_XREF=UI-M-CG0p-bqi-e-06-0-UI.s1 /CLONE=UI-M-CG0p-bqi-e-06-0-UI /FEA=EST /CNT=8 /TID=Mm.39843.
MOE430_2_1439660_at 13.3 3 A A 0.3 0.5 -1.9 NC 0.5 gb:BB309576 /DB_XREF=gi:16402535 /DB_XREF=BB309576 /CLONE=B230311G02 /FEA=EST /CNT=8 /TID=Mm.131917.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439681_at 5.7 0.9 A A 0.14 0.56 -1.9 NC 0.78 gb:BG068951 /DB_XREF=gi:12551520 /DB_XREF=H3071A12-3 /CLONE=H3071A12 /FEA=EST /CNT=7 /TID=Mm.12080.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439898_at 7.8 2 A A 0.5 0.46 -1.9 NC 0.1 gb:BG070001 /DB_XREF=gi:12552658 /DB_XREF=H3083E05-3 /CLONE=H3083E05 /FEA=EST /CNT=9 /TID=Mm.27456.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440176_x_ 8.9 1.5 A A 0.17 0.72 -1.9 NC 0.55 gb:AV210477 /DB_XREF=gi:6151025 /DB_XREF=AV210477 /CLONE=1700124K18 /FEA=EST /CNT=6 /TID=Mm.46178.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440422_at 0.8 0.3 A A 0.78 0.98 -1.9 NC 0.5 gb:BB271612 /DB_XREF=gi:8968628 /DB_XREF=BB271612 /CLONE=A830055N02 /FEA=EST /CNT=6 /TID=Mm.166509.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440434_at 9 2.4 A A 0.43 0.56 -1.9 NC 0.55 gb:BB667917 /DB_XREF=gi:16399366 /DB_XREF=BB667917 /CLONE=C920007C03 /FEA=EST /CNT=6 /TID=Mm.211747.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440696_at 12 2.7 A A 0.24 0.6 -1.9 NC 0.54 gb:BE985220 /DB_XREF=gi:10658304 /DB_XREF=UI-M-CG0p-bdi-h-11-0-UI.s1 /CLONE=UI-M-CG0p-bdi-h-11-0-UI /FEA=EST /CNT=5 /TID=Mm.151594
MOE430_2_1441791_at 10.3 1 M A 0.05 0.74 -1.9 NC 0.77 gb:AW490497 /DB_XREF=gi:7060768 /DB_XREF=UI-M-BH3-ass-g-06-0-UI.s1 /CLONE=UI-M-BH3-ass-g-06-0-UI /FEA=EST /CNT=4 /TID=Mm.101802.1 
MOE430_2_1441837_at 9.6 2.6 A A 0.27 0.46 -1.9 NC 0.5 gb:BB251579 /DB_XREF=gi:8944325 /DB_XREF=BB251579 /CLONE=A730047C03 /FEA=EST /CNT=4 /TID=Mm.170482.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441887_x_ 7.1 2.2 A A 0.09 0.75 -1.9 NC 0.88 gb:BB548587 /DB_XREF=gi:9620015 /DB_XREF=BB548587 /CLONE=E230011A09 /FEA=EST /CNT=4 /TID=Mm.131320.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442286_at 10.7 2.4 A A 0.17 0.56 -1.9 NC 0.87 gb:BB560335 /DB_XREF=gi:16449093 /DB_XREF=BB560335 /CLONE=E530015N04 /FEA=EST /CNT=5 /TID=Mm.103311.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442383_at 9.1 2.2 A A 0.21 0.5 -1.9 NC 0.53 gb:AW125215 /DB_XREF=gi:6100745 /DB_XREF=UI-M-BH2.1-aps-c-01-0-UI.s1 /CLONE=UI-M-BH2.1-aps-c-01-0-UI /FEA=EST /CNT=5 /TID=Mm.59193
MOE430_2_1442394_at 6.7 1.1 A A 0.14 0.63 -1.9 NC 0.7 gb:BE957304 /DB_XREF=gi:10602728 /DB_XREF=UI-M-BG2-bce-f-12-0-UI.s1 /CLONE=UI-M-BG2-bce-f-12-0-UI /FEA=EST /CNT=5 /TID=Mm.193828.1
MOE430_2_1442516_at 5.7 0.7 A A 0.6 0.95 -1.9 NC 0.59 gb:BG070123 /DB_XREF=gi:12552692 /DB_XREF=H3083H10-3 /CLONE=H3083H10 /FEA=EST /CNT=4 /TID=Mm.154692.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442583_a_ 9.2 2 A A 0.43 0.75 -1.9 NC 0.79 gb:AI852969 /DB_XREF=gi:5496875 /DB_XREF=UI-M-BH0-aiz-g-03-0-UI.s1 /CLONE=UI-M-BH0-aiz-g-03-0-UI /FEA=EST /CNT=4 /TID=Mm.41238.1 /TI
MOE430_2_1442707_at 14 2.7 A A 0.39 0.78 -1.9 NC 0.7 gb:BI134616 /DB_XREF=gi:14584904 /DB_XREF=UI-M-BH3-brt-h-11-0-UI.s1 /CLONE=UI-M-BH3-brt-h-11-0-UI /FEA=EST /CNT=4 /TID=Mm.101749.1 /
MOE430_2_1442735_at 7.4 1.3 A A 0.63 0.8 -1.9 NC 0.79 gb:BM941420 /DB_XREF=gi:19400572 /DB_XREF=UI-M-BZ1-bln-d-11-0-UI.r1 /CLONE=UI-M-BZ1-bln-d-11-0-UI /FEA=EST /CNT=4 /TID=Mm.156069.1 
MOE430_2_1442764_at 11.4 2.7 A A 0.08 0.43 -1.9 NC 0.5 gb:BE456272 /DB_XREF=gi:9477177 /DB_XREF=ut04a07.x1 /CLONE=IMAGE:3326868 /FEA=EST /CNT=4 /TID=Mm.135643.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442819_at 6.4 1.1 A A 0.06 0.43 -1.9 NC 0.5 gb:BM213778 /DB_XREF=gi:17771769 /DB_XREF=C0841E08-3 /CLONE=C0841E08 /FEA=EST /CNT=5 /TID=Mm.37334.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443194_at 4.7 1 A A 0.63 0.72 -1.9 NC 0.5 gb:BB037839 /DB_XREF=gi:16258454 /DB_XREF=BB037839 /CLONE=5930430O07 /FEA=EST /CNT=3 /TID=Mm.208833.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443305_at 4.7 1.6 P A 0.04 0.56 -1.9 NC 0.98 gb:BB475728 /DB_XREF=gi:16440067 /DB_XREF=BB475728 /CLONE=D330014J04 /FEA=EST /CNT=3 /TID=Mm.212496.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443565_at 3.4 1.2 A A 0.45 0.88 -1.9 NC 0.5 gb:BE979428 /DB_XREF=gi:10646310 /DB_XREF=UI-M-BG2-bbx-h-08-0-UI.s1 /CLONE=UI-M-BG2-bbx-h-08-0-UI /FEA=EST /CNT=3 /TID=Mm.40519.1
MOE430_2_1443969_at 17.9 4.1 A A 0.46 0.78 -1.9 NC 0.5 gb:BE199054 /DB_XREF=gi:8711223 /DB_XREF=us01a11.x1 /CLONE=IMAGE:3164252 /FEA=EST /CNT=7 /TID=Mm.34143.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444355_at 2.3 0.3 A A 0.74 0.87 -1.9 NC 0.9 gb:AW125445 /DB_XREF=gi:6100975 /DB_XREF=UI-M-BH2.3-aqh-h-03-0-UI.s1 /CLONE=UI-M-BH2.3-aqh-h-03-0-UI /FEA=EST /CNT=4 /TID=Mm.15323
MOE430_2_1444578_at 13.9 4.5 A A 0.33 0.63 -1.9 NC 0.5 gb:AI640064 /DB_XREF=gi:4703173 /DB_XREF=ms68g06.y1 /CLONE=IMAGE:616762 /FEA=EST /CNT=4 /TID=Mm.87747.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444736_at 3.3 0.6 A A 0.36 0.55 -1.9 NC 0.5 gb:BB129525 /DB_XREF=gi:8783911 /DB_XREF=BB129525 /CLONE=9630039I16 /FEA=EST /CNT=4 /TID=Mm.131624.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444918_at 11.5 2.5 A A 0.56 0.75 -1.9 NC 0.68 gb:BG066748 /DB_XREF=gi:12549317 /DB_XREF=H3046E02-3 /CLONE=H3046E02 /FEA=EST /CNT=3 /TID=Mm.172823.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444942_at 13.8 4 A A 0.24 0.43 -1.9 NC 0.62 gb:BB277106 /DB_XREF=gi:16400937 /DB_XREF=BB277106 /CLONE=A930002F06 /FEA=EST /CNT=3 /TID=Mm.169349.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445018_at 10.9 2.7 A A 0.3 0.82 -1.9 NC 0.76 gb:BG076196 /DB_XREF=gi:12558765 /DB_XREF=H3156G04-3 /CLONE=H3156G04 /FEA=EST /CNT=3 /TID=Mm.170529.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445196_at 2 0.4 A A 0.5 0.91 -1.9 NC 0.81 gb:BG066639 /DB_XREF=gi:12549131 /DB_XREF=H3044D07-3 /CLONE=H3044D07 /FEA=EST /CNT=3 /TID=Mm.172781.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445266_at 6.1 2.2 A A 0.33 0.72 -1.9 NC 0.69 gb:AW538163 /DB_XREF=gi:7180580 /DB_XREF=C0104A02-3 /CLONE=C0104A02 /FEA=EST /CNT=3 /TID=Mm.154625.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445372_at 7.1 1.3 A A 0.14 0.52 -1.9 NC 0.44 gb:BE650311 /DB_XREF=gi:9976135 /DB_XREF=UI-M-BH2.1-aps-c-02-0-UI.r1 /CLONE=UI-M-BH2.1-aps-c-02-0-UI /FEA=EST /CNT=3 /TID=Mm.15107
MOE430_2_1445486_at 6.4 2.2 A A 0.39 0.79 -1.9 NC 0.5 gb:AW121914 /DB_XREF=gi:6097296 /DB_XREF=UI-M-BH2.3-aoi-g-10-0-UI.s1 /CLONE=UI-M-BH2.3-aoi-g-10-0-UI /FEA=EST /CNT=3 /TID=Mm.82630.
MOE430_2_1445811_at 5.6 1 A A 0.52 0.85 -1.9 NC 0.94 gb:BB468222 /DB_XREF=gi:16427481 /DB_XREF=BB468222 /CLONE=D230018I05 /FEA=EST /CNT=3 /TID=Mm.209363.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445814_at 8 2.1 A A 0.3 0.75 -1.9 NC 0.62 gb:AV258989 /DB_XREF=gi:16388559 /DB_XREF=AV258989 /CLONE=4930402N10 /FEA=EST /CNT=3 /TID=Mm.78283.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445849_at 1.2 0.3 A A 0.78 0.99 -1.9 NC 0.88 gb:BG070782 /DB_XREF=gi:12553351 /DB_XREF=H3091B02-3 /CLONE=H3091B02 /FEA=EST /CNT=3 /TID=Mm.26025.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446223_at 10.5 1.8 A A 0.11 0.46 -1.9 NC 0.68 gb:BG075615 /DB_XREF=gi:12558184 /DB_XREF=H3149D05-3 /CLONE=H3149D05 /FEA=EST /CNT=2 /TID=Mm.182818.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446261_at 6.3 1 A A 0.19 0.46 -1.9 NC 0.5 gb:BG068111 /DB_XREF=gi:12550680 /DB_XREF=H3061H05-3 /CLONE=H3061H05 /FEA=EST /CNT=2 /TID=Mm.155161.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446515_at 10.8 3.7 A A 0.39 0.72 -1.9 NC 0.55 gb:BB534852 /DB_XREF=gi:16446453 /DB_XREF=BB534852 /CLONE=E030040E07 /FEA=EST /CNT=2 /TID=Mm.136812.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446527_at 4.8 0.8 A A 0.63 0.88 -1.9 NC 0.79 gb:BB534486 /DB_XREF=gi:16446400 /DB_XREF=BB534486 /CLONE=E030037D05 /FEA=EST /CNT=2 /TID=Mm.134863.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446564_at 5.2 0.7 A A 0.36 0.6 -1.9 NC 0.5 gb:BG066181 /DB_XREF=gi:12548744 /DB_XREF=H3039H03-3 /CLONE=H3039H03 /FEA=EST /CNT=2 /TID=Mm.155198.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446808_at 4.8 0.8 A A 0.36 0.85 -1.9 NC 0.86 gb:C77110 /DB_XREF=gi:2517440 /DB_XREF=C77110 /CLONE=J0026B08 /FEA=EST /CNT=2 /TID=Mm.172619.1 /TIER=ConsEnd /STK=2 /UG=Mm.17261
MOE430_2_1447085_s_ 13.1 3.3 A A 0.09 0.33 -1.9 NC 0.5 gb:BB376906 /DB_XREF=gi:16407550 /DB_XREF=BB376906 /CLONE=C130087D15 /FEA=EST /CNT=2 /TID=Mm.201979.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447262_at 11.4 1.7 A A 0.66 0.87 -1.9 NC 0.51 gb:BE980360 /DB_XREF=gi:10648222 /DB_XREF=UI-M-BG2-bch-g-07-0-UI.s1 /CLONE=UI-M-BG2-bch-g-07-0-UI /FEA=EST /CNT=2 /TID=Mm.151163.
MOE430_2_1447332_at 3.1 1.6 A A 0.6 0.8 -1.9 NC 0.76 gb:C86896 /DB_XREF=gi:2918853 /DB_XREF=C86896 /CLONE=J0235G12 /FEA=EST /CNT=2 /TID=Mm.25453.1 /TIER=ConsEnd /STK=2 /UG=Mm.25453 /
MOE430_2_1447369_at 15.3 2.8 A A 0.11 0.5 -1.9 NC 0.54 gb:AI426880 /DB_XREF=gi:4272806 /DB_XREF=mm99c04.x1 /CLONE=IMAGE:536550 /FEA=EST /CNT=2 /TID=Mm.37894.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447468_at 6.6 2.5 A A 0.27 0.56 -1.9 NC 0.79 gb:AW124687 /DB_XREF=gi:6100217 /DB_XREF=UI-M-BH2.1-apw-g-12-0-UI.s1 /CLONE=UI-M-BH2.1-apw-g-12-0-UI /FEA=EST /CNT=2 /TID=Mm.7105
MOE430_2_1447514_at 9.9 2.8 A A 0.11 0.36 -1.9 NC 0.86 gb:AI848319 /DB_XREF=gi:5492225 /DB_XREF=UI-M-AH1-ago-a-11-0-UI.s1 /CLONE=UI-M-AH1-ago-a-11-0-UI /FEA=EST /CNT=2 /TID=Mm.101405.1 /
MOE430_2_1447701_x_ 22.9 3.4 A A 0.36 0.72 -1.9 NC 0.84 gb:BB468271 /DB_XREF=gi:9385460 /DB_XREF=BB468271 /CLONE=D230018L01 /FEA=EST /CNT=2 /TID=Mm.168969.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447823_x_ 9.3 1 A A 0.21 0.86 -1.9 NC 0.83 gb:BB347445 /DB_XREF=gi:9059273 /DB_XREF=BB347445 /CLONE=B930065L21 /FEA=EST /CNT=2 /TID=Mm.125607.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448047_at 11.9 3.6 P A 0.005615 0.3 -1.9 NC 0.5 gb:BQ179987 /DB_XREF=gi:20355479 /DB_XREF=UI-M-EW0-bww-d-23-0-UI.r1 /CLONE=IMAGE:5703910 /FEA=EST /CNT=7 /TID=Mm.295.1 /TIER=Cons
MOE430_2_1448952_at 6.8 1.2 A A 0.21 0.63 -1.9 NC 0.72 gb:AK002962.1 /DB_XREF=gi:12833325 /FEA=FLmRNA /CNT=63 /TID=Mm.5324.1 /TIER=Stack /STK=15 /UG=Mm.5324 /LL=80515 /UG_GENE=A030009H
MOE430_2_1449280_at 16.2 3.3 A A 0.14 0.56 -1.9 NC 0.97 gb:BC020038.1 /DB_XREF=gi:18043685 /FEA=FLmRNA /CNT=25 /TID=Mm.38929.1 /TIER=FL+Stack /STK=16 /UG=Mm.38929 /LL=71690 /UG_GENE=Esm
MOE430_2_1449430_a_ 3 0.4 A A 0.62 0.97 -1.9 NC 0.63 gb:NM_021481.1 /DB_XREF=gi:10946883 /GEN=Treh /FEA=FLmRNA /CNT=16 /TID=Mm.45380.1 /TIER=FL+Stack /STK=11 /UG=Mm.45380 /LL=58866 /D
MOE430_2_1449466_at 1949 546.8 P P 0.000244 0.001221 -1.9 D 0.99 gb:NM_011606.1 /DB_XREF=gi:6755820 /GEN=Tna /FEA=FLmRNA /CNT=18 /TID=Mm.34588.1 /TIER=FL+Stack /STK=10 /UG=Mm.34588 /LL=21922 /DEF
MOE430_2_1449593_at 8.6 3.2 A A 0.21 0.72 -1.9 NC 0.62 gb:AI597042 /DB_XREF=gi:4606090 /DB_XREF=vh61d11.x1 /CLONE=IMAGE:891477 /FEA=EST /CNT=3 /TID=Mm.6374.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449717_at 3.6 0.8 A A 0.63 0.99 -1.9 NC 0.96 gb:BB826262 /DB_XREF=gi:17004505 /DB_XREF=BB826262 /CLONE=G830042B06 /FEA=EST /CNT=1 /TID=Mm.213961.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1449792_at 4.6 1.9 A A 0.46 0.63 -1.9 NC 0.94 gb:AV354139 /DB_XREF=gi:6395196 /DB_XREF=AV354139 /CLONE=7120423G10 /FEA=EST /CNT=1 /TID=Mm.197532.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1449808_at 1.6 0.2 A A 0.56 0.93 -1.9 NC 0.83 gb:T25652 /DB_XREF=gi:562973 /DB_XREF=EST00521 /CLONE=A0001D10 /FEA=EST /CNT=1 /TID=Mm.5224.1 /TIER=ConsEnd /STK=0 /UG=Mm.5224 /
MOE430_2_1450098_at 24.5 3.6 P A 0.00293 0.43 -1.9 NC 0.84 gb:NM_026152.1 /DB_XREF=gi:13385655 /GEN=0610010D20Rik /FEA=FLmRNA /CNT=32 /TID=Mm.24196.1 /TIER=FL /STK=2 /UG=Mm.24196 /LL=67432 /
MOE430_2_1450450_at 9.8 1.1 A A 0.3 0.66 -1.9 NC 0.87 gb:AF237888.1 /DB_XREF=gi:7417332 /GEN=Dscr1l2 /FEA=FLmRNA /CNT=24 /TID=Mm.11946.1 /TIER=FL /STK=1 /UG=Mm.11946 /LL=53902 /DEF=Mus
MOE430_2_1450491_at 132.9 33.7 P A 0.03 0.36 -1.9 D 0.99 gb:D16338.1 /DB_XREF=gi:439232 /FEA=FLmRNA /CNT=8 /TID=Mm.213000.1 /TIER=FL /STK=1 /UG=Mm.213000 /LL=19216 /UG_GENE=Ptger1 /DEF=M
MOE430_2_1450558_at 1.3 1 A A 0.84 0.9 -1.9 NC 0.62 gb:NM_011683.1 /DB_XREF=gi:6755948 /GEN=V1ra1 /FEA=FLmRNA /CNT=2 /TID=Mm.20471.1 /TIER=FL /STK=1 /UG=Mm.20471 /LL=22296 /DEF=Mus m
MOE430_2_1450577_at 23 2.2 A A 0.39 0.72 -1.9 NC 0.5 gb:NM_009218.1 /DB_XREF=gi:6678040 /GEN=Smstr3 /FEA=FLmRNA /CNT=1 /TID=Mm.56954.1 /TIER=FL /STK=1 /UG=Mm.56954 /LL=20607 /DEF=Mus 
MOE430_2_1450652_at 6 1.1 A A 0.27 0.75 -1.9 NC 0.91 gb:NM_007802.1 /DB_XREF=gi:6681084 /GEN=Ctsk /FEA=FLmRNA /CNT=92 /TID=Mm.3109.1 /TIER=FL+Stack /STK=40 /UG=Mm.3109 /LL=13038 /DEF=
MOE430_2_1450712_at 8.3 1.8 A A 0.39 0.78 -1.9 NC 0.68 gb:NM_008429.1 /DB_XREF=gi:6680535 /GEN=Kcnj9 /FEA=FLmRNA /CNT=32 /TID=Mm.4278.1 /TIER=FL+Stack /STK=18 /UG=Mm.4278 /LL=16524 /DEF
MOE430_2_1450715_at 10.4 0.7 A A 0.3 0.72 -1.9 NC 0.5 gb:NM_009993.1 /DB_XREF=gi:6753565 /GEN=Cyp1a2 /FEA=FLmRNA /CNT=138 /TID=Mm.15537.1 /TIER=FL+Stack /STK=17 /UG=Mm.15537 /LL=13077 
MOE430_2_1450788_at 2.6 0.4 A A 0.69 0.68 -1.9 NC 0.17 gb:NM_009117.1 /DB_XREF=gi:6677842 /GEN=Saa1 /FEA=FLmRNA /CNT=17 /TID=Mm.148800.1 /TIER=FL+Stack /STK=9 /UG=Mm.148800 /LL=20208 /D
MOE430_2_1451427_a_ 60.2 21.6 A A 0.14 0.36 -1.9 NC 0.98 gb:BC024610.1 /DB_XREF=gi:19354311 /FEA=FLmRNA /CNT=39 /TID=Mm.46628.2 /TIER=FL+Stack /STK=21 /UG=Mm.46628 /LL=22344 /UG_GENE=Vez
MOE430_2_1451905_a_ 7.1 1.1 A A 0.21 0.33 -1.9 NC 0.79 gb:M21039.1 /DB_XREF=gi:199925 /FEA=FLmRNA /CNT=1 /TID=Mm.33996.2 /TIER=FL /STK=1 /UG=Mm.33996 /LL=17857 /UG_GENE=Mx1 /DEF=Mouse 
MOE430_2_1452426_x_ 22.3 7 P A 0.005859 0.12 -1.9 D 0.99 gb:BC004065.1 /DB_XREF=gi:13278542 /FEA=mRNA /CNT=80 /TID=Mm.220934.1 /TIER=ConsEnd /STK=0 /UG=Mm.220934 /DEF=Mus musculus, clone IM
MOE430_2_1452503_a_ 4.5 1.7 A A 0.46 0.85 -1.9 NC 0.7 gb:BC024797.1 /DB_XREF=gi:19353805 /FEA=mRNA /CNT=2 /TID=Mm.131039.3 /TIER=ConsEnd /STK=0 /UG=Mm.131039 /UG_TITLE=Mus musculus mRN
MOE430_2_1453216_at 18.3 5.8 A A 0.3 0.39 -1.9 NC 0.58 gb:AK004932.1 /DB_XREF=gi:12836491 /FEA=mRNA /CNT=16 /TID=Mm.178753.1 /TIER=Stack /STK=12 /UG=Mm.178753 /LL=76282 /UG_GENE=1300007
MOE430_2_1453334_at 8.1 2.6 P A 0.04 0.6 -1.9 NC 0.5 gb:AK021003.1 /DB_XREF=gi:12861759 /FEA=mRNA /CNT=9 /TID=Mm.126391.1 /TIER=ConsEnd /STK=6 /UG=Mm.126391 /LL=78603 /UG_GENE=B23021
MOE430_2_1453453_at 6.2 0.9 A A 0.27 0.82 -1.9 NC 0.5 gb:AK006959.1 /DB_XREF=gi:12840278 /FEA=mRNA /CNT=4 /TID=Mm.159154.1 /TIER=ConsEnd /STK=3 /UG=Mm.159154 /LL=74279 /UG_GENE=170008
MOE430_2_1453823_a_ 16.7 1.8 A A 0.14 0.27 -1.9 NC 0.13 gb:BG085812 /DB_XREF=gi:12568376 /DB_XREF=H3118B05-5 /CLONE=H3118B05 /FEA=mRNA /CNT=5 /TID=Mm.87335.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1453871_at 4.3 0.8 A A 0.56 0.66 -1.9 NC 0.11 gb:BB543480 /DB_XREF=gi:9614703 /DB_XREF=BB543480 /CLONE=E130210F10 /FEA=mRNA /CNT=9 /TID=Mm.137178.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1454010_a_ 13 1.7 A A 0.46 0.66 -1.9 NC 0.5 gb:AK006332.1 /DB_XREF=gi:12839377 /FEA=mRNA /CNT=2 /TID=Mm.46117.2 /TIER=ConsEnd /STK=0 /UG=Mm.46117 /LL=75647 /UG_GENE=1700025E
MOE430_2_1454115_at 3.7 0.9 A A 0.53 0.87 -1.9 NC 0.41 gb:AK016280.1 /DB_XREF=gi:12854950 /FEA=mRNA /CNT=1 /TID=Mm.195751.1 /TIER=ConsEnd /STK=0 /UG=Mm.195751 /LL=75884 /UG_GENE=493057
MOE430_2_1454153_at 4.9 1.2 A A 0.53 0.88 -1.9 NC 0.78 gb:AK016148.1 /DB_XREF=gi:12854768 /FEA=mRNA /CNT=1 /TID=Mm.159505.1 /TIER=ConsEnd /STK=0 /UG=Mm.159505 /LL=75342 /UG_GENE=493055
MOE430_2_1454273_at 10 1.1 A A 0.29 0.56 -1.9 NC 0.5 gb:AK006338.1 /DB_XREF=gi:12839385 /FEA=mRNA /CNT=1 /TID=Mm.159534.1 /TIER=ConsEnd /STK=0 /UG=Mm.159534 /LL=75531 /UG_GENE=170002
MOE430_2_1454325_at 5.4 2.4 A A 0.5 0.6 -1.9 NC 0.92 gb:AK015639.1 /DB_XREF=gi:12854045 /FEA=mRNA /CNT=2 /TID=Mm.108386.1 /TIER=ConsEnd /STK=0 /UG=Mm.108386 /LL=74929 /UG_GENE=493048
MOE430_2_1454462_at 2 1.6 A A 0.69 0.78 -1.9 NC 0.46 gb:AK018289.1 /DB_XREF=gi:12857925 /FEA=mRNA /CNT=1 /TID=Mm.159709.1 /TIER=ConsEnd /STK=0 /UG=Mm.159709 /LL=76203 /UG_GENE=643060
MOE430_2_1454538_at 4.3 0.9 A A 0.27 0.63 -1.9 NC 0.69 gb:AK021348.1 /DB_XREF=gi:12862212 /FEA=mRNA /CNT=1 /TID=Mm.159937.1 /TIER=ConsEnd /STK=0 /UG=Mm.159937 /LL=77541 /UG_GENE=D73004
MOE430_2_1454881_s_ 6.9 2 A A 0.53 0.85 -1.9 NC 0.8 gb:BQ084786 /DB_XREF=gi:20043990 /DB_XREF=ii48b07.x1 /CLONE=IMAGE:5944669 /FEA=EST /CNT=50 /TID=Mm.3089.1 /TIER=Stack /STK=38 /UG=M



MOE430_2_1455122_at 15.8 3.2 A A 0.27 0.46 -1.9 NC 0.94 gb:AI666776 /DB_XREF=gi:4805130 /DB_XREF=mw08e06.x1 /CLONE=IMAGE:670114 /FEA=EST /CNT=29 /TID=Mm.33873.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1455363_at 13.9 3.3 A A 0.12 0.69 -1.9 NC 0.75 gb:BG261923 /DB_XREF=gi:12771739 /DB_XREF=602373735F1 /CLONE=IMAGE:4481265 /FEA=EST /CNT=21 /TID=Mm.43133.1 /TIER=Stack /STK=15 /U
MOE430_2_1455582_at 170.5 45.9 P P 0.000244 0.000244 -1.9 D 0.99 gb:BI156044 /DB_XREF=gi:14616045 /DB_XREF=602903593F1 /CLONE=IMAGE:5033207 /FEA=EST /CNT=37 /TID=Mm.9653.3 /TIER=Stack /STK=10 /UG
MOE430_2_1456606_a_ 127.6 30.7 P P 0.001221 0.01 -1.9 D 0.99 gb:AV259240 /DB_XREF=gi:6246699 /DB_XREF=AV259240 /CLONE=4930404B09 /FEA=EST /CNT=36 /TID=Mm.41887.2 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1456609_at 51.6 14.4 P M 0.000732 0.05 -1.9 NC 0.98 gb:BE994488 /DB_XREF=gi:10677778 /DB_XREF=UI-M-BZ1-bjn-h-12-0-UI.s1 /CLONE=UI-M-BZ1-bjn-h-12-0-UI /FEA=EST /CNT=49 /TID=Mm.41603.1 
MOE430_2_1457359_at 3.6 0.7 A A 0.56 0.88 -1.9 NC 0.83 gb:BB540672 /DB_XREF=gi:16447147 /DB_XREF=BB540672 /CLONE=E130107I17 /FEA=EST /CNT=8 /TID=Mm.170349.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457583_at 9.7 1.8 A A 0.39 0.72 -1.9 NC 0.3 gb:BM219171 /DB_XREF=gi:17778902 /DB_XREF=C0921B06-3 /CLONE=C0921B06 /FEA=EST /CNT=4 /TID=Mm.217707.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457838_at 18.4 4.3 A A 0.63 0.69 -1.9 NC 0.5 gb:BG143419 /DB_XREF=gi:12646882 /DB_XREF=mab57h09.x1 /CLONE=IMAGE:3974633 /FEA=EST /CNT=6 /TID=Mm.196119.1 /TIER=ConsEnd /STK=3 /
MOE430_2_1457990_at 5.8 1.6 A A 0.17 0.46 -1.9 NC 0.5 gb:BB080832 /DB_XREF=gi:15407581 /DB_XREF=BB080832 /CLONE=9330165B21 /FEA=EST /CNT=5 /TID=Mm.39232.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457992_at 6.7 1 A A 0.53 0.82 -1.9 NC 0.66 gb:BE989087 /DB_XREF=gi:10666107 /DB_XREF=UI-M-CG0p-bhj-g-03-0-UI.s1 /CLONE=UI-M-CG0p-bhj-g-03-0-UI /FEA=EST /CNT=5 /TID=Mm.151788
MOE430_2_1458063_at 7.6 1.6 P A 0.00415 0.72 -1.9 NC 0.96 gb:BB041617 /DB_XREF=gi:16258679 /DB_XREF=BB041617 /CLONE=6030456O14 /FEA=EST /CNT=3 /TID=Mm.85297.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458386_at 8.3 2.5 A A 0.08 0.56 -1.9 NC 0.77 gb:BB283503 /DB_XREF=gi:8983952 /DB_XREF=BB283503 /CLONE=A930102H06 /FEA=EST /CNT=8 /TID=Mm.132155.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458476_at 6.4 1.2 A A 0.56 0.78 -1.9 NC 0.6 gb:AW455885 /DB_XREF=gi:7026102 /DB_XREF=UI-M-BH3-aqp-a-06-0-UI.s1 /CLONE=UI-M-BH3-aqp-a-06-0-UI /FEA=EST /CNT=5 /TID=Mm.100905.1
MOE430_2_1458668_at 6.1 0.7 A A 0.27 0.75 -1.9 NC 0.5 gb:AI427778 /DB_XREF=gi:4273704 /DB_XREF=mk22d04.x1 /CLONE=IMAGE:493639 /FEA=EST /CNT=4 /TID=Mm.150611.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458826_at 2.2 1.2 A A 0.46 0.78 -1.9 NC 0.5 gb:BG066316 /DB_XREF=gi:12548885 /DB_XREF=H3041E05-3 /CLONE=H3041E05 /FEA=EST /CNT=3 /TID=Mm.172729.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459019_at 9.4 2.3 A A 0.09 0.5 -1.9 NC 0.87 gb:BB284188 /DB_XREF=gi:8984637 /DB_XREF=BB284188 /CLONE=A930105A18 /FEA=EST /CNT=3 /TID=Mm.132526.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459125_at 9.3 1.8 M A 0.05 0.56 -1.9 NC 0.97 gb:BB311434 /DB_XREF=gi:16402701 /DB_XREF=BB311434 /CLONE=B230324N14 /FEA=EST /CNT=3 /TID=Mm.208635.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459946_at 9.9 3.4 A A 0.17 0.53 -1.9 NC 0.59 gb:BB078011 /DB_XREF=gi:16260448 /DB_XREF=BB078011 /CLONE=9330150G21 /FEA=EST /CNT=2 /TID=Mm.101636.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460248_at 4.5 0.5 A A 0.63 0.9 -1.9 NC 0.55 gb:AF017639.1 /DB_XREF=gi:2921091 /FEA=FLmRNA /CNT=35 /TID=Mm.10233.1 /TIER=FL+Stack /STK=15 /UG=Mm.10233 /LL=55987 /UG_GENE=Cpxm
MOE430_2_1460415_a_ 10.6 2.3 A A 0.27 0.56 -1.9 NC 0.55 gb:AI385482 /DB_XREF=gi:4198937 /DB_XREF=mj73a08.y1 /CLONE=IMAGE:481718 /FEA=mRNA /CNT=5 /TID=Mm.4966.2 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1460472_at 11.4 3.3 A A 0.19 0.66 -1.9 NC 0.98 gb:AK009918.1 /DB_XREF=gi:12845009 /GEN=Cdk3 /FEA=mRNA /CNT=10 /TID=Mm.80588.1 /TIER=ConsEnd /STK=5 /UG=Mm.80588 /LL=69681 /UG_TIT
MOE430_2_1460604_at 2.4 1.1 A A 0.6 0.85 -1.9 NC 0.5 gb:BE945607 /DB_XREF=gi:10523366 /DB_XREF=UI-M-BZ0-axo-a-05-0-UI.s1 /CLONE=UI-M-BZ0-axo-a-05-0-UI /FEA=EST /CNT=15 /TID=Mm.37856.1
MOE430_2_1415897_a_ 333.7 82.5 P P 0.000244 0.000732 -2 D 0.99 gb:BC009155.1 /DB_XREF=gi:14318724 /FEA=FLmRNA /CNT=448 /TID=Mm.14796.1 /TIER=FL+Stack /STK=177 /UG=Mm.14796 /LL=56615 /UG_GENE=M
MOE430_2_1416635_at 313.9 60.8 P P 0.000732 0.01 -2 D 0.99 gb:NM_020561.1 /DB_XREF=gi:10181129 /GEN=Asml3a-pending /FEA=FLmRNA /CNT=127 /TID=Mm.2379.1 /TIER=FL+Stack /STK=77 /UG=Mm.2379 /LL=
MOE430_2_1417537_at 28 9.6 M A 0.05 0.3 -2 NC 0.5 gb:BC024881.1 /DB_XREF=gi:19353221 /FEA=FLmRNA /CNT=86 /TID=Mm.27240.1 /TIER=FL /STK=2 /UG=Mm.27240 /LL=66492 /UG_GENE=2610510D14
MOE430_2_1417814_at 3.8 0.7 A A 0.6 0.9 -2 NC 0.96 gb:AF162713.1 /DB_XREF=gi:5616498 /FEA=FLmRNA /CNT=51 /TID=Mm.153446.1 /TIER=FL+Stack /STK=36 /UG=Mm.153446 /LL=18784 /UG_GENE=Pla
MOE430_2_1417860_a_ 486.2 99.1 P P 0.000244 0.000244 -2 D 0.99 gb:NM_133903.1 /DB_XREF=gi:19527119 /GEN=2310045I24Rik /FEA=FLmRNA /CNT=70 /TID=Mm.34694.1 /TIER=FL+Stack /STK=35 /UG=Mm.34694 /LL=
MOE430_2_1418283_at 9.3 3.8 A A 0.43 0.78 -2 NC 0.5 gb:NM_009903.1 /DB_XREF=gi:6753439 /GEN=Cldn4 /FEA=FLmRNA /CNT=98 /TID=Mm.7339.1 /TIER=FL+Stack /STK=26 /UG=Mm.7339 /LL=12740 /DEF
MOE430_2_1418400_at 10.1 2.2 A A 0.06 0.72 -2 NC 0.95 gb:NM_026235.1 /DB_XREF=gi:13385739 /GEN=5430431G03Rik /FEA=FLmRNA /CNT=40 /TID=Mm.35755.1 /TIER=FL+Stack /STK=24 /UG=Mm.35755 /LL
MOE430_2_1418797_at 11.7 1.4 A A 0.06 0.46 -2 NC 0.5 gb:NM_022430.1 /DB_XREF=gi:11967956 /GEN=Ms4a8 /FEA=FLmRNA /CNT=32 /TID=Mm.34460.1 /TIER=FL+Stack /STK=18 /UG=Mm.34460 /LL=64381 /
MOE430_2_1419052_at 6.6 0.9 A A 0.33 0.75 -2 NC 0.5 gb:AV235265 /DB_XREF=gi:15405084 /DB_XREF=AV235265 /CLONE=4732403I07 /FEA=FLmRNA /CNT=58 /TID=Mm.38323.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1419128_at 12.8 4.2 A A 0.12 0.53 -2 NC 0.78 gb:NM_021334.1 /DB_XREF=gi:10946645 /GEN=Itgax /FEA=FLmRNA /CNT=37 /TID=Mm.22378.1 /TIER=FL+Stack /STK=13 /UG=Mm.22378 /LL=16411 /D
MOE430_2_1419481_at 8.9 2.4 A A 0.5 0.85 -2 NC 0.83 gb:M36005.1 /DB_XREF=gi:199735 /FEA=FLmRNA /CNT=41 /TID=Mm.1461.1 /TIER=FL+Stack /STK=8 /UG=Mm.1461 /LL=20343 /UG_GENE=Sell /DEF=M
MOE430_2_1419882_at 7.1 2.8 A A 0.63 0.72 -2 NC 0.23 gb:AA116459 /DB_XREF=gi:1671471 /DB_XREF=mp95d12.r1 /CLONE=IMAGE:576983 /FEA=EST /CNT=1 /TID=Mm.5366.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420274_at 7.3 1.1 A A 0.12 0.29 -2 NC 0.51 gb:AV369255 /DB_XREF=gi:6416902 /DB_XREF=AV369255 /CLONE=9030017G24 /FEA=EST /CNT=1 /TID=Mm.96903.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1421329_a_ 9.3 1.9 A A 0.46 0.66 -2 NC 0.5 gb:NM_009762.1 /DB_XREF=gi:10257424 /GEN=Bop /FEA=FLmRNA /CNT=18 /TID=Mm.89727.1 /TIER=FL /STK=2 /UG=Mm.89727 /LL=12180 /DEF=Mus 
MOE430_2_1421461_at 8 1 A A 0.3 0.6 -2 NC 0.5 gb:NM_010823.1 /DB_XREF=gi:6754729 /GEN=Mpl /FEA=FLmRNA /CNT=7 /TID=Mm.4864.1 /TIER=FL /STK=2 /UG=Mm.4864 /LL=17480 /DEF=Mus musc
MOE430_2_1421658_x_ 7.8 0.5 A A 0.5 0.93 -2 NC 0.58 gb:NM_011963.1 /DB_XREF=gi:6755189 /GEN=Psg18 /FEA=FLmRNA /CNT=3 /TID=Mm.89991.1 /TIER=FL /STK=2 /UG=Mm.89991 /LL=26438 /DEF=Mus m
MOE430_2_1421677_at 5.2 1.2 A A 0.56 0.88 -2 NC 0.94 gb:NM_030610.1 /DB_XREF=gi:13447395 /GEN=Fgf20 /FEA=FLmRNA /CNT=3 /TID=Mm.154767.1 /TIER=FL /STK=2 /UG=Mm.154767 /LL=80857 /DEF=Mu
MOE430_2_1421905_at 10.9 2.5 A A 0.46 0.66 -2 NC 0.45 gb:BB829563 /DB_XREF=gi:17007806 /DB_XREF=BB829563 /CLONE=G930007L12 /FEA=FLmRNA /CNT=120 /TID=Mm.34104.1 /TIER=Stack /STK=9 /UG
MOE430_2_1422003_at 13.7 2.6 A A 0.17 0.56 -2 NC 0.68 gb:NM_007551.1 /DB_XREF=gi:6680789 /GEN=Blr1 /FEA=FLmRNA /CNT=24 /TID=Mm.6246.1 /TIER=FL /STK=1 /UG=Mm.6246 /LL=12145 /DEF=Mus mus
MOE430_2_1422115_a_ 27.2 8.4 P A 0.01 0.6 -2 D 0.99 gb:L23636.1 /DB_XREF=gi:439441 /FEA=FLmRNA /CNT=9 /TID=Mm.1658.1 /TIER=FL /STK=1 /UG=Mm.1658 /LL=14256 /UG_GENE=Flt3l /DEF=Mouse flt
MOE430_2_1422377_at 14.2 2.1 A A 0.49 0.6 -2 NC 0.41 gb:NM_053227.1 /DB_XREF=gi:16716536 /GEN=V1rb4 /FEA=FLmRNA /CNT=1 /TID=Mm.213177.1 /TIER=FL /STK=1 /UG=Mm.213177 /LL=113854 /DEF=M
MOE430_2_1422382_at 10.4 2.5 A A 0.11 0.66 -2 NC 0.98 gb:NM_008763.1 /DB_XREF=gi:6679171 /GEN=Olfr16 /FEA=FLmRNA /CNT=1 /TID=Mm.57210.1 /TIER=FL /STK=1 /UG=Mm.57210 /LL=18313 /DEF=Mus m
MOE430_2_1422637_at 19.6 4 P A 0.02 0.5 -2 NC 0.96 gb:NM_018750.1 /DB_XREF=gi:9055291 /GEN=Nore1-pending /FEA=FLmRNA /CNT=49 /TID=Mm.195953.1 /TIER=FL+Stack /STK=23 /UG=Mm.195953 /LL
MOE430_2_1422933_at 2 0.9 A A 0.66 0.94 -2 NC 0.73 gb:NM_031493.1 /DB_XREF=gi:13994145 /GEN=Xlr5 /FEA=FLmRNA /CNT=8 /TID=Mm.103726.1 /TIER=FL /STK=3 /UG=Mm.103726 /LL=27084 /DEF=Mus
MOE430_2_1422986_at 9.6 2.3 A A 0.21 0.78 -2 NC 0.85 gb:NM_011934.1 /DB_XREF=gi:13937382 /GEN=Esrrb /FEA=FLmRNA /CNT=13 /TID=Mm.90048.1 /TIER=FL /STK=0 /UG=Mm.90048 /LL=26380 /DEF=Mus
MOE430_2_1423271_at 11.4 0.8 A A 0.08 0.5 -2 NC 0.5 gb:AV239646 /DB_XREF=gi:16386515 /DB_XREF=AV239646 /CLONE=4732435E06 /FEA=FLmRNA /CNT=156 /TID=Mm.34118.1 /TIER=Stack /STK=19 /U
MOE430_2_1424713_at 1505 374 P P 0.000244 0.000244 -2 D 0.99 gb:AY061807.1 /DB_XREF=gi:17426417 /FEA=FLmRNA /CNT=50 /TID=Mm.28623.1 /TIER=FL+Stack /STK=18 /UG=Mm.28623 /LL=75600 /UG_GENE=Calm
MOE430_2_1426454_at 1245.9 275 P P 0.000244 0.000244 -2 D 0.99 gb:AK002516.1 /DB_XREF=gi:12832553 /GEN=Arhgdib /FEA=FLmRNA /CNT=86 /TID=Mm.2241.1 /TIER=Stack /STK=15 /UG=Mm.2241 /LL=11857 /UG_TI
MOE430_2_1427042_at 1.2 0.1 A A 0.86 0.99 -2 NC 0.31 gb:BB127697 /DB_XREF=gi:15408263 /DB_XREF=BB127697 /CLONE=9630025B09 /FEA=mRNA /CNT=44 /TID=Mm.34281.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1427149_at 112.7 15.4 P A 0.03 0.08 -2 D 0.99 gb:BB486127 /DB_XREF=gi:16441345 /DB_XREF=BB486127 /CLONE=D430035B21 /FEA=mRNA /CNT=63 /TID=Mm.17677.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1427357_at 261.4 102.4 P P 0.000732 0.00415 -2 D 0.99 gb:AK008793.1 /DB_XREF=gi:12843204 /FEA=mRNA /CNT=24 /TID=Mm.46182.1 /TIER=ConsEnd /STK=5 /UG=Mm.46182 /LL=72269 /UG_GENE=2210401
MOE430_2_1427547_a_ 5.6 1 A A 0.24 0.85 -2 NC 0.51 gb:BC022639.1 /DB_XREF=gi:18490467 /FEA=mRNA /CNT=5 /TID=Mm.116904.2 /TIER=ConsEnd /STK=0 /UG=Mm.116904 /LL=13487 /UG_GENE=Slc26a3
MOE430_2_1427553_at 3.7 0.8 A A 0.66 0.85 -2 NC 0.77 gb:BC026389.1 /DB_XREF=gi:20071356 /FEA=mRNA /CNT=6 /TID=Mm.138800.1 /TIER=ConsEnd /STK=0 /UG=Mm.138800 /DEF=Mus musculus, clone IMA
MOE430_2_1427583_at 11.9 3.8 A A 0.09 0.43 -2 NC 0.62 gb:BC022906.1 /DB_XREF=gi:18605768 /FEA=mRNA /CNT=5 /TID=Mm.215406.1 /TIER=ConsEnd /STK=0 /UG=Mm.215406 /DEF=Mus musculus, clone IMA
MOE430_2_1427618_at 4.3 1.1 A A 0.43 0.8 -2 NC 0.78 gb:BQ176417 /DB_XREF=gi:20351909 /DB_XREF=UI-M-DJ2-bwf-b-21-0-UI.s1 /CLONE=UI-M-DJ2-bwf-b-21-0-UI /FEA=mRNA /CNT=2 /TID=Mm.8064.1
MOE430_2_1427741_x_ 4.9 3.5 A A 0.5 0.85 -2 NC 0.87 gb:Y11117.1 /DB_XREF=gi:1841448 /GEN=Nkx2-3 /FEA=mRNA /CNT=1 /TID=Mm.56994.2 /TIER=ConsEnd /STK=0 /UG=Mm.56994 /LL=18089 /UG_TITLE
MOE430_2_1427800_at 10.4 2.9 A A 0.27 0.43 -2 NC 0.5 gb:AF345292.1 /DB_XREF=gi:14030402 /GEN=Krtap16.2 /FEA=mRNA /CNT=2 /TID=Mm.215251.1 /TIER=ConsEnd /STK=0 /UG=Mm.215251 /LL=170652 /
MOE430_2_1428398_at 12.6 2.7 A A 0.3 0.53 -2 NC 0.5 gb:BB430637 /DB_XREF=gi:16424094 /DB_XREF=BB430637 /CLONE=C630034D04 /FEA=mRNA /CNT=70 /TID=Mm.17846.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1429029_at 19.7 3.9 A A 0.36 0.63 -2 NC 0.5 gb:AK016659.1 /DB_XREF=gi:12855516 /FEA=mRNA /CNT=21 /TID=Mm.37922.1 /TIER=Stack /STK=14 /UG=Mm.37922 /LL=74442 /UG_GENE=4933405A1
MOE430_2_1429055_at 8 0.6 A A 0.24 0.82 -2 NC 0.8 gb:BB559293 /DB_XREF=gi:16448985 /DB_XREF=BB559293 /CLONE=E330038D07 /FEA=mRNA /CNT=47 /TID=Mm.37338.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1429123_at 3.8 1.2 A A 0.46 0.69 -2 NC 0.5 gb:BB025283 /DB_XREF=gi:16257921 /DB_XREF=BB025283 /CLONE=5330427I05 /FEA=mRNA /CNT=22 /TID=Mm.173136.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1430007_a_ 6.2 2 A A 0.3 0.75 -2 NC 0.5 gb:BF319512 /DB_XREF=gi:11268264 /DB_XREF=uy60a10.x1 /CLONE=IMAGE:3663930 /FEA=mRNA /CNT=6 /TID=Mm.179740.5 /TIER=ConsEnd /STK=5 /
MOE430_2_1430257_at 4.4 0.7 A A 0.56 0.87 -2 NC 0.84 gb:AK002346.1 /DB_XREF=gi:12832256 /FEA=mRNA /CNT=5 /TID=Mm.46187.1 /TIER=ConsEnd /STK=3 /UG=Mm.46187 /LL=68325 /UG_GENE=0610008L
MOE430_2_1430278_a_ 9.7 2.5 A A 0.36 0.72 -2 NC 0.9 gb:AK010062.1 /DB_XREF=gi:12845245 /FEA=mRNA /CNT=4 /TID=Mm.140332.2 /TIER=ConsEnd /STK=3 /UG=Mm.140332 /LL=93838 /UG_GENE=Dqx1 /U
MOE430_2_1430322_at 8.1 0.8 A A 0.09 0.43 -2 NC 0.71 gb:AK020859.1 /DB_XREF=gi:12861571 /FEA=mRNA /CNT=10 /TID=Mm.96833.1 /TIER=ConsEnd /STK=2 /UG=Mm.96833 /LL=68146 /UG_GENE=C530009
MOE430_2_1430408_at 14.3 2.3 A A 0.5 0.72 -2 NC 0.99 gb:AK017088.1 /DB_XREF=gi:12856169 /FEA=mRNA /CNT=4 /TID=Mm.220134.1 /TIER=ConsEnd /STK=2 /UG=Mm.220134 /UG_TITLE=Mus musculus adul
MOE430_2_1430445_at 6.2 2.2 A A 0.27 0.75 -2 NC 0.83 gb:AK006382.1 /DB_XREF=gi:12839454 /FEA=mRNA /CNT=5 /TID=Mm.31782.1 /TIER=ConsEnd /STK=2 /UG=Mm.31782 /LL=75547 /UG_GENE=1700026G
MOE430_2_1430638_at 8.5 3 A A 0.19 0.5 -2 NC 0.5 gb:AV381255 /DB_XREF=gi:16398292 /DB_XREF=AV381255 /CLONE=9230111C10 /FEA=mRNA /CNT=7 /TID=Mm.33110.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430916_at 6.4 1.5 A A 0.33 0.75 -2 NC 0.79 gb:AK019136.1 /DB_XREF=gi:12859183 /FEA=mRNA /CNT=3 /TID=Mm.160061.1 /TIER=ConsEnd /STK=1 /UG=Mm.160061 /LL=78247 /UG_GENE=241015
MOE430_2_1430950_at 5.2 0.6 A A 0.43 0.69 -2 NC 0.74 gb:AK017286.1 /DB_XREF=gi:12856450 /FEA=mRNA /CNT=3 /TID=Mm.158688.1 /TIER=ConsEnd /STK=1 /UG=Mm.158688 /LL=71399 /UG_GENE=543040
MOE430_2_1430951_at 6.7 2.2 A A 0.17 0.66 -2 NC 0.5 gb:AK012713.1 /DB_XREF=gi:12849644 /FEA=mRNA /CNT=3 /TID=Mm.158311.1 /TIER=ConsEnd /STK=1 /UG=Mm.158311 /LL=69952 /UG_GENE=281001
MOE430_2_1431099_at 12.2 1.9 A A 0.43 0.56 -2 NC 0.18 gb:AA265122 /DB_XREF=gi:1901210 /DB_XREF=mz46g12.r1 /CLONE=IMAGE:716518 /FEA=mRNA /CNT=13 /TID=Mm.200521.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431407_at 3.6 0.7 A A 0.5 0.94 -2 NC 0.77 gb:AK009494.1 /DB_XREF=gi:12844326 /FEA=mRNA /CNT=3 /TID=Mm.159140.1 /TIER=ConsEnd /STK=0 /UG=Mm.159140 /LL=74181 /UG_GENE=231002
MOE430_2_1431559_at 3.3 1.1 A A 0.6 0.78 -2 NC 0.74 gb:AK018302.1 /DB_XREF=gi:12857943 /FEA=mRNA /CNT=2 /TID=Mm.159716.1 /TIER=ConsEnd /STK=1 /UG=Mm.159716 /LL=76218 /UG_GENE=643071
MOE430_2_1431896_at 8.5 2.2 A A 0.09 0.5 -2 NC 0.7 gb:AK014811.1 /DB_XREF=gi:12852873 /FEA=mRNA /CNT=1 /TID=Mm.107632.2 /TIER=ConsEnd /STK=0 /UG=Mm.107632 /LL=75801 /UG_GENE=493044
MOE430_2_1431946_a_ 6.5 1.2 A A 0.36 0.46 -2 NC 0.5 gb:AK013520.1 /DB_XREF=gi:12850917 /FEA=mRNA /CNT=1 /TID=Mm.143748.2 /TIER=ConsEnd /STK=0 /UG=Mm.143748 /LL=56846 /UG_GENE=Apba2b
MOE430_2_1432137_at 5.9 1.3 A A 0.39 0.6 -2 NC 0.66 gb:AK017062.1 /DB_XREF=gi:12856129 /FEA=mRNA /CNT=1 /TID=Mm.158651.1 /TIER=ConsEnd /STK=0 /UG=Mm.158651 /LL=71282 /UG_GENE=493343
MOE430_2_1432163_at 7.3 1.6 A A 0.17 0.66 -2 NC 0.8 gb:AK016242.1 /DB_XREF=gi:12854897 /FEA=mRNA /CNT=1 /TID=Mm.159601.1 /TIER=ConsEnd /STK=0 /UG=Mm.159601 /LL=75845 /UG_GENE=493056
MOE430_2_1432479_at 12.1 3 A A 0.17 0.66 -2 NC 0.82 gb:AK007258.1 /DB_XREF=gi:12840691 /GEN=Spn-ps /FEA=mRNA /CNT=1 /TID=Mm.160346.1 /TIER=ConsEnd /STK=0 /UG=Mm.160346 /UG_TITLE=Mus
MOE430_2_1432714_at 2.5 0.6 A A 0.5 0.69 -2 NC 0.5 gb:AK018300.1 /DB_XREF=gi:12857941 /FEA=mRNA /CNT=2 /TID=Mm.159722.1 /TIER=ConsEnd /STK=0 /UG=Mm.159722 /LL=76240 /UG_GENE=643070
MOE430_2_1432746_at 6 1 A A 0.23 0.85 -2 NC 0.84 gb:BB039422 /DB_XREF=gi:8445808 /DB_XREF=BB039422 /CLONE=6030442H21 /FEA=mRNA /CNT=2 /TID=Mm.159841.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1432877_at 6.4 0.5 A A 0.27 0.88 -2 NC 0.88 gb:AK019739.1 /DB_XREF=gi:12860067 /FEA=mRNA /CNT=1 /TID=Mm.159961.1 /TIER=ConsEnd /STK=0 /UG=Mm.159961 /LL=77628 /UG_GENE=493054
MOE430_2_1433082_at 9.5 2.4 A A 0.27 0.45 -2 NC 0.29 gb:AK015422.1 /DB_XREF=gi:12853758 /FEA=mRNA /CNT=1 /TID=Mm.159285.1 /TIER=ConsEnd /STK=0 /UG=Mm.159285 /LL=74662 /UG_GENE=493044
MOE430_2_1433149_at 5.3 0.9 A A 0.27 0.5 -2 NC 0.5 gb:AK015786.1 /DB_XREF=gi:12854257 /FEA=mRNA /CNT=1 /TID=Mm.159429.1 /TIER=ConsEnd /STK=0 /UG=Mm.159429 /LL=75108 /UG_GENE=493051
MOE430_2_1433157_at 13.4 7.3 A A 0.6 0.72 -2 NC 0.46 gb:AK018237.1 /DB_XREF=gi:12857856 /FEA=mRNA /CNT=1 /TID=Mm.159706.1 /TIER=ConsEnd /STK=0 /UG=Mm.159706 /LL=76193 /UG_GENE=633056
MOE430_2_1433179_at 10.7 2.5 A A 0.36 0.8 -2 NC 0.5 gb:AK013714.1 /DB_XREF=gi:12851182 /FEA=mRNA /CNT=1 /TID=Mm.158926.1 /TIER=ConsEnd /STK=0 /UG=Mm.158926 /LL=73023 /UG_GENE=290005
MOE430_2_1433948_at 1.1 0.4 A A 0.84 0.98 -2 NC 0.83 gb:AV081808 /DB_XREF=gi:5213256 /DB_XREF=AV081808 /CLONE=2210421H06 /FEA=EST /CNT=51 /TID=Mm.20190.3 /TIER=Stack /STK=50 /UG=Mm.2
MOE430_2_1434466_at 5.9 1.4 A A 0.36 0.87 -2 NC 0.5 gb:BB187200 /DB_XREF=gi:16270526 /DB_XREF=BB187200 /CLONE=A330040P09 /FEA=EST /CNT=161 /TID=Mm.142380.3 /TIER=Stack /STK=69 /UG=M
MOE430_2_1434944_at 54.4 32.6 P P 0.005859 0.01 -2 D 0.99 gb:AW108486 /DB_XREF=gi:6079286 /DB_XREF=um21h05.x1 /CLONE=IMAGE:2225241 /FEA=EST /CNT=34 /TID=Mm.6529.2 /TIER=Stack /STK=22 /UG=M
MOE430_2_1435459_at 6.8 1.9 A A 0.6 0.8 -2 NC 0.6 gb:BM936480 /DB_XREF=gi:19395632 /DB_XREF=UI-M-BH3-arf-d-01-0-UI.r1 /CLONE=UI-M-BH3-arf-d-01-0-UI /FEA=EST /CNT=33 /TID=Mm.34838.2 
MOE430_2_1435752_s_ 5.2 1.2 A A 0.27 0.72 -2 NC 0.5 gb:BG791642 /DB_XREF=gi:14127212 /DB_XREF=UTSW_H14C10 /CLONE=UTSW_H14C10 /FEA=EST /CNT=33 /TID=Mm.196221.1 /TIER=Stack /STK=13 /
MOE430_2_1436021_at 14.1 6 A A 0.21 0.39 -2 NC 0.5 gb:AI426503 /DB_XREF=gi:4272429 /DB_XREF=ml97f05.x1 /CLONE=IMAGE:519969 /FEA=EST /CNT=65 /TID=Mm.218274.1 /TIER=Stack /STK=24 /UG=M
MOE430_2_1436227_at 7.9 2.9 A A 0.66 0.66 -2 NC 0.68 gb:AV214969 /DB_XREF=gi:16384565 /DB_XREF=AV214969 /CLONE=2410142I20 /FEA=EST /CNT=15 /TID=Mm.87078.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1436662_at 7.8 1 A A 0.33 0.78 -2 NC 0.77 gb:BB022723 /DB_XREF=gi:16257774 /DB_XREF=BB022723 /CLONE=5330412F21 /FEA=EST /CNT=8 /TID=Mm.39633.1 /TIER=Stack /STK=8 /UG=Mm.39
MOE430_2_1436748_at 9.3 3.5 A A 0.36 0.63 -2 NC 0.5 gb:BE570477 /DB_XREF=gi:9814197 /DB_XREF=601333382F1 /CLONE=IMAGE:3710564 /FEA=EST /CNT=177 /TID=Mm.28594.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1437320_s_ 9.9 1.5 A A 0.19 0.53 -2 NC 0.88 gb:BM117916 /DB_XREF=gi:17080934 /DB_XREF=L0858A04-3 /CLONE=L0858A04 /FEA=EST /CNT=21 /TID=Mm.4049.2 /TIER=Stack /STK=20 /UG=Mm.
MOE430_2_1437846_x_ 20.7 1.8 A A 0.14 0.5 -2 NC 0.92 gb:BB348062 /DB_XREF=gi:9059890 /DB_XREF=BB348062 /CLONE=B930068I03 /FEA=EST /CNT=14 /TID=Mm.28116.2 /TIER=Stack /STK=14 /UG=Mm.2
MOE430_2_1438588_at 6 0.8 A A 0.3 0.5 -2 NC 0.55 gb:BB540903 /DB_XREF=gi:16447162 /DB_XREF=BB540903 /CLONE=E130110N23 /FEA=EST /CNT=10 /TID=Mm.132189.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438837_at 11.3 2.7 A A 0.5 0.66 -2 NC 0.31 gb:BB198675 /DB_XREF=gi:16271200 /DB_XREF=BB198675 /CLONE=A430005G12 /FEA=EST /CNT=10 /TID=Mm.179838.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1440019_at 3 0.5 A A 0.78 0.78 -2 NC 0.5 gb:BB232423 /DB_XREF=gi:16354524 /DB_XREF=BB232423 /CLONE=A630038L12 /FEA=EST /CNT=6 /TID=Mm.131418.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440321_at 6.2 2 A A 0.63 0.66 -2 NC 0.57 gb:BF463837 /DB_XREF=gi:11533020 /DB_XREF=UI-M-CG0p-bnt-c-11-0-UI.s1 /CLONE=UI-M-CG0p-bnt-c-11-0-UI /FEA=EST /CNT=7 /TID=Mm.15637
MOE430_2_1440330_at 10.9 3.5 A A 0.24 0.53 -2 NC 0.78 gb:BB490701 /DB_XREF=gi:16441703 /DB_XREF=BB490701 /CLONE=D530017D02 /FEA=EST /CNT=7 /TID=Mm.169486.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440335_at 3.5 1.3 A A 0.46 0.69 -2 NC 0.92 gb:AV020525 /DB_XREF=gi:4797517 /DB_XREF=AV020525 /CLONE=1190018D07 /FEA=EST /CNT=7 /TID=Mm.24175.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440337_at 16.3 3.2 A A 0.11 0.53 -2 NC 0.76 gb:BE952483 /DB_XREF=gi:10592978 /DB_XREF=UI-M-CE0-azc-c-10-0-UI.s1 /CLONE=UI-M-CE0-azc-c-10-0-UI /FEA=EST /CNT=7 /TID=Mm.30827.1 
MOE430_2_1440416_at 4.5 0.4 A A 0.3 0.75 -2 NC 0.63 gb:BB150699 /DB_XREF=gi:16267893 /DB_XREF=BB150699 /CLONE=A030008F02 /FEA=EST /CNT=6 /TID=Mm.130901.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440426_at 8.6 1.4 A A 0.21 0.6 -2 NC 0.5 gb:BB427970 /DB_XREF=gi:16423871 /DB_XREF=BB427970 /CLONE=C630015E21 /FEA=EST /CNT=6 /TID=Mm.44478.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440640_at 8.3 2.5 A A 0.46 0.63 -2 NC 0.57 gb:BB279097 /DB_XREF=gi:16401136 /DB_XREF=BB279097 /CLONE=A930015C19 /FEA=EST /CNT=5 /TID=Mm.213357.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440642_at 11.7 1.1 A A 0.24 0.74 -2 NC 0.7 gb:BB552790 /DB_XREF=gi:16448207 /DB_XREF=BB552790 /CLONE=E330001L02 /FEA=EST /CNT=5 /TID=Mm.136063.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440879_at 362.1 84.9 P P 0.000244 0.000244 -2 D 0.99 gb:AW046072 /DB_XREF=gi:5906601 /DB_XREF=UI-M-BH1-akv-f-11-0-UI.s1 /CLONE=UI-M-BH1-akv-f-11-0-UI /FEA=EST /CNT=17 /TID=Mm.31164.1 
MOE430_2_1440963_at 11 0.6 A A 0.46 0.85 -2 NC 0.79 gb:BB763986 /DB_XREF=gi:16208401 /DB_XREF=BB763986 /CLONE=G370032A20 /FEA=EST /CNT=11 /TID=Mm.2429.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441342_at 4.8 0.9 A A 0.27 0.63 -2 NC 0.5 gb:BQ030854 /DB_XREF=gi:19766133 /DB_XREF=UI-1-CF0-bic-b-09-0-UI.s1 /CLONE=UI-1-CF0-bic-b-09-0-UI /FEA=EST /CNT=6 /TID=Mm.189904.1 /
MOE430_2_1441538_at 11.9 2.9 A A 0.06 0.46 -2 NC 0.86 gb:BB267954 /DB_XREF=gi:16400462 /DB_XREF=BB267954 /CLONE=A830032M11 /FEA=EST /CNT=4 /TID=Mm.216918.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441830_x_ 9.9 1.9 P A 0.01 0.26 -2 NC 0.95 gb:BB314595 /DB_XREF=gi:9015300 /DB_XREF=BB314595 /CLONE=B230348D20 /FEA=EST /CNT=4 /TID=Mm.132021.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441895_x_ 6.5 1.4 A A 0.09 0.46 -2 NC 0.54 gb:AV226590 /DB_XREF=gi:6178257 /DB_XREF=AV226590 /CLONE=4021401I22 /FEA=EST /CNT=4 /TID=Mm.83072.1 /TIER=ConsEnd /STK=4 /UG=Mm.8
MOE430_2_1441966_at 6.9 1.1 A A 0.6 0.98 -2 NC 0.95 gb:BG069274 /DB_XREF=gi:12551843 /DB_XREF=H3074F03-3 /CLONE=H3074F03 /FEA=EST /CNT=18 /TID=Mm.127343.2 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1441996_at 10.6 2.5 A A 0.6 0.91 -2 NC 0.5 gb:AW494533 /DB_XREF=gi:7064814 /DB_XREF=UI-M-BH3-auz-d-07-0-UI.s1 /CLONE=UI-M-BH3-auz-d-07-0-UI /FEA=EST /CNT=10 /TID=Mm.99981.1
MOE430_2_1442636_at 5.8 0.8 A A 0.6 0.91 -2 NC 0.92 gb:BB205319 /DB_XREF=gi:16351958 /DB_XREF=BB205319 /CLONE=A430063N04 /FEA=EST /CNT=4 /TID=Mm.90163.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442713_at 6.4 2.4 A A 0.09 0.24 -2 NC 0.53 gb:BF319711 /DB_XREF=gi:11268505 /DB_XREF=uy62h09.x1 /CLONE=IMAGE:3664193 /FEA=EST /CNT=4 /TID=Mm.84438.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442847_at 7.6 1.9 P A 0.000244 0.56 -2 NC 0.86 gb:AV255852 /DB_XREF=gi:16388249 /DB_XREF=AV255852 /CLONE=4921523G22 /FEA=EST /CNT=4 /TID=Mm.189341.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442974_at 3.8 1.1 A A 0.18 0.75 -2 NC 0.72 gb:BG066146 /DB_XREF=gi:12548709 /DB_XREF=H3039D12-3 /CLONE=H3039D12 /FEA=EST /CNT=3 /TID=Mm.24985.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443115_at 10.4 1.4 A A 0.17 0.53 -2 NC 0.91 gb:BB465968 /DB_XREF=gi:16427173 /DB_XREF=BB465968 /CLONE=D230005J09 /FEA=EST /CNT=3 /TID=Mm.172346.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443603_at 10.2 1.9 A A 0.11 0.55 -2 NC 0.4 gb:BB213784 /DB_XREF=gi:16352900 /DB_XREF=BB213784 /CLONE=A530014A13 /FEA=EST /CNT=3 /TID=Mm.152862.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443642_at 14.4 3.9 A A 0.36 0.5 -2 NC 0.5 gb:AI504613 /DB_XREF=gi:4402464 /DB_XREF=vp09c05.x1 /CLONE=IMAGE:1068104 /FEA=EST /CNT=3 /TID=Mm.33390.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1444290_at 10 2.8 P A 0.04 0.6 -2 NC 0.99 gb:AV369536 /DB_XREF=gi:16397756 /DB_XREF=AV369536 /CLONE=9030022C14 /FEA=EST /CNT=5 /TID=Mm.205533.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444291_at 5 0.6 A A 0.33 0.75 -2 NC 0.51 gb:BB184872 /DB_XREF=gi:16270365 /DB_XREF=BB184872 /CLONE=A330017C21 /FEA=EST /CNT=5 /TID=Mm.121691.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444375_at 7.6 1.1 A A 0.3 0.82 -2 NC 0.75 gb:BG143672 /DB_XREF=gi:12647071 /DB_XREF=ut58g12.x1 /CLONE=IMAGE:3332182 /FEA=EST /CNT=4 /TID=Mm.139079.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444419_at 10.3 2.3 A A 0.14 0.63 -2 NC 0.5 gb:BB254725 /DB_XREF=gi:16398433 /DB_XREF=BB254725 /CLONE=A730063G12 /FEA=EST /CNT=4 /TID=Mm.207174.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444454_at 3.1 0.5 A A 0.6 0.82 -2 NC 0.69 gb:BB239332 /DB_XREF=gi:16355007 /DB_XREF=BB239332 /CLONE=A630076L02 /FEA=EST /CNT=4 /TID=Mm.207616.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444618_at 5.4 1.5 A A 0.43 0.78 -2 NC 0.5 gb:BF463213 /DB_XREF=gi:11532396 /DB_XREF=UI-M-CG0p-bnk-g-11-0-UI.s1 /CLONE=UI-M-CG0p-bnk-g-11-0-UI /FEA=EST /CNT=4 /TID=Mm.15628
MOE430_2_1445051_at 9 2.3 P A 0.02 0.56 -2 NC 0.99 gb:BG067121 /DB_XREF=gi:12549690 /DB_XREF=H3050G12-3 /CLONE=H3050G12 /FEA=EST /CNT=3 /TID=Mm.172965.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445403_at 10.8 3.3 A A 0.12 0.53 -2 NC 0.83 gb:AW123150 /DB_XREF=gi:6098680 /DB_XREF=UI-M-BH2.1-apd-c-02-0-UI.s1 /CLONE=UI-M-BH2.1-apd-c-02-0-UI /FEA=EST /CNT=3 /TID=Mm.39207
MOE430_2_1445433_at 14.1 4.8 P A 0.04 0.36 -2 NC 0.97 gb:BB516678 /DB_XREF=gi:16443117 /DB_XREF=BB516678 /CLONE=D830017F05 /FEA=EST /CNT=3 /TID=Mm.191281.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445523_at 6.1 0.4 A A 0.27 0.66 -2 NC 0.5 gb:BB315012 /DB_XREF=gi:16403008 /DB_XREF=BB315012 /CLONE=B230352H08 /FEA=EST /CNT=3 /TID=Mm.208268.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445537_at 19.8 6.1 A A 0.36 0.69 -2 NC 0.94 gb:BM224499 /DB_XREF=gi:17785775 /DB_XREF=K0152B08-3 /CLONE=K0152B08 /FEA=EST /CNT=3 /TID=Mm.218271.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445879_at 10.1 1.9 A A 0.36 0.66 -2 NC 0.5 gb:BB175455 /DB_XREF=gi:16269676 /DB_XREF=BB175455 /CLONE=A230056M16 /FEA=EST /CNT=3 /TID=Mm.207697.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445945_at 2.9 0.4 A A 0.63 0.8 -2 NC 0.8 gb:BG068075 /DB_XREF=gi:12550644 /DB_XREF=H3061E01-3 /CLONE=H3061E01 /FEA=EST /CNT=2 /TID=Mm.26284.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445955_at 8.1 2.1 A A 0.39 0.5 -2 NC 0.5 gb:BG073150 /DB_XREF=gi:12555719 /DB_XREF=H3119C09-3 /CLONE=H3119C09 /FEA=EST /CNT=2 /TID=Mm.218677.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445988_at 20.2 3.5 A A 0.27 0.63 -2 NC 0.8 gb:BG064506 /DB_XREF=gi:12547069 /DB_XREF=H3020E07-3 /CLONE=H3020E07 /FEA=EST /CNT=2 /TID=Mm.102766.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446706_at 9 0.8 A A 0.36 0.56 -2 NC 0.66 gb:BG066416 /DB_XREF=gi:12548985 /DB_XREF=H3042G05-3 /CLONE=H3042G05 /FEA=EST /CNT=2 /TID=Mm.172752.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446743_at 10.3 2.4 A A 0.14 0.5 -2 NC 0.5 gb:BB388548 /DB_XREF=gi:16408620 /DB_XREF=BB388548 /CLONE=C230057M08 /FEA=EST /CNT=2 /TID=Mm.210109.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446761_at 6.6 1.3 A A 0.43 0.46 -2 NC 0.4 gb:C77659 /DB_XREF=gi:2517989 /DB_XREF=C77659 /CLONE=J0035F03 /FEA=EST /CNT=2 /TID=Mm.154715.1 /TIER=ConsEnd /STK=2 /UG=Mm.15471
MOE430_2_1447023_at 4.3 0.9 A A 0.66 0.87 -2 NC 0.76 gb:BG072121 /DB_XREF=gi:12554690 /DB_XREF=H3107A04-3 /CLONE=H3107A04 /FEA=EST /CNT=2 /TID=Mm.173902.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447520_at 12.3 2.4 A A 0.12 0.39 -2 NC 0.93 gb:AW208574 /DB_XREF=gi:6514514 /DB_XREF=uo61d06.x1 /CLONE=IMAGE:2647019 /FEA=EST /CNT=2 /TID=Mm.59984.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1447530_at 24.8 8.2 A A 0.21 0.63 -2 NC 0.98 gb:BB274927 /DB_XREF=gi:8971948 /DB_XREF=BB274927 /CLONE=A830090F07 /FEA=EST /CNT=2 /TID=Mm.165807.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447576_at 5.3 1.6 A A 0.33 0.87 -2 NC 0.7 gb:BQ176688 /DB_XREF=gi:20352180 /DB_XREF=UI-M-DJ2-bvz-m-02-0-UI.s1 /CLONE=UI-M-DJ2-bvz-m-02-0-UI /FEA=EST /CNT=2 /TID=Mm.75409.1
MOE430_2_1447751_x_ 44.1 7.3 A A 0.24 0.39 -2 NC 0.5 gb:BB218727 /DB_XREF=gi:8883680 /DB_XREF=BB218727 /CLONE=A530051B10 /FEA=EST /CNT=2 /TID=Mm.113478.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448043_x_ 15.8 3.8 A A 0.24 0.46 -2 NC 0.6 gb:BG076521 /DB_XREF=gi:12559013 /DB_XREF=H3001B12-5 /CLONE=H3001B12 /FEA=EST /CNT=8 /TID=Mm.24461.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448052_at 11.3 3.7 A A 0.43 0.56 -2 NC 0.82 gb:BF539039 /DB_XREF=gi:11626420 /DB_XREF=602048588F1 /CLONE=IMAGE:4188141 /FEA=EST /CNT=8 /TID=Mm.99961.2 /TIER=ConsEnd /STK=0 /U
MOE430_2_1448890_at 710.8 173.5 P P 0.000244 0.000244 -2 D 0.99 gb:NM_008452.1 /DB_XREF=gi:6680579 /GEN=Klf2 /FEA=FLmRNA /CNT=82 /TID=Mm.26938.1 /TIER=FL+Stack /STK=33 /UG=Mm.26938 /LL=16598 /DEF
MOE430_2_1448895_a_ 5 0.7 A A 0.6 0.8 -2 NC 0.7 gb:NM_009819.1 /DB_XREF=gi:6753295 /GEN=Catna2 /FEA=FLmRNA /CNT=58 /TID=Mm.34637.1 /TIER=FL+Stack /STK=33 /UG=Mm.34637 /LL=12386 /D
MOE430_2_1449538_a_ 7 2.5 A A 0.43 0.56 -2 NC 0.5 gb:NM_010265.1 /DB_XREF=gi:6753957 /GEN=Gcnt1 /FEA=FLmRNA /CNT=17 /TID=Mm.4411.1 /TIER=FL+Stack /STK=8 /UG=Mm.4411 /LL=14537 /DEF=
MOE430_2_1449675_at 2.8 0.5 A A 0.33 0.56 -2 NC 0.5 gb:AU015121 /DB_XREF=gi:3369912 /DB_XREF=AU015121 /CLONE=J0708A03 /FEA=EST /CNT=1 /TID=Mm.195316.1 /TIER=ConsEnd /STK=1 /UG=Mm.1
MOE430_2_1449689_at 8.6 2.6 A A 0.27 0.63 -2 NC 0.45 gb:C81600 /DB_XREF=gi:2521930 /DB_XREF=C81600 /CLONE=J0102A11 /FEA=EST /CNT=1 /TID=Mm.6062.1 /TIER=ConsEnd /STK=0 /UG=Mm.6062 /LL
MOE430_2_1449769_at 2.8 0.4 A A 0.32 0.85 -2 NC 0.69 gb:AV210911 /DB_XREF=gi:6151375 /DB_XREF=AV210911 /CLONE=1700127F01 /FEA=EST /CNT=1 /TID=Mm.177909.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1449908_at 6.1 1.2 A A 0.5 0.93 -2 NC 0.9 gb:NM_008119.1 /DB_XREF=gi:6680000 /GEN=Gip /FEA=FLmRNA /CNT=9 /TID=Mm.5115.1 /TIER=FL /STK=4 /UG=Mm.5115 /LL=14607 /DEF=Mus muscu
MOE430_2_1449969_at 10.8 2 A A 0.08 0.69 -2 NC 0.65 gb:NM_016712.1 /DB_XREF=gi:7710103 /GEN=Tmod4 /FEA=FLmRNA /CNT=8 /TID=Mm.71935.1 /TIER=FL /STK=3 /UG=Mm.71935 /LL=50874 /DEF=Mus 
MOE430_2_1450593_at 2.8 0.9 A A 0.66 0.93 -2 NC 0.74 gb:NM_008335.1 /DB_XREF=gi:6680368 /GEN=Ifna8 /FEA=FLmRNA /CNT=1 /TID=Mm.6194.1 /TIER=FL /STK=1 /UG=Mm.6194 /LL=15971 /DEF=Mus mus
MOE430_2_1450884_at 4.6 0.9 A A 0.78 0.6 -2 NC 0.34 gb:BB534670 /DB_XREF=gi:16446427 /DB_XREF=BB534670 /CLONE=E030038C19 /FEA=FLmRNA /CNT=240 /TID=Mm.18628.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1451129_at 11.3 2.6 A A 0.6 0.82 -2 NC 0.5 gb:BC017646.1 /DB_XREF=gi:17160977 /FEA=FLmRNA /CNT=129 /TID=Mm.2755.1 /TIER=FL+Stack /STK=102 /UG=Mm.2755 /LL=12308 /UG_GENE=Calb
MOE430_2_1451443_at 22.1 3.3 A A 0.09 0.36 -2 NC 0.99 gb:BM964265 /DB_XREF=gi:19547685 /DB_XREF=UI-M-EQ0-bvu-m-04-0-UI.r1 /CLONE=IMAGE:5697195 /FEA=FLmRNA /CNT=54 /TID=Mm.9394.2 /TIER
MOE430_2_1452129_at 2.7 0.5 A A 0.66 0.93 -2 NC 0.74 gb:BB430390 /DB_XREF=gi:16424080 /DB_XREF=BB430390 /CLONE=C630033C05 /FEA=FLmRNA /CNT=16 /TID=Mm.125484.1 /TIER=Stack /STK=10 /U
MOE430_2_1452234_s_ 27.6 5.5 A A 0.3 0.69 -2 NC 0.5 gb:BF457957 /DB_XREF=gi:11524126 /DB_XREF=UI-M-BZ1-bls-b-04-0-UI.s1 /CLONE=UI-M-BZ1-bls-b-04-0-UI /FEA=mRNA /CNT=43 /TID=Mm.23868.



MOE430_2_1452420_at 9 2.8 A A 0.56 0.75 -2 NC 0.5 gb:AI413502 /DB_XREF=gi:4257006 /DB_XREF=me09f10.x1 /CLONE=IMAGE:387019 /FEA=mRNA /CNT=9 /TID=Mm.103714.1 /TIER=ConsEnd /STK=1 /UG
MOE430_2_1452802_at 4.5 1.1 A A 0.56 0.99 -2 NC 0.94 gb:AK016775.1 /DB_XREF=gi:12855689 /FEA=mRNA /CNT=51 /TID=Mm.32233.1 /TIER=Stack /STK=38 /UG=Mm.32233 /LL=66765 /UG_GENE=4933411K1
MOE430_2_1452967_at 7.4 2 A A 0.39 0.78 -2 NC 0.97 gb:AK005675.1 /DB_XREF=gi:12838373 /FEA=mRNA /CNT=20 /TID=Mm.46145.1 /TIER=Stack /STK=17 /UG=Mm.46145 /LL=74174 /UG_GENE=1700006H0
MOE430_2_1453476_at 3.8 0.9 A A 0.39 0.74 -2 NC 0.5 gb:AK006843.1 /DB_XREF=gi:12840120 /FEA=mRNA /CNT=9 /TID=Mm.152438.1 /TIER=ConsEnd /STK=2 /UG=Mm.152438 /LL=73391 /UG_GENE=170006
MOE430_2_1453879_at 4.9 1.6 A A 0.53 0.72 -2 NC 0.5 gb:AK006033.1 /DB_XREF=gi:12838920 /FEA=mRNA /CNT=4 /TID=Mm.159141.1 /TIER=ConsEnd /STK=3 /UG=Mm.159141 /LL=74218 /UG_GENE=170001
MOE430_2_1453898_at 13.7 2.7 A A 0.72 0.88 -2 NC 0.83 gb:AK009352.1 /DB_XREF=gi:12844097 /FEA=mRNA /CNT=3 /TID=Mm.81562.1 /TIER=ConsEnd /STK=2 /UG=Mm.81562 /LL=69564 /UG_GENE=2310015C
MOE430_2_1454065_at 5 0.8 A A 0.24 0.75 -2 NC 0.64 gb:AK016189.1 /DB_XREF=gi:12854824 /FEA=mRNA /CNT=1 /TID=Mm.159499.1 /TIER=ConsEnd /STK=0 /UG=Mm.159499 /LL=75324 /UG_GENE=493056
MOE430_2_1454173_at 6.2 0.8 A A 0.27 0.82 -2 NC 0.82 gb:AK020787.1 /DB_XREF=gi:12861481 /FEA=mRNA /CNT=1 /TID=Mm.160026.1 /TIER=ConsEnd /STK=0 /UG=Mm.160026 /LL=77932 /UG_GENE=A43010
MOE430_2_1454456_at 2.2 1.1 A A 0.69 0.66 -2 NC 0.77 gb:AK018336.1 /DB_XREF=gi:12857994 /FEA=mRNA /CNT=1 /TID=Mm.159715.1 /TIER=ConsEnd /STK=0 /UG=Mm.159715 /LL=76215 /UG_GENE=653041
MOE430_2_1454482_at 7.2 2.3 A A 0.46 0.5 -2 NC 0.4 gb:AK018053.1 /DB_XREF=gi:12857597 /FEA=mRNA /CNT=1 /TID=Mm.159674.1 /TIER=ConsEnd /STK=0 /UG=Mm.159674 /LL=76094 /UG_GENE=583047
MOE430_2_1454487_at 4.4 1.8 A A 0.39 0.8 -2 NC 0.93 gb:AK018065.1 /DB_XREF=gi:12857614 /FEA=mRNA /CNT=1 /TID=Mm.159687.1 /TIER=ConsEnd /STK=0 /UG=Mm.159687 /LL=76126 /UG_GENE=583049
MOE430_2_1454496_at 9.4 1.9 A A 0.3 0.69 -2 NC 0.84 gb:AK017142.1 /DB_XREF=gi:12856250 /FEA=mRNA /CNT=1 /TID=Mm.159642.1 /TIER=ConsEnd /STK=0 /UG=Mm.159642 /LL=75984 /UG_GENE=503141
MOE430_2_1454782_at 2.9 0.8 A A 0.49 0.82 -2 NC 0.39 gb:BE979636 /DB_XREF=gi:10646753 /DB_XREF=UI-M-BG2-bbu-e-05-0-UI.s1 /CLONE=UI-M-BG2-bbu-e-05-0-UI /FEA=EST /CNT=52 /TID=Mm.11032
MOE430_2_1454806_at 1.8 0.3 A A 0.75 0.93 -2 NC 0.49 gb:AV228737 /DB_XREF=gi:16385581 /DB_XREF=AV228737 /CLONE=4631401M21 /FEA=EST /CNT=73 /TID=Mm.27563.1 /TIER=Stack /STK=45 /UG=Mm
MOE430_2_1454832_at 161.4 47.7 P P 0.001953 0.00415 -2 D 0.99 gb:BG228702 /DB_XREF=gi:12716206 /DB_XREF=ux60b01.x1 /CLONE=IMAGE:3514680 /FEA=EST /CNT=50 /TID=Mm.44128.1 /TIER=Stack /STK=43 /UG
MOE430_2_1455087_at 2.4 0.5 A A 0.35 0.99 -2 NC 0.86 gb:AV328498 /DB_XREF=gi:16395889 /DB_XREF=AV328498 /CLONE=6330442C21 /FEA=EST /CNT=26 /TID=Mm.21243.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1455965_at 27.8 5.3 A A 0.17 0.39 -2 NC 0.89 gb:BG064671 /DB_XREF=gi:12547234 /DB_XREF=H3022E09-3 /CLONE=H3022E09 /FEA=EST /CNT=26 /TID=Mm.23156.2 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1456271_at 7.7 2.1 A A 0.46 0.56 -2 NC 0.13 gb:BB039066 /DB_XREF=gi:16258528 /DB_XREF=BB039066 /CLONE=6030419C24 /FEA=EST /CNT=14 /TID=Mm.138402.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1456496_at 10.7 0.7 A A 0.66 0.63 -2 NC 0.24 gb:AW050029 /DB_XREF=gi:5910558 /DB_XREF=UI-M-BH1-amm-b-05-0-UI.s1 /CLONE=UI-M-BH1-amm-b-05-0-UI /FEA=EST /CNT=15 /TID=Mm.10294
MOE430_2_1456712_at 12.2 4 P A 0.000244 0.3 -2 NC 0.98 gb:AV231984 /DB_XREF=gi:15405005 /DB_XREF=AV231984 /CLONE=4632411B10 /FEA=EST /CNT=8 /TID=Mm.71593.1 /TIER=Stack /STK=8 /UG=Mm.7
MOE430_2_1458177_at 5.6 1.2 A A 0.53 0.6 -2 NC 0.25 gb:BB048420 /DB_XREF=gi:15404004 /DB_XREF=BB048420 /CLONE=6430584L07 /FEA=EST /CNT=3 /TID=Mm.208365.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458411_at 7.9 1.3 A A 0.56 0.91 -2 NC 0.68 gb:BB333691 /DB_XREF=gi:16404018 /DB_XREF=BB333691 /CLONE=B830014K08 /FEA=EST /CNT=7 /TID=Mm.40544.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458430_at 11.3 2.9 M A 0.05 0.52 -2 NC 0.5 gb:AV278529 /DB_XREF=gi:6266566 /DB_XREF=AV278529 /CLONE=4933402H09 /FEA=EST /CNT=6 /TID=Mm.101269.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458486_at 4.6 1 A A 0.56 0.75 -2 NC 0.53 gb:BB203932 /DB_XREF=gi:16351759 /DB_XREF=BB203932 /CLONE=A430055G02 /FEA=EST /CNT=5 /TID=Mm.132103.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458692_at 8.3 0.8 A A 0.6 0.8 -2 NC 0.73 gb:BB474830 /DB_XREF=gi:16439917 /DB_XREF=BB474830 /CLONE=D330009N03 /FEA=EST /CNT=4 /TID=Mm.209422.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458730_at 1 0.4 A A 0.5 0.6 -2 NC 0.28 gb:BM245915 /DB_XREF=gi:17881185 /DB_XREF=K0731A09-3 /CLONE=K0731A09 /FEA=EST /CNT=3 /TID=Mm.215647.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458905_x_ 9.2 0.8 A A 0.24 0.53 -2 NC 0.64 gb:BG069021 /DB_XREF=gi:12551590 /DB_XREF=H3071H03-3 /CLONE=H3071H03 /FEA=EST /CNT=3 /TID=Mm.173739.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459073_x_ 11.1 1.5 A A 0.14 0.6 -2 NC 0.84 gb:BB175009 /DB_XREF=gi:8834092 /DB_XREF=BB175009 /CLONE=A230054L08 /FEA=EST /CNT=3 /TID=Mm.121022.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459291_at 6.6 1.7 A A 0.3 0.43 -2 NC 0.31 gb:BB209194 /DB_XREF=gi:16352420 /DB_XREF=BB209194 /CLONE=A430091H15 /FEA=EST /CNT=2 /TID=Mm.136098.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459581_at 4.3 1.2 A A 0.62 0.91 -2 NC 0.5 gb:BB373025 /DB_XREF=gi:16407135 /DB_XREF=BB373025 /CLONE=C130068F11 /FEA=EST /CNT=2 /TID=Mm.208871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459933_at 3.7 1.6 A A 0.38 0.46 -2 NC 0.5 gb:AA414957 /DB_XREF=gi:2075145 /DB_XREF=vc50c11.r1 /CLONE=IMAGE:778004 /FEA=EST /CNT=4 /TID=Mm.3807.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460043_at 2.4 0.6 A A 0.66 0.93 -2 NC 0.92 gb:BB357628 /DB_XREF=gi:16405788 /DB_XREF=BB357628 /CLONE=C030023B07 /FEA=EST /CNT=5 /TID=Mm.132167.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1460663_at 11.1 2.4 A A 0.66 0.75 -2 NC 0.5 gb:NM_007627.1 /DB_XREF=gi:7106264 /GEN=Cckbr /FEA=FLmRNA /CNT=11 /TID=Mm.44513.1 /TIER=FL /STK=2 /UG=Mm.44513 /LL=12426 /DEF=Mus 
MOE430_2_1416676_at 86.5 6.7 P A 0.000244 0.21 -2.1 D 0.99 gb:NM_023125.1 /DB_XREF=gi:12963496 /GEN=Kng /FEA=FLmRNA /CNT=247 /TID=Mm.2160.1 /TIER=FL+Stack /STK=74 /UG=Mm.2160 /LL=16644 /DEF
MOE430_2_1416783_at 5.1 0.4 A A 0.43 0.96 -2.1 NC 0.51 gb:NM_009311.1 /DB_XREF=gi:6678206 /GEN=Tac1 /FEA=FLmRNA /CNT=76 /TID=Mm.1440.1 /TIER=FL+Stack /STK=70 /UG=Mm.1440 /LL=21333 /DEF=
MOE430_2_1417020_at 7.1 2.4 A A 0.36 0.63 -2.1 NC 0.5 gb:NM_133711.1 /DB_XREF=gi:19526889 /GEN=1700001N01Rik /FEA=FLmRNA /CNT=73 /TID=Mm.45833.1 /TIER=FL+Stack /STK=60 /UG=Mm.45833 /LL
MOE430_2_1418677_at 464.8 84.3 P P 0.000244 0.001953 -2.1 D 0.99 gb:NM_013456.1 /DB_XREF=gi:7304854 /GEN=Actn3 /FEA=FLmRNA /CNT=42 /TID=Mm.5316.1 /TIER=FL+Stack /STK=20 /UG=Mm.5316 /LL=11474 /DEF
MOE430_2_1419094_at 5.7 1.3 P A 0.01 0.56 -2.1 NC 0.82 gb:NM_010001.1 /DB_XREF=gi:6753579 /GEN=Cyp2c37 /FEA=FLmRNA /CNT=62 /TID=Mm.220317.1 /TIER=FL+Stack /STK=13 /UG=Mm.220317 /LL=1309
MOE430_2_1419202_at 6.9 1.2 A A 0.53 0.93 -2.1 NC 0.73 gb:NM_009977.1 /DB_XREF=gi:6753543 /GEN=Cst7 /FEA=FLmRNA /CNT=22 /TID=Mm.12965.1 /TIER=FL+Stack /STK=12 /UG=Mm.12965 /LL=13011 /DE
MOE430_2_1419465_at 11.1 2.8 A A 0.43 0.88 -2.1 NC 0.71 gb:BC019952.1 /DB_XREF=gi:18044782 /FEA=FLmRNA /CNT=95 /TID=Mm.45506.1 /TIER=FL+Stack /STK=9 /UG=Mm.45506 /LL=72293 /UG_GENE=Nkd2
MOE430_2_1419537_at 5.6 1.1 A A 0.53 0.72 -2.1 NC 0.34 gb:NM_031198.1 /DB_XREF=gi:13654263 /GEN=Tcfec /FEA=FLmRNA /CNT=16 /TID=Mm.36217.1 /TIER=FL+Stack /STK=9 /UG=Mm.36217 /LL=21426 /D
MOE430_2_1419582_at 9.5 0.7 A A 0.24 0.56 -2.1 NC 0.73 gb:NM_028089.1 /DB_XREF=gi:13386281 /GEN=2010318C06Rik /FEA=FLmRNA /CNT=29 /TID=Mm.142581.1 /TIER=FL+Stack /STK=8 /UG=Mm.142581 /L
MOE430_2_1419857_at 3.9 0.3 A A 0.53 0.69 -2.1 NC 0.5 gb:AA254866 /DB_XREF=gi:1889545 /DB_XREF=mz84f08.r1 /CLONE=IMAGE:720135 /FEA=EST /CNT=2 /TID=Mm.24270.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1419919_at 10.8 2.8 A A 0.43 0.56 -2.1 NC 0.4 gb:AV251026 /DB_XREF=gi:16387581 /DB_XREF=AV251026 /CLONE=4833429A09 /FEA=EST /CNT=1 /TID=Mm.212701.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420730_a_ 21.4 8.3 A A 0.12 0.46 -2.1 NC 0.5 gb:NM_013687.1 /DB_XREF=gi:7305562 /GEN=Tcp11 /FEA=FLmRNA /CNT=6 /TID=Mm.29758.1 /TIER=FL /STK=3 /UG=Mm.29758 /LL=21463 /DEF=Mus m
MOE430_2_1421180_at 18.9 4.1 A A 0.43 0.69 -2.1 NC 0.77 gb:NM_025681.1 /DB_XREF=gi:13385141 /GEN=Lix1 /FEA=FLmRNA /CNT=17 /TID=Mm.13130.1 /TIER=FL /STK=2 /UG=Mm.13130 /LL=66643 /DEF=Mus 
MOE430_2_1421183_at 5.9 1.1 A A 0.21 0.8 -2.1 NC 0.5 gb:AF285582.1 /DB_XREF=gi:13603846 /GEN=Tex12 /FEA=FLmRNA /CNT=14 /TID=Mm.78133.1 /TIER=FL /STK=2 /UG=Mm.78133 /LL=66654 /DEF=Mus
MOE430_2_1421759_a_ 6.1 1.6 A A 0.3 0.72 -2.1 NC 0.76 gb:NM_010812.1 /DB_XREF=gi:6753905 /GEN=Foxk1 /FEA=FLmRNA /CNT=2 /TID=Mm.24214.1 /TIER=FL /STK=2 /UG=Mm.24214 /LL=17425 /DEF=Mus m
MOE430_2_1422354_at 14.4 2.4 A A 0.3 0.6 -2.1 NC 0.6 gb:NM_020289.1 /DB_XREF=gi:9938011 /GEN=Ors6 /FEA=FLmRNA /CNT=1 /TID=Mm.103733.1 /TIER=FL /STK=1 /UG=Mm.103733 /LL=56859 /DEF=Mus
MOE430_2_1423279_at 15.8 3 A A 0.17 0.36 -2.1 NC 0.93 gb:AI788646 /DB_XREF=gi:5336362 /DB_XREF=uk47f11.x1 /CLONE=IMAGE:1972173 /FEA=FLmRNA /CNT=288 /TID=Mm.219620.1 /TIER=Stack /STK=18 
MOE430_2_1423950_at 7.3 2.9 A A 0.69 0.87 -2.1 NC 0.31 gb:BC017518.1 /DB_XREF=gi:17028407 /FEA=FLmRNA /CNT=96 /TID=Mm.39364.2 /TIER=FL+Stack /STK=73 /UG=Mm.39364 /LL=16499 /UG_GENE=Kcn
MOE430_2_1424404_at 10 3.7 A A 0.27 0.6 -2.1 NC 0.5 gb:BC004797.1 /DB_XREF=gi:13435908 /FEA=FLmRNA /CNT=68 /TID=Mm.38143.1 /TIER=FL+Stack /STK=34 /UG=Mm.38143 /LL=76261 /UG_GENE=0610
MOE430_2_1424714_at 4 0.6 A A 0.75 0.95 -2.1 NC 0.59 gb:BM941201 /DB_XREF=gi:19400353 /DB_XREF=UI-M-BZ1-bkx-c-07-0-UI.r1 /CLONE=UI-M-BZ1-bkx-c-07-0-UI /FEA=FLmRNA /CNT=69 /TID=Mm.77
MOE430_2_1424791_a_ 9.4 1.1 A A 0.39 0.8 -2.1 NC 0.44 gb:BC004826.1 /DB_XREF=gi:13435986 /FEA=FLmRNA /CNT=35 /TID=Mm.29236.2 /TIER=FL+Stack /STK=16 /UG=Mm.29236 /LL=57278 /UG_GENE=Lu /
MOE430_2_1424964_at 5.1 1.3 A A 0.27 0.66 -2.1 NC 0.78 gb:BG296642 /DB_XREF=gi:13059498 /DB_XREF=602393574F1 /CLONE=IMAGE:4505058 /FEA=FLmRNA /CNT=36 /TID=Mm.78749.1 /TIER=ConsEnd /ST
MOE430_2_1424973_at 2.8 0.4 A A 0.87 0.88 -2.1 NC 0.08 gb:AF204959.1 /DB_XREF=gi:6525046 /GEN=CYP3A25 /FEA=FLmRNA /CNT=21 /TID=Mm.26993.1 /TIER=FL+Stack /STK=10 /UG=Mm.26993 /LL=56388 /
MOE430_2_1425039_at 469.3 117.3 P P 0.000244 0.000244 -2.1 D 0.99 gb:BC020152.1 /DB_XREF=gi:18044899 /FEA=FLmRNA /CNT=15 /TID=Mm.33169.1 /TIER=FL+Stack /STK=8 /UG=Mm.33169 /DEF=Mus musculus, Similar 
MOE430_2_1425086_a_ 2 0.4 A A 0.53 0.88 -2.1 NC 0.85 gb:AF248636.1 /DB_XREF=gi:9887090 /FEA=FLmRNA /CNT=10 /TID=Mm.79224.2 /TIER=FL /STK=7 /UG=Mm.79224 /LL=30925 /UG_GENE=Ly108 /DEF=
MOE430_2_1425124_at 6.7 1 A A 0.21 0.75 -2.1 NC 0.63 gb:BC025512.1 /DB_XREF=gi:19343864 /FEA=FLmRNA /CNT=14 /TID=Mm.169565.1 /TIER=FL /STK=6 /UG=Mm.169565 /LL=76072 /UG_GENE=5830442J
MOE430_2_1425264_s_ 25.2 4.8 A A 0.27 0.53 -2.1 NC 0.72 gb:BB181247 /DB_XREF=gi:15409405 /DB_XREF=BB181247 /CLONE=A230090C03 /FEA=FLmRNA /CNT=60 /TID=Mm.2992.4 /TIER=Stack /STK=28 /UG=
MOE430_2_1425560_a_ 1085 223.4 P P 0.000244 0.000732 -2.1 D 0.99 gb:BC020031.1 /DB_XREF=gi:18043628 /FEA=FLmRNA /CNT=20 /TID=Mm.140330.1 /TIER=FL /STK=1 /UG=Mm.140330 /LL=67860 /UG_GENE=2300002L
MOE430_2_1425563_s_ 11.6 2.3 A A 0.43 0.66 -2.1 NC 0.88 gb:AF334801.1 /DB_XREF=gi:14210850 /GEN=Pcadh10 /FEA=FLmRNA /CNT=24 /TID=Mm.44368.2 /TIER=FL /STK=1 /UG=Mm.44368 /LL=18526 /DEF=M
MOE430_2_1425800_at 10.6 3.7 A A 0.43 0.63 -2.1 NC 0.49 gb:BC021784.1 /DB_XREF=gi:18256162 /FEA=FLmRNA /CNT=4 /TID=Mm.215254.1 /TIER=FL /STK=1 /UG=Mm.215254 /DEF=Mus musculus, clone MGC:2
MOE430_2_1425871_a_ 6.7 2.5 A A 0.27 0.36 -2.1 NC 0.93 gb:AB007986.1 /DB_XREF=gi:2541867 /GEN=MDABG2-4 /FEA=FLmRNA /CNT=3 /TID=Mm.104747.8 /TIER=FL /STK=1 /UG=Mm.104747 /LL=16114 /DEF
MOE430_2_1425897_at 6.3 2.1 A A 0.46 0.6 -2.1 NC 0.5 gb:AY053456.1 /DB_XREF=gi:16508045 /FEA=FLmRNA /CNT=2 /TID=MmAffx.1.6 /TIER=FL /STK=1 /NOTE=sequence(s) not in UniGene /DEF=Mus muscu
MOE430_2_1426446_at 17.2 3.7 P A 0.03 0.3 -2.1 NC 0.5 gb:BB282696 /DB_XREF=gi:15411162 /DB_XREF=BB282696 /CLONE=A930039K05 /FEA=FLmRNA /CNT=61 /TID=Mm.101958.1 /TIER=Stack /STK=10 /U
MOE430_2_1426571_at 7.4 2.3 A A 0.43 0.75 -2.1 NC 0.5 gb:AW910499 /DB_XREF=gi:8075741 /DB_XREF=ur84c01.x1 /CLONE=IMAGE:3156960 /FEA=FLmRNA /CNT=194 /TID=Mm.26700.1 /TIER=Stack /STK=14 
MOE430_2_1427302_at 51.9 13.8 P A 0.000244 0.39 -2.1 D 0.99 gb:AI876438 /DB_XREF=gi:5550487 /DB_XREF=uj57c07.x1 /CLONE=IMAGE:1924044 /FEA=mRNA /CNT=105 /TID=Mm.53371.1 /TIER=Stack /STK=11 /UG
MOE430_2_1427550_at 3.1 0.9 A A 0.46 0.69 -2.1 NC 0.5 gb:BG076799 /DB_XREF=gi:12559368 /DB_XREF=H3006A12-5 /CLONE=H3006A12 /FEA=mRNA /CNT=8 /TID=Mm.218785.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1427795_s_ 7.1 0.3 A A 0.46 0.66 -2.1 NC 0.5 gb:BI152465 /DB_XREF=gi:14612466 /DB_XREF=602917896F1 /CLONE=IMAGE:5068294 /FEA=mRNA /CNT=2 /TID=Mm.215562.1 /TIER=ConsEnd /STK=0
MOE430_2_1427857_x_ 4.1 0.8 A A 0.27 0.56 -2.1 NC 0.5 gb:M18237.1 /DB_XREF=gi:197007 /FEA=mRNA /CNT=1 /TID=Mm.104747.24 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /U
MOE430_2_1427863_at 37.9 9.4 P A 0.04 0.24 -2.1 NC 0.5 gb:Z30939.1 /DB_XREF=gi:496636 /FEA=mRNA /CNT=1 /TID=Mm.15595.2 /TIER=ConsEnd /STK=0 /UG=Mm.15595 /LL=15263 /UG_GENE=Hist1 /DEF=M.
MOE430_2_1428720_s_ 3 0.4 A A 0.5 0.96 -2.1 NC 0.84 gb:AK008551.1 /DB_XREF=gi:12842802 /FEA=mRNA /CNT=34 /TID=Mm.38214.1 /TIER=Stack /STK=24 /UG=Mm.38214 /LL=70018 /UG_GENE=2010309G2
MOE430_2_1429402_at 816.1 186.4 P P 0.000244 0.00415 -2.1 D 0.99 gb:AK003894.1 /DB_XREF=gi:12834836 /FEA=mRNA /CNT=36 /TID=Mm.46212.1 /TIER=Stack /STK=24 /UG=Mm.46212 /LL=74782 /UG_GENE=1110021D2
MOE430_2_1429692_s_ 70.6 17 P P 0.000244 0.00293 -2.1 D 0.99 gb:BB698398 /DB_XREF=gi:16047222 /DB_XREF=BB698398 /CLONE=7120499L21 /FEA=mRNA /CNT=20 /TID=Mm.41683.2 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429873_at 11.9 3.5 A A 0.46 0.53 -2.1 NC 0.48 gb:AK007281.1 /DB_XREF=gi:12840728 /FEA=mRNA /CNT=8 /TID=Mm.48850.1 /TIER=ConsEnd /STK=7 /UG=Mm.48850 /LL=73634 /UG_GENE=1700125H
MOE430_2_1430284_at 6.7 1.2 A A 0.39 0.72 -2.1 NC 0.39 gb:AK005786.1 /DB_XREF=gi:12838539 /FEA=mRNA /CNT=4 /TID=Mm.45822.1 /TIER=ConsEnd /STK=3 /UG=Mm.45822 /LL=69347 /UG_GENE=1700008P
MOE430_2_1431049_at 10.2 1.8 A A 0.09 0.6 -2.1 NC 0.97 gb:BM964047 /DB_XREF=gi:19547467 /DB_XREF=UI-M-EQ0-bvt-b-24-0-UI.r1 /CLONE=IMAGE:5696567 /FEA=mRNA /CNT=17 /TID=Mm.17834.1 /TIER=
MOE430_2_1431313_at 13.6 2.2 A A 0.11 0.63 -2.1 NC 0.89 gb:BG962199 /DB_XREF=gi:14349836 /DB_XREF=602826966F1 /CLONE=IMAGE:4981601 /FEA=mRNA /CNT=6 /TID=Mm.76753.1 /TIER=ConsEnd /STK=0
MOE430_2_1431468_at 9.2 2.3 A A 0.53 0.9 -2.1 NC 0.57 gb:BB073566 /DB_XREF=gi:16260215 /DB_XREF=BB073566 /CLONE=9230112A13 /FEA=mRNA /CNT=5 /TID=Mm.99740.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431511_at 4.7 0.5 A A 0.17 0.36 -2.1 NC 0.49 gb:AK020329.1 /DB_XREF=gi:12860885 /FEA=mRNA /CNT=5 /TID=Mm.159846.1 /TIER=ConsEnd /STK=1 /UG=Mm.159846 /LL=77080 /UG_GENE=923011
MOE430_2_1431579_at 2.5 0.5 A A 0.43 0.87 -2.1 NC 0.81 gb:AK016858.1 /DB_XREF=gi:12855818 /FEA=mRNA /CNT=2 /TID=Mm.79110.1 /TIER=ConsEnd /STK=1 /UG=Mm.79110 /LL=71165 /UG_GENE=4933421D
MOE430_2_1431603_at 7.9 1.4 P A 0.03 0.53 -2.1 NC 0.83 gb:AV271937 /DB_XREF=gi:6259974 /DB_XREF=AV271937 /CLONE=4931417K18 /FEA=mRNA /CNT=2 /TID=Mm.158525.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431650_at 9.2 1.8 A A 0.46 0.82 -2.1 NC 0.63 gb:AK004258.1 /DB_XREF=gi:12835375 /FEA=mRNA /CNT=2 /TID=Mm.81139.1 /TIER=ConsEnd /STK=1 /UG=Mm.81139 /LL=68768 /UG_GENE=1110054P
MOE430_2_1431666_at 10.9 3.4 A A 0.3 0.5 -2.1 NC 0.4 gb:AK011836.1 /DB_XREF=gi:12848209 /FEA=mRNA /CNT=2 /TID=Mm.195567.1 /TIER=ConsEnd /STK=1 /UG=Mm.195567 /LL=70447 /UG_GENE=261011
MOE430_2_1431683_at 11.1 3 A A 0.36 0.5 -2.1 NC 0.34 gb:AK015566.1 /DB_XREF=gi:12853960 /FEA=mRNA /CNT=4 /TID=Mm.108121.1 /TIER=ConsEnd /STK=0 /UG=Mm.108121 /LL=74926 /UG_GENE=493047
MOE430_2_1431775_at 7.7 1.6 A A 0.56 0.66 -2.1 NC 0.49 gb:AK013916.1 /DB_XREF=gi:12851473 /FEA=mRNA /CNT=2 /TID=Mm.158343.1 /TIER=ConsEnd /STK=0 /UG=Mm.158343 /LL=70249 /UG_GENE=310000
MOE430_2_1431914_at 8.6 2.3 A A 0.11 0.39 -2.1 NC 0.5 gb:AK004638.1 /DB_XREF=gi:12835946 /GEN=Pde3a /FEA=mRNA /CNT=1 /TID=Mm.103728.2 /TIER=ConsEnd /STK=0 /UG=Mm.103728 /LL=54611 /UG_T
MOE430_2_1431934_at 7.4 1.4 A A 0.24 0.53 -2.1 NC 0.66 gb:AK015711.1 /DB_XREF=gi:12854149 /FEA=mRNA /CNT=1 /TID=Mm.159309.1 /TIER=ConsEnd /STK=0 /UG=Mm.159309 /LL=74709 /UG_GENE=493050
MOE430_2_1431975_at 6.7 1.3 A A 0.3 0.75 -2.1 NC 0.83 gb:AK015864.1 /DB_XREF=gi:12854365 /FEA=mRNA /CNT=1 /TID=Mm.195714.1 /TIER=ConsEnd /STK=0 /UG=Mm.195714 /LL=74715 /UG_GENE=493052
MOE430_2_1432244_at 7.6 2 A A 0.33 0.63 -2.1 NC 0.88 gb:AK015727.1 /DB_XREF=gi:12854171 /FEA=mRNA /CNT=1 /TID=Mm.159408.1 /TIER=ConsEnd /STK=0 /UG=Mm.159408 /LL=75043 /UG_GENE=493050
MOE430_2_1432804_at 3.9 1 A A 0.39 0.91 -2.1 NC 0.83 gb:AK020705.1 /DB_XREF=gi:12861372 /FEA=mRNA /CNT=2 /TID=Mm.121587.1 /TIER=ConsEnd /STK=0 /UG=Mm.121587 /LL=77756 /UG_GENE=A23010
MOE430_2_1432979_at 22.8 5.7 A A 0.3 0.53 -2.1 NC 0.68 gb:AK015985.1 /DB_XREF=gi:12854546 /FEA=mRNA /CNT=1 /TID=Mm.159591.1 /TIER=ConsEnd /STK=0 /UG=Mm.159591 /LL=75825 /UG_GENE=493053
MOE430_2_1433034_at 11.8 2.8 A A 0.24 0.56 -2.1 NC 0.35 gb:AK009208.1 /DB_XREF=gi:12843859 /FEA=mRNA /CNT=1 /TID=Mm.140147.1 /TIER=ConsEnd /STK=0 /UG=Mm.140147 /LL=69498 /UG_GENE=231000
MOE430_2_1433085_at 11.1 1.1 A A 0.23 0.53 -2.1 NC 0.63 gb:AK020038.1 /DB_XREF=gi:12860497 /FEA=mRNA /CNT=1 /TID=Mm.159852.1 /TIER=ConsEnd /STK=0 /UG=Mm.159852 /LL=77112 /UG_GENE=593042
MOE430_2_1433124_at 7.4 2.5 A A 0.36 0.69 -2.1 NC 0.65 gb:AK015964.1 /DB_XREF=gi:12854515 /FEA=mRNA /CNT=1 /TID=Mm.159448.1 /TIER=ConsEnd /STK=0 /UG=Mm.159448 /LL=75169 /UG_GENE=493053
MOE430_2_1433181_at 10 2.8 A A 0.08 0.72 -2.1 NC 0.86 gb:AK015278.1 /DB_XREF=gi:12853554 /FEA=mRNA /CNT=1 /TID=Mm.159261.1 /TIER=ConsEnd /STK=0 /UG=Mm.159261 /LL=74623 /UG_GENE=493043
MOE430_2_1433300_at 10.2 1.7 A A 0.08 0.36 -2.1 NC 0.5 gb:AK013482.1 /DB_XREF=gi:12850860 /FEA=mRNA /CNT=1 /TID=Mm.158895.1 /TIER=ConsEnd /STK=0 /UG=Mm.158895 /LL=72861 /UG_GENE=290000
MOE430_2_1434136_at 6 0.3 A A 0.42 0.88 -2.1 NC 0.7 gb:BE571820 /DB_XREF=gi:9815540 /DB_XREF=601330855F1 /CLONE=IMAGE:3708493 /FEA=EST /CNT=51 /TID=Mm.25840.1 /TIER=Stack /STK=41 /UG
MOE430_2_1434140_at 105.7 18 P P 0.000732 0.008057 -2.1 D 0.99 gb:AV293368 /DB_XREF=gi:16392522 /DB_XREF=AV293368 /CLONE=5430437B09 /FEA=EST /CNT=78 /TID=Mm.7630.1 /TIER=Stack /STK=41 /UG=Mm.7
MOE430_2_1434324_x_ 1.2 0.2 A A 0.33 0.75 -2.1 MD 0.99 gb:AW701137 /DB_XREF=gi:7585262 /DB_XREF=un75c08.x1 /CLONE=IMAGE:2536718 /FEA=EST /CNT=36 /TID=Mm.183083.2 /TIER=Stack /STK=35 /UG
MOE430_2_1434739_at 5.6 0.9 A A 0.36 0.65 -2.1 NC 0.6 gb:AW542416 /DB_XREF=gi:7184833 /DB_XREF=C0157D02-3 /CLONE=C0157D02 /FEA=EST /CNT=32 /TID=Mm.5584.1 /TIER=Stack /STK=26 /UG=Mm.5
MOE430_2_1434857_at 2.7 1 A A 0.35 0.85 -2.1 NC 0.91 gb:BB183320 /DB_XREF=gi:15409432 /DB_XREF=BB183320 /CLONE=A230106D06 /FEA=EST /CNT=35 /TID=Mm.44377.2 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1434955_at 3.6 0.5 A A 0.5 0.95 -2.1 NC 0.86 gb:BB134696 /DB_XREF=gi:15408454 /DB_XREF=BB134696 /CLONE=9830117L23 /FEA=EST /CNT=35 /TID=Mm.26735.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1436397_at 8.3 0.5 A A 0.53 0.78 -2.1 NC 0.37 gb:BB040051 /DB_XREF=gi:16258578 /DB_XREF=BB040051 /CLONE=6030446P18 /FEA=EST /CNT=18 /TID=Mm.116697.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1436880_at 9 1.3 A A 0.69 0.85 -2.1 NC 0.45 gb:BB723712 /DB_XREF=gi:16106987 /DB_XREF=BB723712 /CLONE=C920021A04 /FEA=EST /CNT=40 /TID=Mm.80.6 /TIER=Stack /STK=40 /UG=Mm.80
MOE430_2_1436945_x_ 42.2 8.3 A A 0.11 0.3 -2.1 D 0.99 gb:BB314702 /DB_XREF=gi:9015407 /DB_XREF=BB314702 /CLONE=B230348M18 /FEA=EST /CNT=34 /TID=Mm.645.2 /TIER=Stack /STK=34 /UG=Mm.64
MOE430_2_1437084_at 10.2 1.2 A A 0.39 0.66 -2.1 NC 0.5 gb:BG069310 /DB_XREF=gi:12551879 /DB_XREF=H3075A04-3 /CLONE=H3075A04 /FEA=EST /CNT=33 /TID=Mm.26128.1 /TIER=Stack /STK=26 /UG=Mm
MOE430_2_1437812_x_ 9.6 2.7 P A 0.03 0.39 -2.1 NC 0.57 gb:BB188199 /DB_XREF=gi:8848770 /DB_XREF=BB188199 /CLONE=A330047I23 /FEA=EST /CNT=15 /TID=Mm.3196.2 /TIER=Stack /STK=14 /UG=Mm.31
MOE430_2_1437958_at 11.7 2.5 A A 0.46 0.46 -2.1 NC 0.5 gb:BG066856 /DB_XREF=gi:12549425 /DB_XREF=H3047G05-3 /CLONE=H3047G05 /FEA=EST /CNT=13 /TID=Mm.89968.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438304_at 10 2.8 A A 0.33 0.63 -2.1 NC 0.87 gb:BE985121 /DB_XREF=gi:10658104 /DB_XREF=UI-M-CG0p-bdh-f-12-0-UI.s1 /CLONE=UI-M-CG0p-bdh-f-12-0-UI /FEA=EST /CNT=13 /TID=Mm.7676
MOE430_2_1439247_at 3.2 0.3 A A 0.56 0.8 -2.1 NC 0.54 gb:BB763030 /DB_XREF=gi:16207943 /DB_XREF=BB763030 /CLONE=G370018M23 /FEA=EST /CNT=9 /TID=Mm.133473.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1439779_at 7.7 1.9 A A 0.19 0.56 -2.1 NC 0.91 gb:BB356939 /DB_XREF=gi:16405770 /DB_XREF=BB356939 /CLONE=C030017P11 /FEA=EST /CNT=15 /TID=Mm.80604.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1439899_at 4.4 1 A A 0.63 0.75 -2.1 NC 0.25 gb:BE995677 /DB_XREF=gi:10680171 /DB_XREF=UI-M-CG0p-bib-b-10-0-UI.s1 /CLONE=UI-M-CG0p-bib-b-10-0-UI /FEA=EST /CNT=9 /TID=Mm.12668
MOE430_2_1439943_at 7.2 0.7 A A 0.17 0.53 -2.1 NC 0.68 gb:BB201271 /DB_XREF=gi:15409709 /DB_XREF=BB201271 /CLONE=A430035N22 /FEA=EST /CNT=7 /TID=Mm.170103.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440040_at 5.7 0.5 A A 0.43 0.82 -2.1 NC 0.48 gb:BM224656 /DB_XREF=gi:17785999 /DB_XREF=K0154C12-3 /CLONE=K0154C12 /FEA=EST /CNT=6 /TID=Mm.215496.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440241_at 14.1 3.8 A A 0.06 0.53 -2.1 NC 0.85 gb:BB769896 /DB_XREF=gi:16212429 /DB_XREF=BB769896 /CLONE=G370101N05 /FEA=EST /CNT=8 /TID=Mm.35380.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440365_at 6.8 1.4 A A 0.27 0.46 -2.1 NC 0.44 gb:BG071386 /DB_XREF=gi:12553944 /DB_XREF=H3098A11-3 /CLONE=H3098A11 /FEA=EST /CNT=7 /TID=Mm.163311.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440666_at 5.5 1.6 A A 0.56 0.85 -2.1 NC 0.5 gb:AV282543 /DB_XREF=gi:16391660 /DB_XREF=AV282543 /CLONE=4933430I17 /FEA=EST /CNT=5 /TID=Mm.73212.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440832_at 5.6 0.5 A A 0.39 0.66 -2.1 NC 0.86 gb:BE199688 /DB_XREF=gi:8711857 /DB_XREF=ug52a09.x1 /CLONE=IMAGE:1545976 /FEA=EST /CNT=19 /TID=Mm.117398.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1440979_at 9.8 2.7 A A 0.27 0.53 -2.1 NC 0.63 gb:BE994321 /DB_XREF=gi:10677373 /DB_XREF=UI-M-CG0p-bij-d-02-0-UI.s1 /CLONE=UI-M-CG0p-bij-d-02-0-UI /FEA=EST /CNT=8 /TID=Mm.101640.
MOE430_2_1441126_at 14.4 3.3 A A 0.21 0.5 -2.1 NC 0.5 gb:BG074324 /DB_XREF=gi:12556893 /DB_XREF=H3133F11-3 /CLONE=H3133F11 /FEA=EST /CNT=6 /TID=Mm.103023.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441201_at 5 1.4 A A 0.09 0.49 -2.1 NC 0.83 gb:BM239885 /DB_XREF=gi:17875155 /DB_XREF=K0542A01-3 /CLONE=K0542A01 /FEA=EST /CNT=5 /TID=Mm.218660.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441292_at 3.3 0.6 A A 0.14 0.63 -2.1 NC 0.72 gb:BB748748 /DB_XREF=gi:16152984 /DB_XREF=BB748748 /CLONE=G030001N09 /FEA=EST /CNT=5 /TID=Mm.30575.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441407_at 3.4 1.2 A A 0.5 0.69 -2.1 NC 0.5 gb:BG070040 /DB_XREF=gi:12552532 /DB_XREF=H3082A10-3 /CLONE=H3082A10 /FEA=EST /CNT=4 /TID=Mm.130861.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441622_at 7.3 0.5 A A 0.39 0.87 -2.1 NC 0.94 gb:AV374024 /DB_XREF=gi:16397926 /DB_XREF=AV374024 /CLONE=9130004I05 /FEA=EST /CNT=4 /TID=Mm.213009.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441641_at 4.4 1.7 A A 0.36 0.66 -2.1 NC 0.5 gb:BB661265 /DB_XREF=gi:16495044 /DB_XREF=BB661265 /CLONE=D630032N06 /FEA=EST /CNT=4 /TID=Mm.209580.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442187_at 4.8 0.9 A A 0.43 0.94 -2.1 NC 0.87 gb:AW490711 /DB_XREF=gi:7060982 /DB_XREF=UI-M-BH3-asx-c-01-0-UI.s1 /CLONE=UI-M-BH3-asx-c-01-0-UI /FEA=EST /CNT=6 /TID=Mm.101831.1
MOE430_2_1442193_at 7.1 2.2 A A 0.36 0.8 -2.1 NC 0.5 gb:BB205352 /DB_XREF=gi:16351962 /DB_XREF=BB205352 /CLONE=A430064E15 /FEA=EST /CNT=6 /TID=Mm.32201.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442227_at 3.1 0.8 A A 0.43 0.74 -2.1 NC 0.9 gb:BB456486 /DB_XREF=gi:16426065 /DB_XREF=BB456486 /CLONE=D130046P21 /FEA=EST /CNT=5 /TID=Mm.209321.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442545_at 5.1 1.5 A A 0.6 0.97 -2.1 NC 0.81 gb:BE984743 /DB_XREF=gi:10657279 /DB_XREF=UI-M-CG0p-bgm-b-05-0-UI.s1 /CLONE=UI-M-CG0p-bgm-b-05-0-UI /FEA=EST /CNT=4 /TID=Mm.1515
MOE430_2_1442557_at 6.4 1.5 A A 0.66 0.87 -2.1 NC 0.66 gb:BB388293 /DB_XREF=gi:16408595 /DB_XREF=BB388293 /CLONE=C230056G22 /FEA=EST /CNT=4 /TID=Mm.167751.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442870_at 9.6 1 A A 0.24 0.69 -2.1 NC 0.7 gb:BB078294 /DB_XREF=gi:16260463 /DB_XREF=BB078294 /CLONE=9330152H20 /FEA=EST /CNT=4 /TID=Mm.102018.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442943_at 8.9 0.9 A A 0.53 0.9 -2.1 NC 0.65 gb:AV326130 /DB_XREF=gi:16395546 /DB_XREF=AV326130 /CLONE=6330408B17 /FEA=EST /CNT=3 /TID=Mm.209761.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443060_at 10.5 1.9 A A 0.14 0.66 -2.1 NC 0.99 gb:BB199862 /DB_XREF=gi:16271355 /DB_XREF=BB199862 /CLONE=A430017M22 /FEA=EST /CNT=3 /TID=Mm.131163.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443078_at 9.2 1.4 A A 0.56 0.6 -2.1 NC 0.39 gb:AV321994 /DB_XREF=gi:16395142 /DB_XREF=AV321994 /CLONE=6030439D06 /FEA=EST /CNT=3 /TID=Mm.212342.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443084_at 9.6 1.7 A A 0.36 0.69 -2.1 NC 0.53 gb:BB085450 /DB_XREF=gi:16260848 /DB_XREF=BB085450 /CLONE=9330199K03 /FEA=EST /CNT=3 /TID=Mm.207386.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443370_at 5.7 0.8 A A 0.3 0.75 -2.1 NC 0.89 gb:BG069943 /DB_XREF=gi:12552600 /DB_XREF=H3082H03-3 /CLONE=H3082H03 /FEA=EST /CNT=3 /TID=Mm.25876.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443446_at 4.4 1.9 A A 0.39 0.49 -2.1 NC 0.58 gb:AU024681 /DB_XREF=gi:3395028 /DB_XREF=AU024681 /CLONE=J0458D01 /FEA=EST /CNT=3 /TID=Mm.12124.1 /TIER=ConsEnd /STK=3 /UG=Mm.12
MOE430_2_1443591_at 10.1 2.9 A A 0.39 0.63 -2.1 NC 0.62 gb:BB827848 /DB_XREF=gi:17006091 /DB_XREF=BB827848 /CLONE=G830049J23 /FEA=EST /CNT=3 /TID=Mm.213839.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443691_at 13.8 3.1 A A 0.24 0.69 -2.1 NC 0.62 gb:AW124111 /DB_XREF=gi:6099641 /DB_XREF=UI-M-BH2.1-apr-b-07-0-UI.s1 /CLONE=UI-M-BH2.1-apr-b-07-0-UI /FEA=EST /CNT=3 /TID=Mm.15319
MOE430_2_1443763_at 4.1 1.4 A A 0.43 0.87 -2.1 NC 0.57 gb:BI466363 /DB_XREF=gi:15279241 /DB_XREF=ie25a04.x1 /FEA=EST /CNT=3 /TID=Mm.122552.1 /TIER=ConsEnd /STK=3 /UG=Mm.122552 /UG_TITLE=E
MOE430_2_1444006_at 4.2 0.7 A A 0.62 0.88 -2.1 NC 0.5 gb:AI466898 /DB_XREF=gi:4315517 /DB_XREF=mz60c12.y1 /CLONE=IMAGE:717814 /FEA=EST /CNT=7 /TID=Mm.215507.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444030_at 6.4 0.5 M A 0.05 0.53 -2.1 NC 0.6 gb:BB540360 /DB_XREF=gi:9611583 /DB_XREF=BB540360 /CLONE=E130105I11 /FEA=EST /CNT=6 /TID=Mm.137950.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444103_at 3 1 A A 0.66 0.87 -2.1 NC 0.5 gb:BB154109 /DB_XREF=gi:16268143 /DB_XREF=BB154109 /CLONE=A130019J23 /FEA=EST /CNT=6 /TID=Mm.120431.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444124_a_ 9.7 2.4 A A 0.21 0.69 -2.1 NC 0.41 gb:BB555188 /DB_XREF=gi:16448524 /DB_XREF=BB555188 /CLONE=E330017L17 /FEA=EST /CNT=5 /TID=Mm.59196.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444260_at 4.4 1 A A 0.27 0.75 -2.1 NC 0.58 gb:BF661746 /DB_XREF=gi:11926880 /DB_XREF=maa66e01.x1 /CLONE=IMAGE:3821665 /FEA=EST /CNT=6 /TID=Mm.125896.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1444435_at 6.2 1.2 A A 0.53 0.6 -2.1 NC 0.5 gb:BM206224 /DB_XREF=gi:17761629 /DB_XREF=C0294G07-3 /CLONE=C0294G07 /FEA=EST /CNT=4 /TID=Mm.218090.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444496_at 8 2.6 A A 0.06 0.36 -2.1 NC 0.89 gb:BB800065 /DB_XREF=gi:16969688 /DB_XREF=BB800065 /CLONE=G630027G22 /FEA=EST /CNT=4 /TID=Mm.212232.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445295_at 5.4 0.6 A A 0.3 0.75 -2.1 NC 0.77 gb:BM937115 /DB_XREF=gi:19396267 /DB_XREF=UI-M-CE0-ayu-e-07-0-UI.r1 /CLONE=UI-M-CE0-ayu-e-07-0-UI /FEA=EST /CNT=3 /TID=Mm.151712.
MOE430_2_1445715_at 7.4 0.7 A A 0.39 0.36 -2.1 NC 0.12 gb:BB168799 /DB_XREF=gi:16269204 /DB_XREF=BB168799 /CLONE=A230001M10 /FEA=EST /CNT=4 /TID=Mm.120950.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445819_at 3.4 0.6 A A 0.63 0.75 -2.1 NC 0.41 gb:BG069235 /DB_XREF=gi:12551804 /DB_XREF=H3074B12-3 /CLONE=H3074B12 /FEA=EST /CNT=3 /TID=Mm.26118.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445860_at 25.5 5.3 A A 0.11 0.46 -2.1 NC 0.79 gb:BB004011 /DB_XREF=gi:15389628 /DB_XREF=BB004011 /CLONE=4732457O14 /FEA=EST /CNT=3 /TID=Mm.214592.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445891_at 5.9 1.8 A A 0.46 0.91 -2.1 NC 0.54 gb:BE955978 /DB_XREF=gi:10600060 /DB_XREF=UI-M-BH4-baz-d-08-0-UI.s1 /CLONE=UI-M-BH4-baz-d-08-0-UI /FEA=EST /CNT=3 /TID=Mm.150965.
MOE430_2_1446093_at 10.5 1.8 A A 0.46 0.9 -2.1 NC 0.55 gb:BG065446 /DB_XREF=gi:12548009 /DB_XREF=H3031C04-3 /CLONE=H3031C04 /FEA=EST /CNT=2 /TID=Mm.172110.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446119_at 11.1 8.9 P A 0.04 0.69 -2.1 NC 0.62 gb:BB176004 /DB_XREF=gi:16269720 /DB_XREF=BB176004 /CLONE=A230059N19 /FEA=EST /CNT=2 /TID=Mm.102390.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446251_at 6.2 0.5 A A 0.43 0.72 -2.1 NC 0.5 gb:BB016902 /DB_XREF=gi:16257484 /DB_XREF=BB016902 /CLONE=4930565A17 /FEA=EST /CNT=2 /TID=Mm.23529.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446422_at 6.6 1.3 A A 0.19 0.6 -2.1 NC 0.64 gb:BB502175 /DB_XREF=gi:16442501 /DB_XREF=BB502175 /CLONE=D630038C20 /FEA=EST /CNT=2 /TID=Mm.209596.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446429_at 9.5 2.6 A A 0.36 0.72 -2.1 NC 0.5 gb:BB110945 /DB_XREF=gi:15408034 /DB_XREF=BB110945 /CLONE=9530027I20 /FEA=EST /CNT=2 /TID=Mm.207333.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446511_at 3.7 2.4 A A 0.5 0.63 -2.1 NC 0.13 gb:BB166986 /DB_XREF=gi:16269022 /DB_XREF=BB166986 /CLONE=A130091A22 /FEA=EST /CNT=2 /TID=Mm.215509.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446561_at 4.2 1.8 A A 0.21 0.85 -2.1 NC 0.79 gb:BB497767 /DB_XREF=gi:16441993 /DB_XREF=BB497767 /CLONE=D630010G22 /FEA=EST /CNT=2 /TID=Mm.216055.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446608_at 5.9 0.8 A A 0.53 0.88 -2.1 NC 0.62 gb:BB458874 /DB_XREF=gi:16426329 /DB_XREF=BB458874 /CLONE=D130059A10 /FEA=EST /CNT=2 /TID=Mm.215980.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446920_at 5.1 0.6 A A 0.6 0.8 -2.1 NC 0.5 gb:BI076743 /DB_XREF=gi:14515400 /DB_XREF=L0238C04-3 /CLONE=L0238C04 /FEA=EST /CNT=2 /TID=Mm.197278.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447215_at 5.9 2 A A 0.39 0.85 -2.1 NC 0.91 gb:BI202635 /DB_XREF=gi:14668607 /DB_XREF=UI-M-CG0p-brk-b-06-0-UI.s1 /CLONE=UI-M-CG0p-brk-b-06-0-UI /FEA=EST /CNT=2 /TID=Mm.150820



MOE430_2_1447317_at 9.8 2.8 A A 0.36 0.78 -2.1 NC 0.78 gb:BE948370 /DB_XREF=gi:10526124 /DB_XREF=UI-M-BH3-awp-h-04-0-UI.s1 /CLONE=UI-M-BH3-awp-h-04-0-UI /FEA=EST /CNT=2 /TID=Mm.40891.1
MOE430_2_1447368_at 5.6 1.1 A A 0.8 0.97 -2.1 NC 0.14 gb:BF019000 /DB_XREF=gi:10750332 /DB_XREF=uy01a02.x1 /CLONE=IMAGE:3656714 /FEA=EST /CNT=2 /TID=Mm.152607.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1447583_x_ 79.3 26.6 P A 0.01 0.36 -2.1 D 0.99 gb:BB021215 /DB_XREF=gi:8193457 /DB_XREF=BB021215 /CLONE=5330405E16 /FEA=EST /CNT=2 /TID=Mm.126278.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447832_x_ 4.4 0.6 A A 0.3 0.68 -2.1 NC 0.79 gb:BB068291 /DB_XREF=gi:8525705 /DB_XREF=BB068291 /CLONE=8030471J01 /FEA=EST /CNT=2 /TID=Mm.165917.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447833_x_ 16.8 5.7 A A 0.56 0.6 -2.1 NC 0.06 gb:AV147182 /DB_XREF=gi:5351315 /DB_XREF=AV147182 /CLONE=2810459L12 /FEA=EST /CNT=2 /TID=Mm.180711.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447835_at 13.5 2.4 P A 0.04 0.21 -2.1 NC 0.77 gb:BB243237 /DB_XREF=gi:8935983 /DB_XREF=BB243237 /CLONE=A630095H01 /FEA=EST /CNT=2 /TID=Mm.208228.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448550_at 384.3 121.2 P P 0.000244 0.000732 -2.1 D 0.99 gb:NM_008489.1 /DB_XREF=gi:6678669 /GEN=Lbp /FEA=FLmRNA /CNT=198 /TID=Mm.218846.1 /TIER=FL+Stack /STK=59 /UG=Mm.218846 /LL=16803 /
MOE430_2_1449331_a_ 16.6 6 A A 0.35 0.82 -2.1 NC 0.81 gb:NM_009023.1 /DB_XREF=gi:6677668 /GEN=Rapsn /FEA=FLmRNA /CNT=24 /TID=Mm.1272.1 /TIER=FL+Stack /STK=14 /UG=Mm.1272 /LL=19400 /DEF
MOE430_2_1449422_at 5 0.5 A A 0.5 0.46 -2.1 NC 0.5 gb:NM_009867.1 /DB_XREF=gi:6753375 /GEN=Cdh4 /FEA=FLmRNA /CNT=26 /TID=Mm.2419.1 /TIER=FL+Stack /STK=11 /UG=Mm.2419 /LL=12561 /DEF=
MOE430_2_1449919_at 5.9 1.5 A A 0.56 0.72 -2.1 NC 0.55 gb:NM_010673.1 /DB_XREF=gi:6754495 /GEN=Krtap6-2 /FEA=FLmRNA /CNT=5 /TID=Mm.3524.1 /TIER=FL /STK=4 /UG=Mm.3524 /LL=16701 /DEF=Mus 
MOE430_2_1450001_a_ 12.9 3 A A 0.27 0.82 -2.1 NC 0.59 gb:NM_023649.1 /DB_XREF=gi:12963768 /GEN=2010016F01Rik /FEA=FLmRNA /CNT=3 /TID=Mm.155681.1 /TIER=FL /STK=3 /UG=Mm.155681 /LL=72088
MOE430_2_1450457_at 11.7 2.6 A A 0.46 0.72 -2.1 NC 0.73 gb:NM_007619.1 /DB_XREF=gi:6680857 /GEN=Cbl /FEA=FLmRNA /CNT=24 /TID=Mm.8585.1 /TIER=FL /STK=1 /UG=Mm.8585 /LL=12402 /DEF=Mus musc
MOE430_2_1450563_at 13 2.4 A A 0.46 0.66 -2.1 NC 0.5 gb:NM_029392.1 /DB_XREF=gi:13386395 /GEN=2010012L10Rik /FEA=FLmRNA /CNT=2 /TID=Mm.159548.1 /TIER=FL /STK=1 /UG=Mm.159548 /LL=75703
MOE430_2_1450600_at 12 2.6 A A 0.08 0.63 -2.1 NC 0.72 gb:NM_020513.1 /DB_XREF=gi:10048449 /GEN=Or10 /FEA=FLmRNA /CNT=1 /TID=Mm.88823.1 /TIER=FL /STK=1 /UG=Mm.88823 /LL=57270 /DEF=Mus m
MOE430_2_1450792_at 6.6 2.2 A A 0.3 0.66 -2.1 NC 0.84 gb:NM_011662.1 /DB_XREF=gi:6755914 /GEN=Tyrobp /FEA=FLmRNA /CNT=23 /TID=Mm.46301.1 /TIER=FL /STK=5 /UG=Mm.46301 /LL=22177 /DEF=Mus
MOE430_2_1450936_a_ 10.4 2.5 A A 0.24 0.78 -2.1 NC 0.88 gb:AI507229 /DB_XREF=gi:4405080 /DB_XREF=vi80f10.x1 /CLONE=IMAGE:918571 /FEA=FLmRNA /CNT=34 /TID=Mm.29017.1 /TIER=Stack /STK=16 /UG
MOE430_2_1451045_at 10.3 1.8 A A 0.17 0.39 -2.1 NC 0.5 gb:BE648447 /DB_XREF=gi:9974268 /DB_XREF=UI-M-BH2.1-aph-b-12-0-UI.r1 /CLONE=UI-M-BH2.1-aph-b-12-0-UI /FEA=FLmRNA /CNT=54 /TID=Mm.
MOE430_2_1452379_at 26.8 5.9 A A 0.08 0.3 -2.1 NC 0.5 gb:AK012475.1 /DB_XREF=gi:12849245 /FEA=mRNA /CNT=46 /TID=Mm.37850.1 /TIER=Stack /STK=13 /UG=Mm.37850 /LL=72597 /UG_GENE=2700063G0
MOE430_2_1452723_at 5.4 0.6 A A 0.33 0.88 -2.1 NC 0.83 gb:AW488885 /DB_XREF=gi:7059155 /DB_XREF=UI-M-BH3-arz-g-05-0-UI.s1 /CLONE=UI-M-BH3-arz-g-05-0-UI /FEA=mRNA /CNT=144 /TID=Mm.1830
MOE430_2_1452934_at 6.9 0.7 A A 0.39 0.75 -2.1 NC 0.5 gb:AV226010 /DB_XREF=gi:16385290 /DB_XREF=AV226010 /CLONE=3830432O15 /FEA=mRNA /CNT=31 /TID=Mm.11068.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1453125_at 2.4 0.1 A A 0.43 0.88 -2.1 NC 0.76 gb:BM508495 /DB_XREF=gi:18679638 /DB_XREF=ii40b12.x1 /CLONE=IMAGE:5943911 /FEA=mRNA /CNT=91 /TID=Mm.41702.1 /TIER=Stack /STK=19 /UG
MOE430_2_1453316_at 19.4 4 A A 0.14 0.39 -2.1 NC 0.5 gb:AK016601.1 /DB_XREF=gi:12855429 /FEA=mRNA /CNT=13 /TID=Mm.19977.1 /TIER=ConsEnd /STK=6 /UG=Mm.19977 /LL=71037 /UG_GENE=4933401
MOE430_2_1454094_at 8.2 0.9 A A 0.24 0.72 -2.1 NC 0.8 gb:AK015549.1 /DB_XREF=gi:12853936 /FEA=mRNA /CNT=1 /TID=Mm.159366.1 /TIER=ConsEnd /STK=0 /UG=Mm.159366 /LL=74912 /UG_GENE=493047
MOE430_2_1454291_at 6.9 1.5 A A 0.5 0.56 -2.1 NC 0.35 gb:BB015222 /DB_XREF=gi:8138418 /DB_XREF=BB015222 /CLONE=4930552K19 /FEA=mRNA /CNT=4 /TID=Mm.171313.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454316_at 18.2 2.6 A A 0.08 0.43 -2.1 NC 0.44 gb:AV314845 /DB_XREF=gi:6280263 /DB_XREF=AV314845 /CLONE=5830426C09 /FEA=mRNA /CNT=2 /TID=Mm.61414.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454340_at 5.5 1.4 A A 0.43 0.66 -2.1 NC 0.5 gb:AK020570.1 /DB_XREF=gi:12861188 /FEA=mRNA /CNT=2 /TID=Mm.118486.1 /TIER=ConsEnd /STK=0 /UG=Mm.118486 /LL=77394 /UG_GENE=953002
MOE430_2_1455587_at 8 1.1 A A 0.66 0.97 -2.1 NC 0.55 gb:AW124853 /DB_XREF=gi:6100383 /DB_XREF=UI-M-BH2.1-apk-h-08-0-UI.s1 /CLONE=UI-M-BH2.1-apk-h-08-0-UI /FEA=EST /CNT=28 /TID=Mm.2037
MOE430_2_1455977_x_ 6.2 1.9 A A 0.36 0.82 -2.1 NC 0.5 gb:AV053098 /DB_XREF=gi:5138870 /DB_XREF=AV053098 /CLONE=1810024N21 /FEA=EST /CNT=22 /TID=Mm.4486.2 /TIER=Stack /STK=22 /UG=Mm.44
MOE430_2_1457124_at 14.7 3.9 P A 0.03 0.32 -2.1 NC 0.6 gb:AV328224 /DB_XREF=gi:16395836 /DB_XREF=AV328224 /CLONE=6330439N24 /FEA=EST /CNT=6 /TID=Mm.80557.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457148_at 11.5 3.5 A A 0.53 0.63 -2.1 NC 0.51 gb:BB309617 /DB_XREF=gi:16402538 /DB_XREF=BB309617 /CLONE=B230311I21 /FEA=EST /CNT=7 /TID=Mm.22784.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1457385_at 7.4 2 A A 0.11 0.5 -2.1 NC 0.55 gb:BB796239 /DB_XREF=gi:16965858 /DB_XREF=BB796239 /CLONE=G4D0006O15 /FEA=EST /CNT=5 /TID=Mm.214504.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1457497_at 1 0.5 A A 0.87 0.98 -2.1 NC 0.65 gb:BB358710 /DB_XREF=gi:15411658 /DB_XREF=BB358710 /CLONE=C030032K10 /FEA=EST /CNT=4 /TID=Mm.208450.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457686_at 7.3 1.3 A A 0.5 0.87 -2.1 NC 0.82 gb:BB549778 /DB_XREF=gi:16447850 /DB_XREF=BB549778 /CLONE=E230017I12 /FEA=EST /CNT=10 /TID=Mm.116704.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457979_at 4.6 0.9 A A 0.43 0.66 -2.1 NC 0.53 gb:BM938335 /DB_XREF=gi:19397487 /DB_XREF=UI-M-BZ1-bfw-i-03-0-UI.r1 /CLONE=UI-M-BZ1-bfw-i-03-0-UI /FEA=EST /CNT=4 /TID=Mm.121018.1 
MOE430_2_1458115_at 6.2 1.7 A A 0.21 0.56 -2.1 NC 0.49 gb:BB472574 /DB_XREF=gi:16428062 /DB_XREF=BB472574 /CLONE=D230045M11 /FEA=EST /CNT=3 /TID=Mm.28516.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458192_at 6.7 1 A A 0.14 0.72 -2.1 NC 0.5 gb:BB183984 /DB_XREF=gi:16270298 /DB_XREF=BB183984 /CLONE=A330005C06 /FEA=EST /CNT=3 /TID=Mm.215551.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458197_x_ 22.2 4.8 A A 0.11 0.43 -2.1 NC 0.5 gb:BB012070 /DB_XREF=gi:16257277 /DB_XREF=BB012070 /CLONE=4930407A16 /FEA=EST /CNT=3 /TID=Mm.199024.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458260_at 7.7 0.9 A A 0.43 0.53 -2.1 NC 0.5 gb:BB283635 /DB_XREF=gi:8984084 /DB_XREF=BB283635 /CLONE=A930102N19 /FEA=EST /CNT=3 /TID=Mm.170273.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458756_at 3.7 1.5 A A 0.36 0.62 -2.1 NC 0.8 gb:BB252776 /DB_XREF=gi:16355952 /DB_XREF=BB252776 /CLONE=A730053K01 /FEA=EST /CNT=3 /TID=Mm.210808.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458880_at 10.9 2.6 A A 0.27 0.53 -2.1 NC 0.62 gb:BG069393 /DB_XREF=gi:12552050 /DB_XREF=H3076H02-3 /CLONE=H3076H02 /FEA=EST /CNT=3 /TID=Mm.173409.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458903_at 13.3 2.4 A A 0.43 0.63 -2.1 NC 0.5 gb:BB175571 /DB_XREF=gi:16269687 /DB_XREF=BB175571 /CLONE=A230057G18 /FEA=EST /CNT=3 /TID=Mm.191681.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459013_at 3.1 1 A A 0.07 0.56 -2.1 NC 0.5 gb:AV040110 /DB_XREF=gi:4859775 /DB_XREF=AV040110 /CLONE=1700010P01 /FEA=EST /CNT=3 /TID=Mm.76865.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459070_at 4 1.1 A A 0.39 0.78 -2.1 NC 0.5 gb:AI847406 /DB_XREF=gi:5491312 /DB_XREF=UI-M-AI1-afr-f-11-0-UI.s1 /CLONE=UI-M-AI1-afr-f-11-0-UI /FEA=EST /CNT=3 /TID=Mm.41152.1 /TIER
MOE430_2_1459099_at 13.5 3.2 A A 0.12 0.56 -2.1 NC 0.6 gb:BG070330 /DB_XREF=gi:12552899 /DB_XREF=H3086B09-3 /CLONE=H3086B09 /FEA=EST /CNT=3 /TID=Mm.173230.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459179_at 8 1.2 A A 0.17 0.56 -2.1 NC 0.5 gb:BG066624 /DB_XREF=gi:12549116 /DB_XREF=H3044C04-3 /CLONE=H3044C04 /FEA=EST /CNT=2 /TID=Mm.154757.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459229_at 8.1 2.2 A A 0.08 0.6 -2.1 NC 0.72 gb:BB245259 /DB_XREF=gi:16355381 /DB_XREF=BB245259 /CLONE=A730008E08 /FEA=EST /CNT=2 /TID=Mm.208252.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459380_at 19.6 5.8 A A 0.46 0.75 -2.1 NC 0.48 gb:BB667992 /DB_XREF=gi:16399441 /DB_XREF=BB667992 /CLONE=C920028M06 /FEA=EST /CNT=2 /TID=Mm.212363.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459419_at 5.6 1.9 A A 0.43 0.33 -2.1 NC 0.34 gb:BG071132 /DB_XREF=gi:12553701 /DB_XREF=H3095A09-3 /CLONE=H3095A09 /FEA=EST /CNT=2 /TID=Mm.173376.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459532_at 3.1 0.3 A A 0.78 0.98 -2.1 NC 0.96 gb:BB539404 /DB_XREF=gi:16447017 /DB_XREF=BB539404 /CLONE=E130018M02 /FEA=EST /CNT=2 /TID=Mm.209897.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459565_at 2.6 0.4 A A 0.3 0.91 -2.1 NC 0.96 gb:BB207470 /DB_XREF=gi:15409903 /DB_XREF=BB207470 /CLONE=A430082E04 /FEA=EST /CNT=2 /TID=Mm.121191.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459594_at 6.5 1.2 A A 0.46 0.78 -2.1 NC 0.65 gb:C87237 /DB_XREF=gi:2919194 /DB_XREF=C87237 /CLONE=J0242C09 /FEA=EST /CNT=2 /TID=Mm.221039.1 /TIER=ConsEnd /STK=2 /UG=Mm.22103
MOE430_2_1459692_at 4.5 1.1 A A 0.75 0.91 -2.1 NC 0.5 gb:AI661323 /DB_XREF=gi:4764906 /DB_XREF=va16a12.x1 /CLONE=IMAGE:723070 /FEA=EST /CNT=2 /TID=Mm.37836.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459966_at 4.8 1 A A 0.43 0.75 -2.1 NC 0.5 gb:BB727862 /DB_XREF=gi:16111137 /DB_XREF=BB727862 /CLONE=E860029N23 /FEA=EST /CNT=2 /TID=Mm.190450.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460296_a_ 8.2 1.4 A A 0.56 0.8 -2.1 NC 0.79 gb:NM_023304.1 /DB_XREF=gi:12963626 /GEN=Fgf22 /FEA=FLmRNA /CNT=14 /TID=Mm.154211.1 /TIER=FL /STK=2 /UG=Mm.154211 /LL=67112 /DEF=M
MOE430_2_1416626_at 10.7 1.9 A A 0.3 0.75 -2.2 NC 0.5 gb:NM_011107.1 /DB_XREF=gi:6755089 /GEN=Pla2g1b /FEA=FLmRNA /CNT=116 /TID=Mm.20190.1 /TIER=FL+Stack /STK=77 /UG=Mm.20190 /LL=18778 
MOE430_2_1417015_at 11.5 2 A A 0.21 0.63 -2.2 NC 0.5 gb:NM_138956.1 /DB_XREF=gi:20336741 /GEN=Rassf3 /FEA=FLmRNA /CNT=145 /TID=Mm.41265.1 /TIER=FL /STK=2 /UG=Mm.41265 /LL=192678 /DEF=
MOE430_2_1417436_at 6 1.3 A A 0.53 0.82 -2.2 NC 0.72 gb:BG261907 /DB_XREF=gi:12771723 /DB_XREF=602373718F1 /CLONE=IMAGE:4481213 /FEA=FLmRNA /CNT=83 /TID=Mm.20872.1 /TIER=ConsEnd /ST
MOE430_2_1418748_at 9 1.8 A A 0.53 0.87 -2.2 NC 0.49 gb:NM_009809.1 /DB_XREF=gi:6753279 /GEN=Casp14 /FEA=FLmRNA /CNT=31 /TID=Mm.20940.1 /TIER=FL+Stack /STK=19 /UG=Mm.20940 /LL=12365 /
MOE430_2_1418784_at 16.7 3.5 A A 0.3 0.8 -2.2 NC 0.69 gb:NM_008168.1 /DB_XREF=gi:6680092 /GEN=Grik5 /FEA=FLmRNA /CNT=53 /TID=Mm.2879.1 /TIER=FL+Stack /STK=18 /UG=Mm.2879 /LL=14809 /DEF=
MOE430_2_1418799_a_ 17.5 1.8 A A 0.39 0.72 -2.2 NC 0.5 gb:NM_007732.1 /DB_XREF=gi:6680963 /GEN=Col17a1 /FEA=FLmRNA /CNT=25 /TID=Mm.1225.1 /TIER=FL+Stack /STK=18 /UG=Mm.1225 /LL=12821 /DE
MOE430_2_1419491_at 5.7 1.5 A A 0.17 0.78 -2.2 NC 0.89 gb:BC024380.1 /DB_XREF=gi:19353427 /FEA=FLmRNA /CNT=32 /TID=Mm.5341.1 /TIER=FL+Stack /STK=9 /UG=Mm.5341 /LL=13214 /UG_GENE=Defb1 /
MOE430_2_1420035_at 10.1 0.7 P A 0.04 0.46 -2.2 NC 0.57 gb:AI790337 /DB_XREF=gi:5338053 /DB_XREF=uk58h11.x1 /CLONE=IMAGE:1973253 /FEA=EST /CNT=1 /TID=Mm.202309.2 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1420060_s_ 2.8 0.5 A A 0.42 0.75 -2.2 NC 0.9 gb:AI593684 /DB_XREF=gi:4602732 /DB_XREF=vl58b03.x1 /CLONE=IMAGE:976397 /FEA=EST /CNT=1 /TID=Mm.203105.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420203_at 2.1 0.2 A A 0.56 0.82 -2.2 NC 0.44 gb:AV302409 /DB_XREF=gi:6334923 /DB_XREF=AV302409 /CLONE=5730502K24 /FEA=EST /CNT=1 /TID=Mm.79893.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420335_at 8.9 2.1 A A 0.36 0.63 -2.2 NC 0.5 gb:NM_010059.1 /DB_XREF=gi:6753649 /GEN=Dmc1h /FEA=FLmRNA /CNT=13 /TID=Mm.2524.1 /TIER=FL /STK=6 /UG=Mm.2524 /LL=13404 /DEF=Mus m
MOE430_2_1420419_a_ 10.9 2.4 A A 0.12 0.24 -2.2 NC 0.5 gb:NM_031875.1 /DB_XREF=gi:13994206 /GEN=Otof /FEA=FLmRNA /CNT=15 /TID=Mm.30449.1 /TIER=FL /STK=5 /UG=Mm.30449 /LL=83762 /DEF=Mus 
MOE430_2_1420555_at 13.5 4.3 A A 0.33 0.53 -2.2 NC 0.86 gb:NM_007441.1 /DB_XREF=gi:7106249 /GEN=Alx3 /FEA=FLmRNA /CNT=9 /TID=Mm.10112.1 /TIER=FL /STK=4 /UG=Mm.10112 /LL=11694 /DEF=Mus mu
MOE430_2_1420655_at 14.5 5 A A 0.39 0.56 -2.2 NC 0.88 gb:NM_054088.1 /DB_XREF=gi:16905118 /GEN=Adpn /FEA=FLmRNA /CNT=28 /TID=Mm.86557.1 /TIER=FL /STK=3 /UG=Mm.86557 /LL=116939 /DEF=Mu
MOE430_2_1421005_at 7.1 1.3 P A 0.005859 0.75 -2.2 NC 0.99 gb:BM239285 /DB_XREF=gi:17874555 /DB_XREF=K0531H08-3 /CLONE=K0531H08 /FEA=FLmRNA /CNT=29 /TID=Mm.42143.1 /TIER=Stack /STK=15 /UG
MOE430_2_1421100_a_ 6.3 1.1 P A 0.005859 0.69 -2.2 NC 0.95 gb:NM_010014.1 /DB_XREF=gi:6753595 /GEN=Dab1 /FEA=FLmRNA /CNT=16 /TID=Mm.18527.1 /TIER=FL /STK=2 /UG=Mm.18527 /LL=13131 /DEF=Mus m
MOE430_2_1421467_at 9.9 1.2 A A 0.63 0.82 -2.2 NC 0.87 gb:NM_019732.1 /DB_XREF=gi:9789898 /GEN=Runx3 /FEA=FLmRNA /CNT=7 /TID=Mm.34863.1 /TIER=FL /STK=2 /UG=Mm.34863 /LL=12399 /DEF=Mus m
MOE430_2_1421530_a_ 8.5 1.4 A A 0.27 0.66 -2.2 NC 0.82 gb:NM_008174.1 /DB_XREF=gi:6680104 /GEN=Gprc1h /FEA=FLmRNA /CNT=5 /TID=Mm.8001.1 /TIER=FL /STK=2 /UG=Mm.8001 /LL=14823 /DEF=Mus m
MOE430_2_1421536_at 9.7 1.6 A A 0.27 0.46 -2.2 NC 0.5 gb:NM_020488.1 /DB_XREF=gi:10048421 /GEN=Gabrq /FEA=FLmRNA /CNT=5 /TID=Mm.117125.1 /TIER=FL /STK=2 /UG=Mm.117125 /LL=57249 /DEF=M
MOE430_2_1421620_at 2 0.5 A A 0.69 0.9 -2.2 NC 0.76 gb:NM_008370.1 /DB_XREF=gi:6680430 /GEN=Il5ra /FEA=FLmRNA /CNT=3 /TID=Mm.3448.1 /TIER=FL /STK=2 /UG=Mm.3448 /LL=16192 /DEF=Mus musc
MOE430_2_1421855_at 2.6 0.9 A A 0.5 0.82 -2.2 NC 0.83 gb:BF136544 /DB_XREF=gi:10975584 /DB_XREF=601783883F1 /CLONE=IMAGE:4011669 /FEA=FLmRNA /CNT=90 /TID=Mm.3040.1 /TIER=Stack /STK=44
MOE430_2_1421977_at 179.2 45.4 P P 0.000244 0.000732 -2.2 D 0.99 gb:AV375008 /DB_XREF=gi:16397971 /DB_XREF=AV375008 /CLONE=9130020A17 /FEA=FLmRNA /CNT=23 /TID=Mm.131266.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1422296_at 5.2 0.8 A A 0.35 0.66 -2.2 NC 0.57 gb:NM_028311.1 /DB_XREF=gi:13386301 /GEN=2810005O12Rik /FEA=FLmRNA /CNT=2 /TID=Mm.158855.1 /TIER=FL /STK=1 /UG=Mm.158855 /LL=72651
MOE430_2_1422645_at 10.4 2.8 A A 0.33 0.6 -2.2 NC 0.5 gb:NM_010424.1 /DB_XREF=gi:6754189 /GEN=Hfe /FEA=FLmRNA /CNT=44 /TID=Mm.2681.1 /TIER=FL+Stack /STK=22 /UG=Mm.2681 /LL=15216 /DEF=M
MOE430_2_1422878_at 9.3 1.7 A A 0.3 0.87 -2.2 NC 0.92 gb:NM_134164.1 /DB_XREF=gi:19527399 /GEN=Syt12 /FEA=FLmRNA /CNT=16 /TID=Mm.45089.1 /TIER=FL+Stack /STK=9 /UG=Mm.45089 /LL=171180 /D
MOE430_2_1422903_at 3.6 0.8 A A 0.63 0.98 -2.2 NC 0.97 gb:NM_010745.1 /DB_XREF=gi:6754587 /GEN=Ly86 /FEA=FLmRNA /CNT=37 /TID=Mm.2639.1 /TIER=FL+Stack /STK=8 /UG=Mm.2639 /LL=17084 /DEF=M
MOE430_2_1422949_at 16.4 3 A A 0.14 0.39 -2.2 NC 0.5 gb:NM_008712.1 /DB_XREF=gi:6724320 /GEN=Nos1 /FEA=FLmRNA /CNT=13 /TID=Mm.44249.1 /TIER=FL /STK=1 /UG=Mm.44249 /LL=18125 /DEF=Mus m
MOE430_2_1425067_at 9.8 0.9 A A 0.27 0.9 -2.2 NC 0.72 gb:AF427498.1 /DB_XREF=gi:16518998 /GEN=Celsr3 /FEA=FLmRNA /CNT=21 /TID=Mm.39945.1 /TIER=FL /STK=7 /UG=Mm.39945 /LL=107934 /DEF=Mu
MOE430_2_1425374_at 11.3 3.4 A A 0.53 0.87 -2.2 NC 0.78 gb:AB067534.1 /DB_XREF=gi:18389330 /GEN=oasl10 /FEA=FLmRNA /CNT=15 /TID=Mm.204887.1 /TIER=FL /STK=2 /UG=Mm.204887 /DEF=Mus musculu
MOE430_2_1425415_a_ 5.8 1.7 A A 0.21 0.56 -2.2 NC 0.63 gb:U75214.1 /DB_XREF=gi:2459558 /FEA=FLmRNA /CNT=4 /TID=Mm.24741.2 /TIER=FL /STK=2 /UG=Mm.24741 /LL=20510 /UG_GENE=Slc1a1 /DEF=Mu
MOE430_2_1425906_a_ 8.3 2 A A 0.33 0.72 -2.2 NC 0.58 gb:AF034744.1 /DB_XREF=gi:4104333 /FEA=FLmRNA /CNT=2 /TID=Mm.3730.2 /TIER=FL /STK=1 /UG=Mm.3730 /LL=20349 /UG_GENE=Sema3e /DEF=M
MOE430_2_1426141_at 10.6 1.8 A A 0.39 0.6 -2.2 NC 0.5 gb:AY042191.1 /DB_XREF=gi:15546022 /GEN=MrgA1 /FEA=FLmRNA /CNT=1 /TID=Mm.207059.1 /TIER=FL /STK=1 /UG=Mm.207059 /DEF=Mus musculus
MOE430_2_1426172_a_ 9.8 2.6 A A 0.3 0.72 -2.2 NC 0.44 gb:AF374470.1 /DB_XREF=gi:16660118 /GEN=Dcsign /FEA=FLmRNA /CNT=1 /TID=Mm.32510.2 /TIER=FL /STK=1 /UG=Mm.32510 /LL=170786 /DEF=Mus
MOE430_2_1426511_at 67.1 24.2 P A 0.000732 0.11 -2.2 D 0.99 gb:AK004703.1 /DB_XREF=gi:12836070 /FEA=FLmRNA /CNT=145 /TID=Mm.31096.1 /TIER=Stack /STK=67 /UG=Mm.31096 /LL=71733 /UG_GENE=120001
MOE430_2_1427313_at 15.2 6.8 P A 0.001953 0.27 -2.2 NC 0.99 gb:AV373771 /DB_XREF=gi:15412258 /DB_XREF=AV373771 /CLONE=9130001I18 /FEA=mRNA /CNT=15 /TID=Mm.153842.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1427537_at 6.1 0.8 A A 0.33 0.46 -2.2 NC 0.4 gb:BC026387.1 /DB_XREF=gi:20071353 /FEA=mRNA /CNT=7 /TID=Mm.123784.1 /TIER=ConsEnd /STK=0 /UG=Mm.123784 /DEF=Mus musculus, clone IMA
MOE430_2_1427594_at 8.7 0.9 A A 0.33 0.69 -2.2 NC 0.94 gb:BC002224.1 /DB_XREF=gi:12805496 /FEA=mRNA /CNT=4 /TID=Mm.39951.1 /TIER=ConsEnd /STK=0 /UG=Mm.39951 /DEF=Mus musculus, clone IMAG
MOE430_2_1428149_at 12.1 2.5 M A 0.05 0.46 -2.2 NC 0.75 gb:BB209359 /DB_XREF=gi:16352441 /DB_XREF=BB209359 /CLONE=A430092D11 /FEA=mRNA /CNT=171 /TID=Mm.41792.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1428435_at 6.5 1.2 A A 0.53 0.74 -2.2 NC 0.64 gb:AK008250.1 /DB_XREF=gi:12842320 /FEA=mRNA /CNT=430 /TID=Mm.2041.1 /TIER=Stack /STK=42 /UG=Mm.2041 /LL=70347 /UG_GENE=2010015E03
MOE430_2_1428664_at 25.4 6.1 P A 0.001953 0.66 -2.2 D 0.99 gb:AK018599.1 /DB_XREF=gi:12858388 /GEN=Vip /FEA=mRNA /CNT=35 /TID=Mm.98916.1 /TIER=Stack /STK=27 /UG=Mm.98916 /LL=22353 /UG_TITLE=
MOE430_2_1429075_a_ 19.5 2.9 A A 0.21 0.46 -2.2 NC 0.5 gb:AK006079.1 /DB_XREF=gi:12838989 /FEA=mRNA /CNT=14 /TID=Mm.195671.1 /TIER=Stack /STK=13 /UG=Mm.195671 /LL=76405 /UG_GENE=1700018
MOE430_2_1429146_at 5.9 1 A A 0.78 0.98 -2.2 NC 0.54 gb:AV029890 /DB_XREF=gi:16356541 /DB_XREF=AV029890 /CLONE=1500010A16 /FEA=mRNA /CNT=76 /TID=Mm.41279.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429943_at 25 5.3 P A 0.00293 0.19 -2.2 D 0.99 gb:AV222441 /DB_XREF=gi:16384967 /DB_XREF=AV222441 /CLONE=3732425J08 /FEA=mRNA /CNT=30 /TID=Mm.45396.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1430009_at 5.6 1.1 A A 0.14 0.6 -2.2 NC 0.54 gb:AK016803.1 /DB_XREF=gi:12855733 /FEA=mRNA /CNT=6 /TID=Mm.152656.1 /TIER=ConsEnd /STK=5 /UG=Mm.152656 /LL=71066 /UG_GENE=493341
MOE430_2_1430409_at 2.6 0.4 A A 0.75 0.99 -2.2 NC 0.99 gb:AV087739 /DB_XREF=gi:5219187 /DB_XREF=AV087739 /CLONE=2310032K17 /FEA=mRNA /CNT=4 /TID=Mm.69960.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1430774_at 4.6 1.8 A A 0.39 0.78 -2.2 NC 0.74 gb:AV320876 /DB_XREF=gi:6290709 /DB_XREF=AV320876 /CLONE=6030429C05 /FEA=mRNA /CNT=4 /TID=Mm.158186.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1430865_s_ 10 1.5 A A 0.39 0.91 -2.2 NC 0.39 gb:AK015740.1 /DB_XREF=gi:12854185 /FEA=mRNA /CNT=3 /TID=Mm.219422.1 /TIER=ConsEnd /STK=1 /UG=Mm.219422 /LL=74711 /UG_GENE=493050
MOE430_2_1431010_a_ 11.5 1.6 A A 0.46 0.9 -2.2 NC 0.64 gb:BI737587 /DB_XREF=gi:15714600 /DB_XREF=603358490F1 /CLONE=IMAGE:5365583 /FEA=mRNA /CNT=19 /TID=Mm.121647.2 /TIER=ConsEnd /STK=
MOE430_2_1431097_at 18.8 4.8 A A 0.14 0.5 -2.2 NC 0.98 gb:BF465935 /DB_XREF=gi:11535118 /DB_XREF=UI-M-CG0p-bqo-f-06-0-UI.s1 /CLONE=UI-M-CG0p-bqo-f-06-0-UI /FEA=mRNA /CNT=15 /TID=Mm.13
MOE430_2_1431100_at 5.4 0.5 A A 0.3 0.43 -2.2 NC 0.64 gb:BB631353 /DB_XREF=gi:16468129 /DB_XREF=BB631353 /CLONE=A130072E01 /FEA=mRNA /CNT=11 /TID=Mm.152789.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431378_at 8.3 2 A A 0.5 0.66 -2.2 NC 0.6 gb:BB600983 /DB_XREF=gi:16450512 /DB_XREF=BB600983 /CLONE=D430003M11 /FEA=mRNA /CNT=4 /TID=Mm.220887.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431903_at 4.8 1.2 A A 0.24 0.69 -2.2 NC 0.36 gb:AK015882.1 /DB_XREF=gi:12854393 /FEA=mRNA /CNT=1 /TID=Mm.159589.1 /TIER=ConsEnd /STK=0 /UG=Mm.159589 /LL=75822 /UG_GENE=493052
MOE430_2_1432026_a_ 6.3 1.3 A A 0.46 0.63 -2.2 NC 0.5 gb:AK015214.1 /DB_XREF=gi:12853463 /FEA=mRNA /CNT=1 /TID=Mm.30552.2 /TIER=ConsEnd /STK=0 /UG=Mm.30552 /LL=67138 /UG_GENE=2510038N
MOE430_2_1432396_at 5.8 1.2 A A 0.6 0.66 -2.2 NC 0.5 gb:AK014062.1 /DB_XREF=gi:12851701 /FEA=mRNA /CNT=1 /TID=Mm.158957.1 /TIER=ConsEnd /STK=0 /UG=Mm.158957 /LL=73160 /UG_GENE=311001
MOE430_2_1432454_at 14.9 4 P A 0.04 0.53 -2.2 NC 0.54 gb:AK010800.1 /DB_XREF=gi:12846494 /FEA=mRNA /CNT=1 /TID=Mm.159787.1 /TIER=ConsEnd /STK=0 /UG=Mm.159787 /LL=76797 /UG_GENE=241013
MOE430_2_1432633_at 4.8 1.9 A A 0.21 0.75 -2.2 NC 0.57 gb:AK020472.1 /DB_XREF=gi:12861069 /FEA=mRNA /CNT=3 /TID=Mm.138963.1 /TIER=ConsEnd /STK=0 /UG=Mm.138963 /LL=77359 /UG_GENE=943006
MOE430_2_1432928_at 7.1 1.6 A A 0.27 0.53 -2.2 NC 0.58 gb:AK014836.1 /DB_XREF=gi:12852908 /FEA=mRNA /CNT=1 /TID=Mm.159550.1 /TIER=ConsEnd /STK=0 /UG=Mm.159550 /LL=75716 /UG_GENE=492150
MOE430_2_1433001_at 8.6 0.8 A A 0.21 0.56 -2.2 NC 0.5 gb:AK006130.1 /DB_XREF=gi:12839066 /FEA=mRNA /CNT=1 /TID=Mm.158797.1 /TIER=ConsEnd /STK=0 /UG=Mm.158797 /LL=72226 /UG_GENE=170001
MOE430_2_1433990_at 8.2 2 A A 0.24 0.56 -2.2 NC 0.5 gb:BQ175687 /DB_XREF=gi:20351179 /DB_XREF=UI-M-DJ2-bwe-i-22-0-UI.s1 /CLONE=UI-M-DJ2-bwe-i-22-0-UI /FEA=EST /CNT=50 /TID=Mm.101478
MOE430_2_1434533_x_ 3.8 0.8 A A 0.56 0.75 -2.2 NC 0.83 gb:AV034102 /DB_XREF=gi:4853767 /DB_XREF=AV034102 /CLONE=1600002I05 /FEA=EST /CNT=31 /TID=Mm.36666.2 /TIER=Stack /STK=30 /UG=Mm.3
MOE430_2_1434912_at 6.3 1 A A 0.19 0.43 -2.2 NC 0.53 gb:BB545971 /DB_XREF=gi:16447393 /DB_XREF=BB545971 /CLONE=E130307J04 /FEA=EST /CNT=25 /TID=Mm.133918.1 /TIER=Stack /STK=23 /UG=M
MOE430_2_1435596_at 23.1 6.6 A A 0.39 0.85 -2.2 NC 0.84 gb:BB820613 /DB_XREF=gi:16993242 /DB_XREF=BB820613 /CLONE=G830006J17 /FEA=EST /CNT=17 /TID=Mm.78794.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1435708_at 5.7 0.9 A A 0.17 0.66 -2.2 NC 0.5 gb:BB355415 /DB_XREF=gi:16405709 /DB_XREF=BB355415 /CLONE=C030005N15 /FEA=EST /CNT=16 /TID=Mm.150627.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1436238_at 7.4 0.9 A A 0.3 0.66 -2.2 NC 0.89 gb:AI841179 /DB_XREF=gi:5475392 /DB_XREF=UI-M-AM0-adt-d-01-0-UI.s1 /CLONE=UI-M-AM0-adt-d-01-0-UI /FEA=EST /CNT=23 /TID=Mm.41235.1 /
MOE430_2_1436675_at 3.7 1.2 A A 0.43 0.55 -2.2 NC 0.81 gb:AU043001 /DB_XREF=gi:3957236 /DB_XREF=AU043001 /CLONE=J1037B08 /FEA=EST /CNT=8 /TID=Mm.17707.1 /TIER=Stack /STK=8 /UG=Mm.1770
MOE430_2_1436781_at 23.9 4 A A 0.36 0.66 -2.2 NC 0.94 gb:BE634501 /DB_XREF=gi:9917189 /DB_XREF=uv82f09.x1 /CLONE=IMAGE:3413705 /FEA=EST /CNT=55 /TID=Mm.4219.2 /TIER=Stack /STK=55 /UG=M
MOE430_2_1436888_at 1 0.3 A A 0.8 0.91 -2.2 NC 0.68 gb:AV322710 /DB_XREF=gi:16395214 /DB_XREF=AV322710 /CLONE=6230401I09 /FEA=EST /CNT=89 /TID=Mm.39408.1 /TIER=Stack /STK=38 /UG=Mm.
MOE430_2_1436889_at 4.6 0.9 A A 0.09 0.85 -2.2 NC 0.83 gb:BQ268470 /DB_XREF=gi:20493536 /DB_XREF=ii53g06.x1 /CLONE=IMAGE:5945650 /FEA=EST /CNT=48 /TID=Mm.4914.2 /TIER=Stack /STK=38 /UG=M
MOE430_2_1436964_at 0.3 0.2 A A 0.87 0.88 -2.2 NC 0.54 gb:BB314814 /DB_XREF=gi:16402996 /DB_XREF=BB314814 /CLONE=B230350A07 /FEA=EST /CNT=37 /TID=Mm.133704.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1437433_at 0.5 0.1 A A 0.82 0.93 -2.2 NC 0.82 gb:BB254922 /DB_XREF=gi:8947668 /DB_XREF=BB254922 /CLONE=A730064G04 /FEA=EST /CNT=19 /TID=Mm.110912.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1437540_at 6.4 0.8 A A 0.24 0.75 -2.2 NC 0.91 gb:AV313762 /DB_XREF=gi:15406052 /DB_XREF=AV313762 /CLONE=5830412K01 /FEA=EST /CNT=31 /TID=Mm.114683.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437569_at 12.5 2.9 A A 0.63 0.66 -2.2 NC 0.5 gb:BB336174 /DB_XREF=gi:15411597 /DB_XREF=BB336174 /CLONE=B830047K17 /FEA=EST /CNT=25 /TID=Mm.103487.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437641_at 17.5 1.7 P A 0.005859 0.21 -2.2 NC 0.97 gb:BE981473 /DB_XREF=gi:10650615 /DB_XREF=UI-M-CG0p-bdc-e-12-0-UI.s1 /CLONE=UI-M-CG0p-bdc-e-12-0-UI /FEA=EST /CNT=28 /TID=Mm.215
MOE430_2_1437685_x_ 10.2 4.7 A A 0.33 0.53 -2.2 NC 0.54 gb:BB235530 /DB_XREF=gi:8915238 /DB_XREF=BB235530 /CLONE=A630054J10 /FEA=EST /CNT=16 /TID=Mm.41573.8 /TIER=Stack /STK=15 /UG=Mm.
MOE430_2_1437821_at 13.7 3.1 M A 0.05 0.43 -2.2 NC 0.88 gb:BB408240 /DB_XREF=gi:16415663 /DB_XREF=BB408240 /CLONE=C430005H19 /FEA=EST /CNT=14 /TID=Mm.214681.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1438593_at 3.6 0.4 A A 0.27 0.91 -2.2 NC 0.73 gb:BB369592 /DB_XREF=gi:16406779 /DB_XREF=BB369592 /CLONE=C130049B01 /FEA=EST /CNT=10 /TID=Mm.132392.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438749_at 6.1 1 A A 0.21 0.88 -2.2 NC 0.7 gb:BB309119 /DB_XREF=gi:16402475 /DB_XREF=BB309119 /CLONE=B230309D13 /FEA=EST /CNT=13 /TID=Mm.132000.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438775_at 4.8 0.4 A A 0.56 0.91 -2.2 NC 0.64 gb:BB308547 /DB_XREF=gi:16402405 /DB_XREF=BB308547 /CLONE=B230304K20 /FEA=EST /CNT=12 /TID=Mm.32269.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439527_at 5.4 1.3 A A 0.39 0.63 -2.2 NC 0.51 gb:BB149026 /DB_XREF=gi:16267804 /DB_XREF=BB149026 /CLONE=9930117J11 /FEA=EST /CNT=13 /TID=Mm.132941.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439609_at 6 1.8 A A 0.19 0.72 -2.2 NC 0.5 gb:BB536410 /DB_XREF=gi:16446658 /DB_XREF=BB536410 /CLONE=E030049N16 /FEA=EST /CNT=8 /TID=Mm.187855.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1440056_at 12.6 2 A A 0.17 0.75 -2.2 NC 0.86 gb:BB426260 /DB_XREF=gi:16423666 /DB_XREF=BB426260 /CLONE=C630001C05 /FEA=EST /CNT=6 /TID=Mm.39155.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440128_s_ 4.9 1.9 A A 0.53 0.6 -2.2 NC 0.39 gb:AW539724 /DB_XREF=gi:7182141 /DB_XREF=C0123F08-3 /CLONE=C0123F08 /FEA=EST /CNT=6 /TID=Mm.131028.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440681_at 5.5 0.7 A A 0.08 0.8 -2.2 NC 0.99 gb:BM115621 /DB_XREF=gi:17078639 /DB_XREF=L0823A10-3 /CLONE=L0823A10 /FEA=EST /CNT=5 /TID=Mm.113464.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440713_at 6.3 1 A A 0.8 0.94 -2.2 NC 0.42 gb:BB280267 /DB_XREF=gi:16401237 /DB_XREF=BB280267 /CLONE=A930024O09 /FEA=EST /CNT=5 /TID=Mm.59853.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440729_at 7.1 2.4 A A 0.21 0.5 -2.2 NC 0.73 gb:AI649374 /DB_XREF=gi:4730208 /DB_XREF=uk27e07.x1 /CLONE=IMAGE:1970244 /FEA=EST /CNT=5 /TID=Mm.83041.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1440748_at 12.6 1.6 A A 0.6 0.69 -2.2 NC 0.23 gb:AI504626 /DB_XREF=gi:4402477 /DB_XREF=vp11g02.x1 /CLONE=IMAGE:1068338 /FEA=EST /CNT=5 /TID=Mm.33393.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440767_at 6.7 0.7 A A 0.36 0.87 -2.2 NC 0.77 gb:BB787829 /DB_XREF=gi:16956325 /DB_XREF=BB787829 /CLONE=G430119J23 /FEA=EST /CNT=5 /TID=Mm.99530.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440877_at 10.7 2.8 A A 0.5 0.72 -2.2 NC 0.75 gb:BE457624 /DB_XREF=gi:9479946 /DB_XREF=us94b03.x1 /CLONE=IMAGE:3325997 /FEA=EST /CNT=9 /TID=Mm.134549.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1440918_at 10.9 0.6 A A 0.6 0.87 -2.2 NC 0.63 gb:AW495511 /DB_XREF=gi:7065792 /DB_XREF=UI-M-BH3-avb-b-07-0-UI.s1 /CLONE=UI-M-BH3-avb-b-07-0-UI /FEA=EST /CNT=10 /TID=Mm.100602
MOE430_2_1441306_at 13.4 3.1 A A 0.27 0.3 -2.2 NC 0.48 gb:AW048149 /DB_XREF=gi:5908678 /DB_XREF=UI-M-BH1-alq-h-01-0-UI.s1 /CLONE=UI-M-BH1-alq-h-01-0-UI /FEA=EST /CNT=5 /TID=Mm.70959.1 /T
MOE430_2_1441314_at 4.2 0.4 A A 0.56 0.98 -2.2 NC 0.92 gb:AV303517 /DB_XREF=gi:6336031 /DB_XREF=AV303517 /CLONE=5730513H15 /FEA=EST /CNT=5 /TID=Mm.62867.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441351_at 15.2 1.5 P A 0.01 0.43 -2.2 NC 0.63 gb:BG075925 /DB_XREF=gi:12558494 /DB_XREF=H3153D11-3 /CLONE=H3153D11 /FEA=EST /CNT=5 /TID=Mm.130148.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441586_at 6.3 0.6 A A 0.43 0.91 -2.2 NC 0.8 gb:BB549704 /DB_XREF=gi:16447839 /DB_XREF=BB549704 /CLONE=E230017C09 /FEA=EST /CNT=4 /TID=Mm.131006.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441623_at 10.1 2.8 P A 0.03 0.29 -2.2 NC 0.94 gb:BB023951 /DB_XREF=gi:16257854 /DB_XREF=BB023951 /CLONE=5330418F19 /FEA=EST /CNT=4 /TID=Mm.183539.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441751_at 11.5 1.1 P A 0.03 0.5 -2.2 NC 0.53 gb:BE947079 /DB_XREF=gi:10524838 /DB_XREF=UI-M-BH3-awm-e-09-0-UI.s1 /CLONE=UI-M-BH3-awm-e-09-0-UI /FEA=EST /CNT=4 /TID=Mm.41140
MOE430_2_1441795_at 17.7 3.9 P A 0.03 0.32 -2.2 NC 0.88 gb:BF227278 /DB_XREF=gi:11135213 /DB_XREF=uz22a08.x1 /CLONE=IMAGE:3669782 /FEA=EST /CNT=4 /TID=Mm.153251.1 /TIER=ConsEnd /STK=4 /U
MOE430_2_1441934_at 5.2 0.3 A A 0.5 0.9 -2.2 NC 0.59 gb:AV326497 /DB_XREF=gi:6366549 /DB_XREF=AV326497 /CLONE=6330411H13 /FEA=EST /CNT=4 /TID=Mm.121640.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442160_at 10 1.1 A A 0.16 0.5 -2.2 NC 0.5 gb:AV360034 /DB_XREF=gi:16397431 /DB_XREF=AV360034 /CLONE=7530404M11 /FEA=EST /CNT=7 /TID=Mm.192144.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442409_at 10 1.6 A A 0.3 0.6 -2.2 NC 0.5 gb:BB166984 /DB_XREF=gi:16269021 /DB_XREF=BB166984 /CLONE=A130091A19 /FEA=EST /CNT=5 /TID=Mm.100524.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442544_at 9.2 2.4 A A 0.14 0.53 -2.2 NC 0.76 gb:BG143662 /DB_XREF=gi:12647061 /DB_XREF=ut58f11.x1 /CLONE=IMAGE:3332132 /FEA=EST /CNT=4 /TID=Mm.32389.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1442927_at 21.1 7.4 A A 0.69 0.69 -2.2 NC 0.57 gb:BB548690 /DB_XREF=gi:16447722 /DB_XREF=BB548690 /CLONE=E230011L17 /FEA=EST /CNT=4 /TID=Mm.208031.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443079_at 6.6 0.4 A A 0.17 0.63 -2.2 NC 0.82 gb:BB200940 /DB_XREF=gi:16271504 /DB_XREF=BB200940 /CLONE=A430032C24 /FEA=EST /CNT=3 /TID=Mm.83691.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443275_at 6.4 0.4 A A 0.46 0.69 -2.2 NC 0.5 gb:AW556394 /DB_XREF=gi:7201823 /DB_XREF=L0267F12-3 /CLONE=L0267F12 /FEA=EST /CNT=3 /TID=Mm.103227.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443282_at 7.7 1.6 P A 0.005859 0.39 -2.2 NC 0.6 gb:BB556993 /DB_XREF=gi:16448751 /DB_XREF=BB556993 /CLONE=E330026E07 /FEA=EST /CNT=3 /TID=Mm.157534.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443399_at 12.2 3.3 A A 0.27 0.87 -2.2 NC 0.98 gb:BM241669 /DB_XREF=gi:17876939 /DB_XREF=K0620C10-3 /CLONE=K0620C10 /FEA=EST /CNT=3 /TID=Mm.173453.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443501_at 4.4 0.4 A A 0.43 0.56 -2.2 NC 0.5 gb:AV232174 /DB_XREF=gi:16385934 /DB_XREF=AV232174 /CLONE=4632412I21 /FEA=EST /CNT=3 /TID=Mm.170443.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443521_at 5.9 1.7 A A 0.08 0.5 -2.2 NC 0.72 gb:BM218716 /DB_XREF=gi:17778340 /DB_XREF=C0914H03-3 /CLONE=C0914H03 /FEA=EST /CNT=3 /TID=Mm.214683.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444114_at 10.7 1 A A 0.33 0.82 -2.2 NC 0.8 gb:BB473497 /DB_XREF=gi:16439719 /DB_XREF=BB473497 /CLONE=D330001F19 /FEA=EST /CNT=5 /TID=Mm.99952.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444203_at 2.4 0.6 A A 0.36 0.91 -2.2 NC 0.85 gb:AI661342 /DB_XREF=gi:4764925 /DB_XREF=va04e02.x1 /CLONE=IMAGE:721946 /FEA=EST /CNT=5 /TID=Mm.157024.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1444473_at 7.8 1.5 A A 0.5 0.78 -2.2 NC 0.5 gb:BM240241 /DB_XREF=gi:17875511 /DB_XREF=K0549B04-3 /CLONE=K0549B04 /FEA=EST /CNT=4 /TID=Mm.218418.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1444515_at 6.5 0.7 A A 0.23 0.53 -2.2 NC 0.62 gb:BM247709 /DB_XREF=gi:17882979 /DB_XREF=K0805G10-3 /CLONE=K0805G10 /FEA=EST /CNT=4 /TID=Mm.218201.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444680_at 4 1.3 A A 0.39 0.69 -2.2 NC 0.79 gb:C76270 /DB_XREF=gi:2516600 /DB_XREF=C76270 /CLONE=J0007F10 /FEA=EST /CNT=4 /TID=Mm.76438.1 /TIER=ConsEnd /STK=2 /UG=Mm.76438 /
MOE430_2_1444713_at 8.1 1.8 A A 0.36 0.94 -2.2 NC 0.95 gb:BI076762 /DB_XREF=gi:14515419 /DB_XREF=L0250G03-3 /CLONE=L0250G03 /FEA=EST /CNT=4 /TID=Mm.196876.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444899_at 9.9 1.4 A A 0.39 0.66 -2.2 NC 0.4 gb:BB377300 /DB_XREF=gi:16407598 /DB_XREF=BB377300 /CLONE=C130088M18 /FEA=EST /CNT=3 /TID=Mm.208901.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445138_at 9.6 1.6 A A 0.09 0.6 -2.2 NC 0.94 gb:BF465608 /DB_XREF=gi:11534791 /DB_XREF=UI-M-CG0p-bql-f-05-0-UI.s1 /CLONE=UI-M-CG0p-bql-f-05-0-UI /FEA=EST /CNT=3 /TID=Mm.156678
MOE430_2_1445156_at 6 1.5 A A 0.19 0.75 -2.2 NC 0.66 gb:BG066928 /DB_XREF=gi:12549497 /DB_XREF=H3048F04-3 /CLONE=H3048F04 /FEA=EST /CNT=3 /TID=Mm.172124.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445325_at 8.6 1.1 A A 0.24 0.69 -2.2 NC 0.81 gb:BE981248 /DB_XREF=gi:10650157 /DB_XREF=UI-M-CG0p-bda-a-06-0-UI.s1 /CLONE=UI-M-CG0p-bda-a-06-0-UI /FEA=EST /CNT=3 /TID=Mm.15122
MOE430_2_1445428_at 9.2 4.3 A A 0.12 0.63 -2.2 NC 0.5 gb:AW550050 /DB_XREF=gi:7195478 /DB_XREF=L0059C04-3 /CLONE=L0059C04 /FEA=EST /CNT=3 /TID=Mm.181766.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445726_at 6.7 1.4 A A 0.33 0.68 -2.2 NC 0.73 gb:BG143458 /DB_XREF=gi:12646782 /DB_XREF=mab56d03.x1 /CLONE=IMAGE:3974428 /FEA=EST /CNT=4 /TID=Mm.171512.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1445845_at 9.7 1.6 A A 0.09 0.5 -2.2 NC 0.5 gb:BB199787 /DB_XREF=gi:16271350 /DB_XREF=BB199787 /CLONE=A430017G06 /FEA=EST /CNT=3 /TID=Mm.185039.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445911_at 7.5 2.4 A A 0.3 0.63 -2.2 NC 0.55 gb:AV024777 /DB_XREF=gi:16356422 /DB_XREF=AV024777 /CLONE=1200007C14 /FEA=EST /CNT=2 /TID=Mm.52377.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446191_at 6.9 0.9 A A 0.56 0.78 -2.2 NC 0.39 gb:BB530364 /DB_XREF=gi:16445753 /DB_XREF=BB530364 /CLONE=E030009H02 /FEA=EST /CNT=2 /TID=Mm.135821.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446274_at 4.4 1 A A 0.53 0.78 -2.2 NC 0.73 gb:BB539111 /DB_XREF=gi:16446984 /DB_XREF=BB539111 /CLONE=E130016I03 /FEA=EST /CNT=2 /TID=Mm.214733.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446291_at 13.1 3.1 P A 0.01 0.46 -2.2 D 0.99 gb:BB082509 /DB_XREF=gi:15407612 /DB_XREF=BB082509 /CLONE=9330175H22 /FEA=EST /CNT=2 /TID=Mm.208750.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446332_at 4.7 1.2 A A 0.43 0.75 -2.2 NC 0.33 gb:BB473438 /DB_XREF=gi:16439707 /DB_XREF=BB473438 /CLONE=D330001B21 /FEA=EST /CNT=2 /TID=Mm.130508.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446354_at 8.9 1.7 A A 0.24 0.78 -2.2 NC 0.87 gb:BB379208 /DB_XREF=gi:16407792 /DB_XREF=BB379208 /CLONE=C130098B18 /FEA=EST /CNT=2 /TID=Mm.127215.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446595_at 6.9 0.8 A A 0.39 0.63 -2.2 NC 0.29 gb:BB164818 /DB_XREF=gi:16268847 /DB_XREF=BB164818 /CLONE=A130080B19 /FEA=EST /CNT=2 /TID=Mm.139128.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446621_at 6.3 0.5 A A 0.21 0.63 -2.2 NC 0.22 gb:AW554535 /DB_XREF=gi:7199958 /DB_XREF=L0242A12-3 /CLONE=L0242A12 /FEA=EST /CNT=2 /TID=Mm.182747.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446836_at 8.3 0.9 A A 0.43 0.87 -2.2 NC 0.9 gb:BB609762 /DB_XREF=gi:16451477 /DB_XREF=BB609762 /CLONE=1110070B05 /FEA=EST /CNT=2 /TID=Mm.69577.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446838_at 8.5 2 A A 0.27 0.53 -2.2 NC 0.5 gb:BB292625 /DB_XREF=gi:16401589 /DB_XREF=BB292625 /CLONE=B130012F14 /FEA=EST /CNT=2 /TID=Mm.208565.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447051_at 4.3 1.2 A A 0.43 0.87 -2.2 NC 0.95 gb:BG068490 /DB_XREF=gi:12551059 /DB_XREF=H3066B05-3 /CLONE=H3066B05 /FEA=EST /CNT=2 /TID=Mm.174365.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447330_at 15.4 3.6 A A 0.14 0.56 -2.2 NC 0.5 gb:BB283772 /DB_XREF=gi:8984221 /DB_XREF=BB283772 /CLONE=A930103F01 /FEA=EST /CNT=2 /TID=Mm.167961.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447375_at 14.8 3.3 A A 0.39 0.66 -2.2 NC 0.5 gb:AW122972 /DB_XREF=gi:6098502 /DB_XREF=UI-M-BH2.1-apb-a-01-0-UI.s1 /CLONE=UI-M-BH2.1-apb-a-01-0-UI /FEA=EST /CNT=2 /TID=Mm.15105
MOE430_2_1447378_at 1.2 0.3 A A 0.63 0.94 -2.2 NC 0.88 gb:BB750255 /DB_XREF=gi:16154491 /DB_XREF=BB750255 /CLONE=G130002K09 /FEA=EST /CNT=2 /TID=Mm.120579.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448443_at 2.6 1.3 A A 0.46 0.56 -2.2 NC 0.91 gb:NM_009250.1 /DB_XREF=gi:6678090 /GEN=Serpini1 /FEA=FLmRNA /CNT=135 /TID=Mm.41560.1 /TIER=FL+Stack /STK=73 /UG=Mm.41560 /LL=20713 
MOE430_2_1448612_at 12.5 1.9 A A 0.27 0.82 -2.2 NC 0.8 gb:NM_018754.1 /DB_XREF=gi:9055337 /GEN=Mkrn3 /FEA=FLmRNA /CNT=141 /TID=Mm.2758.1 /TIER=FL+Stack /STK=53 /UG=Mm.2758 /LL=55948 /DE
MOE430_2_1448636_at 5.6 1 A A 0.68 0.85 -2.2 NC 0.5 gb:BB216883 /DB_XREF=gi:16353143 /DB_XREF=BB216883 /CLONE=A530039M06 /FEA=FLmRNA /CNT=85 /TID=Mm.141702.1 /TIER=ConsEnd /STK=2 /
MOE430_2_1448975_s_ 198.8 66.6 P P 0.000244 0.001953 -2.2 D 0.99 gb:NM_031192.1 /DB_XREF=gi:13676836 /GEN=Ren1 /FEA=FLmRNA /CNT=52 /TID=Mm.220955.1 /TIER=FL+Stack /STK=29 /UG=Mm.220955 /LL=19701 
MOE430_2_1449547_at 7.4 1.9 A A 0.17 0.56 -2.2 NC 0.83 gb:NM_080856.1 /DB_XREF=gi:18252799 /GEN=Asb14 /FEA=FLmRNA /CNT=8 /TID=Mm.138259.1 /TIER=FL+Stack /STK=8 /UG=Mm.138259 /LL=142687 
MOE430_2_1450205_at 10.1 1.9 A A 0.39 0.94 -2.2 NC 0.44 gb:AK008922.1 /DB_XREF=gi:12843402 /FEA=FLmRNA /CNT=14 /TID=Mm.154211.1 /TIER=ConsEnd /STK=5 /UG=Mm.154211 /LL=67112 /UG_GENE=Fgf2
MOE430_2_1450476_at 8.2 1.5 A A 0.27 0.72 -2.2 NC 0.5 gb:NM_009924.1 /DB_XREF=gi:6753477 /GEN=Cnr2 /FEA=FLmRNA /CNT=13 /TID=Mm.1378.1 /TIER=FL /STK=1 /UG=Mm.1378 /LL=12802 /DEF=Mus mu
MOE430_2_1450551_x_ 1.4 0.3 A A 0.75 0.9 -2.2 NC 0.5 gb:AY003920.1 /DB_XREF=gi:9230809 /FEA=FLmRNA /CNT=3 /TID=Mm.103657.1 /TIER=FL /STK=1 /UG=Mm.103657 /LL=27423 /UG_GENE=Klra15 /DEF
MOE430_2_1450624_at 6.7 1.5 A A 0.33 0.6 -2.2 NC 0.75 gb:NM_016668.1 /DB_XREF=gi:7709989 /GEN=Bhmt /FEA=FLmRNA /CNT=286 /TID=Mm.21983.1 /TIER=FL+Stack /STK=137 /UG=Mm.21983 /LL=12116 /
MOE430_2_1450876_at 70.6 17.9 P M 0.000732 0.05 -2.2 D 0.99 gb:AI987976 /DB_XREF=gi:5819770 /DB_XREF=um09g12.x1 /CLONE=IMAGE:2182630 /FEA=FLmRNA /CNT=86 /TID=Mm.8655.1 /TIER=Stack /STK=38 /U
MOE430_2_1450933_at 7.2 1.7 A A 0.35 0.69 -2.2 NC 0.72 gb:NM_008802.1 /DB_XREF=gi:6679246 /GEN=Pde7a /FEA=FLmRNA /CNT=63 /TID=Mm.5034.1 /TIER=ConsEnd /STK=0 /UG=Mm.5034 /LL=18583 /DEF=
MOE430_2_1450939_at 7 0.6 A A 0.3 0.82 -2.2 NC 0.83 gb:BI151440 /DB_XREF=gi:14611441 /DB_XREF=602917439F1 /CLONE=IMAGE:5067848 /FEA=FLmRNA /CNT=69 /TID=Mm.2824.1 /TIER=ConsEnd /STK=
MOE430_2_1451673_at 7.2 1.5 A A 0.27 0.52 -2.2 NC 0.64 gb:M12825.1 /DB_XREF=gi:198969 /GEN=Lyt-2 /FEA=FLmRNA /CNT=51 /TID=Mm.1858.1 /TIER=FL /STK=2 /UG=Mm.1858 /LL=12525 /DEF=Mouse T-ce
MOE430_2_1452590_a_ 931.2 200.8 P P 0.000244 0.00293 -2.2 D 0.99 gb:BB609699 /DB_XREF=gi:16451414 /DB_XREF=BB609699 /CLONE=1110053N20 /FEA=mRNA /CNT=51 /TID=Mm.29491.1 /TIER=Stack /STK=29 /UG=M
MOE430_2_1453338_at 22.9 3.5 P A 0.04 0.39 -2.2 NC 0.5 gb:AK017668.1 /DB_XREF=gi:12857022 /GEN=Stam2 /FEA=mRNA /CNT=7 /TID=Mm.45048.2 /TIER=ConsEnd /STK=6 /UG=Mm.45048 /LL=56324 /UG_TIT
MOE430_2_1453425_at 11.6 1.6 A A 0.11 0.63 -2.2 NC 0.63 gb:AK016535.1 /DB_XREF=gi:12855320 /FEA=mRNA /CNT=7 /TID=Mm.87391.1 /TIER=ConsEnd /STK=3 /UG=Mm.87391 /LL=71005 /UG_GENE=4932423M
MOE430_2_1453506_at 23.1 4.1 P A 0.02 0.82 -2.2 NC 0.93 gb:BB400295 /DB_XREF=gi:15411772 /DB_XREF=BB400295 /CLONE=C330017P09 /FEA=mRNA /CNT=5 /TID=Mm.159582.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1453537_a_ 13.5 2.9 A A 0.53 0.66 -2.2 NC 0.71 gb:AK020995.1 /DB_XREF=gi:12861748 /FEA=mRNA /CNT=4 /TID=Mm.76585.2 /TIER=ConsEnd /STK=2 /UG=Mm.76585 /LL=72385 /UG_GENE=3010002I1
MOE430_2_1453665_at 6.7 1.6 A A 0.35 0.69 -2.2 NC 0.76 gb:AK019712.1 /DB_XREF=gi:12860036 /FEA=mRNA /CNT=4 /TID=Mm.160130.1 /TIER=ConsEnd /STK=1 /UG=Mm.160130 /LL=78774 /UG_GENE=493052
MOE430_2_1453876_at 6.2 1.4 A A 0.36 0.75 -2.2 NC 0.81 gb:AK006818.1 /DB_XREF=gi:12840087 /FEA=mRNA /CNT=6 /TID=Mm.5772.2 /TIER=ConsEnd /STK=3 /UG=Mm.5772 /LL=67345 /UG_GENE=1700056O17
MOE430_2_1454053_at 4.4 0.8 A A 0.43 0.75 -2.2 NC 0.59 gb:AK017792.1 /DB_XREF=gi:12857218 /FEA=mRNA /CNT=1 /TID=Mm.158425.1 /TIER=ConsEnd /STK=0 /UG=Mm.158425 /LL=70648 /UG_GENE=573052
MOE430_2_1454134_at 7 1.2 A A 0.33 0.66 -2.2 NC 0.5 gb:AK017555.1 /DB_XREF=gi:12856849 /FEA=mRNA /CNT=1 /TID=Mm.158388.1 /TIER=ConsEnd /STK=0 /UG=Mm.158388 /LL=70491 /UG_GENE=573041
MOE430_2_1454175_at 13.9 1.5 A A 0.14 0.85 -2.2 NC 0.82 gb:AK015817.1 /DB_XREF=gi:12854300 /FEA=mRNA /CNT=1 /TID=Mm.159409.1 /TIER=ConsEnd /STK=0 /UG=Mm.159409 /LL=75049 /UG_GENE=493051
MOE430_2_1454400_at 7.5 1.4 A A 0.42 0.75 -2.2 NC 0.4 gb:AK014604.1 /DB_XREF=gi:12852563 /FEA=mRNA /CNT=1 /TID=Mm.195692.1 /TIER=ConsEnd /STK=0 /UG=Mm.195692 /LL=74046 /UG_GENE=463243
MOE430_2_1454582_at 3 1.4 A A 0.69 0.72 -2.2 NC 0.32 gb:AK021311.1 /DB_XREF=gi:12862162 /FEA=mRNA /CNT=1 /TID=Mm.160099.1 /TIER=ConsEnd /STK=0 /UG=Mm.160099 /LL=78573 /UG_GENE=D53003
MOE430_2_1454940_at 12.9 1.9 A A 0.17 0.63 -2.2 NC 0.93 gb:AA200355 /DB_XREF=gi:1796592 /DB_XREF=mu33f02.r1 /CLONE=IMAGE:641211 /FEA=EST /CNT=38 /TID=Mm.2287.3 /TIER=Stack /STK=34 /UG=Mm
MOE430_2_1455532_at 67.8 15 A A 0.53 0.69 -2.2 NC 0.92 gb:BB334893 /DB_XREF=gi:15411575 /DB_XREF=BB334893 /CLONE=B830028L10 /FEA=EST /CNT=36 /TID=Mm.51179.1 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1455982_at 22.7 5.9 A A 0.12 0.5 -2.2 NC 0.78 gb:BF466891 /DB_XREF=gi:11536074 /DB_XREF=UI-M-CG0p-brb-c-03-0-UI.s1 /CLONE=UI-M-CG0p-brb-c-03-0-UI /FEA=EST /CNT=33 /TID=Mm.7669
MOE430_2_1456777_at 9.3 2.4 A A 0.14 0.53 -2.2 NC 0.5 gb:BB072761 /DB_XREF=gi:16260164 /DB_XREF=BB072761 /CLONE=9030616M21 /FEA=EST /CNT=10 /TID=Mm.33401.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456788_at 11.5 2.3 A A 0.27 0.63 -2.2 NC 0.69 gb:AV011808 /DB_XREF=gi:4788795 /DB_XREF=AV011808 /CLONE=1110033I09 /FEA=EST /CNT=9 /TID=Mm.196357.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1456856_at 3.2 0.7 A A 0.3 0.72 -2.2 NC 0.83 gb:AI854225 /DB_XREF=gi:5498131 /DB_XREF=UI-M-BH0-ajz-f-09-0-UI.s1 /CLONE=UI-M-BH0-ajz-f-09-0-UI /FEA=EST /CNT=7 /TID=Mm.39683.1 /TIE
MOE430_2_1456988_at 4.9 1 A A 0.39 0.85 -2.2 NC 0.92 gb:BB190934 /DB_XREF=gi:16270736 /DB_XREF=BB190934 /CLONE=A330064M18 /FEA=EST /CNT=6 /TID=Mm.184946.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457052_at 9.1 2.8 A A 0.5 0.82 -2.2 NC 0.64 gb:BG064867 /DB_XREF=gi:12547430 /DB_XREF=H3024G03-3 /CLONE=H3024G03 /FEA=EST /CNT=8 /TID=Mm.40482.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457205_at 1.2 1.2 A A 0.56 0.72 -2.2 NC 0.76 gb:BB240839 /DB_XREF=gi:16355098 /DB_XREF=BB240839 /CLONE=A630083M12 /FEA=EST /CNT=5 /TID=Mm.212008.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457251_x_ 16.1 2.6 A A 0.46 0.91 -2.2 NC 0.71 gb:BB347455 /DB_XREF=gi:9059283 /DB_XREF=BB347455 /CLONE=B930065M18 /FEA=EST /CNT=5 /TID=Mm.132077.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457261_at 0.4 0.1 A A 0.9 0.99 -2.2 NC 0.81 gb:BB283644 /DB_XREF=gi:8984093 /DB_XREF=BB283644 /CLONE=A930102O07 /FEA=EST /CNT=13 /TID=Mm.124735.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457322_at 7.8 1.7 A A 0.14 0.72 -2.2 NC 0.66 gb:BM938277 /DB_XREF=gi:19397429 /DB_XREF=UI-M-BZ1-bfv-c-20-0-UI.r1 /CLONE=UI-M-BZ1-bfv-c-20-0-UI /FEA=EST /CNT=7 /TID=Mm.108574.1
MOE430_2_1457557_at 8.9 1.4 A A 0.11 0.56 -2.2 NC 0.5 gb:BB378962 /DB_XREF=gi:16407772 /DB_XREF=BB378962 /CLONE=C130096L06 /FEA=EST /CNT=4 /TID=Mm.131850.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457630_at 13.1 3.1 A A 0.24 0.33 -2.2 NC 0.5 gb:BB164523 /DB_XREF=gi:8820464 /DB_XREF=BB164523 /CLONE=A130078G19 /FEA=EST /CNT=4 /TID=Mm.133684.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457734_at 2.7 0.6 A A 0.53 0.98 -2.2 NC 0.96 gb:BE991235 /DB_XREF=gi:10670556 /DB_XREF=UI-M-BZ1-bds-f-04-0-UI.s1 /CLONE=UI-M-BZ1-bds-f-04-0-UI /FEA=EST /CNT=6 /TID=Mm.129387.1 
MOE430_2_1457750_at 10.8 2 A A 0.72 0.8 -2.2 NC 0.34 gb:BG069687 /DB_XREF=gi:12552256 /DB_XREF=H3079A08-3 /CLONE=H3079A08 /FEA=EST /CNT=6 /TID=Mm.33532.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457998_at 3.2 0.5 A A 0.33 0.88 -2.2 NC 0.87 gb:AV280394 /DB_XREF=gi:16391414 /DB_XREF=AV280394 /CLONE=4933414A22 /FEA=EST /CNT=5 /TID=Mm.73135.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458096_at 2.2 0.2 A A 0.78 0.99 -2.2 NC 0.98 gb:BB475930 /DB_XREF=gi:16440097 /DB_XREF=BB475930 /CLONE=D330015K16 /FEA=EST /CNT=3 /TID=Mm.213343.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458250_at 4.7 0.7 A A 0.36 0.94 -2.2 NC 0.98 gb:BB189202 /DB_XREF=gi:16270665 /DB_XREF=BB189202 /CLONE=A330053D11 /FEA=EST /CNT=3 /TID=Mm.207794.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458315_at 1.8 0.5 A A 0.46 0.56 -2.2 NC 0.68 gb:BB241703 /DB_XREF=gi:8934449 /DB_XREF=BB241703 /CLONE=A630088G22 /FEA=EST /CNT=3 /TID=Mm.185525.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458367_at 8.2 1.2 A A 0.24 0.69 -2.2 NC 0.5 gb:AV376030 /DB_XREF=gi:6423677 /DB_XREF=AV376030 /CLONE=9130204I19 /FEA=EST /CNT=16 /TID=Mm.100304.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458544_at 8.1 1.3 A A 0.43 0.85 -2.2 NC 0.65 gb:BB625106 /DB_XREF=gi:16463441 /DB_XREF=BB625106 /CLONE=9130007L17 /FEA=EST /CNT=5 /TID=Mm.23240.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458556_at 4.6 1.3 A A 0.24 0.43 -2.2 NC 0.71 gb:BB526869 /DB_XREF=gi:16444387 /DB_XREF=BB526869 /CLONE=D930036K11 /FEA=EST /CNT=4 /TID=Mm.209566.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458622_at 5.5 0.8 A A 0.27 0.85 -2.2 NC 0.73 gb:AW121243 /DB_XREF=gi:6096576 /DB_XREF=UI-M-BH2.3-aok-g-02-0-UI.s1 /CLONE=UI-M-BH2.3-aok-g-02-0-UI /FEA=EST /CNT=4 /TID=Mm.71000
MOE430_2_1458755_at 10.8 1.7 A A 0.27 0.63 -2.2 D 0.99 gb:BB125469 /DB_XREF=gi:16262189 /DB_XREF=BB125469 /CLONE=9630005F24 /FEA=EST /CNT=3 /TID=Mm.150480.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459020_at 8.1 1.7 A A 0.3 0.46 -2.2 NC 0.5 gb:BI134052 /DB_XREF=gi:14584300 /DB_XREF=UI-M-BH3-bsh-b-01-0-UI.s1 /CLONE=UI-M-BH3-bsh-b-01-0-UI /FEA=EST /CNT=3 /TID=Mm.197559.1
MOE430_2_1459180_at 3.9 0.4 A A 0.71 0.94 -2.2 NC 0.73 gb:BG068695 /DB_XREF=gi:12551264 /DB_XREF=H3068D02-3 /CLONE=H3068D02 /FEA=EST /CNT=2 /TID=Mm.11987.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459799_at 5.1 1.3 A A 0.06 0.6 -2.2 NC 0.75 gb:BB559793 /DB_XREF=gi:9646159 /DB_XREF=BB559793 /CLONE=E330040K17 /FEA=EST /CNT=2 /TID=Mm.214547.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460014_at 6.5 1.1 A A 0.39 0.87 -2.2 NC 0.88 gb:BB740529 /DB_XREF=gi:16143534 /DB_XREF=BB740529 /CLONE=F430206O14 /FEA=EST /CNT=11 /TID=Mm.131234.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1460522_at 3.9 0.4 A A 0.43 0.85 -2.2 NC 0.98 gb:BB041897 /DB_XREF=gi:8448283 /DB_XREF=BB041897 /CLONE=6030458J20 /FEA=mRNA /CNT=5 /TID=Mm.161066.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460659_at 21.3 4.4 A A 0.21 0.46 -2.2 NC 0.49 gb:BG975479 /DB_XREF=gi:14363116 /DB_XREF=602842845F1 /CLONE=IMAGE:4978643 /FEA=EST /CNT=1 /TID=Mm.200447.2 /TIER=ConsEnd /STK=0 
MOE430_2_1460696_at 21.1 3.8 A A 0.56 0.53 -2.2 NC 0.27 gb:BC026585.1 /DB_XREF=gi:20071816 /FEA=mRNA /CNT=27 /TID=Mm.215960.1 /TIER=ConsEnd /STK=0 /UG=Mm.215960 /DEF=Mus musculus, similar t
MOE430_2_1415932_x_ 14.8 0.8 A A 0.08 0.45 -2.3 NC 0.7 gb:NM_015731.1 /DB_XREF=gi:7656915 /GEN=Atp9a /FEA=FLmRNA /CNT=237 /TID=Mm.10288.1 /TIER=FL+Stack /STK=166 /UG=Mm.10288 /LL=11981 /
MOE430_2_1417022_at 13.5 2.1 A A 0.12 0.69 -2.3 NC 0.86 gb:NM_007515.1 /DB_XREF=gi:6671599 /GEN=Slc7a3 /FEA=FLmRNA /CNT=62 /TID=Mm.5140.1 /TIER=FL+Stack /STK=60 /UG=Mm.5140 /LL=11989 /DE
MOE430_2_1417036_at 10.9 1.2 A A 0.09 0.33 -2.3 NC 0.22 gb:BI134670 /DB_XREF=gi:14584918 /DB_XREF=UI-M-BH3-bsv-b-09-0-UI.s1 /CLONE=UI-M-BH3-bsv-b-09-0-UI /FEA=FLmRNA /CNT=113 /TID=Mm.28
MOE430_2_1417074_at 8 1.1 A A 0.36 0.87 -2.3 NC 0.72 gb:NM_007675.1 /DB_XREF=gi:6671731 /GEN=Ceacam10 /FEA=FLmRNA /CNT=89 /TID=Mm.30300.1 /TIER=FL+Stack /STK=58 /UG=Mm.30300 /LL=2636
MOE430_2_1418685_at 30.5 5.1 A A 0.19 0.46 -2.3 NC 0.85 gb:NM_054096.1 /DB_XREF=gi:16905130 /GEN=Tirap /FEA=FLmRNA /CNT=41 /TID=Mm.38222.1 /TIER=FL+Stack /STK=20 /UG=Mm.38222 /LL=117149 /
MOE430_2_1420245_x_ 7.5 0.9 A A 0.27 0.56 -2.3 NC 0.5 gb:AV354139 /DB_XREF=gi:6395196 /DB_XREF=AV354139 /CLONE=7120423G10 /FEA=EST /CNT=1 /TID=Mm.197532.2 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1420431_at 6 1.2 A A 0.42 0.78 -2.3 NC 0.5 gb:NM_009100.1 /DB_XREF=gi:6677816 /GEN=Rptn /FEA=FLmRNA /CNT=9 /TID=Mm.1417.1 /TIER=FL /STK=5 /UG=Mm.1417 /LL=20129 /DEF=Mus mus
MOE430_2_1420461_at 12.2 1.8 A A 0.46 0.78 -2.3 NC 0.46 gb:NM_009074.1 /DB_XREF=gi:6677764 /GEN=Mst1r /FEA=FLmRNA /CNT=6 /TID=Mm.3901.1 /TIER=FL /STK=5 /UG=Mm.3901 /LL=19882 /DEF=Mus mus
MOE430_2_1421263_at 14 1.8 P A 0.01 0.56 -2.3 NC 0.99 gb:NM_008067.1 /DB_XREF=gi:6679902 /GEN=Gabra3 /FEA=FLmRNA /CNT=10 /TID=Mm.8075.1 /TIER=FL /STK=2 /UG=Mm.8075 /LL=14396 /DEF=Mus m
MOE430_2_1421409_at 13.9 2 A A 0.27 0.63 -2.3 NC 0.72 gb:NM_008629.1 /DB_XREF=gi:6678939 /GEN=Msi1h /FEA=FLmRNA /CNT=8 /TID=Mm.5077.1 /TIER=FL /STK=2 /UG=Mm.5077 /LL=17690 /DEF=Mus mus
MOE430_2_1421579_at 18.4 3.3 A A 0.36 0.8 -2.3 NC 0.57 gb:NM_010456.1 /DB_XREF=gi:14149640 /GEN=Hoxa9 /FEA=FLmRNA /CNT=6 /TID=Mm.4694.1 /TIER=FL /STK=2 /UG=Mm.4694 /LL=15405 /DEF=Mus m
MOE430_2_1422515_at 4.2 0.9 A A 0.66 0.96 -2.3 NC 0.63 gb:NM_020264.1 /DB_XREF=gi:9931972 /GEN=Svs7 /FEA=FLmRNA /CNT=71 /TID=Mm.99349.1 /TIER=FL+Stack /STK=56 /UG=Mm.99349 /LL=56872 /DE
MOE430_2_1422635_at 11.7 1 A A 0.17 0.87 -2.3 NC 0.62 gb:NM_009599.1 /DB_XREF=gi:13928663 /GEN=Ache /FEA=FLmRNA /CNT=35 /TID=Mm.3142.1 /TIER=FL+Stack /STK=24 /UG=Mm.3142 /LL=11423 /DEF
MOE430_2_1423477_at 3.6 0.2 A A 0.65 0.93 -2.3 NC 0.9 gb:BB361162 /DB_XREF=gi:16405911 /DB_XREF=BB361162 /CLONE=C130002M06 /FEA=FLmRNA /CNT=48 /TID=Mm.2719.1 /TIER=Stack /STK=17 /UG
MOE430_2_1423691_x_ 9.3 2.8 A A 0.39 0.85 -2.3 NC 0.91 gb:M21836.1 /DB_XREF=gi:193023 /FEA=FLmRNA /CNT=348 /TID=Mm.6800.2 /TIER=FL+Stack /STK=152 /UG=Mm.6800 /LL=16691 /UG_GENE=Krt2-8 /
MOE430_2_1423858_a_ 10.6 2.5 A A 0.56 0.87 -2.3 NC 0.5 gb:BC014714.1 /DB_XREF=gi:15928471 /FEA=FLmRNA /CNT=295 /TID=Mm.10633.1 /TIER=FL+Stack /STK=89 /UG=Mm.10633 /LL=15360 /UG_GENE=Hm
MOE430_2_1423909_at 22 5.9 A A 0.5 0.6 -2.3 NC 0.5 gb:BC010831.1 /DB_XREF=gi:14789943 /FEA=FLmRNA /CNT=175 /TID=Mm.27061.1 /TIER=FL+Stack /STK=81 /UG=Mm.27061 /LL=66058 /UG_GENE=06
MOE430_2_1423954_at 185.7 30.8 P P 0.000244 0.03 -2.3 D 0.99 gb:K02782.1 /DB_XREF=gi:192278 /FEA=FLmRNA /CNT=378 /TID=Mm.19131.1 /TIER=FL+Stack /STK=72 /UG=Mm.19131 /LL=12266 /UG_GENE=C3 /UG
MOE430_2_1424387_at 7.6 1.4 A A 0.3 0.66 -2.3 NC 0.55 gb:AF466150.1 /DB_XREF=gi:18483254 /FEA=FLmRNA /CNT=39 /TID=Mm.46090.1 /TIER=FL+Stack /STK=35 /UG=Mm.46090 /LL=74188 /UG_GENE=1600
MOE430_2_1424509_at 7.3 1.3 A A 0.66 0.66 -2.3 NC 0.49 gb:BC027283.1 /DB_XREF=gi:20071002 /FEA=FLmRNA /CNT=42 /TID=Mm.11497.1 /TIER=FL+Stack /STK=28 /UG=Mm.11497 /LL=68891 /UG_GENE=1190
MOE430_2_1424870_at 25 2.9 A A 0.21 0.69 -2.3 NC 0.99 gb:BC027256.1 /DB_XREF=gi:20071005 /FEA=FLmRNA /CNT=23 /TID=Mm.86319.1 /TIER=FL+Stack /STK=13 /UG=Mm.86319 /LL=74486 /UG_GENE=4933
MOE430_2_1425823_at 9.2 0.9 A A 0.21 0.56 -2.3 NC 0.5 gb:BC026782.1 /DB_XREF=gi:20071241 /FEA=FLmRNA /CNT=4 /TID=Mm.194940.3 /TIER=FL /STK=1 /UG=Mm.194940 /LL=192290 /UG_GENE=BC026782
MOE430_2_1425879_at 11.4 1.3 P A 0.02 0.6 -2.3 NC 0.85 gb:AF290196.1 /DB_XREF=gi:17483741 /FEA=FLmRNA /CNT=4 /TID=Mm.214642.1 /TIER=FL /STK=1 /UG=Mm.214642 /DEF=Mus musculus zinc finger pro
MOE430_2_1425891_a_ 20.8 4.5 A A 0.21 0.43 -2.3 NC 0.83 gb:AF329833.1 /DB_XREF=gi:18307766 /FEA=FLmRNA /CNT=3 /TID=Mm.34901.2 /TIER=FL /STK=1 /UG=Mm.34901 /LL=66790 /UG_GENE=Grtp1 /DEF=M
MOE430_2_1425905_at 2.4 0.3 A A 0.38 0.86 -2.3 NC 0.81 gb:BC027183.1 /DB_XREF=gi:20073174 /FEA=FLmRNA /CNT=2 /TID=Mm.219527.1 /TIER=FL /STK=1 /UG=Mm.219527 /DEF=Mus musculus, Similar to co
MOE430_2_1425951_a_ 6.7 0.9 A A 0.3 0.9 -2.3 NC 0.95 gb:AF240358.1 /DB_XREF=gi:7677471 /FEA=FLmRNA /CNT=2 /TID=Mm.117121.2 /TIER=FL /STK=1 /UG=Mm.117121 /LL=56620 /UG_GENE=Clecsf10 /D
MOE430_2_1426551_at 5.8 1.3 A A 0.39 0.87 -2.3 NC 0.51 gb:AI449329 /DB_XREF=gi:4289240 /DB_XREF=mt06c04.x1 /CLONE=IMAGE:620262 /FEA=FLmRNA /CNT=93 /TID=Mm.45129.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1427026_at 6 1.4 A A 0.53 0.8 -2.3 NC 0.64 gb:AJ278733.1 /DB_XREF=gi:9581820 /GEN=MYHC-IIB /FEA=mRNA /CNT=62 /TID=Mm.35531.1 /TIER=Stack /STK=24 /UG=Mm.35531 /LL=17884 /DEF=
MOE430_2_1427279_at 16 2.6 A A 0.09 0.63 -2.3 NC 0.99 gb:BG916957 /DB_XREF=gi:14297433 /DB_XREF=602816242F1 /CLONE=IMAGE:4935130 /FEA=mRNA /CNT=49 /TID=Mm.196382.1 /TIER=ConsEnd /STK
MOE430_2_1427401_at 35.1 5.9 P A 0.00415 0.3 -2.3 D 0.99 gb:BG067340 /DB_XREF=gi:12549909 /DB_XREF=H3053C09-3 /CLONE=H3053C09 /FEA=mRNA /CNT=6 /TID=Mm.103778.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1427589_at 8.3 1.3 A A 0.56 0.88 -2.3 NC 0.28 gb:BE283366 /DB_XREF=gi:9159566 /DB_XREF=601103306F1 /CLONE=IMAGE:3495697 /FEA=mRNA /CNT=4 /TID=Mm.218883.1 /TIER=ConsEnd /STK=0 
MOE430_2_1427600_at 6.9 1.2 M A 0.05 0.46 -2.3 NC 0.97 gb:BC025871.1 /DB_XREF=gi:19484139 /FEA=mRNA /CNT=3 /TID=Mm.218882.1 /TIER=ConsEnd /STK=0 /UG=Mm.218882 /UG_TITLE=Mus musculus, clon
MOE430_2_1427704_a_ 5.4 1.1 A A 0.6 0.75 -2.3 NC 0.73 gb:Y15004.1 /DB_XREF=gi:2465113 /GEN=galR1 /FEA=mRNA /CNT=1 /TID=Mm.6219.2 /TIER=ConsEnd /STK=0 /UG=Mm.6219 /LL=14427 /DEF=Mus mus
MOE430_2_1427867_at 6.5 0.9 A A 0.5 0.96 -2.3 NC 0.65 gb:AJ002522.1 /DB_XREF=gi:4582679 /FEA=mRNA /CNT=1 /TID=Mm.42156.2 /TIER=ConsEnd /STK=0 /UG=Mm.42156 /LL=17879 /UG_GENE=Myh1 /DEF
MOE430_2_1428959_at 4.2 0.5 A A 0.5 0.8 -2.3 NC 0.51 gb:AK017900.1 /DB_XREF=gi:12857387 /FEA=mRNA /CNT=34 /TID=Mm.32324.1 /TIER=Stack /STK=16 /UG=Mm.32324 /LL=67596 /UG_GENE=5830405N2
MOE430_2_1429245_at 30.9 3.6 M A 0.05 0.36 -2.3 NC 0.95 gb:AK010990.1 /DB_XREF=gi:12846805 /FEA=mRNA /CNT=43 /TID=Mm.31229.1 /TIER=Stack /STK=8 /UG=Mm.31229 /LL=66567 /UG_GENE=2510022D24
MOE430_2_1429403_x_ 862.1 205.1 P P 0.000244 0.001221 -2.3 D 0.99 gb:AK003894.1 /DB_XREF=gi:12834836 /FEA=mRNA /CNT=36 /TID=Mm.46212.1 /TIER=Stack /STK=24 /UG=Mm.46212 /LL=74782 /UG_GENE=1110021D2
MOE430_2_1429471_at 8.5 1.8 A A 0.5 0.75 -2.3 NC 0.71 gb:AK003742.1 /DB_XREF=gi:12834597 /FEA=mRNA /CNT=23 /TID=Mm.45614.1 /TIER=Stack /STK=20 /UG=Mm.45614 /LL=73721 /UG_GENE=1110017D1
MOE430_2_1429701_at 2.6 0.4 A A 0.5 0.91 -2.3 NC 0.98 gb:AK010362.1 /DB_XREF=gi:12845749 /FEA=mRNA /CNT=14 /TID=Mm.31992.1 /TIER=Stack /STK=10 /UG=Mm.31992 /LL=71967 /UG_GENE=2410003J0
MOE430_2_1429754_a_ 5 0.8 A A 0.52 0.72 -2.3 NC 0.5 gb:AV044577 /DB_XREF=gi:4864242 /DB_XREF=AV044577 /CLONE=1700037B18 /FEA=mRNA /CNT=11 /TID=Mm.158195.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1430226_at 9.8 1.8 A A 0.46 0.85 -2.3 NC 0.66 gb:AK013623.1 /DB_XREF=gi:12851056 /FEA=mRNA /CNT=6 /TID=Mm.58821.1 /TIER=ConsEnd /STK=3 /UG=Mm.58821 /LL=72891 /UG_GENE=2900036K
MOE430_2_1430235_at 10.7 1.4 A A 0.21 0.75 -2.3 NC 0.98 gb:AK016893.1 /DB_XREF=gi:12855869 /FEA=mRNA /CNT=6 /TID=Mm.157049.1 /TIER=ConsEnd /STK=3 /UG=Mm.157049 /LL=71166 /UG_GENE=493342
MOE430_2_1430862_at 5.8 0.9 A A 0.21 0.56 -2.3 NC 0.5 gb:AV165980 /DB_XREF=gi:5372417 /DB_XREF=AV165980 /CLONE=3110040E10 /FEA=mRNA /CNT=3 /TID=Mm.158961.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431045_at 9 1.5 A A 0.66 0.87 -2.3 NC 0.52 gb:BB629037 /DB_XREF=gi:16466303 /DB_XREF=BB629037 /CLONE=9630047E15 /FEA=mRNA /CNT=20 /TID=Mm.133310.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431192_at 6.1 2 A A 0.27 0.88 -2.3 NC 0.88 gb:AK011482.1 /DB_XREF=gi:12847634 /FEA=mRNA /CNT=7 /TID=Mm.32247.1 /TIER=ConsEnd /STK=0 /UG=Mm.32247 /LL=68029 /UG_GENE=2010203O
MOE430_2_1431268_at 5.2 1.6 A A 0.5 0.75 -2.3 NC 0.5 gb:AK021321.1 /DB_XREF=gi:12862176 /FEA=mRNA /CNT=7 /TID=Mm.152670.1 /TIER=ConsEnd /STK=0 /UG=Mm.152670 /LL=78589 /UG_GENE=D73000
MOE430_2_1431482_at 2.9 0.3 A A 0.27 0.91 -2.3 NC 0.9 gb:AV153257 /DB_XREF=gi:5358463 /DB_XREF=AV153257 /CLONE=2900054C23 /FEA=mRNA /CNT=3 /TID=Mm.158907.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431944_at 14.7 2.1 A A 0.19 0.6 -2.3 NC 0.72 gb:AK015621.1 /DB_XREF=gi:12854026 /FEA=mRNA /CNT=1 /TID=Mm.159583.1 /TIER=ConsEnd /STK=0 /UG=Mm.159583 /LL=75813 /UG_GENE=493048
MOE430_2_1431980_a_ 1.5 0.8 A A 0.42 0.97 -2.3 NC 0.89 gb:AK009814.1 /DB_XREF=gi:12844840 /FEA=mRNA /CNT=1 /TID=Mm.28566.2 /TIER=ConsEnd /STK=0 /UG=Mm.28566 /LL=57344 /UG_GENE=Cyt19-pe
MOE430_2_1432209_at 4 1 A A 0.6 0.6 -2.3 NC 0.62 gb:AK007425.1 /DB_XREF=gi:12840969 /FEA=mRNA /CNT=1 /TID=Mm.159139.1 /TIER=ConsEnd /STK=0 /UG=Mm.159139 /LL=74169 /UG_GENE=181001
MOE430_2_1432406_at 8.5 1.2 A A 0.36 0.78 -2.3 NC 0.5 gb:AK007235.1 /DB_XREF=gi:12840656 /FEA=mRNA /CNT=1 /TID=Mm.100285.1 /TIER=ConsEnd /STK=0 /UG=Mm.100285 /LL=67935 /UG_GENE=170012
MOE430_2_1432616_at 8.2 1.8 A A 0.33 0.53 -2.3 NC 0.5 gb:AK014748.1 /DB_XREF=gi:12852778 /FEA=mRNA /CNT=3 /TID=Mm.206828.1 /TIER=ConsEnd /STK=0 /UG=Mm.206828 /LL=74587 /UG_GENE=483342
MOE430_2_1432889_at 5.5 1.7 A A 0.3 0.82 -2.3 NC 0.76 gb:AK015514.1 /DB_XREF=gi:12853890 /FEA=mRNA /CNT=1 /TID=Mm.159585.1 /TIER=ConsEnd /STK=0 /UG=Mm.159585 /LL=75816 /UG_GENE=493046
MOE430_2_1432894_at 7.3 2.3 A A 0.33 0.69 -2.3 NC 0.82 gb:AK018612.1 /DB_XREF=gi:12858407 /FEA=mRNA /CNT=1 /TID=Mm.159560.1 /TIER=ConsEnd /STK=0 /UG=Mm.159560 /LL=75759 /UG_GENE=913001
MOE430_2_1433321_at 12.9 2.8 P A 0.04 0.53 -2.3 NC 0.62 gb:AK020508.1 /DB_XREF=gi:12861112 /FEA=mRNA /CNT=1 /TID=Mm.159920.1 /TIER=ConsEnd /STK=0 /UG=Mm.159920 /LL=77437 /UG_GENE=943008
MOE430_2_1433707_at 1.9 0.2 A A 0.63 0.95 -2.3 NC 0.95 gb:BB430205 /DB_XREF=gi:16424059 /DB_XREF=BB430205 /CLONE=C630032B20 /FEA=EST /CNT=82 /TID=Mm.128853.2 /TIER=Stack /STK=69 /UG=M
MOE430_2_1435210_s_ 11.9 2.1 A A 0.19 0.53 -2.3 NC 0.68 gb:BQ174936 /DB_XREF=gi:20350428 /DB_XREF=UI-M-DJ2-bwb-b-04-0-UI.s1 /CLONE=UI-M-DJ2-bwb-b-04-0-UI /FEA=EST /CNT=22 /TID=Mm.39312
MOE430_2_1435264_at 1105.6 244.8 P P 0.000244 0.000244 -2.3 D 0.99 gb:BB811788 /DB_XREF=gi:16984417 /DB_XREF=BB811788 /CLONE=G730011I07 /FEA=EST /CNT=27 /TID=Mm.23462.1 /TIER=Stack /STK=18 /UG=Mm
MOE430_2_1435367_at 7.5 1 A A 0.33 0.53 -2.3 NC 0.5 gb:BQ177154 /DB_XREF=gi:20352646 /DB_XREF=UI-M-DJ2-bwa-d-10-0-UI.s1 /CLONE=UI-M-DJ2-bwa-d-10-0-UI /FEA=EST /CNT=22 /TID=Mm.12219
MOE430_2_1435618_at 6 1.5 A A 0.43 0.75 -2.3 NC 0.5 gb:BB473446 /DB_XREF=gi:16439710 /DB_XREF=BB473446 /CLONE=D330001C17 /FEA=EST /CNT=16 /TID=Mm.101945.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1435629_at 3.5 0.6 A A 0.63 0.69 -2.3 NC 0.27 gb:AI839852 /DB_XREF=gi:5474065 /DB_XREF=UI-M-AP0-abf-e-03-0-UI.s2 /CLONE=UI-M-AP0-abf-e-03-0-UI /FEA=EST /CNT=15 /TID=Mm.39151.1 /
MOE430_2_1436277_at 4.3 0.5 A A 0.5 0.78 -2.3 NC 0.5 gb:BI734893 /DB_XREF=gi:15711906 /DB_XREF=603356092F1 /CLONE=IMAGE:5363375 /FEA=EST /CNT=10 /TID=Mm.29356.2 /TIER=Stack /STK=10 /UG
MOE430_2_1436613_at 7.5 1.4 A A 0.53 0.66 -2.3 NC 0.33 gb:AI507196 /DB_XREF=gi:4405047 /DB_XREF=vj38e02.x1 /CLONE=IMAGE:931322 /FEA=EST /CNT=10 /TID=Mm.33477.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1438394_x_ 10.3 2 A A 0.33 0.71 -2.3 NC 0.5 gb:AV082644 /DB_XREF=gi:5214092 /DB_XREF=AV082644 /CLONE=2300007G04 /FEA=EST /CNT=11 /TID=Mm.46425.1 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438611_at 14.5 2.1 A A 0.11 0.6 -2.3 NC 0.62 gb:AV209133 /DB_XREF=gi:6149964 /DB_XREF=AV209133 /CLONE=1700112P09 /FEA=EST /CNT=10 /TID=Mm.89866.3 /TIER=Stack /STK=10 /UG=Mm.8
MOE430_2_1438894_at 4.8 0.7 A A 0.33 0.46 -2.3 NC 0.75 gb:BB371643 /DB_XREF=gi:16406993 /DB_XREF=BB371643 /CLONE=C130060L08 /FEA=EST /CNT=9 /TID=Mm.126946.1 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1439216_at 6.7 0.9 A A 0.21 0.63 -2.3 NC 0.71 gb:BB211804 /DB_XREF=gi:8876757 /DB_XREF=BB211804 /CLONE=A430107B17 /FEA=EST /CNT=9 /TID=Mm.203402.1 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1439417_at 10.6 0.5 A A 0.27 0.75 -2.3 NC 0.93 gb:BB721636 /DB_XREF=gi:16103209 /DB_XREF=BB721636 /CLONE=C730048O12 /FEA=EST /CNT=8 /TID=Mm.27035.3 /TIER=Stack /STK=8 /UG=Mm.2
MOE430_2_1440093_at 10.8 0.8 A A 0.27 0.78 -2.3 NC 0.64 gb:BB238381 /DB_XREF=gi:16354947 /DB_XREF=BB238381 /CLONE=A630071G03 /FEA=EST /CNT=6 /TID=Mm.208203.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440393_at 8.6 1.6 A A 0.5 0.82 -2.3 NC 0.5 gb:BE824906 /DB_XREF=gi:10257140 /DB_XREF=C0506F02-3 /CLONE=C0506F02 /FEA=EST /CNT=6 /TID=Mm.139872.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440465_at 5.8 0.6 A A 0.39 0.9 -2.3 NC 0.69 gb:BE979981 /DB_XREF=gi:10647482 /DB_XREF=UI-M-BG2-bcp-g-02-0-UI.s1 /CLONE=UI-M-BG2-bcp-g-02-0-UI /FEA=EST /CNT=6 /TID=Mm.138915.
MOE430_2_1440541_at 9 2 A A 0.79 0.85 -2.3 NC 0.74 gb:BB373962 /DB_XREF=gi:16407226 /DB_XREF=BB373962 /CLONE=C130072L22 /FEA=EST /CNT=5 /TID=Mm.133066.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440891_at 2.4 0.2 A A 0.43 0.38 -2.3 NC 0.41 gb:AV336506 /DB_XREF=gi:15406444 /DB_XREF=AV336506 /CLONE=6330587J20 /FEA=EST /CNT=10 /TID=Mm.133591.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1441008_at 3 0.7 A A 0.39 0.78 -2.3 NC 0.6 gb:BB357254 /DB_XREF=gi:16405783 /DB_XREF=BB357254 /CLONE=C030019K18 /FEA=EST /CNT=7 /TID=Mm.182101.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441048_at 9.5 1.7 A A 0.12 0.69 -2.3 NC 0.85 gb:BB037822 /DB_XREF=gi:16258451 /DB_XREF=BB037822 /CLONE=5930430L01 /FEA=EST /CNT=6 /TID=Mm.33303.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441116_at 3.8 1.5 A A 0.46 0.36 -2.3 NC 0.5 gb:BG068961 /DB_XREF=gi:12551530 /DB_XREF=H3071B11-3 /CLONE=H3071B11 /FEA=EST /CNT=6 /TID=Mm.26428.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441164_at 5.8 0.5 A A 0.5 0.91 -2.3 NC 0.71 gb:BG071985 /DB_XREF=gi:12554554 /DB_XREF=H3105D08-3 /CLONE=H3105D08 /FEA=EST /CNT=5 /TID=Mm.174052.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441186_at 5.5 0.6 A A 0.33 0.96 -2.3 NC 0.98 gb:BM119035 /DB_XREF=gi:17087061 /DB_XREF=L0919F08-3 /CLONE=L0919F08 /FEA=EST /CNT=5 /TID=Mm.215917.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441765_at 7.5 1 P A 0.03 0.69 -2.3 NC 0.69 gb:BB822342 /DB_XREF=gi:16994971 /DB_XREF=BB822342 /CLONE=G830018E18 /FEA=EST /CNT=4 /TID=Mm.209969.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441775_at 8 2.3 A A 0.39 0.66 -2.3 NC 0.58 gb:BB748650 /DB_XREF=gi:16152886 /DB_XREF=BB748650 /CLONE=G030001G08 /FEA=EST /CNT=4 /TID=Mm.208295.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441983_at 4.9 0.7 A A 0.66 0.9 -2.3 NC 0.76 gb:AW456636 /DB_XREF=gi:7026853 /DB_XREF=UI-M-BH3-aqt-d-10-0-UI.s1 /CLONE=UI-M-BH3-aqt-d-10-0-UI /FEA=EST /CNT=11 /TID=Mm.103566.
MOE430_2_1442045_at 6.9 1.2 A A 0.17 0.39 -2.3 NC 0.58 gb:BB159466 /DB_XREF=gi:16268473 /DB_XREF=BB159466 /CLONE=A130046K23 /FEA=EST /CNT=7 /TID=Mm.139125.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442173_at 4.4 0.8 A A 0.27 0.72 -2.3 NC 0.65 gb:AV286484 /DB_XREF=gi:16392010 /DB_XREF=AV286484 /CLONE=5031423P18 /FEA=EST /CNT=7 /TID=Mm.32050.1 /TIER=ConsEnd /STK=3 /UG=Mm



MOE430_2_1442750_at 8.2 0.4 A A 0.53 0.69 -2.3 NC 0.5 gb:BG067768 /DB_XREF=gi:12550337 /DB_XREF=H3058A01-3 /CLONE=H3058A01 /FEA=EST /CNT=4 /TID=Mm.43908.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442934_at 9.8 2.8 A A 0.69 0.78 -2.3 NC 0.46 gb:BG067071 /DB_XREF=gi:12549640 /DB_XREF=H3050C04-3 /CLONE=H3050C04 /FEA=EST /CNT=3 /TID=Mm.172904.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442988_at 3.8 0.6 A A 0.6 0.91 -2.3 NC 0.5 gb:BB667542 /DB_XREF=gi:16398991 /DB_XREF=BB667542 /CLONE=C730024A12 /FEA=EST /CNT=3 /TID=Mm.153294.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443437_at 9.4 2.9 A A 0.17 0.46 -2.3 NC 0.82 gb:BB016042 /DB_XREF=gi:16257434 /DB_XREF=BB016042 /CLONE=4930557G22 /FEA=EST /CNT=3 /TID=Mm.108671.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443473_at 3.1 1.1 A A 0.8 0.94 -2.3 NC 0.5 gb:BG066474 /DB_XREF=gi:12549043 /DB_XREF=H3043D08-3 /CLONE=H3043D08 /FEA=EST /CNT=3 /TID=Mm.31126.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443483_at 6.4 0.8 A A 0.43 0.85 -2.3 NC 0.6 gb:BM207672 /DB_XREF=gi:17763601 /DB_XREF=C0616C02-3 /CLONE=C0616C02 /FEA=EST /CNT=3 /TID=Mm.139096.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443682_at 9.6 1 A A 0.11 0.72 -2.3 NC 0.75 gb:AI662476 /DB_XREF=gi:4766059 /DB_XREF=mt28e09.x1 /CLONE=IMAGE:622408 /FEA=EST /CNT=3 /TID=Mm.37351.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443751_at 7.1 1.6 A A 0.5 0.87 -2.3 NC 0.72 gb:AW123733 /DB_XREF=gi:6099263 /DB_XREF=UI-M-BH2.1-apl-g-03-0-UI.s1 /CLONE=UI-M-BH2.1-apl-g-03-0-UI /FEA=EST /CNT=3 /TID=Mm.54208.
MOE430_2_1444083_at 7.4 1.4 A A 0.39 0.78 -2.3 NC 0.77 gb:BM122177 /DB_XREF=gi:17105945 /DB_XREF=L0506E12-3 /CLONE=L0506E12 /FEA=EST /CNT=6 /TID=Mm.86872.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444132_at 7 1.3 A A 0.63 0.63 -2.3 NC 0.5 gb:AW491319 /DB_XREF=gi:7061600 /DB_XREF=UI-M-BH3-atr-a-11-0-UI.s1 /CLONE=UI-M-BH3-atr-a-11-0-UI /FEA=EST /CNT=5 /TID=Mm.157560.1 /
MOE430_2_1444220_at 6.2 1.1 A A 0.24 0.6 -2.3 NC 0.5 gb:BE982367 /DB_XREF=gi:10652452 /DB_XREF=UI-M-CG0p-bfe-c-04-0-UI.s1 /CLONE=UI-M-CG0p-bfe-c-04-0-UI /FEA=EST /CNT=5 /TID=Mm.13131
MOE430_2_1444474_at 6.1 1 A A 0.53 0.8 -2.3 NC 0.46 gb:BB053245 /DB_XREF=gi:16259660 /DB_XREF=BB053245 /CLONE=6720461C13 /FEA=EST /CNT=4 /TID=Mm.114362.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444797_at 10.1 1.5 A A 0.53 0.82 -2.3 NC 0.5 gb:BB068599 /DB_XREF=gi:16260006 /DB_XREF=BB068599 /CLONE=8030474K03 /FEA=EST /CNT=3 /TID=Mm.212603.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444822_at 5.1 0.4 A A 0.32 0.85 -2.3 NC 0.6 gb:BG067876 /DB_XREF=gi:12550445 /DB_XREF=H3059B09-3 /CLONE=H3059B09 /FEA=EST /CNT=3 /TID=Mm.173092.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445094_at 7.1 1.5 A A 0.33 0.49 -2.3 NC 0.53 gb:BG069373 /DB_XREF=gi:12552030 /DB_XREF=H3076F05-3 /CLONE=H3076F05 /FEA=EST /CNT=3 /TID=Mm.26163.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445408_at 5.2 0.9 A A 0.63 0.87 -2.3 NC 0.57 gb:BB195298 /DB_XREF=gi:16270939 /DB_XREF=BB195298 /CLONE=A330087L24 /FEA=EST /CNT=3 /TID=Mm.184990.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445474_at 9.5 1.6 A A 0.56 0.96 -2.3 NC 0.99 gb:BG068619 /DB_XREF=gi:12551188 /DB_XREF=H3067E06-3 /CLONE=H3067E06 /FEA=EST /CNT=3 /TID=Mm.173620.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446052_at 13.7 7.7 A A 0.24 0.43 -2.3 NC 0.2 gb:BG067939 /DB_XREF=gi:12550508 /DB_XREF=H3059H06-3 /CLONE=H3059H06 /FEA=EST /CNT=2 /TID=Mm.173102.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446334_at 9.8 1.8 A A 0.27 0.69 -2.3 NC 0.58 gb:BG066905 /DB_XREF=gi:12549474 /DB_XREF=H3048D05-3 /CLONE=H3048D05 /FEA=EST /CNT=2 /TID=Mm.172869.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446403_at 4.6 0.8 A A 0.6 0.75 -2.3 NC 0.8 gb:BG068443 /DB_XREF=gi:12551012 /DB_XREF=H3065E11-3 /CLONE=H3065E11 /FEA=EST /CNT=2 /TID=Mm.173577.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446529_at 9.2 1.7 A A 0.21 0.75 -2.3 NC 0.85 gb:BB420672 /DB_XREF=gi:16423479 /DB_XREF=BB420672 /CLONE=C530023J19 /FEA=EST /CNT=2 /TID=Mm.155398.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446697_at 7.1 0.7 A A 0.21 0.84 -2.3 NC 0.91 gb:BG064321 /DB_XREF=gi:12546884 /DB_XREF=H3018C02-3 /CLONE=H3018C02 /FEA=EST /CNT=2 /TID=Mm.182577.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446857_at 3.5 0.8 A A 0.39 0.6 -2.3 NC 0.59 gb:C87115 /DB_XREF=gi:2919072 /DB_XREF=C87115 /CLONE=J0239G07 /FEA=EST /CNT=2 /TID=Mm.173056.1 /TIER=ConsEnd /STK=2 /UG=Mm.17305
MOE430_2_1446887_at 9.3 1.5 A A 0.75 0.75 -2.3 NC 0.11 gb:AU022215 /DB_XREF=gi:3387174 /DB_XREF=AU022215 /CLONE=J0410E01 /FEA=EST /CNT=2 /TID=Mm.26303.1 /TIER=ConsEnd /STK=2 /UG=Mm.26
MOE430_2_1447306_at 8.4 2.6 A A 0.66 0.85 -2.3 NC 0.5 gb:AI429069 /DB_XREF=gi:4274995 /DB_XREF=ml47g10.x1 /CLONE=IMAGE:515202 /FEA=EST /CNT=2 /TID=Mm.23505.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447504_at 6.4 1.1 A A 0.19 0.56 -2.3 NC 0.63 gb:AI593417 /DB_XREF=gi:4602465 /DB_XREF=vu37a03.x1 /CLONE=IMAGE:1193548 /FEA=EST /CNT=2 /TID=Mm.74686.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447676_x_ 678.8 189.8 P P 0.000732 0.000732 -2.3 D 0.99 gb:AV074236 /DB_XREF=gi:5194064 /DB_XREF=AV074236 /CLONE=2210008G08 /FEA=EST /CNT=2 /TID=Mm.140183.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448783_at 8.8 2.8 A A 0.17 0.21 -2.3 NC 0.39 gb:NM_021291.1 /DB_XREF=gi:11225267 /GEN=Slc7a9 /FEA=FLmRNA /CNT=56 /TID=Mm.45874.1 /TIER=FL+Stack /STK=40 /UG=Mm.45874 /LL=30962 /
MOE430_2_1449078_at 4.3 0.6 A A 0.27 0.8 -2.3 NC 0.51 gb:NM_018784.1 /DB_XREF=gi:9055351 /GEN=Siat10 /FEA=FLmRNA /CNT=102 /TID=Mm.100109.1 /TIER=FL+Stack /STK=23 /UG=Mm.100109 /LL=54613
MOE430_2_1449135_at 5 0.9 A A 0.39 0.99 -2.3 NC 0.94 gb:NM_009236.1 /DB_XREF=gi:6678066 /GEN=Sox18 /FEA=FLmRNA /CNT=36 /TID=Mm.2878.1 /TIER=FL+Stack /STK=22 /UG=Mm.2878 /LL=20672 /DEF
MOE430_2_1449398_at 15.3 1.9 A A 0.5 0.85 -2.3 NC 0.78 gb:NM_025425.1 /DB_XREF=gi:13384819 /GEN=1110057H16Rik /FEA=FLmRNA /CNT=15 /TID=Mm.46198.1 /TIER=FL+Stack /STK=12 /UG=Mm.46198 /LL
MOE430_2_1450467_at 13.8 3.7 A A 0.27 0.56 -2.3 NC 0.93 gb:AV139249 /DB_XREF=gi:16382850 /DB_XREF=AV139249 /CLONE=2810049E21 /FEA=FLmRNA /CNT=17 /TID=Mm.20425.1 /TIER=ConsEnd /STK=5 /U
MOE430_2_1450557_at 10.8 2.3 A A 0.08 0.33 -2.3 NC 0.87 gb:NM_133199.1 /DB_XREF=gi:18875343 /GEN=Scn4a /FEA=FLmRNA /CNT=2 /TID=Mm.218743.1 /TIER=FL /STK=1 /UG=Mm.218743 /LL=110880 /DEF=M
MOE430_2_1450687_at 3.1 0.7 A A 0.08 0.87 -2.3 NC 0.71 gb:AW681763 /DB_XREF=gi:7556453 /DB_XREF=EST00481 /CLONE=EGS1305 /FEA=FLmRNA /CNT=88 /TID=Mm.18496.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1451257_at 7.6 0.7 A A 0.21 0.88 -2.3 NC 0.83 gb:BC022959.1 /DB_XREF=gi:18605860 /FEA=FLmRNA /CNT=67 /TID=Mm.33754.1 /TIER=FL+Stack /STK=50 /UG=Mm.33754 /DEF=Mus musculus, clone 
MOE430_2_1451481_s_ 10.1 1.9 A A 0.12 0.5 -2.3 NC 0.5 gb:BC025912.1 /DB_XREF=gi:19483964 /FEA=FLmRNA /CNT=32 /TID=Mm.24801.1 /TIER=FL+Stack /STK=16 /UG=Mm.24801 /DEF=Mus musculus, clone 
MOE430_2_1451660_a_ 6.9 1.4 A A 0.33 0.5 -2.3 NC 0.5 gb:BC016893.1 /DB_XREF=gi:16877264 /FEA=FLmRNA /CNT=6 /TID=Mm.215.1 /TIER=FL /STK=3 /UG=Mm.215 /LL=15414 /UG_GENE=Hoxb6 /DEF=Mus 
MOE430_2_1451781_at 14.6 2.5 A A 0.19 0.56 -2.3 NC 0.59 gb:U76759.1 /DB_XREF=gi:1747518 /FEA=FLmRNA /CNT=13 /TID=Mm.1389.1 /TIER=FL /STK=1 /UG=Mm.1389 /LL=18020 /UG_GENE=Nfatc2ip /DEF=Mu
MOE430_2_1451808_at 12.2 3.5 A A 0.21 0.53 -2.3 NC 0.92 gb:U11075.1 /DB_XREF=gi:507923 /GEN=mb-IRK3 /FEA=FLmRNA /CNT=10 /TID=Mm.140760.1 /TIER=FL /STK=1 /UG=Mm.140760 /LL=16520 /DEF=Mus
MOE430_2_1452551_at 9 1.6 A A 0.43 0.88 -2.3 NC 0.55 gb:BB620492 /DB_XREF=gi:16459514 /DB_XREF=BB620492 /CLONE=5930427H12 /FEA=mRNA /CNT=3 /TID=Mm.4935.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1453259_at 23.2 8.6 A A 0.3 0.33 -2.3 NC 0.04 gb:BB667513 /DB_XREF=gi:16398962 /DB_XREF=BB667513 /CLONE=C730020D23 /FEA=mRNA /CNT=32 /TID=Mm.83037.1 /TIER=Stack /STK=9 /UG=M
MOE430_2_1453542_at 5.7 0.3 A A 0.17 0.63 -2.3 NC 0.5 gb:AV111845 /DB_XREF=gi:5265925 /DB_XREF=AV111845 /CLONE=2610007B07 /FEA=mRNA /CNT=3 /TID=Mm.176536.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453574_at 12.7 1.8 A A 0.39 0.78 -2.3 NC 0.87 gb:AA183047 /DB_XREF=gi:1766703 /DB_XREF=mt84e08.r1 /CLONE=IMAGE:636614 /FEA=mRNA /CNT=13 /TID=Mm.196110.2 /TIER=ConsEnd /STK=1 /U
MOE430_2_1453688_at 8.7 1.8 P A 0.01 0.56 -2.3 NC 0.8 gb:AK014327.1 /DB_XREF=gi:12852102 /FEA=mRNA /CNT=4 /TID=Mm.108607.1 /TIER=ConsEnd /STK=1 /UG=Mm.108607 /LL=70773 /UG_GENE=323040
MOE430_2_1453834_at 6.3 1.3 A A 0.24 0.55 -2.3 NC 0.58 gb:BB857377 /DB_XREF=gi:17098831 /DB_XREF=BB857377 /CLONE=G370043H21 /FEA=mRNA /CNT=5 /TID=Mm.158229.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1453867_at 5.9 0.5 A A 0.43 0.95 -2.3 NC 0.88 gb:AK014858.1 /DB_XREF=gi:12852943 /GEN=Fbxw2 /FEA=mRNA /CNT=3 /TID=Mm.4465.4 /TIER=ConsEnd /STK=0 /UG=Mm.4465 /LL=30050 /UG_TITLE
MOE430_2_1454453_at 7.9 2.4 A A 0.27 0.63 -2.3 NC 0.5 gb:AK011377.1 /DB_XREF=gi:12847460 /FEA=mRNA /CNT=1 /TID=Mm.158353.1 /TIER=ConsEnd /STK=0 /UG=Mm.158353 /LL=70295 /UG_GENE=261001
MOE430_2_1454534_at 5.4 1.7 A A 0.53 0.8 -2.3 NC 0.65 gb:AK011594.1 /DB_XREF=gi:12847820 /FEA=mRNA /CNT=1 /TID=Mm.195538.1 /TIER=ConsEnd /STK=0 /UG=Mm.195538 /LL=69244 /UG_GENE=261002
MOE430_2_1455264_at 8.8 1.3 A A 0.27 0.84 -2.3 NC 0.5 gb:AW050002 /DB_XREF=gi:5910531 /DB_XREF=UI-M-BH1-ant-g-11-0-UI.s1 /CLONE=UI-M-BH1-ant-g-11-0-UI /FEA=EST /CNT=21 /TID=Mm.29140.2 
MOE430_2_1455506_at 91.8 24.5 P A 0.000244 0.09 -2.3 D 0.99 gb:BE650825 /DB_XREF=gi:9976649 /DB_XREF=UI-M-BH3-asv-a-10-0-UI.r1 /CLONE=UI-M-BH3-asv-a-10-0-UI /FEA=EST /CNT=16 /TID=Mm.101716.1
MOE430_2_1456722_at 7.2 1.4 A A 0.3 0.69 -2.3 NC 0.5 gb:BI966456 /DB_XREF=gi:16340861 /DB_XREF=id53f05.x1 /CLONE=IMAGE:5666841 /FEA=EST /CNT=8 /TID=Mm.67369.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456803_at 9.1 2.2 A A 0.24 0.6 -2.3 NC 0.53 gb:BB314150 /DB_XREF=gi:16402951 /DB_XREF=BB314150 /CLONE=B230345K04 /FEA=EST /CNT=8 /TID=Mm.133275.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456841_at 7.4 1.7 A A 0.46 0.91 -2.3 NC 0.83 gb:BM228768 /DB_XREF=gi:17791516 /DB_XREF=K0267F07-3 /CLONE=K0267F07 /FEA=EST /CNT=7 /TID=Mm.183822.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457036_at 13.8 1.6 A A 0.3 0.82 -2.3 NC 0.51 gb:BM245857 /DB_XREF=gi:17881127 /DB_XREF=K0730B11-3 /CLONE=K0730B11 /FEA=EST /CNT=12 /TID=Mm.215893.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457453_at 7.9 3.9 A A 0.53 0.6 -2.3 NC 0.17 gb:AV265414 /DB_XREF=gi:16389331 /DB_XREF=AV265414 /CLONE=4930507B14 /FEA=EST /CNT=5 /TID=Mm.179195.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457578_at 6.1 1.8 A A 0.74 0.9 -2.3 NC 0.5 gb:BB241408 /DB_XREF=gi:16355137 /DB_XREF=BB241408 /CLONE=A630086I18 /FEA=EST /CNT=4 /TID=Mm.76666.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457876_at 4.9 0.5 A A 0.43 0.85 -2.3 NC 0.62 gb:AU021827 /DB_XREF=gi:3386786 /DB_XREF=AU021827 /CLONE=J0402G06 /FEA=EST /CNT=4 /TID=Mm.35641.1 /TIER=ConsEnd /STK=3 /UG=Mm.35
MOE430_2_1457890_at 6.9 2.1 A A 0.69 0.93 -2.3 NC 0.98 gb:C79485 /DB_XREF=gi:2519815 /DB_XREF=C79485 /CLONE=J0067A03 /FEA=EST /CNT=4 /TID=Mm.155606.1 /TIER=ConsEnd /STK=3 /UG=Mm.15560
MOE430_2_1458270_at 5.7 0.6 A A 0.24 0.66 -2.3 NC 0.85 gb:BE981626 /DB_XREF=gi:10650925 /DB_XREF=UI-M-CG0p-bcv-d-01-0-UI.s1 /CLONE=UI-M-CG0p-bcv-d-01-0-UI /FEA=EST /CNT=3 /TID=Mm.15153
MOE430_2_1458329_x_ 0.5 0.1 A A 0.94 0.95 -2.3 NC 0.55 gb:BB259356 /DB_XREF=gi:8952189 /DB_XREF=BB259356 /CLONE=A730089G05 /FEA=EST /CNT=3 /TID=Mm.186941.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458823_at 11 3.5 A A 0.53 0.69 -2.3 NC 0.5 gb:BG071205 /DB_XREF=gi:12553774 /DB_XREF=H3095H10-3 /CLONE=H3095H10 /FEA=EST /CNT=3 /TID=Mm.173862.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458848_at 5.6 0.7 A A 0.69 0.98 -2.3 NC 0.5 gb:BG068101 /DB_XREF=gi:12550670 /DB_XREF=H3061G06-3 /CLONE=H3061G06 /FEA=EST /CNT=3 /TID=Mm.173487.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458908_at 4.9 0.5 A A 0.3 0.88 -2.3 NC 0.65 gb:BG071947 /DB_XREF=gi:12554516 /DB_XREF=H3105A04-3 /CLONE=H3105A04 /FEA=EST /CNT=3 /TID=Mm.174045.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459200_at 11.5 1.3 A A 0.33 0.8 -2.3 NC 0.93 gb:BG066123 /DB_XREF=gi:12548686 /DB_XREF=H3039B12-3 /CLONE=H3039B12 /FEA=EST /CNT=2 /TID=Mm.172681.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459217_at 13.2 1.4 A A 0.18 0.88 -2.3 NC 0.98 gb:BB533864 /DB_XREF=gi:16446310 /DB_XREF=BB533864 /CLONE=E030032F15 /FEA=EST /CNT=2 /TID=Mm.123200.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459288_at 5.4 0.6 A A 0.17 0.75 -2.3 NC 0.97 gb:BB472451 /DB_XREF=gi:16428046 /DB_XREF=BB472451 /CLONE=D230045E19 /FEA=EST /CNT=2 /TID=Mm.216010.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459503_at 25 4.8 A A 0.24 0.6 -2.3 NC 0.85 gb:BM115842 /DB_XREF=gi:17078860 /DB_XREF=L0826C05-3 /CLONE=L0826C05 /FEA=EST /CNT=2 /TID=Mm.215805.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459738_x_ 1.9 0.3 A A 0.5 0.82 -2.3 NC 0.29 gb:BB828723 /DB_XREF=gi:17006966 /DB_XREF=BB828723 /CLONE=G930004A02 /FEA=EST /CNT=2 /TID=Mm.214581.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459787_at 11 1.3 A A 0.14 0.56 -2.3 NC 0.5 gb:BE992875 /DB_XREF=gi:10674443 /DB_XREF=UI-M-BZ1-bjb-f-05-0-UI.s1 /CLONE=UI-M-BZ1-bjb-f-05-0-UI /FEA=EST /CNT=2 /TID=Mm.37583.1 /T
MOE430_2_1460148_at 9.6 2 A A 0.43 0.96 -2.3 NC 0.94 gb:BG070983 /DB_XREF=gi:12553552 /DB_XREF=H3093D07-3 /CLONE=H3093D07 /FEA=EST /CNT=3 /TID=Mm.11318.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460158_at 22.4 3.2 A A 0.11 0.56 -2.3 NC 0.82 gb:BG071901 /DB_XREF=gi:12554470 /DB_XREF=H3104D11-3 /CLONE=H3104D11 /FEA=EST /CNT=3 /TID=Mm.174037.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460467_at 9.9 1.5 A A 0.33 0.69 -2.3 NC 0.76 gb:AK010269.1 /DB_XREF=gi:12845584 /FEA=mRNA /CNT=15 /TID=Mm.60632.1 /TIER=Stack /STK=9 /UG=Mm.60632 /LL=69707 /UG_GENE=2400003L07
MOE430_2_1417413_at 11.9 2.4 A A 0.19 0.46 -2.4 NC 0.69 gb:NM_008411.2 /DB_XREF=gi:11993940 /GEN=Itmap1 /FEA=FLmRNA /CNT=50 /TID=Mm.142717.1 /TIER=FL+Stack /STK=46 /UG=Mm.142717 /LL=16433
MOE430_2_1417447_at 6 1.3 A A 0.49 0.88 -2.4 NC 0.86 gb:NM_011545.1 /DB_XREF=gi:6755731 /GEN=Tcf21 /FEA=FLmRNA /CNT=61 /TID=Mm.16497.1 /TIER=FL+Stack /STK=45 /UG=Mm.16497 /LL=21412 /D
MOE430_2_1418266_at 8.6 0.8 A A 0.66 0.99 -2.4 NC 0.99 gb:NM_009659.1 /DB_XREF=gi:6753039 /GEN=Alox12b /FEA=FLmRNA /CNT=46 /TID=Mm.10143.1 /TIER=FL+Stack /STK=27 /UG=Mm.10143 /LL=11686 /
MOE430_2_1418979_at 79 11 P P 0.000244 0.00293 -2.4 D 0.99 gb:NM_134072.1 /DB_XREF=gi:19527293 /GEN=AW557061 /FEA=FLmRNA /CNT=83 /TID=Mm.26838.1 /TIER=FL+Stack /STK=15 /UG=Mm.26838 /LL=105
MOE430_2_1419304_at 6.8 1.8 A A 0.33 0.69 -2.4 NC 0.5 gb:NM_009309.1 /DB_XREF=gi:6678202 /GEN=T /FEA=FLmRNA /CNT=26 /TID=Mm.913.1 /TIER=FL+Stack /STK=11 /UG=Mm.913 /LL=20997 /DEF=Mus m
MOE430_2_1419331_at 8.9 3 A A 0.12 0.66 -2.4 NC 0.97 gb:NM_019753.1 /DB_XREF=gi:9790072 /GEN=Cdh17 /FEA=FLmRNA /CNT=20 /TID=Mm.33402.1 /TIER=FL+Stack /STK=11 /UG=Mm.33402 /LL=12557 /D
MOE430_2_1419566_at 15.5 2.6 A A 0.36 0.75 -2.4 NC 0.5 gb:NM_025850.1 /DB_XREF=gi:13385327 /GEN=1700007B22Rik /FEA=FLmRNA /CNT=39 /TID=Mm.87448.1 /TIER=FL+Stack /STK=8 /UG=Mm.87448 /LL=
MOE430_2_1419713_at 8.7 1.9 A A 0.43 0.5 -2.4 NC 0.68 gb:NM_026094.1 /DB_XREF=gi:13385595 /GEN=1700042F02Rik /FEA=FLmRNA /CNT=10 /TID=Mm.66809.1 /TIER=FL /STK=7 /UG=Mm.66809 /LL=67331 /
MOE430_2_1419810_x_ 6.6 0.9 A A 0.53 0.91 -2.4 NC 0.89 gb:AU043488 /DB_XREF=gi:3978963 /DB_XREF=AU043488 /CLONE=J0905G06 /FEA=EST /CNT=1 /TID=Mm.219502.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1419827_s_ 14.8 3.3 A A 0.11 0.39 -2.4 NC 0.5 gb:AW492270 /DB_XREF=gi:7062551 /DB_XREF=UI-M-BH3-atl-e-06-0-UI.s1 /CLONE=UI-M-BH3-atl-e-06-0-UI /FEA=EST /CNT=1 /TID=Mm.219916.1 /
MOE430_2_1420382_at 10.4 2.3 A A 0.21 0.63 -2.4 NC 0.5 gb:NM_138310.1 /DB_XREF=gi:19923862 /GEN=Apob48r-pending /FEA=FLmRNA /CNT=31 /TID=Mm.170665.1 /TIER=FL /STK=5 /UG=Mm.170665 /LL=171
MOE430_2_1420404_at 9.8 1.2 P A 0.03 0.78 -2.4 NC 0.93 gb:BC013807.1 /DB_XREF=gi:15489434 /FEA=FLmRNA /CNT=22 /TID=Mm.1452.1 /TIER=FL /STK=4 /UG=Mm.1452 /LL=12524 /UG_GENE=Cd86 /DEF=M
MOE430_2_1420667_at 8.3 1.6 A A 0.53 0.93 -2.4 NC 0.5 gb:BM117900 /DB_XREF=gi:17080918 /DB_XREF=L0857G08-3 /CLONE=L0857G08 /FEA=FLmRNA /CNT=31 /TID=Mm.5137.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1420800_a_ 18.5 4 A A 0.21 0.6 -2.4 NC 0.83 gb:NM_010611.1 /DB_XREF=gi:6754437 /GEN=Kcnq2 /FEA=FLmRNA /CNT=3 /TID=Mm.40615.1 /TIER=FL /STK=3 /UG=Mm.40615 /LL=16536 /DEF=Mus m
MOE430_2_1421727_at 8 1.6 A A 0.46 0.69 -2.4 NC 0.54 gb:NM_010164.1 /DB_XREF=gi:6753791 /GEN=Eya1 /FEA=FLmRNA /CNT=2 /TID=Mm.13854.1 /TIER=FL /STK=2 /UG=Mm.13854 /LL=14048 /DEF=Mus m
MOE430_2_1421929_at 10.1 3.2 A A 0.14 0.66 -2.4 NC 0.57 gb:BB706548 /DB_XREF=gi:16055383 /DB_XREF=BB706548 /CLONE=7420491D14 /FEA=FLmRNA /CNT=39 /TID=Mm.3249.1 /TIER=Stack /STK=18 /UG=
MOE430_2_1422177_at 13.7 2 A A 0.36 0.75 -2.4 NC 0.5 gb:BC003723.1 /DB_XREF=gi:13277623 /FEA=FLmRNA /CNT=5 /TID=Mm.20855.1 /TIER=FL /STK=1 /UG=Mm.20855 /LL=16165 /UG_GENE=Il13ra2 /DEF=
MOE430_2_1422259_a_ 7.8 1.1 A A 0.14 0.46 -2.4 NC 0.5 gb:NM_009917.1 /DB_XREF=gi:6753467 /GEN=Cmkbr5 /FEA=FLmRNA /CNT=2 /TID=Mm.14302.1 /TIER=FL /STK=1 /UG=Mm.14302 /LL=12774 /DEF=Mus
MOE430_2_1424623_at 6 1.3 A A 0.33 0.56 -2.4 NC 0.59 gb:BC005434.1 /DB_XREF=gi:13529385 /FEA=FLmRNA /CNT=82 /TID=Mm.4622.2 /TIER=FL+Stack /STK=22 /UG=Mm.4622 /LL=20724 /UG_GENE=Serpin
MOE430_2_1424734_at 4.8 1 A A 0.43 0.93 -2.4 NC 0.5 gb:AF169826.1 /DB_XREF=gi:5917695 /FEA=FLmRNA /CNT=20 /TID=Mm.44561.1 /TIER=FL+Stack /STK=18 /UG=Mm.44561 /DEF=Mus musculus RAS-gu
MOE430_2_1424977_at 4.5 0.5 A A 0.19 0.98 -2.4 NC 0.96 gb:BC022722.1 /DB_XREF=gi:18490770 /FEA=FLmRNA /CNT=13 /TID=Mm.60650.1 /TIER=FL+Stack /STK=10 /UG=Mm.60650 /LL=69312 /UG_GENE=1700
MOE430_2_1425570_at 17.2 2.7 A A 0.06 0.39 -2.4 NC 0.59 gb:AK016818.1 /DB_XREF=gi:12855756 /GEN=Slam /FEA=FLmRNA /CNT=47 /TID=Mm.103648.2 /TIER=Stack /STK=10 /UG=Mm.103648 /LL=27218 /UG_
MOE430_2_1425618_at 7.7 1.5 A A 0.27 0.69 -2.4 NC 0.5 gb:BF607132 /DB_XREF=gi:13503624 /DB_XREF=MY1_000074 /CLONE=ICRFp522K2421 /FEA=FLmRNA /CNT=39 /TID=Mm.20000.1 /TIER=ConsEnd /STK
MOE430_2_1425772_at 6.3 1.2 A A 0.24 0.72 -2.4 NC 0.5 gb:AF169388.1 /DB_XREF=gi:5739386 /GEN=Col4a4 /FEA=FLmRNA /CNT=7 /TID=Mm.57110.1 /TIER=FL /STK=1 /UG=Mm.57110 /LL=12829 /DEF=Mus m
MOE430_2_1425813_at 3.8 0.8 A A 0.46 0.91 -2.4 NC 0.5 gb:BC021148.1 /DB_XREF=gi:18088158 /FEA=FLmRNA /CNT=5 /TID=Mm.37312.2 /TIER=FL /STK=1 /UG=Mm.37312 /LL=27392 /UG_GENE=Pign /DEF=M
MOE430_2_1425926_a_ 2 0.4 A A 0.6 0.91 -2.4 NC 0.91 gb:BC017609.1 /DB_XREF=gi:17160873 /FEA=FLmRNA /CNT=2 /TID=Mm.134516.1 /TIER=FL /STK=1 /UG=Mm.134516 /DEF=Mus musculus, clone MGC:2
MOE430_2_1426430_at 25.7 5.5 A A 0.21 0.43 -2.4 NC 0.5 gb:BC009082.1 /DB_XREF=gi:14290604 /FEA=FLmRNA /CNT=75 /TID=Mm.102140.1 /TIER=Stack /STK=22 /UG=Mm.102140 /LL=16450 /UG_GENE=Jag2 
MOE430_2_1426663_s_ 26 6.2 P A 0.001953 0.11 -2.4 NC 0.98 gb:BC024519.1 /DB_XREF=gi:19353990 /FEA=mRNA /CNT=164 /TID=Mm.200307.1 /TIER=Stack /STK=138 /UG=Mm.200307 /DEF=Mus musculus, clone IM
MOE430_2_1426892_at 6.9 1.1 A A 0.39 0.72 -2.4 NC 0.28 gb:BM204473 /DB_XREF=gi:17759355 /DB_XREF=C0269G08-3 /CLONE=C0269G08 /FEA=mRNA /CNT=128 /TID=Mm.42222.1 /TIER=Stack /STK=21 /UG
MOE430_2_1427041_at 17.2 3 P A 0.01 0.33 -2.4 NC 0.5 gb:BB262491 /DB_XREF=gi:16400058 /DB_XREF=BB262491 /CLONE=A830006K20 /FEA=mRNA /CNT=44 /TID=Mm.97514.1 /TIER=Stack /STK=22 /UG=M
MOE430_2_1427138_at 6.9 0.9 A A 0.63 0.72 -2.4 NC 0.64 gb:AW556861 /DB_XREF=gi:7202290 /DB_XREF=L0274C06-3 /CLONE=L0274C06 /FEA=mRNA /CNT=27 /TID=Mm.83109.1 /TIER=Stack /STK=14 /UG=M
MOE430_2_1427421_at 6.8 0.9 A A 0.19 0.69 -2.4 NC 0.68 gb:AV257292 /DB_XREF=gi:16388386 /DB_XREF=AV257292 /CLONE=4921535H07 /FEA=mRNA /CNT=9 /TID=Mm.212785.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1427629_at 7 1.2 A A 0.39 0.94 -2.4 NC 0.64 gb:D83204.1 /DB_XREF=gi:4092840 /FEA=mRNA /CNT=3 /TID=Mm.5046.3 /TIER=ConsEnd /STK=0 /UG=Mm.5046 /LL=19271 /UG_GENE=Ptprj /UG_TITLE
MOE430_2_1427700_x_ 9.2 0.8 A A 0.11 0.6 -2.4 NC 0.83 gb:K02108.1 /DB_XREF=gi:198634 /GEN=KER2 /FEA=mRNA /CNT=1 /TID=Mm.22629.2 /TIER=ConsEnd /STK=0 /UG=Mm.22629 /LL=16687 /DEF=Mouse 
MOE430_2_1427829_at 25 2.9 P A 0.03 0.46 -2.4 NC 0.86 gb:AF213384.1 /DB_XREF=gi:6911193 /GEN=Abcd4 /FEA=mRNA /CNT=1 /TID=Mm.192181.2 /TIER=ConsEnd /STK=0 /UG=Mm.192181 /LL=19300 /DEF=
MOE430_2_1427974_s_ 2.7 0.5 A A 0.43 0.9 -2.4 NC 0.71 gb:BB048682 /DB_XREF=gi:15404010 /DB_XREF=BB048682 /CLONE=6430592L07 /FEA=mRNA /CNT=30 /TID=Mm.9772.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1428359_s_ 4.1 0.4 A A 0.5 0.98 -2.4 NC 0.77 gb:BF581690 /DB_XREF=gi:11655402 /DB_XREF=602099659F1 /CLONE=IMAGE:4219407 /FEA=mRNA /CNT=220 /TID=Mm.21835.1 /TIER=Stack /STK=48
MOE430_2_1428599_at 8.2 1.3 A A 0.33 0.88 -2.4 NC 0.85 gb:AK010466.1 /DB_XREF=gi:12845932 /FEA=mRNA /CNT=40 /TID=Mm.44442.1 /TIER=Stack /STK=30 /UG=Mm.44442 /LL=76484 /UG_GENE=2410012C0
MOE430_2_1429269_at 8.7 1.2 A A 0.19 0.63 -2.4 NC 0.6 gb:BE992549 /DB_XREF=gi:10673742 /DB_XREF=UI-M-BZ1-bei-e-07-0-UI.s1 /CLONE=UI-M-BZ1-bei-e-07-0-UI /FEA=mRNA /CNT=14 /TID=Mm.13327
MOE430_2_1429474_at 14.3 4.1 P A 0.01 0.46 -2.4 NC 0.98 gb:BE283373 /DB_XREF=gi:9159579 /DB_XREF=601103319F1 /CLONE=IMAGE:3495557 /FEA=mRNA /CNT=47 /TID=Mm.195974.2 /TIER=ConsEnd /STK=0
MOE430_2_1430883_at 10.7 1.7 A A 0.14 0.9 -2.4 NC 0.88 gb:AV278455 /DB_XREF=gi:6266492 /DB_XREF=AV278455 /CLONE=4933402C05 /FEA=mRNA /CNT=3 /TID=Mm.86708.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1430884_at 3.2 0.8 A A 0.75 0.91 -2.4 NC 0.86 gb:AK016251.1 /DB_XREF=gi:12854908 /FEA=mRNA /CNT=3 /TID=Mm.109021.1 /TIER=ConsEnd /STK=1 /UG=Mm.109021 /LL=75857 /UG_GENE=493056
MOE430_2_1431495_at 8.7 1 A A 0.11 0.8 -2.4 NC 0.7 gb:BB045218 /DB_XREF=gi:8451604 /DB_XREF=BB045218 /CLONE=6030493C20 /FEA=mRNA /CNT=3 /TID=Mm.113189.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1431517_at 16.1 3.3 A A 0.5 0.6 -2.4 NC 0.5 gb:AV280745 /DB_XREF=gi:6268782 /DB_XREF=AV280745 /CLONE=4933417C20 /FEA=mRNA /CNT=4 /TID=Mm.66849.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431577_at 5.2 0.6 A A 0.11 0.49 -2.4 NC 0.5 gb:BF227338 /DB_XREF=gi:11135289 /DB_XREF=uz22g06.x1 /CLONE=IMAGE:3669850 /FEA=mRNA /CNT=2 /TID=Mm.158699.1 /TIER=ConsEnd /STK=1 /
MOE430_2_1431984_at 5.8 1.2 A A 0.53 0.75 -2.4 NC 0.12 gb:AK017083.1 /DB_XREF=gi:12856161 /FEA=mRNA /CNT=1 /TID=Mm.158177.1 /TIER=ConsEnd /STK=0 /UG=Mm.158177 /LL=67850 /UG_GENE=170000
MOE430_2_1432131_at 25.4 6.5 A A 0.63 0.93 -2.4 NC 0.9 gb:AK008872.1 /DB_XREF=gi:12843326 /FEA=mRNA /CNT=1 /TID=Mm.206684.1 /TIER=ConsEnd /STK=0 /UG=Mm.206684 /LL=70130 /UG_GENE=221040
MOE430_2_1432146_at 5.5 0.6 A A 0.24 0.63 -2.4 NC 0.53 gb:AK014942.1 /DB_XREF=gi:12853072 /FEA=mRNA /CNT=1 /TID=Mm.159795.1 /TIER=ConsEnd /STK=0 /UG=Mm.159795 /LL=76856 /UG_GENE=492152
MOE430_2_1432192_at 4.6 0.9 A A 0.33 0.85 -2.4 NC 0.88 gb:AK015616.1 /DB_XREF=gi:12854017 /FEA=mRNA /CNT=1 /TID=Mm.159377.1 /TIER=ConsEnd /STK=0 /UG=Mm.159377 /LL=74953 /UG_GENE=493048
MOE430_2_1432325_at 6.3 0.9 A A 0.19 0.85 -2.4 NC 0.74 gb:AK015682.1 /DB_XREF=gi:12854107 /FEA=mRNA /CNT=1 /TID=Mm.159383.1 /TIER=ConsEnd /STK=0 /UG=Mm.159383 /LL=74974 /UG_GENE=493050
MOE430_2_1432517_a_ 22.4 1.8 P A 0.01 0.5 -2.4 NC 0.94 gb:AK006371.1 /DB_XREF=gi:12839437 /GEN=Nnmt /FEA=mRNA /CNT=1 /TID=Mm.8362.2 /TIER=ConsEnd /STK=0 /UG=Mm.8362 /LL=18113 /UG_TITLE=
MOE430_2_1432662_at 10.7 1.9 A A 0.3 0.85 -2.4 NC 0.79 gb:AK002906.1 /DB_XREF=gi:12833234 /FEA=mRNA /CNT=2 /TID=Mm.47220.1 /TIER=ConsEnd /STK=0 /UG=Mm.47220 /LL=74095 /UG_GENE=0610042E
MOE430_2_1432767_at 5.1 0.8 A A 0.53 0.87 -2.4 NC 0.51 gb:AK021380.1 /DB_XREF=gi:12862254 /FEA=mRNA /CNT=2 /TID=Mm.160010.1 /TIER=ConsEnd /STK=0 /UG=Mm.160010 /LL=77869 /UG_GENE=E13011
MOE430_2_1432892_at 5.6 1.1 A A 0.39 0.39 -2.4 NC 0.28 gb:AK017856.1 /DB_XREF=gi:12857324 /FEA=mRNA /CNT=1 /TID=Mm.195574.1 /TIER=ConsEnd /STK=0 /UG=Mm.195574 /LL=70651 /UG_GENE=573056
MOE430_2_1432934_at 7.5 1.6 A A 0.21 0.72 -2.4 NC 0.31 gb:AK015244.1 /DB_XREF=gi:12853504 /FEA=mRNA /CNT=1 /TID=Mm.159270.1 /TIER=ConsEnd /STK=0 /UG=Mm.159270 /LL=74639 /UG_GENE=493042
MOE430_2_1432935_at 13.3 2.2 A A 0.19 0.66 -2.4 NC 0.95 gb:AK019930.1 /DB_XREF=gi:12860338 /FEA=mRNA /CNT=1 /TID=Mm.160074.1 /TIER=ConsEnd /STK=0 /UG=Mm.160074 /LL=78276 /UG_GENE=533043
MOE430_2_1432975_at 6.5 0.9 A A 0.19 0.88 -2.4 NC 0.8 gb:AK009671.1 /DB_XREF=gi:12844609 /FEA=mRNA /CNT=1 /TID=Mm.215195.1 /TIER=ConsEnd /STK=0 /UG=Mm.215195 /LL=71903 /UG_GENE=231003
MOE430_2_1433045_at 7.6 1.3 A A 0.39 0.93 -2.4 NC 0.69 gb:AK015981.1 /DB_XREF=gi:12854541 /FEA=mRNA /CNT=1 /TID=Mm.159450.1 /TIER=ConsEnd /STK=0 /UG=Mm.159450 /LL=75183 /UG_GENE=493053
MOE430_2_1433058_at 1.7 0.4 A A 0.75 0.95 -2.4 NC 0.98 gb:AK016780.1 /DB_XREF=gi:12855699 /FEA=mRNA /CNT=1 /TID=Mm.158578.1 /TIER=ConsEnd /STK=0 /UG=Mm.158578 /LL=71135 /UG_GENE=493341
MOE430_2_1433226_at 10.9 0.8 A A 0.3 0.65 -2.4 NC 0.7 gb:AK018109.1 /DB_XREF=gi:12857674 /FEA=mRNA /CNT=1 /TID=Mm.218164.1 /TIER=ConsEnd /STK=0 /UG=Mm.218164 /LL=70735 /UG_GENE=633040
MOE430_2_1435673_at 3.5 0.4 A A 0.5 0.78 -2.4 NC 0.63 gb:BB756663 /DB_XREF=gi:16202996 /DB_XREF=BB756663 /CLONE=G270076L12 /FEA=EST /CNT=18 /TID=Mm.31951.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1436539_at 11.8 3.1 A A 0.43 0.72 -2.4 NC 0.68 gb:BQ266254 /DB_XREF=gi:20491319 /DB_XREF=NISC_ff11h08.x1 /CLONE=IMAGE:2865662 /FEA=EST /CNT=18 /TID=Mm.22921.1 /TIER=Stack /STK=8 /
MOE430_2_1436593_at 5.2 1.4 A A 0.11 0.69 -2.4 NC 0.5 gb:AV260052 /DB_XREF=gi:16388680 /DB_XREF=AV260052 /CLONE=4930408I16 /FEA=EST /CNT=17 /TID=Mm.35212.1 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1437258_at 7.8 1.3 P A 0.01 0.53 -2.4 NC 0.55 gb:BB120697 /DB_XREF=gi:8773265 /DB_XREF=BB120697 /CLONE=9530077P20 /FEA=EST /CNT=24 /TID=Mm.46353.1 /TIER=Stack /STK=21 /UG=Mm.4
MOE430_2_1437678_at 5.1 0.5 A A 0.43 0.56 -2.4 NC 0.53 gb:BG070911 /DB_XREF=gi:12553403 /DB_XREF=H3091F07-3 /CLONE=H3091F07 /FEA=EST /CNT=16 /TID=Mm.26036.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437787_at 6.2 0.9 A A 0.6 0.87 -2.4 NC 0.59 gb:AI851755 /DB_XREF=gi:5495661 /DB_XREF=UI-M-BH0-aim-c-08-0-UI.s1 /CLONE=UI-M-BH0-aim-c-08-0-UI /FEA=EST /CNT=18 /TID=Mm.39900.1 /
MOE430_2_1437902_s_ 197.8 54.7 P P 0.000244 0.02 -2.4 D 0.99 gb:AV012073 /DB_XREF=gi:4789060 /DB_XREF=AV012073 /CLONE=1110034H09 /FEA=EST /CNT=16 /TID=Mm.213063.3 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1437918_at 17.6 2.8 A A 0.19 0.75 -2.4 NC 0.7 gb:AV374644 /DB_XREF=gi:16397960 /DB_XREF=AV374644 /CLONE=9130014G02 /FEA=EST /CNT=15 /TID=Mm.87393.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438529_at 8.6 2 A A 0.19 0.69 -2.4 NC 0.64 gb:BB183739 /DB_XREF=gi:16270276 /DB_XREF=BB183739 /CLONE=A230109H16 /FEA=EST /CNT=11 /TID=Mm.101236.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1439048_at 2.7 0.5 A A 0.53 0.87 -2.4 NC 0.66 gb:BQ174746 /DB_XREF=gi:20350238 /DB_XREF=UI-M-DJ2-bwb-k-02-0-UI.s1 /CLONE=UI-M-DJ2-bwb-k-02-0-UI /FEA=EST /CNT=23 /TID=Mm.10151
MOE430_2_1439696_at 0.5 0.2 A A 0.82 0.99 -2.4 NC 0.97 gb:BB210596 /DB_XREF=gi:16352566 /DB_XREF=BB210596 /CLONE=A430098H04 /FEA=EST /CNT=7 /TID=Mm.132673.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439759_x_ 6.2 1.3 A A 0.36 0.63 -2.4 NC 0.62 gb:AV101767 /DB_XREF=gi:5249315 /DB_XREF=AV101767 /CLONE=2410078J06 /FEA=EST /CNT=7 /TID=Mm.45514.1 /TIER=ConsEnd /STK=7 /UG=Mm.
MOE430_2_1439883_at 21.3 4.1 A A 0.43 0.66 -2.4 NC 0.9 gb:AW049095 /DB_XREF=gi:5909624 /DB_XREF=UI-M-BH1-amt-f-02-0-UI.s1 /CLONE=UI-M-BH1-amt-f-02-0-UI /FEA=EST /CNT=8 /TID=Mm.103307.1 
MOE430_2_1440043_at 6.1 2.2 A A 0.6 0.82 -2.4 NC 0.65 gb:BB136541 /DB_XREF=gi:16266682 /DB_XREF=BB136541 /CLONE=9830134N18 /FEA=EST /CNT=6 /TID=Mm.138266.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440257_at 14.1 3.4 A A 0.24 0.72 -2.4 NC 0.98 gb:BG069935 /DB_XREF=gi:12552592 /DB_XREF=H3082G07-3 /CLONE=H3082G07 /FEA=EST /CNT=13 /TID=Mm.25863.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440662_at 25 3.2 P A 0.000244 0.46 -2.4 NC 0.98 gb:AV341509 /DB_XREF=gi:16396950 /DB_XREF=AV341509 /CLONE=6430521P21 /FEA=EST /CNT=5 /TID=Mm.114113.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440751_at 12.7 1.9 P A 0.04 0.33 -2.4 NC 0.65 gb:AI429212 /DB_XREF=gi:4275138 /DB_XREF=ml57b11.x1 /CLONE=IMAGE:516093 /FEA=EST /CNT=5 /TID=Mm.23537.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441160_at 9.9 1.1 P A 0.01 0.56 -2.4 NC 0.98 gb:BB480783 /DB_XREF=gi:16440721 /DB_XREF=BB480783 /CLONE=D330050G23 /FEA=EST /CNT=5 /TID=Mm.132509.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441271_at 19.6 2.9 A A 0.17 0.69 -2.4 NC 0.82 gb:C78231 /DB_XREF=gi:2518561 /DB_XREF=C78231 /CLONE=J0044G03 /FEA=EST /CNT=5 /TID=Mm.200239.1 /TIER=ConsEnd /STK=4 /UG=Mm.20023
MOE430_2_1441984_at 9.1 0.9 A A 0.56 0.94 -2.4 NC 0.6 gb:BB294262 /DB_XREF=gi:16401755 /DB_XREF=BB294262 /CLONE=B130025E01 /FEA=EST /CNT=10 /TID=Mm.213307.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442070_at 5.6 1.1 A A 0.19 0.63 -2.4 NC 0.72 gb:BB496038 /DB_XREF=gi:16441800 /DB_XREF=BB496038 /CLONE=D630001B22 /FEA=EST /CNT=8 /TID=Mm.209175.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442081_at 7.9 1.4 A A 0.39 0.82 -2.4 NC 0.5 gb:BB698640 /DB_XREF=gi:16047464 /DB_XREF=BB698640 /CLONE=7420404B13 /FEA=EST /CNT=7 /TID=Mm.161448.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442089_at 3.8 0.3 A A 0.36 0.69 -2.4 NC 0.5 gb:AI504513 /DB_XREF=gi:4402364 /DB_XREF=vo07d06.x1 /CLONE=IMAGE:1040747 /FEA=EST /CNT=6 /TID=Mm.45792.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442536_at 4 0.8 A A 0.46 0.95 -2.4 NC 0.84 gb:AV347067 /DB_XREF=gi:16397083 /DB_XREF=AV347067 /CLONE=6430590A07 /FEA=EST /CNT=4 /TID=Mm.39678.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442765_at 7.4 0.7 A A 0.3 0.75 -2.4 NC 0.68 gb:BE945088 /DB_XREF=gi:10522847 /DB_XREF=UI-M-BZ0-axj-g-04-0-UI.s1 /CLONE=UI-M-BZ0-axj-g-04-0-UI /FEA=EST /CNT=4 /TID=Mm.152170.1 
MOE430_2_1442822_at 4.4 0.3 A A 0.29 0.85 -2.4 NC 0.84 gb:BB202400 /DB_XREF=gi:16271705 /DB_XREF=BB202400 /CLONE=A430046A19 /FEA=EST /CNT=5 /TID=Mm.131154.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442829_at 13.1 1.1 A A 0.33 0.69 -2.4 NC 0.5 gb:BB128602 /DB_XREF=gi:16266133 /DB_XREF=BB128602 /CLONE=9630032D18 /FEA=EST /CNT=5 /TID=Mm.119442.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442923_at 1.2 0.4 A A 0.75 0.87 -2.4 NC 0.76 gb:AV240908 /DB_XREF=gi:15405180 /DB_XREF=AV240908 /CLONE=4732444I05 /FEA=EST /CNT=4 /TID=Mm.212686.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442975_at 14.2 1.7 A A 0.36 0.75 -2.4 NC 0.51 gb:BG066964 /DB_XREF=gi:12549533 /DB_XREF=H3049A08-3 /CLONE=H3049A08 /FEA=EST /CNT=3 /TID=Mm.25102.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443216_at 7.6 2 A A 0.06 0.72 -2.4 NC 0.76 gb:AV369290 /DB_XREF=gi:16397748 /DB_XREF=AV369290 /CLONE=9030018E13 /FEA=EST /CNT=3 /TID=Mm.181939.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443316_at 6.8 0.9 A A 0.11 0.69 -2.4 NC 0.58 gb:BM226452 /DB_XREF=gi:17788362 /DB_XREF=K0228C09-3 /CLONE=K0228C09 /FEA=EST /CNT=3 /TID=Mm.212055.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443748_x_ 4.5 0.6 A A 0.17 0.56 -2.4 NC 0.8 gb:BB252060 /DB_XREF=gi:8944806 /DB_XREF=BB252060 /CLONE=A730049H23 /FEA=EST /CNT=3 /TID=Mm.165349.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1444037_at 6.4 1.2 A A 0.21 0.66 -2.4 NC 0.81 gb:BE981934 /DB_XREF=gi:10651565 /DB_XREF=UI-M-CG0p-bde-h-12-0-UI.s1 /CLONE=UI-M-CG0p-bde-h-12-0-UI /FEA=EST /CNT=6 /TID=Mm.1528
MOE430_2_1444398_at 9.1 1.7 A A 0.53 0.94 -2.4 NC 0.5 gb:C79053 /DB_XREF=gi:2519383 /DB_XREF=C79053 /CLONE=J0059F08 /FEA=EST /CNT=4 /TID=Mm.172747.1 /TIER=ConsEnd /STK=2 /UG=Mm.17274
MOE430_2_1444418_at 10.4 2.3 A A 0.11 0.35 -2.4 NC 0.5 gb:BM225081 /DB_XREF=gi:17786563 /DB_XREF=K0206A05-3 /CLONE=K0206A05 /FEA=EST /CNT=4 /TID=Mm.77752.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444426_at 4.9 1 A A 0.39 0.91 -2.4 NC 0.5 gb:BB327547 /DB_XREF=gi:16403764 /DB_XREF=BB327547 /CLONE=B430219C01 /FEA=EST /CNT=4 /TID=Mm.210195.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444677_at 12.2 1.6 A A 0.19 0.63 -2.4 NC 0.91 gb:C77673 /DB_XREF=gi:2518003 /DB_XREF=C77673 /CLONE=J0035H02 /FEA=EST /CNT=4 /TID=Mm.172118.1 /TIER=ConsEnd /STK=2 /UG=Mm.17211
MOE430_2_1444938_at 9.1 1.9 A A 0.19 0.53 -2.4 NC 0.87 gb:BG072014 /DB_XREF=gi:12554583 /DB_XREF=H3105G03-3 /CLONE=H3105G03 /FEA=EST /CNT=3 /TID=Mm.17879.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445063_at 14.1 1.4 A A 0.21 0.91 -2.4 NC 0.8 gb:C79034 /DB_XREF=gi:2519364 /DB_XREF=C79034 /CLONE=J0059D06 /FEA=EST /CNT=3 /TID=Mm.154738.1 /TIER=ConsEnd /STK=2 /UG=Mm.15473
MOE430_2_1445093_at 6.3 0.6 A A 0.63 0.9 -2.4 NC 0.7 gb:AU042506 /DB_XREF=gi:3956741 /DB_XREF=AU042506 /CLONE=J1021D09 /FEA=EST /CNT=3 /TID=Mm.17685.1 /TIER=ConsEnd /STK=2 /UG=Mm.17
MOE430_2_1445341_at 5.6 1.6 A A 0.21 0.39 -2.4 NC 0.23 gb:BG074147 /DB_XREF=gi:12556727 /DB_XREF=H3131E10-3 /CLONE=H3131E10 /FEA=EST /CNT=3 /TID=Mm.182701.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445342_at 5.1 0.7 A A 0.35 0.85 -2.4 NC 0.94 gb:AV338249 /DB_XREF=gi:16396652 /DB_XREF=AV338249 /CLONE=6430408D07 /FEA=EST /CNT=3 /TID=Mm.94035.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445365_at 4.3 0.4 A A 0.36 0.8 -2.4 NC 0.62 gb:BB323677 /DB_XREF=gi:16403470 /DB_XREF=BB323677 /CLONE=B430010L15 /FEA=EST /CNT=3 /TID=Mm.170811.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445396_at 4 0.5 A A 0.3 0.75 -2.4 NC 0.84 gb:BE994380 /DB_XREF=gi:10677561 /DB_XREF=UI-M-BZ1-bjm-e-09-0-UI.s1 /CLONE=UI-M-BZ1-bjm-e-09-0-UI /FEA=EST /CNT=3 /TID=Mm.204661.2
MOE430_2_1445640_at 14.3 3.2 A A 0.3 0.72 -2.4 NC 0.92 gb:AW610715 /DB_XREF=gi:7315386 /DB_XREF=up33a02.x1 /CLONE=IMAGE:2698730 /FEA=EST /CNT=3 /TID=Mm.157546.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445659_at 4.2 0.6 A A 0.36 0.6 -2.4 NC 0.88 gb:AI481875 /DB_XREF=gi:4375101 /DB_XREF=vj76c05.x1 /CLONE=IMAGE:934952 /FEA=EST /CNT=3 /TID=Mm.104217.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445971_at 4.3 0.9 A A 0.69 0.97 -2.4 NC 0.59 gb:BG075371 /DB_XREF=gi:12557940 /DB_XREF=H3146D12-3 /CLONE=H3146D12 /FEA=EST /CNT=2 /TID=Mm.182795.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446009_at 6.8 1.4 A A 0.53 0.78 -2.4 NC 0.68 gb:BG069117 /DB_XREF=gi:12551686 /DB_XREF=H3072H09-3 /CLONE=H3072H09 /FEA=EST /CNT=2 /TID=Mm.173775.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446389_at 9.9 2.7 A A 0.11 0.43 -2.4 NC 0.79 gb:AW553331 /DB_XREF=gi:7198754 /DB_XREF=L0225G01-3 /CLONE=L0225G01 /FEA=EST /CNT=2 /TID=Mm.182718.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446539_at 6.4 1 A A 0.56 0.72 -2.4 NC 0.44 gb:AW556790 /DB_XREF=gi:7202219 /DB_XREF=L0273D07-3 /CLONE=L0273D07 /FEA=EST /CNT=2 /TID=Mm.102943.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447005_at 7.3 2.2 A A 0.46 0.75 -2.4 NC 0.54 gb:BE991564 /DB_XREF=gi:10671436 /DB_XREF=UI-M-BZ1-bdw-f-07-0-UI.s1 /CLONE=UI-M-BZ1-bdw-f-07-0-UI /FEA=EST /CNT=2 /TID=Mm.152154.1
MOE430_2_1447078_at 5.7 0.9 A A 0.46 0.86 -2.4 NC 0.62 gb:C76110 /DB_XREF=gi:2516440 /DB_XREF=C76110 /CLONE=J0003F09 /FEA=EST /CNT=2 /TID=Mm.172568.1 /TIER=ConsEnd /STK=2 /UG=Mm.17256
MOE430_2_1447584_s_ 5.2 0.7 A A 0.21 0.75 -2.4 NC 0.8 gb:AI642973 /DB_XREF=gi:4721448 /DB_XREF=vd98a02.x1 /CLONE=IMAGE:808586 /FEA=EST /CNT=2 /TID=Mm.218730.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447588_x_ 6.7 0.4 A A 0.06 0.69 -2.4 NC 0.5 gb:BB557370 /DB_XREF=gi:9643736 /DB_XREF=BB557370 /CLONE=E330027O20 /FEA=EST /CNT=2 /TID=Mm.180068.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447719_at 7.1 2 A A 0.17 0.84 -2.4 NC 0.91 gb:AV014271 /DB_XREF=gi:4791263 /DB_XREF=AV014271 /CLONE=1110053P07 /FEA=EST /CNT=2 /TID=Mm.176434.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447758_x_ 9 2.3 A A 0.09 0.78 -2.4 NC 0.99 gb:BB420030 /DB_XREF=gi:9241385 /DB_XREF=BB420030 /CLONE=C530020D16 /FEA=EST /CNT=2 /TID=Mm.168194.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448576_at 1.5 0.5 A A 0.72 0.96 -2.4 NC 0.82 gb:AI573431 /DB_XREF=gi:4536805 /DB_XREF=mq08h06.x1 /CLONE=IMAGE:578171 /FEA=FLmRNA /CNT=109 /TID=Mm.389.1 /TIER=Stack /STK=13 /UG
MOE430_2_1449906_at 15.3 1.5 A A 0.17 0.69 -2.4 NC 0.75 gb:M72332.1 /DB_XREF=gi:193565 /GEN=GMP-140 /FEA=FLmRNA /CNT=13 /TID=Mm.3337.1 /TIER=FL /STK=4 /UG=Mm.3337 /LL=20344 /DEF=Mus mu
MOE430_2_1450169_at 6.9 1.3 A A 0.33 0.8 -2.4 NC 0.93 gb:NM_018760.1 /DB_XREF=gi:9055345 /GEN=Slc4a4 /FEA=FLmRNA /CNT=11 /TID=Mm.34747.1 /TIER=FL /STK=2 /UG=Mm.34747 /LL=54403 /DEF=Mus
MOE430_2_1450568_at 9.1 1.3 A A 0.3 0.5 -2.4 NC 0.5 gb:NM_008082.1 /DB_XREF=gi:6679932 /GEN=Galr1 /FEA=FLmRNA /CNT=1 /TID=Mm.6219.1 /TIER=FL /STK=1 /UG=Mm.6219 /LL=14427 /DEF=Mus mus
MOE430_2_1451800_at 5.8 0.9 A A 0.17 0.85 -2.4 NC 0.96 gb:BC027339.1 /DB_XREF=gi:20073166 /FEA=FLmRNA /CNT=12 /TID=Mm.219624.1 /TIER=FL /STK=1 /UG=Mm.219624 /DEF=Mus musculus, Similar to K
MOE430_2_1452479_at 5.4 0.6 A A 0.21 0.75 -2.4 NC 0.72 gb:BB309153 /DB_XREF=gi:16402478 /DB_XREF=BB309153 /CLONE=B230309F23 /FEA=mRNA /CNT=5 /TID=Mm.22891.3 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1452641_at 39.9 7.5 A A 0.08 0.3 -2.4 D 0.99 gb:BC028663.1 /DB_XREF=gi:20306597 /FEA=mRNA /CNT=10 /TID=Mm.148714.1 /TIER=ConsEnd /STK=0 /UG=Mm.148714 /DEF=Mus musculus, similar t
MOE430_2_1452965_at 22.1 4.2 A A 0.14 0.82 -2.4 D 0.99 gb:AK002981.1 /DB_XREF=gi:12833356 /FEA=mRNA /CNT=35 /TID=Mm.23642.1 /TIER=Stack /STK=17 /UG=Mm.23642 /LL=68423 /UG_GENE=0710001P1
MOE430_2_1453121_at 9.7 0.6 A A 0.27 0.85 -2.4 NC 0.95 gb:AK005842.1 /DB_XREF=gi:12838626 /FEA=mRNA /CNT=40 /TID=Mm.46149.1 /TIER=Stack /STK=32 /UG=Mm.46149 /LL=71840 /UG_GENE=1700010L1
MOE430_2_1453223_s_ 8.6 0.4 A A 0.21 0.87 -2.4 NC 0.71 gb:AK010743.1 /DB_XREF=gi:12846401 /FEA=mRNA /CNT=35 /TID=Mm.27857.1 /TIER=Stack /STK=11 /UG=Mm.27857 /LL=73703 /UG_GENE=2410088E0
MOE430_2_1453351_at 2.4 0.2 A A 0.53 0.99 -2.4 NC 0.94 gb:AK020409.1 /DB_XREF=gi:12863262 /FEA=mRNA /CNT=10 /TID=Mm.117009.1 /TIER=ConsEnd /STK=5 /UG=Mm.117009 /LL=77243 /UG_GENE=94300
MOE430_2_1453394_at 16.5 2.4 A A 0.06 0.5 -2.4 NC 0.69 gb:AK010524.1 /DB_XREF=gi:12846034 /FEA=mRNA /CNT=6 /TID=Mm.75890.1 /TIER=ConsEnd /STK=4 /UG=Mm.75890 /LL=69717 /UG_GENE=2410017I1
MOE430_2_1453545_at 18.1 2.5 P A 0.04 0.62 -2.4 NC 0.5 gb:AV301270 /DB_XREF=gi:6333784 /DB_XREF=AV301270 /CLONE=5730492I20 /FEA=mRNA /CNT=3 /TID=Mm.158416.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1453624_at 9.7 1.8 A A 0.43 0.75 -2.4 NC 0.6 gb:BB416409 /DB_XREF=gi:9237764 /DB_XREF=BB416409 /CLONE=C430046K18 /FEA=mRNA /CNT=5 /TID=Mm.171378.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453699_at 3.9 0.8 A A 0.39 0.8 -2.4 NC 0.73 gb:BB012325 /DB_XREF=gi:8135466 /DB_XREF=BB012325 /CLONE=4930448D08 /FEA=mRNA /CNT=3 /TID=Mm.159288.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453715_at 4.8 0.4 A A 0.19 0.8 -2.4 NC 0.83 gb:AK015921.1 /DB_XREF=gi:12854448 /FEA=mRNA /CNT=3 /TID=Mm.195733.1 /TIER=ConsEnd /STK=1 /UG=Mm.195733 /LL=75209 /UG_GENE=493052
MOE430_2_1453720_at 15.7 4.3 A A 0.14 0.5 -2.4 NC 0.77 gb:AK011693.1 /DB_XREF=gi:12847980 /FEA=mRNA /CNT=3 /TID=Mm.158307.1 /TIER=ConsEnd /STK=1 /UG=Mm.158307 /LL=69919 /UG_GENE=261003
MOE430_2_1453838_at 11.9 2.5 A A 0.14 0.63 -2.4 NC 0.8 gb:AK018831.1 /DB_XREF=gi:12858771 /FEA=mRNA /CNT=5 /TID=Mm.160083.1 /TIER=ConsEnd /STK=0 /UG=Mm.160083 /LL=78346 /UG_GENE=170000
MOE430_2_1453839_a_ 328.9 68.2 P P 0.000244 0.008057 -2.4 D 0.99 gb:AK004672.1 /DB_XREF=gi:12836012 /FEA=mRNA /CNT=4 /TID=Mm.30950.2 /TIER=ConsEnd /STK=0 /UG=Mm.30950 /LL=74116 /UG_GENE=1200009H
MOE430_2_1453884_at 4.5 0.7 A A 0.19 0.87 -2.4 NC 0.95 gb:AK015052.1 /DB_XREF=gi:12853243 /FEA=mRNA /CNT=3 /TID=Mm.50374.1 /TIER=ConsEnd /STK=2 /UG=Mm.50374 /LL=75775 /UG_GENE=4930402K
MOE430_2_1454054_at 7.3 0.9 A A 0.36 0.82 -2.4 NC 0.66 gb:AK015488.1 /DB_XREF=gi:12853851 /FEA=mRNA /CNT=1 /TID=Mm.159300.1 /TIER=ConsEnd /STK=0 /UG=Mm.159300 /LL=74690 /UG_GENE=493045
MOE430_2_1454179_at 7.4 1.7 A A 0.46 0.78 -2.4 NC 0.86 gb:AK015628.1 /DB_XREF=gi:12854033 /FEA=mRNA /CNT=1 /TID=Mm.159404.3 /TIER=ConsEnd /STK=0 /UG=Mm.159404 /LL=71033 /UG_GENE=493340
MOE430_2_1454363_at 2.2 0.5 A A 0.56 0.98 -2.4 NC 0.99 gb:AK020529.1 /DB_XREF=gi:12861138 /FEA=mRNA /CNT=2 /TID=Mm.159917.1 /TIER=ConsEnd /STK=0 /UG=Mm.159917 /LL=77426 /UG_GENE=943009
MOE430_2_1454374_at 3.2 0.7 A A 0.29 0.78 -2.4 NC 0.6 gb:AA274069 /DB_XREF=gi:1913283 /DB_XREF=vb93g10.r1 /CLONE=IMAGE:764610 /FEA=mRNA /CNT=2 /TID=Mm.158121.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1454382_at 13.2 1.1 A A 0.06 0.46 -2.4 NC 0.82 gb:BB626348 /DB_XREF=gi:16464362 /DB_XREF=BB626348 /CLONE=9330177I17 /FEA=mRNA /CNT=2 /TID=Mm.158888.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454399_at 2.9 0.5 A A 0.39 0.91 -2.4 NC 0.86 gb:AK008065.1 /DB_XREF=gi:12842017 /FEA=mRNA /CNT=1 /TID=Mm.158781.1 /TIER=ConsEnd /STK=0 /UG=Mm.158781 /LL=72059 /UG_GENE=201000
MOE430_2_1454568_at 3.9 0.5 A A 0.56 0.87 -2.4 NC 0.54 gb:AK020077.1 /DB_XREF=gi:12860546 /FEA=mRNA /CNT=1 /TID=Mm.159979.1 /TIER=ConsEnd /STK=0 /UG=Mm.159979 /LL=77724 /UG_GENE=603046
MOE430_2_1455225_at 7.5 1.6 A A 0.69 0.78 -2.4 NC 0.81 gb:AV237615 /DB_XREF=gi:15405128 /DB_XREF=AV237615 /CLONE=4732422E11 /FEA=EST /CNT=21 /TID=Mm.71747.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1455408_at 6.3 0.9 A A 0.24 0.39 -2.4 NC 0.81 gb:BB006656 /DB_XREF=gi:15390106 /DB_XREF=BB006656 /CLONE=4732472I07 /FEA=EST /CNT=17 /TID=Mm.24880.1 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1455747_at 4.9 0.8 A A 0.69 0.99 -2.4 NC 0.93 gb:BB010646 /DB_XREF=gi:15403265 /DB_XREF=BB010646 /CLONE=4732496L20 /FEA=EST /CNT=12 /TID=Mm.18263.2 /TIER=Stack /STK=8 /UG=Mm.1
MOE430_2_1456123_at 4.7 0.7 A A 0.12 0.85 -2.4 NC 0.86 gb:BB498095 /DB_XREF=gi:16442030 /DB_XREF=BB498095 /CLONE=D630012A01 /FEA=EST /CNT=18 /TID=Mm.200283.1 /TIER=Stack /STK=15 /UG=M
MOE430_2_1457180_at 9.7 1.5 A A 0.36 0.75 -2.4 NC 0.74 gb:BM238597 /DB_XREF=gi:17873867 /DB_XREF=K0520C06-3 /CLONE=K0520C06 /FEA=EST /CNT=5 /TID=Mm.217326.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457245_at 8.1 0.6 A A 0.29 0.95 -2.4 NC 0.92 gb:AW988060 /DB_XREF=gi:8183113 /DB_XREF=uf91h05.y1 /CLONE=IMAGE:1529529 /FEA=EST /CNT=5 /TID=Mm.86271.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1457532_at 11.6 2.5 P A 0.008057 0.68 -2.4 NC 0.99 gb:BB485233 /DB_XREF=gi:16441244 /DB_XREF=BB485233 /CLONE=D430030J04 /FEA=EST /CNT=4 /TID=Mm.138469.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457748_at 6.4 1.5 A A 0.06 0.56 -2.4 NC 0.84 gb:BB102105 /DB_XREF=gi:16261373 /DB_XREF=BB102105 /CLONE=9430080G14 /FEA=EST /CNT=6 /TID=Mm.30650.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457802_at 7.6 0.4 A A 0.46 0.8 -2.4 NC 0.46 gb:AW545180 /DB_XREF=gi:7187513 /DB_XREF=C0189E12-3 /CLONE=C0189E12 /FEA=EST /CNT=5 /TID=Mm.102779.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1457846_at 5.9 0.8 A A 0.52 0.98 -2.4 NC 0.98 gb:BF147747 /DB_XREF=gi:11029142 /DB_XREF=us40f08.x1 /CLONE=IMAGE:3169575 /FEA=EST /CNT=5 /TID=Mm.151940.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1457908_at 3.5 1 A A 0.33 0.39 -2.4 NC 0.5 gb:BB355918 /DB_XREF=gi:15411619 /DB_XREF=BB355918 /CLONE=C030010P18 /FEA=EST /CNT=4 /TID=Mm.209438.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458020_at 4 0.9 A A 0.33 0.56 -2.4 NC 0.5 gb:BB386261 /DB_XREF=gi:16408421 /DB_XREF=BB386261 /CLONE=C230045I03 /FEA=EST /CNT=4 /TID=Mm.210033.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458076_at 5.4 1.2 A A 0.12 0.63 -2.4 NC 0.81 gb:AV322844 /DB_XREF=gi:15406222 /DB_XREF=AV322844 /CLONE=6230403F21 /FEA=EST /CNT=3 /TID=Mm.122853.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458426_at 11 0.6 A A 0.11 0.85 -2.4 NC 0.93 gb:BM941075 /DB_XREF=gi:19400227 /DB_XREF=UI-M-BZ1-bja-h-07-0-UI.r1 /CLONE=UI-M-BZ1-bja-h-07-0-UI /FEA=EST /CNT=6 /TID=Mm.154096.1 
MOE430_2_1458705_at 7.8 1.8 P A 0.03 0.56 -2.4 NC 0.66 gb:BB327733 /DB_XREF=gi:16403781 /DB_XREF=BB327733 /CLONE=B430301I23 /FEA=EST /CNT=4 /TID=Mm.63903.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458737_at 2.8 0.5 A A 0.56 0.99 -2.4 NC 0.94 gb:BG065841 /DB_XREF=gi:12548404 /DB_XREF=H3035H02-3 /CLONE=H3035H02 /FEA=EST /CNT=3 /TID=Mm.172617.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458754_at 6.8 1.2 A A 0.39 0.85 -2.4 NC 0.5 gb:BG069382 /DB_XREF=gi:12552039 /DB_XREF=H3076G03-3 /CLONE=H3076G03 /FEA=EST /CNT=3 /TID=Mm.173406.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458916_at 7.8 1.4 A A 0.21 0.9 -2.4 NC 0.92 gb:BB152956 /DB_XREF=gi:16268056 /DB_XREF=BB152956 /CLONE=A130009N08 /FEA=EST /CNT=3 /TID=Mm.212358.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458944_at 6.2 0.3 A A 0.36 0.69 -2.4 NC 0.5 gb:AV269323 /DB_XREF=gi:16389746 /DB_XREF=AV269323 /CLONE=4930542D16 /FEA=EST /CNT=3 /TID=Mm.60856.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459193_at 5 0.5 A A 0.19 0.53 -2.4 NC 0.75 gb:BG075086 /DB_XREF=gi:12557655 /DB_XREF=H3143B06-3 /CLONE=H3143B06 /FEA=EST /CNT=2 /TID=Mm.197283.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459196_at 5.9 1.1 A A 0.36 0.85 -2.4 NC 0.95 gb:BM240017 /DB_XREF=gi:17875287 /DB_XREF=K0545A02-3 /CLONE=K0545A02 /FEA=EST /CNT=2 /TID=Mm.215865.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459273_at 9 0.6 A A 0.43 0.56 -2.4 NC 0.37 gb:BB094049 /DB_XREF=gi:15407812 /DB_XREF=BB094049 /CLONE=9430044P18 /FEA=EST /CNT=2 /TID=Mm.213404.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459438_at 5.8 1.1 A A 0.33 0.66 -2.4 NC 0.5 gb:BB190198 /DB_XREF=gi:16270711 /DB_XREF=BB190198 /CLONE=A330058P22 /FEA=EST /CNT=2 /TID=Mm.207761.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459603_at 9.7 2.3 A A 0.3 0.53 -2.4 NC 0.58 gb:BG072196 /DB_XREF=gi:12554765 /DB_XREF=H3107H03-3 /CLONE=H3107H03 /FEA=EST /CNT=2 /TID=Mm.173917.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459664_at 6.8 0.6 A A 0.66 0.87 -2.4 NC 0.92 gb:BB741856 /DB_XREF=gi:16144861 /DB_XREF=BB741856 /CLONE=F520004I09 /FEA=EST /CNT=2 /TID=Mm.99983.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459744_at 5.8 1.2 A A 0.66 0.63 -2.4 NC 0.39 gb:BB804123 /DB_XREF=gi:16976752 /DB_XREF=BB804123 /CLONE=G630062D21 /FEA=EST /CNT=2 /TID=Mm.213590.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459816_x_ 25.6 5.5 A A 0.24 0.21 -2.4 NC 0.02 gb:BB060663 /DB_XREF=gi:8467811 /DB_XREF=BB060663 /CLONE=7420452G14 /FEA=EST /CNT=2 /TID=Mm.69144.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459878_a_ 8.2 1.7 A A 0.21 0.77 -2.4 NC 0.76 gb:AI195854 /DB_XREF=gi:3748460 /DB_XREF=ui51e03.x1 /CLONE=IMAGE:1885948 /FEA=EST /CNT=14 /TID=Mm.26707.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1459943_at 5.8 0.7 A A 0.06 0.69 -2.4 NC 0.7 gb:BB151309 /DB_XREF=gi:16267930 /DB_XREF=BB151309 /CLONE=A030012G06 /FEA=EST /CNT=2 /TID=Mm.131709.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460081_at 4 0.9 A A 0.39 0.8 -2.4 NC 0.72 gb:AI854420 /DB_XREF=gi:5498326 /DB_XREF=UI-M-BH0-ait-b-06-0-UI.s1 /CLONE=UI-M-BH0-ait-b-06-0-UI /FEA=EST /CNT=6 /TID=Mm.41354.1 /TI
MOE430_2_1460142_at 11.9 3.7 P A 0.01 0.39 -2.4 NC 0.76 gb:BG066861 /DB_XREF=gi:12549430 /DB_XREF=H3047G10-3 /CLONE=H3047G10 /FEA=EST /CNT=3 /TID=Mm.155209.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1416063_x_ 2.3 0.4 A A 0.53 0.88 -2.5 NC 0.8 gb:NM_023289.1 /DB_XREF=gi:12963618 /GEN=Ceacam11 /FEA=FLmRNA /CNT=145 /TID=Mm.36666.1 /TIER=FL+Stack /STK=137 /UG=Mm.36666 /LL=6
MOE430_2_1417375_at 14.4 1.8 A A 0.6 0.93 -2.5 NC 0.85 gb:AW491660 /DB_XREF=gi:7061941 /DB_XREF=UI-M-BH3-atq-g-11-0-UI.s1 /CLONE=UI-M-BH3-atq-g-11-0-UI /FEA=FLmRNA /CNT=202 /TID=Mm.11
MOE430_2_1417973_at 15.4 2.7 A A 0.46 0.87 -2.5 NC 0.94 gb:NM_008406.1 /DB_XREF=gi:6680493 /GEN=Itih1 /FEA=FLmRNA /CNT=76 /TID=Mm.3227.1 /TIER=FL+Stack /STK=32 /UG=Mm.3227 /LL=16424 /DEF=
MOE430_2_1419436_at 5.6 0.6 A A 0.43 0.68 -2.5 NC 0.92 gb:NM_015780.1 /DB_XREF=gi:7656968 /GEN=AI194696 /FEA=FLmRNA /CNT=15 /TID=Mm.220362.1 /TIER=FL+Stack /STK=10 /UG=Mm.220362 /LL=507
MOE430_2_1420515_a_ 3.8 0.6 A A 0.55 0.96 -2.5 NC 0.5 gb:NM_021319.1 /DB_XREF=gi:10946623 /GEN=Pglyrpl-pending /FEA=FLmRNA /CNT=29 /TID=Mm.86752.1 /TIER=FL /STK=4 /UG=Mm.86752 /LL=57757 
MOE430_2_1421112_at 5.9 0.5 A A 0.62 0.9 -2.5 NC 0.5 gb:NM_010919.1 /DB_XREF=gi:6754859 /GEN=Nkx2-2 /FEA=FLmRNA /CNT=20 /TID=Mm.4701.1 /TIER=FL /STK=2 /UG=Mm.4701 /LL=18088 /DEF=Mus m
MOE430_2_1421214_at 6.8 0.8 A A 0.09 0.66 -2.5 NC 0.63 gb:BE287856 /DB_XREF=gi:9167148 /DB_XREF=601098675F1 /CLONE=IMAGE:3497106 /FEA=FLmRNA /CNT=15 /TID=Mm.8396.1 /TIER=ConsEnd /STK=
MOE430_2_1421320_a_ 7.7 1.7 A A 0.56 0.82 -2.5 NC 0.6 gb:NM_029128.1 /DB_XREF=gi:19882226 /GEN=AI648807 /FEA=FLmRNA /CNT=9 /TID=Mm.63425.1 /TIER=FL /STK=2 /UG=Mm.63425 /LL=106248 /DEF=
MOE430_2_1421547_at 9.7 1.4 A A 0.43 0.82 -2.5 NC 0.53 gb:NM_008533.1 /DB_XREF=gi:6678753 /GEN=Ly78 /FEA=FLmRNA /CNT=4 /TID=Mm.3300.1 /TIER=FL /STK=2 /UG=Mm.3300 /LL=17079 /DEF=Mus mus
MOE430_2_1421692_at 12.8 1.3 P A 0.03 0.46 -2.5 NC 0.78 gb:NM_009782.2 /DB_XREF=gi:18490975 /GEN=Cacna1e /FEA=FLmRNA /CNT=2 /TID=MmAffx.1.1 /TIER=FL /STK=2 /NOTE=sequence(s) not in UniGene 
MOE430_2_1422088_at 6.2 0.8 A A 0.3 0.9 -2.5 NC 0.5 gb:BI687857 /DB_XREF=gi:15650485 /DB_XREF=603314188F1 /CLONE=IMAGE:5354349 /FEA=FLmRNA /CNT=11 /TID=Mm.1055.1 /TIER=ConsEnd /STK=
MOE430_2_1422164_at 8.1 2.8 A A 0.53 0.88 -2.5 NC 0.55 gb:NM_008901.1 /DB_XREF=gi:6679426 /GEN=Pou3f4 /FEA=FLmRNA /CNT=6 /TID=Mm.56946.1 /TIER=FL /STK=1 /UG=Mm.56946 /LL=18994 /DEF=Mus 
MOE430_2_1422269_at 8.1 2.1 A A 0.14 0.72 -2.5 NC 0.92 gb:NM_020287.1 /DB_XREF=gi:9938005 /GEN=Insm2-pending /FEA=FLmRNA /CNT=2 /TID=Mm.103710.1 /TIER=FL /STK=1 /UG=Mm.103710 /LL=56856 /
MOE430_2_1422405_at 5.3 1.3 A A 0.53 0.9 -2.5 NC 0.99 gb:NM_008200.1 /DB_XREF=gi:7110618 /GEN=H2-D4 /FEA=FLmRNA /CNT=1 /TID=Mm.30377.1 /TIER=FL /STK=1 /UG=Mm.30377 /LL=14967 /DEF=Mus 
MOE430_2_1423179_at 5.9 2 A A 0.33 0.66 -2.5 NC 0.55 gb:BB324482 /DB_XREF=gi:16403514 /DB_XREF=BB324482 /CLONE=B430109A15 /FEA=FLmRNA /CNT=160 /TID=Mm.54162.1 /TIER=Stack /STK=33 /U
MOE430_2_1423487_at 8 0.1 A A 0.11 0.33 -2.5 NC 0.83 gb:BB775592 /DB_XREF=gi:16936272 /DB_XREF=BB775592 /CLONE=G430026D23 /FEA=FLmRNA /CNT=195 /TID=Mm.21149.1 /TIER=ConsEnd /STK=6 /
MOE430_2_1424944_at 3.4 0.8 A A 0.5 0.52 -2.5 NC 0.5 gb:BC024853.1 /DB_XREF=gi:19353438 /FEA=FLmRNA /CNT=13 /TID=Mm.41456.2 /TIER=FL+Stack /STK=11 /UG=Mm.41456 /LL=18545 /UG_GENE=Pcp
MOE430_2_1425005_at 2.7 0.2 A A 0.36 0.87 -2.5 NC 0.93 gb:AF106008.1 /DB_XREF=gi:5114109 /FEA=FLmRNA /CNT=19 /TID=Mm.56899.2 /TIER=FL+Stack /STK=9 /UG=Mm.56899 /LL=16641 /UG_GENE=Klrc1 /
MOE430_2_1425324_x_ 6.8 0.7 A A 0.19 0.72 -2.5 NC 0.5 gb:AF466769.1 /DB_XREF=gi:18568339 /FEA=FLmRNA /CNT=8 /TID=Mm.196085.2 /TIER=FL /STK=3 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /DEF
MOE430_2_1425863_a_ 6 0.6 A A 0.11 0.82 -2.5 NC 0.9 gb:AF295638.1 /DB_XREF=gi:10567792 /FEA=FLmRNA /CNT=4 /TID=Mm.4715.3 /TIER=FL /STK=1 /UG=Mm.4715 /LL=19277 /UG_GENE=Ptpro /DEF=Mu
MOE430_2_1425867_at 9.2 1.4 A A 0.33 0.82 -2.5 NC 0.5 gb:BC021387.1 /DB_XREF=gi:18203999 /FEA=FLmRNA /CNT=3 /TID=Mm.25530.1 /TIER=FL /STK=1 /UG=Mm.25530 /DEF=Mus musculus, Similar to pleck
MOE430_2_1426294_at 1.7 0.2 A A 0.56 0.96 -2.5 NC 0.94 gb:AF098460.1 /DB_XREF=gi:4218975 /FEA=FLmRNA /CNT=40 /TID=Mm.42207.2 /TIER=FL+Stack /STK=11 /UG=Mm.42207 /LL=12950 /UG_GENE=Crtl1 
MOE430_2_1426601_at 18.3 3.8 A A 0.5 0.8 -2.5 NC 0.5 gb:AV376428 /DB_XREF=gi:16398073 /DB_XREF=AV376428 /CLONE=9130209C10 /FEA=FLmRNA /CNT=97 /TID=Mm.204968.1 /TIER=Stack /STK=10 /U
MOE430_2_1427115_at 4.5 0.8 A A 0.14 0.91 -2.5 NC 0.91 gb:M74753.1 /DB_XREF=gi:200007 /FEA=mRNA /CNT=25 /TID=Mm.2780.1 /TIER=Stack /STK=16 /UG=Mm.2780 /LL=17883 /UG_GENE=Myh3 /UG_TITLE=
MOE430_2_1427249_x_ 6 0.5 A A 0.53 0.95 -2.5 NC 0.99 gb:AW112849 /DB_XREF=gi:6825562 /DB_XREF=MC1167 /CLONE=MC1167 /FEA=mRNA /CNT=34 /TID=Mm.197537.1 /TIER=Stack /STK=26 /UG=Mm.197
MOE430_2_1427399_a_ 8.8 3 A A 0.12 0.43 -2.5 NC 0.77 gb:AJ305317.1 /DB_XREF=gi:13561070 /GEN=nxf-a1 /FEA=mRNA /CNT=5 /TID=Mm.103373.1 /TIER=ConsEnd /STK=2 /UG=Mm.103373 /LL=170722 /DE
MOE430_2_1427676_a_ 3.5 0.6 A A 0.6 0.78 -2.5 NC 0.73 gb:X66118.1 /DB_XREF=gi:312492 /FEA=mRNA /CNT=1 /TID=Mm.5134.1 /TIER=ConsEnd /STK=0 /UG=Mm.5134 /LL=14805 /UG_GENE=Grik1 /UG_TITLE
MOE430_2_1427706_a_ 10.4 3.5 A A 0.43 0.56 -2.5 NC 0.06 gb:Z36234.1 /DB_XREF=gi:557251 /FEA=mRNA /CNT=1 /TID=Mm.1374.3 /TIER=ConsEnd /STK=0 /UG=Mm.1374 /LL=20612 /UG_GENE=Sn /DEF=M.musc
MOE430_2_1427802_a_ 6.2 1 A A 0.19 0.82 -2.5 NC 0.78 gb:M30171.1 /DB_XREF=gi:201671 /FEA=mRNA /CNT=2 /TID=Mm.1289.5 /TIER=ConsEnd /STK=0 /UG=Mm.1289 /LL=21638 /UG_GENE=Tcrg-V4 /UG_TIT
MOE430_2_1427853_a_ 18.9 2.7 A A 0.12 0.53 -2.5 NC 0.5 gb:AF047377.1 /DB_XREF=gi:4105491 /GEN=Hsp25 /FEA=mRNA /CNT=1 /TID=Mm.13849.5 /TIER=ConsEnd /STK=0 /UG=Mm.13849 /LL=15507 /DEF=Mu
MOE430_2_1428037_at 17.3 1.4 A A 0.06 0.46 -2.5 NC 0.59 gb:AY055122.1 /DB_XREF=gi:20465180 /GEN=Otoa /FEA=mRNA /CNT=8 /TID=Mm.221073.1 /TIER=ConsEnd /STK=0 /UG=Mm.221073 /DEF=Mus musculu
MOE430_2_1429309_at 13.8 2.3 A A 0.27 0.66 -2.5 NC 0.55 gb:BF471654 /DB_XREF=gi:11540837 /DB_XREF=UI-M-BH3-avz-f-05-0-UI.r1 /CLONE=UI-M-BH3-avz-f-05-0-UI /FEA=mRNA /CNT=60 /TID=Mm.62101
MOE430_2_1429341_at 5.4 1.2 A A 0.14 0.66 -2.5 NC 0.8 gb:AV206479 /DB_XREF=gi:6147332 /DB_XREF=AV206479 /CLONE=1700086M19 /FEA=mRNA /CNT=38 /TID=Mm.141358.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1430008_x_ 4.2 0.4 A A 0.46 0.91 -2.5 NC 0.64 gb:AK005695.1 /DB_XREF=gi:12838405 /FEA=mRNA /CNT=6 /TID=Mm.87073.1 /TIER=ConsEnd /STK=5 /UG=Mm.87073 /LL=70365 /UG_GENE=1700007C
MOE430_2_1430063_at 11 1.6 A A 0.06 0.85 -2.5 NC 0.99 gb:AK016274.1 /DB_XREF=gi:12854942 /FEA=mRNA /CNT=10 /TID=Mm.29757.1 /TIER=ConsEnd /STK=4 /UG=Mm.29757 /LL=75861 /UG_GENE=4930571
MOE430_2_1430313_at 164.3 25.2 P P 0.000732 0.04 -2.5 D 0.99 gb:AK020115.1 /DB_XREF=gi:12860599 /FEA=mRNA /CNT=11 /TID=Mm.65340.1 /TIER=ConsEnd /STK=2 /UG=Mm.65340 /LL=77739 /UG_GENE=6720426
MOE430_2_1430739_at 7.9 1 A A 0.35 0.69 -2.5 NC 0.62 gb:AV261947 /DB_XREF=gi:6249870 /DB_XREF=AV261947 /CLONE=4930427C17 /FEA=mRNA /CNT=5 /TID=Mm.30842.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431169_at 7.1 0.6 A A 0.19 0.43 -2.5 NC 0.5 gb:BG803764 /DB_XREF=gi:17950673 /DB_XREF=0241-54 /FEA=mRNA /CNT=12 /TID=Mm.60519.1 /TIER=ConsEnd /STK=0 /UG=Mm.60519 /LL=75976 /
MOE430_2_1431549_at 15.8 2.9 A A 0.17 0.6 -2.5 NC 0.62 gb:AK016978.1 /DB_XREF=gi:12856002 /FEA=mRNA /CNT=2 /TID=Mm.79157.2 /TIER=ConsEnd /STK=1 /UG=Mm.79157 /LL=71257 /UG_GENE=4933429D
MOE430_2_1431575_at 15.2 1.2 A A 0.53 0.91 -2.5 NC 0.66 gb:AK016282.1 /DB_XREF=gi:12854952 /FEA=mRNA /CNT=2 /TID=Mm.109183.2 /TIER=ConsEnd /STK=1 /UG=Mm.109183 /LL=75863 /UG_GENE=493057
MOE430_2_1431636_at 12.1 1.7 A A 0.3 0.72 -2.5 NC 0.75 gb:BB016304 /DB_XREF=gi:8187378 /DB_XREF=BB016304 /CLONE=4930558K02 /FEA=mRNA /CNT=2 /TID=Mm.108728.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1432172_at 23.2 3.3 M A 0.05 0.36 -2.5 NC 0.97 gb:AK015956.1 /DB_XREF=gi:12854502 /FEA=mRNA /CNT=1 /TID=Mm.25695.1 /TIER=ConsEnd /STK=0 /UG=Mm.25695 /LL=75189 /UG_GENE=4930533K
MOE430_2_1432756_at 6.3 1.3 A A 0.36 0.72 -2.5 NC 0.5 gb:AK008877.1 /DB_XREF=gi:12843334 /FEA=mRNA /CNT=2 /TID=Mm.75577.1 /TIER=ConsEnd /STK=0 /UG=Mm.75577 /LL=72379 /UG_GENE=2210409O
MOE430_2_1432785_at 9.3 2.8 A A 0.11 0.5 -2.5 NC 0.91 gb:AK020901.1 /DB_XREF=gi:12861629 /FEA=mRNA /CNT=2 /TID=Mm.159998.1 /TIER=ConsEnd /STK=0 /UG=Mm.159998 /LL=77820 /UG_GENE=A93002
MOE430_2_1433215_at 8.5 1.9 A A 0.6 0.88 -2.5 NC 0.5 gb:AK020434.1 /DB_XREF=gi:12861015 /FEA=mRNA /CNT=1 /TID=Mm.159884.1 /TIER=ConsEnd /STK=0 /UG=Mm.159884 /LL=77278 /UG_GENE=943002
MOE430_2_1433389_at 10.7 1.2 A A 0.23 0.8 -2.5 NC 0.95 gb:AK020714.1 /DB_XREF=gi:12861383 /FEA=mRNA /CNT=1 /TID=Mm.160020.1 /TIER=ConsEnd /STK=0 /UG=Mm.160020 /LL=77912 /UG_GENE=A23010
MOE430_2_1433406_at 11.2 1.4 A A 0.11 0.77 -2.5 NC 0.92 gb:AK006995.1 /DB_XREF=gi:12840334 /FEA=mRNA /CNT=1 /TID=Mm.159024.1 /TIER=ConsEnd /STK=0 /UG=Mm.159024 /LL=73520 /UG_GENE=170008
MOE430_2_1434008_at 5.6 1.1 A A 0.3 0.59 -2.5 NC 0.5 gb:BE993937 /DB_XREF=gi:10676658 /DB_XREF=UI-M-BZ1-bji-h-01-0-UI.s1 /CLONE=UI-M-BZ1-bji-h-01-0-UI /FEA=EST /CNT=52 /TID=Mm.32183.1 /
MOE430_2_1434164_s_ 4.3 0.5 A A 0.11 0.85 -2.5 NC 0.84 gb:BG082186 /DB_XREF=gi:12564754 /DB_XREF=H3073D09-5 /CLONE=H3073D09 /FEA=EST /CNT=62 /TID=Mm.25189.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1435275_at 10.9 1.1 A A 0.33 0.53 -2.5 NC 0.51 gb:AV013496 /DB_XREF=gi:4790488 /DB_XREF=AV013496 /CLONE=1110047O07 /FEA=EST /CNT=22 /TID=Mm.29625.1 /TIER=Stack /STK=18 /UG=Mm.
MOE430_2_1435424_x_ 2.7 0.4 A A 0.27 0.96 -2.5 NC 0.8 gb:BB392681 /DB_XREF=gi:9115645 /DB_XREF=BB392681 /CLONE=C230080C07 /FEA=EST /CNT=17 /TID=Mm.39176.1 /TIER=Stack /STK=17 /UG=Mm.
MOE430_2_1436005_at 20.7 7.4 A A 0.08 0.39 -2.5 NC 0.64 gb:BQ174136 /DB_XREF=gi:20349627 /DB_XREF=UI-M-DJ2-bvv-p-02-0-UI.s1 /CLONE=UI-M-DJ2-bvv-p-02-0-UI /FEA=EST /CNT=12 /TID=Mm.954.3 /
MOE430_2_1436084_at 11.8 2.3 A A 0.46 0.6 -2.5 NC 0.71 gb:BE947440 /DB_XREF=gi:10525164 /DB_XREF=UI-M-BH3-axb-b-11-0-UI.s1 /CLONE=UI-M-BH3-axb-b-11-0-UI /FEA=EST /CNT=21 /TID=Mm.41130.
MOE430_2_1436575_at 6.9 0.8 A A 0.43 0.9 -2.5 NC 0.6 gb:BQ174802 /DB_XREF=gi:20350294 /DB_XREF=UI-M-DJ2-bwb-h-01-0-UI.s1 /CLONE=UI-M-DJ2-bwb-h-01-0-UI /FEA=EST /CNT=13 /TID=Mm.37794
MOE430_2_1436686_at 2.7 0.4 A A 0.53 0.9 -2.5 NC 0.84 gb:AA165749 /DB_XREF=gi:1744275 /DB_XREF=mt74g06.r1 /CLONE=IMAGE:635674 /FEA=EST /CNT=8 /TID=Mm.3035.2 /TIER=Stack /STK=8 /UG=Mm.3
MOE430_2_1436698_x_ 6.2 1 A A 0.06 0.6 -2.5 NC 0.9 gb:AV167328 /DB_XREF=gi:5373765 /DB_XREF=AV167328 /CLONE=3110053I18 /FEA=EST /CNT=8 /TID=Mm.34379.2 /TIER=Stack /STK=8 /UG=Mm.343
MOE430_2_1436870_s_ 35.7 3.8 P A 0.001953 0.27 -2.5 D 0.99 gb:BG068103 /DB_XREF=gi:12550672 /DB_XREF=H3061G08-3 /CLONE=H3061G08 /FEA=EST /CNT=51 /TID=Mm.9705.1 /TIER=Stack /STK=41 /UG=Mm
MOE430_2_1437636_at 15.3 1.8 P A 0.01 0.6 -2.5 NC 0.83 gb:BB135602 /DB_XREF=gi:16266642 /DB_XREF=BB135602 /CLONE=9830128E13 /FEA=EST /CNT=33 /TID=Mm.28246.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437888_at 20.6 3.1 A A 0.09 0.66 -2.5 NC 0.81 gb:BG176150 /DB_XREF=gi:12682853 /DB_XREF=602337984F1 /CLONE=IMAGE:4460973 /FEA=EST /CNT=19 /TID=Mm.74611.1 /TIER=Stack /STK=13 /U
MOE430_2_1438068_at 3.4 0.6 A A 0.3 0.82 -2.5 NC 0.89 gb:BB251859 /DB_XREF=gi:8944605 /DB_XREF=BB251859 /CLONE=A730048G08 /FEA=EST /CNT=21 /TID=Mm.100454.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1438290_x_ 13.3 2.7 A A 0.5 0.43 -2.5 NC 0.5 gb:AV169310 /DB_XREF=gi:5375747 /DB_XREF=AV169310 /CLONE=3110083M07 /FEA=EST /CNT=13 /TID=Mm.24040.2 /TIER=Stack /STK=11 /UG=Mm.
MOE430_2_1438399_at 7.1 1 A A 0.53 0.8 -2.5 NC 0.5 gb:BB428358 /DB_XREF=gi:16423904 /DB_XREF=BB428358 /CLONE=C630016N15 /FEA=EST /CNT=57 /TID=Mm.74737.1 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1438628_x_ 5.6 0.4 A A 0.46 0.78 -2.5 NC 0.5 gb:BB559510 /DB_XREF=gi:9645876 /DB_XREF=BB559510 /CLONE=E330039D19 /FEA=EST /CNT=10 /TID=Mm.92049.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1439232_at 6.1 0.2 A A 0.33 0.9 -2.5 NC 0.6 gb:BB781460 /DB_XREF=gi:16942160 /DB_XREF=BB781460 /CLONE=G430073J09 /FEA=EST /CNT=9 /TID=Mm.41283.1 /TIER=Stack /STK=8 /UG=Mm.4
MOE430_2_1439396_x_ 15.2 1.6 P A 0.03 0.35 -2.5 NC 0.99 gb:BB503189 /DB_XREF=gi:9491983 /DB_XREF=BB503189 /CLONE=D630042E22 /FEA=EST /CNT=8 /TID=Mm.10669.3 /TIER=Stack /STK=8 /UG=Mm.10
MOE430_2_1439657_at 6 0.8 A A 0.56 0.94 -2.5 NC 0.6 gb:BB200698 /DB_XREF=gi:16271473 /DB_XREF=BB200698 /CLONE=A430027H14 /FEA=EST /CNT=8 /TID=Mm.122406.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1440785_at 8.6 2 A A 0.46 0.63 -2.5 NC 0.87 gb:BB144657 /DB_XREF=gi:8799594 /DB_XREF=BB144657 /CLONE=9930026H03 /FEA=EST /CNT=5 /TID=Mm.133294.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440830_at 12.6 0.9 A A 0.33 0.66 -2.5 NC 0.93 gb:AW547876 /DB_XREF=gi:7193294 /DB_XREF=L0027H04-3 /CLONE=L0027H04 /FEA=EST /CNT=38 /TID=Mm.38020.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441049_at 12.4 3 A A 0.24 0.72 -2.5 NC 0.53 gb:AV328356 /DB_XREF=gi:16395862 /DB_XREF=AV328356 /CLONE=6330441F13 /FEA=EST /CNT=6 /TID=Mm.91733.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441339_at 16 3.6 P A 0.001953 0.27 -2.5 NC 0.83 gb:BG230324 /DB_XREF=gi:12717828 /DB_XREF=mac31d06.x1 /CLONE=IMAGE:4001338 /FEA=EST /CNT=6 /TID=Mm.136715.1 /TIER=ConsEnd /STK=4 /
MOE430_2_1441361_at 4.2 0.6 A A 0.14 0.87 -2.5 NC 0.83 gb:BB336845 /DB_XREF=gi:16404201 /DB_XREF=BB336845 /CLONE=B930003D11 /FEA=EST /CNT=5 /TID=Mm.153039.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441508_at 6.9 1.1 A A 0.17 0.8 -2.5 NC 0.5 gb:BB280444 /DB_XREF=gi:16401256 /DB_XREF=BB280444 /CLONE=A930026H04 /FEA=EST /CNT=4 /TID=Mm.165951.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441573_at 11.5 0.9 A A 0.12 0.53 -2.5 NC 0.5 gb:BB297140 /DB_XREF=gi:16401957 /DB_XREF=BB297140 /CLONE=B130052K22 /FEA=EST /CNT=4 /TID=Mm.208924.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441805_at 7.3 0.9 A A 0.39 0.8 -2.5 NC 0.86 gb:BF020653 /DB_XREF=gi:10751985 /DB_XREF=ux22f09.x1 /CLONE=IMAGE:3472265 /FEA=EST /CNT=4 /TID=Mm.120496.1 /TIER=ConsEnd /STK=4 /UG
MOE430_2_1442040_at 7.9 1.8 A A 0.21 0.8 -2.5 NC 0.89 gb:AW060767 /DB_XREF=gi:6008518 /DB_XREF=UI-M-BH1-anu-d-09-0-UI.s1 /CLONE=UI-M-BH1-anu-d-09-0-UI /FEA=EST /CNT=8 /TID=Mm.40374.1 
MOE430_2_1442938_at 4.2 0.3 A A 0.33 0.9 -2.5 NC 0.92 gb:BG066579 /DB_XREF=gi:12549236 /DB_XREF=H3045F03-3 /CLONE=H3045F03 /FEA=EST /CNT=3 /TID=Mm.155610.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443182_at 15.2 2 A A 0.3 0.66 -2.5 NC 0.5 gb:BG075720 /DB_XREF=gi:12558289 /DB_XREF=H3150G11-3 /CLONE=H3150G11 /FEA=EST /CNT=3 /TID=Mm.182828.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443451_at 12.4 2.4 A A 0.36 0.53 -2.5 NC 0.75 gb:C76090 /DB_XREF=gi:2516420 /DB_XREF=C76090 /CLONE=J0003D10 /FEA=EST /CNT=3 /TID=Mm.172571.1 /TIER=ConsEnd /STK=3 /UG=Mm.17257
MOE430_2_1443492_at 9.2 1.2 A A 0.36 0.36 -2.5 NC 0.5 gb:AV356573 /DB_XREF=gi:16397381 /DB_XREF=AV356573 /CLONE=7330436H12 /FEA=EST /CNT=3 /TID=Mm.212892.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443686_at 13.9 2.9 A A 0.17 0.63 -2.5 NC 0.69 gb:BB734586 /DB_XREF=gi:16133736 /DB_XREF=BB734586 /CLONE=F420010L19 /FEA=EST /CNT=3 /TID=Mm.218251.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443739_at 5.7 0.7 A A 0.56 0.95 -2.5 NC 0.92 gb:BB160481 /DB_XREF=gi:8816421 /DB_XREF=BB160481 /CLONE=A130053H18 /FEA=EST /CNT=3 /TID=Mm.131486.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444091_a_ 10.2 1.3 A A 0.46 0.56 -2.5 NC 0.5 gb:BB048100 /DB_XREF=gi:16259467 /DB_XREF=BB048100 /CLONE=6430571L13 /FEA=EST /CNT=6 /TID=Mm.71039.2 /TIER=ConsEnd /STK=2 /UG=Mm



MOE430_2_1444495_at 5.2 0.3 A A 0.63 0.82 -2.5 NC 0.53 gb:AI585784 /DB_XREF=gi:4571681 /DB_XREF=vs06d12.x1 /CLONE=IMAGE:1137431 /FEA=EST /CNT=4 /TID=Mm.52282.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444890_at 7.5 2.4 A A 0.53 0.8 -2.5 NC 0.46 gb:BG073838 /DB_XREF=gi:12556407 /DB_XREF=H3127G02-3 /CLONE=H3127G02 /FEA=EST /CNT=3 /TID=Mm.182675.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445099_at 23.5 1.8 A A 0.08 0.6 -2.5 NC 0.5 gb:BB383493 /DB_XREF=gi:16408170 /DB_XREF=BB383493 /CLONE=C230028D24 /FEA=EST /CNT=3 /TID=Mm.40456.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445141_at 5.9 0.8 A A 0.5 0.87 -2.5 NC 0.81 gb:BB525754 /DB_XREF=gi:16444206 /DB_XREF=BB525754 /CLONE=D930029B08 /FEA=EST /CNT=3 /TID=Mm.216099.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445445_s_ 9.2 1.7 A A 0.14 0.43 -2.5 NC 0.81 gb:BB283614 /DB_XREF=gi:8984063 /DB_XREF=BB283614 /CLONE=A930102M21 /FEA=EST /CNT=3 /TID=Mm.208521.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445489_at 9.9 1.6 A A 0.36 0.69 -2.5 NC 0.49 gb:BB223379 /DB_XREF=gi:8891991 /DB_XREF=BB223379 /CLONE=A530081O15 /FEA=EST /CNT=3 /TID=Mm.164651.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445582_at 9.6 1.8 A A 0.33 0.75 -2.5 NC 0.5 gb:BF472603 /DB_XREF=gi:11541834 /DB_XREF=UI-M-BZ0-axj-f-09-0-UI.r1 /CLONE=UI-M-BZ0-axj-f-09-0-UI /FEA=EST /CNT=3 /TID=Mm.150191.1 /
MOE430_2_1445702_x_ 14.9 1.6 P A 0.02 0.36 -2.5 NC 0.93 gb:BB544029 /DB_XREF=gi:9615252 /DB_XREF=BB544029 /CLONE=E130214K17 /FEA=EST /CNT=3 /TID=Mm.202113.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445725_at 9.2 1 A A 0.69 0.9 -2.5 NC 0.66 gb:AW490499 /DB_XREF=gi:7060770 /DB_XREF=UI-M-BH3-ass-g-08-0-UI.s1 /CLONE=UI-M-BH3-ass-g-08-0-UI /FEA=EST /CNT=4 /TID=Mm.101803.1 
MOE430_2_1445749_at 0.6 0.2 A A 0.82 0.9 -2.5 NC 0.36 gb:AW552105 /DB_XREF=gi:7197528 /DB_XREF=L0208D03-3 /CLONE=L0208D03 /FEA=EST /CNT=3 /TID=Mm.105025.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445894_at 5.1 1.4 A A 0.17 0.43 -2.5 NC 0.5 gb:BE944618 /DB_XREF=gi:10522377 /DB_XREF=UI-M-BH3-avv-h-11-0-UI.s1 /CLONE=UI-M-BH3-avv-h-11-0-UI /FEA=EST /CNT=3 /TID=Mm.150161.
MOE430_2_1446350_at 7.2 1.1 A A 0.53 0.93 -2.5 NC 0.64 gb:BB431279 /DB_XREF=gi:16424152 /DB_XREF=BB431279 /CLONE=C630037J12 /FEA=EST /CNT=2 /TID=Mm.215931.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446361_at 11.2 1.2 A A 0.11 0.75 -2.5 NC 0.95 gb:BB088181 /DB_XREF=gi:16260968 /DB_XREF=BB088181 /CLONE=9430014M01 /FEA=EST /CNT=2 /TID=Mm.207396.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446714_x_ 3.5 0.6 A A 0.66 0.8 -2.5 NC 0.59 gb:BG072191 /DB_XREF=gi:12554760 /DB_XREF=H3107G09-3 /CLONE=H3107G09 /FEA=EST /CNT=2 /TID=Mm.217100.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446785_at 6.7 2 A A 0.17 0.63 -2.5 NC 0.76 gb:AW551197 /DB_XREF=gi:7196625 /DB_XREF=L0075B06-3 /CLONE=L0075B06 /FEA=EST /CNT=2 /TID=Mm.102949.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447093_at 6 0.7 A A 0.19 0.72 -2.5 NC 0.51 gb:BG068082 /DB_XREF=gi:12550651 /DB_XREF=H3061E09-3 /CLONE=H3061E09 /FEA=EST /CNT=2 /TID=Mm.173485.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447099_at 6.3 1.2 A A 0.19 0.82 -2.5 NC 0.86 gb:AW553607 /DB_XREF=gi:7199030 /DB_XREF=L0229D08-3 /CLONE=L0229D08 /FEA=EST /CNT=2 /TID=Mm.182728.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447188_at 7.7 1 A A 0.3 0.88 -2.5 NC 0.57 gb:AU016662 /DB_XREF=gi:3371666 /DB_XREF=AU016662 /CLONE=J0728A12 /FEA=EST /CNT=2 /TID=Mm.25999.1 /TIER=ConsEnd /STK=2 /UG=Mm.25
MOE430_2_1447467_at 10.2 1.2 A A 0.46 0.8 -2.5 NC 0.65 gb:AW123820 /DB_XREF=gi:6099350 /DB_XREF=UI-M-BH2.1-apm-g-04-0-UI.s1 /CLONE=UI-M-BH2.1-apm-g-04-0-UI /FEA=EST /CNT=2 /TID=Mm.4045
MOE430_2_1447744_s_ 20.2 2.6 P A 0.02 0.56 -2.5 NC 0.99 gb:AV040700 /DB_XREF=gi:4860365 /DB_XREF=AV040700 /CLONE=1700013F18 /FEA=EST /CNT=2 /TID=Mm.212997.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447866_x_ 3 0.4 A A 0.36 0.6 -2.5 NC 0.5 gb:AV097026 /DB_XREF=gi:5244574 /DB_XREF=AV097026 /CLONE=2410024G12 /FEA=EST /CNT=2 /TID=Mm.113942.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447893_x_ 8.3 1.5 A A 0.36 0.66 -2.5 NC 0.83 gb:BB168878 /DB_XREF=gi:8824819 /DB_XREF=BB168878 /CLONE=A230002G06 /FEA=EST /CNT=2 /TID=Mm.130718.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447998_at 6.2 0.4 M A 0.05 0.56 -2.5 NC 0.78 gb:BB160342 /DB_XREF=gi:16268549 /DB_XREF=BB160342 /CLONE=A130052K22 /FEA=EST /CNT=2 /TID=Mm.207568.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448768_at 5 0.9 A A 0.09 0.39 -2.5 NC 0.92 gb:U64572.1 /DB_XREF=gi:1546038 /GEN=Mog /FEA=FLmRNA /CNT=57 /TID=Mm.2596.1 /TIER=FL+Stack /STK=41 /UG=Mm.2596 /LL=17441 /DEF=Mus
MOE430_2_1449272_at 21 2.5 A A 0.46 0.88 -2.5 NC 0.63 gb:AY059393.1 /DB_XREF=gi:19068136 /GEN=Tsll1 /FEA=FLmRNA /CNT=56 /TID=Mm.39283.1 /TIER=FL /STK=6 /UG=Mm.39283 /LL=94332 /DEF=Mus m
MOE430_2_1449307_at 13.3 1.5 A A 0.19 0.39 -2.5 NC 0.6 gb:NM_028146.1 /DB_XREF=gi:13605925 /GEN=2810427I04Rik /FEA=FLmRNA /CNT=26 /TID=Mm.27925.1 /TIER=FL+Stack /STK=15 /UG=Mm.27925 /LL=
MOE430_2_1449581_at 10.6 2.7 A A 0.33 0.69 -2.5 NC 0.5 gb:NM_080595.1 /DB_XREF=gi:18079311 /GEN=Emu1-pending /FEA=FLmRNA /CNT=36 /TID=Mm.840.1 /TIER=FL /STK=6 /UG=Mm.840 /LL=140703 /DEF
MOE430_2_1449695_at 7.3 1.3 A A 0.14 0.8 -2.5 NC 0.55 gb:BB273287 /DB_XREF=gi:15410876 /DB_XREF=BB273287 /CLONE=A830082K12 /FEA=EST /CNT=1 /TID=Mm.57625.2 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1450133_at 1.5 0.4 A A 0.63 0.95 -2.5 NC 0.53 gb:NM_028094.1 /DB_XREF=gi:13386283 /GEN=2010321J07Rik /FEA=FLmRNA /CNT=22 /TID=Mm.26794.1 /TIER=FL /STK=2 /UG=Mm.26794 /LL=72094 /
MOE430_2_1450428_at 7.6 1.9 A A 0.53 0.78 -2.5 NC 0.5 gb:AV335209 /DB_XREF=gi:15406422 /DB_XREF=AV335209 /CLONE=6330569O10 /FEA=FLmRNA /CNT=61 /TID=Mm.4965.1 /TIER=Stack /STK=16 /UG=
MOE430_2_1451553_at 6.1 1.3 A A 0.53 0.88 -2.5 NC 0.63 gb:U60881.1 /DB_XREF=gi:1522688 /FEA=FLmRNA /CNT=14 /TID=Mm.2816.1 /TIER=FL+Stack /STK=10 /UG=Mm.2816 /LL=11875 /UG_GENE=Art5 /DEF
MOE430_2_1451811_at 14 1.3 A A 0.24 0.66 -2.5 NC 0.92 gb:AV091458 /DB_XREF=gi:5239006 /DB_XREF=AV091458 /CLONE=2310063A07 /FEA=FLmRNA /CNT=9 /TID=Mm.44726.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1451823_at 5.4 0.7 A A 0.3 0.69 -2.5 NC 0.5 gb:AY008277.1 /DB_XREF=gi:15822538 /FEA=FLmRNA /CNT=7 /TID=Mm.205462.1 /TIER=FL /STK=1 /UG=Mm.205462 /LL=229927 /UG_GENE=Clca4 /DE
MOE430_2_1452491_at 15.8 2.6 A A 0.14 0.6 -2.5 NC 0.95 gb:BC024427.1 /DB_XREF=gi:19353919 /FEA=mRNA /CNT=1 /TID=Mm.219540.1 /TIER=ConsEnd /STK=1 /UG=Mm.219540 /DEF=Mus musculus, clone IMA
MOE430_2_1452695_at 5 1.3 A A 0.39 0.78 -2.5 NC 0.83 gb:AK007684.1 /DB_XREF=gi:12841385 /FEA=mRNA /CNT=85 /TID=Mm.33692.1 /TIER=Stack /STK=78 /UG=Mm.33692 /LL=69187 /UG_GENE=1810033M0
MOE430_2_1453454_at 10.1 2 A A 0.27 0.46 -2.5 NC 0.21 gb:AK005901.1 /DB_XREF=gi:12838724 /FEA=mRNA /CNT=4 /TID=Mm.159742.1 /TIER=ConsEnd /STK=3 /UG=Mm.159742 /LL=76567 /UG_GENE=170001
MOE430_2_1453501_at 10.9 1.1 A A 0.3 0.72 -2.5 NC 0.88 gb:AK017686.1 /DB_XREF=gi:12857051 /GEN=Hoxb1 /FEA=mRNA /CNT=7 /TID=Mm.890.1 /TIER=ConsEnd /STK=2 /UG=Mm.890 /LL=15407 /UG_TITLE=h
MOE430_2_1453888_at 6 1.4 A A 0.08 0.56 -2.5 NC 0.83 gb:AK016705.1 /DB_XREF=gi:12855588 /FEA=mRNA /CNT=3 /TID=Mm.85041.1 /TIER=ConsEnd /STK=2 /UG=Mm.85041 /LL=71034 /UG_GENE=4933406O
MOE430_2_1453966_at 7 2.3 A A 0.43 0.82 -2.5 NC 0.83 gb:AW457695 /DB_XREF=gi:7027912 /DB_XREF=UI-M-BH3-ari-b-08-0-UI.s1 /CLONE=UI-M-BH3-ari-b-08-0-UI /FEA=mRNA /CNT=10 /TID=Mm.101096
MOE430_2_1454093_at 2.9 0.7 A A 0.6 0.85 -2.5 NC 0.83 gb:AK017086.1 /DB_XREF=gi:12856166 /FEA=mRNA /CNT=1 /TID=Mm.158657.1 /TIER=ConsEnd /STK=0 /UG=Mm.158657 /LL=71290 /UG_GENE=493343
MOE430_2_1455298_at 9.1 3.1 P A 0.02 0.16 -2.5 NC 0.5 gb:BB306828 /DB_XREF=gi:15411331 /DB_XREF=BB306828 /CLONE=B230209L14 /FEA=EST /CNT=21 /TID=Mm.28223.2 /TIER=Stack /STK=17 /UG=Mm
MOE430_2_1455863_at 1.3 0.3 A A 0.46 0.9 -2.5 NC 0.87 gb:AW215442 /DB_XREF=gi:6526118 /DB_XREF=up03h09.x1 /CLONE=IMAGE:2651009 /FEA=EST /CNT=36 /TID=Mm.19962.1 /TIER=Stack /STK=34 /UG=
MOE430_2_1456468_x_ 8.1 1 A A 0.46 0.72 -2.5 NC 0.51 gb:BB189996 /DB_XREF=gi:8850615 /DB_XREF=BB189996 /CLONE=A330058A15 /FEA=EST /CNT=10 /TID=Mm.57685.1 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456670_at 7.9 0.8 A A 0.5 0.72 -2.5 NC 0.75 gb:BB277721 /DB_XREF=gi:16401014 /DB_XREF=BB277721 /CLONE=A930007A09 /FEA=EST /CNT=10 /TID=Mm.132353.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1456796_at 14.2 4.2 A A 0.14 0.39 -2.5 NC 0.83 gb:BB238756 /DB_XREF=gi:16354970 /DB_XREF=BB238756 /CLONE=A630073K10 /FEA=EST /CNT=10 /TID=Mm.22910.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1457376_at 2.6 0.3 A A 0.66 0.75 -2.5 NC 0.55 gb:BM238390 /DB_XREF=gi:17873660 /DB_XREF=K0516H01-3 /CLONE=K0516H01 /FEA=EST /CNT=6 /TID=Mm.33596.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1457738_at 4.6 0.5 A A 0.43 0.96 -2.5 NC 0.7 gb:BB092414 /DB_XREF=gi:8675661 /DB_XREF=BB092414 /CLONE=9430036F10 /FEA=EST /CNT=6 /TID=Mm.200333.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457773_at 10.9 3.7 P A 0.02 0.6 -2.5 NC 0.89 gb:BB239651 /DB_XREF=gi:16355031 /DB_XREF=BB239651 /CLONE=A630078E16 /FEA=EST /CNT=5 /TID=Mm.32809.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457804_at 10.4 2.6 A A 0.43 0.91 -2.5 NC 0.5 gb:BB588463 /DB_XREF=gi:16449773 /DB_XREF=BB588463 /CLONE=A130004C18 /FEA=EST /CNT=5 /TID=Mm.184581.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458149_at 11 1.8 A A 0.17 0.63 -2.5 NC 0.26 gb:AV353171 /DB_XREF=gi:16397296 /DB_XREF=AV353171 /CLONE=7030422C13 /FEA=EST /CNT=3 /TID=Mm.190003.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458286_at 12.8 2.6 A A 0.19 0.5 -2.5 NC 0.5 gb:BB818604 /DB_XREF=gi:16991233 /DB_XREF=BB818604 /CLONE=G730045J19 /FEA=EST /CNT=3 /TID=Mm.214505.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458363_at 19.3 2.2 A A 0.12 0.63 -2.5 NC 0.88 gb:BB280716 /DB_XREF=gi:16401275 /DB_XREF=BB280716 /CLONE=A930027M10 /FEA=EST /CNT=19 /TID=Mm.121282.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459117_at 12.4 1.2 A A 0.08 0.6 -2.5 NC 0.72 gb:BG067131 /DB_XREF=gi:12549700 /DB_XREF=H3050H10-3 /CLONE=H3050H10 /FEA=EST /CNT=3 /TID=Mm.25373.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459212_at 13.7 4.1 A A 0.24 0.56 -2.5 NC 0.6 gb:BB304794 /DB_XREF=gi:16402125 /DB_XREF=BB304794 /CLONE=B230114J24 /FEA=EST /CNT=2 /TID=Mm.146741.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459283_at 13.7 3.2 A A 0.27 0.8 -2.5 NC 0.66 gb:BB208378 /DB_XREF=gi:16352333 /DB_XREF=BB208378 /CLONE=A430087O20 /FEA=EST /CNT=2 /TID=Mm.215583.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459295_at 6 0.2 A A 0.36 0.86 -2.5 NC 0.81 gb:BB524598 /DB_XREF=gi:16444009 /DB_XREF=BB524598 /CLONE=D930021A02 /FEA=EST /CNT=2 /TID=Mm.209728.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459491_at 8.4 1.9 A A 0.09 0.39 -2.5 NC 0.8 gb:BG070301 /DB_XREF=gi:12552870 /DB_XREF=H3085H03-3 /CLONE=H3085H03 /FEA=EST /CNT=2 /TID=Mm.155226.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459636_at 6.5 1.2 A A 0.21 0.75 -2.5 NC 0.9 gb:BB745769 /DB_XREF=gi:16148706 /DB_XREF=BB745769 /CLONE=F530010E22 /FEA=EST /CNT=2 /TID=Mm.213681.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459708_at 9 0.8 A A 0.43 0.8 -2.5 NC 0.68 gb:AW124039 /DB_XREF=gi:6099569 /DB_XREF=UI-M-BH2.1-apn-d-05-0-UI.s1 /CLONE=UI-M-BH2.1-apn-d-05-0-UI /FEA=EST /CNT=2 /TID=Mm.3779
MOE430_2_1460042_at 7.3 1.4 A A 0.21 0.6 -2.5 NC 0.75 gb:AV293965 /DB_XREF=gi:16392569 /DB_XREF=AV293965 /CLONE=5530401D16 /FEA=EST /CNT=6 /TID=Mm.68157.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1460497_a_ 5.7 1.1 A A 0.19 0.56 -2.5 NC 0.79 gb:AK006458.1 /DB_XREF=gi:12839569 /FEA=mRNA /CNT=6 /TID=Mm.87382.1 /TIER=ConsEnd /STK=0 /UG=Mm.87382 /LL=71089 /UG_GENE=4933413B
MOE430_2_1416697_at 7.5 1.1 A A 0.63 0.94 -2.6 NC 0.87 gb:NM_010074.1 /DB_XREF=gi:6753673 /GEN=Dpp4 /FEA=FLmRNA /CNT=157 /TID=Mm.1151.1 /TIER=FL+Stack /STK=73 /UG=Mm.1151 /LL=13482 /DEF
MOE430_2_1417943_at 9.4 1.4 A A 0.3 0.8 -2.6 NC 0.59 gb:BC016506.1 /DB_XREF=gi:16741358 /FEA=FLmRNA /CNT=62 /TID=Mm.39861.1 /TIER=FL+Stack /STK=33 /UG=Mm.39861 /LL=14706 /UG_GENE=Gng
MOE430_2_1418452_at 5.5 0.8 A A 0.46 0.96 -2.6 NC 0.86 gb:BB522409 /DB_XREF=gi:16443659 /DB_XREF=BB522409 /CLONE=D930007J17 /FEA=FLmRNA /CNT=72 /TID=Mm.46767.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1418713_at 8 1.1 A A 0.39 0.87 -2.6 NC 0.6 gb:NM_025273.1 /DB_XREF=gi:13384607 /GEN=Pcbd /FEA=FLmRNA /CNT=49 /TID=Mm.39473.1 /TIER=FL+Stack /STK=19 /UG=Mm.39473 /LL=13180 /D
MOE430_2_1418714_at 16.8 2.6 P A 0.01 0.56 -2.6 NC 0.97 gb:NM_008748.1 /DB_XREF=gi:6679155 /GEN=Nttp1 /FEA=FLmRNA /CNT=37 /TID=Mm.39725.1 /TIER=FL+Stack /STK=19 /UG=Mm.39725 /LL=18218 /DE
MOE430_2_1419014_at 4.9 1 A A 0.26 0.72 -2.6 NC 0.5 gb:NM_011269.1 /DB_XREF=gi:6755321 /GEN=Rhag /FEA=FLmRNA /CNT=30 /TID=Mm.12961.1 /TIER=FL+Stack /STK=15 /UG=Mm.12961 /LL=19743 /DE
MOE430_2_1419492_s_ 23.4 3 A A 0.19 0.82 -2.6 NC 0.75 gb:BC024380.1 /DB_XREF=gi:19353427 /FEA=FLmRNA /CNT=32 /TID=Mm.5341.1 /TIER=FL+Stack /STK=9 /UG=Mm.5341 /LL=13214 /UG_GENE=Defb1 /
MOE430_2_1419789_at 17.4 3.5 A A 0.24 0.56 -2.6 NC 0.5 gb:AI605509 /DB_XREF=gi:4614676 /DB_XREF=vo28f05.x1 /CLONE=IMAGE:1051233 /FEA=EST /CNT=3 /TID=Mm.1939.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419907_s_ 6 1.2 A A 0.17 0.52 -2.6 NC 0.5 gb:BB219290 /DB_XREF=gi:16353390 /DB_XREF=BB219290 /CLONE=A530053O13 /FEA=EST /CNT=1 /TID=Mm.219864.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1420049_at 5 0.5 A A 0.5 0.96 -2.6 NC 0.95 gb:C78859 /DB_XREF=gi:2519189 /DB_XREF=C78859 /CLONE=J0056E01 /FEA=EST /CNT=1 /TID=Mm.5761.1 /TIER=ConsEnd /STK=0 /UG=Mm.5761 /LL
MOE430_2_1420591_at 12 3 A A 0.24 0.46 -2.6 NC 0.5 gb:NM_030720.1 /DB_XREF=gi:13507671 /GEN=Gpr84 /FEA=FLmRNA /CNT=6 /TID=Mm.160369.1 /TIER=FL /STK=4 /UG=Mm.160369 /LL=80910 /DEF=M
MOE430_2_1421444_at 7 0.9 A A 0.6 0.87 -2.6 NC 0.4 gb:NM_008829.1 /DB_XREF=gi:6679294 /GEN=Pgr /FEA=FLmRNA /CNT=9 /TID=Mm.12798.1 /TIER=FL /STK=2 /UG=Mm.12798 /LL=18667 /DEF=Mus mu
MOE430_2_1421601_at 7.5 1.5 A A 0.6 0.63 -2.6 NC 0.5 gb:NM_133256.1 /DB_XREF=gi:18921209 /GEN=Gsh2 /FEA=FLmRNA /CNT=4 /TID=Mm.218752.1 /TIER=FL /STK=2 /UG=Mm.218752 /LL=14843 /DEF=Mu
MOE430_2_1421634_at 8.1 0.8 M A 0.05 0.63 -2.6 NC 0.79 gb:NM_130890.1 /DB_XREF=gi:18700033 /GEN=Capn8 /FEA=FLmRNA /CNT=3 /TID=Mm.196690.1 /TIER=FL /STK=2 /UG=Mm.196690 /LL=170725 /DEF=
MOE430_2_1421652_at 5.6 0.9 A A 0.63 0.95 -2.6 NC 0.77 gb:NM_020274.1 /DB_XREF=gi:9938025 /GEN=Htr3b /FEA=FLmRNA /CNT=3 /TID=Mm.117131.1 /TIER=FL /STK=2 /UG=Mm.117131 /LL=57014 /DEF=Mus
MOE430_2_1421777_at 9.9 1.4 A A 0.24 0.56 -2.6 NC 0.5 gb:NM_054090.1 /DB_XREF=gi:16905122 /GEN=Olfr73 /FEA=FLmRNA /CNT=2 /TID=Mm.196680.1 /TIER=FL /STK=2 /UG=Mm.196680 /LL=117004 /DEF=M
MOE430_2_1421941_at 9.7 1.4 A A 0.43 0.87 -2.6 NC 0.5 gb:NM_009793.1 /DB_XREF=gi:6753251 /GEN=Camk4 /FEA=FLmRNA /CNT=48 /TID=Mm.2951.1 /TIER=FL /STK=1 /UG=Mm.2951 /LL=12326 /DEF=Mus m
MOE430_2_1421973_at 42.6 6 P A 0.02 0.46 -2.6 NC 0.98 gb:AF015172.1 /DB_XREF=gi:2624962 /GEN=GDNFR-beta /FEA=FLmRNA /CNT=35 /TID=Mm.88367.1 /TIER=FL /STK=1 /UG=Mm.88367 /LL=14585 /DEF
MOE430_2_1423182_at 7.6 1.1 A A 0.46 0.75 -2.6 NC 0.5 gb:AK004668.1 /DB_XREF=gi:12836004 /GEN=Tnfrsf13b /FEA=FLmRNA /CNT=53 /TID=Mm.143787.1 /TIER=Stack /STK=32 /UG=Mm.143787 /LL=57916 /
MOE430_2_1424041_s_ 1749.5 264.2 P P 0.000244 0.000244 -2.6 D 0.99 gb:BC022123.1 /DB_XREF=gi:18381003 /FEA=FLmRNA /CNT=113 /TID=Mm.24128.1 /TIER=FL+Stack /STK=59 /UG=Mm.24128 /DEF=Mus musculus, clone
MOE430_2_1424229_at 18.2 4 A A 0.49 0.75 -2.6 NC 0.88 gb:BC006704.1 /DB_XREF=gi:13879450 /FEA=FLmRNA /CNT=63 /TID=Mm.39299.1 /TIER=FL+Stack /STK=44 /UG=Mm.39299 /DEF=Mus musculus, clone 
MOE430_2_1425147_at 13.5 2.7 A A 0.12 0.72 -2.6 NC 0.55 gb:AW554656 /DB_XREF=gi:7200079 /DB_XREF=L0243F12-3 /CLONE=L0243F12 /FEA=FLmRNA /CNT=39 /TID=Mm.17610.1 /TIER=Stack /STK=19 /UG=
MOE430_2_1425393_a_ 17.9 2.3 P A 0.04 0.66 -2.6 MD 0.99 gb:U74463.1 /DB_XREF=gi:2462786 /GEN=MKK7 /FEA=FLmRNA /CNT=5 /TID=Mm.3906.3 /TIER=FL /STK=2 /UG=Mm.3906 /LL=26400 /DEF=Mus muscul
MOE430_2_1425614_x_ 18.7 5.7 A A 0.33 0.43 -2.6 NC 0.6 gb:M83244.1 /DB_XREF=gi:199526 /GEN=MHC integral membrane protein /FEA=FLmRNA /CNT=15 /TID=Mm.33263.3 /TIER=FL /STK=1 /UG=Mm.33263 /
MOE430_2_1426001_at 5.1 0.4 A A 0.39 0.8 -2.6 NC 0.62 gb:AB031037.1 /DB_XREF=gi:5738949 /GEN=Tbr2 /FEA=FLmRNA /CNT=1 /TID=Mm.23288.1 /TIER=FL /STK=1 /UG=Mm.23288 /LL=13813 /DEF=Mus mu
MOE430_2_1426077_at 12.1 1.2 A A 0.17 0.72 -2.6 NC 0.76 gb:AB065134.1 /DB_XREF=gi:14669857 /FEA=FLmRNA /CNT=1 /TID=Mm.207087.1 /TIER=FL /STK=1 /UG=Mm.207087 /DEF=Mus musculus mRNA for dop
MOE430_2_1427521_a_ 12.5 2.4 A A 0.27 0.85 -2.6 NC 0.95 gb:BC023093.1 /DB_XREF=gi:18605639 /FEA=mRNA /CNT=10 /TID=Mm.156742.2 /TIER=ConsEnd /STK=0 /UG=Mm.156742 /DEF=Mus musculus, clone IM
MOE430_2_1427587_at 6.9 0.7 A A 0.11 0.53 -2.6 NC 0.49 gb:BF133942 /DB_XREF=gi:10972982 /DB_XREF=601779180F1 /CLONE=IMAGE:4007298 /FEA=mRNA /CNT=4 /TID=Mm.2832.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1428864_at 18.7 2.9 A A 0.36 0.9 -2.6 NC 0.89 gb:AK017419.1 /DB_XREF=gi:12856645 /FEA=mRNA /CNT=44 /TID=Mm.39987.1 /TIER=Stack /STK=19 /UG=Mm.39987 /LL=71434 /UG_GENE=5530400B0
MOE430_2_1429353_a_ 2.8 0.4 A A 0.46 0.99 -2.6 NC 0.98 gb:BB233319 /DB_XREF=gi:8913174 /DB_XREF=BB233319 /CLONE=A630042P17 /FEA=mRNA /CNT=37 /TID=Mm.85064.1 /TIER=Stack /STK=32 /UG=M
MOE430_2_1429748_at 6.1 0.7 A A 0.09 0.72 -2.6 NC 0.62 gb:AK012373.1 /DB_XREF=gi:12849072 /GEN=qk /FEA=mRNA /CNT=14 /TID=Mm.2655.8 /TIER=Stack /STK=9 /UG=Mm.2655 /LL=19317 /UG_TITLE=quak
MOE430_2_1430676_at 8.4 0.9 A A 0.11 0.9 -2.6 D 0.99 gb:AK019854.1 /DB_XREF=gi:12860221 /FEA=mRNA /CNT=10 /TID=Mm.6252.2 /TIER=ConsEnd /STK=1 /UG=Mm.6252 /LL=12823 /UG_GENE=Col19a1 /U
MOE430_2_1430911_at 6.6 1.4 A A 0.46 0.88 -2.6 NC 0.8 gb:AV232581 /DB_XREF=gi:6185096 /DB_XREF=AV232581 /CLONE=4632415N18 /FEA=mRNA /CNT=3 /TID=Mm.158449.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431251_at 9.4 1.6 A A 0.3 0.75 -2.6 NC 0.8 gb:AI451838 /DB_XREF=gi:4306715 /DB_XREF=mx14c03.y1 /CLONE=IMAGE:680164 /FEA=mRNA /CNT=9 /TID=Mm.63485.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431301_at 7.2 0.8 A A 0.53 0.88 -2.6 NC 0.8 gb:AK021401.1 /DB_XREF=gi:12862281 /FEA=mRNA /CNT=5 /TID=Mm.41984.2 /TIER=ConsEnd /STK=0 /UG=Mm.41984 /LL=78004 /UG_GENE=E130201N
MOE430_2_1431418_at 6.4 0.6 A A 0.39 0.75 -2.6 NC 0.5 gb:AK021104.1 /DB_XREF=gi:12861886 /FEA=mRNA /CNT=3 /TID=Mm.159910.1 /TIER=ConsEnd /STK=0 /UG=Mm.159910 /LL=77378 /UG_GENE=C03002
MOE430_2_1431457_at 5.4 0.9 A A 0.17 0.72 -2.6 NC 0.97 gb:AK018363.1 /DB_XREF=gi:12858030 /FEA=mRNA /CNT=4 /TID=Mm.95277.1 /TIER=ConsEnd /STK=3 /UG=Mm.95277 /LL=74517 /UG_GENE=7420700N
MOE430_2_1431596_at 9.1 1.2 P A 0.03 0.72 -2.6 NC 0.98 gb:BB071014 /DB_XREF=gi:16260100 /DB_XREF=BB071014 /CLONE=8030494I21 /FEA=mRNA /CNT=2 /TID=Mm.200757.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431719_a_ 6.1 1.1 A A 0.53 0.9 -2.6 NC 0.66 gb:AK016279.1 /DB_XREF=gi:12854949 /FEA=mRNA /CNT=2 /TID=Mm.179637.2 /TIER=ConsEnd /STK=0 /UG=Mm.179637 /LL=117600 /UG_GENE=Arhgap
MOE430_2_1431739_at 5 0.7 A A 0.12 0.69 -2.6 NC 0.66 gb:AK017573.1 /DB_XREF=gi:12856877 /FEA=mRNA /CNT=2 /TID=Mm.23781.2 /TIER=ConsEnd /STK=0 /UG=Mm.23781 /LL=68291 /UG_GENE=2310039H
MOE430_2_1432105_at 7.7 1.9 M A 0.05 0.72 -2.6 NC 0.93 gb:AK005346.1 /DB_XREF=gi:12837831 /FEA=mRNA /CNT=1 /TID=Mm.195551.1 /TIER=ConsEnd /STK=0 /UG=Mm.195551 /LL=69760 /UG_GENE=150003
MOE430_2_1432342_at 6.7 1.8 A A 0.43 0.75 -2.6 NC 0.95 gb:AK016744.1 /DB_XREF=gi:12855644 /FEA=mRNA /CNT=1 /TID=Mm.159132.1 /TIER=ConsEnd /STK=0 /UG=Mm.159132 /LL=74080 /UG_GENE=493340
MOE430_2_1432537_at 4 0.7 A A 0.46 0.94 -2.6 NC 0.94 gb:AK015502.1 /DB_XREF=gi:12853871 /FEA=mRNA /CNT=1 /TID=Mm.159389.1 /TIER=ConsEnd /STK=0 /UG=Mm.159389 /LL=74989 /UG_GENE=493046
MOE430_2_1432737_at 12.8 0.7 A A 0.27 0.72 -2.6 NC 0.81 gb:AV282166 /DB_XREF=gi:6274915 /DB_XREF=AV282166 /CLONE=4933428I09 /FEA=mRNA /CNT=2 /TID=Mm.79154.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1432899_at 12.5 3.1 A A 0.11 0.39 -2.6 NC 0.48 gb:AK014666.1 /DB_XREF=gi:12852660 /FEA=mRNA /CNT=1 /TID=Mm.159247.1 /TIER=ConsEnd /STK=0 /UG=Mm.159247 /LL=74578 /UG_GENE=483340
MOE430_2_1433111_at 9.7 1.3 A A 0.21 0.39 -2.6 NC 0.82 gb:AK018265.1 /DB_XREF=gi:12857892 /FEA=mRNA /CNT=1 /TID=Mm.159708.1 /TIER=ConsEnd /STK=0 /UG=Mm.159708 /LL=76195 /UG_GENE=633059
MOE430_2_1433434_at 3.6 0.4 A A 0.39 0.95 -2.6 NC 0.9 gb:BB385044 /DB_XREF=gi:16408311 /DB_XREF=BB385044 /CLONE=C230037I09 /FEA=EST /CNT=250 /TID=Mm.18421.1 /TIER=Stack /STK=228 /UG=M
MOE430_2_1434247_at 13.1 1.9 A A 0.27 0.78 -2.6 NC 0.69 gb:AV278619 /DB_XREF=gi:16391191 /DB_XREF=AV278619 /CLONE=4933402O15 /FEA=EST /CNT=51 /TID=Mm.23787.1 /TIER=Stack /STK=38 /UG=Mm
MOE430_2_1434973_at 11.6 1.6 A A 0.63 0.88 -2.6 NC 0.72 gb:BE650380 /DB_XREF=gi:9976204 /DB_XREF=UI-M-BH2.1-apq-f-04-0-UI.r1 /CLONE=UI-M-BH2.1-apq-f-04-0-UI /FEA=EST /CNT=24 /TID=Mm.63694
MOE430_2_1435038_s_ 6.9 1.4 A A 0.08 0.53 -2.6 NC 0.5 gb:AU067724 /DB_XREF=gi:4968461 /DB_XREF=AU067724 /CLONE=MNCb-0869 /FEA=EST /CNT=24 /TID=Mm.200330.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435920_x_ 8.6 0.9 A A 0.24 0.46 -2.6 NC 0.5 gb:BI696040 /DB_XREF=gi:15658669 /DB_XREF=603346243F1 /CLONE=IMAGE:5373706 /FEA=EST /CNT=16 /TID=Mm.205791.3 /TIER=Stack /STK=12 /U
MOE430_2_1436484_at 6.3 1.3 A A 0.19 0.66 -2.6 NC 0.86 gb:BB800286 /DB_XREF=gi:16969909 /DB_XREF=BB800286 /CLONE=G630029B03 /FEA=EST /CNT=9 /TID=Mm.39600.1 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1436679_at 6.5 1.4 A A 0.21 0.93 -2.6 NC 0.88 gb:AI098030 /DB_XREF=gi:3447555 /DB_XREF=ue31f10.x1 /CLONE=IMAGE:1481995 /FEA=EST /CNT=8 /TID=Mm.132012.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436920_at 5 0.2 A A 0.46 0.97 -2.6 NC 0.94 gb:BQ176938 /DB_XREF=gi:20352430 /DB_XREF=UI-M-DJ2-bwa-k-07-0-UI.s1 /CLONE=UI-M-DJ2-bwa-k-07-0-UI /FEA=EST /CNT=52 /TID=Mm.40854
MOE430_2_1436926_at 6.8 1.2 A A 0.17 0.75 -2.6 NC 0.88 gb:AV333667 /DB_XREF=gi:15406397 /DB_XREF=AV333667 /CLONE=6330549E01 /FEA=EST /CNT=36 /TID=Mm.90048.2 /TIER=Stack /STK=35 /UG=Mm
MOE430_2_1437038_x_ 14 2.1 A A 0.12 0.5 -2.6 NC 0.62 gb:AV259599 /DB_XREF=gi:6247058 /DB_XREF=AV259599 /CLONE=4930405H15 /FEA=EST /CNT=29 /TID=Mm.154333.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1437156_at 5 0.7 A A 0.56 0.78 -2.6 NC 0.77 gb:BB392041 /DB_XREF=gi:9115000 /DB_XREF=BB392041 /CLONE=C230077J16 /FEA=EST /CNT=26 /TID=Mm.74172.1 /TIER=Stack /STK=24 /UG=Mm.
MOE430_2_1437555_at 5.5 0.6 A A 0.66 0.88 -2.6 NC 0.55 gb:BB543853 /DB_XREF=gi:9615076 /DB_XREF=BB543853 /CLONE=E130213G10 /FEA=EST /CNT=20 /TID=Mm.92043.1 /TIER=Stack /STK=16 /UG=Mm.
MOE430_2_1437962_at 11.2 1.3 A A 0.46 0.63 -2.6 NC 0.49 gb:AV278295 /DB_XREF=gi:16391136 /DB_XREF=AV278295 /CLONE=4933401C21 /FEA=EST /CNT=13 /TID=Mm.79053.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1438525_at 14.2 1.3 A A 0.17 0.72 -2.6 NC 0.65 gb:BB484516 /DB_XREF=gi:16441160 /DB_XREF=BB484516 /CLONE=D430026C03 /FEA=EST /CNT=11 /TID=Mm.209889.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438801_at 15.3 5 A A 0.11 0.33 -2.6 NC 0.5 gb:BB709245 /DB_XREF=gi:16062414 /DB_XREF=BB709245 /CLONE=A930104L03 /FEA=EST /CNT=12 /TID=Mm.132054.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1438822_at 13.3 2.2 A A 0.46 0.69 -2.6 NC 0.5 gb:BG075006 /DB_XREF=gi:12557575 /DB_XREF=H3142A12-3 /CLONE=H3142A12 /FEA=EST /CNT=10 /TID=Mm.180054.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1439263_at 16.4 0.5 P A 0.03 0.35 -2.6 NC 0.96 gb:BB388301 /DB_XREF=gi:9111135 /DB_XREF=BB388301 /CLONE=C230056H20 /FEA=EST /CNT=9 /TID=Mm.3421.2 /TIER=Stack /STK=8 /UG=Mm.342
MOE430_2_1439580_at 7.2 1 A A 0.36 0.66 -2.6 NC 0.5 gb:BB344093 /DB_XREF=gi:16404836 /DB_XREF=BB344093 /CLONE=B930049A08 /FEA=EST /CNT=9 /TID=Mm.102978.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1440098_at 10 2.1 A A 0.53 0.87 -2.6 NC 0.5 gb:BB439708 /DB_XREF=gi:16424593 /DB_XREF=BB439708 /CLONE=D030018L15 /FEA=EST /CNT=6 /TID=Mm.116664.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440424_at 10.7 1 M A 0.05 0.78 -2.6 NC 0.95 gb:BB476782 /DB_XREF=gi:9394391 /DB_XREF=BB476782 /CLONE=D330021F21 /FEA=EST /CNT=6 /TID=Mm.209442.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440763_at 12.3 1.1 A A 0.3 0.69 -2.6 NC 0.87 gb:AW489347 /DB_XREF=gi:7059617 /DB_XREF=UI-M-BH3-ata-h-03-0-UI.s1 /CLONE=UI-M-BH3-ata-h-03-0-UI /FEA=EST /CNT=5 /TID=Mm.65371.1 /
MOE430_2_1441515_at 6.1 0.9 A A 0.19 0.6 -2.6 NC 0.81 gb:AV230440 /DB_XREF=gi:15404961 /DB_XREF=AV230440 /CLONE=4631429N15 /FEA=EST /CNT=4 /TID=Mm.189131.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441602_at 7.9 0.9 A A 0.33 0.75 -2.6 NC 0.7 gb:BG072391 /DB_XREF=gi:12554960 /DB_XREF=H3110A04-3 /CLONE=H3110A04 /FEA=EST /CNT=4 /TID=Mm.24232.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441614_at 12.3 1 A A 0.27 0.9 -2.6 NC 0.46 gb:BB229543 /DB_XREF=gi:16354308 /DB_XREF=BB229543 /CLONE=A630022A16 /FEA=EST /CNT=4 /TID=Mm.208222.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441688_at 12.6 1.6 P A 0.01 0.3 -2.6 NC 0.62 gb:AV343428 /DB_XREF=gi:16396998 /DB_XREF=AV343428 /CLONE=6430537I21 /FEA=EST /CNT=4 /TID=Mm.208847.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441766_at 5.5 0.8 A A 0.39 0.66 -2.6 NC 0.79 gb:BE951172 /DB_XREF=gi:10590248 /DB_XREF=UI-M-BH4-azg-e-11-0-UI.s1 /CLONE=UI-M-BH4-azg-e-11-0-UI /FEA=EST /CNT=4 /TID=Mm.138904.1
MOE430_2_1442236_at 4.4 0.4 A A 0.21 0.82 -2.6 NC 0.8 gb:BB466174 /DB_XREF=gi:16427210 /DB_XREF=BB466174 /CLONE=D230007K19 /FEA=EST /CNT=5 /TID=Mm.209349.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442512_at 10.7 2.2 A A 0.63 0.66 -2.6 NC 0.55 gb:BB831345 /DB_XREF=gi:17009588 /DB_XREF=BB831345 /CLONE=G930016H17 /FEA=EST /CNT=4 /TID=Mm.213439.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442571_at 6.4 1 A A 0.24 0.6 -2.6 NC 0.72 gb:BM203260 /DB_XREF=gi:17757742 /DB_XREF=C0251E02-3 /CLONE=C0251E02 /FEA=EST /CNT=4 /TID=Mm.82840.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442931_at 13.2 1.8 A A 0.12 0.68 -2.6 NC 0.5 gb:AV310518 /DB_XREF=gi:16394235 /DB_XREF=AV310518 /CLONE=5730590O21 /FEA=EST /CNT=3 /TID=Mm.209845.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443285_at 5.7 1.3 A A 0.19 0.95 -2.6 NC 0.95 gb:BB454536 /DB_XREF=gi:16425873 /DB_XREF=BB454536 /CLONE=D130032N14 /FEA=EST /CNT=3 /TID=Mm.209723.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443292_at 4.2 0.9 A A 0.39 0.6 -2.6 NC 0.51 gb:BG083669 /DB_XREF=gi:12566237 /DB_XREF=H3090G08-5 /CLONE=H3090G08 /FEA=EST /CNT=3 /TID=Mm.173300.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443410_at 2.4 0.4 A A 0.42 0.99 -2.6 NC 0.96 gb:BB130444 /DB_XREF=gi:15408350 /DB_XREF=BB130444 /CLONE=9630045D24 /FEA=EST /CNT=3 /TID=Mm.207708.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443428_at 7.9 1.5 A A 0.27 0.72 -2.6 NC 0.71 gb:BG079292 /DB_XREF=gi:12561860 /DB_XREF=H3038A11-5 /CLONE=H3038A11 /FEA=EST /CNT=3 /TID=Mm.24967.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443797_at 2.5 0.2 A A 0.46 0.82 -2.6 NC 0.78 gb:BB155250 /DB_XREF=gi:8811180 /DB_XREF=BB155250 /CLONE=A130024E17 /FEA=EST /CNT=3 /TID=Mm.130915.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444254_at 9.5 1.9 A A 0.3 0.5 -2.6 NC 0.5 gb:BB200147 /DB_XREF=gi:15409682 /DB_XREF=BB200147 /CLONE=A430020N04 /FEA=EST /CNT=6 /TID=Mm.212894.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444566_at 16.1 2.5 A A 0.17 0.46 -2.6 NC 0.5 gb:BE690613 /DB_XREF=gi:10078237 /DB_XREF=uw56e11.x1 /CLONE=IMAGE:3466028 /FEA=EST /CNT=4 /TID=Mm.117556.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1444794_at 15.8 3.1 A A 0.17 0.3 -2.6 NC 0.5 gb:BG066143 /DB_XREF=gi:12548706 /DB_XREF=H3039D09-3 /CLONE=H3039D09 /FEA=EST /CNT=3 /TID=Mm.172692.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445000_at 5.6 0.4 A A 0.27 0.63 -2.6 NC 0.88 gb:BG067298 /DB_XREF=gi:12549867 /DB_XREF=H3052G09-3 /CLONE=H3052G09 /FEA=EST /CNT=3 /TID=Mm.173000.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445026_at 3 0.6 A A 0.6 0.87 -2.6 NC 0.7 gb:BG068534 /DB_XREF=gi:12551103 /DB_XREF=H3066F02-3 /CLONE=H3066F02 /FEA=EST /CNT=3 /TID=Mm.173600.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445103_at 4.3 0.8 A A 0.63 0.91 -2.6 NC 0.49 gb:BG066503 /DB_XREF=gi:12549072 /DB_XREF=H3043G01-3 /CLONE=H3043G01 /FEA=EST /CNT=3 /TID=Mm.172769.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445177_at 10.7 1.1 A A 0.39 0.69 -2.6 NC 0.5 gb:BB326263 /DB_XREF=gi:16403647 /DB_XREF=BB326263 /CLONE=B430206K05 /FEA=EST /CNT=3 /TID=Mm.153448.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445391_at 10.2 1.1 A A 0.39 0.8 -2.6 NC 0.86 gb:AW554652 /DB_XREF=gi:7200075 /DB_XREF=L0243F05-3 /CLONE=L0243F05 /FEA=EST /CNT=3 /TID=Mm.103107.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445820_at 7.9 0.9 A A 0.56 0.95 -2.6 NC 0.55 gb:BG068015 /DB_XREF=gi:12550584 /DB_XREF=H3060G11-3 /CLONE=H3060G11 /FEA=EST /CNT=3 /TID=Mm.173116.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446201_at 16.8 2.2 A A 0.24 0.72 -2.6 NC 0.94 gb:BB541764 /DB_XREF=gi:16447224 /DB_XREF=BB541764 /CLONE=E130116B10 /FEA=EST /CNT=2 /TID=Mm.210112.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446221_at 0.8 0.3 A A 0.46 0.93 -2.6 NC 0.8 gb:BB308401 /DB_XREF=gi:16402390 /DB_XREF=BB308401 /CLONE=B230220P09 /FEA=EST /CNT=2 /TID=Mm.145654.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446796_at 10.5 1.3 A A 0.17 0.66 -2.6 NC 0.5 gb:BG071927 /DB_XREF=gi:12554496 /DB_XREF=H3104G05-3 /CLONE=H3104G05 /FEA=EST /CNT=2 /TID=Mm.174040.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447119_at 8.5 1.8 A A 0.69 0.85 -2.6 NC 0.68 gb:BM204065 /DB_XREF=gi:17758849 /DB_XREF=C0263F01-3 /CLONE=C0263F01 /FEA=EST /CNT=2 /TID=Mm.215422.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447175_at 5.4 1.2 A A 0.12 0.66 -2.6 NC 0.93 gb:AI448322 /DB_XREF=gi:4281710 /DB_XREF=mp59c02.x1 /CLONE=IMAGE:573506 /FEA=EST /CNT=2 /TID=Mm.154154.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447244_at 6.6 1.2 A A 0.3 0.8 -2.6 NC 0.81 gb:BB213929 /DB_XREF=gi:16352920 /DB_XREF=BB213929 /CLONE=A530015N18 /FEA=EST /CNT=2 /TID=Mm.208006.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447395_at 4.2 0.8 A A 0.56 0.9 -2.6 NC 0.88 gb:AV267348 /DB_XREF=gi:16389558 /DB_XREF=AV267348 /CLONE=4930525K10 /FEA=EST /CNT=2 /TID=Mm.84518.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449173_at 30.3 3.9 A A 0.3 0.82 -2.6 NC 0.99 gb:NM_016695.1 /DB_XREF=gi:7710061 /GEN=Mpp2 /FEA=FLmRNA /CNT=41 /TID=Mm.36242.1 /TIER=FL+Stack /STK=20 /UG=Mm.36242 /LL=50997 /DE
MOE430_2_1450077_at 9.6 4.9 A A 0.21 0.36 -2.6 NC 0.05 gb:AW539140 /DB_XREF=gi:7181473 /DB_XREF=C0115B02-3 /CLONE=C0115B02 /FEA=FLmRNA /CNT=78 /TID=Mm.8137.1 /TIER=Stack /STK=20 /UG=
MOE430_2_1450331_s_ 13.4 2.1 A A 0.19 0.66 -2.6 NC 0.82 gb:NM_009493.1 /DB_XREF=gi:6678542 /GEN=V2r4 /FEA=FLmRNA /CNT=2 /TID=Mm.6233.1 /TIER=FL /STK=2 /UG=Mm.6233 /LL=22310 /DEF=Mus mus
MOE430_2_1451228_a_ 15.5 1.7 A A 0.36 0.63 -2.6 NC 0.5 gb:BC019567.1 /DB_XREF=gi:18044550 /FEA=FLmRNA /CNT=72 /TID=Mm.25210.1 /TIER=FL+Stack /STK=55 /UG=Mm.25210 /LL=68416 /UG_GENE=Syc
MOE430_2_1451344_at 73.7 12.2 P A 0.005859 0.56 -2.6 D 0.99 gb:BC025600.1 /DB_XREF=gi:19343895 /FEA=FLmRNA /CNT=83 /TID=Mm.41681.1 /TIER=FL+Stack /STK=33 /UG=Mm.41681 /DEF=Mus musculus, clone 
MOE430_2_1451964_at 7.5 1 A A 0.39 0.82 -2.6 NC 0.72 gb:AF390177.1 /DB_XREF=gi:16589018 /FEA=FLmRNA /CNT=1 /TID=Mm.213215.1 /TIER=FL /STK=1 /UG=Mm.213215 /DEF=Mus musculus melanoma inh



MOE430_2_1452436_at 8.4 1 A A 0.3 0.66 -2.6 NC 0.5 gb:AF117951.1 /DB_XREF=gi:6841385 /FEA=mRNA /CNT=23 /TID=Mm.116714.1 /TIER=ConsEnd /STK=0 /UG=Mm.116714 /LL=94352 /UG_GENE=Loxl2 /
MOE430_2_1452815_at 4.5 0.9 A A 0.39 0.69 -2.6 NC 0.31 gb:AK020001.1 /DB_XREF=gi:12860445 /FEA=mRNA /CNT=50 /TID=Mm.74639.1 /TIER=Stack /STK=36 /UG=Mm.74639 /LL=78826 /UG_GENE=5830408N1
MOE430_2_1453621_at 5.2 0.8 A A 0.29 0.8 -2.6 NC 0.5 gb:BB540228 /DB_XREF=gi:15412194 /DB_XREF=BB540228 /CLONE=E130104E13 /FEA=mRNA /CNT=6 /TID=Mm.28018.2 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1453671_at 4.4 1.9 A A 0.39 0.53 -2.6 NC 0.34 gb:BB093175 /DB_XREF=gi:8676422 /DB_XREF=BB093175 /CLONE=9430041J12 /FEA=mRNA /CNT=4 /TID=Mm.159899.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1453680_at 12.3 2.7 A A 0.14 0.53 -2.6 NC 0.6 gb:AK020210.1 /DB_XREF=gi:12860724 /FEA=mRNA /CNT=4 /TID=Mm.159929.1 /TIER=ConsEnd /STK=1 /UG=Mm.159929 /LL=77492 /UG_GENE=803045
MOE430_2_1453817_at 4.6 0.6 A A 0.09 0.95 -2.6 NC 0.94 gb:AK018242.1 /DB_XREF=gi:12857862 /FEA=mRNA /CNT=5 /TID=Mm.159704.1 /TIER=ConsEnd /STK=0 /UG=Mm.159704 /LL=76184 /UG_GENE=633056
MOE430_2_1453870_at 9.5 1.7 A A 0.3 0.8 -2.6 NC 0.5 gb:AK007531.1 /DB_XREF=gi:12841136 /FEA=mRNA /CNT=10 /TID=Mm.46267.1 /TIER=ConsEnd /STK=7 /UG=Mm.46267 /LL=69166 /UG_GENE=1810031
MOE430_2_1454052_at 9.1 1.7 A A 0.5 0.82 -2.6 NC 0.96 gb:AK015939.1 /DB_XREF=gi:12854477 /FEA=mRNA /CNT=1 /TID=Mm.159592.1 /TIER=ConsEnd /STK=0 /UG=Mm.159592 /LL=75828 /UG_GENE=493052
MOE430_2_1454224_at 3.9 0.5 A A 0.36 0.98 -2.6 NC 0.96 gb:AK008491.1 /DB_XREF=gi:12842701 /FEA=mRNA /CNT=1 /TID=Mm.158304.1 /TIER=ConsEnd /STK=0 /UG=Mm.158304 /LL=69884 /UG_GENE=201030
MOE430_2_1454323_at 7.8 0.7 A A 0.5 0.82 -2.6 NC 0.59 gb:AV315916 /DB_XREF=gi:6281334 /DB_XREF=AV315916 /CLONE=5830433D23 /FEA=mRNA /CNT=2 /TID=Mm.159661.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1454430_at 5.1 1.1 A A 0.53 0.78 -2.6 NC 0.69 gb:AK018171.1 /DB_XREF=gi:12857768 /FEA=mRNA /CNT=1 /TID=Mm.159774.1 /TIER=ConsEnd /STK=0 /UG=Mm.159774 /LL=76732 /UG_GENE=633041
MOE430_2_1454593_at 11.8 1 A A 0.24 0.86 -2.6 NC 0.54 gb:AK018025.1 /DB_XREF=gi:12857559 /FEA=mRNA /CNT=1 /TID=Mm.159673.1 /TIER=ConsEnd /STK=0 /UG=Mm.159673 /LL=76091 /UG_GENE=583046
MOE430_2_1455510_at 14.1 2.1 A A 0.12 0.69 -2.6 NC 0.95 gb:AA688828 /DB_XREF=gi:2678257 /DB_XREF=vr99d12.r1 /CLONE=IMAGE:1136855 /FEA=EST /CNT=14 /TID=Mm.55297.1 /TIER=Stack /STK=12 /UG=M
MOE430_2_1455791_at 3 0.4 A A 0.46 0.94 -2.6 NC 0.84 gb:AV220834 /DB_XREF=gi:16384694 /DB_XREF=AV220834 /CLONE=3230401L19 /FEA=EST /CNT=116 /TID=Mm.21873.3 /TIER=Stack /STK=114 /UG=M
MOE430_2_1456035_at 8 0.8 A A 0.6 0.82 -2.6 NC 0.75 gb:BM236468 /DB_XREF=gi:17871738 /DB_XREF=K0435H05-3 /CLONE=K0435H05 /FEA=EST /CNT=19 /TID=Mm.84512.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1456508_at 3.6 0.6 A A 0.36 0.85 -2.6 NC 0.94 gb:BB149788 /DB_XREF=gi:16267847 /DB_XREF=BB149788 /CLONE=A030001H23 /FEA=EST /CNT=13 /TID=Mm.122544.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1457331_at 5 0.9 A A 0.19 0.78 -2.6 NC 0.78 gb:AI843088 /DB_XREF=gi:5477301 /DB_XREF=UI-M-AK1-aes-c-01-0-UI.s1 /CLONE=UI-M-AK1-aes-c-01-0-UI /FEA=EST /CNT=6 /TID=Mm.23872.1 /T
MOE430_2_1457668_x_ 12.6 0.6 A A 0.06 0.5 -2.6 NC 0.63 gb:BB249696 /DB_XREF=gi:8942442 /DB_XREF=BB249696 /CLONE=A730034M13 /FEA=EST /CNT=4 /TID=Mm.27456.2 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457907_at 11.1 0.7 A A 0.21 0.55 -2.6 NC 0.41 gb:BE952719 /DB_XREF=gi:10593471 /DB_XREF=UI-M-BH4-azj-c-09-0-UI.s1 /CLONE=UI-M-BH4-azj-c-09-0-UI /FEA=EST /CNT=4 /TID=Mm.70994.1 /
MOE430_2_1457959_at 5.9 1 A A 0.27 0.6 -2.6 NC 0.51 gb:BM229829 /DB_XREF=gi:17792882 /DB_XREF=K0285F05-3 /CLONE=K0285F05 /FEA=EST /CNT=4 /TID=Mm.3788.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458022_at 5.3 0.7 A A 0.56 0.99 -2.6 NC 0.86 gb:BB185401 /DB_XREF=gi:16270410 /DB_XREF=BB185401 /CLONE=A330023L15 /FEA=EST /CNT=4 /TID=Mm.215560.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458146_at 6.3 1.7 A A 0.3 0.78 -2.6 NC 0.5 gb:BB477060 /DB_XREF=gi:16440255 /DB_XREF=BB477060 /CLONE=D330022K13 /FEA=EST /CNT=3 /TID=Mm.208382.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458206_at 5 0.7 A A 0.33 0.94 -2.6 NC 0.74 gb:BB201845 /DB_XREF=gi:16271633 /DB_XREF=BB201845 /CLONE=A430042B07 /FEA=EST /CNT=3 /TID=Mm.35203.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458507_at 8 0.7 A A 0.27 0.82 -2.6 NC 0.78 gb:BB488380 /DB_XREF=gi:16441633 /DB_XREF=BB488380 /CLONE=D430049K17 /FEA=EST /CNT=6 /TID=Mm.210137.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458659_at 95.2 16.6 P A 0.000244 0.06 -2.6 D 0.99 gb:AI508243 /DB_XREF=gi:4407148 /DB_XREF=mh62c02.y1 /CLONE=IMAGE:455522 /FEA=EST /CNT=4 /TID=Mm.117151.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1458912_at 7.8 1.1 A A 0.5 0.75 -2.6 NC 0.58 gb:BB167635 /DB_XREF=gi:8823576 /DB_XREF=BB167635 /CLONE=A130094K11 /FEA=EST /CNT=3 /TID=Mm.132720.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458998_at 13.6 3 A A 0.09 0.87 -2.6 NC 0.97 gb:AI503817 /DB_XREF=gi:4401668 /DB_XREF=vm19d11.x1 /CLONE=IMAGE:990645 /FEA=EST /CNT=3 /TID=Mm.168525.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1459042_at 15.8 5.6 A A 0.5 0.6 -2.6 NC 0.5 gb:AV160737 /DB_XREF=gi:5404372 /DB_XREF=AV160737 /CLONE=3010053E15 /FEA=EST /CNT=3 /TID=Mm.212574.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459272_at 1.2 0.2 A A 0.8 0.99 -2.6 NC 0.54 gb:BB207273 /DB_XREF=gi:16352234 /DB_XREF=BB207273 /CLONE=A430080N01 /FEA=EST /CNT=2 /TID=Mm.207936.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459682_at 8.2 1.6 A A 0.11 0.8 -2.6 NC 0.98 gb:AW060884 /DB_XREF=gi:6008635 /DB_XREF=UI-M-BH1-amx-h-03-0-UI.s1 /CLONE=UI-M-BH1-amx-h-03-0-UI /FEA=EST /CNT=2 /TID=Mm.70978.1
MOE430_2_1460157_at 6 0.8 P A 0.001221 0.75 -2.6 NC 0.96 gb:BG075234 /DB_XREF=gi:12557803 /DB_XREF=H3144H07-3 /CLONE=H3144H07 /FEA=EST /CNT=3 /TID=Mm.182782.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460468_s_ 14.3 2 A A 0.17 0.63 -2.6 NC 0.91 gb:BB667713 /DB_XREF=gi:16399162 /DB_XREF=BB667713 /CLONE=C730035D20 /FEA=mRNA /CNT=32 /TID=Mm.30544.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1416355_at 15.5 2 P A 0.02 0.36 -2.7 NC 0.98 gb:AI021543 /DB_XREF=gi:3235879 /DB_XREF=ub09c08.r1 /CLONE=IMAGE:1366478 /FEA=FLmRNA /CNT=184 /TID=Mm.28275.1 /TIER=ConsEnd /STK=0
MOE430_2_1416702_at 17.2 2.7 P A 0.04 0.46 -2.7 NC 0.5 gb:BC006776.1 /DB_XREF=gi:13904989 /FEA=FLmRNA /CNT=135 /TID=Mm.41560.1 /TIER=FL+Stack /STK=25 /UG=Mm.41560 /LL=20713 /UG_GENE=Se
MOE430_2_1418149_at 8.5 0.9 A A 0.14 0.95 -2.7 NC 0.98 gb:NM_007693.1 /DB_XREF=gi:6680931 /GEN=Chga /FEA=FLmRNA /CNT=48 /TID=Mm.4137.1 /TIER=FL+Stack /STK=29 /UG=Mm.4137 /LL=12652 /DEF=
MOE430_2_1419906_at 3.8 1.8 A A 0.46 0.53 -2.7 NC 0.5 gb:AV026552 /DB_XREF=gi:4803544 /DB_XREF=AV026552 /CLONE=1210002B12 /FEA=EST /CNT=1 /TID=Mm.199536.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1419977_s_ 19.7 3.3 P A 0.03 0.3 -2.7 NC 0.5 gb:C79787 /DB_XREF=gi:2520117 /DB_XREF=C79787 /CLONE=J0071H05 /FEA=EST /CNT=1 /TID=Mm.10285.1 /TIER=ConsEnd /STK=0 /UG=Mm.10285 /
MOE430_2_1420210_at 6.9 1.6 A A 0.39 0.6 -2.7 NC 0.5 gb:BB269604 /DB_XREF=gi:8966074 /DB_XREF=BB269604 /CLONE=A830041M21 /FEA=EST /CNT=1 /TID=Mm.5337.2 /TIER=ConsEnd /STK=1 /UG=Mm.
MOE430_2_1420244_at 5 0.7 A A 0.39 0.82 -2.7 NC 0.91 gb:AV292586 /DB_XREF=gi:6306617 /DB_XREF=AV292586 /CLONE=5430426I10 /FEA=EST /CNT=1 /TID=Mm.189815.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1420698_at 8.6 1.2 A A 0.39 0.82 -2.7 NC 0.89 gb:NM_010343.1 /DB_XREF=gi:6754061 /GEN=Gpx5 /FEA=FLmRNA /CNT=14 /TID=Mm.1332.1 /TIER=FL /STK=3 /UG=Mm.1332 /LL=14780 /DEF=Mus mu
MOE430_2_1420771_at 13 2.6 A A 0.11 0.63 -2.7 NC 0.91 gb:NM_011470.1 /DB_XREF=gi:6755631 /GEN=Sprr2d /FEA=FLmRNA /CNT=4 /TID=Mm.87820.1 /TIER=FL /STK=3 /UG=Mm.87820 /LL=20758 /DEF=Mus 
MOE430_2_1421132_at 8.9 1.3 A A 0.08 0.72 -2.7 NC 0.71 gb:NM_021496.1 /DB_XREF=gi:12957493 /GEN=Pvrl3 /FEA=FLmRNA /CNT=16 /TID=Mm.46724.2 /TIER=FL /STK=2 /UG=Mm.46724 /LL=58998 /DEF=Mus
MOE430_2_1421347_at 10.5 1.8 A A 0.46 0.8 -2.7 NC 0.5 gb:NM_026286.1 /DB_XREF=gi:13385779 /GEN=Fth3-pending /FEA=FLmRNA /CNT=11 /TID=Mm.179144.1 /TIER=FL /STK=2 /UG=Mm.179144 /LL=67634 
MOE430_2_1421650_at 11.1 1.7 A A 0.5 0.87 -2.7 NC 0.74 gb:NM_053172.1 /DB_XREF=gi:16716458 /GEN=Mepe /FEA=FLmRNA /CNT=3 /TID=Mm.196672.1 /TIER=FL /STK=2 /UG=Mm.196672 /LL=94111 /DEF=Mu
MOE430_2_1422228_at 11.4 2.3 A A 0.24 0.75 -2.7 NC 0.77 gb:NM_009290.1 /DB_XREF=gi:6678168 /GEN=Wnt8a /FEA=FLmRNA /CNT=3 /TID=Mm.558.1 /TIER=FL /STK=1 /UG=Mm.558 /LL=20890 /DEF=Mus musc
MOE430_2_1422297_at 2.5 0.2 A A 0.29 0.63 -2.7 NC 0.99 gb:NM_027044.1 /DB_XREF=gi:13386193 /GEN=1700010A06Rik /FEA=FLmRNA /CNT=2 /TID=Mm.158264.1 /TIER=FL /STK=1 /UG=Mm.158264 /LL=69335
MOE430_2_1422370_at 5.2 0.9 A A 0.33 0.75 -2.7 NC 0.8 gb:NM_010991.1 /DB_XREF=gi:6754931 /GEN=Olfr49 /FEA=FLmRNA /CNT=1 /TID=Mm.56902.1 /TIER=FL /STK=1 /UG=Mm.56902 /LL=18348 /DEF=Mus m
MOE430_2_1423506_a_ 7.1 0.9 A A 0.39 0.87 -2.7 NC 0.95 gb:AV218841 /DB_XREF=gi:6159682 /DB_XREF=AV218841 /CLONE=3010073E09 /FEA=FLmRNA /CNT=107 /TID=Mm.140956.1 /TIER=Stack /STK=14 /U
MOE430_2_1424471_at 15.7 1.8 A A 0.36 0.99 -2.7 NC 0.98 gb:BC020532.1 /DB_XREF=gi:18088209 /FEA=FLmRNA /CNT=53 /TID=Mm.24028.1 /TIER=FL+Stack /STK=30 /UG=Mm.24028 /DEF=Mus musculus, Simila
MOE430_2_1425218_a_ 8.6 3.7 A A 0.19 0.53 -2.7 NC 0.7 gb:AF274959.1 /DB_XREF=gi:16551116 /FEA=FLmRNA /CNT=9 /TID=Mm.210437.2 /TIER=FL /STK=4 /UG=Mm.210437 /LL=117158 /UG_GENE=Scgb3a2 /
MOE430_2_1425833_a_ 8.5 1.2 A A 0.63 0.82 -2.7 NC 0.83 gb:AF326551.1 /DB_XREF=gi:17225428 /GEN=Hpca /FEA=FLmRNA /CNT=4 /TID=Mm.43587.2 /TIER=FL /STK=1 /UG=Mm.43587 /LL=15444 /DEF=Mus m
MOE430_2_1425916_at 21.3 3.2 A A 0.09 0.5 -2.7 NC 0.5 gb:AB050203.1 /DB_XREF=gi:16303244 /GEN=Capn8 /FEA=FLmRNA /CNT=2 /TID=Mm.196690.2 /TIER=FL /STK=1 /UG=Mm.196690 /LL=170725 /DEF=M
MOE430_2_1426067_x_ 65.8 7.3 A A 0.19 0.21 -2.7 NC 0.59 gb:L20509.1 /DB_XREF=gi:347838 /FEA=FLmRNA /CNT=1 /TID=Mm.3576.2 /TIER=FL /STK=1 /UG=Mm.3576 /LL=12462 /UG_GENE=Cct3 /DEF=Mus mus
MOE430_2_1427337_at 10 1.3 A A 0.19 0.46 -2.7 NC 0.5 gb:BC013511.1 /DB_XREF=gi:15488741 /FEA=mRNA /CNT=30 /TID=Mm.90181.1 /TIER=ConsEnd /STK=3 /UG=Mm.90181 /DEF=Mus musculus, Similar to 
MOE430_2_1427621_at 3.4 0.2 A A 0.43 0.82 -2.7 NC 0.91 gb:BC019140.1 /DB_XREF=gi:17512342 /FEA=mRNA /CNT=1 /TID=Mm.214639.1 /TIER=ConsEnd /STK=1 /UG=Mm.214639 /UG_TITLE=Mus musculus, clon
MOE430_2_1427758_x_ 7.7 1.8 A A 0.75 0.88 -2.7 NC 0.6 gb:AF349142.1 /DB_XREF=gi:15637219 /FEA=mRNA /CNT=1 /TID=Mm.196085.13 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /
MOE430_2_1427839_at 12 1.9 A A 0.21 0.91 -2.7 NC 0.98 gb:X94422.1 /DB_XREF=gi:1181229 /FEA=mRNA /CNT=1 /TID=Mm.28362.3 /TIER=ConsEnd /STK=0 /UG=Mm.28362 /LL=104790 /UG_GENE=AI326478 /D
MOE430_2_1428460_at 4.3 0.9 A A 0.46 0.86 -2.7 NC 0.65 gb:AK013810.1 /DB_XREF=gi:12851314 /FEA=mRNA /CNT=50 /TID=Mm.39857.1 /TIER=Stack /STK=41 /UG=Mm.39857 /LL=67274 /UG_GENE=2900074L1
MOE430_2_1428538_s_ 171 28 P P 0.000244 0.01 -2.7 D 0.99 gb:BI328146 /DB_XREF=gi:15012803 /DB_XREF=602985403F1 /CLONE=IMAGE:5137920 /FEA=mRNA /CNT=86 /TID=Mm.28231.1 /TIER=Stack /STK=33 /
MOE430_2_1428569_at 5.4 0.5 A A 0.21 0.8 -2.7 NC 0.93 gb:BB376573 /DB_XREF=gi:16407523 /DB_XREF=BB376573 /CLONE=C130085M10 /FEA=mRNA /CNT=73 /TID=Mm.110270.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1429154_at 11.5 2 A A 0.43 0.6 -2.7 NC 0.54 gb:BG069340 /DB_XREF=gi:12551997 /DB_XREF=H3076C07-3 /CLONE=H3076C07 /FEA=mRNA /CNT=35 /TID=Mm.26159.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429518_at 24.8 5.2 A A 0.24 0.5 -2.7 NC 0.85 gb:AK013476.1 /DB_XREF=gi:12850852 /FEA=mRNA /CNT=43 /TID=Mm.212516.1 /TIER=Stack /STK=16 /UG=Mm.212516 /LL=72393 /UG_GENE=2900002
MOE430_2_1429780_at 2.3 0.4 A A 0.43 0.5 -2.7 NC 0.5 gb:AK014839.1 /DB_XREF=gi:12852912 /FEA=mRNA /CNT=20 /TID=Mm.26219.1 /TIER=Stack /STK=8 /UG=Mm.26219 /LL=67535 /UG_GENE=4921507O14
MOE430_2_1430006_x_ 7.5 0.6 A A 0.46 0.9 -2.7 NC 0.7 gb:AK006291.1 /DB_XREF=gi:12839314 /FEA=mRNA /CNT=6 /TID=Mm.63836.1 /TIER=ConsEnd /STK=5 /UG=Mm.63836 /LL=75518 /UG_GENE=1700024B
MOE430_2_1430196_at 18.4 1.8 A A 0.17 0.38 -2.7 NC 0.5 gb:BM120952 /DB_XREF=gi:17088978 /DB_XREF=L0946C01-3 /CLONE=L0946C01 /FEA=mRNA /CNT=5 /TID=Mm.158136.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1430314_at 9.9 1.7 A A 0.11 0.75 -2.7 NC 0.87 gb:BB217068 /DB_XREF=gi:16353159 /DB_XREF=BB217068 /CLONE=A530040L13 /FEA=mRNA /CNT=10 /TID=Mm.79198.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1431168_at 6.5 1 A A 0.11 0.69 -2.7 NC 0.6 gb:AW209946 /DB_XREF=gi:6515886 /DB_XREF=ul49b05.y1 /CLONE=IMAGE:2101617 /FEA=mRNA /CNT=12 /TID=Mm.150838.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1431276_at 12.1 2.4 A A 0.27 0.6 -2.7 NC 0.65 gb:AK018637.1 /DB_XREF=gi:12858446 /FEA=mRNA /CNT=6 /TID=Mm.150999.1 /TIER=ConsEnd /STK=0 /UG=Mm.150999 /LL=71574 /UG_GENE=913001
MOE430_2_1431369_at 4.7 0.4 M A 0.05 0.75 -2.7 NC 0.82 gb:BM944240 /DB_XREF=gi:19427825 /DB_XREF=UI-M-EH0p-bvq-c-06-0-UI.r1 /CLONE=IMAGE:5695421 /FEA=mRNA /CNT=4 /TID=Mm.180736.1 /TIER
MOE430_2_1431370_at 9.7 1.9 A A 0.27 0.5 -2.7 NC 0.88 gb:AK015769.1 /DB_XREF=gi:12854232 /FEA=mRNA /CNT=4 /TID=Mm.159319.1 /TIER=ConsEnd /STK=0 /UG=Mm.159319 /LL=74724 /UG_GENE=493051
MOE430_2_1431499_at 1.3 0.3 A A 0.86 0.94 -2.7 NC 0.9 gb:AK017080.1 /DB_XREF=gi:12856156 /FEA=mRNA /CNT=3 /TID=Mm.55874.1 /TIER=ConsEnd /STK=2 /UG=Mm.55874 /LL=71215 /UG_GENE=4933436F
MOE430_2_1431937_at 7.5 0.9 A A 0.33 0.69 -2.7 NC 0.5 gb:AK016916.1 /DB_XREF=gi:12855901 /FEA=mRNA /CNT=1 /TID=Mm.158560.1 /TIER=ConsEnd /STK=0 /UG=Mm.158560 /LL=71095 /UG_GENE=493342
MOE430_2_1432501_at 15.5 2.6 A A 0.1 0.39 -2.7 NC 0.5 gb:AK007040.1 /DB_XREF=gi:12840389 /FEA=mRNA /CNT=1 /TID=Mm.159161.1 /TIER=ConsEnd /STK=0 /UG=Mm.159161 /LL=74291 /UG_GENE=170009
MOE430_2_1432554_at 7.7 1.3 A A 0.39 0.6 -2.7 NC 0.51 gb:AK009722.1 /DB_XREF=gi:12844692 /FEA=mRNA /CNT=1 /TID=Mm.158349.1 /TIER=ConsEnd /STK=0 /UG=Mm.158349 /LL=70284 /UG_GENE=231004
MOE430_2_1432701_at 13.6 2.1 A A 0.08 0.6 -2.7 NC 0.91 gb:AV140318 /DB_XREF=gi:5344313 /DB_XREF=AV140318 /CLONE=2810403G07 /FEA=mRNA /CNT=2 /TID=Mm.158312.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1433106_at 4.8 0.5 A A 0.46 0.91 -2.7 NC 0.89 gb:AK017980.1 /DB_XREF=gi:12857494 /FEA=mRNA /CNT=1 /TID=Mm.159654.1 /TIER=ConsEnd /STK=0 /UG=Mm.159654 /LL=76032 /UG_GENE=583043
MOE430_2_1433325_at 6.3 0.6 A A 0.21 0.9 -2.7 NC 0.88 gb:AK020373.1 /DB_XREF=gi:12860942 /FEA=mRNA /CNT=1 /TID=Mm.159940.1 /TIER=ConsEnd /STK=0 /UG=Mm.159940 /LL=77554 /UG_GENE=933015
MOE430_2_1433945_at 7.9 1.1 A A 0.39 0.69 -2.7 NC 0.65 gb:AW047451 /DB_XREF=gi:5907980 /DB_XREF=UI-M-BH1-all-e-02-0-UI.s1 /CLONE=UI-M-BH1-all-e-02-0-UI /FEA=EST /CNT=52 /TID=Mm.44323.1 /T
MOE430_2_1434051_s_ 10.7 2.6 A A 0.06 0.8 -2.7 NC 0.97 gb:BQ177161 /DB_XREF=gi:20352653 /DB_XREF=UI-M-DJ2-bwa-f-04-0-UI.s1 /CLONE=UI-M-DJ2-bwa-f-04-0-UI /FEA=EST /CNT=58 /TID=Mm.26500.
MOE430_2_1434921_at 8.1 1.3 A A 0.36 0.63 -2.7 NC 0.4 gb:BG072053 /DB_XREF=gi:12554622 /DB_XREF=H3106B07-3 /CLONE=H3106B07 /FEA=EST /CNT=23 /TID=Mm.17889.1 /TIER=Stack /STK=23 /UG=Mm
MOE430_2_1435999_at 6.8 0.7 A A 0.21 0.9 -2.7 NC 0.94 gb:BB284475 /DB_XREF=gi:8984924 /DB_XREF=BB284475 /CLONE=A930105P21 /FEA=EST /CNT=13 /TID=Mm.99613.1 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1437554_at 19.8 2.9 A A 0.3 0.6 -2.7 NC 0.83 gb:BM232239 /DB_XREF=gi:17867509 /DB_XREF=K0320D07-3 /CLONE=K0320D07 /FEA=EST /CNT=20 /TID=Mm.138582.1 /TIER=Stack /STK=16 /UG=M
MOE430_2_1437752_at 5.8 0.7 A A 0.11 0.8 -2.7 NC 0.89 gb:BB706377 /DB_XREF=gi:16055212 /DB_XREF=BB706377 /CLONE=7420489F16 /FEA=EST /CNT=35 /TID=Mm.32879.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1438190_x_ 8.3 0.5 A A 0.3 0.93 -2.7 NC 0.93 gb:AV038697 /DB_XREF=gi:4858362 /DB_XREF=AV038697 /CLONE=1600031B21 /FEA=EST /CNT=12 /TID=Mm.2372.4 /TIER=Stack /STK=12 /UG=Mm.23
MOE430_2_1438574_at 11.2 2.2 A A 0.5 0.78 -2.7 NC 0.89 gb:BB277104 /DB_XREF=gi:16400936 /DB_XREF=BB277104 /CLONE=A930002F03 /FEA=EST /CNT=11 /TID=Mm.131677.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438632_x_ 3.5 0.4 A A 0.43 0.97 -2.7 NC 0.95 gb:AV206780 /DB_XREF=gi:6147633 /DB_XREF=AV206780 /CLONE=1700090G21 /FEA=EST /CNT=10 /TID=Mm.661.2 /TIER=Stack /STK=10 /UG=Mm.66
MOE430_2_1439445_x_ 3 0.2 A A 0.39 0.91 -2.7 D 0.99 gb:AV347837 /DB_XREF=gi:6388896 /DB_XREF=AV347837 /CLONE=6430628B22 /FEA=EST /CNT=8 /TID=Mm.25316.3 /TIER=Stack /STK=8 /UG=Mm.253
MOE430_2_1440467_at 11.1 1.9 A A 0.5 0.6 -2.7 NC 0.34 gb:BB833473 /DB_XREF=gi:17011716 /DB_XREF=BB833473 /CLONE=G930026I10 /FEA=EST /CNT=6 /TID=Mm.213313.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440501_at 11.5 2.2 A A 0.27 0.72 -2.7 NC 0.88 gb:BG072095 /DB_XREF=gi:12554664 /DB_XREF=H3106F10-3 /CLONE=H3106F10 /FEA=EST /CNT=6 /TID=Mm.17609.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440568_at 9.1 1.8 A A 0.27 0.68 -2.7 NC 0.94 gb:AV014607 /DB_XREF=gi:16356209 /DB_XREF=AV014607 /CLONE=1110055G22 /FEA=EST /CNT=5 /TID=Mm.165123.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440575_at 17.9 3.3 A A 0.19 0.5 -2.7 NC 0.77 gb:BB541289 /DB_XREF=gi:16447195 /DB_XREF=BB541289 /CLONE=E130113D20 /FEA=EST /CNT=5 /TID=Mm.137101.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440811_x_ 6 0.9 A A 0.53 0.93 -2.7 NC 0.92 gb:BB030365 /DB_XREF=gi:8385116 /DB_XREF=BB030365 /CLONE=5830453L17 /FEA=EST /CNT=5 /TID=Mm.111117.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441009_at 23.1 5.1 P A 0.03 0.33 -2.7 NC 0.66 gb:BB749614 /DB_XREF=gi:16153850 /DB_XREF=BB749614 /CLONE=G030105G10 /FEA=EST /CNT=7 /TID=Mm.188855.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441018_at 5 1.8 A A 0.21 0.85 -2.7 NC 0.93 gb:BB453432 /DB_XREF=gi:16425753 /DB_XREF=BB453432 /CLONE=D130023E16 /FEA=EST /CNT=6 /TID=Mm.103055.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441257_x_ 4.3 0.7 A A 0.5 0.94 -2.7 NC 0.5 gb:BB304800 /DB_XREF=gi:9005505 /DB_XREF=BB304800 /CLONE=B230114K08 /FEA=EST /CNT=5 /TID=Mm.100409.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441470_at 6.2 0.9 A A 0.19 0.5 -2.7 NC 0.34 gb:BB277394 /DB_XREF=gi:16400979 /DB_XREF=BB277394 /CLONE=A930004N02 /FEA=EST /CNT=4 /TID=Mm.138090.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441616_at 3.8 0.9 A A 0.43 0.87 -2.7 NC 0.79 gb:BB426836 /DB_XREF=gi:16423731 /DB_XREF=BB426836 /CLONE=C630004E06 /FEA=EST /CNT=4 /TID=Mm.187085.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442063_at 158.6 24.3 P P 0.000732 0.03 -2.7 D 0.99 gb:AV380797 /DB_XREF=gi:15412331 /DB_XREF=AV380797 /CLONE=9230102D22 /FEA=EST /CNT=13 /TID=Mm.112249.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442518_at 10 0.9 A A 0.08 0.53 -2.7 NC 0.87 gb:BB244575 /DB_XREF=gi:16355320 /DB_XREF=BB244575 /CLONE=A730002N07 /FEA=EST /CNT=4 /TID=Mm.210800.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442559_at 5.7 0.9 A A 0.33 0.78 -2.7 NC 0.79 gb:BB339757 /DB_XREF=gi:16404426 /DB_XREF=BB339757 /CLONE=B930020D16 /FEA=EST /CNT=4 /TID=Mm.38319.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442817_at 9.1 1.3 A A 0.09 0.79 -2.7 NC 0.98 gb:BB529729 /DB_XREF=gi:16445661 /DB_XREF=BB529729 /CLONE=E030003N18 /FEA=EST /CNT=5 /TID=Mm.209868.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442972_at 8.2 2 A A 0.56 0.91 -2.7 NC 0.62 gb:BM250101 /DB_XREF=gi:17885371 /DB_XREF=K0844D01-3 /CLONE=K0844D01 /FEA=EST /CNT=3 /TID=Mm.218450.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443015_at 14.5 0.9 P A 0.01 0.33 -2.7 NC 0.5 gb:BB208956 /DB_XREF=gi:16352399 /DB_XREF=BB208956 /CLONE=A430090F13 /FEA=EST /CNT=3 /TID=Mm.133765.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443021_at 4.3 0.5 A A 0.53 0.87 -2.7 NC 0.58 gb:BB205537 /DB_XREF=gi:16351993 /DB_XREF=BB205537 /CLONE=A430066I20 /FEA=EST /CNT=3 /TID=Mm.185113.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443107_at 10.3 1.4 A A 0.63 0.88 -2.7 NC 0.93 gb:BB050233 /DB_XREF=gi:16259532 /DB_XREF=BB050233 /CLONE=6720404F23 /FEA=EST /CNT=3 /TID=Mm.105256.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443246_at 6.6 0.3 A A 0.24 0.72 -2.7 NC 0.5 gb:BB476363 /DB_XREF=gi:16440160 /DB_XREF=BB476363 /CLONE=D330018A18 /FEA=EST /CNT=3 /TID=Mm.209468.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443408_at 8 2.2 A A 0.06 0.78 -2.7 NC 0.96 gb:BG966688 /DB_XREF=gi:14354325 /DB_XREF=602834548F1 /CLONE=IMAGE:4989179 /FEA=EST /CNT=3 /TID=Mm.121428.1 /TIER=ConsEnd /STK=3 
MOE430_2_1443631_at 5.4 0.5 A A 0.27 0.85 -2.7 NC 0.58 gb:AI842342 /DB_XREF=gi:5476520 /DB_XREF=UI-M-AM1-afz-d-04-0-UI.s1 /CLONE=UI-M-AM1-afz-d-04-0-UI /FEA=EST /CNT=3 /TID=Mm.76773.1 /T
MOE430_2_1444064_at 27.4 2.5 A A 0.27 0.56 -2.7 NC 0.94 gb:AV376100 /DB_XREF=gi:16398039 /DB_XREF=AV376100 /CLONE=9130206B16 /FEA=EST /CNT=8 /TID=Mm.218223.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444115_at 7.3 0.7 P A 0.03 0.96 -2.7 D 0.99 gb:BB663928 /DB_XREF=gi:16497682 /DB_XREF=BB663928 /CLONE=E030018P04 /FEA=EST /CNT=5 /TID=Mm.211034.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444170_at 7 1.1 A A 0.53 0.94 -2.7 NC 0.79 gb:BB007236 /DB_XREF=gi:15403175 /DB_XREF=BB007236 /CLONE=4732475J07 /FEA=EST /CNT=5 /TID=Mm.106606.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444281_at 7 1.7 A A 0.21 0.8 -2.7 NC 0.88 gb:BB519823 /DB_XREF=gi:16443360 /DB_XREF=BB519823 /CLONE=D830038I01 /FEA=EST /CNT=5 /TID=Mm.208380.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444309_at 7.4 1.1 A A 0.5 0.9 -2.7 NC 0.81 gb:BM200877 /DB_XREF=gi:17754373 /DB_XREF=C0217C07-3 /CLONE=C0217C07 /FEA=EST /CNT=5 /TID=Mm.218166.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444332_at 6.7 1.3 A A 0.42 0.69 -2.7 NC 0.82 gb:AW122401 /DB_XREF=gi:6097902 /DB_XREF=UI-M-BH2.2-aow-e-02-0-UI.s1 /CLONE=UI-M-BH2.2-aow-e-02-0-UI /FEA=EST /CNT=4 /TID=Mm.5915
MOE430_2_1444772_at 13.6 1.8 P A 0.02 0.69 -2.7 NC 0.98 gb:BM195186 /DB_XREF=gi:17746521 /DB_XREF=C0304F06-3 /CLONE=C0304F06 /FEA=EST /CNT=4 /TID=Mm.214919.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445004_a_ 15.2 2 P A 0.01 0.33 -2.7 NC 0.86 gb:AW822930 /DB_XREF=gi:7916007 /DB_XREF=ur77b11.x1 /CLONE=IMAGE:3156285 /FEA=EST /CNT=3 /TID=Mm.104994.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1445058_at 6.4 0.8 A A 0.69 0.94 -2.7 NC 0.63 gb:BG071878 /DB_XREF=gi:12554447 /DB_XREF=H3104B10-3 /CLONE=H3104B10 /FEA=EST /CNT=3 /TID=Mm.174034.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445158_at 12.3 1.7 A A 0.27 0.66 -2.7 NC 0.5 gb:AV229887 /DB_XREF=gi:16385683 /DB_XREF=AV229887 /CLONE=4631422E20 /FEA=EST /CNT=3 /TID=Mm.209223.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445579_at 8.9 1.3 A A 0.6 0.78 -2.7 NC 0.55 gb:BM116762 /DB_XREF=gi:17079780 /DB_XREF=L0840G11-3 /CLONE=L0840G11 /FEA=EST /CNT=3 /TID=Mm.218308.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445834_at 6.8 1.3 A A 0.39 0.69 -2.7 NC 0.5 gb:BG067597 /DB_XREF=gi:12550166 /DB_XREF=H3056B06-3 /CLONE=H3056B06 /FEA=EST /CNT=3 /TID=Mm.35995.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446257_at 8.7 1.7 A A 0.33 0.75 -2.7 NC 0.85 gb:BB043168 /DB_XREF=gi:15403900 /DB_XREF=BB043168 /CLONE=6030470D11 /FEA=EST /CNT=2 /TID=Mm.214655.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446397_at 5.9 0.5 M A 0.05 0.6 -2.7 NC 0.5 gb:BB031367 /DB_XREF=gi:16258181 /DB_XREF=BB031367 /CLONE=5830463N04 /FEA=EST /CNT=2 /TID=Mm.215288.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446441_at 14.5 1.7 A A 0.14 0.5 -2.7 NC 0.58 gb:BB126659 /DB_XREF=gi:16262288 /DB_XREF=BB126659 /CLONE=9630015N15 /FEA=EST /CNT=2 /TID=Mm.208469.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446807_at 11.8 2.2 P A 0.03 0.5 -2.7 NC 0.93 gb:BB215201 /DB_XREF=gi:16353024 /DB_XREF=BB215201 /CLONE=A530025I19 /FEA=EST /CNT=2 /TID=Mm.215595.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447182_at 6.6 0.5 A A 0.24 0.94 -2.7 NC 0.89 gb:BG066044 /DB_XREF=gi:12548607 /DB_XREF=H3038C06-3 /CLONE=H3038C06 /FEA=EST /CNT=2 /TID=Mm.24971.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447406_at 6 0.8 A A 0.46 0.85 -2.7 NC 0.5 gb:AW050127 /DB_XREF=gi:5910656 /DB_XREF=UI-M-BH1-ano-d-05-0-UI.s1 /CLONE=UI-M-BH1-ano-d-05-0-UI /FEA=EST /CNT=2 /TID=Mm.152029.1
MOE430_2_1447604_at 3.5 0.5 A A 0.5 0.99 -2.7 NC 0.97 gb:AI605402 /DB_XREF=gi:4614569 /DB_XREF=vn78c10.x1 /CLONE=IMAGE:1038066 /FEA=EST /CNT=2 /TID=Mm.21870.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447969_at 8 1.1 A A 0.27 0.75 -2.7 NC 0.58 gb:AI449210 /DB_XREF=gi:4288408 /DB_XREF=ms98e09.x1 /CLONE=IMAGE:619624 /FEA=EST /CNT=4 /TID=Mm.25008.2 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448107_x_ 3.9 0.7 A A 0.5 0.72 -2.7 NC 0.63 gb:BC010754.1 /DB_XREF=gi:14789645 /FEA=FLmRNA /CNT=368 /TID=Mm.4486.1 /TIER=FL+Stack /STK=220 /UG=Mm.4486 /LL=16612 /UG_GENE=Klk6
MOE430_2_1448539_a_ 13.3 3.3 A A 0.08 0.56 -2.7 NC 0.98 gb:NM_027857.1 /DB_XREF=gi:20127152 /GEN=0610006H10Rik /FEA=FLmRNA /CNT=180 /TID=Mm.29735.1 /TIER=FL+Stack /STK=60 /UG=Mm.29735 /L
MOE430_2_1448690_at 7.3 1.1 A A 0.24 0.78 -2.7 NC 0.77 gb:NM_008430.1 /DB_XREF=gi:6680537 /GEN=Kcnk1 /FEA=FLmRNA /CNT=125 /TID=Mm.10800.1 /TIER=FL+Stack /STK=46 /UG=Mm.10800 /LL=16525 /
MOE430_2_1450266_at 16.4 2 P A 0.01 0.69 -2.7 NC 0.92 gb:NM_009134.1 /DB_XREF=gi:6677874 /GEN=Scn10a /FEA=FLmRNA /CNT=5 /TID=Mm.42141.1 /TIER=FL /STK=2 /UG=Mm.42141 /LL=20264 /DEF=Mus
MOE430_2_1450869_at 9.1 1.3 A A 0.17 0.5 -2.7 NC 0.89 gb:AI649186 /DB_XREF=gi:4730020 /DB_XREF=uk32d07.x1 /CLONE=IMAGE:1970701 /FEA=FLmRNA /CNT=99 /TID=Mm.5087.1 /TIER=Stack /STK=14 /UG
MOE430_2_1451681_at 8.6 0.9 A A 0.09 0.84 -2.7 NC 0.54 gb:BC018263.1 /DB_XREF=gi:17390614 /FEA=FLmRNA /CNT=24 /TID=Mm.214923.1 /TIER=FL /STK=2 /UG=Mm.214923 /DEF=Mus musculus, Similar to re
MOE430_2_1451772_at 20.4 2.8 A A 0.19 0.53 -2.7 NC 0.5 gb:BF181136 /DB_XREF=gi:11059278 /DB_XREF=601805195F1 /CLONE=IMAGE:4036054 /FEA=FLmRNA /CNT=26 /TID=Mm.28433.1 /TIER=ConsEnd /ST
MOE430_2_1451802_at 5.5 0.4 A A 0.5 0.88 -2.7 NC 0.92 gb:M57625.1 /DB_XREF=gi:200506 /GEN=protease-6 /FEA=FLmRNA /CNT=7 /TID=Mm.7409.3 /TIER=FL /STK=1 /UG=Mm.7409 /LL=17229 /DEF=Mouse 
MOE430_2_1451865_at 8.6 2.4 A A 0.33 0.75 -2.7 NC 0.65 gb:BC004680.1 /DB_XREF=gi:13435605 /FEA=FLmRNA /CNT=3 /TID=Mm.204649.1 /TIER=FL /STK=1 /UG=Mm.204649 /DEF=Mus musculus, Similar to co
MOE430_2_1451875_at 7.4 0.5 A A 0.14 0.39 -2.7 NC 0.36 gb:AF366264.1 /DB_XREF=gi:19880502 /FEA=FLmRNA /CNT=2 /TID=Mm.67161.1 /TIER=FL /STK=1 /UG=Mm.67161 /DEF=Mus musculus SUMO-1-specif
MOE430_2_1452696_a_ 24.2 5.3 A A 0.14 0.59 -2.7 NC 0.93 gb:AK017115.1 /DB_XREF=gi:12856211 /FEA=mRNA /CNT=88 /TID=Mm.17353.1 /TIER=Stack /STK=77 /UG=Mm.17353 /LL=74476 /UG_GENE=4933439C1
MOE430_2_1453002_at 4.9 1.1 A A 0.43 0.99 -2.7 NC 0.97 gb:BE825056 /DB_XREF=gi:10257290 /DB_XREF=C0508G12-3 /CLONE=C0508G12 /FEA=mRNA /CNT=69 /TID=Mm.40715.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1453548_at 13.3 2.9 A A 0.08 0.46 -2.7 NC 0.84 gb:AK006604.1 /DB_XREF=gi:12839788 /FEA=mRNA /CNT=3 /TID=Mm.159768.1 /TIER=ConsEnd /STK=2 /UG=Mm.159768 /LL=76711 /UG_GENE=170003
MOE430_2_1453568_at 3.4 0.4 A A 0.36 0.93 -2.7 NC 0.9 gb:BE633038 /DB_XREF=gi:9915726 /DB_XREF=uv72a10.y1 /CLONE=IMAGE:3412698 /FEA=mRNA /CNT=16 /TID=Mm.24039.1 /TIER=ConsEnd /STK=1 /U
MOE430_2_1453695_at 10.3 0.8 A A 0.19 0.78 -2.7 NC 0.69 gb:AK016782.1 /DB_XREF=gi:12855702 /GEN=Mater /FEA=mRNA /CNT=3 /TID=Mm.79065.1 /TIER=ConsEnd /STK=1 /UG=Mm.79065 /UG_TITLE=Mus mu
MOE430_2_1454041_at 6.8 0.4 A A 0.45 0.98 -2.7 NC 0.7 gb:AK015781.1 /DB_XREF=gi:12854250 /FEA=mRNA /CNT=1 /TID=Mm.87637.3 /TIER=ConsEnd /STK=0 /UG=Mm.87637 /LL=75821 /UG_GENE=4930513H
MOE430_2_1454308_at 2.9 0.4 A A 0.5 0.96 -2.7 NC 0.86 gb:BB099606 /DB_XREF=gi:8744640 /DB_XREF=BB099606 /CLONE=9430069H16 /FEA=mRNA /CNT=7 /TID=Mm.177674.1 /TIER=ConsEnd /STK=0 /UG=
MOE430_2_1454455_at 4.1 0.9 A A 0.3 0.94 -2.7 NC 0.71 gb:AK018336.1 /DB_XREF=gi:12857994 /FEA=mRNA /CNT=1 /TID=Mm.159715.1 /TIER=ConsEnd /STK=0 /UG=Mm.159715 /LL=76215 /UG_GENE=653041
MOE430_2_1454465_at 19.9 1.8 A A 0.36 0.69 -2.7 NC 0.9 gb:AK017970.1 /DB_XREF=gi:12857482 /FEA=mRNA /CNT=1 /TID=Mm.159655.1 /TIER=ConsEnd /STK=0 /UG=Mm.159655 /LL=76033 /UG_GENE=583043
MOE430_2_1454526_at 10.6 1.4 A A 0.19 0.66 -2.7 NC 0.68 gb:AK020415.1 /DB_XREF=gi:12860994 /FEA=mRNA /CNT=1 /TID=Mm.159878.1 /TIER=ConsEnd /STK=0 /UG=Mm.159878 /LL=77255 /UG_GENE=943001
MOE430_2_1455100_at 3.3 0.8 A A 0.35 0.88 -2.7 NC 0.5 gb:AI891467 /DB_XREF=gi:5597369 /DB_XREF=ul58h08.x1 /CLONE=IMAGE:2123295 /FEA=EST /CNT=25 /TID=Mm.77361.2 /TIER=Stack /STK=25 /UG=M
MOE430_2_1455469_at 15.5 2.9 A A 0.09 0.66 -2.7 NC 0.59 gb:BM114658 /DB_XREF=gi:17077676 /DB_XREF=L0808C09-3 /CLONE=L0808C09 /FEA=EST /CNT=14 /TID=Mm.39846.1 /TIER=Stack /STK=13 /UG=Mm
MOE430_2_1456845_at 8.3 1.5 A A 0.63 0.82 -2.7 NC 0.63 gb:AV299174 /DB_XREF=gi:16393115 /DB_XREF=AV299174 /CLONE=5730466E06 /FEA=EST /CNT=7 /TID=Mm.212707.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1456907_at 13.5 1.5 A A 0.18 0.56 -2.7 NC 0.77 gb:BI104444 /DB_XREF=gi:14555337 /DB_XREF=602890040F1 /CLONE=IMAGE:5035256 /FEA=EST /CNT=10 /TID=Mm.119763.1 /TIER=ConsEnd /STK=6 
MOE430_2_1456940_at 8.6 1 A A 0.19 0.75 -2.7 NC 0.5 gb:BF146873 /DB_XREF=gi:11028268 /DB_XREF=uy25d12.x1 /CLONE=IMAGE:3660599 /FEA=EST /CNT=7 /TID=Mm.153057.1 /TIER=ConsEnd /STK=6 /U
MOE430_2_1457169_at 10 2.4 A A 0.12 0.66 -2.7 NC 0.79 gb:BB521745 /DB_XREF=gi:16443558 /DB_XREF=BB521745 /CLONE=D930003C15 /FEA=EST /CNT=5 /TID=Mm.155569.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1457314_at 9.2 0.9 A A 0.53 0.82 -2.7 NC 0.6 gb:BB041571 /DB_XREF=gi:16258673 /DB_XREF=BB041571 /CLONE=6030456K24 /FEA=EST /CNT=7 /TID=Mm.34340.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457328_at 11.8 1.9 A A 0.1 0.66 -2.7 NC 0.92 gb:BE957015 /DB_XREF=gi:10602139 /DB_XREF=UI-M-BG2-bbq-h-07-0-UI.s1 /CLONE=UI-M-BG2-bbq-h-07-0-UI /FEA=EST /CNT=6 /TID=Mm.82657.1
MOE430_2_1457496_at 13.5 0.9 P A 0.04 0.36 -2.7 NC 0.79 gb:AV340283 /DB_XREF=gi:16396840 /DB_XREF=AV340283 /CLONE=6430514C12 /FEA=EST /CNT=4 /TID=Mm.94426.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1457698_at 4.4 0.4 A A 0.32 0.95 -2.7 NC 0.92 gb:BB054332 /DB_XREF=gi:16259716 /DB_XREF=BB054332 /CLONE=6720470H10 /FEA=EST /CNT=10 /TID=Mm.137534.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1457787_at 14.8 2.6 A A 0.14 0.43 -2.7 NC 0.8 gb:BB193921 /DB_XREF=gi:16270870 /DB_XREF=BB193921 /CLONE=A330079N23 /FEA=EST /CNT=5 /TID=Mm.207788.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458035_at 4.4 0.9 A A 0.08 0.66 -2.7 NC 0.79 gb:BG068723 /DB_XREF=gi:12551292 /DB_XREF=H3068F06-3 /CLONE=H3068F06 /FEA=EST /CNT=3 /TID=Mm.26384.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458253_at 3.3 0.4 A A 0.5 0.85 -2.7 NC 0.5 gb:BB283369 /DB_XREF=gi:8983818 /DB_XREF=BB283369 /CLONE=A930102A18 /FEA=EST /CNT=3 /TID=Mm.119696.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458347_s_ 11.5 1.6 A A 0.19 0.75 -2.7 NC 0.74 gb:BB414224 /DB_XREF=gi:9235579 /DB_XREF=BB414224 /CLONE=C430036M12 /FEA=EST /CNT=3 /TID=Mm.212827.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458494_at 10.8 1.3 M A 0.05 0.72 -2.7 NC 0.66 gb:AW457185 /DB_XREF=gi:7027402 /DB_XREF=UI-M-BH3-aqx-d-03-0-UI.s1 /CLONE=UI-M-BH3-aqx-d-03-0-UI /FEA=EST /CNT=5 /TID=Mm.37917.1 /
MOE430_2_1458728_at 6.1 0.9 A A 0.43 0.9 -2.7 NC 0.8 gb:BG070561 /DB_XREF=gi:12553130 /DB_XREF=H3088F10-3 /CLONE=H3088F10 /FEA=EST /CNT=3 /TID=Mm.173268.1 /TIER=ConsEnd /STK=2 /UG=M



MOE430_2_1458783_at 6 1.3 A A 0.14 0.75 -2.7 NC 0.65 gb:BG070203 /DB_XREF=gi:12552772 /DB_XREF=H3084G10-3 /CLONE=H3084G10 /FEA=EST /CNT=3 /TID=Mm.173215.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458854_at 3.3 0.6 A A 0.53 0.78 -2.7 NC 0.58 gb:C78891 /DB_XREF=gi:2519221 /DB_XREF=C78891 /CLONE=J0056H10 /FEA=EST /CNT=3 /TID=Mm.172931.1 /TIER=ConsEnd /STK=2 /UG=Mm.17293
MOE430_2_1459091_at 4.1 0.9 A A 0.3 0.66 -2.7 NC 0.5 gb:BB503994 /DB_XREF=gi:16442679 /DB_XREF=BB503994 /CLONE=D630046B05 /FEA=EST /CNT=3 /TID=Mm.209616.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459187_at 14.5 0.8 A A 0.36 0.72 -2.7 NC 0.5 gb:BG075096 /DB_XREF=gi:12557665 /DB_XREF=H3143C04-3 /CLONE=H3143C04 /FEA=EST /CNT=2 /TID=Mm.167829.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459282_at 9.3 1.2 A A 0.36 0.93 -2.7 NC 0.84 gb:BB464165 /DB_XREF=gi:16426972 /DB_XREF=BB464165 /CLONE=D130086C21 /FEA=EST /CNT=2 /TID=Mm.209328.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459448_at 12.7 1.1 M A 0.05 0.43 -2.7 NC 0.59 gb:BB496517 /DB_XREF=gi:16441867 /DB_XREF=BB496517 /CLONE=D630003K02 /FEA=EST /CNT=2 /TID=Mm.135473.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459810_at 8.1 0.5 A A 0.24 0.5 -2.7 NC 0.99 gb:AV111970 /DB_XREF=gi:5266050 /DB_XREF=AV111970 /CLONE=2610007M08 /FEA=EST /CNT=2 /TID=Mm.176539.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460212_at 6.5 0.8 A A 0.27 0.72 -2.7 NC 0.5 gb:BC022793.1 /DB_XREF=gi:18606311 /FEA=FLmRNA /CNT=322 /TID=Mm.69061.1 /TIER=FL+Stack /STK=39 /UG=Mm.69061 /LL=14685 /UG_GENE=Gn
MOE430_2_1460461_at 9.9 1.6 A A 0.39 0.78 -2.7 NC 0.78 gb:AK014940.1 /DB_XREF=gi:12853069 /FEA=mRNA /CNT=31 /TID=Mm.55870.1 /TIER=Stack /STK=20 /UG=Mm.55870 /LL=70902 /UG_GENE=4921521K0
MOE430_2_1415846_a_ 5 0.8 A A 0.21 0.63 -2.8 NC 0.77 gb:NM_013580.1 /DB_XREF=gi:7305228 /GEN=Ldh3 /FEA=FLmRNA /CNT=227 /TID=Mm.16563.1 /TIER=FL+Stack /STK=208 /UG=Mm.16563 /LL=16833 /
MOE430_2_1417925_at 12.6 1.1 A A 0.36 0.78 -2.8 NC 0.5 gb:BC012658.1 /DB_XREF=gi:15215081 /FEA=FLmRNA /CNT=60 /TID=Mm.12895.1 /TIER=FL+Stack /STK=33 /UG=Mm.12895 /LL=20299 /UG_GENE=Scy
MOE430_2_1418519_at 5.4 0.9 A A 0.27 0.88 -2.8 NC 0.93 gb:BC012637.1 /DB_XREF=gi:15215023 /FEA=FLmRNA /CNT=81 /TID=Mm.35020.1 /TIER=FL+Stack /STK=22 /UG=Mm.35020 /LL=23923 /UG_GENE=Kat2
MOE430_2_1418956_at 17.5 2 A A 0.19 0.69 -2.8 NC 0.95 gb:NM_032004.1 /DB_XREF=gi:14030780 /GEN=Sstk-pending /FEA=FLmRNA /CNT=21 /TID=Mm.69431.1 /TIER=FL+Stack /STK=16 /UG=Mm.69431 /LL=8
MOE430_2_1420544_at 3.7 1.5 A A 0.27 0.78 -2.8 NC 0.84 gb:NM_008099.1 /DB_XREF=gi:6679962 /GEN=Gcet /FEA=FLmRNA /CNT=15 /TID=Mm.4799.1 /TIER=FL /STK=4 /UG=Mm.4799 /LL=14525 /DEF=Mus mu
MOE430_2_1421295_at 14.9 1.6 A A 0.09 0.39 -2.8 NC 0.63 gb:NM_031258.1 /DB_XREF=gi:13752588 /GEN=Nrln1-pending /FEA=FLmRNA /CNT=13 /TID=Mm.157697.1 /TIER=FL /STK=2 /UG=Mm.157697 /LL=83453
MOE430_2_1421521_at 4 0.6 A A 0.72 0.88 -2.8 NC 0.91 gb:NM_026248.1 /DB_XREF=gi:13385755 /GEN=4930430A15Rik /FEA=FLmRNA /CNT=6 /TID=Mm.84331.1 /TIER=FL /STK=2 /UG=Mm.84331 /LL=67575 /
MOE430_2_1421590_at 5.4 1 A A 0.39 0.78 -2.8 NC 0.84 gb:NM_030726.1 /DB_XREF=gi:13507681 /GEN=Gpr90 /FEA=FLmRNA /CNT=5 /TID=Mm.160368.1 /TIER=FL /STK=2 /UG=Mm.160368 /LL=80978 /DEF=M
MOE430_2_1422190_at 9.4 0.5 A A 0.27 0.75 -2.8 NC 0.5 gb:NM_007577.1 /DB_XREF=gi:6680817 /GEN=C5r1 /FEA=FLmRNA /CNT=4 /TID=Mm.57044.1 /TIER=FL /STK=1 /UG=Mm.57044 /LL=12273 /DEF=Mus m
MOE430_2_1422358_at 7.6 0.7 A A 0.11 0.72 -2.8 NC 0.69 gb:NM_008041.1 /DB_XREF=gi:6679856 /GEN=Fpr-rs4 /FEA=FLmRNA /CNT=1 /TID=Mm.57144.1 /TIER=FL /STK=1 /UG=Mm.57144 /LL=14291 /DEF=Mus
MOE430_2_1424477_at 18.3 1.5 A A 0.12 0.6 -2.8 NC 0.8 gb:BC019731.1 /DB_XREF=gi:18044001 /FEA=FLmRNA /CNT=54 /TID=Mm.46582.1 /TIER=FL+Stack /STK=30 /UG=Mm.46582 /DEF=Mus musculus, clone 
MOE430_2_1425854_x_ 12.7 1.8 A A 0.53 0.88 -2.8 NC 0.5 gb:U07661.1 /DB_XREF=gi:476319 /FEA=FLmRNA /CNT=3 /TID=Mm.157012.4 /TIER=FL /STK=1 /UG=Mm.157012 /LL=21586 /UG_GENE=Tcrb-V13 /DEF
MOE430_2_1426019_at 8 1.2 A A 0.43 0.78 -2.8 NC 0.64 gb:M57958.1 /DB_XREF=gi:200394 /FEA=FLmRNA /CNT=1 /TID=Mm.22724.1 /TIER=FL /STK=1 /UG=Mm.22724 /LL=18786 /UG_GENE=Plaa /DEF=Mouse
MOE430_2_1426470_at 21.9 3.3 M A 0.05 0.53 -2.8 NC 0.99 gb:BG069472 /DB_XREF=gi:12551964 /DB_XREF=H3075H08-3 /CLONE=H3075H08 /FEA=FLmRNA /CNT=48 /TID=Mm.43711.3 /TIER=ConsEnd /STK=3 /U
MOE430_2_1427053_at 65.9 11.2 P A 0.000732 0.06 -2.8 D 0.99 gb:BC026627.1 /DB_XREF=gi:20071839 /FEA=mRNA /CNT=37 /TID=Mm.33546.1 /TIER=Stack /STK=21 /UG=Mm.33546 /DEF=Mus musculus, Similar to DK
MOE430_2_1427303_at 5.6 0.4 A A 0.27 0.8 -2.8 NC 0.5 gb:BC005527.1 /DB_XREF=gi:13529640 /FEA=mRNA /CNT=105 /TID=Mm.53371.1 /TIER=ConsEnd /STK=1 /UG=Mm.53371 /LL=103316 /UG_GENE=AI8764
MOE430_2_1427579_at 16.3 1.7 A A 0.19 0.88 -2.8 NC 0.93 gb:BE653576 /DB_XREF=gi:9979485 /DB_XREF=UI-M-AP1-agg-a-03-0-UI.r1 /CLONE=UI-M-AP1-agg-a-03-0-UI /FEA=mRNA /CNT=9 /TID=Mm.219535.
MOE430_2_1427911_at 20.5 3.1 A A 0.19 0.6 -2.8 NC 0.98 gb:AK012006.1 /DB_XREF=gi:12848482 /FEA=mRNA /CNT=58 /TID=Mm.45995.1 /TIER=Stack /STK=27 /UG=Mm.45995 /LL=72512 /UG_GENE=2610307O0
MOE430_2_1429924_at 13.5 1 A A 0.39 0.69 -2.8 NC 0.5 gb:AK006136.1 /DB_XREF=gi:12839076 /FEA=mRNA /CNT=8 /TID=Mm.179627.1 /TIER=ConsEnd /STK=6 /UG=Mm.179627 /LL=71863 /UG_GENE=170001
MOE430_2_1429952_at 20.5 2.9 A A 0.24 0.72 -2.8 NC 0.77 gb:AV265561 /DB_XREF=gi:16389360 /DB_XREF=AV265561 /CLONE=4930509B16 /FEA=mRNA /CNT=9 /TID=Mm.82766.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1430202_at 18.7 1.4 A A 0.12 0.6 -2.8 NC 0.54 gb:AV208370 /DB_XREF=gi:6149222 /DB_XREF=AV208370 /CLONE=1700108F19 /FEA=mRNA /CNT=5 /TID=Mm.116804.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1430420_at 9 0.8 A A 0.43 0.69 -2.8 NC 0.97 gb:AK021024.1 /DB_XREF=gi:12861788 /FEA=mRNA /CNT=4 /TID=Mm.160035.1 /TIER=ConsEnd /STK=2 /UG=Mm.160035 /LL=77986 /UG_GENE=B43031
MOE430_2_1431080_at 4.1 0.3 A A 0.43 0.87 -2.8 NC 0.85 gb:BB611374 /DB_XREF=gi:16452624 /DB_XREF=BB611374 /CLONE=2900041K15 /FEA=mRNA /CNT=12 /TID=Mm.158112.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431273_at 14.1 1 A A 0.3 0.78 -2.8 NC 0.77 gb:BB647853 /DB_XREF=gi:16482109 /DB_XREF=BB647853 /CLONE=C130007O12 /FEA=mRNA /CNT=6 /TID=Mm.101690.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431311_at 5.3 0.8 A A 0.16 0.85 -2.8 NC 0.84 gb:BB409435 /DB_XREF=gi:16423180 /DB_XREF=BB409435 /CLONE=C430014B08 /FEA=mRNA /CNT=6 /TID=Mm.158446.1 /TIER=ConsEnd /STK=0 /UG
MOE430_2_1431395_a_ 11.5 1.6 A A 0.6 0.72 -2.8 NC 0.5 gb:BI645591 /DB_XREF=gi:15559804 /DB_XREF=603275380F1 /CLONE=IMAGE:5315947 /FEA=mRNA /CNT=3 /TID=Mm.56685.2 /TIER=ConsEnd /STK=0 /
MOE430_2_1431674_at 11.8 1.2 M A 0.05 0.63 -2.8 NC 0.8 gb:AK011970.1 /DB_XREF=gi:12848420 /FEA=mRNA /CNT=2 /TID=Mm.53530.1 /TIER=ConsEnd /STK=1 /UG=Mm.53530 /LL=70457 /UG_GENE=2610303G
MOE430_2_1431850_at 6.2 0.6 A A 0.5 0.87 -2.8 NC 0.8 gb:AK014278.1 /DB_XREF=gi:12852017 /FEA=mRNA /CNT=1 /TID=Mm.158759.1 /TIER=ConsEnd /STK=0 /UG=Mm.158759 /LL=71818 /UG_GENE=320000
MOE430_2_1432076_at 8.7 0.7 A A 0.56 0.8 -2.8 NC 0.3 gb:AK016994.1 /DB_XREF=gi:12856029 /FEA=mRNA /CNT=1 /TID=Mm.158653.1 /TIER=ConsEnd /STK=0 /UG=Mm.158653 /LL=71285 /UG_GENE=493343
MOE430_2_1432548_at 8.3 1.5 A A 0.53 0.93 -2.8 NC 0.96 gb:AK005563.1 /DB_XREF=gi:12838203 /FEA=mRNA /CNT=1 /TID=Mm.158798.1 /TIER=ConsEnd /STK=0 /UG=Mm.158798 /LL=72239 /UG_GENE=160002
MOE430_2_1432920_at 4.6 0.4 A A 0.46 0.82 -2.8 NC 0.74 gb:AK019900.1 /DB_XREF=gi:12860293 /FEA=mRNA /CNT=1 /TID=Mm.160075.1 /TIER=ConsEnd /STK=0 /UG=Mm.160075 /LL=78279 /UG_GENE=533042
MOE430_2_1432991_at 5.1 2.1 A A 0.36 0.6 -2.8 NC 0.28 gb:AK015840.1 /DB_XREF=gi:12854331 /FEA=mRNA /CNT=1 /TID=Mm.159312.1 /TIER=ConsEnd /STK=0 /UG=Mm.159312 /LL=74713 /UG_GENE=493051
MOE430_2_1433057_at 14.2 2 A A 0.12 0.69 -2.8 NC 0.89 gb:AK016780.1 /DB_XREF=gi:12855699 /FEA=mRNA /CNT=1 /TID=Mm.158578.1 /TIER=ConsEnd /STK=0 /UG=Mm.158578 /LL=71135 /UG_GENE=493341
MOE430_2_1433159_at 4.7 0.9 A A 0.59 0.85 -2.8 NC 0.83 gb:AK019919.1 /DB_XREF=gi:12860318 /FEA=mRNA /CNT=1 /TID=Mm.159850.1 /TIER=ConsEnd /STK=0 /UG=Mm.159850 /LL=77105 /UG_GENE=533042
MOE430_2_1433170_at 6.9 0.9 A A 0.3 0.93 -2.8 NC 0.84 gb:AK013612.1 /DB_XREF=gi:12851045 /FEA=mRNA /CNT=1 /TID=Mm.158894.1 /TIER=ConsEnd /STK=0 /UG=Mm.158894 /LL=72854 /UG_GENE=290003
MOE430_2_1434584_a_ 7.6 1.8 A A 0.14 0.69 -2.8 NC 0.85 gb:BG069218 /DB_XREF=gi:12551787 /DB_XREF=H3074A07-3 /CLONE=H3074A07 /FEA=EST /CNT=30 /TID=Mm.26222.1 /TIER=Stack /STK=29 /UG=Mm
MOE430_2_1434638_at 18.2 0.7 A A 0.11 0.39 -2.8 NC 0.98 gb:BM938299 /DB_XREF=gi:19397451 /DB_XREF=UI-M-BZ1-bfv-k-07-0-UI.r1 /CLONE=UI-M-BZ1-bfv-k-07-0-UI /FEA=EST /CNT=29 /TID=Mm.113930.
MOE430_2_1435126_at 7.4 1.4 A A 0.39 0.8 -2.8 NC 0.95 gb:BB174864 /DB_XREF=gi:16269628 /DB_XREF=BB174864 /CLONE=A230053N23 /FEA=EST /CNT=21 /TID=Mm.39225.1 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1435179_at 4.9 0.4 A A 0.6 0.97 -2.8 NC 0.68 gb:AV252614 /DB_XREF=gi:16387794 /DB_XREF=AV252614 /CLONE=4833441G08 /FEA=EST /CNT=24 /TID=Mm.44345.1 /TIER=Stack /STK=19 /UG=Mm
MOE430_2_1435911_s_ 10.3 1.5 A A 0.14 0.46 -2.8 NC 0.9 gb:BB043465 /DB_XREF=gi:15403907 /DB_XREF=BB043465 /CLONE=6030474C01 /FEA=EST /CNT=30 /TID=Mm.36104.1 /TIER=Stack /STK=12 /UG=Mm
MOE430_2_1436474_at 9.2 1.5 A A 0.63 0.96 -2.8 NC 0.79 gb:BB014828 /DB_XREF=gi:16257391 /DB_XREF=BB014828 /CLONE=4930485E17 /FEA=EST /CNT=9 /TID=Mm.135495.1 /TIER=Stack /STK=9 /UG=Mm.1
MOE430_2_1438471_at 6.5 1.3 A A 0.27 0.5 -2.8 NC 0.83 gb:BB359474 /DB_XREF=gi:16405839 /DB_XREF=BB359474 /CLONE=C030039E11 /FEA=EST /CNT=14 /TID=Mm.153449.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438939_x_ 11.9 1.1 A A 0.21 0.5 -2.8 NC 0.97 gb:BB276872 /DB_XREF=gi:8973893 /DB_XREF=BB276872 /CLONE=A830099I17 /FEA=EST /CNT=9 /TID=Mm.7089.6 /TIER=Stack /STK=9 /UG=Mm.7089
MOE430_2_1439145_at 3.8 0.4 A A 0.53 0.85 -2.8 NC 0.72 gb:AA867167 /DB_XREF=gi:2962612 /DB_XREF=vx24b09.r1 /CLONE=IMAGE:1265369 /FEA=EST /CNT=11 /TID=Mm.179809.1 /TIER=Stack /STK=8 /UG=M
MOE430_2_1439408_a_ 4.2 0.5 A A 0.33 0.5 -2.8 NC 0.36 gb:AV100992 /DB_XREF=gi:5248540 /DB_XREF=AV100992 /CLONE=2410070E19 /FEA=EST /CNT=8 /TID=Mm.12926.4 /TIER=Stack /STK=8 /UG=Mm.129
MOE430_2_1439556_at 12.6 1 P A 0.00293 0.66 -2.8 D 0.99 gb:BM201198 /DB_XREF=gi:17754856 /DB_XREF=C0221D10-3 /CLONE=C0221D10 /FEA=EST /CNT=9 /TID=Mm.90327.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1439919_at 5.5 1 A A 0.27 0.87 -2.8 NC 0.51 gb:AW123012 /DB_XREF=gi:6098542 /DB_XREF=UI-M-BH2.1-apb-e-02-0-UI.s1 /CLONE=UI-M-BH2.1-apb-e-02-0-UI /FEA=EST /CNT=7 /TID=Mm.54195
MOE430_2_1440174_at 7.6 1.4 A A 0.3 0.66 -2.8 NC 0.57 gb:BB120981 /DB_XREF=gi:8773549 /DB_XREF=BB120981 /CLONE=9530079P17 /FEA=EST /CNT=6 /TID=Mm.176961.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1440354_at 9.6 1 A A 0.27 0.6 -2.8 NC 0.65 gb:BB149977 /DB_XREF=gi:16267860 /DB_XREF=BB149977 /CLONE=A030003B21 /FEA=EST /CNT=8 /TID=Mm.184560.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440539_at 7.2 1.1 A A 0.21 0.69 -2.8 NC 0.5 gb:BG069481 /DB_XREF=gi:12551973 /DB_XREF=H3076A05-3 /CLONE=H3076A05 /FEA=EST /CNT=5 /TID=Mm.11732.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441075_at 7.1 0.8 A A 0.59 0.99 -2.8 NC 0.99 gb:AW541389 /DB_XREF=gi:7183806 /DB_XREF=C0144F05-3 /CLONE=C0144F05 /FEA=EST /CNT=6 /TID=Mm.90047.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441427_at 4.2 1.2 A A 0.36 0.85 -2.8 NC 0.84 gb:BB282989 /DB_XREF=gi:15411172 /DB_XREF=BB282989 /CLONE=A930041G11 /FEA=EST /CNT=4 /TID=Mm.134437.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441686_at 7.2 1.3 A A 0.17 0.78 -2.8 NC 0.85 gb:BB668033 /DB_XREF=gi:16399482 /DB_XREF=BB668033 /CLONE=C920004N15 /FEA=EST /CNT=4 /TID=Mm.120780.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441782_at 8.1 0.7 A A 0.56 0.95 -2.8 NC 0.54 gb:AW121504 /DB_XREF=gi:6096837 /DB_XREF=UI-M-BH2.2-aop-b-02-0-UI.s1 /CLONE=UI-M-BH2.2-aop-b-02-0-UI /FEA=EST /CNT=4 /TID=Mm.8261
MOE430_2_1441864_x_ 3.4 0.4 A A 0.5 0.95 -2.8 NC 0.9 gb:BB100151 /DB_XREF=gi:8752719 /DB_XREF=BB100151 /CLONE=9430071J09 /FEA=EST /CNT=4 /TID=Mm.118231.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442069_at 3.7 0.3 A A 0.56 0.99 -2.8 NC 0.94 gb:BG066628 /DB_XREF=gi:12549120 /DB_XREF=H3044C08-3 /CLONE=H3044C08 /FEA=EST /CNT=8 /TID=Mm.168854.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442572_at 5.9 1 A A 0.39 0.9 -2.8 NC 0.92 gb:BE979373 /DB_XREF=gi:10646199 /DB_XREF=UI-M-BG2-bbx-c-10-0-UI.s1 /CLONE=UI-M-BG2-bbx-c-10-0-UI /FEA=EST /CNT=4 /TID=Mm.151159.
MOE430_2_1442740_at 7.2 1.3 P A 0.02 0.6 -2.8 NC 0.6 gb:BM219213 /DB_XREF=gi:17778961 /DB_XREF=C0921G04-3 /CLONE=C0921G04 /FEA=EST /CNT=4 /TID=Mm.218438.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1443111_at 3.6 0.6 A A 0.3 0.87 -2.8 NC 0.91 gb:BB277078 /DB_XREF=gi:15410919 /DB_XREF=BB277078 /CLONE=A930002D02 /FEA=EST /CNT=3 /TID=Mm.166005.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443431_at 5.7 0.7 A A 0.19 0.88 -2.8 NC 0.98 gb:C76331 /DB_XREF=gi:2516661 /DB_XREF=C76331 /CLONE=J0008H04 /FEA=EST /CNT=3 /TID=Mm.24902.1 /TIER=ConsEnd /STK=3 /UG=Mm.24902 /
MOE430_2_1443630_at 4.4 1.2 A A 0.39 0.46 -2.8 NC 0.6 gb:BE635194 /DB_XREF=gi:9917882 /DB_XREF=uv93c09.x1 /CLONE=IMAGE:3414736 /FEA=EST /CNT=3 /TID=Mm.104275.1 /TIER=ConsEnd /STK=3 /UG
MOE430_2_1443712_x_ 1.2 0.3 A A 0.66 0.97 -2.8 NC 0.94 gb:BB740432 /DB_XREF=gi:16143437 /DB_XREF=BB740432 /CLONE=F430205M07 /FEA=EST /CNT=3 /TID=Mm.207156.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444286_at 16.6 3 A A 0.19 0.5 -2.8 NC 0.5 gb:AW456568 /DB_XREF=gi:7026785 /DB_XREF=UI-M-BH3-aqs-e-08-0-UI.s1 /CLONE=UI-M-BH3-aqs-e-08-0-UI /FEA=EST /CNT=5 /TID=Mm.101040.1
MOE430_2_1444400_at 5.3 0.4 A A 0.43 0.52 -2.8 NC 0.5 gb:BG069875 /DB_XREF=gi:12552444 /DB_XREF=H3081A11-3 /CLONE=H3081A11 /FEA=EST /CNT=4 /TID=Mm.86496.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444587_at 5.4 0.7 A A 0.43 0.94 -2.8 NC 0.55 gb:AI481207 /DB_XREF=gi:4374433 /DB_XREF=vh20e07.x1 /CLONE=IMAGE:876036 /FEA=EST /CNT=4 /TID=Mm.34696.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444592_at 6.2 0.7 A A 0.49 0.98 -2.8 NC 0.87 gb:AA268474 /DB_XREF=gi:1905245 /DB_XREF=va05f06.r1 /CLONE=IMAGE:722051 /FEA=EST /CNT=4 /TID=Mm.37555.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444894_at 14.6 2.3 A A 0.36 0.78 -2.8 NC 0.92 gb:BG076324 /DB_XREF=gi:12558893 /DB_XREF=H3158D03-3 /CLONE=H3158D03 /FEA=EST /CNT=3 /TID=Mm.103292.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445006_at 6.4 1.5 A A 0.3 0.46 -2.8 NC 0.78 gb:BG071817 /DB_XREF=gi:12554386 /DB_XREF=H3103E05-3 /CLONE=H3103E05 /FEA=EST /CNT=3 /TID=Mm.174025.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445089_at 7 0.8 A A 0.12 0.93 -2.8 NC 0.87 gb:BG069671 /DB_XREF=gi:12552240 /DB_XREF=H3078H03-3 /CLONE=H3078H03 /FEA=EST /CNT=3 /TID=Mm.155230.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445385_at 8 1.3 M A 0.05 0.53 -2.8 NC 0.58 gb:BB551855 /DB_XREF=gi:16448098 /DB_XREF=BB551855 /CLONE=E230031H04 /FEA=EST /CNT=3 /TID=Mm.89010.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1445907_at 5.4 0.4 A A 0.3 0.63 -2.8 NC 0.63 gb:BG067084 /DB_XREF=gi:12549653 /DB_XREF=H3050D07-3 /CLONE=H3050D07 /FEA=EST /CNT=2 /TID=Mm.154724.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446042_at 6.6 1.2 A A 0.39 0.63 -2.8 NC 0.5 gb:BG068241 /DB_XREF=gi:12550810 /DB_XREF=H3063C07-3 /CLONE=H3063C07 /FEA=EST /CNT=2 /TID=Mm.173525.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446465_at 6.6 1 A A 0.36 0.72 -2.8 NC 0.82 gb:BB500880 /DB_XREF=gi:16442350 /DB_XREF=BB500880 /CLONE=D630032B16 /FEA=EST /CNT=2 /TID=Mm.209576.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446607_at 10.1 0.8 A A 0.14 0.94 -2.8 NC 0.99 gb:AV328412 /DB_XREF=gi:15406328 /DB_XREF=AV328412 /CLONE=6330441K20 /FEA=EST /CNT=2 /TID=Mm.212918.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446781_at 4.1 0.9 A A 0.72 0.85 -2.8 NC 0.7 gb:C77617 /DB_XREF=gi:2517947 /DB_XREF=C77617 /CLONE=J0034F03 /FEA=EST /CNT=2 /TID=Mm.154717.1 /TIER=ConsEnd /STK=2 /UG=Mm.15471
MOE430_2_1447321_at 12.7 2.8 A A 0.39 0.88 -2.8 NC 0.91 gb:BI500023 /DB_XREF=gi:15339367 /DB_XREF=ie13h09.x1 /FEA=EST /CNT=2 /TID=Mm.202491.1 /TIER=ConsEnd /STK=2 /UG=Mm.202491 /UG_TITLE=E
MOE430_2_1447617_at 1.2 0.2 A A 0.91 0.98 -2.8 NC 0.89 gb:AV303171 /DB_XREF=gi:6335685 /DB_XREF=AV303171 /CLONE=5730511E10 /FEA=EST /CNT=2 /TID=Mm.111326.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1449306_at 5.9 0.7 A A 0.12 0.75 -2.8 NC 0.65 gb:BC018414.1 /DB_XREF=gi:17390977 /FEA=FLmRNA /CNT=28 /TID=Mm.4934.1 /TIER=FL+Stack /STK=15 /UG=Mm.4934 /LL=15500 /UG_GENE=Hsf2 /
MOE430_2_1449757_x_ 9 2.6 A A 0.39 0.87 -2.8 NC 0.59 gb:BB160593 /DB_XREF=gi:8816533 /DB_XREF=BB160593 /CLONE=A130054B04 /FEA=EST /CNT=1 /TID=Mm.204633.1 /TIER=ConsEnd /STK=1 /UG=Mm
MOE430_2_1450334_at 6.2 0.4 A A 0.53 0.84 -2.8 NC 0.27 gb:NM_021782.1 /DB_XREF=gi:11140820 /GEN=Il21 /FEA=FLmRNA /CNT=2 /TID=Mm.157689.1 /TIER=FL /STK=2 /UG=Mm.157689 /LL=60505 /DEF=Mus 
MOE430_2_1451499_at 10.1 1.5 A A 0.12 0.46 -2.8 NC 0.65 gb:AF000969.2 /DB_XREF=gi:15795230 /GEN=Cpd2 /FEA=FLmRNA /CNT=41 /TID=Mm.41732.1 /TIER=FL+Stack /STK=14 /UG=Mm.41732 /DEF=Mus mus
MOE430_2_1451650_at 3 0.5 A A 0.65 0.96 -2.8 NC 0.89 gb:BC006690.1 /DB_XREF=gi:13879418 /FEA=FLmRNA /CNT=19 /TID=Mm.27530.1 /TIER=FL /STK=3 /UG=Mm.27530 /DEF=Mus musculus, Similar to D-a
MOE430_2_1452507_at 8.5 2.1 A A 0.46 0.63 -2.8 NC 0.74 gb:AF022078.1 /DB_XREF=gi:2738978 /FEA=mRNA /CNT=2 /TID=Mm.5152.1 /TIER=ConsEnd /STK=0 /UG=Mm.5152 /LL=13396 /UG_GENE=Dlx6 /DEF=M
MOE430_2_1452567_at 3.6 0.4 A A 0.39 0.63 -2.8 NC 0.82 gb:L10908.1 /DB_XREF=gi:192556 /GEN=Gcap1 /FEA=mRNA /CNT=1 /TID=Mm.4638.1 /TIER=ConsEnd /STK=0 /UG=Mm.4638 /LL=14486 /UG_TITLE=gra
MOE430_2_1453133_at 2.5 0.3 A A 0.56 0.88 -2.8 NC 0.73 gb:AK006599.1 /DB_XREF=gi:12839781 /FEA=mRNA /CNT=30 /TID=Mm.78691.1 /TIER=Stack /STK=26 /UG=Mm.78691 /LL=73333 /UG_GENE=1700034J0
MOE430_2_1453244_at 8 0.9 A A 0.17 0.72 -2.8 NC 0.94 gb:AK017935.1 /DB_XREF=gi:12857437 /FEA=mRNA /CNT=20 /TID=Mm.123030.1 /TIER=Stack /STK=10 /UG=Mm.123030 /LL=74751 /UG_GENE=5830416
MOE430_2_1453418_at 3.9 0.8 A A 0.36 0.82 -2.8 NC 0.5 gb:AK017266.1 /DB_XREF=gi:12856416 /FEA=mRNA /CNT=10 /TID=Mm.62619.1 /TIER=ConsEnd /STK=3 /UG=Mm.62619 /LL=71355 /UG_GENE=5430404
MOE430_2_1453427_at 5.1 0.5 A A 0.33 0.72 -2.8 NC 0.9 gb:AK011501.1 /DB_XREF=gi:12847666 /GEN=Csnk2a1-rs4 /FEA=mRNA /CNT=9 /TID=Mm.23692.2 /TIER=ConsEnd /STK=3 /UG=Mm.23692 /LL=12999 /
MOE430_2_1454220_at 6.4 1.3 A A 0.43 0.56 -2.8 NC 0.5 gb:AK020392.1 /DB_XREF=gi:12863261 /FEA=mRNA /CNT=1 /TID=Mm.159932.1 /TIER=ConsEnd /STK=0 /UG=Mm.159932 /LL=77511 /UG_GENE=933018
MOE430_2_1454335_at 4.6 0.6 A A 0.6 0.8 -2.8 NC 0.5 gb:AV376713 /DB_XREF=gi:6424360 /DB_XREF=AV376713 /CLONE=9130214F15 /FEA=mRNA /CNT=2 /TID=Mm.98531.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1454502_at 13.7 2.8 A A 0.09 0.33 -2.8 NC 0.55 gb:AK013567.1 /DB_XREF=gi:12850978 /FEA=mRNA /CNT=1 /TID=Mm.159789.1 /TIER=ConsEnd /STK=0 /UG=Mm.159789 /LL=76830 /UG_GENE=290002
MOE430_2_1454713_s_ 10.7 2.5 A A 0.8 0.85 -2.8 NC 0.41 gb:BG072171 /DB_XREF=gi:12554740 /DB_XREF=H3107E11-3 /CLONE=H3107E11 /FEA=EST /CNT=67 /TID=Mm.18603.2 /TIER=Stack /STK=64 /UG=Mm
MOE430_2_1455907_x_ 5.3 0.5 A A 0.19 0.96 -2.8 NC 0.97 gb:BB059017 /DB_XREF=gi:8466165 /DB_XREF=BB059017 /CLONE=7120486F13 /FEA=EST /CNT=28 /TID=Mm.62505.1 /TIER=Stack /STK=27 /UG=Mm.6
MOE430_2_1456030_at 13.2 2.5 A A 0.53 0.72 -2.8 NC 0.5 gb:BE949230 /DB_XREF=gi:10526984 /DB_XREF=UI-M-BH3-ave-e-10-0-UI.s1 /CLONE=UI-M-BH3-ave-e-10-0-UI /FEA=EST /CNT=20 /TID=Mm.41170.
MOE430_2_1456437_x_ 230.4 41.1 P P 0.00415 0.00415 -2.8 D 0.99 gb:BB558917 /DB_XREF=gi:9645283 /DB_XREF=BB558917 /CLONE=E330036H09 /FEA=EST /CNT=11 /TID=Mm.24276.3 /TIER=Stack /STK=10 /UG=Mm.
MOE430_2_1456504_at 9.8 1.1 P A 0.01 0.6 -2.8 NC 0.63 gb:BM248637 /DB_XREF=gi:17883907 /DB_XREF=K0819G10-3 /CLONE=K0819G10 /FEA=EST /CNT=16 /TID=Mm.170163.1 /TIER=Stack /STK=9 /UG=Mm
MOE430_2_1456910_at 12.4 2.5 A A 0.24 0.63 -2.8 NC 0.4 gb:BB310553 /DB_XREF=gi:16402630 /DB_XREF=BB310553 /CLONE=B230316A17 /FEA=EST /CNT=9 /TID=Mm.32147.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1456953_at 12.7 2.2 A A 0.14 0.63 -2.8 NC 0.5 gb:BB459641 /DB_XREF=gi:16426439 /DB_XREF=BB459641 /CLONE=D130062H10 /FEA=EST /CNT=7 /TID=Mm.100952.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457035_at 8.4 1 A A 0.06 0.5 -2.8 NC 0.6 gb:AI607873 /DB_XREF=gi:4617040 /DB_XREF=ub60c10.x1 /CLONE=IMAGE:1382130 /FEA=EST /CNT=15 /TID=Mm.200180.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1457814_at 6.3 0.4 A A 0.43 0.5 -2.8 NC 0.73 gb:AI465523 /DB_XREF=gi:4319553 /DB_XREF=mu91b02.x1 /CLONE=IMAGE:652875 /FEA=EST /CNT=5 /TID=Mm.166529.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1458043_at 17.7 2.4 A A 0.11 0.39 -2.8 NC 0.9 gb:BG074623 /DB_XREF=gi:12557192 /DB_XREF=H3137C12-3 /CLONE=H3137C12 /FEA=EST /CNT=3 /TID=Mm.196771.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458123_at 8.9 0.4 A A 0.19 0.46 -2.8 NC 0.83 gb:BB124953 /DB_XREF=gi:16262149 /DB_XREF=BB124953 /CLONE=9630002A11 /FEA=EST /CNT=3 /TID=Mm.209756.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458359_at 11.6 2 A A 0.12 0.78 -2.8 NC 0.96 gb:AW125395 /DB_XREF=gi:6100925 /DB_XREF=UI-M-BH2.3-aqh-c-11-0-UI.s1 /CLONE=UI-M-BH2.3-aqh-c-11-0-UI /FEA=EST /CNT=3 /TID=Mm.76796
MOE430_2_1458626_at 9.6 2.2 A A 0.19 0.43 -2.8 NC 0.74 gb:AI842394 /DB_XREF=gi:5476607 /DB_XREF=UI-M-AM1-agc-e-09-0-UI.s1 /CLONE=UI-M-AM1-agc-e-09-0-UI /FEA=EST /CNT=4 /TID=Mm.151209.1 
MOE430_2_1458925_at 5.5 0.4 A A 0.24 0.96 -2.8 NC 0.97 gb:BB150931 /DB_XREF=gi:15408940 /DB_XREF=BB150931 /CLONE=A030010D05 /FEA=EST /CNT=3 /TID=Mm.132801.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459260_at 11.4 1.4 A A 0.09 0.63 -2.8 NC 0.5 gb:AW551715 /DB_XREF=gi:7197054 /DB_XREF=L0201F10-3 /CLONE=L0201F10 /FEA=EST /CNT=2 /TID=Mm.182671.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459312_at 6.3 0.6 A A 0.35 0.69 -2.8 NC 0.55 gb:BG068978 /DB_XREF=gi:12551547 /DB_XREF=H3071D06-3 /CLONE=H3071D06 /FEA=EST /CNT=2 /TID=Mm.173719.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459465_at 8.2 1.3 P A 0.04 0.75 -2.8 NC 0.96 gb:BG067791 /DB_XREF=gi:12550360 /DB_XREF=H3058C02-3 /CLONE=H3058C02 /FEA=EST /CNT=2 /TID=Mm.173081.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459530_at 14.2 1.1 A A 0.24 0.65 -2.8 NC 0.8 gb:BM208677 /DB_XREF=gi:17764931 /DB_XREF=C0632D10-3 /CLONE=C0632D10 /FEA=EST /CNT=2 /TID=Mm.216119.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459619_at 9.2 0.5 A A 0.56 0.98 -2.8 NC 0.93 gb:BB254042 /DB_XREF=gi:15410692 /DB_XREF=BB254042 /CLONE=A730060B10 /FEA=EST /CNT=2 /TID=Mm.208328.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1460525_at 5.3 0.7 A A 0.39 0.94 -2.8 NC 0.83 gb:AV138957 /DB_XREF=gi:5324687 /DB_XREF=AV138957 /CLONE=2810047J09 /FEA=mRNA /CNT=2 /TID=Mm.158860.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1417009_at 1076.7 115.2 P P 0.000244 0.001221 -2.9 D 0.99 gb:NM_023143.1 /DB_XREF=gi:12963528 /GEN=C1r /FEA=FLmRNA /CNT=148 /TID=Mm.24276.1 /TIER=FL+Stack /STK=60 /UG=Mm.24276 /LL=50909 /D
MOE430_2_1417643_at 17.3 1.9 A A 0.24 0.53 -2.9 NC 0.58 gb:NM_025290.1 /DB_XREF=gi:13384637 /GEN=Tsga2 /FEA=FLmRNA /CNT=53 /TID=Mm.12743.1 /TIER=FL+Stack /STK=40 /UG=Mm.12743 /LL=22092 /D
MOE430_2_1418806_at 18.4 3.6 A A 0.17 0.56 -2.9 NC 0.57 gb:NM_007782.1 /DB_XREF=gi:6681050 /GEN=Csf3r /FEA=FLmRNA /CNT=22 /TID=Mm.56915.1 /TIER=FL+Stack /STK=18 /UG=Mm.56915 /LL=12986 /DE
MOE430_2_1418867_at 11.5 1.6 A A 0.19 0.72 -2.9 NC 0.94 gb:NM_009996.1 /DB_XREF=gi:6753571 /GEN=Cyp24 /FEA=FLmRNA /CNT=29 /TID=Mm.6575.1 /TIER=FL /STK=2 /UG=Mm.6575 /LL=13081 /DEF=Mus m
MOE430_2_1418936_at 37.8 5.7 P A 0.008057 0.39 -2.9 NC 0.98 gb:BC022952.1 /DB_XREF=gi:18605754 /FEA=FLmRNA /CNT=30 /TID=Mm.86646.1 /TIER=FL+Stack /STK=16 /UG=Mm.86646 /LL=17133 /UG_GENE=Maff
MOE430_2_1419032_at 6.8 1.5 A A 0.17 0.6 -2.9 NC 0.72 gb:NM_133729.1 /DB_XREF=gi:19526919 /GEN=2610018G03Rik /FEA=FLmRNA /CNT=89 /TID=Mm.46254.1 /TIER=FL+Stack /STK=14 /UG=Mm.46254 /LL
MOE430_2_1419135_at 13.9 0.8 A A 0.43 0.8 -2.9 NC 0.87 gb:NM_008518.1 /DB_XREF=gi:6678729 /GEN=Ltb /FEA=FLmRNA /CNT=29 /TID=Mm.1715.1 /TIER=FL+Stack /STK=13 /UG=Mm.1715 /LL=16994 /DEF=M
MOE430_2_1419846_at 5.9 0.6 A A 0.39 0.96 -2.9 NC 0.48 gb:AI627121 /DB_XREF=gi:4663921 /DB_XREF=mu56a03.y1 /CLONE=IMAGE:643372 /FEA=EST /CNT=3 /TID=Mm.1905.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420191_s_ 15.6 0.8 P A 0.000732 0.46 -2.9 NC 0.92 gb:N28171 /DB_XREF=gi:1146027 /DB_XREF=MDB1494 /FEA=EST /CNT=1 /TID=Mm.196501.2 /TIER=ConsEnd /STK=1 /UG=Mm.196501 /LL=52872 /UG_
MOE430_2_1421288_at 10.7 2.2 A A 0.17 0.56 -2.9 NC 0.95 gb:NM_007975.1 /DB_XREF=gi:6679728 /GEN=F2rl3 /FEA=FLmRNA /CNT=15 /TID=Mm.12948.1 /TIER=FL /STK=2 /UG=Mm.12948 /LL=14065 /DEF=Mus m
MOE430_2_1421498_a_ 46.7 5.7 P A 0.005859 0.46 -2.9 D 0.99 gb:NM_023450.1 /DB_XREF=gi:13443005 /GEN=0610010M13Rik /FEA=FLmRNA /CNT=5 /TID=Mm.45111.1 /TIER=FL /STK=2 /UG=Mm.45111 /LL=68355 /
MOE430_2_1421625_a_ 4.6 0.7 A A 0.36 0.8 -2.9 NC 0.72 gb:NM_028953.1 /DB_XREF=gi:20127391 /GEN=Tmc1 /FEA=FLmRNA /CNT=3 /TID=Mm.219585.1 /TIER=FL /STK=2 /UG=Mm.219585 /LL=13409 /DEF=Mu
MOE430_2_1421776_at 6.5 0.5 A A 0.19 0.71 -2.9 NC 0.86 gb:NM_054091.1 /DB_XREF=gi:16905124 /GEN=Olfr74 /FEA=FLmRNA /CNT=2 /TID=Mm.196679.1 /TIER=FL /STK=2 /UG=Mm.196679 /LL=117005 /DEF=M
MOE430_2_1421999_at 8 1 A A 0.46 0.53 -2.9 NC 0.55 gb:U02601.1 /DB_XREF=gi:575921 /GEN=TSHr /FEA=FLmRNA /CNT=24 /TID=Mm.4254.1 /TIER=FL /STK=1 /UG=Mm.4254 /LL=22095 /DEF=Mus musculu
MOE430_2_1422273_at 4.7 1 A A 0.43 0.72 -2.9 NC 0.88 gb:NM_032007.1 /DB_XREF=gi:14030786 /GEN=Mcolb-pending /FEA=FLmRNA /CNT=2 /TID=Mm.156951.1 /TIER=FL /STK=1 /UG=Mm.156951 /LL=83996 
MOE430_2_1422417_at 12.3 1.1 A A 0.21 0.8 -2.9 NC 0.58 gb:NM_020613.1 /DB_XREF=gi:10181153 /GEN=X99300 /FEA=FLmRNA /CNT=1 /TID=Mm.57211.1 /TIER=FL /STK=1 /UG=Mm.57211 /LL=57359 /DEF=Mu
MOE430_2_1423329_at 4.7 0.4 A A 0.39 0.87 -2.9 NC 0.5 gb:BB278235 /DB_XREF=gi:15410983 /DB_XREF=BB278235 /CLONE=A930010A10 /FEA=FLmRNA /CNT=65 /TID=Mm.18218.1 /TIER=Stack /STK=9 /UG=
MOE430_2_1425002_at 6.1 0.3 A A 0.36 0.78 -2.9 NC 0.95 gb:BC010462.1 /DB_XREF=gi:14714644 /FEA=FLmRNA /CNT=25 /TID=Mm.69553.1 /TIER=FL+Stack /STK=9 /UG=Mm.69553 /DEF=Mus musculus, Similar 
MOE430_2_1425080_at 10.1 1.2 A A 0.43 0.85 -2.9 NC 0.87 gb:BC027023.1 /DB_XREF=gi:20071953 /FEA=FLmRNA /CNT=14 /TID=Mm.168530.1 /TIER=FL /STK=7 /UG=Mm.168530 /LL=192651 /UG_GENE=MGC390
MOE430_2_1425127_at 6.8 0.7 A A 0.24 0.97 -2.9 NC 0.9 gb:BC026757.1 /DB_XREF=gi:20073206 /FEA=FLmRNA /CNT=11 /TID=Mm.196405.1 /TIER=FL /STK=6 /UG=Mm.196405 /LL=15493 /UG_GENE=Hsd3b2 /D
MOE430_2_1428363_at 7.6 0.6 A A 0.24 0.87 -2.9 NC 0.63 gb:BG791602 /DB_XREF=gi:14127172 /DB_XREF=UTSW_H13G12 /CLONE=UTSW_H13G12 /FEA=mRNA /CNT=157 /TID=Mm.183021.1 /TIER=ConsEnd /ST
MOE430_2_1429452_x_ 65.8 7.4 A A 0.24 0.39 -2.9 NC 0.99 gb:AK005333.1 /DB_XREF=gi:12837808 /FEA=mRNA /CNT=76 /TID=Mm.206757.1 /TIER=Stack /STK=20 /UG=Mm.206757 /LL=66776 /UG_GENE=4933439
MOE430_2_1430376_at 3.3 0.8 A A 0.46 0.88 -2.9 NC 0.62 gb:AK019545.1 /DB_XREF=gi:12859819 /FEA=mRNA /CNT=8 /TID=Mm.160065.1 /TIER=ConsEnd /STK=2 /UG=Mm.160065 /LL=78257 /UG_GENE=492152
MOE430_2_1430918_at 5.6 0.6 A A 0.24 0.56 -2.9 NC 0.77 gb:AK018160.1 /DB_XREF=gi:12857752 /FEA=mRNA /CNT=3 /TID=Mm.158436.1 /TIER=ConsEnd /STK=1 /UG=Mm.158436 /LL=70723 /UG_GENE=633041
MOE430_2_1431046_at 10.5 1.7 A A 0.21 0.75 -2.9 NC 0.86 gb:BG962793 /DB_XREF=gi:14350430 /DB_XREF=602827628F1 /CLONE=IMAGE:4982431 /FEA=mRNA /CNT=20 /TID=Mm.27721.1 /TIER=ConsEnd /STK=
MOE430_2_1431335_a_ 20 2.1 P A 0.04 0.82 -2.9 NC 0.93 gb:AK018575.1 /DB_XREF=gi:12858350 /FEA=mRNA /CNT=5 /TID=Mm.87599.2 /TIER=ConsEnd /STK=0 /UG=Mm.87599 /LL=67866 /UG_GENE=2310058A
MOE430_2_1431492_at 5.8 0.9 A A 0.24 0.82 -2.9 NC 0.5 gb:AK008974.1 /DB_XREF=gi:12843485 /FEA=mRNA /CNT=3 /TID=Mm.75602.1 /TIER=ConsEnd /STK=2 /UG=Mm.75602 /LL=70166 /UG_GENE=2210418G
MOE430_2_1432464_a_ 36.1 1.2 P A 0.005859 0.46 -2.9 D 0.99 gb:AK009960.1 /DB_XREF=gi:12845079 /FEA=mRNA /CNT=1 /TID=Mm.28248.1 /TIER=ConsEnd /STK=0 /UG=Mm.28248 /LL=69697 /UG_GENE=2310057J
MOE430_2_1432822_at 13.2 2.5 A A 0.12 0.75 -2.9 NC 0.74 gb:AK016159.1 /DB_XREF=gi:12854785 /FEA=mRNA /CNT=2 /TID=Mm.108657.1 /TIER=ConsEnd /STK=0 /UG=Mm.108657 /LL=75308 /UG_GENE=493055
MOE430_2_1433196_at 22.4 2.7 A A 0.3 0.5 -2.9 NC 0.5 gb:AK020548.1 /DB_XREF=gi:12861162 /FEA=mRNA /CNT=1 /TID=Mm.159911.1 /TIER=ConsEnd /STK=0 /UG=Mm.159911 /LL=77400 /UG_GENE=953000
MOE430_2_1434534_at 5.2 0.7 A A 0.24 0.82 -2.9 NC 0.5 gb:BB006344 /DB_XREF=gi:16257000 /DB_XREF=BB006344 /CLONE=4732471B22 /FEA=EST /CNT=41 /TID=Mm.28245.1 /TIER=Stack /STK=30 /UG=Mm
MOE430_2_1435021_at 7.3 1.3 A A 0.33 0.72 -2.9 NC 0.74 gb:BQ175666 /DB_XREF=gi:20351158 /DB_XREF=UI-M-DJ2-bwe-g-02-0-UI.s1 /CLONE=UI-M-DJ2-bwe-g-02-0-UI /FEA=EST /CNT=31 /TID=Mm.32758
MOE430_2_1435044_at 11.1 2 A A 0.46 0.72 -2.9 NC 0.5 gb:BB333883 /DB_XREF=gi:16404032 /DB_XREF=BB333883 /CLONE=B830016J19 /FEA=EST /CNT=25 /TID=Mm.32582.1 /TIER=Stack /STK=21 /UG=Mm
MOE430_2_1435697_a_ 8.8 1 A A 0.24 0.6 -2.9 NC 0.5 gb:BB503614 /DB_XREF=gi:9492408 /DB_XREF=BB503614 /CLONE=D630044E09 /FEA=EST /CNT=16 /TID=Mm.123225.2 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1436453_at 5.8 0.6 A A 0.39 0.94 -2.9 NC 0.77 gb:BB144871 /DB_XREF=gi:8799808 /DB_XREF=BB144871 /CLONE=9930027H11 /FEA=EST /CNT=10 /TID=Mm.25766.1 /TIER=Stack /STK=9 /UG=Mm.25
MOE430_2_1436600_at 2.9 0.5 A A 0.43 0.78 -2.9 NC 0.73 gb:BM119957 /DB_XREF=gi:17087983 /DB_XREF=L0933A10-3 /CLONE=L0933A10 /FEA=EST /CNT=11 /TID=Mm.127662.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1436615_a_ 5.1 0.7 A A 0.21 0.69 -2.9 NC 0.71 gb:AI786408 /DB_XREF=gi:5334124 /DB_XREF=uj55b02.x1 /CLONE=IMAGE:1923819 /FEA=EST /CNT=10 /TID=Mm.2611.3 /TIER=Stack /STK=8 /UG=Mm.
MOE430_2_1437275_at 2.4 0.3 A A 0.33 0.85 -2.9 NC 0.68 gb:AI987899 /DB_XREF=gi:5819693 /DB_XREF=um08e07.x1 /CLONE=IMAGE:2182500 /FEA=EST /CNT=21 /TID=Mm.18962.2 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437326_x_ 9.3 2.8 A A 0.27 0.84 -2.9 NC 0.55 gb:AV060902 /DB_XREF=gi:5160649 /DB_XREF=AV060902 /CLONE=1810065N19 /FEA=EST /CNT=21 /TID=Mm.30780.5 /TIER=Stack /STK=20 /UG=Mm.3
MOE430_2_1437633_at 11.5 2.4 A A 0.33 0.56 -2.9 NC 0.5 gb:BE333865 /DB_XREF=gi:9207641 /DB_XREF=us28c03.y1 /CLONE=IMAGE:3168388 /FEA=EST /CNT=93 /TID=Mm.41929.2 /TIER=Stack /STK=12 /UG=
MOE430_2_1437961_x_ 6.9 0.4 A A 0.33 0.8 -2.9 NC 0.96 gb:BB031907 /DB_XREF=gi:16258199 /DB_XREF=BB031907 /CLONE=5830468B05 /FEA=EST /CNT=13 /TID=Mm.220891.1 /TIER=Stack /STK=13 /UG=M
MOE430_2_1437981_x_ 25.4 2.7 A A 0.09 0.24 -2.9 NC 0.54 gb:BB000366 /DB_XREF=gi:7840294 /DB_XREF=BB000366 /CLONE=2510005E11 /FEA=EST /CNT=13 /TID=Mm.25608.4 /TIER=Stack /STK=13 /UG=Mm.2
MOE430_2_1439372_at 7 1.3 A A 0.39 0.8 -2.9 NC 0.55 gb:AV215710 /DB_XREF=gi:6156555 /DB_XREF=AV215710 /CLONE=2410151L01 /FEA=EST /CNT=8 /TID=Mm.24433.3 /TIER=Stack /STK=8 /UG=Mm.244
MOE430_2_1439733_at 5.9 0.4 P A 0.04 0.93 -2.9 NC 0.98 gb:BB491819 /DB_XREF=gi:16441728 /DB_XREF=BB491819 /CLONE=D530023N09 /FEA=EST /CNT=7 /TID=Mm.139814.1 /TIER=ConsEnd /STK=7 /UG=M



MOE430_2_1440418_at 2 0.2 A A 0.66 0.96 -2.9 NC 0.92 gb:BB521571 /DB_XREF=gi:16443530 /DB_XREF=BB521571 /CLONE=D930002C17 /FEA=EST /CNT=6 /TID=Mm.138609.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440553_at 6.5 0.6 A A 0.18 0.96 -2.9 NC 0.99 gb:BB310008 /DB_XREF=gi:16402582 /DB_XREF=BB310008 /CLONE=B230313J17 /FEA=EST /CNT=5 /TID=Mm.192706.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440603_at 9 1.2 A A 0.36 0.82 -2.9 NC 0.81 gb:BB073590 /DB_XREF=gi:16260225 /DB_XREF=BB073590 /CLONE=9230112C21 /FEA=EST /CNT=5 /TID=Mm.186640.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440802_at 7.3 1 P A 0.03 0.66 -2.9 NC 0.99 gb:BB349272 /DB_XREF=gi:9061100 /DB_XREF=BB349272 /CLONE=B930074H12 /FEA=EST /CNT=5 /TID=Mm.138109.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1440945_at 8.9 0.8 A A 0.21 0.53 -2.9 NC 0.66 gb:BB230205 /DB_XREF=gi:8900850 /DB_XREF=BB230205 /CLONE=A630025I08 /FEA=EST /CNT=7 /TID=Mm.185323.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441872_x_ 9.6 0.9 A A 0.12 0.88 -2.9 NC 0.75 gb:BB318357 /DB_XREF=gi:9025392 /DB_XREF=BB318357 /CLONE=B230374I07 /FEA=EST /CNT=4 /TID=Mm.218486.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1442049_at 12.3 1.5 A A 0.43 0.8 -2.9 NC 0.94 gb:BM237750 /DB_XREF=gi:17873020 /DB_XREF=K0506E06-3 /CLONE=K0506E06 /FEA=EST /CNT=7 /TID=Mm.44860.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442246_at 8.2 0.9 A A 0.14 0.9 -2.9 NC 0.98 gb:AV018108 /DB_XREF=gi:16356338 /DB_XREF=AV018108 /CLONE=1190003I05 /FEA=EST /CNT=5 /TID=Mm.133069.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1442339_at 6.1 0.4 A A 0.06 0.39 -2.9 NC 0.29 gb:BB667930 /DB_XREF=gi:16399379 /DB_XREF=BB667930 /CLONE=C920010N09 /FEA=EST /CNT=5 /TID=Mm.138101.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442485_at 7.2 1.5 A A 0.66 0.98 -2.9 NC 0.74 gb:BG068676 /DB_XREF=gi:12551245 /DB_XREF=H3068B06-3 /CLONE=H3068B06 /FEA=EST /CNT=4 /TID=Mm.173634.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442491_at 4.7 0.3 A A 0.5 0.9 -2.9 NC 0.83 gb:BB393194 /DB_XREF=gi:16409121 /DB_XREF=BB393194 /CLONE=C230082H08 /FEA=EST /CNT=4 /TID=Mm.186903.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442788_at 8.9 1.5 A A 0.46 0.85 -2.9 NC 0.78 gb:BB698513 /DB_XREF=gi:16047337 /DB_XREF=BB698513 /CLONE=7420402K18 /FEA=EST /CNT=4 /TID=Mm.115409.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442900_at 6.4 1.3 A A 0.27 0.75 -2.9 NC 0.75 gb:C76146 /DB_XREF=gi:2516476 /DB_XREF=C76146 /CLONE=J0004E04 /FEA=EST /CNT=4 /TID=Mm.24895.1 /TIER=ConsEnd /STK=3 /UG=Mm.24895 /
MOE430_2_1443094_at 5.6 0.7 A A 0.45 0.88 -2.9 NC 0.93 gb:BB031311 /DB_XREF=gi:16258176 /DB_XREF=BB031311 /CLONE=5830463H17 /FEA=EST /CNT=3 /TID=Mm.122832.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443430_at 9.7 1.3 A A 0.27 0.72 -2.9 NC 0.55 gb:BM234069 /DB_XREF=gi:17869339 /DB_XREF=K0345A06-3 /CLONE=K0345A06 /FEA=EST /CNT=3 /TID=Mm.218009.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443556_at 12.6 1.2 P A 0.04 0.63 -2.9 NC 0.57 gb:BB765808 /DB_XREF=gi:16196772 /DB_XREF=BB765808 /CLONE=G370056J23 /FEA=EST /CNT=3 /TID=Mm.32313.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443744_at 4.3 0.4 A A 0.46 0.75 -2.9 NC 0.5 gb:BM942899 /DB_XREF=gi:19402762 /DB_XREF=UI-M-BZ1-bed-f-08-0-UI.r1 /CLONE=UI-M-BZ1-bed-f-08-0-UI /FEA=EST /CNT=3 /TID=Mm.188403.1
MOE430_2_1443879_at 7.1 1.2 A A 0.12 0.43 -2.9 NC 0.7 gb:BE457051 /DB_XREF=gi:9478776 /DB_XREF=us27a08.x1 /CLONE=IMAGE:3168278 /FEA=EST /CNT=18 /TID=Mm.30686.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444173_at 10.9 0.8 A A 0.39 0.69 -2.9 NC 0.5 gb:BB798145 /DB_XREF=gi:16967768 /DB_XREF=BB798145 /CLONE=G630012C09 /FEA=EST /CNT=5 /TID=Mm.197007.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444351_at 10 1.1 A A 0.3 0.69 -2.9 NC 0.83 gb:BB201535 /DB_XREF=gi:16271586 /DB_XREF=BB201535 /CLONE=A430040B20 /FEA=EST /CNT=4 /TID=Mm.197181.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444453_at 7.5 1 A A 0.14 0.72 -2.9 NC 0.5 gb:AV226646 /DB_XREF=gi:15404894 /DB_XREF=AV226646 /CLONE=4021402A13 /FEA=EST /CNT=4 /TID=Mm.71451.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1444512_at 18.2 1.7 M A 0.05 0.39 -2.9 D 0.99 gb:AI643890 /DB_XREF=gi:4722365 /DB_XREF=vu62a04.x1 /CLONE=IMAGE:1195950 /FEA=EST /CNT=4 /TID=Mm.154381.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1445040_at 7.6 1.7 A A 0.36 0.63 -2.9 NC 0.5 gb:BG069704 /DB_XREF=gi:12552273 /DB_XREF=H3079C01-3 /CLONE=H3079C01 /FEA=EST /CNT=3 /TID=Mm.155171.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445046_at 11.5 1.6 A A 0.24 0.63 -2.9 NC 0.5 gb:BG066817 /DB_XREF=gi:12549386 /DB_XREF=H3047C06-3 /CLONE=H3047C06 /FEA=EST /CNT=3 /TID=Mm.154725.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445734_at 9.2 0.6 A A 0.21 0.69 -2.9 NC 0.39 gb:BG076142 /DB_XREF=gi:12558711 /DB_XREF=H3156B05-3 /CLONE=H3156B05 /FEA=EST /CNT=3 /TID=Mm.103278.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446195_at 5.5 0.6 A A 0.53 0.96 -2.9 NC 0.65 gb:AV275513 /DB_XREF=gi:15405629 /DB_XREF=AV275513 /CLONE=4932428J18 /FEA=EST /CNT=2 /TID=Mm.56201.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446343_at 8.1 1.6 A A 0.33 0.68 -2.9 NC 0.77 gb:BG068486 /DB_XREF=gi:12551055 /DB_XREF=H3066B01-3 /CLONE=H3066B01 /FEA=EST /CNT=2 /TID=Mm.26351.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446586_at 9.3 1.2 A A 0.46 0.82 -2.9 NC 0.87 gb:BB067518 /DB_XREF=gi:16259969 /DB_XREF=BB067518 /CLONE=8030463A06 /FEA=EST /CNT=2 /TID=Mm.116289.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446632_at 5 0.2 A A 0.08 0.59 -2.9 NC 0.74 gb:AV381226 /DB_XREF=gi:16398285 /DB_XREF=AV381226 /CLONE=9230110L19 /FEA=EST /CNT=2 /TID=Mm.207361.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447463_at 2.7 0.2 A A 0.53 0.92 -2.9 NC 0.5 gb:BE982228 /DB_XREF=gi:10652170 /DB_XREF=UI-M-CG0p-bfi-e-08-0-UI.s1 /CLONE=UI-M-CG0p-bfi-e-08-0-UI /FEA=EST /CNT=2 /TID=Mm.40940.1
MOE430_2_1447825_x_ 1.8 0.3 A A 0.82 0.9 -2.9 NC 0.64 gb:BB076893 /DB_XREF=gi:8641953 /DB_XREF=BB076893 /CLONE=9330130A21 /FEA=EST /CNT=2 /TID=Mm.117885.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447846_x_ 17.6 1.9 A A 0.09 0.63 -2.9 NC 0.98 gb:AV353654 /DB_XREF=gi:6394711 /DB_XREF=AV353654 /CLONE=7120410N04 /FEA=EST /CNT=2 /TID=Mm.161902.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1448089_at 7.1 1 A A 0.21 0.56 -2.9 NC 0.64 gb:BG079266 /DB_XREF=gi:12561834 /DB_XREF=H3037G07-5 /CLONE=H3037G07 /FEA=EST /CNT=3 /TID=Mm.36571.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1448150_at 16.4 2 P A 0.005859 0.32 -2.9 NC 0.59 gb:AK017823.1 /DB_XREF=gi:12857272 /FEA=FLmRNA /CNT=267 /TID=Mm.22687.1 /TIER=Stack /STK=17 /UG=Mm.22687 /LL=18226 /UG_GENE=Nup62 
MOE430_2_1448561_at 17 1.6 P A 0.03 0.5 -2.9 NC 0.76 gb:NM_010877.1 /DB_XREF=gi:6754797 /GEN=Ncf2 /FEA=FLmRNA /CNT=85 /TID=Mm.10729.1 /TIER=FL+Stack /STK=59 /UG=Mm.10729 /LL=17970 /DE
MOE430_2_1448723_at 2.8 0.7 A A 0.53 0.98 -2.9 NC 0.85 gb:NM_017473.1 /DB_XREF=gi:8567341 /GEN=Rdh7 /FEA=FLmRNA /CNT=108 /TID=Mm.6696.1 /TIER=FL+Stack /STK=44 /UG=Mm.6696 /LL=54150 /DEF
MOE430_2_1449195_s_ 15.2 1.5 A A 0.12 0.53 -2.9 NC 0.98 gb:BC019961.1 /DB_XREF=gi:18043283 /FEA=FLmRNA /CNT=54 /TID=Mm.46424.1 /TIER=FL+Stack /STK=19 /UG=Mm.46424 /LL=66102 /UG_GENE=Cxc
MOE430_2_1450453_a_ 23.1 2 A A 0.08 0.85 -2.9 NC 0.81 gb:NM_012065.1 /DB_XREF=gi:7549782 /GEN=Pde6g /FEA=FLmRNA /CNT=13 /TID=Mm.39200.1 /TIER=FL /STK=1 /UG=Mm.39200 /LL=18588 /DEF=Mus
MOE430_2_1451174_at 10.2 0.5 A A 0.56 0.93 -2.9 NC 0.76 gb:BC027411.1 /DB_XREF=gi:20072740 /FEA=FLmRNA /CNT=104 /TID=Mm.33498.1 /TIER=FL+Stack /STK=78 /UG=Mm.33498 /DEF=Mus musculus, clone
MOE430_2_1451885_at 30.8 3.6 A A 0.43 0.72 -2.9 NC 0.88 gb:BC019382.1 /DB_XREF=gi:18043898 /FEA=FLmRNA /CNT=2 /TID=Mm.172457.1 /TIER=FL /STK=1 /UG=Mm.172457 /DEF=Mus musculus, metallothione
MOE430_2_1453033_at 5.5 0.4 A A 0.19 0.66 -2.9 NC 0.6 gb:AK008077.1 /DB_XREF=gi:12842034 /FEA=mRNA /CNT=23 /TID=Mm.1103.1 /TIER=ConsEnd /STK=2 /UG=Mm.1103 /LL=66434 /UG_GENE=2010003O0
MOE430_2_1453280_at 6.7 0.7 P A 0.04 0.85 -2.9 NC 0.97 gb:AK006807.1 /DB_XREF=gi:12840071 /FEA=mRNA /CNT=10 /TID=Mm.141337.1 /TIER=Stack /STK=9 /UG=Mm.141337 /LL=74271 /UG_GENE=1700056A
MOE430_2_1453320_at 16.5 1.6 M A 0.05 0.66 -2.9 NC 0.94 gb:AK006407.1 /DB_XREF=gi:12839492 /FEA=mRNA /CNT=12 /TID=Mm.45612.1 /TIER=ConsEnd /STK=6 /UG=Mm.45612 /LL=76420 /UG_GENE=1700027A
MOE430_2_1453477_at 7.1 0.8 A A 0.63 0.91 -2.9 NC 0.83 gb:AK014766.1 /DB_XREF=gi:12852805 /FEA=mRNA /CNT=14 /TID=Mm.32165.2 /TIER=ConsEnd /STK=2 /UG=Mm.32165 /LL=67571 /UG_GENE=4833425
MOE430_2_1453519_at 5.4 1.2 A A 0.39 0.8 -2.9 NC 0.5 gb:AK011706.1 /DB_XREF=gi:12848001 /FEA=mRNA /CNT=6 /TID=Mm.53498.1 /TIER=ConsEnd /STK=2 /UG=Mm.53498 /LL=70040 /UG_GENE=2610037D
MOE430_2_1453797_at 9.5 0.5 A A 0.12 0.88 -2.9 NC 0.95 gb:AK010147.1 /DB_XREF=gi:12845386 /GEN=Rbm3 /FEA=mRNA /CNT=7 /TID=Mm.206690.1 /TIER=ConsEnd /STK=0 /UG=Mm.206690 /UG_TITLE=Mus m
MOE430_2_1454231_a_ 12.8 2.3 A A 0.27 0.8 -2.9 NC 0.9 gb:AK015037.1 /DB_XREF=gi:12853221 /FEA=mRNA /CNT=1 /TID=Mm.21662.4 /TIER=ConsEnd /STK=0 /UG=Mm.21662 /LL=77945 /UG_GENE=Rpgrip1 /U
MOE430_2_1455123_at 4.7 0.6 A A 0.33 0.88 -2.9 NC 0.82 gb:BB178719 /DB_XREF=gi:16269902 /DB_XREF=BB178719 /CLONE=A230075I07 /FEA=EST /CNT=25 /TID=Mm.80336.1 /TIER=Stack /STK=24 /UG=Mm
MOE430_2_1455813_at 2.8 0.3 A A 0.59 0.91 -2.9 NC 0.6 gb:BM224724 /DB_XREF=gi:17786092 /DB_XREF=K0200E05-3 /CLONE=K0200E05 /FEA=EST /CNT=58 /TID=Mm.221169.2 /TIER=Stack /STK=56 /UG=M
MOE430_2_1456334_s_ 3.5 0.4 A A 0.43 0.94 -2.9 NC 0.83 gb:AV326297 /DB_XREF=gi:15406277 /DB_XREF=AV326297 /CLONE=6330409D03 /FEA=EST /CNT=15 /TID=Mm.44377.3 /TIER=Stack /STK=11 /UG=Mm
MOE430_2_1456916_at 5.5 0.9 A A 0.45 0.88 -2.9 NC 0.65 gb:BG067058 /DB_XREF=gi:12549627 /DB_XREF=H3050B01-3 /CLONE=H3050B01 /FEA=EST /CNT=7 /TID=Mm.153195.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1457553_at 15.6 2.2 A A 0.19 0.9 -2.9 NC 0.95 gb:BB231894 /DB_XREF=gi:16354490 /DB_XREF=BB231894 /CLONE=A630035A22 /FEA=EST /CNT=4 /TID=Mm.209013.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1458726_at 4.6 0.6 A A 0.3 0.66 -2.9 NC 0.44 gb:BG067650 /DB_XREF=gi:12550219 /DB_XREF=H3056F11-3 /CLONE=H3056F11 /FEA=EST /CNT=3 /TID=Mm.173051.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458775_at 20.6 2.6 A A 0.19 0.69 -2.9 NC 0.94 gb:AW556917 /DB_XREF=gi:7202346 /DB_XREF=L0275A01-3 /CLONE=L0275A01 /FEA=EST /CNT=3 /TID=Mm.103206.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1458828_at 8 1.3 A A 0.56 0.75 -2.9 NC 0.23 gb:BB443571 /DB_XREF=gi:16424893 /DB_XREF=BB443571 /CLONE=D030041L05 /FEA=EST /CNT=3 /TID=Mm.129478.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458832_at 3.9 0.5 A A 0.27 0.93 -2.9 NC 0.95 gb:BB364131 /DB_XREF=gi:16406206 /DB_XREF=BB364131 /CLONE=C130020E12 /FEA=EST /CNT=3 /TID=Mm.133397.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459236_at 4.5 0.4 A A 0.5 0.85 -2.9 NC 0.58 gb:BG068261 /DB_XREF=gi:12550830 /DB_XREF=H3063E04-3 /CLONE=H3063E04 /FEA=EST /CNT=2 /TID=Mm.26317.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1459284_at 11.3 0.5 A A 0.21 0.63 -2.9 NC 0.65 gb:AV237827 /DB_XREF=gi:16386387 /DB_XREF=AV237827 /CLONE=4732424D11 /FEA=EST /CNT=2 /TID=Mm.83400.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1460501_at 2.3 0.5 A A 0.66 0.94 -2.9 NC 0.54 gb:AV266902 /DB_XREF=gi:6254939 /DB_XREF=AV266902 /CLONE=4930521G14 /FEA=mRNA /CNT=4 /TID=Mm.50406.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1460625_at 12.6 2.2 A A 0.43 0.93 -2.9 NC 0.77 gb:BB334120 /DB_XREF=gi:15411566 /DB_XREF=BB334120 /CLONE=B830018M08 /FEA=EST /CNT=28 /TID=Mm.44936.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1418155_at 8 1.1 A A 0.33 0.91 -3 NC 0.9 gb:NM_021484.2 /DB_XREF=gi:11993944 /GEN=Ttid /FEA=FLmRNA /CNT=46 /TID=Mm.143804.1 /TIER=FL+Stack /STK=29 /UG=Mm.143804 /LL=58916 /
MOE430_2_1419057_at 9.9 0.6 A A 0.09 0.5 -3 NC 0.6 gb:AF208031.1 /DB_XREF=gi:6563311 /GEN=Sglt1 /FEA=FLmRNA /CNT=39 /TID=Mm.25237.1 /TIER=FL+Stack /STK=14 /UG=Mm.25237 /LL=20537 /DEF
MOE430_2_1419154_at 9.2 3.5 A A 0.39 0.69 -3 NC 0.53 gb:BM212947 /DB_XREF=gi:17770669 /DB_XREF=C0829E05-3 /CLONE=C0829E05 /FEA=FLmRNA /CNT=127 /TID=Mm.25743.1 /TIER=Stack /STK=58 /U
MOE430_2_1419718_at 7.1 0.7 A A 0.33 0.82 -3 NC 0.64 gb:NM_025733.1 /DB_XREF=gi:13385193 /GEN=4921530L21Rik /FEA=FLmRNA /CNT=9 /TID=Mm.75060.1 /TIER=FL /STK=7 /UG=Mm.75060 /LL=66732 /D
MOE430_2_1419890_at 8 0.7 A A 0.33 0.8 -3 NC 0.99 gb:AA672648 /DB_XREF=gi:2644865 /DB_XREF=vp57b02.r1 /CLONE=IMAGE:1080747 /FEA=EST /CNT=2 /TID=Mm.6126.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1419959_s_ 2.4 0.2 A A 0.69 0.97 -3 NC 0.79 gb:AU019881 /DB_XREF=gi:3375465 /DB_XREF=AU019881 /CLONE=J0523H03 /FEA=EST /CNT=1 /TID=Mm.201533.1 /TIER=ConsEnd /STK=1 /UG=Mm.2
MOE430_2_1420302_at 8.8 0.9 A A 0.11 0.78 -3 NC 0.92 gb:AA414903 /DB_XREF=gi:2075133 /DB_XREF=vc50b09.r1 /CLONE=IMAGE:777977 /FEA=EST /CNT=1 /TID=Mm.3808.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420660_at 5.9 0.3 A A 0.17 0.88 -3 NC 0.97 gb:NM_019457.1 /DB_XREF=gi:9506866 /GEN=Lrrc6 /FEA=FLmRNA /CNT=16 /TID=Mm.20442.1 /TIER=FL /STK=3 /UG=Mm.20442 /LL=54562 /DEF=Mus 
MOE430_2_1421118_a_ 7 0.7 A A 0.08 0.94 -3 NC 0.97 gb:NM_018882.1 /DB_XREF=gi:9256530 /GEN=Gpr56 /FEA=FLmRNA /CNT=33 /TID=Mm.13799.1 /TIER=FL /STK=2 /UG=Mm.13799 /LL=14766 /DEF=Mus
MOE430_2_1423326_at 6.2 0.9 A A 0.5 0.87 -3 NC 0.94 gb:BE307478 /DB_XREF=gi:9162644 /DB_XREF=601096907F1 /CLONE=IMAGE:3491521 /FEA=FLmRNA /CNT=69 /TID=Mm.2824.1 /TIER=Stack /STK=15 
MOE430_2_1424764_at 14.3 2.1 A A 0.14 0.66 -3 NC 0.9 gb:AF220355.1 /DB_XREF=gi:6760440 /FEA=FLmRNA /CNT=44 /TID=Mm.143742.1 /TIER=FL+Stack /STK=17 /UG=Mm.143742 /LL=56747 /UG_GENE=Aig
MOE430_2_1424969_s_ 8 1 A A 0.19 0.56 -3 NC 0.93 gb:BC027189.1 /DB_XREF=gi:20071297 /FEA=FLmRNA /CNT=22 /TID=Mm.200370.1 /TIER=FL+Stack /STK=10 /UG=Mm.200370 /LL=76654 /UG_GENE=17
MOE430_2_1425440_x_ 36.3 5.4 A A 0.06 0.27 -3 D 0.99 gb:BC011108.1 /DB_XREF=gi:15079231 /FEA=FLmRNA /CNT=4 /TID=Mm.32975.1 /TIER=FL /STK=2 /UG=Mm.32975 /LL=71699 /UG_GENE=1010001P06R
MOE430_2_1426057_a_ 11 0.4 A A 0.24 0.85 -3 NC 0.97 gb:M68515.1 /DB_XREF=gi:454828 /FEA=FLmRNA /CNT=1 /TID=Mm.1977.2 /TIER=FL /STK=1 /UG=Mm.1977 /LL=13837 /UG_GENE=Epha3 /DEF=Mouse 
MOE430_2_1426102_at 13.7 2.4 A A 0.33 0.63 -3 NC 0.69 gb:BC016446.1 /DB_XREF=gi:16741206 /FEA=FLmRNA /CNT=1 /TID=Mm.210522.1 /TIER=FL /STK=1 /UG=Mm.210522 /DEF=Mus musculus, Similar to CY
MOE430_2_1426203_at 12.5 1.9 A A 0.3 0.5 -3 NC 0.54 gb:AF345294.1 /DB_XREF=gi:14030406 /GEN=Krtap16.4 /FEA=FLmRNA /CNT=1 /TID=Mm.196689.1 /TIER=FL /STK=1 /UG=Mm.196689 /LL=170654 /DEF
MOE430_2_1426595_at 14.7 1.5 A A 0.14 0.53 -3 NC 0.5 gb:BB011871 /DB_XREF=gi:16257261 /DB_XREF=BB011871 /CLONE=4832416I10 /FEA=FLmRNA /CNT=58 /TID=Mm.19301.1 /TIER=Stack /STK=11 /UG=
MOE430_2_1427493_at 13.6 2.3 A A 0.14 0.39 -3 NC 0.44 gb:AW106760 /DB_XREF=gi:6077560 /DB_XREF=um33c08.y1 /CLONE=IMAGE:2236334 /FEA=mRNA /CNT=18 /TID=Mm.81941.1 /TIER=ConsEnd /STK=0 /
MOE430_2_1427586_at 7.8 1.8 A A 0.56 0.8 -3 NC 0.28 gb:X85992.1 /DB_XREF=gi:854327 /GEN=semC /FEA=mRNA /CNT=4 /TID=Mm.8059.1 /TIER=ConsEnd /STK=0 /UG=Mm.8059 /LL=20352 /DEF=M.musculu
MOE430_2_1429051_s_ 13.3 2.9 A A 0.08 0.72 -3 NC 0.77 gb:AV161107 /DB_XREF=gi:5404742 /DB_XREF=AV161107 /CLONE=3010065H11 /FEA=mRNA /CNT=69 /TID=Mm.40715.1 /TIER=Stack /STK=16 /UG=Mm
MOE430_2_1429687_at 5 0.5 A A 0.24 0.96 -3 NC 0.86 gb:BB615400 /DB_XREF=gi:16455667 /DB_XREF=BB615400 /CLONE=4930503O21 /FEA=mRNA /CNT=16 /TID=Mm.60690.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1429791_at 9.7 1.5 A A 0.36 0.69 -3 NC 0.78 gb:AK020807.1 /DB_XREF=gi:12861506 /FEA=mRNA /CNT=14 /TID=Mm.95741.1 /TIER=Stack /STK=8 /UG=Mm.95741 /LL=77940 /UG_GENE=A930004D18
MOE430_2_1429929_at 5.5 0.3 A A 0.27 0.75 -3 NC 0.8 gb:AK016514.1 /DB_XREF=gi:12855286 /FEA=mRNA /CNT=7 /TID=Mm.63064.1 /TIER=ConsEnd /STK=6 /UG=Mm.63064 /LL=74369 /UG_GENE=4932408F
MOE430_2_1430033_at 11.6 3.6 A A 0.14 0.43 -3 NC 0.5 gb:AW495519 /DB_XREF=gi:7065800 /DB_XREF=UI-M-BH3-avb-c-04-0-UI.s1 /CLONE=UI-M-BH3-avb-c-04-0-UI /FEA=mRNA /CNT=19 /TID=Mm.10199
MOE430_2_1430422_at 12.6 2 A A 0.46 0.72 -3 NC 0.5 gb:AK006141.1 /DB_XREF=gi:12839082 /FEA=mRNA /CNT=4 /TID=Mm.174788.1 /TIER=ConsEnd /STK=2 /UG=Mm.174788 /LL=75656 /UG_GENE=170002
MOE430_2_1430497_at 10.3 2 A A 0.09 0.69 -3 NC 0.66 gb:AI647710 /DB_XREF=gi:4726388 /DB_XREF=uk43f11.x1 /CLONE=IMAGE:1971789 /FEA=mRNA /CNT=3 /TID=Mm.160121.1 /TIER=ConsEnd /STK=2 /U
MOE430_2_1431373_at 16.4 1 A A 0.09 0.63 -3 NC 0.91 gb:AK012523.1 /DB_XREF=gi:12849320 /FEA=mRNA /CNT=4 /TID=Mm.24636.2 /TIER=ConsEnd /STK=0 /UG=Mm.24636 /LL=100903 /UG_GENE=1500019
MOE430_2_1431488_at 6.4 0.9 A A 0.5 0.9 -3 NC 0.73 gb:AK014786.1 /DB_XREF=gi:12852838 /FEA=mRNA /CNT=3 /TID=Mm.55375.1 /TIER=ConsEnd /STK=2 /UG=Mm.55375 /LL=74602 /UG_GENE=4833428L
MOE430_2_1431538_at 6.9 0.6 A A 0.43 0.95 -3 NC 0.94 gb:AV271801 /DB_XREF=gi:6259838 /DB_XREF=AV271801 /CLONE=4931415C17 /FEA=mRNA /CNT=2 /TID=Mm.60945.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1431826_a_ 5.6 1.2 A A 0.43 0.88 -3 NC 0.83 gb:AK014760.1 /DB_XREF=gi:12852795 /FEA=mRNA /CNT=1 /TID=Mm.41212.1 /TIER=ConsEnd /STK=0 /UG=Mm.41212 /LL=75770 /UG_GENE=4833424K
MOE430_2_1431858_at 5.5 0.7 A A 0.36 0.82 -3 NC 0.64 gb:AK019650.1 /DB_XREF=gi:12859958 /FEA=mRNA /CNT=1 /TID=Mm.160136.1 /TIER=ConsEnd /STK=0 /UG=Mm.160136 /LL=78800 /UG_GENE=493048
MOE430_2_1432017_at 18.7 1.8 A A 0.43 0.94 -3 NC 0.97 gb:AK011828.1 /DB_XREF=gi:12848196 /FEA=mRNA /CNT=1 /TID=Mm.159784.1 /TIER=ConsEnd /STK=0 /UG=Mm.159784 /LL=76778 /UG_GENE=261010
MOE430_2_1432153_at 6 0.3 A A 0.24 0.8 -3 NC 0.5 gb:AK016924.1 /DB_XREF=gi:12855915 /FEA=mRNA /CNT=1 /TID=Mm.158601.1 /TIER=ConsEnd /STK=0 /UG=Mm.158601 /LL=71173 /UG_GENE=493342
MOE430_2_1432465_at 8.9 1.1 P A 0.01 0.63 -3 NC 0.88 gb:AK016812.1 /DB_XREF=gi:12855746 /FEA=mRNA /CNT=1 /TID=Mm.159134.1 /TIER=ConsEnd /STK=0 /UG=Mm.159134 /LL=74085 /UG_GENE=493341
MOE430_2_1432875_at 8.6 0.7 A A 0.27 0.85 -3 NC 0.89 gb:AK014560.1 /DB_XREF=gi:12852489 /FEA=mRNA /CNT=1 /TID=Mm.159117.1 /TIER=ConsEnd /STK=0 /UG=Mm.159117 /LL=74036 /UG_GENE=463240
MOE430_2_1433390_at 7.7 1.1 A A 0.24 0.82 -3 NC 0.83 gb:AK020714.1 /DB_XREF=gi:12861383 /FEA=mRNA /CNT=1 /TID=Mm.160020.1 /TIER=ConsEnd /STK=0 /UG=Mm.160020 /LL=77912 /UG_GENE=A23010
MOE430_2_1433397_at 11.2 1.2 A A 0.11 0.78 -3 NC 0.88 gb:AK020412.1 /DB_XREF=gi:12860991 /FEA=mRNA /CNT=1 /TID=Mm.159871.1 /TIER=ConsEnd /STK=0 /UG=Mm.159871 /LL=77244 /UG_GENE=943001
MOE430_2_1433992_at 10.8 0.7 A A 0.09 0.43 -3 NC 0.5 gb:BQ176992 /DB_XREF=gi:20352484 /DB_XREF=UI-M-DJ2-bwa-e-10-0-UI.s1 /CLONE=UI-M-DJ2-bwa-e-10-0-UI /FEA=EST /CNT=63 /TID=Mm.40796
MOE430_2_1434068_s_ 3.9 0.7 A A 0.19 0.98 -3 NC 0.81 gb:BE688410 /DB_XREF=gi:10076034 /DB_XREF=uw45e08.x1 /CLONE=IMAGE:3464966 /FEA=EST /CNT=84 /TID=Mm.37773.1 /TIER=Stack /STK=44 /UG
MOE430_2_1434152_at 6.3 0.8 A A 0.36 0.84 -3 NC 0.4 gb:AV081797 /DB_XREF=gi:16381187 /DB_XREF=AV081797 /CLONE=2210421G13 /FEA=EST /CNT=76 /TID=Mm.86391.2 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1434803_a_ 8.5 1 A A 0.14 0.95 -3 NC 0.99 gb:AV050299 /DB_XREF=gi:5136071 /DB_XREF=AV050299 /CLONE=1810013G13 /FEA=EST /CNT=27 /TID=Mm.25210.2 /TIER=Stack /STK=25 /UG=Mm.
MOE430_2_1435858_at 6.1 0.5 A A 0.39 0.95 -3 NC 0.93 gb:BE996002 /DB_XREF=gi:10680816 /DB_XREF=UI-M-BZ1-bis-a-09-0-UI.s1 /CLONE=UI-M-BZ1-bis-a-09-0-UI /FEA=EST /CNT=13 /TID=Mm.131701.1
MOE430_2_1437691_at 6.1 0.9 A A 0.66 0.91 -3 NC 0.7 gb:AW240637 /DB_XREF=gi:6574389 /DB_XREF=uq31d08.x1 /CLONE=IMAGE:2810991 /FEA=EST /CNT=16 /TID=Mm.584.3 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1437732_at 6.4 0.7 A A 0.12 0.87 -3 NC 0.98 gb:AU017664 /DB_XREF=gi:3373154 /DB_XREF=AU017664 /CLONE=J0742C04 /FEA=EST /CNT=61 /TID=Mm.3765.3 /TIER=Stack /STK=14 /UG=Mm.376
MOE430_2_1437867_at 4.1 0.8 A A 0.24 0.5 -3 NC 0.77 gb:C77655 /DB_XREF=gi:2517985 /DB_XREF=C77655 /CLONE=J0035E10 /FEA=EST /CNT=30 /TID=Mm.21882.5 /TIER=Stack /STK=13 /UG=Mm.21882 /
MOE430_2_1438051_at 9.3 2.7 A A 0.53 0.69 -3 NC 0.7 gb:AV325874 /DB_XREF=gi:16395518 /DB_XREF=AV325874 /CLONE=6330406I11 /FEA=EST /CNT=19 /TID=Mm.87673.2 /TIER=Stack /STK=12 /UG=Mm.
MOE430_2_1439494_at 2.8 0.2 A A 0.17 0.75 -3 NC 0.88 gb:BB003029 /DB_XREF=gi:15389361 /DB_XREF=BB003029 /CLONE=4732451D20 /FEA=EST /CNT=12 /TID=Mm.220221.1 /TIER=ConsEnd /STK=7 /UG=
MOE430_2_1439554_at 6.7 0.7 A A 0.06 0.68 -3 NC 0.98 gb:AV323498 /DB_XREF=gi:16395276 /DB_XREF=AV323498 /CLONE=6230410G07 /FEA=EST /CNT=9 /TID=Mm.83648.1 /TIER=ConsEnd /STK=7 /UG=Mm
MOE430_2_1440327_at 4.1 0.3 A A 0.46 0.93 -3 NC 0.85 gb:AA985897 /DB_XREF=gi:3167286 /DB_XREF=uc72a10.x1 /CLONE=IMAGE:1431162 /FEA=EST /CNT=7 /TID=Mm.220980.1 /TIER=ConsEnd /STK=5 /UG
MOE430_2_1440619_at 20.9 2.8 A A 0.11 0.53 -3 NC 0.99 gb:BB546463 /DB_XREF=gi:16447466 /DB_XREF=BB546463 /CLONE=E130310D04 /FEA=EST /CNT=5 /TID=Mm.208728.1 /TIER=ConsEnd /STK=5 /UG=M
MOE430_2_1441231_at 9.4 1 A A 0.17 0.5 -3 NC 0.81 gb:BB233964 /DB_XREF=gi:16354637 /DB_XREF=BB233964 /CLONE=A630046P15 /FEA=EST /CNT=5 /TID=Mm.131400.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441269_at 5.9 0.5 A A 0.5 0.99 -3 NC 0.95 gb:BB615665 /DB_XREF=gi:16455911 /DB_XREF=BB615665 /CLONE=4930543A13 /FEA=EST /CNT=5 /TID=Mm.84499.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441395_at 17.9 3.3 A A 0.19 0.33 -3 NC 0.2 gb:BG068089 /DB_XREF=gi:12550658 /DB_XREF=H3061F06-3 /CLONE=H3061F06 /FEA=EST /CNT=4 /TID=Mm.11776.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441486_at 8.9 1 A A 0.06 0.63 -3 NC 0.93 gb:BB409627 /DB_XREF=gi:16423195 /DB_XREF=BB409627 /CLONE=C430014M02 /FEA=EST /CNT=4 /TID=Mm.132428.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441690_at 4.1 0.2 A A 0.24 0.66 -3 NC 0.9 gb:BB273513 /DB_XREF=gi:16400760 /DB_XREF=BB273513 /CLONE=A830083P13 /FEA=EST /CNT=4 /TID=Mm.145616.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442695_at 13.9 1 A A 0.21 0.8 -3 NC 0.77 gb:AW494399 /DB_XREF=gi:7064680 /DB_XREF=UI-M-BH3-aul-h-10-0-UI.s1 /CLONE=UI-M-BH3-aul-h-10-0-UI /FEA=EST /CNT=4 /TID=Mm.101028.1 /
MOE430_2_1443127_at 7.4 0.4 P A 0.03 0.69 -3 NC 0.83 gb:BB127374 /DB_XREF=gi:16262345 /DB_XREF=BB127374 /CLONE=9630021D06 /FEA=EST /CNT=3 /TID=Mm.209789.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443225_at 1.7 0.1 A A 0.8 0.99 -3 NC 0.91 gb:BB396526 /DB_XREF=gi:16410533 /DB_XREF=BB396526 /CLONE=C230097P10 /FEA=EST /CNT=3 /TID=Mm.208043.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444225_at 8.3 0.4 A A 0.11 0.66 -3 NC 0.63 gb:BM932860 /DB_XREF=gi:19392012 /DB_XREF=UI-M-CG0p-brf-a-04-0-UI.r1 /CLONE=UI-M-CG0p-brf-a-04-0-UI /FEA=EST /CNT=5 /TID=Mm.156804
MOE430_2_1444432_at 4.5 1.2 A A 0.24 0.88 -3 NC 0.83 gb:BB532898 /DB_XREF=gi:16446171 /DB_XREF=BB532898 /CLONE=E030027E20 /FEA=EST /CNT=4 /TID=Mm.208193.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444449_at 14.3 2.3 A A 0.14 0.6 -3 NC 0.5 gb:BB499711 /DB_XREF=gi:16442207 /DB_XREF=BB499711 /CLONE=D630022K18 /FEA=EST /CNT=4 /TID=Mm.139215.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445249_at 4 0.7 A A 0.53 0.85 -3 NC 0.83 gb:BG069043 /DB_XREF=gi:12551612 /DB_XREF=H3072B03-3 /CLONE=H3072B03 /FEA=EST /CNT=3 /TID=Mm.173749.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445420_at 5.9 0.9 A A 0.17 0.63 -3 NC 0.68 gb:BM238940 /DB_XREF=gi:17874210 /DB_XREF=K0526A07-3 /CLONE=K0526A07 /FEA=EST /CNT=3 /TID=Mm.124871.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445535_at 9.7 0.6 A A 0.17 0.59 -3 NC 0.5 gb:BG063117 /DB_XREF=gi:12545680 /DB_XREF=H3003C05-3 /CLONE=H3003C05 /FEA=EST /CNT=3 /TID=Mm.202299.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445733_at 8.1 0.8 A A 0.33 0.96 -3 NC 0.5 gb:BG071943 /DB_XREF=gi:12554512 /DB_XREF=H3104H11-3 /CLONE=H3104H11 /FEA=EST /CNT=3 /TID=Mm.17857.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446019_at 13.7 1.7 A A 0.6 0.8 -3 NC 0.48 gb:BG071064 /DB_XREF=gi:12553633 /DB_XREF=H3094C10-3 /CLONE=H3094C10 /FEA=EST /CNT=2 /TID=Mm.173362.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446030_at 4.2 0.6 A A 0.12 0.85 -3 NC 0.79 gb:BG068776 /DB_XREF=gi:12551345 /DB_XREF=H3069B11-3 /CLONE=H3069B11 /FEA=EST /CNT=2 /TID=Mm.173663.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446104_at 14.4 2 A A 0.21 0.69 -3 NC 0.64 gb:BB539869 /DB_XREF=gi:16447081 /DB_XREF=BB539869 /CLONE=E130101H09 /FEA=EST /CNT=2 /TID=Mm.209905.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446199_at 18.5 3 A A 0.24 0.33 -3 NC 0.5 gb:BB357080 /DB_XREF=gi:16405776 /DB_XREF=BB357080 /CLONE=C030018L17 /FEA=EST /CNT=2 /TID=Mm.208780.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446264_at 17.1 2.8 A A 0.43 0.69 -3 NC 0.81 gb:BB120334 /DB_XREF=gi:16261978 /DB_XREF=BB120334 /CLONE=9530076C17 /FEA=EST /CNT=2 /TID=Mm.207355.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446295_at 4.1 0.4 A A 0.3 0.87 -3 NC 0.91 gb:BB325847 /DB_XREF=gi:16403584 /DB_XREF=BB325847 /CLONE=B430201A09 /FEA=EST /CNT=2 /TID=Mm.124121.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446359_at 12 1.9 A A 0.43 0.75 -3 NC 0.64 gb:BB306011 /DB_XREF=gi:15411297 /DB_XREF=BB306011 /CLONE=B230206I01 /FEA=EST /CNT=2 /TID=Mm.138041.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446487_at 7.5 1.1 A A 0.43 0.85 -3 NC 0.7 gb:BG068946 /DB_XREF=gi:12551515 /DB_XREF=H3071A07-3 /CLONE=H3071A07 /FEA=EST /CNT=2 /TID=Mm.172154.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446494_at 10.3 1.3 P A 0.03 0.66 -3 NC 0.86 gb:BB470007 /DB_XREF=gi:16427706 /DB_XREF=BB470007 /CLONE=D230030I08 /FEA=EST /CNT=2 /TID=Mm.209380.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446662_at 14.9 4.5 A A 0.36 0.46 -3 NC 0.21 gb:AW553069 /DB_XREF=gi:7198492 /DB_XREF=L0221E05-3 /CLONE=L0221E05 /FEA=EST /CNT=2 /TID=Mm.182713.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1446875_at 6.6 1.2 P A 0.01 0.91 -3 NC 0.96 gb:BG072329 /DB_XREF=gi:12554898 /DB_XREF=H3109C10-3 /CLONE=H3109C10 /FEA=EST /CNT=2 /TID=Mm.173939.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446961_at 13.1 1 A A 0.17 0.63 -3 NC 0.79 gb:BG068899 /DB_XREF=gi:12551468 /DB_XREF=H3070E06-3 /CLONE=H3070E06 /FEA=EST /CNT=2 /TID=Mm.173698.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446964_at 9.3 1.1 A A 0.33 0.82 -3 NC 0.99 gb:BG066267 /DB_XREF=gi:12548836 /DB_XREF=H3040H12-3 /CLONE=H3040H12 /FEA=EST /CNT=2 /TID=Mm.172719.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447225_at 7 1 A A 0.53 0.87 -3 NC 0.89 gb:AI451414 /DB_XREF=gi:4303831 /DB_XREF=mu37f02.x1 /CLONE=IMAGE:641595 /FEA=EST /CNT=2 /TID=Mm.150154.1 /TIER=ConsEnd /STK=2 /UG=
MOE430_2_1447327_at 8.8 0.8 A A 0.21 0.75 -3 NC 0.9 gb:BB710889 /DB_XREF=gi:16064058 /DB_XREF=BB710889 /CLONE=B020019B15 /FEA=EST /CNT=2 /TID=Mm.212370.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447978_at 6.6 0.3 A A 0.11 0.94 -3 NC 0.93 gb:BG066867 /DB_XREF=gi:12549436 /DB_XREF=H3047H08-3 /CLONE=H3047H08 /FEA=EST /CNT=3 /TID=Mm.25085.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1448786_at 10.1 2.4 A A 0.18 0.43 -3 NC 0.5 gb:NM_025806.1 /DB_XREF=gi:13385273 /GEN=1100001H23Rik /FEA=FLmRNA /CNT=70 /TID=Mm.3311.1 /TIER=FL+Stack /STK=40 /UG=Mm.3311 /LL=6
MOE430_2_1449417_at 7.4 0.6 A A 0.06 0.53 -3 NC 0.82 gb:NM_009664.1 /DB_XREF=gi:6753043 /GEN=Ambn /FEA=FLmRNA /CNT=28 /TID=Mm.8437.1 /TIER=FL+Stack /STK=11 /UG=Mm.8437 /LL=11698 /DEF
MOE430_2_1449741_at 11.9 1.3 A A 0.19 0.63 -3 NC 0.5 gb:C79957 /DB_XREF=gi:2520287 /DB_XREF=C79957 /CLONE=J0074D05 /FEA=EST /CNT=1 /TID=Mm.202149.1 /TIER=ConsEnd /STK=0 /UG=Mm.20214
MOE430_2_1449836_x_ 15.6 1.1 A A 0.53 0.87 -3 NC 0.65 gb:NM_007546.1 /DB_XREF=gi:6671637 /GEN=Biklk /FEA=FLmRNA /CNT=7 /TID=Mm.17912.1 /TIER=FL /STK=6 /UG=Mm.17912 /LL=12124 /DEF=Mus m
MOE430_2_1450032_at 13.8 1.2 P A 0.02 0.71 -3 NC 0.97 gb:NM_033314.1 /DB_XREF=gi:15217192 /GEN=Slc21a2 /FEA=FLmRNA /CNT=106 /TID=Mm.23996.1 /TIER=FL /STK=2 /UG=Mm.23996 /LL=24059 /DEF=
MOE430_2_1450240_a_ 24.2 1.9 A A 0.21 0.6 -3 NC 0.5 gb:NM_031393.1 /DB_XREF=gi:13878228 /GEN=Sytl1 /FEA=FLmRNA /CNT=7 /TID=Mm.25660.1 /TIER=FL /STK=2 /UG=Mm.25660 /LL=83670 /DEF=Mus 
MOE430_2_1450312_at 13.9 5.2 A A 0.06 0.56 -3 NC 0.83 gb:NM_011800.1 /DB_XREF=gi:7549749 /GEN=Cdh7 /FEA=FLmRNA /CNT=3 /TID=Mm.103640.1 /TIER=FL /STK=2 /UG=Mm.103640 /LL=23836 /DEF=Mus
MOE430_2_1451674_at 18.2 0.8 P A 0.03 0.52 -3 NC 0.9 gb:BF468072 /DB_XREF=gi:20141130 /DB_XREF=UI-M-CD0-ayk-e-08-0-UI.r1 /CLONE=UI-M-CD0-ayk-e-08-0-UI /FEA=FLmRNA /CNT=63 /TID=Mm.88
MOE430_2_1451941_a_ 10.4 1.5 A A 0.24 0.66 -3 NC 0.91 gb:M14216.1 /DB_XREF=gi:193258 /FEA=FLmRNA /CNT=1 /TID=Mm.10809.4 /TIER=FL /STK=1 /UG=Mm.10809 /LL=14130 /UG_GENE=Fcgr2b /UG_TITLE
MOE430_2_1452577_at 3.3 0.6 A A 0.52 0.8 -3 NC 0.5 gb:X88902.1 /DB_XREF=gi:895869 /FEA=mRNA /CNT=1 /TID=Mm.196085.14 /TIER=ConsEnd /STK=0 /UG=Mm.196085 /LL=16017 /UG_GENE=Igh-4 /DEF
MOE430_2_1453373_at 5.2 0.5 A A 0.12 0.94 -3 NC 0.9 gb:BB311937 /DB_XREF=gi:9012642 /DB_XREF=BB311937 /CLONE=B230330B18 /FEA=mRNA /CNT=9 /TID=Mm.121680.1 /TIER=ConsEnd /STK=4 /UG=
MOE430_2_1453482_at 13.8 1.7 P A 0.04 0.72 -3 NC 0.88 gb:AK020765.1 /DB_XREF=gi:12861451 /FEA=mRNA /CNT=11 /TID=Mm.33499.1 /TIER=ConsEnd /STK=2 /UG=Mm.33499 /LL=77774 /UG_GENE=A430105
MOE430_2_1453614_a_ 9.4 1.1 A A 0.46 0.87 -3 NC 0.88 gb:AK017278.1 /DB_XREF=gi:12856438 /GEN=Nfe2l3 /FEA=mRNA /CNT=7 /TID=Mm.42138.2 /TIER=ConsEnd /STK=1 /UG=Mm.42138 /LL=18025 /UG_TIT
MOE430_2_1453644_at 6.6 1 A A 0.5 0.85 -3 NC 0.77 gb:AK017455.1 /DB_XREF=gi:12856697 /GEN=Obp1a /FEA=mRNA /CNT=5 /TID=Mm.56921.1 /TIER=ConsEnd /STK=1 /UG=Mm.56921 /LL=18249 /UG_TIT
MOE430_2_1454269_s_ 4.2 0.4 A A 0.3 0.9 -3 NC 0.87 gb:AK015845.1 /DB_XREF=gi:12854338 /FEA=mRNA /CNT=1 /TID=Mm.159421.1 /TIER=ConsEnd /STK=0 /UG=Mm.159421 /LL=75085 /UG_GENE=493051
MOE430_2_1454314_at 7.7 0.5 A A 0.33 0.8 -3 NC 0.57 gb:AV044111 /DB_XREF=gi:4863776 /DB_XREF=AV044111 /CLONE=1700031K17 /FEA=mRNA /CNT=3 /TID=Mm.66966.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1455995_at 3.4 0.7 A A 0.5 0.8 -3 NC 0.49 gb:BB125269 /DB_XREF=gi:15408200 /DB_XREF=BB125269 /CLONE=9630004D11 /FEA=EST /CNT=25 /TID=Mm.131922.1 /TIER=Stack /STK=20 /UG=M
MOE430_2_1456017_x_ 4 0.6 A A 0.39 0.98 -3 NC 0.95 gb:BB701789 /DB_XREF=gi:16050613 /DB_XREF=BB701789 /CLONE=7420433E22 /FEA=EST /CNT=20 /TID=Mm.26391.2 /TIER=Stack /STK=20 /UG=Mm
MOE430_2_1456252_x_ 6.8 0.9 A A 0.21 0.75 -3 NC 0.81 gb:BB282321 /DB_XREF=gi:8982770 /DB_XREF=BB282321 /CLONE=A930037B21 /FEA=EST /CNT=13 /TID=Mm.12390.2 /TIER=Stack /STK=13 /UG=Mm.
MOE430_2_1456469_x_ 15 2.3 A A 0.24 0.66 -3 NC 0.51 gb:BB201735 /DB_XREF=gi:8866688 /DB_XREF=BB201735 /CLONE=A430041J05 /FEA=EST /CNT=10 /TID=Mm.200673.9 /TIER=Stack /STK=10 /UG=Mm
MOE430_2_1456649_at 5.9 0.6 A A 0.49 0.99 -3 NC 0.95 gb:BB538688 /DB_XREF=gi:16446928 /DB_XREF=BB538688 /CLONE=E130013C21 /FEA=EST /CNT=11 /TID=Mm.215890.1 /TIER=Stack /STK=8 /UG=Mm
MOE430_2_1457837_at 9.1 1.9 A A 0.39 0.6 -3 NC 0.5 gb:BB144718 /DB_XREF=gi:8799655 /DB_XREF=BB144718 /CLONE=9930026M14 /FEA=EST /CNT=6 /TID=Mm.120044.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1458081_at 5.6 1.6 A A 0.5 0.82 -3 NC 0.5 gb:BB477614 /DB_XREF=gi:16440338 /DB_XREF=BB477614 /CLONE=D330025O06 /FEA=EST /CNT=3 /TID=Mm.102903.1 /TIER=ConsEnd /STK=3 /UG=M



MOE430_2_1458597_at 13.1 0.9 A A 0.11 0.6 -3 NC 0.5 gb:BE986250 /DB_XREF=gi:10660388 /DB_XREF=UI-M-CG0p-bgq-a-09-0-UI.s1 /CLONE=UI-M-CG0p-bgq-a-09-0-UI /FEA=EST /CNT=4 /TID=Mm.15171
MOE430_2_1458747_at 6.4 0.9 A A 0.43 0.72 -3 NC 0.63 gb:BG067273 /DB_XREF=gi:12549842 /DB_XREF=H3052E05-3 /CLONE=H3052E05 /FEA=EST /CNT=3 /TID=Mm.155549.2 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458994_at 17.6 2.6 P A 0.01 0.19 -3 NC 0.74 gb:BM215803 /DB_XREF=gi:17774422 /DB_XREF=C0871A02-3 /CLONE=C0871A02 /FEA=EST /CNT=3 /TID=Mm.212526.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459132_at 5.5 0.3 A A 0.19 0.69 -3 NC 0.75 gb:AV321297 /DB_XREF=gi:16395047 /DB_XREF=AV321297 /CLONE=6030432E05 /FEA=EST /CNT=3 /TID=Mm.209421.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459353_at 16.3 1.6 A A 0.39 0.91 -3 NC 0.88 gb:BB537940 /DB_XREF=gi:16446810 /DB_XREF=BB537940 /CLONE=E130008K12 /FEA=EST /CNT=2 /TID=Mm.209880.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459481_at 5.3 0.2 A A 0.14 0.8 -3 NC 0.74 gb:BB306252 /DB_XREF=gi:16402200 /DB_XREF=BB306252 /CLONE=B230207G18 /FEA=EST /CNT=2 /TID=Mm.125552.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459499_at 5.3 0.4 A A 0.39 0.75 -3 NC 0.74 gb:AU022047 /DB_XREF=gi:3387006 /DB_XREF=AU022047 /CLONE=J0407F01 /FEA=EST /CNT=2 /TID=Mm.173492.1 /TIER=ConsEnd /STK=2 /UG=Mm.1
MOE430_2_1459634_at 17.1 1.4 A A 0.33 0.85 -3 NC 0.84 gb:AW122187 /DB_XREF=gi:6097638 /DB_XREF=UI-M-BH2.2-aov-a-10-0-UI.s1 /CLONE=UI-M-BH2.2-aov-a-10-0-UI /FEA=EST /CNT=2 /TID=Mm.65365
MOE430_2_1460256_at 17 1.7 A A 0.06 0.75 -3 NC 0.8 gb:NM_007606.1 /DB_XREF=gi:6671675 /GEN=Car3 /FEA=FLmRNA /CNT=422 /TID=Mm.300.1 /TIER=FL+Stack /STK=10 /UG=Mm.300 /LL=12350 /DEF=M
MOE430_2_1415845_at 16.8 3.1 A A 0.09 0.36 -3.1 NC 0.91 gb:AV336547 /DB_XREF=gi:15406445 /DB_XREF=AV336547 /CLONE=6330590D15 /FEA=FLmRNA /CNT=317 /TID=Mm.2446.1 /TIER=Stack /STK=25 /UG
MOE430_2_1416935_at 12.3 1.4 A A 0.33 0.8 -3.1 NC 0.5 gb:NM_011706.1 /DB_XREF=gi:7106444 /GEN=Vrl1 /FEA=FLmRNA /CNT=82 /TID=Mm.36248.1 /TIER=FL+Stack /STK=63 /UG=Mm.36248 /LL=22368 /DEF
MOE430_2_1419017_at 7.5 1 A A 0.14 0.78 -3.1 NC 0.5 gb:NM_016869.1 /DB_XREF=gi:8394056 /GEN=Lrp4 /FEA=FLmRNA /CNT=18 /TID=Mm.20899.1 /TIER=FL+Stack /STK=15 /UG=Mm.20899 /LL=53419 /DE
MOE430_2_1419567_at 13.4 0.7 A A 0.33 0.75 -3.1 NC 0.69 gb:BF018996 /DB_XREF=gi:10750328 /DB_XREF=ux99h07.x1 /CLONE=IMAGE:3656701 /FEA=FLmRNA /CNT=39 /TID=Mm.87448.1 /TIER=Stack /STK=18 
MOE430_2_1419776_at 19.7 0.8 P A 0.04 0.56 -3.1 NC 0.94 gb:C79862 /DB_XREF=gi:2520192 /DB_XREF=C79862 /CLONE=J0073A08 /FEA=EST /CNT=2 /TID=Mm.25054.1 /TIER=ConsEnd /STK=2 /UG=Mm.25054 /
MOE430_2_1420757_at 5.3 0.4 A A 0.14 0.96 -3.1 NC 0.83 gb:NM_008656.1 /DB_XREF=gi:6678981 /GEN=Myf5 /FEA=FLmRNA /CNT=6 /TID=Mm.4984.1 /TIER=FL /STK=3 /UG=Mm.4984 /LL=17877 /DEF=Mus mus
MOE430_2_1421020_at 13.6 0.9 A A 0.43 0.69 -3.1 NC 0.5 gb:BB667522 /DB_XREF=gi:16398971 /DB_XREF=BB667522 /CLONE=C730023C07 /FEA=FLmRNA /CNT=29 /TID=Mm.70954.1 /TIER=Stack /STK=8 /UG=
MOE430_2_1422076_at 5 0.6 A A 0.56 0.96 -3.1 NC 0.9 gb:NM_134247.1 /DB_XREF=gi:19527407 /GEN=Pte2b-pending /FEA=FLmRNA /CNT=17 /TID=Mm.219001.1 /TIER=FL /STK=1 /UG=Mm.219001 /LL=17128
MOE430_2_1422860_at 16 0.6 P A 0.00415 0.66 -3.1 NC 0.98 gb:NM_024435.1 /DB_XREF=gi:13277357 /GEN=5033428E16Rik /FEA=FLmRNA /CNT=25 /TID=Mm.64201.1 /TIER=FL+Stack /STK=9 /UG=Mm.64201 /LL=
MOE430_2_1423203_a_ 3.2 0.5 A A 0.82 0.96 -3.1 NC 0.51 gb:AK005736.1 /DB_XREF=gi:12838466 /GEN=Cetn2 /FEA=FLmRNA /CNT=57 /TID=Mm.195831.1 /TIER=Stack /STK=29 /UG=Mm.195831 /LL=26369 /UG
MOE430_2_1424649_a_ 2.3 0.5 A A 0.36 0.82 -3.1 NC 0.96 gb:BC025461.1 /DB_XREF=gi:19343772 /FEA=FLmRNA /CNT=35 /TID=Mm.22270.1 /TIER=FL+Stack /STK=21 /UG=Mm.22270 /DEF=Mus musculus, clone 
MOE430_2_1425832_a_ 8.2 0.7 A A 0.43 0.43 -3.1 NC 0.5 gb:AF301018.1 /DB_XREF=gi:11342661 /FEA=FLmRNA /CNT=4 /TID=Mm.124289.2 /TIER=FL /STK=1 /UG=Mm.124289 /LL=80901 /UG_GENE=Cxcr6 /DEF
MOE430_2_1425992_at 5.8 1 A A 0.36 0.95 -3.1 NC 0.68 gb:AF411042.1 /DB_XREF=gi:16305266 /GEN=Glyt2 /FEA=FLmRNA /CNT=1 /TID=Mm.207053.1 /TIER=FL /STK=1 /UG=Mm.207053 /DEF=Mus musculus g
MOE430_2_1427362_x_ 19.5 3.8 A A 0.36 0.5 -3.1 NC 0.5 gb:BB440143 /DB_XREF=gi:16424627 /DB_XREF=BB440143 /CLONE=D030020G19 /FEA=mRNA /CNT=10 /TID=Mm.4444.1 /TIER=ConsEnd /STK=5 /UG=
MOE430_2_1427858_at 4.2 0.3 A A 0.5 0.98 -3.1 NC 0.73 gb:U29768.1 /DB_XREF=gi:896134 /FEA=mRNA /CNT=1 /TID=Mm.104747.25 /TIER=ConsEnd /STK=0 /UG=Mm.104747 /LL=16114 /UG_GENE=Igk-V28 /D
MOE430_2_1428888_at 9.2 0.7 A A 0.08 0.5 -3.1 NC 0.5 gb:AA388325 /DB_XREF=gi:2041298 /DB_XREF=vb59d10.r1 /CLONE=IMAGE:761299 /FEA=mRNA /CNT=57 /TID=Mm.110600.3 /TIER=ConsEnd /STK=0 /U
MOE430_2_1429788_at 4.5 0.6 A A 0.35 0.96 -3.1 NC 0.98 gb:AK007208.1 /DB_XREF=gi:12840618 /FEA=mRNA /CNT=16 /TID=Mm.116928.1 /TIER=Stack /STK=8 /UG=Mm.116928 /LL=76652 /UG_GENE=1700119I2
MOE430_2_1430321_at 8.3 1 A A 0.36 0.66 -3.1 NC 0.5 gb:AK020945.1 /DB_XREF=gi:12861690 /FEA=mRNA /CNT=10 /TID=Mm.77867.1 /TIER=ConsEnd /STK=2 /UG=Mm.77867 /LL=77827 /UG_GENE=A930040
MOE430_2_1430625_at 9.2 0.4 A A 0.27 0.87 -3.1 NC 0.71 gb:AK014641.1 /DB_XREF=gi:12852625 /FEA=mRNA /CNT=10 /TID=Mm.46389.1 /TIER=ConsEnd /STK=1 /UG=Mm.46389 /LL=66708 /UG_GENE=4733401
MOE430_2_1431790_at 5 0.3 A A 0.29 0.96 -3.1 NC 0.72 gb:AK016521.1 /DB_XREF=gi:12855298 /FEA=mRNA /CNT=1 /TID=Mm.159551.1 /TIER=ConsEnd /STK=0 /UG=Mm.159551 /LL=75722 /UG_GENE=493241
MOE430_2_1432349_a_ 11.9 1.7 P A 0.01 0.69 -3.1 NC 0.98 gb:AK004279.1 /DB_XREF=gi:12835404 /GEN=Sync /FEA=mRNA /CNT=1 /TID=Mm.132243.2 /TIER=ConsEnd /STK=0 /UG=Mm.132243 /LL=68828 /UG_TI
MOE430_2_1432351_at 6.3 0.4 A A 0.46 0.96 -3.1 NC 0.81 gb:AK018576.1 /DB_XREF=gi:12858352 /FEA=mRNA /CNT=1 /TID=Mm.158724.1 /TIER=ConsEnd /STK=0 /UG=Mm.158724 /LL=71545 /UG_GENE=903062
MOE430_2_1432604_at 6 1.1 A A 0.39 0.8 -3.1 NC 0.53 gb:AV128094 /DB_XREF=gi:5314328 /DB_XREF=AV128094 /CLONE=2700054A06 /FEA=mRNA /CNT=3 /TID=Mm.160326.1 /TIER=ConsEnd /STK=1 /UG=M
MOE430_2_1433102_at 5.5 0.6 A A 0.63 0.96 -3.1 NC 0.79 gb:AK013917.1 /DB_XREF=gi:12851475 /FEA=mRNA /CNT=1 /TID=Mm.159524.1 /TIER=ConsEnd /STK=0 /UG=Mm.159524 /LL=75428 /UG_GENE=310000
MOE430_2_1433332_at 13.9 1.6 A A 0.36 0.66 -3.1 NC 0.5 gb:AK021045.1 /DB_XREF=gi:12861815 /FEA=mRNA /CNT=1 /TID=Mm.160114.1 /TIER=ConsEnd /STK=0 /UG=Mm.160114 /LL=78693 /UG_GENE=C03000
MOE430_2_1435496_at 6.3 0.5 A A 0.21 0.85 -3.1 NC 0.91 gb:AI429609 /DB_XREF=gi:4275535 /DB_XREF=mf62d09.x1 /CLONE=IMAGE:418865 /FEA=EST /CNT=18 /TID=Mm.27227.2 /TIER=Stack /STK=16 /UG=M
MOE430_2_1435724_at 16.4 1.5 A A 0.17 0.63 -3.1 NC 0.69 gb:AV278248 /DB_XREF=gi:16391121 /DB_XREF=AV278248 /CLONE=4933400N17 /FEA=EST /CNT=14 /TID=Mm.87416.1 /TIER=Stack /STK=14 /UG=Mm
MOE430_2_1436718_at 3.3 0.3 A A 0.63 0.99 -3.1 NC 0.91 gb:BB274960 /DB_XREF=gi:8971981 /DB_XREF=BB274960 /CLONE=A830090I06 /FEA=EST /CNT=213 /TID=Mm.46954.1 /TIER=Stack /STK=101 /UG=Mm
MOE430_2_1437025_at 6.2 0.6 A A 0.33 0.94 -3.1 NC 0.9 gb:AV313615 /DB_XREF=gi:15406049 /DB_XREF=AV313615 /CLONE=5830411K06 /FEA=EST /CNT=31 /TID=Mm.1060.2 /TIER=Stack /STK=29 /UG=Mm.1
MOE430_2_1437214_at 6.1 0.7 A A 0.17 0.6 -3.1 NC 0.7 gb:BB667279 /DB_XREF=gi:16398728 /DB_XREF=BB667279 /CLONE=6820449P22 /FEA=EST /CNT=25 /TID=Mm.94135.1 /TIER=Stack /STK=22 /UG=Mm
MOE430_2_1437269_at 17.3 1.7 A A 0.33 0.85 -3.1 NC 0.5 gb:AI746527 /DB_XREF=gi:5124791 /DB_XREF=ul08b05.x1 /CLONE=IMAGE:2076177 /FEA=EST /CNT=22 /TID=Mm.218636.1 /TIER=Stack /STK=21 /UG=M
MOE430_2_1437383_at 9 0.5 A A 0.06 0.39 -3.1 NC 0.5 gb:BB543556 /DB_XREF=gi:16447305 /DB_XREF=BB543556 /CLONE=E130210P13 /FEA=EST /CNT=23 /TID=Mm.137183.1 /TIER=Stack /STK=19 /UG=M
MOE430_2_1437746_at 9.9 0.9 P A 0.04 0.6 -3.1 NC 0.77 gb:AV333542 /DB_XREF=gi:6373594 /DB_XREF=AV333542 /CLONE=6330548G06 /FEA=EST /CNT=26 /TID=Mm.24190.4 /TIER=Stack /STK=14 /UG=Mm.
MOE430_2_1438284_at 10.8 2.1 A A 0.3 0.72 -3.1 NC 0.5 gb:BB108784 /DB_XREF=gi:15408005 /DB_XREF=BB108784 /CLONE=9530014D17 /FEA=EST /CNT=13 /TID=Mm.126704.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438716_at 8.5 0.8 A A 0.27 0.6 -3.1 NC 0.76 gb:BG068242 /DB_XREF=gi:12550811 /DB_XREF=H3063C08-3 /CLONE=H3063C08 /FEA=EST /CNT=18 /TID=Mm.3288.3 /TIER=Stack /STK=9 /UG=Mm.3
MOE430_2_1439053_at 17.6 1.8 A A 0.36 0.72 -3.1 NC 0.85 gb:BE981800 /DB_XREF=gi:10651294 /DB_XREF=UI-M-CG0p-bdd-d-09-0-UI.s1 /CLONE=UI-M-CG0p-bdd-d-09-0-UI /FEA=EST /CNT=20 /TID=Mm.457
MOE430_2_1439506_at 10.3 1.6 A A 0.33 0.75 -3.1 D 0.99 gb:BB193557 /DB_XREF=gi:15409561 /DB_XREF=BB193557 /CLONE=A330077N15 /FEA=EST /CNT=22 /TID=Mm.28530.1 /TIER=ConsEnd /STK=7 /UG=M
MOE430_2_1440033_at 10.4 0.8 A A 0.66 0.87 -3.1 NC 0.72 gb:BB206733 /DB_XREF=gi:16352170 /DB_XREF=BB206733 /CLONE=A430077L10 /FEA=EST /CNT=6 /TID=Mm.131252.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440068_at 5.5 0.9 A A 0.27 0.8 -3.1 NC 0.92 gb:BB199265 /DB_XREF=gi:16271284 /DB_XREF=BB199265 /CLONE=A430013L04 /FEA=EST /CNT=6 /TID=Mm.208676.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_1440805_at 8.4 1.5 A A 0.5 0.94 -3.1 NC 0.82 gb:BB207219 /DB_XREF=gi:8872172 /DB_XREF=BB207219 /CLONE=A430080I18 /FEA=EST /CNT=5 /TID=Mm.132080.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1440957_at 7.4 1.2 A A 0.43 0.82 -3.1 NC 0.81 gb:BB847171 /DB_XREF=gi:17085546 /DB_XREF=BB847171 /CLONE=F530006L17 /FEA=EST /CNT=7 /TID=Mm.45560.1 /TIER=ConsEnd /STK=4 /UG=Mm
MOE430_2_1441067_at 8.5 0.8 A A 0.69 0.94 -3.1 NC 0.71 gb:AW488362 /DB_XREF=gi:7058632 /DB_XREF=UI-M-BH3-arp-f-06-0-UI.s1 /CLONE=UI-M-BH3-arp-f-06-0-UI /FEA=EST /CNT=6 /TID=Mm.101439.1 /
MOE430_2_1441182_at 19.7 1.9 A A 0.43 0.72 -3.1 NC 0.58 gb:BG066622 /DB_XREF=gi:12549114 /DB_XREF=H3044C02-3 /CLONE=H3044C02 /FEA=EST /CNT=5 /TID=Mm.25038.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441576_at 11.9 1.3 A A 0.39 0.91 -3.1 NC 0.81 gb:BB199132 /DB_XREF=gi:16271269 /DB_XREF=BB199132 /CLONE=A430012C18 /FEA=EST /CNT=4 /TID=Mm.207588.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441975_at 11.5 1.1 A A 0.19 0.6 -3.1 NC 0.57 gb:BB008092 /DB_XREF=gi:16257083 /DB_XREF=BB008092 /CLONE=4732480P03 /FEA=EST /CNT=12 /TID=Mm.140939.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442035_at 9.8 1.1 P A 0.008057 0.63 -3.1 NC 0.99 gb:BB326058 /DB_XREF=gi:16403611 /DB_XREF=BB326058 /CLONE=B430203G01 /FEA=EST /CNT=9 /TID=Mm.216243.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442125_at 11.8 1.3 P A 0.03 0.72 -3.1 NC 0.98 gb:BE332754 /DB_XREF=gi:9206530 /DB_XREF=us52e08.x1 /CLONE=IMAGE:3216038 /FEA=EST /CNT=6 /TID=Mm.32368.1 /TIER=ConsEnd /STK=3 /UG=
MOE430_2_1442903_at 9.5 0.8 P A 0.03 0.53 -3.1 NC 0.92 gb:AV237721 /DB_XREF=gi:16386380 /DB_XREF=AV237721 /CLONE=4732423E21 /FEA=EST /CNT=4 /TID=Mm.208297.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1442967_at 10 0.8 P A 0.01 0.72 -3.1 NC 0.94 gb:BG069650 /DB_XREF=gi:12552219 /DB_XREF=H3078F05-3 /CLONE=H3078F05 /FEA=EST /CNT=3 /TID=Mm.26197.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443448_x_ 5.7 0.6 A A 0.66 0.91 -3.1 NC 0.81 gb:BB521954 /DB_XREF=gi:16443584 /DB_XREF=BB521954 /CLONE=D930005B17 /FEA=EST /CNT=3 /TID=Mm.136198.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443456_at 7.1 0.7 A A 0.21 0.78 -3.1 NC 0.97 gb:BI076719 /DB_XREF=gi:14515376 /DB_XREF=L0227C04-3 /CLONE=L0227C04 /FEA=EST /CNT=3 /TID=Mm.196753.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443661_at 4.5 0.3 A A 0.36 0.91 -3.1 NC 0.5 gb:AV209602 /DB_XREF=gi:16384505 /DB_XREF=AV209602 /CLONE=1700120G13 /FEA=EST /CNT=3 /TID=Mm.48834.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1444036_at 9.2 1.7 P A 0.03 0.86 -3.1 NC 0.86 gb:BB325197 /DB_XREF=gi:16403549 /DB_XREF=BB325197 /CLONE=B430114M06 /FEA=EST /CNT=6 /TID=Mm.149279.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1444310_at 6.3 0.5 A A 0.53 0.96 -3.1 NC 0.91 gb:AW240531 /DB_XREF=gi:6574283 /DB_XREF=uq36e11.x1 /CLONE=IMAGE:2811500 /FEA=EST /CNT=5 /TID=Mm.208958.1 /TIER=ConsEnd /STK=2 /UG
MOE430_2_1444369_at 14.4 1.1 A A 0.11 0.69 -3.1 NC 0.6 gb:BB153779 /DB_XREF=gi:16268120 /DB_XREF=BB153779 /CLONE=A130017K17 /FEA=EST /CNT=4 /TID=Mm.159829.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445073_at 4.2 1 A A 0.39 0.85 -3.1 NC 0.83 gb:BB345001 /DB_XREF=gi:16404918 /DB_XREF=BB345001 /CLONE=B930054F12 /FEA=EST /CNT=3 /TID=Mm.208702.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445227_at 13.2 0.9 A A 0.17 0.53 -3.1 NC 0.5 gb:BG069517 /DB_XREF=gi:12552086 /DB_XREF=H3077C02-3 /CLONE=H3077C02 /FEA=EST /CNT=3 /TID=Mm.173415.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445244_at 12 1 P A 0.04 0.79 -3.1 NC 0.91 gb:BG066660 /DB_XREF=gi:12549152 /DB_XREF=H3044F04-3 /CLONE=H3044F04 /FEA=EST /CNT=3 /TID=Mm.172787.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446161_at 8.2 0.3 A A 0.3 0.8 -3.1 NC 0.97 gb:BG075158 /DB_XREF=gi:12557727 /DB_XREF=H3143H11-3 /CLONE=H3143H11 /FEA=EST /CNT=2 /TID=Mm.218686.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446228_at 14.7 1.4 A A 0.21 0.69 -3.1 NC 0.57 gb:BB222614 /DB_XREF=gi:16353721 /DB_XREF=BB222614 /CLONE=A530078M04 /FEA=EST /CNT=2 /TID=Mm.210026.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446284_at 6.5 0.6 A A 0.27 0.88 -3.1 NC 0.78 gb:BB157298 /DB_XREF=gi:16268377 /DB_XREF=BB157298 /CLONE=A130035K06 /FEA=EST /CNT=2 /TID=Mm.215481.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446408_at 9.5 0.8 P A 0.02 0.6 -3.1 NC 0.8 gb:BB552443 /DB_XREF=gi:16448162 /DB_XREF=BB552443 /CLONE=E230037M20 /FEA=EST /CNT=2 /TID=Mm.210002.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446824_at 5.9 0.4 A A 0.17 0.99 -3.1 NC 0.99 gb:C76254 /DB_XREF=gi:2516584 /DB_XREF=C76254 /CLONE=J0007B02 /FEA=EST /CNT=2 /TID=Mm.172577.1 /TIER=ConsEnd /STK=2 /UG=Mm.17257
MOE430_2_1447243_at 4.6 0.5 A A 0.69 0.96 -3.1 NC 0.5 gb:AI326956 /DB_XREF=gi:4061385 /DB_XREF=mp41e03.x1 /CLONE=IMAGE:571804 /FEA=EST /CNT=2 /TID=Mm.20120.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447405_at 5.5 0.5 A A 0.5 0.93 -3.1 NC 0.95 gb:BB479096 /DB_XREF=gi:16440514 /DB_XREF=BB479096 /CLONE=D330036J18 /FEA=EST /CNT=2 /TID=Mm.126234.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447621_s_ 20.3 1.6 P A 0.03 0.78 -3.1 D 0.99 gb:AV300716 /DB_XREF=gi:6333230 /DB_XREF=AV300716 /CLONE=5730488D07 /FEA=EST /CNT=2 /TID=Mm.96268.1 /TIER=ConsEnd /STK=2 /UG=Mm
MOE430_2_1447659_x_ 6.2 0.2 A A 0.12 0.82 -3.1 NC 0.83 gb:BB335802 /DB_XREF=gi:9044565 /DB_XREF=BB335802 /CLONE=B830042M02 /FEA=EST /CNT=2 /TID=Mm.171012.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1447708_x_ 65.7 7.8 A A 0.14 0.5 -3.1 NC 0.88 gb:BB367174 /DB_XREF=gi:9079003 /DB_XREF=BB367174 /CLONE=C130036M13 /FEA=EST /CNT=2 /TID=Mm.167414.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1448790_at 22.2 2.4 A A 0.3 0.78 -3.1 NC 0.95 gb:NM_013662.1 /DB_XREF=gi:7305474 /GEN=Sema6b /FEA=FLmRNA /CNT=52 /TID=Mm.8029.1 /TIER=FL+Stack /STK=40 /UG=Mm.8029 /LL=20359 /DE
MOE430_2_1449328_at 8.1 0.5 A A 0.39 0.72 -3.1 NC 0.73 gb:NM_013825.1 /DB_XREF=gi:7305244 /GEN=Ly75 /FEA=FLmRNA /CNT=30 /TID=Mm.2074.1 /TIER=FL+Stack /STK=14 /UG=Mm.2074 /LL=17076 /DEF=
MOE430_2_1449357_at 11.5 1 A A 0.06 0.82 -3.1 NC 0.88 gb:NM_025865.1 /DB_XREF=gi:13385349 /GEN=2310030G06Rik /FEA=FLmRNA /CNT=30 /TID=Mm.154546.1 /TIER=FL+Stack /STK=13 /UG=Mm.154546 /
MOE430_2_1449728_at 8.2 0.7 A A 0.63 0.9 -3.1 NC 0.7 gb:AA591039 /DB_XREF=gi:2404352 /DB_XREF=vl47b06.s1 /CLONE=IMAGE:975347 /FEA=EST /CNT=1 /TID=Mm.7025.1 /TIER=ConsEnd /STK=0 /UG=Mm
MOE430_2_1450748_at 16.3 2.2 A A 0.46 0.9 -3.1 NC 0.86 gb:NM_021491.1 /DB_XREF=gi:10946901 /GEN=Smpd3 /FEA=FLmRNA /CNT=55 /TID=Mm.143806.1 /TIER=FL+Stack /STK=12 /UG=Mm.143806 /LL=58994
MOE430_2_1450790_at 11.9 0.8 A A 0.12 0.5 -3.1 NC 0.5 gb:NM_009375.1 /DB_XREF=gi:6678334 /GEN=Tgn /FEA=FLmRNA /CNT=11 /TID=Mm.12800.1 /TIER=FL /STK=7 /UG=Mm.12800 /LL=21819 /DEF=Mus m
MOE430_2_1451498_at 12.3 0.5 P A 0.04 0.46 -3.1 NC 0.8 gb:BC004853.1 /DB_XREF=gi:14919400 /FEA=FLmRNA /CNT=43 /TID=Mm.26837.1 /TIER=FL+Stack /STK=14 /UG=Mm.26837 /DEF=Mus musculus, clone 
MOE430_2_1451627_a_ 11.5 1 A A 0.53 0.98 -3.1 NC 0.99 gb:U75372.1 /DB_XREF=gi:2459553 /FEA=FLmRNA /CNT=28 /TID=Mm.2861.2 /TIER=FL /STK=4 /UG=Mm.2861 /LL=20511 /UG_GENE=Slc1a2 /DEF=Mus 
MOE430_2_1451655_at 6.3 0.4 A A 0.36 0.9 -3.1 NC 0.5 gb:BC024709.1 /DB_XREF=gi:19354100 /FEA=FLmRNA /CNT=8 /TID=Mm.36023.1 /TIER=FL /STK=3 /UG=Mm.36023 /DEF=Mus musculus, clone MGC:307
MOE430_2_1451817_at 18.7 4 A A 0.17 0.5 -3.1 NC 0.95 gb:BC011214.1 /DB_XREF=gi:15029961 /FEA=FLmRNA /CNT=13 /TID=Mm.36417.1 /TIER=FL /STK=1 /UG=Mm.36417 /DEF=Mus musculus, clone MGC:18
MOE430_2_1452317_at 8.1 1.4 A A 0.36 0.69 -3.1 NC 0.5 gb:AA386586 /DB_XREF=gi:2039733 /DB_XREF=vb53f12.r1 /CLONE=IMAGE:760751 /FEA=mRNA /CNT=28 /TID=Mm.255.1 /TIER=Stack /STK=15 /UG=Mm
MOE430_2_1452564_at 5 0.4 A A 0.46 0.78 -3.1 NC 0.83 gb:U06662.1 /DB_XREF=gi:463842 /FEA=mRNA /CNT=1 /TID=Mm.4849.1 /TIER=ConsEnd /STK=0 /UG=Mm.4849 /LL=18290 /UG_GENE=Ofa /DEF=Mus m
MOE430_2_1454710_at 15.2 2.2 A A 0.17 0.9 -3.1 NC 0.99 gb:BE456717 /DB_XREF=gi:9478074 /DB_XREF=up93h10.x1 /CLONE=IMAGE:2797507 /FEA=EST /CNT=70 /TID=Mm.46106.1 /TIER=Stack /STK=65 /UG=
MOE430_2_1455260_at 12.2 1.5 A A 0.06 0.56 -3.1 NC 0.69 gb:BE650208 /DB_XREF=gi:9976032 /DB_XREF=UI-M-BH2.1-apq-b-11-0-UI.r1 /CLONE=UI-M-BH2.1-apq-b-11-0-UI /FEA=EST /CNT=22 /TID=Mm.7344
MOE430_2_1456972_at 12.1 0.9 A A 0.12 0.84 -3.1 NC 0.93 gb:BG066759 /DB_XREF=gi:12549328 /DB_XREF=H3046F02-3 /CLONE=H3046F02 /FEA=EST /CNT=6 /TID=Mm.25066.1 /TIER=ConsEnd /STK=6 /UG=Mm
MOE430_2_1457418_at 13.6 1.6 A A 0.08 0.66 -3.1 NC 0.93 gb:L26640 /DB_XREF=gi:695381 /DB_XREF=MUSB096A /CLONE=B096 /FEA=EST /CNT=5 /TID=Mm.56456.1 /TIER=ConsEnd /STK=4 /UG=Mm.56456 /UG
MOE430_2_1457722_at 4.6 0.7 A A 0.6 0.56 -3.1 NC 0.57 gb:BB240995 /DB_XREF=gi:8933741 /DB_XREF=BB240995 /CLONE=A630084I04 /FEA=EST /CNT=9 /TID=Mm.125605.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1457741_at 8.5 0.6 A A 0.6 0.99 -3.1 NC 0.95 gb:AV377040 /DB_XREF=gi:16398102 /DB_XREF=AV377040 /CLONE=9130221D14 /FEA=EST /CNT=6 /TID=Mm.102407.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1458273_at 8.2 0.8 A A 0.24 0.8 -3.1 NC 0.92 gb:AI843818 /DB_XREF=gi:5478031 /DB_XREF=UI-M-AN1-afc-g-04-0-UI.s1 /CLONE=UI-M-AN1-afc-g-04-0-UI /FEA=EST /CNT=3 /TID=Mm.40144.1 /T
MOE430_2_1458736_at 5.8 0.4 A A 0.66 0.72 -3.1 NC 0.49 gb:BG071413 /DB_XREF=gi:12553982 /DB_XREF=H3098F07-3 /CLONE=H3098F07 /FEA=EST /CNT=3 /TID=Mm.173887.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1458927_at 18.4 2.6 A A 0.5 0.87 -3.1 NC 0.5 gb:BG071961 /DB_XREF=gi:12554530 /DB_XREF=H3105B06-3 /CLONE=H3105B06 /FEA=EST /CNT=3 /TID=Mm.143976.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459521_at 6.8 0.5 A A 0.17 0.87 -3.1 NC 0.88 gb:BG068338 /DB_XREF=gi:12550907 /DB_XREF=H3064D07-3 /CLONE=H3064D07 /FEA=EST /CNT=2 /TID=Mm.173555.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459570_at 3.6 0.2 A A 0.36 0.63 -3.1 NC 0.53 gb:BB767551 /DB_XREF=gi:16210184 /DB_XREF=BB767551 /CLONE=G370074M14 /FEA=EST /CNT=2 /TID=Mm.214186.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459826_at 4.3 0.6 A A 0.65 0.69 -3.1 NC 0.55 gb:BB264132 /DB_XREF=gi:8960588 /DB_XREF=BB264132 /CLONE=A830014D08 /FEA=EST /CNT=2 /TID=Mm.131914.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1459934_at 6.3 0.7 A A 0.18 0.56 -3.1 NC 0.73 gb:AA516835 /DB_XREF=gi:2256294 /DB_XREF=vh84f02.r1 /CLONE=IMAGE:893691 /FEA=EST /CNT=3 /TID=Mm.4198.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1460030_at 7.5 0.9 A A 0.09 0.85 -3.1 NC 0.96 gb:BB355811 /DB_XREF=gi:16405722 /DB_XREF=BB355811 /CLONE=C030009O15 /FEA=EST /CNT=6 /TID=Mm.40218.1 /TIER=ConsEnd /STK=6 /UG=M
MOE430_2_AFFX-Dap 7 0.4 A A 0.41 0.99 -3.1 NC 0.99 Bacillus subtilis /REF=L38424 /DEF=B subtilis dapB, jojF, jojG genes corresponding to nucleotides 1358-3197 of L38424 /LEN=1931 (-5, -M, -3 represent t
MOE430_2_1415969_s_ 10.3 1.5 A A 0.5 0.69 -3.2 NC 0.54 gb:NM_010594.1 /DB_XREF=gi:6754405 /GEN=Kap /FEA=FLmRNA /CNT=383 /TID=Mm.13052.1 /TIER=FL+Stack /STK=155 /UG=Mm.13052 /LL=16483 /D
MOE430_2_1417729_at 3.3 0.4 A A 0.5 0.82 -3.2 NC 0.58 gb:BB481540 /DB_XREF=gi:9399149 /DB_XREF=BB481540 /CLONE=D430004I11 /FEA=FLmRNA /CNT=118 /TID=Mm.221164.1 /TIER=Stack /STK=8 /UG
MOE430_2_1419538_at 29 3.4 A A 0.06 0.63 -3.2 NC 0.83 gb:NM_010229.1 /DB_XREF=gi:6753887 /GEN=Flt3 /FEA=FLmRNA /CNT=14 /TID=Mm.194.1 /TIER=FL+Stack /STK=9 /UG=Mm.194 /LL=14255 /DEF=Mus
MOE430_2_1419646_a_ 14.5 2.7 A A 0.17 0.69 -3.2 NC 0.63 gb:NM_010777.1 /DB_XREF=gi:6754657 /GEN=Mbp /FEA=FLmRNA /CNT=92 /TID=Mm.2992.1 /TIER=FL /STK=7 /UG=Mm.2992 /LL=17196 /DEF=Mus mus
MOE430_2_1419897_at 10.2 1.7 A A 0.53 0.78 -3.2 NC 0.9 gb:BB001228 /DB_XREF=gi:16214685 /DB_XREF=BB001228 /CLONE=2700060O09 /FEA=EST /CNT=1 /TID=Mm.199983.1 /TIER=ConsEnd /STK=0 /UG=M
MOE430_2_1420039_s_ 8.6 1.3 A A 0.5 0.85 -3.2 NC 0.86 gb:C85667 /DB_XREF=gi:2917624 /DB_XREF=C85667 /CLONE=J0212G11 /FEA=EST /CNT=1 /TID=Mm.215184.1 /TIER=ConsEnd /STK=1 /UG=Mm.21518
MOE430_2_1420837_at 10.8 1.2 A A 0.24 0.93 -3.2 NC 0.94 gb:NM_008745.1 /DB_XREF=gi:6679149 /GEN=Ntrk2 /FEA=FLmRNA /CNT=136 /TID=Mm.3993.1 /TIER=FL /STK=2 /UG=Mm.3993 /LL=18212 /DEF=Mus m
MOE430_2_1421489_a_ 7.3 0.5 A A 0.24 0.93 -3.2 NC 0.92 gb:NM_026333.1 /DB_XREF=gi:13385833 /GEN=2010106E10Rik /FEA=FLmRNA /CNT=5 /TID=Mm.45323.1 /TIER=FL /STK=2 /UG=Mm.45323 /LL=67715 /D
MOE430_2_1421565_at 39.6 0.5 P A 0.04 0.14 -3.2 NC 0.99 gb:NM_011248.1 /DB_XREF=gi:7106392 /GEN=Rbig1 /FEA=FLmRNA /CNT=4 /TID=Mm.42093.1 /TIER=FL /STK=2 /UG=Mm.42093 /LL=19649 /DEF=Mus m
MOE430_2_1422048_at 9.8 1.2 P A 0.03 0.5 -3.2 NC 0.5 gb:AF029983.1 /DB_XREF=gi:3046908 /FEA=FLmRNA /CNT=14 /TID=Mm.10688.1 /TIER=FL /STK=1 /UG=Mm.10688 /LL=22067 /UG_GENE=Trrp5 /DEF=M
MOE430_2_1422203_at 13.2 2.4 A A 0.19 0.5 -3.2 NC 0.5 gb:NM_021712.1 /DB_XREF=gi:11096329 /GEN=Slc18a3 /FEA=FLmRNA /CNT=3 /TID=Mm.57020.1 /TIER=FL /STK=1 /UG=Mm.57020 /LL=20508 /DEF=Mu
MOE430_2_1422691_at 17.7 3.3 A A 0.21 0.46 -3.2 NC 0.65 gb:NM_009269.1 /DB_XREF=gi:6678124 /GEN=Sptlc1 /FEA=FLmRNA /CNT=323 /TID=Mm.6505.1 /TIER=ConsEnd /STK=0 /UG=Mm.6505 /LL=20772 /DEF
MOE430_2_1424464_s_ 6.6 0.8 M A 0.05 0.6 -3.2 NC 0.92 gb:BF225441 /DB_XREF=gi:11132982 /DB_XREF=uy40b11.x1 /CLONE=IMAGE:3662013 /FEA=FLmRNA /CNT=97 /TID=Mm.31343.1 /TIER=Stack /STK=36 
MOE430_2_1425355_at 39.2 5.4 A A 0.24 0.63 -3.2 NC 0.8 gb:BC018371.1 /DB_XREF=gi:17390864 /FEA=FLmRNA /CNT=35 /TID=Mm.161893.1 /TIER=FL /STK=2 /UG=Mm.161893 /DEF=Mus musculus, Similar to hy
MOE430_2_1425454_a_ 9.1 2.1 A A 0.19 0.6 -3.2 NC 0.66 gb:AF128210.1 /DB_XREF=gi:6652939 /GEN=Ll12a /FEA=FLmRNA /CNT=2 /TID=Mm.103783.2 /TIER=FL /STK=2 /UG=Mm.103783 /LL=16159 /DEF=Mus 
MOE430_2_1425720_at 3.5 0.4 A A 0.43 0.69 -3.2 NC 0.4 gb:BC005782.1 /DB_XREF=gi:13543233 /FEA=FLmRNA /CNT=7 /TID=Mm.190636.1 /TIER=FL /STK=1 /UG=Mm.190636 /DEF=Mus musculus, clone MGC:1
MOE430_2_1425952_a_ 5.4 1 A A 0.24 0.74 -3.2 NC 0.88 gb:AF276754.1 /DB_XREF=gi:15419085 /FEA=FLmRNA /CNT=2 /TID=Mm.45494.2 /TIER=FL /STK=1 /UG=Mm.45494 /LL=14526 /UG_GENE=Gcg /DEF=Mu
MOE430_2_1427687_at 11.2 1.1 P A 0.03 0.8 -3.2 NC 0.98 gb:AB008178.1 /DB_XREF=gi:3253078 /GEN=CNR3 /FEA=mRNA /CNT=1 /TID=Mm.218758.1 /TIER=ConsEnd /STK=0 /UG=Mm.218758 /LL=12938 /DEF=M
MOE430_2_1427812_at 19.6 1.1 A A 0.17 0.78 -3.2 NC 0.87 gb:X75636.1 /DB_XREF=gi:895866 /FEA=mRNA /CNT=1 /TID=Mm.7973.2 /TIER=ConsEnd /STK=0 /UG=Mm.7973 /LL=15931 /UG_GENE=Ids /UG_TITLE=id
MOE430_2_1428209_at 10.4 0.6 A A 0.43 0.85 -3.2 NC 0.91 gb:AK010400.1 /DB_XREF=gi:12845816 /GEN=Rex3 /FEA=mRNA /CNT=92 /TID=Mm.14768.2 /TIER=Stack /STK=71 /UG=Mm.14768 /LL=19716 /UG_TITL
MOE430_2_1429444_at 28.6 2.8 A A 0.12 0.53 -3.2 NC 0.98 gb:AK004371.1 /DB_XREF=gi:12835528 /FEA=mRNA /CNT=28 /TID=Mm.40982.1 /TIER=Stack /STK=22 /UG=Mm.40982 /LL=68895 /UG_GENE=1110065D0
MOE430_2_1430132_at 9.6 0.6 A A 0.08 0.9 -3.2 NC 0.96 gb:AK014642.1 /DB_XREF=gi:12852627 /FEA=mRNA /CNT=32 /TID=Mm.180256.1 /TIER=ConsEnd /STK=3 /UG=Mm.180256 /LL=70843 /UG_GENE=47334
MOE430_2_1430368_s_ 6.2 0.8 P A 0.04 0.78 -3.2 NC 0.86 gb:AK006110.1 /DB_XREF=gi:12839036 /FEA=mRNA /CNT=7 /TID=Mm.174785.1 /TIER=ConsEnd /STK=2 /UG=Mm.174785 /LL=67080 /UG_GENE=170001
MOE430_2_1430879_at 6.6 0.2 A A 0.24 0.75 -3.2 NC 0.58 gb:BB283753 /DB_XREF=gi:8984202 /DB_XREF=BB283753 /CLONE=A930103E06 /FEA=mRNA /CNT=3 /TID=Mm.131717.1 /TIER=ConsEnd /STK=1 /UG=
MOE430_2_1431472_at 8.9 0.5 A A 0.24 0.91 -3.2 D 0.99 gb:AK009774.1 /DB_XREF=gi:12844777 /FEA=mRNA /CNT=3 /TID=Mm.47775.1 /TIER=ConsEnd /STK=2 /UG=Mm.47775 /LL=71931 /UG_GENE=2310043D
MOE430_2_1431731_at 9.5 2.2 A A 0.56 0.91 -3.2 NC 0.51 gb:AK014659.1 /DB_XREF=gi:12852651 /GEN=Bnip2 /FEA=mRNA /CNT=2 /TID=Mm.1561.3 /TIER=ConsEnd /STK=0 /UG=Mm.1561 /LL=12175 /UG_TITLE
MOE430_2_1431743_a_ 7.8 0.7 A A 0.32 0.95 -3.2 NC 0.71 gb:AK010967.1 /DB_XREF=gi:12846771 /FEA=mRNA /CNT=2 /TID=Mm.7248.2 /TIER=ConsEnd /STK=0 /UG=Mm.7248 /LL=20533 /UG_GENE=Slc4a1 /UG_
MOE430_2_1431994_at 14.2 1.6 M A 0.06 0.43 -3.2 NC 0.83 gb:AK015283.1 /DB_XREF=gi:12853561 /FEA=mRNA /CNT=1 /TID=Mm.159259.1 /TIER=ConsEnd /STK=0 /UG=Mm.159259 /LL=74619 /UG_GENE=493043
MOE430_2_1432294_at 7.3 0.7 A A 0.17 0.8 -3.2 NC 0.94 gb:AK020385.1 /DB_XREF=gi:12860959 /FEA=mRNA /CNT=1 /TID=Mm.159873.1 /TIER=ConsEnd /STK=0 /UG=Mm.159873 /LL=77246 /UG_GENE=933017
MOE430_2_1432424_at 10.3 1.2 A A 0.21 0.87 -3.2 NC 0.69 gb:AK015703.1 /DB_XREF=gi:12854138 /FEA=mRNA /CNT=1 /TID=Mm.195725.1 /TIER=ConsEnd /STK=0 /UG=Mm.195725 /LL=75039 /UG_GENE=493050
MOE430_2_1432562_at 13.3 1.2 A A 0.17 0.69 -3.2 NC 0.96 gb:AK003497.1 /DB_XREF=gi:12834200 /FEA=mRNA /CNT=1 /TID=Mm.158213.1 /TIER=ConsEnd /STK=0 /UG=Mm.158213 /LL=68469 /UG_GENE=111000
MOE430_2_1432753_at 8.9 0.4 A A 0.14 0.69 -3.2 NC 0.55 gb:AK020279.1 /DB_XREF=gi:12860817 /FEA=mRNA /CNT=2 /TID=Mm.98531.1 /TIER=ConsEnd /STK=0 /UG=Mm.98531 /LL=77123 /UG_GENE=9130214F
MOE430_2_1432919_at 4.6 0.5 P A 0.000244 0.9 -3.2 D 0.99 gb:AK014868.1 /DB_XREF=gi:12852959 /FEA=mRNA /CNT=1 /TID=Mm.158476.1 /TIER=ConsEnd /STK=0 /UG=Mm.158476 /LL=70879 /UG_GENE=492151
MOE430_2_1433256_at 4.5 0.6 A A 0.43 0.96 -3.2 NC 0.91 gb:AK020846.1 /DB_XREF=gi:12861555 /FEA=mRNA /CNT=1 /TID=Mm.160029.1 /TIER=ConsEnd /STK=0 /UG=Mm.160029 /LL=77953 /UG_GENE=A93001
MOE430_2_1433402_at 16 0.9 P A 0.03 0.66 -3.2 NC 0.88 gb:AK015439.1 /DB_XREF=gi:12853783 /FEA=mRNA /CNT=1 /TID=Mm.159340.1 /TIER=ConsEnd /STK=0 /UG=Mm.159340 /LL=74858 /UG_GENE=493045
MOE430_2_1434170_at 6.4 0.7 P A 0.03 0.88 -3.2 NC 0.96 gb:BB083162 /DB_XREF=gi:15407628 /DB_XREF=BB083162 /CLONE=9330180J20 /FEA=EST /CNT=59 /TID=Mm.55685.1 /TIER=Stack /STK=40 /UG=Mm
MOE430_2_1436035_at 5.7 0.4 A A 0.3 0.97 -3.2 NC 0.54 gb:AV225683 /DB_XREF=gi:16385216 /DB_XREF=AV225683 /CLONE=3830431G21 /FEA=EST /CNT=23 /TID=Mm.154541.1 /TIER=Stack /STK=11 /UG=M
MOE430_2_1438439_at 5.6 0.4 A A 0.21 0.69 -3.2 NC 0.5 gb:BB229616 /DB_XREF=gi:15410267 /DB_XREF=BB229616 /CLONE=A630022L13 /FEA=EST /CNT=36 /TID=Mm.123648.1 /TIER=Stack /STK=10 /UG=M
MOE430_2_1438492_at 11 3.4 A A 0.85 0.78 -3.2 NC 0.08 gb:BF466815 /DB_XREF=gi:11535998 /DB_XREF=UI-M-CG0p-brc-c-08-0-UI.s1 /CLONE=UI-M-CG0p-brc-c-08-0-UI /FEA=EST /CNT=13 /TID=Mm.7098
MOE430_2_1438784_at 12.8 1.7 A A 0.24 0.69 -3.2 NC 0.66 gb:BB329234 /DB_XREF=gi:16403915 /DB_XREF=BB329234 /CLONE=B630002E05 /FEA=EST /CNT=11 /TID=Mm.41159.2 /TIER=Stack /STK=9 /UG=Mm.
MOE430_2_1440750_at 7.4 0.8 A A 0.24 0.96 -3.2 NC 0.87 gb:BB712315 /DB_XREF=gi:16065484 /DB_XREF=BB712315 /CLONE=B020034E06 /FEA=EST /CNT=5 /TID=Mm.95210.1 /TIER=ConsEnd /STK=5 /UG=Mm
MOE430_2_1441450_s_ 21.4 4.6 A A 0.12 0.39 -3.2 NC 0.42 gb:BB362489 /DB_XREF=gi:16406030 /DB_XREF=BB362489 /CLONE=C130011J04 /FEA=EST /CNT=4 /TID=Mm.209284.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441540_at 6.5 0.6 P A 0.02 0.93 -3.2 NC 0.96 gb:BB529533 /DB_XREF=gi:16445626 /DB_XREF=BB529533 /CLONE=E030002O10 /FEA=EST /CNT=4 /TID=Mm.133746.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1441555_at 6.1 0.5 A A 0.39 0.8 -3.2 NC 0.74 gb:BB468001 /DB_XREF=gi:16427447 /DB_XREF=BB468001 /CLONE=D230017I19 /FEA=EST /CNT=4 /TID=Mm.132740.1 /TIER=ConsEnd /STK=4 /UG=M
MOE430_2_1442036_a_ 12.3 1.9 A A 0.21 0.69 -3.2 NC 0.45 gb:AW489209 /DB_XREF=gi:7059479 /DB_XREF=UI-M-BH3-ask-d-04-0-UI.s1 /CLONE=UI-M-BH3-ask-d-04-0-UI /FEA=EST /CNT=8 /TID=Mm.103461.1
MOE430_2_1443239_at 7.8 0.4 A A 0.09 0.85 -3.2 NC 0.92 gb:BB386302 /DB_XREF=gi:16408425 /DB_XREF=BB386302 /CLONE=C230045L04 /FEA=EST /CNT=3 /TID=Mm.209314.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1443371_at 7.4 0.6 A A 0.17 0.78 -3.2 NC 0.92 gb:AW547549 /DB_XREF=gi:7192964 /DB_XREF=L0023G01-3 /CLONE=L0023G01 /FEA=EST /CNT=3 /TID=Mm.102834.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443439_at 6.6 0.6 A A 0.3 0.98 -3.2 NC 0.96 gb:AV229019 /DB_XREF=gi:15404929 /DB_XREF=AV229019 /CLONE=4631403M06 /FEA=EST /CNT=3 /TID=Mm.44693.1 /TIER=ConsEnd /STK=3 /UG=Mm
MOE430_2_1443520_at 12.5 1.3 A A 0.19 0.53 -3.2 NC 0.73 gb:BI076849 /DB_XREF=gi:14515506 /DB_XREF=L0296G01-3 /CLONE=L0296G01 /FEA=EST /CNT=3 /TID=Mm.196767.1 /TIER=ConsEnd /STK=3 /UG=M
MOE430_2_1444621_at 9.7 0.8 A A 0.36 0.85 -3.2 NC 0.94 gb:BE956201 /DB_XREF=gi:10600508 /DB_XREF=UI-M-BH4-baw-b-12-0-UI.s1 /CLONE=UI-M-BH4-baw-b-12-0-UI /FEA=EST /CNT=4 /TID=Mm.215060
MOE430_2_1444721_at 14.1 0.6 A A 0.39 0.69 -3.2 NC 0.5 gb:BG069109 /DB_XREF=gi:12551678 /DB_XREF=H3072G12-3 /CLONE=H3072G12 /FEA=EST /CNT=4 /TID=Mm.173770.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445207_at 9.7 0.7 A A 0.09 0.66 -3.2 NC 0.82 gb:BE824673 /DB_XREF=gi:10256907 /DB_XREF=C0503B06-3 /CLONE=C0503B06 /FEA=EST /CNT=3 /TID=Mm.140108.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445243_at 10.5 2.4 A A 0.46 0.85 -3.2 NC 0.64 gb:BG068239 /DB_XREF=gi:12550808 /DB_XREF=H3063C04-3 /CLONE=H3063C04 /FEA=EST /CNT=3 /TID=Mm.26313.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445349_at 8.3 1 A A 0.46 0.99 -3.2 NC 0.86 gb:BB536254 /DB_XREF=gi:16446644 /DB_XREF=BB536254 /CLONE=E030049A20 /FEA=EST /CNT=3 /TID=Mm.136889.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445354_at 7.5 0.5 P A 0.03 0.85 -3.2 NC 0.69 gb:BB082064 /DB_XREF=gi:16260685 /DB_XREF=BB082064 /CLONE=9330172G08 /FEA=EST /CNT=3 /TID=Mm.118958.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445502_at 14.9 1.6 A A 0.43 0.93 -3.2 NC 0.9 gb:BB528620 /DB_XREF=gi:16445462 /DB_XREF=BB528620 /CLONE=D930047H10 /FEA=EST /CNT=3 /TID=Mm.136496.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445967_at 12.3 0.9 A A 0.43 0.93 -3.2 NC 0.82 gb:BG068222 /DB_XREF=gi:12550791 /DB_XREF=H3063A11-3 /CLONE=H3063A11 /FEA=EST /CNT=2 /TID=Mm.173519.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1445982_at 10.7 1.3 A A 0.17 0.78 -3.2 NC 0.92 gb:BG069042 /DB_XREF=gi:12551611 /DB_XREF=H3072B01-3 /CLONE=H3072B01 /FEA=EST /CNT=2 /TID=Mm.173748.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446096_at 14.7 1.4 A A 0.21 0.87 -3.2 NC 0.74 gb:BB021006 /DB_XREF=gi:16257676 /DB_XREF=BB021006 /CLONE=5330404H11 /FEA=EST /CNT=2 /TID=Mm.207129.1 /TIER=ConsEnd /STK=2 /UG=M
MOE430_2_1446789_at 7.4 0.4 P A 0.04 0.74 -3.2 NC 0.81 gb:BB239689 /DB_XREF=gi:16355035 /DB_XREF=BB239689 /CLONE=A630078H05 /FEA=EST /CNT=2 /TID=Mm.208996.1 /TIER=ConsEnd /STK=2 /UG=M



Probe_ID Probe Set ID Sequence SRepresentative Public ID UniGene ID LocusLink Gene Title Gene Symbol MGI Name
MOE430_2_00989 1416658_at GenBank U91905 chr2 49.75 cM Mm.314721 20378 frizzled-related protein Frzb 892032 5.9
MOE430_2_01382 1417051_at GenBank NM_021543 chr14 43.0 cM Mm.103811 18530 protocadherin 8 Pcdh8 1306800 5.7
MOE430_2_02919 1418588_at GenBank NM_009513 --- Mm.4766 22360 vesicular membrane protein p24 Vmp 894662 5.2
MOE430_2_03938 1419607_at GenBank NM_013693 chr17 19.06 cM Mm.1293 21926 tumor necrosis factor Tnf 104798 5.1
MOE430_2_04053 1419722_at GenBank NM_008940 --- Mm.226595 259277 protease, serine, 19 (neuropsin) Prss19 1343327 5.1
MOE430_2_03842 1419511_at GenBank AF178957 --- Mm.272226 55993 mutS homolog 4 (E. coli) Msh4 1860077 5.1
MOE430_2_05493 1421187_at GenBank BB148128 chr9 71.9 cM Mm.6272 12772 chemokine (C-C motif) receptor 2 Ccr2 106185 4.9
MOE430_2_04881 1420575_at GenBank NM_013603 chr8 45.0 cM Mm.2064 17751 metallothionein 3 Mt3 97173 4.9
MOE430_2_05858 1421552_at GenBank NM_007674 chrX 42.5 cM Mm.4353 12592 caudal type homeo box 4 Cdx4 88362 4.8
MOE430_2_07143 1422837_at GenBank NM_022886 --- Mm.244003 64929 sciellin Scel 1891228 4.6
MOE430_2_06386 1422080_at GenBank NM_008371 chr3 6.6 cM Mm.3825 16196 interleukin 7 Il7 96561 4.6
MOE430_2_06826 1422520_at GenBank NM_008691 chr14 28.5 cM Mm.242832 18040 neurofilament 3, medium Nef3 97314 4.6
MOE430_2_07170 1422864_at GenBank NM_009821 chr16 62.2 cM Mm.353214 12394 runt related transcription factor 1 Runx1 99852 4.6
MOE430_2_08791 1424485_at GenBank BC019491 --- Mm.28341 30924 angiopoietin-like 3 Angptl3 1353627 4.5
MOE430_2_09117 1424811_at GenBank BC024605 --- Mm.347969 69049 camello-like 5 Cml5 1916299 4.5
MOE430_2_09753 1425447_at GenBank BC018400 --- Mm.157322 234130 dickkopf homolog 4 (Xenopus laevis) Dkk4 2385299 4.5
MOE430_2_07806 1423500_a_at GenBank AI528773 chr6 69.5 cM Mm.1752 20678 SRY-box containing gene 5 Sox5 98367 4.5
MOE430_2_10334 1426028_a_at GenBank AF086823 --- Mm.8321 12704 citron Cit 105313 4.4
MOE430_2_11794 1427488_a_at GenBank BC026990 --- Mm.290908 12211 baculoviral IAP repeat-containing 6 Birc6 1276108 4.3
MOE430_2_12073 1427767_a_at GenBank X72693 chr6 3.1 cM Mm.15621 12638 cystic fibrosis transmembrane conductance regulator homolog Cftr 88388 4.3
MOE430_2_11439 1427133_s_at GenBank C80829 --- Mm.23847 14725 low density lipoprotein receptor-related protein 2 Lrp2 95794 4.3
MOE430_2_11921 1427615_at GenBank X53177 chr2 46.0 cM Mm.33596 16401 integrin alpha 4 Itga4 96603 4.3
MOE430_2_11983 1427677_a_at GenBank AJ010605 chr7 55.0 cM Mm.240042 20679 SRY-box containing gene 6 Sox6 98368 4.3
MOE430_2_14200 1429894_a_at GenBank AK008018 chr10 11.0 cM Mm.20928 17761 microtubule-associated protein 7 Mtap7 1328328 4.2
MOE430_2_15911 1431605_at GenBank AK020027 --- Mm.261809 12421 RB1-inducible coiled-coil 1 Rb1cc1 1341850 4.2
MOE430_2_13625 1429319_at GenBank BM243660 --- Mm.20323 74734 ras homolog gene family, member H Rhoh 1921984 4.2
MOE430_2_15631 1431325_at GenBank BE380915 --- Mm.9623 93674 camello-like 3 Cml3 2136449 4.2
MOE430_2_16919 1432613_at GenBank AA110379 --- Mm.41984 78004 RIKEN cDNA E130201N16 gene E130201N16Rik 1925254 4.1
MOE430_2_21178 1436872_at GenBank BB787809 --- Mm.27836 21335 transforming, acidic coiled-coil containing protein 3 Tacc3 1341163 4
MOE430_2_20761 1436455_at GenBank BQ176256 chr4 A1 Mm.239247 65973 aspartate-beta-hydroxylase Asph 1914186 4
MOE430_2_21143 1436837_at GenBank AV279061 --- Mm.26189 98558 RIKEN cDNA 4933405K18 gene 4933405K18Rik 2138453 4
MOE430_2_21537 1437231_at GenBank AV246497 --- Mm.49728 239250 SLIT and NTRK-like family, member 6 Slitrk6 2443198 4
MOE430_2_19819 1435513_at GenBank BQ174268 chrX 66.15 cM Mm.336271 15560 5-hydroxytryptamine (serotonin) receptor 2C Htr2c 96281 4
MOE430_2_23521 1439215_at GenBank AV340006 --- Mm.24179 235574 ATPase, Ca++-sequestering Atp2c1 1889008 3.9
MOE430_2_25153 1440847_at GenBank BB326749 --- Mm.215481 211401 metastasis suppressor 1 Mtss1 2384818 3.9
MOE430_2_26263 1441957_x_at GenBank AV216663 chr9 B Mm.205196 73673 RIKEN cDNA 2410076I21 gene 2410076I21Rik 108077 3.8
MOE430_2_25636 1441330_at GenBank BG295465 --- Mm.95700 170788 crumbs homolog 1 (Drosophila) Crb1 2136343 3.8
MOE430_2_25541 1441235_at GenBank BM942872 chr8 E2 Mm.267812 234865 nucleoporin 133 Nup133 2442620 3.8
MOE430_2_26398 1442092_at GenBank BG063268 chr6 E3 Mm.160061 211651 Fanconi anemia, complementation group D2 Fancd2 2448480 3.8
MOE430_2_26230 1441924_x_at GenBank BB535528 chr2 104.0 cM Mm.9478 13616 endothelin 3 Edn3 95285 3.8
MOE430_2_29975 1445669_at GenBank BB080456 chr18 18.0 cM Mm.42038 24066 sprouty homolog 4 (Drosophila) Spry4 1345144 3.7
MOE430_2_32895 1448595_a_at GenBank NM_009052 chrX 57.5 cM Mm.14768 19716 reduced expression 3 Rex3 1328321 3.6
MOE430_2_33278 1448978_at GenBank NM_019867 chr1 54.0 cM Mm.54158 53972 neuronal guanine nucleotide exchange factor Ngef 1858414 3.6
MOE430_2_30403 1446097_at GenBank BB346592 chr18 A1 Mm.154275 225182 RIKEN cDNA 9930104E21 gene 9930104E21Rik 2442995 3.6
MOE430_2_35241 1450946_at GenBank BG298773 chr14 19.5 cM Mm.20422 18185 neural retina leucine zipper gene Nrl 102567 3.5
MOE430_2_38986 1454691_at GenBank BB336165 --- Mm.259205 18189 neurexin I Nrxn1 1096391 3.5
MOE430_2_36808 1452513_a_at GenBank AF208119 chr8 66.0 cM Mm.6536 14087 Fanconi anemia, complementation group A Fanca 1341823 3.5
MOE430_2_36247 1451952_at GenBank AF182065 chr6 41.0 cM Mm.87365 50501 prokineticin 2 Prok2 1354178 3.5
MOE430_2_36777 1452482_at GenBank BI251855 --- Mm.29023 13867 v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 (avian) Erbb3 95411 3.5
MOE430_2_36707 1452412_at GenBank BB283726 chr15 57.4 cM Mm.6167 15426 homeo box C8 Hoxc8 96198 3.5
MOE430_2_44551 1460258_at GenBank NM_010701 --- Mm.46561 16840 leukocyte cell derived chemotaxin 1 Lect1 1341171 3.4
MOE430_2_42524 1458229_at GenBank BB366379 --- Mm.171736 268902 roundabout homolog 2 (Drosophila) Robo2 1890110 3.4
MOE430_2_44751 1460459_at GenBank AK002481 --- Mm.273267 74090 RIKEN cDNA 0610010I15 gene 0610010I15Rik 1921340 3.4
MOE430_2_44560 1460267_at GenBank AV157113 --- Mm.62785 240590 doublesex and mab-3 related transcription factor 3 Dmrt3 2449470 3.4
MOE430_2_41088 1456793_at GenBank AV264055 chr5 B3 Mm.76407 231162 RIKEN cDNA 4930443F05 gene 4930443F05Rik 2684993 3.4
MOE430_2_41849 1457554_at GenBank BM251092 chr12 A1.1 Mm.221239 238055 apolipoprotein B Apob 88052 3.4
MOE430_2_45025 1460734_at GenBank BG074456 chr2 108.0 cM Mm.141312 12841 procollagen, type IX, alpha 3 Col9a3 894686 3.4
MOE430_2_44597 1460305_at GenBank NM_013565 chr11 56.0 cM Mm.57035 16400 integrin alpha 3 Itga3 96602 3.4
MOE430_2_41158 1456863_at GenBank AI385584 chr1 43.0 cM Mm.3249 13838 Eph receptor A4 Epha4 98277 3.4



Category Term Count % PValue Genes List Total Pop Hits Pop Total Fold Enrichment Bonferroni Benjamini FDR
GOTERM_BP_ALL GO:0007275~multicellular organismal development 59 20.13651877 2.45E-05 95794, 2684993, 1 196 2521 14219 1.697821969 0.032690628 0.032690628 0.040194534
GOTERM_BP_ALL GO:0007155~cell adhesion 22 7.508532423 2.95E-05 1276109, 96612, 1 196 561 14219 2.844937975 0.039234778 0.01981368 0.048401874
GOTERM_BP_ALL GO:0022610~biological adhesion 22 7.508532423 3.03E-05 1276109, 96612, 1 196 562 14219 2.839875808 0.040251214 0.013601226 0.049681588
GOTERM_BP_ALL GO:0048856~anatomical structure development 52 17.74744027 5.27E-05 95794, 2684993, 1 196 2170 14219 1.738427537 0.068983819 0.01771094 0.086421572
GOTERM_BP_ALL GO:0032502~developmental process 61 20.81911263 7.67E-05 95794, 2684993, 1 196 2743 14219 1.613306971 0.098870213 0.020605932 0.125845012
GOTERM_BP_ALL GO:0048731~system development 47 16.04095563 3.12E-04 95794, 1276108, 2 196 2027 14219 1.682120455 0.344799098 0.068043272 0.510120012
GOTERM_BP_ALL GO:0051239~regulation of multicellular organismal process 23 7.849829352 0.001015354 99852, 1341171, 1 196 778 14219 2.144673679 0.74805283 0.178754915 1.653621108
GOTERM_BP_ALL GO:0022603~regulation of anatomical structure morphogenesis 10 3.412969283 0.001107632 99852, 1341171, 1 196 187 14219 3.879460875 0.777736166 0.171373916 1.802626556
GOTERM_BP_ALL GO:0022008~neurogenesis 18 6.14334471 0.001172721 99852, 95411, 108 196 537 14219 2.431706761 0.796546259 0.162156599 1.907600995
GOTERM_BP_ALL GO:0007399~nervous system development 24 8.19112628 0.001487168 99852, 95411, 109 196 854 14219 2.038761172 0.867290076 0.182871534 2.413254115
GOTERM_BP_ALL GO:0040011~locomotion 14 4.778156997 0.001558483 96603, 2447164, 9 196 364 14219 2.79022763 0.879548829 0.1750315 2.527591727
GOTERM_BP_ALL GO:0050767~regulation of neurogenesis 8 2.730375427 0.002282564 97173, 1343327, 1 196 132 14219 4.396722325 0.954994915 0.227725315 3.681401585
GOTERM_BP_ALL GO:0048699~generation of neurons 16 5.460750853 0.003566682 99852, 108077, 24 196 497 14219 2.335482281 0.992160969 0.311315697 5.696139791
GOTERM_BP_ALL GO:0042330~taxis 7 2.389078498 0.003878081 1890110, 1354178 196 109 14219 4.658912189 0.9948707 0.313828429 6.178715097
GOTERM_BP_ALL GO:0006935~chemotaxis 7 2.389078498 0.003878081 1890110, 1354178 196 109 14219 4.658912189 0.9948707 0.313828429 6.178715097
GOTERM_BP_ALL GO:0007610~behavior 14 4.778156997 0.003936626 99852, 2447164, 9 196 405 14219 2.507760141 0.995263911 0.300112893 6.269183421
GOTERM_BP_ALL GO:0051960~regulation of nervous system development 8 2.730375427 0.004312377 97173, 1343327, 1 196 148 14219 3.921400993 0.997161697 0.306867652 6.847874415
GOTERM_BP_ALL GO:0050793~regulation of developmental process 17 5.802047782 0.005140284 99852, 1341171, 1 196 568 14219 2.171268684 0.999082039 0.337260874 8.111110054
GOTERM_BP_ALL GO:0016337~cell-cell adhesion 10 3.412969283 0.005317855 1276109, 1890110 196 236 14219 3.073979592 0.999279515 0.331003848 8.379946943
GOTERM_BP_ALL GO:0060284~regulation of cell development 8 2.730375427 0.006348695 97173, 1343327, 1 196 159 14219 3.6501091 0.99982358 0.36547332 9.926075539
GOTERM_BP_ALL GO:0048513~organ development 35 11.94539249 0.010986438 95794, 1276108, 2 196 1663 14219 1.526823297 0.999999691 0.527423135 16.58390839
GOTERM_BP_ALL GO:0006928~cell motion 12 4.09556314 0.012544641 1890110, 102794, 196 367 14219 2.372073625 0.999999964 0.557692607 18.71508661
GOTERM_BP_ALL GO:0045664~regulation of neuron differentiation 6 2.04778157 0.013151595 1343327, 1890110 196 102 14219 4.267406963 0.999999984 0.558066529 19.53130384
GOTERM_BP_ALL GO:0030154~cell differentiation 33 11.26279863 0.014062622 2684993, 1341163 196 1569 14219 1.525822375 0.999999995 0.566378746 20.74199663
GOTERM_BP_ALL GO:0009605~response to external stimulus 17 5.802047782 0.015063839 99852, 88225, 106 196 640 14219 1.927000957 0.999999999 0.576081859 22.0528068
GOTERM_BP_ALL GO:0022403~cell cycle phase 11 3.754266212 0.015206684 2138453, 106067, 196 328 14219 2.432942384 0.999999999 0.564717106 22.2381547
GOTERM_BP_ALL GO:0048870~cell motility 10 3.412969283 0.01656737 102794, 95285, 30 196 284 14219 2.554433745 1 0.581857166 23.98306958
GOTERM_BP_ALL GO:0051674~localization of cell 10 3.412969283 0.01656737 102794, 95285, 30 196 284 14219 2.554433745 1 0.581857166 23.98306958
GOTERM_BP_ALL GO:0007626~locomotory behavior 9 3.071672355 0.017331197 1890110, 1354178 196 239 14219 2.731854667 1 0.584673239 24.94640305
GOTERM_BP_ALL GO:0045595~regulation of cell differentiation 12 4.09556314 0.017533555 99852, 97173, 134 196 386 14219 2.255313524 1 0.575689187 25.1996877
GOTERM_BP_ALL GO:0022402~cell cycle process 12 4.09556314 0.019752015 2138453, 106067, 196 393 14219 2.215142546 1 0.606827991 27.92432843
GOTERM_BP_ALL GO:0050900~leukocyte migration 4 1.365187713 0.020970625 95500, 1928397, 1 196 43 14219 6.748457523 1 0.616593164 29.38104459
GOTERM_BP_ALL GO:0007129~synapsis 3 1.023890785 0.022227993 2138453, 2448480 196 17 14219 12.80222089 1 0.626183224 30.85508077
GOTERM_BP_ALL GO:0070192~chromosome organization involved in meiosis 3 1.023890785 0.022227993 2138453, 2448480 196 17 14219 12.80222089 1 0.626183224 30.85508077
GOTERM_BP_ALL GO:0045765~regulation of angiogenesis 4 1.365187713 0.023639482 99852, 1341171, 1 196 45 14219 6.448526077 1 0.637416591 32.47535512
GOTERM_BP_ALL GO:0048869~cellular developmental process 33 11.26279863 0.024234662 2684993, 1341163 196 1636 14219 1.463334539 1 0.635355743 33.14782834
GOTERM_BP_ALL GO:0016043~cellular component organization 37 12.62798635 0.024710331 96612, 95794, 134 196 1891 14219 1.419460063 1 0.631613461 33.68074258
GOTERM_BP_ALL GO:0010975~regulation of neuron projection development 4 1.365187713 0.026483748 1343327, 1890110 196 47 14219 6.174120712 1 0.646776618 35.63263038
GOTERM_BP_ALL GO:0055091~phospholipid homeostasis 2 0.682593857 0.027240965 1353627, 107448 196 2 14219 72.54591837 1 0.64692625 36.44950458
GOTERM_BP_ALL GO:0051094~positive regulation of developmental process 8 2.730375427 0.028246985 99852, 1341171, 1 196 214 14219 2.711996948 1 0.650373693 37.51973082
GOTERM_BP_ALL GO:0010769~regulation of cell morphogenesis involved in differen 4 1.365187713 0.031077949 1343327, 1890110 196 50 14219 5.803673469 1 0.676132581 40.44126502
GOTERM_BP_ALL GO:0006959~humoral immune response 4 1.365187713 0.037810027 88225, 2656551, 1 196 54 14219 5.373771731 1 0.738445251 46.88175079
GOTERM_BP_ALL GO:0000279~M phase 9 3.071672355 0.041512731 2138453, 106067, 196 283 14219 2.307114012 1 0.762689539 50.13923627
GOTERM_BP_ALL GO:0051716~cellular response to stimulus 14 4.778156997 0.042871673 1925055, 1341850 196 556 14219 1.826695786 1 0.76549126 51.28698798
GOTERM_BP_ALL GO:0031344~regulation of cell projection organization 4 1.365187713 0.043307147 1343327, 1890110 196 57 14219 5.09094164 1 0.76079537 51.64950527
GOTERM_BP_ALL GO:0022604~regulation of cell morphogenesis 5 1.706484642 0.044390314 1343327, 1890110 196 97 14219 3.739480328 1 0.761388909 52.54024703
GOTERM_BP_ALL GO:0030182~neuron differentiation 11 3.754266212 0.048812249 99852, 96198, 134 196 399 14219 2.000012787 1 0.786345835 56.01922094
GOTERM_BP_ALL GO:0060326~cell chemotaxis 3 1.023890785 0.052486078 95500, 1928397, 1 196 27 14219 8.060657596 1 0.803245009 58.72597745
GOTERM_BP_ALL GO:0030595~leukocyte chemotaxis 3 1.023890785 0.052486078 95500, 1928397, 1 196 27 14219 8.060657596 1 0.803245009 58.72597745
GOTERM_BP_ALL GO:0008283~cell proliferation 8 2.730375427 0.054304203 1343327, 95794, 1 196 247 14219 2.349665372 1 0.807394786 60.00688477
GOTERM_BP_ALL GO:0006950~response to stress 24 8.19112628 0.056347116 99852, 88225, 134 196 1184 14219 1.470525372 1 0.81259925 61.40158774
GOTERM_BP_ALL GO:0044057~regulation of system process 7 2.389078498 0.05880017 1343327, 108077, 196 201 14219 2.526474769 1 0.8197133 63.01594053
GOTERM_BP_ALL GO:0051969~regulation of transmission of nerve impulse 5 1.706484642 0.059629192 1343327, 108077, 196 107 14219 3.389996185 1 0.817799477 63.54702889
GOTERM_BP_ALL GO:0048523~negative regulation of cellular process 24 8.19112628 0.059858746 95411, 1341171, 2 196 1192 14219 1.460656075 1 0.812733102 63.69281451
GOTERM_BP_ALL GO:0048519~negative regulation of biological process 26 8.873720137 0.063420401 1276108, 1341163 196 1326 14219 1.422468988 1 0.825069445 65.88577369
GOTERM_BP_ALL GO:0040012~regulation of locomotion 5 1.706484642 0.064679562 96612, 1353627, 9 196 110 14219 3.297541744 1 0.82534591 66.63083461
GOTERM_BP_ALL GO:0006996~organelle organization 22 7.508532423 0.06502237 2138453, 1341163 196 1078 14219 1.480528946 1 0.821186193 66.83101558
GOTERM_BP_ALL GO:0006811~ion transport 16 5.460750853 0.065315872 1858231, 1351872 196 712 14219 1.630245357 1 0.816844907 67.00150772
GOTERM_BP_ALL GO:0031644~regulation of neurological system process 5 1.706484642 0.069946919 1343327, 108077, 196 113 14219 3.209996388 1 0.832890957 69.58505771
GOTERM_BP_ALL GO:0007017~microtubule-based process 7 2.389078498 0.070742681 1917176, 1341163 196 211 14219 2.406736628 1 0.83100776 70.00939843
GOTERM_BP_ALL GO:0007254~JNK cascade 3 1.023890785 0.070970193 1346863, 1341850 196 32 14219 6.801179847 1 0.826666991 70.12969311
GOTERM_BP_ALL GO:0019233~sensory perception of pain 3 1.023890785 0.074888199 106185, 1344351, 196 33 14219 6.595083488 1 0.838169139 72.13153544
GOTERM_BP_ALL GO:0007156~homophilic cell adhesion 5 1.706484642 0.077302391 1890110, 108077, 196 117 14219 3.100252922 1 0.842831288 73.30154997
GOTERM_BP_ALL GO:0032501~multicellular organismal process 70 23.89078498 0.07756269 95794, 2684993, 1 196 4329 14219 1.173068673 1 0.838939642 73.42490866
GOTERM_BP_ALL GO:0007049~cell cycle 14 4.778156997 0.077830319 2138453, 1343463 196 611 14219 1.662263269 1 0.835113388 73.55118246
GOTERM_BP_ALL GO:0009566~fertilization 4 1.365187713 0.078753726 2138453, 88052, 1 196 73 14219 3.975118815 1 0.833931039 73.98255629
GOTERM_BP_ALL GO:0055088~lipid homeostasis 3 1.023890785 0.078873673 1353627, 88052, 1 196 34 14219 6.401110444 1 0.829608944 74.03810252
GOTERM_BP_ALL GO:0032438~melanosome organization 2 0.682593857 0.079527705 98881, 107448 196 6 14219 24.18197279 1 0.827450057 74.33902553
GOTERM_BP_ALL GO:0031098~stress-activated protein kinase signaling pathway 3 1.023890785 0.082924049 1346863, 1341850 196 35 14219 6.218221574 1 0.835888717 75.84973542
GOTERM_BP_ALL GO:0007127~meiosis I 3 1.023890785 0.082924049 2138453, 2448480 196 35 14219 6.218221574 1 0.835888717 75.84973542
GOTERM_BP_ALL GO:0065008~regulation of biological quality 22 7.508532423 0.090422231 1096391, 108077, 196 1123 14219 1.421202319 1 0.857530434 78.89436515
GOTERM_BP_ALL GO:0051093~negative regulation of developmental process 7 2.389078498 0.091102616 1341171, 97173, 1 196 226 14219 2.246997472 1 0.855532223 79.15201177
GOTERM_BP_ALL GO:0051216~cartilage development 4 1.365187713 0.091780123 1341171, 2684993 196 78 14219 3.720303506 1 0.853558368 79.40563201
GOTERM_BP_ALL GO:0048753~pigment granule organization 2 0.682593857 0.092156433 98881, 107448 196 7 14219 20.72740525 1 0.85064604 79.54524618
GOTERM_BP_ALL GO:0050768~negative regulation of neurogenesis 3 1.023890785 0.095439794 97173, 1343327, 1 196 38 14219 5.727309345 1 0.856942907 80.72625192
GOTERM_BP_ALL GO:0006812~cation transport 12 4.09556314 0.097598149 1889008, 2140077 196 515 14219 1.690390331 1 0.85953303 81.46738627
GOTERM_BP_ALL GO:0050770~regulation of axonogenesis 3 1.023890785 0.099725256 1343327, 1890110 196 39 14219 5.580455259 1 0.861930821 82.17154028
GOTERM_BP_ALL GO:0008584~male gonad development 3 1.023890785 0.099725256 1341823, 1328328 196 39 14219 5.580455259 1 0.861930821 82.17154028
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Supplementary Materials and Methods 

Construction of expression vectors  

Expression vectors were prepared for GFP and RUNX1 in pEGFP (Clontech) and siRNA 

expression vectors for mouse Sox5 (GCGCTGGAGTCTCAGAGTCAA), Sox6 

(GTTATGTTCCCTATATTCC), Sox9 (GGCTACGACTGGACGCTGGTG), Runx1 

(TGACCACC CTGGCGAGCTA), and GFP (GCTGGAGTACAACTACAACAG) in 

piGENEmU6 vector (iGENE Therapeutics). All siRNA vectors were confirmed to knock down 

the targets using immunoblotting. Adenovirus vectors were prepared as previously described.
1
 

Cells were transduced with adenoviral vectors at MOI (a multiplicity of infection) 100. 

Cell cultures 

We maintained C3H10T1/2, COS-7, HuH-7 and ATDC5 cells (Riken BRC, Tsukuba, Japan) in a 

monolayer culture as previously described.
2 3

 Human articular chondrocytes were purchased 

from Lonza Walkersville Inc (Wakersville, MD, USA). Primary mouse chondrocytes were 

isolated cultured as previously described.
3 4

 Toluidine blue, alcian blue, and alizarin red 

stainings were used to assess cartilaginous matrix synthesis and mineralization. A WST-8 Assay 

Kit was used to determine proliferation (Dojindo, Mashiki, Japan).  

Screening of small compound libraries 

Natural small compounds were purchased from InterBioScreen, Inc. (Chernogolovka, Russia); 

synthetic small compounds were provided by Takeda Chemical Industries (Osaka, Japan). We 

previously reported the monitoring system of chondrogenic differentiation using 

Col2GFP-ATDC5 cells. Briefly, we established ATDC5 cells that were stably expressed with 4 

tandem repeats of enhancer region of Sox9 to the COL2A1 (+2,126/+2,174) cloned upstream of 

the COL2A1 basal promoter (-1,031/+37) in combined with the EGFP gene (called 



 2 

Col2GFP–ATDC5 cells). We confirmed that Col2GFP–ATDC5 cells showed time-dependent 

increases in the specific green fluorescence during the cultures, without being destroyed or fixed, 

and the fluorescence was enhanced by stimulation with insulin, a known chondrogenic 

stimulator of ATDC5 cells. This system allowed us to monitor the complex process of 

chondrogenic differentiation of living cells in real time without analyzing differentiation 

markers or staining the cells.
5
 Using Col2GFP–ATDC5 cells, we screened natural and synthetic 

compound libraries to identify the preeminent chondrogenic compound among them. In the first 

screening, Col2GFP-ATDC5 cells were treated with each compound at 20 mg/ml for 6 days and 

GFP fluorescence observed every 3 days. To analyse the initial hit compounds, 

Col2GFP-ATDC5 cells were treated with each compound at 2 mg/ml for 7 days, and 

cartilaginous matrix synthesis assessed by toluidine blue staining. To analyse the second hit 

compounds, Col2GFP-ATDC5 cells were treated with each compound at 2 mg/ml for 7 days, 

and the mRNA expression of Col2a1 examined by real-time RT-PCR analysis. Finally, to 

analyse the third hit compounds, Col2GFP-ATDC5 cells were treated with each compound at 

10
−6

 M, and fluorescence assessed within 2 days after commencing the treatment.   

Real-time RT-PCR analysis 

Total RNA was extracted from cells using an RNeasy Mini kit (Qiagen, Valencia, CA, USA). 

One microgram of RNA was reverse-transcribed with QuantiTect Reverse Transcription 

(Qiagen) to produce single-stranded cDNA. Real-time RT-PCR was performed with an ABI 

Prism 7500 Sequence Detection System (Applied Biosystems, Foster City, CA, USA) using 

FastStart Universal SYBR Green Master (Roche, Tokyo, Japan) with rodent actin or human 

GAPDH as the internal control. Primer sequence information is available upon request. 

Biochemical measurement of glycosaminoglycan 
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Whole cell lysates were collected from C3H10T1/2 cells or primary mouse chondrocytes, using 

an M-PER kit (Pierce Chemical, Rockford, IL, USA) and glycosaminoglycan (GAG) contents 

were evaluated by the Alcian blue-binding assay (Wieslab, Lund, Sweden). 

Metatarsal organ culture 

The second, third and fourth metatarsals were dissected from mouse embryonic hindlimbs under 

sterile conditions and cultured in 1 mL of MEM (Invitrogen, Carlsbad, CA, USA) supplemented 

with 50 µg/ml ascorbic acid, 1 mM β-glycerophosphate, and 0.25% fetal bovine serum (Gibco 

BRL, Rockville, MD, USA) in the presence or absence of TD-198946.  

Metatarsal Staining  

Metatarsal rudiments were cultured for 7 days and then harvested and fixed in 4% 

paraformaldehyde buffered with PBS. In situ hybridization was performed for Col10a1 using 

DIG-labelled RNA probes. von Kossa staining was performed as described previously.
6 7

 

Microarray analysis  

Total RNA was isolated from C3H10T1/2 cells treated with TD-198946 (10
−6

 M) or dimethyl 

sulfoxide (DMSO) as a vehicle for 48 h. A microarray analysis was then performed using the 

Gene Chip Mouse Genome 430 2.0 Array (Affymetrix, Santa Clara, CA, USA), and analysed 

with the GeneChip Operating Software 1.2 (Affymetrix). Gene ontology analysis was 

undertaken with GOTERM_BP_ALL using the DAVID v6.7 (The Database for Annotation, 

Visualization and Integrated Discovery). 

Luciferase reporter assay  

A human COL2A1 promoter region was constructed (from −1,031 to +37 bp relative to the 

transcriptional start site) via PCR using human genomic DNA as a template and cloned into 

pGL3-Basic vector (Promega).  Deletion and mutation constructs were also created by PCR, 
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and the 12xGCCG-luc, 9xCAGA-luc, Top flash, and constitutively active TCF (TCF-CA) 

expressing plasmids were prepared as previously described.
3
 C3H10T1/2 cells were treated with 

vehicle, TD-198946 (10
–6

 M), BMP2 (100 ng/ml, R&D Systems, Minneapolis, MN, USA) or 

TGF-β1 (1 ng/ml, R&D Systems), or transfected them with TCF-CA expressing plasmid six 

hours after transfection.  We performed luciferase assays with the PicaGene Dual SeaPansy 

Luminescence Kit (Toyo Ink, Tokyo, Japan) using HuH-7 cells and showed the data as the ratio 

of the firefly activities to the Renilla activities. 

EMSA 

Nuclear extracts were prepared from COS-7 cells that were transfected with plasmids expressing 

GFP-tagged Runx1 (Runx1-GFP) and EMSA was performed using a DIG gel shift kit (Roche).  

The region of the oligonucleotide probe ranged from −304 to −275 bp relative to the 

transcriptional start site. For competition analysis, a 50-fold excess of unlabelled competitor 

probe containing the binding reaction was used. For the supershift experiment, 2 µg of an 

antibody to Runx1(C-19X; Santa Cruz Biotechnology, Santa Cruz, USA) was added. 

ChIP assay 

HeLa cells were transfected with GFP or Runx1-GFP using a Shearing ChIP kit and a One day 

ChIP kit (Diagenode). Immunoprecipitation was performed using antibodies to Runx1 (H-65X; 

Santa Cruz Biotechnology), GFP (JL-8; Clontech), and normal IgG (Promega). Primer sets, one 

spanning and the other not spanning the identified binding region of Runx1, ranged from −400 

to −200, and from −1,685 to −1,467, respectively.  

Animals and materials 

All experiments were approved by the Animal Care and Use Committee of the University of 

Tokyo. WT C57BL/6N male mice were obtained from the Charles River Laboratories 
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(Wilmington, MA, USA). Human samples were obtained from OA patients undergoing total 

knee arthroplasty after obtaining written informed consent as approved by the Ethics Committee 

of the University of Tokyo. 
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Supplementary Figure Legends 

Supplementary Figure 1. Schematic of the four steps employed to screen for chondrogenic 

agents among 2,500 natural and synthetic small compounds. The first and last screenings used 

the Col2GFP-ATDC5 system. The second and third screenings used toluidine blue staining and 

Col2a1 mRNA level measurements by real-time RT-PCR, respectively.  

 

Supplementary Figure 2. (A) Temporal profile of the COL2A1 promoter activity in 

Col2GFP-ATDC5 cells transfected with the luciferase reporter gene under the treatment with 

insulin (10 µg/ml), TD-198946 (10
-6

 M), or the control vehicle. (B) Temporal profile of cell 

proliferation determined by the WST-8 assay in C310T1/2 cells treated with TD-198946 (10
−9

 

and 10
−6 

M) or the control vehicle. All data are expressed as the mean ± s.d. (error bars) for 4 

wells/group. 

 

Supplementary Figure 3. Effect of TD-198946 on the transcriptional activities of BMP, 

TGF-β, and the canonical Wnt signalling pathway. Luciferase assays were performed using 

reporter plasmids containing the BMP responsive element (12XGCCG), TGF-β responsive 

element (9XCAGA), and the canonical Wnt signal responsive element (Top flash) in 

C3H10T1/2 cells treated with TD-198946 (10
–7

 M), BMP2 (100 ng/ml), TGF-β1 (1 ng/ml), or 

transfected with the plasmid expressing constitutively active TCF (T-cell factor) (TCF-CA).  

Data are expressed as the mean (bars) ± s.d. (error bars) for 4 wells/group. 

 

Supplementary Figure 4. 
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Safranin-O stained sections of mouse medial tibial cartilage obtained from normal mouse knee 

joint of 8-week-old male mice, which were given a 10 µl intra-articular injection of TD-198946 

(100 nM) every 5 days for 8 weeks. Scale bars, 100 µm. 

 

Supplementary Figure 5. Identification of target transcriptional factors of TD-198946 for 

chondrogenesis. (A) Scheme of the screening steps for target factors by a microarray analysis of 

C3H10T1/2 cells treated with TD-198946 (10
−7

 M) or the control vehicle for 2 days. Genes that 

showed more than a 10-fold upregulation by TD-198946 were analysed by Gene Ontology.  

Among genes associated with the most over-represented term, ‘Multicellular organismal 

development,’ transcription-related genes were further selected by the GO term. (B) Gene 

ontology analysis of genes that showed more than 10-fold upregulation by TD-198946. 196 

genes were analysed by the Gene Ontology (GO) biological process. The top 20 

over-represented terms are shown. The x axis corresponds to P-values (logarithmic scale). (C) 

Six transcription-related genes associated with the Gene Ontology (GO) term, multicellular 

organismal development, among 196 genes that showed more than 10-fold upregulation by 

TD-198946. 

 

Supplementary Figure 6. 

Effects of TD-198946 treatment on Sox5, Mmp-13 and Col1a1 expression in OA.   

Immunostainings of Sox5, Mmp-13 and Col1a1 from the inset box of figure (Figure 4A). Scale 

bar, 50 µm. 

 

Supplementary Figure 7. 
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Safranin-O staining and immunostaining of Sox5 in normal and OA regions of tibial cartilage 

obtained from a total knee arthroplasty patient. Scale bar, 50 µm. 

 

Supplementary Figure 8.     Redifferentiating effects of TD-198946 on human articular 

chondrocytes that had been dedifferentiated by passaging 3 times (P3).  COL2A1 mRNA levels 

determined by real-time RT-PCR analysis and toluidine blue staining are shown as 

chondrogenic markers. dedifferentiated human articular chondrocytes were cultured with 

TD-198946 (10
–9

 and 10
–6

 M) or the control vehicle in DMEM for 7 days. Data are expressed as 

the mean (bars) ± s.d. (error bars) for 4 wells/group, and representative figures are shown. 

 

Supplementary Figure 9. 

Redifferentiating effects of TD-198946 on human OA articular chondrocytes that had been 

induced to degenerated chondrocytes by interleukin-1β (IL-1β). COL2A1 and COL10A1 mRNA 

levels determined by real-time RT-PCR analysis. Degenerated human articular chondrocytes 

were cultured with TD-198946 or the control vehicle under interleukin-1β treatment (10 ng/ml) 

in serum-free media for 7 days. Data are expressed as the mean (bars) ± s.d. (error bars) for 4 

wells/group, and representative figures are shown. 

*P<0.01 vs. the control vehicle under interleukin-1β treatment group 

 

Supplementary Figure 10. 

(A) Runx1 protein level determined by immunoblotting using an antibody to Runx1and actin in 

lysates of primary mouse chondrocytes from Runx1-floxed (Runx1
fl/fl

) cells that were 

adenovirully infected with GFP or Cre. 



 4 

(B) Sox5 and Sox6 mRNA levels in primary mouse chondrocytes from Runx1
fl/fl

 mice cultured 

with TD-198946 (10
−7

 M) or vehicle for 5 days after adenoviral (Ax) infection with GFP or Cre. 

*P<0.01 vs. Ax-GFP and TD treatment group. 
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